>OLS42237.1 transposase [Rhodovulum sulfidophilum]AB14
MSKTMDDSIKRWTAKRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>OLS42238.1 transposase [Rhodovulum sulfidophilum]AB14
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHTRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNNRRPHQALAMRTPAEAFTLAA
>OLS42239.1 hypothetical protein BV379_20765 [Rhodovulum sulfidophilum]AB14
MTPSEACDLLQRMFAAFMNPNTKQDDLAEFLTPDYVQRVDGKQLDYSEFLMHHQALKGAISSGSVNFEHFVTDGVSAATV
HIAEAVKRNGERIRLRVIAYYQFCGNRISLVDELTQLLDGDQEDRDLGSRTVPA
>OLS42304.1 hypothetical protein BV379_20740 [Rhodovulum sulfidophilum]AB14
MSGFFNQELRIGRISSALGEGALALCHFESADQLNVFSASRSGDRMRHAAAGTALYAGLRSRSGLSGMDLLK
>OLS42305.1 hypothetical protein BV379_20745 [Rhodovulum sulfidophilum]AB14
MTADFWMDLSGGKPGGQMSSDGLSALHIETLTNFRPLDSQFGKWPTRTVPEDLMPHLFPAGDDGDSVLALIDAARIPMLP
EVLEASGLDHRCLFKGDARDEWGDAAPWLVRLEQESDLTRKLFTGGKSAGQYWNNAAAIFIRSSRSLDMIWSHLRKFTKF
QDAGGRWIFFRFWAPPYLARYLKGHDEAATPFLENFLLDMTFILPEPVRGMVSIAHVSHPDLHRDIRTGNSPGRWPGFRR
DIARIRLDLFVEKLDRKLTKVIPSTTSVSEDRRLTSLHRMARSAISLGLREERAVERYCLSRLMLGFPPEQDRRFDGILQ
GSAHDLDRSRDMLALAISIGKEA
>OLS42306.1 hypothetical protein BV379_20750 [Rhodovulum sulfidophilum]AB14
MTTVNCDDPLARCEMGNLFRVNSPSGGLLMEGVVNGEATGILPSGERMILPNTLTGTTNSLDVILNGTTYPVCSRLQEFT
YSRP
>OLS42307.1 hypothetical protein BV379_20755, partial [Rhodovulum sulfidophilum]AB14
MLQAPPPLSLDEGEIDVDTAPDDVLLAIARAILVTLEIIDEISGAQDLYESSGHDIDLRMTGTDGAPAIAEVVAAVRSMN
GRRAIRALVDGGKGALRVAR
>OLS42308.1 hypothetical protein BV379_20715 [Rhodovulum sulfidophilum]AB14
MADPALFPDDPIATYFLALTPGLFKALHLPAVWLGIDVGAWNLLVVSPLSIALFLAAANTFSARMQLARPERHALVLLLL
AAVYSDVTSGLPRGFGPTIILGLLGLFMARRRIALGIAMAAGANIYPIAALVGGGAIGFNAVLRSVSVRRIDRNDAILVL
IAAAAGIVGLSPFLASTDGAGATFTLAEARDIPIFGPGGRTSFFRDSWVDMLLCSSQRSGLLPTCAGGPGWPPLALTAAV
FIMGALLLRRRDVPRDVGTALISLVLSGLVLTALAYVFAFKGHLPGRYSRLSLEQVYAFSWVFAVTSGIVWAARRTGLAE
RRLFAGLVVLLLAAALVGTRPSAEFIRDPAPLISAALRSQPPETVVAGFSRYVDSVPALTGRKVFASLELTVPYKKPYYY
RIEQKMADMGALYRGPVSSGWRALLDRSGIDFFILDSEASARARQWYVSFPVLKGSREQSVFVSNPDAVRSCTFEDQGSL
KMISAGCFADRALE
>OLS42309.1 hypothetical protein BV379_20720 [Rhodovulum sulfidophilum]AB14
MKRLVSVLVSLIFLAVVYSLLDVDAIIGALRRTDPGMLGLSLILLVGLIFVSALRLSILSRTGGLPLGRRKAIQATFAAN
ALNMFLPGKLGDILKASLMAEDDSAQLAKATSLGIWEKISDLAALFLMASVPLALTSPSSLAWLPLGLLGLCGLAALLAP
RILQLPFGALRATRPLARDWGAVVRRLRSRPGSLTLCLALTALLWLGHLVQISLMAASLGVSGDASFWAHFMALMPIAIV
AGLIPLTFAGVGTRDAAIVMLIGAQAGPETAAALGVLFWLRYLVPGLIGSPLLPRFLRTAAAHRARFAK
>OLS42310.1 hypothetical protein BV379_20725 [Rhodovulum sulfidophilum]AB14
MTGSHPLRKRLERLGTRSLPKLLTLQDRNPHSPTYGCFDRNFWHLRITDFPSGMAQEFVLPLALAYSNRLEGNDFFGDPM
IREWVRAGISYAARSAHPDGSCDDYYPFEKAAGAAAFSLYACIEAIPAARLDPAPFLPFLTQRAEWLARQHESGRLSNHE
ALIANALYRLSALVGEPRFAELGRRRLDRLLTWQSEEGWFFEYQGCDPGYLSLTIANLAELAELRPELPLKAPLLRAIGF
LHSLQPPDGWLGGEWTSRNTNNFFPHGFELLGKTIPEALDINTRAVGAMDPAPEYDDDHIIGHHCWSYIKTALSWRDTRP
EPSLSPDRDVVFPEAGLSLLRKGPMTLLTAEKKGGAFRLYRGDRLIHADTGVSLQLRRGDRTRTYVCHLWSDDNEIERCP
ASVTVSGAMGRAKSSQMTPLKNLVLRSLMLTLGRFNPDLIRAILQRLLITGKPRSGLRFARHLALDDSGLTVRDRIEGGG
EIVDCGIGPAQTSIYTVMSRVYHPVQRQPWCDLSAEIMPGSALRLDHTRRIGEAE
>OLS42311.1 hypothetical protein BV379_20730 [Rhodovulum sulfidophilum]AB14
MSTNVDSRIVVQIPCYNEEATLEATIAEIRKATAAFRNCLILVVDDGSTDGTVEVARKAKADFIARHSSNRGLARAYMTG
LAASLNLGADIIVNTDADNQYRAAGIPALIRAISEEQADVAVGARPIEQTEHFSLLKRRLQRLGTRVVRGLSGTDVRDAT
SGFRAITREAALRLNTFSDYTYTLETLIQAGRSGLRVTSVDIETNPPTRPSRLMRSMGQYILRSIGDMLRISTIYSPLRS
YLTVAAPPLAVAIFLGLRYVFLVSLVDPSRSHAPSLILAGILTGLAFLLCGLGIIGEIMTVNRRILEELRINQRRQLAES
GSLGGRVDFSLIEISHGTSK
>OLS42312.1 hypothetical protein BV379_20735 [Rhodovulum sulfidophilum]AB14
MSSPTSRSCKTLNWLSYNGALKRRDSLTIWFDLEVSWEAVPTGKRGQQQTYSDAAIQTYLAMEGEGRPANTGARNGASGE
RSTSGSTSKFWRTEPSSSPAVASATPPCCRNCSIRSHPNGSVAQIG
>OLS42315.1 hypothetical protein BV379_20665 [Rhodovulum sulfidophilum]AB14
MSSKTEAARLVTDRSIAVSRSARDLDLSESVLRRWMRELTIAQAAAFPVGQMRADLAEIAVLKKEVVRLRAERDILKKAA
AFSRARRYEIRLRPRGPPPAATP
>OLS42316.1 esterase [Rhodovulum sulfidophilum]AB14
MPVEHYSVKTRDGLQLRLTRKSAKSKAAMPVIMVHGAGVRSRIFCPPREGAPNLDDYLQAAGFDVWNLDWRASIDLAPNP
WTLDKAAVHDYPAAVQAIAEVTGASEVRAMVHCQGATSFMLSLVAGLLPQVSTVVSNAVSLHPVVPRLARLKALYAVPSL
GGLFPYLNPQWGISAPPGWPRVFDAYVRAIHHECNNPVCKWSSFTFGSGFPTLWSHDMLDDPTHDWLAGEFAYVPMTFFR
QMGRCIRAGHLVTTGEFDDLPADVVSTAPRTDARIVLLTGARNACFVPESQTRSFDFLDRHAPGRHAFHELPGYGHLDVF
IGKNAPGDIWPLITAELGKGCA
>OLS42317.1 acetoacetate decarboxylase [Rhodovulum sulfidophilum]AB14
MGIPKRQREIEGRHAYVDGIRYVMPINSWEASAMIAAFPCDYDAAAALLPDAYVHPFRYFGRALLVVTVIDYRQTDIGSY
IEYSIAIACTKGRDKAPPLLPALFMKSFGTGQFVVDLPVSSEVSVKGGRGIWGMPKHQANLDFKTGLSWVSSQYDLDGRM
VSRFDVRRPKKVWAPVNMGATNYCQFRGMIYRSFIYFKGKAGVHLMHPDSARFILGDHPNADPIRALEHRPTPLFAAFIP
DVQGVLDDYFDCWFVTPNDLPEKPLGAGLEVTYPLGYSEDWLKPPQRDATFDLDKE
>OLS42318.1 hypothetical protein BV379_20680 [Rhodovulum sulfidophilum]AB14
MPRLLALNNAVLFLCCSIYLGTGVSLIFFQFPVEPQLTPENYYLIFVDPVRRATEFFTSMTLVMLATGALMLATEWFSGL
RWVPILVLGGLIASTLLTLYGIFPHNKALAAGIDDPRQLAETFAVWANLNRIRVSLWCVQWTAMMIYFYKLAIRARADR
>OLS42319.1 hypothetical protein BV379_20685 [Rhodovulum sulfidophilum]AB14
MNDAFLRLCLIAIAAITVISGAAQMIAGQTVMAIIATSATPTEVHLFATIGMFMVITGAMFLQSLLTRSPESAIPLWIAV
QKLAAAILVAMAFANGYFRWLALGVAGFDALSAALAFLFWQRMPR
>OLS42320.1 hypothetical protein BV379_20690 [Rhodovulum sulfidophilum]AB14
MIGPIATALQLIYALFLVAVGAYGTVCLQWELASFYGIDTATLTGRDGATLLNQFRFLKAIELSFGLFCLLFRRDIMAGG
QACTLFLSGLGLGVFSRGLSMVLDGRPHGVFVFFLLAEILIFVCVWLNARHVAGSR
>OLS42321.1 hypothetical protein BV379_20695 [Rhodovulum sulfidophilum]AB14
MTARPAIASARAGRRALILPGGGMRVAYQAGAIQRLHEEGLRFSYGDGTSGGIMNLGALLSGVTPEDLALRWRRLRPTAF
VSPLSLRGYLKFPRLAAFGDFDGITGTIFPHLGIDPDKIRASRGVTAQFNICNFRRKAVEAIPHTRITLNHMLAGMSLPM
FTPAVVEGGETWTDAVWIQDSNLLKTAEAGANELWVVWCIGNTPAWQTGMLNQYVHMIEMSAVAALNAELAAIAQLNNRI
AAGEAPLGHKTPIKVHLIRPDLPIPLDPDYVAGKVSGNALVDQGYMDASRYLAARAAGGIALDESATMTARPKRGVSFRE
RMAGRISFDTTDPVTGGVDRNAVPVVLNATINLRDVAGFVRDPQHRGEMAAHLYSPRLGFIRPGTDSNFSLFTPSDQPDL
TYMTYELGVLLDGKPHWFSGRKYIRRGWFWRLWRETTTLHVTLHEGHDRTGPVVAAGILRLGLIDFIGLMTTLTARDCPG
LGARLGTTGQFIEYFAGSLVRTYLRKGRAR
>OLS42322.1 hypothetical protein BV379_20700 [Rhodovulum sulfidophilum]AB14
MQRPAVGWFSLRLMLRAGVKALVSALAGTRTARREVLAALDLVRQHGHAGGRIRPAAAEPGQDGAIWVDYVADLGDGFAA
THSIAWLVGRDYLGLGAPGQVVAQPVPDDATHEVGKGDFPAGLTLLPAGQITVFGGDQVYPYATQSDYADRCTGVYYAAR
PWDRHPDRPEGRRLYTIPGNHDWYDGLSAYVQSFCQPGRWHGAWQVQQARSYFALDLPHGVSIWGLDLAIENDFDAPQLD
YFTERAGRLKDGDTVILCVPTPAWIKRDARLAPADAGAATWDAWSKIEMIQQLVKHRNGSAQVRAVISGDLHHYARYHAG
RDGERNSCQYITCGGGGAFMLGTNSVPDEVRVLDGKTATMAATFPSCAVSRAIRNGVYKLVYRHKLFCLALAVVLFGLVW
VFQAASYVMKATGSSAAMGPVWTGDTALDMLQSTIRNWVGLIDFWHVLLKSMIHNPLLSLITVGIAAGFIAFAASGRSIY
SQNWAVPVAGFAHFMVQICVAFLIAAVIRAVLGPLQDWILVYITLMIALCLFFGWMVCGTLFALYLRIANATTGLHEQEL
CSSQAIEDWKCFLRIKVAADGLTIHPIGLRHAVRDWRSAPGTQAPKTTGARGLMQALRVSANDFEVPDGTTHLLDPVAPL
APQLIEAPIFIPTIRGGRL
>OLS42323.1 choline dehydrogenase [Rhodovulum sulfidophilum]AB14
MTPDVIIIGSGFGGAVHACRQAVAGRSVLVLERGRRWSPQDYPRGPYDAWIFDVDEPHRQNGWLDLRILDDMWVAQGAGV
GGGSLIYASVSIDARPQMLDAGWPDPISARELAPYYEAVADMLRPEVLPDNQRTPRFALMQEAAQKTGAADRFRKLDLAV
SFDPDGRFPDTRPASEEAQKTFTNSQGRQQGYCVHAGNCDIGCKAQAKNTLDLNYLAAAEDAGAEIRPLSLVSHIVAEGA
GYAVVYTDISGGQRRERVVRAAQVVLAAGSLGSTEILFRSRDQFGTLPNISPALGQSWSSNGDFLTPAFYDNRILSPTIG
PTITSAIDYLDGSDGGMRYFVEDGGFPDVLGNALKARSRTGRRFGMANRALMSFAKRLYDGDPLEGMMPWFGQAMDGGDG
RLYLGRDRLRPWKKRLKLDWDAARSERGVGGLIAAHDRLSRATGGTPKVPPNWTIFRNLVTPHPLGGCKMGSARISGVVD
HRGEVFGHQGLYVSDGSVFPRPIGLNPSKTIAALAERTAAGILAR
>OLS42324.1 hypothetical protein BV379_20710, partial [Rhodovulum sulfidophilum]AB14
AAPIAEPVFKATGLYLRGLAPLSATNRLSASGGKLHLVETGSRSLITVCPEKDRTESDHFRRTQLHGKTP
>OLS42421.1 hypothetical protein BV379_20380, partial [Rhodovulum sulfidophilum]AB14
MRRRRTYRLTGGLAAAGLVLLGIPPVAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSADSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRR
>OLS42422.1 sugar transporter [Rhodovulum sulfidophilum]AB14
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>OLS42423.1 sugar transferase [Rhodovulum sulfidophilum]AB14
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEIYDRDMSLRTDLDVLFKTVSVVVRATGC
>OLS42424.1 ATPase [Rhodovulum sulfidophilum]AB14
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRSPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLPTTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>OLS42425.1 chain length-determining protein [Rhodovulum sulfidophilum]AB14
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQGAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPKERGSRLRRRNR
KEPPPSGSIMPG
>OLS42426.1 hypothetical protein BV379_20415 [Rhodovulum sulfidophilum]AB14
MKITFVIAVASLAGGNRVVATYASRLKARGHEVTVISRPWPHPSPMRRLRARLRGRKLPSYTSSPLFDALGDSHKVLDRR
RPVVAEDLPDADVVIATWWETAEWVAALPASKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVRDEAPG
SKIDLLPNAVDHAVFDAPPRARGTPFTVGFLHSIAPRKRIDLAFDTIGKARLRLPDLRVVSFGTTPATENFPRDLIYRRA
PPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAE
WRAMSDAAHATAAAHSWETATDRLLDYLGEEARS
>OLS42427.1 hypothetical protein BV379_20420 [Rhodovulum sulfidophilum]AB14
MADLFKLHTQGLDSPPSRLTEVMPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>OLS42428.1 hypothetical protein BV379_20425 [Rhodovulum sulfidophilum]AB14
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTAGAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLSVASFTLDGEDRRSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSEPVTARLGDAPRAFSAADWSVDETGVRIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAGVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGRRIKVRQIETPSGGSPVTRDSAASAAVVALNFRAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLGALETGPVCLVRPALSGTPAVGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGST
HTVISADAGTDLQYIETGTQSGAAAPVTAASPAVRIGDAAPTSYSPQTSTSALAWWDASDEATITHEAGTVSQLADKIGT
VHLIGSGTTGVGASKINGRNTVVMDGLSDVLTAHGLIYPASGDWVMTIVAVIGTVNNITDGLIDGRGGDSSINIVSYKND
AFNGHLRVSDTSSHFATPPYSGLHVVQIVADLTDTGTLKVLIDGEEVASVSYDTPIQTDLNRFFRFGESKHLGGQFCEVF
IDSDKNVQAATYTYAARKWGLS
>OLS42429.1 hypothetical protein BV379_20430 [Rhodovulum sulfidophilum]AB14
MVYARGSYGSGAPFEHWKGRERDIAISWGEQTYNPDGLDLSDVNDATIFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPE
IQALVRDFIAFMQAPLGIAPAWRTSAGPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFPADTAALGGHKVFFQDHTLTVAG
LDLGAGGHVHAVNGRLNVSAAPTCTGGGAITTDESGQVWIEGYAGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHG
VAEFLCAYGEASMTIRSGRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSS
VDLGGAALVLDLTGVTAGSHVLIAADSVTGSFGSVSGAIDPGLDATVTVSATGVSLTVTAGSGLIALA
>OLS42430.1 hypothetical protein BV379_20435 [Rhodovulum sulfidophilum]AB14
MPAMPSASPFIPTILEIRAIFVHVPKTAGTSVKIEFYGQPGGGHRRIIEFAAHDPGRTDDFFKFSFVRNPWDRLLSAHAY
LTDGRKATGRDRRFANEVLALHPGFEAFVLALEDPGFRRQVMAYDHFRAQTYWLCMPGARDHAMDYLGRFERFDEDMETL
RHRLGRPGRPTVRARPSHHPPYRDSYSTRMRDIAGDIYARDAALFGYAF
>OLS42431.1 hypothetical protein BV379_20440 [Rhodovulum sulfidophilum]AB14
MRSGTHVMIDLLLNNLPAYRNRPLYIDLDQHLRRGEMPVDPQAGYVVKTHYPFTMPGGKFPEDRLMGLFQNSLVITIQRD
QAEILRSLARWHAATSDQILSRFGDGFDRFNAFWPGRDRMAIDHRTLFDRDAMQMLIRQIAERTGTEPARRFVPPPPRDA
TQRIYLMKATTRLLGARAPRINTTIFTLK
>OLS42432.1 colanic acid biosynthesis glycosyltransferase WcaL [Rhodovulum sulfidophilum]AB14
MTANVRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLM
ALRRPGALPGVLRLAWQTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHG
PADFLDPLGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPGRYRRDPPPATGPATARELLFVGRLA
AVKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVP
VVLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSATALTAAIGAVLADPEGAARMGAAGRERVCTGFDVRAEALRL
ATLFRNGAAAGEDR
>OLS42433.1 hypothetical protein BV379_20450 [Rhodovulum sulfidophilum]AB14
MPLFFFCAGITASFAVHRAPRDFWHKRLLPMVWVLAIFTALVPLLIRLNGFTVIAVFLGLAVLWHGGLLRYERTLIYPKD
IKAVLNNAPFYMAGLYFAPRVIALLAHPRRSRLVLAGTAAVFAGLVLGAALMPSTAEILGKAARFAGVAFGAALAAEIAL
FAVAGSVALKAMLRAARMEVFYAPPRLLAHRPARTAQV
>OLS42434.1 hypothetical protein BV379_20455 [Rhodovulum sulfidophilum]AB14
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGHYGSDCSGGKITCYDPSGSAGALTEDLRAFDRNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAVKA
>OLS42435.1 hypothetical protein BV379_20460 [Rhodovulum sulfidophilum]AB14
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRVALRSLGALLHAASLLFIWILARRLGGRRAAVWTLAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGATALPARRRMLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKEFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYVPHYQPSEPERLAAFFDRIDPAETELILGR
QNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLARPRFLIVQQIRPPAPSGAEVTPALDRIAA
RGRLIAEAKGAWWRAELYERTGPE
>OLS42436.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB14
MQIEHTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSAKDSAAPPLAEFDSPFIWTRT
>OLS42437.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB14
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGRPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLGREGVGVRMGCFLENTSVKGN
>OLS42438.1 hypothetical protein BV379_20480 [Rhodovulum sulfidophilum]AB14
MLRTRTSDGVPIEVDITDHDGRILWMCGSNDFKVSRVANALLSQNMDFLDIGANYGTIGFSAACRMKPGDTVHLFEPQPR
LSGQLRKAIEASGLDAVIKLHEVALYDRDVKIPFSVPLQHSGKGSLVNSAPANESLTVEARSTASYVEPLIGDRPFGVKI
DVEGAEAVILPDLIALKDQMRFCIFEGSSNQVALYEMFNSRGFLVFGLCRTVLKVNLSFISSQEELHSFHDFLAIRLSTR
PTQKRMTLDNLVKCVRSPS
>OLS42439.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB14
MLLVFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAAM
AWACAKKGIPFVHLSTDYVFDGRGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTMLR
LGAERAQMKIVADQVGGPTAAGDIAGACLKIAAHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSAY
PTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAAKA
>OLS42440.1 glucose-1-phosphate thymidylyltransferase [Rhodovulum sulfidophilum]AB14
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPQYPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEED
>OLS42441.1 hypothetical protein BV379_20495 [Rhodovulum sulfidophilum]AB14
MQVSSMTPTAIAYLVPEFPGQTHAFFWREIQALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLAAAARLA
GRPVRTLRALAYVLGLSETPWRRRLALVGLIASASALGRVCRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDL
PVYGTDHAAKMARAGFVAAVTCPLAAQIAAVSPGTPAPVIWMGVDTDRFHPPASARPGGEALEMVTVARLNHTKGHVHLL
NAMARLRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAM
ATGLPTVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTVG
R
>OLS42442.1 hypothetical protein BV379_20500 [Rhodovulum sulfidophilum]AB14
MPIEALRVLAVLLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLAGYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSFLSIGGAFYLLPYFLFGTLCHRHADQLLRHRIWLAALALAAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRR
>OLS42443.1 phosphomannomutase [Rhodovulum sulfidophilum]AB14
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLVACPAGPWVLVGRDLRASSPRIAEDAIVAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVATPAPAAGQGARSFASEAGAAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MVTDAAGRVVPGDILGAITARALGAGAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGSGVAGLVAALPARHTAADRLQQVAPEAAAALLARLDASAGAR
AAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPERAAAVLKLGLERVGEALYA
>OLS42444.1 hypothetical protein BV379_20520 [Rhodovulum sulfidophilum]AB14
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRDRFLFLTFEAFRDDPRATLRRITGFLGLDPLPETAFGGGAEARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRSALRRRVLPTGAGRAHEPPPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAGLG
>OLS42445.1 glycosyl transferase family 2 [Rhodovulum sulfidophilum]AB14
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFMRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWFGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>OLS42446.1 hypothetical protein BV379_20530 [Rhodovulum sulfidophilum]AB14
MRPDFLLIGSMKCGTSTVSAYLEDHPEVFMLPGQEPNFFSHDKVHDRGAEWYERLFDGAAGARRIGEGSNDYASGLMYPD
TAARIAAYSPEMRLIYMVRDPVARLASAWVQNRVDQGDQVPPTLERAVREMPDLYLGQSLYWHNLQLYRTHFPDDRIFIG
FMEDLKTDRFAFFARLCGFLGIEPMNEIPRGHINPSRGKAVPGQLYSALNALPGIGRLKALAPKGLRSTVKTRLLSRRIG
ETPEIPAALRRELTERLGPDTRAFLAHCGRPTDFWGL
>OLS42447.1 hypothetical protein BV379_20535 [Rhodovulum sulfidophilum]AB14
MSVGEDLARIRINTGISVIVPTYREAENIPHLLVELDRLRREYDVTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIDFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>OLS42448.1 hypothetical protein BV379_20540 [Rhodovulum sulfidophilum]AB14
MARRKRLSPITGPAEDTGPVPPGPIPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVVSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAETREPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPPAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLADRLGATLAKAQPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLE
>OLS42449.1 chromosome partitioning protein [Rhodovulum sulfidophilum]AB14
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>OLS42450.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB14
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGNTPVPLASFREKPDLATAREMLEAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKSVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>OLS42451.1 hypothetical protein BV379_20560 [Rhodovulum sulfidophilum]AB14
MSRIAFYRLAGLVGLLFAAGTLYRLFPIVTGRPALSEFFMTEDGYLMLTVARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLVGIHLIMAAWSLAGALLVRALAARVLDPGRQAPALPWIAALLWYLSPLLVLHMMNGLETGLYSAA
VLAVLLMFLRLLRREGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARIVPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGL
CVLLLGRLLMPGVQDQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRI
DYIADWYGVGGWATREDGGFAEAFELIEHRKSPSLAVMRRRVLHEPG
>OLS42452.1 hypothetical protein BV379_20570 [Rhodovulum sulfidophilum]AB14
MKIYIHCGFHKTASTYLQRVLRDNAERLSSYLTIINRIELDTYDLRMACLAYNSGRAEASTVRAELDRLVQRVAGSEHPV
LITDEAFFGPHVGQDGETRLFPRAHEVTQMMVEAFAPHPVEILLYTRDEFSWLKSVHNQSVKQDRYAGSFEEFLAEIGGG
ADLDAVATRIAATIGPEQVRVFRLEDDHHHPFGSGGALLDHVGIPREVQQDLKRASGINQSLDARHLRIMRRLNGLALPD
FLYSRLRRGVLRLQRRARS
>OLS42453.1 hypothetical protein BV379_20575 [Rhodovulum sulfidophilum]AB14
MGDPLAFGQPRPPKEVFVPFASALRRRVRQGLGTALWALRDLPGAPTFEIFARRLDRMNRAHVAEIRSRGGEPMTPRAPG
TIPKIVWIYWAQGLDEAPPVVQRCIASWRAANPDWDLRVLDRDAAGALVDLSDLPAALPRRHEADFLRLRLLERFGGIWA
DATVFCHRPLQDWLPLLAGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWARQYGEYLIARRRPPGPYFMVMYAFQFAV
SRSPELMREWRCCSGLWAVPSFRLMAALDGQVGAEEAAVESLRRGLPVSKLNWKKPFDQVRFDTILGAAGVKRDVG
>OLS42454.1 glycosyl transferase [Rhodovulum sulfidophilum]AB14
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>OLS42455.1 sulfotransferase [Rhodovulum sulfidophilum]AB14
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSNDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGPGRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRILVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>OLS42456.1 glycosyl transferase [Rhodovulum sulfidophilum]AB14
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEEEPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTTAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHTGRGLALLRRLAARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>OLS42457.1 glycosyl transferase family 1 [Rhodovulum sulfidophilum]AB14
MRKPTVLVIAEAANPEWVSVPLIGWSLASALGKVAETHLVTQIRNREAILRAGLVEGRDFTAIDTEPLMRPVWKLASLLR
MGKGKGWTTTTAIAALAYPYFEHLVWQRFGAGIQAGQFDIVHRVTPLTPTTVSPLAARTAAAGVPFVLGPLNGGVPWPRG
FDAARRREREWLSYVRGAYRMFPGRRRMLTATAAVLAGSHHTASEFPDACADRVVYLPENAIDPARFNRLAAQDISGPLR
AVFIGRLVPYKGPDMAIEAAAPLLASGQLQLDMIGDGPMQAELEAQVAALGLGGSVRFHGRLDHARVQDVAAAANLLLFP
SIREFGGGVVLEAMSLGVVPLVVDYAGPGELVTAETGYKVPIGPRAEIVRDLRARLEALTEDPSELPQLGRAARDRVLTG
FTWAAKAHQVGEVYDWVLGRRPDKPAFAF
>OLS42458.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB14
MSIFNEAFALRRQSRAFPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVARDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILENMAPQLPRFIPED
>OLS42459.1 hypothetical protein BV379_20615 [Rhodovulum sulfidophilum]AB14
MRVVFVQHGNYAEAYRRMCAGEAETYRDQFRSVSLVAGLAAAGPVVTVALGDAHHDAQLAPNLRSVGLPRADIDRAGSLL
DDLAPDRLVCRTPHTRLLAAAAARGIATLPCFADMMRPPSPLGLWRHWRLRKALRARTVPCVANHSLNASRSLVEAGLVS
AGHVVPWDWSRLVPNPDPKPGMPDPQNPTILFAGKMTVEKGLGDVLAAMSVLAGQGLNARLTVAGGGDVRPWQAEAARLG
LAEQVDFLGLVPNTEIRHRMRAYDIVVVPSRHDYPEGLPNTIYEGLASRSVLMLSDHPAFRGRVEPGRHCLMFRAGNPAA
LGAEIRKLCAAPELYAHLSRQAPEALDSLYVGLAWGDLVTYFLDDPANLTGWVERHSLCALGLSG
>OLS42460.1 hypothetical protein BV379_20620 [Rhodovulum sulfidophilum]AB14
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAACRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGALSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIALAALRLPRLRHSQGHGIAGKP
>OLS42461.1 hypothetical protein BV379_20625 [Rhodovulum sulfidophilum]AB14
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDETGAEEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPDTTTEPGSFVASAPSEGSALSPTIVKFASLLGVDPWSLVSSSG
GSGSGSGGQTPPDDGVGSPPPGDGDPGDGPDDGPGEGPGGDLGGEPPDQGPDEGQDGSGTAVPLDGEVEVTTGRVTTLTL
PDAEDAVSIEIVAGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLSAVPGEQGGGWGAGDFYML
ETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSLTGPEP
SSHWLLLERGYSYGDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGFSMFNSKNIL
LSDLTITGDSLIIKTADGFTLRNSSVYDIWREAPANDGDTWAQNLNRVSGFFLTQSDGVLVENNVFDHNGWQDGYDYARS
VEAGQPPSMYSHNIYMTATNGDVTLRDNIIMRAASYGAQFRMGGVVEDNVFIDNNGAINPAKGGSDASGNYSLVLGNVVT
SGGNKTVDDSEGALSQGINVQGWDESLVDNIITHLADPNNAADQAEKEKGHFALAINGSLYYNDTVIYNWTGAKNADKAG
EIEANVDGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAEETVLR
FIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVGSSGGR
LTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLQAGRTLTVMGDDAKVGFDGE
GGLSLLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGRFGDLD
FTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPPTGASA
SILDW
>OLS42462.1 transposase [Rhodovulum sulfidophilum]AB14
MSIAKLCTWFGIPRRTVYYKPVKAAPKVDPRFADPIKKIIEEEPSFGYRTVAWLLGFNKNTVQRIFQIKGWQVRKRAVGM
RPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLASVVDCHTRELLGWHLSKSGKATTASAALEHALIARFGTLGRVEE
EFLLRSDNGLVFTSHHFTAIVRSYGLKQEFIIPHCPQQNGMVERFIRTLKEQCVHRHRFESIQHAMRVIGDWIAFYNHRR
PHQALAMRTPVEAFRLAA
>OLS42463.1 transposase [Rhodovulum sulfidophilum]AB14
MSMTMDDSIKRWTAKRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRSMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELGARNKLQALLDTQDGT
>OLS42464.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB14
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEDA
>OLS42465.1 hypothetical protein BV379_20660, partial [Rhodovulum sulfidophilum]AB14
AARLDRSLELPSGALRAGVGLSTSEDDDLRPLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLS
SLQAGVVLRDTDFVDDANTDSRKLQLDLVYRHSLAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>OLS42466.1 hypothetical protein BV379_20390 [Rhodovulum sulfidophilum]AB14
MLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAARAEALLTEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKGAEALLREMVAKFPKDKENKAALIRFYLAQKDLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSDLLNTLGRLYLQMQD
YGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRNDPNRPGIWLELSNLQMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKTVEIAGPADRRPQIEEARAQIEALATAAPAEN
>OLS42467.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB14
MPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQMRQNGWKRLAITSPVPNSGKT
TVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRHGENVAFSISLHPELDPTRLLL
AEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDTCEREIAEHTNVLGVVLNAYRQ
ADAKG
>OLS42468.1 prenyltransferase [Rhodovulum sulfidophilum]AB14
MQHATCQDRVLVVDLDGTLIRSDMLYESLWGACRADWKAGLAVAAALPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
SWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSAADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGTEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQVCGLLIFALALIATMG
>OLS42469.1 plasmid replication initiator RepA [Rhodovulum sulfidophilum]AB14
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>OLS42470.1 hypothetical protein BV379_20565 [Rhodovulum sulfidophilum]AB14
MRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMTGLQMFSDVGIRTSITLSKSGDDPDYLNTAWTVQIL
RGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGSQVLALALNIVLAFWL
RSVWALIWGGLASTLFMVAASHLLMPGIRNRLRWHRASLGELIRFGKWIFLSTIAGFAMNQADRAILGKFITLDQLGVYT
IAFFFGNLPILLSRATLGKILGPLYRMRHPSKSEANRRNVIKARRLAVGGLVAMTVPLAYGGGLLIELLYDPRYVLAGPM
VVLFAFALPPQLVSVAYGGILLAVGDSRRQFYLTALTAGLQVALMLVGVMTVGIAGVILAPALAAMLIYPLRSRYLNLYN
ADDPVSDMMLLAVSLALNGYACWLHKDGLLQLLS
>OLS42471.1 hypothetical protein BV379_20595 [Rhodovulum sulfidophilum]AB14
MLALWSWVIVTVILFRVLRPAGALVVCLLGAYLLLPTRTSFDLPLMPTLNKHSLPAITAAVMTMILATGGQRPRPVGTES
AGRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLARRLLADEAGRR
ALLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFRPSAWIQHLRGNGYRPLVFLEHGLRLGIFLTMATLVACGLSRIDRR
RRIVCLLAAAWLFGTLVLSKNLGALAIGLLLVPVALFLSTRLQIVAAAVLAGTVLFYPLLRSADLIPVDQVVGLFEKYSS
ANRIGSLNYRLKNEDILLDKAMQRPALGWSTFARNRVFDPETGRDISVTDGVWVIVIGESGLIGYMAQFGLLTVPILLLV
RHPRQVEPSTALLALALAANLADMIPNSSLTPISWLIAGTLAGRLEQARAPAAATAGPTTTDPPRPPRLRGGQAAEEEPP
LPAMRTTPYTRQTTLHSRSRRG
>OLS42472.1 glycosyltransferase [Rhodovulum sulfidophilum]AB14
MGWSPTGRGTDRAVTVTVASMAGLLADLEARMTRGEGFSVATLNLDHVVKLTRDPAFRTAYLAQSHVTADGNPVVWLSRL
AGQRVELVPGSDLIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELRR
SGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWLWRMLSDPTRLGRRYLDCLLI
LPGLTRRALCQRLRRGG
>OLS42478.1 hypothetical protein BV379_19955, partial [Rhodovulum sulfidophilum]AB14
AGTLRLSGTTTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNNGSITAEDGALTVAADTITISDGASMKGDIDFVGAVVN
KGELDLEN
>OLS42479.1 hypothetical protein BV379_19960, partial [Rhodovulum sulfidophilum]AB14
SVSGGSLSSSGSIGGKLDVSEGEARIDGSVSGAVDVSGGSLEAGRDSALKSGLGVSGGSAETAGTVSGGVSVTGGRYDNS
GSVSDGLDLADGSVGNTGTIGGAVTVGGGTLTNGGTSSISRTISGTRSGPTRTG
>OLS42480.1 hypothetical protein BV379_19965, partial [Rhodovulum sulfidophilum]AB14
MTRIVASLDGAGNDVENAGRLELGADLSFTGVGKVSNSGTVEIGANGRLQAERIGNAGRLNLGAGAALEGTGNTLENTGK
ITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDASGDEPIRNAGRIVTTDDGDDTITLGGANPNVLENLASGSLEIG
DSDSVIGSATTLDNAGSVTIGSGSTLELAALATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTI
SGDLSVTGGTATSSGSLQDVSVSGGSLSSSGSIGGKLDVSEGEARIDGSVSGAVDVSGGSLEAGKDSALKGGLGVSGGSA
ETAGTVSGGVSVTGGRYDNSGSVSDGLDLADGSVGNTGTIGGAVTVGGGELTNGGTLSDDVSVSGGVLSSSGSIGGKLDV
SEGEARIDGSVTGAVDVSGGSLEAGKDSALKGGLAVSGGSAETAGTVSGGVSVTGGRYDNSGSVSGGLGLADGAVGNTGT
IGGAVTVGGGTLTNGGTLSDDVSVSGGVLSSSGSIGGALDVTGGTATNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGD
TGKGAGTLRL
>OLS42481.1 hypothetical protein BV379_19970, partial [Rhodovulum sulfidophilum]AB14
ELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENAGRLELGTDLSFTGVGEVSNSGTVEIGANGRLQAERIGNSGTLTL
GAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDASGDEPIRNAGRIVTTDDGDDTITLG
GANPNVLENLASGSLEIGDSDSVIGSATTLDNAGSVTIGSGSTLELAALATAAGGSVTNDGRLKAGSVTSAGSLTNNAGA
EIASDVTSSGSLSNAGTISGDLSVTGGTATNSGSLQDVSVSGGSLRSRAGR
>OLS42482.1 hypothetical protein BV379_19975 [Rhodovulum sulfidophilum]AB14
MTAGSLTGLSVSGGAADVDVAVDGTADVTGGRLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAV
TGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDL
QSGTVTMAEDTDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGAQAEIDGTVAGAVENDGEIAL
GGIIDGPLGNDGTVTVAADDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETEGRLALGENATVSGDLVTSYGTVTLA
DGSRLEADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGTAGDRLDVTGDARLNGTIGMDIDLTDGAQSADAIYIDGVA
SGNVLLAFNDLTTGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAAGDGWGLISGANPAFGGLSSGLALT
QSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGW
NLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNHTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAAAG
AYGERLGVDDQSYDSTGHTVSGTVGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPINNEVGF
ASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQA
GAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>OLS42483.1 type VI secretion protein [Rhodovulum sulfidophilum]AB14
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>OLS42484.1 hypothetical protein BV379_19985 [Rhodovulum sulfidophilum]AB14
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQNPSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVADRLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>OLS42485.1 type VI secretion protein [Rhodovulum sulfidophilum]AB14
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFG
GTRNCDWWFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVR
TRLAELHETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDR
MTEEPDGAARIAIFGLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPA
FLSGKGRSYFLHDLLKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYR
DAARNELARTVIDDSDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALEN
RLPQLIADDDTAAIYRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRIT
IGIDPEIVRKARDAIVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFF
LDELTHARSRLKDDRWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVD
SPLARLVEEIGRQTRLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAV
SEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLG
RMLSAVEAEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTR
GPDGLEPIPGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGE
LSWPGPGSGVSLALFPQQSGRPNGIRFDAGRWDIVTFLRSGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELS
QFSCPVSVEARP
>OLS42486.1 type VI secretion-associated protein [Rhodovulum sulfidophilum]AB14
MTVAGRASIGLLGKHPGYGDFLRAGLSDEVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPVGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAGLLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>OLS42487.1 hypothetical protein BV379_20010 [Rhodovulum sulfidophilum]AB14
MPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVFLDT
PAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALKLLRDSAQGALCLYATPDAERQAAAPWLVPLSGR
DPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASPVQR
FFLPLSTELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRSLGQ
DKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALGERG
GAALAAPALRTGQG
>OLS42488.1 hypothetical protein BV379_20015 [Rhodovulum sulfidophilum]AB14
MAGTTMNANEALLWAVGSDMPKPPMMLNTLTMYPPMIEAESSPGRRRMLQQQLDQVVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPSMSAKLTGKITGEVGNQTLEFEKSGEAEEKDAPETRAEEAAREGSPLITFIEDIQDAMNGLAG
ESGSADALRGPQQDEFGSSIGIELRLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGKMDLLDLFLSRFPRGPEIR
RRLANSDNAVSASAQCAIEVGGEGDLSYGIGDIASLTIGNPDDWEARFEEIEQTFTAQAKITGKVYAEARIEAETWFFKA
EAAAGASVSTGWHFGGRVVRSAGSSRKIERLYHFEGIILRAYATVSVSAAGSKSDSSSDVFGDYASSRSVSGGVTSTSNL
AEPDYTVEIMPPEGEEDGWA
>OLS42489.1 hypothetical protein BV379_20020 [Rhodovulum sulfidophilum]AB14
MTDYPKNAYSLICMGHHAVLEVYLNGAPTLLHASPEDLVFSFPATELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQ
LSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTISRPRPEPERPFTIWFGDGKPSREFTRIVPVEFRLDDP
PLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVERRDRNAFVEIARPYLARMARIWGKPDAGAAADTILAKAPWASERA
AGMVPLLDRQEARSATLAFGSDRRLVEFSDRRVAATDAGGEVLSALPLYFARRPGEPFLACYSRDMNIGL
>OLS42490.1 tricarboxylate transporter [Rhodovulum sulfidophilum]AB14
MLADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARICEVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGVFVWFLRLRPALRDRQSARESGEGE
>OLS42491.1 hypothetical protein BV379_20030 [Rhodovulum sulfidophilum]AB14
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRARRAEASGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>OLS42492.1 hypothetical protein BV379_20040 [Rhodovulum sulfidophilum]AB14
MNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVTHCTP
GIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIRVPIN
IFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAEKPLIVCGQGALISKASAEVQDLAELLQIPVATTTPGK
GLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLKVGMV
GDARATLAYMAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGVAAIY
PSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDTYGWI
RGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDADIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSWVRAA
KKKKLPYFT
>OLS42493.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTKKTACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPDAAQNEMRGHIERRLEAITENVRNAFAELYAP
>OLS42494.1 hypothetical protein BV379_20050 [Rhodovulum sulfidophilum]AB14
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>OLS42495.1 hypothetical protein BV379_20055 [Rhodovulum sulfidophilum]AB14
MRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPVQGIPALREAICQKFHLDNDL
DYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWDDNFRLRPEALEAAITENTRW
LILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQTSEAMKARTLTANGVSKAWCMTGWR
VGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVQLINETEGLSCHAPDGAFYLF
VNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEEACLKLRAAVARLTPAKEGPS
A
>OLS42496.1 hypothetical protein BV379_20065 [Rhodovulum sulfidophilum]AB14
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>OLS42497.1 hypothetical protein BV379_20070 [Rhodovulum sulfidophilum]AB14
MKSIHNDVVLGTSVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAVRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>OLS42498.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGRDAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVATAFLGQLETGAEAT
>OLS42499.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB14
MTDQSPPALTTALRTAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAVDMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGIIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIKALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGRARPVAFVEDCVV
PPENLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPL
ADRLMLLAERESVRVQALAPFMRPLWPLLSRIGGALTGTVDLPKALAPALPRADRIGAADLARPLSEGTVILVEDWFSAL
FDGAARADALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
IALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>OLS42500.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>OLS42501.1 NAD(P)H quinone oxidoreductase [Rhodovulum sulfidophilum]AB14
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>OLS42502.1 amino acid-binding protein [Rhodovulum sulfidophilum]AB14
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>OLS42503.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>OLS42504.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>OLS42505.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB14
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTRIVALCDR
LEGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPGGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQD
KAEDLAARVGQAYPDVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHAGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPRPPQQD
>OLS42506.1 glucose-methanol-choline oxidoreductase [Rhodovulum sulfidophilum]AB14
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGAVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>OLS42507.1 aldehyde-activating protein [Rhodovulum sulfidophilum]AB14
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLEGREQVRTFRLEGTRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDVLEHAPRIAGLPGAE
>OLS42508.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MGRDLPDDIAARLGRRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>OLS42509.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB14
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLGRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>OLS42510.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB14
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRATFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLNRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>OLS42511.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNAK
FIDAVAAVMHRRMDTDERVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAGAIRAAM
AAQGLPLAAE
>OLS42512.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB14
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
EALPAPDTEAAAPASASAPAPAPAPAAMAPTMGPAAEPDRPRASPLARRLAAQAGLALDGLSGSGPKGRIVRVDIERLIA
SAPTQTTPAPAPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNEGREG
PARISVNDFIVKAAARALARLPEANVIWRGDEIWQLSDIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARA
GTLRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVDGALGAQLL
AEIRQGLEDPMSLLL
>OLS42513.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASEGAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRMLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>OLS42514.1 hypothetical protein BV379_20180 [Rhodovulum sulfidophilum]AB14
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
ALYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLA
>OLS42515.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PR
>OLS42516.1 hypothetical protein BV379_20190 [Rhodovulum sulfidophilum]AB14
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDSFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>OLS42517.1 hypothetical protein BV379_20195 [Rhodovulum sulfidophilum]AB14
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVVIRGMAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
D
>OLS42518.1 hypothetical protein BV379_20200 [Rhodovulum sulfidophilum]AB14
MIRGTATALALLLAVPGLAAPETGAPPAEAGVAADGQAVDVRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERLPATVGGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYI
LTGRIDNDVSRVTYVDNQPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTAIHEVYDPEGRLDGPRREIGANGQLR
RLETYVHGTLDGPWEERDREGRLLSGGAYSAGQKTGPWREGGPHGEEYWQGSYVAGLRNGPWERLDAQGYRLERARYEDG
ARDGLRYLFRPDGAVGEVQSWKDGERDGPTTRYEHGLPVGRDLWRDGRPVATGLSPEAE
>OLS42519.1 hypothetical protein BV379_20205 [Rhodovulum sulfidophilum]AB14
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDNVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSQDLEAATELRADLDWYPVAPFVMSLVPDETGHAEASRDG
ARAELAPAPEGYVLTLSGAETDVFSWALPEGSGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEAPAASREMRFLTEEGRRLDPDTAPERRPLFRDGPPPAADEVAPEGLESGALRLPLAPAQAAHCTASLAPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRRHFYGLGSRQVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDVADDMTVAEV
TEQLRFVDAQGVPLALSAPGGGALSPDDGIREAMFPDGTLQVAGPPAKILRAELKPEPLNRSFAVRFPDLPVPEAAAQ
>OLS42520.1 hypothetical protein BV379_20210 [Rhodovulum sulfidophilum]AB14
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGDAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>OLS42521.1 trimethylamine N-oxide reductase I catalytic subunit [Rhodovulum sulfidophilum]AB14
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>OLS42522.1 hypothetical protein BV379_20220 [Rhodovulum sulfidophilum]AB14
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>OLS42523.1 cytochrome C [Rhodovulum sulfidophilum]AB14
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALIPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>OLS42524.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB14
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRDTGASGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKAPPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>OLS42525.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>OLS42526.1 monooxygenase [Rhodovulum sulfidophilum]AB14
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQSDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>OLS42527.1 prevent-host-death protein [Rhodovulum sulfidophilum]AB14
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEATGIGRAEVRP
RDVRF
>OLS42528.1 VapC toxin family PIN domain ribonuclease [Rhodovulum sulfidophilum]AB14
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVPDFEPTGVPIENPF
>OLS42529.1 replication protein RepB [Rhodovulum sulfidophilum]AB14
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHHIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>OLS42530.1 ATPase [Rhodovulum sulfidophilum]AB14
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>OLS42531.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB14
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>OLS42532.1 type IV secretion protein Rhs [Rhodovulum sulfidophilum]AB14
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>OLS42533.1 hypothetical protein BV379_20275 [Rhodovulum sulfidophilum]AB14
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVDGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>OLS42534.1 hypothetical protein BV379_20280 [Rhodovulum sulfidophilum]AB14
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSDGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVPAGTGAVSGAVSGALSGGPAPRRQPSGAPPVAPEPQPFHPPGRDPAAAQAAPSPAGPDRDEAF
LRAFCEGAGLDPDLAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEV
LFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALA
GKGENGMLDAFLEAFSEAYARAQGEMPD
>OLS42535.1 hypothetical protein BV379_20285 [Rhodovulum sulfidophilum]AB14
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGTLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPVRACSTLRPPPPAIDSAEHAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>OLS42536.1 type VI secretion system-associated protein [Rhodovulum sulfidophilum]AB14
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGAGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>OLS42537.1 EvpB family type VI secretion protein [Rhodovulum sulfidophilum]AB14
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>OLS42538.1 Hcp1 family type VI secretion system effector [Rhodovulum sulfidophilum]AB14
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>OLS42539.1 hypothetical protein BV379_20305 [Rhodovulum sulfidophilum]AB14
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>OLS42540.1 type VI secretion protein [Rhodovulum sulfidophilum]AB14
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDPQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>OLS42541.1 ClpV1 family T6SS ATPase [Rhodovulum sulfidophilum]AB14
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEAERA
EAGQDLARLEELHDEQKALVEQILGLRARIAGAADGAAAEDMAGEEMAGEAGTDHGEPGEGEEPLDIDALRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>OLS42542.1 hypothetical protein BV379_20325 [Rhodovulum sulfidophilum]AB14
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFVSEMGGKLTQEAIKVSPGETPAGTGPGTG
PGSAARAAQSQARDTASLWVMREVMRRL
>OLS42543.1 hypothetical protein BV379_20330 [Rhodovulum sulfidophilum]AB14
MKPPGFGIDPAFRAAAARARARRRRRLVRPVLLGLLALALATAGWRLTRDRPETPPAIATGDDLAMVPEVEPDAETPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPDFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRSSSAPGDLALGLLPEAARHPFFADSLLRLGPGADLTTALTGAGLGAEAASAATGALPTLADPPRLAALRLR
PGGTRSGTGPEPEAELLQLSLYGAEGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGP
DLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLAGATAGIDD
DAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARE
NAAYLAARSHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGSAAPAVV
SPEIRRYRETVDAILATG
>OLS42544.1 hypothetical protein BV379_20335 [Rhodovulum sulfidophilum]AB14
MRIGGQARTRWPAAAGLALWLLPAIALASETPEQAETAPAPRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEGLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAPPAPTTARAPTPRRQTAPERSDAPPPQIRLAPSLG
VFR
>OLS42545.1 hypothetical protein BV379_20340 [Rhodovulum sulfidophilum]AB14
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLARPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>OLS42546.1 hypothetical protein BV379_20345 [Rhodovulum sulfidophilum]AB14
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVAGARIASPAPADPTLPVFRRRTVPAIPAGAT
EAARPDPALPVPAAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGGRLAPRFDAAADMAPPPRPPFRQDVAAGAGLPEQ
VDSENYLIGVYR
>OLS42547.1 hypothetical protein BV379_20350 [Rhodovulum sulfidophilum]AB14
MIRIPRFVPVLTALALAPVGPALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVS
QLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>OLS42548.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB14
MARPPLLGAPKRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>OLS42549.1 hypothetical protein BV379_20365 [Rhodovulum sulfidophilum]AB14
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVHLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>OLS42550.1 hypothetical protein BV379_20370 [Rhodovulum sulfidophilum]AB14
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGKDSEESEDGPAPATGPDSRPEPRVEARVEARAEMREGTAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAVAPDR
IAPVGTGAGAGAGTGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMAASEAGM
ADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLLIDNNG
VVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALALAGFDLR
>OLS42551.1 hypothetical protein BV379_20375, partial [Rhodovulum sulfidophilum]AB14
MAAGLTLGTAAAGADTFHWTGTAEDGFWATPENWADAMGDPIEGDAPGLDGMPAGIVLGEAATGPIGLEAGRATLSALEL
TDNSGTTLTDGTLAFSLPDGASATAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLSGNISGTGALRLRAAGDSQIT
LSGTNSQTGGTVIEAGTVVATGGEALSEAGTVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGP
ASSFGLGISGSGGLTVSDGADLTLGAANSYEGGTVVSGGALSVMTGGSLGSGDVSVADGSLLTHGAALGADQTVTLGDGG
LWALAGDETVRGLAGTGTADLGGNRLDIALPGTEPLAFGGSLKGGADSLLALTGGGEYMLTGSLSDYRGGFRIEAGRLGL
SDAGGALNDNALTLAGGTLVADLDNAFGGTITTEAGSASTITAATGTTLSLTGGMALAGDLSFTAEGEDAEIGLKMASVT
LQEGVSLGFDRARFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVGIAALTGSGRILTGSGDAVLGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEAGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFGNSGTVSGATSVEGGDLSNTGTLSDDVSVSGGVLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGR
FGDDLTIEGDTGKGAGTLRL
>OLS42552.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB14
MATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARFMERLIRANDRIRAHSA
ELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEARTWPRRNVITRAIGVGP
DPECDIVSGRIAPGDLFLLCSDGLTEHLDDTEIADILLDLPPQAACEALIAETVARGARDNVTAVVLACRSGDDDDEKTA
PPL
>OLS42553.1 hypothetical protein BV379_20005 [Rhodovulum sulfidophilum]AB14
MSVPPDAPGDAGDERTAFMAPGGGEDATRISVASAPSGPDASPAAEEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHG
VEIGTGDPVAIKAILPNLAADPRAGALFRSEARMLRQLADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPL
PPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGH
FGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIE
HPHLLPPRYGGPSAAVPGGLTLPPGLGRPGAARPAGAGQGAGPAPDPGPEPPRDRAALRLIGGLAAVFLALLGAAGWYGW
TAGLIGPGKAPEGGIEARLPPRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYGRQRGDAADDNAALAEAYEARFG
SRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPD
GRLRFGLSLPEGASAAPQLLLAVAATRPLASAATATDGTPAARLLPAVLEEIAGRGGGAGVAVAHLELLPPGPAEDG
>OLS42554.1 hypothetical protein BV379_20035 [Rhodovulum sulfidophilum]AB14
MLRRPILRRTMLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQS
GIGTLRLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAAKSAPGTL
KIANVGTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKF
PEVPTFRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVKAAQAKAFA
LIDELVAEGVLQK
>OLS42555.1 hypothetical protein BV379_20060 [Rhodovulum sulfidophilum]AB14
MSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPGDIIVASTSNDRHS
GVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVVHHGDIIIGDDDGV
MVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>OLS42556.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGARMKLEFQPFL
KTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVT
LGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLS
IVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALLVL
TTVLPPVWKHIRARRAREA
>OLS42557.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB14
MTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVS
DYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>OLS42558.1 branched-chain amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGIGAYTAVILVNL
GITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLGWTWMVFRERWP
SLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAMYLTFIEPSAMF
SLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIMGVLQKFRRAPH
HDIDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIGPNGAGKTTLFN
MLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDAREAARQTAWRM
GLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIEHVMQAVMSLSD
RVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>OLS42559.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVTRLAEGAAALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALTE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>OLS42560.1 hypothetical protein BV379_20175 [Rhodovulum sulfidophilum]AB14
MKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLRLA
YMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>OLS42561.1 hypothetical protein BV379_20315 [Rhodovulum sulfidophilum]AB14
MGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRAQFLGFYGAFGALPLAWTEE
VRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAFRDRCRVPDTALARLVPLA
AGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTETRLGLGAASLGRDAHLGARARTISDRIRVHLHVPDMAAF
DRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPENPEQMVHIARFDLNREDDAP
RPAAAAPAAIAA
>OLS42562.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB14
MPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVLRAVMSAAQAR
PGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAGIWTALTTTAA
GLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>OLS42578.1 hypothetical protein BV379_19425, partial [Rhodovulum sulfidophilum]AB14
MVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
>OLS42579.1 hypothetical protein BV379_19430 [Rhodovulum sulfidophilum]AB14
MPEVPNLVGLSQDKARNVLRDRGLRMGGTATRESGSVAPGTVLAQNPGEGAELAPGSAVAVVLAAAPRVTVDEDCIRHNP
GNIAAKQIGGRWKIVDGSHWMMDFGTDADSAKKVLAVLKAYGADRICYVSRPQPPMMYILNGDSAPSATAATRQRLAAAG
LGREDCIGFDPATLDLESGGAGVTLVSDRSRMIRFRNMDEAKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>OLS42580.1 hypothetical protein BV379_19435 [Rhodovulum sulfidophilum]AB14
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPMEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSPGAKFTRI
ADWAWYCIAALVVVGIVLSFVI
>OLS42581.1 hypothetical protein BV379_19440 [Rhodovulum sulfidophilum]AB14
MGVKGAVALLLVFGLVFYLTLGAGLMTGRGGDPPEADSFSAPAWTGALERIVAPFRPRLKLSRTRFVFTEAGFIEVPRIS
GDAMRRASFALEGRGQLVYSCPGCDGDQVWPDEGTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>OLS42582.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGKN
GAVVIVFAVTDKAAGKKGISAFIVPTDIQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEIAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>OLS42583.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB14
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQIAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAEAYQFTREAQDAYAIASLDRANAAINEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLARILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>OLS42584.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVEAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>OLS42585.1 AMP-binding protein [Rhodovulum sulfidophilum]AB14
MKLDRIARRDYADAHARFSIEDEIASLAGDLEAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRAKLDEIPDCPPVA
LIRDADTPLPAGDIDLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDVRPGSAGYAMPGYRIAVLDDAGNEQPPNSPGELAVDIA
NSPLLWFTGYYATETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>OLS42586.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>OLS42587.1 hypothetical protein BV379_19475 [Rhodovulum sulfidophilum]AB14
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDAPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRSRSPVWPGV
AANGATRWPKGADRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAAAPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPEGFAAGAAGCFAEALAARPEARVWVGAEHALVHET
RRIAAALPAEQKEIGTYWRRGRRGDARRDDHDD
>OLS42588.1 hypothetical protein BV379_19480 [Rhodovulum sulfidophilum]AB14
MVGRRRFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIPEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQTARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGANLDPGRTLAALNDRFASPLPGPLWLSLDAT
>OLS42589.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB14
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDAAGTLQYSLTAIGRSANTRYRDVDEKRYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSTDLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDTTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLKATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>OLS42590.1 hypothetical protein BV379_19490 [Rhodovulum sulfidophilum]AB14
MTTAKTPRPARAGRPTKHQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARGVWFDRAWRLFVEGAAPGRG
>OLS42591.1 exopolysaccharide biosynthesis protein exod [Rhodovulum sulfidophilum]AB14
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>OLS42592.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>OLS42593.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>OLS42594.1 VapC toxin family PIN domain ribonuclease [Rhodovulum sulfidophilum]AB14
MPADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>OLS42595.1 MazF family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANAR
>OLS42596.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPERVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNAKAAAQLTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLCATGLELAPGDLRECPYTLADGE
AAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVG
>OLS42597.1 hypothetical protein BV379_19525 [Rhodovulum sulfidophilum]AB14
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGPEVSRRS
>OLS42598.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTVNEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
DVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>OLS42599.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB14
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>OLS42600.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>OLS42601.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB14
MTVSYLKKAPRRAVSDATETRETVQKILTEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADASADPE
IVAADLVGQAEHGYNSPVWLVTNHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAALSDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>OLS42602.1 gluconate 5-dehydrogenase [Rhodovulum sulfidophilum]AB14
MTAATPLEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPAMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>OLS42603.1 galactitol-1-phosphate 5-dehydrogenase [Rhodovulum sulfidophilum]AB14
MKALIYTGPRLLELRELPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPAAGSRVT
VNPLVTCGHCRFCLAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPQGISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTGPGTGPGGVDLVIDGVGFGATRA
AASAALRPGGAMVHIGLGDAGPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEPAPKIALLPDG
>OLS42604.1 hypothetical protein BV379_19560 [Rhodovulum sulfidophilum]AB14
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMALSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGEVMAAIERLAPRLGKDPAALAETVFEAILED
GYGAFDDALPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARADRAVAGRNRSLDMILRDVADAEGDVD
SWLARYTPEQLTYSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ERRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRKSHARKSAFWERLRTG
>OLS42605.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB14
MAQTDTVNRRYVLARRPKGAPDENTLRLETAEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGGEKCRHVTETLGFDACIDYKAKGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFARQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>OLS42606.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB14
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSADGFDAIFFPGGHGPLWDLAEDKDAIALIEAFTARDRPVGAVCHAPGVFRHPKGPDGKPLVAGRTVTGFT
NSEEDGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARNLLSLL
>OLS42607.1 hypothetical protein BV379_19575 [Rhodovulum sulfidophilum]AB14
MTGSIRAVVPVIRDSRFGAEACGTAARGDVAAGLAQAIDMPGRVGKTALMPPAFGQTPMPLRSRNGQILPSEIFAMRSGI
RLTALRCLAREGYGSQIR
>OLS42608.1 hypothetical protein BV379_19580 [Rhodovulum sulfidophilum]AB14
MHRSDPQEGAIYAEFRLAGLISAVFLNVCLCNDTVAANIRMARSDAGEAGLRISVDIAHSKGRGPRPAIPAGGLREASGK
GSRSRPLPKDALIVIHDAPVAILAAESELSVQLGIDAVVPDTTVVMIAHRLSTVEGATGCWCRRTVGGRIRAVMPNCPSA
RAATGGCGRRICGPEI
>OLS42609.1 hypothetical protein BV379_19585 [Rhodovulum sulfidophilum]AB14
MPELHLGATRPVSEFEQDDPADPMNDPSRAPSFPSSSAPDPTRTRRRFATAEERSYLRRFNRLRRLRRLIFATTFVWPGL
AIGVLAWIGIEARALDGYVVSALVFLALCVLVGVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDST
NIFTLRRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSI
AREMRAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSTVTRIVGTYGAGAEIPAEALAARGLDDLR
PDPEFGNRLLHAGPVSFRTVSLSPDADPFLMSDEEIVAVNRIGRVFPFKLVGVASAEPALIADYRDQLMKRARSLSAVMP
DLPDRITALSDTLIASQLRAMSFGSPPDSDFVEAVLPRPTIRTPRRSSFLISVEPSCLMQDFLCGQRDPAEAYENPVFIS
GPRGIVLRDGADLDRLAEARDRLREMDAETWPSIATAVCAISVLLPVFCILAWVEANRRIRRWYRSGGPVR
>OLS42610.1 hypothetical protein BV379_19590 [Rhodovulum sulfidophilum]AB14
MGAAARADVVLDQHSDAADRFAAQLLMPGLLIVCGYPIWRQTRSSVLTTFSPRQATRGSAAGQEREWVSTMV
>OLS42611.1 hypothetical protein BV379_19600 [Rhodovulum sulfidophilum]AB14
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFNAEIPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWLVNEAGGHNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDQPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
ILRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSMKGSSTVFSIANAPKSRSKGLELSFD
GQATRKLRLGAAFGYADATFVDYPGSKIGDAGGNRQPLSSKYTAALTAEYRLPLAGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGEERTFGIRFTRTF
>OLS42612.1 hypothetical protein BV379_19605 [Rhodovulum sulfidophilum]AB14
MALRPESPDLQKRLAAEVARPQGLIAGIDALDPGIRGAVLLRARFRPDRYRPELFRELGLDRPEQLARAVAKRCCEYLAG
RLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDAIFKLCCTP
VDRALIAADPDRTALRATLLFSAKEALYKALYPVFREVAPFEAAELTALPSDGLLHLRLTAELHPSLPAGRVFALRYLTW
AAAAQDSGQGHGDRQVLTWILHEPASVRLGPET
>OLS42613.1 hypothetical protein BV379_19610 [Rhodovulum sulfidophilum]AB14
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELDWYR
PEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVPPANGRTVCPAAEGP
AGRDGPK
>OLS42614.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAIPVFAATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGINFTVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEQAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLAATGLYARLWSHRAQAAGWQIAG
>OLS42615.1 hypothetical protein BV379_19625 [Rhodovulum sulfidophilum]AB14
MVDNMHDEGALSKLRRKSVSYELLCWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKR
DYQLSYGISVGTAVRNARLETAHRLIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRSQVAMHPA
>OLS42616.1 hypothetical protein BV379_19630 [Rhodovulum sulfidophilum]AB14
MQRSTLRKQGQAAICEQTVIRLSLLQQITLREWAWARIGELKVTDPSMTTDNTMQGSCSISMEKGSEKLALNKFKTKPGA
ISSVL
>OLS42617.1 hypothetical protein BV379_19635 [Rhodovulum sulfidophilum]AB14
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGPAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWQFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFQRFTRRAALIGALLLSAALSVPIAFYHAAAMADWQMVVVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAVKAP
>OLS42618.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB14
MPLPPMAGDEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVHDYMVLGSDAAGVVLRVGSQVTNCKPG
DEVCVHPGVVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGSN
GARMHLGESVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPNERGIARL
RGRIRAAAGDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRL
VCRGLIHPVLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPKDGIRDPGLRRAAGVDPFLQKLMVS
>OLS42619.1 hypothetical protein BV379_19645 [Rhodovulum sulfidophilum]AB14
MKKQFDQASEGVRAQAQEMGLGDDIVAQGSCAGGMARAGSDMDITIRASPDRFDEIINDPNIVPNRILHPNPGSAAERTR
NLIIQ
>OLS42620.1 hypothetical protein BV379_19650 [Rhodovulum sulfidophilum]AB14
MMIDLTCRLYIEGPESLDTLVEHVGTLTGGARTGRTISTPSLEIDLELSEDADAKQAQTADGFLYWLYGAYVEPGRQPMA
EADYIALVAGLIVALLRDGWHGVASCDFEDEIARLTGWNWSELTTAHP
>OLS42621.1 hypothetical protein BV379_19655 [Rhodovulum sulfidophilum]AB14
MGSLLRQLCKILRGLARPDLRIHGIRRCRTIFAPFARDLLRGDDVDQPVREDTNRKSFPGASSQHIGNISFTIDEGSSCH
EAKTRAAKVMEVARELAGHVRDWLDRAADRIFDRLEPARFAGPEQSELALAGGREVEEHHDAQEQTRQQGIEKEGASIAN
RDGVHGHSL
>OLS42622.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MVQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATVPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VAFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>OLS42623.1 2,3-dihydro-2,3-dihydroxybenzoate synthetase [Rhodovulum sulfidophilum]AB14
MALPEIASYPLPAPDALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPREAAPLPGVIANIAALARAARAAGVPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILSELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDLALRWVAGCCGVVIATGDALAALPAEAACA
>OLS42624.1 2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase [Rhodovulum sulfidophilum]AB14
MRLSGFDGRTALVTGAAGGIGRACVELLTGAGARVVATDTPAAIEALAERPRAAAWLPCDLRDPEAVGAMVAEAETRAGP
LSLGLHAAGVLATGALLEMSPDDWRRVQGINLDGSFHLLQTLGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWKDGEGARRVIAGDPGSYRAGIPLGKLATPEDIARAAMFLLSEEAGH
VTMADLYVDGGATLRG
>OLS42625.1 hypothetical protein BV379_19680 [Rhodovulum sulfidophilum]AB14
MAECLRGPAGLEAALARLGAALPDCRAAVVPVARTEGPKTRRAAEFRAGRLAAAAASASLTGMPCLAGRGADGAPLWPAG
LTGSISHSGGQALALVGPSARRAGLGVDIEGPLSPRVAAEIAPVALTPEERACFGTDPVWVGLIFSAKESLFKALSPRIG
RRFDFDAARLLPGGATRPPLLCLTCDLAPGWEAGRRIEPVLIAHQQGVMTAVALQPRKVAPPST
>OLS42626.1 hypothetical protein BV379_19685 [Rhodovulum sulfidophilum]AB14
MTLTTTSTAPDRHWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>OLS42627.1 2,3-dihydroxybenzoate-AMP ligase [Rhodovulum sulfidophilum]AB14
MDDFTPWPEDLARRYRERGYWRGVPLSEGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTSKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDRDGRPCAPGQTGRLWVRGPYTFRGYFRSP
GHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>OLS42628.1 hypothetical protein BV379_19700 [Rhodovulum sulfidophilum]AB14
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAQVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGPGPFLPFSRYLEEETVYRAGPRHDRDRAHWAEVLRDIPDLIVLPKGAEDYAPTPVAAAPDLPSGLDGQLQ
RAARAVGMGWPDLLTLLSAAWIVRDRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRHGETLGAYLERSGRA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVAAAARTLVPFLARACAPGARDRPLADLLAERPAGPAACHTPRTARPIASRQEKT
>OLS42629.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVAKARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLARATGREAE
AEALLTGFAETLDATRATLTLPEGRANIVSYNGPGAPNPIARAQGAHGRLLTGLGFDLEDPPPGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGVARQFGGA
>OLS42630.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>OLS42631.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGLGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWSHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRRRG
>OLS42632.1 hypothetical protein BV379_19720 [Rhodovulum sulfidophilum]AB14
MTTHGPEQALPSRPSRPGEGRAWLAHQQSEDGLAPRIAQVSLPDHLEPGAVVVAIAEALAGRAELTRLYRFDENCGLLVG
PGRGRPDLRLRWAASAEGIGPVIDSCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAGLIPGAPPA
LAGETGTGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRS
GTGLAAAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDLVDETVFATAFRDVMERHPALRSRFADSPD
GVLQEAVPMAELDCMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPIRLRFVRTGEGQLLSFLFHHIVLDEWSVNLMMDE
LARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPDPRALSYWLDALRDAPPPCPIRRPDAPPLPRDPDAANDAGGAWCE
IALEPHVSDGLYALSKACSASLFNTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDSIGYFTTVTAHCLRAPGHLTP
RAVIGTVRDIINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGL
QFEVVEDVIGGKRGLRMMMSYRYAHYSADDVAELVAAVTRTCTAFAREGAADRPLDALLS
>OLS42633.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MNATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGAASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>OLS42634.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB14
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>OLS42635.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB14
MARKDLLKGLMDPGKPAPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>OLS42636.1 hypothetical protein BV379_19750 [Rhodovulum sulfidophilum]AB14
MQVLTTTPFGQRPMTTALLDRARDAQRPASVPEFDKWELFRELCAGRAAYGIGDRELTVLNALLSFHPGKVLAEADPLIV
FPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEARAA
AEALRRLREDLTLLKRDAVKLTVYGRESGLPGDWEGIEARLLDIHRQMRRRLDRAELEILKAVLSGLLSEIRVLLVETEN
PSGSDGEIGRHYQNSNPDLNESEPCQEMAKETGMPFSGTASMTGTGAELAPGSGTWTDSGSEPATDPGSAPSVASIRSAG
SKTPDLSAIPGGTDAPPVLPLALVLKACPDILDYAPSPPRHWHELVALAGFVRGMMGISADAWAEAERAMGAETAAITVA
AILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>OLS42637.1 hypothetical protein BV379_19760 [Rhodovulum sulfidophilum]AB14
MGADFNAVFGDPNVGPRTVTISGGGTLNAAVENWAVVAIGWTAGDTESIMTVTGEGSKLVTSAVGSQAEGVGWATIGYED
GTTGVLFIQDGGALEAGADIAVGHGVNSTARIDVDAGFLETKGNAQLRVAYERGSRGEVNLSNGSTATLGGNVLMGRNTG
ATAAFNILSGSEATSNGRVVVGETDGSNATFTVDGEGSTYISNGAFDLGYASGATGKLVVGNRAEATFNDDLRVGLMGNG
AIEVNTGGKVTANTDVHIGGTEGERKGGKGSLIIDGAGSSFTVNDKGLFIGFSTPGTESNPSGSVTVSNGGTLTLKAEAT
EPPGNVTVIPDSTERAGNLTLGYGDGTYGSLDVKGAGSSVAVGGDLYAGAFSTRVSDDASFVVDGKTYMGTDGGVLGYFN
VSGGDVTLNDETYIGDGGTVIMAIDQGGTVSANSAVFLGRANGTGRISVKGDESKLNMSGSRLAVGYEGIGEQQSTNGQV
YILEGGAVSVGELMIGELSGSIGQISVSGTGINGNNEQIASRLDVTGNATIGGAGTGYLQVDTGAVADIGGSLILGDTGS
GTVYVRSSDIMTRLDVDEEVVVAAGAQSQGTLDLYYSSAMSVGGDFTVAKGDESEGAVSLGSSNSSIDIGGGLAIGVNDG
SNGTVRVFGGATVSVGTEDGEGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYDRARAGRVNAGTLTFGDGNGSLVFSVTD
TDYTFGLDVSGGGAIEAYNGTVSLTGDYSEYDGDTNIHGGTLSVDTGTFTHSAIKVMGGATLAGSGTVSDVTLQDGSTVA
PGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKSTEEDEAPGIAVNNIGGAGGTVTLGGSSSLSVSRLASDTA
GDFKVNTWYTILTADQGISGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARNAARAVGSMDEEN
PLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNATSYGAEAGSFFRDP
EVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQ
MALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEIDSFTETGGSAAL
SVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGGDAFSVTGSALDRNQAVLSLGLRT
ELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>OLS42638.1 hypothetical protein BV379_19765 [Rhodovulum sulfidophilum]AB14
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCKTRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>OLS42639.1 hypothetical protein BV379_19775 [Rhodovulum sulfidophilum]AB14
MPRFSVTPEPPALLTRSVLFVALMIAAMVSRGDAQPLHPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDQTRPHRDPMNLLPILEETGIAADPGGRITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRSGLNVLILDGRVEDETAQAFVRAHLPGGYADDFLLTPL
GVQNAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLASSVPALANHALVSLPAYYDSAV
VDYPRILGRWAAAFTSLIEG
>OLS42640.1 hypothetical protein BV379_19780 [Rhodovulum sulfidophilum]AB14
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>OLS42641.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGGISFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>OLS42642.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MSTIPRPALFSYGFRPFFLLAGLFAAAVIPLWLAIWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPVGRFDRLALMASAAVLALWSLAPGLPGLSAAF
AGLAGLHLLRLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLGGISGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>OLS42643.1 hypothetical protein BV379_19795 [Rhodovulum sulfidophilum]AB14
MRHPVSLSLAAAPTARAASATPLDMEMPDRGEARGMVCAPAFARAGPDDTSRVAPTGTGPGIDGMQPAGRAAVGGAPGRE
IEPGVTGAGLSGTKGPPPVASGMAPPRIGAPALPHRGRTAGPFGDLVAQVVQ
>OLS42644.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDSYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGKEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLELIGDGR
>OLS42645.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB14
MTTEDTSSLRPGLPRADHVGSLLRPQAIAGARMQGLKGAELRAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>OLS42646.1 transcriptional repressor [Rhodovulum sulfidophilum]AB14
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>OLS42647.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MSLKMTRLMGMAATAGLMAGPALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGARYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>OLS42648.1 manganese/iron transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERRQ
>OLS42649.1 hypothetical protein BV379_19825 [Rhodovulum sulfidophilum]AB14
MSVLLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>OLS42650.1 hypothetical protein BV379_19830 [Rhodovulum sulfidophilum]AB14
MLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLYA
FDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYAS
FFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>OLS42651.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFEDGLEDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>OLS42652.1 malate synthase A [Rhodovulum sulfidophilum]AB14
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKCYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVALEVFDAEMSGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>OLS42653.1 isocitrate lyase [Rhodovulum sulfidophilum]AB14
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARAA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGKISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>OLS42654.1 hypothetical protein BV379_19850 [Rhodovulum sulfidophilum]AB14
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGSLADRADFGAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRV
>OLS42655.1 hypothetical protein BV379_19860 [Rhodovulum sulfidophilum]AB14
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVYATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLISALPLVRRLAGTCPASEIPLKNMEIAE
>OLS42656.1 hypothetical protein BV379_19865 [Rhodovulum sulfidophilum]AB14
MMRSLLNTACVAALAFGSLAFVARPLEARDRSADGELDLGTIFVRGAKRPQEALSFPGAVAEADASQLQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGAVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGGWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDETNSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>OLS42657.1 addiction module protein [Rhodovulum sulfidophilum]AB14
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRVSGKGDEQSL
QIAQLRYHY
>OLS42658.1 prevent-host-death protein [Rhodovulum sulfidophilum]AB14
MHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTERD
IDL
>OLS42659.1 type IV secretion protein Rhs [Rhodovulum sulfidophilum]AB14
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELAQDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGGHEMVLTDLAEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGLRVTLSGDPVPGTGGEYIC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>OLS42660.1 hypothetical protein BV379_19895 [Rhodovulum sulfidophilum]AB14
MPPIARVGDTHVCPVKGHGSNVIVTGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>OLS42661.1 hypothetical protein BV379_19900 [Rhodovulum sulfidophilum]AB14
MQGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPEEEAGEETGEDGLRAVLRLGDIAPVSHGEGRDLVLARAIYRLD
LAADGIAEAEQALVDLILEGDGHPAFAVEAVARLDAPLPGLAIRACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>OLS42662.1 hypothetical protein BV379_19910 [Rhodovulum sulfidophilum]AB14
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>OLS42663.1 hypothetical protein BV379_19915 [Rhodovulum sulfidophilum]AB14
MTGRRGFLAGTVSALWRLLGRIAALLSGRGGTVEAGQEDLPPAHWLAAIRAAAPDKLDGTRLIADFAGRAPDPSAGECRA
ETGTGFVPPSFPARSVGVEKTATASRAAPGSLRSVSPRPLAAPLAIVAPKTIAPEIVESVIAGPGPIIPSPVGRRGGLRP
RVSVLSPASRAAEAAGPQSVEQSPEQRPERNGGSGISRPRRIPAVRVLSGSGLAAARSGAAEREAAFAWPDEAPGKGASQ
GWEGPHRPLSGAGQSEGQQDEHGDSHGGDQKDDDQRDGQTRLRPGPLVRPVAPVPLPDAAGLHPSPATVPQGPEGEVAFA
GVAPTPWRPPDVDLVAASGTALAEGWSRRGFAPTPAPTGAGLSLVADAAGRFPAMDPVREAEPLPFFERRLDGPEARRAR
FAREQGGELWTV
>OLS42664.1 hypothetical protein BV379_19920 [Rhodovulum sulfidophilum]AB14
MDRVTLLVDETGDQISALLNPASLSFRRQSGMRPRRRIGTAVAGGTGRDAPLVFAGDAVTELDLELLFDADFAGSATPAP
SGPPRDSLDVRGLTAPIWRLSDAAEAHGEALDDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLALRFRVFQ
EAEEDPRGYLPLPAPVESFLDEVPVPGALAGPQDPDLPDLLDQSPGVTVIGGERLDEIAARWLGSPAAWRWLAFVNDLAD
PLRLEPGTVLSLPPPGSGPGAPTTGAAP
>OLS42665.1 hypothetical protein BV379_19925 [Rhodovulum sulfidophilum]AB14
MTEMLRPGRARERKLTVRLDGVPLAAGAVDALTGIELRQTVSAPALCELCFEAGGALPLDPGALAGRRLEIAAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALLARHEADGLDALARALLGRHGLELRGESGAPCPAVLLQHGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGRGAPLPLSFEGGLLEADIEENALAGFAATRQTLWDTGLNRPLAGESPGAVPGR
AGELTLAAGLYEPPVAPERLTEARAAQHGAAARRISGIALGDAALRPGRRIALELEPGRTARGTIAETLHRVEPGLGWVT
EFRTGLPAHLPCEGMLAAPGTVAEVSGGDDPLLRLKLDLCDGLETDWLAVALPGAGADKGMIALPETGDRVLALVFAENP
AHGFVLGGLYGEQEVPRLGRGPGGVRPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPGRA
ITIRAASIGFEEG
>OLS42666.1 hypothetical protein BV379_19930 [Rhodovulum sulfidophilum]AB14
MRVLVEPATIVCAHGGTIPQRASQGFVTVMGAPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVAAGYSRFVTIGGRPVCL
DTLAGLTEGSPVGTWRVLASGQALVECSG
>OLS42667.1 hypothetical protein BV379_19940 [Rhodovulum sulfidophilum]AB14
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGEMRPP
SAATAMLEFRREAAGVADAAPLALTIPAGTRIGGRGEGAPVFVTLDQAVLAADAQSVAVRAIHAAWVEGELLSEGVEGPG
AVLALARGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPGLETPFELFSDGPGFYCARGVGRIFLPRAAPGSAG
VPRRDAQIRAWYLTGGGAAGNVAAGTLTDLRDPIPGLAVRNPERAAGGRDAEPLEAALERIPREVFSDRRAVTARDFEAI
ATGEGGVARAQARTGVQLWAHAEPGSVELLLVPEPAPGQSDAVGRRAGIEALQTEELRGRIARLIAARKPLGVTVNVAWA
RLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPGRPIRPADVYGTVLAEPGVRSARSVVFEVAEAPDADVR
DAVPDPHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATAVRPHRRRPGLVAAVWAEGGNHTEDGSRLAVSFDCGET
WQSDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRSEALQRRLPVAAGVDAVGLYAVLATGTALGRPVVAVAARE
QRGVWISYDPLEPGSFVATGLDGSDIRVLDAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDAWQPLRARWRGG
SCLGFAFLGTRAWAGSFDAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPGGRGLMMAAGPRGLYA
RGADGGPFAATSQTLFENEVRLPAPWLFASEPHLIRVIGSDDTP
>OLS42668.1 hypothetical protein BV379_19945 [Rhodovulum sulfidophilum]AB14
MTRHEIAALLPEILREADRPASPFRALLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPALLPRRGTQAGLRDMLAVASGLEALRLRESLPGPGFRPFHVVIEYPRPPRPVRALIRDVAELE
KPVFVSFEIVELSAPEDSEEGA
>OLS42669.1 hypothetical protein BV379_19950, partial [Rhodovulum sulfidophilum]AB14
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIASEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGATAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGSYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGQVDRRESGSAVPGTVLAQDPGEGAELAPGSEVALTVATEPARAEVPNLVGLSQDRARNVLRDRGLRMGG
TATRESGRVAPGTVLAQDPGEGAELALGSAVSLTVATEPARAGVPNLVGLSQDRARDVLRDRGLRMGGTATRESGSVAPG
TVLAQNPGEGVELAPGSAVALTVATEPARAEVPNLVG
>OLS42670.1 hypothetical protein BV379_19445 [Rhodovulum sulfidophilum]AB14
METLRMPFFVLALVLLAFAVSFEIGLGLIWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGRV
QAAIGILLALIGGLLVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQR
FLKMKILMLVIASSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>OLS42671.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MVPVWAIWRAVTALAADEAGAVLFARLALLTLAAVVSGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKR
SGGAKKLIVDEPERMELIVAHGLPEGVSSLGTWLAVTIWLFVVDWRMALAAVALTPASFALISMAMARTTVMAGEYQRLS
ERLNGAVVEYLAGMPVVKVFNRTGAAQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWID
LPTLCFFLILGANYSQPLLKLFNLFHNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGIS
FTAAAGEVTALVGPSGSGKSTAASLIPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPG
ATASELYAAAKAARAHDFILALPQGYETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALS
ALSRGRTLIVVAHRLHTVMGAGRIVVLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGATPEKR
SVPRMETAQ
>OLS42672.1 isochorismate synthase [Rhodovulum sulfidophilum]AB14
MPFPDATLTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDAGDDGALIGGALPFDKA
RPDCLWQVAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRM
AFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSIVSHPLAGSARRLDDPEEDARNANALARS
EKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAAR
LIRDLEPVAREFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDT
ALSDPSLHNQPNG
>OLS42673.1 hypothetical protein BV379_19695 [Rhodovulum sulfidophilum]AB14
MQAASWVNGHAGARAAQGPSAHLYVELDRSDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFLVRQDLR
RLGTLDCQLALERIREDQSHQRLALERGEAVAFSLSLLPGGGCRLHVDLDMIAADPSCFPDLMDDLARLYQDGPGCDLPP
AGDFAAHLGVRHSDPARPEHEAAARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERMDPARTRALMLRAREMRVTP
TALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLSVLAGRVQADMAGAIGHSAHPGPG
QMRDLARHLGHVPEAPVVFTAGFDHPRGSILSDRARQCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLDLVDRDW
IESLFKAFMDRLCALSDAAPAPRSWPLGALQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAAHPALGL
RIDASAGRQYLARRPGLPLLTRDLRAAPDAEARLQALWQDFARSPCPLDGLLWQVRALLLPEGQEDALAVKFDALALDGP
AIAQLCAELFAKDPPPARPASAPLPVPQPVAAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASRILAPEL
IRPLRRAAAREGLFLNTVLGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIAIDHDATSGTARERAAALQAQT
MAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPVGAPMRQVDGLTQTPQVALDMRLMRAPGGGIEIAADHA
EGVLDPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIVDALHRARGPALICGEERLDYPA
LRARVTAALAGLAAQGMGPGDVLALHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPGLVVSGEDLPGR
PCLRPGDLPRPGGALPDEASLRARSLDTGPGYYLFTSGTTGAPKCVVLSNRATANVLDQTLSAWKPGPEDVLISVTPLHH
DMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDYIKPATV
AELRRLCPAARLISLGGPTETTIWSIWHEIGPEIVSAADDMIASGTAPVPYGRPLDGAGYRICNPLGEPCPPGVTGRIHT
TGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEAALADHP
ALSQTMVVDLAPGDGRETTLAALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAARALALSP
AAPCPDGLGREVLDIYLRQTGPDPEATIDSPLIELGLLPGHLIPVAAALNVRFGTALRPSRLIPARTARQAAQLIPPRPE
PEDLG
>OLS42674.1 iron-dicitrate transporter ATP-binding subunit [Rhodovulum sulfidophilum]AB14
MSADIPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNLLPAQSGQVLLDGRNIARMPA
RALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADLAGRDVDALSGGQRQRVWIAL
VLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIVMAEGALVAEGTPRDLMTPEL
LRRVFGLDALILDDPVSHTPLIVAR
>OLS42675.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MDGQALGPLQDTSRQDTSPQDAPPARRRRVSPWGILTPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLAMVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAADDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELKQRADLPVAAPEGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWQNYEKAQSWSLGTARAPVTEEVAR
>OLS42676.1 heme iron utilization protein [Rhodovulum sulfidophilum]AB14
MTPSPDTVAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILEA
KGPLPEGRVAQGFFNLQGRPIGGHIRVGACAQVAFVARSLFGTDTRSVQFLDTRGGVLFKIYLGRDAARALIPAQLVAFD
ALRARLAQGQMA
>OLS42677.1 hypothetical protein BV379_19855 [Rhodovulum sulfidophilum]AB14
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPASRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYAFLQERRLGEARRLLLEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>OLS42678.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTCAVAAL
VAVVLGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGISAGAT
WLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESLGETAG
AVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHNMAHIS
MASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLIPRLHD
VGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGYDTRLG
EGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVVMDEGS
VAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>OLS42679.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCGLMALSLAGQLLFGYLSVRASW
LSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALGLPSAIFLVLLARDPLLALA
TAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFRRAIDDFRDISIRMVVQLAL
PMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADASLIRMDRILAAPDLPEPAD
ARPRGSEVRFEKVDFCYRPGQRVLRDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVEAGRITIGGADVARIGEAGL
SDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFISRLPRGYETEAGEGGAALSGGERQRISIARAIL
KDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEGGGIVERGRHEALLAQEGLYARLW
SHRARAAGWQIGG
>OLS42680.1 hypothetical protein BV379_19905 [Rhodovulum sulfidophilum]AB14
MMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFADEDSSSTDLSNAAFGAFANGL
RRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYASKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARRG
TATEDATPSPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAIDAE
RRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDSLNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKLDV
RAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>OLS42681.1 hypothetical protein BV379_19935 [Rhodovulum sulfidophilum]AB14
MQGLDFRLGAGVGASRASGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDETLAGLAIH
YVRQAVARFEPRIEILRLDAGRPAEAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTP
>OLS46830.1 hypothetical protein BV379_00005 [Rhodovulum sulfidophilum]AB14
MTPERLFGAMAFRHPWRSYQARILADLEAHLDDRKLHVVAAPGAGKTVLGLEIIRRIGLRCLVLAPSLLVRDQWIERLKS
DFVQDRLPDLAGLVSTDLTADVPLRVSTYQGIHQKRNETFPAFELLCLDEAHHLRRSWWHTLTGMADRHDCVTLSLTATP
PYDAAAREWANYDALCGPIDAEIPAPELVKSGDLCPHQDLVFAAVTRHAADYVRNREEEAGSLDMLRNDPEMLAMIEALP
WIADCRAHAAEILEAAELFSAMLIYLQDAGRPLPSYARRLLQIRRGDIPPQSWDWLQVLCDGLKARLPSSTLQALTRMGA
LRNDRILLPPPKFTDRIEILRDDDTRLVACLEIHALERAARGADLRMAILVDRIGRLSLTSEATATGFNAVHLFRRLTAD
GGCSDAAIMTGQVVVLPRALAEGLAAQPLPGRPDHVLIEGRDFDAAIARANAAFHAGDVRVIVGTQAFLGQGWDAPGLNS
LVLGTNLASFVAVNQLRGRALRIDRRPPGKCSNIWHIAIVPDEHVSGEDLEALQRRFACFARIDREALEIRSWFAPEASC
TAQNEKARRLAATHGDLARDWDSAMQVGEDIGGRLMQETGIARRQSQVILPRGSGLASLWRRLFDRPVPEHEIRRTLGRM
GHLVLESLRQLGDIGTARDITPYILEGPEGHRLGLDRATRYEETLFHETLRQVLDPVTNPRYLIVVPAGFLRGRAQLFAV
PPRFDGNKRRAEIFWKNWQAMLGRGQLVYTRTVAGRGLLQSARLRTSRNRTTHNLQWK
>OLS46831.1 hypothetical protein BV379_00010 [Rhodovulum sulfidophilum]AB14
MSAERFRLAAEALPAPQARIFWDLAAASTRLRDEISKAPDLITPSRRLVFFYLPKMSELSLRWARLAARDPFKPGTPADQ
ADFQAYLDILQGAVSSCRARRDDELAQSMEAFRIQLERLAK
>OLS46832.1 hypothetical protein BV379_00015 [Rhodovulum sulfidophilum]AB14
MNFSDKIEADQDCLPCQHGNLFLSDMSAEMQSRLRFSGAVNGKTTETLPVGRVFQLENSADRTINGRSGGAAPRALTILE
SLALGHPGRPAGLTEEVSDEVRASGAVNDDRAGDRHHDVISALSKSMRGPDPDATLYRLARQIPAGADPRVIAQRTLSHV
SEYKSSGEGGVRQNRMFCNTAHRGPRETTVFARPARNRT
>OLS46833.1 flotillin [Rhodovulum sulfidophilum]AB14
MSSFAIPVIMGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEG
ALITQDRMRVDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQ
NAVSEDLTKNGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSKMEGEREKISI
EQDEEQARIEQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQA
RASADTARAEAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARL
RAEAQKAEMLAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGT
ETAAGPESPVNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEGVPVNGAAARGGPAETAGSLAQ
>OLS46834.1 IS5 family transposase [Rhodovulum sulfidophilum]AB14
MHAICDSQGRPINLFLTAGSVSDYIGARALVSGLPNVKWLLGDRGYDADWFREALQDKKIRPVRGRFDPLDQILSPLTPG
RKKRKTAVRYDKCRYKRRNRIEIMFGRLKDWRRVATGYDRCPKVFLSTIDLTATAIFWL
>OLS46835.1 hypothetical protein BV379_00040 [Rhodovulum sulfidophilum]AB14
MPPRPVAMEACDGAHFRGRELTKPGHDIRLIPPAHMEPFIKHRKNDAADAEAICEAVQRPNMRFVPMRNEKTQGKASAFR
VRELLIRQRTPAPNALRGHLAEYGRVAPTGHAECPAPGAHCRGR
>OLS46836.1 hypothetical protein BV379_00045 [Rhodovulum sulfidophilum]AB14
MLTTVYFDPLDSQFGQFPRRTLPAPLERHLAQTEAGALYALIDSARLGDCDPLLDAGGLCLFEQDAQEMLGDVAPYLVAL
DHAPELLRRLFTRSDQTTALWGRETAVILRSDAGIVSLRRHLRRFTQIPDMEGKPRFLRFYDPVVMGHILTGLKDDEARL
ARWFWHRQVQVVREWIVPQERLDRALLATAPQIVPEEGSMPIPPFRIDARYSLIFDGIVTDRLARKISRAVVHSVGNPFD
LPPEDWAQLMEAVTALCRRAGMVTPQAIGHVASVAVWRNGLPAPQELPKWVPDAGHPARELAQAKAFHLAQKRSHDAWRN
GAVSPHSAGA
>OLS46837.1 hypothetical protein BV379_00050 [Rhodovulum sulfidophilum]AB14
MGSPKTSYDPADTEGLDGLSASAQGSDACVPCESPYLIAVYPLRIAWADLLGEVDDGFTYPDSLSKANGGNGFVPRRLRK
SKANAGNGFTLRRLRKGYLYIRDTAAAVWSVFEFTPDETATGGKFQRLEFDGEAENGPWMKASEAPVDLPYLPDSADEIE
LCYASHLWSPQTFARAEADTDGFRAHVMTRLTLSAPADGTFSAPLADLARHAEEFSGRGIVNPHEDWTALSDQPLVPLSA
DAVIRRGAMMGAKSKTGPVLVALHDPEGVAAEICMCHANRVGIRTRYLEVNSYAILSGQASKVLQNAGRARLDEGGLGWL
ETRNLNKWMSSIRPERDVVLDEIEARLASYDDALEGILNAWRKFFDMGRSAPLSTPGSLQTHSLQFDPDDSQGSDIAGRI
RFAQISVAAITGSKAGIAMLRDTVFAQEAWAEAQNPVASAIRLVTGSASMANLASAHVKEIREAASSLMTDISMPLALEI
VTVERVDMLKEINRFSNGIVNHRLTRVTTPISDVYAEIAAQSRTVQSGKLIARGHQLNTVRTPTNVYKVDGIVHVATDRA
LDMFGTAGAGFAIFGNVLNIVALSSTSGPSLASGRAGRFANNPGMGIALNSAEALSKAFELSRNALMADMPATRSFVING
QLDRTKLAKLVNKVQGADDLVRVMVNDGKMVQTGQMHPEGSRLARNVGRIGSVVGLATAVMDALNAWEAYKRSDMVAIGA
YTASAAGGLILGSLLFIGVPVAGQIVGIILLIIGGVLALFIDDTVTKWLKNSYWGTSAGYLYWKDGSRSALAKRFDKEFG
HAAQVEAIRQQDPEYYEPRFMERELQEFHQIVYWPRNARDPAALSALRDNGVGFFRRTTTHTESSKKYNSVSFRLPNYID
GLSQFDGKIFAYVQLKQKHGGDITFQQIDVTDQFKASMELTASDVVTGGFTINAAQNIDDNLLNNVYWDVIQVKIVEGWS
YEPTADIAIPMNYSDFIFKEGYSEDELGGKNSIEILG
>OLS46838.1 hypothetical protein BV379_00055 [Rhodovulum sulfidophilum]AB14
MFAELAFYGSFLAFLVMLLFKAPAPIVVDRKRRLVYTWHRGRIWAARWDDVAITRVEGHLRHTALAFALHDTKGKGGTRW
FILSGAPAWGEKDDPRDRLLSDARDFNRWQGMRLWLHEWVEGRREPSQADLSRRFAVMHLLVPLQRKIPEAAIRQLDGI
>OLS46839.1 hypothetical protein BV379_00060 [Rhodovulum sulfidophilum]AB14
MFCDYAEWQSGISGPQPLRKVAPRIAPILQSATRDRFFLQAGYHVILRRAIITFALMVIMGGMALPAIRDVGSYISYDNS
LIYFVKDAQGETERILIKTEPSFFGYFHKLWNEVSLAFAPNAFESRGGLGPTFLSIFSSKLDLILFYGSFLAFLVMLLFK
APAPIVVDRKRRLVYTWHRGRIWAARWDDVAITRVEGHLRHTALAFALHDTKGKGGTRWFILSGAPAWGEKDDPRDRLLS
DARDFNRWQGMRLWLHEWVEGRREPSQADLSRRFAVMHLLVPRQRKIPEAAIRQLDGM
>OLS46840.1 hypothetical protein BV379_00065 [Rhodovulum sulfidophilum]AB14
MTERGVSVSQACRDLELAESVLRRWMRETTSAPASAFPGNGQQRAELAEIAALKKEVAKLKAERDILKKGRGLSAIGPRT
MPSAFFAREVT
>OLS46841.1 hypothetical protein BV379_00070 [Rhodovulum sulfidophilum]AB14
MPKHYDLAVLCAKCDELEQLQAVFRKEFTKVSGDRLVDQIYKFDTPNGTKRLIVMTCGEMGHTSAAVQTGRLIIQHHPKV
IFFVGTAASLCPNEVQLGDVLVPRKAVYRMYDKISEKGQSDYERRMNGMGSKEQFFGENVLCADTATTQISPDMLGALSG
VRLDERALKSGETKEIELEGRRIQLRAPKIFKDEDIFSCGMVVDSLSYREFISGIAKEEFRKLKIIDMESFGFYSAIDHA
KKSGVGSDTEGVMIRGVSDYAGRKQQTETRPEDWKSVCVTNAAIVAAQIIKDIYTPHDDEEDSPT
>OLS46842.1 hypothetical protein BV379_00075 [Rhodovulum sulfidophilum]AB14
MRRQSLSLPNTLSIRSLRLQRRLSYVTGWPRDLGTVLGRGAIEGADGSSRDFALRIVTFRFECAVVVRWGR
>OLS46843.1 hypothetical protein BV379_00080 [Rhodovulum sulfidophilum]AB14
MAAAAFARSIGLRDYSAFTALIERGHIAASHVKSPRTARLQWLMSEAEIADFRKRFVMPTMITQETGRHRNTIFAVFSAA
GVKPFQPEGLEAGPIYLREVAMRATSNHLKKR
>OLS46844.1 hypothetical protein BV379_00085 [Rhodovulum sulfidophilum]AB14
MQCVQGEKFNDDTMTTEDLRPFSSLNTSFSDRADNAADIKARPLAGPLNGLPSRGLGGQKDCMMLQLLD
>OLS46845.1 hypothetical protein BV379_00090 [Rhodovulum sulfidophilum]AB14
MIRIWPLAAGDMVLGQEVQVRQVHSLLTASEETGITTALLDSLLTEAGVFRQDETRSPSGKIFDAEVHAGLLHEIATRVG
PNAMCEAIGATLSEFRALVEEGVLELRSRLPKIKNP
>OLS46846.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MNDMVTIPRGEYERLRAAAEDLADIQAANQVKADLAAGKEELIPLEFADRLIDGESPVRVYRALRGLTQAALAEKAGVNR
VTVAELETGRKQGSAQTLKKIADALGVTVDDLI
>OLS46847.1 cytotoxic translational repressor of toxin-antitoxin stability system [Rhodovulum sulfidophilum]AB14
MKQVAYTRDAIKTLKRMPKNTADRIRGKIAEYATDPASQANNVKAFKGSDYIRLRGGDWRVIMDDQGNVLAILTIGARGG
VYG
>OLS46848.1 hypothetical protein BV379_00110 [Rhodovulum sulfidophilum]AB14
MSNTFDVRVTLPWWRVAIAFGAAHMTGLVAAQMPSRWVEAAITNLARWAVRWVTLRMVL
>OLS46849.1 hypothetical protein BV379_00115 [Rhodovulum sulfidophilum]AB14
MGHPGRQKAARQARHRGYGLSHGRLAQIDAYRYGNGLQMTGAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAK
AMELPFPANIAAAAKVIATGMSFVSAIKSGSKSGAGGASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEA
FGDGYRLNLDWQGAAG
>OLS46850.1 hypothetical protein BV379_00120 [Rhodovulum sulfidophilum]AB14
MRLVILALPVSLAACIAVPPPMVSDYNGHMVKIVDHPYALGDKYKQSPIYTLAKETCGKEAVYQGMRQINEYQGEHVFLC
R
>OLS46851.1 amino acid transporter [Rhodovulum sulfidophilum]AB14
MTTIRDEQTKLTANYVNGLALALFAVGGLASLFSNAYSEHGLTTQVVLASAVCFVASLLLHLLARLILKGLKS
>OLS46852.1 hypothetical protein BV379_00130 [Rhodovulum sulfidophilum]AB14
MPPDLKARVKVAAEANNRSMNAEIVAALEEKYPDPTVVWVDELARKIMAKLAAGREPKATKARLTKVVEEFFAENPDAAE
ALERGRGRSS
>OLS46853.1 hypothetical protein BV379_00140 [Rhodovulum sulfidophilum]AB14
MQRLENGKTAGAATPTVSMNPNHYEGSLPMNMNHAHPEINQPLAALTAGAEVTMSSREIAELSEKRHDHVLRDIEKML
>OLS46854.1 hypothetical protein BV379_00145 [Rhodovulum sulfidophilum]AB14
MFGEKLDQNHRVGQVRQGVALILQLLKPLDLPIAQIGPVAGDQRDGQVLRQAVFLEAPPGAVGVVGQ
>OLS46855.1 hypothetical protein BV379_00150 [Rhodovulum sulfidophilum]AB14
MYTGKALGMPRMGYTNLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQIFDPFTRAARTEPFFI
AATREPGRRRDPCTTP
>OLS46856.1 hypothetical protein BV379_00155 [Rhodovulum sulfidophilum]AB14
MFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGLETSGVVRLLDALSKRGLLRRT
EDPTDRRAKLVELTDEGIAMGERADRIARALRSELLAELDRQDLIATIRILRSLSAVLDASEERQKGR
>OLS46857.1 hypothetical protein BV379_00160 [Rhodovulum sulfidophilum]AB14
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRFGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPDVSGSAALTGKVLQWLDKETSATRDETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALATSGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>OLS46858.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB14
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>OLS46859.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB14
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>OLS46860.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>OLS46861.1 Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTAAEFANVRERMEPWIRAAGASLDRLFGAVGAAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNG
IGTCVIERRPVTVHRDQHFLARNGALGCIAAPIHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRS
FAHARILALPGLEHNPAALVAVTADDLAIGASHSARVALGIKGNLAKAPVPASDLLSVPGVESLEEAERAVLARALARTG
GNVSAAARILGISRATFHRKLGHRKSGAKRPEAATQDPAAPCRIPATDAPSFPRGGG
>OLS46862.1 hypothetical protein BV379_00200 [Rhodovulum sulfidophilum]AB14
MLRADDIGGLGCWIKANPLLGVTITSAYLALQVKQARDIPAKANGIRRPHFCEWADAESA
>OLS46863.1 hypothetical protein BV379_00205 [Rhodovulum sulfidophilum]AB14
MLAIWFDLEMSWNAMPTGRLGHQQTYSDTAIRSCLTMKGEGRPASMAAPNGGSGARPTLASTRKRWRSRLPRSPASIPEG
FVAQSKKSAAAAAYTKGFLRVKQRNVLPRKPLGDARSFDYATKPFRRTEKLVVPRRMAPTTRASAMTRLQTVGTMRSGIP
SELWQSSPHSRPARTRSPG
>OLS46864.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB14
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRIQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSTVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAATDRMQARFEQLIDCWQAARQAKAA
>OLS46865.1 hypothetical protein BV379_00220 [Rhodovulum sulfidophilum]AB14
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQDRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>OLS46866.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB14
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLNCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQKADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGATRILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEDEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>OLS46867.1 hypothetical protein BV379_00230 [Rhodovulum sulfidophilum]AB14
MTSALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARVFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIATPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>OLS46868.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>OLS46869.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MLKPFIRTLATAALAMCVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>OLS46870.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB14
MTMTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQ
AQGRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSN
RSFAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKAL
ADLVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>OLS46871.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]AB14
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>OLS46872.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB14
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>OLS46873.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB14
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>OLS46874.1 hypothetical protein BV379_00270 [Rhodovulum sulfidophilum]AB14
MTRLIPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>OLS46875.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB14
MARTLIGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTV
AELSKGGDGCDETLNWWVTDYLDPPKKAARPKPPSKPAPKKRGARDYTMDDLPRECRRVLAAD
>OLS46876.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSGLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAQGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>OLS46877.1 thioeseterase [Rhodovulum sulfidophilum]AB14
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAERPWPPMTD
>OLS46878.1 YggT family protein [Rhodovulum sulfidophilum]AB14
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>OLS46879.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB14
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGAETDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>OLS46880.1 hypothetical protein BV379_00300 [Rhodovulum sulfidophilum]AB14
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>OLS46881.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB14
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDLTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMPGTG
>OLS46882.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB14
MRALLPVLAAVLFLGAAARDAVDAWIDATMLPPLAAETSVEVLDRNGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRRVPLHWRIGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGTDRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRHFARPGASQGADPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>OLS46883.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB14
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEMQHRRETVAFRVDEHPKATTVDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLMPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVGDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>OLS46884.1 hypothetical protein BV379_00325 [Rhodovulum sulfidophilum]AB14
MAYDDKPLPYSAAPGLSGPEPRHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIV
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPAEARPGAAAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRSRYLGDA
ERALYLIRPDRVVAARWIAAEPRDITAALRAMWEGRE
>OLS46885.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB14
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>OLS46886.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB14
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVSE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>OLS46887.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB14
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>OLS46888.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB14
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>OLS46889.1 light-harvesting protein [Rhodovulum sulfidophilum]AB14
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>OLS46890.1 light-harvesting protein [Rhodovulum sulfidophilum]AB14
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>OLS46891.1 protein PufQ [Rhodovulum sulfidophilum]AB14
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>OLS46892.1 chlorophyllide reductase subunit Z [Rhodovulum sulfidophilum]AB14
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>OLS46893.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB14
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKEQGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWAGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>OLS46894.1 chlorophyllide reductase iron protein subunit X [Rhodovulum sulfidophilum]AB14
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>OLS46895.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB14
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>OLS46896.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB14
MTEILSGPGPEPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAVPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRTHRPFIASVVVGCKPGAT
>OLS46897.1 geranylgeranyl pyrophosphate synthase [Rhodovulum sulfidophilum]AB14
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>OLS46898.1 methoxyneurosporene dehydrogenase [Rhodovulum sulfidophilum]AB14
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHQSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETMAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRALLSTSPRTAMPGGISTA
>OLS46899.1 hypothetical protein BV379_00410 [Rhodovulum sulfidophilum]AB14
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>OLS46900.1 ATP-dependent protease [Rhodovulum sulfidophilum]AB14
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>OLS46901.1 co-chaperone YbbN [Rhodovulum sulfidophilum]AB14
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>OLS46902.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB14
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLANGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDSADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>OLS46903.1 hypothetical protein BV379_00430 [Rhodovulum sulfidophilum]AB14
MTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGQPLMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYTEVTVDFSYVSCRTGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>OLS46904.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>OLS46905.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB14
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARSYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLEEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>OLS46906.1 hypothetical protein BV379_00445 [Rhodovulum sulfidophilum]AB14
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>OLS46907.1 hypothetical protein BV379_00450 [Rhodovulum sulfidophilum]AB14
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>OLS46908.1 ATP-dependent RNA helicase [Rhodovulum sulfidophilum]AB14
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRLKSDRPRSERSRPDARPDR
APRPPRPAPAEAATGASTGTAAPWGRPDAPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEAEAPKPGAPRREG
DAAPVERPRKPRPGAERSGPRSEAGGPRPKEGRKDGWKDARKDDRKDGRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGG
SRDWPKDKRPAGNDAAPAERRRADAADTSKRFERPGAPKGKGAKPTGGGKRGAPKSGRSSGNAPPRRPR
>OLS46909.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB14
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>OLS46910.1 hypothetical protein BV379_00465 [Rhodovulum sulfidophilum]AB14
MLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAPQPAMAAAASTGTEISDK
PVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPLLSWIGGVLEIVGVLCVL
FSSGVLYSFGREFFWRGRG
>OLS46911.1 chorismate synthase [Rhodovulum sulfidophilum]AB14
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>OLS46912.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB14
MRIPFLAAALAATALPASAAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRA
DLVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQ
DPRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARF
DEGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQTAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVR
DEALAEWRNALSR
>OLS46913.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB14
MAQRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDMACLGLAALFLILPLAMVALRGLPGLADLPASV
YAAALRSIAVALGSATLTLALALPMAIAIDRLDGLAGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>OLS46914.1 thiamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLNLEGLAIRQGNFVLEADLTIAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQNRAVEAALDRVGLGGLGDRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATLLFVTHDPTDARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>OLS46915.1 cytochrome c1 [Rhodovulum sulfidophilum]AB14
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>OLS46916.1 cytochrome b [Rhodovulum sulfidophilum]AB14
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>OLS46917.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB14
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>OLS46918.1 hypothetical protein BV379_00505 [Rhodovulum sulfidophilum]AB14
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>OLS46919.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MRRHSFEHDGLVFSFLDAGEEGRPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVNIDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAVNGDHRGVWLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEDSCA
>OLS46920.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB14
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRAAGEAQVARHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>OLS46921.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB14
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGRPLSAGLVAAIADRHRGVGFDQLAVIEPAEDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVDLEAFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>OLS46922.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB14
MVDFKKRLNKKNSSKPTDPIKLYDSLDRASDKGPLRPAQETVLTDWASRSAQRRDVIVKLHTGQGKTLVGLLMLQSRLNA
KAGPAVYLCPDHFLIAQTCEQAEQFGISTCTAENSLPDTFLDGKAILVTSVQKLFNGLTQFGIGNRSVDVGTILLDDAHA
CADRIRESCAIKIPKGEEAYSSLKTLFSSDLEQQGVGTFADVENGKREAILPVPYWAWTERESEVATILSKCSDRKSVKF
AWPLLKDMLSHCQCVFSGASVEIEPRLAPLDMFGSFAKAGHRIFMSATVTDDAFLIKGLKLTPKTITTPLTDASETWSGE
KMVIIPSLIHENLDSHAIQKALGKPRDGAKFGMVALVPSFARAEPWVAQGAALADKKSIEEAISGLISGDRDETVVLANR
YDGIDLPDASCRILIFDSRPYSENLADLLAEQVRPHSETTLMRTVRTVEQGLGRSVRGEKDYSVIVLTGSDLVRLVRESG
SRKFLSPQVAKQIEIGLEVSELAREDVLDNGETPTEAFKTLVNQCLRRDEDWKAFYAEQMDGIKPKGANDALLELYAGEL
KAETLFVGGDYQGASKHLQKIMDSGLVNSDDKAWFLQERARYHYEADRGESQKLQLAAHRKNRMLLKPASGVTVTQLHIV
SHGRAERIIAWLSSFADYDELNVAVTDILGRLRFGVKAEPFEAALNELATALGFAGERPDREWKEGPDNLWALDDRSYLV
IEAKSEVDVTRAEINKGETEQMNKSAAWFDKHYKGMLATRVIIHPAKKIGSAAAFTHDVQGIVEHDLRKLEKACRVFFKS
FEGQDLKSLSSGNIQTLIDAHRLSVSDIQTGYSRKLRDIRRS
>OLS46923.1 hypothetical protein BV379_00540 [Rhodovulum sulfidophilum]AB14
MHFMHYNAHSSIQTVYAKSEAGYVGRDLPSADQQLSINSLVWGLAEEIGSPAYWAAQAWMWEVEAPAHYKLGRSLEEELI
ACLLGGYGIPAEVGLAAYERLRVANTEDPNRLLNEESVLELLADPLELNGKFVRYRFAKQKSAYLAGSMRALRSLDREAP
DRELRDALTTLPGVGPKTASWIVRNWRDSDCVSILDIHILRAGRMLQIFPEGKSVERHYLELEAAFLDFAEAISVKASIL
DSVMWMNMRQIPAAILRRLADPSAEVFSPKAEPVQLSLAL
>OLS46924.1 hypothetical protein BV379_00545 [Rhodovulum sulfidophilum]AB14
MITIAGGVYRESCIEPHWDDIFGSAGRAAVALADTGETIALHTVRAKSLSAGIENLSAAFGIDATGPEVEEGVEFEYMHS
LGTPRITPRPDAIPQYPPFEVVGDVVLRFGMLEGSARVTGGRVVYDPQSAFDPRPYHENGSSAETLAVILNRLEGRRLSG
RTEPSEIVEHILDEWKADVVVLKMGGHGAMVHVRGETPVPVPSYRSENVWKVGSGDVFSAAFAYYWGKLERPAAEAADLA
SRATSYYCGTRSLPLAPEETLREVVKDAVEPRGGKVYLAAPFFNLAERWIVEEVREQLLHMEVEVFSPLHDVGVGPGDVV
AQQDLAGLDDCSVVLAILNGGDAGTIFEIGYAVAKGIPVIALAQNVRPEDLKMPLGSGCRVYEDLVTAIYQTVWAEP
>OLS46925.1 7-cyano-7-deazaguanine synthase [Rhodovulum sulfidophilum]AB14
MKALLLSGGIDSIAVAFWQHPEIAITIDYGQRAAEAEITAASQVAKEIGMQHEIIAIDCRAIGSGDMAGNDALDVAPVPE
WWPFRNQLLVTFAAARGIVLGVTELMTGSVSSDGSHADGRPEFYDAMDRVTAVQEGGIRISAPALTMTTAELVRHSGVPR
EILAWAHSCHTGNLACGQCRGCVKHYQVTKEIYGVAY
>OLS46926.1 hypothetical protein BV379_00555 [Rhodovulum sulfidophilum]AB14
MSSVVFDNDRGLARSDPAVKEALDAFKSTGGNAHKAGYRESRSEMLETICNEIPIAGIFLVSVEQHIYELTSELAHGSFF
GFLEVYSGGDFGNVEAWEKNAELVHFAAVLSSAAMAIAVRSTFGSCECSDEIVLAGEDFIRDLATNIESLDGSFTIRTHS
E
>OLS46927.1 hypothetical protein BV379_00560 [Rhodovulum sulfidophilum]AB14
MWLEAASQMIPDTLPKTACLPYVDERFSVGITDSIDYEPVNFGDIQLIHKLSDTISLCCLF
>OLS46928.1 transposase [Rhodovulum sulfidophilum]AB14
MAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIADLLVGLTNAHKTWGFGLCFLHLRNVKGHVWNHKRVHRIY
CELELNLRIKPRRRLKREKPEELAVPEVPNLVWSMDFMVDRLADGRQFRLLNVLDDFNREGLGIEVDFSLPAERVVRSLN
QVIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNAYVERYNRTVRHEWLDLHIFDTIEEVQQIATEW
LWTYNNERPNMGIGGVTPAMKLKMAA
>OLS46929.1 transposase [Rhodovulum sulfidophilum]AB14
MDEEIPMKKSRFTEAQIMGALRQAEGGMPVAELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLS
MQADLLREALGKK
>OLS46930.1 hypothetical protein BV379_00585 [Rhodovulum sulfidophilum]AB14
MKLDIRLHKQLRAELRARGVSLNQIAVEIDRSPALVTAVCQGRCKSHLAQSAIARHLERPPEEIWPDRYGKEETA
>OLS46931.1 hypothetical protein BV379_00590 [Rhodovulum sulfidophilum]AB14
MYLGSHRQIVVYESLLELMCILLIISRGDVIDVWDQPPAIHFSRPDGSHHEHTPDYLVELADGTRFAVAVKPIEQVNRRD
FDIELSYVAACMPQSYADGLVLMSEADFTRAQALNAQRYHEFNKTPDALADQALAAVIDQQNEPTTLELLVEQVGLAGRG
FRAAFRAIIEGRLRQVAHGKIGLQTLVTAEGTA
>OLS46932.1 hypothetical protein BV379_00595 [Rhodovulum sulfidophilum]AB14
MLEENNRRAELGQRPLQVPSERTIERRIDFLDPFEVAVYRDGIDQARMDFGVSSGGLDLLFPLERVEIDEWKADIRTLFQ
RLGIWNELPADLREEVPSGRRWVYAAIDCSTRCILALAVCDRPNADTARRVLGQILEDKTEAARAAGAEGVWDFFGTPHL
ICADTGSAFSADMFVTAVNFLGSAILFPPVKIPELRSRIERLFGTMTRQITPWLPGRVFENPKARGDYPSEARTILTDEE
LTRILTIWVVDHYHQQPHRGLPGGQSPASRWRELVQKYGVTEPPDLNTRRVALGYEFERVPSSLGVTFLSNQYSCPEMVQ
FWRRNKGKPIKLRIEPSNIGAISVQIETEWFLAPALNGEELEGMTLTNWTKVMRELRSTYAAEATATLPQRNRAIQKIKA
IVDEARLREGLIDPEYTAEHLEYLDKNLCGGLLFDHPDQPPVSAEGAPFGRLITPSTKVANPGPLKSQDEHPRPTSAAAP
IGEPTWKLQD
>OLS46933.1 hypothetical protein BV379_00600 [Rhodovulum sulfidophilum]AB14
MNINAQISPAIHRELARLRNRFVPRGCYVQLTEAMSVLEDRRRAELTEGLNPEARGVAVIGNSGSGKSTAVAHFFRGHET
LRLLSHDAETADVASFLVPSPATLKGVGISCLNGLGYPLMRDRTAGIIWELVQSHLRELQIMFLHLDEAQDLMGSQSERE
MLAVVNTLKSVMQNRYWPVSIVLSGLPTLKTLLNLDPQLGRRFTPISFGQIDDIQDGQNVLELIQQYRQAADLESSGSVE
TDDFAARLIHAAAHEFGILIEVIIGAIEICMRRSDSTLQLQHFTAEFLRRTGCAADLNPFIRRDFTALNPRLLLPGNDDM
QPSHVPPRRGR
>OLS46934.1 hypothetical protein BV379_00605 [Rhodovulum sulfidophilum]AB14
MPRLKLTVSPREGETTLSVVSRLALRNGASFVQDFCADMGVSWRDAANGEAGEIHRLADLAGLDVDGLAAHSVVRVAHPG
YRVNKQYLTSKTLVRRELRVCPRCLCEDDRQGGALARHGRLEWLVATYRTCHIHQVPMLTLPDADYPRCRHDFSQRVRDH
WRCISRAERELVPSSGLGDLETDIASRIRGLGGHDHARFLDLDLMCRLSEDLGVVLRFGASTYPSKLNRTELARAAEAGF
QAIAGGPDALTVAFGEIKVASSSPTPGFQADFGVLARRIERVDHGSPRYAHFLGRLTEFAFNNYPYGKGDVLFGRTCPER
RVHNLASAASAHGLNYSRMYRIAVGMGLGTTEQAERIEFSTADHDDQLADYAACLSPKKSADHLGIRGEMLNRLVSAGLI
APRFDLPGLNPIYHPEDLRLLIEPLVGQAALMDRLPSGYASLVSIGGHAKCRFETVMLLACDGKLTSLSRLNASPKLDGL
FVNLDDLRDQLEEPAPSGITRNEAKRLLRINSSTVAWLIRQGWLPATTVKHHRHRRPVALISREALEVFLADYATLGMMA
ATAHTQAIHVARRLEDARIFPLDLDCRLSKLYPRTSRLEELFDPGRIPEPTPS
>OLS46935.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSETRFEVRDPADGAVLGNVAAMSAEQSRAAIDSAQTAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
RALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>OLS46936.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRAG
>OLS46937.1 hypothetical protein BV379_00625 [Rhodovulum sulfidophilum]AB14
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFVILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>OLS46938.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB14
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>OLS46939.1 thioesterase [Rhodovulum sulfidophilum]AB14
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAATRPWTIAAAVHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEARDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>OLS46940.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGATVVRLSP
EDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALSRVYASES
ARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAVIPNH
>OLS46941.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB14
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAEIAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACTMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTT
>OLS46942.1 hypothetical protein BV379_00650 [Rhodovulum sulfidophilum]AB14
MTLNRRSFIAAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTMINS
VRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRSDFEGTGLYALALWETGWRHVTNSRRPVE
TPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTAAPL
VTNAAKLDAMDEDMRALLIETAQDGARRQRALNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFGSEL
IEQINAAA
>OLS46943.1 cyclase [Rhodovulum sulfidophilum]AB14
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDAGSREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>OLS46944.1 hypothetical protein BV379_00660 [Rhodovulum sulfidophilum]AB14
MRPARLAVLAVRVADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLVCCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>OLS46945.1 L-dehydroascorbate transporter large permease subunit [Rhodovulum sulfidophilum]AB14
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRSALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTMLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>OLS46946.1 hypothetical protein BV379_00670 [Rhodovulum sulfidophilum]AB14
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPET
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>OLS46947.1 aldolase [Rhodovulum sulfidophilum]AB14
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADIDEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>OLS46948.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEVLDYFVTLS
>OLS46949.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB14
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>OLS46950.1 D-galactarate dehydratase [Rhodovulum sulfidophilum]AB14
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPEKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>OLS46951.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB14
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>OLS46952.1 sulfolactate dehydrogenase [Rhodovulum sulfidophilum]AB14
MPRPDADITRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGT
NPIAFAAPRADEPPLVIDLSLSKVARGKVMAASKSGEPIPEGWALDAEGQPTTDPRAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARAPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>OLS46953.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKETPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGSQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>OLS46954.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRTLRRRGTAPPAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>OLS46955.1 hypothetical protein BV379_00715 [Rhodovulum sulfidophilum]AB14
MTDHPATMPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>OLS46956.1 hypothetical protein BV379_00720 [Rhodovulum sulfidophilum]AB14
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>OLS46957.1 hypothetical protein BV379_00725 [Rhodovulum sulfidophilum]AB14
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>OLS46958.1 hypothetical protein BV379_00730 [Rhodovulum sulfidophilum]AB14
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDDDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>OLS46959.1 hypothetical protein BV379_00735 [Rhodovulum sulfidophilum]AB14
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAEVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>OLS46960.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVERYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>OLS46961.1 hypothetical protein BV379_00745 [Rhodovulum sulfidophilum]AB14
MTARDERRLRSLIREGGGIADFAHCRVLFHRMKKGLLRKGSGPDGRLHPDGGVRAERSVYVRKSCSTSAI
>OLS46962.1 adenylyltransferase [Rhodovulum sulfidophilum]AB14
MQTAPHQNEQIGSALGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTELLCLSGRHPAVPG
GLRCLEVMVFCRSDLARGNYPARAEFVYGEWLREAFEAGESPVPEGDPEYSLVLAQARQEAIALCGPPGNEVPPEHVRQA
MRDALPDLLDGLHGDARNVLLTLARMWHTARTGKFVTKDTAATWAMRRLPGPDAMTLDHARGAYLGELADDWQSRAGAAR
QVAGRMAEYVRRSL
>OLS46963.1 hypothetical protein BV379_00760 [Rhodovulum sulfidophilum]AB14
MISWSVSPVLRIGVMSFSSGKEASSLFTTSEHVAKWSGQAATWGAICQDIPWMHSRQGRGIRLDVLRLMTFRFRRQPSSW
VAAPLGGVTVIP
>OLS46964.1 hypothetical protein BV379_00765 [Rhodovulum sulfidophilum]AB14
MMREAMRALPVLGVIEIRPGGGAWVSALDASSLLSQMNVFLGLSEISVDQLCQARRLIGGELAARQAKAADLEALDPPAA
SDASRRPWSPQ
>OLS46965.1 hypothetical protein BV379_00770 [Rhodovulum sulfidophilum]AB14
MSRRLVVETDDTLPERAAAEVSSAEFLAHQCQGPADVAKAIRSADMAVVQFAPDDDAEVITGIADGGALIRYGIGFGNID
VTAANDRGLPASHVPSCCIDEVAGPSVSAPLRKPPALAPSARGGGGDGMADTAMMRGGMTEAQLEGFRPAIPIGSQATSG
ALAAPTAFLLSTRPGTSPAPGCM
>OLS46966.1 2-hydroxyhepta-2,4-diene-1,7-dioate isomerase [Rhodovulum sulfidophilum]AB14
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPTVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVKLGVDGLGIQRQVCVADI
>OLS46967.1 hypothetical protein BV379_00780 [Rhodovulum sulfidophilum]AB14
MEEARQITPLCPDQLALEIRQRDLRCRTTSYARIISRSASVRSAFRPVRSAESPSITQAAACVTLGAVAAAFAPADKTVS
PEIRTMQTEPVRW
>OLS46968.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB14
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>OLS46969.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDAKVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLAGRARCLVAHPVNPPHLIPVVELCPAPWTAAE
ALDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>OLS46970.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPETHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRTLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>OLS46971.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>OLS46972.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>OLS46973.1 hypothetical protein BV379_00810 [Rhodovulum sulfidophilum]AB14
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPL
MTAAEFADLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGDTAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>OLS46974.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB14
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVAACDIDAAALETLPAAVFRQRTDMGDAGQIADFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTV
SGQAVSVCGDCQMLT
>OLS46975.1 hypothetical protein BV379_00820 [Rhodovulum sulfidophilum]AB14
MESFNGRLRDECLSEHLFANLRHARDLISAWRDDYNHHRPHTSLDGLTPWEYHQRSVEGQSLNRANQRTRTLLGAGHRAR
WIRVLRRAERRSTAEGIRPCRRTSGSARAPVRSASGSRRRPIPPVRKPCAPAGWSGTGSDRRSVRAEHTP
>OLS46976.1 hypothetical protein BV379_00845 [Rhodovulum sulfidophilum]AB14
MKVQATSPSTRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYVDGAGEELVLVEVTAADGTVLAETRDDRSADRGLLEVLSGRAIKSGAVVYSDDGLTIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEVSDAMAMVADGVLDRQVPDTERKDEIGVIA
RSLEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSDQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQ
VARFQLQSGPSGGGSRRAERMSVRDASVASDRSPAPRAPQKRAVKDAGWQDF
>OLS46977.1 hypothetical protein BV379_00850 [Rhodovulum sulfidophilum]AB14
MLALRVVCLALLGGGYACVAQAGEFDSQMRAFYEASVTSWSGAPQILNAVAAQNARTADMAQDDIDRLDRQWVAEIGAVS
EPLIESVTRNPVSDFLRDQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSM
KYQAQISFTLVDPASGRPIGAMTVAVDAEEFL
>OLS46978.1 hypothetical protein BV379_00860 [Rhodovulum sulfidophilum]AB14
MPDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPIPRRNRKGVIVQDAVRFTPCVWDPTPARIAAARRAYLDWWGYL
LAMQAALMGADLIRIKVTRDLPPMRPWNQI
>OLS46979.1 hypothetical protein BV379_00865 [Rhodovulum sulfidophilum]AB14
MAAWLLLGDPEAGQPPAEPRICPGCGELVTDGLGCGGGICRASDAFPKPVEDPADKAFREAVAELVDCAMREGKVDG
>OLS46980.1 hypothetical protein BV379_00870 [Rhodovulum sulfidophilum]AB14
MGENSKIEWCAHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSAANWRKPLAWDKAAAAAGERHRVFCASL
ADVFDNDRSITSGWRGDLWHLFHRTPNLDWLLLTKRTQNIARYLRPE
>OLS46981.1 hypothetical protein BV379_00875 [Rhodovulum sulfidophilum]AB14
MPKWGDGWPNVWLGTTVENQEEADRRIPQLLAMPAAVRFVSAEPLLEPVDLTPHLCPKQWSCDFGAESGGGSARGTIPKL
DWVIVGGESGPRARPMHPDWVRGLRDQCQAWPSSSSSGRNGGRQNLTRYQLSHA
>OLS46982.1 hypothetical protein BV379_00880 [Rhodovulum sulfidophilum]AB14
MSRTLGYCLLLGSYDAWIGFSCLAKSLLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASL
ANRAELKAFALASFEAMAPQDQAAFFRHISEIEVAA
>OLS46983.1 hypothetical protein BV379_00885 [Rhodovulum sulfidophilum]AB14
MKMLVHRQSDSTELPFVMNDLLKFVALSEDDADFFSELEPIGKAAAEEIEKFAQIALLNQTVRVTIFDPVKEYGLSLPIG
PVAEDKTPIVTIDGEVFTGFDFVGGNRPYIRWFAKFYDLTPSRMTIEYEAGFGDTAADIPADLYQALMDQAALHFGWRSP
LDAKSLTNSPHMARIAARYRGVQV
>OLS46984.1 hypothetical protein BV379_00890 [Rhodovulum sulfidophilum]AB14
MRPHEVDFLFYAMTRVARLGRIEADRAFARKMADAAQDRRFKPSRQQIERMTEVEARLYREGGAA
>OLS46985.1 hypothetical protein BV379_00895 [Rhodovulum sulfidophilum]AB14
MTEQELDEILTLRWPLVMRRVMADGSDAWLKGFVRSVARHGRRPGWRPSFKQEQIMRRLLAEIGRPPKPGRPPEPDFELI
EE
>OLS46986.1 endonuclease [Rhodovulum sulfidophilum]AB14
MSVRRDHHRFSKKVTRTKRWQALRAEILERDRYRCRSCGCGGRLEVDHIKPVRTHPELSYDPGNLQALCPSCHTRKTRIE
CGHPPPRKDRQDWLSMVASIERPTKPKPQIEQE
>OLS46987.1 major capsid protein [Rhodovulum sulfidophilum]AB14
MLESVKIARRQSEIRQSLAELAGKDSPSEDEIRSMDELDREYRQNETRYRAALIAEDTERREAGADLETRSAQDWANLMA
GFELRQVALALDEGRQLDGQTAEIVSELRSAGGFRGIPVPWQALEARAGETVSADTPSATQLRPIIDRLFPDSVAARMGA
QMLSIESGAVEWPVTTSAVSAGWADGEGGTVAGPTAFTTANRAMKPDHNLGVQMRITRKTLKQSGAALEQAVRRDMSGAM
GMELDRAAFLGTGEGGQPLGVIAGAAAYGIRQTAVGAVASWGAFRSAVTRFMTANTAGSPGAVRALIRPELWDFLDGALI
EGTAVSEWDRLVKNIPAGNIAMTHNALAAPSGNPLATASLLTTAAGGVAPIFIGAWGAVDMIRDPFSDAQSGGLRITALA
TMDVTVARPAQLEVLTGLKLGGA
>OLS46988.1 hypothetical protein BV379_00915 [Rhodovulum sulfidophilum]AB14
MLLGATLGALELRSEGGTTRLRACFPYGAETELAAGRREIIAPRAFADRIERGEDIHLLAGHSYDRPLASRGSGSLTLRD
SDEGVELVAEIDPGTSWARDFLAAHAAGLIRGLSPGFRVQPGGERIERRGADLVRTVTSAAVFEFSAVTRPAYQQAQIEA
RNWQPVGEVIRRVLDRPAACRWR
>OLS46989.1 hypothetical protein BV379_00920 [Rhodovulum sulfidophilum]AB14
MFGWIKDRLRPVEERSSGAGYTAQVMAARDSYISGQRGVAELTATVQSCVSLWEGGFAMADVAGTGLLTRQTMARIARSA
ALRGEAVYLIGDEGLVPVTDWDLTTRLGRPRAYRLSLPEAGGGRSLTALAAEVLHLRIGSDALTPWIGTAPLRRASLTGA
MLHAVEASLAETFENAPLGSLIVPLPDTGSEDMATMRSAFQGRRGSTVVVEGVAQATAAGMNPQLGQKPDQLSPDLSKSM
TAETLAAAREGILMAYGVLPSLLNRAATGPVVREAQRQLAIWTLQPVAQLLAEEASEKLGQPVEIDTIRPLQAFDAGGRA
RALSAIIKTLAEAKAAGIPPGDVSGAMRMVDWKE
>OLS46990.1 hypothetical protein BV379_00925 [Rhodovulum sulfidophilum]AB14
MKIRDVKKNIKKISDRIYNLEIEWEQKGTLPGETDVDIESLFDPEADKKREEIYEAAIEEAKLDKYYWTTIYIEMELAKF
EYPLPDREAHPEKWWACFPGGYCLTPKAIEEAFTILRQEKIQAHKMMMSRLSMVIGVIGASTGLLSVLIQSWINFKN
>OLS46991.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTPSQCRAARALVAMSQGRLAEASGVAKRTIASFEKEERQPYERTISALRYALEAAGVDFIPGNGSGVGVRLKK
>OLS46992.1 hypothetical protein BV379_00935 [Rhodovulum sulfidophilum]AB14
MARPKHDNPADFIVSEVMAATGFDRRTVQLIRDRRAGPFGNVGVMERAKTGLYDESTVSELAMASGVHHAGFPLLQALAI
VRAYLDENSNHGPAVFSNLDEFEDPRRSRETLSWFHAACKTREARGGKDSGAPVSGDALLVIADRKYVLEDHHQPRFGRP
AVPKGVDDTLPLPLCRIVSFDGNQADVVSVPDDFPAGPDFDFREAYEVYHRAYLRAVGLIRVNISLAIRNAFDRVQDMRI
ERGGPMFGTGGE
>OLS46993.1 hypothetical protein BV379_00940 [Rhodovulum sulfidophilum]AB14
MGNANLNISVIEKRMLNQTESAAYTGMPVKHFKTTCPVQPLEMGRGIRCWDKRDLDRWIDDMKQGTEMTTRDAILGKL
>OLS46994.1 hypothetical protein BV379_00945 [Rhodovulum sulfidophilum]AB14
MTRVRVKGFKIFEDRHGKPRCYHRTTGHKIDLEKTPLGSAGFFAECARIEAIAQARKVQEPKPGTLGGLINVYFETEHFQ
NRAAATKRDYRKCADFLYPIRDTPVSAINTPLVAGIHDKAAQKIGWRRANMVRTFLGQVFRFAIPKGLIDRDYSSGVIPK
PRPKDRPYANRPWTVAERAVVLERAADHVRVTIALIMNTGLDPSDALKLMRNQIEGNTIWGVRGKTGEEIAIPIGPTLQK
ALDAAPGHDAVTILANSKGKPWTYDGFSTVWHRLKKQLEAEGVVQPGLTLKGLRHTVATTLREAGMEERQIADLLGQKTP
AMARHYSRSANLAERNRLTLEVLEKENERRSETVKPLKKSVKP
>OLS46995.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB14
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWMTGGYALPGDPAEPTEPDDEPPPSPSWRH
>OLS46996.1 ribonuclease G [Rhodovulum sulfidophilum]AB14
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHTLAWRDWPGPDELDDSAGCFAARGVLEAIDALSGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>OLS46997.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB14
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>OLS46998.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB14
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>OLS46999.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>OLS47000.1 isopropylmalate/homocitrate/citramalate synthase [Rhodovulum sulfidophilum]AB14
MTRDVIRDTIARYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFSEFCAHMSRCYRESLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>OLS47001.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB14
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>OLS47002.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB14
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>OLS47003.1 hypothetical protein BV379_01005 [Rhodovulum sulfidophilum]AB14
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVSSQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>OLS47004.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB14
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>OLS47005.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB14
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>OLS47006.1 flagellar biosynthesis protein FlgE [Rhodovulum sulfidophilum]AB14
MTISSSLNASVAGLSANATRLATISDNIANSSTYGYKTANADFHSMVINSSRGTYSAGGVRTTTTRMIDQPGALLTTANA
TDLAVRGRGFLPVMTQSELISKSGNYTMYMTTTGSFRTDEDGYLKTSTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETADTASGTALPLSVEYFDNLGTSQSIEISYTPDTSAPGLSNSWNMTLTDSATGAVVGD
YDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNGDTMSINIGAQHSRSVTVQLSDSYGPTTISKNGFPVGNMT
SIEIDANGMVRANFDTGITRTLYQVPIVDVSNPNGLYALDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATDVAG
ELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>OLS47007.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB14
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVQILNETLQQVSELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGVVALYTENGAALIDGPPAEF
EFVSAGVIVPEMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAADAS
LGPGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>OLS47008.1 hypothetical protein BV379_01035 [Rhodovulum sulfidophilum]AB14
MSLISMGDLAQGLGLRIRNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALSSADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIETIETENGANRKMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>OLS47009.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB14
MIRPLTLLLAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>OLS47010.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB14
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAERAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGHCSGFDTLAWKPAAAGPVGLGGASDMLPLLVGGGFQKSAE
>OLS47011.1 hypothetical protein BV379_01050 [Rhodovulum sulfidophilum]AB14
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPTEDDTPVEEVSETGPSEAAVSPAP
AAVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGADD
SLAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAQKAQADIGQ
AMDRAAQVEARAALMRIDAALADGAPFDSALGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAAGG
VGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQSL
EQTLNSN
>OLS47012.1 hypothetical protein BV379_01055 [Rhodovulum sulfidophilum]AB14
MTQHPPLLLLTRPRVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPSGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEILIEAERPDAPAMMDGLAAVMGAVGVP
>OLS47013.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB14
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFVR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALAACPEATALAVAGGVAANRAIRAALEDLASASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>OLS47014.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB14
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPDNLSVTSEIADIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>OLS47015.1 hypothetical protein BV379_01070 [Rhodovulum sulfidophilum]AB14
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>OLS47016.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]AB14
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>OLS47017.1 hypothetical protein BV379_01085 [Rhodovulum sulfidophilum]AB14
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>OLS47018.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB14
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIREAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEARAQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>OLS47019.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB14
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGEQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>OLS47020.1 hypothetical protein BV379_01100 [Rhodovulum sulfidophilum]AB14
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>OLS47021.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>OLS47022.1 SCO family protein [Rhodovulum sulfidophilum]AB14
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTIMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARIRP
>OLS47023.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFQIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>OLS47024.1 hypothetical protein BV379_01125 [Rhodovulum sulfidophilum]AB14
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNATAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREPWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>OLS47025.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB14
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>OLS47026.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB14
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEGLTPYGSAEMAELGCLPFRWYLPGQGLAAPEE
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGARM
RARYVAATGTDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWVHLMRDLDHPALAGLRKTLLRLLPPP
EPDRLDRIASRCAPRR
>OLS47027.1 nucleotidyltransferase [Rhodovulum sulfidophilum]AB14
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVASRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETD
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLTNAWDPAQMDGLLLLIPPGHATGHSGKGDFLIGPYGRLRRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLSKGRLYGILHSGGWCDVGHPGGIAEAEALLAGQGDA
>OLS47028.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB14
MLEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTRWAEGHEDGREAWAAWLAEALDGTDRAGT
EPLSTHVARHRQLAETLAAGPETEGSGALWLEEAGLQARAALDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARECSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>OLS47029.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB14
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLMRGVFTGTEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMVRVETAR
PRRLSLDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPESARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPDTALPDWALRDAPRPERPPQPLSPSDLGGAKALPGDPLGPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPAAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>OLS47030.1 thiol reductase thioredoxin [Rhodovulum sulfidophilum]AB14
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>OLS47031.1 HslU--HslV peptidase proteolytic subunit [Rhodovulum sulfidophilum]AB14
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>OLS47032.1 HslU--HslV peptidase ATPase subunit [Rhodovulum sulfidophilum]AB14
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>OLS47033.1 hypothetical protein BV379_01170 [Rhodovulum sulfidophilum]AB14
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRSR
>OLS47034.1 hypothetical protein BV379_01180 [Rhodovulum sulfidophilum]AB14
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQKLSRRQSGAATADAIGVFLTLVSAVTGGDRA
GRIAAAKGRKLALEARLESCG
>OLS47035.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB14
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEDFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQDCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>OLS47036.1 elongation factor P [Rhodovulum sulfidophilum]AB14
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>OLS47037.1 exlusion protein FxsA [Rhodovulum sulfidophilum]AB14
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPARQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>OLS47038.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB14
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>OLS47039.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB14
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTETEAWRPRPRPTPLPSRLTEEEAAAHRAFVETMGDDAL
WKSFD
>OLS47040.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB14
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHRDAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>OLS47041.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB14
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEQ
>OLS47042.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB14
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEAHSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>OLS47043.1 hypothetical protein BV379_01230 [Rhodovulum sulfidophilum]AB14
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>OLS47044.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB14
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>OLS47045.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB14
MDTIFAQATARGKAGVAVIRISGPRAHSAALALAGSLPAPRQAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVSALLSALGRIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIEGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVVRAEAADLRVFLLDDTGKTQGLVPGPEDIVLRG
KADLADGAGHGVSGLTGAGVADLVAEISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRSLETLLGRVDVENLLDEIFSRFCLGK
>OLS47046.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB14
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGIMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAVPGLEIVEGEAADFLQRDGRIAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDEFGLPLGRLKTGTPPRLDGRTIDWDRLDHQPGDDEPVLFSFLSSHVEARQ
VACGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
PVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGERRRTSFEEKMARLSAGRAR
LESMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDSELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLDGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>OLS47047.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB14
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLVD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSNLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>OLS47048.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB14
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGSGGED
>OLS47049.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB14
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILETARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDDDLGADLYELTQELCEAAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDGLKIKELSDLGLIETEADHLRATASGRAVLNAVIRALLPD
>OLS47050.1 non-canonical purine NTP pyrophosphatase, RdgB/HAM1 family [Rhodovulum sulfidophilum]AB14
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPEETEDTFVGNARIKAHAAAQATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEANAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>OLS47051.1 ribonuclease PH [Rhodovulum sulfidophilum]AB14
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>OLS47052.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB14
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>OLS47053.1 hypothetical protein BV379_01295 [Rhodovulum sulfidophilum]AB14
MLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGPKRLLRRFLPSTNYRFLFREYKCYLAAKLAQ
AGQSGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMVQRKVFEEHHLELLNDFVRRIFAWRVRANDLNPS
NILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>OLS47054.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB14
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>OLS47055.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]AB14
MAMSLKTIKPVLLICALVLGYMAEGAKARAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEDPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGETYTTAIFVSDPAERRVAEQAKANAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAATFAGS
>OLS47056.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB14
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>OLS47057.1 hypothetical protein BV379_01325 [Rhodovulum sulfidophilum]AB14
MIDWTRVDELRCEVGEDAFEEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>OLS47058.1 fused response regulator/phosphatase [Rhodovulum sulfidophilum]AB14
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSPDQNIALEPAPCGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LECLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRLLIETHAATRGPAFLDAIQAGLTF
FAGRDEFPDDVSAVLFEFG
>OLS47059.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB14
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPDYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQIR
>OLS47060.1 molecular chaperone Hsp33 [Rhodovulum sulfidophilum]AB14
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>OLS47061.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB14
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPQAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>OLS47062.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB14
MTRVSGDPFFADHTQAVCALLTDAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMRDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACAANSAGIETLSRERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVMIHLEAALGLAPDPIRRLAALGGEDVAGRLRLSKAEARRLGRLVEGAAAGEGPAVLAYRVGPEVARDAVLLRAA
SLGADLPEGFGTEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>OLS47063.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVSEGMETIAQPIALVDAPDATDLEFREGLVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>OLS47064.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB14
MSHLVERLSLRGEGLTGDGLTVALALPGEEIEGVPEEGRIARPRIVTPVVERVRPPCRHFSSCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPSASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>OLS47065.1 hypothetical protein BV379_01370 [Rhodovulum sulfidophilum]AB14
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAAPDA
>OLS47066.1 hypothetical protein BV379_01380 [Rhodovulum sulfidophilum]AB14
MKKLALAAAFAATASTAFAGGYAEPVIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>OLS47067.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB14
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPGARLVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>OLS47068.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLLAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILVPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>OLS47069.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB14
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>OLS47070.1 amidohydrolase [Rhodovulum sulfidophilum]AB14
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIAPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>OLS47071.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>OLS47072.1 bifunctional 3-demethylubiquinol 3-O-methyltransferase/2-polyprenyl-6-hydroxyphenol methylase [Rhodovulum sulfidophilum]AB14
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLQIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>OLS47073.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB14
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIGRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSALIPADERSDMIAAYHWRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRDV
QRLAVALGL
>OLS47074.1 hypothetical protein BV379_01425 [Rhodovulum sulfidophilum]AB14
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVYRMLKPGGVFVSSTACAAGAPRLFRWVIAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>OLS47075.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB14
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>OLS47076.1 hypothetical protein BV379_01440 [Rhodovulum sulfidophilum]AB14
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>OLS47077.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB14
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>OLS47078.1 NTP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB14
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>OLS47079.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB14
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTTEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPPLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>OLS47080.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB14
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTVEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLAAAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>OLS47081.1 hypothetical protein BV379_01470 [Rhodovulum sulfidophilum]AB14
MRFLTGAVLFCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGAQVT
RIVLSGSPALGDMLIPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSAPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPVTVHL
PGQAGQGLRQLPEAQVLGGRRPVASARRHGRAAAVATAVAADPTGLGLARVSALGDAVQVPLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRGGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDPRWRANVAALAEALEAGHFDGRRLILAGFSEGSGGSEASAARARREAEAVRDAIRAAATA
ADYDRVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRPSGDWARRLNRRVEVWLR
>OLS47082.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB14
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>OLS47083.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB14
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>OLS47084.1 alkylated DNA repair dioxygenase [Rhodovulum sulfidophilum]AB14
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>OLS47085.1 3'(2'),5'-bisphosphate nucleotidase [Rhodovulum sulfidophilum]AB14
MRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAADFLIVDPLDG
TKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLELDTVGPVTPLSVSTPDNDALMVVASKS
HRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSPLSYGKPGYE
NPFFIALAPGVDLKGA
>OLS47086.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB14
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>OLS47087.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB14
MFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLRSKGKDDLL
EILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVAAMEVPPEK
ASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIAQEIDGQG
VYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>OLS47088.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB14
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFEQGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIESAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>OLS47089.1 PTS lactose transporter subunit IIC [Rhodovulum sulfidophilum]AB14
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>OLS47090.1 ribosomal subunit interface protein [Rhodovulum sulfidophilum]AB14
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>OLS47091.1 hypothetical protein BV379_01530 [Rhodovulum sulfidophilum]AB14
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>OLS47092.1 hypothetical protein BV379_01535 [Rhodovulum sulfidophilum]AB14
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTQVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNHGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQAAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGHIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>OLS47093.1 D-arabinose 5-phosphate [Rhodovulum sulfidophilum]AB14
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLDRSVDEVMTANPLTISPEVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>OLS47094.1 ribonuclease D [Rhodovulum sulfidophilum]AB14
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>OLS47095.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB14
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>OLS47096.1 undecaprenyl-diphosphatase [Rhodovulum sulfidophilum]AB14
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>OLS47097.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]AB14
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>OLS47098.1 hypothetical protein BV379_01570 [Rhodovulum sulfidophilum]AB14
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>OLS47099.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB14
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPENVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>OLS47100.1 hypothetical protein BV379_01580 [Rhodovulum sulfidophilum]AB14
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLIPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRAMAE
>OLS47101.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB14
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>OLS47102.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB14
MTAALKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQ
AHDPLAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLEQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLG
RRLGNWFFLGVIFTTVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYG
CDDCLGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRDA
VARLLEDADPVVAEAARWAVARLSRG
>OLS47103.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGADAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>OLS47104.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB14
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEQIDAA
KAEVMKANGLTDCYVRPLAWRGSGPEMGVAAAQNPVRMAIAAWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKDCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>OLS47105.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>OLS47106.1 acetoin utilization protein [Rhodovulum sulfidophilum]AB14
MTTAFLTHPDGLDHATPPGHAECADRLRAVTGALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAEGTVPLD
PDTHVSSGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAQYALDRHGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLPPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>OLS47107.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB14
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>OLS47108.1 farnesyl-diphosphate synthase [Rhodovulum sulfidophilum]AB14
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>OLS47109.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB14
MNNRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>OLS47110.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB14
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>OLS47111.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB14
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYEAATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>OLS47112.1 DNA-binding protein [Rhodovulum sulfidophilum]AB14
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>OLS47113.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGTLAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRLDL
>OLS47114.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB14
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLRDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGTDSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>OLS47115.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB14
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAGGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>OLS47116.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSVF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>OLS47117.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>OLS47118.1 glutathione ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISADAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFERCRAENPALRARGGHALAACFLNPEPDIALPENALHETATETPHA
>OLS47119.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB14
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYSVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPKGGRFDGAYGVMAALAAVESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDTAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATHAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>OLS47120.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB14
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMREGFDLDAAMTLARQAGAAG
VGPRVLWSDAGQGAIAMEALTEAGGWRRAMQKDLQAPPVLAGAMAALKALHATPALANRFDPFAQIDALIAEYRRLGASL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVLLVDYDRAGMNDPLYEVGALLAETTDFERDMQAGFA
AYAEGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>OLS47121.1 ethanolamine ammonia lyase large subunit [Rhodovulum sulfidophilum]AB14
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVAGLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>OLS47122.1 hypothetical protein BV379_01705 [Rhodovulum sulfidophilum]AB14
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHPLVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPA
GALAP
>OLS47123.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>OLS47124.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB14
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>OLS47125.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB14
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLIAFLGVSVPNFWLGFLLVLIFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>OLS47126.1 Maebl [Rhodovulum sulfidophilum]AB14
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>OLS47127.1 hypothetical protein BV379_01745 [Rhodovulum sulfidophilum]AB14
MTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPGLFETR
ADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>OLS47128.1 hypothetical protein BV379_01750 [Rhodovulum sulfidophilum]AB14
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRSRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>OLS47129.1 NLP/P60 hydrolase [Rhodovulum sulfidophilum]AB14
MSGPAGRDRRETPANDRVAAARLRGVIEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGVAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAISRIEAQGEGRPTAHRRMPVGAD
>OLS47130.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB14
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAGYRFDRYRTQSGAPRASFKAPAGVDAARLEAMAAGEVLTRDLINTPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGRSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLKL
>OLS47131.1 hypothetical protein BV379_01765 [Rhodovulum sulfidophilum]AB14
MRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMISLSSAAR
NVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>OLS47132.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB14
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>OLS47133.1 hypothetical protein BV379_01775 [Rhodovulum sulfidophilum]AB14
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGHEGAAAMGVEDLQALARMIGA
ETETALTDSIAARDRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPTEGKVTVGYTVNTARWMPVY
DIRLDRAESRVTIERGALVSQETGESWTEVALGLSTARPGGQTGPSELRSLLRRISDPGEEAEASVVRGDRMRLAPARGA
IAAAAAPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEIVLPSA
QAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRTVQDRKEGDRGVLTKSNERSEAVRIAVENLTGETWPLRLLD
RVPYSEQEDLKISWRADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>OLS47134.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>OLS47135.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB14
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNALPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALGDTGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSAAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEEAPDGVHIDAAALARILASARS
>OLS47136.1 hypothetical protein BV379_01790 [Rhodovulum sulfidophilum]AB14
MWRSAWAVLALGVTISGLAGAASSEGVREGGRSEQAIVGASAMRWLAPEPKSKPSRSSKSGRKAAALALDRRQGRGSHIC
SASGFGQRPRCVAR
>OLS47137.1 beta-mannosidase [Rhodovulum sulfidophilum]AB14
MRPDPAIAAPSLVALSLAALILATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDADAYAR
ARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDPATYKA
AYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAAFGKPV
VVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>OLS47138.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB14
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRTIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPETLPITEATPQVPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>OLS47139.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
ARLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFDNTATPEFRSMSEGWASVFEQPHGPVTRLEQNWLVSVSET
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPEDFTARLLRFLSSQSE
>OLS47140.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MEGGNLSRFSERFLFAAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARN
GIILGLALILIGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGASAAGLMGLYSTAIMAGAFLSGTFSPWI
AQASDWQPALGIWAVPALLGCLIWWRVTDPRASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRS
AETAGLMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVA
MDHGDNASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWALMAGLCVVLWLIAIRLRPGQRITF
>OLS47141.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDKRGTLVALTPGGLALIEKAVESHAANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>OLS47142.1 hypothetical protein BV379_01830 [Rhodovulum sulfidophilum]AB14
MSCLESHSETQDPSIVQQSHLAGETLVTCPVARERIEIYTQVLVPAGALPGRHRTVETTDLILRLVASARAVSATPDRLL
QDEPDRRGIAPGSGLPRSIHPGLRTGERPEYFSGFIHLARRVRG
>OLS47143.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB14
MKDMINQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKVFLHYNANKALQNLGFEALFPPAACEGNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>OLS47144.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB14
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGAIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAQLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>OLS47145.1 ribonucleotide reductase assembly protein NrdI [Rhodovulum sulfidophilum]AB14
MAGLVYFSSRSGNTARFVERLGLPALRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>OLS47146.1 NrdH-redoxin [Rhodovulum sulfidophilum]AB14
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>OLS47147.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB14
MISGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDSGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>OLS47148.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB14
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>OLS47149.1 hypothetical protein BV379_01865 [Rhodovulum sulfidophilum]AB14
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>OLS47150.1 haloacid dehalogenase [Rhodovulum sulfidophilum]AB14
MPIDAVVFDIGRVLIDWQPEAFYDRRIGSDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>OLS47151.1 cell division protein ZapE [Rhodovulum sulfidophilum]AB14
MSETLKDLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHVARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>OLS47152.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB14
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVVHVAGTNGKGSTLTMIRAGLEAAGAQVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLGECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLRAVSIPGEAATLLAAETCSAARGAGLAAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>OLS47153.1 acetyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB14
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVGVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>OLS47154.1 hypothetical protein BV379_01900 [Rhodovulum sulfidophilum]AB14
MRSPLFEAYIEPARLYPETWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>OLS47155.1 hypothetical protein BV379_01905 [Rhodovulum sulfidophilum]AB14
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAALGQFVRVLRAVALLYLVLWIVLPSGPEKVAHRPVGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>OLS47156.1 hypothetical protein BV379_01910 [Rhodovulum sulfidophilum]AB14
MMPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFV
LLASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLV
HSLDRGPGLAKGLRSDTWRAVFEANGRIVTAAATGFASRPIGDQAARALLQDLAGRSRAATENLPDPTMAQP
>OLS47157.1 hypothetical protein BV379_01915 [Rhodovulum sulfidophilum]AB14
MPILLKRDSLADRSLADRLLFRRALAAWGRAGGAAERLDIPDLTALPGRAWRLRHRRDRAIHGADARRAAFHAAAETARL
PLGSDWGFRPAPFADRVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVAKSHGEDGAPFGLALEVSGFDGGFLSVVF
ELPSRAVEGLGRHHLIRLDAALGTEAPVDVFARISIRHGPNLAQLVRAVPPDESRIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>OLS47158.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGAFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>OLS47159.1 hypothetical protein BV379_01930 [Rhodovulum sulfidophilum]AB14
MKARRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKAELIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTTLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>OLS47160.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB14
MTHDKTRPTALDLPMVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVV
SSINRCWYCQVAHGATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWD
IAAVAGFFNMTNRVASASGMEPNPDYHGSHR
>OLS47161.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MKIDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAEAETGMARLGQTPLFMVRPGEGALDDTL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>OLS47162.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB14
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>OLS47163.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB14
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>OLS47164.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGLAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>OLS47165.1 hypothetical protein BV379_01960 [Rhodovulum sulfidophilum]AB14
MTEPLPRDADAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSR
APRLAAWLGTRRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARHDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>OLS47166.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB14
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLLNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGPKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLAHGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>OLS47167.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB14
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPTFYAEAGIDLWLGKTV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGGTRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>OLS47168.1 peroxiredoxin [Rhodovulum sulfidophilum]AB14
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>OLS47169.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB14
MTAKLTEDQRRLELSSLSAHGWAETQGGDAIIKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>OLS47170.1 phosphodiesterase [Rhodovulum sulfidophilum]AB14
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLGRVLEEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPVEERIARSV
AANVTFEGYVPAHPAPPAA
>OLS47171.1 hypothetical protein BV379_01995 [Rhodovulum sulfidophilum]AB14
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>OLS47172.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASQLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQSELNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKAFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>OLS47173.1 glycosyl transferase [Rhodovulum sulfidophilum]AB14
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPSIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAAREGGDRGGNVAENILRSVLGAFTGRN
>OLS47174.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>OLS47175.1 ammonia channel protein [Rhodovulum sulfidophilum]AB14
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>OLS47176.1 aromatic amino acid aminotransferase [Rhodovulum sulfidophilum]AB14
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRDTSGSDRFAFLAGQKGLFSLIGATPDQVIAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>OLS47177.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB14
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVLEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>OLS47178.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB14
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>OLS47179.1 hypothetical protein BV379_02045 [Rhodovulum sulfidophilum]AB14
MRPGELAAGDLGTADGPALRVIGRARTQWGPDDCPKNIGRARERGAPATLEIDPVFAPALRGLSVGQPVIVLYWMDRARR
DLLVQAPRHVDGPRGSFVLRSPNRPNTISQSTVRITALDADTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGEPG
>OLS47180.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB14
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMSPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTRDRIDAALRHAGLLN
>OLS47181.1 hypothetical protein BV379_02055 [Rhodovulum sulfidophilum]AB14
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIATGDDPAAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGNPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>OLS47182.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>OLS47183.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGHSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFEDPYSTDARLDAVIDRARAVCPVLAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>OLS47184.1 hypothetical protein BV379_02075 [Rhodovulum sulfidophilum]AB14
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>OLS47185.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB14
MTEQDLTTRPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>OLS47186.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB14
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>OLS47187.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>OLS47188.1 hypothetical protein BV379_02105 [Rhodovulum sulfidophilum]AB14
MPPPSRRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGAQVL
>OLS47189.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB14
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTQTGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>OLS47190.1 peptide deformylase [Rhodovulum sulfidophilum]AB14
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>OLS47191.1 peptide deformylase [Rhodovulum sulfidophilum]AB14
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>OLS47192.1 peptide deformylase [Rhodovulum sulfidophilum]AB14
MSIRPILIHPDPRLKTVADAVPDISDTLQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>OLS47193.1 aminotransferase [Rhodovulum sulfidophilum]AB14
MNFDEIIDRRGTHSSKWDMMEPIYDVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLATREGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPGLRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>OLS47194.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB14
MRVSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAARNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>OLS47195.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB14
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>OLS47196.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB14
ERRAGEAREARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLR
AEEDARAVQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLE
AGLEIMCQPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLII
THHALTMSRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>OLS47197.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB14
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREGEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEASELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEQPL
PEGSAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELDRAAAMPEEIAEQREALAGQIETAGTRRAAAAETLAAA
>OLS47198.1 hypothetical protein BV379_02160 [Rhodovulum sulfidophilum]AB14
MAVAFAQRQGARMGLSIVIEEPTPAEGRARISGSAATLPDVRPPEERLPMTAEDLASPGSGSWGRVSAAGLSDVWLLGAT
AMAIKRLYVEERTRSGRRPRAGPRGRLETGPELAAAMRLSRGFGHTDCGGFCGSVDIAPTLVMERRLPLQDPVQVSLA
>OLS47199.1 hypothetical protein BV379_02165 [Rhodovulum sulfidophilum]AB14
MLRILALALSLALSACDSPGMDYAGIPPVRIEVDGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCVIRPDT
LSGDPAMAYAKLTCTGS
>OLS47200.1 aspartate racemase [Rhodovulum sulfidophilum]AB14
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>OLS47201.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB14
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>OLS47202.1 NADPH-dependent FMN reductase [Rhodovulum sulfidophilum]AB14
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>OLS47203.1 ribonuclease HI [Rhodovulum sulfidophilum]AB14
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>OLS47204.1 hypothetical protein BV379_02195 [Rhodovulum sulfidophilum]AB14
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAVAARAR
YGIKVEVAGFADLEAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>OLS47205.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB14
MTDIPRTPLLLGLAGLGPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>OLS47206.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB14
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGHDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPVTATAEMLALGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>OLS47207.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB14
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>OLS47208.1 hypothetical protein BV379_02215 [Rhodovulum sulfidophilum]AB14
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>OLS47209.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB14
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>OLS47210.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB14
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRVRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIACISPFAGPWAGVSALVKSYPSP
>OLS47211.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB14
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>OLS47212.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB14
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>OLS47213.1 hypothetical protein BV379_02240 [Rhodovulum sulfidophilum]AB14
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFLALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>OLS47214.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB14
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLRAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAG
MRRRMEAARG
>OLS47215.1 GTPase Era [Rhodovulum sulfidophilum]AB14
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>OLS47216.1 bacterioferritin [Rhodovulum sulfidophilum]AB14
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>OLS47217.1 S26 family signal peptidase [Rhodovulum sulfidophilum]AB14
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>OLS47218.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB14
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>OLS47219.1 hypothetical protein BV379_02275 [Rhodovulum sulfidophilum]AB14
MHNAARDQRQILAIALPVGGARQIARCDDDALDCGPAIAAQHRPFGPNLASRPRARPPTAS
>OLS47220.1 alkene reductase [Rhodovulum sulfidophilum]AB14
MTEPKLFTPFVAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVAGEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGLYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>OLS47221.1 hypothetical protein BV379_02285 [Rhodovulum sulfidophilum]AB14
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPTMADPYKVPTFQEVMDLVAAHNAATGDGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>OLS47222.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB14
MSMESARSEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPKDPAETLSWTEFQGRITQAANLFRGLG
IGPDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRRKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCEGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDSDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDDLPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>OLS47223.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>OLS47224.1 hypothetical protein BV379_02305 [Rhodovulum sulfidophilum]AB14
MTVPFLRPILASTGLAPTCLALACLAAIAGRPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQNGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEAAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>OLS47225.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB14
MTEQRPTSRGTGRRPKVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>OLS47226.1 hypothetical protein BV379_02320 [Rhodovulum sulfidophilum]AB14
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGMERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>OLS47227.1 hypothetical protein BV379_02330 [Rhodovulum sulfidophilum]AB14
MSYHVEALCDHRRFGSAARKQIAMHLAKKASDDGGGIWCSKHTIARHTELSLASVKRTIRDFPDEGLRVETGELRPCDRG
HTVVYRLVLAAVSRLEPLLPEQEPKETMGTVNPRRGSPCPPKP
>OLS47228.1 hypothetical protein BV379_02335 [Rhodovulum sulfidophilum]AB14
MTQTHLDFIVPADSDLARLLWHMPTVVSHARSEWAEGFAKSIIRQSRRRNWRPSEKQLGTMRRLVSELFIHPREESEFQV
IED
>OLS47229.1 hypothetical protein BV379_02340 [Rhodovulum sulfidophilum]AB14
MLTAALMLEDFDAWAAASAVWVARLTDRERAALAWAALRSLDEDQAADMAETVIGGAGAPLTTLLSEMSDARWWARIASR
RELKSYALASFEAMSPRDRAAFLRHVAPEIGRAVA
>OLS47230.1 hypothetical protein BV379_02345 [Rhodovulum sulfidophilum]AB14
MSLKLFQRNGAWYVRGTVAGRKFYQSTKTTDRKIAERIKAETEAQAWQRRFDGPGAGLTMAQVFTAYLDADKPARFLLKL
AEYWKDTLVEDVTSELIRQAAKKIYPNANEPTWNRQVIKPTQAAINHAAGFGWCQRISVKRYTETPEVKTPATLEWVRAF
SSQAEEDGLAHLGALCLFMFGTAARVGEACNLTWRYVDLSAARVELHLFKPTPWKRIAHLPPEVVVSLANIPSNRNLDEP
VFGYAGRGSVRGPWNNVCKRAKIERLTPHCCRHGFATSMLQAGIDVKTVADMGGWKDATTVLRTYAHAMKDPSVTNVLFG
AKTVQETSKKRARSYQPFEKEGENRNDSAPRWEGCPAAGHTPAQKKQQVSIGPATQILAACGGTMRKQTRIARANSVQLV
PLMCRDMTKENAAAAGPRNGAENACEASQLPEHYRLKAGV
>OLS47231.1 hypothetical protein BV379_02350 [Rhodovulum sulfidophilum]AB14
MEFANQRFTVSEVASLTETNLNTVQSWRRKGFFDLGASEGWHRFTLSELFSVAVFAEVSGGTGNQDVASSACSFAVQMLA
EIIESNAAPYFVGASRKGSDPVMEIAYGSLNVGATLGKLISEGADAGAYIVVDYSAIFSRLLKRLHAGGYAMENPNSNV
>OLS47232.1 hypothetical protein BV379_02355 [Rhodovulum sulfidophilum]AB14
MKRRTFLAAAPLAVPTMTKAEAEQSQILRLFHRHRAILDAARRHVCNATGRGEDAELDLLFYRHSNKIEDEMMSLPSTCA
ADFAAKVIVETVCGQCGADWETSMIWKEARLLVGVAPSAW
>OLS47233.1 hypothetical protein BV379_02360 [Rhodovulum sulfidophilum]AB14
MPNPFPAAVTALPATRLYEIHDCLALALDATERPGRYSQSEREARSYLRTALRHTLHLMETRA
>OLS47234.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MARSGLSMGVRELAEAAGVSTNTITRLEKGEALKPRTLEAIQSAFEAAGVEFIPENGGGPGVRLKK
>OLS47235.1 hypothetical protein BV379_02370 [Rhodovulum sulfidophilum]AB14
MRRRAMTLEAEIEKAARQVSTDAFSLTIGEVINLYRDGDIKINPDFQRLFRWDTERKSRLIESILVRIPLPPIFVFELGN
SKWEVIDGLQRLSTILEFVGELKNPDTGDLEPPAPLIGTQCLKSLRGAFWSEELLELQRGKDQARIDKGDPTFVDNRNSY
FVLESDIQRAIKRTKIGVQLLEKKSDPKSKYDLFQRLNSGGLAANDQELRNCALVMVSPEFFNKMKKFADGEMFSKMIPL
GPTSIRKSNHLENLCKIMAFAFRDYSVGSDIEEFVTNAMVNIASNPSEFDEIFEKLDDALNLLTNACGQGALRPFRNGDF
AGRIGRTSIEIILVGVIRCLHNIRSKQDPEGFVKGQIIAFWESEESKKYTAAGVAGTDRVQYTIPRGVEIFSK
>OLS47236.1 hypothetical protein BV379_02375 [Rhodovulum sulfidophilum]AB14
MIAEDIRGAFASNPAQHSALTSRRGAGIARAEGSPSGAPANGSASVARNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVSAAQAETVASGLAEFQKVSAPFVQGEQLDHAALMSIAKRAAMAGLALPETDAAAITKEIARVAANEAMALMASNEPPI
RPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQRHAVMWGGAMGADDFKTALAI
ASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHADHGNLAETGAALSIGSLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>OLS47237.1 hypothetical protein BV379_02380 [Rhodovulum sulfidophilum]AB14
MTKDPTKRTEGASEGAVSHLYGNRARLKPRALSLLGATTWAADLSPCLDRPYLVKGWLDQSALSVLYGPSNSGKSFLALD
LAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDEPEFFVLSIPVTLTGPDSAAAPLTEVLQHLAAVGGAGFDM
IVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAE
VTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEERGEAHRKPQYPSHA
GVSFDLWRDACMTEGELSSSENRDTRKRAFNRCREELETAREIVVRDDLVWVVQ
>OLS47238.1 hypothetical protein BV379_02385 [Rhodovulum sulfidophilum]AB14
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLDRHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADDLRREAGMLDKISETYAQAYARTTGHPVERIRAWMAAETWMTADEALALNFCDGLF
GDDDAPQSEPVAAFDYTRFKAPPPELVRLAVRNGWTGNAA
>OLS47239.1 hypothetical protein BV379_02390 [Rhodovulum sulfidophilum]AB14
MLAAALTLEDFDAWAAASAVWAARLSARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASHANR
AELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>OLS47240.1 phosphoserine aminotransferase [Rhodovulum sulfidophilum]AB14
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVADGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYSPAWPLPKIFRMTKGGKLNAGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETSDVAALMPWIEWAFEAEIEAQTAAA
>OLS47241.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB14
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>OLS47242.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB14
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRNVYLLTPGGRV
PVPPEMPPEARCEAG
>OLS47243.1 hypothetical protein BV379_02415 [Rhodovulum sulfidophilum]AB14
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARADAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALSPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGQVLSLAR
>OLS47244.1 ATPase [Rhodovulum sulfidophilum]AB14
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>OLS47245.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>OLS47246.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]AB14
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>OLS47247.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB14
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFIGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>OLS47248.1 ribosome-binding factor A [Rhodovulum sulfidophilum]AB14
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLATPGATPDGDED
>OLS47249.1 isochorismatase [Rhodovulum sulfidophilum]AB14
MKALVIIDMQMEMQHRIGAGRDCVNADAPERIAALAAAFRGKGLPVVHIRHVDADPRSPLAVDAEGCRPMPCAEAQGGEP
VFVKRTSSAFASTDLAAWLHENRISELVVTGAVAGFCVNSTVRNGADLGFDMTVVRDAVIGFDLPGPGLSARGIFDVTMA
HLEADFARLIDTPGIIAMIG
>OLS47250.1 hypothetical protein BV379_02470 [Rhodovulum sulfidophilum]AB14
MRRQEWRETRLAFSRPDLLDQAISRLRAEQTGLWHRNADGSELERLAPPKAARYAAAIRHHMAAQDALDAAWGGWLRQEG
LKPLRLRYDVLSTGPKQILAQVLSALGLDPAQGRSVESPTAKLADAESRKWRCRCERET
>OLS47251.1 hypothetical protein BV379_02475 [Rhodovulum sulfidophilum]AB14
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>OLS47252.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB14
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>OLS47253.1 16S rRNA methyltransferase [Rhodovulum sulfidophilum]AB14
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
VRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAVTLAAATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGAAVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIVFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQIPA
>OLS47254.1 heparinase [Rhodovulum sulfidophilum]AB14
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPILDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERALERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>OLS47255.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB14
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>OLS47256.1 signal peptidase II [Rhodovulum sulfidophilum]AB14
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>OLS47257.1 pyruvate/2-oxoglutarate dehydrogenase complex, dihydrolipoamide acyltransferase (E2) component [Rhodovulum sulfidophilum]AB14
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>OLS47258.1 peptidase M16 [Rhodovulum sulfidophilum]AB14
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>OLS47259.1 DNA mismatch repair protein MutL [Rhodovulum sulfidophilum]AB14
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAVEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>OLS47260.1 recombinase RmuC [Rhodovulum sulfidophilum]AB14
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>OLS47261.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHITAPEPDAAVDPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>OLS47262.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]AB14
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRNGDRPVDTGFIVFNQVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPAVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGALADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>OLS47263.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]AB14
MTAVVEHIRGKTFHQRRGRVGHKLNHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>OLS47264.1 sugar:cation symporter [Rhodovulum sulfidophilum]AB14
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGGLAAVAALAMWRDWSLPAAPETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>OLS47265.1 hypothetical protein BV379_02555 [Rhodovulum sulfidophilum]AB14
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>OLS47266.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>OLS47267.1 hypothetical protein BV379_02565 [Rhodovulum sulfidophilum]AB14
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>OLS47268.1 long-chain fatty acid--CoA ligase [Rhodovulum sulfidophilum]AB14
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGEEGRAAHLRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLREYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>OLS47269.1 hypothetical protein BV379_02575 [Rhodovulum sulfidophilum]AB14
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>OLS47270.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLMSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>OLS47271.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEDFYGFFIDRLDIVATLVAAVLVISLTLFSQYSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>OLS47272.1 hypothetical protein BV379_02590 [Rhodovulum sulfidophilum]AB14
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>OLS47273.1 hypothetical protein BV379_02595 [Rhodovulum sulfidophilum]AB14
MSHRTRIGGFCIDCRTEDPGPALAFRSAASGRERALIEDVRSARPSGPPAAPQVILHDPRVPLDIEAECARPTGLGAVEV
TRVRDRGVRQAPGGHRFCPVPPEGDFPKDVMEVD
>OLS47274.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVVLAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>OLS47275.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVVDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMIRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>OLS47276.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>OLS47277.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]AB14
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>OLS47278.1 hypothetical protein BV379_02620 [Rhodovulum sulfidophilum]AB14
MKPLGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYQLMGETGTDRLSARTYDDIRRATAPETFEKLTT
EGYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAAAV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILDAYARGLQRLVSKDTGMIALFIGTAGFLAAKAMRGRLLP
FDKAVLAALGFVLLHFLAFPSGFVRHYFVAACLCLILWARLIDGWSARRHHRSPDDAERQAAS
>OLS47279.1 poly-beta-hydroxybutyrate polymerase [Rhodovulum sulfidophilum]AB14
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAG
WSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLSNP
EILQETLRTGGANLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIV
PAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGT
ILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAV
RRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVY
KVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAA
PPAMGAPDAGLPPLCPAPGTYVFMT
>OLS47280.1 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB14
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>OLS47281.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB14
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>OLS47282.1 hypothetical protein BV379_02645 [Rhodovulum sulfidophilum]AB14
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGVMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>OLS47283.1 hypothetical protein BV379_02650 [Rhodovulum sulfidophilum]AB14
MSIAHPAKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGVSVEQALDLWGVLQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGNDRLSGGAAAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGADTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGTGDDLYAVDTSSDRILERPGEGWDRVCAGIDWTLGDNLEHLTLTGTAALEGTGNGL
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGAGEDRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDQALWAGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLSAVGALIDDLQIV
>OLS47284.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB14
MPTVRPTAHRFLTSILFAAATSFAAAPFALADQVSAPAIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVENGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVAGAYRMVL
GDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEME
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>OLS47285.1 2-keto-gluconate dehydrogenase [Rhodovulum sulfidophilum]AB14
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AKGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>OLS47286.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB14
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>OLS47287.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]AB14
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>OLS47288.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]AB14
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>OLS47289.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB14
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>OLS47290.1 transcriptional regulator MntR [Rhodovulum sulfidophilum]AB14
MPPDTPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>OLS47291.1 divalent metal cation transporter [Rhodovulum sulfidophilum]AB14
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>OLS47292.1 hypothetical protein BV379_02695 [Rhodovulum sulfidophilum]AB14
MPKPDRTEPSCRSLCTLPPVQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>OLS47293.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MAGARGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>OLS47294.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDNAQTRGDARARKSILDTLDLDTRLLGMIGAFVVLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>OLS47295.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MQGRMLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALGAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELADGTPMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVTDGPAPCN
>OLS47296.1 xylose isomerase [Rhodovulum sulfidophilum]AB14
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>OLS47297.1 mannitol dehydrogenase [Rhodovulum sulfidophilum]AB14
MEAGLPADRLTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEELTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>OLS47298.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB14
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQQGAA
>OLS47299.1 phosphoglycerate mutase (2,3-diphosphoglycerate-independent) [Rhodovulum sulfidophilum]AB14
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIGKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAKGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPEGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>OLS47300.1 ribosome silencing factor RsfS [Rhodovulum sulfidophilum]AB14
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>OLS47301.1 hypothetical protein BV379_02755 [Rhodovulum sulfidophilum]AB14
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSIERQTGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVVAR
>OLS47302.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB14
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>OLS47303.1 hypothetical protein BV379_02770 [Rhodovulum sulfidophilum]AB14
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>OLS47304.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB14
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLESQVITTSDGIEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>OLS47305.1 endonuclease [Rhodovulum sulfidophilum]AB14
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAVARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
ELPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGASAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>OLS47306.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB14
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTAQMGDAILAALDASL
>OLS47307.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRHPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDEIPDATTLIGATVIAASGSILFLREGRAQVSENQPALHATDRAGVAPGPVLPGVEESPE
>OLS47308.1 hypothetical protein BV379_02800 [Rhodovulum sulfidophilum]AB14
MQQSPNRGEKARRAARSHPKSRHLAPFILVALYTGSRKEAILALRFAPHTAGGWIDTERGVLYRKAEDMRETKKRRPPVR
MPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPDVTPHTLKHTAVTWAMHKGVPLADAAGFFGTTVATL
ESVYLHHHPSFQEATAKALDGWK
>OLS47309.1 sodium:proline symporter [Rhodovulum sulfidophilum]AB14
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>OLS47310.1 hypothetical protein BV379_02815 [Rhodovulum sulfidophilum]AB14
MSNGVDGERVRVFLDQLYEATDSLEDLFPGRKFTLDGHLVGSVGEVVASYMFGLNLNPASTKGHDAVSPSGQLVEIKLTQ
RERIALRHQPEHLLVLHRPKGSEISVVFNGPGAVAWESAGAMQKNGQRCIGIRKLAELDALVDDAARLQLLRHAPV
>OLS47311.1 acid-CoA ligase [Rhodovulum sulfidophilum]AB14
MTDPRPITFGARLRQLARERGAAEAVRFLTADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISETPGGGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYMRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGAHLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPAGDKDGPGSPPSGD
>OLS47312.1 cyclophilin-like superfamily protein [Rhodovulum sulfidophilum]AB14
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPVPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPRVLYEGAQEILFEEVDA
>OLS47313.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMVIAYVHARKGGPAYRETEPFTFTRLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>OLS47314.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQIPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>OLS47315.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]AB14
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRTLSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>OLS47316.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB14
MKFRGSYTVCVTAFDGEGRIDLPAMRSYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELVELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKVAMAMIGRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>OLS47317.1 hypothetical protein BV379_02850 [Rhodovulum sulfidophilum]AB14
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYDENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>OLS47318.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDIFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>OLS47319.1 monoamine oxidase [Rhodovulum sulfidophilum]AB14
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVVGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGRPAITAEHVSLIRKRG
>OLS47320.1 hypothetical protein BV379_02865 [Rhodovulum sulfidophilum]AB14
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>OLS47321.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]AB14
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLEALTG
K
>OLS47322.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>OLS47323.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRRIVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVGVDFLILKAPLQVQRVF
NLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYFLLEFALSSLPRILRPGHDPLEETGI
>OLS47324.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSVPARGTARPMLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEA
EPLFLLRDAVNQRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIA
AYERQALDYETLVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAA
RVVREGCGVTLIDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>OLS47325.1 hypothetical protein BV379_02900 [Rhodovulum sulfidophilum]AB14
MTEPRQTHMVFVDIDPEEEAAFDAWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>OLS47326.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB14
MAAHPHGGLHAATICPMHADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGIFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDAATRAKDTDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>OLS47327.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB14
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISLFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWQASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVIDMHTRMKDGLKMMGVIKCATPRLPLLPPSGAVVQGVRRALIEAELL
>OLS47328.1 acyl dehydratase [Rhodovulum sulfidophilum]AB14
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>OLS47329.1 hypothetical protein BV379_02920 [Rhodovulum sulfidophilum]AB14
MESAMTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAI
SFSFHRAVTVGETLAATATSGGPEGRSLICHLAGEIDGQTVVTGEAVLVPRES
>OLS47330.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>OLS47331.1 CoA transferase [Rhodovulum sulfidophilum]AB14
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>OLS47332.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>OLS47333.1 paraslipin [Rhodovulum sulfidophilum]AB14
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>OLS47334.1 hypothetical protein BV379_02950 [Rhodovulum sulfidophilum]AB14
MMLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVR
IWDDDINEG
>OLS47335.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB14
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFAGGAREGRESPAACVLRETREELGLVLEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKARLAEYLAARPGG
>OLS47336.1 orotidine 5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB14
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>OLS47337.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB14
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKDALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTGMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>OLS47338.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB14
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>OLS47339.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB14
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>OLS47340.1 mononuclear molybdenum enzyme YedY [Rhodovulum sulfidophilum]AB14
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGFGTLAGTASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWAVEIGGMVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>OLS47341.1 sulfoxide reductase heme-binding subunit YedZ [Rhodovulum sulfidophilum]AB14
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLTLHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNLAIRRLGPPRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLATILGLLALRFRSRRGRVAT
>OLS47342.1 hypothetical protein BV379_02995 [Rhodovulum sulfidophilum]AB14
MTEHPIWNPATGITDLDADPAQLSASEIPGIKAVWTDQRKRLKGSTQLSDFTEKLSREWAIETGVIENLYEIERGVTQTL
IERGFQAELLSHGSTNKPRDYVIQLLRDQKDALDGVFDFVKSDRALSASYVKELHAVLLRSQDTTEGLDAQGRHVEVPLI
KGAWKTLANYPVRDGITFTYCSPEHVGSEMDQLIKMHAEHVAKSVPSEVQAAWLHHRFTQIHPFQDGNGRVARAIASLVL
VKDGLFPLVVTRDDKPTYLDALEAADSGNLKPLIDLIAKLQISQFRKASAISESLLVEEDVQAALGGLLKAADKVAADQL
AALRGVFDLAHILEDDLCDRLAAIAPTVSTALQRVSDGATAFVTKSNSETDHYFRAQIIDNAKNHIGYFADTGEYRSWVA
LNMRWSRRGQLVFANHGIGRPFNGSLICAPFLEFKDTDEEGQMRATLVPLAEEGFVFFYNEDRERLLSRFRPWRESVLKV
ALKELTQNL
>OLS47343.1 hypothetical protein BV379_03000 [Rhodovulum sulfidophilum]AB14
MKFTSLASILSARDKAITRANLPDFSNFPWFKFSTFERVKDLAVVSRRIGYPCVVKPSSATGSILAYPLYGEEDAKWMID
HCHSISYLQDERAGWMLGSGWICETLIDAPIITVFVVADAAGIRAVALARNARQDINLCVGFGSVLPVEISASMVSLLEF
AENACRGLGLDLGFFDVEIFLTNAGPILIEVNARPPGGEMLRALDASTSEDLFWEILRIYGGEKSNLRRDSFYGCMSVYK
IMAAEAVCLRKSVCSVIQKLFSEFDILFYVEQECCQILELEPLDLIARIVSPTDNPMVTFSDMTRRTELASRDLGFDLIL
GNLPDLPELYKS
>OLS47344.1 hypothetical protein BV379_03005 [Rhodovulum sulfidophilum]AB14
MASALMKNSKISQADLLSTCMNKGFIDTLRSQLSFWSDLGIKEFEISKIYIVGSGPLPQTQIYLSSLLGSKIVCVERDAR
SAEISAALQERMGYTNVETICADGSNVRYSDAEHVILATMVDDKKEVAAQVYDSCPDDCFLTIRTPVGAHALWRRPVDLK
RISEIGWEQRGTLSPEGSTVQSLIFQK
>OLS47345.1 hypothetical protein BV379_03010 [Rhodovulum sulfidophilum]AB14
MTAIEDGMHDPSMKMRMEELKIERTRLASYLARSPEPPTLRLHPGLAESYRAKVAGLASALSDPELQLQASETFRGLISE
MRLVPDAEARNGHHIELAGDLASILSLQGAECRKPADCGARFRC
>OLS47346.1 hypothetical protein BV379_03015 [Rhodovulum sulfidophilum]AB14
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEISHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERRLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYIAALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPREMRR
>OLS47347.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB14
MVRPFLERIRGKSGVYVTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQT
VHVIGRQEMEDRGAETVTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHVRYQPFGLERVETL
QGPASVLYGANSPGGVMNAISKRPTSEPRREVGLSFGSFDKAEARLDVSGPLNADNTLRGRLVALRRDSGTQYDEVPDDT
TYFAPSLTWAPSDDTSLTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDV
WSLEARARYTRNELMTQTLSGMSLAPDMRRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYYLN
YGPAAGIDIYDPVHSAPFSATTPYASTDQTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLAGTSTHQEDDAFT
YRIGATWLAGNGLAPYASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPL
NRIQTGEVTSRGLELSASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLQGASLGAG
LRYVGETYADASNTITVPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>OLS47348.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTPLSMPQGLRLLLLMLIMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQLLGEQDRTERFIGFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFIAAAGGRNIGADVVP
GAIGQMNPEAVIAADPDIYLAGGGSTVAPDGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLF
VLGVEEMARAFHPELFADLDPEASLDELNRRFLPFDLTGSFAVTPAVQGQ
>OLS47349.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSTDAVSGAVAPAGGLFAAHDGAVRRRCVRLALLSLLLVAGVLADVLTGPSGLSVGDVLAALSGMGDTDAAVEVIVRQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPYVPDRFAVPAMAFAFAFSTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>OLS47350.1 hypothetical protein BV379_03035 [Rhodovulum sulfidophilum]AB14
MPGPVDSKGLPVQLEVSGVSVRFGRRTVLCDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDELRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRAERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSYDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNVFEVEAEVLRDGGHGVHINVLGRPRPA
>OLS47351.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB14
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>OLS47352.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB14
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELNAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>OLS47353.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB14
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>OLS47354.1 pseudoazurin [Rhodovulum sulfidophilum]AB14
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAETHP
>OLS47355.1 histidinol phosphatase [Rhodovulum sulfidophilum]AB14
MILSGEGLGWRVQGRAIVSDVTLSIRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>OLS47356.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAVLGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>OLS47357.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQNLTFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGTELVDELKAREAAAIEHAQALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>OLS47358.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPTKPK
>OLS47359.1 histidinol phosphatase [Rhodovulum sulfidophilum]AB14
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTRDILRDVFRVTAHVCR
LQDASRPHIRFSAK
>OLS47360.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSFEVSEEGSARLVVFLSLSLIALIFAITAATAFGDYNIGLRTVFLSITNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARHIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>OLS47361.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MSKKAILALGSAMLAVSGVAVQAATDYPLTIENCGHSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACATTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVTDRGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>OLS47362.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALSELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>OLS47363.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB14
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIARLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPVAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>OLS47364.1 anti-anti-sigma factor [Rhodovulum sulfidophilum]AB14
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>OLS47365.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB14
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQERACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLGGGLRVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGETTGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGKPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAALFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPSDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>OLS47366.1 hypothetical protein BV379_03125 [Rhodovulum sulfidophilum]AB14
MFQSREAAGRLLAEKVLAADPENPLVLALGSAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLSAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLATGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAGHYTDFVPVGDDEAVRLLDELLARR
>OLS47367.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB14
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGMGIDRIAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>OLS47368.1 GTP-binding protein Era [Rhodovulum sulfidophilum]AB14
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>OLS47369.1 hypothetical protein BV379_03145 [Rhodovulum sulfidophilum]AB14
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>OLS47370.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB14
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>OLS47371.1 peroxidase [Rhodovulum sulfidophilum]AB14
MSLRINDIAPNFTAESTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>OLS47372.1 hypothetical protein BV379_03160 [Rhodovulum sulfidophilum]AB14
MRSELILSTYNNPQSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLTEHRAIRKLSTWLK
ARPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGAEGCGGKA
>OLS47373.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB14
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>OLS47374.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB14
MRIDYDALSQTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIIEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>OLS47375.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB14
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>OLS47376.1 hypothetical protein BV379_03180 [Rhodovulum sulfidophilum]AB14
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>OLS47377.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB14
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>OLS47378.1 hypothetical protein BV379_03190 [Rhodovulum sulfidophilum]AB14
MITMVDLLGVMAVGASADPDDSTRSHAAGGTGSGDGPAPDHATDDLMAVMDLHAALAEAGPAIDGMSRADELLFSWLSGG
PDSMDADDLPFPTDHDHDKDLPVAETCLVDAALGAGDETFSVQDLFEDGAALPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLRLGHLSLVPDTMLSDALAARA
>OLS47379.1 hypothetical protein BV379_03195 [Rhodovulum sulfidophilum]AB14
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTAMPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>OLS47380.1 nicotinamidase [Rhodovulum sulfidophilum]AB14
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>OLS47381.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGRPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>OLS47382.1 hypothetical protein BV379_03210 [Rhodovulum sulfidophilum]AB14
MTEAETLSLAEEAIAHWEGCTAPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWITGTPLASGAGPLDGGAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>OLS47383.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB14
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEELRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>OLS47384.1 L-asparaginase [Rhodovulum sulfidophilum]AB14
MTGAVGMVEVLRGGMVESRHRGHAAICDSTGLIAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVTAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARTRAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPEHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>OLS47385.1 hypothetical protein BV379_03225 [Rhodovulum sulfidophilum]AB14
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGELSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>OLS47386.1 hypothetical protein BV379_03230 [Rhodovulum sulfidophilum]AB14
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSANDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWAYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>OLS47387.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB14
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>OLS47388.1 lysine decarboxylase [Rhodovulum sulfidophilum]AB14
MHDDARRPLRDAFRDIESARETPETSQTGSPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIETWTPPS
>OLS47389.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB14
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>OLS47390.1 hypothetical protein BV379_03255 [Rhodovulum sulfidophilum]AB14
MRKPGPRPASTSSCVTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVT
GYGTLAERRDQGHEIGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>OLS47391.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB14
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCRETMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>OLS47392.1 ribonuclease R [Rhodovulum sulfidophilum]AB14
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWMVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGKREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLHRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHARQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKTKSDKVKRKVKRTRR
>OLS47393.1 murein transglycosylase [Rhodovulum sulfidophilum]AB14
MTRYRSLAPGLGVALGVALGLGGPADAMLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWI
AGFRGRALAQGIAPGVFDRAFEDARFQPDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALARYGAVLERIEARYGV
DKEIVAAIWGMETSYGSYRGSAPIISSLATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSY
LEHAVDFTGDGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGGA
VRDYGRAAILQPAGARGAAFMIFDNFRVIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTR
AGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRLR
>OLS47394.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB14
MTTRLLARRLRVAVRRSLTVQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>OLS47395.1 murein hydrolase effector protein LrgB [Rhodovulum sulfidophilum]AB14
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSD
>OLS47396.1 alpha,alpha-trehalose-phosphate synthase [Rhodovulum sulfidophilum]AB14
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRVSVGLIFVTGRDPDFIMEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISADCYFDVLPKGVSKGPSLRRLVAHLTIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>OLS47397.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB14
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>OLS47398.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB14
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>OLS47399.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB14
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVTAVLSG
PGSGHEIETWAMPGGNRQVRLDGKTAAQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPEDAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGARAQYLEVRETDGTSQIERMDGPCTRSA
>OLS47400.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB14
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>OLS47401.1 chromosomal replication initiation protein DnaA [Rhodovulum sulfidophilum]AB14
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPEAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>OLS47402.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB14
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>OLS47403.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB14
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>OLS47404.1 DNA-formamidopyrimidine glycosylase [Rhodovulum sulfidophilum]AB14
MPELPEVETVRRGLTPAMEGRRIVATRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILADLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLAPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIATLVPAIRTVLSEAIEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>OLS47405.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase [Rhodovulum sulfidophilum]AB14
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>OLS47406.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB14
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWMQPLLWMGAGAALTWIGAGLALLLS
>OLS47407.1 hypothetical protein BV379_03355 [Rhodovulum sulfidophilum]AB14
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASFAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>OLS47408.1 hypothetical protein BV379_03360 [Rhodovulum sulfidophilum]AB14
MQVPFPIDTLGASASSRPDRPASTAGATDPDGSDFRSAFDETRPSDRNETVREAARRDTPKTSAASDRAEETPSSAPPGA
RKNSEDRAEEVDETAETKAGSDTVKNDPADASDAIIAELPAVAGFSTTPQPGTSEATKTQALPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSGESQPNSALPASSSMADARPAIATGGTTAQQTAAQQAEDTGPHSDIAPFGSKDAKAAAASSS
TAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSSPEITDATPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAARTIASDDPATDPKGDQKGHASAHRENTSTTPTTPTAPHATAAQPDATASAPPIAGTAIDIQTAIDGSRGDPTA
ATDSGASERGGSDQIRGSETARHTTAPALADTPRTAIRQIAKSLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNIT
ADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANRTSPKTAGGGLDL
RL
>OLS47409.1 hypothetical protein BV379_03370 [Rhodovulum sulfidophilum]AB14
MTPIEMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQMPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>OLS47410.1 hypothetical protein BV379_03375 [Rhodovulum sulfidophilum]AB14
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVESTIGAAQFNGVNLIDSGTGTSVVGSIDRSGGTVTANSITI
DAQNLNTGAAATAAGQLAAGTTSGTNLVVVGNNNDGAVSIASGAGESFALSAVAQDETITVTLGDQNFSYTVTADDVASG
NDANEIALSNLRDLINAAGITGVTALYDPVGSAGELTIDNQGTDDINMTVRVRADGAGALAGLNGFSITGGTALADIETM
INSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>OLS47411.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB14
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>OLS47412.1 hypothetical protein BV379_03390 [Rhodovulum sulfidophilum]AB14
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGIEDKGALANKLADKSYYKLAEAFRFVSSGAAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGQIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>OLS47413.1 flagellum-specific ATP synthase FliI [Rhodovulum sulfidophilum]AB14
MPQNPFSSIIARISALTPVRTIGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPIADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>OLS47414.1 hypothetical protein BV379_03400 [Rhodovulum sulfidophilum]AB14
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMVGRETAYAARNTDS
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>OLS47415.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB14
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGNYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>OLS47416.1 flagellar hook-basal body protein FliE [Rhodovulum sulfidophilum]AB14
MDLKSSTAALGYTTARPATLPQPGDGGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>OLS47417.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB14
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>OLS47418.1 flagellar basal-body rod protein FlgF [Rhodovulum sulfidophilum]AB14
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLLDTPGGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATKPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>OLS47419.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB14
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FEGEVQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>OLS47420.1 flagella basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB14
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARINLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>OLS47421.1 flagellar basal body L-ring protein [Rhodovulum sulfidophilum]AB14
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>OLS47422.1 flagellar basal body-associated protein FliL [Rhodovulum sulfidophilum]AB14
MGKLLPVIIALVGLVIGGGAGFLLKPAPPPSDSTDHSASQGQAEDGSHMMADGHAADAASAAGHGDDPADNSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
SPIVSDILITDLVRQDA
>OLS47423.1 hypothetical protein BV379_03445 [Rhodovulum sulfidophilum]AB14
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRTAIDDDIAMRAVFDCSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>OLS47424.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB14
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLVIPALAALASVLAQRSLVVAPEKLMPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVATRIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>OLS47425.1 flagellar biosynthesis protein FliR [Rhodovulum sulfidophilum]AB14
MTLELAPALDIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLVLRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAGAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLIILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>OLS47426.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB14
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>OLS47427.1 hypothetical protein BV379_03465 [Rhodovulum sulfidophilum]AB14
MNARHIFLALALFTCQPALAQQVEIRSGEHPDYSRLVFETEAPQGWTLGRGPDGYLLRFDNRALRLDLGDVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPPAPVEPVRPDTPPAADI
AAQSPSPSPESSPVRLPIDLGLKSALNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGTAETVSNAQDALPDPDQRAEENGQAETQIAEDHTPSDWSNMRVETSMDRGLDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRAPGDLLAEKRRALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTPDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQPPSEDSLALAESLAFERRGTAS
GSWLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFMREVYLGALTLPALSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEADSLRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGVESLGDPNQRAFVKTRRDREPADLTMEPSLAVARDALGTSEIMRERLRTLLDRPSTQP
>OLS47428.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB14
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>OLS47429.1 hypothetical protein BV379_03475 [Rhodovulum sulfidophilum]AB14
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPVGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>OLS47430.1 hypothetical protein BV379_03480 [Rhodovulum sulfidophilum]AB14
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>OLS47431.1 flagellar basal body protein FliL [Rhodovulum sulfidophilum]AB14
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGTHGGPGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>OLS47432.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB14
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPTDGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>OLS47433.1 hypothetical protein BV379_03495 [Rhodovulum sulfidophilum]AB14
MSRLFLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARWGLAPKVVEIAREMAETEADRPLQLQVRPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>OLS47434.1 hypothetical protein BV379_03500 [Rhodovulum sulfidophilum]AB14
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>OLS47435.1 flagellar biosynthetic protein FliP [Rhodovulum sulfidophilum]AB14
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
TDAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>OLS47436.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB14
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>OLS47437.1 S49 family peptidase [Rhodovulum sulfidophilum]AB14
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLVSDRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHASRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>OLS47438.1 hypothetical protein BV379_03520 [Rhodovulum sulfidophilum]AB14
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>OLS47439.1 sodium:proton exchanger [Rhodovulum sulfidophilum]AB14
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDATEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>OLS47440.1 short chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MSGRALVTGAAQRLGRAMALHLAERGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGG
PLTVLVNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFM
TYTLAKMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQL
ICVDGGQHLGWRTPDVLGVE
>OLS47441.1 excinuclease ABC subunit C [Rhodovulum sulfidophilum]AB14
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>OLS47442.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB14
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAAIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>OLS47443.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB14
MIDLLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>OLS47444.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB14
MRIRVQTAPFDFGAECAAFSKGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALEAISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAAREADEDALARWSDS
>OLS47445.1 phosphoenolpyruvate carboxykinase (ATP) [Rhodovulum sulfidophilum]AB14
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALIEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELDQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>OLS47446.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>OLS47447.1 serine kinase [Rhodovulum sulfidophilum]AB14
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAGLVADDRTILTRTEGGLLASAPETIRGLIEARRVGLL
RAEAVASAPVVLAVDLDTSETERLPPVRVTEILGESLPLLRRVDRPYFAAAILQYLTAGPSD
>OLS47448.1 RNase adaptor protein RapZ [Rhodovulum sulfidophilum]AB14
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAPFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTSA
>OLS47449.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB14
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>OLS47450.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB14
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDAAAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>OLS47451.1 acyltransferase [Rhodovulum sulfidophilum]AB14
MHDRPAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIRVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERSLEMRRAAMEHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHTL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>OLS47452.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EATYRSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>OLS47453.1 hypothetical protein BV379_03600 [Rhodovulum sulfidophilum]AB14
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>OLS47454.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]AB14
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>OLS47455.1 electron transfer flavoprotein subunit beta [Rhodovulum sulfidophilum]AB14
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>OLS47456.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>OLS47457.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB14
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>OLS47458.1 hypothetical protein BV379_03625 [Rhodovulum sulfidophilum]AB14
MRGLFTTLRLLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGTPSDEASAPASVPGAEVVTTPLDDPLDAPPGPSAAKPGEAPSRA
N
>OLS47459.1 translation elongation factor Tu [Rhodovulum sulfidophilum]AB14
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>OLS47460.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDIMDQKILRELRHDGRISNVALAERVSLSLSACLRRVQELERTGVILGYRVVTSPERVGRGFAAYVMVGLSSHTKAAQE
GFERAVAAAPEVVECHNIAGAFEYLLRVESAYLSEYKRFHTEVLGTQSHVNAITSCIVMEPPKDERAT
>OLS47461.1 hypothetical protein BV379_03640 [Rhodovulum sulfidophilum]AB14
MSFAILSALLGFAFVTTVTPGPNNLMLMASGANFGFRRTLPHMMGIVGGMSVMALLLGAGLMALFDAVPALSLVLKVISA
GYLLWLVVKIATAAPLEERDADGRPMTFLQAATFQWVNPKAWAMCLSAVTLYAPDRSLLSVAIVAAAFTLVCFPAISVWA
WLETVVCQWLSNATRLRVFNITMAALLVASLYPVLGLGA
>OLS47462.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB14
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>OLS47463.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB14
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>OLS47464.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB14
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>OLS47465.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB14
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>OLS47466.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB14
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>OLS47467.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB14
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>OLS47468.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB14
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVVEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>OLS47469.1 hypothetical protein BV379_03690 [Rhodovulum sulfidophilum]AB14
MQSKPFEKEWRKCAKIGAGGASGARPAALATQGVFILPLSDAGPVLEVLGVAHGPTRPAALLIGPVRHARSALRVTALAD
RRRGVFGMSGDMTTILQVIGSSGTWWDRQSMVARSRRVGPHARVAADFVILRDIDTRGFNGVAVWLCRRTPVLGMSPGEM
ARVAARGLAAPVACASATGDAVPGEASSGAGLSGQTGLGAVIAAAWPLWC
>OLS47470.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB14
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>OLS47471.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB14
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>OLS47472.1 translation elongation factor G [Rhodovulum sulfidophilum]AB14
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEAFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>OLS47473.1 translation elongation factor Tu [Rhodovulum sulfidophilum]AB14
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>OLS47474.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB14
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>OLS47475.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB14
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>OLS47476.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB14
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARTQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>OLS47477.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB14
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>OLS47478.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB14
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGAVER
IEYDPNRTAFIALIRYDDGELSYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>OLS47479.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB14
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>OLS47480.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB14
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>OLS47481.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB14
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>OLS47482.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB14
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>OLS47483.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB14
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>OLS47484.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB14
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>OLS47485.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB14
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>OLS47486.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB14
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>OLS47487.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB14
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>OLS47488.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB14
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>OLS47489.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB14
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>OLS47490.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB14
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>OLS47491.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB14
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>OLS47492.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB14
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>OLS47493.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB14
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLLIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>OLS47494.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB14
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>OLS47495.1 adenylate kinase [Rhodovulum sulfidophilum]AB14
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLGA
>OLS47496.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB14
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>OLS47497.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB14
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>OLS47498.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB14
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>OLS47499.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB14
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSVED
>OLS47500.1 hypothetical protein BV379_03850 [Rhodovulum sulfidophilum]AB14
MHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYAA
>OLS47501.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>OLS47502.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB14
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>OLS47503.1 serine protease [Rhodovulum sulfidophilum]AB14
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRSQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>OLS47504.1 AAA family ATPase [Rhodovulum sulfidophilum]AB14
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLISMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTQLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>OLS47505.1 protein CrcB [Rhodovulum sulfidophilum]AB14
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>OLS47506.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB14
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>OLS47507.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB14
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALEALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPAAVLALVGETA
>OLS47508.1 ATPase [Rhodovulum sulfidophilum]AB14
MSEWALKRFWTEAGVAPAEVGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPSESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARASL
>OLS47509.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>OLS47510.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRGLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELKGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>OLS47511.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSDAPSHDTAFVRDAMLPPAPAPASSAGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVLYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>OLS47512.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSDPVIDPSRPTVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSDRTRLFLSQILGH
>OLS47513.1 ferredoxin [Rhodovulum sulfidophilum]AB14
MAIITFTSPQMHKDKTVYGVAGDTKTILSLAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>OLS47514.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB14
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>OLS47515.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>OLS47516.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB14
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERNKVLDQVRASLTRHPAAFPEIILSSSEKGDGIATLRATVEGIA
>OLS47517.1 molybdenum cofactor biosysynthesis protein [Rhodovulum sulfidophilum]AB14
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>OLS47518.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB14
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTSSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>OLS47519.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB14
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIPPGKTPGG
>OLS47520.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB14
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKR
>OLS47521.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB14
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>OLS47522.1 hypothetical protein BV379_03975 [Rhodovulum sulfidophilum]AB14
MARTRQQRPRRRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>OLS47523.1 dihydrolipoamide dehydrogenase [Rhodovulum sulfidophilum]AB14
MAPMKTDLCIIGGGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRLPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVAGRAG
AIAVETADGLLEGSHLLVAAGRHPALERLELPAAGVEADAAGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHVPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>OLS47524.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTVRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>OLS47525.1 hypothetical protein BV379_03995 [Rhodovulum sulfidophilum]AB14
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAATRPLRLPPGTLGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVSTAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTAR
LPAYAECYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKS
>OLS47526.1 hypothetical protein BV379_04000 [Rhodovulum sulfidophilum]AB14
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>OLS47527.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB14
MADGSSLLFDFAAERPADPRPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLS
VTGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTY
ELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIVWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPC
PSIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPSL
TRFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQ
GGGNRSAEAPHHTICASKKDQNSLLAATMIHVGNGERPGQAPRALDIGAPLNTVVAGGVKQYPAAAFLAQQNTGHVGRDA
REPMSTILKEGCHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWD
GGEFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDDPTFRPFSKDVQISCCGNSVCPPVAAAII
AANCPHLAASRQEQEAHDAV
>OLS47528.1 hypothetical protein BV379_04010 [Rhodovulum sulfidophilum]AB14
MSEEAQTDATYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>OLS47529.1 hypothetical protein BV379_04015 [Rhodovulum sulfidophilum]AB14
MGHGARGMTDLSARGPLGLKAPRVPDDPGHLARIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGH
HQGLLDGSKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>OLS47530.1 hypothetical protein BV379_04020 [Rhodovulum sulfidophilum]AB14
MLMQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKPRKGRTIPRNAAYWAGLTTAIENAEAWPTTRHLHDDLKR
LCGYVDRYHNPLTGRDEIRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>OLS47531.1 hypothetical protein BV379_04025 [Rhodovulum sulfidophilum]AB14
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>OLS47532.1 hypothetical protein BV379_04035 [Rhodovulum sulfidophilum]AB14
MGELTKIPQEDAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YVSKKTSDRTNYSYETLDAIAREVDPILAQHGLSYRFRSQQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAASLDDLGAVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>OLS47533.1 hypothetical protein BV379_04040 [Rhodovulum sulfidophilum]AB14
MIGPLRTAEALDPISTPQGRAEARDRRRAILHEAARAARWLAWTSLGLLAIGLIGHVADKAIGQVIHDMHGSEVSQWAN
>OLS47534.1 hypothetical protein BV379_04045 [Rhodovulum sulfidophilum]AB14
MLALNGPHWLVMTDFGPHGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNSPAMTEVTDEAWRGLEGRLAGMAA
>OLS47535.1 hypothetical protein BV379_04050 [Rhodovulum sulfidophilum]AB14
MERPEWHAQLLSADLEVKMNRALAAFALLSAGVLSACQTTQVGGDGGSSSKYSRVVARDLQGGFMPNETLEFWPAVVPGE
PVSAARVGIDPVSGGQYTYFSRGKSELLLPSGETWILGCRKDTIRGTTLCNMNFEPMDQGLIMNVTTSGAVRSICVGGHD
FPGRRALVRIDQHPAISSDRNGCFHGGSAQRVASQLNGAQVLQTEAVEWPYDSGIQRQFALSGSYPAAKRLFRYALNADS
TLFASPGE
>OLS47536.1 hypothetical protein BV379_04055 [Rhodovulum sulfidophilum]AB14
MQSKDALDLAFKHADVATKSLQFFVVASVALGGWIISSDQLRQTEPFSSPRLAWAALYLCIGTLTWFIHAQIMRRLDACF
RLAQRLADDELNQDPDFSRITKVPPRIGSHLGLPTLIVIVEILILGFGDTGLFAPSSP
>OLS47537.1 hypothetical protein BV379_04060 [Rhodovulum sulfidophilum]AB14
MTITLTLTGPATPEVRAAAAELLETLSGQSPTERPSPGSGEERRDLGLGIAIVGVVLAVPGAVLATLDVRDRLRKRRELA
PKVEAVKRVLVETRADGTIRFEETVISLTGLDTDQILDRLLSDRRK
>OLS47538.1 hypothetical protein BV379_04065 [Rhodovulum sulfidophilum]AB14
MKLCIEARDGQVWRHVGDHSAPLPNCLQPPRDGAPPETPLGLLEDWARRYDRAVRFGDQDQLSAIGSELLAWLDQGGALQ
AWISDGHRELEVLGTGGDAVAEALLAAPWEILHDKTAFLALDRMKNFLPLRRVVPEGPGAAPGHRDLSMLFMAAAPEGQH
ELDYEAEEAAILEATRDRNTGRPLVHLAVEESGELEVLGDRHKTAGPFEILHLSCHGDIGKVGGETRPVLLLETATGGED
IVTPEKLTDALGQTPPPLLFLSACRTGQRGTASDGLPALDGRREGLAEAAASFAAAPRREAAAPAPGLTEPFARQMALRV
PHVLGWDGSVYDADAAAFAQALYAGLARGETVAYAAARARHGVTDAATQGRAPGQHWHLARVYLGPGGGGRLCDPAKPAR
PAPPPAAPRFLDAEKRIRVAGRGEFVGRRRQLQRLRRGFAGEAPGALIHGLGNLGKSSLAARLADRMEGHQLAVVVDRYD
GLSILGELERVATPLLGKVFKSFKDRTAFQKEFAAMREAVRGDETHLAEALRFLFDDVFAAQPVLLVIDDFEQALEDPAP
DRPKVLPRAALRPALGALLDAFREHQGPSRLLITSRYDFAVPDGAGGDLAAWLIRVPLVGMRPRERQKQWQAKARAAATE
ERIGTADPELVDAALAAAAGNPGLQDVLTRPILGGEAEAARAAIEAIMAFRKTGTAPEEGNAALAFFTRMTFEKYETALT
DTERLVLAAASLFEEEEVPVPRAAVAAAASALGVAAPEPALDRLLALGLLDDFGAMAGWDGMPKVPHLAANPLARPLALP
LDPATAATAADAALPELARTWRDAEGDFPFDGRGIAACRLALAAAAPDPKVLEAAALAAVVFLFARHRLAPQALALAIPA
LNRLGELGHTPGSLLFGHTINAAGQAGEVVLQEQLLEQALGSNRLDDNQRAQLLGLRADVLQARGDLDEALRIYREELIP
AFEALGDRRALAVTKGNIADVLQARGDLDEALRIRREEEIPVYEALGDRRSLAVTKGQIADVLQARGDLDEALRIRREEE
IPVYEALGDRRSLALTKGQIADVLQARGDLDEALRIHREEQIPVYEALGDRRELAVTKGKIADVLQARGDLDEALRIRRE
EQIPVYEALGDRRALAVTKGKIADVLQARGDLDEALRIRREEQIPVFDALGDRRELAVTKGKIADVLQDRGDLDEALRIR
REEQIPVFDALGDRRSLAVTKGNIAAGMAVQGDVDGALDMHLSRFPDATAMGDLDSLVHIRFSCAQLRLDRGDHETGGIQ
TIHDELAEAWTGANRLGRPDFIGAIGYLLGQVLAMGGHRNEATEVLETAAAAWDRLGQAASANQCRELIEMIKGMPS
>OLS47539.1 hypothetical protein BV379_04070 [Rhodovulum sulfidophilum]AB14
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRPGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>OLS47540.1 hypothetical protein BV379_04075 [Rhodovulum sulfidophilum]AB14
MEPASTIISALGGPSAVAKVIGIHRTRVSMWQASRERGGTDGLVPYRHIPKLLELAAERGVPLSPADFIPTPTGDAA
>OLS47541.1 hypothetical protein BV379_04080 [Rhodovulum sulfidophilum]AB14
MEESVEITSFRYQDRSDKGLPPVMMVKFRTNTQGAIERTAESAEGHVAIDLAPSADYATMEREALMEVARYLRQVADYAE
SSARKR
>OLS47542.1 hypothetical protein BV379_04085 [Rhodovulum sulfidophilum]AB14
MDKRLFMHMARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVVALQKATGDIAFANFLRRANEHCGA
VPAVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAASLKTGTTA
>OLS47543.1 hypothetical protein BV379_04090 [Rhodovulum sulfidophilum]AB14
MSNSIHVSVRDGRAHIDLPLDEVHGLRVALHLRLAGEPESNSTKAIREAFDKALARAQIRAGRV
>OLS47544.1 hypothetical protein BV379_04095 [Rhodovulum sulfidophilum]AB14
MVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAKIEIRGTVR
>OLS47545.1 hypothetical protein BV379_04100 [Rhodovulum sulfidophilum]AB14
MTTDLAALDPRHPAEVDRGLAYLTRVLRSLRVAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIE
MEDWADALTDFPDWAIERAAKWWKSADNPQRRKRPLEGDIAERCRVEMRAVRAARVRARSGWAGTEAPEDRERCSPEAAA
RAMRAAGFSPAEDFTGPKRFGGAADQRGAA
>OLS47546.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB14
MAGTVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNSGERRERTEWHQVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESDRGGSGAGGHGYGQGPSGGYGGPDLDDEIPF
>OLS47547.1 hypothetical protein BV379_04110 [Rhodovulum sulfidophilum]AB14
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>OLS47548.1 hypothetical protein BV379_04115 [Rhodovulum sulfidophilum]AB14
MGKGSKTRARAVKLAKKAELAGVPGLAPVERREKDGRIRRSTKPGYERTKDDVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRHDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGYLGQLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>OLS47549.1 hypothetical protein BV379_04120 [Rhodovulum sulfidophilum]AB14
MSRKFPLRILIAALLAATLAEPAAAMQTQISGSVRLRDGDTPVVGGVPVRLSGLTCDERGSQMGDRATARLWDIIGRQHL
TCVLNGETTYDRQVGRCYLPDGRDIAEILISEGYCGRCARYDPQRTYVKAQRHAGRYRGAMPGYCRPR
>OLS47550.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB14
MPIETTRFDAAEYLDTPETQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILG
MTKALGLTLKVEASA
>OLS47551.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSDMVTIPRDEYERLREAAEDLEDILAYDRAKADLAAGRDELVPAEFADRIIDGESPVRVYRDLRGLTQAALAEKAGINR
VIVAELETGRKQGSAQTLKKIADALGVTVDDLI
>OLS47552.1 hypothetical protein BV379_04135 [Rhodovulum sulfidophilum]AB14
MADTLSLHIKSDGVDMGVYDQHRRRVEGVTALEARMEVDGLTHITMTVVSGTPARKGGKDEAHVRLHWI
>OLS47553.1 hypothetical protein BV379_04140 [Rhodovulum sulfidophilum]AB14
MSGSTGSESFGVPAAAGWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRTGRVTPATECDHVVPKAQGGTDDEGNL
QAICADCHKAKTEREAAEAQGRRLRPSFGEDGWPIGPE
>OLS47554.1 hypothetical protein BV379_04145 [Rhodovulum sulfidophilum]AB14
MANPRLPADVAAVTGAAAKNPQRHKGRAAPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>OLS47555.1 terminase [Rhodovulum sulfidophilum]AB14
MTTRPTPTSTDPATAYALDVAAGRIVAGPHVRDACRRHLRDLEEGPERGLTWDGAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRPDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARVRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPQFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVEDDTTFSYVCALDEGDDPFTDPDCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHSLDLEDFAGQRCCAGLDLSAKADLTAKALIFEDGFAEDGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAIIGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGAATARSVGEKGGNMDDFLAALEAS
>OLS47556.1 phage portal protein [Rhodovulum sulfidophilum]AB14
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALAAALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADLHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERNGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHVRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQPISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>OLS47557.1 hypothetical protein BV379_04160 [Rhodovulum sulfidophilum]AB14
MEHSDFALELKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGL
WGKGRLVLDVPKAREIHALMKAHVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMDDVVN
KLRAGDRLTEREFELMVKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>OLS47558.1 capsid protein [Rhodovulum sulfidophilum]AB14
MADENKTAAELAVEMKAALDKSLDGVKALAEEALGKAKAGEALSETLKGTADEALTGMNELKAQLGEIEQKIARGAGEDA
PAEAETAGQSFVDSDEFKRFAEGGFARGDRARIETKATLTTSTAASAGSIGPALAPTRLPGVIELPQRPLTIRALLAQGN
MDGQSIEFVKEHSRTDGAGMVAEGTAKPSSDFRLEVVSTSAKVIAHWMKASRQVLSDVSAVRSMIDSRLAYGLDLVEENQ
LLNGDGTGQNLLGIIPQATPYVSPLTGADTTSIDKIRLMMLQASLALLPADGVVMHPADWAWIELLKDTTGRYIIGQPQG
TIGATMWSLPVVPSMAMTLDKVLVGAFRTGAQIFDRWSTTIETGYENDDFTKNLVTILAEKRLALATYRPGAFIYGDFGR
EA
>OLS47559.1 hypothetical protein BV379_04170 [Rhodovulum sulfidophilum]AB14
MPKFKVLRQHLGERMYREGEMRDAAASEVAHLVAAGVLAAPESIPAPDPKPSRARKGTGE
>OLS47560.1 hypothetical protein BV379_04175 [Rhodovulum sulfidophilum]AB14
MTAIPVLVTPPSAPVVSLEDAKMHLRIDHADQDAMIEGLVLAATAHLDGWRGVLGRAIMPQVWQETHVGPGPYLLAMPDV
SEVSASAGGAIRVETTALGPVVTLAEPVEGVTLSYTCGLPAAQRRLAEVAVKLYIAHLYDGSDPSPAFGAMVEALRWRAV
>OLS47561.1 hypothetical protein BV379_04180 [Rhodovulum sulfidophilum]AB14
MARGLRVTALDQRVAIERVSRMPDGMGGTTESWAPIAKVWAQVVPVRGAEKREAMRISPEARMKVRIHWQGDAAGQPFCT
PADRLVWRGRTYNIESAVPWGGRERFIEIGISEGVS
>OLS47562.1 hypothetical protein BV379_04185 [Rhodovulum sulfidophilum]AB14
MKVKVELRGFEALQDMLRDLLADGEDALLETIRDLADETAEIARREMKAAAGAAPAGSYPHQQSGRLAESVTATHEARQS
RVGSDEIHGYHLEFGTESMEARPWLVPSFEEATAKAEQKLAAKLQEKAG
>OLS47563.1 hypothetical protein BV379_04190 [Rhodovulum sulfidophilum]AB14
MSFETVAQTAIFAALDGALSCPVYDTPPALPEGMPESGFPYVVIGDDTLVADEADDVIGAQATITIHFWSRAPGNRQVKA
LMGEAFGLLHRAALTAPGFKLLDCLREFSTASVGPDGKTRHGVQRYRIIMHKE
>OLS47564.1 hypothetical protein BV379_04195 [Rhodovulum sulfidophilum]AB14
MATVGFSGRKLTIEWDGTIIKGTKNKTASFSREGIDITSDDDQGFQTFLAEPGVISAEWSVEGITGDETLIAACLAGAPY
TTPPATINLPTGGTVEITMFLSQLEITGNTDGAFEFSATMMSSGIPVYTPAGA
>OLS47565.1 hypothetical protein BV379_04200 [Rhodovulum sulfidophilum]AB14
MMMKRSMTAHLAGEEIDLAATFKAASEIGQKIADPLLIAREIAVTAMLESQGVERDPKFRFTVDNIAPILLIGARAAGDT
RDLAAMQEIVFDAGFFAAAAVARDYINLLCIPQTEESAPGEDAPAGE
>OLS47566.1 hypothetical protein BV379_04205 [Rhodovulum sulfidophilum]AB14
MTWAAFERQAYQAARDWGVQPSEFWAMSPAEWWAEADAKIRESRAAVGGPRVKWTAEEIERVKRGGRA
>OLS47567.1 hypothetical protein BV379_04210 [Rhodovulum sulfidophilum]AB14
MTKVASVEAIISGEAGGLKASIAEAVGLVGKFKSDAEKSARAIERAYAQQEKSVDRLRKSLDPLYASSKRYESALAQLDK
ALKHGVISQAEYNRTLGLAEKAYLEGGKQAAAAGGALGVLGNMSDQTRYRVQNMGYQVQDIAVQLQMGAKASSVFAAQGS
QIASMFGPVGAVVGTLAAVGLPLLSMAFTSAAKDGRAFSEVLDDLESSVAALDAVTRSYSAKGLVELKERYGEVNAEILT
LIERQKQVAIADAVRDADAAAQGFADQLERISDLVARAEYQFSPIEKLNEEFGLTLGTAQQLKIAFDQLAAAKTFDGQAD
AMARILSLMEGTKLETDEVFKELVRAEGAMRQLAASAPQAGWMSGAIAEVKTLATALWDAAKARAAAEGAANTDAAGNPI
QPGVSRTSRPRAAPPGTGGVEWGTPPQSGGGGGGANKVQTDLDALRQSLMTQEELQIASYDRQRETLLQARQQELIDQQE
YDALIEQTRQQHQDRMAQIDAYRYGNGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAEALKLPFPEN
IAAAAKVIATGMSFVSAIKSGSKSAAGAGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRL
NLDWQGAAG
>OLS47568.1 hypothetical protein BV379_04215 [Rhodovulum sulfidophilum]AB14
MAVTYTLGHAAASPYPMIHARILWDKAAGSVSATSEAEGFEAELADTVETNSWWKPEAVPASWQITYPFSRVVDAIGIGA
HTLGTTGASARAEYLPGEIHENRIWYSQDFPLWPTIVNVDLVMAEGPDGSSDARFLTETGPGQHYIQAGFRDAEPSQPYT
FSLYVLPRSMSPQRNLRMAFVGLAYPVPCGCDLGRDGQIISTFGTATAVSVPVGNTGWHRVSLTSPAQVADNANIRIAIV
KDDGTLSYEGTGEFVQIFGAQAEARGTSSPYIPTLSGGATSSWWAVSDDWLLPSDDSAILYLFDPVETDGIRVSVSQPAR
IGVVYTGKALGMPRMGYTNLGPADLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEP
FFIAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>OLS47569.1 hypothetical protein BV379_04220 [Rhodovulum sulfidophilum]AB14
MPMPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGGGSIAWRFVKPTQALVPLYERTGEHVA
TNPFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLR
VYEGGAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDIVIEAAREADLS
DQFGNTATRYLCIGSEIIGYTGYSGAEGVWTLSGVTRAALGTKTASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPA
EFVDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITEDAHIVAGSL
AQAREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPEFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRT
TPRYLTATLADGALQIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPEFGS
ATDDEKLNGFWWADEDGLMPDGSEGYFWQ
>OLS47570.1 hypothetical protein BV379_04225 [Rhodovulum sulfidophilum]AB14
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPVAIAEGAPGAPGISSVAFIDPIEVRSFSRDNTQVITGLEGVKLLEVDGAF
NITSGGRFYLYTSDDGGSTWPNRTEPFFFAVGDHRSRMLLDFEAGKLYLIGTVFPQTGDPKTESRDISLSLPAGPVNAIR
IIMENTTGQMFITKLCGYKAA
>OLS47571.1 hypothetical protein BV379_04230 [Rhodovulum sulfidophilum]AB14
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS47572.1 hypothetical protein BV379_04235 [Rhodovulum sulfidophilum]AB14
MHLVPQWRALIRRAWSIRLILLAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>OLS47573.1 hypothetical protein BV379_04245 [Rhodovulum sulfidophilum]AB14
MRALLAALLLAGCGGLPGPLGPSVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>OLS47574.1 hypothetical protein BV379_04255 [Rhodovulum sulfidophilum]AB14
MTKSNSLRTNSRPRQIVRNSLQVNVIAIVDVARAIFSETLDDAVIFVDNSVTPEGKPSPGRGTTALKTQCLEGMVINWIV
YPVGPYGVPVPVSIADITFDEPICVKLQSYGSIVTAHSPNVIPGVTPSYDYWAGMVRPEVEPNTYGYRIEFQIGTQRMGI
STPAVEISTIPAPLQASGDRGKAQYVLG
>OLS47575.1 hypothetical protein BV379_04260 [Rhodovulum sulfidophilum]AB14
MGEVDTATARSGSDANAKRVITVIGLVDVVGALAEDALGRDLYLFDDNKAGGSSGHGTSCLRTCADAEDLVVWEVMPLEC
EAFARIDDVLIDEKYAPYIDLESGVYDPSSVVYWAGRILKPLPPEGIPYRLAFRLGSRPEPLIAEASSLLLAATPEDEAG
LPPEPGTEIAETASDAKPAPSAAAASKASASKKSPATSEADDVGSSKGARK
>OLS47576.1 hypothetical protein BV379_04265 [Rhodovulum sulfidophilum]AB14
MVDIAAAIEANDLRGHLWLVDNGRWAGSTGEGTGNLASALDVTDSALAGAPILNWFQIGIGSIPITVPQTFFLHDEDRKA
LAQTALSAKHRSRFSARLRNILGEEINIRNSPRKMAASTEPTRALPHAGQGFLEPGRARFRNTRKSRVTRTDDQDLIHYP
DPVIARIDGEAVEKKVIFPAQYGSPQLFSDGLYWSASVNPAMLGVYSYTLWITLYYARRDKDGEVTDHSVTLPHDAWISV
STGAIRSGFSNSTLDIIPA
>OLS47577.1 hypothetical protein BV379_04270 [Rhodovulum sulfidophilum]AB14
MQPVNILMTVDSITALSLGTLTGNLYLTDDAWCSQGKGTEALKTACQRGQTVNWRMLAVDVQSPAVIVDIRFLDDAATLN
NSVATSSEKAIDPDTSRYIRPFWQTWSGIIPCNLQPGLYHYHLAFQIGAGPNSVLFTTSPALQLTA
>OLS47578.1 hypothetical protein BV379_04275 [Rhodovulum sulfidophilum]AB14
MSTDTALRPVADTNTIAGLIAADELQPGSPAAIRGLESFLSKIRRAEQLTGRRFAEFAPDLQDALILRRLQQMIGTLQSN
PSWAARLAAAGITGAVRDFDQWQSIPLTDKTVMRDLYMGERQGLAVPLSFGGFEIVASGGTSSGQPVETVYSLRELQDTY
EFAGEFMGRYQLAPFFDEDAPKWVMTTLADYNLWSSGTMVGGVLQKIPGTNYLGIGPVTKDVFGHLMRYIGPKAFMSITA
SVAALPELGSELSDDARRSLRVALYGSGVLNARHREELKAAYPNVSILSYFAATQAEAIALQLDPASPWLATVPGLHLVE
IVGPDGRWVKDGEEGELVVTRLHAHEAPLPRLLIGDRVIRRPGVAGAGLNTMQFEYVGRSGDVIHLGDTQFSAKRVLDGL
GHGLAAIGIDLNRAAREVQFVNDRRNRRLTLLVAADEPEIINRQVGLIGAHGTYQMFGDALIRSLSLFNQGEANFHYLAK
TGYHLELRFVPPGAPEINRTAVGKTPLLCDKQQ
>OLS47579.1 hypothetical protein BV379_04280 [Rhodovulum sulfidophilum]AB14
MLSRLLPDRDMSEIPENFLPIESIGIEDIDNLFESKRFSQHASQAIDQLITYLGDRSTRGLALTDPAGIRAAVTRLTLGG
QTSDTAEHDRKLAEIVDLYLQTGIQVYSPGYMGRQFSGPFPVTAVVDMVSAIATQPASFYEAGALPCVVERVMSEEFNRF
LGFPSDRFTMFTTSGGSLANLTALLAARGRRYPQAWGEGMGETDCCPAIAVSSDVHYSITRAAGILGIGENRLVRLPLDH
ARRITPAGAREALDAAAARGLDVFCIVANAGSTSFGAIDPLDELADMAAERGIWLHVDGSHGGSLIVSDRLRPRLAGLNR
ADSLTLDAHKTMFVPAACTLLFYRDRDQATAAFRQEASYVFENTSDVYSEYNSADRNFECTKRPMIMSLWALWAMYGRTA
IAEKLEALCDMTRKAHGILSAAPDFVPLHLPETNILCFRYLPNEQLSPKALGALQTEIRSRVRARGRFFISKVDIDGVSA
LRLVLMNHRITTDHIRQMLDEVRAVALTIREEFPQSEEI
>OLS47580.1 hypothetical protein BV379_04285, partial [Rhodovulum sulfidophilum]AB14
VAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAEDVPYLRPVSLAAEPVDLLPPPNLAVTFL
EYGMVVLILVFGPGFWIAAITDDLSER
>OLS47581.1 hypothetical protein BV379_04290, partial [Rhodovulum sulfidophilum]AB14
TLTVDGIALAISAIAAEAVISAVTIAFGGAAALTLGTAAIVVAAGIGTGLAVGMVLTWIANRWDLGTKCDQLYTAIGNGL
EAIAQGAVEVTGDFADYLTLKYDAARQWADDMAAEAGRQMERAADWTAKKAGEAADWASEAAQDTADWASESAHDVADWA
VETAEGVEDWANETADDIREGWNVLQNRAAKAVPEGWF
>OLS47582.1 hypothetical protein BV379_04295 [Rhodovulum sulfidophilum]AB14
MSVLRSLWSVRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALLQLNDPLDMFRPEAVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAE
DSSLIWFVMVALFLASRRSVARTLLLARAMALYTPAVGCPAAGSLDTRIRSRP
>OLS47583.1 hypothetical protein BV379_04300 [Rhodovulum sulfidophilum]AB14
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLEAIWYRDWLFAIPACELEKPGSFVTRP
>OLS47584.1 hypothetical protein BV379_04305 [Rhodovulum sulfidophilum]AB14
MTLREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGAREVETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAHEGETLAAKKTLGSV
KGG
>OLS47585.1 hypothetical protein BV379_04310 [Rhodovulum sulfidophilum]AB14
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAYERWRRETGRDRNTERPEQEELRWQRLLKKGPGATPAT
>OLS47586.1 hypothetical protein BV379_04315 [Rhodovulum sulfidophilum]AB14
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHSWQDRADLDG
>OLS47587.1 hypothetical protein BV379_04320 [Rhodovulum sulfidophilum]AB14
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS47588.1 hypothetical protein BV379_04325 [Rhodovulum sulfidophilum]AB14
MDSGQMIAERLKALIETRGTNNRAVALAAGMGPTGVRDIISRKTKNPTYANLLKIADVLGVDVQEITGGAHERPTIAIAG
KVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECEDGF
GWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>OLS47589.1 hypothetical protein BV379_04330 [Rhodovulum sulfidophilum]AB14
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>OLS47590.1 hypothetical protein BV379_04335 [Rhodovulum sulfidophilum]AB14
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>OLS47591.1 hypothetical protein BV379_04340 [Rhodovulum sulfidophilum]AB14
MKTILTPTALALLAAPALAVTETTEDLRAIRQPSSDSQGCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGE
GGESSDT
>OLS47592.1 hypothetical protein BV379_04345 [Rhodovulum sulfidophilum]AB14
MAAILAIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>OLS47593.1 hypothetical protein BV379_04350 [Rhodovulum sulfidophilum]AB14
MSVFDSIAPPPDALAAFVAEWRGAAPDVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>OLS47594.1 hypothetical protein BV379_04355 [Rhodovulum sulfidophilum]AB14
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVPP
TNAPAEAHPDERAAWPDLSEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLAPLSATNRLTPPAPGTGAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>OLS47595.1 hypothetical protein BV379_04360 [Rhodovulum sulfidophilum]AB14
MMAETQWPREIWAAQSDPDDADGRHVFSVHATIPRFEGDSERDCAFHRYVDGDIVDSADRYHREMLTALRARAETAEAER
DRLRAEVDQLREGARRYRWLRSRDLETIHAGGVFAGKTPENIALNLEDLDRAIDIASHHEDRSDG
>OLS47596.1 hypothetical protein BV379_04365 [Rhodovulum sulfidophilum]AB14
MAETFTRSFGRFEAEATPAEARLTIRRHGKDMIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMKEGKPDGYHS
>OLS47597.1 DNA-binding protein [Rhodovulum sulfidophilum]AB14
MAITRDFAPRLMPAPQAAHYLGVSESTLRTLDLPRRVVGAKRLFDRLDLDAFADSLATEGAAAEVNTCHGKFGRRAS
>OLS47598.1 hypothetical protein BV379_04375 [Rhodovulum sulfidophilum]AB14
MSWQVRAASVVTLRHIQTIHKGGRVYRYLRAPGGKRVRLPDLPMDDPAFLAAYASALASAPKITRAKPGTIAMLIEAFLG
GRDYLSRSESYRRTIRRHAEAIKAQADDALARDLREQDIEADLSPLCPNAAADRLKAWRMICRWGKTNGYLTRDPSLAVK
RKPIPKTIGHPAWTDAEIDRFRAHWALGSVQRLCFELVFWTGARISDAVKIGPGMAGRDGVLQFTQKKTGEPAFVPWTCP
LPAYAVRMEDDRKLLFAALEARAERHMTFLATAYGTTRSEKALGHVISNAASKLGIAKSAHGLRKSRAKLLAEAGATVHQ
IAAWTGHITLEEVEHYTREASRRAAVRGEQMKKPVNR
>OLS47599.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB14
MTRAYLGVETSATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPELLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>OLS47600.1 fructose-bisphosphatase, class II [Rhodovulum sulfidophilum]AB14
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGTGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>OLS47601.1 DUF159 family protein [Rhodovulum sulfidophilum]AB14
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQRGPQGARLPWYISRSDGAPLAFAAIWQDWERDGHSLTTCAIVTTWANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>OLS47602.1 hypothetical protein BV379_04400 [Rhodovulum sulfidophilum]AB14
MDLLVAAASIAAGEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAPES
LFAAAGALADEMGLVSAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRGVL
VAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCIDAV
VLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGTNH
LDQPWKGTSRGSRIAAAAPAENVRVARRRPDDRGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQNLRDEAARVGITVND
LFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEEIETGAGDWPRIGAEA
IYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYAKLLAAGQPGTAES
SAKLSEPEAKARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVRIQ
DRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPGGT
LWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVIGY
PARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFTAT
PAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>OLS47603.1 hsp70 family protein [Rhodovulum sulfidophilum]AB14
MSSPSAMLAVDFGTSNSAAAVLDGGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAKAGPDRIGAVVLVGGSSLMGLVEAEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>OLS47604.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRNGTVLLISDDADPEDFPAFRKEGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSALGEGALPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSDAAARASEIEATLKRLNSLSEKLMQLARAEGARLTAAEPSDLRQVLE
IVSGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVALDARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>OLS47605.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>OLS47606.1 hypothetical protein BV379_04420 [Rhodovulum sulfidophilum]AB14
MTRISLPLLAACLALGLSGTAFAQSAGAAPTNSVPTSSGPSRIMAQQAGSGACLAGSARHESHRGAWHRGDDHHGRGGRY
RDYDWRQDRSRDRSAACSRDCDRHNGGGQALRVPAPGTAPANGFFDNGTAPRARSN
>OLS47607.1 hypothetical protein BV379_04430 [Rhodovulum sulfidophilum]AB14
MAGVEAEMLIRCSDSDLMRRNRARGGIWGDRPARLVTVLRAGLAIVRGSGEACEIELGDATAA
>OLS47608.1 hypothetical protein BV379_04435 [Rhodovulum sulfidophilum]AB14
MQYRQGHGVDSLAEVARGFGAENTLQALGAWAVASLGDYRHWFDLGGRRLSHIMNQRRRAPLADSPASVSRCWRGAAVEA
DARAATGAFGALSRA
>OLS47609.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB14
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEVARASGKSPMALAR
VLIDRPR
>OLS47610.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB14
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHRPTEDG
SMTARFGRIARAVLDPAAPARDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGPAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>OLS47611.1 AAA family ATPase [Rhodovulum sulfidophilum]AB14
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARLPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>OLS47612.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB14
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>OLS47613.1 ribulose-bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB14
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>OLS47614.1 hypothetical protein BV379_04475 [Rhodovulum sulfidophilum]AB14
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>OLS47615.1 ATPase [Rhodovulum sulfidophilum]AB14
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>OLS47616.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB14
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>OLS47617.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB14
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>OLS47618.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB14
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPDVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>OLS47619.1 hypothetical protein BV379_04500 [Rhodovulum sulfidophilum]AB14
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>OLS47620.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB14
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYSEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>OLS47621.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB14
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTAQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWETRAAGLIVEER
>OLS47622.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB14
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>OLS47623.1 chorismate mutase [Rhodovulum sulfidophilum]AB14
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>OLS47624.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>OLS47625.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MKITIDCPEIETERLILRGPKAADWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAAA
>OLS47626.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGLEHREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYVSPENRRSAALAERLGARPDATADRPDPGDL
VYRHPRPEAAA
>OLS47627.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB14
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>OLS47628.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>OLS47629.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTLRILAALVLGGAGALWVIFRGDPRAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALVMLLKDG
>OLS47630.1 F0F1 ATP synthase subunit I [Rhodovulum sulfidophilum]AB14
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>OLS47631.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB14
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>OLS47632.1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB14
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>OLS47633.1 ATP F0F1 synthase subunit B' [Rhodovulum sulfidophilum]AB14
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>OLS47634.1 ATP F0F1 synthase subunit B [Rhodovulum sulfidophilum]AB14
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>OLS47635.1 hypothetical protein BV379_04590 [Rhodovulum sulfidophilum]AB14
MPGEAKPASAPESRALFRPRTFSALLLGTGLVALLALTGVGPARRLLENHSDGIRAAQHAAAIEAVMAEDPRRQRRQDLT
GRARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANLTN
SVN
>OLS47636.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIEALEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKGGTGG
>OLS47637.1 hypothetical protein BV379_04600 [Rhodovulum sulfidophilum]AB14
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>OLS47638.1 6-O-methylguanine DNA methyltransferase [Rhodovulum sulfidophilum]AB14
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLKIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRVG
>OLS47639.1 endonuclease III [Rhodovulum sulfidophilum]AB14
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPMCGTCPIRDLCPYEDKTV
>OLS47640.1 adenosine kinase [Rhodovulum sulfidophilum]AB14
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHVLSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>OLS47641.1 hypothetical protein BV379_04620 [Rhodovulum sulfidophilum]AB14
MATIAYLLLCRGGPAATVALAERLSAAGDLVALHVDRRARPADTAAIRAAIAGNPSVVLARSVRCDRGEWSRVQAVLNAA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEGCDHIESLDFQAVGGGGQMALQPICRQDVAAPWRRAGIRAAVAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFFRAGGWAEAPLSATLFQTLVRHLVPGDEIRSRAPTF
GLVAENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>OLS47642.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB14
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>OLS47643.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB14
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAMGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>OLS47644.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>OLS47645.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB14
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>OLS47646.1 DNA polymerase I [Rhodovulum sulfidophilum]AB14
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAGTLLGFLAEMEFRTLLKRVADGLGAEPPALPETSPAAADPADGTAPA
ALPFEPEAYECVRAAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAVRVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>OLS47647.1 proteophosphoglycan precursor [Rhodovulum sulfidophilum]AB14
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGK
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPDHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>OLS47648.1 AAA family ATPase [Rhodovulum sulfidophilum]AB14
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>OLS47649.1 hypothetical protein BV379_04660 [Rhodovulum sulfidophilum]AB14
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRCGERVGLLGSDLPPRRGQHQILRLTEALGRELSPS
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLSHETLKAGD
LRDRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>OLS47650.1 LytTR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDLPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAMLAAAGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGSRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEGSPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIEVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
IGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>OLS47651.1 hypothetical protein BV379_04670 [Rhodovulum sulfidophilum]AB14
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPEAMGDTTSVTVSIDGGAPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFAATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>OLS47652.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB14
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARANDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>OLS47653.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]AB14
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPSIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAATTLVLEGLSDDAAVAAMAAALGAPFDVSGAAHRPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPVAGAALWRRVRDVEDFVDRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>OLS47654.1 glycolate oxidase iron-sulfur subunit [Rhodovulum sulfidophilum]AB14
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLAQLGRPFARLIPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAADVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>OLS47655.1 heat-shock protein [Rhodovulum sulfidophilum]AB14
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>OLS47656.1 hypothetical protein BV379_04700 [Rhodovulum sulfidophilum]AB14
MDPSPRFKKTLQSTWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGTAYAINAFLVGSIGGAIAVVVGKALQII
ARDGRQSR
>OLS47657.1 elongation factor G [Rhodovulum sulfidophilum]AB14
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYTRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVERPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPNI
HSGSLVALVSSLKGQVLGFAAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>OLS47658.1 succinate-semialdehyde dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]AB14
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPVVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>OLS47659.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MVMQAETVDWDDAYANAPHIPDSETYPARLTAAAEAFRAVAPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGA
AVDRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLAQADSPLATALFDGL
>OLS47660.1 peptidase T4 [Rhodovulum sulfidophilum]AB14
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLSPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAHYRALGRAALAVASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIEAEFGGRGVGRHDPCAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAIAAHDGMARALVPSHTPFDGDLVFAAATGEKPLPGDGFEALRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>OLS47661.1 hypothetical protein BV379_04725 [Rhodovulum sulfidophilum]AB14
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVTVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPAHPERLRVEGQGWAVEASVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYGPGDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSVGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHVDHFVLPEKNMPARSNTRSRPDGLRAGSTGMCTGSSGCRSS
TASCGGIPVTGTARRFRPDGNPTGG
>OLS47662.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARSLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>OLS47663.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>OLS47664.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB14
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGHGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>OLS47665.1 creatininase [Rhodovulum sulfidophilum]AB14
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAALVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLKRGDLLSLNAFPMISGYYTALERTMVLGEPDPAKLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>OLS47666.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTAMEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLAGPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALSRATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAEAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRH
DFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMISEDYVNVYLFQLAKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>OLS47667.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB14
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARASVEAYAEEVRSRRFPGPEHVFADEIGGGA
>OLS47668.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB14
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQVYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDARAVAPALYRALAGAGQALEAGAGAGEALAGARATILDAGFDEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>OLS47669.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB14
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>OLS47670.1 hypothetical protein BV379_04775 [Rhodovulum sulfidophilum]AB14
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>OLS47671.1 hypothetical protein BV379_04780 [Rhodovulum sulfidophilum]AB14
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>OLS47672.1 hypothetical protein BV379_04785 [Rhodovulum sulfidophilum]AB14
MAPNALDRGPGRAPDAEARAWIDQHDGAFGPWISGSLRPGADATAICSPASGAELARLADATSADLAEARAAAATAQPLW
AALPGVKRARKLNDWTEEIAARETCLTQLLALETGRPVRACRRGLSAGLNALRQAADSLLAGAADRPGHVPLGVVAPGLS
FGLSLGRIAPALAAGNAVILAPGPADGKLAVLCLAEAAATAGLPPGLLAMLPGAAGALSDLAQPPVATLRWPCLHLVLED
ADLDAAADGIAGMLGDPQPGTAGHWLLVEESVAERVHARLAGRMARLIIGDPLDPATDLGPLSGPSLRDRLTAALAETRG
VTIQPLPRLPDRGAFMAPALITDLAPAMPEMETSLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWSETLSTALDLATR
LEAGTVCVNGTKLEPAPDPLALWQRPEGLAPARPVVRPVAAAPVPSAALTTARRAQPDWAGRGTAERAAILTRAATRLAE
SAEAPAARFASAAGAAATASAGWAETPGRATLTRHRPLGVIGVLCPEFCRQATPVLAMASILGPVLAAGNGALLHPGNAA
EAEAEALIAALEAGGMPKGLVGIVSEPRAALACAFAARVDLDALWCFGAGDLPEDLPARAAATGTALWLSEGGASETWTG
PGGASDLFRIAAGRRQTLRLSWGA
>OLS47673.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB14
MTRRENKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVCQLCAKARAPLRADLRKALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLADWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPRWQEPDLFRFGTSSLLGAIERR
LDEIAFGAGSTPRRHSRG
>OLS47674.1 hypothetical protein BV379_04795 [Rhodovulum sulfidophilum]AB14
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>OLS47675.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLMTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGDSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>OLS47676.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]AB14
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPV
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGGLDLPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDRPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>OLS47677.1 hypothetical protein BV379_04810 [Rhodovulum sulfidophilum]AB14
MTADDAYAGLMAGAARSDQDAADLHATASILALALSEAASPEDLTAHCGLAAGALAELLGALFPAAPPEFRHGRGAAPRG
VEEDSVRALLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRRICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAAAPAPAQVLKMR
>OLS47678.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB14
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>OLS47679.1 hypothetical protein BV379_04820 [Rhodovulum sulfidophilum]AB14
MLSGDDLHGSVPTLGQTATALPGGARPFCNIDVILGQECNRKASSVAELPQQGRSLAGLPCKRLALLSRQGLWMRRFGDI
HPPGTDRPREPLRDQPCWGAGLRETAR
>OLS47680.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB14
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>OLS47681.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB14
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPGKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>OLS47682.1 potassium transporter [Rhodovulum sulfidophilum]AB14
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>OLS47683.1 hypothetical protein BV379_04840 [Rhodovulum sulfidophilum]AB14
MLQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPTMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRTSGVLYFDSEEDMKAWARNHSDEASQSRNGHWHQQIHGYEDRHPDLVGMVR
DTLIDDGYTLERPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGVVLLVVSFGKRISARQARDATDGAA
>OLS47684.1 hypothetical protein BV379_04845 [Rhodovulum sulfidophilum]AB14
MSKPEAARYRTTNWKSYNEALTPSMPASRPRFSILKDLGFQAGRSNTGGKAMSFDSMADLVDPVVGPRHASQNITCLRRS
KT
>OLS47685.1 hypothetical protein BV379_04850 [Rhodovulum sulfidophilum]AB14
MIGPDEILPLQCLLPLQVMPQLFALGALYLLLNFGTADGEVSDTDIAALRDYLGSAEAADAQRGPLLVETIPDPAAAQQV
ADLERQILSDLRVFASRMETVIQPWIDDWERSGWFGALGTFLGGLRDGAAAWVDGESEFWAGMWEWVSGLPDMLGEAWDD
LSAGVRALWDNRHRIVELLQSLAEGAVDAFERGFAALLDALDGLPGIEEIVELLRSLVIRSAEWAGAMYDHGPVAWRCCR
TLGRQDSPLESGSLRGFS
>OLS47686.1 aldolase [Rhodovulum sulfidophilum]AB14
MSFRDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEACKHAGCAVGLFVGDATAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMAAR
>OLS47687.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB14
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMEAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVRMGDTSVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLADEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>OLS47688.1 hypothetical protein BV379_04880 [Rhodovulum sulfidophilum]AB14
MQGTMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVICATMIAHHHPDLTTRV
FSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDIL
DVCAATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTE
QLGEYIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>OLS47689.1 hypothetical protein BV379_04885 [Rhodovulum sulfidophilum]AB14
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLAQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTKATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>OLS47690.1 hypothetical protein BV379_04890 [Rhodovulum sulfidophilum]AB14
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLYRGHNFLVALSHAASGASFDRVAQADEYCV
LLPKGGATIEWNGAVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>OLS47691.1 hypothetical protein BV379_04895 [Rhodovulum sulfidophilum]AB14
MLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLLEGAVAGT
MDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLIGLSIANTGQRHFLSIDRNVVSIE
DFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPWHMTTLMS
ERFFEGLDEEERDVVVEAGKMSTAATIEYAKQQDLEGREELATRDVEIAELTDLSEMRARVEGLTADWSSKDPLIAAMVD
AAAKSA
>OLS47692.1 hypothetical protein BV379_04900 [Rhodovulum sulfidophilum]AB14
MAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLDFVPSLLSARLRWGLRAVMAVPILAFL
AVMTWYGWDFAERMGPQTIPALDFIWSAVTGQALGLSIRWVYISVSVGMVLLAGHILTGLVVDFHRQVILNLGEEDAALA
QTSEMT
>OLS47693.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLIYATWRARRDGFPVIPRMTARERFASTRRTLPALIQPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNVF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>OLS47694.1 hypothetical protein BV379_04910 [Rhodovulum sulfidophilum]AB14
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>OLS47695.1 hypothetical protein BV379_04920 [Rhodovulum sulfidophilum]AB14
MDMPFKSASEITAMAASCFPLARAAATGIDQDVLDLVAPKPKQEAKKLAGLLRSGKIFDKGVLAMLHELVGVLDAEIAEG
TYIETRYDHSPENVSDYKTWGQERLTPEADRLSNALAVLIELYATLSAVHDILRAEKALEGLRSAA
>OLS47696.1 hypothetical protein BV379_04925 [Rhodovulum sulfidophilum]AB14
MYHHPQPFLPASNSEHLNRGDIVLFRFPLAEEDGEHGAPKRRPCLVLDTLTNGNERFVKIAYGTSAETRANRGYEVIVKQ
SAARETAGLSKPTRFVCARRIIVHASHSGFDGRTKGPHIIGRLDVPLLERLNAVRARIQAEADIAAYYREEQRQEEQARE
DRGFQ
>OLS47697.1 hypothetical protein BV379_04930 [Rhodovulum sulfidophilum]AB14
MTVEELISLIKKSGQHDCVYHFTDESNFEKIDELGLVSKQRMRNENWWPNATGGNQWSHDQDRVRGIDPYVSLCFTSNHP
MQYLAHNDGRLPNPRYLVIDPEVLRIPGVMVAFGVANANETEILPLADALHWIGSTWR
>OLS47698.1 hypothetical protein BV379_04935 [Rhodovulum sulfidophilum]AB14
MASRPVFLPVFNGPRIVQERQFDFTWAPGFAEVQKKKNISALHEAARKHGIEKILEISSKSENELGRRLSAFSLKVRVGE
CCYPLESVYQGSKVFEDAGPFPDIFEMPPRDAKRFIREKKAGNLVAFELEQKRFPLSPKNAFYDWLYIRALSDHAGWIKR
NVDYDAYADIEFNPAKQVNCQARAFAEYLSLMRQGKLHEAVGDFNSFSKMISGL
>OLS47699.1 hypothetical protein BV379_04940 [Rhodovulum sulfidophilum]AB14
MTKSRFEIAFEGDPFDDGEIDVRDLAPTLLAFGNVVQQANRALNGDRADARLKVAATEKGSFVAALTVDVAWLIDMLDSV
SAHPDRVVAADQLMDLLIKAGTIIGAPVGLFATLKKLKGKRPEKVEPKGDGTTEITINQTTFIVDDQTVDLLQDLPTREA
IENLGQKARRVDGLERLRIGSDEPDHKAVRLERDDFPSLSVPPETDEPDVEVTRRDAWLKIVSVHFRDGYKWRFSDGGER
PFTAEMEDTDFQNKVQEGYIAPNANDAIRCRLREEQSLSASNLSKIVYVEEVLEHRPGARQLNLL
>OLS47700.1 hypothetical protein BV379_04945 [Rhodovulum sulfidophilum]AB14
MLMRALVECTSDKAFASLHRLLMTCAHLFACHDSVRQMLETCHGQITALAELGEFSDIAEGRTTRPADDARAPLTDACLP
NRLAAPCTRALRARHGPAFLGGLRYEHRSARFPRPYPSPTRSGRLADP
>OLS47701.1 hypothetical protein BV379_04950 [Rhodovulum sulfidophilum]AB14
MCNPDERHYGGYRAPCEHELRRQFELVGRIAAGECKHRCDACQHEKEEAEAKARGWSLIGAAPEGGAGYRRYRHDWSAMT
VAGRV
>OLS47702.1 hypothetical protein BV379_04960 [Rhodovulum sulfidophilum]AB14
MAGDDLSTAQGRTFHAFRFAYETAMRAGEIAELEWDRIDLEARVAHLQMTKNGRARDVPLSFEAVLLLEALPQISPGFGL
TPRQIDALWRKVRDKAAVEGLRFHDSRAFALTRISATIDVLTLAKI
>OLS47703.1 hypothetical protein BV379_04965 [Rhodovulum sulfidophilum]AB14
MGNSGGEYNPVQGWRTQIALDGIRRPKIFETKREAQDWAARQEYLIKNAEKEASAQPFDDVLLRYA
>OLS47704.1 hypothetical protein BV379_04975 [Rhodovulum sulfidophilum]AB14
MHEHLKAKGWKPDSVRSLGDASSEVVSLLGNPNEETFACRGLVVGHVQSGKTANMTAVMAKAVDAGYNLAILLGGVTNKL
RQQTQDRFERGGSGIETAGGYIPQVTAASFSRPTAGSPCRPRDMHNLSS
>OLS47705.1 hypothetical protein BV379_04980 [Rhodovulum sulfidophilum]AB14
MHNYLKMNNSFECCFTDQDRRNLRITSPQVESFAPQLRQRHVNYGSLEETADAIRSELSIWRPFDSRNADLTAAIGMVRG
ELQDVEILRPFSIVDKRPEWYEGPIACDRH
>OLS47706.1 hypothetical protein BV379_04985 [Rhodovulum sulfidophilum]AB14
MKLYAITAVLFLFIDAVMLSLVMKPLFTRHIGDAMRDSPMMAPAALFYLAYVAGLVFLVAAPALRDAVPERAALQGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMIMMRLQG
>OLS47707.1 hypothetical protein BV379_04990 [Rhodovulum sulfidophilum]AB14
MLPRATKVIAAFAGLLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTAKGAKIAMTVPVLQTQEGSREMIFILPDTLTLDSAPAPTDPRVSLARIPPRRVAVVRYSGSMSNRA
SAEETRLRDWIASKELTPTGPAEVAGYNPPWTLPTYRRNEVLIPVEKD
>OLS47708.1 hypothetical protein BV379_04995 [Rhodovulum sulfidophilum]AB14
MRYLASKKPSAQAAAVSDFFDYATTSPNHPMLKSAAISDAGITKQAFCEVEKNQSTRATYGRAIERDVRPGWGLQRAMRA
AQRGLKVPRGGRLIVAGTVPPMIGRRPAVFSIRAMLRSSRTRVSGRSGSPGTSPTDTVSTSPT
>OLS47709.1 hypothetical protein BV379_05000 [Rhodovulum sulfidophilum]AB14
MRVLALPEIGFGEAHLFQHLPDGHTSLGAGQGRGGGDGIYLAVLLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSR
GSVAG
>OLS47710.1 hypothetical protein BV379_05030 [Rhodovulum sulfidophilum]AB14
MSFLRPQKSLPRHPVVTGMIVFLTVLAVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNIIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLKADDGEPDRVFKGQEELFAPTSIIRDIVLPG
LVWQIAATPREGWTQSLGHLQLLRGLSLLLALFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAEIMFGRPTAQAKSMPVAEMFRVETVLANTSVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAVENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRFVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDTRGVIL
SANAAAAQIFQYSAEELVGQNVSMLMPDAIASRTERYLGSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPFELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMNGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVAVVKKNDFDAVIMDMQMPVMDGMTAARLIQTEDENGPPIILLTADALARKSFEKENV
FSAVLTKPIDWKQLFSALNEFARRDGEASADAQQHDKPSNFIGASKNNSDPGEEASSTEPPTLSLEWLDVLRQTIPPDRV
NSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESGDVAHQSPLLERFDIEIS
SARRALKTFI
>OLS47711.1 hypothetical protein BV379_05035 [Rhodovulum sulfidophilum]AB14
MPGRFILKYDFLEAPRVWDAISSEVSASYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLESGLFLCLSYAG
LAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>OLS47712.1 hypothetical protein BV379_05040 [Rhodovulum sulfidophilum]AB14
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAAGRSDAIALLESA
>OLS47713.1 hypothetical protein BV379_05045 [Rhodovulum sulfidophilum]AB14
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMNAGADDFLVKPFDPEMLAAKVRAAERIFSLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAKGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>OLS47714.1 hypothetical protein BV379_05050 [Rhodovulum sulfidophilum]AB14
MVDIAPGFTVDSTASLSRIVVTLADDPLFAEDMLALSDETASDPVISDALSGGVLSLRFENDGRQAILEGDAPAEFFEQL
VRGLQLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLTLNPNDPAASTDPGDLLAADTSFDAETDTTSLDWDAGSDALDPP
TTDDPAPYQEMST
>OLS47715.1 hypothetical protein BV379_05055 [Rhodovulum sulfidophilum]AB14
MIAGVASDGSTTWSLGAADLAGLTLIPPPGFTGDFELEIAAIASDPDGGVATTNNLLPVTVLAEEPSLPPSSQVIELNGL
ITPEDTAVALELGQAFLEATGFSNLTFASISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVSFEL
TDGAQVNAAFDLQVDAVADMPTITISGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEGARLSAGTYAGDGLWSLT
PEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLFDLA
GFASIAVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLTYTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVADAPSL
SASAVDGIEDQALSLTINGALVDTDGSETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQLTFD
VRANSLEDEGNAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLSAGT
ALGAGAHALQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAGAGRGRAGPECDRRSRRGR
RTGGSEHIGRHGRGGWDRGALHRSERAAGRRLPHRRAQYGRRGMVARCAATRRIAASSTARLVRRIRPDRRCPCDDPRDW
RHRQQYSGHRRAGAGARPHRHRGRGRYRARLHRRQHRLPVPDRRHPGR
>OLS47716.1 hypothetical protein BV379_05060 [Rhodovulum sulfidophilum]AB14
MSEGKKIAEPPLGTENDALSAQLTPPGRERVEVIERPVDANAAIRAVDDRSMSLIHRGEVDEPTLLSARAPDAVGGPSAE
TMEVWRAEETTTMSVSDFGPMPSLSSSAPVSGAVFGTTALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTS
ADGADFPNQDVTAPLAVTVTPVTDPPRLEVASATGAEDSAIALEAPPSRPA
>OLS47717.1 hypothetical protein BV379_05065 [Rhodovulum sulfidophilum]AB14
MSDEKNASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAPGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>OLS47718.1 hypothetical protein BV379_05070 [Rhodovulum sulfidophilum]AB14
MWDAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAAARLGFAGHVRRVRAFSDKGLARTALGPGGTT
QGLLFLPLRGEPRFLRMRAADARPSMRLGAGSLIRFERVETPASEIGKSWLGQRLRAQLPLVLRALLLTFFANLAAVANP
LFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASLRLGYIVGNAVFGRILALPSRTTERAGLSSQI
ARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFMILFAALAVIGERHMRGRGAEVAKASAQRQLV
TLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIGQSLGTGAALATLFAGIFLVLADAMTTGGLIA
SMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDGERPPIQGEIAFNRVTFRYGRETEPILGGVSF
TAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPTHLRRAISYVPQLPSFHYGTLRDNLLMAEPEA
EEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARMYLRKAPVVLLDEPATGIDFMGEFAFIGGLEL
LRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGLI
>OLS47719.1 hypothetical protein BV379_05075 [Rhodovulum sulfidophilum]AB14
MRHALKRNGALPYVSIGAASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAI
DYEVRASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGA
IALAVAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYEGLQKRRLAAQGEAFTADQRLTDLS
QLVVQLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILD
ASQAPPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSL
RRTIALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMA
LDPQVLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>OLS47720.1 hypothetical protein BV379_05090 [Rhodovulum sulfidophilum]AB14
MKMALFIDGEQEAITLCYRQETRILEILLSGVVTLGKIEGIRPHGAENTAFGKQLANHGEDYHPPQPLEVA
>OLS47721.1 ATPase [Rhodovulum sulfidophilum]AB14
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEAAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNARVFLAPYWDEIFTQDTERKQTRSEAEATCAVMFDTYIALGYEIIE
LPRTDIARRADFVCEQLAI
>OLS47722.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB14
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>OLS47723.1 zinc metalloprotease [Rhodovulum sulfidophilum]AB14
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSNRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>OLS47724.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>OLS47725.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB14
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVSYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSADGIHAIGDAIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGRTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>OLS47726.1 hypothetical protein BV379_05125 [Rhodovulum sulfidophilum]AB14
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>OLS47727.1 hypothetical protein BV379_05130 [Rhodovulum sulfidophilum]AB14
MTPELAALAATAVIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>OLS47728.1 dihydrolipoamide succinyltransferase [Rhodovulum sulfidophilum]AB14
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGGTPAPAPADDAGTEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPAAGVLK
EILAAEGATVEAGGQLAVLSSGEGAAASATDDKPAAETSKASSGKDVEDAPSAKKLMAEKGLTAAEVKGSGRDGRIMKED
VLKAASAPKPAASRASEPPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMAL
RKEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIE
KRIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDH
RIVDGKGAVTFLVRVKEALEDPRRLLMDL
>OLS47729.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB14
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAEMGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTKPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>OLS47730.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB14
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFVPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPTPHEVTP
>OLS47731.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB14
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>OLS47732.1 succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB14
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>OLS47733.1 peptidase M3 [Rhodovulum sulfidophilum]AB14
MTNSLLAPRMAPFELPDFAAISDGDFAPAFDQALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAIWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>OLS47734.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB14
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>OLS47735.1 hypothetical protein BV379_05170 [Rhodovulum sulfidophilum]AB14
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>OLS47736.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTLAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>OLS47737.1 nitroreductase [Rhodovulum sulfidophilum]AB14
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDAARFRTHGK
>OLS47738.1 alpha-D-glucose phosphate-specific phosphoglucomutase, partial [Rhodovulum sulfidophilum]AB14
AAGLKGVARSMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAE
TGLSVAETLRAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQGFAGRKVEMADEFSYDDPVDGSKSTGQGL
RIHFEGGARIVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEITGIRDHTGRTEPDVRT
>OLS47739.1 phosphoglucomutase, partial [Rhodovulum sulfidophilum]AB14
VADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYAKAILEDLLGAPAGSVINAVPQPDFGGGHPDPNPIWARPLV
DLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKG
>OLS47740.1 phosphoglucomutase, partial [Rhodovulum sulfidophilum]AB14
MLRPADIKATGEPIFMQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNER
AAQVILRMAAAGGAARVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFE
ATKTITCYEIVEARDLDLSAPGETTLGGTVVEIVDPVADYAE
>OLS47741.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB14
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPATTEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIEAGYILACCSNPIGKVSVDV
>OLS47742.1 hypothetical protein BV379_05210 [Rhodovulum sulfidophilum]AB14
MTTRPRNHGRPAYNENGSADAVTVTDNEATAILQGAGLSIKRVTRSPSGQLTAQWRKEPTDADKGEALKANTPAPCFRYL
RFADLHAWRSERPQSAHSRPRHARCRARYVLRSQLM
>OLS47743.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGGALMAEAIRRLRSTCKGAALVGDPGYYARFGFRSYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQAE
>OLS47744.1 hypothetical protein BV379_05220 [Rhodovulum sulfidophilum]AB14
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>OLS47745.1 glutamate decarboxylase [Rhodovulum sulfidophilum]AB14
MPIHTVRDHSHSDIEDIYSTRLSEHGLPKYRMPEGTSEPHAAYALVRDELLLDGNARQNLATFCTTWVEDEVKQLMTDAV
DKNMIDKDEYPQTAEIESRCVHILADLWHAEKSWDTIGCSTTGSSEAAMLGGLALKWKWRARREAEGKDTSKPNIVTGPV
QICWKKFARYFDVEIREVPLKGDALGLRPEDLRDYCDENTIGVVATLGVTFTGVYEPVEALARELDAIERDLGLDIPIHV
DAASGGFIAPFIQRDLVWDFQLDRVRSINASGHKYGLAPLGVGWVIWASKEDLPDDLVFYVDYLGGNMPTFALNFSRPGG
EIIAQYYNFLRLGREGYTQIQQACADTAQWLGEQLAEIGQFDMVYDGHGGLPAVAYKLTAGDHGFTLYDLSERVRMRGWQ
IASYPLPADREDTVVQRILIRHGVSRDLAALLLEDIKRELDHLEKNPVPNSTAKPGFHHG
>OLS47746.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAESSDDPLRLDNQVCFPLYAATNLLQRLYRPLLAPLGLTYSQYLVMLILWERAPVTVGEIGSCLHLDNGTLTPLLKRME
RGGFVTRSRDPRDERRVLVAPTPHGRELRAQALKIPEDLTRKITLSTEEIEALRSSVVSLVHLLADDIDRRKESDARVAT
Q
>OLS47747.1 Ohr subfamily peroxiredoxin [Rhodovulum sulfidophilum]AB14
MSTIYSTTVTAVGGRAGTVKSDDGLLELGLSLPKKLGGKEDATNPEQLFAAGYAACFGNAVIHVTRNKDNRIKDDDVAVI
ATVGMTPNGSGGFGLTVALDVTIAGVDQASAEEIVADAHKACPYSNAVRGNIDVELSVNTR
>OLS47748.1 hypothetical protein BV379_05255 [Rhodovulum sulfidophilum]AB14
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>OLS47749.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MHANRSSWSFRIEPGLRPEHRERAAQGYWRAFLRKLRYPLGPETKAAVFIERVLDPTHAVSAMSEDGGFLGAAGYKSPDG
AFIGGGFKDLAAVYGRTSAAIRGLLIGLLERNCADDTLLMDGIFVEPEARGRGVGKALLNAMEERAERSALRRVRLDVLD
TNPRARALYEREGFPEASTMSLGPLSVVFDFSHATEMTKSVGG
>OLS47750.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MKFRFGVIVALVVAMVALGLAVWRLADQDLSWRNSEPFDFVSGGNAITGTLWLPDDDPQAAIVLVHGDGAQDRTSDDGYA
PLINAFLDHGIAVAAWDKPGVGPSGGNWLHQSMTDRTDETRAALRNLHKRFDRVALGAVGFSQAGWVLPGLTRDDADFLV
LIGAAVSWHDQGDYYTRVRLGREGMDREAIAQVIADQHRADDRAFGPDAQASDAPAGMTPDRWQFLRRNHGADARAALGR
LDLPLLAIWGEDDLNVDARRNAAIYREILAGHDARSRIVIWPDATHGLLKANAYNWQLIEDWPLSAELRFVLEGRYAYAP
GALDAIMDWIKDRSQDGKASWR
>OLS47751.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFTVEINDKEPKSS
>OLS47752.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>OLS47753.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>OLS47754.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPFGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>OLS47755.1 cytosine deaminase [Rhodovulum sulfidophilum]AB14
MAEFDLLIVDGNLPDGQVGDIGISKDRIAAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGLLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPTGVRRRHHVN
>OLS47756.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIA
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>OLS47757.1 HupU protein [Rhodovulum sulfidophilum]AB14
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVVNVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>OLS47758.1 HupV protein [Rhodovulum sulfidophilum]AB14
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARTVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIGASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWMDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALTGGGVMARVAGRLLDLARTQIFMEGLLRWLDPAAEFMRPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>OLS47759.1 uptake hydrogenase small subunit [Rhodovulum sulfidophilum]AB14
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>OLS47760.1 hydrogenase 2 large subunit [Rhodovulum sulfidophilum]AB14
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNMNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>OLS47761.1 urease accessory protein UreJ [Rhodovulum sulfidophilum]AB14
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGPDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>OLS47762.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB14
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>OLS47763.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB14
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSEALAELDGWA
VAARPGRTVSADLADPSIRRDAYEAGRPPAELACRSGDDRFFPGADDTGRAG
>OLS47764.1 hydrogenase [Rhodovulum sulfidophilum]AB14
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>OLS47765.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB14
MTHPLIARLETDLGWPRLATIAEIEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>OLS47766.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB14
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTRVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>OLS47767.1 rubredoxin [Rhodovulum sulfidophilum]AB14
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEAPAVPTRRAVISGGLATEAPGE
>OLS47768.1 hypothetical protein BV379_05360 [Rhodovulum sulfidophilum]AB14
MTTALHIALGAAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPAQGRMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRQGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>OLS47769.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB14
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>OLS47770.1 hydrogenase accessory protein HypB [Rhodovulum sulfidophilum]AB14
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGSHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGTLLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>OLS47771.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFLLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
VLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>OLS47772.1 hydrogenase formation protein HypC [Rhodovulum sulfidophilum]AB14
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>OLS47773.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB14
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>OLS47774.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB14
MNVPNRVRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEVALLRRIAATMATEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAEAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>OLS47775.1 hypothetical protein BV379_05395 [Rhodovulum sulfidophilum]AB14
MRPLFDRSAGRARTALAERTGTCLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>OLS47776.1 hypothetical protein BV379_05400 [Rhodovulum sulfidophilum]AB14
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRD
>OLS47777.1 hypothetical protein BV379_05405 [Rhodovulum sulfidophilum]AB14
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>OLS47778.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>OLS47779.1 zinc-binding dehydrogenase [Rhodovulum sulfidophilum]AB14
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGDGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLDLLRRRKATGKVVIAME
>OLS47780.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>OLS47781.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB14
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>OLS47782.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB14
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGCGLAPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGHIVTHDLGAAVTAQTRIARRLAGL
>OLS47783.1 magnesium transporter [Rhodovulum sulfidophilum]AB14
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>OLS47784.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB14
MIAEAKAALRAEAQARRAEAHDPERGAAAIARLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWAPDCALEAGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRARGPVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>OLS47785.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB14
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>OLS47786.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB14
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>OLS47787.1 histidinol-phosphate aminotransferase [Rhodovulum sulfidophilum]AB14
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCLMVGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEDTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>OLS47788.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MTEPQMLTTPEGRRLAYHRTEGAGPGIAFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALSEGPQVLVGSSMGGWIALLLARAQPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRLELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>OLS47789.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB14
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>OLS47790.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB14
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKINAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKAT
>OLS47791.1 Phasin [Rhodovulum sulfidophilum]AB14
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>OLS47792.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB14
MSDVKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>OLS47793.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB14
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>OLS47794.1 hypothetical protein BV379_05490 [Rhodovulum sulfidophilum]AB14
MTTIPTEKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>OLS47795.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>OLS47796.1 ribose 5-phosphate isomerase A [Rhodovulum sulfidophilum]AB14
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPASDNLFADL
>OLS47797.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB14
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLADGTEKTARHILIASGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGQIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>OLS47798.1 HflK protein [Rhodovulum sulfidophilum]AB14
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>OLS47799.1 protease modulator HflC [Rhodovulum sulfidophilum]AB14
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>OLS47800.1 hypothetical protein BV379_05520 [Rhodovulum sulfidophilum]AB14
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAEARRLIGLAAITLGTGLVWLAQSLWG
>OLS47801.1 serine protease [Rhodovulum sulfidophilum]AB14
MTSQAISLSVRSASWSSSERLRPLWALMLGLLLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLV
PEGSPFEDFFRDFMNPDGNPNMPPRRSQALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIAL
LKVKSDKPLPFVPFGKSEAMRVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGE
VVGVNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLEQARGALVTDVPEGPAAE
AGMQSGDVILSFDGIEVEDTHGLVRQVGNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAE
ILGMTLVPLTDELRDQLGVGNLADGLAVSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLL
VRRQGEPRFVALSVEE
>OLS47802.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]AB14
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>OLS47803.1 DUF4169 domain-containing protein [Rhodovulum sulfidophilum]AB14
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>OLS47804.1 fumarate hydratase, class II [Rhodovulum sulfidophilum]AB14
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IEGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHRNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>OLS47805.1 hypothetical protein BV379_05545 [Rhodovulum sulfidophilum]AB14
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDNDEDEDEEDDASDLPETEPHDNDTGNGDAQIVSLDKFRK
>OLS47806.1 hypothetical protein BV379_05555 [Rhodovulum sulfidophilum]AB14
MSFIDLNRVNASVALQRGHYTFPRAAKLREAFENCLHDYYVKASIGGHFEARGLLVTGESRVGKTSETARLVEEFNASMT
AMPNGKPGKIIYCKLDGSISWKDLGHKTLEALDYPANPRRTQGELWKMVRHQCREQDVIGLYYDECQHAFTSGPKSNEKL
LDRFKALMKEPEWPLMLILSGVPVLASHVNSEEQIAHLLSHIHFDEIHLGRFADPTRDPDMIELNKLVYTYAERVDIDVD
DLVDVDFLQRLDFACASRWGLVIELLIRAFGLCRLRSQKSATVKIFSEAYAQNSRLPQGLCPFTAPDYRDMIDGDKLMEM
MLDE
>OLS47807.1 hypothetical protein BV379_05560 [Rhodovulum sulfidophilum]AB14
MVANKGERYARNKRGRGHSDVRALMIGEFCEMDECRASLITSAKAKGYWHTLSEGMKKAMEWADEEIRSRLSILVMIDVA
TRMPLAWVVSDQPKAEATMQLLRMATRDKTRERHIYGCEGEAMPAMGLGMVRNDNGTGLRNAEVKSALMGIASANTDVRT
HASADKPYVERMFGTTESILLKLLHGYTGRKAGELPGYDAKKSGVLDIDLLYEILTKFFIDEYPSLKHTGVGMSGRRPAE
VYQELNETRETFRLLDEYLRRVHLDWPFKLQPNDEGVRVLEGLFYSSDKLQAALEHHQGKVTVYIDPDDLNFATAVIPRD
PKRYRLALQTTVFADLTVSEFLELMTQYRRENPELTTLYEDRIAKVRLERHEQLKKIGVERRLPRNYVNVGEARKKARSL
FASSRLVTTHVPIDTVAPGTLATAISGPGILPLGGVNLIDHAPAETTSTPAIPARKSKPKSTKPSSEPPVRLGRPAQKGE
LL
>OLS47808.1 transposase, partial [Rhodovulum sulfidophilum]AB14
MSKTMDDSIKRWTAKRKTALVK
>OLS47809.1 hypothetical protein BV379_05575 [Rhodovulum sulfidophilum]AB14
MTEKMKAWTKEDVDRLLQNIDYEAAKKDTYAVNYYRDENDECDHLEVAVFVVLEWVREGHDDNIKSSTVRGTKRMGWLWG
AFNARKRREEYGDLGNHGLISEDEARETLKEMGLALEEAKRYLVDSFTKTNGYAPVMLPVDPRWKNRRDAERKRLGLPSK
E
>OLS47810.1 hypothetical protein BV379_05580 [Rhodovulum sulfidophilum]AB14
MTWDAAPTGRRGRQRIYSDAAIQSCLTMKVLFGMALRQTTGFVESLLRLVGLDWSVPDFSTLSRRQQTLAVNIGICATGP
FQSRRGNEGRSPLHDHFPRPDPCRRCTSHTRRAEQAGVLRSEVQEHLGRSRIQGYQRSLPDSGRVQVRTSVPYVGQLPSK
GNRNTRTVRAAASTRARFKGVAEA
>OLS47811.1 IS5 family transposase [Rhodovulum sulfidophilum]AB14
MHAICDSKVRPIDLFVVAGQVSDYIGARSLLSGLPNVKWLLGDRGHDADWFREALQDKGIRACIPGRKKRKTPVKYDKRS
YKRRNRIEIMFGRLKDWRRVATRYDRCPKVFLSAIAFAALVIYWL
>OLS47812.1 chemotaxis protein [Rhodovulum sulfidophilum]AB14
MANSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTMGLQRRGGGIARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVVVHHALLTFFLPTLIYPSGGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQMNLAQKEAEQLNVMEQFSAALTKLAKGDLATRIETVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDEISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIVDLKHTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEVVAEFQNASEPDDPSLRLRHIA
>OLS47813.1 amidase [Rhodovulum sulfidophilum]AB14
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPSADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTTVIGGRTPWDAADFARLPSRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVADNVREGRRYSATDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPLQSYYHWLALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIAGLPDLTPCAPD
IPTLSAAPPLRTAPGFLDAP
>OLS47814.1 carboxypeptidase [Rhodovulum sulfidophilum]AB14
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLQAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQKIAGEIGFEIS
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>OLS47815.1 amidohydrolase [Rhodovulum sulfidophilum]AB14
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>OLS47816.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPGSAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGAEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALETAPGTKGE
TA
>OLS47817.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>OLS47818.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB14
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>OLS47819.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVKVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>OLS47820.1 microcystin degradation protein MlrC [Rhodovulum sulfidophilum]AB14
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAAAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDVEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGEAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGSLQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGTGAAQGHAEPATAIARP
>OLS47821.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB14
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>OLS47822.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB14
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>OLS47823.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB14
MTGPDPLLRPEAHPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>OLS47824.1 hypothetical protein BV379_05665 [Rhodovulum sulfidophilum]AB14
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLSIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLVRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSQMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVARDSSHALRLAARVGHTLGQIQILGQEP
>OLS47825.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB14
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFGARVTLAALGAGGRPVRLPAEFRRSLETG
>OLS47826.1 protein TolQ [Rhodovulum sulfidophilum]AB14
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVVFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>OLS47827.1 protein TolR [Rhodovulum sulfidophilum]AB14
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>OLS47828.1 hypothetical protein BV379_05685 [Rhodovulum sulfidophilum]AB14
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIVPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEAAEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAESPQPEADEAAPEEAATQTVTEAEEQPETGLALAASPRPRTRPNRPAAPPPEEAAAAPEAPEEPAEP
ASEEDDLADAVADAVADAMSDPAAAPEGTGGAGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEET
GKPDIGSIRMVSWSGGSEAAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>OLS47829.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]AB14
MMLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPR
EAFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVY
SRITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVA
TGQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGK
QQLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMF
TRETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>OLS47830.1 peptidoglycan-associated lipoprotein [Rhodovulum sulfidophilum]AB14
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>OLS47831.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB14
MMRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQR
LTSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPVMPAPAITPAPDSTGSTDGMELAVGER
ADFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLG
LALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGAAGCN
>OLS47832.1 cell division protein FtsH [Rhodovulum sulfidophilum]AB14
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>OLS47833.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB14
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEERPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQVEGLF
>OLS47834.1 chorismate mutase [Rhodovulum sulfidophilum]AB14
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGKEPR
>OLS47835.1 bifunctional 5,10-methylene-tetrahydrofolate dehydrogenase/5,10-methylene-tetrahydrofolate cyclohydrolase [Rhodovulum sulfidophilum]AB14
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>OLS47836.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB14
MTGHDFTLAGARLTARASGALWWQDDSLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPDPAARRLSALMAGRRWIWIAGNHDPAPAVPGGSALAETRIGPLRFRHIAIPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMGPEALAVLTGQKALAFPMRS
>OLS47837.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]AB14
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALAWLERLCPGLRRVGLSATVEDPPALGRFLAPAGMPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCKHILACAAAGPF
EADALFDEIRSAGPYAGLTRAGFDACLDFAATGGYALRAYDRWQRLKQATDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPSRRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLT
APDWPGLPAHTADWLKLQRRLSRLPDPGRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVEAPSDLLDSNSLHSAFADWLAENAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMTEAGLA
>OLS47838.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB14
MRALVQRASEAAVRVDGTAIGEIGPGLLVLVCAMAGDTETEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>OLS47839.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB14
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDDDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
AVDTVGAGDSFDAGILAGLAKAGALERKALAEALPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>OLS47840.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB14
MTASDHRFPCDQCGADLRYSPDADQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>OLS47841.1 antifreeze protein [Rhodovulum sulfidophilum]AB14
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPAEHVWHIAENGQTSGP
FSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>OLS47842.1 hypothetical protein BV379_05760 [Rhodovulum sulfidophilum]AB14
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPE
WIAAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLKDVRSIEFLMEAKAEDGPEGENDR
>OLS47843.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB14
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRARMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDSRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEDLDKMEAELRDTLASAKSRAPGAGAATGV
>OLS47844.1 hypothetical protein BV379_05775 [Rhodovulum sulfidophilum]AB14
MAHRFGGRYSPGRPAPTEPAPPRHPFQGRRPARAAGRANAMFLAPLPLVPRAFFSDPAGLALSLTAFCLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVYRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>OLS47845.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB14
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAPVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>OLS47846.1 tRNA-specific adenosine deaminase [Rhodovulum sulfidophilum]AB14
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>OLS47847.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB14
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>OLS47848.1 hypothetical protein BV379_05795 [Rhodovulum sulfidophilum]AB14
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASVADVGP
ILGFILLYIFVANRAYWGLGLWPSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILVYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>OLS47849.1 hypothetical protein BV379_05800 [Rhodovulum sulfidophilum]AB14
MDVVERIRGCRIPLAIIAIEADVPEAEIAAALEGSQALRFLQESRIARYLEGQDQRALACPPQPGHKARHRP
>OLS47850.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB14
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>OLS47851.1 asparaginyl/glutamyl-tRNA amidotransferase subunit C [Rhodovulum sulfidophilum]AB14
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>OLS47852.1 aspartyl/glutamyl-tRNA amidotransferase subunit A [Rhodovulum sulfidophilum]AB14
MSDLTRLTIADAREALRKGETTSVALTEAFLAEIEGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>OLS47853.1 hypothetical protein BV379_05820 [Rhodovulum sulfidophilum]AB14
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PSAQGESHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>OLS47854.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB14
MVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRVSAGPAPDETAFRKAATAFG
YGAGWDTGHVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGSAGA
>OLS47855.1 hypothetical protein BV379_05835 [Rhodovulum sulfidophilum]AB14
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRSGIGSQIGPLLERMQVPGGAAALKTNAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>OLS47856.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB14
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>OLS47857.1 hypothetical protein BV379_05845 [Rhodovulum sulfidophilum]AB14
MERSMGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDGQGQVER
LTLFDFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>OLS47858.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB14
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>OLS47859.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB14
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>OLS47860.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB14
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>OLS47861.1 hypothetical protein BV379_05865 [Rhodovulum sulfidophilum]AB14
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVVPDPAEALAPVPEPEVAEQPEPETVTAEPEPQPEPKPEPKPVSRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>OLS47862.1 hypothetical protein BV379_05870 [Rhodovulum sulfidophilum]AB14
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGVRLAGFRQGRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALEAGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>OLS47863.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB14
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVSSLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>OLS47864.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]AB14
MEKVMAAIRPGEVCTAVPERNDAALWFVGRLRTPWQSPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>OLS47865.1 transporter [Rhodovulum sulfidophilum]AB14
MKLSARNILAGTVSAVETGTVTTHVKIDIGGATVTAAITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>OLS47866.1 hydrolase [Rhodovulum sulfidophilum]AB14
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTEDDIARLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLEAEIGSIETAKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>OLS47867.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>OLS47868.1 hypothetical protein BV379_05900 [Rhodovulum sulfidophilum]AB14
MSDPGHPSPGPAAAGPLALLRRAVDLTDALSRWIIVGAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKEAAS
>OLS47869.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFHGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAENLKERVDPEVI
DLVLEQAAQ
>OLS47870.1 hydrogenase expression protein HupH [Rhodovulum sulfidophilum]AB14
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGNVQHSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>OLS47871.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>OLS47872.1 IS5 family transposase [Rhodovulum sulfidophilum]AB14
MCDSQGRPIDLFVTAGQVSDYIGARALRSGLPSVKCMLGDRGYDAGWFRESLQDKVIRACIPGRKQRKMTVKYGKRRYKR
CNRIEIMFGRLKDCRRVWTRYYRCPKVFLSATALAVVVIY
>OLS47873.1 hypothetical protein BV379_05945 [Rhodovulum sulfidophilum]AB14
MPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIARGLSEF
RTALEATPGGFTPIIAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARMHPGFERMLESFGFYDVFLIAPDGQVIYSVVKE
ADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGKLSAMVT
MASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVDFADWTL
VVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEIGAMGRD
LSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLIGAVQVN
ARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEATGAMSE
IQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQVETGVS
LVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADKLLTLVA
RFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTSMSAGWTEF
>OLS47874.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB14
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGVDADLRC
TVHPALLSPADLDRMDDDLSALGLPPARRQPFRAEGCTDPALCRTP
>OLS47875.1 hypothetical protein BV379_05955 [Rhodovulum sulfidophilum]AB14
MTMIDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>OLS47876.1 anaerobic ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]AB14
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>OLS47877.1 carbamoyl phosphate synthase large subunit [Rhodovulum sulfidophilum]AB14
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAQEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>OLS47878.1 magnesium-protoporphyrin IX monomethyl ester cyclase [Rhodovulum sulfidophilum]AB14
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>OLS47879.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB14
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>OLS47880.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB14
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGQSEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQHNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>OLS47881.1 hypothetical protein BV379_05995 [Rhodovulum sulfidophilum]AB14
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>OLS47882.1 acylphosphatase [Rhodovulum sulfidophilum]AB14
MTDRIAVRVRIAGRVQGVGFRAWTEAQAAALGLSGWVRNEADGAVLALLAGPEDRVARMLDTLQEGPAPARVETVETTPG
DWPAEAGFRISR
>OLS47883.1 hypothetical protein BV379_06010 [Rhodovulum sulfidophilum]AB14
MDLTTVHAGLTRQIVSEDLPPSEENLALQTVCEEGARAVRATHPEIAENRRILSRQAWKEMTPEARATVEAALPVLTAIS
EDDLADQFRKDIPELVNDAIGPVPDWAPKLPGADPATRIFGRVSRMSIILRSSVETLDAVAARLGMTRGEVIGIFVGLVS
LGISLIS
>OLS47884.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB14
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>OLS47885.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB14
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDTGTG
GGDDTK
>OLS47886.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB14
MDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRIHTDSAFEHVVECCADR
PETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDT
QFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>OLS47887.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB14
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>OLS47888.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]AB14
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPASVVAQAPTTMQIPAYAPAPAAGGGAPAPGT
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>OLS47889.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]AB14
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMNREGHPFLRATPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDGVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGTGLDLTDETFRLRADQVFKAIGQKLEGAPEGVALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHATLMAEG
>OLS47890.1 hypothetical protein BV379_06055 [Rhodovulum sulfidophilum]AB14
MADPSAREKAALERIAILDDPEKLRKFIDNARRLGAVAVEQAAFRRLCEILPSARRGTVEHDVWCSIHALEEMLKTERGT
TVRLSRTRQKISKDGEIKTVMDLVLRATPSEGFQMLIDRGHPELLFEAVVLRHPDAFGDDVRQAAKERLGNAGGAAAALA
EG
>OLS47891.1 dihydropyrimidine dehydrogenase subunit B [Rhodovulum sulfidophilum]AB14
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCAAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSVAEQGLE
>OLS47892.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARTGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGKDKEDPFEGADRHLAMLFRRLLAP
>OLS47893.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB14
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDRNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITKKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>OLS47894.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB14
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>OLS47895.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB14
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYNVFEGKPVRGLPRYTLSRGRVALADGEVTPQEGWGEFVKRSPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>OLS47896.1 hypothetical protein BV379_06085 [Rhodovulum sulfidophilum]AB14
MSPGNARKQRSYGYVFQAAGLYAWQSIAWNIRLALEIMGYPKAEQAAGVRVYLASFCNKYT
>OLS47897.1 IS481 family transposase [Rhodovulum sulfidophilum]AB14
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQVAVALRKALLLPL
DDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKLKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAIDR
ATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLEPPMR
PQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCD
S
>OLS47898.1 hypothetical protein BV379_06105 [Rhodovulum sulfidophilum]AB14
MWFGFDWQFEAVVVAMVFFPVLVNTPQGLTAADPMQCDQMEIRSENYLLTLTGLRLPAATPFIFNGLKIAPTLALMGVLA
GLLLGTGGARLPTRSCCDSNG
>OLS47899.1 hypothetical protein BV379_06110 [Rhodovulum sulfidophilum]AB14
MMLPCLKETGVESPEDFPGRSFGVRFFVKEYPLLSWMAYPGMLTDGSHEAMTLLKQGFNVAPLLQEKADCISTMNCDEYW
QLLDTGSASEELISFKYEDRGVAKL
>OLS47900.1 transposase [Rhodovulum sulfidophilum]AB14
MGQRLMARNFDSQVAELQVRIAVLNGYTALGTPITEAAG
>OLS47901.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDFAQQKTVRSVERTLQILELMNRVPVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKAEL
RAAADACEKGEPYM
>OLS47902.1 NAD(P)H oxidoreductase [Rhodovulum sulfidophilum]AB14
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>OLS47903.1 hypothetical protein BV379_06130 [Rhodovulum sulfidophilum]AB14
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETAMGAVTDHPGDHLFVVPPGDSRVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVAVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSTKNGWVLNAADYPLARTEIE
>OLS47904.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSENTENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMP
ALGDIAD
>OLS47905.1 catechol 1,2-dioxygenase [Rhodovulum sulfidophilum]AB14
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKSTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>OLS47906.1 hypothetical protein BV379_06145 [Rhodovulum sulfidophilum]AB14
MSMSAETFLTAQDLVLRFWAVVDEVDDRPGSELFTPDGVLVIESFRAEGTAELSRYFAARRALSTERQRGTRHLCTNLRV
LPGAGIRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGGPA
>OLS47907.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPRAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPTLIFNSTNDAVAQPDDRLRAALPGALYRRIDGPGHVALTADARFRDAAVAFLTD
>OLS47908.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AISLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>OLS47909.1 nitrilotriacetate monooxygenase [Rhodovulum sulfidophilum]AB14
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRSDDKFAEIEVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>OLS47910.1 peptidase [Rhodovulum sulfidophilum]AB14
MKTTYTLGATAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQHLSSDRLDVDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDSPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGLYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>OLS47911.1 transposase [Rhodovulum sulfidophilum]AB14
MAEVQIRVAILNRFTALGIPVTVAAG
>OLS47912.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFDEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>OLS47913.1 hypothetical protein BV379_06210 [Rhodovulum sulfidophilum]AB14
MSWDAAPTGRRGRQQTYGDAVIQTCLSIEGAIRHGAQARRRLWQVYFYGRRPRQRSDRADAIDQAIDRPGRPLLYFNNTS
IALRQP
>OLS47914.1 hypothetical protein BV379_06215 [Rhodovulum sulfidophilum]AB14
MRPGVVYLAENGLAPYASYSTSFEPTPGSDFAGEAFKPTTGEQFEIGVKYQPVGFDGFVTLSTYELTQQNVTTTDPVNTR
FDVQTGETRVRGIELEGVAALSDSLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGV
RYVGGRFGDAANRMDLPATTLVDASLRYDFENLSPDLEGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>OLS47915.1 hypothetical protein BV379_06230 [Rhodovulum sulfidophilum]AB14
MDRDVWIQQMSSKGVRPLVVANLSCNASLSPGISLDGKARGLDSIFIERLWRPLIYVCNYLHACA
>OLS47916.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB14
MTPRMNYYKAAPDTMKAMIAAEETIKDLSLPEVLCELVKMRVSQINGCAFCLDLHAPAARQAGVSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDSDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQPHTRREARDAAG
>OLS47917.1 hypothetical protein BV379_06240 [Rhodovulum sulfidophilum]AB14
MRQADRHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLSGIDRPARWLSTVVMRLCLDHLRSARVRRETY
VGAWLPDPLIADHVPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGALVDKTPTACRQLVSRARRR
LAGAEPADPPSSETEHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRRFPP
GPCPPLRWINGSPGFVSIEGGVLQTTALSIRRGRIEAIWIMRNPHKLKHLRLQM
>OLS47918.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MNVKPDFNKNANQAATAPAFLSVYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>OLS47919.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>OLS47920.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>OLS47921.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>OLS47922.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>OLS47923.1 response regulator [Rhodovulum sulfidophilum]AB14
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>OLS47924.1 hypothetical protein BV379_06285 [Rhodovulum sulfidophilum]AB14
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAGDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSGEAP
>OLS47925.1 hypothetical protein BV379_06295 [Rhodovulum sulfidophilum]AB14
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIEPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>OLS47926.1 hypothetical protein BV379_06310 [Rhodovulum sulfidophilum]AB14
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>OLS47927.1 hypothetical protein BV379_06315 [Rhodovulum sulfidophilum]AB14
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLHDALDAGLTTALAAGSTRAVMIAARGAVFSAGASSAPSGTAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALEMMLSARPFSAS
RARQTGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGPGPDGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTARARELAEAGSEPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLAAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSDRQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGSRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYRAGGAAGPDPQVAEIVAAAREVLAVAALRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>OLS47928.1 hypothetical protein BV379_06320 [Rhodovulum sulfidophilum]AB14
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>OLS47929.1 hypothetical protein BV379_06325 [Rhodovulum sulfidophilum]AB14
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>OLS47930.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIIYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>OLS47931.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB14
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>OLS47932.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB14
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFGAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLSVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>OLS47933.1 hypothetical protein BV379_06350 [Rhodovulum sulfidophilum]AB14
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETTWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>OLS47934.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB14
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>OLS47935.1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB14
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>OLS47936.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB14
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>OLS47937.1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB14
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>OLS47938.1 ATP synthase F1 subunit epsilon [Rhodovulum sulfidophilum]AB14
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>OLS47939.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB14
MFLPFFQTLRTCGIPVSLREYLSFLAGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAGIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>OLS47940.1 ATP-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSRHGARIGGFVLALVLAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIHRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGGVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLPPTPRAWIDAIETALGPGASSSRRVAAARTAVEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>OLS47941.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MQASDSPLLPAKGPIVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDITFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>OLS47942.1 hypothetical protein BV379_06405 [Rhodovulum sulfidophilum]AB14
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>OLS47943.1 5-aminolevulinic acid synthase [Rhodovulum sulfidophilum]AB14
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>OLS47944.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB14
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDSAVATALAEAGVGAQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>OLS47945.1 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase [Rhodovulum sulfidophilum]AB14
MSLNSVRPWRSIDRRKTRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>OLS47946.1 disulfide bond formation protein DsbA [Rhodovulum sulfidophilum]AB14
MTRMTAAALMALGLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLVRVNA
EDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQLAGDA
AYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGYVPLE
GMKQLVEDARAD
>OLS47947.1 hypothetical protein BV379_06435 [Rhodovulum sulfidophilum]AB14
MKLVLSLAVAVATATPGLALPLSDAERVAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQP
RLFDAGATLDAAALDRISAELGLDPAEVTTRMAGSDITAKLAETRALTEALELGPAPAQVLKRTMVRGDVPAVALLRMVE
AIRRKK
>OLS47948.1 1-aminocyclopropane-1-carboxylate deaminase [Rhodovulum sulfidophilum]AB14
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIGAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILDKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>OLS47949.1 RarD protein [Rhodovulum sulfidophilum]AB14
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSVLQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSIRAGTSDTMRT
>OLS47950.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]AB14
MTLQNQSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>OLS47951.1 hypothetical protein BV379_06460 [Rhodovulum sulfidophilum]AB14
MPERARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERNSDGPQAEQDAAVTSPAAAGQAADAANPDAQTPAAGDRS
EAVPPAMPLFAPPAFDLVRVTPEGGALVSGRAGAGTVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLEMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAEGVRLLEPPNSHEAPP
VSRLTLDAISYDAQGAVRLAGRGQPGAALRIYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGRVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPRLE
>OLS47952.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]AB14
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPAAGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERSEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQEWRERAGNPDLNGALILE
RIERRLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWSEPPSPTPPGQAAQDSKDHDGKGLRAAE
>OLS47953.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQPVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>OLS47954.1 hypothetical protein BV379_06480 [Rhodovulum sulfidophilum]AB14
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIKAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>OLS47955.1 quinoprotein [Rhodovulum sulfidophilum]AB14
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERVISLPAPQAVADMPQLGGNPGHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQVSAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISAADGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>OLS47956.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB14
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>OLS47957.1 hypothetical protein BV379_06495 [Rhodovulum sulfidophilum]AB14
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALIETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAAIAGAVLAGFLTVRAAT
>OLS47958.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>OLS47959.1 hypothetical protein BV379_06505 [Rhodovulum sulfidophilum]AB14
MTANRARLVDWASHLWRPDFKRFTGFGWIVRLVVALIVLALAIIACGAAVLTLAQYVGALVLAQRFASVEGQYEAIRNAG
LVLAGLVGVPFLVWRSIVAQKQVKVAEQGLITDRLNKAVEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYICENSHRPPSSQPLSRSEETGAAKASLSELTDLTDVQTALTVLGRRAESRRHLETAAHYR
LSLSRCNLAKCDLSDADFSHAAFAGSNLNGAFLYRSRFRDCNFTSASMKRVQGYDSIFEGAVFENANLSQAIFNRSRFLF
SPETQIGANFSRAQMEDSVVAFSGVRGPDKWALGANFVEATWKNAIMIGFESQRDTDFGFRTARTGTDTPPRPATIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVVLIEPIIRPPHWPSEALSPAAFDRECARWRADPASYVAPQDRA
>OLS47960.1 hypothetical protein BV379_06510 [Rhodovulum sulfidophilum]AB14
MGLLLGKALRRGFKWRPDPGISRAMRPSSRPPAALSLALAVTLGAATLPTAHAAGTRDRAEPLGEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFDPGKKPDSRSLRSDV
AILLLETPITGIAPLAPALPERIGPEVTVIGYRRDRPNALSRVRDCRVIVQSPGMAGLGCPVTEGLSGAPVLQRAGRGWQ
VVGVISAALRGAGGIRSIAVRPGAAFIAGQ
>OLS47961.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB14
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>OLS47962.1 protein-export membrane protein SecD [Rhodovulum sulfidophilum]AB14
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPSGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>OLS47963.1 protein-export membrane protein SecF [Rhodovulum sulfidophilum]AB14
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>OLS47964.1 hypothetical protein BV379_06530 [Rhodovulum sulfidophilum]AB14
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPDDEAPLMALEGRVDILLVGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVAVP
>OLS47965.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB14
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>OLS47966.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>OLS47967.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB14
MIPDLGKYAFAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>OLS47968.1 aconitate hydratase 1 [Rhodovulum sulfidophilum]AB14
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPTPDLDADPRKSAKVEGQDYELHDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAD
>OLS47969.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB14
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>OLS47970.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]AB14
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPGRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELRFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPIARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>OLS47971.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB14
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDVVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>OLS47972.1 hypothetical protein BV379_06585 [Rhodovulum sulfidophilum]AB14
MPGLEDFEGSWRLERRIDDRLTGQVLRLRGRAVFAPDGDEGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVLFED
GRFFHFISPGARPEARHDCAPDLYRVCYDFSAWPCWSSSWEVRGPRKNYAMESGYRPES
>OLS47973.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB14
MAYALTQKVLVDNIMPRNGAQRMVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>OLS47974.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB14
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALDSLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>OLS47975.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>OLS47976.1 bifunctional ADP-dependent (S)-NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]AB14
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAELADRLDAGGCDLVIDALFGSGCSRGIEAIAGCTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>OLS47977.1 hypothetical protein BV379_06610 [Rhodovulum sulfidophilum]AB14
MGPRRAMSVMRLLALIAFALAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLARVM
RKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGTVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTSGARP
REPTPHRTGKPPAPQPVIADTAGQDRIDLSPPETGPSDPYPPSRDRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAMSKL
LKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPEPGQ
RGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKA
>OLS47978.1 beta-ketoacyl-[acyl-carrier-protein] synthase II [Rhodovulum sulfidophilum]AB14
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWTPETDAERERTGVMIGSGIGGLNSIADTAVLIQKKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>OLS47979.1 branched-chain alpha-keto acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB14
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLDTAICLRVEPGSTMVGVSRDLGAQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPTEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEERETLLAEMAARQTALLDRLWETRAEG
LPLADKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>OLS47980.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB14
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETELDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLHARLAALDAGAGDLAGLGRAAAEARAGYDAAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>OLS47981.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB14
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>OLS47982.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB14
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFA
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>OLS47983.1 cell division protein FtsZ [Rhodovulum sulfidophilum]AB14
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQAQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERA
ETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGS
LINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>OLS47984.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB14
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACEMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>OLS47985.1 cell division protein FtsQ [Rhodovulum sulfidophilum]AB14
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>OLS47986.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB14
MAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLVSAAPDIVFNALHGRWGEDGCVQ
GLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAAN
APPQLGPEMPGIVLVESYASGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAH
RALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>OLS47987.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]AB14
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADTEDLATFLAALPAGMPVFAMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGPRVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPG
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAALMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>OLS47988.1 hypothetical protein BV379_06665 [Rhodovulum sulfidophilum]AB14
MTGPTLLLAYGSWAAGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>OLS47989.1 hypothetical protein BV379_06670 [Rhodovulum sulfidophilum]AB14
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>OLS47990.1 hypothetical protein BV379_06675 [Rhodovulum sulfidophilum]AB14
MVSCPVIAICGPAPLAGIPGLRNMRRTAPPVTAGLLLAAAAIPVPPATAQAAFGPGAGLTGPPRVSAFRPVARPAGTGGA
PEALSRDRGAEGGEQ
>OLS47991.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB14
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
AAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>OLS47992.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB14
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVIVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>OLS47993.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]AB14
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>OLS47994.1 voltage-gated chloride channel [Rhodovulum sulfidophilum]AB14
MKRRNSRAFGTVFRWLNGVLRVLRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHW
GWILVIPACGGLVVGLLLHRFTPDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVA
TWVSNRIHADGITGRDLLGCAVAAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALP
QTDRLAFYGELPAFLMLGLLCGLVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTS
AALTGTLVLHEAVVFCLLKSVAVSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAV
LGAPISTTMIVFEMTGDWQTGLAVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPG
AASPGACAELIGQGVMFEADTTLVEALPVFEKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>OLS47995.1 hypothetical protein BV379_06705 [Rhodovulum sulfidophilum]AB14
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>OLS47996.1 X-Pro aminopeptidase [Rhodovulum sulfidophilum]AB14
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGARA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAKRAGDGLSERARAWLAEATQPL
>OLS47997.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB14
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>OLS47998.1 hypothetical protein BV379_06720 [Rhodovulum sulfidophilum]AB14
MTRVTLVAATGFATAFILAAAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>OLS47999.1 hypothetical protein BV379_06725, partial [Rhodovulum sulfidophilum]AB14
MRRPDAARSRPAVALAVLFLAAPTSFAQGADPTFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RNGVDDRIAALRPVYLLLLQRHILDGEGRARDQYVRLSGLCDDLGRAAGLKGHRHAPLYRPTE
>OLS48000.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB14
MRRAGACRGFLLRTLRICFKTASDRTSDGVMMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTT
LAILAGFTHNRRVMIQGYHGTGKSTHIEQVAARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRN
PCAIVFDEYDAGRADVMFVIQRVLEVDGKLTLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLV
ATLNYLSHDAETAIVLAKCPHYNTDKGRKTINHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTF
LNKCDELERQTVAEFYQRLFDEELPESAASMSLG
>OLS48001.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB14
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>OLS48002.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFATMSRVARERAVHKALGPELIGQIHALA
IEIET
>OLS48003.1 hypothetical protein BV379_06745 [Rhodovulum sulfidophilum]AB14
MIMPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWIYLRAESLPSEDRQGLFGGRSRALRNVLVFRRA
REVEANRDAGRKEGRDPAVHHGSPEEIAASAAASVQALPDRTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>OLS48004.1 protease [Rhodovulum sulfidophilum]AB14
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRDFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDETVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>OLS48005.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB14
MHRLALVLAFSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>OLS48006.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTRPRGRPPRADAPVSRDEMLTAALTLLDDEGAEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERLHARISAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEELSALLAKAGLPDRKRRLWLDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGATLDELLNCLGDEAALRTESG
>OLS48007.1 deaminase [Rhodovulum sulfidophilum]AB14
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
DLPEELGSKVRVTDRSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHE
KTKSYPSGLVQSRYRIAA
>OLS48008.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]AB14
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>OLS48009.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB14
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASRLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAATDRVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHAAPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>OLS48010.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>OLS48011.1 hemolysin D [Rhodovulum sulfidophilum]AB14
MSRQDLPSAQDRASVDAPSQDGPARSGGQRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRNAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKVVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>OLS48012.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWQLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPSGGGGAGH
>OLS48013.1 phosphodiesterase [Rhodovulum sulfidophilum]AB14
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWM
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLEQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>OLS48014.1 diacylglycerol kinase [Rhodovulum sulfidophilum]AB14
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNSRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLKMTLDGQRQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQVEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAPA
>OLS48015.1 hypothetical protein BV379_06825 [Rhodovulum sulfidophilum]AB14
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQVRAGLMLGLLSFDEPVLPAMAVIAA
>OLS48016.1 hypothetical protein BV379_06830 [Rhodovulum sulfidophilum]AB14
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKAIEISATGQVTGALNAEAITISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGAKVSGRVEIAGR
>OLS48017.1 hypothetical protein BV379_06835 [Rhodovulum sulfidophilum]AB14
MIPAPNLQPNFDRELPDDLRRRAEILPVGPAAGFNGKRYGWIKMQFLRTDAETGEHRDFDAGHPCGE
>OLS48018.1 hypothetical protein BV379_06840 [Rhodovulum sulfidophilum]AB14
MILMPQELRKGAILAAHFTFFADESGHVTQEPGISDEVGPSQYLCMGGALIPKSRESEVAERLDEIQRKFKKKKFLHAAD
INHVQKIYLIREILALDIDVFGVVSDKNTLGGFRTRSRGNPQQYYNRTALYLLNMLGRHLRDRNIPGNAVEIVFERREHD
YEQLQRYIKKVAGNPTGDDVDSIPHISASSIKARKKEDSHIFSVPDIIAHAVFSAFDRNRNNFGITESRYLRELLTSSLH
ESSGLELYLIQSSKMKDICQPTSDLLRARGIFVKTRKPVQPSENLEATL
>OLS48019.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB14
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKIDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>OLS48020.1 nicotinic acid mononucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB14
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>OLS48021.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB14
MKTSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKEVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPQGGRAWLTRA
RMLQHELLRRWAETYA
>OLS48022.1 hypothetical protein BV379_06860 [Rhodovulum sulfidophilum]AB14
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>OLS48023.1 2-dehydro-3-deoxyphosphooctonate aldolase [Rhodovulum sulfidophilum]AB14
MTDTETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNE
ALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>OLS48024.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>OLS48025.1 pyridoxamine 5-phosphate oxidase [Rhodovulum sulfidophilum]AB14
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRAQPDCSLLVGEP
GPKGDPLTHPRLTLQARAAFATRDAERSALRETYLAQQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTVEDLGA
>OLS48026.1 polyphenol oxidase [Rhodovulum sulfidophilum]AB14
MTLEILTSDALAPLRHGFFTRRGGASSGVFAALNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>OLS48027.1 methyltransferase [Rhodovulum sulfidophilum]AB14
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDAGWCERLVGLDGARLALGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRTHRPEPVLDHPGEADLTAHVDFEALARAATGLRISGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAHRRLTHPEEMGTLFKTLALTPPRTPDPPGLHS
>OLS48028.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB14
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIVGIVLGWRLVVALMRRDRIWAGACPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>OLS48029.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB14
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>OLS48030.1 diacylglyceryl transferase [Rhodovulum sulfidophilum]AB14
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>OLS48031.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB14
MEFNDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGTGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPDMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>OLS48032.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB14
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>OLS48033.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB14
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAEVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGTVTDATADIGMMLILMTCRRAGEGERLVRAGHWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAGTRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>OLS48034.1 phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB14
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>OLS48035.1 NAD-dependent protein deacylase [Rhodovulum sulfidophilum]AB14
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWQAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>OLS48036.1 copper-binding protein [Rhodovulum sulfidophilum]AB14
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRQLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETDMPMKGHM
AH
>OLS48037.1 hypothetical protein BV379_06935 [Rhodovulum sulfidophilum]AB14
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQAVEVDASGRPAGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRID
>OLS48038.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB14
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>OLS48039.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB14
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGTNVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHART
>OLS48040.1 ATPase/protein kinase [Rhodovulum sulfidophilum]AB14
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>OLS48041.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB14
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AGPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETEGGLLVFLPGEGEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPDDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLSAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPSPVPPDRGALARIR
AEAKRLAGRAPGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRRESRVTARRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>OLS48042.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB14
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>OLS48043.1 acetylornithine transaminase [Rhodovulum sulfidophilum]AB14
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>OLS48044.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MTQDLPLGAPLPGWSPPPRPDRDSLVGRYCRLEPLSRDHAAELHAAQLLDGAIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPVEHHQEDQG
>OLS48045.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB14
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKEQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>OLS48046.1 acyl-phosphate glycerol 3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB14
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>OLS48047.1 dihydroorotase [Rhodovulum sulfidophilum]AB14
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDAPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVSDSK
VLSRAMSYARSLGALVMAHPQDPGLSTGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAEADRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>OLS48048.1 hypothetical protein BV379_06990 [Rhodovulum sulfidophilum]AB14
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>OLS48049.1 aspartate carbamoyltransferase [Rhodovulum sulfidophilum]AB14
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLSGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>OLS48050.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB14
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAATD
LEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFAQIGLGRGDPAAERAL
YITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAY
LLRTQLAKRDAWHDLLMLQARLRGG
>OLS48051.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB14
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRKILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>OLS48052.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAERRLELAHDELAATELQAGLRQKA
LRRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSELEAGVRVSTAEFSRLLDDGGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAVAGPDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPFVPAQLVER
LEIRMGG
>OLS48053.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]AB14
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPILAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAREHWYDWPSRQFNRGFRRFREGPFRGLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSANFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPEGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKEAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALS
RPLRLPGAPDR
>OLS48054.1 DUF179 domain-containing protein [Rhodovulum sulfidophilum]AB14
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>OLS48055.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB14
MSAELLRPDTGGLARAATLLAEGRLVALPTETVYGLGADAHNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRGRE
>OLS48056.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTQEMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>OLS48057.1 MBL fold hydrolase [Rhodovulum sulfidophilum]AB14
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQTEAGAELWTSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRGLAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
DSCTRLAAHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTAEYGLALAEAV
GHLNHLYLTGRATRRLRPDGAWLYRRSGAV
>OLS48058.1 hypothetical protein BV379_07050 [Rhodovulum sulfidophilum]AB14
MFRFLIACLLSLFLLGCGAQPVWAPDEDVARAAYRDKAPSSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRM
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>OLS48059.1 hypothetical protein BV379_07055 [Rhodovulum sulfidophilum]AB14
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAIGAGAATLYAMLFLLG
>OLS48060.1 branched-chain amino acid transporter AzlC [Rhodovulum sulfidophilum]AB14
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVTERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>OLS48061.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB14
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVGLRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>OLS48062.1 hypothetical protein BV379_07070 [Rhodovulum sulfidophilum]AB14
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLEGERRAGRRALLGADFAFGYPA
GFAEALTDNASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAVRLADLTMTRPPEPGFARHRRV
ERALRDLGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDTEEAPLTLAEIYPAMIGPEVAEALAA
RSGQIPDEVQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>OLS48063.1 hypothetical protein BV379_07075 [Rhodovulum sulfidophilum]AB14
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALDTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGQPAARPARTASDPQPSLALDGPVEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>OLS48064.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB14
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>OLS48065.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB14
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFAFLGKSGSLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIARDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>OLS48066.1 hypothetical protein BV379_07090 [Rhodovulum sulfidophilum]AB14
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETTRGQ
WIIYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIKRAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPGEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>OLS48067.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB14
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLTLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GAGIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSASGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYSL
>OLS48068.1 farnesyltranstransferase [Rhodovulum sulfidophilum]AB14
MGLDTAVTKPHERLAALLTEEMAAVDRLIRDRMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMQVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>OLS48069.1 hypothetical protein BV379_07110 [Rhodovulum sulfidophilum]AB14
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>OLS48070.1 methyltransferase [Rhodovulum sulfidophilum]AB14
MRAEPMTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQDVLELGCGAGVASLCLAARVPGLSLTGVELQPA
YAALAGRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLR
PGGRLTAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAE
LTDILRHGEALSWRG
>OLS48071.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB14
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>OLS48072.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>OLS48073.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]AB14
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>OLS48074.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB14
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFADEIVPVTIKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>OLS48075.1 diguanylate phosphodiesterase [Rhodovulum sulfidophilum]AB14
MPDDSHENDVGSTEGAENPLARAGTEDDRNVMEMVRAALRRRGMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>OLS48076.1 DNA-3-methyladenine glycosylase [Rhodovulum sulfidophilum]AB14
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRTAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTSRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALR
>OLS48077.1 hypothetical protein BV379_07160 [Rhodovulum sulfidophilum]AB14
MTRGARLSALLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>OLS48078.1 K+-transporting ATPase, A chain [Rhodovulum sulfidophilum]AB14
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>OLS48079.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB14
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKIAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>OLS48080.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB14
MTDSTPRPDDPLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALFAALLGTLVYG
LRGFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQVELAVEDALGQ
RGVSAPAGMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AESQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQKDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEGGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>OLS48081.1 hypothetical protein BV379_07180 [Rhodovulum sulfidophilum]AB14
MKIVDWNLEWMNRWFSGNARARWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRCGLVRAVERATDAATRALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPAARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGAAR
VERPSDHRPIWVEIGRPLTG
>OLS48082.1 D-amino acid aminotransferase [Rhodovulum sulfidophilum]AB14
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>OLS48083.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB14
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQDLLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>OLS48084.1 EBNA-1 nuclear protein [Rhodovulum sulfidophilum]AB14
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCKEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>OLS48085.1 CoA ester lyase [Rhodovulum sulfidophilum]AB14
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRGKRLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPRQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>OLS48086.1 hypothetical protein BV379_07205 [Rhodovulum sulfidophilum]AB14
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWFG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKCWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>OLS48087.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB14
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVITLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIDRVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>OLS48088.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB14
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQIPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGA
>OLS48089.1 cell division protein FtsE [Rhodovulum sulfidophilum]AB14
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>OLS48090.1 hypothetical protein BV379_07235 [Rhodovulum sulfidophilum]AB14
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAGFAVPRAPEPVASGPEGADAPPRRGLDEDVL
SILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKAPEAAPSPEPEPDPAPAEPSRGAARRDLLPDVEKITSTL
SASTDRGAESIPRAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAARAWMAGLVPA
DPVDREPGR
>OLS48091.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]AB14
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>OLS48092.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB14
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKAMH
QTEADPEQKAAFEAAMAARPEADKT
>OLS48093.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB14
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLATRRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQTAWAARLAPILEAA
LADTGA
>OLS48094.1 pyruvate kinase [Rhodovulum sulfidophilum]AB14
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>OLS48095.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB14
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>OLS48096.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB14
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>OLS48097.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>OLS48098.1 lipoyl synthase [Rhodovulum sulfidophilum]AB14
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>OLS48099.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB14
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>OLS48100.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB14
MKRQLAAIALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRG
EFVDVARAAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFR
SWRLALAAYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>OLS48101.1 hypothetical protein BV379_07290 [Rhodovulum sulfidophilum]AB14
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>OLS48102.1 hypothetical protein BV379_07295 [Rhodovulum sulfidophilum]AB14
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>OLS48103.1 hypothetical protein BV379_07300 [Rhodovulum sulfidophilum]AB14
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>OLS48104.1 hypothetical protein BV379_07310 [Rhodovulum sulfidophilum]AB14
MPKVNSVVRISFAGGLIGLVFGSTGGKVDRILQGQNRMGWNMAEVIPDTPILVPRLLSLVATPGLWTISSGDLSITEKSR
>OLS48105.1 ribosomal protein S12 methylthiotransferase [Rhodovulum sulfidophilum]AB14
MSDPRSPNPPDLRPDLAPRARIADPSRPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKDHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRALIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFRTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>OLS48106.1 hypothetical protein BV379_07320 [Rhodovulum sulfidophilum]AB14
MRWMIRGLLVVVVLVGLGGALLLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPRQGALADFTLDRGR
ISDGALVYIDHGSDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVGLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRLDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGSGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGRGRVDI
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKADEGESLED
AAKRRLGEEAAKGLKNLFGD
>OLS48107.1 multidrug ABC transporter permease [Rhodovulum sulfidophilum]AB14
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>OLS48108.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB14
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLENTGGFVYYVSITGITGAAAAEATDVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>OLS48109.1 GTP-binding protein YchF [Rhodovulum sulfidophilum]AB14
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>OLS48110.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB14
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRRERFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>OLS48111.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB14
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>OLS48112.1 hypothetical protein BV379_07355 [Rhodovulum sulfidophilum]AB14
MTRCLSLLALCIAVIASPATAQTLSQANAQMLREMQSARGVSAAAIARIEAIFARSAVIGQGNPAITRHAMNREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSASGAVGRMRTAHNAKYKGSASWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>OLS48113.1 hypothetical protein BV379_07360 [Rhodovulum sulfidophilum]AB14
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQRALSRDGTRLTLTS
LNPHANGWFLLEIERPGRQPETYHLENPTPLTRDVSLSDDPAPAIMLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DGRLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDTATGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKESPR
>OLS48114.1 UDP-glucuronate 5-epimerase [Rhodovulum sulfidophilum]AB14
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHHVSHLMMASTSSVYGANIDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>OLS48115.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>OLS48116.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>OLS48117.1 hypothetical protein BV379_07380 [Rhodovulum sulfidophilum]AB14
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGAIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>OLS48118.1 enoyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB14
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLADEVDAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>OLS48119.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MDMHVERRSDDDPADVMRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLME
AARNSKKEMTPGQLVADYRDYLRDAGERWLLTMDALRSRGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRRHP
AAAKPVVMGNCQGGWATLLLAASNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPW
ARAFGAPEAVQRTRKTTAELRAMPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAE
CRARILHEQTLIATHDPEGAIGTLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPL
ASHGAVVHGADMARSGSAATGVPGAEAGIGDAPKTVSERKTSE
>OLS48120.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB14
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>OLS48121.1 acetate kinase [Rhodovulum sulfidophilum]AB14
MSHVLTLNAGSSSLKFGFFRLNGATDDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYEQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>OLS48122.1 acetyl-CoA--acetoacetyl-CoA transferase subunit alpha [Rhodovulum sulfidophilum]AB14
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVTKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>OLS48123.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB14
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVDDILAATSAALIVPDDVAEMVLD
>OLS48124.1 hypothetical protein BV379_07415 [Rhodovulum sulfidophilum]AB14
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>OLS48125.1 ATP-binding protein [Rhodovulum sulfidophilum]AB14
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRLQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>OLS48126.1 phage portal protein [Rhodovulum sulfidophilum]AB14
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLAHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>OLS48127.1 hypothetical protein BV379_07430 [Rhodovulum sulfidophilum]AB14
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>OLS48128.1 peptidase U35 [Rhodovulum sulfidophilum]AB14
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>OLS48129.1 capsid protein [Rhodovulum sulfidophilum]AB14
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVPEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>OLS48130.1 hypothetical protein BV379_07445 [Rhodovulum sulfidophilum]AB14
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIARSFSYELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGAPR
>OLS48131.1 phage tail protein [Rhodovulum sulfidophilum]AB14
MSRVPILNRQLVLEVPVPVADGAGGFSETWAARGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPVAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>OLS48132.1 hypothetical protein BV379_07455 [Rhodovulum sulfidophilum]AB14
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>OLS48133.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB14
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>OLS48134.1 hypothetical protein BV379_07465 [Rhodovulum sulfidophilum]AB14
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>OLS48135.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB14
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>OLS48136.1 phage tail protein [Rhodovulum sulfidophilum]AB14
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDTLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>OLS48137.1 glycoside hydrolase family 24 [Rhodovulum sulfidophilum]AB14
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVVGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>OLS48138.1 hypothetical protein BV379_07485 [Rhodovulum sulfidophilum]AB14
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>OLS48139.1 peptidase [Rhodovulum sulfidophilum]AB14
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTIAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>OLS48140.1 host specificity protein [Rhodovulum sulfidophilum]AB14
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
IAGQVIWASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMRVYDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVFDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVLQPAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAVEDAGYTLNTTLE
RSAVIGITETPLHAAAPGRWDRGPALRVKLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAELVEAGTYELRM
RLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRYGPGTRAFDDPSYSHARLAFDGIGLRPYAPCHLR
SRKGPGGDLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNEAGDELRAETVTAPVWTYTTAMQMVDGAAAPFAVEV
AQLSDQFGPGPYRRIEIDG
>OLS48141.1 hypothetical protein BV379_07500 [Rhodovulum sulfidophilum]AB14
MANTANLSLSLLQAAQAQKHVIVNEALIRLDALVQLRLQSLTVSAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTMVGGAVAPSGAGIGFRVLEFDHPVATGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>OLS48142.1 hypothetical protein BV379_07505 [Rhodovulum sulfidophilum]AB14
MRPVLHGDAVAAARALYRLPATERERMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDTDYCRC
LAQVLGALATWRDWKAALSAPG
>OLS48143.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB14
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>OLS48144.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB14
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPTPAPEAPQADAGGKAAPEGGTGGDSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHF
YLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTPV
LMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEI
EVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>OLS48145.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB14
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPDAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRRDGDV
FLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAKTLYM
SGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVP
VMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGF
PVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>OLS48146.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB14
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>OLS48147.1 septum formation initiator precursor [Rhodovulum sulfidophilum]AB14
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>OLS48148.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB14
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>OLS48149.1 peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]AB14
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVLEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>OLS48150.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB14
MRKLLVALLCTLAGPALATGLDIEIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTTGRNGEVMGQPDRMVKVSVTD
>OLS48151.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRTGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>OLS48152.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB14
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPAERAVLAQALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLSHEPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQSCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVAGCADADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>OLS48153.1 cupin [Rhodovulum sulfidophilum]AB14
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRSSGTAIYYLLTEGQRSHWHRVDADEIWLYYAGDPLELSLAATEAGP
ARDLVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>OLS48154.1 hypothetical protein BV379_07565 [Rhodovulum sulfidophilum]AB14
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKIVY
>OLS48155.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB14
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>OLS48156.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRVGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>OLS48157.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB14
MSTAPLQPLAAFDIGPDGSTTPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>OLS48158.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB14
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDDHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>OLS48159.1 hypothetical protein BV379_07590 [Rhodovulum sulfidophilum]AB14
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGIRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSQTGADDLRDPPAAGEEVLQTFCGT
>OLS48160.1 hypothetical protein BV379_07595 [Rhodovulum sulfidophilum]AB14
MFKTSYAAAAAVMLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDRSVYQGSH
GLGVAGFLDGPYIDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFIDGELVSPEERSGPNPYPLSGLSGTSISFGA
DAWNDSYKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>OLS48161.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB14
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEITLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>OLS48162.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB14
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGAEAGLFDFHSVADRVSDKMVARHPHVFGTEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>OLS48163.1 agmatinase [Rhodovulum sulfidophilum]AB14
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSAQAAAILRGLRGLNMVGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>OLS48164.1 hypothetical protein BV379_07620 [Rhodovulum sulfidophilum]AB14
MKILPLVLLVLGLAALGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDATALAQ
PRTARIAGRPDELFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQDALEARLARPAS
>OLS48165.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB14
MVPLDKLEQIQRRFGYLEARLSEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>OLS48166.1 protein-(glutamine-N5) methyltransferase, release factor-specific [Rhodovulum sulfidophilum]AB14
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPVPAAARFEAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAERPGAAGLGTDISDAALSVARGNAGRLGV
SAARFLQSDWYEAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIADGARARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>OLS48167.1 hypothetical protein BV379_07635 [Rhodovulum sulfidophilum]AB14
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQTSSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADQASGGEGKSGGRKSGGTKSDEGKRDGGDASAEAQPGPDPQREAPAAE
>OLS48168.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase [Rhodovulum sulfidophilum]AB14
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERP
>OLS48169.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB14
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAEPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSTGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>OLS48170.1 hypothetical protein BV379_07650 [Rhodovulum sulfidophilum]AB14
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGAAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIRKP
>OLS48171.1 organic solvent tolerance protein [Rhodovulum sulfidophilum]AB14
MMRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLA
IDGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQI
RASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTP
YISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILKNETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDR
LESSVEISRARRDELIRAEIGYLETLRDSESNATIPSLVGDVDYRRRFAPALLGGMATLGFSADALHRSSDEATDGPDFD
SYGDGMDMARLTIEADWRRDWTLSNGMVLGALGGITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLE
PVIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQF
AKGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVD
AAYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARR
CMRR
>OLS48172.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB14
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMAAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>OLS48173.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB14
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFSRMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILDEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>OLS48174.1 hypothetical protein BV379_07675 [Rhodovulum sulfidophilum]AB14
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPHGGAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>OLS48175.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB14
MGQALFYHLTRHPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPDETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>OLS48176.1 hypothetical protein BV379_07685 [Rhodovulum sulfidophilum]AB14
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>OLS48177.1 aspartyl protease [Rhodovulum sulfidophilum]AB14
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>OLS48178.1 MarC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>OLS48179.1 glycosyl transferase family 1 [Rhodovulum sulfidophilum]AB14
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERMLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>OLS48180.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB14
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAAGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTRVFNFADASMATMATINLIALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERS
A
>OLS48181.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB14
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>OLS48182.1 hypothetical protein BV379_07715 [Rhodovulum sulfidophilum]AB14
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>OLS48183.1 light-harvesting protein B-800/850 subunit beta [Rhodovulum sulfidophilum]AB14
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>OLS48184.1 light-harvesting protein B-800/850 alpha chain [Rhodovulum sulfidophilum]AB14
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>OLS48185.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MNRLSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLL
FAPFRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTV
QTVGLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVR
ARQRLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWA
SRVLSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGA
VQATSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>OLS48186.1 hypothetical protein BV379_07740 [Rhodovulum sulfidophilum]AB14
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVTGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGPATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGLGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDQLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGQLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPDIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>OLS48187.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB14
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
CRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNS
>OLS48188.1 hypothetical protein BV379_07750 [Rhodovulum sulfidophilum]AB14
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPAAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARETLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFRAAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRR
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPIGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>OLS48189.1 hypothetical protein BV379_07755 [Rhodovulum sulfidophilum]AB14
MAASQPPRGGTAATFAPPVMQARRWLEGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHQLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAVVAEVEKFLDTVAICPSQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLSHPFDIGSGALARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>OLS48190.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>OLS48191.1 enoyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB14
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>OLS48192.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB14
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>OLS48193.1 cold-shock protein [Rhodovulum sulfidophilum]AB14
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>OLS48194.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]AB14
MRGAGKTGRIKSMKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPAR
LAKLPEEGVPEFLWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQM
AAPNSPQWFNTGLHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYG
SGTGTNFSSLRAEGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLV
AGSKTHERHLNALFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEA
YSTVSGQNSNNSVRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADG
EIRASNPCSEYMFLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYA
NIGGLLMNMGLGYDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAV
PPVPLDHANCPEEGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKI
INRSVPAALEALGYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFC
TKVLGIPASKMADPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMA
AAQSFVSGAISKTINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVL
AEKVVEKVVVKEIVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGL
QYGVPLEEFVEAFTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTP
VSESAASKSLEVLRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARV
KAKMQGYEGDPCGDCGNYTLVRNGTCMKCNTCGATSGCS
>OLS48195.1 hypothetical protein BV379_07795 [Rhodovulum sulfidophilum]AB14
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKTTGARSM
H
>OLS48196.1 hypothetical protein BV379_07800 [Rhodovulum sulfidophilum]AB14
MTETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILHAIATASLLGLVLVRLPPLVPAVLALGMLLMPRPAPLPDLGWLDWT
GLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRAGLWHRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRF
APV
>OLS48197.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB14
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>OLS48198.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB14
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>OLS48199.1 thioredoxin [Rhodovulum sulfidophilum]AB14
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>OLS48200.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB14
MGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVG
PSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>OLS48201.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB14
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>OLS48202.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB14
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>OLS48203.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB14
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>OLS48204.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB14
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>OLS48205.1 cytochrome C [Rhodovulum sulfidophilum]AB14
MSKFRNLSAAALLLTLAVPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNTDGFIVDDRETTELPLFSKPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>OLS48206.1 cytochrome C [Rhodovulum sulfidophilum]AB14
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAAERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDRAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>OLS48207.1 flavocytochrome C [Rhodovulum sulfidophilum]AB14
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVDVRPDSMEVVIDGMTETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSEDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>OLS48208.1 hypothetical protein BV379_07875 [Rhodovulum sulfidophilum]AB14
MRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>OLS48209.1 flavin oxidoreductase [Rhodovulum sulfidophilum]AB14
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>OLS48210.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB14
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPRAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>OLS48211.1 phosphonate metabolism protein [Rhodovulum sulfidophilum]AB14
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPVELARRDPDRLSIRQRKFLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>OLS48212.1 phosphonate metabolism protein PhnM [Rhodovulum sulfidophilum]AB14
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRKARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYLMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>OLS48213.1 hypothetical protein BV379_07905 [Rhodovulum sulfidophilum]AB14
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>OLS48214.1 hypothetical protein BV379_07910 [Rhodovulum sulfidophilum]AB14
MDAFSFPVWPEVPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGRPAIYACFAQLIAADIAEGVGLAE
AAATPDIGRFTPLPRGRAEATLCNRHTGRLALDSLYGGVTPEAPDRTPAALVRLRTDADSPAPPGIAGFGGQDRNGRPAE
ACASPFRIVRTKVGTEIGTEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPEIGEPAFAFARGEVRK
HFQWLVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARSGDDWLARLGSGRPL
PGGLAVFPRLIDGRVSPPDRRARGANARLDTWFAPDLLCSGEKLPVPNARRRGLAERRLHRGLRLNLPSGQGCVAGMARL
GVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAKARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDH
GRWHPRDGARPAGEPITTVAALIRAAGMRA
>OLS48215.1 hypothetical protein BV379_07915 [Rhodovulum sulfidophilum]AB14
MRGAFLGVGDEIGFLGFVRWHDMRIPLPVTGAPRGADGSGPPARHLPGERSGTAEHRGRVWSPCRLRPEHAF
>OLS48216.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>OLS48217.1 hypothetical protein BV379_07925 [Rhodovulum sulfidophilum]AB14
MLREEMADVTLDQDTRTAEIERKTFDQAAPGRELTRGYERAQGARTAFLRKPAPGSYGRCGYRLLSQRKTPR
>OLS48218.1 hypothetical protein BV379_07930 [Rhodovulum sulfidophilum]AB14
MSCPAPRRGASHARARRGRASFRQHGQRELDASGGAAVSRLGHSDRMVTEAIRARLDRVAYAHTGFFTPEPAGPLADLPV
AHAPEAIARVCSVSGGAKAMKAALTLARHDMLESGQPGRPPGDRAAPKLSRQHAGGASDRRQQGTAQPLRATHDRDLVYR
ALRCLSRPGRGRGGPWPAHDRRRAGRAGADHGRRARGGPARGPWRAPMSATSAARTCFAASSRPKTAPAAPFPPGRRAHA
RIEAAAFEAGRLCHPMGGTIDGRQGDQVLLAPPLTPDGTHALEITDKLQFVLTALR
>OLS48219.1 hypothetical protein BV379_07935 [Rhodovulum sulfidophilum]AB14
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>OLS48220.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WIE
>OLS48221.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWVFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>OLS48222.1 universal stress protein [Rhodovulum sulfidophilum]AB14
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>OLS48223.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>OLS48224.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>OLS48225.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB14
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELGVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>OLS48226.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB14
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPGAAARVASVLGNARRALPGLSDRPLPPEGDIVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGTQAGGRSLDELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKFHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAALPRPAGVGRSVGQ
KPL
>OLS48227.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB14
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGRPGSWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVTQLIRGGLPPASVPFFDNRAPVSKFQRLA
>OLS48228.1 hypothetical protein BV379_07980 [Rhodovulum sulfidophilum]AB14
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>OLS48229.1 hypothetical protein BV379_07985 [Rhodovulum sulfidophilum]AB14
MARNATKMSSAALAVGAAAILSLAAPAMAQQGPGAGPAAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGD
GMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMGQGMMGQMGPGMGGACGGGPGGMGPRG
AMQGQGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADG
DGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>OLS48230.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB14
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>OLS48231.1 hypothetical protein BV379_07995 [Rhodovulum sulfidophilum]AB14
MKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAAAGVFG
LWIGYAGPGDVGRLSTEILGSPYGPDDLMSSLDTYLTEG
>OLS48232.1 hypothetical protein BV379_08000 [Rhodovulum sulfidophilum]AB14
MADPAETAGPRRGRNRFSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>OLS48233.1 diguanylate cyclase response regulator [Rhodovulum sulfidophilum]AB14
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALELARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>OLS48234.1 hypothetical protein BV379_08010 [Rhodovulum sulfidophilum]AB14
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>OLS48235.1 phosphatase [Rhodovulum sulfidophilum]AB14
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVRRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>OLS48236.1 hypothetical protein BV379_08020 [Rhodovulum sulfidophilum]AB14
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVEPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>OLS48237.1 hypothetical protein BV379_08025 [Rhodovulum sulfidophilum]AB14
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>OLS48238.1 multidrug efflux RND transporter permease [Rhodovulum sulfidophilum]AB14
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>OLS48239.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>OLS48240.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>OLS48241.1 glycerol kinase [Rhodovulum sulfidophilum]AB14
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLVSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLREEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGELAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>OLS48242.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB14
MAGFDFAAPGRIAFGRGRAAEVLPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPMLEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALLPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPEAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>OLS48243.1 hypothetical protein BV379_08060 [Rhodovulum sulfidophilum]AB14
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>OLS48244.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB14
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGCHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLKDMAQRRGGDLSGGQQQQLAIARAMIARPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>OLS48245.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB14
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>OLS48246.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB14
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLSQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVVAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPARHGADPGPDD
GSFRDREASE
>OLS48247.1 hypothetical protein BV379_08080 [Rhodovulum sulfidophilum]AB14
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRALWLETGTSPPFAAARALYESQGFEPCGPFGDYRIDPHSAFYTKRLAPQEASL
>OLS48248.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFESAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>OLS48249.1 urease accessory protein [Rhodovulum sulfidophilum]AB14
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGQVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>OLS48250.1 urease subunit gamma [Rhodovulum sulfidophilum]AB14
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>OLS48251.1 urease subunit beta [Rhodovulum sulfidophilum]AB14
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>OLS48252.1 hypothetical protein BV379_08110 [Rhodovulum sulfidophilum]AB14
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSADPAVEAAAETVAEPVVDAPARTSGQPSIGAAPAPAASNAPVGSPPVTAPNRASEASP
APGSEPEPEPAMAAAAPAAATASGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEDDR
>OLS48253.1 urease subunit alpha [Rhodovulum sulfidophilum]AB14
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSVEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEADGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>OLS48254.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB14
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>OLS48255.1 hypothetical protein BV379_08145 [Rhodovulum sulfidophilum]AB14
MTDAVPEIRPRGRGRNTPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWTLARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWAIPAAIAFLGLADAAFLATALGYLNSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLSALGYAPALMLVLAFAWAPLGLALTGLAALLPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKTGFALLWGAVWLRLAAPAIPSLYEPLLDATAAAFCTGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGHGHGKGHGHGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>OLS48256.1 ModD protein [Rhodovulum sulfidophilum]AB14
MLPLDDATLIGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVTQTLTEWASGLATSAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVAVTLAPA
>OLS48257.1 hypothetical protein BV379_08155 [Rhodovulum sulfidophilum]AB14
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLVFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTLLPCCPSTTRPSLAF
>OLS48258.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALFLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>OLS48259.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLAEAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAAAKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>OLS48260.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQQRRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>OLS48261.1 molybdenum ABC transporter permease subunit [Rhodovulum sulfidophilum]AB14
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>OLS48262.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTFRPTALRSGIAALLAALALSTPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>OLS48263.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB14
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>OLS48264.1 hypothetical protein BV379_08190 [Rhodovulum sulfidophilum]AB14
MIDLPRPEAPMIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGVPDLLALTLCG
GVAAERHWRPALVAARAVRRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCALWK
>OLS48265.1 hypothetical protein BV379_08195 [Rhodovulum sulfidophilum]AB14
MDPASPSALWTDRAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAELGAAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>OLS48266.1 hypothetical protein BV379_08200 [Rhodovulum sulfidophilum]AB14
MRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAMAAEPEAAAFWRQAVVDHI
RFSLAISDPDRRGPSVNPLKATATGAFRRYLRPDAELAALGGPAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALIRL
GELMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARHLGRADLAEAAARLAGLIAGA
ADPVTGGWRESLEAAPGALDAATVLALVQAGRMDGPFALTAPRSRATMAALEALFAGLYPLNRGRAAPALGRWAGDVFFG
GNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAARD
QALASR
>OLS48267.1 hypothetical protein BV379_08205 [Rhodovulum sulfidophilum]AB14
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALFGAVNWAA
HLRADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWAKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLRDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFPYAPAETMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFAAPYLDASA
>OLS48268.1 hypothetical protein BV379_08210 [Rhodovulum sulfidophilum]AB14
MGNRSNEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLS
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTAPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRAGFDGLVVSDYTGIRELVAHGLGAPATVVLRALAAGIDMDMVGEDYLIHLPALAEAGLEAPEAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLCHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVSYGPPRLSA
TEARPGEQVSLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>OLS48269.1 hypothetical protein BV379_08215 [Rhodovulum sulfidophilum]AB14
MRASEARAVVRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVL
LMAAAALVGIYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSI
GLYGGLIGLTMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLY
VPAITWIAWRLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLF
TDLYNFLSHRMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQD
FYAETGISRFERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRV
ALAGGARMFFAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLV
LARILLMRPDILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYSAVLDIAQGVGRVRPVMPP
SLAAARHAAE
>OLS48270.1 hypothetical protein BV379_08220 [Rhodovulum sulfidophilum]AB14
MNEKITPILFWEESMFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPF
LADGLARYGYLPMPDRDDGATLPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQA
VLDDDATFDAFADKVAGGTGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPE
NVMLADAPTRYPFLWNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKPGLLFNRDYVTNNSANWGGLKAL
EEWIWDIGAPRWPWGLDARLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTARTG
VLEGAKVPLSSNALGAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSAL
ETAAEPCAYEARVLDGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSS
GNSRCGHDYGTALSDDDKRALLEYLKSI
>OLS48271.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB14
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPEVFSPAARDIKAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPDAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>OLS48272.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB14
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>OLS48273.1 cobalamin biosynthesis protein CbiM [Rhodovulum sulfidophilum]AB14
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>OLS48274.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB14
MSEILTAGRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMILAELAHALV
>OLS48275.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MPLFEIDGLVFGYPGRPAILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGHIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>OLS48276.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB14
MNELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEDASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>OLS48277.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB14
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
PYDE
>OLS48278.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]AB14
MAERPSGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGSSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAAATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>OLS48279.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB14
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>OLS48280.1 cobalamin biosynthesis bifunctional protein CbiET [Rhodovulum sulfidophilum]AB14
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFAGGLPILRGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVAEFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERAGRIAANAAALGVERLSVVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>OLS48281.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB14
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPARRVFLAVGRMHLQAFAAQPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>OLS48282.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB14
MTGWVAIAGLGPGAEALVTPEVTAALAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>OLS48283.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB14
MTMATVYGLGLGPGDPDLMTVRAERLLRGARHVAFFRKAGCEGKARSIVAELIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>OLS48284.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB14
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEILCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>OLS48285.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB14
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWNPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFSRIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLARAGLPGTPAEELTGDLADTLGRETLSWPLPEYEAALAALPAPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGAPIAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>OLS48286.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB14
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>OLS48287.1 metal-binding protein [Rhodovulum sulfidophilum]AB14
MSAPEPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ATTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>OLS48288.1 hypothetical protein BV379_08335 [Rhodovulum sulfidophilum]AB14
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLCGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGG
YPAAEFAADIERLVPSDNGLAGVLARGSADLGSWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGIR
IASGRIEALPPDWAEDRPLCLTVHTADGARRLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AEGAARLPPLLYPPLTAETPADLARLCGIEPGGLAATLDALAAHLDRGTPFEPPRSRPEGAPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLADSGSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGRIAGAGAASLADHGVGQAGPATDKL
RQASAVPALQPAPPQPAAPAPEPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALAAGDLRHLAHLCHDCRSC
HYDCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIPHGLM
AGGAGLAFGGAALVLAIRLWRFWRQTAGPAAQPGIRPLARGLGAALRLTNLGADRGCDGPRGPTGPARRIFHHLLAGGFV
LTGLATLAGAVLHAGGKIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGL
ALLALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGPRR
>OLS48289.1 multifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/5'-nucleotidase/3'-nucleotidase [Rhodovulum sulfidophilum]AB14
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPRLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRIDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRTGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIAAE
>OLS48290.1 hypothetical protein BV379_08345 [Rhodovulum sulfidophilum]AB14
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGADLKWEASRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>OLS48291.1 dihydroorotate dehydrogenase (quinone) [Rhodovulum sulfidophilum]AB14
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGRLTSSRLATDLDGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>OLS48292.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB14
MTAIAIWHNPRCSKSRAALALLQERGLEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>OLS48293.1 carbamoyl phosphate synthase small subunit [Rhodovulum sulfidophilum]AB14
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASATAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFVTAMADRKQA
>OLS48294.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]AB14
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAEVLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>OLS48295.1 hypothetical protein BV379_08370 [Rhodovulum sulfidophilum]AB14
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>OLS48296.1 lipoate-protein ligase B [Rhodovulum sulfidophilum]AB14
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>OLS48297.1 polyamine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTIRPILVSTVALIAGSTAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAGDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>OLS48298.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>OLS48299.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB14
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>OLS48300.1 BCCT transporter [Rhodovulum sulfidophilum]AB14
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>OLS48301.1 nitrogen fixation protein NifS [Rhodovulum sulfidophilum]AB14
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRSAGPTRLPTVSIALERSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>OLS48302.1 deoxyribodipyrimidine photolyase [Rhodovulum sulfidophilum]AB14
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGAAL
GVLRAVAAETGAAAIIWGRAYDPAGRDSDNAVEDGLDGTGIELRAVAGALLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGASVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMEWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGQGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>OLS48303.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB14
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>OLS48304.1 hypothetical protein BV379_08430 [Rhodovulum sulfidophilum]AB14
MTALPGTLWGPIHSGGRARGRAIMGRFCDPVAALPGWGGLAGGYGPWLGGLLAGIGPLPVGRGPAGLAAGAISHFWT
>OLS48305.1 hypothetical protein BV379_08435 [Rhodovulum sulfidophilum]AB14
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFAHDVVTVETAAGPVAAGIYARARSGRAPTAAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>OLS48306.1 cysteine synthase A [Rhodovulum sulfidophilum]AB14
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>OLS48307.1 Ala-tRNA(Pro) hydrolase [Rhodovulum sulfidophilum]AB14
MTDPLYRSDPYLREAAALVTAHADGGVVLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTETVKGEAGAELLLPPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEVALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTVLLGA
>OLS48308.1 hypothetical protein BV379_08465 [Rhodovulum sulfidophilum]AB14
MQIRELALECGYNAASIRERIYADVEDGRDQAGFLIYTAAADSDGTLGGLVELGKPENLGRLLRQALDRAHICASDPLSA
GHDPSKDQSLHGAACHACSFVSETSCERENRHLDRSLVVPSRQGDSPILPELLSQIPATEDIETVTADGACDTRRCHAAI
LQHGPEPIIPIRRNGRAWEPDCPAAISRNEILRATRCLGRALWKKWAGYHVRSRVEAQMNRLKLFGERIMSRDPDRQTAE
IQIRIIRHCRSDQWRDIAHS
>OLS48309.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB14
MTKKVQLGFEQDCVMIPVADILPVRALSKSIKSSRKYTQITASIREIGLVEPPVITRNGYADGTWLLLDGHVRIEVLKDL
GREQVECLVSTDDEAFTYNKRVSRIAPIQEHRMILKAIERGVPEEKIAAALDLNPRSIQLKVKLLDGICPEAVAILKDKA
CTAAVFKTLRKMVPLRQIEAAELMVNANNYSVAYISAILAGTPQPQLVEANKPKRIKGVTPQAVARMEKELARLQAGLTQ
IQETYGQDHLQLTVLRGYVAKLLGNARVVRYLMQTRPEFLSEFQTIAEMESVRLVALLGAEVELPLSP
>OLS48310.1 recombinase family protein [Rhodovulum sulfidophilum]AB14
MNGRWATHSDTSPAPPEKDVPAVAYVRMSTDHQKYSTENQLDIIRSYAEARGLTILRMFEDSGRSGLRLDGREALQNLMA
EVQSGQADFKAILVYDVSRWGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKV
FAGQCRLVELGYRQGGAAGFGLRRLLLDEHGNSKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREI
AEVLNAEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWIRAEGAYPTIVDKALFLRAREIVD
ARSRHFTDEELLDALRAILKRQGTLSGLIIDEENDLPPSSAYRSRFGSLLRAYRLIGYEPERDYRYIEINKVLRAAHPQV
VEEIAEGVAAQGGSVLQAPDTQLLRVNDEFTVSVVLARCQATASGSLRWHIRLDTGLVPDITIAVRMNETNDAARDFYLL
PSIDMTDARLKMAEQNGLWLDAYRTETLDDFYALAGRAKVTEVA
>OLS48311.1 hypothetical protein BV379_08495 [Rhodovulum sulfidophilum]AB14
MEHDVQDVIDTFIPGISGDILAIECCVGVTFVDHMAECLNGGNFSILIWPMCGYIAISDLVVSVIRKEKMANMDQSPPVI
DDTYHLASTIQKYQLIDLVLRVEIEVRDPQVTDHGIL
>OLS48312.1 hypothetical protein BV379_08505 [Rhodovulum sulfidophilum]AB14
MVMVTMSELDLRKNVYGALKAFQDSLRNYRRETGSPPTFLINGEAPAIPGELLKDCKVLPRREDIIADLPKGGIGVEIGT
QTGRFARKLLDIAEPEKLFLLDLDYTPFQRDILANDIEAERVVTMQGSSLELMEGFDDDYFDFAYIDAGHGYDMVAKDLA
VSLRKVKPGGAIICNDFVVWSALEAIPYGVHKAVTETIAERGLRVTHFAFHPFGYSDIAFCNT
>OLS48313.1 hypothetical protein BV379_08510 [Rhodovulum sulfidophilum]AB14
MAVVLEGHNIVYFPVPKTACTSIKLLLFELNNGKKFEMYEEDGNVMHIHNAVYGTPSFLEVDRNPYADMIRIAVIRDPVS
RMLSAFSNRVAFHRELSEDRIDTDLAERLGVHPDPSPDHFFNNIEKFRILSDSIRHHTDPVSSFLGPDLAYYHRVFRIER
LDELTTFLGEKVGREIQLGREQVGGEKTSFEQLGARAQKNLLQYCSGDYALMRGFYFNRNG
>OLS48314.1 hypothetical protein BV379_08515 [Rhodovulum sulfidophilum]AB14
MKLNHIDRATSARADAPEPGQTTAWDFDPARIAGYPMVTFDVFETLLERRGILRPLDLFLELGRDFAPSLGLTQEDFADL
RIRAERDARAWLARRHGREVRLAEIYDRFGTLMGALGRPAPTPCALSELADAEMALELSYLTPVPSVAPIYREALSSGKK
VALISDFYAPASFVAQALAKNGFDGDHRLFVSSDLDKTKNHGELYAHVCQEMGVSPRDVVHFGDNPWSDGARALQAGITH
VRVVNPAGALLSRLRMDWRKPHPLPASTLFAACARAEYGTGLTKRQPQDLPVSERVGIEALAPLLLGMASWLYHEAQRNE
LKALHFCSRDGLVMKQAFDMYQERFGKCTDSRYLMVSRQAIYRARAVYERDAAEALFVQNWSRLTPGEALARWGLAAADH
ASEIAAAGFADADQEIALGDGQGMAQFARLFHACRDALQAANEDHAELFADYLAQEGVTGAARTMLVDIGWHGSLQHGLT
RVLDGSGWTGRLAGRYLGLFLPNGPAPADDMQGYLFSKDRTPRTMALRASPSLVELLHTAGHGSTVGYQRDGGRIVPQFE
NRPDETAQYDLMIRPIQETALRFMAEVLDTPRLRPEILPPEEAFRGLDRLLNRPDPDEVRTLGQLQIAANYGANAVSIAL
AEKSAQGYRLWNYEK
>OLS48315.1 hypothetical protein BV379_08530 [Rhodovulum sulfidophilum]AB14
MHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRARVERIHCLNLAADSRGLHRGMGLADARALCPDLLSRPADPAADAR
FLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLF
>OLS48316.1 hypothetical protein BV379_08535 [Rhodovulum sulfidophilum]AB14
MNTGSLPFPPLRRGRAHEVCGPGAVFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGTVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIAEGAGSNAAETRWHCAPVFDAVFDAAGSTLQRWSLIK
NKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>OLS48317.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB14
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIATLLIISGIVTMKLASAD
>OLS48318.1 drug:proton antiporter [Rhodovulum sulfidophilum]AB14
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGSFPKHGITVTKEALSAKNAVEQRY
DEKRGLPPARRLGCQARILADAVIDVPPESQIHRQVVRKDAELRAIEMDPATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWQIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALWLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAEAVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>OLS48319.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB14
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>OLS48320.1 methyltetrahydrofolate--corrinoid methyltransferase [Rhodovulum sulfidophilum]AB14
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>OLS48321.1 5,10-methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB14
MALLNFRKCDRATGRTAGQTSGKTVDQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>OLS48322.1 hypothetical protein BV379_08570 [Rhodovulum sulfidophilum]AB14
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSAPVEREGNPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>OLS48323.1 hypothetical protein BV379_08575 [Rhodovulum sulfidophilum]AB14
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASADDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGALPWAPPSAVSGGSKRRQGDGDGDGGEDPGNR
WPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>OLS48324.1 23S rRNA methyltransferase [Rhodovulum sulfidophilum]AB14
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>OLS48325.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB14
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
VGQRVAYTTQTGACTTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARANGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>OLS48326.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB14
MGTVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVIATESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTARQVPVDPEFEV
>OLS48327.1 hypothetical protein BV379_08605 [Rhodovulum sulfidophilum]AB14
MPIVFVLTSIMGGVFSATVVSLIMETGWGTILLSYWVGGMIWGGAAVSFVALRSDEDSSGSEDHEYETSEYGASEYGASE
YGGAEYEDAGPGALGARSRTARSRAPEDVEEADRCGHFF
>OLS48328.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFVAEGEAVIGSAVDLALGDSLVPTHGQVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGNASHDDHDHDAHDEDGHGHATDGHDHDALAATSADHDH
DHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATGDT
LAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGT
GILCGFGLGYVAADALSRSFALARGFPLPVAFTRADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>OLS48329.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGMLLAEVGLSRPDQQVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>OLS48330.1 hypothetical protein BV379_08620 [Rhodovulum sulfidophilum]AB14
MTDPAAPDRTRRLCLALAPGLLLPGLFLTPTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>OLS48331.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB14
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAETFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKAKNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAQRLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>OLS48332.1 hypothetical protein BV379_08630 [Rhodovulum sulfidophilum]AB14
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPAIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>OLS48333.1 hypothetical protein BV379_08635 [Rhodovulum sulfidophilum]AB14
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARTKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>OLS48334.1 hypothetical protein BV379_08640 [Rhodovulum sulfidophilum]AB14
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>OLS48335.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>OLS48336.1 dipeptide ABC transporter ATP-binding protein DppD [Rhodovulum sulfidophilum]AB14
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLETE
AEETAR
>OLS48337.1 dipeptide ABC transporter permease DppC [Rhodovulum sulfidophilum]AB14
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>OLS48338.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>OLS48339.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTLHTFLTTSALALSLASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVVPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>OLS48340.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]AB14
MKRLRITVDGTPYDVTVEEIETGPAPTPAAPRTASAAPRPAPAAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQ
SVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>OLS48341.1 hypothetical protein BV379_08680 [Rhodovulum sulfidophilum]AB14
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRAARKTTAAAPQAPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>OLS48342.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]AB14
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAGDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>OLS48343.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]AB14
MHSDITSRPGQGVPKDVLQQIAHGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWETDDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGMGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGTHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDARHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>OLS48344.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB14
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>OLS48345.1 acetone carboxylase subunit alpha [Rhodovulum sulfidophilum]AB14
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>OLS48346.1 acetone carboxylase subunit beta [Rhodovulum sulfidophilum]AB14
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGAAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>OLS48347.1 hypothetical protein BV379_08720 [Rhodovulum sulfidophilum]AB14
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARTALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEISQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSHQAIRGGAIGARGEEDWAGEMSDRFSGMDSEVLRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDRPVDRTMDQTGL
RGGGAVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGAAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRIS
TIQFRLPPLRDRTEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLP
DKIRDPAAPPAPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>OLS48348.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB14
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>OLS48349.1 hypothetical protein BV379_08730 [Rhodovulum sulfidophilum]AB14
MRKDLLFSAFPATCWQMGRDSAGPGWPPRLRRSGRQGPAGGTSALAGGRSRDVRGLLSDRSALIRSIRTQDQGAVSENTI
RGSTYVPLGPDGRAPV
>OLS48350.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>OLS48351.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MDDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>OLS48352.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLECVEGEESAGKYLDRDSLGAGEEAYEGTH
>OLS48353.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAETASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>OLS48354.1 arginyltransferase [Rhodovulum sulfidophilum]AB14
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAIGGRHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>OLS48355.1 RDD family protein [Rhodovulum sulfidophilum]AB14
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>OLS48356.1 methylmalonate-semialdehyde dehydrogenase (CoA acylating) [Rhodovulum sulfidophilum]AB14
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>OLS48357.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>OLS48358.1 histidine kinase [Rhodovulum sulfidophilum]AB14
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>OLS48359.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB14
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>OLS48360.1 hypothetical protein BV379_08790 [Rhodovulum sulfidophilum]AB14
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>OLS48361.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB14
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>OLS48362.1 hypothetical protein BV379_08800 [Rhodovulum sulfidophilum]AB14
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFAPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>OLS48363.1 monothiol glutaredoxin, Grx4 family [Rhodovulum sulfidophilum]AB14
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>OLS48364.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>OLS48365.1 phosphoribosylformylglycinamidine synthase II [Rhodovulum sulfidophilum]AB14
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>OLS48366.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>OLS48367.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB14
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPGGFPAAVACHPRADLMAVQKRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPEIEGTWNLVIAGVGGT
GAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAARARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEILARLSPATLTAATALAELPLTVRGFGPVRAEAERAADDKRAALLA
EIRAGGAALDTAAE
>OLS48368.1 glutamate racemase [Rhodovulum sulfidophilum]AB14
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDAFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGN
EAMFLTTGDPGFVSDKATQFLRRRIEFSAA
>OLS48369.1 hypothetical protein BV379_08835 [Rhodovulum sulfidophilum]AB14
MLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSSREDGRQDWDGPWGTCLECGYSGGGWALSHWANKTSTDL
KLDFGKTLKTVYVWIRPTWGKGSVSYEDGSAGAPDIAPVPLPAGGLLLVSALGAALLLRKRGRKAA
>OLS48370.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB14
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVINKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>OLS48371.1 cytochrome c biogenesis protein CcmE [Rhodovulum sulfidophilum]AB14
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>OLS48372.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB14
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>OLS48373.1 carboxylesterase [Rhodovulum sulfidophilum]AB14
MGVMKGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
EPDGPQDSGTVPRSQGPNPALDDWRAGL
>OLS48374.1 c-type cytochrome biogenesis protein CcmF [Rhodovulum sulfidophilum]AB14
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RASRLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGSYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>OLS48375.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum sulfidophilum]AB14
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAAQLAAGPTVAYANLKTALRRSGSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>OLS48376.1 hypothetical protein BV379_08875 [Rhodovulum sulfidophilum]AB14
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>OLS48377.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB14
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>OLS48378.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB14
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWREADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKTIPQLIEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>OLS48379.1 molybdopterin molybdenumtransferase MoeA [Rhodovulum sulfidophilum]AB14
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRAQLTPDGLLPFDRQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>OLS48380.1 cyclic pyranopterin monophosphate synthase accessory protein [Rhodovulum sulfidophilum]AB14
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>OLS48381.1 indole-3-glycerol phosphate synthase [Rhodovulum sulfidophilum]AB14
MTGTILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>OLS48382.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MSDSLKPLIGLAADRPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGAEQARASID
SGAARAKVEGLAQISSEKAA
>OLS48383.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB14
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>OLS48384.1 hypothetical protein BV379_08925 [Rhodovulum sulfidophilum]AB14
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVSAPATRPEISAAP
AAGPATDIELPPGSEFNRSRPGTEARPPEAEETPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPAAEDPPPAARAMHGPSAPEAAAAPVPEPAAPENPREAAPATSPDASPAMPTGTSPDGSAATFPESSPEAA
AGPAPETDPETVPDTSPETAPETALDSETVPEIAADPETGPEAEPAAAPETVPEVETVPEAGSEAPSVLPEVLPPPGPAD
AAMPGRAAGPLRPDAPLSMVGEKAAPVDAAPEATRSATPATPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLT
FPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGEALDRIDGSIALVTPEEGGFEGDRDLSGAV
LGVLEASGHGLVTADKGLNGALRAAEQAGLREAGIFQTLDDAGQDAETIRRMLNRAVLEARQTGHAVIVGHSHPETVTAI
YAWALLSGPADAVLAPLSAVLRQSRP
>OLS48385.1 hypothetical protein BV379_08930 [Rhodovulum sulfidophilum]AB14
MSTAILVTDAGFAPAGPAEDWLSPADLDGPVRPEPVRVALTPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>OLS48386.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB14
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELAPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>OLS48387.1 sulfite reductase [Rhodovulum sulfidophilum]AB14
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPSGSPAFRAWADTNLAA
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHIRKEDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYNEGSKEDAA
>OLS48388.1 hypothetical protein BV379_08945 [Rhodovulum sulfidophilum]AB14
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQDRLAEAEAETGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>OLS48389.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB14
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVASLAQAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVKGLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGTLATEIASAELTGPAVILLGLAPRAAARSLPLLQEAAR
>OLS48390.1 hypothetical protein BV379_08955 [Rhodovulum sulfidophilum]AB14
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPPGWRPAATG
RLSGERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEADWQAGLRRFYSERYDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAATPRAVAVDPDFELARELAPGEVPPMLGDLFAGADPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PTGASGLRRRFD
>OLS48391.1 thiamine-phosphate diphosphorylase [Rhodovulum sulfidophilum]AB14
MIRSRLPVYFVTPDGASPELVLAAARGGATMVQLRDKQAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGFGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>OLS48392.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB14
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAASAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSVDSVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>OLS48393.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB14
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALERLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAAQLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLDGTALGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLDRLTA
LQEEILGRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>OLS48394.1 hypothetical protein BV379_08975 [Rhodovulum sulfidophilum]AB14
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAVAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVE
RAGSGLFLWRFDSSAADGPEIALPMVRLDPAGRLSVINAAARALVGQSHEAVAALLAGASDETEEVVVETPEGPSRRRLL
QLRMADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSD
WLADAAQGRAPNSAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNL
LTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLR
MRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRL
SKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEEMPGSAVVL
LVEDEAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYA
EDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGARDKDKLPEQVP
>OLS48395.1 DNA recombination/repair protein RecA [Rhodovulum sulfidophilum]AB14
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>OLS48396.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEGGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
ELAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>OLS48397.1 hypothetical protein BV379_08990 [Rhodovulum sulfidophilum]AB14
MPALWIAHVTVTDAEAYGRYAELAGPAIARHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPDYQAALDHA
RGASERELMVVEISE
>OLS48398.1 GTP-binding protein TypA [Rhodovulum sulfidophilum]AB14
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>OLS48399.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB14
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSALVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>OLS48400.1 membrane protein [Rhodovulum sulfidophilum]AB14
MPTDMPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRM
GKAFVLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQ
LGFDAVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>OLS48401.1 isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB14
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>OLS48402.1 hypothetical protein BV379_09015 [Rhodovulum sulfidophilum]AB14
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGSEKS
GS
>OLS48403.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>OLS48404.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>OLS48405.1 aminotransferase [Rhodovulum sulfidophilum]AB14
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRLPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIARLRSVLENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>OLS48406.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB14
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>OLS48407.1 hypothetical protein BV379_09040 [Rhodovulum sulfidophilum]AB14
MPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLVPL
SKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDQVLGDRGLRDQDRFDKDRRDKEDRT
>OLS48408.1 hypothetical protein BV379_09045 [Rhodovulum sulfidophilum]AB14
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>OLS48409.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB14
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRTKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>OLS48410.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB14
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>OLS48411.1 YIP1 family protein [Rhodovulum sulfidophilum]AB14
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLVARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>OLS48412.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB14
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGAVLKWVDVDAGGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>OLS48413.1 tryptophanase [Rhodovulum sulfidophilum]AB14
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>OLS48414.1 nickel responsive regulator [Rhodovulum sulfidophilum]AB14
MQRITITIEDELLQALDAVMDRSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>OLS48415.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB14
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGKKTATCSALRDIQNGEPMPTIGRRDIALNWDGTPALVIETVEL
VQCRFDEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDVLGHSSSLTDPAA
>OLS48416.1 hypothetical protein BV379_09090 [Rhodovulum sulfidophilum]AB14
MLSELLDKIPPEQEIGSVTADGAYDRRGHGCDEDCWLWRSRRAAESGSARDAGSRPFPGRQDRIRPVGPGARWRRARP
>OLS48417.1 hypothetical protein BV379_09095 [Rhodovulum sulfidophilum]AB14
MTGSGHLRNGPDRSPFTELSSPYATYGRGFRAAGAERRRFRCAGAAKVRKADRAIIYSLQTSECQLVRSERGPDFSTLSR
RQKALPLTIQYRGSKGPLNLVIDSTGSKLEGEGAWGLRPFRTEMIPRIVSGTPLTPQARWSQTARLAKDPPRDRQGNAGG
SGRRVHQQWHRRRPHAVGTAR
>OLS48418.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MPRPLDLLLTALAPTVWGSTYIVTTELLPEGYPITAAMLRALPAGLLLLLLVRSLPHGRWILRALVLGALNFSLFWWLLF
VSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLVASIVGVVGVGLLVLTPEATLDTMGIVAALGGATSMALGTV
LTKAWQPPVSPLTFTAWQLTAGGLLLLPAAFLFEPPLPPLSASNVAGFIYLGLLGGAITYILWFRGISLLGPSAVSPLGR
LSPVAAVLLGWVILNQTLSPLQIVGMVLALASAWFGQKGERTPTLVAQPAQQTQGTPDSAERAVTARASQRSRLRP
>OLS48419.1 hypothetical protein BV379_09110 [Rhodovulum sulfidophilum]AB14
MRKENKKTGVLLAQPLYKRAEIEMTNRIATGKWEAGAQLPNEFALADEFGVSQGTIRKALMAMEHRGLLTRRPGRGTVVC
KTTSEESLYSFFRLRDADGRMVVPSPVVEAVEFGEPTSEETRILGESCPKVVRLARVRENNGRPFVVERMSFDARDCDGI
ESDLPLPSSLYPYLHERFSLVIMKVDESITAALADPELAKSLQVEVGTPLLRIQRIARDLADRQVELRESYYRTDFASYQ
IQLTRSDGADA
>OLS48420.1 succinate-semialdehyde dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]AB14
MTDFSKYLVEANLIGGDWRLPEEGASIAVSNPASGVTLGHVPRFGAAETSEAIAAAAAAFPSFAASDLNTRVALLRRLHD
ALMDNQDSLAALLTAEQGKPLAEARGEIGIGAAYVLWFAEEVRRSKGEILPSPVNGRHMMVTQHPVGVVAAITPWNFPSS
MLARKLGPALAAGCTAVVKPASLTPFSALAWGKLAEEAGFPPGVVNIVTGSAREIGATLTTDPRVRKVTFTGSTEVGREL
IRQSATTVKKLSMELGGNAPFIVFDDADIDRAIEGAMIAKYRNSGQTCVCANRIYVQSGIHDAFVRRLSEATAALKVGDG
AEQGVEQGPLVDQAAFDKVAELVNDATANGAKIETGGGRHMLGGTWFQPTVLTGITSQMKIAREEIFGPVSAVVRFDSED
EVVDDANDTEFGLAAYVYTRDLGRAFRMNERLQYGLIGINEGLITAVEAPFGGLKSSGIGKEGGSQGLSDYLDTKYVCIG
GL
>OLS48421.1 tagatose-bisphosphate aldolase [Rhodovulum sulfidophilum]AB14
MRRMADAAGRFKMTAVDQRPPIKSAIARHYGTAEAPFDDVARFKTLLIETLQDRSTALLLDPHFAVPRGLPSLSPTKGLI
VTLEDSLFEDTGMGRRSSQIDDWSVGKIKRMGGDAVKVLAWYRPDADPVINEHQKAFTREIGEACAKYDIPFLFELLVFP
LETDAHQTQDYVEMQGKRSDDVLRSVEEFAKPEYGVDVFKLESPIAADAVPGVGEDGWEDAQAVFDEMGRLAGRPWVMLS
AGASKPAFHKIMTHAYKAGASGYLAGRAIWLDAFGHFPNWDAIRAELTGEGCAYMDDLNALTDAEAMPWHEHPVFDGKGA
VFTPSDASFRHVYQDI
>OLS48422.1 transposase [Rhodovulum sulfidophilum]AB14
MKLLGPRLMARDFDRQVAELQVRIAVLNRYTALGIPVTEAVG
>OLS48423.1 chemotaxis protein [Rhodovulum sulfidophilum]AB14
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIHGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
RRRDEIGDLGRNLAAFRDKLAESERLAAAREEDRREQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSG
LVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIATLIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAATVSVRPRTETAIPAAAPAPAAEFEPPKRAVNDAGWQDF
>OLS48424.1 phosphatidylglycerophosphate synthase [Rhodovulum sulfidophilum]AB14
MLDGVMRRLIDPPLDRLGGRLAARGVTADAVTLAGLGAGLLAAAMIAFGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPEANGAAGAFLLTSFYVNGATFLCFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGTLCFVTALSRVLLARRVFPEG
>OLS48425.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB14
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRLAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>OLS48426.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]AB14
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>OLS48427.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>OLS48428.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB14
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>OLS48429.1 hypothetical protein BV379_09165 [Rhodovulum sulfidophilum]AB14
MTKTESGERPARLHLLGALCLTDTEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRENLT
TAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDSARAVALGRRALLKQPRFNAAMRYTLAALGHLGERAAAQALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGFRGGRT
>OLS48430.1 hypothetical protein BV379_09175 [Rhodovulum sulfidophilum]AB14
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAMIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATAVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGVQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLDGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>OLS48431.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB14
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>OLS48432.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB14
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>OLS48433.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB14
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>OLS48434.1 hypothetical protein BV379_09200 [Rhodovulum sulfidophilum]AB14
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>OLS48435.1 hypothetical protein BV379_09205 [Rhodovulum sulfidophilum]AB14
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRAESLEAALAHLDDIPSVTLPWHNFGRSGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>OLS48436.1 malonyl CoA-acyl carrier protein transacylase [Rhodovulum sulfidophilum]AB14
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>OLS48437.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]AB14
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>OLS48438.1 acyl carrier protein [Rhodovulum sulfidophilum]AB14
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>OLS48439.1 hypothetical protein BV379_09225 [Rhodovulum sulfidophilum]AB14
MTERASCYGRPGCQPVFSDVAIKLCLSVKVLFKLPLRQTAGMLANRLARLIRPAAIEVQIGDKRWPEKYGGKPSALVDNT
RDRQFDMATPDTVWGTGITYICTQQGFACLAVVIDLLSRHVFGWAMQS
>OLS48440.1 ferrichrome ABC transporter [Rhodovulum sulfidophilum]AB14
MTGLLNLSKVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGRPVDSWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDEELDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRHVEANGSPVDILTPALLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGNDRGHD
>OLS48441.1 iron-siderophore ABC transporter permease [Rhodovulum sulfidophilum]AB14
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTGICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSITLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>OLS48442.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPEAPFANVVGWGNNFR
AADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVEIPVLFVDFRTRMF
ENTTRSIRILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGELIRAAGGDNL
GAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLRAVTAGRVHAI
WHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>OLS48443.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB14
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSNLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWQGNPFKPVETKQTEIGVKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>OLS48444.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MSVSRRAVAVAAVYLGTFMATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGV
AFFTLGSAICATADSLATLIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYA
GWPSIFLVNLPLGIVALGLGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSSPVTTVPMVISALALLA
FIAVEMRTARPVLPVDLLRQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKL
TRRFGMNRVMIAGYVLLGGSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQG
GMTIGIALLGTIMSARAVASLQGVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILG
LVAAGVVALSSRRQ
>OLS48445.1 hypothetical protein BV379_09280 [Rhodovulum sulfidophilum]AB14
MVLFWAAATTVQAAGGGTGMGPSAIEVAPGAGALVLAVRTGPLPAGAELVLETSGGRRIGSVSPFGATAATSSAVQTHLV
PVPAGTLPEGRIEIRAKLVLHGSERAATAHEFLGAAIIGH
>OLS48446.1 hypothetical protein BV379_09285 [Rhodovulum sulfidophilum]AB14
MTGTISTNRRTVLKGGAVLLAVPFLARSAAGQASHLRVSMTSEEGIAHLRTYRKAVAAMWALEPSDPHNWFRYAMIHLMD
CPHGNWWFFVWHRPYVAHLERIVRIYGEDENFAMPYWDWTADPFVPDTFFASSTYPDNALDPTSSHYPDWDSFESAYHDP
IEAFWNGLSDAQKQQETLRGFPDFESFWTTGVQPNFTAAPANGRSKTLAAPDLTPPASDAVTLPIIEAGLAPEIFTTVVA
TDDARTGFNSPESQNHNQGVGAAIIEGQPHNKVHNNLGSVAGGWMPSLLSSVDPIFFMHHCNVDRLWDVWTTKERNAGRT
ALPTAEEAPRFDPEAFLFYIDDAGQPAPSTAGASMAIEPWGYAYTPGSGSASAAGLQSKRGIAPNAIALANKDFGLNEGA
TTSLSLPEGFAAAGKEETRQFAQVTFKPPRELKGLSFDVFLSPGGEMPELSEDGPGFAGSFEFFGMLHGHDHDFTAVIDV
TDAVARLREAGTLRESGAIDVTLAASGTAIKGRMLESAPLEGVLKSVVFESF
>OLS48447.1 hypothetical protein BV379_09290 [Rhodovulum sulfidophilum]AB14
MRPSAIRMADLQDADDLRALMRDVSCGDDNMLYEVDEIPQAWRLGRIISENSLHDIFVSHIDDVLVGYAGIWRKNTRRIQ
HVAGIYIGVSKDFRRRRVGTSLIEHLLGYAQRNGLMRLELRVSVRNLAAINLYRQVGFEFEGLARDAVVVSGRKIDKFFM
AKITQ
>OLS48448.1 hypothetical protein BV379_09295 [Rhodovulum sulfidophilum]AB14
MDVAINSDWTSRKEELARDAALLGRIMDYDHPALKERMIAKVGWSEDFTDELFNEMKRFLYLCATNEGSMAPPEDIDEIW
HNFILFTVDYAEFCRDKVGTFLHHQPLTVKQRAESDGSMVERTLSAARASFGDTLSKNWEFSKIPGSCGPGTCGASTNCQ
DVSGCFSGPKK
>OLS48449.1 hypothetical protein BV379_09305 [Rhodovulum sulfidophilum]AB14
MSSVDGPELAERLSRIEGAFVLSINDRPEIRDLFGAFVIEEVRLNYSVSKSGATAARELIIANREVRMGLV
>OLS48450.1 hypothetical protein BV379_09310 [Rhodovulum sulfidophilum]AB14
MVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIA
ASYGLVQSAAEERELVALTGRVCGA
>OLS48451.1 hypothetical protein BV379_09315 [Rhodovulum sulfidophilum]AB14
MAEELAAGQGIEIDLTMPDGKGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAM
DRRI
>OLS48452.1 hypothetical protein BV379_09325 [Rhodovulum sulfidophilum]AB14
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGNQGSE
>OLS48453.1 hypothetical protein BV379_09335 [Rhodovulum sulfidophilum]AB14
MATRVHTNLTIRGTTYPDAASAARALGVTAEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>OLS48454.1 hypothetical protein BV379_09350 [Rhodovulum sulfidophilum]AB14
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS48455.1 hypothetical protein BV379_09355 [Rhodovulum sulfidophilum]AB14
MTSNSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFEALSSSRP
>OLS48456.1 hypothetical protein BV379_09360 [Rhodovulum sulfidophilum]AB14
MKTILTTAALALLAAPVLAATGTTEDQATAVSPASAPDCFAPINGTNAFQPSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GEGEGGESSDT
>OLS48457.1 hypothetical protein BV379_09365 [Rhodovulum sulfidophilum]AB14
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>OLS48458.1 hypothetical protein BV379_09370 [Rhodovulum sulfidophilum]AB14
MSIMDSIAPPPDALAAFVVEWRGASPEVRLAAMRGALRRHGIEIPALPGRVAFYEIQLFGLVATGCDEAEAAQNWMEAAI
RLCPFD
>OLS48459.1 hypothetical protein BV379_09375 [Rhodovulum sulfidophilum]AB14
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATTRRRWNSSSSASATTSGSSPESVIDSPGMPSPEVACASPTE
SICPAPR
>OLS48460.1 hypothetical protein BV379_09380 [Rhodovulum sulfidophilum]AB14
MREIARRQPGGTLPLLRLGLAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEDPTAAFRQSVTLWPRLRRPVA
PGDPVAMRAPWGSWALSGPETVLSVSQARVRTRTLQIMEAL
>OLS48461.1 hypothetical protein BV379_09385 [Rhodovulum sulfidophilum]AB14
MVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRKYITPHVLKHTAITWAVQRGAFLPDVASYFSTSL
ETIERVYWHHSPDHQRSAVEAMDRRK
>OLS48462.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPEGLMGKAAR
>OLS48463.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AAPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>OLS48464.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLSRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>OLS48465.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLMDGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLDPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>OLS48466.1 hypothetical protein BV379_09420 [Rhodovulum sulfidophilum]AB14
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMAHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETKIRYAAQAALDAAVAAGVLAETRAFDYVR
REIYDDFEAFMGRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>OLS48467.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>OLS48468.1 CoA transferase [Rhodovulum sulfidophilum]AB14
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>OLS48469.1 protein dehydratase [Rhodovulum sulfidophilum]AB14
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTASP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGTCPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>OLS48470.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHGKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVNDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>OLS48471.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAAEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>OLS48472.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTLTETLDPVQAPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>OLS48473.1 dipeptide/oligopeptide/nickel ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLSGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>OLS48474.1 dipeptide ABC transporter ATP-binding protein DppD [Rhodovulum sulfidophilum]AB14
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGQIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAALPPVMTPAPRRRVACLRAD
EAVPAE
>OLS48475.1 amidase [Rhodovulum sulfidophilum]AB14
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGILARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDKARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>OLS48476.1 hypothetical protein BV379_09480 [Rhodovulum sulfidophilum]AB14
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSV
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>OLS48477.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MPEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
KFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>OLS48478.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MVPPLLEIRDLHLRMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPSHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMEPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHEVACLDPVAEAADA
>OLS48479.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]AB14
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSARHLFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLLGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>OLS48480.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB14
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLARGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMAQDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>OLS48481.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIRNYAFTPVASNAIECWPLSLT
>OLS48482.1 methylhydantoinase [Rhodovulum sulfidophilum]AB14
MTLPSGKWRLGFDIGGTFTDFVLHDGATGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIESALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDPEAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGSTGITVERSAEMRLRGQM
NEISVPLPEGRLSPEDGPRLRTAFEAAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGASGGATPGKGDRSASLKGT
RSCLFEQGRFETAIHDRYALVPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSRAEAVA
RIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKALLARYP
AETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLFDGGRP
NETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEYRSTIV
SAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAPEGSVL
NPTFPASVNMRTRTGWYLAPNIFRAMADAAARGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGHSALLW
PTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQPGCKA
SGRVLDPAGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAVPDDET
VG
>OLS48483.1 lysine 2,3-aminomutase [Rhodovulum sulfidophilum]AB14
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>OLS48484.1 hypothetical protein BV379_09525 [Rhodovulum sulfidophilum]AB14
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLTHRWMPRQHCFTPVCDDWGEAAAAEGGVEGIFVAGDGAGIVGPRA
AELQGRISALRIAETLGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEADGQDRDATGLGSPLPAFGTALPGGV
PGILAETGENGRETVADAAGWLPVGGADEGLRDAPEAEKTATGAACHAGEA
>OLS48485.1 hypothetical protein BV379_09535 [Rhodovulum sulfidophilum]AB14
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPESRIETAERGRAEAERQVLRLMDERDRRLYEQARNWRR
NKLLRQRIEDLETQLAGKTN
>OLS48486.1 RNA-binding protein [Rhodovulum sulfidophilum]AB14
MATLHLPLKGAYFDQIKSGEKIEEYRLVTPFWTKRLEGRAYDRIELAKGYPPKGDTSRRITRLWRGARKTTITHSHSISA
PAPAVPGSRLSS
>OLS48487.1 hypothetical protein BV379_09550 [Rhodovulum sulfidophilum]AB14
MIGPVTSPSVMPVRKEQTEQQAATQAEFRPEFANIKPGDEVTHLFKLHKASDEFMHMDKFMAMIAEAEAERQWNESAEGK
AWHAEQLAKQDAQPVELAVYKGGEMVGFMAGGFTAQSSIAGFLPRDWDSMSIDDLSQAFRSHGLKVVAAKDGLSMNHGQA
ANIMNLL
>OLS48488.1 hypothetical protein BV379_09555 [Rhodovulum sulfidophilum]AB14
MLHELPPGERDYVSIRAPDFALGETANRIVGNDLSNTITGNKYDDYISGGKGNDTLKGMDGDDVLSGGAGNDRLEGGNGD
DALYGNTGTNRLEGGAGNDTYYGGDQDDLFIFDSGLDVVSSMYGADPGHDVLQFANVAGADLRFYAVEDGASLYITSVQD
AADGSLDSGVIVEDYFAAQHLGLVDAVVGYDWIGYDLA
>OLS48489.1 anion permease [Rhodovulum sulfidophilum]AB14
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>OLS48490.1 penicillin-binding protein [Rhodovulum sulfidophilum]AB14
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAASDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDGEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>OLS48491.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB14
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>OLS48492.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB14
MTDDDTAPIETPCIRTCRVDPASRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>OLS48493.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB14
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>OLS48494.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB14
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMVRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>OLS48495.1 sarcosine oxidase subunit beta [Rhodovulum sulfidophilum]AB14
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIATEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>OLS48496.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB14
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>OLS48497.1 sarcosine oxidase subunit alpha [Rhodovulum sulfidophilum]AB14
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPAEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGQTFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGFDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSVGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALG
LVLHGPERMDEVIEFTCADGSTVRARIVSPVFYDPDGEKQNV
>OLS48498.1 hypothetical protein BV379_09640 [Rhodovulum sulfidophilum]AB14
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>OLS48499.1 superoxide dismutase [Rhodovulum sulfidophilum]AB14
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEDIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>OLS48500.1 acetyltransferase [Rhodovulum sulfidophilum]AB14
MENLRPSTAKDMPRVLYIWRRAVDATHEFLAPEDRAAIERELAVFLPTVPLCLAVDDADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAGSAASDT
>OLS48501.1 hypothetical protein BV379_09655 [Rhodovulum sulfidophilum]AB14
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQTRPQQGSAAAAPTAHGKPAEGAPKA
>OLS48502.1 peptidase M23 [Rhodovulum sulfidophilum]AB14
MRQTLTARFLHRIDVALERYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>OLS48503.1 peroxiredoxin [Rhodovulum sulfidophilum]AB14
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>OLS48504.1 hypothetical protein BV379_09670 [Rhodovulum sulfidophilum]AB14
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPEGLFETPAAFPGGALDIKIAL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHQRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVKA
VFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSETLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAP
GAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGRLTLEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDATVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAVTLDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>OLS48505.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB14
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAADAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
RARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>OLS48506.1 hypothetical protein BV379_09685 [Rhodovulum sulfidophilum]AB14
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>OLS48507.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB14
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVKGLGLEDLGVRIDRTHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHEVKVGRFPFIGNGKAIALGEAEGMVKTVFD
ARTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>OLS48508.1 hypothetical protein BV379_09705 [Rhodovulum sulfidophilum]AB14
MTTQSLLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>OLS48509.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>OLS48510.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB14
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>OLS48511.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB14
MSDIDIRKQGRIGRITLTRPKALNALSYEMSLVIEAALDAWAPDPEVRMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPAGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>OLS48512.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRDSSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSGEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAGGWALIGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>OLS48513.1 hypothetical protein BV379_09730 [Rhodovulum sulfidophilum]AB14
MKTTVTLEDAAGSVRIGYRVAAAVNQGDIAAGRLDPGGDGAVNSILWSEAGPLPDFETDMRNLQADTIGARFDFGVTIGA
VG
>OLS48514.1 hypothetical protein BV379_09735 [Rhodovulum sulfidophilum]AB14
MPELVPVPAQVPLPAADGLLLAGLVEFDARAAEGVSSWLKRRRASFGVLDCVSSWLRCHSGALSK
>OLS48515.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB14
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDLIAHGTSAERQRNAHAAALATGADSEEAMRSVVRLLIEEFGADL
>OLS48516.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB14
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEQSNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>OLS48517.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB14
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLTGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAETAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLARLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>OLS48518.1 hypothetical protein BV379_09755 [Rhodovulum sulfidophilum]AB14
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>OLS48519.1 methionine synthase [Rhodovulum sulfidophilum]AB14
MTQTAFSPTRLALSSVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVFALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIGGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRVYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
RDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALSDFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERVVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>OLS48520.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB14
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYGLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARILKRG
>OLS48521.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>OLS48522.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVLAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>OLS48523.1 alanine racemase [Rhodovulum sulfidophilum]AB14
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEAEPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGDRRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>OLS48524.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDTPRAWQEARRQQ
>OLS48525.1 dihydroorotase [Rhodovulum sulfidophilum]AB14
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSATAGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>OLS48526.1 hypothetical protein BV379_09800 [Rhodovulum sulfidophilum]AB14
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>OLS48527.1 hypothetical protein BV379_09805 [Rhodovulum sulfidophilum]AB14
MKDRLASEDNTGRWQALLDRSGSGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>OLS48528.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB14
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVGPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWVTRAGGGALIGMGALTASAARS
>OLS48529.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
METPLKPKDAPELARFDWEDPLRLEDQLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADVFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLAACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>OLS48530.1 ATPase [Rhodovulum sulfidophilum]AB14
MAEEIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQV
TVPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFVRELEILQARAPEAAETLSREIVAFVQKLRAEDLFK
KPGVAETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>OLS48531.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB14
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVASDRPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLVTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPYVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>OLS48532.1 hypothetical protein BV379_09830 [Rhodovulum sulfidophilum]AB14
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPMVFVLAMMVGALLSSLIRSTVPRGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>OLS48533.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]AB14
MRFGSVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVAEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPDMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRVVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>OLS48534.1 hypothetical protein BV379_09850 [Rhodovulum sulfidophilum]AB14
MHLYAICFTQGIAAFKKRDGGLLRDQVPSDVLIGGAARRTLACGRLPFLRLCLAKHMVAG
>OLS48535.1 hypothetical protein BV379_09855 [Rhodovulum sulfidophilum]AB14
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGKVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRRDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNSAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>OLS48536.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB14
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>OLS48537.1 hypothetical protein BV379_09865 [Rhodovulum sulfidophilum]AB14
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEEGRAPGGTGQDAPAAESQSDAEMPRSEGDTRPDTG
PEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAMQEAPAAEAPEAAPSDAAGAEPDPEMRDAGAAAKGAVVPEAE
E
>OLS48538.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB14
MRRKLAAGNWKMNGLSGSLGEAVALAATHSAPDVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>OLS48539.1 Fe-S cluster assembly protein HesB [Rhodovulum sulfidophilum]AB14
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>OLS48540.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB14
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDTENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>OLS48541.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB14
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>OLS48542.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB14
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPVAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLS
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADSLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>OLS48543.1 ribonuclease D [Rhodovulum sulfidophilum]AB14
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAATETPQADYPKMPETDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>OLS48544.1 hypothetical protein BV379_09900 [Rhodovulum sulfidophilum]AB14
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYL
RDRNKRLIARAYECRRPS
>OLS48545.1 cysteine desufuration protein SufE [Rhodovulum sulfidophilum]AB14
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>OLS48546.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGDSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>OLS48547.1 ubiquinone-binding protein [Rhodovulum sulfidophilum]AB14
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>OLS48548.1 damage-inducible protein CinA [Rhodovulum sulfidophilum]AB14
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSTVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MAAGALAHSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETMTETVEFGALGRDRVRSATRDHALTLLMAAL
EPRPSAN
>OLS48549.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB14
MSLAINIATVFGVGSLRPAPGTWGSLVAMPAFWALDVTGGVVLAALATLAVIPLGIWAVREAAAGAPDPDHSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>OLS48550.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB14
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDENPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>OLS48551.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB14
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
AEGRVAA
>OLS48552.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>OLS48553.1 nitrogen regulation protein NR(I) [Rhodovulum sulfidophilum]AB14
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTATRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>OLS48554.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLVGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>OLS48555.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB14
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>OLS48556.1 RNA-binding protein Hfq [Rhodovulum sulfidophilum]AB14
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>OLS48557.1 GTPase HflX [Rhodovulum sulfidophilum]AB14
MSSSEAEGSEPRITRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERL
GEAEVDLVLIDGPVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGL
GFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLF
ATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVAR
ETPQIEVWNKTDLLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQG
IVEGEVPDDAGSTLTVNWTARQEQRFRSL
>OLS48558.1 hypothetical protein BV379_09985 [Rhodovulum sulfidophilum]AB14
MTLLRNRASARVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGTSLFATYPVRAQQMAAPGTAAQFAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWMQFEAAMSRIAPGPGGAPKDG
>OLS48559.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB14
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHEVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>OLS48560.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>OLS48561.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]AB14
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>OLS48562.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]AB14
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTLEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>OLS48563.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>OLS48564.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB14
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>OLS48565.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPDRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLRATA
>OLS48566.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB14
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDSGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>OLS48567.1 hypothetical protein BV379_10030 [Rhodovulum sulfidophilum]AB14
MAAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGATSDGRGAYAGVRAEGDQDM
IFYVFCARDGERLLQLDGVGGDAGPNVLSLIIDGQGFPVTFGGGHDAGMLARLPPSAPVLGALQRGQMLEIRSGAGQGQG
LGRFPLEGAEAAISGALALCR
>OLS48568.1 ATPase [Rhodovulum sulfidophilum]AB14
MIYDTAEAWRQAEKRQVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>OLS48569.1 hypothetical protein BV379_10040 [Rhodovulum sulfidophilum]AB14
MKYAVGAAALAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLGSGEMAPGFSSYSLAYKQDL
GENIAVALIVDEPVGADVSYSGTNNYPLGSTPPTLTLDGANADVNSTGVTALLKYEFPSHFSLIGGVRAIKTSGTVSLPG
VFNYALDSSTETNFGYIVGVAWEKPEIAARVALTYSSSVTHDFEAHESFYNPSTMSVVDDMTDLETEVPQSLTLEFQTGI
AADTLIFGSVRWVDWSAFNISPEYYTGTPNGLGLDPLVSYEHDVITYNLGLGRKFNENWSAAILVGYEKHEGTYTGNLGP
TDGFRSIGLAATYTTGKVKVTGGIRYVEIGDAKTEFGPDTTRFKGNDGVGVGLRVGYYF
>OLS48570.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVND
>OLS48571.1 hypothetical protein BV379_10050 [Rhodovulum sulfidophilum]AB14
MGVTVTGWIEATPERLDALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>OLS48572.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB14
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLELVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>OLS48573.1 trimethylamine methyltransferase [Rhodovulum sulfidophilum]AB14
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEHLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>OLS48574.1 hypothetical protein BV379_10070 [Rhodovulum sulfidophilum]AB14
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>OLS48575.1 helix-turn-helix domain containing protein [Rhodovulum sulfidophilum]AB14
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWNRFLTGGDRGAFFGHDGPAEGASAARGRVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>OLS48576.1 spermidine synthase [Rhodovulum sulfidophilum]AB14
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>OLS48577.1 hypothetical protein BV379_10085 [Rhodovulum sulfidophilum]AB14
MKDGPDISLIIAARIDAPRRASIPTAHLAGRVLSAAGITPAVASGHLPPQAEAGPIRPRKQNRHRHFAQARNAADRLRRP
ERGRHLHPTPAGAHAPAGAFQT
>OLS48578.1 S-adenosylmethionine decarboxylase proenzyme [Rhodovulum sulfidophilum]AB14
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>OLS48579.1 hypothetical protein BV379_10095 [Rhodovulum sulfidophilum]AB14
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRIGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDPGFEAL
FPTDMVDTLNRASEDLSTLAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>OLS48580.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB14
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINAEKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>OLS48581.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB14
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>OLS48582.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPMASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPTRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRSLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRAIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCTHAVAGLCDATEIAMRQVPDPTTRQS
GHETRCLRFEEIDWQSRASRPANAPQGGVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGPTAEVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGNLCSRELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>OLS48583.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MERLSWTGALGHWLVPALEAALVVLALAALAHPVALLAGGRIAPGSEATRSDASKAARVTAGLFRLSLGAVAAVILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWIFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTAYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDAG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGGLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEEAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>OLS48584.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVSRWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPEPATAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMR
EGSALDRGLSTISIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQLLSDIGYAALNPRIRVA
>OLS48585.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB14
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRAAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLEGWQANGDATEYTLRLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDDGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>OLS48586.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>OLS48587.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB14
MSEKRDGFNAQQIGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGMIVNADALQVFEGWQVLTARPGPEETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPILVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLATEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIDARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGSWPRWPAG
>OLS48588.1 UMP kinase [Rhodovulum sulfidophilum]AB14
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>OLS48589.1 ribosome-recycling factor [Rhodovulum sulfidophilum]AB14
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>OLS48590.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB14
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>OLS48591.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB14
MQRRRITVFGATGSIGENTIDLLTRQGGAGTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIETL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTRIGQLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>OLS48592.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB14
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSAFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>OLS48593.1 hypothetical protein BV379_10175 [Rhodovulum sulfidophilum]AB14
MRRSLTAPVLAAMLGLAASGASAQEGRTVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGDEPSSDPAPETGGALLRPMPAPAPLRGATEGGD
>OLS48594.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabZ [Rhodovulum sulfidophilum]AB14
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVRRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>OLS48595.1 acyl-[acyl-carrier-protein]--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB14
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLVIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGEGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>OLS48596.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB14
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMHRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARAAAI
VAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPSQDRRVDLPAIGPATVEAAH
RAGLAGIAVEAGGVLVLEPEETLARADALGLFLWVREP
>OLS48597.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB14
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMGRIKQCAAE
VVRLSPDALITIDSPDFCLRVARRVKAQRRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIAREAPLCLALPGSRRGEVMRMAPVFGRALQTVLAQHPDLRIVLPAASGVAALVTEL
TAAWPVAPLVIDPRGDPEGAAGDKRAAFAAADLALAASGTVSLELAASDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNI
VSDTFAVPEFLGANCQPGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>OLS48598.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB14
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>OLS48599.1 hypothetical protein BV379_10210 [Rhodovulum sulfidophilum]AB14
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>OLS48600.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>OLS48601.1 DNA ligase (NAD(+)) LigA [Rhodovulum sulfidophilum]AB14
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLATEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLAGAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSIPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGVRQLKNREGWGEKSATNLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNYQ
TWAAFEAAVTQATVGEGPKWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>OLS48602.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB14
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHSAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPTLLADEGWQGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDRAAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>OLS48603.1 ferredoxin--NADP(+) reductase [Rhodovulum sulfidophilum]AB14
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>OLS48604.1 hypothetical protein BV379_10235 [Rhodovulum sulfidophilum]AB14
MQPQNVIPGAIAFWVSGIWPSMKIEQTKNRIRQIGWLRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGV
VDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNL
GLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLS
ARLVRAHLPDWIDVHRQPVEA
>OLS48605.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MKALTTAATAVALTLSAGAAFADCDPGEAVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>OLS48606.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB14
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>OLS48607.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>OLS48608.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB14
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>OLS48609.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB14
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>OLS48610.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB14
MRTRFAPSPTGPLHLGHAFAALTAFARAGDGEMLLRIEDIDSARSRPEWEAQIYDDLVWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMIGL
>OLS48611.1 hypothetical protein BV379_10270 [Rhodovulum sulfidophilum]AB14
MLYVLALFLPPLSILMIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>OLS48612.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB14
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGVTNRLMSHPKIKREDTEITSLPEDGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAATILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>OLS48613.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB14
MNDTPETPENEDENGSGKGPERPAYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
ELSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>OLS48614.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MPLSETELMLRGYGLTTAEFYYRMPDFRNVLNSFIWQDYDLAPDHPRLFRFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>OLS48615.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB14
MTATRNQLILLAAGASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAVSTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>OLS48616.1 cytochrome B [Rhodovulum sulfidophilum]AB14
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>OLS48617.1 hypothetical protein BV379_10305, partial [Rhodovulum sulfidophilum]AB14
MLGGMLTVREIKAAPAGRYGDAGGLSLIKTSQDSGKWNFRYSFLRTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDP
ITERKEERAATKAQRDNTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWR
TKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLT
LVRYMGCAGARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAP
>OLS48618.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
ALGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGTDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLFVLSLAFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERQEDRWLE
FGESGLVLAAASLLGAWANSLLLRRGTPPRGLVGYGVLLLAIGALVLSLLASGPAFVIGMAVVALAYAMAIPNILAEALQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLTRR
>OLS48619.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDETRVAAPFAGTAIVAMTPLLREVFERMSLQPFDTDWSAGAARNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>OLS48620.1 hypothetical protein BV379_10330 [Rhodovulum sulfidophilum]AB14
MRLPLRTFAVAAAFAATTSPSSAQDALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSMLPESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEASKSYREALAPYCPGFNLDY
>OLS48621.1 hypothetical protein BV379_10335 [Rhodovulum sulfidophilum]AB14
MRTDTGHYDWLQASKREVTADEHALRIEVISGFEPLDAQFGVLAPKSVPDKLHAPLFGQPEPNPAEIAPEADISAAPSLG
TFAVLDAARLPNLPEILSASGLEYACLFKGGAADELQDVAPWIVRLEEESRFTRSLFTQGDAPWAMWNQAPGIYLRSRDG
LDDVRNHLRKFIRARDDEGTWFYLRLYDPRIMRAFLQGAPRFAHRLLARPFPWSNLTILTCFEDSAQIASPAENVPADMR
PIRIGSEEKAVFRHLTFEARAAALMARLGKSNATSMSTDPNVRLAQKSAIISAFHRMYDYGFQQPLQQDRWGLWELFYGA
GFEMNDPILKRICDTSDAPSGVRFAAFQRRLEEIYS
>OLS48622.1 hypothetical protein BV379_10340 [Rhodovulum sulfidophilum]AB14
MQNSPVVECAASPLSKFDSAEQLRNIRGVQSHVPPDFVNEGNCLALICNRSARKSGHSLTKFTRPFLHLSSTSAAQTQQY
THITIESREAHSPDPRKVNDCATSRRQRRVVPDETIAEPVPLNLGDSKPCFIELASHNRADVLARGCDTGGAGGGIADDH
RRAEARQYLGHGPAPVEGLCRFFTAKARRSVMHQIADPAALTGMAVWRPEHLGALGQGIETDDRQGHATDCSKTAAADRD
GNSAEHFNRAQPHKRDASGVTGQPIAKELFFTACSRIAVAGHPVAHDRIEPIRAFLIRWKRVDTVISARHIFSEGRALYI
PVDRCVDADDAGAVVDIPPTEAGKLGFEVANTVAKRDCLIFKVLPFGHLCAGMTSHHELTANRPSQLLLARGDLVVSVLR
RPKRLPHRSGLRCIVQKLQPVAKREVAFIGEKLKQKARPLRVMPGKAVEQAILGQERAIEDDGQNLITQWQVFDVGKPEH
LIKSDIALVERENDAFSTAALTFGAGHIGIVFPFARANRASGNCCQACSSWGGRDILRHQL
>OLS48623.1 hypothetical protein BV379_10345 [Rhodovulum sulfidophilum]AB14
MRDLCEPGKDFSASLLAADYLIGISALVVKSLIACIDIHEVRKRILFRRQVVVIQMRIFQRIYQGARLIPVDGHIRYLLL
ERPAIMRVQPLCWINILVLFVDTFRQDSLKIFMIFALRLVAFFIVPAFFLHLQCSFGFPR
>OLS48624.1 hypothetical protein BV379_10350 [Rhodovulum sulfidophilum]AB14
MRLAAFAIVLETMAYQWLILPGRGDDPRPVDRNVELLEQLVEHIGLDQRLPDKGEFLSKMVAGGIMSSDEARDKLNLARR
GGAADELRAQTALPPPHRSRKGTAMSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLAPIGADPWGE
GVTARRISAALRAIGERAVTVNINMAE
>OLS48625.1 hypothetical protein BV379_10355 [Rhodovulum sulfidophilum]AB14
MARRLPSRGGRTAQEIRPDKPAKAAQKDTTARWTIKHSKAKTRAGGSRPVDFAIPVCGYKNHISIDRQNGVRSARSDQWR
SGSHSGVKSSPTRPGMTAPADT
>OLS48626.1 hypothetical protein BV379_10360 [Rhodovulum sulfidophilum]AB14
MEGLRAFFALGLQAGTARLSNHRNRPMLPTMLASVIVVLARARPMVRMISPIRSFWWPKTCSTFERTTDLRPFAQDVLVY
IGRPPGFLRWISLTMPLAASQASFSTDR
>OLS48627.1 hypothetical protein BV379_10365 [Rhodovulum sulfidophilum]AB14
MQRHYPQLMEFMRLQIASRRAFERLRPCGPAALICQERAACFLSLKRQAFGGRPSGVFGVQPGCGPRFSLA
>OLS48628.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB14
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHSDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELAARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQSRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>OLS48629.1 ectoine hydrolase DoeA [Rhodovulum sulfidophilum]AB14
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQNLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDETVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>OLS48630.1 hypothetical protein BV379_10380 [Rhodovulum sulfidophilum]AB14
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGPDTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVSGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVLG
>OLS48631.1 hypothetical protein BV379_10385 [Rhodovulum sulfidophilum]AB14
MPRAKASRRHCRIPYGYRSSNGPGGLRCTVPCRTGRLYDISICAADMGPANFVYGYRGASRPASNRVPQWVLVDGFGDRH
AITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARQFEFEDDDRPAT
>OLS48632.1 hypothetical protein BV379_10395 [Rhodovulum sulfidophilum]AB14
MPGLFMPGLGMAGLLLALAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATATAPAGLDEASA
PVFGFERDLGVTTASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISL
TNLKVYVSE
>OLS48633.1 hypothetical protein BV379_10400 [Rhodovulum sulfidophilum]AB14
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAEYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYVYARQMRVAGEI
>OLS48634.1 hypothetical protein BV379_10405 [Rhodovulum sulfidophilum]AB14
MHGRDKLLECIGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRSEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFARAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPEAWAAWRARSGH
>OLS48635.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGAIRGLAMVVWLVAGFFLYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQIFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>OLS48636.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>OLS48637.1 hypothetical protein BV379_10420 [Rhodovulum sulfidophilum]AB14
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>OLS48638.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>OLS48639.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPVSEAGA
>OLS48640.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGRLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>OLS48641.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKAVPERSGPSFGAAAEGRTQDLVFVLLDRFTMISFAGAIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIG
FEPLGRDEMVIICGGLDVQSETTRGLVAWLRREARKGLVMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIEL
TRSVFVIDGNRMTTAGGTASIDLALTLIARTHGQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEK
NLEDPISPATLARDVGMSTRQLERLFRRYLNRSPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHY
DTTPYRERGSRSGRTEA
>OLS48642.1 3-deoxy-7-phosphoheptulonate synthase [Rhodovulum sulfidophilum]AB14
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>OLS48643.1 hypothetical protein BV379_10450 [Rhodovulum sulfidophilum]AB14
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>OLS48644.1 YicC family protein [Rhodovulum sulfidophilum]AB14
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPETETAPLLAALSADLTPLLEEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLVRVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKATIDQMREQVQNVE
>OLS48645.1 guanylate kinase [Rhodovulum sulfidophilum]AB14
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>OLS48646.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB14
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEDGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>OLS48647.1 hypothetical protein BV379_10470 [Rhodovulum sulfidophilum]AB14
MGNTGTDRSAQMAPGVDRNGMALLIGFDRVDQPQRGMPFIGARCEHLPYDLVQAALSSLQGVEMIVSPLLTDQFDAMDLA
QQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGMTVQMIPRTRH
>OLS48648.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>OLS48649.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>OLS48650.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB14
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>OLS48651.1 phosphate ABC transporter, permease protein PstA [Rhodovulum sulfidophilum]AB14
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>OLS48652.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>OLS48653.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>OLS48654.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB14
MTRTGTATGLTLAAALLACGAASADPEEGAYSSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVDEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASAGTGGTDTDR
>OLS48655.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRHVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>OLS48656.1 hypothetical protein BV379_10520 [Rhodovulum sulfidophilum]AB14
MTVFTPTASPARPPLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAV
GGGVALLAGLRLIDGLLPGGPYLSGAVPLWPDRSPGPAALDLSTTYALMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSA
MTDLFEATIWGRPVSAFSLSCLGLAGLAMTHILRAEWLLRPLFSRERHGPRMRILLVLALIGPWLVGIATLHAVPETVSA
RLLIAPLLGLFSLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRTGVNGADPEA
DERAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAAL
QRAESALYVAERRGGGTLVRVSNLAETGQGAEARNSPRDMGGAARPP
>OLS48657.1 hypothetical protein BV379_10525 [Rhodovulum sulfidophilum]AB14
MPSADQRPRKTLAIRVLGLTILMAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWIRIVGHPRIEHALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLAIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIANRNIRESDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQGIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGCAIRRADTALYAAKIGGRNRVMSAAALCEAEAPVGPFARRTPPRLVS
>OLS48658.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB14
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>OLS48659.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB14
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>OLS48660.1 hypothetical protein BV379_10540 [Rhodovulum sulfidophilum]AB14
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>OLS48661.1 amino acid transporter [Rhodovulum sulfidophilum]AB14
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFSPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWVIAARLLLGG
>OLS48662.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB14
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTSAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>OLS48663.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPTHGIAMYGAPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>OLS48664.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>OLS48665.1 benzoate--CoA ligase [Rhodovulum sulfidophilum]AB14
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHDPA
>OLS48666.1 polyketide biosynthesis protein [Rhodovulum sulfidophilum]AB14
MIRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGAAPKAGLQ
>OLS48667.1 multidrug MFS transporter [Rhodovulum sulfidophilum]AB14
MGACADVFRFLKGPAMAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNQAQFVVTSFMLGMGAGTLI
MGPLSDCFGRKPVILGTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFT
ILPALAPSVGAVVMAGFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTF
IFAGFFGFLTSTQQIYDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFMLSGLMMAAFWLHLL
PGWAEFPAFVLWSITFFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPQPLAIGCFLSV
GVALAVMLAVPRR
>OLS48668.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB14
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAVLADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQFSLFSALKDHIHARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEATATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>OLS48669.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB14
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVATEAGLWI
AALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>OLS48670.1 delta-aminolevulinic acid dehydratase [Rhodovulum sulfidophilum]AB14
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKKEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQDVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLIEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>OLS48671.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB14
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>OLS48672.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB14
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>OLS48673.1 monooxygenase [Rhodovulum sulfidophilum]AB14
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FHHGNRVLRLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>OLS48674.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB14
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>OLS48675.1 ATP-binding protein [Rhodovulum sulfidophilum]AB14
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>OLS48676.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB14
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>OLS48677.1 shikimate kinase [Rhodovulum sulfidophilum]AB14
MGTQLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVL
STGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSV
EDMAGRVIEALKTRPDVLEAA
>OLS48678.1 hypothetical protein BV379_10635 [Rhodovulum sulfidophilum]AB14
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVMPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLVRFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>OLS48679.1 recombinase XerD [Rhodovulum sulfidophilum]AB14
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLAKTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGAREALTAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>OLS48680.1 hypothetical protein BV379_10645 [Rhodovulum sulfidophilum]AB14
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWTLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>OLS48681.1 hypothetical protein BV379_10650 [Rhodovulum sulfidophilum]AB14
MTMREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>OLS48682.1 beta-ACP synthase [Rhodovulum sulfidophilum]AB14
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDIDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLALR
KV
>OLS48683.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB14
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>OLS48684.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB14
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAGGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAVIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>OLS48685.1 murein L,D-transpeptidase [Rhodovulum sulfidophilum]AB14
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDAHTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDMMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>OLS48686.1 Tat pathway signal protein [Rhodovulum sulfidophilum]AB14
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>OLS48687.1 glycosyl transferase [Rhodovulum sulfidophilum]AB14
MRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSDTFNA
AHARDRLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADFRRMN
SGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYEKPWQ
DHAKADRLKPLIELWRAHAEGAAIPDTTTLPGPPSP
>OLS48688.1 hypothetical protein BV379_10690 [Rhodovulum sulfidophilum]AB14
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSTPTGFRPYALGDRPDMSGIDALIHCAFSHLPGRYRGGEG
SDPEGFSRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTDLTETLTPYPDTLYGKVKAEAERSLFALASDSFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGDDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWEPGGIARLHATLPALCRPCPAG
>OLS48689.1 hypothetical protein BV379_10695 [Rhodovulum sulfidophilum]AB14
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFGLDEIDAARLWLRESLGTIHFEEIGADTLQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRVAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>OLS48690.1 hypothetical protein BV379_10700 [Rhodovulum sulfidophilum]AB14
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPPQGARQGEDT
ALQIVLAGLPDLEPHLEQSHPSLLGLSRDSTVRLQPMTADETADYIRSRIVAAGGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLERPASSPPRAPQTAPPGARPRPVAPPPPPDAAAVASTPP
PPISEPLSASSSVSVSGAVSAPGAPPVPPRPRRRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTAIDATSPRLAGA
GAVPESRRAARLSDRSQAAETVPGAESAETNSTETGAAAERLARTRIEAAETRLADTLSELDRLAARLRDATQETGAAEA
RRDAARDAAKRAEADFAQLQDRIAEAELRLDALDRRLDEGDADRLTGLQATAAPPAPKPRSDPAPAPLPATSPLELDAAS
ADPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQVRLEDLP
EAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPAARFATALTAARLTLPAHPSLLWWRIRAGRSAPTDW
QRIDPR
>OLS48691.1 hypothetical protein BV379_10710 [Rhodovulum sulfidophilum]AB14
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAETAELAADEARAARDAAGTEAADLA
ETVERAKAAAETAQTERRETEAALTDMQARLEAETARMAEARAAFETIRAQTADTRAALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAALERAATASAAADAAEARAAAQVQEIAEAEARQEALLAEGQETETALAALRKELEAA
TGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADTTEAPE
AAPPEPPVPAARAPGARPAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVS
LIRGLGRC
>OLS48692.1 hypothetical protein BV379_10715 [Rhodovulum sulfidophilum]AB14
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTLVLADARTLAEAPATAAYL
AGSGRVRPTQMRRDLERLVDGMTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLTGDAVSAATRLATGFQVRMYPDWTGDRDGLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSHTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLIEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAQILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>OLS48693.1 hypothetical protein BV379_10720 [Rhodovulum sulfidophilum]AB14
MSPASESSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNFLRLDPFR
LTDLAPAPAAEDEAEVGPDDSGLEAGLPEEAAEAAPVGDADESAEMPDEIAADATAEDELSDPGLPMPEEAEDETAAETV
VAEEDAADLDSAEGQDVDAPDTEVDLGEAMPGAAAEEELPNVPAVPEPETGDETATGLAGLPEEAGPGPDIGLGEDDIPP
DMPEAEPAAEDELAATDSSDIAALDETGNESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADPGESL
GTRIATIEAAMARVEDSQQRLAEGLERVEAAVARIEAALVSLAQPSTAPEDDTDSSQAAIEAIEERIEAIAERLGDVQSS
HSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGRGEERQGNLDAVLDRLNATQESIAAMV
SQLLEGSSAAERRFGA
>OLS48694.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB14
MYAFEFDRPTTLDAAVAALGQEEAQALAGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYLKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLAGRAVAGAS
>OLS48695.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB14
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAAAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDGLK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATLDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>OLS48696.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB14
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPTEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>OLS48697.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB14
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEDGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEEGAE
APKGKGWLGRMMTRKAEAE
>OLS48698.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MSPDPIRPTVPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>OLS48699.1 GfdT protein [Rhodovulum sulfidophilum]AB14
MDRNATPARTLSRQPPLVRDAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSRCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGHAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQAPPCP
TA
>OLS48700.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB14
MSDSLIDPTDPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHLEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQSERT
>OLS48701.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB14
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALTSAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGSHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGR
>OLS48702.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]AB14
MTLQTISDLLQGQDGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAERLGLIVLRLSVNPSEPAGRFSLKAGGAGGDCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>OLS48703.1 tricarboxylate transporter [Rhodovulum sulfidophilum]AB14
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRQGRNGSARPAPAE
>OLS48704.1 hypothetical protein BV379_10775 [Rhodovulum sulfidophilum]AB14
MLAADRLIALALMGFSVIVMWYARRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRIMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>OLS48705.1 hypothetical protein BV379_10780 [Rhodovulum sulfidophilum]AB14
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTEMFRQLSQTEQWRSYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
IASSS
>OLS48706.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGIEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>OLS48707.1 hypothetical protein BV379_10790 [Rhodovulum sulfidophilum]AB14
MSIAVLQAPDAEAGAISTDGLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERCGGPVALWVLRAGLSGLPLLWSVLRGEMSLVGPRPATRADLARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIAAALMRRWRSGRPQPGLAILSGTVPLIVSSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>OLS48708.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB14
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>OLS48709.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQDAATCPHSAWIGELPGGLRRRFEPGTAIARPGAVDGYGEGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQNSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>OLS48710.1 hypothetical protein BV379_10810 [Rhodovulum sulfidophilum]AB14
MAHRSRTTRRDGPMFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFLFMMVAYGLKLW
RRPKVVAEDLRVLPGRAGLSAAVLSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLH
FVGFILACLSAVPLGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALT
AAAVAVALLAALLVSARWLLAAGVSPLWGALSFPMAAFASLMLALAAALEGQAPAEAFRIAGGIALVAATLAIPPILVFV
MQLWAKGRLAAQTNAARA
>OLS48711.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIVGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMNARGLP
AQELYDSVTGQIGQ
>OLS48712.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLTAPVAVPLVVSAADQAATEATHVSGADD
>OLS48713.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDPIEIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKAYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>OLS48714.1 hypothetical protein BV379_10830 [Rhodovulum sulfidophilum]AB14
MPMIRPFGPLALCAVLAACAHGADETAMVPAAIAPLSPGNPHRGAISDIEIAGGKETDPALASQIADADFKAALCSALLL
SGALSASGRYLLRAEIEEITQPLFGVDMLVGLTVRYRLQDRAGKTRRERRIVTRHTARLGEAFLGSERLRYANEGAAREN
IAAFLRALGAEARAGGVAGVS
>OLS48715.1 hypothetical protein BV379_10835 [Rhodovulum sulfidophilum]AB14
MPRSMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSDLASS
LTRAGILTPGGTNRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTLFDQTVTTSYTSPLGQAVRGIDRLRIASENAA
KDNIALLLRALGASAEGAPTGGPF
>OLS48716.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAALTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTGVRLTTGGGTIRAQVPTEPGDKGRKVRVGIRPEDMAATDGADYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>OLS48717.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAGHGGRKSGLLWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDREDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGSPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>OLS48718.1 alpha-glucoside ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMTPAMAALGLYLVYPVLGSFWRSL
FNRDGGTFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILMLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>OLS48719.1 alpha-glucoside ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYETFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFSEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRESEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATIFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>OLS48720.1 beta-glucosidase [Rhodovulum sulfidophilum]AB14
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
PSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMADRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIDYAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDAIVMGEDGPEIHDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>OLS48721.1 hypothetical protein BV379_10870 [Rhodovulum sulfidophilum]AB14
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNAEHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLARFLAGADGFAAVEEALSGRGLGRLYDWATAGAGTPRKLDGHGVLAALDTDPEALRAAETFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>OLS48722.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB14
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTSQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVKEIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>OLS48723.1 hypothetical protein BV379_10880 [Rhodovulum sulfidophilum]AB14
MNADPNRRGSAAVGFLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>OLS48724.1 peptidase [Rhodovulum sulfidophilum]AB14
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAKGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>OLS48725.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB14
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>OLS48726.1 bacterioferritin [Rhodovulum sulfidophilum]AB14
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>OLS48727.1 peptidase M75 [Rhodovulum sulfidophilum]AB14
MIRRTVLAFALALGAAPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLAVSHL
RLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCALIRA
EARDIHALASAILADWRDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAESRRSG
RSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEESRASL
GPALGVAAGFNSRDGD
>OLS48728.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB14
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEERHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPESGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGAAPVWLDAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTAQQARAFDNHLVTVGAA
>OLS48729.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MKLRRMTAEELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGQGI
GHSLWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAIEAGATGFEKRA
FLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVVHGAPVMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>OLS48730.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVA
QPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFI
AQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHDPVPVPLTLREALTGE
>OLS48731.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAAGGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>OLS48732.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITTVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>OLS48733.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAIVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWVFTLGIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGVQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLTVIGILLRFVDIRKEL
>OLS48734.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>OLS48735.1 HyuE hydantoin racemase [Rhodovulum sulfidophilum]AB14
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSTLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>OLS48736.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]AB14
MSSLAALARASGILPGYRDLTGTERPTAPETAQALLAAMGLAAATEAEAAASLDALEAARAARHLPDWLVLDEGRAPGLA
VPAAWRIELETGRVIEGRAEDPLPALPLGIHRLRVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFLADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGL
DAASLSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCAAPAVADFAAANGGAVAFHAWLQCLAETQLGAIR
EAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAEGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAEILRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAM
FDPGIASWPEPVLGSFGSHDLPPFAAWGAGHDIDWHRRLGHIPPERAEALAAERAGQAQALGVRIGGAGVDALHAALAAS
PARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>OLS48737.1 glycogen debranching enzyme GlgX [Rhodovulum sulfidophilum]AB14
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFRPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGSFGMPAEAVAVFVLEEEPPV
>OLS48738.1 starch synthase [Rhodovulum sulfidophilum]AB14
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>OLS48739.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB14
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAGNPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRAESPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>OLS48740.1 glycogen phosphorylase [Rhodovulum sulfidophilum]AB14
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSRLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>OLS48741.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB14
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMQVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAEGLSPAPD
ACPVLPAIPAAPLDIGLALG
>OLS48742.1 hypothetical protein BV379_10985 [Rhodovulum sulfidophilum]AB14
MPADPPIRRSTLSTARLLQARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDSIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGRPLEQTLALSAAIRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREIIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEAAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGIEAARRIRAAEGPPPRIVAMTAHALPEDLARFQAAGMEDVALKPVSRGRLSEIL
GEVPGAATQCKTAPGAMVPEPERDAPADKPHRAAS
>OLS48743.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDH
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANQPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>OLS48744.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVKGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPENVDELTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>OLS48745.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB14
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>OLS48746.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB14
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASEERASNEDRD
>OLS48747.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB14
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>OLS48748.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB14
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>OLS48749.1 exopolyphosphatase [Rhodovulum sulfidophilum]AB14
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDTDRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>OLS48750.1 hypothetical protein BV379_11035 [Rhodovulum sulfidophilum]AB14
MRHRLALIPLLALLLTAAPASAQDRGGAGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>OLS48751.1 endonuclease [Rhodovulum sulfidophilum]AB14
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPERLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSPDEEIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERGLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>OLS48752.1 molecular chaperone DjlA [Rhodovulum sulfidophilum]AB14
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>OLS48753.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB14
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>OLS48754.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB14
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPRNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>OLS48755.1 hypothetical protein BV379_11060 [Rhodovulum sulfidophilum]AB14
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>OLS48756.1 restriction endonuclease [Rhodovulum sulfidophilum]AB14
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSALFELTPEDRAEVLPSGRQGRMANRVHWARSYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPADPIASDATPEEILASAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>OLS48757.1 acetyl/propionyl-CoA carboxylase subuit alpha [Rhodovulum sulfidophilum]AB14
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVARINAGPGESLAVDEVIMEFE
>OLS48758.1 hypothetical protein BV379_11075 [Rhodovulum sulfidophilum]AB14
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>OLS48759.1 hypothetical protein BV379_11080 [Rhodovulum sulfidophilum]AB14
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>OLS48760.1 hypothetical protein BV379_11085 [Rhodovulum sulfidophilum]AB14
MILRAVFLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPAQVVITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>OLS48761.1 hypothetical protein BV379_11090 [Rhodovulum sulfidophilum]AB14
MLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRAAAPFPRS
DCERKIAALLTSPSHRARWLAQAGSEPRT
>OLS48762.1 hypothetical protein BV379_11095 [Rhodovulum sulfidophilum]AB14
MEHIEDWAKVQKHEFENMIVLCANCHARVTTGEIRKDAVRAYKRNLAIINGRYSLYEYRLMEAFYTKMREHPGEPLQAQV
AENDYLHIKGMVDDDLLVLRRNPGGMWSFGLPISPMQALLTEAGKKLINSFFNGRDIEN
>OLS48763.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]AB14
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>OLS48764.1 hypothetical protein BV379_11105 [Rhodovulum sulfidophilum]AB14
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>OLS48765.1 Bcr/CflA family drug resistance efflux transporter [Rhodovulum sulfidophilum]AB14
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGA
>OLS48766.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIIYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>OLS48767.1 hypothetical protein BV379_11120 [Rhodovulum sulfidophilum]AB14
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>OLS48768.1 hypothetical protein BV379_11125 [Rhodovulum sulfidophilum]AB14
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADFGTLADASPEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>OLS48769.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARISRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALMFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>OLS48770.1 histidine kinase [Rhodovulum sulfidophilum]AB14
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
VALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAATAKTA
>OLS48771.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPVSAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>OLS48772.1 SLC13 family permease [Rhodovulum sulfidophilum]AB14
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVEWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>OLS48773.1 hypothetical protein BV379_11150 [Rhodovulum sulfidophilum]AB14
MAATLALVAGAGARFVPSSSAAGPIARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALAGLGALHLRQSLP
AQPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWTMSLNPAWPDRYAVAEIETASGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQI
HRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>OLS48774.1 hypothetical protein BV379_11155 [Rhodovulum sulfidophilum]AB14
MFDQLKTRFAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGGNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGAPVARARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>OLS48775.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEIAGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALSELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREEGRHDQ
LLARDGLYAGLYRLQFTAES
>OLS48776.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB14
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDETILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPITAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>OLS48777.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB14
MADRAALEALVGAAIVRSQPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHGTTGAAYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAGIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGSGYRGLVERCLATLGA
>OLS48778.1 elongation factor P [Rhodovulum sulfidophilum]AB14
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIIINTETLDYSARA
>OLS48779.1 elongation factor P [Rhodovulum sulfidophilum]AB14
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>OLS48780.1 hypothetical protein BV379_11185 [Rhodovulum sulfidophilum]AB14
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRSAPARAMPVLLRGPLPQEPGAPALPVAREAA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>OLS48781.1 transporter [Rhodovulum sulfidophilum]AB14
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSAMAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>OLS48782.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB14
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>OLS48783.1 hypothetical protein BV379_11200 [Rhodovulum sulfidophilum]AB14
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGASNGPGRVLQPTIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRTLVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASMDRFATLGLAPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGPERPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAESVAGADGLSAALAALDGAEQTRRAACAREVLAGLRA
EAPGPDMLIDALECLMGAPAPTPPAEKEPGNG
>OLS48784.1 hypothetical protein BV379_11205 [Rhodovulum sulfidophilum]AB14
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRSHPDCPGIVTAT
RGNHGQGQALAARAAGMSARIYAPEGNSAEKNAAMRAFGADLRIFGTDFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>OLS48785.1 hypothetical protein BV379_11210 [Rhodovulum sulfidophilum]AB14
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGASL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPESDYQDERSITVCIPGACGTACVEELEMVSF
L
>OLS48786.1 2'-5' RNA ligase [Rhodovulum sulfidophilum]AB14
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVVLDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>OLS48787.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB14
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDTEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>OLS48788.1 hypothetical protein BV379_11225 [Rhodovulum sulfidophilum]AB14
MIRYALTCADGHRFESWFQSASAFDTLLKGGHVSCSLCGSRDVSKALMAPSVATDRPEGSGAPAPDEGSENAAAPAGRPL
STPTGPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>OLS48789.1 aspartate kinase [Rhodovulum sulfidophilum]AB14
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>OLS48790.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB14
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKLEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>OLS48791.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDSEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRA
RPD
>OLS48792.1 flavin reductase [Rhodovulum sulfidophilum]AB14
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDDAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRETG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILQLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGGIFELQRP
>OLS48793.1 methylthioadenosine phosphorylase [Rhodovulum sulfidophilum]AB14
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCEKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>OLS48794.1 hypothetical protein BV379_11255 [Rhodovulum sulfidophilum]AB14
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>OLS48795.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>OLS48796.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB14
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLDRMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGCFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPACILNPGAVIPPP
>OLS48797.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB14
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTSLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDLVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEILVRNVPTDIRGRDGTSVRQNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLEGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>OLS48798.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>OLS48799.1 peptidase M16 [Rhodovulum sulfidophilum]AB14
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>OLS48800.1 threonine synthase [Rhodovulum sulfidophilum]AB14
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>OLS48801.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB14
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEAAGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSTWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIHAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>OLS48802.1 DNA topoisomerase I [Rhodovulum sulfidophilum]AB14
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDTEDGDDRRLPQIAQGEPARPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>OLS48803.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB14
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>OLS48804.1 hypothetical protein BV379_11310 [Rhodovulum sulfidophilum]AB14
MPGEIGMAVETCESDATVRSRTVKTPAGPLILPAGKDAWARAHWNGFRRKDRNRPPHWRGGLRKTGRPIGAPP
>OLS48805.1 hypothetical protein BV379_11315 [Rhodovulum sulfidophilum]AB14
MFAADLDRDLALVIRHGDLTGAEWGSVTRGTRDAMAVRNPFGISTTLASLSASDPTSRTIVVDGDRLGMTAEDLVAGSID
ALADSQITAIRTSCQMDATEGLSALT
>OLS48806.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB14
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>OLS48807.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB14
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>OLS48808.1 hypothetical protein BV379_11330 [Rhodovulum sulfidophilum]AB14
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANARVAKIV
ASLAAESDNGYVAAHGHRDNGPAAQTIANPRVAAIAAYNAANAD
>OLS48809.1 hypothetical protein BV379_11335 [Rhodovulum sulfidophilum]AB14
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPMAE
RMSKRTVNAVENR
>OLS48810.1 FAD-linked oxidase [Rhodovulum sulfidophilum]AB14
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMMPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASDAEFTVGWIDATAKRKRLGRGILEEGMLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>OLS48811.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAVIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAGFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>OLS48812.1 hypothetical protein BV379_11350 [Rhodovulum sulfidophilum]AB14
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>OLS48813.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB14
MRLIFGLVLLVGVGLAGCAVYLAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEEIFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGATDDVVAKAVEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>OLS48814.1 general secretion pathway protein [Rhodovulum sulfidophilum]AB14
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNLFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>OLS48815.1 hypothetical protein BV379_11365 [Rhodovulum sulfidophilum]AB14
MRASLVLLTLGTALALTGCSPQQREEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRTAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLAGRDVSRARLQAVVSHGETRPLVPT
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>OLS48816.1 pilus assembly protein CpaE [Rhodovulum sulfidophilum]AB14
MTSMPAPIPDQVPIRACTVSRDIQDFDLLIEDMEAELGGGWGDIAFAEARDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVARLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
KELHVLTAPTDILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHFYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTESGDHGLLLAETAARSPLRKEIRKLALS
LHDVGTAAAAAAQ
>OLS48817.1 pilus assembly protein TadB [Rhodovulum sulfidophilum]AB14
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALRDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETAIFLPAAIAVAVFLVVNVIFMRVMINI
KV
>OLS48818.1 pilus assembly protein TadC [Rhodovulum sulfidophilum]AB14
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLIALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQVSGADRLDR
FSTLLEPRDEKALSAARLRLIQAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>OLS48819.1 hypothetical protein BV379_11395 [Rhodovulum sulfidophilum]AB14
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDENSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>OLS48820.1 hypothetical protein BV379_11400 [Rhodovulum sulfidophilum]AB14
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>OLS48821.1 ATPase [Rhodovulum sulfidophilum]AB14
MPLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVVAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIMHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLIYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEDFLKIFASVARRKEMPIDEDALIYLLRKKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>OLS48822.1 peptidase M19 [Rhodovulum sulfidophilum]AB14
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMTQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRRAMVAHGYGPELIARICQGNWLRVLEKTWGH
>OLS48823.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNKLIVTTD
KAYATSFVLNCLTATIGSILDRKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>OLS48824.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>OLS48825.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]AB14
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>OLS48826.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLRRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>OLS48827.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRSEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYSRD
>OLS48828.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MRLALAIAPALAIALAAGLLGPPSAASGTDRPPFRFAQVAALEGPAAALGQGMRLGLLAAFEEANRAGGVHGRKVMLDSV
DDGYEPARSAAAVERIISEDHHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAETEAW
IAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKPVAE
FVRVGRRLDFTPTVVNISFVGSRVLSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEVDAEARPDFVSLEGYLAG
RVALRALQKAGPFANRSRMLEALDQLGTFDLGGLNFSYGPGDNQGLDEVFLTRIGADGAFEPLPPAAVDPKL
>OLS48829.1 hypothetical protein BV379_11445 [Rhodovulum sulfidophilum]AB14
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIVDARDRLTELTGHVYLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAALSDIVERVSHIAELIGGI
ATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARATRRAEPAPSPDEG
RMPIEPRKSAVNDGGWQDF
>OLS48830.1 hypothetical protein BV379_11450 [Rhodovulum sulfidophilum]AB14
MPVRTIVLTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYD
AGGADGVTGKRTRTAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETG
RCMGGGYPAQNNYGGAPGYPGGNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRS
IADHCQTVKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVEFMAAETDALG
TRPAADLTAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADA
DRARGWYDTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>OLS48831.1 hypothetical protein BV379_11455 [Rhodovulum sulfidophilum]AB14
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSFSGSGVPSFNLQ
>OLS48832.1 hypothetical protein BV379_11460 [Rhodovulum sulfidophilum]AB14
MLRAAIFGMALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQ
CEAVPPAPTPEPAAPPDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGT
TCRGAVSGRFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>OLS48833.1 serine protease [Rhodovulum sulfidophilum]AB14
MAEHFLTKCQIDLSQCLEIGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRGAHVAATMG
RFLPLAAAPPLSASEAMARRADLPTDTPADTDGSAPPAAGATVAPGPVPPEPAARSWPGAIAWVPLLALLLIAGGLLVWL
LLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEFLESA
ALTPATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSNE
>OLS48834.1 hypothetical protein BV379_11470 [Rhodovulum sulfidophilum]AB14
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
VLPASAPAATESAPETGAAPADPIAAASARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERQIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSEVLQEGSLTR
QGESWTTTINYPGLP
>OLS48835.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB14
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPILRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>OLS48836.1 hypothetical protein BV379_11480 [Rhodovulum sulfidophilum]AB14
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDSEPGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSAETGANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>OLS48837.1 hypothetical protein BV379_11485 [Rhodovulum sulfidophilum]AB14
MALKIRPDPRRPSGGYAELSAEAEALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPEAPPPAAQAEDPAP
EEKHRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAKRLERLCPDLRA
ASDTLSRSAAEEYCRP
>OLS48838.1 hypothetical protein BV379_11490 [Rhodovulum sulfidophilum]AB14
MSPFRLRPALSAFAIMLSVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHEAPDGPETRRYPAFQPLYVFARQEGWIEV
GPSATAAPAGWVAADTVVDWKQNIVASFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPQAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>OLS48839.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGIYRLRPADGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVSDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>OLS48840.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPTDLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGTGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>OLS48841.1 hypothetical protein BV379_11505 [Rhodovulum sulfidophilum]AB14
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQLYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIEEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGSRLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>OLS48842.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB14
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>OLS48843.1 epimerase [Rhodovulum sulfidophilum]AB14
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGADQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>OLS48844.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB14
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>OLS48845.1 hypothetical protein BV379_11530 [Rhodovulum sulfidophilum]AB14
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVDPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAETA
LVLSDCRALGGRAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPGWPGEALAA
GPITEGAAPAYAQSGVHALVSSAPYHALPAEIDVAFEPG
>OLS48846.1 hypothetical protein BV379_11535 [Rhodovulum sulfidophilum]AB14
MRSTGIFSENEYRLRRLVRAGLVWLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IQTLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQT
VSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGGH
>OLS48847.1 hypothetical protein BV379_11540 [Rhodovulum sulfidophilum]AB14
MMVDDCRFERKMVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSV
VVILTSSECAADMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>OLS48848.1 response regulator [Rhodovulum sulfidophilum]AB14
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>OLS48849.1 hypothetical protein BV379_11550 [Rhodovulum sulfidophilum]AB14
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDVDPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASDMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>OLS48850.1 response regulator [Rhodovulum sulfidophilum]AB14
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>OLS48851.1 hypothetical protein BV379_11560 [Rhodovulum sulfidophilum]AB14
MEFAGAFFSERVLRELELMASDAGNLSVLPEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYI
GRGDNWREIVRVHRVGDRIEVVAPGGMQSKGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTV
GGALVINADFEWLLRAANLHPSDGFSVTVMTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGVGGGDMADTTEIGW
RRAVNVTSLPSGSPNRGDRLSLRTDIFVVTELPTRLLFAPLRQQLFCGLAAAIVLSVGAAWVAWIIGKQLTAPLHRLAQG
LRKCDLGEDMSDLIPTTNDEVGELARALVSLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADM
VGRNVSILMSEEDAERHNDMLRRRIGRREQKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQ
ARSEALVKALERSNADLDAFAYFASHDLKAPLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSR
IGRIEEKAQIVEGRDLFDELRGLLQIPDGFSFEATQEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTA
YHLSVTDDGPGIPPKYHAKVFEMFQTLRPRDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKAT
GRAA
>OLS48852.1 hypothetical protein BV379_11565 [Rhodovulum sulfidophilum]AB14
MLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTGLDALELLKAH
PAQGEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVERMLERFSAVC
AADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>OLS48853.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB14
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLERIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDIASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRTSGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAADFA
AAWAKVMNADRFDLV
>OLS48854.1 peptidase M48 [Rhodovulum sulfidophilum]AB14
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>OLS48855.1 hypothetical protein BV379_11580 [Rhodovulum sulfidophilum]AB14
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRIIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARNGDEAADILAANGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLNAMNRTHAVARAL
IFGLIVP
>OLS48856.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB14
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHGAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>OLS48857.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB14
MSIDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEI
DTAWFAARIGQASGLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNG
SGRVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFAHVGGFALAA
LAAGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFNLVICDPPAFAPSKKALDAGLRAYE
RVARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>OLS48858.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB14
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNIGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMASYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTAADPFQKTGGLRALGGNLGRGIIKTSAVAPERHVIEAPARIFQNQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>OLS48859.1 keto-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB14
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPTNAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>OLS48860.1 adenine deaminase [Rhodovulum sulfidophilum]AB14
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEIMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRELNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVANLAECRAQLVLSGGRAASASAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVIERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>OLS48861.1 hypothetical protein BV379_11610 [Rhodovulum sulfidophilum]AB14
MPVGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARGPAGFPEHGPRYFTTRFRFCAWALLYGSVIAGAF
LVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSLAAAVGIAAAFYTSDWERMLRERFQNNALIPRQA
EQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQAELAQMRLERLARVEFMLWRMTQGDLPAEVAARL
AEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLVEAQRPDFRRRLGQAAGLDCEQDRIETFPVSRLDDVIPVLE
DELRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLRALVPLCVTGLEVQRGRLRDLGTRLEDLWCETLRFAICIGLA
APYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQSSDHASGANLEGAELWQRVRMLLGGMKIAATER
PLWLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPGALRPLDYLISFVMIWSVLVPGVAALIYVLGFSAAFRDVYVG
ALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAGGVVLAEIWIGSVDPESDTPFNAGRFWSLLFLASA
LTMVLIGAILLATSSKVSGKLRRMQGARLSALRPAYPA
>OLS48862.1 hypothetical protein BV379_11615 [Rhodovulum sulfidophilum]AB14
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSASCGYEEKGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAAEAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLHRRMVLPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSLWFLMEFQSKVRDGNPLK
>OLS48863.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MLATISRRDVLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWEGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLSIEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSSQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>OLS48864.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MPRMIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYAQG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>OLS48865.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTPLLTLTALGIRYPGARTPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPADTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAEGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPRETYTRT
LLAAHLDLSSPRLVGDAP
>OLS48866.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSPLLDARDLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWGALRGRALR
RARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPEHVARLLSEVGLSPDLAHRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLATPRS
EILRRLIAAVPEIPAEEALP
>OLS48867.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB14
MTAPPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPDRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALAADRFDLVALVHAESATGILNPLAEIAALTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLENVLGDLARLGAALAAAGWPAPTDKALAAAETAFREAAKA
>OLS48868.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB14
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>OLS48869.1 hypothetical protein BV379_11655 [Rhodovulum sulfidophilum]AB14
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTVPVDWGLRVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQSSVKA
>OLS48870.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB14
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAAGGLGGCPF
APGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>OLS48871.1 3-methylcrotonyl-CoA carboxylase [Rhodovulum sulfidophilum]AB14
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMDQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALSSARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQERIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTRVAGTVTNLAFLGRLARLPGFARGEVDTGLIDREIDLLAASPAPARAVEAAALLEAAAPPAGPLAGFT
LWAPLRRSVTLRRDGEEVTGTLLFEGPARATVEIGETVLEARLGPEGWRIDGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEEDA
>OLS48872.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB14
MRLRSAVLPTSDSFRANRTAHLEALREVSEAAALAAAGGGEAARVRHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGTHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>OLS48873.1 hypothetical protein BV379_11675 [Rhodovulum sulfidophilum]AB14
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGESHVGDNARPTITFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNSSSVTPFLGAGLNYTTFWDTDSALGDVDIEDSWGLALHAGLDYAIDERHS
IRTDVRWIDIDSDVKLNGGKIGTAHIDPWVFGVSYIWKF
>OLS48874.1 hypothetical protein BV379_11680 [Rhodovulum sulfidophilum]AB14
MIQMRLPLILAAALAVATPALAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWK
ARMDSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAAR
AMFMESAVSYMENK
>OLS48875.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYSLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>OLS48876.1 CREA protein [Rhodovulum sulfidophilum]AB14
MPRPALLAALLAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>OLS48877.1 hypothetical protein BV379_11695 [Rhodovulum sulfidophilum]AB14
MTSKHPQKGKAWPSAYRRASAALSFTRRVAQGQAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDAV
PVDGAVLLAGEGPARAAPLVPVARPASFARPDAGPLSADGLGAVAEARALQGRQAGRALLAAYPASPGGTLLPNGIHVFA
GAPDLSPPARPDSDAAPEGNALAQLRPPRRPLAAADPKRPRPRPAAIGNSAAPTGPAAAATADLVVAASDRPRSRPALAS
AAMPSSAPDLAGLRPVSRPLVLSEAEPDALRPSARPPARAGAASVASLVPSARTGHSMATVPVVPPAPEAAETAPGLRAS
LRPQTRPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDRDA
LIVQQALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVD
AIYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQ
PLSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>OLS48878.1 peptidase [Rhodovulum sulfidophilum]AB14
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>OLS48879.1 transglutaminase [Rhodovulum sulfidophilum]AB14
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTVRTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>OLS48880.1 A alpha-helical domain with a conserved ER moti [Rhodovulum sulfidophilum]AB14
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYRRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWGAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>OLS48881.1 hypothetical protein BV379_11715 [Rhodovulum sulfidophilum]AB14
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>OLS48882.1 uracil permease [Rhodovulum sulfidophilum]AB14
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSDAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGRIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSGVAVGILAGYLFALATGMVTSGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGALFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>OLS48883.1 Ureidoglycolate hydrolase [Rhodovulum sulfidophilum]AB14
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRTLPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEAGHPGTPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>OLS48884.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB14
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>OLS48885.1 OHCU decarboxylase [Rhodovulum sulfidophilum]AB14
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAAGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRATALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFGLELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVREHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>OLS48886.1 5-hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB14
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFETGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>OLS48887.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>OLS48888.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB14
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLVDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAATAALFAAIVALSLWPTRDIAAPETEAALPAPLA
RIVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>OLS48889.1 hypothetical protein BV379_11760 [Rhodovulum sulfidophilum]AB14
MIRLFGRDLTRSSLLGRSWMPDIERALRWGLDQIEAELGENAIAIVQGKTGQRLWVACPADLREYLDALPRTGRFILAKN
LTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLAEAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQAQDR
RGRK
>OLS48890.1 hypothetical protein BV379_11765 [Rhodovulum sulfidophilum]AB14
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQALPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>OLS48891.1 hypothetical protein BV379_11770 [Rhodovulum sulfidophilum]AB14
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAAPPPVPVLTMRPGEDEQAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVEKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVT
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>OLS48892.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGALPSGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDSRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLIRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGTMQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDTVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGENSRKASSSKVGSARSIPSDPALAA
H
>OLS48893.1 hypothetical protein BV379_11780 [Rhodovulum sulfidophilum]AB14
MLVVAARMEGRHLSGKVRGDWSGREACSQGWPDRPTIGINANSFGRRQRETSGEAAVGGGASDPYGRASLPRVFPKEVVA
ALYAFDAIMALQNLRDSRDGASFEPKQCIGTGLDMGTALKVIPVPKVALEGSVEVFLPVTLALTGIFADAGISGSMTGR
>OLS48894.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRQEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGVFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAATDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>OLS48895.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLTWLAGGMIAAA
LASAGIGALQVVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEQTLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVRLDHVSFAYAGQSLRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVDAGAIRFDGVDLRDFGFATLSQMLGVVSQEPYLLNASVAENLRFACAEATGAEMIAAAKVAQIHDHIAALPEG
YDTPVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTVRDADMIV
VMQHGRMVETGIHAALAAKGGVYAGLLAGA
>OLS48896.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYTRLIEHVDHLSALVEELRTLALSNAGQLELNRDRFDLAGEVGAALNGLEADLTAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQTDD
>OLS48897.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFRRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGVGYRLDMPHVR
>OLS48898.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB14
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINMLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYALLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEERLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>OLS48899.1 hypothetical protein BV379_11820 [Rhodovulum sulfidophilum]AB14
MADHGRRYATGVLLLVPGFCSLAVASRVITGRFLEQLRLLAIPVFEGAYGRPALRCDLRDLPFVERR
>OLS48900.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB14
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEDALI
NAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>OLS48901.1 IS110 family transposase [Rhodovulum sulfidophilum]AB14
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELHNRLRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKS
GREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVTNHPERADPWLTKLLQRKPARFATVAMANKT
ARIMWAVLTRNEPYRPHTA
>OLS48902.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB14
MSTSTEATQKPFKRNPKIAISADDLARLQGLADSMALRQPALADRLLEEIGRARIVAPAKIRDTVVTMGSKVTYRDEISG
QEKEVTLVYPEEADITNLCVSVMTPIGVALLGLSEGASFHWETRDDQRRTLTVLSVTPPPENTKY
>OLS48903.1 hypothetical protein BV379_11840 [Rhodovulum sulfidophilum]AB14
MAYFAFAWLASRVVSVLLDAASLRGRRYPRLLRDLIAALLFFVAFAAATSLLLGQGAIAALAGSGLLLAMLGFAIRNVVA
DTLSGIALGIEGPFRIGDWIDIDGLTRGKVIEIGWRTTRILTRDSTYMIIPNSQIARQRVTNYSAPRPQYRAQVAITLDH
AMPVDRACEVMLKAVMNAKLIQQDPAPDVRVLAYEEGGITYALRFWLSRFDRDIDCRDEVYRLVDDALRSKGYLAPHRRI
ELVRAPPTAS
>OLS48904.1 hypothetical protein BV379_11850 [Rhodovulum sulfidophilum]AB14
MTENLARITSRREFERLSWAHRLALRVVNFSLLPSWWPRRTQKMIRRHLEIRAAEAREALRRSANGMD
>OLS48905.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB14
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQAAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPPEAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>OLS48906.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB14
MMSRLAVLVDGDNISGCHAERILSIASRQGSPTVVRVYTNARRTSEWHDACGFRMIHAGTGKNASDVLLVIDAMELALSG
GIDQFVIASSDGDFTHLAHRLREHGAMVTGVGEGKAPSGFRGACSDFVLIDPGPSIRLVPSAPAVDDLDLKIRAIIAAAS
TKGAGMRLAALGATMHSKHGIRIGALPEQTWRAYLAARPHLYDLGPRGPDSMVRFKPEGFPAAA
>OLS48907.1 hypothetical protein BV379_11865 [Rhodovulum sulfidophilum]AB14
MARYCDRAKVQRDDDVREAEFASRLMHAADYEFGLLAQFIVEALTRALRADGLEACLSSRKHFAEVYHMRTAVGPGLNPF
LAEDFRRIDPRQCFDDGDEDA
>OLS48908.1 hypothetical protein BV379_11870 [Rhodovulum sulfidophilum]AB14
MNRIVRSALFKRQLLDITASYRERAGTAIALKFVDQIESSIGFIAATPLACAIYTQLEGKDFRKWGLKDFPVSVFFRLDE
SGTIILEALYAHRMDIGQRLPKDIE
>OLS48909.1 hypothetical protein BV379_11875 [Rhodovulum sulfidophilum]AB14
MENASENKMVKRLNTTLPDPLAHYVGEITGKGALYETPSEFIRDLIRRHMEKAQDVERGQINAMLAQSLSENDYSDWTNS
DLADARKAARE
>OLS48910.1 hypothetical protein BV379_11880 [Rhodovulum sulfidophilum]AB14
MEQHNITWRGIEIAITFTPEKFGMADHVELRSAGKVALPVTETGYRSHFLPVGIVAEHGGAVPFVSAWLEHEAARMGWND
AQLSLF
>OLS48911.1 serine dehydratase [Rhodovulum sulfidophilum]AB14
MDDWITPGAVTAAAARIKDDVLRTPTVFSPGLSEALGRSVHLKLENLQIGGSFKARGVLNKFAALDSTSSQVKFVAVSGG
NFGIAISEAARAAGADITVVMPRSAPSSSADRIRASGAMLILEPDVRSAFARADALAADGYEVIDDCRDTLVAEGHGTLA
LELLEDCPSLTDVFIAIGGGAMLAGAATIAKAMKPEIRIWGVETAGASSMHQALRAGKPIEVEIRSIVSTLGVPVIDQKM
LCHARRYVEDVIIVSDNDAIDGMIQFGEVAKQWVELASGTLIPAAAAAIPRLPDDAVVGLVVCGGNISHADMNRWSEHRT
SRA
>OLS48912.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRYKAKKIPPETSASSRTKPAEVRLDELMSAAENLFLSQGFSATTVNEIVEAASVAKGTFYHYFSSKNEMLEALAKRYTE
RFLESVQEAIDGCSADDWEERLRVWIHANIETYVKTYHIHDIVYTKHHHHDRANQAKSALLDQLLEIIEGGRLAGVWAPN
QPKIVALLIYSGVHGATDDIIASKTADSTSFARNVSDACLYMLPKLNAPTK
>OLS48913.1 hypothetical protein BV379_11915 [Rhodovulum sulfidophilum]AB14
MHEQTHPPPQPTGPGIPAPDTAIPSAPDDPDDGADPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCIHFGQDLTFV
PRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDHDDELG
TIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTVAAEGMSP
VAELRVQRKHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANGKSVL
VDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHSDFLD
FLPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEGGLRPPDRVL
EATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSFIPA
KRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>OLS48914.1 endonuclease [Rhodovulum sulfidophilum]AB14
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>OLS48915.1 hypothetical protein BV379_11935 [Rhodovulum sulfidophilum]AB14
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>OLS48916.1 terminase [Rhodovulum sulfidophilum]AB14
MAPAASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGA
RKVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITD
IYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGV
FKAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIAR
WSSQHLNIQIGLGHHLGGWTGAHHWLAATEPTLDLDALIASSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWA
HEVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHE
TLASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNP
EPARRDLSGFLDNPVMAI
>OLS48917.1 hypothetical protein BV379_11945 [Rhodovulum sulfidophilum]AB14
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRQSKAARIRAEQEARAWLAWHVEALRRCPSLPSFRSF
LGGRSGPEAAQPATEMQAMFDTVATAWARSPAARG
>OLS48918.1 hypothetical protein BV379_11950 [Rhodovulum sulfidophilum]AB14
MPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGAATAVLRDLGVRNREM
ALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAMTEALREGGLLR
RVIDGLTENLARISTWVATAVTAFGVRYVGALAAARLATLSMAGSLAMLRGALIRSGIGIAVIAAGELVYQLGRLVTATG
GFGEALDLMKDVAAEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPGAKAMKAAADGA
ADGLTAAKEAAAAAGDEAQRLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATNLARIGDAAGGDGGTSAVTQA
TGQLADTAKTASDSFKTFFKDVAKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGGRASGGGGTV
TQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDIHVNVQGSNASPEQIAAAVR
AESRRQASEIYDRRDRMARAGGAS
>OLS48919.1 hypothetical protein BV379_11955 [Rhodovulum sulfidophilum]AB14
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGMISADPLVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTGTEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGTWALAGPETVLSVSQSRIRTRILQVREAL
>OLS48920.1 hypothetical protein BV379_11960 [Rhodovulum sulfidophilum]AB14
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>OLS48921.1 hypothetical protein BV379_11965 [Rhodovulum sulfidophilum]AB14
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPEYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>OLS48922.1 hypothetical protein BV379_11970, partial [Rhodovulum sulfidophilum]AB14
MTAALPLVLLASLALILPATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLN
RIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYH
WGQVGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRE
WTSSALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETATPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATRGETL
EASRMERGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGSDLVFRAFSGEATGAEVARASIPVADFANRRGTIYVE
ISVADKSVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLET
EATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDL
PVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKT
FEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRL
AATTDNPFVDAWQFAWRPVSAPEPTLRALTDTPEDMIDDVAPGTYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAIT
GLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTP
GPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGCRAAGGVLAMAPGETRASYAFAGRIDLGAVQPVRLISDIELLISEA
RDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDTDPAAARWGPWQSFDAADFSGRAFRFRAVLGVESPDY
TIGITGL
>OLS48923.1 hypothetical protein BV379_11975 [Rhodovulum sulfidophilum]AB14
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS48924.1 hypothetical protein BV379_11980 [Rhodovulum sulfidophilum]AB14
MLGGMLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDP
ITERKEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWR
TKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLT
LVRYMGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRV
LKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSAAD
G
>OLS48925.1 proline dehydrogenase transcriptional activator [Rhodovulum sulfidophilum]AB14
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>OLS48926.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MQDDTVPLRDRIEAATYAPQTQVLEALLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELVPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMVRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDIDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELEAQLDAEAPAGLRPGPALFEPDRRNSRGWDLAHGPHLAQIETARAPSRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELSPGAPWELSSDLGPLIDAEAHAAIASHVATARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGNLDRVVEAINATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAQAAPEAVAAAVRTAQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAKGGAAVAVEGLLEPAALKDIEGISGALWWGDAETGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>OLS48927.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB14
MFPLRDHNPSSRFPFVTLALIAANVVVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVAPSSPIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>OLS48928.1 hypothetical protein BV379_12005 [Rhodovulum sulfidophilum]AB14
MTEDARGAGDRAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAAGVVELGDFGRDD
>OLS48929.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB14
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>OLS48930.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>OLS48931.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB14
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDDREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>OLS48932.1 xanthine dehydrogenase [Rhodovulum sulfidophilum]AB14
MPLRSPSGRGGPQMERTFGKSQTGPRLEDRRFLTGKGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAV
LAAGDLRAAGIGAAMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERILFDLHDLDPHLTLT
VGGPQIHPEAPLNLAYDWATGDEAAVHEAFRTAARTVRLEVADTRVIVNSMEPRGAWAEWAEGRLHLCVNGQGVWDQKAK
LAAMLDLPETAVRVTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRI
TGYRVETLSNLGAYNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAAREL
GLDPWELRRRNFIAPSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAESTARGRLRGLGLCYYIESILGDPTE
GAEIAFPEDGTVALYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVM
VAAFTPFLAAEMGVEMSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPE
TGETRVLRYTVADDFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPS
TANPLGMKGCGEAGTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLLAAA
>OLS48933.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEEG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>OLS48934.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
TDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVAALTA
EAKAPDLA
>OLS48935.1 arsenate reductase [Rhodovulum sulfidophilum]AB14
MIIYGLKTCDSCRKAKSALERLGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>OLS48936.1 cold-shock protein [Rhodovulum sulfidophilum]AB14
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>OLS48937.1 hypothetical protein BV379_12050 [Rhodovulum sulfidophilum]AB14
MSVIIAVILYLATVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALI
EGMVVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>OLS48938.1 thymidylate synthase (FAD) [Rhodovulum sulfidophilum]AB14
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMECIRRMLKGEAVTQETSGMSKGEWREFEAALKND
>OLS48939.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]AB14
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>OLS48940.1 hypothetical protein BV379_12065 [Rhodovulum sulfidophilum]AB14
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>OLS48941.1 hypothetical protein BV379_12070 [Rhodovulum sulfidophilum]AB14
MIDPHRGTDTNGQRIDRDLADRDFPRPGPVIRGAVAFRSSVACQPAPPSASNLSSQPSAVLMAVLRAAECGPVRGSLSAA
PATAAGLSISVQERNSLWSSMPLHSKIASATGAEGMRRKAACT
>OLS48942.1 hypothetical protein BV379_12075 [Rhodovulum sulfidophilum]AB14
MLIVLGANEFDDNTRCKAFFSGLPGELADHFRAELARGPGAFVNTASGFSDVAETIERKLPRELQAIAVGQVSPEPGSPG
AADLSRCSGSDPTSSAPSA
>OLS48943.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>OLS48944.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB14
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>OLS48945.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>OLS48946.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB14
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAANNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLN
>OLS48947.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB14
MTSAQSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKFGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPGSPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMARFWSRDWVPAAP
>OLS48948.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB14
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEAHGVSVA
LCEADIERWDWAPDAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGRGHSGRSALVEMVARKPRPEA
>OLS48949.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB14
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>OLS48950.1 HNH endonuclease [Rhodovulum sulfidophilum]AB14
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>OLS48951.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>OLS48952.1 DL-methionine transporter permease subunit [Rhodovulum sulfidophilum]AB14
MSANLIALLIEATLQTLYMVSAAALLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>OLS48953.1 methionine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGGLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>OLS48954.1 hypothetical protein BV379_12145 [Rhodovulum sulfidophilum]AB14
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>OLS48955.1 hypothetical protein BV379_12150 [Rhodovulum sulfidophilum]AB14
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGALEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>OLS48956.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB14
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAGRALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>OLS48957.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB14
MAEQGTDPVDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>OLS48958.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB14
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIVAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARAAIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKVAHG
>OLS48959.1 hypothetical protein BV379_12170 [Rhodovulum sulfidophilum]AB14
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALNLADTPATDAAGGAPFDRAEPAA
EPVAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>OLS48960.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MNLFNDLRALVIDCLDAMVAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAGA
DLTKLDHEAEIAVARKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>OLS48961.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB14
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNIELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>OLS48962.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]AB14
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
DRDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>OLS48963.1 cytochrome C [Rhodovulum sulfidophilum]AB14
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDNYRAKH
>OLS48964.1 hypothetical protein BV379_12210 [Rhodovulum sulfidophilum]AB14
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDGAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
TPGMPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>OLS48965.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MRSSSRQASGLFPGIGAISAAVLLLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLAGMLWLFAQAGGAASGVTRWVWAR
SLCLALMWGCYYAGLPGLPFSIAAACYYTAPIWMAVLSFLLLGTRIGARGGWAILLGFAGVLTILRPGFDALSPVIALPL
LAGFLYALAAVITQGRCRDVPPISMALNLNLVLVLAGAAHLAVLLWLGAGDEAGFLMSVWPGLGMHGWVLLIGLGVALAV
ITALVAFAYQRAPVPVIGLFDNGYLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRLPGGEEGGGEDARAPRAQP
RRV
>OLS48966.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQTDEFQLHRLRPFEAAARLESFTHAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSTRLLFT
AADTIFPVCAPSLLGDLRTPLDPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVRGLIDDGKLTPACRFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>OLS48967.1 ADP-ribose pyrophosphatase [Rhodovulum sulfidophilum]AB14
MPAAAYEAALPSHSIPERPIPAAIAVVIRANQVLLVRRANPPDAGCWGFPGGKIDCGETLTEAALRELAEETGISAEPLR
VFTAVDAFDREASGALRRHFILIAILCRWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>OLS48968.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB14
MIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGMI
ANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQAA
LPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGTAKTYLH
DALAASEALDVGHGHGPVHHFHALWPDHPAM
>OLS48969.1 phenazine biosynthesis protein PhzF family [Rhodovulum sulfidophilum]AB14
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTEGPSGYRLDLPRLDPEPLDALPAEVAAQFPGGVIAAFRNFENVFVELDGADRVRDYV
PDLAAIAGLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGVERFRA
>OLS48970.1 excinuclease ABC subunit B [Rhodovulum sulfidophilum]AB14
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGVRRRHS
>OLS48971.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB14
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>OLS48972.1 hypothetical protein BV379_12270 [Rhodovulum sulfidophilum]AB14
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASSPFPLRLPTRAGPREMRAMVFERAAPETATEGASAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRAHAAALAGVRTAWDALVNALEALPDGFACFDAEDRLVICNARFREMLPMAGTPIVPGL
GFRELFESALRQGMRRGDPEQRARWIAGREKARCGGARILEGERCDGGWLRLSDLPTSDGGRVVLCSDITALKRDARRTR
EKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWPEFHSEEEVARIRAVSERPLQTRGIWTGLVVAR
RTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSATLLR
NGDDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVADPTDV
IQVFLNLLLNARDAICRRTQQACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFEPYFS
TKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFSVFWPEAGEEPHEDLCAAGPPCGRLAGRRILLSDGDQEALRIL
SVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTAQPDRHLRSGAARRD
LFSGVLGKPVASVDLVAGAVAAIGGRQTER
>OLS48973.1 hypothetical protein BV379_12275 [Rhodovulum sulfidophilum]AB14
MKRFALGWTDRGADRIEVVGQAGMSDRDKRPGPAFALMILCVPAGWLTLIAALLLEYSLLTAVVAMFAVMWGIFVLGLIA
FLAVDALRARCRGSRREADAMVE
>OLS48974.1 hypothetical protein BV379_12280 [Rhodovulum sulfidophilum]AB14
MQDLLDEARELVDALRIYVLSDHVSDAASAVQGKAGRIGGDTGLIGRPPVRGAPQCEAARLLSLPIPEPAGDTDLGFLIV
ENRPSDRMPSSEELRCLHRLARRLGEILSARGLRLAVGAAQGAAGHVARRTGLGAAPSKDRAPAGIGADEGAQDQVPVVR
ARSGGERQAQMIERFVHDMANLVAVIDGSARMLSEEFGRSAHLHRILEANRQILAMMETLRAAGHHEIRHRWVDLGHLVR
AAADLLQAGWPEGIRLDLDLPGHEALALADPVQVSRIVLNLLCNARDGVARKAPGRAPEGRVLLSLRRQCDRPGAEGRVW
YEFYIVDDGIGMDADTRRNMFLPHFTRKGAAGTGLGIAFLDCQIRELGGRISVETALGQGTTIRILWPEVFK
>OLS48975.1 xylulokinase [Rhodovulum sulfidophilum]AB14
MVFSLGLDLGTTGLRALLLDDEGQPAGSAGRPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPKALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFARIAKVLLPAGFLN
LYLTGGAVADMSDSAGTSWFDTGRRDWSDALLEVGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEVLRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLEVPEGGELGAALGAARLGRVAATGAPPETVMTPPVIAATLAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>OLS48976.1 hypothetical protein BV379_12305 [Rhodovulum sulfidophilum]AB14
MARDQKTGPGHVPRPRMPDMSRPPPPTPRAGKSPIAREAAAAGPLGLGADVSAFLDTGVPGQLHREAIRRHWHSDPMLAS
LGACDPDKDKP
>OLS48977.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB14
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>OLS48978.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIARADVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>OLS48979.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVGADIRPVVE
QIFAE
>OLS48980.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB14
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>OLS48981.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAIPGILMGFAMMVTAYVIARRKSFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>OLS48982.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB14
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>OLS48983.1 hypothetical protein BV379_12345 [Rhodovulum sulfidophilum]AB14
MGMAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIE
VPYARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGSV
LAFRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGS
ELAAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>OLS48984.1 hypothetical protein BV379_12350 [Rhodovulum sulfidophilum]AB14
MAANRPAATPPSRRPSSRKHGGPKQRVWRMVHLGIDKETLEALAVEITGSHIGDAPMLPELLDKIPPEQEIGSVTADGAY
DRGLFMTPQRGDGARIWRTPRCRRCPGDVRGEVAGLRRQ
>OLS48985.1 hypothetical protein BV379_12360 [Rhodovulum sulfidophilum]AB14
MPLLSFLSSERYVFDIFLRLSGALAVEKVGAIAKAICRYDRILVQKLKGGPFRQDISAKLQSEGTQAFSVSSVALSLCTE
HGDKALRDRLAIQLQAWLSPEQMPDRDM
>OLS48986.1 hypothetical protein BV379_12365 [Rhodovulum sulfidophilum]AB14
MRVNLRMALLNPKMFNLYVKEWHGRRACEGYKAGVAALVAGGIVVLMLNDAEFAASMAPLVKWGMIAVPAGFSIYSIMAI
FFPSALFWLTHQHEDVKRALADKRHQ
>OLS48987.1 IS110 family transposase [Rhodovulum sulfidophilum]AB14
MQVTTVGLDLAKNIFQVHGVTETGEVAFNRPLRRAQVLAFDERLSRCLIGIEACASSHHWARELSMLGHTVRLMPPMYVN
PYVKRSKSDAVDAEAICEAVTRPTMRFVEIKSEEQQALLSLHRARDFVVGQCTQLINMIRSLAAEFGITIARGVQRAIEF
AKTVIDGKQPGLPELAQDVLRVLSRQLLYLHNRLGWYEAMLRIQARLSRQAQLLQTIPGVGPVTASAVAATIGSGRQVRS
GREFAAWLGLTPRNHSSGGKGRLGKIRKMGERYLRQLIVVGMTSRVRKVATHPERADPWLTKLLQRKPARLATVAMANNT
ARIMWAVLTGDEPYKAHAA
>OLS48988.1 hypothetical protein BV379_12375 [Rhodovulum sulfidophilum]AB14
MLCDLALPFPLRPARVHEVCGPVASSFAAGLAATVQGQVLWLRESWQGDTRNPLGFLPVLDPASVLLACPANQTDALAVT
EEALKDGAVALVVLEITRPLDLREGRRLQLAAGTGGTIGLCLIPEGMGSNAAETRWRATPVFDPEREDSTLMRWEITKNK
MGTFGAWNVFWNAQAHRLDLVSPAGE
>OLS48989.1 nucleotidyltransferase [Rhodovulum sulfidophilum]AB14
MFSGTHRRIVSIWFPRLASDRVLRARPVEGPFALSQRIGSNVTIYCLNTDAERAGLHPGMRMADARSFCPSLISQPARPD
QDARFLRLLRRWAERYCPWVGLEGADGLVLDITGSAHLFGGEAAMVADMQARLARVGVTAQLGLALSRGAAWAVAHFGGS
EETLLSLPVAALRLPADTVIALQRLGLRKICDLTTSQRAPLARRFGQDLLTRLDQCLGHAPEPVTPEAEPPQFATRMTLP
EPIGLQADVQAALERLLTPLCQKLATQEKGARRLCLTMRRVDQASQHVELRLAAPMRDPERILPLFARRLEDVDAGFGID
QMRLEAVQVEKRAPPQSNALYKTAPGHATPEQLVDLITRIGTRIGLENIQRFLPAESHIPERAFLLAPAAFSAPQDGFTT
PRPRPLRLFPPEPIAAQGTDPPRAFRWRGMRLSLGRAIGPERIAPEWWSEEENWRRGLRDYWRMETREGRRLWMFYTPQD
PGWFVQGEFA
>OLS48990.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB14
MDVLHPARSGLVCAGGIRMSYAELCVTSNFTFLTGASHPEELVARAAELGLAALAITDRNSLAGVVRAYSALKTLREEAA
GLRIRSSAQVDTSSRQAVGRPQDLARPETLALPRLIVGARLVLRDCPLDWLALPIDRAAYERLSRLLTLGKRRATKGECH
LDLSDLAAGCGGMILIALPPLGAPETLRIEVIRAPLQTLQRAFPGHVFLGAAPRYDGSDQAWFRACADLALRANTPMVAV
GDVLMHRAHRRPLADVLTCLREGLTIDTIGTRALPNGERRLKSAGEMARLFRHHPAAIRRTLEIAARCAFDLSELSYEYP
DEASNGEPAQIRLDRLAREGLARRYPDGASERVYKLMAKELGLVAELGYAPYFLTVHDIVAEARRRGILCQGRGSAANSI
LCYLLGITDVAPEMIGMVFERFISRHRGEPPDIDVDFEHERREEIIQWIYERYGRARAGLCATVIHFRARAAIREVGKVM
GLSADVTAALSSQIWGQSNQGADPARLREMGLNPEDRRLALTIRLIGETIGFPRHLSQHVGGFVITRGRLDDLCPIENAA
MEGRSCIEWDKNDIDTLGILKVDILSLGMLTCLRKSFDLLEAHKGERFTLATVPQEDRATYAMLTRADAVGVFQVESRAQ
MNFLPRMKPETFYDLVIEVAIVRPGPIQGGMVKPYIRRRQGLEAPEPFGLGPALAAVTAKTLGVPLFQEQAMQIATVGAG
YSAEEADQLRRSLASFRRMGTIEQHRERFIGGMRANGYAQEIAEACFAQIEGFADYGFPESHAAAFAMLTYVSSWLKCHH
PEVFACALLNAQPMGFYAPAQIVRDVREHGVEVRPICLNHSTWDNSLERRADGRLALRLGFRQIKGLRAEDAGWIMAARG
NGYPDIESLWLRAGLAPATLERLAEADAFAGMGLTRRDALWAARAIRAPKPLPLFANPLDGEKLAEPAVPLPPMHLGEEV
VEDYIALRLTLRAHPMELLRPGLPGITCHDQLPTAALGRTSVCGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKLYE
RYRRAVMGGRLLRVSGRLEREGIVVHLIAEQIEDLSHRLSELGHPMPEKIGSTLPQADDAPRPIRPAPRARHPREQAKRL
FPSRDFH
>OLS48991.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB14
MNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMCEQGRITALGWRSRACTLGMASLGLVTEVA
VGQCRAEVAAAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>OLS48992.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB14
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>OLS48993.1 hypothetical protein BV379_12415 [Rhodovulum sulfidophilum]AB14
MNDAIDSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQSRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPNLCDEP
>OLS48994.1 hypothetical protein BV379_12420 [Rhodovulum sulfidophilum]AB14
MATQIMGNVGTEETDDFNAFRKAVIPGRRQHVLLSSDQDNAITVGTRQGRPVVLRIDAAGMHSDGFVFWRADNGVWLTLS
VPPQNTWFSEIPSTVLERVPSPSP
>OLS48995.1 benzoate transporter [Rhodovulum sulfidophilum]AB14
MSSHSSPSSVRLNDLTHPIVAGLISVIVNYGGTFILVFQAAKIAGLSPELTASWVWSVSIGVGLTGLFLSLLYREPIITA
WSTPAAAFLVTALATTPYAEAVGAYMISAAAFVLLGMSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPLLVG
LLILAYVSLKRFSARYAVVGILVLGLAFLLTQGRVDLSGLRLEFAAPVFTMPEFSLNALLSVALPLFLITLTGQYMPGML
VLRNDGFKTSANPIVAVTGLGSLIMAPFGSHAFNVAAITAAIATGEEAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVF
MAFPATFITTLAGLALLGTIGGSLAGAMAEPTSREAALITFLASAANIELLGIGGAFWGLLIGLVAYLVLNGRLPHRWHS
DLSVSEGAAK
>OLS48996.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MFRHSQLESVKAWIAHPAHAAMPLHARIQRAIRQLIVDGALGPGKPLPASRALAKSLGVSRDTIEAAYTQLHAEGFIERR
VGSGSFVAEMTEFTPGRRLTQRDALLRNQAPNLSKRGAAMFRSSGVREMLTPRPFAHGVPETRTFPLRLWERLERQVRKE
VGAEALLHGDPQGTGPLRRAIADYVNLERGARATADRVLVLTSSQQALSLCANMLLDPGDRIFIEDPAYYGARKAFDAAG
LECVPIRVDRQGILVDQVMAEPRRTKAVFLTPSHQFPTGATLALDRRLALIEWAARHQTWIIEDDYDSEFHYAGKPTACV
QGLDPHDRTIYIGTFTKALFPGLRIGYVVLPPQLVKPMTVARTLLDGHTAPMAQLTLARFMEGGHFGAHVRTMRGVYAER
LDLLAGLVRKHLSDFIEPRVPIGGLQMPCVLTCGLSERTAIDAARRVGIELLGLSALHAAGDGKAGFLMGFAAYTHLEIE
VAVRKLENALRAVTKP
>OLS48997.1 hypothetical protein BV379_12445 [Rhodovulum sulfidophilum]AB14
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEEPE
ESRA
>OLS48998.1 YeeE/YedE [Rhodovulum sulfidophilum]AB14
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGSDGLALTLVLLASVAGLALALADPGKRAIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>OLS48999.1 sulfurtransferase [Rhodovulum sulfidophilum]AB14
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRELADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIREDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLRVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>OLS49000.1 cytochrome C biogenesis protein [Rhodovulum sulfidophilum]AB14
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>OLS49001.1 preprotein translocase subunit TatB [Rhodovulum sulfidophilum]AB14
MGPEIEIDLRGLKCPLPVLRARKALAALAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGTATLYLIRKG
>OLS49002.1 ribonuclease [Rhodovulum sulfidophilum]AB14
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDDGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAGRNVDGAEDREDHVAPAASDD
DTAPTDAEPADGVPAAAETEAAEAEDAAPAEDADEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSAGIPGMDVVDLG
DDEESEDPAEEDNSAETRKSSSRRRRRSPRKKTDEAEDTASSAEEAGEDGPEEIHHDDQIESVAEEDVHEEIRPRKPRAR
RYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMDVPEGAG
LIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRLAKDFMK
MIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETALKTNLEA
AEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEATTQPCPH
CHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLISPDFSIE
RFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAVAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQGYEAGQD
ESDDADSDGDTDAEAPEAVTAEASNEAASAEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEESVAPKAEEPAAVEAQ
VSAEAAAPVEAPAVEEALVEEAAVEDVAVEAAEASPETVELPEAELAAEAPVAEAAVEVEEKAVPEAEPAPKPEPEPETA
EASKDSAPKRQGWWSVGR
>OLS49003.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>OLS49004.1 two-component system sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MSNARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>OLS49005.1 phosphoribosylformylglycinamidine synthase I [Rhodovulum sulfidophilum]AB14
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>OLS49006.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB14
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>OLS49007.1 phosphoribosylformylglycinamidine synthase [Rhodovulum sulfidophilum]AB14
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEAQVREMCEKLLANTVIERYDIEIV
>OLS49008.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB14
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNIAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>OLS49009.1 aldolase [Rhodovulum sulfidophilum]AB14
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>OLS49010.1 methionine synthase I [Rhodovulum sulfidophilum]AB14
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQAEALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGESESPARAPRRRRRS
>OLS49011.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum sulfidophilum]AB14
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>OLS49012.1 hypothetical protein BV379_12530 [Rhodovulum sulfidophilum]AB14
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINHWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>OLS49013.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB14
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEDMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>OLS49014.1 hypothetical protein BV379_12545 [Rhodovulum sulfidophilum]AB14
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQALIVGTVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>OLS49015.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB14
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREESAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGAGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAKPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>OLS49016.1 hypothetical protein BV379_12555 [Rhodovulum sulfidophilum]AB14
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQVGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWAMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGVAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>OLS49017.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB14
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>OLS49018.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB14
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>OLS49019.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB14
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEEAVRSAAPKL
>OLS49020.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]AB14
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>OLS49021.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB14
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>OLS49022.1 hypothetical protein BV379_12585 [Rhodovulum sulfidophilum]AB14
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>OLS49023.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB14
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDRKPQILADNATDMEYGRDKDLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADEALSRLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>OLS49024.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB14
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>OLS49025.1 GTPase ObgE [Rhodovulum sulfidophilum]AB14
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREEGEAWRP
>OLS49026.1 hypothetical protein BV379_12605 [Rhodovulum sulfidophilum]AB14
MRGAADGFRIETPRLVLRAFRPADLDALIRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAAVFGRFPGLGVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>OLS49027.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>OLS49028.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB14
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>OLS49029.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB14
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPVAEPKAAKAPKAAEAAAPSAGDDLKKLPGVGPAMEKKLH
EAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDLAGKA
>OLS49030.1 hypothetical protein BV379_12625 [Rhodovulum sulfidophilum]AB14
MLRLVAATALIAVLAGGAARADEAAETASLQVLVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
DRIEAEMRAVLDSRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQDL
>OLS49031.1 hypothetical protein BV379_12635 [Rhodovulum sulfidophilum]AB14
MIKWRDMKGMDRPVEGNVTVTLRHTKGRKVRTITLRQQAIDILLQIPRSNRSPHVFWNRTEEGYYKAAANLFRGYAQETE
FGARLHDIRHKFAIERLKEGWSVHRVQRYIGHGAVKTTERYYFRYLSQEEQEIDNADGNVGL
>OLS49032.1 transposase [Rhodovulum sulfidophilum]AB14
MKRSRFTEEQIIGMLKEQEAGMTTADVCRKHGVSTATFYKYKARFGGLEVSDARRLRALEDENAKLKKLLAEAMLYNAIL
KDVASRMRAA
>OLS49033.1 IS5 family transposase [Rhodovulum sulfidophilum]AB14
MDSFARKRNTKLLAIADAEGQPLRLFMTAGQVSEDTGARALSSSLPKAQWLLGDRGCDADWFREGLKDKGMRVCIPGRKG
RKTAVRYDRRRYKRRNRIEIMFSWLKDLRRVATRYD
>OLS49034.1 hypothetical protein BV379_12655 [Rhodovulum sulfidophilum]AB14
MVARVLMGRKARIGREALMPGLVEERHCEEGAWLTVGQGCPNLGIDPVAVLWVRRLGPMRRGKAAGRNGARCSVAMCRDD
GSDDGYVLMEVGLMEIGFTENGRADAGMTIVARLRGQRPGRHCECCDRSLARWAVGELKMRHGPPPRGRALRQLPIW
>OLS49035.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB14
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEALAPGLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDDWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>OLS49036.1 2-dehydro-3-deoxygluconokinase [Rhodovulum sulfidophilum]AB14
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAVEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVPVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFADGAEP
>OLS49037.1 isomerase [Rhodovulum sulfidophilum]AB14
MRFSANLGFLWRELELPDAIRAAAGAGFSAVECHWPYDAPRSAIRAALDETGLPMLSLNTHPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIESINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQAASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAANAG
>OLS49038.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB14
MTAAAPFEIFLAALPGLEPLLAEEARAAGFATPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFNAEVWATMKAPA
PAIPAEARFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>OLS49039.1 hypothetical protein BV379_12680 [Rhodovulum sulfidophilum]AB14
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPVVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>OLS49040.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB14
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPTVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIALATGGALMLGLWIGAGLAAALTVLALTVAATLLMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWA
>OLS49041.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAVEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>OLS49042.1 hypothetical protein BV379_12695 [Rhodovulum sulfidophilum]AB14
MTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLTTRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVPSGDAPEPGLWVANPPDEEDRPVAQILTDLMGP
IGAV
>OLS49043.1 cytochrome C peroxidase [Rhodovulum sulfidophilum]AB14
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDTEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>OLS49044.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB14
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAGGNGVNP
FAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGA
WRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGDSPAIK
SVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQKKGRF
ELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILL
PPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACHQGTCL
SAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPPAGRPPAAFAPEPQDERARLIDAMERA
GWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>OLS49045.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB14
MSATLIPISGLQVASRKDMGAALAKGGGCSSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQ
CNYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSS
NGLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDAKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLI
PGLNDEHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLG
EDRGQDFTLDKLPEEIEDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIY
EADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPKKRLAEAGIEAIDGLAQDYIETAIAAVLH
SKQTARPGLSAERA
>OLS49046.1 ferredoxin [Rhodovulum sulfidophilum]AB14
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>OLS49047.1 hypothetical protein BV379_12720 [Rhodovulum sulfidophilum]AB14
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRYAVAERAGADLARGLLDDPEEPVRQAA
AERLAELATPPPAERNSDVDR
>OLS49048.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB14
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSHAIVGMRR
DELVSLDTPAKETPA
>OLS49049.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB14
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>OLS49050.1 SIR2 family protein [Rhodovulum sulfidophilum]AB14
MGAADRLSDLLDEVASGGRVPYLGAGVAAMADGGPPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGKGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLEELGIERLDLPLAGLAEAFATTA
>OLS49051.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB14
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>OLS49052.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB14
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>OLS49053.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB14
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>OLS49054.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB14
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPGTGWPHMAAMAALALVYTAGGIPAGARALHALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRVSGDTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERSAPIGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGAELGIAPAEIHAELRPEDKLRIVAGLARSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>OLS49055.1 hypothetical protein BV379_12760 [Rhodovulum sulfidophilum]AB14
MAIRTLYSSALSVVGVVFAPILRFFAGASRADEPAGFQARHPEIAGDGLDEAVIGGRAGP
>OLS49056.1 hypothetical protein BV379_12765 [Rhodovulum sulfidophilum]AB14
MSTCRECGKVLSVFGSDGDALCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGEVAPKAGLAAP
APVDPRLRR
>OLS49057.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB14
MQRSIGRSNDVTLSTIWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPI
TDVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMA
ARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLR
ANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQ
LIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARGIAAKAGFQGDELERQARHRVFPGNRPS
TTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGPRPETLDGSTAQLLDFIAAAG
>OLS49058.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB14
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTVALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMEGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>OLS49059.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB14
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>OLS49060.1 hypothetical protein BV379_12785 [Rhodovulum sulfidophilum]AB14
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLGRTPNVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGDIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>OLS49061.1 hypothetical protein BV379_12790 [Rhodovulum sulfidophilum]AB14
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNKAPEAKSPEALATAAQRDFAA
GDTVICDGWVLARSEANFALACLRDDTA
>OLS49062.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MVRAPLALDIDRADGGPLFLVIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPAAPVLAEPAVRRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADY
LASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDA
DPRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLS
PGIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDL
PAGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQA
>OLS49063.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB14
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLKLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>OLS49064.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB14
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEARARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGREI
ARIADLEAARTELGIAPGAHLIATGCALEDTPQGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRAEMSCAAGRRRIRH
>OLS49065.1 phospholipase [Rhodovulum sulfidophilum]AB14
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>OLS49066.1 3-methyladenine DNA glycosylase [Rhodovulum sulfidophilum]AB14
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>OLS49067.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MTDTLPSPAVSSRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>OLS49068.1 phytoene synthase [Rhodovulum sulfidophilum]AB14
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLTAGSGALMRASARVLGARDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPHDRPEAVAELARSGLARLASARRAGVPAQAVPAARAAWRTGAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>OLS49069.1 citramalate synthase [Rhodovulum sulfidophilum]AB14
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>OLS49070.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGRKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
DKVRLAESTLERWRNCTAHLEPSSENDFEADPGVMEALCDDLNTHLAITRLNALRSEPQKLLDNARILGFLSDQFRNGKP
VGAIPNSAGGEDDLFLGNDYIVLYEMRDRLVELRNLAMKTKDFSEVDSLKKKLIDAGVEVRMSKAGVELLPGAGFDPAKL
EGAE
>OLS49071.1 hypothetical protein BV379_12845 [Rhodovulum sulfidophilum]AB14
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSDEVDSVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>OLS49072.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>OLS49073.1 hypothetical protein BV379_12855 [Rhodovulum sulfidophilum]AB14
MSPRQNRVTPLGQILADPARGLFMGNRGCLHHAEGRLGRARWRHKAWICCLTEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKGFGATTAARLDALLHAARICPASGRQRHHTAPAAALPDGSFVLLEEAPHLILGAAALPWRP
AGYGAPRARPAGKVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>OLS49074.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]AB14
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGADADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>OLS49075.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum sulfidophilum]AB14
MTQKKSETDPDWRDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFESGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>OLS49076.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB14
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>OLS49077.1 hypothetical protein BV379_12880 [Rhodovulum sulfidophilum]AB14
MTAPRSLRLAGRRGREPVDFVLTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVS
TRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLAQVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDA
ELKPFAALARLRPSRDDAEGGGTPE
>OLS49078.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB14
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>OLS49079.1 phosphate acyltransferase [Rhodovulum sulfidophilum]AB14
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>OLS49080.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB14
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>OLS49081.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB14
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>OLS49082.1 hypothetical protein BV379_12905 [Rhodovulum sulfidophilum]AB14
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDDADAADLADATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDCGPPWQQAPSAPTPTP
ASPNGAASTDDDEVLAPPPSDAPAFDADPEQTAPEPSAARPPVAQAPTPARLRQSPALDEGTPAPETAPDSMPPEAEDLP
SGMTEPAEAAPTVAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPTRSRLLKHGFQRLLDADPDAAGRAAERLARVVL
SIETAARD
>OLS49083.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB14
MTAPGVLPAQDIRRLIDTGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHESPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>OLS49084.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB14
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLTRRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLGDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKAGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>OLS49085.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB14
MTARRLRLIEPETDMTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRIT
PKVEALSGCALLFVLAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYS
E
>OLS49086.1 hypothetical protein BV379_12935 [Rhodovulum sulfidophilum]AB14
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPEAARA
>OLS49087.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB14
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>OLS49088.1 hypothetical protein BV379_12950 [Rhodovulum sulfidophilum]AB14
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVTGKTLA
EARAIDADAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTDAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>OLS49089.1 homocitrate synthase [Rhodovulum sulfidophilum]AB14
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAEVARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTGVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>OLS49090.1 hypothetical protein BV379_12960 [Rhodovulum sulfidophilum]AB14
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLDRLDDDGVRAAAREALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>OLS49091.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]AB14
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>OLS49092.1 nitrogen fixation protein FixC [Rhodovulum sulfidophilum]AB14
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>OLS49093.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB14
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>OLS49094.1 RNA polymerase sigma-54 factor [Rhodovulum sulfidophilum]AB14
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPETVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>OLS49095.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB14
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>OLS49096.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>OLS49097.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB14
MIRRGPKKELTLGRARSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTDFLQAVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAAPRREARG
>OLS49098.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>OLS49099.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB14
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDQIGHVPMTAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>OLS49100.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB14
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQFPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLERAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>OLS49101.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB14
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>OLS49102.1 hypothetical protein BV379_13025 [Rhodovulum sulfidophilum]AB14
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRAEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>OLS49103.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB14
MTPEKLAYMANQIAIAFARLPGEEAEAAIADHIDQFWDPRMRARLLVLAETPDADLSDRVRGAAALIRRPETA
>OLS49104.1 hypothetical protein BV379_13035, partial [Rhodovulum sulfidophilum]AB14
GATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVR
RAGAVRRAGRFPPAPEGLGAPRYSFTLPLRFEWKG
>OLS49105.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB14
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGAWQGPPRLIEVRPDGLSLNGQAMVPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>OLS49106.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB14
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALLGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>OLS49107.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFTGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>OLS49108.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB14
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKERASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>OLS49109.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]AB14
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIKHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGLEERPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPADKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVSGRVGGRDVLVGAQRLMVREGIAPGPLEAQAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVQALEGLRADGPVAFVGDGLNDAPALASADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>OLS49110.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>OLS49111.1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB14
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>OLS49112.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB14
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>OLS49113.1 transketolase [Rhodovulum sulfidophilum]AB14
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSDKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>OLS49114.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB14
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>OLS49115.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB14
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDILEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>OLS49116.1 fructose-1,6-bisphosphate aldolase [Rhodovulum sulfidophilum]AB14
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>OLS49117.1 ribulose 1,5-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB14
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>OLS49118.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB14
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>OLS49119.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB14
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAK
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKQAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>OLS49120.1 phosphoglycolate phosphatase, bacterial [Rhodovulum sulfidophilum]AB14
MEGRRVKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLG
HYEADPATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQL
GAKQAVFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>OLS49121.1 phosphatase [Rhodovulum sulfidophilum]AB14
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAG
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>OLS49122.1 hypothetical protein BV379_13135 [Rhodovulum sulfidophilum]AB14
MIATYDARRSLGDLRHAAANLFAPGSAQRDLQDGAEALTSEAAKAYRYYETHRETASLARRSLADCMPTAKALFNADLEQ
AIGELMKQFDIVFADVGWRAELSPDARQAKWEKLTPGVPSEDRNTMDATIATQVARIEDICLPQFRTAGRKRRDDRPSV
>OLS49123.1 hypothetical protein BV379_13140 [Rhodovulum sulfidophilum]AB14
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSNGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>OLS49124.1 amidohydrolase [Rhodovulum sulfidophilum]AB14
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASRTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGSFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTDSEAYNVIPQTVRLKGTVRTLEEEMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>OLS49125.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB14
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAHAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERGGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>OLS49126.1 hypothetical protein BV379_13155 [Rhodovulum sulfidophilum]AB14
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATALVTPVVVLAVWLMIRQLRKGMEH
>OLS49127.1 NAD(P) transhydrogenase subunit beta [Rhodovulum sulfidophilum]AB14
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFSQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>OLS49128.1 NAD(P) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB14
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>OLS49129.1 hypothetical protein BV379_13170 [Rhodovulum sulfidophilum]AB14
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>OLS49130.1 kynureninase [Rhodovulum sulfidophilum]AB14
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARTVGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLELASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>OLS49131.1 hypothetical protein BV379_13180 [Rhodovulum sulfidophilum]AB14
MRLRRARPGDGAPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTVIAEIRGLPAGFMTLGRDGYLDF
AYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVIRHGVALTNFRMELEL
>OLS49132.1 hypothetical protein BV379_13185 [Rhodovulum sulfidophilum]AB14
MKRPFLIGVAGGAAVAAGLGGWLWLQRPGADVEAGGSRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWGFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>OLS49133.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]AB14
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>OLS49134.1 hypothetical protein BV379_13195 [Rhodovulum sulfidophilum]AB14
MAAPPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQFGLDPGACCRVLARLSADYDPRLHGA
LFRAAAARRVDPLRWGRAADPEGVFLRRWLPELADLPSDALHAPWTCPAAARRLGRRYPHPLVAPGRCRPAGSRSASPAA
RRQDSRQLAFDL
>OLS49135.1 hypothetical protein BV379_13200 [Rhodovulum sulfidophilum]AB14
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLARRRAPAPGAAARRTDRA
ARAGARADPRGPRSGARLRSLSGAAARWPVRGRAGAGRGAGWRRSRCRVVGASGLGRAVGGRGGPGGPPCARGGRRAPPR
FLVGPARPVSAGPGRRSRPCGRAPGPRGRCATGGLGARRDRAACGRCRDARADP
>OLS49136.1 aminopeptidase N [Rhodovulum sulfidophilum]AB14
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVTPEITAA
GLSCEVPDAPFTWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESELPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETAATPGQDKKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
GLYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFAKRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>OLS49137.1 hypothetical protein BV379_13215 [Rhodovulum sulfidophilum]AB14
MLRRLLRGLRGSTRAKGAAPQAAGARAAPLPDDTPFGEGLARRAVAFLEATSAVWGEAAIVRTHRDHTGHGLFHDRATGR
FFLSRSLDGWPCAPEYLSFADAAGFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDYLRRHGNGGASGRQGS
>OLS49138.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>OLS49139.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB14
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTARG
>OLS49140.1 hypothetical protein BV379_13230 [Rhodovulum sulfidophilum]AB14
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPDLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>OLS49141.1 hypothetical protein BV379_13235 [Rhodovulum sulfidophilum]AB14
MFEPYTRALTQAQLDIMLGDTGTILPDGLHHPAHWPDPEPPGPHSHGVKRDDSSAAASSSPSIRAKVQERPVAELRHALQ
ASYPETAVLAEYIAGQIQNEIAAHRMTAIPNDAEALSDYNAKLNFLNETLIAVQRLHEAIPIAEPDQKVTPEEARRIKEI
LIDIAGKTDLAVRYLDNDTGTYGNFWKIGLIGACSGLFGCFGIPVNLGAPIAAGVIGASTIRLIVEGRRGP
>OLS49142.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB14
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYDRFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLRQKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVSGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQV
>OLS49143.1 hypothetical protein BV379_13245 [Rhodovulum sulfidophilum]AB14
MIESAISRPYSGYHRSIWRKAAALTQSMVGNHGFVDGNKRTALLLVETLIERSGYYLVLSGQDRFDDLIVGVASGEIDFD
ALVVWFEERVARR
>OLS49144.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB14
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENSKAEPDRTLLTSTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGRDGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAV
>OLS49145.1 hypothetical protein BV379_13255 [Rhodovulum sulfidophilum]AB14
MVGHCRDVDLILANLGTADIAYNKPDSMIRGKPGIISFVVDLSPQEVPSDAFDGLPGQIVRADVPVSRYISAELWGAEDV
FKISPAGPVRKQIFASSENRWDWTVKPLLGGAQVLKLKTYVHLTENGAPRGAIGWKTFEATIPVKVTTSDRIRDMAAEIQ
PIHAIVLFVMSLAGGAWANLRRRKKTEPQEALTTGQAGKPFRPDAREEA
>OLS49146.1 hypothetical protein BV379_13260 [Rhodovulum sulfidophilum]AB14
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMAPMSAMGDTGGLHGHR
ETGIALPFLGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGADNPAVSATSVPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTVSKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILAANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>OLS49147.1 hypothetical protein BV379_13265 [Rhodovulum sulfidophilum]AB14
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>OLS49148.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB14
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAVQAAPESPERSEEPRESARPPRNERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPAAADEPVEQDAE
>OLS49149.1 MBL fold hydrolase [Rhodovulum sulfidophilum]AB14
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>OLS49150.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB14
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>OLS49151.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB14
MSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAA
LYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMP
ATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIET
PGGRRAIAAADVFF
>OLS49152.1 NADH-quinone oxidoreductase subunit N [Rhodovulum sulfidophilum]AB14
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYIGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>OLS49153.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB14
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>OLS49154.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB14
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>OLS49155.1 NADH-quinone oxidoreductase subunit K [Rhodovulum sulfidophilum]AB14
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>OLS49156.1 NADH:ubiquinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB14
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>OLS49157.1 hypothetical protein BV379_13315 [Rhodovulum sulfidophilum]AB14
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEEAGK
>OLS49158.1 NADH-quinone oxidoreductase subunit I [Rhodovulum sulfidophilum]AB14
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>OLS49159.1 NADH-quinone oxidoreductase subunit H [Rhodovulum sulfidophilum]AB14
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>OLS49160.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB14
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTTAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>OLS49161.1 NADH-quinone oxidoreductase subunit F [Rhodovulum sulfidophilum]AB14
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>OLS49162.1 NADH dehydrogenase [Rhodovulum sulfidophilum]AB14
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLEDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFISKGHMLADVAAIIGTLDIVFGE
VDR
>OLS49163.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB14
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>OLS49164.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB14
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>OLS49165.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB14
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDGAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAGMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVEAARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFGAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>OLS49166.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB14
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTITEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAVLVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>OLS49167.1 colicin V production CvpA [Rhodovulum sulfidophilum]AB14
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>OLS49168.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>OLS49169.1 hypothetical protein BV379_13400 [Rhodovulum sulfidophilum]AB14
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>OLS49170.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB14
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>OLS49171.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB14
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>OLS49172.1 hypothetical protein BV379_13415 [Rhodovulum sulfidophilum]AB14
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQNGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>OLS49173.1 AAA family ATPase [Rhodovulum sulfidophilum]AB14
MTGQTQDPRFGPEAADSLKRIAEALERRFPAPAAAPDFASAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>OLS49174.1 twin arginine-targeting protein translocase TatC [Rhodovulum sulfidophilum]AB14
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEPRS
>OLS49175.1 twin arginine-targeting protein translocase TatB [Rhodovulum sulfidophilum]AB14
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAANRAAPEAAEGDVPAPEDIPAKTPDRTSDA
>OLS49176.1 Sec-independent protein translocase TatA [Rhodovulum sulfidophilum]AB14
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>OLS49177.1 sulfurtransferase [Rhodovulum sulfidophilum]AB14
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>OLS49178.1 transposase [Rhodovulum sulfidophilum]AB14
MARGFDRQVAELQIRIAVLNHYSALGIPVAEAVG
>OLS49179.1 hypothetical protein BV379_13450 [Rhodovulum sulfidophilum]AB14
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRADMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKVKTDIDITLF
>OLS49180.1 hypothetical protein BV379_13455 [Rhodovulum sulfidophilum]AB14
MRVMIADERTGTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTAQKASRRQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSAGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVAGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAL
LENCSRRSAA
>OLS49181.1 hypothetical protein BV379_13460 [Rhodovulum sulfidophilum]AB14
MDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKLMPEETRVPESLIDRLRLD
QLRAVMGGSEIRDAPHSGGDIDVF
>OLS49182.1 response regulator [Rhodovulum sulfidophilum]AB14
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>OLS49183.1 chemotaxis protein [Rhodovulum sulfidophilum]AB14
MNAPSPSMTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLGGFAEYDKYLKANIEAESEHF
ISALTTNVTNFYREKHHFEQLQADVLPTLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGAWADQVFEKAGGKRTEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQ
TQQTLWRRLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>OLS49184.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB14
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>OLS49185.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB14
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQIEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>OLS49186.1 response regulator [Rhodovulum sulfidophilum]AB14
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>OLS49187.1 hypothetical protein BV379_13490 [Rhodovulum sulfidophilum]AB14
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>OLS49188.1 hypothetical protein BV379_13500 [Rhodovulum sulfidophilum]AB14
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>OLS49189.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB14
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSSFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRSPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLASGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLSGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDVLGRKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGYALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKADAVRTAIAVEP
RDGRLCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFG
VHEEARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRI
DEARHDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPD
ARMSLAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMEVLRDLRDHGFAFRPDWYEAQAEFRFPFCGE
VDYEGVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKA
WQPAEALHPVLPVNAPLVFDIYDAWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPV
HPEFPMTLDLRRPPGP
>OLS49190.1 nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB14
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>OLS49191.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>OLS49192.1 tripartite transporter [Rhodovulum sulfidophilum]AB14
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>OLS49193.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB14
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSQVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARRMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>OLS49194.1 hypothetical protein BV379_13535 [Rhodovulum sulfidophilum]AB14
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWLRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMDGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>OLS49195.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB14
MTAPSPTEPDLSAPDLSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>OLS49196.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB14
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>OLS49197.1 paraquat-inducible protein B [Rhodovulum sulfidophilum]AB14
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>OLS49198.1 hypothetical protein BV379_13555 [Rhodovulum sulfidophilum]AB14
MKHRLLPAALVPLALALTACSGSPERYTVPDTAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>OLS49199.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB14
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYERGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAEFTARMATELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>OLS49200.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB14
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>OLS49201.1 FmdB family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MPIYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>OLS49202.1 hypothetical protein BV379_13575 [Rhodovulum sulfidophilum]AB14
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>OLS49203.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB14
MTGPELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>OLS49204.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB14
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVREGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>OLS49205.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB14
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>OLS49206.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]AB14
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>OLS49207.1 hypothetical protein BV379_13600 [Rhodovulum sulfidophilum]AB14
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>OLS49208.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB14
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLEG
>OLS49209.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB14
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>OLS49210.1 hypothetical protein BV379_13615 [Rhodovulum sulfidophilum]AB14
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETGAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGEGVLPYLEGQLGHHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>OLS49211.1 malonate transporter [Rhodovulum sulfidophilum]AB14
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>OLS49212.1 phosphoribosyl 1,2-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB14
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGVTRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWAMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>OLS49213.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSDTETPQITDSHCHLDFPDFANELDQVLARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>OLS49214.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB14
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTVGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>OLS49215.1 dTMP kinase [Rhodovulum sulfidophilum]AB14
MDRAARFISFEGIDGSGKSTQARLLAERLRGQGCEVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>OLS49216.1 hypothetical protein BV379_13650 [Rhodovulum sulfidophilum]AB14
MQAYRIARVVLLLGVAGGLSACQGAGFGLFKKDDTETMPVRAESSAAAEAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEISVTALRRAPVPEAGGRKAEPAE
ADAGGRFVQVATLDSADGAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>OLS49217.1 hypothetical protein BV379_13660 [Rhodovulum sulfidophilum]AB14
MSNGPWTDAENDLIVADYFAMLADDIAGRRYSKAAHRRALLPLLNDRSEGAVEFKHQNISAVLKALGEDWIPGYKPAFNF
QMTLVDAVARRLTPHPDWLGRLPGPRPANGMGEAAQLWIGPPPTLSNQPPPQELDQMLRIARKFDVAGRDERNRALGRAG
EERVLAHEQATLKAAGRDDLARKVRWVSEEDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHISRNELAVAGERRAE
WCLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>OLS49218.1 hypothetical protein BV379_13665 [Rhodovulum sulfidophilum]AB14
MARGSFLANGFKPSIAVSISSPDQIRVLPMIRTGEGFERYVNRLLRRASLAGHAPRGLRDPAPCFLAALPMDAPSAGAAE
AQ
>OLS49219.1 daunorubicin resistance protein DrrC [Rhodovulum sulfidophilum]AB14
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALTRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFIRGIDVPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVRTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGALSDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLTELFRALTGRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPATAVPSRT
>OLS49220.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
METKNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSAHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>OLS49221.1 aminotransferase [Rhodovulum sulfidophilum]AB14
MARRFSRSFTQQEPLSDAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGEPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNAVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AEMPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGITLIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>OLS49222.1 haloacid dehalogenase [Rhodovulum sulfidophilum]AB14
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEDAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLRAAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>OLS49223.1 UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVVCDEAETLGVNSRTDLAAAEAAFQA
RARTGALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>OLS49224.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB14
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGLAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>OLS49225.1 hypothetical protein BV379_13700 [Rhodovulum sulfidophilum]AB14
MTVFARICRARHGRSPPHRDRKLQGQRFRIEGVFFMRAVPDRQPPGQMRRIAICVAATVMFR
>OLS49226.1 hypothetical protein BV379_13705 [Rhodovulum sulfidophilum]AB14
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>OLS49227.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGVGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIEMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRIAIGARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDG
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELAPDQTARAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>OLS49228.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>OLS49229.1 hypothetical protein BV379_13725 [Rhodovulum sulfidophilum]AB14
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERRAREVEPAPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGAGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGNAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPADDPLIPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAEAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>OLS49230.1 hypothetical protein BV379_13730 [Rhodovulum sulfidophilum]AB14
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGTCGGTACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAR
>OLS49231.1 hypothetical protein BV379_13735 [Rhodovulum sulfidophilum]AB14
MNQFFRRLFPLLLATLFLSSLPAQAQTAPAAEDAPGAEARALIDILRNDSAREALIAELEQAAGRGAADRDRAAAVPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWGALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPEPQTAPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVRLPERISDRLPLLEPRLNRVIPVAMVVLRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>OLS49232.1 hypothetical protein BV379_13740 [Rhodovulum sulfidophilum]AB14
MPAPTSPRSRPLRLAIAGLGPRGLGALEALAARLPQAGSSVAIDIFEPGQWPGAGPNFAPGQSPLMLLNIPIRAVDIDPP
GPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLAATLPEGVALSRHETAVLRLERSGTGWYLESAAGRFGPYD
EVLLAPGQPRSAPDPQLARWQDHAGRTGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGR
YLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRSFEAALERALAAAPEAALEAISAALEPAARRVLEAAGA
DPGGVAAWLAAERAAPASQESRDAAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVAALIGFDE
GLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRD
AGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>OLS49233.1 hypothetical protein BV379_13745 [Rhodovulum sulfidophilum]AB14
MGPRDLTGRAMQEVAAGSAGRFSSPEDGAADRGRQIIPSRLSCSVGRNPLIRFKCSVYTVDLKNYSTVVRSMTA
>OLS49234.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRSDKRDELVRKALDVFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPANPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVA
AHLGHAENPVADARAGAEAILAATLPVARQGGLPSARTGAPP
>OLS49235.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRVLDQMKEDLEAAQQASQS
>OLS49236.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>OLS49237.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB14
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRRDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>OLS49238.1 hypothetical protein BV379_13775 [Rhodovulum sulfidophilum]AB14
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>OLS49239.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB14
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAAYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVEALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>OLS49240.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB14
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGADYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSLLVVERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPIAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>OLS49241.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB14
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYQGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALGAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>OLS49242.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB14
MTPVEISRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRASHGIAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAAGVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIAALAPELSS
>OLS49243.1 CoA transferase [Rhodovulum sulfidophilum]AB14
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RKLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPHFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHANARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>OLS49244.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLASRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>OLS49245.1 urocanate hydratase [Rhodovulum sulfidophilum]AB14
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGDRHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREYGLTLP
GILK
>OLS49246.1 hypothetical protein BV379_13815 [Rhodovulum sulfidophilum]AB14
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>OLS49247.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB14
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>OLS49248.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB14
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>OLS49249.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB14
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>OLS49250.1 ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>OLS49251.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLHSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGDRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>OLS49252.1 carbonate dehydratase [Rhodovulum sulfidophilum]AB14
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGSEAGTDPGLLAALARAAALCNDAV
LHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRTRRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQERFSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIVGIGV
IFFALIETEKQMRLAFRRGQPGR
>OLS49253.1 hypothetical protein BV379_13855 [Rhodovulum sulfidophilum]AB14
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVPQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>OLS49254.1 cobalamine-related hypothetical metal-binding protein CrdX [Rhodovulum sulfidophilum]AB14
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAGDGGD
>OLS49255.1 succinylglutamate desuccinylase [Rhodovulum sulfidophilum]AB14
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>OLS49256.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB14
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDADEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILALWLCRAAFRDVAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>OLS49257.1 thioesterase [Rhodovulum sulfidophilum]AB14
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>OLS49258.1 thioesterase [Rhodovulum sulfidophilum]AB14
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>OLS49259.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>OLS49260.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>OLS49261.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPGGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPAGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLIKTFIAEHEDDAALKE
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>OLS49262.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB14
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALLTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>OLS49263.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB14
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEERFARSIVPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>OLS49264.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYGAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAECVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRSGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>OLS49265.1 hypothetical protein BV379_13915 [Rhodovulum sulfidophilum]AB14
MVFRIDFLGTRPVSELVAAAGDAAGALPPVGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAETHAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PATVYANGAARVHCRSWQEEGAGATDRPVDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>OLS49266.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB14
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>OLS49267.1 hypothetical protein BV379_13925 [Rhodovulum sulfidophilum]AB14
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRTRPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>OLS49268.1 hypothetical protein BV379_13930 [Rhodovulum sulfidophilum]AB14
MRFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTTRRRAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARG
ALVGAGYAPVVTGR
>OLS49269.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB14
MYDHLTVVTHPLVQHKLTLMRDKATSTAGFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>OLS49270.1 adenosine deaminase [Rhodovulum sulfidophilum]AB14
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVDHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRARAAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>OLS49271.1 phosphopentomutase [Rhodovulum sulfidophilum]AB14
MTRAFLAVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEGAPG
LCAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREVPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHAMRIGRVIARPFIGTPETGFVRTAHRHDYAMAPPA
PTLCDWAQAAERRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>OLS49272.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB14
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>OLS49273.1 cytidine deaminase [Rhodovulum sulfidophilum]AB14
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENAAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>OLS49274.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB14
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>OLS49275.1 hypothetical protein BV379_13965 [Rhodovulum sulfidophilum]AB14
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>OLS49276.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGNSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEEVGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>OLS49277.1 NAD kinase [Rhodovulum sulfidophilum]AB14
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>OLS49278.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB14
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>OLS49279.1 hypothetical protein BV379_13990 [Rhodovulum sulfidophilum]AB14
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGRYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>OLS49280.1 hypothetical protein BV379_13995 [Rhodovulum sulfidophilum]AB14
MTLTKTFGKTLTMAALGLTLAFAATPAAAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLIEGVGVARPGAMARDLLDRRARVWSF
>OLS49281.1 hypothetical protein BV379_14000 [Rhodovulum sulfidophilum]AB14
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
TTHPEAARGTP
>OLS49282.1 hypothetical protein BV379_14005 [Rhodovulum sulfidophilum]AB14
MARRLISTGSPFEARIGYSRAVVDDGWVFVAGTTGYDYATMTMPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPALSEAFARARPAATMISAGLMEPEMKIEVTARLSA
>OLS49283.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB14
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>OLS49284.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB14
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>OLS49285.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>OLS49286.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB14
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>OLS49287.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB14
MSTVETAETTIYDRRESEVRSYCRNFPVSFASAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEGNGLAH
ALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALTGNGGK
RGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVALEKFWA
DDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACVPFAMAAE
>OLS49288.1 L-ectoine synthase [Rhodovulum sulfidophilum]AB14
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>OLS49289.1 aspartate kinase [Rhodovulum sulfidophilum]AB14
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>OLS49290.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MRRFVPLAVTLGLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVEERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLDGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARYGMA
P
>OLS49291.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELATARLGRRWIEGGARRLAEPLLRAAGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIVLRSWVRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLPTEAVALAAGGDRRIIGVTVLVQTAVVAAPFALALAAPRLIFRRRRGMRG
A
>OLS49292.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARVEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDATLRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>OLS49293.1 ornithine decarboxylase [Rhodovulum sulfidophilum]AB14
MELSGHIWPGLLEMTMYATQADFGGGPDLLSNSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANP
AREIVERLVGLGCHFDAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVY
IRVLVTATEADWPLSRKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLL
NIGGGFPAFYGEEVQPPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFS
GLAETMDEAIRYQFATDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPL
DVVVI
>OLS49294.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB14
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEVAALTASARMLRETSDALGL
>OLS49295.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB14
MIPVRGVEGQKLAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PGPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARLGG
>OLS49296.1 hypothetical protein BV379_14075 [Rhodovulum sulfidophilum]AB14
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>OLS49297.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB14
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAACAHPADLSYN
LALPVFKDTLIHMGVLFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>OLS49298.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB14
MSALWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASTD
ISFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>OLS49299.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB14
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRSHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
DSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRAEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>OLS49300.1 cell division protein FtsI [Rhodovulum sulfidophilum]AB14
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>OLS49301.1 hypothetical protein BV379_14100 [Rhodovulum sulfidophilum]AB14
MRSLVYVLTAMAVMALAFWAYRENYRTQAALDNVQRLNRAIGSLREQLAMQNAEWAYLNRPERLRELAALNYDRLGLGPL
APEQFGQIDQVSYPEMVLPDIVLPDELFQEIMAEADRPAQTAAPTLPVEDAAAAPAVPEALDAQDAQDAEAGQ
>OLS49302.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase [Rhodovulum sulfidophilum]AB14
MAAADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>OLS49303.1 cell division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB14
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGGG
>OLS49304.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB14
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEGEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>OLS49305.1 DNA helicase II [Rhodovulum sulfidophilum]AB14
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRLFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
EAGGLGGKGATELRKLVDGIARWHEATLGPLVRGAVDDEFAVIDDEVGVSVAEFRRGYPEIGHVELAERILDESGYTAMW
QADKTPEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQR
AMDETGLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAA
VSGIEARASRADVYNSPGWQRLQSRNAGRAPATPSRGARGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIA
FDKAGAKKVVARFVVAAASADDVPF
>OLS49306.1 hypothetical protein BV379_14125 [Rhodovulum sulfidophilum]AB14
MSRYRIILSGLALAALAACGTPERPETGVPKVVTPEMLPQAPETSAPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>OLS49307.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB14
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEEIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEALAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVRQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>OLS49308.1 hypothetical protein BV379_14135 [Rhodovulum sulfidophilum]AB14
MEHFLRTMGRKPLPGELGCALSHRRILEWLTRSEFPLILIFEDDALPADPRSIDVLPELLAPFLDHGRKSAAFLLHLGVR
RRQRPQNINRVLAGCGVGFWHRWILRDAGKDHSIWRTHAYVISRKAARRTVAAETSIRNVADGFAQRGKEGVHDHFLYSE
PGLFLPAPEAGSMINPNGEIRRANRKKRKSWKKPEQPNAMGKLKIMDRLRRLSSKTFHL
>OLS49309.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]AB14
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLARTAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>OLS49310.1 hypothetical protein BV379_14160 [Rhodovulum sulfidophilum]AB14
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGIGAVLGLAPAGSDVGSGPLGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>OLS49311.1 cold-shock protein [Rhodovulum sulfidophilum]AB14
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>OLS49312.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB14
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATAARGRG
NA
>OLS49313.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>OLS49314.1 OpgC protein [Rhodovulum sulfidophilum]AB14
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYVVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAASWAA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDLALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVDPVTAPAGP
LPQAAAVAAAVPCPDCSADPLPTTTLPSAGRAPGLQPAE
>OLS49315.1 glucan biosynthesis glucosyltransferase H [Rhodovulum sulfidophilum]AB14
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLRLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>OLS49316.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB14
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGLAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLIPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVIDITADTGALVELKAEITGYGQNLTETWLYQWINE
>OLS49317.1 hypothetical protein BV379_14200 [Rhodovulum sulfidophilum]AB14
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEQAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSQALLAQLELISFPERRTVWTTFQRVGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQVGSPPPRQGAGGLPELSCLLG
VHRYLATPAAPAHAELGLCLGRLVERHPGLGEAWAALALVRLDEARFGRNLRPGPDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGADAVAARDAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>OLS49318.1 hypothetical protein BV379_14205 [Rhodovulum sulfidophilum]AB14
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALDLLNESTGFELLVTDIDMPGAMNGLALAIAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>OLS49319.1 transglutaminase [Rhodovulum sulfidophilum]AB14
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDHTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>OLS49320.1 hypothetical protein BV379_14215 [Rhodovulum sulfidophilum]AB14
MIDAPIDLDGHRSAAGQHDAEMRRRPVNTEPESGQSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>OLS49321.1 hypothetical protein BV379_14220 [Rhodovulum sulfidophilum]AB14
MTTSIKTTAVFLRPFRLPSFNETLPEGEYEIETELSQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRQHAGPDGRRPAREAGNTGPGAEGRHAGIGK
>OLS49322.1 hypothetical protein BV379_14235 [Rhodovulum sulfidophilum]AB14
MTETALCRQLTATRTGFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDLARARPV
APGVAASPRRPDVTGENA
>OLS49323.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB14
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGRDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSRDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>OLS49324.1 cold-shock protein [Rhodovulum sulfidophilum]AB14
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>OLS49325.1 hypothetical protein BV379_14250 [Rhodovulum sulfidophilum]AB14
MSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEEAAITALHEIIDAREDRRTD
KRRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKASANRSLVAAGLLIAEYLSV
ESQADDAPGAPEGAALLGFRGTTANEEETGNWILHPELRQAVRQVL
>OLS49326.1 hypothetical protein BV379_14255, partial [Rhodovulum sulfidophilum]AB14
MAKDVLVSEIDHAAALKHKAWWQKKIAAENLSMESANKDFANMAGMLRRYYESIAQPDPPYPYPYPYHRISLKDRHKAES
RKLEIPVDWITEKWFAPGAFDGTNDEARDILLISVETGCRQSEICDLPPEAIVLDHPIPHLRLRFEEGENRRECIDPLK
>OLS49327.1 hypothetical protein BV379_14260 [Rhodovulum sulfidophilum]AB14
MTWDAAPTGRRGRQRTYSDAAIQSCLTMKVLFGMALWPKISGGHHLHMQTTMFQPKGGMDMIARGFEGEVGDLITYGAKV
TRIENTETGVRATWIPSEGGGAETVEEADYCICTIPFSVLGQIKTNFSSRMTGIIQNMPYYSATKVGLEFKRRFWEEDEH
IYGGISYTNLPISQISYPSTDYFSDGPGVLLGAYVWGAYSYQFNALPGEQRVEKALEYGAQIHARWQGRGRRRDVSRVGR
Q
>OLS49328.1 hypothetical protein BV379_14265 [Rhodovulum sulfidophilum]AB14
MPDGKGAVGAGMYPALAGNENLLGADYTIHVILNGLRAMPALDGQLDHDQVAAVVNYIRTGFGNDWSENPATAETVAASR
>OLS49329.1 hypothetical protein BV379_14270 [Rhodovulum sulfidophilum]AB14
MKLAATLAAACVAFGTIAHADEVIRHPIPNSDFPILQAVEVPGDATTVYLSGVVPAKKADAGDATGIEAYGNMEEQTVSV
LTRIEATLASLDLDMGDVIKMQAFLVAEDGQPVDFSGFMAGYTQFFATEAQPNTPTRSAMVVDALASPAWLVEIEVTAVR
P
>OLS49330.1 hypothetical protein BV379_14280 [Rhodovulum sulfidophilum]AB14
MNRIVRSALFKRQLLDITASYRERAGTAIALKFVDQIGNSIGFIAATPLACAIYTRLEGKDFRKCGLKDFPVSVFFRLDE
SGTIILEALYAHRMDIGQRLPRDIE
>OLS49331.1 hypothetical protein BV379_14285 [Rhodovulum sulfidophilum]AB14
MENAYENKMVKRLNTTLPDPLARYVGEITGKGALYETPSEFIRDLIRRHMEKAQDVERGQINAMLAQSLRENDYSDWTNS
DLADARKVARE
>OLS49332.1 hypothetical protein BV379_14290 [Rhodovulum sulfidophilum]AB14
MEYIRDILGDIDIKATQQVVFAFDWASVPELRPGPTKLPDGREIWLTSFFWGVILRNGNASALRMMLSATVSWPSQGRAR
LLPSM
>OLS49333.1 hypothetical protein BV379_14305 [Rhodovulum sulfidophilum]AB14
MGPSPPAHAPKRRGSLTIRFAPEMSWDAAPTGRRGRQQIYSDAAIPTTCPSESWPRR
>OLS49334.1 hypothetical protein BV379_14320 [Rhodovulum sulfidophilum]AB14
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSLLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPPA
GDEIRYPRLHAPPLRADDLVEDAFAATARDGASMREVARRLIHALNTLRQGEDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>OLS49335.1 glycine dehydrogenase (aminomethyl-transferring) [Rhodovulum sulfidophilum]AB14
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADDAVE
>OLS49336.1 glycine cleavage system protein H [Rhodovulum sulfidophilum]AB14
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>OLS49337.1 glycine cleavage system protein T [Rhodovulum sulfidophilum]AB14
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>OLS49338.1 hypothetical protein BV379_14345 [Rhodovulum sulfidophilum]AB14
MFLHFETQKDAMACAAARPGLLRSLAGVINRDGGSDLPVGGVFAGKLPEEDRMPHPEQAGPGAGAQDRLEAARMRLFVEP
GMSSASLGIDGPVCRGTERQVPIGLRYRPW
>OLS49339.1 hypothetical protein BV379_14350 [Rhodovulum sulfidophilum]AB14
MRVKQTLGAMAAYVRSFAPEAVNASQRILSDRIGIFEIAAEPTGREAQRTARLFNRFEGTL
>OLS49340.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB14
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>OLS49341.1 neutral zinc metallopeptidase [Rhodovulum sulfidophilum]AB14
MTDPTRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHILIHEIAHHFGWSDDDIASIDPWWE
>OLS49342.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB14
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFALGSFEVTTILAGSRTVPDPQTIFGLNVAPERFVAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIEDGDEAAPGVTAVAAFGHTPGHMAYQLESNGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>OLS49343.1 hypothetical protein BV379_14370 [Rhodovulum sulfidophilum]AB14
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSGSGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>OLS49344.1 NAD(P)H:quinone oxidoreductase, type IV [Rhodovulum sulfidophilum]AB14
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>OLS49345.1 NAD+ synthase [Rhodovulum sulfidophilum]AB14
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVIHRGRVLARVCKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWIKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLERDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>OLS49346.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB14
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYDGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTAPEDTTDRPAAPNAPLPAD
>OLS49347.1 hypothetical protein BV379_14390 [Rhodovulum sulfidophilum]AB14
MRIAILDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYGSVLRHATAVSGARGVRDLRRK
VVAARSPASARAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCSVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGSGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDSYPNRIVPMMTGRGCGWGGCT
FCSDVQTTSGRTFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLGTGLMDHENETFRSAGHLSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>OLS49348.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]AB14
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFRRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAAASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>OLS49349.1 hypothetical protein BV379_14400 [Rhodovulum sulfidophilum]AB14
MGMRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDP
LVPWFSHVVFLTLPPARRLAQLRRREHLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIR
LDASAPPAALVETAIAALDQTVGAA
>OLS49350.1 ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB14
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>OLS49351.1 hypothetical protein BV379_14410 [Rhodovulum sulfidophilum]AB14
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>OLS49352.1 lipocalin [Rhodovulum sulfidophilum]AB14
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRMLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>OLS49353.1 transaldolase [Rhodovulum sulfidophilum]AB14
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>OLS49354.1 recombinase XerC [Rhodovulum sulfidophilum]AB14
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLEDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>OLS49355.1 recombinase XerC [Rhodovulum sulfidophilum]AB14
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKALDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>OLS49356.1 hypothetical protein BV379_14440 [Rhodovulum sulfidophilum]AB14
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>OLS49357.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGAAEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGS
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDEGSVHLQDIPETPADWRDETLAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>OLS49358.1 hypothetical protein BV379_14450 [Rhodovulum sulfidophilum]AB14
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFVDNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>OLS49359.1 TIGR01620 family protein [Rhodovulum sulfidophilum]AB14
MTRRPVVFDLEDEEKVSARPARNAAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVAAREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>OLS49360.1 hypothetical protein BV379_14460 [Rhodovulum sulfidophilum]AB14
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAPFDEATAQLLAAHFTEALNTAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>OLS49361.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB14
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLEHDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSTQERRYLFRLVSRRAPLVHDKGQIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>OLS49362.1 IS5 family transposase [Rhodovulum sulfidophilum]AB14
MHAICDSKGRPISFFVSAGQVSDYIGAPALLSSLPSFKWLLGDCGYDADWFREALKDKGISACIPARTQRKTTIKYDKHR
DKLRNRIELMFGRLKDWRRVATRYDRCPKPFFSAIALAATVIYSL
>OLS49363.1 hypothetical protein BV379_14475 [Rhodovulum sulfidophilum]AB14
MPSESAFLPRHRQIFFTFLSIFLVMLGCGVTIWKVVFADGWSRHLDTAWLIAGTDCLFKGMSP
>OLS49364.1 hypothetical protein BV379_14480 [Rhodovulum sulfidophilum]AB14
MTVPLLALALWQIARVTAVDGPARLLRACWVTLGVSIGGTAGALYVGQPSVLVALGICLVHLGLRDSRAAIFLTGAALCS
LKPHLSLIWVVAALLMPPARLARAKGLLAGFVLLAAAALTLADPQVFSDYLHALKVLAGLSRAELLYGLPGLLDWGRSHP
RGIAILAVALVTSAAAGRALARRRPAQCDWSIPMLAGACLAEAFVSAHKGYDFSVYALVLALAARLPRTVQTLLLVPALL
DLLPVVRGAANHVVLLDAVLACSAGFLILYGLGQRARSQQSRAAAPVVPRI
>OLS49365.1 hypothetical protein BV379_14490 [Rhodovulum sulfidophilum]AB14
MDEIARHKRVAPPRIRFEGIDPRLPGLAQRQRGSAPPFVDMTWLGAERNLASLFARHCATGIPDEPPQPMTERNTHSGDR
QHGLYRSVSAAC
>OLS49366.1 potassium transporter KtrA [Rhodovulum sulfidophilum]AB14
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVFSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>OLS49367.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB14
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHGDAPSDDRLRELD
MGEWTGLRKDVLIAEKAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDTAPPRLEAYNLGEFAPDMDVAD
>OLS49368.1 permease [Rhodovulum sulfidophilum]AB14
MPETRTETAPGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIPIYLT
SMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVIVFFI
PSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDWLLAG
MPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFSVSIY
VTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIFLSMF
SHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTCLIGG
TVISVSVFTWFKLLGYGL
>OLS49369.1 hypothetical protein BV379_14515 [Rhodovulum sulfidophilum]AB14
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLAKARTATLTDLSQDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMALRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALA
>OLS49370.1 acyl dehydratase [Rhodovulum sulfidophilum]AB14
MSGQAVRLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMVYEPLRLMQGR
>OLS49371.1 CoA ester lyase [Rhodovulum sulfidophilum]AB14
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALRAPRGPNRLWVRVNPLESSDFEADLDTALA
GGADGIVLPKAESGDCIRALGAACAARGQACPPVLAIATETARAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGE
DGTLTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEAA
RRIVEAFATDPTAGVVAIDGEMIDMPHLKRSRLILQRAGEPA
>OLS49372.1 dehydratase [Rhodovulum sulfidophilum]AB14
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>OLS49373.1 hypothetical protein BV379_14535 [Rhodovulum sulfidophilum]AB14
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRARSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATERSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPPVPDRRAPELGEDGPALLAELGFGPEAIRGLEARGVLGRMAGSDK
EEA
>OLS49374.1 hypothetical protein BV379_14540 [Rhodovulum sulfidophilum]AB14
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSGAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>OLS49375.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>OLS49376.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB14
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>OLS49377.1 hypothetical protein BV379_14560 [Rhodovulum sulfidophilum]AB14
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARPGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>OLS49378.1 hypothetical protein BV379_14570 [Rhodovulum sulfidophilum]AB14
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>OLS49379.1 hypothetical protein BV379_14575 [Rhodovulum sulfidophilum]AB14
MPDPVSQPLSPSLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPAERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>OLS49380.1 hypothetical protein BV379_14580 [Rhodovulum sulfidophilum]AB14
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>OLS49381.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB14
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>OLS49382.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB14
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVTHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRDQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>OLS49383.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB14
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTDAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>OLS49384.1 riboflavin synthase [Rhodovulum sulfidophilum]AB14
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>OLS49385.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGSDTIRAGDTLGLTVFEN
VDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGV
GKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDFTALGA
TGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDF
AIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>OLS49386.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB14
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>OLS49387.1 hypothetical protein BV379_14620 [Rhodovulum sulfidophilum]AB14
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>OLS49388.1 nitroreductase [Rhodovulum sulfidophilum]AB14
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREVLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADMVRAQGPALGQPP
EAVEKAASAYANSPLAVVVVSSPKASSKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPAHERAVLPEALGLGDAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>OLS49389.1 hypothetical protein BV379_14630 [Rhodovulum sulfidophilum]AB14
MGGRMILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMI
VMSVFLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWA
VNGFLLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>OLS49390.1 alpha-hydroxy-acid oxidizing enzyme [Rhodovulum sulfidophilum]AB14
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>OLS49391.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB14
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>OLS49392.1 hypothetical protein BV379_14645 [Rhodovulum sulfidophilum]AB14
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSGVPPVDSGLAAAVAGDWEAEPGDLSDEVATGRLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>OLS49393.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB14
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>OLS49394.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB14
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LTPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGAAAPKAPAGPAAPRPGQAEAAEDSRTPLQKLADRFR
>OLS49395.1 hypothetical protein BV379_14660 [Rhodovulum sulfidophilum]AB14
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>OLS49396.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB14
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>OLS49397.1 hypothetical protein BV379_14670 [Rhodovulum sulfidophilum]AB14
MRGLLGLIALLAVAGLGLAFTKPTEAAFEAALEARLLDRIDRADPEAENNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>OLS49398.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB14
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>OLS49399.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB14
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>OLS49400.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB14
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>OLS49401.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB14
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>OLS49402.1 hypothetical protein BV379_14695 [Rhodovulum sulfidophilum]AB14
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGELWPGDLDNHLRRDIGLPPLPEPWSEPPR
WM
>OLS49403.1 cytidylate kinase [Rhodovulum sulfidophilum]AB14
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPDVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>OLS49404.1 hypothetical protein BV379_14705 [Rhodovulum sulfidophilum]AB14
MTVTGSCHCSQCCKASGHHVAATTVLRDDLVIEGEQCGFASSAGAQRGFCPVCGANLFWDGGRDNLAVFAGTRDGDPGIR
MAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>OLS49405.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB14
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAEVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGGATCATHL
DHRIAMSFLCAGLASQRPVLIDDGGPIATSFPIFEGLMAALGAAFARGTE
>OLS49406.1 hypothetical protein BV379_14715 [Rhodovulum sulfidophilum]AB14
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELCELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>OLS49407.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB14
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>OLS49408.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB14
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARAGTPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGAVREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGKALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDARGRVLASLPLGRAGQITAPLPPALDETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>OLS49409.1 magnesium/cobalt efflux protein [Rhodovulum sulfidophilum]AB14
MGDETDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>OLS49410.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB14
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LTDPYD
>OLS49411.1 phosphate starvation-inducible protein PhoH [Rhodovulum sulfidophilum]AB14
MGISALTPPPQTEDVHEMLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARL
ETGQPVEAGDIDGALRLGETAGPEAAAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTY
IAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMR
GRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRH
PLVARIIEAYDADDAKT
>OLS49412.1 hypothetical protein BV379_14750 [Rhodovulum sulfidophilum]AB14
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>OLS49413.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB14
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKAENPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLALLQALLAAQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSVE
>OLS49414.1 hypothetical protein BV379_14760 [Rhodovulum sulfidophilum]AB14
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFSRPRTDPATGRVLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRINPASRLEIADFRWPMSEEFRWETQQLMDLGLMEPGTWF
>OLS49415.1 transcriptional repressor [Rhodovulum sulfidophilum]AB14
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>OLS49416.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabA [Rhodovulum sulfidophilum]AB14
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>OLS49417.1 beta-ketoacyl-[acyl-carrier-protein] synthase I [Rhodovulum sulfidophilum]AB14
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>OLS49418.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB14
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>OLS49419.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB14
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIT
>OLS49420.1 hypothetical protein BV379_14790 [Rhodovulum sulfidophilum]AB14
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGAVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>OLS49421.1 haloacid dehalogenase, type II [Rhodovulum sulfidophilum]AB14
MPITTCIFDAYGTLFDVSAAARRAAAEPDHACLAGRWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWIDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>OLS49422.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFVGRARVIRLDTRGRGGSDRDPDFMNYNLIREGRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMANIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWQAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALAGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHTPFLDEPAAVAAIATLLERVS
>OLS49423.1 threonine ammonia-lyase [Rhodovulum sulfidophilum]AB14
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSVLPPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLASGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RYGNVA
>OLS49424.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB14
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGSIAALSEATLARWFSRRYRQ
STDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVESCPESAG
>OLS49425.1 esterase [Rhodovulum sulfidophilum]AB14
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVILVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDRAIPSEYQATMTSDWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMS
>OLS49426.1 hypothetical protein BV379_14820 [Rhodovulum sulfidophilum]AB14
MQKYDVQPEIEAFDLDHIFQAMKRNRHGRLKAPLYVRFVMGSGTPCPSTGRASNSMSRR
>OLS49427.1 tetracycline resistance MFS efflux pump [Rhodovulum sulfidophilum]AB14
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRIVLRVMGERIAVWYGLGYNFIAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLASGVMVICALFFALR
RAATADTGIRRRA
>OLS49428.1 hypothetical protein BV379_14835 [Rhodovulum sulfidophilum]AB14
MLITSLQGIRILGALPLLFASAPAGADKPLSVEILRIEARPAEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAKAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPLVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGEAVVGAGSQYLFPGREVRPLETAK
>OLS49429.1 ACR family transporter [Rhodovulum sulfidophilum]AB14
MTRRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLTARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVASDLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRTGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>OLS49430.1 propionyl-CoA--succinate CoA transferase [Rhodovulum sulfidophilum]AB14
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>OLS49431.1 trypsin [Rhodovulum sulfidophilum]AB14
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPRAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALID
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>OLS49432.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>OLS49433.1 hypothetical protein BV379_14865 [Rhodovulum sulfidophilum]AB14
MATRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGTHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEDERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>OLS49434.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB14
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>OLS49435.1 hypothetical protein BV379_14880 [Rhodovulum sulfidophilum]AB14
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRAAQDNLT
EVLAGGGIEIGWEDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTDRGLPRDRFSAIA
YWR
>OLS49436.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB14
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>OLS49437.1 hypothetical protein BV379_14890 [Rhodovulum sulfidophilum]AB14
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>OLS49438.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB14
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEGRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPLAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>OLS49439.1 4-hydroxybenzoate polyprenyltransferase [Rhodovulum sulfidophilum]AB14
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAV
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>OLS49440.1 hypothetical protein BV379_14905 [Rhodovulum sulfidophilum]AB14
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVIDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEEGA
RFDACAADTEGAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEAPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAEAEAGADGATEQAPPD
ADATEEAATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>OLS49441.1 hypothetical protein BV379_14910 [Rhodovulum sulfidophilum]AB14
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>OLS49442.1 anion permease [Rhodovulum sulfidophilum]AB14
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVVLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>OLS49443.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB14
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALHQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPIEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>OLS49444.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB14
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGTDAVWLNGE
RLAPETGFARKVVAFADRFRRAQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPETWSDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IEARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>OLS49445.1 hypothetical protein BV379_14930 [Rhodovulum sulfidophilum]AB14
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIEVSPLPERRLEIVSDIAEPASVELDRMEVGGAYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRQIQGRGSGADLAASLGGGMSAYCLGPG
MLSGTPPGDARARIEPLPMPPALGLRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAVAAIAAARAQDWTGFGA
ALDRYQGQMAELGVSDEMLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>OLS49446.1 hypothetical protein BV379_14935 [Rhodovulum sulfidophilum]AB14
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAGRFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDQRWAPLHVAPAGAAFGVPQ
>OLS49447.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB14
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFRAE
DAA
>OLS49448.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>OLS49449.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB14
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPEALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>OLS49450.1 hypothetical protein BV379_14960 [Rhodovulum sulfidophilum]AB14
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTAGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSAQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQVAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAKLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSSAMLGELSSTQMAALT
TAQIDALSTLAMKGLGATQTEGLTTTQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQTAVMSNITLSGLSSAQMAALTTAQVGSLSTRSLRGLSSTQTEGLT
TAQMVALSTDQIRSLGGSAMSGLGIASIVALSTAQAGELSSIQIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTDQIRRLGVSAVEGLG
TASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDAQTEAFTSTQLAAMSTAQLNALFL
>OLS49451.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB14
MDSLTLATDGATSSLKTVLHVGCGMADPAKLPADAFPAENWRELRLDIDASVMPDIVASITDMRVLSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>OLS49452.1 secretion protein HlyD [Rhodovulum sulfidophilum]AB14
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPVRIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>OLS49453.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB14
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>OLS49454.1 U32 family peptidase [Rhodovulum sulfidophilum]AB14
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>OLS49455.1 protease [Rhodovulum sulfidophilum]AB14
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>OLS49456.1 hypothetical protein BV379_15005 [Rhodovulum sulfidophilum]AB14
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWARIHAQQVCRPLFNLPD
>OLS49457.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB14
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRGG
>OLS49458.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB14
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>OLS49459.1 hypothetical protein BV379_15025 [Rhodovulum sulfidophilum]AB14
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>OLS49460.1 hypothetical protein BV379_15030 [Rhodovulum sulfidophilum]AB14
MNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLSSKSTMFDTELPSAKGGNGKSTG
DSPVSKFIRGIVTGEPQK
>OLS49461.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>OLS49462.1 hypothetical protein BV379_15040 [Rhodovulum sulfidophilum]AB14
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLVPEIAPIDPLLARAHSLRDSSAAPDSLESRAARLRARAARLRA
RDI
>OLS49463.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB14
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLAQRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATIAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>OLS49464.1 hypothetical protein BV379_15050 [Rhodovulum sulfidophilum]AB14
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LATCRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMTLGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTA
GKPASGSPADKGAAEARNAGPDAQPSASIASAS
>OLS49465.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>OLS49466.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB14
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTADLTAFLGRL
>OLS49467.1 hypothetical protein BV379_15065 [Rhodovulum sulfidophilum]AB14
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>OLS49468.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]AB14
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>OLS49469.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGAIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>OLS49470.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRMEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>OLS49471.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB14
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>OLS49472.1 hypothetical protein BV379_15090 [Rhodovulum sulfidophilum]AB14
MRWSWSRHAVFAFHVLLANAAMFVSLSEAPRLLREMVVLASPVCLLLPAYLHARYRNKSQRLRLSGAKP
>OLS49473.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB14
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAAQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQEAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>OLS49474.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB14
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVPEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>OLS49475.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB14
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>OLS49476.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB14
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHATLCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEEACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>OLS49477.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB14
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKS
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFQSALGSQADRIARIAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVSEACALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLVLTNGLKVSLSELIQEARETSIQKWSTRKTAELTTQLLNDYSAATQTIAELRALRRGEITHINDIWAGIEEA
EEETSVTSQNADMIAGAYIARAMQVELHAVWIIRDDLLAFFHDRLKVHLRDQGIRHDIIDACLAMPGNDDLTLLVRRAEA
LQAVIGTEDGENLVQGFKRANNILSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAAMA
ALRAPIDAFFEAVQVNSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>OLS49478.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB14
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>OLS49479.1 hypothetical protein BV379_15130 [Rhodovulum sulfidophilum]AB14
MMRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARY
KAAGLVPADTFIADGTSYERRVWPAGARMQDPASETVTPPTTQPDPATAAPAATAPVALPDETPLEARRSESRLDRQARM
EIQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYKAQIARLGMTPVDEPEAGIRIEMPM
GLVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSARSFTLIGKNDRLQSHTYAQL
TGGMVKGFSLIWPPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVL
TTTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVL
ADLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATG
ALPPAELSRRAADMTVPVSCWN
>OLS49480.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB14
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>OLS49481.1 GTP cyclohydrolase [Rhodovulum sulfidophilum]AB14
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGLPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>OLS49482.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB14
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>OLS49483.1 hypothetical protein BV379_15150 [Rhodovulum sulfidophilum]AB14
MPLIQVNAAGERPEPQGGAARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGRALARLIEAIRVRAPGRRVDLLAHSLGARVALSAMGALDEAAVGHT
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>OLS49484.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB14
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLENVAARPGVQRGRALAAERKADLSTDRKAQAMLFRRG
>OLS49485.1 intracellular septation protein A [Rhodovulum sulfidophilum]AB14
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGRDG
>OLS49486.1 multidrug transporter [Rhodovulum sulfidophilum]AB14
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>OLS49487.1 hypothetical protein BV379_15170 [Rhodovulum sulfidophilum]AB14
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>OLS49488.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB14
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAAEPETEARRDETGSEPEPSPAPAPEPEPDPEPTPAPEEPVPTPEPEPAPEPLPMPDPEPQPA
PAPVPDPEPLNIPPGPSERPPEPPQESPDWPGEVPPSTPDEFPADIPTELSSDMAPASSDAFRGGLPEAGDESGEEVSEE
TGQETGQETGQETGQETGADTPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMA
EGRFGKRLSVDEIKELLAQEITRIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRA
AAVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHN
TLLVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAG
LDE
>OLS49489.1 hypothetical protein BV379_15180 [Rhodovulum sulfidophilum]AB14
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFE
ADGQICFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>OLS49490.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]AB14
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SHIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLVEERRRADERVARVAPALARLRRLRASELEKA
ARRVRPELLQRRVETGREALARLDARLSAALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRPPRRSRKTDEPPEQGTLL
>OLS49491.1 hypothetical protein BV379_15190 [Rhodovulum sulfidophilum]AB14
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVRGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>OLS49492.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB14
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>OLS49493.1 hypothetical protein BV379_15200 [Rhodovulum sulfidophilum]AB14
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAGLMAVRGEALPGIAPAFWTHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>OLS49494.1 2Fe-2S ferredoxin [Rhodovulum sulfidophilum]AB14
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLVVQMPEKQI
>OLS49495.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MTNQPAPPAPLTLGDCAQADLPGVQVIYAEAVRTGTASFELAPPDLSEMRARWEKVTEAGFPWLVARAGNRIAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTTPFDGLPGDRPQGQHSGGAAPDDPPNRP
>OLS49496.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLTARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>OLS49497.1 TRAP dicarboxylate transporter subunit DctQ [Rhodovulum sulfidophilum]AB14
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>OLS49498.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWVVGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPMQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>OLS49499.1 amidase [Rhodovulum sulfidophilum]AB14
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPGIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCPLDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRAAIDEGANMPARDYLAALDWPRVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>OLS49500.1 sorbosone dehydrogenase [Rhodovulum sulfidophilum]AB14
MKTTLIGAAIWVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGALIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGSLFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>OLS49501.1 hypothetical protein BV379_15240 [Rhodovulum sulfidophilum]AB14
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
IWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWKSNILSRMM
>OLS49502.1 hypothetical protein BV379_15245 [Rhodovulum sulfidophilum]AB14
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRHPGRIPGLWQGKRPVLSHAQFMT
LAARLGTRPGRMRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
GRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATPDPAGRARLATESTRRCHALRGGPDPAPLLELGRNLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGGGR
>OLS49503.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]AB14
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRSGDAPATRRRLGALAVAVTLAAAVLPACALVSIL
PGGWAGAVLTGILAAPLVASRSLFDHVARVAKPLAAGDIAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPLRAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>OLS49504.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]AB14
MADGQDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAINRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGTCPKNVLVLRSFGKFYGLAGLRLGFVLGSKALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>OLS49505.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB14
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGKLTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGVPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVATVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAALGPEAAESWRLIGDASRLAFADRARYMADSDFVPVPAKGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGRPIANRLEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>OLS49506.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB14
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIIFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTKIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>OLS49507.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB14
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>OLS49508.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB14
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>OLS49509.1 hypothetical protein BV379_15285 [Rhodovulum sulfidophilum]AB14
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMQPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>OLS49510.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB14
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGAITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLAESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>OLS49511.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB14
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRNVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>OLS49512.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB14
MVRILFSAPPGLWAEYRAPLARALDEAGIEAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRAVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>OLS49513.1 hypothetical protein BV379_15305 [Rhodovulum sulfidophilum]AB14
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFDLEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGATSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMAAHLAR
LGLRIDLPAPEPMTETPLIDPDAPPRLR
>OLS49514.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB14
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>OLS49515.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB14
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>OLS49516.1 HNH endonuclease [Rhodovulum sulfidophilum]AB14
MVKLVLLHKADSIYEDAPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDPQPAELAEGAELF
ERPVLERLTRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPGGPAPSLPV
>OLS49517.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB14
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>OLS49518.1 hypothetical protein BV379_15335 [Rhodovulum sulfidophilum]AB14
MANWYSADLHFGHHRIIDFCKRPFASPEELEQMQRVARHFDVAGRDERNRALRQKRRPCQRLSGLSKPTATFKCQTVAP
>OLS49519.1 hypothetical protein BV379_15345, partial [Rhodovulum sulfidophilum]AB14
FQWVDTKEREDILLALKYGLPVHPKLLAEFNLEAVPNPKAPDIDAGRAPFGKDDDDGDGIPV
>OLS49520.1 hypothetical protein BV379_15350 [Rhodovulum sulfidophilum]AB14
MFCNHAPFNILCISSLSQIFPNALVIVMIRNEKWVIQGLEHSFIAGYKWAGETLEERAEVWANYYLHLSGVDLPNVVTLD
YDELCLHPRKVLERLTKTACSFLGCRPEDFDKSVFAKSWANDRTSGRSTLSRIEEKDAITFNPLKGFDETQWKDGWSERI
QDILRPTIEVLDLFKRRHLAV
>OLS49521.1 hypothetical protein BV379_15355 [Rhodovulum sulfidophilum]AB14
MGKEAVVLLSGGPDSSTLAFWAFKQGYDIRALFVNSGQYYADHELAGARAVANKLSIHLEVAELANFRQVLIGFIPHPYT
AMGGGAEVWKRGGAFLPTAVACSYAAITGCEEVLVAMIAEDIELWPDARSFIENSAPNFRLITKNKDANISLPFASKRKS
EVLQLGSELGVPFERTRTCQNTTINHCGECVRCKKRASAFAEAGIPDPTTYEVLPTVLADSSISAA
>OLS49522.1 hypothetical protein BV379_15360 [Rhodovulum sulfidophilum]AB14
MFRDFQRRERAVLLVRIVLGDATRDMTVAEFIRQLINELPRIDALMLSASQQRKSRAGYSYEHHIEAMLSGGKIPFEKQV
VIEAKKRPDFLLPSLAFISSGEATAATGLILSAKTTLRERWKQVEREKGERRLYLTTVDENIAGNAIQDMEGIGVQLVIP
ESLMDAKETEYAGRANVLTFRRFCDEVIQPNLKVWL
>OLS49523.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MTPLVETRGLAVGHGGRVLLEEIGLGLHRGRILCLLGPNGVGKTTLFRTLLGLMPPLGGEVFLGGRRLAELGRAEVAQRL
AYVPQTLTTPFAWRAVDLVLMGAAVRLGPLARPGRAEIARAEAALALLGIDDLGPVEITRLSGGQRQMVQIARAIAQGAE
AVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPTAEVMTAARMTRLYDIP
VRRDALPGGRLHFSGPSGREDEGPVAGASVGQNV
>OLS49524.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSERAAAPLLALGLAGALAAGAMLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVF
RNPLVAPDILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIALVMAIALALRGMGQVLVVVLCGMAVAAIAGAGIS
LVKLLADPDDQLPAITFWLMGSLAGIKQADVAAALPAIVAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSA
TLVTAAAVSAAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAGLMVLVDAAARCIAQQEVPLGILTAVLGGPLFLWL
LARGGRTWAE
>OLS49525.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MMPLRLTALMAGGLVMGLAALTAAAETRTITDATGRPIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPEDEDRPF
LRPETRDLPALGRLTGKGDTVNLEVLLSARPDLIVDYGTVNATYRDLARRVHAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPEDRRPTVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLADKLYPEEARTDIEAEV
ARFYTLFYGVTPDRAALDGLLGAGHPGE
>OLS49526.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]AB14
MTLAASETLRPHEECVPVPDAFDAGLWFIGRIRAPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>OLS49527.1 hypothetical protein BV379_15390 [Rhodovulum sulfidophilum]AB14
MRNINQGHLKFYKLVLQRLPKSYGKSPKDADRTIDELLARAEDLPEKKVGLSPRTINGHLDRFKLIFQFAKSESITISDT
IELGLLRVREEKRNRDKREAFNPFWRAERR
>OLS49528.1 hypothetical protein BV379_15395 [Rhodovulum sulfidophilum]AB14
MVDQRVPKLRKDDDAAKFTALIEQNRWLVEPDALDVLREAFEREAWIDDEGVMPEGHVTLEPGDDAVDIGQLARDARPVW
PWQI
>OLS49529.1 hypothetical protein BV379_15400 [Rhodovulum sulfidophilum]AB14
MRKLKIFLSHSSRDKDFVRRINKDLKSGGFDTWLDEDDIPFAASISEEIQSGLKNSDILFLFLSKSSVASRWVATEWQSK
FFKQISSGNTIVVPVLIEDCSIPEFLNDRKYIDFRKSSNYSKRLSETLGFLQIEKSKISGKVPAEFDRKLGIRSHVTEIL
SELEGEMIQLPQVRRIPIVNTLKKIKRSGKLIRLQGFKPDLQVRTVYDHIISLAHLADCFLPSLSRNLSSVELRDFSLLI
AYHDINEVILGDIPAYTSLSRSKRASIKVYAEQRLKTVDPEELERISNEFVWLFLSEQHRQAFRAAMDLSKDTESSTFRI
FKALDKIDPIVAVWRYLNHYRGKIGDDPRLFNSRMKDFYENPDVAGFFRDFQIDTKLVDTLAFLQDRSNSWDYYVDKDFL
KNRSQDFLSIPAERLQSAIEDVPLFSS
>OLS49530.1 hypothetical protein BV379_15405 [Rhodovulum sulfidophilum]AB14
MRITFTENGDEACTLSQKSNSSSTAFSIPVSKPALQAAFRDLLLDPEKREVMIGSVGVDRYRDGLRVHAGGGRFELPFRH
LFPLVMEVAE
>OLS49531.1 hypothetical protein BV379_15410 [Rhodovulum sulfidophilum]AB14
MTRARWDRLQAQYHLIRDCISGEDAVKDQGQLYVPKPDGMTTDNYNHYLDRGCFYGAPAMTLRALVGLALRKDPVINLPP
RLEAMRLNATYENAPMQVLVEDMVREVAAMGRFGILLDFPAEGATANTVPHISTFRAENIEDFETGFVRGAESADPRASR
I
>OLS49532.1 hypothetical protein BV379_15425 [Rhodovulum sulfidophilum]AB14
MTRDERKHVFISYSWKDASAAEQVRNSIPREFEVWFDKERIRPGESISHAIQEGLNASDYYLLLISENSNQSD
>OLS49533.1 hypothetical protein BV379_15435 [Rhodovulum sulfidophilum]AB14
MPTRLFISHSWSYSERYNAMVNLLNNRPYFNFTNYSVPEAKAFGPMARYKMEDELRGQIRPVNCVIIIGGMWANHSDWIK
FEMDFANSINKPVLGVRPRGAQVMPVAVAQASDLVVNWNSDSIVAGIRQIT
>OLS49534.1 hypothetical protein BV379_15440 [Rhodovulum sulfidophilum]AB14
MAVEQYEEFLNLTDEDASDAYDAWAILGARLDDFPNGARQYFKRLCEKIEEFDPHTDDELALTEHLEMPIIMPKNRKVLG
GKSPHDHAHVFDWVVAWQKTEGVSLDQAFWDYVEIHGLDLDQRETIKGIYHKVRRARLKSMGQERPNFRKPLGPSEV
>OLS49535.1 hypothetical protein BV379_15445 [Rhodovulum sulfidophilum]AB14
MTLELRIITGRYKDGVALAEVEAAQRLINHYVDEGFVKELHCRDDGYLGFVYHASHFEERARQSDAD
>OLS49536.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MVERWIKRMLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAV
ARPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQ
LLVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSG
VSHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIG
ALPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGT
GVGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>OLS49537.1 sulfate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>OLS49538.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB14
MAEIAFPRREPVTTEPRLARWSLIAAVLALVGILLFAPLATVFAEALAGGGAAALAALGSPDARAAIGLTLTVAALSVPL
NAAIGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALMLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFP
FVARELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMI
EMLYNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>OLS49539.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB14
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVILLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LALAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>OLS49540.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTADW
RESFIEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>OLS49541.1 transcriptional regulator, partial [Rhodovulum sulfidophilum]AB14
IFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDEDACA
GLELPRT
>OLS49542.1 ferredoxin [Rhodovulum sulfidophilum]AB14
MTYVVTENCIACKYMDCVEVCPVDCFYEGENTLVIHPDECIDCGVCEPECPADAIRPDTEPDSERWVEFNRKYAEIWPVI
TAAGEPPANADEMDGIPNKLQTHFSPEPGQKEA
>OLS49543.1 superoxide dismutase [Rhodovulum sulfidophilum]AB14
MAFDLPALNFAHSALEDRGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTAL
LGLDVWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>OLS49544.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSTDNLEKEGRPPRSAAERILMALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEK
GQSRFPDTHAALTVEILRSISDVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDG
GLLLVENHCPICAAASFCQGFCRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>OLS49545.1 preprotein translocase subunit TatC [Rhodovulum sulfidophilum]AB14
MDARPSRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHTVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>OLS49546.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]AB14
MRAPPAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRR
LQRVGGGVRVTARAGETWDDIVRWTVGQGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTEDWTQRRLAA
AECGFGYRQSRFKEDPGRFLVTGITLYLPAAWRPVLSHEGLSRGGLSRGGLSGGASLTGAAQVMGAVLARRGARLPDWRL
TGNAGSFFHNPVVPVAAAARIRDVCGHPAPGGVKLPAGKLLDLCGFRGRRRGGAAFSEINALILVNAGGATLRDVDALAA
RAQDAVRLRFGVDLVQEPSRVGD
>OLS49547.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MLLEGKTIIITGASSGIGAAAAKIFAAEGARLVLGARRAELLERTVNEISADGGEADFIVGDVEESGYAEELVKRAEERF
GGLDGAFNNAGTTGNMGPIPDMDESNWHKVMAVNLNSGFYAAKHQIPAMRKRGGGSIVFTSSFVGHTIGLPGMGAYAAAK
AGLIGMTQVLAAEHGPENIRVNALLPGGTMTPMAGEDAAVHEVVRGFHALKRMADPSEIAQAALFLLSDHASFVTGTAMI
ADGGNSINKL
>OLS49548.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB14
MSFIPLHDRVLVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDVKAGDRNLFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>OLS49549.1 hypothetical protein BV379_15550 [Rhodovulum sulfidophilum]AB14
MSTASEHAGQAALSICEALLLAMNDRGLLTEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>OLS49550.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTTQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>OLS49551.1 DUF3309 domain-containing protein [Rhodovulum sulfidophilum]AB14
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>OLS49552.1 CsbD family protein [Rhodovulum sulfidophilum]AB14
MDKDRVIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>OLS49553.1 hypothetical protein BV379_15570 [Rhodovulum sulfidophilum]AB14
MSPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>OLS49554.1 hypothetical protein BV379_15575 [Rhodovulum sulfidophilum]AB14
MEEHFWTSGADNARATTANNTVMVFPYPPGILQGDQIWTHLKQSTGWRSVVMAERRVTRCQDIAILTYRVSAEKPDVPIY
KALCASTYLNDDDTWLRIFHQQTIVA
>OLS49555.1 hypothetical protein BV379_15580 [Rhodovulum sulfidophilum]AB14
MTMAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALAS
DYGRVARALSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSGE
>OLS49556.1 hypothetical protein BV379_15585 [Rhodovulum sulfidophilum]AB14
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>OLS49557.1 hypothetical protein BV379_15590 [Rhodovulum sulfidophilum]AB14
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>OLS49558.1 hypothetical protein BV379_15600 [Rhodovulum sulfidophilum]AB14
MAPAASLSKTRPEATDLERRVLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEESIRAVMLL
GEVRAPKSTETDVTGKQPMPARSEGKKEPCMDRPAQRGGVEVRERSGIWEVQVDGKFRGDYHQKEHALAAAGLHRLSLR
>OLS49559.1 hypothetical protein BV379_15605 [Rhodovulum sulfidophilum]AB14
MATPGQPDLLHVVNERGQPQPLRTQKRGRQSGHDQAGEAQTLRACRQKSFGGRVDVGQRFARPLPRLARSDRAWGRQRGL
DRAQQQVLRGTCCLDAQIPMAEQHPGSCGIEFGDSRKIDAGRGSGPMETGAHVLERIQRQRPGQGQNWSPRKRHRRRRE
>OLS49560.1 arsenical-resistance protein [Rhodovulum sulfidophilum]AB14
MSDTFTPAPMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQ
PKGLLVTLVVNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLVQVSVN
DLIMVVAFAPIVAFLLGVTEITVPWSTLVLATLLYVVLPLLAGLLTRRALGTETAISAFTARIKPVSMGGLVATVAILFG
LQGDTILSRPGVIALIAVPILIQSYAIFALAYGAAWLLEVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>OLS49561.1 hypothetical protein BV379_15620, partial [Rhodovulum sulfidophilum]AB14
MASWASGFTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQGRTLASYRDVYHRFEQNPVVLADRDRM
KGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATKVFHRSPREMAQEINFPSITTVRTRAKAISDVVAVLGRGGT
RHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEAPQELADNEIRRCWLHVILDVATREVLGWIR
LRARL
>OLS49562.1 hypothetical protein BV379_15625 [Rhodovulum sulfidophilum]AB14
MSLWRELRTWGHLNAPTIGDELNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLMMYFVVLSWWEQNILWDNIQI
WLNSEAYFRATLERLVKRSPEVYGNEDFTSFYTRMMEMHGDRWVGGAIFLTLPTFFFIAACIWPRYRPIRFNRKLGIAYT
WSWGRFFLSRSDPSLGLGRGVGDFDLMLRRFTIVRAGVGSPESHSIGALVLRLRHHRWTRYKESWTLGVFPPACFYQNSQ
ISISISDFLTNPVRPDWCEALELQPSPLSWAHRLALRVVNFSLLPSWWPRRTQKMIRHHLEIRAAEEKAAAEAREALRRR
ANGMD
>OLS49563.1 hypothetical protein BV379_15635 [Rhodovulum sulfidophilum]AB14
MHAEQSTHTFAILDAAKIPDLPDTLANSGLTYLNLFRGTAAQELADVSPYIVKLEIENDFVRKLFTDTGKKTDLWSNEVG
IYVRSKDTIENLLRLFRKFTRVRDEHDNWSYFRFWEPDVAEVHFSYLSRRADLATGWFYTDNENPVGYVIVRRDGRAAKY
IPNRPFAGISSSNFRMEVEEKEALKVRRVQASFLKIQSRLATLLPGKTEFEIRDALNRVAERFSQYGFVNTGSIFALCWC
ELTQGPHFERKLKVSALKDLEQKQVAEDLRILKLQSALGQ
>OLS49564.1 hypothetical protein BV379_15640 [Rhodovulum sulfidophilum]AB14
MDDLSFPKDDFFDLQQKGSISAVTTSCPLIDLEIAFFFDGTGNNLANVEEGNRVRAEGGVVSQASYANDLSNVAKLYRSY
DSFVPKTAENNTDGAKIRRFSEIFDGIGTTAGQDDSTIGFALGWGRSGVEERVKDAFLVFLRHLNKAKSSGEIKSIKVDV
FGFSRGAAAARHFLNCVKRGHAGHGYGGPFYELREEDKSKLEIRFLGIFDTVVSWGLVANDSSWGNLRITLPDDIATKIV
HITALDEFRENFPLTEAPDSAETIRMPGAHSDIGGGYPEFYKECVEVKRARSQFDNFNPRPAETGRVFGYSDFTAEDLAI
FNQLVSDGWINKSDHNALTREYETIGSNRYDPYWNRWLLKRKWIKDPGLSHVALHVMFRRAIDAGVPFTALISGRNYDLP
ENDEVLEHLKDRLLSGEIITPAESIQYRRNYVHHSASWTPSGPFFPLQPHEGASRRTVYNNDGSTKES
>OLS49565.1 hypothetical protein BV379_15645 [Rhodovulum sulfidophilum]AB14
MSVLRNLLSVRLVLESAPECWDGKLRSAALLGAVVFGVFYFAALLQINDPLDMFRPEAVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMMTAVAISLVARSGPAAAQHGAGAPRRPLGRLLPIADVEPHAANTVDETRKWTSAW
AIDQLSIGDEGRSSLRGG
>OLS49566.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]AB14
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYDEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>OLS49567.1 lysophospholipase [Rhodovulum sulfidophilum]AB14
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQSVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAASAREDDLPPQLMAALAEIGVR
>OLS49568.1 ATP phosphoribosyltransferase catalytic subunit HisG [Rhodovulum sulfidophilum]AB14
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>OLS49569.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB14
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>OLS49570.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPLKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>OLS49571.1 hypothetical protein BV379_15675 [Rhodovulum sulfidophilum]AB14
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTETAEVAP
>OLS49572.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB14
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>OLS49573.1 glyoxalase [Rhodovulum sulfidophilum]AB14
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>OLS49574.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB14
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGTRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAEIPSGGADPQDRWGADSPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQDLSQVAFLSGCEDLT
RIEITETEIRLGAGVTIARLREMMRAYHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRRGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVRAGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTNIDELAP
>OLS49575.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB14
MSVTRPLPHDAARLHVTGAARYLDDIPAPGNTLHLAFGLSQIAHGRILTMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAAAAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVQVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMIITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRPNYYDGAAEAGGLSAPRRSSGSAPLE
GISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHAVLKKGIALTAVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFVGGRVFAGGDEMSFAEAARHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>OLS49576.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB14
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAEMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALMAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRVAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>OLS49577.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALNLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>OLS49578.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB14
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVTICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>OLS49579.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRTGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>OLS49580.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALTLKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>OLS49581.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB14
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSRIETGRRV
TAIARVATGWQVRTGDDITEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRIEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>OLS49582.1 methyltransferase [Rhodovulum sulfidophilum]AB14
MPKRLTLPDSASLATPDAGGRLSAPSALRNAEAICATLERVAPARGRALELASGTGEHAVRLAARLPGLVWQPTEIDPQR
RASIDAWAAEATLPNLRPALALDACQPGWGASHAGQDLIFASNILHLVSNAQAETLIAEAALALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRGKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>OLS49583.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB14
MDWTAKRDGTKDQLRRLNKALPDQTKAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>OLS49584.1 hypothetical protein BV379_15740 [Rhodovulum sulfidophilum]AB14
MRRPTLSVLALSGFVLALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>OLS49585.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB14
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPDLAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>OLS49586.1 hypothetical protein BV379_15750 [Rhodovulum sulfidophilum]AB14
MTEATASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIWLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVAKATMAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEIIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>OLS49587.1 hypothetical protein BV379_15755 [Rhodovulum sulfidophilum]AB14
MAMDDAADRRATAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLAL
SLLKNLLLWLTAFLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRLIAWAL
LGIAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAEPV
RQMLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPL
AFLSVLGIFAALAPRLGRGGRVGLVGFLGLVALLVFTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAG
NLAARQPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLERAGWPAFARFDILSEGDFTLPYMHSDEDMPFRYVLA
RPVAQP
>OLS49588.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB14
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>OLS49589.1 cation-efflux pump [Rhodovulum sulfidophilum]AB14
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFAGADVIIHFDPVR
>OLS49590.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]AB14
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVVGLLVVAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAA
>OLS49591.1 deoxyuridine 5'-triphosphate nucleotidohydrolase [Rhodovulum sulfidophilum]AB14
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPEIRDEGMTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>OLS49592.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase [Rhodovulum sulfidophilum]AB14
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRFVGPTEGDMACGEY
GPGRMVEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPTLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALA
>OLS49593.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB14
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>OLS49594.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB14
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPEVLAELDRLQALWNEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGAVIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>OLS49595.1 AAA family ATPase [Rhodovulum sulfidophilum]AB14
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGMVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISHQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFEHAPSVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>OLS49596.1 hypothetical protein BV379_15810 [Rhodovulum sulfidophilum]AB14
MIKTRGLAALLVLSTFNLTLMVPGGFVETRSFPGYSVTVLAAFNIFLTLLGLGSLILAYRVVKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGTFLGLALLATGGWLAVSQDKRPSGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>OLS49597.1 hypothetical protein BV379_15815 [Rhodovulum sulfidophilum]AB14
MEFCEHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTLDGTTEAIAGAERQAYWTRIAELCRRLAG
ALQEDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDDLPLGLLADVALNLLVTVDRWFAINASDL
AEGEEARFAERAFSLLMTPLLPPDYSGKTDT
>OLS49598.1 glutathione synthase [Rhodovulum sulfidophilum]AB14
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>OLS49599.1 hypothetical protein BV379_15825 [Rhodovulum sulfidophilum]AB14
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>OLS49600.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB14
MEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVE
MAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPAQSGARSRMLEEL
SNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSLVELAEVFRGREVRGEIVLLVGRAPVRAVE
QNDLEATLDEALVRLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEEAE
>OLS49601.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB14
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARNGGSVAATGSYELSQNGVVQAIPDLASKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>OLS49602.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB14
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLHRTGRIALASALMGAILWLAARGAQAWLTAEGLRYPAL
AGLVALGILSYFGLGHLLGAFRLSEFRRAMRRQR
>OLS49603.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB14
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>OLS49604.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB14
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>OLS49605.1 glyoxalase [Rhodovulum sulfidophilum]AB14
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>OLS49606.1 branched chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB14
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCERINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>OLS49607.1 universal stress protein [Rhodovulum sulfidophilum]AB14
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPIPVTIVPGGLSKERLEAVC
>OLS49608.1 NifU family protein [Rhodovulum sulfidophilum]AB14
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPSILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>OLS49609.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB14
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSIEAPRGLAYVQPLRAGKLGAARMIDPEAPVPLAEIGADGIAHV
TGFAARRLGTAFGTGWHEAVPAEIAPAIAREAAALLSGGTASPRPAPLYVRPADAAPPADPPPAILP
>OLS49610.1 ribosomal-protein-alanine acetyltransferase [Rhodovulum sulfidophilum]AB14
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>OLS49611.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTKMQKALAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAVMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLAVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>OLS49612.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MAGAALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRKVLLRTDKSPARPGRIVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKELDLSGPRGDARARRAVGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLTAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>OLS49613.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRAFGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRSHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>OLS49614.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAVTLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWGLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>OLS49615.1 anion permease [Rhodovulum sulfidophilum]AB14
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>OLS49616.1 hypothetical protein BV379_15915 [Rhodovulum sulfidophilum]AB14
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>OLS49617.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAGAVEAAFDAFMEWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAGVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTARARAGERPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>OLS49618.1 ATPase [Rhodovulum sulfidophilum]AB14
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>OLS49619.1 autoinducer synthase [Rhodovulum sulfidophilum]AB14
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGGEVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>OLS49620.1 protein meaA [Rhodovulum sulfidophilum]AB14
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>OLS49621.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB14
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPLCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSDDRQSGFGEMVEIALEAAFS
>OLS49622.1 hypothetical protein BV379_15955 [Rhodovulum sulfidophilum]AB14
MPTEPRPEPADAAERRAVPPVVCYPPESLPAPPMALYDGLRAGMTRVAQLEIPARDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMVTVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEPLVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAPYDRSHGL
>OLS49623.1 hypothetical protein BV379_15960 [Rhodovulum sulfidophilum]AB14
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVMAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAALAVLGLAIALLGRPVE
>OLS49624.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB14
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>OLS49625.1 hypothetical protein BV379_15970 [Rhodovulum sulfidophilum]AB14
MTRDIRLCLPCPDPRPGKIWGDWFFAQSLARALERAGRGVGLATAKRRSGGFWMRAVPQRWPWQDEIDLVIRGGKAWPKL
GRRPLFIWLISRPDSLTDREIREAEHIFVASELYMAELERRGARAVSFLPQCTDPDLFSPDRAEKTLASEILFVGNRRKS
FPRAVVERALATGRSLSVWGRGWHDALPPGTLRGVEIPNAELGRHYASAGVVLNDHHPDMLAHGFVSNRVYDVLASGRPV
LTEDMPGLPEDLRPAVFAYSDGTFAERLGTALDDDRQDRSEIAAHVRSRHGFDNRVRSILEVIGHA
>OLS49626.1 hypothetical protein BV379_15975 [Rhodovulum sulfidophilum]AB14
MIVGTMATYPPRQRSMLATVARIAPQLDVLNVVLNQYASVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGAGWVFLLDD
DIAYPETYVKDSVAAMQALGPGRLVGGYCGAVYRKPQMRQKTLSGLNRYRKELFRRRGEVRDSLKLDAGFRQAIVADELG
TGVMIARPEHLPDFESVRSAQKFIDVRMARWCFEKGITQVCLPRPAGYLRALEHEESIHTGFTAKRHAAVTREIQEYALK
NPRAGQPFEDGR
>OLS49627.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB14
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRVFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>OLS49628.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB14
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>OLS49629.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB14
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>OLS49630.1 hypothetical protein BV379_15995 [Rhodovulum sulfidophilum]AB14
MLNRLASIGTFVGGAATMGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAAR
PLDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGYVDLAFDGKDYRLGVGKFLSYESGADLCRLLLVRK
VDGGVYRLRWRCIPDHKDQL
>OLS49631.1 hypothetical protein BV379_16000 [Rhodovulum sulfidophilum]AB14
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGTAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>OLS49632.1 hypothetical protein BV379_16005 [Rhodovulum sulfidophilum]AB14
MQAYRLLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>OLS49633.1 hypothetical protein BV379_16010 [Rhodovulum sulfidophilum]AB14
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>OLS49634.1 CoA ester lyase [Rhodovulum sulfidophilum]AB14
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGGRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARVHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>OLS49635.1 hypothetical protein BV379_16025 [Rhodovulum sulfidophilum]AB14
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIAAAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>OLS49636.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB14
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>OLS49637.1 hypothetical protein BV379_16035 [Rhodovulum sulfidophilum]AB14
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCADGSLRLSVVGEPACAAPPATEKAPAEVDSALASLRYDAEGHILQ
VSAPMCALLGQTSEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAG
ALEIATDITRDRRDLDRMRARHTALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFAGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSERIIQIAVDITDTKRLMLDLDGKWKAALNNQAVVEFDSDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSS
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPNGQ
>OLS49638.1 hypothetical protein BV379_16040 [Rhodovulum sulfidophilum]AB14
MMQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAQTGAPPG
IAAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGDAETPFFVGGFFHEGQLVNAVDPAALFALGGLPVAARFRRDERP
RNGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEI
VVFGFGDDRLIGLAVDVISRIATFRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVS
PKPAAHTSAPARPAAAAMPARPSGVGAEPVPDTIPASAPGAPSDHDAGEAPALSPDLLIRDRRRYLTFQAGIAHAAPIEA
VIRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWR
ALNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>OLS49639.1 hypothetical protein BV379_16045 [Rhodovulum sulfidophilum]AB14
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGARRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
GAEARLAEARTAETAATREAVASRAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASGRMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AAHRTRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTREQCREVIAE
RESEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGAREAFARRLGETGLSADDLAALKPAIVRLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALREALAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDAEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>OLS49640.1 exonuclease sbcCD subunit D [Rhodovulum sulfidophilum]AB14
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLTRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>OLS49641.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>OLS49642.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]AB14
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAAGTTSDSP
GRLAAIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRR
AALIMLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMN
QIEAARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAV
SLLAVCTGFVFLMMRLLKVRLRDIAK
>OLS49643.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLEMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGMGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGGLPEGALRLGFSEAAGVILPEGETADDAA
>OLS49644.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWAEGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYTSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>OLS49645.1 murein transglycosylase [Rhodovulum sulfidophilum]AB14
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAEAAGITPATLDRALGRAGYLPQVIEKDRNQSEFTRS
LEDYLAIAASDDRVAAGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRPDGRPLPRAGAAAILAPAGRQGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>OLS49646.1 hypothetical protein BV379_16080 [Rhodovulum sulfidophilum]AB14
MHRLHLRWQIVLCAGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRDLVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALAPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRVGALQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGGGLTAMRDRVGALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>OLS49647.1 class V aminotransferase [Rhodovulum sulfidophilum]AB14
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPVDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>OLS49648.1 malate synthase G [Rhodovulum sulfidophilum]AB14
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPA
GGYDRGRGARVVARARVFLDEAFPVAGTSHADVRRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
APDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLSMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>OLS49649.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB14
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>OLS49650.1 esterase [Rhodovulum sulfidophilum]AB14
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGSGTGL
PVIIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGG
WMSAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLD
LYAHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFVGLGRRLSLKDVTCPAYLLAGDSDDITTRE
QVFAAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>OLS49651.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum sulfidophilum]AB14
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGAE
>OLS49652.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB14
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPTRPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>OLS49653.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>OLS49654.1 hypothetical protein BV379_16125 [Rhodovulum sulfidophilum]AB14
MARKDVNARRTVGYSKAKSHADGSKPVNRALPTFGDTSHISIAPQSAITRRQIIANPTRHDDARPREGPVQRTRTALKAR
ADPA
>OLS49655.1 hypothetical protein BV379_16135 [Rhodovulum sulfidophilum]AB14
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLEAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>OLS49656.1 hypothetical protein BV379_16140 [Rhodovulum sulfidophilum]AB14
MPSEILTRSFGRFEAEATPAEARLIIRDDCKDVIRLFGRDLIRSALLGGSWTPDIERALRWGLELIEAELGEDLRYRAGV
MAAVKLCWRLRLTNDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICWASAAFPKPVEDPADKAFREAVA
ELVDCAMKEGKPDA
>OLS49657.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB14
MDSIAPPPDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSVTGG
RPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWV
KRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPCPSIF
DSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLAQPLRTITGANRGEKALVAPSLTRFN
GGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQGGGN
RSAEAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNGGPRMATHAGHD
PRAPLSTVAASGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRMGHMQADLAAPPFAPEHEARAREVAEFLRAHGVW
DGGAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDGDAPTFRPFSKDVQISCCGNSVCPPVAAAI
IAANCPHLTASRQEQEAHDAV
>OLS49658.1 hypothetical protein BV379_16150 [Rhodovulum sulfidophilum]AB14
MAAILTIAPQIADRLAAEAAAARIEANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>OLS49659.1 hypothetical protein BV379_16155 [Rhodovulum sulfidophilum]AB14
MKTILTTAAALALLAAPALAATETTEDLRAIRQPSADSQGCFAPIPGTNAFQRSNAPGCIYYVAPTGNDHDRAASDPSEG
GEGEGGESSDP
>OLS49660.1 hypothetical protein BV379_16160 [Rhodovulum sulfidophilum]AB14
MFKRYKDRGNRKKKSKEAGFAFTESRLNFGKRESLIFQIHNQKVDIIFFHGGGAFAGEPLSLVWAGKPLAEKGIRLILPS
YRVLSRDRSSVFDAISDAESFVHKFLKKLPHDRRLIVGGASFGGLLALHILRAMPEKTFNGILLVNPVCDTTRGGFSNKQ
IPTSGLDDISPNLYCDSLPQVPCLILHPADDQVVALRQTTDFLSRWRNGKAAMEVWPRSGGHGAFNLVGNQGKFVEKCSA
FSEKCDA
>OLS49661.1 phage repressor protein [Rhodovulum sulfidophilum]AB14
MDRDRFKSRLSQIVEERGLEVAPLARAAGVKRDVVRDLLRGKKESLVVENAAMIASALGMSLDEMLGPATGSPTIAIAGK
VGAGARVPVFDAYEKGGGPQVECPPGLSPHNIVAVEIEGDSMEPVYSEGDLLFYTRWSEGSVPSEAIGRRCVCECEEGFG
WVKVVRQGREPGLFDLHSFNDQTPPMYGVRLKWAAPIKLHWPAELARRV
>OLS49662.1 hypothetical protein BV379_16175 [Rhodovulum sulfidophilum]AB14
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS49663.1 hypothetical protein BV379_16180 [Rhodovulum sulfidophilum]AB14
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLALAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>OLS49664.1 hypothetical protein BV379_16185 [Rhodovulum sulfidophilum]AB14
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTWI
>OLS49665.1 hypothetical protein BV379_16190 [Rhodovulum sulfidophilum]AB14
MDLTDASCAVIRFAMNPNVLRSGEGLQIRMSTDGGASWNAWTELVFYPSRGPATLQGQVYISFDDIEAAWRRTMMVSYGN
STATWGHEASSVSGSIDLVGRPSCMQIRLGRNRNRSFAAGTVEIFSGPTDSFVIGRDVS
>OLS49666.1 hypothetical protein BV379_16195 [Rhodovulum sulfidophilum]AB14
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLTARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS49667.1 hypothetical protein BV379_16200 [Rhodovulum sulfidophilum]AB14
MHLVPQWRALIRRAWSIRLILIAGLLSGAEAGLSLASPDATGLPRGLFAGLSALVTAAAFAARLIAQRME
>OLS49668.1 hypothetical protein BV379_16205 [Rhodovulum sulfidophilum]AB14
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEALIPDRSYVGILDWAYNVGLGAAGRSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>OLS49669.1 hypothetical protein BV379_16210 [Rhodovulum sulfidophilum]AB14
MRALLAALLLAGCGGLPLPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGWRA
>OLS49670.1 hypothetical protein BV379_16215 [Rhodovulum sulfidophilum]AB14
MNLPQKQRSALIETIQSGLPTWSGRAAGALSVPDVLQACERFFFDTFDGCQYPVMIYDRMGQRLVHPLTQGDEPAFPESL
TALEDYAKAPTFVTSKDALIFIFDRLDRWPLAPAEVAFVAVLIEREQFNAATGMSLTPSEYLLVSLLLVGHNLQSAADYT
GANYDTKRKQARTVLEKAGLSGQAALLREVSLAVSSDVLSDLLQPNQRRPEVELAQHTYGQDVVIHSIAVGASWDVPVWE
FGARRGQPILYFHSMLAPIMFTTNMVETLKERNLRVLMIPRHFFQAEPGGRGAQSQILQAASDIADYFCGEPVICMGESA
GCAWAAQFTRAFPDQVSELVLVATPQAVRPKDAERFLPHSLTLLLEVSNRIRKDDRVIAGLTRVYNAIGRVPALSRRSLD
FLFRQAPSDVASIEESYAKLFLGDWLRLIANKATRASMDEVAHLHSDWVKDLQHLTLPMRFFHGTEDTLCPIEDAKAMVE
GLPTATCQAFEGAGHLVLGQRLDDVLASLAADRKAAEPLR
>OLS49671.1 hypothetical protein BV379_16220 [Rhodovulum sulfidophilum]AB14
MDRNIFLIGPGGIGKTSSGRNLAELLGREFIDLDEKFMSGPGHIGQYISEHGYAKYVRENSNLFFEHINQSAEPFVAALS
SGFLIAEVEIETVQKNRFAVRNGHSVLLLPHADPDECADIIVSRQVQRGLNLREEIERPKFLERLPVYRSLADQVTVIQG
TPEESAKAIFVQLRGVEKTG
>OLS49672.1 hypothetical protein BV379_16230 [Rhodovulum sulfidophilum]AB14
MSDVRFHGANGQFGFLSNFSDHGFMHEGIRWATVEHFYQASKFNDPVSIINISQCETPALAKHLGGRTAGIRADWHDVRL
SVMRTGVLLKFQQNKEIAEKLCKITGDIVEVSKDDAFWGAGIDGNGENNLGKILMEARQRICDQ
>OLS49673.1 hypothetical protein BV379_16235 [Rhodovulum sulfidophilum]AB14
MIWVFSIAADITTPNPPEGYLRADTEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>OLS49674.1 hypothetical protein BV379_16240 [Rhodovulum sulfidophilum]AB14
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLQRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>OLS49675.1 hypothetical protein BV379_16245 [Rhodovulum sulfidophilum]AB14
MAEILTRSFGRFHAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTEGQGCGGGICRASDAFPKRVEDPADKAFREAVAE
LVDCAMKEGKPDA
>OLS49676.1 hypothetical protein BV379_16250 [Rhodovulum sulfidophilum]AB14
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWRIRSRTFEGLAAAAADQWGENARKEAA
>OLS49677.1 hypothetical protein BV379_16255 [Rhodovulum sulfidophilum]AB14
MADETIARDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>OLS49678.1 hypothetical protein BV379_16260 [Rhodovulum sulfidophilum]AB14
MSVFDSIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>OLS49679.1 hypothetical protein BV379_16265 [Rhodovulum sulfidophilum]AB14
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSKARDGKPLLARAAFARAERLQGRAVTLGALALQARAGGAA
>OLS49680.1 hypothetical protein BV379_16270 [Rhodovulum sulfidophilum]AB14
MKTILAASALALLAAPALAATDTTEDQATAMSPASAPNCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGGE
GEGGESSDT
>OLS49681.1 SIR2 family protein [Rhodovulum sulfidophilum]AB14
MINFRKGSKDEFAKLPPEAGFDERAEVIRRHLAEVFGSKNLSFLIGSGCSSYTHENNELGIPTMGPLAAEFQTILKTMPG
LPGFNSFVTVEQRAALNDTLGIELTNGDFGKNLERMMEALMTAQQFCKTSTNTDFQEALKTVEAVISGVKGFILQKCSEG
MFAKGDETVVTLYRRFYQSLATRSRGLAPPWVFTTNYDLFNEKAMDRSGIPYSNGFSGTVERRFNPATYRRALAEQLDIS
SKRWAAVDGYVYFCKLHGSVNWTEEETGLFPIRESAGRLDPTEDRVMIYPTPSKQTASFGSPYSDMFREFQRQIVQDQSV
LFVMGFSFGDEHINNIIFQGLTLPGFRLIAFLNPEDTNNPVTKELAALGDPRIWFIWGSDEETGKKAHYFDSIVQDLMPT
SADQKEEQAIEKVFKKLLSKQQDGNNGER
>OLS49682.1 ATPase [Rhodovulum sulfidophilum]AB14
MARDDASRAIGKIVSVSADRLVVELHRGSDNFTVVGFDDVHYVATLGSYLMVPTQSEYVVLEVIGLREKDFSPAYGNGPE
MDKATAAKFLDVVPVGSMPVQGGSFKFGVSTFPPLYADVLYARDEDLDRIFNVEQPADRQTKIDAEGAEKEGAVPHTIEI
GTSAVFKDYPVKAQIDALFGGHVAVLGNTGSGKSCTVASIFQSVFMKPDAFGALGASFVIFDVNGEYRQALDNLTLSINS
SFLKATDPGEEIGVSRRSLLGNEEVSRFRLPHWFMTVDEWALLLRASERSQQPALRTALGLTTLFAEQESGIVEDAAGIS
EIRNHVLAKTLLAILQTDASSPSKSDRLVAILASFRTDEISIPQIRHQLGVNYGSLADAIGLSEFLSEFVQDEPVLPTYA
NKPFSFERLQAALDLALHYEEANGNRQIRDYCSQMVTRLKSISDNPEFEFLRASVEELEEHDREPTHFVDRLLGIARDGG
RYRKERQLCIIDLNDASDEIIELASAVVARLIFDRMRRATPRNKMPVHLILEEAHRYISERPSRFAIDAGITFQRIAKEG
RKYGAFLIVASQRPSELSKTVLSQCNNFIVHRIQNPDDLSQIKQMTPFISETVLKRLPSLPKQHALIFGSAVKIPTTFRV
RDADPTPNSDDTQVRDLWYVPQNPSLHWKV
>OLS49683.1 hypothetical protein BV379_16290 [Rhodovulum sulfidophilum]AB14
MLRAFFARSDYLDYMVLRPLSHITANWEATWDDDHYQLETDSFTGDLNEIIDQIAIATRPDRYHDNEDRLAERVLTELKW
PIQKKGGRWLGADYQSILEQGAFRDFGQKELATAAAGRVQMALDFGQPHFDEMDDAHMTMLAALMTIMIYHRDCDGASVR
VPEQIDG
>OLS49684.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>OLS49685.1 hypothetical protein BV379_16305 [Rhodovulum sulfidophilum]AB14
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>OLS49686.1 hypothetical protein BV379_16310 [Rhodovulum sulfidophilum]AB14
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDRLIADP
VEPLIPARSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIPA
ELPFRWDGA
>OLS49687.1 hypothetical protein BV379_16315 [Rhodovulum sulfidophilum]AB14
MRALLAALLLAGCGGLPAPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>OLS49688.1 hypothetical protein BV379_16325 [Rhodovulum sulfidophilum]AB14
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRTEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS49689.1 hypothetical protein BV379_16330 [Rhodovulum sulfidophilum]AB14
MLSLLGLAVWSVRLEARARANTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVP
R
>OLS49690.1 hypothetical protein BV379_16340 [Rhodovulum sulfidophilum]AB14
MRALLAALLLAGCGGLPVPLGPNLAANVQAGAENVQGHKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWITPSPGEIARRVREAVTRRRA
>OLS49691.1 hypothetical protein BV379_16355 [Rhodovulum sulfidophilum]AB14
MARRPRKTLEKWEVAIVKAMLQKGCIPQDVHAYFSRPTRSVNQARISQIKDGKMHAAIKPASDDELNAFLNAWPDVDPAT
GLHLKGDELLIKAREAMIAAVHTFNSAGLHFRAELFIVTSVIAWTYLMHAYYKREGVDYRYKQAGVVKKTKHGADMYWEL
GQCLAHGGCPIEKGAIDNLNFLTEIRHEIEHQSTDRIDDVISAKLQACCINFNDAIKTLFGKEFALEKRLPIALQFVTFD
GAQRASLVGRDLPPNLAAAMDDFHNSLTDAEQADPKFRYRVAFVPKVAGKASKSDLAIEFVKAGTPEAVNVERVLLKETE
RPKYRPTEIVAKAKASGFPQFAIFDHSLLVKQLDARNPGKGYGVEIAGQWYWYDGWFDKVMEKLNEGWTR
>OLS49692.1 hypothetical protein BV379_16360 [Rhodovulum sulfidophilum]AB14
MGTIIALSVGGMDIDECKNFAGTDHGSLFQESDRKRIRCDQVDYDYYEDPNDPDLAAMEIGFVKPLRDVIQRLELLGYTY
ESIRVEYLRAAEIAAEQSREYNVDLGAGDDVQSEPKNFPAFEDFYKFASKQAISDLRGDFVEGFLPEADKEFQGRFFGAG
IRHNVPLNLLHDSPTLSERSCFSNLLDFLDPYSVAWLLGQNPDNLDQMVTWQYGPLVNNGWANESEFVACPGRREKFLIA
TEGSLDTKILKHAIELLRPEISDFFRFIDVEEGHPFSGTGNLHKFAEGLAKIDVQNQTIFLYDNDAEGRATFKRTSALNL
PDNMRVQILPDLNCFKEFSTLGPSGKGFDDINGRAAAIECYLDLEQSGLPDPVVRWSNYRSDTDSYQGSLDGKTQFAKRF
FKLKAETVGASDYDTSKIAAVLDVIVSECSNLAGTMRAKRYQR
>OLS49693.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MSIVTLTPGSLSNEHICCAISDKKCVTGYKAKKRWLSDQYEHGYRFSRLDERGKVFIEYGPGEHTWMPVEAPDWMVMGCF
WISGRFKQQGHGKALLQTALDEARAAGLAGLVSVVGKKKMHFQSDGKWLLRQGFREVDETESGFSLLALGHEDDGAVGIP
RFSESAKRGLPSDTKGITVFYSERCPFTDFHIGSSLRETCKKRGLSATVVKLDSLDKAQNAPTPATIFSLFVDDRFVTTD
LSVCMDSRFDKIIEKAGEGKALGL
>OLS49694.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]AB14
MSTTSSPDPCNALVEALDLPPAKDGPLSGARFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAESLPLLEAVARVLLHSQTTPVTAPRRLLVLSDAVKLALPAVQQQLRAALDEITRRTGLVAEPIRF
AELIGEDVALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLARSERLFQQINAALPP
GTIICFPTTPTTAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEGCPVGMSFAAGHYQDESLLVALSEL
LGPQGS
>OLS49695.1 hypothetical protein BV379_16375 [Rhodovulum sulfidophilum]AB14
MAIFDIEKDDLLRLSDERLEELIARLAEAEVAAHGHSPASVSWSGSIKAPDEGIDIHVQVDTTNLETGFLTRPDTVLQSK
KDPMPKSAIAAEMLKNGEPNPTIANQAKISGSYIIVSLADDCSPPMKKDRLDAMRAALASDPNKDNIHLDFFDRSKLVQW
VRQHPSVLLWLKGKLGQSYSGWQPYGAWSNPPRESPDTLISAPGVTVHVPTERGEKLSIEDAIEPMRRLIRTSNKAIRIT
GLSGVGKTRIVQALFDETAGDDPLDRTIAVYGDTGQDPDPSASAMLDRLIAEGRRAVMVLDNCPSDLHSALAAKVSAASG
DVRLITVEYDIRDDKPQTTEVIHIEANGPEVAEKLLVRRFPEIGQGNARRVAEFADGNARVALAIAERVEQGESLAQLSD
AELFDRLFQQRKGADGDLREQAEALSLVYSFSVSEPEVGQNELEVLGSISGHSKAQLFKATKKLADRHVVQKRAHWRAIL
PHAVANRLAESALESIPVETLRSTFEAPGNSRLLMSFAHRLGLMHDNQIAREIVEAWLQPDGLLGRISNLNENGSRILYY
IGPVAPDALLDRIEAELTAADFQGMDPRHNPRRTTILNLLQSMAYEPKAFNRCVNLLIRVAESEDEGSSYDSIRDKIIRF
FQAYLSGTHAALEQRVYLVEQCIQSENQTRRSLGLRMLSSALEGSHWTGSGLSDFGARPRDYGYRPDNDQLASWRKAFVD
IAVQLGTGDDPGLADSARSILAQNFRGLWRQQAIHNDLVDAARALHAKEPWGEGWRAIRSTIYFDYKKKKPDADPRPIPN
SLLALEADLEPHDLLPMIKTYVLDKGRNNWALDEEFDHDDPEKYSKAEERLQAKALQLGQDFSHSDNDLEDLGPALFLTD
WMPHRTAFGRGLARGADDLQQTWRSLVSQLEAPKTENFDCSVLCGFLEEVDNFEPQLAQRLLDRCADHNLLRQVIVGLHP
ARKFDEADLDRCLAVLGDPNINGRMYNNILWRDTYASLPSHRIIEVAERILAKPNGDDAVLEGLTMKLHGEDSQLDTLGP
ELRRLGLVAATQRMLRDHNDPGGSTNHRMECVVRAALRFQGNEKEKNAWLDAIFKVVDERYGYLHAFEGAVRNTAAEMPN
DFLNRVFAGDEETRERRRFFIESGGMDRLPLAQVDVHTLVSWCKRQEANEVWSFIGSNLELWKVDKEAGAVVLTDAAMRF
LEAAPNPRDVLNGYASRMEPRSGWSGNQADTMQPRADAILALASHADAEIAEAAKVVAAEANEHIERIRRRERQRDEARE
QTFE
>OLS49696.1 hypothetical protein BV379_16385 [Rhodovulum sulfidophilum]AB14
MRALLVALLLAGCGGLPAPLGPNVAANIQAGAENVQGQKVENAPSIVRPRAREIRQEQSQNRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVGRR
>OLS49697.1 very short patch repair endonuclease [Rhodovulum sulfidophilum]AB14
MDTRLPEQRRRIMQAVKSKDTGPELCVRRLLHGMGYRFRLHRKDLPGTPDIVLPRHLKAIFVHGCFWHAHGCSKGRPPKS
NLDYWLPKLEQNVYRDRTKMEQLDTLGWKALVVWQCETKNLEALSAKLRSFVDGC
>OLS49698.1 endonuclease [Rhodovulum sulfidophilum]AB14
MAKKVRNRYQALIEKIFFDHYSEGATELGFSRQEIKDAARDLGIELPDNLGDVIYSFRFRTELPPRVLETQAEGMEWVIE
LAGRSQYRFSLVKINRILPRDDLARIDIPDATPELIRAYALDDEQALLAIVRYNRLIDTFLSLTTYSLQNHLRTTVKGIG
QIEIDELYIGLDKRGCHYVIPVQAKGGKDQIGIVQTTQDIRFVEQKFPGMRCRAIAAQFMEDNIVALFELTLQDGDMKVV
EERQYRLVPACDLDQSAIRDYRD
>OLS49699.1 hypothetical protein BV379_16405 [Rhodovulum sulfidophilum]AB14
MSHERLPAGVRAIDIADEFERLQISQQLPVDGALQIILSIIKRSGDVKLLESLAVELEERGYKQLAAAIRNG
>OLS49700.1 hypothetical protein BV379_16410 [Rhodovulum sulfidophilum]AB14
MARPALAAALATGLAAMLALAAAAGLAAATARAVACLLRAVAARAAAGPPPGRPGEGVEDLGLDLGRSGVGCLRLRLGVC
GRVGLGLSWVDTMVCSLLPMRCC
>OLS49701.1 RNA-binding protein S4 [Rhodovulum sulfidophilum]AB14
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>OLS49702.1 ferredoxin [Rhodovulum sulfidophilum]AB14
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>OLS49703.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>OLS49704.1 hypothetical protein BV379_16430 [Rhodovulum sulfidophilum]AB14
MDTETDPRSCLFGSPQKDAAAIIGIGASAGGSAALETFFENCPTESGAAFVVIQDIPTKHESLTAGLLAQRTRMSVEMIE
TDTRVRPDHVYLNPPGAAMRIEKGMLRLTPCDEGPSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRGASAIHAVGGLV
LIQHPGDPHFDGTPMSLRRAGIVDAELPVTDLARRALAHRQRSPQAPFGAAPTTEDARPDAKNGALPEEIEAILQTLEEA
TGTDFRQYKSSTLLRRIGRRMQLLELPDLQSYVRLMQSAPGEVAALTRELLISVTRFFRDEDAFRVVEDSVTPRIVETLP
PGQTARVWVAGCSTGEEAYSIAILLHEAFHKAGRQPMVKVFATDINPDSLQFASAGSYPASVGAEIGTERLKHYFHTDGD
RLQVTNALRQSLAFARHDLLCNPPFTRMDLVSCRNTLIYFRQDAQKDALLRLQYAIRKSGYLFLGSSETLSSLQNGFQPI
DARHKVFIRVAARPSARFDLSALKSSPPFDQGQKARHLSTDKEIRPSMQASAPRSHGPLRESPGPENSPKGTAQVDLATT
QARIDSLESELDATRADLEATIQELEASNEELQSVNEELIASIEALQGSNQELQSVNEEINTVNAEYQEKMALMNRLDAE
LNSMIQSVGVATVFLDEALLITRFSPEACSAFKLRESDIGRPLGDIAHKLKYPALQEDIRDTIRTGVSLERDATAEDGAL
YRVRITPYAIRSSGHRGAVVTLRDVTVHRDLARLQGAIDALPDHVAALDVGATILLTNKA
>OLS49705.1 hypothetical protein BV379_16435 [Rhodovulum sulfidophilum]AB14
MGRHDAPAPLPAAEDGRTSDIGQASPRPSGQSFELELQAFTRQLAACGPDTSATRSDRLDLIQVELDLQNRELREAHAAS
ERERRKYLTLFERLPLPAAVLDRGGVVREANEAAAAVFGFATTEQLCNRSVYRMLDETARSRLHAYLAAPPSGTEEGPAT
AIPVHVGRPRDGVYLSYDAHLARLPACSEEDGRVHMLLVERHSDDRQEHERHCHQMLSESTSTLIHAFDLTGNLIFANRA
ASAYLDGAETLSVEQRRAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTDVS
TLMAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMGHEVGDAILSA
FARRLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDLLR
AADMALYSAKSNGRDRISHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRRRIIGAEALLRWHDPQLGDV
SPAEFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITE
TGLMNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLHPSELKIDRSFIAHLDAGDGDGDGASERIVRAMLALAE
SLQLSTVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFETLIGA
>OLS49706.1 hypothetical protein BV379_16440 [Rhodovulum sulfidophilum]AB14
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>OLS49707.1 putative heme utilization radical SAM enzyme HutW [Rhodovulum sulfidophilum]AB14
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPALVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEPGALPLTLAGRFWQVAMTARLIAWTDQAVREHTSAKENAG
>OLS49708.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB14
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>OLS49709.1 hypothetical protein BV379_16460 [Rhodovulum sulfidophilum]AB14
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGLALLGLVRAHPANAPVSSPVLH
>OLS49710.1 hypothetical protein BV379_16465 [Rhodovulum sulfidophilum]AB14
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>OLS49711.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB14
MLYPSTFAADPFALMRQMGRDLDRALGPRPGAGAGAAAFPAVNVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGER
RAPDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>OLS49712.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB14
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>OLS49713.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB14
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRR
IEVQGA
>OLS49714.1 acetate kinase [Rhodovulum sulfidophilum]AB14
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPEHLL
TTPRGVSSRGYEQARPI
>OLS49715.1 permease [Rhodovulum sulfidophilum]AB14
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPKGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>OLS49716.1 protease [Rhodovulum sulfidophilum]AB14
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDKVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>OLS49717.1 glycyl radical enzyme [Rhodovulum sulfidophilum]AB14
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEDVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>OLS49718.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB14
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>OLS49719.1 ethanolamine utilization protein EutM [Rhodovulum sulfidophilum]AB14
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>OLS49720.1 microcompartment protein PduB [Rhodovulum sulfidophilum]AB14
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>OLS49721.1 hypothetical protein BV379_16520 [Rhodovulum sulfidophilum]AB14
MTVMTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQV
IARPARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATG
TLASDDTPNTPAETPTEAAPATGAETAPETGPETQTQTETPAETEAPAETGSEATAEAAPSETAADASDETAAAGAGTSN
AARRSRRRSTPARKPGRSGK
>OLS49722.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB14
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>OLS49723.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB14
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>OLS49724.1 hypothetical protein BV379_16535 [Rhodovulum sulfidophilum]AB14
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPAGRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>OLS49725.1 ethanolamine utilization protein EutN [Rhodovulum sulfidophilum]AB14
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>OLS49726.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB14
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVIKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>OLS49727.1 hypothetical protein BV379_16555 [Rhodovulum sulfidophilum]AB14
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>OLS49728.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB14
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>OLS49729.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB14
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGTDGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGQWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>OLS49730.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPDSIRAPEPPVADRIAELVD
QSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQIT
DVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQDS
DLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>OLS49731.1 acetamidase [Rhodovulum sulfidophilum]AB14
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>OLS49732.1 hypothetical protein BV379_16585 [Rhodovulum sulfidophilum]AB14
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>OLS49733.1 hypothetical protein BV379_16590 [Rhodovulum sulfidophilum]AB14
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRIFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASGDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGISDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVNTLWLDAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>OLS49734.1 hypothetical protein BV379_16595 [Rhodovulum sulfidophilum]AB14
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELCEMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPETTGVLAVRGARRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGPEPHP
>OLS49735.1 hypothetical protein BV379_16600 [Rhodovulum sulfidophilum]AB14
MGCAGGRVGGGTLGGSPILHSDAFRHRADIEIVGILHLTAFLFPSFPLRILSGGFVQHHCHSAFAGLHAFLPRPKPRGAI
ETPGVTPVLCGRASTVLRLSPVRPASIGIISLRPRLAGPLGRIVTQRFAHGTGLVPHAADRARRQMATALQAVHSRIRSL
VPMLSSPLRPRWVMRGSVA
>OLS49736.1 hypothetical protein BV379_16605 [Rhodovulum sulfidophilum]AB14
MPDARPCIALMGEIGAGKTTLAHLLVGRPLMPRTTTATQLPPVRVTYGTAPPSREDNRGRTAPVDLADLSRLSPADTRLI
RIQAEAEAEILRHCDLIDTPAISDPEMGPDVWEYATGLADGVLWCSHAPEAWRPSEAAIWDMFAPRLGGSSLLLLTRFDR
LTSERDRERVLRRVRRETAGLFAGVLPIALTEALEAPSGWAASDAEALGHALMRILRGLGGGTGQDAGPMRLDPAWRVAD
PPDCGPPDCGTHGTVRPRRVRVDASRTRSPRPTGTEPPGHERSGHEPHPF
>OLS49737.1 hypothetical protein BV379_16610 [Rhodovulum sulfidophilum]AB14
MSPVPGLSRAYCRGFSFARMVAGGLSVMSTASAAPRVVPGVARRDLDDFGDGPAHLRQRGFDPGIRSDQGAKRLVGIARR
PQENSIPPSRMGTASRGGWSMPNTSVEAAAAWPPRSRAPQRQSAS
>OLS49738.1 hypothetical protein BV379_16615 [Rhodovulum sulfidophilum]AB14
MAEISETIPPRDMTLGDGKGQETRLLVARPHLLRVGPPHPAARAAVPLPPDMQGDRAAPLIAAFQDRVRRFVATAADLSI
TAARPACRVEPTEPGCPIDALRVIACHEGATSESPA
>OLS49739.1 hypothetical protein BV379_16620 [Rhodovulum sulfidophilum]AB14
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSSTPTALQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQDGNRESDGFDQDLILLSAEFDATEQLTLGFS
ALYSDSETDYDDNATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYNSPSWGRSSFTGKRRTLSYLGSTD
LTEAARLSFGADWSEQEADISSGNVDTESRAVFGELQYALSNAADLSFSLRHDDYSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQLFDSAYGNPDLKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIGYDDDTFVTKQVPGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSEGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDRDGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>OLS49740.1 hypothetical protein BV379_16625 [Rhodovulum sulfidophilum]AB14
MWACVPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPDRLRQTGRLLGREAYAEAMARAFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVIADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAKMTRRRDSDAATAPD
>OLS49741.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB14
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAKVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVSGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GELPAP
>OLS49742.1 mannosyl-3-phosphoglycerate phosphatase [Rhodovulum sulfidophilum]AB14
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>OLS49743.1 glycosyl transferase [Rhodovulum sulfidophilum]AB14
MADFHQNGNVATLHNLRSAPAELLVRELANFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLEAHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DSTDYRSATK
>OLS49744.1 alpha-amylase [Rhodovulum sulfidophilum]AB14
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>OLS49745.1 glycerate kinase [Rhodovulum sulfidophilum]AB14
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMHLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVANVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAAAHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAMIGPSTLAEAQRLGSDPARALS
TNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>OLS49746.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>OLS49747.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB14
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTALS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>OLS49748.1 hypothetical protein BV379_16670 [Rhodovulum sulfidophilum]AB14
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALSRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEQAHPAAAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASIKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>OLS49749.1 cytochrome d terminal oxidase subunit 1 [Rhodovulum sulfidophilum]AB14
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>OLS49750.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB14
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>OLS49751.1 cyd operon protein YbgT [Rhodovulum sulfidophilum]AB14
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>OLS49752.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPGLARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYAETSGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>OLS49753.1 hypothetical protein BV379_16695 [Rhodovulum sulfidophilum]AB14
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>OLS49754.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]AB14
MTLVAARGLTVRYGGVAALTGVDFVIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHKTEPEAADA
>OLS49755.1 Fur family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>OLS49756.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB14
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGMLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>OLS49757.1 alanine racemase [Rhodovulum sulfidophilum]AB14
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTQIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDTYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>OLS49758.1 serine dehydratase [Rhodovulum sulfidophilum]AB14
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MRA
>OLS49759.1 serine--glyoxylate aminotransferase [Rhodovulum sulfidophilum]AB14
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVAIFPATGTGGWEAAVTNALWPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADSGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLDEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>OLS49760.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILETQGLPGFTPRSITSETGLHADLDRIRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>OLS49761.1 5-oxoprolinase [Rhodovulum sulfidophilum]AB14
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGEVLVPLDEDAARAALTAAHARGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPKHFPAVFGPGGDQPLDVEAVRM
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRTLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAIAETGAVPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVVAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>OLS49762.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>OLS49763.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDMGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>OLS49764.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB14
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVVETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGFLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVALSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>OLS49765.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]AB14
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPDD
>OLS49766.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MVPQLREDPMETPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPT
AEDARDVFQARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQEL
TMRSSLIIGLYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>OLS49767.1 hypothetical protein BV379_16780 [Rhodovulum sulfidophilum]AB14
MPPGFASSLVDVAIDVGADFLTIDFTNSAPFSLFATGFKNTYVFTFASSVALNITDAIIDTNVTTLGLTDGRVTFSGNEL
FVNVQSLPFDTSTFVRINLTSEEAVAAVPLPAGLPLLLLGLLGIGLQARRKKAA
>OLS49768.1 NrdH-redoxin [Rhodovulum sulfidophilum]AB14
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>OLS49769.1 ribonucleotide reductase assembly protein NrdI [Rhodovulum sulfidophilum]AB14
MAGLVYFSSRSGNTARFVERLGLPALRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWETECLTV
>OLS49770.1 hypothetical protein BV379_16805 [Rhodovulum sulfidophilum]AB14
MDSKGVWHDNVCVERLWPGITYEAVHLRAYASASEARAGICRYMDFDNSRRSRSALDGRMPDQALLNPLPPDLAAA
>OLS49771.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB14
MSGPAPAEAALSRRNLLRGKLDGGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAETSGTRFHLRAVTMLGDGRVMAAGANGTVLIRGHDGAWSSEDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRISGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWRAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>OLS49772.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB14
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAALRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHSAASAPGGKA
>OLS49773.1 hypothetical protein BV379_16820 [Rhodovulum sulfidophilum]AB14
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLIEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYLDEYPEQDLVVQLARTSERFYVRLRWVDPTRDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>OLS49774.1 protein DdhD [Rhodovulum sulfidophilum]AB14
MTAQTCRPPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
TGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLIGDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>OLS49775.1 selenate reductase subunit beta [Rhodovulum sulfidophilum]AB14
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALATLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>OLS49776.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB14
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRTEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>OLS49777.1 hypothetical protein BV379_16840 [Rhodovulum sulfidophilum]AB14
MPREIGPTPRTDQLCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDY
AADPRFARLREVAIRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTR
LRDMQSRNRAVTLEKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDL
WSCENPEGCDALWIDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPL
HGVLGAAELLRDSDPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVD
FRIETTTRLPAWIDIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGA
TTPGQGETSGSGLGLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLSCLIVDDDAI
SRFVTVEHLRRLGAEPVEAASIRTALDRVADREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGG
RSAFDAVVAKPATSDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAE
IAHRMASSCTTLGFVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>OLS49778.1 hypothetical protein BV379_16850 [Rhodovulum sulfidophilum]AB14
MRGQKPKLGNVVPRKADATAPVPEMRQGRAARSRDMELAELAARLAAGVSRRLLVSVPLVEAETGASQRNSDHLGDPLLR
HEGKQCTRLAPTGRRNDVRTSKLVKAAKARTARQGCDI
>OLS49779.1 hypothetical protein BV379_16860 [Rhodovulum sulfidophilum]AB14
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>OLS49780.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MTLFAADTIGLHYPGRPDPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRIPVRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGCAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>OLS49781.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFHVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>OLS49782.1 taurine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MRLLPLFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPVEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHTAFAKLAADPASAA
GLLAAHFPEMAQAGPGFARISAIDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>OLS49783.1 methyltransferase type 12 [Rhodovulum sulfidophilum]AB14
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVLGLCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGSRLFDEAHWDAHHRSLAGFHRAVGSDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDDRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>OLS49784.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB14
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSPDLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLSVSGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGNESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASAFRTTSMDLGTGSLTPVDWSGNALPMAPETTWGLALSHQGEVWRARGSLHGSGSYWFDPGNTLKQKGF
MTVDAEISRSLGKGELTLWATNLLDEEYFSTAASTMRGVVVEDGSPRTIGMNWKIAW
>OLS49785.1 DNA-binding protein [Rhodovulum sulfidophilum]AB14
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAEGLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPASGDPGLLIARVTAFLSDNLANPITISGIAQEMRMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>OLS49786.1 hypothetical protein BV379_16910 [Rhodovulum sulfidophilum]AB14
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIIAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGCLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQARIPETALPAAGMTPLGLDAAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLLDMGYADYGPLGRWLEFGINTHMGQTFGMLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFVGLFVLLGVGGILFPLTGLSLVAMLVLDLAWQGISARRAI
>OLS49787.1 hypothetical protein BV379_16915 [Rhodovulum sulfidophilum]AB14
MLHLRGRHLRWVAVWAMLLPFALASLVAQGVMPAKAGDGTVSLIICTGDSFVEMAFDPVTMEPVSENKRRDERGNAPSHC
AWAAAHPVCAEPAAMEMKAPVSQTLTVLSPPCRTVLRVAAATGLPPSTGPPSSV
>OLS49788.1 hypothetical protein BV379_16920 [Rhodovulum sulfidophilum]AB14
MPLDAKNFPLVWMSYDEEPDHDHDEDFEALEACFGRGAPFVILTDNAPAEDHEHSQEEKKRTALWMKTHKAELRALVLAM
IVIEPSATKRLAFRSFGVAFAKFWGHPLRLAPSREEAMEIAGKLLSERAG
>OLS49789.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MYLDVRSDWLSHVDEVPRALVAASAVANLGALEQSPRHHHKKAQLLFTVRGVINCEVEDAVWIVPPQCAVWIPGGLPHTV
FGSGEVECISLFIDPPEAPNLPTECCTVTVSNFLRQLLMRANVLPDLYDIDGPDGRIVSVIFDELAVAPVEDLRLPIPGD
PRLKKLTDLLIAAPADHATVAEWASRIALSERSLSRLLAKEVGMSFGRWRRQLHIVLALRQLSTGRTVQAVAMDLGYESA
SSFVTMFRKMVGKPPSRYLLERRRPVLMASRRRAKASGVSDRSLLK
>OLS49790.1 transposase [Rhodovulum sulfidophilum]AB14
MKSLGQRLMARGPDRQLGELQLRVAVVNGFIALCMPVTKALG
>OLS49791.1 integrase [Rhodovulum sulfidophilum]AB14
MTAANLPAIRACRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTRQSVRFEITDGTRKSLAAWLDDPFMVGSEHLWPGRFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSM
RRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAISEAVEI
>OLS49792.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB14
MSVGPAPNRIENPFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAVLIAGALVVGPATVLALAAGNATVAEAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGTNYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRALLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALTTQSITGNNVGAGRMD
RADRSLRLAMGSAFLWCLGVALTGAFAGAPLGGLFSGDPAITEAVAAILRPMTALYAITGPVLVLALHFQAMGYPIRTAA
LTLIKPWLLTPALLVVMNALWGIEGLWFAFPVADAILLVLAMTLVLRTRPIAPVPAPCL
>OLS49793.1 hypothetical protein BV379_16950 [Rhodovulum sulfidophilum]AB14
MTQPSLETVKTQAKALRQALQAQGTAISHAQALELIARQHGARDWNTLHARLGQRNAPAELALGSKVTGHYLGQAYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVNIAPT
>OLS49794.1 2-nitropropane dioxygenase [Rhodovulum sulfidophilum]AB14
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDVEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVASLHEAGITLLATATNLEEARL
IAGAGIDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGATAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPAAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>OLS49795.1 hypothetical protein BV379_16970 [Rhodovulum sulfidophilum]AB14
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRGLVAEEAFLRWPLPAPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>OLS49796.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMPPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVAAPGEGVTPDGNRLCFEAVGYAYEDGTETLSGIELTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQMIHASLHDNIALGRPDATREEVSAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETIVGADRIVVLQDGRT
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPETAR
>OLS49797.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLAGALACLILRRRVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLSPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGQVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDAGAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPVLLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>OLS49798.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB14
MPLSPATPSLARRAALPAAFAVLSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPT
>OLS49799.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>OLS49800.1 iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MITVTDLSKTYGDKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSAGQVRLAGTPVGEIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRVLRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>OLS49801.1 ferric anguibactin-binding protein [Rhodovulum sulfidophilum]AB14
MIMPIPSLATRLGLPLALAALIFGAAAPAEADTAASTPFAPMTLVHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAG
IPKDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKD
HFLTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELH
GRPVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELRE
GYRRR
>OLS49802.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB14
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMSGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGNDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>OLS49803.1 hypothetical protein BV379_17010 [Rhodovulum sulfidophilum]AB14
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPSLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>OLS49804.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MHSMHNLRNVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRVLLDDPLFHRRRREMEPTLRALELSEPLAEA
LAQIRTVLAPEGFDPTGRHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELS
SRCAADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIR
GTDLILTVARRCLSEVAPGLEVTAAPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKQLLSPQDGSCSI
>OLS49805.1 hypothetical protein BV379_17020 [Rhodovulum sulfidophilum]AB14
MGPVLDVGLFAATAGKLRHCAAILRAIGELYALRHCHPDQWHSNFLIDEGNMDAISQCRGGISEALRGRQIFGLPVTPDE
SVFRALAIATNRWDCPSPERISVMSM
>OLS49806.1 hypothetical protein BV379_17025 [Rhodovulum sulfidophilum]AB14
MISRQTSGSEILTDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDSAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGDYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPAADRPWLAAVNSFGFGGANAHAVIRQPRPDENVPVAASGELPPALLLSAANETTLANLARSWLTLAETAP
ADLGARIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIE
RDPTFRSVFNDIAEAFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSTRAEARDAGTIARAALAAGGAADRARILGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAIVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGIVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRA
AGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPALADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIV
CARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLAGDGAATALRAAKALCGTTETAS
DADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRNSDVRAPDLPSDCPWPTADALLTMLPEVAPGASAELK
SALAAAAGENRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPL
RFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRYADALDRLEHALHAAGL
DTASAPASGSEALRLIRATRPARRAAPRPELRITGNGPLAEALRALPQGSETAVALHCAVPEEDDPLAAARIFRALPDAD
GTLWLAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETG
PRRLMADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQ
AGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAAL
QVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGIDVVLNSLAGEAMERSLACLAPFGRFVEL
GKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHV
GKIVLRAPQEHGAARPAAAPIRGGWLVVGGTRGFGLETARWLATQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVAD
AAALDAALTRIRAAEVPLRGVIHAAAIFDDAPLADLDEARLSAVLTPKLVGGQVLDRLTRTDALDHFWVFSSIAARFGNP
AQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALDRLGRALAAGACGPTLT
AAPMDWSRMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLE
LMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIR
TLSQGRTGGR
>OLS49807.1 hypothetical protein BV379_17030 [Rhodovulum sulfidophilum]AB14
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARTLELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEETGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHPEDAIDAAVASAAARIREVGGARF
>OLS49808.1 hypothetical protein BV379_17035 [Rhodovulum sulfidophilum]AB14
MTDLIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETSALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMCARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>OLS49809.1 hypothetical protein BV379_17040 [Rhodovulum sulfidophilum]AB14
MADRFAEAFADIVARERPTDLVMLGDGRRYHVNAVSVAKVAVGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATT
DTRPELPVPTPAPGSFLRYAAYDVVYHLANVLLGPVFYPRYRHYALDSPWAEWRGWVGKGLRARSRARQTEAALARIAAH
AGPVFLVPLQLDTDFQIRDHGTGRTQDQDLAAVMASFAAHAPAGALLAVKEHPLDNGLRRWDRRAERLARAAGIGDRVAV
FTGGRVEALYPKLAGIVTINSTVGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYH
VPGAFDGPDAQRGAEALARFIAGERPQ
>OLS49810.1 hypothetical protein BV379_17045 [Rhodovulum sulfidophilum]AB14
MAFDHRACKGRVFLMLQGHPSGFWRDLAAGLEADGHRVIKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVT
DILYYADRLPYHAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRSEIEAMAEGVEAPDMRNLYPFGFG
VEAFNEVSFALLQSFGRPFYPLHVSDRPNWPAIEYLSWLPELLRERRRKRAAVALIERLKARATPFNLIAMQLEVDYQIR
ASSDYPDLLTFLDETMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVL
VNSTVGIHALRMGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIR
RRFIL
>OLS49811.1 hypothetical protein BV379_17050 [Rhodovulum sulfidophilum]AB14
MSRPVQGSRGEAAASLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDAALLVARQVARLRCARA
GIGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRVGTACSAAGTGHLSPPRAVFPRAAELAG
FAEWSLDPDCGRIRVAEGMLAMLGHAPDGGEIDSAWLRARVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRSLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMRELLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFAREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTKVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>OLS49812.1 hypothetical protein BV379_17055 [Rhodovulum sulfidophilum]AB14
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEEAAI
LPVLPGRTDEIGILAEAAAVFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTETWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLFSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGGALQGGRGVA
>OLS49813.1 entericidin EcnAB [Rhodovulum sulfidophilum]AB14
MTRIVVFCLSAAALLGVAACETVEGAGKDIQSAGGAISQEAREAQN
>OLS49814.1 hypothetical protein BV379_17075 [Rhodovulum sulfidophilum]AB14
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAETGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPEEEAASGGVSEGT
>OLS49815.1 hypothetical protein BV379_17085 [Rhodovulum sulfidophilum]AB14
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>OLS49816.1 response regulator [Rhodovulum sulfidophilum]AB14
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>OLS49817.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB14
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>OLS49818.1 hypothetical protein BV379_17100 [Rhodovulum sulfidophilum]AB14
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>OLS49819.1 hypothetical protein BV379_17105 [Rhodovulum sulfidophilum]AB14
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARKPGSSDRARD
>OLS49820.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB14
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRVGRKMGHANRWTGPAAS
>OLS49821.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB14
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIVAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>OLS49822.1 hypothetical protein BV379_17120 [Rhodovulum sulfidophilum]AB14
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>OLS49823.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB14
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>OLS49824.1 hypothetical protein BV379_17130 [Rhodovulum sulfidophilum]AB14
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>OLS49825.1 lysophospholipase [Rhodovulum sulfidophilum]AB14
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRPLGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNEGLDVASAAFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLRESLSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>OLS49826.1 sterol carrier family protein [Rhodovulum sulfidophilum]AB14
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLVI
EGDMGKAMQLAQIFT
>OLS49827.1 hypothetical protein BV379_17145 [Rhodovulum sulfidophilum]AB14
MRGMSPFSACCAILSSVMANTLRFLNLALAVFSGAALIAGQGIADSGRAEDLLEELQRPDLPNWQRVEDALWGEWSKSGS
AAMDLLLRRGRDAIEAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTL
LEETGQDAAALGAYRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>OLS49828.1 hypothetical protein BV379_17160 [Rhodovulum sulfidophilum]AB14
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPVEWQQNQHRAYGRACDSAELPDGWQPIPRRN
RKGVIVQDRARYTPCVWEPSPARIAAARRAYLDWWGYLQDVQAALGATNLAQICVSGDMPPMTPWR
>OLS49829.1 hypothetical protein BV379_17165 [Rhodovulum sulfidophilum]AB14
MRKRDSYRARKSALKNKTRPVRSEAGASVGRIDALTRNARNTWFALLGLLVFVGITLMSVEHIDFYGIDRATRLPLVNVD
VPTRYFFVAAPILTAAFYIYFHLHLIRLWDALGAADNRIDDQPLGDAVMPWLVTDAALHLRNRWRADECCTPRALDRPAT
VLNLVLAWGFGLIVLGLLWWMSMPARTFWMTAIACAALLAATGVGVSSLKCIFEKMSPDKRIWQRRRSAPIILIVVALIA
FSVSGLRTRGLVGLWTPPIRLLAPIDMTGLAIVEKPTGWLPRDIAKSDFFGDWCKREGTDCTRKELSEEQLTLFEREFRR
RREAAIAELRKPQWHQPGHQKPDFRGAPLELEAAIAELRKPQWHQPGHQKPDFTGAQLADTFLAGANLSGAQLESADLSG
AQLEGADFGGAQLEGADLSGAQLEWADLTGAQLEGADLSWAQLEGANLGGAQLEGADLRGAHLEGAELAGAHLEWADLTG
AQLEGADLSWAHLEWADLTGAQLEGANLSLVQLEGADLSMSFLTGVRFELLIIQSLNLRAVTNDGGALRFADFRSVTFNE
KTDFRNAFLDGSVQITDGFRKQMGDPCQWHADVLSDEEFFGRWRGWVEASENISLYWQGRSPEVWSDVAAIPPADGCTWK
TGSISDTSQ
>OLS49830.1 endonuclease [Rhodovulum sulfidophilum]AB14
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>OLS49831.1 hypothetical protein BV379_17175 [Rhodovulum sulfidophilum]AB14
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>OLS49832.1 hypothetical protein BV379_17185 [Rhodovulum sulfidophilum]AB14
MSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPEPARRDLSGFLDNPVMAI
>OLS49833.1 phage portal protein [Rhodovulum sulfidophilum]AB14
MIGRAMQGAVKGAWQGLRQALREGESGWEVVSAAGAHPFAGLGRQSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVMPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>OLS49834.1 peptidase [Rhodovulum sulfidophilum]AB14
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIERDALAAMLDRETWIGGQAALDQGFADSFLPADQLETAPGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>OLS49835.1 hypothetical protein BV379_17200, partial [Rhodovulum sulfidophilum]AB14
MKIMMPGAAQAALSQVMPKGTTAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVG
>OLS49836.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB14
RPLFNVVPVRRDDGRFDYRVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSG
VIESDQTLTPEQRAQLGRMLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQ
GQTMWGTGVEAIMMAWLRTGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEA
RDKLNLARRGGAADELRAQTALAPLTDLGKEQP
>OLS49837.1 peptidase [Rhodovulum sulfidophilum]AB14
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERAVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDALAAMLDRETWIGGQAALDQGFADSFLPADQLETATGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>OLS49838.1 hypothetical protein BV379_17215 [Rhodovulum sulfidophilum]AB14
MKIMMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLSEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGHRPSARTVRP
>OLS49839.1 capsid protein, partial [Rhodovulum sulfidophilum]AB14
MTAEGAPAPVSSYGWSQADAPVRKIIHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVAT
AYAAPEGLPDETRIDRLRLGLLQVALANFAA
>OLS49840.1 capsid protein, partial [Rhodovulum sulfidophilum]AB14
QTKRENGAAMTAEGAAAPVSSYGWSQADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQN
LTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAA
>OLS49841.1 capsid protein, partial [Rhodovulum sulfidophilum]AB14
AAMTVGQEVAADDSLRAYVAGGLQGSVVLRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRY
ARQTKRENG
>OLS49842.1 hypothetical protein BV379_17235 [Rhodovulum sulfidophilum]AB14
MRLTLTRTQKTALGLLQRGIPYEFDLGKPAERAVAEDLRARNVATETPAEAPAPKRKGKPAPAPDPDPAP
>OLS49843.1 hypothetical protein BV379_17240 [Rhodovulum sulfidophilum]AB14
MTRIPLEELKRHCQAEGFEDDDALLAGLGEAAERFVADYTRRDLDAAFPAGWPAPCAMAAKLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>OLS49844.1 phage head-tail adapter protein [Rhodovulum sulfidophilum]AB14
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRSQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LTCDGLSFGISGIRELAADPRFLELTCTARTDR
>OLS49845.1 hypothetical protein BV379_17250 [Rhodovulum sulfidophilum]AB14
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRANAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSTPPQPWARPAWEAEKDPILDRLRAEMKAEIDKSVRRAEARAARAAARG
>OLS49846.1 hypothetical protein BV379_17255 [Rhodovulum sulfidophilum]AB14
MERLLRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARAT
IACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>OLS49847.1 hypothetical protein BV379_17260 [Rhodovulum sulfidophilum]AB14
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQAKILEAE
>OLS49848.1 hypothetical protein BV379_17265 [Rhodovulum sulfidophilum]AB14
MIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGNNFIEGMKTMKGSKRLALANKRPAALVTGGFTFA
>OLS49849.1 hypothetical protein BV379_17270 [Rhodovulum sulfidophilum]AB14
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRARNVATETPAATPAPKRKGKPNPAPAPDPAP
>OLS49850.1 hypothetical protein BV379_17275 [Rhodovulum sulfidophilum]AB14
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>OLS49851.1 phage head-tail adapter protein [Rhodovulum sulfidophilum]AB14
MAAPHAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>OLS49852.1 hypothetical protein BV379_17285 [Rhodovulum sulfidophilum]AB14
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELQESIAVSTKLSPRQRKTHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPLLDRLRDELKAEIDKSLRRAEARAARAAARG
>OLS49853.1 hypothetical protein BV379_17290 [Rhodovulum sulfidophilum]AB14
MEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWAREVTEAGALARAT
IACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>OLS49854.1 hypothetical protein BV379_17295 [Rhodovulum sulfidophilum]AB14
MSDDITEADIGHGARLGLQAEDGSFQDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCDCEGSRYTLRMD
MLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDILSEDPGVLLRLFRAASPELAQDEPE
DGPEDGPGKPLPAPAAG
>OLS49855.1 hypothetical protein BV379_17300 [Rhodovulum sulfidophilum]AB14
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSAPEAAQP
ATEMQAMFDTVATAWARSPAARG
>OLS49856.1 hypothetical protein BV379_17305, partial [Rhodovulum sulfidophilum]AB14
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSA
>OLS49857.1 hypothetical protein BV379_17310, partial [Rhodovulum sulfidophilum]AB14
IEMIRCTLARHHPEADYRLAGDILSEDPGVLLRLFRAASPELAETEDDSEDGPGKPLPAPAAG
>OLS49858.1 hypothetical protein BV379_17315 [Rhodovulum sulfidophilum]AB14
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARSPAARG
>OLS49859.1 hypothetical protein BV379_17320 [Rhodovulum sulfidophilum]AB14
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADVKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATISLAGSLAMLRGALIRSGIGIAVIAAGELV
YQLGRLVTATGGFGEALDLMKDVAAEVWERIAEGPHLVTLAVRQMGWAIRADFLEAMADIQARWSGFIGNIATVGKLIPG
FGASFRTLAASVTGSAESMRALREESRLAAQYATNYGTQVEGLFTNMTRPLETLKALREALAETPPGGPGRPRLPEDEDD
QTGLGGIGTATERLSETARKTGDSFKSFFKDVISGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGG
GGASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNA
DPRQIAEAVRRVSREEAQRVYARQRREGR
>OLS49860.1 hypothetical protein BV379_17325 [Rhodovulum sulfidophilum]AB14
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPVGTFELDMAAM
DYEGPHDKISADPVVAVAATARAQALVLQLAGAGDRALPGDYLTLGRHLHIVTAAEAPTAAFRQRVTLWPRLRRPVAPGD
PVAMRVPFGTWALAGPETVLSVSQARVRTRTLQIMEAL
>OLS49861.1 hypothetical protein BV379_17330 [Rhodovulum sulfidophilum]AB14
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVEWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>OLS49862.1 hypothetical protein BV379_17335 [Rhodovulum sulfidophilum]AB14
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>OLS49863.1 hypothetical protein BV379_17340 [Rhodovulum sulfidophilum]AB14
MAYRLILPALLILLAGPAAAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQV
GSDYRGRVRLCVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWIST
ALASDSAITRSRAWAGGDSGAIGETAGGSYPIGESAAAWNGGAISARFYFDSLYPGGTAPEAGRTPNVTATEGDVLDRAK
MAIGANLFAAFDVSFPAAPEGVIWEQGGSGRGAYLGVTGSDLVFRAFSGEATGDEVARASIPVADFANRRGTIYVEISAD
DKSIALWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATA
AANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLD
SATYIAADNGEPLVLDMGELPGETGFARGQRLMKQALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWNAKTFEVT
GRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATT
DNPFVDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSV
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPHDAMGTPGPVS
GIAVRAASIIPTTTVATLAEAPDFAGAAEGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQSVRLISDIELLISEARDLF
WQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDDPETARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLT
VTALQAA
>OLS49864.1 hypothetical protein BV379_17345, partial [Rhodovulum sulfidophilum]AB14
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGASPPAETAAGMLWVDTDGRALKMRNIANNGWITLGSLAGEAFTPAG
VLQLTLAQATDPTGTEFGALSGQILKAVVEAFAPPQIRPRVYSYHLLDTSVPTGVMDLTDA
>OLS49865.1 hypothetical protein BV379_17350, partial [Rhodovulum sulfidophilum]AB14
SCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQFAWRPV
SAPEPTLRALTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRH
PSLDVRQGGRIEFRHAGAQAGASWQSSTAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVA
TIADAVKGLGLSAGEATAVLRDLGVRNREMALVMIQGGEAIRAAREDVEDYGLSLDAVEAGKIETANDRIARLGLISRYA
GQQLALRLVPALGRAAQAMTEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATLSLAGSLAMLR
GALIRSGIGIAVIAAGELVYQLGRLVTATGGFGEALDLMKDVAAEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQ
EQWTDFLGKFAELPDFVPGAKAMKEAADGAADGLTAAKEAAAAAGDEAQRLKLEANGIADAMIRTPLASMQALKETLAGV
SEEAGNTATNLARIGDAAGGDGGTSAVTQATGQLADTAKTASDSFKTFFKDVARGSGDAGDAISALADRMLDDLLDRALS
PLTDAMGSLFDGLFSGLFGGGGASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGS
LGGGSVRMGDVHVSVAQTNADPRQIAEAVRQVSREEAQRVYARQRREGR
>OLS49866.1 hypothetical protein BV379_17355 [Rhodovulum sulfidophilum]AB14
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPVGRFELDMAAM
EYDGPHGMISADPVVAVAATARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRVPFGSWALAGTETVLSVSQARVRTRTLQIREAL
>OLS49867.1 hypothetical protein BV379_17360 [Rhodovulum sulfidophilum]AB14
MDASGDRILGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLAGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRT
>OLS49868.1 hypothetical protein BV379_17365 [Rhodovulum sulfidophilum]AB14
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFQSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>OLS49869.1 hypothetical protein BV379_17370, partial [Rhodovulum sulfidophilum]AB14
MAYRLILCALALILLAGPAQAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQ
VGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWTS
SALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETAAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATRGEILEAS
RMERGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGDDLVFRAFSGEASGPKLARATLPVSAVAGRRGTIYVEIDR
TTGTVSIWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGKTENRYAFNGVLETKAT
AAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVL
DSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEV
TGRTVHIGEDGVRVTLSCIETGP
>OLS49870.1 hypothetical protein BV379_17375, partial [Rhodovulum sulfidophilum]AB14
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLCPGDGATGLIWSYDKAGTIQNVETPEFEDGYEY
ALVFEAVATNKTTSALQISVQPEITGTWSAFTSFPGAGFASGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGLEDLAVPT
GAPEASALSAVRVRWAEGNR
>OLS49871.1 hypothetical protein BV379_17380, partial [Rhodovulum sulfidophilum]AB14
IEFRHAGAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPHDAMGTPGPVSGIAVRAASIIPTTTVASLAEAPGFA
GTATGCSAAGGVLAMAPGEIRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYG
DVDLQVSVTDDAPAAARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>OLS49872.1 hypothetical protein BV379_17385 [Rhodovulum sulfidophilum]AB14
MTQGTYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMFWVDTAARALKMRNVPNNGWITLGSFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVQPEITGTWSAFTSFPGAGFASGDICSGMLRLPMPRQPRLVHGFIWDAPLKAGLEDLAITT
GASEASALSAVRVRWAEGNRSAGSIHTDCRIKETGNIGELNRGFRYRYRSRK
>OLS49873.1 hypothetical protein BV379_17395 [Rhodovulum sulfidophilum]AB14
MTSMADEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDSEMVRFLRAHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQREMLRALFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTARQGNEALEALVPHLHAAL
PGLAFTDARGADPLAALSGRAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQI
MLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>OLS49874.1 autoinducer 2 aldolase [Rhodovulum sulfidophilum]AB14
MADLDDIIDGKDFGLTTPPKNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGAEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>OLS49875.1 hypothetical protein BV379_17405 [Rhodovulum sulfidophilum]AB14
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAARVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAERLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>OLS49876.1 hypothetical protein BV379_17415 [Rhodovulum sulfidophilum]AB14
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICGMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>OLS49877.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAACVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRAIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>OLS49878.1 D-xylose ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTRAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPRVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGGMTGELGSEEMT
EEAIIHLASGLHIQGDAA
>OLS49879.1 transporter [Rhodovulum sulfidophilum]AB14
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>OLS49880.1 hypothetical protein BV379_17435 [Rhodovulum sulfidophilum]AB14
MTWIIHVANASGQLDGLVSPIRAAIDRARACAEAVTNPVNLDVVVQAWPGRVIAHLGHAGYTPTGDMIQLTFDPGNCSCA
QNLGEPLERVIVHELHHALRWRGPGYGCTLGEALVTEGLAGQFAQQLYGGPPEKWEVSLAADDLAHAAQDAMTTWDDRNY
NHAAWFFGTDPAWRGYALGYALIGRYLAEHPAETPATLVHADAESFRGALKAMVD
>OLS49881.1 endopeptidase La [Rhodovulum sulfidophilum]AB14
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQRRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>OLS49882.1 alpha-L-glutamate ligase [Rhodovulum sulfidophilum]AB14
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGTRLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>OLS49883.1 flagellar motor protein [Rhodovulum sulfidophilum]AB14
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDARAEAARLAAARREALEALVADLRARNTEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>OLS49884.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB14
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>OLS49885.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB14
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>OLS49886.1 hypothetical protein BV379_17475 [Rhodovulum sulfidophilum]AB14
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGTLAFRPGLAFELASARLSVGAFGLVSDRGWRASMEDAEIAI
KAVTDRPGAQHLQLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVQRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAALADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>OLS49887.1 hypothetical protein BV379_17480 [Rhodovulum sulfidophilum]AB14
MRRPGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGALPAEAVAVRPEARPATVLSRVMDGSRRARPEAVAGRGLDRSL
RPVPRPSDLLAKLAAAGLGRQPSAVSTPRRGVVCGDPAIAGEMIAPIVSRVAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>OLS49888.1 cyclohexadienyl dehydrogenase [Rhodovulum sulfidophilum]AB14
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>OLS49889.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB14
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>OLS49890.1 hypothetical protein BV379_17495 [Rhodovulum sulfidophilum]AB14
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>OLS49891.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB14
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>OLS49892.1 hypothetical protein BV379_17505 [Rhodovulum sulfidophilum]AB14
MADVHVTEPIHPDALALLASAGLSVSCGWKDADPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFERLAPLELSGMRMLILGFGPIGQRVAQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>OLS49893.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB14
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPASDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGAERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPADWIAEYKWDGIRGQMIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPATEADRLDTLKALLGAVGGETTPGA
>OLS49894.1 oligoendopeptidase F [Rhodovulum sulfidophilum]AB14
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>OLS49895.1 hypothetical protein BV379_17525 [Rhodovulum sulfidophilum]AB14
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>OLS49896.1 hypothetical protein BV379_17530 [Rhodovulum sulfidophilum]AB14
MKPFKTLVLVVNEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>OLS49897.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]AB14
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>OLS49898.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEVMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>OLS49899.1 hypothetical protein BV379_17545 [Rhodovulum sulfidophilum]AB14
MPKGYIIAHITVTDPEAYRDYVDRDTPILESFGGRFLVRGGASEAPEGPMKDRHVVIEFPNFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>OLS49900.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAK
>OLS49901.1 polyamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>OLS49902.1 hypothetical protein BV379_17560 [Rhodovulum sulfidophilum]AB14
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGGGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>OLS49903.1 hypothetical protein BV379_17575 [Rhodovulum sulfidophilum]AB14
MVETMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAAEAL
SPEPAPPPVASPAPDPVTAPVARRGEDTAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMV
QYGVEQGLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALA
GMAAVSLVAVLLGGLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGAL
GLLWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGVALASGAGLVLMLDGASPA
AAALGYALLLLVFAGVALGLARAPAFEDLALLPGVAALVGLGLHAALDGPLYSAFRAGLDRLPESPAPTTVWWLVAGGAA
LSVIAFLRLARQIGTDHRGLWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFE
TGLFAASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAIHGAGTLD
VLLAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLP
HDPSLLRPLRIIFAVVMALAACGAVAVMIDDLSWLLATGRGRVAGPPVLDSLALAILPLAAVFGAGAALLGRPGRPGARW
LRPGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAK
VFLIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWARG
>OLS49904.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB14
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRTAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGAQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGAEAASRDGATGKGPGRGAGGKGAQGKAPGKGSGKGTGKGSGQKSGRKPGQGTERQGPGGGKGGGASGAETGALGAALL
EAMKRR
>OLS49905.1 hypothetical protein BV379_17585 [Rhodovulum sulfidophilum]AB14
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKALGLVEEIERKPSVLRRLFGAKPEALLRP
TATGLALGSEATASETTAAVEAEPEAGTGPDTGTAPKTGTGTEAEPATRAPETPRETVDETTREAAARAPATAVPSPAPA
PAPSPAPAPVAPASRAEPPAPPAPPAEPPVSAPPVKVAPPTPRVEPTAPATPVADAAPLPMPRRAKPRNVRGYTEELGGS
PVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQALG
LTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEES
>OLS49906.1 hypothetical protein BV379_17590 [Rhodovulum sulfidophilum]AB14
MPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNLGKLGA
RLVLTLGEDVERVMSEGCRLLLRPFTERMVLDALTETAPA
>OLS49907.1 CsbD family protein [Rhodovulum sulfidophilum]AB14
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>OLS49908.1 hypothetical protein BV379_17600 [Rhodovulum sulfidophilum]AB14
MTDPTIRLDPMSRVALLVLAVVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>OLS49909.1 phospholipase [Rhodovulum sulfidophilum]AB14
MHGFTENSAALAAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRQLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>OLS49910.1 hypothetical protein BV379_17610 [Rhodovulum sulfidophilum]AB14
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>OLS49911.1 hypothetical protein BV379_17615 [Rhodovulum sulfidophilum]AB14
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDTDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>OLS49912.1 hypothetical protein BV379_17620 [Rhodovulum sulfidophilum]AB14
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGKMGPRARPHGAAAIADIFVRHDMTSISPREIDTMAEELRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>OLS49913.1 hypothetical protein BV379_17625 [Rhodovulum sulfidophilum]AB14
MDSFAERAPAKLPVNQNVAARLGLQALTLLAVGQFVRQIRRQATRPDPRETAPHLTRTGLILCATGTLFAALREIPLAEA
TATFFIGPFILSVPGAFSLEEAVSWRRILASAIGFPGAMPVIWSGFAAFGSLALLPLATALCLTPYMALTRQIARRMPRV
AQ
>OLS49914.1 hypothetical protein BV379_17635 [Rhodovulum sulfidophilum]AB14
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLAAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPRTQPPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDTHGATREPFPPDG
PPEPRKTEITASEEAPAPSSCDRESRDRAAESETTAHPGAGTSPPSPPRARVLKLRRDDLSATRPPDEDAEQSAPGLRPA
ETDEAGAAAGAPVRLTDPAPAAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKR
LRRDDDSHMRPYRQALAEVVRGDRKTPPTGEGNRLAPLILVTEQRIDRPAPETGAKTGLATDPSGKDKASPEALRLDAPI
LPMTEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDG
RFRRVGRGQFELDEAAAPPQAAGANRTA
>OLS49915.1 hypothetical protein BV379_17640 [Rhodovulum sulfidophilum]AB14
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>OLS49916.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB14
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>OLS49917.1 hypothetical protein BV379_17650 [Rhodovulum sulfidophilum]AB14
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>OLS49918.1 hypothetical protein BV379_17655 [Rhodovulum sulfidophilum]AB14
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQANFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>OLS49919.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB14
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>OLS49920.1 CTP synthetase [Rhodovulum sulfidophilum]AB14
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>OLS49921.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB14
MLSYQHIYHAGNLADVHKHALLCAILDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLPGDHPYLR
RLAEVRARFGDSAYPGSPLLAALSLRPGDALHLAELHPQERTALETAMAPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTVPGHAG
>OLS49922.1 hypothetical protein BV379_17675 [Rhodovulum sulfidophilum]AB14
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>OLS49923.1 ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>OLS49924.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB14
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDTAVQSMKDDGTLNELIIKWMGEDSPRW
>OLS49925.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>OLS49926.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGVLALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>OLS49927.1 glutamine synthetase [Rhodovulum sulfidophilum]AB14
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEEYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>OLS49928.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB14
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>OLS49929.1 glutamine synthetase [Rhodovulum sulfidophilum]AB14
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>OLS49930.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAESTARGTRDAHAYAEKLRSDYDYD
LLEPLTRDALQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGDRAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>OLS49931.1 aminotransferase [Rhodovulum sulfidophilum]AB14
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFDSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGEEAR
AYGT
>OLS49932.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB14
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGDVCDPGRGAALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQALGR
>OLS49933.1 hypothetical protein BV379_17730 [Rhodovulum sulfidophilum]AB14
MSMVIVFEGVEKNERLTWTQVANVELLLDAFTISKRSCWPCSYQVGAPDATFGAVVDLMLARTA
>OLS49934.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>OLS49935.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>OLS49936.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB14
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQEKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSSIAGSN
>OLS49937.1 ribokinase [Rhodovulum sulfidophilum]AB14
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDRASVLLLQMENDPAQIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQEISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>OLS49938.1 glutathione ABC transporter ATP-binding protein GsiA [Rhodovulum sulfidophilum]AB14
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAAHHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>OLS49939.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAAPSETARSVHASAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGSQ
SMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIALI
FLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAIM
LEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>OLS49940.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMIFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>OLS49941.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB14
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>OLS49942.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB14
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>OLS49943.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB14
MSASREPGFHGVFPYLVSPLDASGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVVAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALEVQGFEVGDPVAPQTPLDAVARGELAQVLGAIGAL
>OLS49944.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MKRFASVAILAASAACLPSVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPLTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVARNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGFDPSIKVDPYDPAKAKQLLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>OLS49945.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRLRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQI
AQAAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARP
LRQMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIV
DEISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>OLS49946.1 universal stress protein [Rhodovulum sulfidophilum]AB14
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>OLS49947.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB14
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>OLS49948.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB14
MSFDKLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGMLPREFELKKAVDKQFLVLQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>OLS49949.1 hypothetical protein BV379_17810 [Rhodovulum sulfidophilum]AB14
MPPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDVKRQFVARELKALLEAGMI
EKTPNPDRARSFLYRLTPESAELIGAIREREVLTFAAFSDQFTEDELLAFRKIMEALYANMLAGENRDTQQEDGSPS
>OLS49950.1 hypothetical protein BV379_17820 [Rhodovulum sulfidophilum]AB14
MLAGTNVINANPASAHGAIPLRPEARPATLTAHMHEASGALAPVPPRPKRDAVRVAWMPRNALKRVVASMRSEIARLRPS
KIWCVPFARNASGIDIHGDAWTWWRQADGENYAKGLVPVQGAVLNFRPTHVMPLGHVAMVSKVISQRKIMVDQANWIDNE
ITIDRLCCTNRVMGGVTPSPDRLIPQPP
>OLS49951.1 hypothetical protein BV379_17825 [Rhodovulum sulfidophilum]AB14
MSNVISVLTFKSIETILAAGGTQSWALDRNRAARCDYVVICRNAKTRDPEGPEEHGAAFMVGKVKDVVPSTETEGRWLIQ
ISDYALVDWPDQWEGRNPVAYWKDDDYEDIDFKALDYQPLRKLPRGLTIPEAKAGLALGLNVPESAIEIVVRS
>OLS49952.1 hypothetical protein BV379_17830 [Rhodovulum sulfidophilum]AB14
MYPPFTHDQEHHLPTVLSAPRFATYLRSAGNDRTRALNLYQWNLLVSSALLVPLHVLEVALRNAVVEAIEAVHSGTWPWT
QGFIRSLPNPGPPAYNPKRDLSNCANNQPTAGKVVAELKFAFWESMLTKRHQNRLWDKHFFHVFPDAPRGVTSDQRRSEL
RADIEEIRKLRNRIAHHEPIFPRALQDDFDRILRCIQWRNAATATWVRDIETVQAFFPLRP
>OLS49953.1 hypothetical protein BV379_17835 [Rhodovulum sulfidophilum]AB14
MKLSQYPLSQGLPGSMNAVFATMAWRGHQTLQEAERYTCAAQLKKLVMGDEHIENIVSLEIRDTKTAKA
>OLS49954.1 hypothetical protein BV379_17840 [Rhodovulum sulfidophilum]AB14
MRVLAVLAALAAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDTLLESAGSLPLGTPAHLVDEN
PCAILVALLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTIGADLAIFQIGEMFGRSAEAA
ALLDEREARIASVEALLPLARSMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETVGAPTAVPDAGGAPMRVDWHA
IAAAEPDVIVATGDADQVRAALRRATASVPALSGIPAVAADAILPLPAYSDMDVVGYPYTLEAWTRAFSEIAMAAVSAPA
ASR
>OLS49955.1 hypothetical protein BV379_17845 [Rhodovulum sulfidophilum]AB14
MTFCGRQGLVLATTILSGSLPALADEDARLGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQR
TVGGVSDNGVSSDSMLDLQPSKLSISGAAVTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPE
AFIDGVEVQTSNVSARYGGFQGGVVNYLLREPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYE
TPLTDTTSVLLSFSRNTAWGRKPIGHQYIGDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLD
TKTSGRTLSGEYTNIFDAWDLSARLTYSRNKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTG
NKRYDDKTLHADLDLSRDLAGGRLNFGASVIKSQAKRARLSDTTAYAAFMPNALGICPPGDLFCNADQFWFVRVIYPAYA
LEVDAMKYESFLEWERSWERFDLRAGLRLDRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRG
INETRPVPTMDPVPYDFGEYRYTQQGLKTPYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLT
NDGWNRYRSATLEYARVWDRPGPRLLDSVGLRVSGVVADRETSSSGYYNASDELNEVDLIWYNDKSYTNEQFDQLTGNYD
IPVRAAVEVQTSWDRGRYGLGLGADINFGYEGVRDTDEDETHVNPTYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGR
DVHLKLKVANLLNKSLGGSTDMHPWVEGRSYWLGTEVTW
>OLS49956.1 NADPH-dependent 7-cyano-7-deazaguanine reductase QueF [Rhodovulum sulfidophilum]AB14
MSEDIYSNLKQLGGATRIPTSPEEAELERVANPQADVTYNVRFTAPEFTSLCPMTGQPDFAHLVIDYVPGLWLIESKSLK
LFLTSYRNHGAFHEDCTISIARRLVEFLDPQWLRIGGYWYPRGGIPIDVFWQTGPLPKGAWIPDQAVPPYRGRG
>OLS49957.1 7-carboxy-7-deazaguanine synthase QueE [Rhodovulum sulfidophilum]AB14
MTLRIAEIFGPTIQGEGALIGEPTVFVRAGGCDYRCSWCDSLHAVESRYRHSWATMTSETVWEQVRRLSGDRPLTVSLSG
GNPAIQDFGALIAMGRAAGYRFACETQGSVARPWFADLDTLVLSPKPPSSGEEVDWDAFDACRKLGVGARRQVMKIVIFD
ETDYQWARDVHARHSDLPLYLQPGNTEVNPAAPVDLQALADRLGWLTGKALADGWFAPRILPQLHILIWGNKRGV
>OLS49958.1 6-carboxytetrahydropterin synthase QueD [Rhodovulum sulfidophilum]AB14
MFRIRKEFHFSASHQLPHLPEDHQCARLHGHNYILVVELAAETLNADGFVRDYHDLKPLKTYVDDHFDHRHLNDVMEGPS
TAENMARHFYDWCAARWPETSAVLVSETPKTWAEYRP
>OLS49959.1 7-cyano-7-deazaguanine synthase QueC [Rhodovulum sulfidophilum]AB14
MKTLVICSGGLDSVSLAHITANEHQLTRLVSFDYGQRHRKEVDFAEAASRRLGVPFHLIDMRGIGAVLSGSALTDDIDVP
DGHYAEETMRITVVPNRNAIMLSIGFGIAAAQGDEAVATAVHGGDHFIYPDCRPAFTRAFDAMQQAALDGYAEIRLHTPF
VEHSKAEIVRQGARHGTPFAQTWSCYKGGEVHCGRCGTCVERREAFHLAGVSDPTVYADPDYWTEALAARGQS
>OLS49960.1 peptide chain release factor-like protein [Rhodovulum sulfidophilum]AB14
MSDREALLLSSGNGPGECRQAVGHLLSWLSTKATQYGVDLDVSTRDAAHGPASAVVVLSGARAGDLVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAATDVVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTSEDGKVYAVVVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWVLHGQLQRGEPRRIFEGRQFKEVK
>OLS49961.1 RNA ligase RtcB family protein [Rhodovulum sulfidophilum]AB14
MGTPISGERSAARARISKFYNRATWIDGRAEEQLEQVAGWPGMMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGC
GMALFRLDLPRRRFKLDKAARRLAVLEVGADPERALAALDDAGLTGSIGPEALGTIGGGNHFCEVQVVDAVFDPSRTDLR
KDDLCLLVHSGSRGRGAGIFQGLDDSWKQGFAAESDAAVRYLALHDAAICWARVNRSLIASTASEALGSEARLICDAVHN
HVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLLEVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTR
FGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSASGLASAVARLLPLVTFKTTGVAI
>OLS49962.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSSASGRISVTGSVAMMRQEALAHPEE
TVADLLGVRPALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVAPDTRLACLSGGQRSRAALAALVLAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLEEMDAIVELTSLGAARYGGNYSAFRQQRESARAAAAQDLAHA
QKLRAEAAHRAQQAAERKVRKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDVRRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRNVLTLDRVTAGYDPAAPILEDLSFTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGEAQLCVPW
ALLDQHVGLLAPDRTLREVFRDRNPQASMQMAHAALARFGFRASDAQRLAEGLSGGEKLRAGLACVLGGTPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRADRIIFVKR
>OLS49963.1 hypothetical protein BV379_17895 [Rhodovulum sulfidophilum]AB14
MSRAFLVLGAAMREAGRPGPALIRRAEHAAALWRAALETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGPPLRRALALLREAAAIAKALVLSTTGRP
>OLS49964.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]AB14
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>OLS49965.1 hypothetical protein BV379_17905 [Rhodovulum sulfidophilum]AB14
MAGAWLQEKGSGLLAFSHEANRDRTWDSRWGYNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWMPGRLA
TEFGAGAAGAPGGLTEPVIRTGLSWGTGFTTPDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDS
ATEARRVKLSPAVSRRIGKSTWLRFGGIFGIHNDRSIGLVIGSRIEF
>OLS49966.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSRSA
>OLS49967.1 hypothetical protein BV379_17920 [Rhodovulum sulfidophilum]AB14
MTMNTTLRGATAAICILFGAGTASAAVIDLGFVLDGSGSVTSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGTSSYT
VVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIKAKIDQVIDDTGGD
TGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>OLS49968.1 hypothetical protein BV379_17925 [Rhodovulum sulfidophilum]AB14
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMPPHCAVVDSSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLSQAQVVSSYGVWVAERGLFVRIERAE
>OLS49969.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB14
MTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELMQKMEAHARAMGAEIV
SDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYRGQEVAVIGGGNAAVE
EALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSENPLGVEGIRVKHVQTGETREIACKGVFI
AIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEVERFLAEAGLDEGKDI
SLPLGYGAEVPQDA
>OLS49970.1 hypothetical protein BV379_17935 [Rhodovulum sulfidophilum]AB14
MIAFRGLVWRLLPAERAGAPCARVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTPDVPARALVPLAVAADRIVDLRA
LPAPNPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>OLS49971.1 adenylyltransferase [Rhodovulum sulfidophilum]AB14
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>OLS49972.1 O-acetylhomoserine aminocarboxypropyltransferase [Rhodovulum sulfidophilum]AB14
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADTAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>OLS49973.1 hypothetical protein BV379_17955 [Rhodovulum sulfidophilum]AB14
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKHASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAEDKPAAPTPGARKSPRPATEAKPAPQTEPEAEPEPEAKTVPEARPAPKAEPAAKAEPAPKADPAPAPMPERKPAA
ADAVAPPSPPPAADPAPTATAAPAAPAARPVSSAPASPVPAAPSAARPPRPETPAGTGQPATAPPRAGTARRASGSLRPE
PQPMRGLDLSAAARPSTGPEPMQILKLGGAVIAVVAAIAAGAILLPRDETPAPDPDATAGLVAPSGANLSQAEAPDPQPP
FDAAANNQPRAEGSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYLAGIDQAVR
PPEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMT
VPAPGNTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETDPRPSARPAPRTAE
ASPPAVVPADPEVAARIASHTPRARPATVLARAGAPATAVPGTHPQVWPKNLAPPPTHDTDAAVTAALEDLADGEGEAAS
DLPENALSASLRPASRPSDFEDRVQSAMAIAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRF
VKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>OLS49974.1 potassium transporter [Rhodovulum sulfidophilum]AB14
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLLTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAG
EASAEVRD
>OLS49975.1 phosphoribosylpyrophosphate synthetase [Rhodovulum sulfidophilum]AB14
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>OLS49976.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB14
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRSEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWSEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>OLS49977.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB14
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTTIREIFGAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKVTPEALREAIVHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGVQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>OLS49978.1 (R)-hydratase [Rhodovulum sulfidophilum]AB14
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>OLS49979.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB14
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEIADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETGTRNQPDPEQLEAFLKQHMASPTYAIGFLR
>OLS49980.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB14
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVSGDTVVLPGIVSRKKQIIPNLQL
>OLS49981.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB14
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>OLS49982.1 chaperonin GroL [Rhodovulum sulfidophilum]AB14
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVSITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>OLS49983.1 hypothetical protein BV379_18020 [Rhodovulum sulfidophilum]AB14
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVNLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSVLDGGDGHDQIHGCSDYDILHGGNGNDTIYGYLYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTQLGQDRIYGGTGNDTLVIMAPYYPIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDGTGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSGTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDLLIGGAWDDVLNGGSG
NDTFLYWAGANGYDMVDGGAGAADRILATADNVTIGLRGLAGVEIVDADGHVGVVLQGSAEHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGKGNDNLSGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>OLS49984.1 hypothetical protein BV379_18025 [Rhodovulum sulfidophilum]AB14
MEKADRKTAREVLKYRLTKPDHPPSGEKNRSEAVFPCGGQAERMGRSVREVGGKCFYHDPRDQLRRQLAAVMAAENFDRR
LKTLGGVMPREEICKIRFSEPVRSLLVPIRQMPGSDT
>OLS49985.1 hypothetical protein BV379_18030 [Rhodovulum sulfidophilum]AB14
MVDRPDRLLRLHLADPRVGRPQALEWGRLHSTICSTKPGAGEAIEGMAVSDPADPDRTLNPLGGSPLALAN
>OLS49986.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYMLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>OLS49987.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB14
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>OLS49988.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>OLS49989.1 sulfurtransferase [Rhodovulum sulfidophilum]AB14
MTLDRAVMMFAGCMILLSLGLGTWVSSLWYLLTAFVGLNMMQASVTGFCPAAILFRRLGIRPGTVFD
>OLS49990.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLAGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>OLS49991.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB14
MNVKALICALLLPLPALAQGFAGLGGTAEGYALSDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETELDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>OLS49992.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB14
MSPGPQLVLIGGGHAHALVLRGQPLPSGLSVTLIDPSPKAAYSGMLPGFIAGHYPRAALEIDLARLASAAGARFVIGRAE
GLDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGHFADRWPGFLAGVAAGHNAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLSAIGRAGIALRTGGRIARIGAEGVTLATGETIPAAFVI
GAAGARPQGWLAETGLGLTDGFVTVDRTLRSVSDPRIFAAGDCAHLSHAPRPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFQDLPPAGRP
>OLS49993.1 hypothetical protein BV379_18080 [Rhodovulum sulfidophilum]AB14
MSRSAAGVSGSGAKALGGDAFFVASRLGWALLRPDTLILVSLGFGLFLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRA
MARLEAAYPVPAIEGRPVAGIVVLGGGEEPAISVARGEPTVNEAGDRFLAALALARRFPEAPVLFTGGSGRIRPAAIPEA
NVAAAFLLRAGLDPSLLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPG
FRASPGLPENLGLLTLALHEALGFAVYRASGLAADPLPEGCLAG
>OLS49994.1 UDP-glucose 6-dehydrogenase [Rhodovulum sulfidophilum]AB14
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQAMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>OLS49995.1 hypothetical protein BV379_18090 [Rhodovulum sulfidophilum]AB14
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLLARTRARLAREAAAAPPPG
>OLS49996.1 drug:proton antiporter [Rhodovulum sulfidophilum]AB14
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARVGAVGGPGGETASVVLSLGLGLSIL
AAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDPGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVR
GDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEADEIGLKLGDEITVNILGRDITATVTSFREVDFSTAGIGFV
MTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIG
AAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWAVMRFVMEGEYRFEPVSALAIVLGGA
LATLLAGLAFAWRPLAARPARVLRARE
>OLS49997.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MADPILSLSEVKLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>OLS49998.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB14
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>OLS49999.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB14
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>OLS50000.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB14
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>OLS50001.1 hypothetical protein BV379_18125 [Rhodovulum sulfidophilum]AB14
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQDYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>OLS50002.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB14
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>OLS50003.1 hypothetical protein BV379_18135 [Rhodovulum sulfidophilum]AB14
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>OLS50004.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>OLS50005.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGAFAAALVVLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>OLS50006.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB14
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSESHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>OLS50007.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB14
MPERDRSKQKSGRPEAVKRQTHVRRASLCVRRALLFAILAIGMTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPA
SLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGLRAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAF
ARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARHIVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGA
DGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAEVAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPP
VGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVSTAKAELTAAPAASAEALAASILPRARPGRPSSSATPED
PPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYWGINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQG
RRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>OLS50008.1 fumarylacetoacetate hydrolase [Rhodovulum sulfidophilum]AB14
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGVDCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALVPALRIGHPTRGRILCHV
ESQLRQEGDLSDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGPVGRNQTCSVEIEGLGRVTTRFS
>OLS50009.1 cytochrome oxidase maturation protein, cbb3-type [Rhodovulum sulfidophilum]AB14
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>OLS50010.1 ATPase [Rhodovulum sulfidophilum]AB14
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPVFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHSRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVGDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMQVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>OLS50011.1 nitrogen fixation protein FixH [Rhodovulum sulfidophilum]AB14
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>OLS50012.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB14
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLT
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>OLS50013.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB14
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKQRLSETERKAVAVYVHQLGGGE
>OLS50014.1 cbb3-type cytochrome C oxidase subunit 3 [Rhodovulum sulfidophilum]AB14
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>OLS50015.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB14
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYGDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>OLS50016.1 cytochrome c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB14
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>OLS50017.1 universal stress protein [Rhodovulum sulfidophilum]AB14
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>OLS50018.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>OLS50019.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB14
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>OLS50020.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFRGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>OLS50021.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYNFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>OLS50022.1 microcin ABC transporter permease [Rhodovulum sulfidophilum]AB14
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGSGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>OLS50023.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTGSSPMPTPRSHPDSAACAAAARPFPTTPLMAPVLALFLAFGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMA
HLDYVNPDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRD
DVTFQDGTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEET
GARLDQSTKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRHNFDRIRVEYFADSNAAFEAFKSGAYTFRTEN
SSKTWATGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSG
TDLAASGTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPL
ELVIIQRDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRN
LMRLRSPAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQ
EAADRLHASGALR
>OLS50024.1 recombination protein RecR [Rhodovulum sulfidophilum]AB14
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>OLS50025.1 nucleoid-associated protein, YbaB/EbfC family [Rhodovulum sulfidophilum]AB14
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>OLS50026.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB14
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPISDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>OLS50027.1 hypothetical protein BV379_18260 [Rhodovulum sulfidophilum]AB14
MRHGKTAYLDNVAIWFDADQNHIHIAVADPEYFHSTVGPDPASKRGHPHLFPTLFKALRDAGVSHPPIPENQNT
>OLS50028.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB14
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLEVL
AHHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDAHVARALEELDYFTSHIDILGVYPADRKRS
>OLS50029.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB14
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>OLS50030.1 cytoplasmic protein [Rhodovulum sulfidophilum]AB14
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>OLS50031.1 ribonuclease T [Rhodovulum sulfidophilum]AB14
MRCLAILLLSATLARAEEDVAGRFDYFLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCR
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVSRPAAFGKLTAPVRLPAGVVEEAFLQA
NSGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>OLS50032.1 ubiquinone biosynthesis protein [Rhodovulum sulfidophilum]AB14
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>OLS50033.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB14
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>OLS50034.1 hypothetical protein BV379_18305 [Rhodovulum sulfidophilum]AB14
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEGLTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>OLS50035.1 NADH pyrophosphatase [Rhodovulum sulfidophilum]AB14
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGVEGLGWVASAHPLMAGRSTEAVFLGLSAGRPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPDLPGDLSFRELRREMTGLLPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>OLS50036.1 2',3'-cyclic-nucleotide 2'-phosphodiesterase [Rhodovulum sulfidophilum]AB14
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGELHPVIAAMNAIGYDAATLGNHDFNYGLDFLLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAATGWCVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVTPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>OLS50037.1 class II aldolase [Rhodovulum sulfidophilum]AB14
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISLRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGDPTAT
>OLS50038.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>OLS50039.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB14
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>OLS50040.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB14
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLQGAARDFYLPDGEAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAKFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAASLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVCA
ALAAKGHAVAMPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>OLS50041.1 DNA-binding protein [Rhodovulum sulfidophilum]AB14
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>OLS50042.1 transporter [Rhodovulum sulfidophilum]AB14
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>OLS50043.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB14
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>OLS50044.1 cell envelope biogenesis protein LolA [Rhodovulum sulfidophilum]AB14
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>OLS50045.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB14
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGRYPPNEGTPELRTAIAGWVGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAETGFLPDYGAL
PPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGADPERVVVFHS
LSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRTRYQGKYAIADEIFGGVAGYRA
PEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGCLYD
>OLS50046.1 amidase [Rhodovulum sulfidophilum]AB14
MASDWLGMSAGDLGRGIETGKIDPVDLATGFLDAIAGHPLCDRIYARPTRERALAEAEAARSRARSGLRLGPLDGVPISW
KDLFDSAGTATEAGAALLEGRVPGCDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNWAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
GGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>OLS50047.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]AB14
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVASLPALRRRFIREAAGLTGGLP
RLMTGRPL
>OLS50048.1 phytoene synthase [Rhodovulum sulfidophilum]AB14
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNRRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>OLS50049.1 phytoene dehydrogenase [Rhodovulum sulfidophilum]AB14
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSRVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>OLS50050.1 hypothetical protein BV379_18395 [Rhodovulum sulfidophilum]AB14
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>OLS50051.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB14
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>OLS50052.1 magnesium chelatase [Rhodovulum sulfidophilum]AB14
MDWERDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEASEAVTARIETFLAQHL
>OLS50053.1 hypothetical protein BV379_18415 [Rhodovulum sulfidophilum]AB14
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTDFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>OLS50054.1 hypothetical protein BV379_18420 [Rhodovulum sulfidophilum]AB14
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>OLS50055.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB14
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEEHPERRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDTARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>OLS50056.1 hypothetical protein BV379_18430 [Rhodovulum sulfidophilum]AB14
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVYPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>OLS50057.1 hypothetical protein BV379_18435 [Rhodovulum sulfidophilum]AB14
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>OLS50058.1 hypothetical protein BV379_18440 [Rhodovulum sulfidophilum]AB14
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>OLS50059.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB14
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>OLS50060.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>OLS50061.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB14
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVKR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>OLS50062.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB14
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>OLS50063.1 magnesium chelatase [Rhodovulum sulfidophilum]AB14
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDDETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>OLS50064.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB14
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>OLS50065.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB14
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>OLS50066.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB14
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVAGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>OLS50067.1 hypothetical protein BV379_18485 [Rhodovulum sulfidophilum]AB14
MAELQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGGRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>OLS50068.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB14
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>OLS50069.1 bacteriochlorophyll/chlorophyll a synthase [Rhodovulum sulfidophilum]AB14
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>OLS50070.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>OLS50071.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB14
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>OLS50072.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB14
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGALASA
>OLS50073.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEAHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVCIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>OLS50074.1 hypothetical protein BV379_18520 [Rhodovulum sulfidophilum]AB14
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLESLA
>OLS50075.1 hypothetical protein BV379_18525 [Rhodovulum sulfidophilum]AB14
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRSAIKRALRSIEIELAS
>OLS50076.1 hypothetical protein BV379_18530 [Rhodovulum sulfidophilum]AB14
MDTAAIRIALRGRNRRLPEKGHKRRQGQPARHPGQGPKAHGGPPRPQFPENRIGRAIQRMEPVDLAAAIHPFPEQARRPA
DPAKASPDDRQSPSTLDFAAALTEA
>OLS50077.1 hypothetical protein BV379_18535 [Rhodovulum sulfidophilum]AB14
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDVHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGGRARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>OLS50078.1 exonuclease [Rhodovulum sulfidophilum]AB14
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHTRAGGPLDGYVVAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADHYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDATVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>OLS50079.1 response regulator [Rhodovulum sulfidophilum]AB14
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>OLS50080.1 hypothetical protein BV379_18550 [Rhodovulum sulfidophilum]AB14
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>OLS50081.1 histidine kinase [Rhodovulum sulfidophilum]AB14
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEVPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAAEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>OLS50082.1 cation acetate symporter [Rhodovulum sulfidophilum]AB14
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQSDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>OLS50083.1 hypothetical protein BV379_18565 [Rhodovulum sulfidophilum]AB14
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>OLS50084.1 hypothetical protein BV379_18580 [Rhodovulum sulfidophilum]AB14
MRGGLEVLAFGGLALVLHLAVWPGDEAPGISAAGGGGEDLATLAAATAAIARRVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPELLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQARADTPRPVERPDPKPEPTPAPKPAPASQQPV
RAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>OLS50085.1 hypothetical protein BV379_18585 [Rhodovulum sulfidophilum]AB14
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVSPVELVAAAR
>OLS50086.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB14
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>OLS50087.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB14
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>OLS50088.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>OLS50089.1 iron ABC transporter [Rhodovulum sulfidophilum]AB14
MVAISHDVPGSHDVPGPTPHWDRTPRAWRLTVLLALALVAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>OLS50090.1 hemin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>OLS50091.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB14
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDTGAWQDLVAALR
LEDQSDSLALEPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGDVDHTGPWGEIVATLPGLEVAA
>OLS50092.1 ligand-gated channel [Rhodovulum sulfidophilum]AB14
MTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTP
QGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKD
ASDFTGGEPGFKLRQTLQYGSNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRF
GEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPG
SSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDRRWALFAVD
DISFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPVYMTRSEKARTY
ELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGEITTPG
VPDDWEGTPADRIRMTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDY
TPHLATRPAPGRTFKLTLARTF
>OLS50093.1 hypothetical protein BV379_18625 [Rhodovulum sulfidophilum]AB14
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>OLS50094.1 hypothetical protein BV379_18630 [Rhodovulum sulfidophilum]AB14
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCRDVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGAGNELMFIRVCALFQPIFPGTGLGRRLPRTAEGD
YALIVTGAFVNEPAT
>OLS50095.1 hypothetical protein BV379_18635 [Rhodovulum sulfidophilum]AB14
MHQRGDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIETLTSGASGVAREHVPDSEISLVLDISGSMAWD
RRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGRPGHVSNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAANANGDTPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYEQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINTLRLIH
>OLS50096.1 hypothetical protein BV379_18640 [Rhodovulum sulfidophilum]AB14
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>OLS50097.1 hypothetical protein BV379_18645 [Rhodovulum sulfidophilum]AB14
MSAVPTHLRLVEPSAPPAAEPPVAETPVTETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDISDA
HRDMALEFEGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAGIG
SDQNDLNAFTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEH
AGKSAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAAERDGAPRLAALLGPLAAEQLRATHEDFTAELAQF
VAALEAMRVDADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAARRLGERAADAMQQMMSRIDVLER
TEHDVRLLGLNMAIRCSGLGDRASGLRVIARELGGIAAETSAAALRIRALLVGAQQTVADTRRRAAEGRGVEGDPAVAAG
QLETVLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLANLRRLYTMQ
KERDLHDAVLGLPRPADEGDEAPAGAADEGEIDGFLF
>OLS50098.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]AB14
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIAGDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAVQARLRPQRARRMQVE
KKLSADAVLPARSGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLDGICAMTVRE
AGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLTGMGEDGAQGLWE
MREAGAATFAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQFGAAPATGGAGK
>OLS50099.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB14
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAPADFLGMIDVRGQSVPVMDLRRRLALAAAEDSHSTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDTGSMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>OLS50100.1 hypothetical protein BV379_18665 [Rhodovulum sulfidophilum]AB14
MKLSLRAKLSLAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLAGYLENSGRILRYSRSNQKELAGRQMSDSLGLFDTVTSDLT
QLVAFNSTGAKSASAEGDIAYATSQKVVFGVIALALLIGIGTAVFLIRNITRALGGEPDYARAVIREIAGGNLEVDVATR
AGDSDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMASTAE
ELESQSGQLQQVIGYFRLALDDLAGRTGQHHAGALRGGRTDSSPVEEAIRKTVRHSAPARGAATGGFTLDMGGDDEIDGQ
FLRNGAA
>OLS50101.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB14
MSGAGKDSAPAAMRALTIGLRGEVFALPAETVSEILDMGPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPTLVGIIADKVHDVTEISEASVEETPKVGMRWPAEFLRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FATDERTVK
>OLS50102.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB14
MTQSADPAETFRQEARDLLDGLEQTLLDLEQDPGDGALVDASFRALHTLKGSGAMFGYDEVAGFVHEFETAFDRVRKGKA
AISPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGSGAASGEAAAAAEASAESVRLRFRLPPDAIAFGTD
PLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPAQIDDVFLFVRDGMELTLEPLRPPKAAEEISD
TAAPADAARRGREAEGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGDDLNLKAVVEELERLSSGLRDTTMGIR
MVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEAPVARGHAGKPARGRVRL
SAAHTGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKRTIEG
LRGSIELTSAPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPAAPEGRETGRNFLNIRGRLVPFLRLR
ELFGTRAERAEHQKVVIVSAGEARVGMVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFGQAY
ESRLRGEQLERVA
>OLS50103.1 response regulator [Rhodovulum sulfidophilum]AB14
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNRIDAVITDLNMPRLNGLDFIRKYRSHGASAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>OLS50104.1 hypothetical protein BV379_18685 [Rhodovulum sulfidophilum]AB14
MDPEKTDGIGPGKLCLAHELGLRDAAGIRDRLLAALNGEGAVVVDTSPATGMHTAILQILAAAARDAARQGRSFTLIAPP
SGACATAFERAGLDLPGQAPAA
>OLS50105.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>OLS50106.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVMVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>OLS50107.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMIVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGIDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>OLS50108.1 glycine/betaine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDVWSTWINDAAREKLSAL
LNR
>OLS50109.1 glycine/betaine ABC transporter permease [Rhodovulum sulfidophilum]AB14
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASVWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>OLS50110.1 glycine/betaine ABC transporter [Rhodovulum sulfidophilum]AB14
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>OLS50111.1 hypothetical protein BV379_18720 [Rhodovulum sulfidophilum]AB14
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYVVTGRPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETWAATASPLLRRLDLDESDVEALAAFLGAV
>OLS50112.1 hypothetical protein BV379_18725 [Rhodovulum sulfidophilum]AB14
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSREDSAPNMYAFYG
LHSQTQFVPSAMVESVEVYDSNVSAEYGGFQGGVVDYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGDNPNGTAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTEQNEFYSWYGSYFSEKRGKSFYT
DAFDDWCDTPKAARSAEDYYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGPVMHL
GGPDYICPAGDPACLPDQYLKNLHTQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDALPRGVRYRRDHDDTTGEVGDWEFITDFGSYSYNQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSTKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDKDGTYENPEYGSH
SHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>OLS50113.1 hypothetical protein BV379_18730 [Rhodovulum sulfidophilum]AB14
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>OLS50114.1 ferrous iron transport protein B [Rhodovulum sulfidophilum]AB14
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAAEKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>OLS50115.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB14
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>OLS50116.1 hypothetical protein BV379_18745 [Rhodovulum sulfidophilum]AB14
MAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTPAN
EDPQDERDF
>OLS50117.1 hypothetical protein BV379_18750 [Rhodovulum sulfidophilum]AB14
MTAFAMRMVMPPGLAMSVPPPMAMAVIVHLLGPVAGTGSEAGRVRGLQTIRLQVVMGFPVVSGWLHVLRPF
>OLS50118.1 hypothetical protein BV379_18755 [Rhodovulum sulfidophilum]AB14
MRIHLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEAVQEVDLGAEVDPVGLSINVSQVAR
GLDLARAFRRRGVPVVLGGAHVSLAPEILRGRADCLVIGEFETAAPDVAADLLAGALKPEYRCGKADMAAMPLPRRDPYP
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAEPDQLYRLGDREVSLSDDNFTVYRKRPRALPEALIGWN
GSAGRDPVRFSPQISIDTDLLALCHRAGLRQVFVGLETSAPAALAEANKRQNLHVGLIGECRKLVAAGLTIRGGLITGFD
HDDLGCFERQFAFAQALPVVGFNVSARVAPYATPLYAEMKRAGRSVDADTHRGSAAGARLTNMLPAQVTREELAEGRAWL
KAALLVPDAALVRFEAYARTLAPPSQDMGRTAWVKPGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPETGYDLTST
LTLYPSDCARAANRAEAPLEAAQ
>OLS50119.1 hypothetical protein BV379_18760 [Rhodovulum sulfidophilum]AB14
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGDREVFTGTRLGTEAGALAETFRGWLGPPPRTLMLALPAGSDFILALL
GGMLAGLTLVPVPLPRAGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPAGLPAPAPGRPPE
GAAPALVQYTSGSTRLPKGVRVMPRNILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLYF
IRDPASWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFHARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLAAGLAIVDPETGARRPDGAEGEIWLCGASVGAGYIGPPEHGAGSFGA
RLDGHAGWLRSGDLGRIEDGALYVTSRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETR
TARLPPDAEALARAIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>OLS50120.1 hypothetical protein BV379_18765 [Rhodovulum sulfidophilum]AB14
MARGQMAGRGDGAMPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSG
EPHLAARRATAPFFAAPALAAWTPVAERAIAAALASLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLAN
ETTRPMLSLKALGRIDAALGELLDYLSTAPVPGLEPGLVSFPAFLGHRADRLADPEAAPYIALSALVGSHTVAQSLALAL
HGMLLGDLGAWQAAARPGWTDTGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGEAAVMDVVGANAALRRRVPDGSAHL
SFGAGPHKCPGAPLSRMFLARAIPTLARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARA
IVNDDDTWSPPRMEPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIAAETRAALTR
LASVPAPDLIADYAEPLFRGIAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPG
TPLLTRLMEEDLPETDPEDLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRGAADPAWIDAELERLISLCASPKYIY
RMARGPARIGEIEIRTDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFD
MTQTVALATLPCRLGPSGKDRA
>OLS50121.1 hypothetical protein BV379_18770 [Rhodovulum sulfidophilum]AB14
MTTTLTSPAPEIVNFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>OLS50122.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB14
MSSWYLGLSTSGHDPALALVDATGRVVFAEATERFMQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYASESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLAGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRANPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARAPGAPVTDAADLAAAGQAAYAVWADRVLAAIAEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMTDTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRLQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVMIEDILIEKPVP
S
>OLS50123.1 hypothetical protein BV379_18780 [Rhodovulum sulfidophilum]AB14
MQDEIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRWIIEAGQAERVRRWIVGTHGDALFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>OLS50124.1 hypothetical protein BV379_18785 [Rhodovulum sulfidophilum]AB14
MEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDETFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>OLS50125.1 hypothetical protein BV379_18790 [Rhodovulum sulfidophilum]AB14
MTPPTETPASGSARSAVPFEAGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGG
WQIAPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADAALTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETRASSTA
>OLS50126.1 hypothetical protein BV379_18795 [Rhodovulum sulfidophilum]AB14
MPALTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPVLINGGVYCFSRGIVDHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWIEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVSALAVSSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>OLS50127.1 hypothetical protein BV379_18805 [Rhodovulum sulfidophilum]AB14
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGIVAALEGFPALRAHPL
FAVCQEAGPCPIPP
>OLS50128.1 hypothetical protein BV379_18810 [Rhodovulum sulfidophilum]AB14
MDEMTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHA
RIDLSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCNFWVADANSFVAPETYDVILHC
GLLYHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSF
EVGALAGTGMKRTMMWFRKPA
>OLS50129.1 hypothetical protein BV379_18815 [Rhodovulum sulfidophilum]AB14
MSPNDSQHILSGRGERAVTKPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHRGFRKAPAFNAALVRQVLRAHPDM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGSLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSHFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>OLS50130.1 hypothetical protein BV379_18820 [Rhodovulum sulfidophilum]AB14
MKMTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDIVRQSLKALR
PAFLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAHEVKGSGFVSDFVAFEERFYLDLP
DFIARWRHVVRRCEWRLYDRARLVDGNVIADFVATAGLPLEPSRVVVDSNPSISGNLLGFKMLVNMLGLHRPELGPPMND
LALAHARFRGPIYVDLPTQKRMRDRNSCKRTLRNLFGDVQEFDFEAGNRVFDPFFLEQDMKTILQEFAQFEAVANHPLIA
ALERGQMVAGEMPR
>OLS50131.1 hypothetical protein BV379_18825 [Rhodovulum sulfidophilum]AB14
MHFMFANIKGCYGPREGKEYSFFAKDRDFPYERNFDVDGDDADALRFEFSPRYTTVTAPSWHKTVVERIRNGVDNPFVIF
TIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGLYVDSFGKDNVMFFFLEE
DAASFDRFYDFVLDRTGLHVPNTRRGAEIPQSSKAKGHPRYYYSQDHDICIRNREGREAYLPAGQFYICNERGHEIISDM
DPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYSGAVPDYFNWSYSDKVFPCAEPDFDLLNDASP
ELKKASLSEM
>OLS50132.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB14
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>OLS50133.1 hypothetical protein BV379_18835 [Rhodovulum sulfidophilum]AB14
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPARSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>OLS50134.1 hypothetical protein BV379_18840 [Rhodovulum sulfidophilum]AB14
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFARGPEAGARTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHV
LKPAERAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPG
YNVAYWNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQL
PYAFFWNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPKGRREAFEFTCYCA
VCGGRHPMVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFS
RLTGSEYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYP
STIRAELAPDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>OLS50135.1 hypothetical protein BV379_18845 [Rhodovulum sulfidophilum]AB14
MRNSKIMRAIARDFDARWYLAQYPDVAESGMKPLLHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGR
AEGRVISHDQGSAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMAPGPVSFPLVLFRDGPGEV
PADRIQQALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAA
LRQDPVLAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKSSAMLDPCFGLARVAALRDAAAHVGRR
DGPCMTEAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVT
ASNFVDIFLKRGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYTQACEHIAAAGYERLSFLLTRIYAGGELVEQ
TRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQTTFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPM
VNEFSPPKARYSQRRGLMFIGGFAHHPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDL
GAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLHGDEMRWTRMSR
AGYDFCEARYSRRVVAAKLNALLDGVPA
>OLS50136.1 hypothetical protein BV379_18850 [Rhodovulum sulfidophilum]AB14
MRGRRKGVALPFDHVRPGQLDLRTANGVIRIAATSARIARVGSEAATALLAPDGGGGIRHDLPGMRFLIWHDVRSGREIR
VPLYRAHDYVLGGLRAALSLILFPFRHNADLIGYFLKGDSAAGDRLERALLPQLAAADHPPDAATGLFGASPMPPLTEPV
DIILPVYNAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRHPQARLLVNPQNLGFIGTVNRGLAEARG
HVVLLNSDALVPPGWLTRLMAPILDDASIASVTPLSNDAEIFDVPVECRARPLGPGEAEAADRAAARLNWRSALCDAPVG
VGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFGAEKAERVRANNQLISNRYPG
YDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTENGAGLVVRDAPGPDRLQVELYC
REGVTRSVLDASDLAAMLAGLDARHLVYSNLVAAEDPLGLMERALSWLAPGDRLSVLFHDFLPLCPSYTLIGNKGRFCGL
PGPETCQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIVFSEDSRSQLIRVWPDLAGRIELQPHRPQHLPRRVAPP
KGGSLTVGVLGAIGHNKGAGVLRDLAERAAPDLGIVVIGKIDPAFAHRRIRVHGTYGRDEIADLAEKYRIRCWLIPSIWP
ETFCYTAHETLATGLPVFVYDIGAQAGAAAEAINGHLLPLGCEGEALDRHLRRHLGASTAMPAARLA
>OLS50137.1 transferase [Rhodovulum sulfidophilum]AB14
MSSITVAIGDLNAKGVEVLSRGSSKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQIG
RQDHPLTWASTSPMFYLHDRVFDLGNGFAGAAEYHDYRFANGKPPTKAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAAR
SVVVRDVPPYAVVAGNPAEIKKFRLPPDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGTG
AP
>OLS50138.1 hypothetical protein BV379_18860 [Rhodovulum sulfidophilum]AB14
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFRGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
TERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>OLS50139.1 hypothetical protein BV379_18865 [Rhodovulum sulfidophilum]AB14
MQDELAEIIQRVRVLEASGASGPALEMLAHALARRPDDLSLRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEAYETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEDPETDLARAQSLLDEDPEAALQLSEAVIARAPDRAGAWPLRIAAARTLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLAPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAAGGRIAAAQELD
RVGPVHRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICVRLLDRQGADTSLLHLQARAGLALGRTAAAETSLR
QLLALDPAHCRGNELMDTLCLASGRPEDYLARRLKQQARPDSTRARRDVELIRDLDLTGRHDTARRLLDATLRIARGTPN
LFLANELTARGRTEDATAILPRVVRSRRNMIGAPDRATTGAARLARLFDFETGPPLAPSVIPPSGPLAWHLARDRSHGQL
EWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILAATHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDIAPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>OLS50140.1 glyoxalase [Rhodovulum sulfidophilum]AB14
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGEGDYLLTEDGALKGCRHFALWPLAQAAQSCFGCDEWPAD
LPRPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>OLS50141.1 hypothetical protein BV379_18875 [Rhodovulum sulfidophilum]AB14
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRIRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARYPGKTVIGTAPAWPVAEMPVPRPAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAEARSHPRVDILPVRGWDDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLALPPDPAAWVAAIERLAEAPDEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLMDLRGVPAEPG
>OLS50142.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>OLS50143.1 hypothetical protein BV379_18885 [Rhodovulum sulfidophilum]AB14
MRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALSAFTQVGSSSSSDSQILYDFIRSQPLIQKVDA
SLDLRRIYGKPSLDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSLQVRAFTPEDAQAVAKEILTESGFMVDDLSRI
ARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGVIAALESQLASALVERETIAGFAGQEDQRVKR
IDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQAYTAALASEEQARAEARRTSRYLAVHIPPTLA
EDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>OLS50144.1 hypothetical protein BV379_18890 [Rhodovulum sulfidophilum]AB14
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWTIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>OLS50145.1 amidohydrolase [Rhodovulum sulfidophilum]AB14
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGAEWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWSCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>OLS50146.1 2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB14
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>OLS50147.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVRLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>OLS50148.1 aminotransferase [Rhodovulum sulfidophilum]AB14
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLKREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPETPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>OLS50149.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLRRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>OLS50150.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTKPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>OLS50151.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>OLS50152.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>OLS50153.1 oxidoreductase [Rhodovulum sulfidophilum]AB14
MQNCVWITGAGSGIGAAMARAFSAAGYRVALTARSEDRLTALADELGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRATR
>OLS50154.1 hypothetical protein BV379_18940 [Rhodovulum sulfidophilum]AB14
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMSFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVTPAAGGYRVETGPASAPILCLSGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>OLS50155.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB14
MTLRSETECLMSRLGVAPDALSGGSMACVSPLTGERIADISPASVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEE
LRAAKEDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>OLS50156.1 hemolysin secretion protein D [Rhodovulum sulfidophilum]AB14
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>OLS50157.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MPAAVPSDAPAPAPQPQPTGLTRPLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>OLS50158.1 hypothetical protein BV379_18965 [Rhodovulum sulfidophilum]AB14
MHVVQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIER
RASAEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>OLS50159.1 hypothetical protein BV379_18970 [Rhodovulum sulfidophilum]AB14
MGRSGVTGNASSRLRRRRRSCPMAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAR
EAALACRGGTG
>OLS50160.1 4-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB14
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>OLS50161.1 YggS family pyridoxal phosphate enzyme [Rhodovulum sulfidophilum]AB14
MGLEDIRARLANAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPVRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>OLS50162.1 hypothetical protein BV379_18985 [Rhodovulum sulfidophilum]AB14
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEEAAARFEAARKARPHEAPIW
QMEAEALARLGDGPRNTRFLKEARKAGLPPALLSAIEARLAPEKIPEKARAKGTRRAPLGSAPPKAAEAVVADLRAGRAE
AAEAKALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALAR
LPAHPPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLA
EAQAKQGRTEAARAGFDAAIAAEPGFALAYSLRGMLLQTLDEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPEDPLL
AEMEALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSLRKI
EGAPDYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHEAGGGLRSLERVGDAEIAALGGRIEATFRE
RFPGSDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWRD
KLPGGFHEIRYEDLIADPEAEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEA
LGDAIGGENGA
>OLS50163.1 hypothetical protein BV379_18990 [Rhodovulum sulfidophilum]AB14
MKKVLFATTALVASAGFAAADITFSGSAEMGIVGGGKNAPGVSSYKGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDDEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKRLTEVYNAIGQYSIGDEETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDRSGADNADNGYALALSYNTDMGGVGLGFGLGYQYLETTASGWAPGNLEDYTGLTWNAGTEV
DIIAATVSADFNNGFTAGLEYSNFDPDGPSGSNYGDIDHYSIGLGYSVNALSLGVSYGKYDADNLGDADGYALTAAYDLG
GGATIVAAYSDSDVDGSGSADDFETYSLGVVMNF
>OLS50164.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB14
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKSLEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALEGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGALKATGAAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>OLS50165.1 hypothetical protein BV379_19005 [Rhodovulum sulfidophilum]AB14
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>OLS50166.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB14
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADTAALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLTQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQLWGMHRLEQALGLLIDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>OLS50167.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB14
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>OLS50168.1 NAD(FAD)-utilizing dehydrogenase [Rhodovulum sulfidophilum]AB14
MGNQNEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVVIAEALAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCGWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWHWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWKALDSDLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>OLS50169.1 HNH endonuclease [Rhodovulum sulfidophilum]AB14
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHVRLTETDLARDFASIEALRAHPGLAKFLAWV
ARRPPGFHSRTPGPRRRR
>OLS50170.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB14
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>OLS50171.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB14
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAGDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>OLS50172.1 hypothetical protein BV379_19040 [Rhodovulum sulfidophilum]AB14
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPENYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>OLS50173.1 modulator protein [Rhodovulum sulfidophilum]AB14
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
IMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGSLDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>OLS50174.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB14
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAKAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTGSRSALDGASVLAPRPT
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
IVAGAPLLHAEILSRLA
>OLS50175.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB14
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>OLS50176.1 hypothetical protein BV379_19060 [Rhodovulum sulfidophilum]AB14
MTANRAERDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARAPGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSTETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>OLS50177.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB14
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVPVPRITGALRPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSGR
>OLS50178.1 CoA transferase [Rhodovulum sulfidophilum]AB14
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGTREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCIDGHAIVAVGNDAQFGRLCGLLGLPELAADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFADPQIRHRGLVVENDGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAEFSAPSPAPAGRTPRR
>OLS50179.1 hypothetical protein BV379_19075 [Rhodovulum sulfidophilum]AB14
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>OLS50180.1 RNA-binding protein [Rhodovulum sulfidophilum]AB14
MTGMQRKAEKDSRRMRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLT
TGAHAPLLEMQKEDIREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLR
AALQDLGTRVLSRPKR
>OLS50181.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB14
MRDETLGAELLAWYDRHARDLPWRVGPAARAEGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLTLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTASATA
>OLS50182.1 epimerase [Rhodovulum sulfidophilum]AB14
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRDSGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>OLS50183.1 DNA modification methylase [Rhodovulum sulfidophilum]AB14
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>OLS50184.1 ribonuclease HII [Rhodovulum sulfidophilum]AB14
MTAVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVADDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>OLS50185.1 hypothetical protein BV379_19110 [Rhodovulum sulfidophilum]AB14
MRSALDPRARLGQDRFMHIRTGLLCLLLCLVPLRVAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPA
KRSLPRLAMTSPGGPERSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAA
LRDNRLIAPTLQMILRRGYAPVRSRAAYFTAAAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLA
RLSERLFDTAGAIARIWRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRLAWHDPKTVL
TRDRTGYHNRSLSRVEIGVFASNGIHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWT
DRAEYDGAGARTGWTRIGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>OLS50186.1 lipid A biosynthesis protein [Rhodovulum sulfidophilum]AB14
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>OLS50187.1 dolichol-phosphate mannosyltransferase [Rhodovulum sulfidophilum]AB14
MPDVDKPSAIRFKRGQSLRCRKEACMPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMM
KTDPSLRLLRHPNSGGQSAAVHSGVLAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKW
ASRAANAIRSRLLKDGTRDTGCGLKGFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRAL
VGAHDLIGVSWLIRRRKKARAAEELPHGN
>OLS50188.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVE
KGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>OLS50189.1 hypothetical protein BV379_19140 [Rhodovulum sulfidophilum]AB14
MRRVLPTEGHLPWSRDDIAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGKVDVPFTAA
APEWAEPSDRVHLFSALREQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQ
RAAWLGHESLSEVQHYSRGADRRRMLAGTDPEPQSSNSSDRVPTWMRK
>OLS50190.1 hypothetical protein BV379_19145 [Rhodovulum sulfidophilum]AB14
MHRTCAPVAQAPELASPATPYTRAAFGTGWVDSDGDCLDTRAELLADLSTVPVTLAPSGCSVRHGRWIAPYTGQVVTEAG
DLDIDHIVPLRYAWGHGADRWSAAKRARFALDPVNLLPVTASANRSTGCRPIKDSAASMCCGSGGSPRPMGWRSRPRKNG
IWWR
>OLS50191.1 hypothetical protein BV379_19150 [Rhodovulum sulfidophilum]AB14
MRGRRQALYRPDFALVVSGAVRCLVEVKEPGANLDDHEWQVRAYAVLLNGEALDDRPVRYYLLTNGTETRVYHTDRNRPL
FTVPFTGFAEGTARFDEMRGLLGRNSIVTNVGRSTETLEMERPTISEVNAAFSWCHQHIYRKDNISQSDAFSEFVKLISL
KLLSDRRIRDTNPEVLELDTFDIAASDVQFSQAWIKQNEPNAPNPVSDILFRRFMDDMERDIARRTRKRIFERDSRINLR
PETIHGVVKRLEKLFLFGIDADLNGRLFETFLNATMRGKDLGQFFTPRSLVKLGLRLSQLKVDVPRPDGTRHTDLVLDAC
CGTGGFLIDVLADMWEKVDARADLADDQKLEIKHSVANEAIVGVDIANAPILARIARLNMYLHGDGGTRIFHLNALDPRL
ADADTDSPETINEKAELRRLFLRSQFDVVITNPPFAKALDRSTPEEVRILDSYEIGRDRINLGGAVRSVLLFLERYAQLL
KPGGRMITIVDDGILSGDDYRWFRDKLRSWFLIKAVVSLPGDAFQRSNARVKTSYIVFEKRSTAEQENPPVFMYPCQFVG
NDDPKRQRPRAGDAELRELANREIESVMRAFDEFQQGCGDPKFTVEASRIQDRLDVKNCLMSPGRQEAVWVDQGHAIYPL
HEMLEERLYDDDEVVTRDSADPVTVMVVRYEGIAEAADEMNPADSSYAKLFPVHAGDVVISNIAASHGSIAVVPNELDGC
VVSSEYTVLQARPEFDPVVLQMILRSPEIRSDILLSSSGANRTRTRWDLIRDLKAPYPSDVMANTIRQMADRAEEAKREA
ARLLSDARASIQEQLQLETGDAEMVLTAFKPPK
>OLS50192.1 hydrolase TatD [Rhodovulum sulfidophilum]AB14
MIDLHCHIDLYPEPASILREVDARGTYVLAVTTTPKAWRGTGKLVGARKRVRVALGLHPELVALRYSEVALLCELLPEAR
FVGEIGLDGSPAHRSSLGLQQEVFERILEASASLGGRIMSIHSRGAATLVLDALERHRGAGVPILHWFTGTVSELERAIA
MGCWFSIGPAMFQSKKGRDLALRMPLKRVLTETDGPFARNGQNAIMPWQAYDCLVELASLSGGEPDELRQQVQENFRSLS
TAR
>OLS50193.1 hypothetical protein BV379_19165 [Rhodovulum sulfidophilum]AB14
MTSVACLPQDLPDIPDTDIRFDIYTNSRTPGRGRVGDLVPGRLRRLGLFPSGAAWDFMSFAMAVVAADEAVSRVRSPDGW
TRKIDLTVAVSDPAFWNSESERLTQALRFLSGDMWSVQFIAGGGMPFPRGPRRPRLEDMICLLSGGMDSLIGAIDAVSEG
RQPLLVSQMAKGDTQDQRTFASSVAPRNLHLQLNHHARPPCASERSQRARSIAFLGFGVMAATCLQSHADGEIVELRMPE
NGFISQNVPLTPLRTGSLSTRTTHPYFLRLIQETLDAADLRVHIRNPYEFQTKGEMLKGCQDPALLAALVDASTSCGRYS
RTGFQHCGRCVPCQVRRAAYVAWGVPDRTVKGYKYEHLGQRDARHAGFDDVRSVAIAIETVRLQGIAALIGGAMNVQLLG
DPTPYRHVVKNGIAELAVFQAKLGVT
>OLS50194.1 hypothetical protein BV379_19170 [Rhodovulum sulfidophilum]AB14
MGTSASSRGPGAGPDIPIVPPWVDDPPGQPNQPQPQPQPQPGTPVQPAPGGPGHAPQQPPASPQQPQVPPQQPPTPSQPG
RWRGARTSLGKFAGGGDGRDKHLKRGLGHYSRSGMGGSRNAARRMGGSAKAASVLHGALTSLASGQPLPQELGIDPQTLA
GRTPVELADILVDAIRPIDGTQDAEVTRDSVARALSDILAQHNDLTNLTTEQVDQVTASTLGYDVAHRIELDVGKAIIDK
APTKGEGLERLQEMKDYIREVVAAEYAAERARGSVVGHSSIERISREAIQQTFEVFEEEAGL
>OLS50195.1 hypothetical protein BV379_19175 [Rhodovulum sulfidophilum]AB14
MWSDNETLRDLVNFSHVAEIAAERIVGAKGEPLSLGISGDWGVGKSSMMKLLRTSLEERDDVNIRFVEFNAWLYQNYDDA
RAALMETITAAVVDQALAKKDTLGEKALKRAASLLGRVKKLRVLGIAGSALFDYMTQGSVTPFVAGGISAVSGLLDGEVT
GEDLRKVKELAAEGIKDGKELIKEGDEAEVGAETPRKAIQAFRDDLESTLADLDITLVVMIDDLDRCLPKTAIATLEAMR
LFLFLKHTAFVIAADERMIRQAVRSHFEEVALNDDLVTNYFDKLIQLPIRVPPLGTHEVRAYLMMLFVDAEASLELEQKE
DIRLAVCRRLGRTWKGERVDKSFVSGLMQNCPPGLLNRLSLAERIAPLLTTSPNIQGNPRLIKRFLNTLSLRSSMARIQE
VVVDEAVLVKLLLFERCGDKDAYAELLRAVNESENGLAEFLADKEASARGDAEAPPLEKPWNDAFHQNWLALDPPLAEKD
LRGALYVGRESHPIISRADELSSEALETLDMLLLMTSASATVDAEVARLTNQEIGRLTDKVIAKARQETSWGAPKILNAL
QSLAGASPSAEASIVAFFSEVPSSQVKPSIVPRLSQVEWGKRVLAEFFTRPDLPTPAKNAIGKVGKSK
>OLS50196.1 hypothetical protein BV379_19185 [Rhodovulum sulfidophilum]AB14
MTKIKFIDARFADPDENEFALKRRFEWQLRKLRALQDGVSPKVPGDFEDELRWNEDLIAMPLSEKDRNKVLRRARRVMGA
RAKASGLSHLSSDDRRALEAFRGGADLVGIASEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRVGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLRVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTK
GQAYGLAEGLLPLLERSSAVAWKCPYYQVGFDMSWISWLLTSNSLSTLPAPFLSRLEILRLAGPGKGDLISFAEREGARR
GLSEAALGAICEVIDQVAEAHELNLRHVSRMLSRAEAMASSPLSH
>OLS50197.1 hypothetical protein BV379_19190 [Rhodovulum sulfidophilum]AB14
MAGALAVPERHGDTAALAAAWADQTVALRLAGAGHAPPEIGAHLRRSFLGAMGRAASPAAEAGRPCDWDPPCALDVFRRE
QLRGPKGDGLPKPYVLAAWSDGPDLAVTLRIFGMAIDWAMAAAEALVAGIGTILPWGRVLPGAGGTPVIAGREIGLYRIV
ADPPPNAARLVFLSPMDATGTDAMAQPWTILSRALRRADALSRWNGMALDDEVAAAIAAGLRDLEYDVTGLRPGRYASPN
RHGQARQDPTLAGQLIVRGDLSDIWPVLRIAERAHIGRHAVEGLGRIRLETVEAPPPCTKEE
>OLS50198.1 hypothetical protein BV379_19195 [Rhodovulum sulfidophilum]AB14
MTSLKQSRRDDRRSGSLRLAGVTLVTLTLAGLFVYFVEQTAAALLPDLKTSPDFFSAAGLIAFIIAGVFYWQHPRIMRQI
NAKVRTVDASGLTEQPYLICGYSPLKVDFPCLETLTRDLDEACAPTGPGYVLNSWQQNLRVLRKIPTIQHVYVLENDKYQ
FEEFRKVLRHFFPEDRLKITLIEAEQGGTTFKDDVKATLAPDYEDLRYVRRGIDRAIEMIARARREKEDDVEKLCIIDVT
GGLKTFSIAAAIASLNRDLVFVYAGTGERTGDVLGYDATIELALRFEF
>OLS50199.1 putative CRISPR-associated protein [Rhodovulum sulfidophilum]AB14
MTAYFVTRHSGALDWAKAQGIDATPLSHLNPASIARGDTVIGSLPVHIAAEVTARGARYLHLSLDLPAGARGRELTAEEM
ARYGARLTEYRIKEADP
>OLS50200.1 CRISPR-associated RAMP family protein [Rhodovulum sulfidophilum]AB14
MTLSAPYSFVPLSQKVFLPDEAKLGVPSQDAPVEGGVSGTIAFTLTSDTPLLVGGANDKKGEKTFMKAPGDCPVIPGSSL
RGMIRNVMEIATFGKMQLVDDQRVTVRDLQHGAKEDYRDRMSGTIDGAYAPRSFAGFLKFVDGRPTLFSCEFGRIDHRDL
EDLIDRSRLPKVEVDDAGTMRRKTLHEVFETISDGDSPAENGIAITQTEARFVEGRFLELGGKLEHKDLWVQTGRAHHLH
RDDKKLAYRRVAASMESATRETNMPAQKIPGRLVFTGMPSDKKHMEFFFFGRRDDLACEISETVWRKFLNAHEEQEKESI
TWKWRKLALNRGEAIPVFWLGIRDERSISVEHLGLAMMFKLPADNSIHDMIGRESPHLDEPRPDLATRLFGRIADTTKET
GMAATQPGFKTRLSFSWAILTTPREQYSELEKRTPRARPKPGYVPSYVRQRDLQANGQLRQIGMRKKKPIYAPYRSYMNK
KDGQADRIRGWKRYPARPVPEGAPVPDVPEGAEGNAVILRPIQARQGELTFKGKIRFHNLHPAELGALLWVLTWGGNSEL
VHSLGSGRDFGWGQVRFRIGGISYAYGPPSTDPVMEFRQMMDEWAGRAWEDLREVRQLKAMASPAIGAEQMAELQQMKLT
VGEKDESPFVRAKRSGQALPEYPMWRDGKPEPAPFRSPVTNPSNTSTRKAFYFGEPVQILRQEGDKAWIRYEGDEDGEPE
RVLLKHLTFR
>OLS50201.1 hypothetical protein BV379_19210 [Rhodovulum sulfidophilum]AB14
MKAEETINALKGLVQVNGLAAVDLDVPLSEHLTDPTDVEARIASWTGTGWIARQSGVRTIVSGAGDDTALGQPVSAEIVD
ASGVSRQLRRVVDGWNITTVKETAGTSHLAETVRHVALDHRIVVYRRYWSLPDDGAAEVVAWRFVGFEEFKS
>OLS50202.1 hypothetical protein BV379_19215 [Rhodovulum sulfidophilum]AB14
MTSERFFHVRRFTLEAASPAVISSGGDDPLFDNLLARDANGLPMIPATTLAGALRARLEEADARRVFGFQERESGQRSAL
TFTDALAHWEDDRPRDGWAVLPGSDAIVALLTRESPVTRQHVRLNANGVPDGEGKFERSAVPRGTRFTFEISCWGDDADL
KRIAAMVRKGLSLGGAKRSGYGAFLCIAEGQQSFDLKNPSEGAGYRNYASAPLGASAGFVMDPAAQEESGPTGWVIDGKI
EGPLLVGAPRSDGRGGRRPYGEISIDWQSKPAMVKHAEAVLPGSAVKGPLRHRVLFHLTRCGVGSAQDIVEDVFGAAAAG
PRGGAGKLRFHDGQISGGTVIPVAHVSLDRFTGGARDKSGALFTDDMIWSPRLEIRIDRLEALSPEAENAFALALEDLKA
GLLGLGAEWGEGAGVFGFETCTIKVPEDGAAIP
>OLS50203.1 hypothetical protein BV379_19220 [Rhodovulum sulfidophilum]AB14
MSVLGVVVTLRDPVVIPAQAATATRPQSLSYIPGATLLGIAAGRLYGELATQDAFAAFHAGAVRFGDAFALADSGHICLP
VPISLHEPKTRGDKAPSATDERVRDFAAAERGQDFVQIRGRDCVMDGCARFHELGREASMRTAIAAETGLADEGQLYGYE
ALSAGQRFRARLDGDVALLARIGKALKGDHFIGRSRTAEFGRVRIEIEEASYWQLASGAAARGRRFVWLLSDAWFFDRYG
FPTARPDADMFCPGCAIDWAHSFIRTRRVAPYNTAWRARAEERTLVTRGSVITLENCSLVPGLQSFGMGQERGLGMAFVS
SHPIGEVLCTDAGAVTPPAPACPPLPAPTAFTNWLKGKQAGIQSRATAAATSDDDLQTLRGLYRRARHIAGEPVGPTASQ
WSGLATFLASDIQTGSLLGTREDRDSRLWGARYGLGEGDTGTFRDFVTTILKAKDGRTRLRLLAQKARRAIEEEEWLDPQ
RDERGAVNDQ
>OLS50204.1 hypothetical protein BV379_19225 [Rhodovulum sulfidophilum]AB14
MTVILKLRILSYWRAGTGRNRPGALDALCQRDHDGLPMIPGKHLKGLLRDAVRWAHGVGWTPSLDETTLFGGLDAQADDG
LNGTRGGCIRVDSALLPDAERAVLRENPDLIALLFDTRRSTAIGPNGTAEPGSLRFEEVAVPMTLEARLCAVGAVPDGWE
SELEKALTLVRAVGAQRTRGLGRCILTLEKRGAA
>OLS50205.1 hypothetical protein BV379_19230 [Rhodovulum sulfidophilum]AB14
MRSAFLFEIAGIQSYVFATGKLRDASGASELISSLAHEDLSDGLVSEAGLFAETIRAASLTGKIRVFRCAGGVVDFTCDT
GQTHALYRFRALWRLALSLSAPGLAFRDAVSEGADDAAARGAARRAILQAPPPAHADAPPSVPIVRPAALTDAAPAIWRT
ANRADGRCRITGDYACAPTLAKRTHLDQGSDDLARLFTAGDAGNYDWPLTFEPDPGRPQDPVFPFPGKVKRVALVHIDGN
GVGRFFAGLQGKLSDVRPVSAALAQATKDAAAEAMIAVLKASVPPPGGGKPVVPARPILLGGDDLTVLLRADLALDFARG
FSAAFERKTEELFGQIEGLQGHEGLTAKTGIVFMGPKQPFVQAYELCEDLAKEARAETQSRVSFWRLTGAMIPRDADEIK
ALTSRDGMTFWRKSWAWDEFAKLEDLVEVMSSDEIGRGPLRRVPELAQAGRTGSGPAPEEVYRRALNVLRNRAPAIHAGF
LNAMRELGVDHAETRFDADGYVPLLDAHVLGKLAEDQAA
>OLS50206.1 CRISPR-associated endonuclease Cas2 [Rhodovulum sulfidophilum]AB14
MSRGEMLTVFSYDVSSDKRRRKIARLLEDAATRVQYSVFETRMSRARAEALCQRLAAHLGEGDSLRLYVIGHDGEQRSRV
FGDGAPFESDEGYWLF
>OLS50207.1 CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]AB14
MPLSPKYDLWQSLLSLRRLDRAWEKVRANAGAAGGDGVTVAVFQAGAGPRLGRLRLALKRRDWRPLPYRMVDIPKKKGGH
RRLMIPSVADRVVHTALAMVLTPVLDPMFEEASYAYRPGRSVQQAVREIGRLRDAGYWHVIEADIVGYFDAVAHGPLLDK
LAAALDGWPGAEDILDLVALILEDQGQETGRMGRGLAQGSALSPLLANLYLDELDARIDGRGVRIVRFADDFIVLCKKRE
TAEDALREVAEVMGELGLELHEDGTRVLDFDRGFEFLGQLFVRSLTLPQPNDPEEEVVDLLRQLGTEDMRQTESREAERK
AGYDRGARVLYLTVPGRRLGMANLSFCVTGEGGRELGAIAHRRVDRIELGPGTAADSPVIEHALATETDLAFVNRFGETL
GVLTARPGQSARLHLAQASAALDSGLAAGFARALTEARIRNQRTQLFRLNRTRDDAEVVAALARMQRQLRKLADLAEVAE
IRGIEGACGAEYWPALGRLCEDARQPFRRQRPAEDPLNAAINYLSAILERDTRAAVLAAGLHPGFGLLHRPQDRAEACVY
DLMEPFRAPLTEGLAVFLFNARRLRPQMFAGVGGGVRISTEGRRALIAGYETAVARRVNVPDRSHKLAWRPMMRRQAQDL
AQALRAGDPALFRPYRMEA
>OLS50208.1 hypothetical protein BV379_19245 [Rhodovulum sulfidophilum]AB14
MIRRLPILVALVPGETPASFASRLAWANGLSFASEFCADQGFALQSLADGEERALSILAQLGGVDRAKLLRGLVTKTSTG
QYLVAGQLIEKRWITRRRLRFCPKCVAEDIAASAVGGAAQRCVWHIPSIRACPQHGCRLHEDDSYSHSRGPHDFAGRIRD
LGLEPEQLEQLVVPQAPTGLESYLARRMAGERQDRWLDDLGFGAVALGAEILGIVDLFGVGAKPKFLSEGDKSQAGARGF
EILSRGERGLRDLLEAIHRDAGSPVSLSRRHYGCLFNWLEQSHADQYEPLRTIVRDFMAETYPIGEGDMLFGKPCAARRV
YSVEALRRDLGLGYRQTLELLQANGFLTSGGDAGKSALLDARALKPIVERFTGAICQVAAQRRVNAPRAQFDALVAGGIL
SPIAGSPVGRPYYDEGQLDAFLASIKPRVELGDGDCGAERLVGIQTTCRKAVAGAADVVRLIQKGALKTVAKSSKQSGYL
SVRLDPQEVAEALRLLKPEGYLRSTLARYLGINESAVRYLVETGYLTQVRARHPLSRKSIKVVTYESVDHFLERYVPCKH
LAEFEGEGTRSVGDQLEAIGLKPLALSPAGKGRVFLRADVSCGREEREKGPRFRHHDEIAWPDL
>OLS50209.1 hypothetical protein BV379_19250 [Rhodovulum sulfidophilum]AB14
MTRISREKVSHIVADLESRFIAHDAYRDLQDQIDDILYRRKAHMAAGRMPAERGIVVIGNAGAGKTVSTKHALEQHPKIS
YGSPLREALTVRLETGATIKGVGVDTLDAFGYESKSERNAHSIWQQVMRQARAHKTLFFHFDEAQHILRSKSKHDLDQVM
LVWKSCLEYATWPVSLILSGTCELLDLINRDDQLKRRFEPVHFAPMTYAAHGHEVVGVLEAYLSAAKLGRGQSFQAASSV
QRLLHASRYEFGLTTRLIIEAIKIALLEGSASVEQAHFATAYRKQKGCVDALNPFIVENFRAINTGQLLGGADLEAPPVK
TRGAA
>OLS50210.1 hypothetical protein BV379_19255 [Rhodovulum sulfidophilum]AB14
MNEIIRLEPYSQIRHGGKASLVVDQGPLGVTVTREADGKIAFDELTYDEINDGLKTGHIVVLDGYHSEEAARQRTKFGEQ
VVSQLPRKQRGKVFFRQTWCDFFLDAEAREEIGRDWRDVDAWILKVSPQIARHIPQPEGPAQKRKYCGKKRSRNEIDPPS
SSALLRWVRKYQDAGRSVLALIDKRHLAGRTKVKFGPESAALLRKCADRYASFKRPSKKSVIRQTKRAFRLANAFRVDRG
LPALEVPSESTIYREINRLEPYYVMCQRQGLEASNRHFAIIGEGLNVLRPGERLEVDEWKVDLITFFAEAGVFGHLTEEQ
IKTLPKGRRWIYVVIDVRTRLILSVKVCAAPNTEDAIAALDLATRDKTELAKLFGCKLPYWPGTGFETVASDQGVAFANF
DFRAAVTDLRGTVMFPPAGVPKLRGHVERCFRTFGVELMQCLSARTYSNIVEKGDFEPEDYAALADDELTRILVRFVVDV
YNNKPHGGLGGQTPLNCWRELCSTVGKPRQPGRFERLGAFGRKYTRTISGRGVRFAGIFYTCQAVEDYFLSNPDLEVEIR
VDHEDLGLIEVHLDGVWVVARTRAKGFDGLSLDLWTEACTNLRRRFEAEAELTQDVIDQALADFSEEDRAASQRLGISAL
APTRADVERNRDQLWLGLDVVAGHSPAVSRKKRGLLSGVIPKAETALPAPLTVLPSEEDVVSAPSSQRPRWRMEEGE
>OLS50211.1 hypothetical protein BV379_19260 [Rhodovulum sulfidophilum]AB14
MEKESFVAPRASRSTRNLSERSKARTYVETGAFRPYGGESQKVKFDSLGEFDAFVTTTAIYRVADMVEQPSAIEYVDAEG
RPRRKVIDQLYTFADGTKVAAEVKPAARAKAQNLEEQLSFVAAAMPPEFAETLVLITEENYDQWEALNARRLLAYRREDD
PEAASIIAGLAAELELPVTIRELIARAAIGGRAWPEVFKAIYAGVLRPLEDGIIDLEMLVEGASK
>OLS50212.1 hypothetical protein BV379_19265 [Rhodovulum sulfidophilum]AB14
MDANKMRQQIVKLHLGVSGTTITEFAESIGYSRPAVSNVLAGRKRSPRIEAAIAERTGFRADDLWPAPGVRKTGGQT
>OLS50213.1 hypothetical protein BV379_19275 [Rhodovulum sulfidophilum]AB14
MTASEARPDGAALAAAGLAVLMWGAVPVGTRYLVAPGGEALPPTLLVALRMVISTVVLLPVLLRARPWAWPSEDKRLAAL
SAGLGIVGYNLPVTLGQVEASAGVTALVIATEPLWILLLWSLKRREQPSPAQVVGALSGLTGVILLVAPSFAGFGSGRGV
AWVFLGAFFWSAYSVVVVPLVQKYGASAVSATTVSIGSLPLTILAIPEAHGMARISGSGALVILLLALGSTVVASLAWNS
AVSRLPGPVSGQFLFGIPLVGVVAGHVLLSEAFFANTWFAVGFIAFGLWVSRHRSRSQGSYTTS
>OLS50214.1 hypothetical protein BV379_19280 [Rhodovulum sulfidophilum]AB14
MDRIFSSSPWEKRSGYARAVAGKDIICIAATAATDEAGKVLCKGDLEGQTRVILEKMSGILDQAGSDMEHVLHTRLYITD
ISSAAEAGRAHAEAFSAAPPAMSLVHVLPFVDPDMLVEIELMAERRR
>OLS50215.1 hypothetical protein BV379_19285 [Rhodovulum sulfidophilum]AB14
MPFDKPLLSALTALGFTQYEAKAYCALQSGGPGNGNEVAKVSGVPPSKVYETLARLLEKGAVLKTQQEPVRYMARPWQEV
ASKLLQHLGSAAKTVETELGKLQHPESPKAIWTLPSRDAVLETARSFITDADVNIFASIWDDEIAELSPELEAAARRGVQ
VHVAVYGQTRLSSARGYDLTACGRSAMERLAGRRLMTLVAGTGQALVAELHPDGGVEAIRTNAPVIGLLVSEYVKADVLG
RLLIDDMGDARFEHLRRDPGLIEELLRG
>OLS50216.1 hypothetical protein BV379_19290 [Rhodovulum sulfidophilum]AB14
MRMPNEIDWERVRVILDQLYEATENLEDLFPGRKFTLDGHLVGSVGEVVASYMFGLNLNPASTKGHDAVSSSGRPVEIKL
TQGKSVAIRHRPEHLLVLCRPKGSKISVVFNGPGAIAWEAAGSMQKNGQRSIGIKKLAELDALLDDAARLPLLRQVPV
>OLS50217.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB14
MDLTYWLIFSGTVIGVSLIPGPSTFIAFAHGASHGWLRSLATACGNASASTLQAIAASAGLGLILTSSALLFAIVKYAGA
LYLIYVGIQLWRSAARRVSLGNAEVASAGSIRKLYSGGFAVAVSNPKAIAFFTALFPQFLSPDGNDIGQLMGMVLVVCGS
AFAVAAAYGGLGAYVRGLELSRLVMTRVYKTTGGLFVASGVGLAASRA
>OLS50218.1 hypothetical protein BV379_19300 [Rhodovulum sulfidophilum]AB14
MLAYPIDLTPDDNGTFLVTCPDLPEVTSFSDTEAEALRVANGAISEALASRLSGFEDIPRPSQGLRRAAVPLQLQIKILL
FWALSDAGKSRADLVRELGWHRPQVDRLFDPNHATRLEQYDAAFAALGQAPGFALEAAA
>OLS50219.1 addiction module toxin, HicA family [Rhodovulum sulfidophilum]AB14
MNSKELEKLLRSKGCTFETHKGGSGHKTVRLGDRKSQIPMHGGRKELGTGLVNKILKDLGLT
>OLS50220.1 RNA-binding protein [Rhodovulum sulfidophilum]AB14
MATLHLPLKGAYFDQIKSGEKIEEYRLVTPFWTKRLEGRAYDRIELAKGYPPKGDTSRRITRLWRGARKTTITHSHFGPD
PVEVYAIRVN
>OLS50221.1 hypothetical protein BV379_19315 [Rhodovulum sulfidophilum]AB14
MREEDGIEILIPMCIGAAIGGPAECTCNVPESRIETTERGRTEAEAQVLRLMDERDRRLYEQARNWRRNKLLRQRIEDLE
TQLAGKTN
>OLS50222.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB14
MGDTPQPIYFRPRDAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKA
>OLS50223.1 hypothetical protein BV379_19330 [Rhodovulum sulfidophilum]AB14
MMLDVFRTLWAIAGAFGFAALARIGWECGGRIIRALTDTDPLVNEATVRGGPRIRWFTDRTGQIVHIERVEGRDDG
>OLS50224.1 hypothetical protein BV379_19335 [Rhodovulum sulfidophilum]AB14
MPDRFTRLEERLSVRRAYWPGDLIQLLRDNRRRAARSTLRPMEGAMTDMSQGYRIKPLVWGEWAHVMSCHTWNELFAMRT
AKSVLGPYYIGRKRILSRRGFGEHMSDDWWVEAPRQNCLLGPFKNDIEARTAAQADYEARIAPAIEPTGEMARLREENER
LREGRYDA
>OLS50225.1 hypothetical protein BV379_19340 [Rhodovulum sulfidophilum]AB14
MAEILTRSFGRFNAEVTPAEARLIIRDDCKDMIRLFGRDLVRSSLLGGSWAPDIKRALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLTNDPRRAERLLLGNPEAGQPPVEPRICPGCGELVTEGQGCGGGICWASAAFPKPVEAPADKAFREAVAE
LVDCAMKEGKPDA
>OLS50226.1 hypothetical protein BV379_19345 [Rhodovulum sulfidophilum]AB14
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPP
TNAPAEARPDERTAWPDLPEATRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>OLS50227.1 hypothetical protein BV379_19350 [Rhodovulum sulfidophilum]AB14
MSIMDSIALPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWIEAAI
RLCPFD
>OLS50228.1 hypothetical protein BV379_19355 [Rhodovulum sulfidophilum]AB14
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKLLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>OLS50229.1 hypothetical protein BV379_19360 [Rhodovulum sulfidophilum]AB14
MPEQIDSTSDGRTTNNAVRHKYRALTDAEKTQMQDVKDMGAVFIAKLHEIGGTDPEGDRFGSRDLSLANTHAEDAVMRAC
RHITA
>OLS50230.1 hypothetical protein BV379_19365 [Rhodovulum sulfidophilum]AB14
MKTILTTVSALALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSRAPGCVYYAAPTGNDRDRAASDDGEGS
GEGEGGESSDP
>OLS50231.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MEREAITMLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLEVPFSSLFSEPEDHDLD
NEIMEAIRCLPTSERSRILAVVRAFSVDV
>OLS50232.1 hypothetical protein BV379_19375 [Rhodovulum sulfidophilum]AB14
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS50233.1 hypothetical protein BV379_19380 [Rhodovulum sulfidophilum]AB14
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLALAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>OLS50234.1 hypothetical protein BV379_19385 [Rhodovulum sulfidophilum]AB14
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>OLS50235.1 hypothetical protein BV379_19395, partial [Rhodovulum sulfidophilum]AB14
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPDDPGSAPGGGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCI
HFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEECRLRERFDRLDALPEAER
AEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFS
TVAAEGMSPVAELRVQPEHLRGDL
>OLS50236.1 hypothetical protein BV379_19400, partial [Rhodovulum sulfidophilum]AB14
LGSVKGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAFWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPP
AGVEHLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>OLS50237.1 hypothetical protein BV379_19405 [Rhodovulum sulfidophilum]AB14
MTDDPLDRVRATFAAAEDVDMGDIPAPDDAPNDPGDAPGDGADPPHPPDGTAAKDPLGPIRAAAGQPLNDYGNGQRFCIH
FGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVKVLEPTKSEKKVIAEERRLRERFDRLDALPEAERA
EDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFST
VAAEGMSPVAELRVQRKHLRGDLSICAAICCRRSCRSPMTAPRKPRAGTPSSRRSCPTPPCATSSSAGWGSR
>OLS50238.1 hypothetical protein BV379_19410 [Rhodovulum sulfidophilum]AB14
MPVAYDRTAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANGKSVLVDTIARVLGPYAATARIES
LTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHSDFLDFLPYFKLTMSGNHKPEIRG
TDDGIWRRVLLVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTE
SAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSFIPAKRDATGYRGLRFTDEFAAR
MADRRDHGGAGAPVDEPF
>OLS50239.1 hypothetical protein BV379_19415 [Rhodovulum sulfidophilum]AB14
MEEILRARLRADPGVAALAGERVNWGAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARAT
IACLNGLSESVIRGLWLDSQRRDRAADPDDKTWLYRVSMDFSATWRER
>OLS50240.1 hypothetical protein BV379_19420 [Rhodovulum sulfidophilum]AB14
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEGTHLQSPGRYKQFLPGLKEQTPCEADLNWVPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>OLS50241.1 hypothetical protein BV379_00020 [Rhodovulum sulfidophilum]AB14
MALVLLAGMLVLELAFALMGGTLLGMGGSPDGPDLPEMDLPDPGALGLDPGIDPGEFELADPDGFSGASPADGGTGALGG
VAALLGLGKMPLMIWLASVFMAFGVAGIAIQTAAYGLWAGLLPGGLVAIPSAALAILFTRSFGAVFARLLPRTETQSVRA
RHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPTGSFRLISLDN
>OLS50242.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQISPERF
QLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVRAPVD
GYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNAASDD
LGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGIELAAGMTASVSVVTR
>OLS50243.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>OLS50244.1 PAN domain-containing protein [Rhodovulum sulfidophilum]AB14
MALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFNARSNACF
PKARAEAPTPYAGAVSARIVATDPATLAAAPTRAAELDFLRDRDLAGARAQAGKLPQNHPVDGATLDELRRAAASARAAN
RPAEARRFLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGPPALRARALDVMAGALEDLGR
GRDMIPALRLAQDLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDPGLAVTAE
DRRLCVEGLSHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSGRLDLTLY
RMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLDEALAGQPAGVYALSAAIPGEDP
YEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTRGRAGAAP
AMLTAEEGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSR
PDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASAKVLVEDFLPERIDFELGLPEAPIDPAAPPL
LSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMALIVGAGRTDAAGRAQIGLTLPALKAEGKPV
EAWITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIVLGADGQPENTPLHWALNRVETRYQWYR
VDGDWKWEPITSRERISEGETRPENGRASIAVPVRWGRYELVAERREGAWAEAAVAFDAGWYAPADATTTPDMLELSLDK
PAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGHNPARALG
LAHATVDPGPHRLAAAFEVPAEAEPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQRKLGMGL
RDVYGRLIDGLNGAMGTVRSGGDATAGIRRQAPPPTEELVALFSGPVTVGADGIAHARLDIPAFNGTLRLMAVAWSPTGV
GQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELAQGGKTALSIPIA
AGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGPVARLDAA
GLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDFWLDAYVT
DFLSRARAQGVAVPDRAFGMALDNLRNRVNYAPDFDSGGEDIAYALMVLAREGRAAMADLRYYADTRAGAFATPLAAGQL
GAALAAYGDPTRADRMFARAARMMAGRMGRDEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAATDRPLST
QEASWMLLATHELIDRPGTGGEGFTLNGAPLTGSLVRLLAPGDAPAVLGNDSGRPETLTVTSFGVPEVPEPAGGNGYAIS
RRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEVRHSEARQ
DRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>OLS50245.1 hypothetical protein BV379_00340 [Rhodovulum sulfidophilum]AB14
MLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEYQ
VFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWDT
HNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTDT
ESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILGH
ESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>OLS50246.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB14
MSHDGERSISIISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLV
FDIDEMTWPHMGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFS
YWTWGRFPTKANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAP
FYCRSAIRTKVFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>OLS50247.1 dienelactone hydrolase [Rhodovulum sulfidophilum]AB14
MLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPVVLLSHGHNGGP
LSHRELASQLARAGFIVIAPAHKGDTAGQPPRASQDRILKNRPAQAIAALDAALRNERLAPHADPARIGMIGYSAGGYTG
LILAGAKPDFDHAAAYCAKEGRDDTGSCGEARFIGISEKLATWSAPSEPRLKALVLLDPLAVMFDAPGLADVGNPVLLFR
PQEDIYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPEDITAEAAMVCNDPPGIDRPAIHRSLEDDVIAFLNETL
>OLS50248.1 terminase [Rhodovulum sulfidophilum]AB14
MPEGPNAGKPVSLAPFQRQFIEGAMAPETAAAVLSIGRGNGKSAITAGLALGGLVGVWDRQPRREIVAAARTRDQGRIIW
DFVSGFAASLPLELQRRLIYRRAPRLEIEFEGDGGGHVLRVIAADGKSALGGAPTMAILDERGHWALDRGDELEHAILSG
LGKRNGRAFLISTSARDDTHSFSRWIDDPVPGSYVQEHRPPPALPADDRDSLLIANPGAPHGIGSSLDWLEGQARRSIAR
GGSTLANFRLYNRNERVSGETLDMLITPDEWLNCETDTLPPREGGVVIGIDLGGSASMTAAAFYWPATGRLEAMGTFPSA
PSLLDRGQSDGVAGRYVEMRERGELTTLGDRTVPVAAWLTEVMSRIEGETVLALTGDRYKGAELGEAIARAGIRAPVVWR
GQGFRDGGEDCERFRRAAFEGRVKARPSLLLRSAFADAVCKRDDANNLKLTKARAPGRIDAASASVLAVAQGARISAQPK
AKVRFHFL
>OLS50249.1 amidohydrolase [Rhodovulum sulfidophilum]AB14
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAADAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>OLS50250.1 hypothetical protein BV379_00995 [Rhodovulum sulfidophilum]AB14
MTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAEF
HLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHGG
>OLS50251.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB14
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHSLGRALGARRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFMRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>OLS50252.1 hypothetical protein BV379_01105 [Rhodovulum sulfidophilum]AB14
MDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEAFRK
IQEGVDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLEAEL
LTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSIQPI
TLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>OLS50253.1 murein transglycosylase [Rhodovulum sulfidophilum]AB14
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGIYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
SLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>OLS50254.1 preprotein translocase subunit Tim44 [Rhodovulum sulfidophilum]AB14
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>OLS50255.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB14
MSAEEFSDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVIAI
IGEEQAPGLRVTLIESDQRKATFLRTVIRELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLASGGVAL
FPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>OLS50256.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB14
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDALARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>OLS50257.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB14
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTELFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVTVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>OLS50258.1 threonine dehydratase [Rhodovulum sulfidophilum]AB14
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAAAEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLCAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>OLS50259.1 hypothetical protein BV379_01365 [Rhodovulum sulfidophilum]AB14
MDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRYH
IDRRNPDSRYHLSVGISYPNEADIETAKALGMKPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVID
IFP
>OLS50260.1 hypothetical protein BV379_01375 [Rhodovulum sulfidophilum]AB14
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>OLS50261.1 ferrochelatase [Rhodovulum sulfidophilum]AB14
MTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQLVVLTKRPFASGENY
RSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKILFFPLYPQYSGTTSAT
ACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLTEGDPYHCHCLKTTRL
LKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINEEICESFEEAGGEKFT
YIPCLNDDDAHIRALSEIVKVNLRGWAD
>OLS50262.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB14
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>OLS50263.1 bifunctional ornithine acetyltransferase/N-acetylglutamate synthase [Rhodovulum sulfidophilum]AB14
MRSQIVTLSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAGEAGVRYRGRPDVMLARLAPGTTIAGVFTRSATRSAPVL
DCEAKLAATPAPEAGAAIVVNSGNSNAFTGASGAEAVKAISTGLAEAAGVPEARVFTASTGVIGEPLPHERITAVLGDLT
ERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDE
TFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALRGVMLDLAQQVVKDGEGATKFVEVAVTGAASPGDA
RKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRV
DLGLGKGSSTVWTCDFTKRYIEINADYRS
>OLS50264.1 hypothetical protein BV379_01475 [Rhodovulum sulfidophilum]AB14
MPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARLLLDRFRDFNGVLSA
PVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLFLDRKNVLIADEEQA
SGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLIVGKARDLSFRSEGY
L
>OLS50265.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>OLS50266.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB14
MAKPTKSTGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLARRLRRAARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRK
ALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>OLS50267.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>OLS50268.1 choline/ethanolamine kinase--aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB14
MKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVRATDGSGDWFVKIPGNGTEMFIDRKAAFEASQK
AAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADLGA
PRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQELE
LIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>OLS50269.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB14
MTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLARSWTVSEDGREYSFALR
EDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLKLRLKDAYYPTLQELALPRPFRFIAPSQFV
DGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPGFAGVTVKVIPDPNTRAIALRTGQIDMVYGIDGPLSPDT
FAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADTLFAPNVPYADIGLEPY
RFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVSLIGEEESSIYARQRDG
RFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYRDLLTRFHEAAVYLPLT
HLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>OLS50270.1 hypothetical protein BV379_01880 [Rhodovulum sulfidophilum]AB14
MIWAGLLVLMLLAAWPLAEALRRPMAARARSEAPGEIAALPRGRTHLVWEGPAEGPVVVLLHGLTIGSHMLDRLAGGLAA
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGDLTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADMAVRLPGVGDWLMAVIGAVVLRRMARAADRAYGLPGTLIAAQGAETRYRGFLPAVLSSMRHMLAEDLSEAHR
RLAEAGVPVLAIWGGQDEVIAAGAGAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>OLS50271.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB14
MPENIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLVEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>OLS50272.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSASVGPGTGWQPHHLVARDASGIFAVAPLYAKSHSQGEY
VFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSVHVTFCTEAEAEAGRE
IGLLHRVTQQFHWENRDYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDAFWRFYQDTGARKWGM
PYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYRAIDFAIAHGLDTVEA
GAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEEEQQ
>OLS50273.1 hypothetical protein BV379_02000 [Rhodovulum sulfidophilum]AB14
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>OLS50274.1 SsrA-binding protein [Rhodovulum sulfidophilum]AB14
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>OLS50275.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB14
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>OLS50276.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB14
MPDATEAGGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLSEAAEDVDLVLLDAYGVLNVGETPIPGAAARIAALRAAG
KRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLETLAGDTRHWGIMLGDAHGNEDLGDLGVSFLGDDPGTYA
RVDGFLLIGASGWSEARQSLLARALATRPRPVFCGNPDLVAPREAGLSLEPGYWAHRLADATGQAPAFCGKPFPSVFDLA
RLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMASI
>OLS50277.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MFDTTFRGLAAASAIAMIAGAAQAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPF
IEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDS
MEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPE
EVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPE
GLAAE
>OLS50278.1 glutathione-dependent reductase [Rhodovulum sulfidophilum]AB14
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>OLS50279.1 hypothetical protein BV379_02185 [Rhodovulum sulfidophilum]AB14
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRSRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>OLS50280.1 ribonuclease III [Rhodovulum sulfidophilum]AB14
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>OLS50281.1 hypothetical protein BV379_02300 [Rhodovulum sulfidophilum]AB14
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSVAAVWIAPGFGRVALSCAERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMDRRHPGTTTLFLDANFPFFDGFPLLPHLSHDDGEKADLAFYYADPSGYRPGAVRSYIGYFA
FEQGPTDCPSAWPTLRWDFTALQPLWRDFRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>OLS50282.1 hypothetical protein BV379_02410 [Rhodovulum sulfidophilum]AB14
MRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRAAALGFTRYLKGNVLDYRVTNPKD
LPKDPDLACSPGNLPAILAMAEEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLYCFGLNQDGSAKHPLYLRNDAPLL
PF
>OLS50283.1 hypothetical protein BV379_02430 [Rhodovulum sulfidophilum]AB14
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADHAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>OLS50284.1 hypothetical protein BV379_02445 [Rhodovulum sulfidophilum]AB14
MRIRAALRLLAVLLPLPAAAEPSCTPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFAMN
AGMYHPDRRPVGLYLENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAAVIETRAYLADPPDCRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPIVG
AVVPAGD
>OLS50285.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB14
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>OLS50286.1 peptidase M16 [Rhodovulum sulfidophilum]AB14
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>OLS50287.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB14
MTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATW
IFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETG
LPLGTIKSRIRLALDRLRHEMT
>OLS50288.1 peptidase S41 [Rhodovulum sulfidophilum]AB14
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>OLS50289.1 peptidase M23 [Rhodovulum sulfidophilum]AB14
MAGLPGPFSSGPALAASASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQT
IAAVLDARREEIARLVGVLAGIERNPETVVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAAD
DLAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLP
VEGTLLRGFDEADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLP
GGAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>OLS50290.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB14
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>OLS50291.1 mechanosensitive ion channel protein [Rhodovulum sulfidophilum]AB14
MLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLRRLRIILLVILAWI
TVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAAVLDSLRLGMGDLH
LSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGFDLTGLAVLSGAIG
VGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLITSQVVNWSHSNEF
VRLDIFFGISYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTNVRGAVFLALWDAF
KANGVTIPFPQREVTVLPGSRLAAGPLPDTVSDAPLPEKEP
>OLS50292.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB14
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEETGRTAPYYHAISHSTVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQDKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISSEAFPG
>OLS50293.1 aldolase [Rhodovulum sulfidophilum]AB14
MAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVD
SADEARRVVRACRFAPVGRRALPGPLPVADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDL
ADGMGLRGRVGHPGIQAAFGRIAAAARARGLAFGAMGLPPELVESHALALGASILVATNETNLIVEGGAALLAALRGPTG
S
>OLS50294.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB14
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQAAGGDCDCHCGCGGSGTAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVQNIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILNAAEARGLDLPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGSAVLVVAEGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>OLS50295.1 2-methylcitrate dehydratase [Rhodovulum sulfidophilum]AB14
MELHLLRMHKSAEALAREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>OLS50296.1 hypothetical protein BV379_03110 [Rhodovulum sulfidophilum]AB14
MVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYSGGRSGPIELRLVRDGIWLRVDVRDYGRAMP
GESLPDAEKTNADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQNRLRFTVPLNEDC
>OLS50297.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB14
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LVFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARV
PG
>OLS50298.1 EamA family transporter [Rhodovulum sulfidophilum]AB14
MGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAFLGMGLLNNVIPF
SLIVAGQHSIGSGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGSNALAQLAVLGGA
LSYACAAVFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTALAYLLYFRILAR
AGATSLSLVTFLIPVSAILLGGLVLGERLVPTDFAGMACIALGLAAVDGRLFRR
>OLS50299.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQAPGPLTLDDLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPARTAEGPEQD
>OLS50300.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB14
MLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDALRATASLTEALEGAEAVLIVTPSATLR
EMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPTAATVAFPFAYADRLAPHD
SPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVDEMKVLAESLGGQRETVTG
LSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPMPICETVNAVLHEGADLER
SFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>OLS50301.1 hypothetical protein BV379_03365 [Rhodovulum sulfidophilum]AB14
MGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQATEMARAGGIGLAE
SIFESLKERMDDPD
>OLS50302.1 flagellar biosynthesis regulator FlhF [Rhodovulum sulfidophilum]AB14
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRCAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>OLS50303.1 histidine kinase [Rhodovulum sulfidophilum]AB14
MRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLSLRESGM
VAETNLVADMFEAQIRRDDPLERLASNSLDVDAMLNGLELAQGAEVFVFDTAGNLVGHARGLVRTDLPVEEYEGDSWITV
ITDALYRAWLGWVSLFGREEGNDAEGDPQRRLTDQVAITLTDGQQVATGVDSSGHTTFSVTAQILRDRQVVGVVAMVSAS
GEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDEIGRLSG
ALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASRLDSE
LVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRVWARKRD
NRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQLGARFVV
GLPI
>OLS50304.1 transcription termination/antitermination factor NusG [Rhodovulum sulfidophilum]AB14
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>OLS50305.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB14
MNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRVST
PGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>OLS50306.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPMGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGWLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>OLS50307.1 phosphoglycerate mutase [Rhodovulum sulfidophilum]AB14
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>OLS50308.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB14
MNRASETSESVKASPAFSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVARNRAKR
RLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHANRS
>OLS50309.1 hypothetical protein BV379_04030 [Rhodovulum sulfidophilum]AB14
MAKEIKAAEKAVSTARDAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRRE
AEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRR
HHKDRVIAGVRVWEEKEAY
>OLS50310.1 hypothetical protein BV379_04250 [Rhodovulum sulfidophilum]AB14
MTKALILVDVQNEYFDGGKLPLPDMDEALTHIEALLTCFRSNRAPIFHIQHFALTADGPFTLGSPGAELHDRVKPQLTMQ
PPEVVIPKYYTNAFRMTWLAAALQGSGVSEVVVVGAMVQNCIDATVRGADDFGFKVTVASDACAAAPITLKDGRVIEAAT
VHDLFLEALNNVADVLPTTEVIAVIEQERDPAADHVSWGG
>OLS50311.1 hypothetical protein BV379_04445 [Rhodovulum sulfidophilum]AB14
MVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYA
EDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>OLS50312.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MPVIPALMTERLALRGPEPRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASGRTVGMVG
LWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYQGEVSHETYGAI
GVYRHPAPEACR
>OLS50313.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>OLS50314.1 trypsin [Rhodovulum sulfidophilum]AB14
MVALAAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLPLAGLEFR
AGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAIRLPGLVPFGIASQPGRGDAVGVVSYARDRSDVA
SLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAELGSRQVALGTVIHDGLEVLRTRLAPDAPLG
ATPRFGSGTAPSAGAKFLRP
>OLS50315.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKGLVAETGMGLLLITHDLAVISGLADRLAVMRAGEIAEEGPTATVLTARRHPYTSALVAASAHS
PATVPPPPGPPLLEVRDAVRTYPGPRRGLIGRSPPQRAVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTAIRTGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>OLS50316.1 transporter [Rhodovulum sulfidophilum]AB14
MLGNQPIAFILLALTVGTFIGRFRFKGISLGSTAGTLLVGVVLSMIAEAAFGITYSIPGILSSFMLLLFMYALGLKVGPQ
FFSGLRRGGLAFVGIGVMVWSLNWVICYFGAAMAGLAPGYATGLISGSYTITAILGVGQSALDSGAFTPPDGISAAEVGA
NMAAAYAISYVLSSVGIILLIRYLPRLFGRDATVDAKQAEAEYSGGSTDPVPGAPGALVMNFSPYDLRAFTVTHESLLGR
SVAELAADFPEAPILRLVRDGVIVNLEDNPTIAPGDIVTVRANVHDLILEDGELIGPESDEPLARNIPMEVADIHIGSHA
ISGKTLAELDTQAHGGVEVQAHFRAGNELPLGPNSDVRFGDVLRLTGPDAALKAVARQFGGRAILPSFKSEVLYLALAML
VGYLVGIATVRIAGIPFALGTSAGCILAGVAVSYFRSRNPEFGGPVHEGARSFLQDFGLNTFVAVLSANVGPKVISALGG
DTILWLALIGTAGALIPPLIAFWVGIKVFGLNSVISDGATTGGRNSTPGLNAIIEESGSSVAAVPYPVSYALTTVLALIG
GYFSMILS
>OLS50317.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB14
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLTAVCTPSAADLARLRDPAAPIVLVPGTGVLPEAVAPGMTRLGVMLPYTPLHHLLLEAVARPLV
MTSGNLSGAPQAVGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGVVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRLLTEYPLAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFREMMGDIEAGVPHPLISARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>OLS50318.1 hypothetical protein BV379_05570 [Rhodovulum sulfidophilum]AB14
MHDQSADLRAEALALAQKVHSAQVDKLGNPYIEHVCAVASAVAHLGPEFEIVGLLHDSLEDCAVRSLVSMDILIGLFGPD
IADAVTAMTKQPHEDYETQYLPRVMSHPIAAEVKRADVAHNRSRLHLLDSETRSRLEAKYRSFSERYRSDLNFIYR
>OLS50319.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB14
MAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGRA
HALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAAR
RGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAALA
RDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRDR
LSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMNV
CPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTDRIVADDRIPDRICDALKAVAPVTVT
RKSILPYPFACPSGVLQEGSRRSGMTEPTSAWGDAVAEQG
>OLS50320.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLDHTLDLLRLDPVVQ
KATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDDAAREVVMRSQLHK
FTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVAGSLSEWTRDAFVRHAAPVATEAAR
AINGSL
>OLS50321.1 hypothetical protein BV379_05645 [Rhodovulum sulfidophilum]AB14
MFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>OLS50322.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB14
MAAALERACPGEAPLVVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRGISHDTLVWQ
GWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALEATLAALTRGPRATLHGCLLQRARGRIRIGREPAAVAGLSC
APGSLWDGRWRLSGPEGAERQEALEIRALGAAGLAACPDWRAAGLPRTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNC
SFTAYLLSH
>OLS50323.1 hypothetical protein BV379_05765 [Rhodovulum sulfidophilum]AB14
MRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFTRHAL
VEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRITAPEQ
ANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSCIHEE
LAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPVEARPIVEDIVAELMAGES
>OLS50324.1 hypothetical protein BV379_05965 [Rhodovulum sulfidophilum]AB14
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYDNDHLHHRMIHSLETSSVGRSLGFEVGQ
ALAARGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLGALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILAGRF
STELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>OLS50325.1 hypothetical protein BV379_05975 [Rhodovulum sulfidophilum]AB14
MPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTAIV
GTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRSAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>OLS50326.1 Hly-III family protein [Rhodovulum sulfidophilum]AB14
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPTLVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRVVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>OLS50327.1 elongation factor 4 [Rhodovulum sulfidophilum]AB14
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>OLS50328.1 hypothetical protein BV379_06030 [Rhodovulum sulfidophilum]AB14
MQEHRTETRSAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFARLDISDPSRGS
HLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>OLS50329.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB14
MNGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGTNLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSAR
HISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITAKPSRVQEGYLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYS
GSEHWVENLQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQKIEALPNLIMLKPYDRYGKLDLPPGLYDQVEKSIDR
TSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGEFWNIDEAREKVFNQDIRWASSEGAPFDWVIGASFE
HFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLSAGLRQNWTESSYDGAYHGGSSIVYESRSRSEDFLT
GQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGATNDTVEVGFATAFADGALELNGALFASQVDNNHLLS
YDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRT
VQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLGLTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYG
GIARGRAVTVGLTHRF
>OLS50330.1 hypothetical protein BV379_06195 [Rhodovulum sulfidophilum]AB14
MPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLKGTASRSFTDKPDADL
PVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAVIHLLNRELAFH
DRDQPSQRHPLWFQAQALSIAGLFLECRTPSRVESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAGLSAPSLTRGFK
KLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKMNRKG
>OLS50331.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>OLS50332.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB14
MAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLVL
IGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQSTDL
KAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPLA
PGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPLA
RGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYYR
LTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSASLLADGPWGIGW
LRPQGLFGLDGLDPLVHAVVFSMGANALGFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQRI
LGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYSS
QLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMRL
TRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNARK
YCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSRSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQG
GAAFRVTLPRGCAEVA
>OLS50333.1 TIGR01244 family protein [Rhodovulum sulfidophilum]AB14
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MGALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>OLS50334.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB14
MGLALGLGAALTASAAPVDGKDARKLVFKPDGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRSKATLAA
ANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIK
GQGAASRALEACADQSGATDCRIAVEDR
>OLS50335.1 peptidase M48 [Rhodovulum sulfidophilum]AB14
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAVQSDPEADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>OLS50336.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVIMVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPGAAELKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGQVV
ERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>OLS50337.1 heme ABC exporter, ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB14
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLADRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>OLS50338.1 thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB14
MLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWCAPCRQEHPEL
ETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHPGPLTPAIVEA
EIRPLLDNPPTTSN
>OLS50339.1 hypothetical protein BV379_06575 [Rhodovulum sulfidophilum]AB14
MKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIE
QFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGSGRGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATI
LGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAEL
AEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEA
EAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>OLS50340.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB14
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEVNGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>OLS50341.1 aspartyl/glutamyl-tRNA amidotransferase subunit B [Rhodovulum sulfidophilum]AB14
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESATYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>OLS50342.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB14
MGNSARPRVTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDG
QLVCDTVFRLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVA
LARALAPRPKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYN
APVDRAAAAFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQR
ARFMGSESLVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDGRQI
>OLS50343.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MAQNCDSPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAGVSKGTLYVYFADKQDLFVALVAEQREK
MFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELGVRFYDAGALRTHTDLTDLLRREVAAGR
LDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAAYARPGARRED
>OLS50344.1 ribonuclease BN [Rhodovulum sulfidophilum]AB14
MFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQLSMASELLPAGAYEVVQRQVEALVGTSSS
TLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIMRIALAVALTAVLIFVALLAFSAVVLIPAVLAFVKLPAA
IELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWALGSVALAAYMRSFDRLNEVYGSLGAVVAL
LFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDETGTLNGKAPSSEAGRGAEEASGMT
>OLS50345.1 threonine transporter RhtB [Rhodovulum sulfidophilum]AB14
MGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIRW
AGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGGL
LVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>OLS50346.1 hypothetical protein BV379_07025 [Rhodovulum sulfidophilum]AB14
MLAAFAATTTATAPAPVAAGTAARQDGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSSNL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDAGPAEPIRAA
LASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDMVPADGTP
FALDRSALRITLLGRDRAIDIRGCDAAR
>OLS50347.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB14
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVEAWSPAPVPAEQFLTRISDGRSVFVAVTGSDAPITFIELEEDGHI
DCFYCSPEFVGRGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLVKRREFERNAVRIHNYLMEKTLR
>OLS50348.1 redoxin [Rhodovulum sulfidophilum]AB14
MLRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRALPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCPP
CLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDDKQIAHLPKWRDRSSALARGMGIMALPVTVILDPEGREIG
RLMGEADWNSPGAKALLGRLIEGS
>OLS50349.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB14
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAAAS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>OLS50350.1 cysteine synthase A [Rhodovulum sulfidophilum]AB14
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETDAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>OLS50351.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB14
MKQRARLLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMG
TQSEAVLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDH
TRWRQPLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALG
TLAGMGAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>OLS50352.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDVAR
LAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHAYT
LALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFPTF
EGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRDRA
AALRLVEEVDFDG
>OLS50353.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB14
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQLDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>OLS50354.1 hypothetical protein BV379_07735 [Rhodovulum sulfidophilum]AB14
MAVLTAVFLASGPHPAAATEAVLSAPGASEELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVLYARGYYGPE
VHVTLDGREAADLSPLSVPARIGRVEIRVASGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAKAGVDGWRAA
GHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPEALDRSAERLRRTGA
FRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGED
LSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFP
VSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFF
SGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTG
IGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>OLS50355.1 hypothetical protein BV379_07780 [Rhodovulum sulfidophilum]AB14
MTGAAAAAGLFASVAVFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGMLFIYPGP
RRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIVPGTELRHPAFGPDAAWP
CN
>OLS50356.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>OLS50357.1 hypothetical protein BV379_07815 [Rhodovulum sulfidophilum]AB14
MAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>OLS50358.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB14
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>OLS50359.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB14
MTPTALWRSIAATLRNEIAAGSYRPGDKLPSEADLARRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPDDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTDDPPED
>OLS50360.1 hypothetical protein BV379_08030 [Rhodovulum sulfidophilum]AB14
MSGHEVGPALSGAALDRLMPMHLWIDASGDVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQGGALKFT
LNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALRLNGARL
TAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSRDVIARV
GGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPPCDVLLQEADIALYESKRRGRGR
ATFYDDWQRRRHGPGDTAF
>OLS50361.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB14
MAQSGPAVPGQGQPSPIQNILQENRELIEKSSRRTIGPAIAALRDSGLPAARNVLEKWQDKALYQRKSDGLFFFAEKAGE
DSYRLIDIATGTDADAGTANRQDLDQLKPNSGVRALIGAALVPYQLTDPDPAVRSGALDAISRNGEAAHLGPLRGAIASE
TDPGLKARKERLERLLTIAYDPDPSARIAAIESFAGDLGVDVRAALNPLVATTRAVTTGAPPETENIARRLIPGSDALPE
AEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLEALNSDAARERAYAALADRGLVPPTATTEEVQAALEGHGF
YDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITFGVMGVINMAHGEFIMMGAYTGYVV
QQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQQLARNIFGTQARPLTSPGWLDGAL
HLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDPDRINMLTFGLGSGIAGVAGVAIGL
YAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAAQTYMILFIILFIQIRPRGIVALRG
RAAGD
>OLS50362.1 hypothetical protein BV379_08115 [Rhodovulum sulfidophilum]AB14
MLACGGLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRDAACAAEAAQY
RGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>OLS50363.1 hypothetical protein BV379_08125 [Rhodovulum sulfidophilum]AB14
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>OLS50364.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB14
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVRDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>OLS50365.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB14
MLDPAPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>OLS50366.1 nickel transporter [Rhodovulum sulfidophilum]AB14
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>OLS50367.1 hypothetical protein BV379_08255 [Rhodovulum sulfidophilum]AB14
MRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAVA
HVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAGTGADTGADTGGIIGAGQAEAASDGGNPSTFPLDAASGTAA
VGSSAVPLTAALGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>OLS50368.1 precorrin methylase [Rhodovulum sulfidophilum]AB14
MRVAGFGFRAAATEASLADALDRAGGPVGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRAATPTRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>OLS50369.1 damage-inducible protein DinB [Rhodovulum sulfidophilum]AB14
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>OLS50370.1 mechanosensitive ion channel protein MscS [Rhodovulum sulfidophilum]AB14
MAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPREIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSIMTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQQAPGPFLPRQSAEPQPEPLDDLGGDA
DGDGGDGPR
>OLS50371.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB14
MTKSTEKTHQTEVTLVPTDSIRVLNPRVRNPRTFADMVENIAKIGLKRPITITRRTGTDPQEYDLVCGQGRLEAFIELKQ
KAIPAIVIHADESDCLVMSLVENCARRQHRPIDLMREIGTLRERGYNDRQIGDKIGVSPDYVGMIAGLLERGEERLVTAV
ETGLLPLNLAIDISKTDAEGAQRALMDTYTQKKLRGKKLAAARRLIEQREARGKKIHPKQYGRDGRNRRPLTSEALVRAY
QKEADRQKLLIKKAELTQGRLLFICQAFRTLLEDDHFVTLLRAEGLETMPAYLQDSITEGAAP
>OLS50372.1 hypothetical protein BV379_08485 [Rhodovulum sulfidophilum]AB14
MAAALKWSLGDSRAGVKTVAAWTGANEKTVKNWFSGTYGPSGAHLIALARHSDEVLSTFLTMAGREDLMVAIKLAAAEEA
VEELLEAVRQLNRKKSGDRTI
>OLS50373.1 hypothetical protein BV379_08520 [Rhodovulum sulfidophilum]AB14
MHKPARPGLAVARRLAYGRVAVVMRTKDRAILLERAIDSVLQQTFTDWALVVVNDGGDPRPVQELLDSRKDQLQGRSLLI
NNPTSTGMENASNAGITASASEFIVIHDDDDAWAPTFLERCVDRLDGSPPEIGGVVTQTTVVIEDIEDGRVIERERFPFA
NIEAVELARLAVENQFPPISFLFRRSALETVGSFDGRLPVLGDWDFHLRMAQHYPISVLHETLAFYHHRTAGVTNQYGNT
VVAQKETHRRQRAEYINRHIRDTVGQCGQGSEGTMLLAGEMHRVVSEKLTSMHDHLQWLEKLLNDEREHMLYLEKLIDDR
QK
>OLS50374.1 exopolyphosphatase [Rhodovulum sulfidophilum]AB14
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>OLS50375.1 cyclase [Rhodovulum sulfidophilum]AB14
MCDICVMTAVKGRMLSRRGFFAGAAGAGLTAAAVLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFEE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAGDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>OLS50376.1 glutaconyl-CoA decarboxylase subunit beta [Rhodovulum sulfidophilum]AB14
MTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLFHYISLGVDLELFPPL
IFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFLANKMAPHLLAPIAVA
AYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGMLMLGNVLRESLVTDRL
AKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRSKINPLIGSAGVSAVP
MAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>OLS50377.1 hypothetical protein BV379_08695 [Rhodovulum sulfidophilum]AB14
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFSALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>OLS50378.1 hypothetical protein BV379_08700 [Rhodovulum sulfidophilum]AB14
MGQALDSLQDDVNLAVTGKALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTS
FFRPLLSLLLLDGVGAEDTLDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGS
>OLS50379.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB14
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITLLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>OLS50380.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB14
MPRRALIALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>OLS50381.1 competence protein [Rhodovulum sulfidophilum]AB14
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPVWALWAFAGAAAVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPDETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLTPFGLAGLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLLPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>OLS50382.1 repressor LexA [Rhodovulum sulfidophilum]AB14
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>OLS50383.1 YIP1 family protein [Rhodovulum sulfidophilum]AB14
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>OLS50384.1 hypothetical protein BV379_09170 [Rhodovulum sulfidophilum]AB14
MDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTRENRE
SGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTMRREEILRESRLELSAYL
RPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLSRIVP
EHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>OLS50385.1 trigger factor [Rhodovulum sulfidophilum]AB14
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPEADLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKAEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>OLS50386.1 amidohydrolase [Rhodovulum sulfidophilum]AB14
MGRRNFIRTGAAAASLAALMPKEGRTQAISTEETTIFTNANVLTVDDAFSEAEAIAIRGNRILAVGSNGEVRTVAGKNAA
VIDMQGKTVLPGFIDAHAHVISGAVADDVMEYVGMNSYATVDDVLQQIAQRASETPAGEWLVFRNFDPAVQEGAETLTFS
DLDPISSEHPIFVLNASGHIAYANSKAFEVSGITNDVSDPPGGEFVRDAEGNLTGMMKNNVAFIQIAENYPEMKKVEPVD
ALLRLLENWAQYGLTTVSELSLGVLKHPPGDVQIMTEAAQSGRMKARIRAYPFYTLGAEAWDRADVMQGNGNALARIAGY
KLVADGSNQGFTGWQREPYLGSDNRGLRYMEPDEMTAAALERAGKGWHLAIHGNGDAAIDNILDTFQALVDAGVDMSRVR
PRIEHCSILHDDQIARMKKLGVSASFLIGHVYYWGIAMRDKVFGEEKAQLLDRCRSAEKAGIRFTLHSDFMVTDPNPLHM
IEMAVTRRTWKEPDYVLAPQETISVETAIRAMTSEAAWQLFSDHELGSLEPGKLADLVILEQDPRDVRQDEIKNIRILET
WMDGRQVYSA
>OLS50387.1 transposase [Rhodovulum sulfidophilum]AB14
MSRPIPPNYETKKWSAYNFVRRLKTLGGLTPYEYTCKIWISEPDRFILNPIHQMPGLNT
>OLS50388.1 hypothetical protein BV379_09300 [Rhodovulum sulfidophilum]AB14
MPYERAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPLRYAWGHGA
ASWPAAKRARFARDPVNLLPVSASANRSKGARGPLEWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELVALTGRLCG
A
>OLS50389.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB14
MRQTTGFVESLLRLVGLDWSVPDFSTLSRRQQTLAVNITYPGSKGPLHLLIESTGIKVEGEGEWHARKHGGPKRRVWRKI
HLGGDEETLEIRAVEITGSHIG
>OLS50390.1 hypothetical protein BV379_09340 [Rhodovulum sulfidophilum]AB14
MKETPQDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQTAVMAEAKGRGYDTKALRRLIALRKRHAEDIAEEEAV
LQLYREALGM
>OLS50391.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MPSKPASGTELSLASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRWYNRTT
EAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVSEGHHV
ASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSETSFTKY
FPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQTDFDR
HYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGAKIFNG
KTHQVFGPQYISKVENGRLTVLEETSIEAGFYPDEVDYTTQPL
>OLS50392.1 hypothetical protein BV379_09425 [Rhodovulum sulfidophilum]AB14
MDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEILARRARSILAEVARTEA
EIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLAVLYEAPADPGLACDPL
LEEELVVLWPSDWTAPPEIAMAALDGVPLVLPSRAHGLRRMIDAELAGDGIAPELAVEIDSYSNIKNLVAAGFGASVLPW
HAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAARAPGTAPSSGASPPDAN
S
>OLS50393.1 hypothetical protein BV379_09445 [Rhodovulum sulfidophilum]AB14
MTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSLVGYD
WSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLGALAV
HPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYLLLPA
NDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYELFRSA
GGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSVIGSA
LVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALIVALI
AGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAAGGDN
PDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVMLDLG
LSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSVGRFD
PDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLSGLSP
ERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKADRGE
ET
>OLS50394.1 transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>OLS50395.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB14
MSGNERNCRCLYVIENNKKLEISTTARLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEH
PVAVQLGGSDPDELAEATRLCCAAGYDEVNLNVGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVD
DQEPREVLPAFLETVAATGVSRVIIHARKAWLQGLSPKENRDVPPLDYALVAEMKRAFPVMHVSVNGGISTLAEAQSLLA
MGLDGVMIGRAAYHDPAAILLGADEDLFGLPGRKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRV
LSEGAAGQGAGLEVLDAALAALPRAA
>OLS50396.1 hypothetical protein BV379_09590 [Rhodovulum sulfidophilum]AB14
MKAVSVVLRAAVALWFGFGPGSAGALGAEPLTALARPDLAASSLDDLKGGGIALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALKGSAQVRSVLAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLKPADTANGGAVRPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFARELAEALARAGIEPILTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>OLS50397.1 hypothetical protein BV379_09595 [Rhodovulum sulfidophilum]AB14
MAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLVPPGSRPGPQHQAEFGAPGAYFGEAALR
EAAAVGRRMAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRVLATRGFMSPRADYFAEELVAALRIAEA
GPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIAAYLAQHGWVAGRDWGFEVRLPARVSCT
LEGPDQGRSIADWEALGVTRVSGRPFPAHERRGEGFLMMPAGRHGPAFLVTPNFYVLKAYNMSDLYALHVGHLGDRIAFG
SGAFARGWAPLGGLDRSGIVAIQRWLEARGRDVGGVDGLPGYKTRREIGRWQEASGRAATCFPDPGMAAAMAR
>OLS50398.1 hypothetical protein BV379_09695 [Rhodovulum sulfidophilum]AB14
MARVYPHIEEIRPKDASIHAEKGELVLIDVREAHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKSFALYCEN
GSKAIQAARMMKKMGYEDVYNMGAFREWLNAKLPVE
>OLS50399.1 excinuclease ABC subunit A [Rhodovulum sulfidophilum]AB14
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGLIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>OLS50400.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB14
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>OLS50401.1 hypothetical protein BV379_09835 [Rhodovulum sulfidophilum]AB14
MTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVLLG
GAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWELIGFLNGEKWTLGAIPGADYPAAIPALPG
DLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>OLS50402.1 XdhC/CoxI family protein [Rhodovulum sulfidophilum]AB14
MAEHDAIPETALDWHRTGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPVGRALPEDLLADLVAARAARRAVACLVDTESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGTVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDA
RSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGLAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRRG
>OLS50403.1 hypothetical protein BV379_09905 [Rhodovulum sulfidophilum]AB14
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVPAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>OLS50404.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB14
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLDKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQTNDLRRIV
DEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIESLREKGD
PEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAH
RGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>OLS50405.1 Trk system potassium transport protein TrkA [Rhodovulum sulfidophilum]AB14
MDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLE
RAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLA
APAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDL
NRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANI
KRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGD
AEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>OLS50406.1 cadmium carbonic anhydrase [Rhodovulum sulfidophilum]AB14
MNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGL
GSCMSERCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVIYGGSTTGPRYNQAICSPLQVT
WSVRPDCARLDINSLYEWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>OLS50407.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB14
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNEMVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>OLS50408.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB14
MAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDAYQAIVDSGLFESVELVPQGGTLVI
KVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSGRIAATVTPKIIERSENRVDLVFEI
VEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQVLRDFYMSRGYVDFQVLSVTPELTR
NRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENTVARMERLAVRKGLNFIRITPRITR
NDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQTADRLRALGFFANAEVSAREGTSP
DQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTDNATSRFVFVEPAFLDRNVRFRFAA
TYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYLQAEAEDPGQTYSKIGYGFTYDTRR
SGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLSMLGNSKSRVTERYFLNGKIRGFDG
NGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGGAIDDSFHLRSAVGFSVFWKTPIGP
LRFNFSNAVIKEDYDKEQNFDFTVSTKF
>OLS50409.1 hypothetical protein BV379_10200 [Rhodovulum sulfidophilum]AB14
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>OLS50410.1 cyclic pyranopterin phosphate synthase [Rhodovulum sulfidophilum]AB14
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRGAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>OLS50411.1 phosphate transport system regulatory protein PhoU [Rhodovulum sulfidophilum]AB14
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>OLS50412.1 patatin [Rhodovulum sulfidophilum]AB14
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>OLS50413.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB14
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCISAWTRDLASRVERDPEGKR
LKSVS
>OLS50414.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MFTAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFVGVRQRSFTQFGIVQSDV
LEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVTATLVLDLAEVAAERVQI
GPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYPFQSGPVEAVAVKAVLMT
YDYRLRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGIDPEFSLPCTREDATAGPG
ANEANALYRRRVCAAIGGC
>OLS50415.1 nitrogen fixation protein CowN [Rhodovulum sulfidophilum]AB14
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>OLS50416.1 alpha-glucosidase [Rhodovulum sulfidophilum]AB14
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEQGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEAEVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDAAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKEAGWRV
>OLS50417.1 thiol oxidoreductase [Rhodovulum sulfidophilum]AB14
MPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGEGLDFRGGQALFDRGWVSA
PASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLTAHPDPVYGRQIQPLGLPGQTA
EGRPRVAYDEIAVPLSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIPEQAILALADPDDADGDGI
SGRASLLPGPEGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCRAAPDGGDPEQDGFEISAT
ALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIWPHTDLLLHDMGAGLAGGG
AGASGQEWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASDRAALIRFLESL
>OLS50418.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]AB14
MQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAPDLFAGPVPGKAPYVLRARDGSGNCREFE
DPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVVGPFNAWDGRRHPMRRRGATGVWE
IFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDAWMTYRAGNNARTAPISIYEVHLG
SWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFAPTVRHGPPHEFRDLVDAAHRKGL
GLILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLYSNALYWLEEYHVDGLRVDAVASM
LYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVSRPVDAGGLGFGYKWNMGWMNDTL
SYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKFANLRAYYGFMWGHPGKKLLFMGQ
EFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVMDCEPEGFRWVEANAADISVYAWLRQGQAGDPPV
AVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLPASAELTLPPLSVLYLMPGED
>OLS50419.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB14
MDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAMPSVTALRKCPELIFVPPRFEVYRGVSADIHAI
FAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLTASAGVSYNKFLAKLASDQNKPDGLTVIPPHRA
AAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGSSAAHYHAISRGIDPRPVRPDRPRKSIGAETTL
SEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVTRRRTLSRPLTETAEMLEVARQLLAGLHPFPRP
VRLLGITLSGLEPRAEAAAEKQLDLFDESSRNSG
>OLS50420.1 chemotaxis protein [Rhodovulum sulfidophilum]AB14
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGHRPNRNAA
>OLS50421.1 DNA protecting protein DprA [Rhodovulum sulfidophilum]AB14
MRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARKLGAVALLHGDPSYPPALHDLADA
PPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQAGGIDVP
YPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVLAVPGHPF
DARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAAAPAKPPPRMTEVPETPAEARRAAPPDTAALHARILDRLGPSPL
AEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>OLS50422.1 type II secretion system protein E [Rhodovulum sulfidophilum]AB14
MFSRYRKPAPGKVPPAPPQPQAKTPPEIPAEASVPALPALPLQAATNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>OLS50423.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB14
MRRGAVLVAVFCTACSASGTLSPAYRGLPAPADAAHPATAVDGLVVGHRLMAAGEYDLALKAYYRAAAKHGLSADVLSGI
GSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIRRNLRLAIAKTENPD
YDSPRNQGTTFELVRRGEGRYLLLAPP
>OLS50424.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB14
MLGRPEALFGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSVSVGLSAAL
VAVLLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAWTGPARLARARVLSLRET
DFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWGAMIAEGRNQLRSAAYLSII
PGIALVLTVISTYLLGEALTDILSGRRNR
>OLS50425.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MAGTLALFQLAGRPDAAPAEQSGTEMAVQVTVETIRPEPIVLATEYFGRVSAARRVEIRPQIGGLILERRVEEGTQISAG
EVLFRIDPAPLKADLALAEAALTRAEAAEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAGIAEARAAVEHKRLD
LDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMAAEEGLGPVRILRERDGAAPLT
GVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGAQLVVVSPEGKARRRDV
VPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGGAVSVDARPAET
>OLS50426.1 hypothetical protein BV379_11920 [Rhodovulum sulfidophilum]AB14
MMDRQMQMQGQRKHPARRAMSVRAALEWAFGTECARLDHDEIEAVGGTGWRPFSMEYVALERAQLGTRVDTSRGRSRPHD
DAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELKDGWQPILRRNRKGVIV
HDRARYTPCVWEPSPARIAAARRAYLDWWGYLLEVQAALGAADLARICITRDMPPMTPWR
>OLS50427.1 hypothetical protein BV379_11925 [Rhodovulum sulfidophilum]AB14
MESYVGQPVTEAMLDYGAPSNVMTLEDGRRAYQWTINKSRTVAVPTTSTTTVRGPSGTASVHGRSMTHIPRSQTCVYTLT
AAQRGGQWIVDGFRKPRSACK
>OLS50428.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB14
MPPVDKPAASVSAPLGSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEAQKARLQAELLKVQIWAQETGQKFVILF
EGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAGEMVFYDRSWYNRAGVERVMGFCTPNEY
LEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPIDKASLDKWEDYTEAKEAMFFYTDTADA
PWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIAHAPDPLIVGRAEHVIHKAEHMLGTSLHPDLRRGRED
>OLS50429.1 hypothetical protein BV379_12140 [Rhodovulum sulfidophilum]AB14
MTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQMLAN
AGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSVGQGS
GAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVLAGRA
GLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPDVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVIDRVEA
KP
>OLS50430.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB14
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>OLS50431.1 hypothetical protein BV379_12190 [Rhodovulum sulfidophilum]AB14
MTQLVPRDRFLPLRPRETHAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTSFRD
KAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPIVRA
FALIEDWLRKADPIDPSRRLLPFVDPYPRGLIDRLASAGPDWTLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVAQAL
GPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRVLCK
LELWDGSCGKDGKTAP
>OLS50432.1 cytochrome B [Rhodovulum sulfidophilum]AB14
MEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPEHARFK
SFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAALSFHV
QLGWVVLGLVGLHVAAILFYSKWKGENLVTPMLTGRKKVRKKS
>OLS50433.1 IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB14
MAGFIDGIDRDQVTLFPDRLEDWIGEDHLVRVVALFVEELDLPALGFERCVPARTGRPGYHPSVLLKLFIYGYLNRLPSS
RRLEREAGRNVELMWLTGRLAPDHKTIADFRRDNGSAIRRTCAQFVELCRRIGVLKGDCVAIDGSKFKAVNNRDRNFTKN
KIASRLAHLETDVERYIKEMVRIDRQEDGEARADKVAHLARRYRQEITRLKAMDQALTDAPDGQISLTDPDARAMATSAR
HSGLVGDNVQTAVDAETHLIVAHDVIHQGFDRDQLSPMAAAAREALQRDDLHAIADKGYFSGSQILACHQAGITTTMPRP
ETSGNRATGMYVKANFAYDPDRDVYVCPAGEELTYCYTREEDGLRVGRYWTNECQHCPVRHRCTTSKERWITRWDHEHLV
DAMRKRLGGHA
>OLS50434.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB14
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>OLS50435.1 hypothetical protein BV379_12295 [Rhodovulum sulfidophilum]AB14
MREQETHRLAEAERALLEGERNRMRAVFDLLPDTVIELDAERRYTHIHSHSRDSVRGRIDGLLGFRPEDCLPPATAEAIH
ALLDRAEAAGFAALPELVHPPVPAAGPKIYTLSAATHATAPAQGSPGYVLVIRDVTEESAQRRERDRLGRVVEHMTREVF
LTDCSHRLTWANRATEEHIGRPVDRLVGLSPRQAFGAVWSDATRLDRVCEQLEAGNGFAGEAAFLDHGGTKIWLDIAVTP
LCDGSGGREGWMWILSDITERRRDKDRLAQIARRAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAI
ELGQTFEAILRYGLAHGEYPGDSRSDEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLA
QRAQADRLAAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGE
VWYRRPDGSRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSA
SLIADSGIVGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRETVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAV
QTDMMQVALNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPSLAFGSLDPARAYCLLEVEDDGPGLDADARSQVFA
PHLFSPSAVDCGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDRNAPPAAPHGSRRRARPLSGRLDGHMVLVT
DDNPDVLRVISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDW
RTHGEGHSGREFAAVLGKPISSADLLAAAEAAILDR
>OLS50436.1 galactose mutarotase [Rhodovulum sulfidophilum]AB14
MGRAPDGSPVEALWIGQAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPMRDFGAVVGPVANRIAGASAPLGG
RRLALGANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLRASYSIEDEGALEILLEGESGALT
FCNLAPHGYWCLDGSGTLDAHLLEIAARTYLPVDAALIPLGSPAPVAGTRFDFRRPRPVRAPGDAALDHNFCLGDASGRL
RPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFPGHQGRLYRAHAGLALEPQRWPDAPNRPDYPSVLLRPGETCRQLS
RFHPRRIGAPGPG
>OLS50437.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB14
MALRQRTGFVESLLQLVGLDWTVPDFSTLSRRQKTLTVNIPYRRS
>OLS50438.1 hypothetical protein BV379_12405 [Rhodovulum sulfidophilum]AB14
MLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDITSTAWALGNAAR
YAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>OLS50439.1 thioesterase [Rhodovulum sulfidophilum]AB14
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPEALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>OLS50440.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB14
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWDLRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>OLS50441.1 hypothetical protein BV379_12840 [Rhodovulum sulfidophilum]AB14
MTEDALCAFCDALPGATRSQPFGPGVEVWKIGGKIFALMAPGSGRISVKCADPEFATMLIETGRAEKAPYLPRGGWISVG
FEAQNADEMAHRLRESHATVRASLPRRVREGLD
>OLS50442.1 elongation factor 3 [Rhodovulum sulfidophilum]AB14
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDVQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKSSGGRSKPAASADAGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>OLS50443.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB14
MTATTRGGTEYIPEFLMAIDKGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGCGA
CARVCPSSCQTHAPA
>OLS50444.1 nitrogen fixation protein FixA [Rhodovulum sulfidophilum]AB14
MDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDYGGTVTVLTMGPPMAE
DALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVGPGIARRMGLNQLTYV
SAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAEDAGIEDPMKCGLRGS
PTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>OLS50445.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWILLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>OLS50446.1 glycerol acyltransferase [Rhodovulum sulfidophilum]AB14
MTRRMKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPA
TGPAMIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGR
LAVIFPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRM
TVGRPIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>OLS50447.1 hypothetical protein BV379_13330 [Rhodovulum sulfidophilum]AB14
MAGLVLAVATGSAAGCSPLPGASAPGRTPAYLGAETMALKDGLVEVALRMRAPDGVGGLDDYGRCAVARHALDNGYGFAR
HLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>OLS50448.1 hypothetical protein BV379_13340 [Rhodovulum sulfidophilum]AB14
MGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKASRLGYPDA
EIRAFVEDKTEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>OLS50449.1 NADH dehydrogenase [Rhodovulum sulfidophilum]AB14
MTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRASPR
QSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLYGLL
QLQRKIRRTGTIVR
>OLS50450.1 transglutaminase [Rhodovulum sulfidophilum]AB14
MEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFKGR
VRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGSDMSVLAALKAVSHAIHERFD
FDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETGWV
EIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>OLS50451.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>OLS50452.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB14
MTMRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTL
ETQFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANAS
GWPHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSAL
QNGRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARADLEVLLPAIVRDTVE
AEVHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>OLS50453.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB14
MSDRQIFSEFSDSPFPRDALRGLFGPAFLALTLAVAVPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>OLS50454.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB14
MQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGVLGKIDAAIARVESVLLATGVLLMALNTVANVVGRYLFQSSLFFTE
ELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRVLPALQI
PVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>OLS50455.1 sodium:proton exchanger [Rhodovulum sulfidophilum]AB14
MMEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDV
KLIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQD
LVVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALAD
FVGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIM
GAMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERR
GTPREPEAGATSGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAE
AAWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETE
RTAIPGIDSEAPQPA
>OLS50456.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB14
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLASDLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPALMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>OLS50457.1 NnrU family protein [Rhodovulum sulfidophilum]AB14
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGSPNPLSFGGAGNARFDPERPGIVGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAVAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALVTGRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>OLS50458.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MVGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYPSMTLGGRPPELVTQARD
GVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVHAGNGLALRGPEIHAPAD
LAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRLVEGDSHTRFGTTTFQMS
MNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFRTALAPVVERWIEDAERR
GIDGAALVARARAAIAAHESR
>OLS50459.1 transglutaminase [Rhodovulum sulfidophilum]AB14
MRMRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCG
LPDPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASE
TLAGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARG
RDAADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>OLS50460.1 hypothetical protein BV379_14230 [Rhodovulum sulfidophilum]AB14
MAAMLAVGMVASLAFSALAQDGTGTVPENAVARNYDGGWDCSPGYRVAGAECVAIELPQNAYPNGRSYGPGWGCLRGYEE
VGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRGFTVSSGACVPIAVPENGY
LTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLPANAHLDRSGNSWRCDRSF
QLSGGGCVLGR
>OLS50461.1 hypothetical protein BV379_14300, partial [Rhodovulum sulfidophilum]AB14
MGQKRHKPEEIVAKPRQIDVLVSQGRSVADAVRSIGVTQFTYSRWRKERAIVRHRSEDNGKCGLKTDQVKSLKDLEKENE
RLRKAVSELTLEKLILREA
>OLS50462.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB14
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQLLNTAERNTVDAGLEARGVRQFLPG
>OLS50463.1 primosomal protein N' [Rhodovulum sulfidophilum]AB14
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGVSRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKASKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>OLS50464.1 chemotaxis protein [Rhodovulum sulfidophilum]AB14
MELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYIETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSG
EGGLNPEGIFAPWWHKSDSGGLIYATFTVNTDNEWYTLPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDI
GLGDLTATMNDMTAFEGGRSMLVSQGGNWLASTDPADLNQPYDENGGKLISAALADGRMRVISDMPDGATRLVYPFTAPG
MNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAMALGTLYLASMAMVRRPLARMLVAVDELATGDYARPVPGRERRD
EIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNA
LMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVR
EAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASS
DQVETGVSLVNRGGAALTDIVERVGNIATLIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEA
GNLQTLVARFRLKGPAAAVAPRPRTETAIPAAAPPPTAEFEPPKRAVNDAGWQDF
>OLS50465.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB14
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>OLS50466.1 cupin [Rhodovulum sulfidophilum]AB14
MYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARVEIGGFTREIGP
EESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>OLS50467.1 riboflavin biosynthesis protein RibD [Rhodovulum sulfidophilum]AB14
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAEAATRDHRGFLLSRCAGRPMVTLKLASSFDGRIATAAG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPQTGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLSALGAAGLTRVFCEGGGSLAAALLGAGFVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>OLS50468.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]AB14
MPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGREVWLEVGFGGGEHMV
HQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKTRHHRRRFVTPE
FLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRPWGDWISTRYEQKALREGRVPHYLTFRRR
>OLS50469.1 hypothetical protein BV379_14840 [Rhodovulum sulfidophilum]AB14
MTASADSHACSEGSAQIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVSEGDVLASLDRVNL
QEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDAAEARAEAASADLARAREALGHGTLRAPND
GIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRLVEPMLGDNIRTRR
LRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAEAPSVWRVAPKDRRLARVPVETGRRLADRIEITRGLAVG
DEIVVKGTACLGEGQTVGPMVAP
>OLS50470.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]AB14
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEELETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>OLS50471.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB14
MPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAWAAWFNLSVLLNAAGDLAGAYEAAAQAHRIK
PDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKRLDASAEELRASLLIDPHQPDVIQHLVH
TRQKMAAWPVTDLRVPGLTATEAELWCGPLATLALHDDPAMQRRVAADWIARNVPDPGQRLAPAAGYRHDRVRLGYLSSD
FCRHAMSYLIAELLERHDRDRFEITGYCGSPEDGSDIRARILAALDRHVPIGALGDEEAARRIRADEIDILIDLNGLTSG
GRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDGITVPEAETTSYAPAPLRIEGCYQANDGRAPELPEVSRASEGLPE
DRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIEDTPESVAALSERWQAAGLAPDRLIFAPRVDPARYRARLALGD
LFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATDPEDYLRRAVAMATDPSRRPGLRGPALA
AHWRATLGDGTAFARRFEAALISVLKRP
>OLS50472.1 ABC transporter [Rhodovulum sulfidophilum]AB14
MSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFATKGLRCRLIERAGWRLASRLGQGLPVLAEVEQGRWIVLVH
AGLVEKLRNAAILDPRHEAEGVRNMPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPALRRERGLFAGVAVAVVTG
NLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDADIGSQSVAHLLRLPMTVFE
TTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAGCIGLMLPILQSRLNALYG
VEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLERMMQVTVVAVGVGLALQGA
LTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLSGTLELREVGFAYPGAATP
ALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALTALRRQVGIVLQDNLLFRGTVRDNI
AVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPRILILDEATSALDPESEAL
VNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLTRCETYAALWRQQTEHIA
>OLS50473.1 hypothetical protein BV379_15000 [Rhodovulum sulfidophilum]AB14
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>OLS50474.1 DNA primase [Rhodovulum sulfidophilum]AB14
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGSGGGGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>OLS50475.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB14
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGSRPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGENVPEHPARGLDLRYVSPDAAGTAI
>OLS50476.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB14
MVRSSDETTQGGTSSTISAEEIKRTNRATLDDALRTLPGVSVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNR
LDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQPTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQ
GSYLTRDNNGYYLSRDYTPTEVQGAGRRDYSDTEDSRLNLKFGFTPNATDEYVLSYTRQEGSKNAPYNVDQPVRGITPAP
LPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLFHHQFDNVLSAYDDYTHSGQTVGRAFDSTYDDTAWGGTLEL
GSDIGPRNTLTSAFHYRYDRHRDIQLSRPDINSIPDPTETSRERTLSFALEDRFQLREDLSLVGGLSFDRAEVLSASRTS
TDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFPTLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAV
ESALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYVGFEIGARTDLTGSLALSANYTYLDRDITDPIRPGLKATDTPRHSAY
LRLDWQATASFSIAPSLELSSSRLSDSAIQPADPTDVSYTRNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGF
PEAGRTFFLTTAYTF
>OLS50477.1 hypothetical protein BV379_15420 [Rhodovulum sulfidophilum]AB14
MPFLLCERERVPFYDANGRQELTKRRREIVRADHLPAMSYADLAIVTRNLMMDPSIAGRAYLVVDSSGVGRAFCDLLDTK
SVQHTRVQMVAGENETETTERGRTFNNVGRTRLLSALNSAIHTGDLSIGNFEARDLMRQELESFEADVGASGRVKIEGGT
KFGHADLAVSAALALWLSDHRSVGAHIGQVPLKGYW
>OLS50478.1 hypothetical protein BV379_15430 [Rhodovulum sulfidophilum]AB14
MEYPALYDSANNGSIKAQSRFLRTIRLEYFLLFCVSVASATRGMSGINPLVITLLLVVLAGLFVFKIFKRLDQDWYRCRA
LAESVKTSTWRFSMRAHPFEDTSSIEIPKANFRNLLRDILQANRHVAANLETSVAEQVTDSMVEVRKLTLDQRMDYYVKN
RIDNQRTWYSKKSKANKNALTFWVAATIVLYIIAAISLNAEQLGLPWATLAFGPLIVIVTSALGWLQMKRHGELMASYNL
TAHEIGIIRGNSELVKTEEELSDFINEAELAFSREHTQWVARRDAS
>OLS50479.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB14
MDEPAAFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVTH
SHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGN
HLCLAWSGLDPEGAVLFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRAR
GARLLALLSEAPATPAALARTIYTDTPPALLPAATRNVLAHLIELKDKSLAVAEDGAVTEAVWRLV
>OLS50480.1 sulfate transporter subunit [Rhodovulum sulfidophilum]AB14
MPAATPLRRSWHPFRWRNGILTVLAAFGLALGTPEAAFAAATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTV
QQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAEHTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIR
DDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEARAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAF
LALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSDAQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFP
ELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>OLS50481.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB14
MPDHKTIADFRRDNGAAIRRTCAQFVELCRRIGVLKGACVAIDGSKFKAVNNRDRNFTKNKIASRLAHLETDVERHIKEM
VRIDRLEDGEARADKVAHLARRYGRIRQEITRLKAMDQALADTPDGQISLTDPDARAMATSARHGGLVGDNVQAAVDTET
HLIVAHDVTNQGFDRDQLSPMAAAAREALQCDDLHAIADKGYFSGSQILACHQAGITTTMPRPETSGNRRKGMYVKADFA
YDTARDVYVCPAGEELTYCYTREEDGLRVGRYWTNECQHCPVRHRCATSKERRITRWDHEHLVDAMRERLGGHADPMTLR
RCTIEHPFGTLKAWMGHTHFLIRRLKNVRTEMALNVLAYNTKRVVALIGIRGLMRAIPA
>OLS50482.1 hypothetical protein BV379_15595 [Rhodovulum sulfidophilum]AB14
MDKASLEDIHPSDRSGNADISPPEGESGFGETLLARGLFHAIERLLLVIIVAMTLTAVSFELLAIYRLGEISLADILLMF
LYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAAAILLLSISALVIIWAIGQQAARLHPS
>OLS50483.1 helicase IV [Rhodovulum sulfidophilum]AB14
MKLVSRPLPAFLSDPFRKNPRALALQDDTIAASDGAHARIHLSEIAASPVVQRGRVSARLTLDLGNQSFVLIPGVQEAAA
RAFAQAVETAWSGYNLAQLSKEDDAIASLLTAIEGLKAPTMYPAACLVAPAASQAADLDARVLKKLNSAALGKETMARLA
PILELARNPEQLRDAAIAAFIDQQLTDWKAFFDTVESMPLTPEQRLSVVVDEDATLVLAGAGSGKTSVITAKAAYLVKAG
IRQPHELLLLAFAKDAATEMSERIEARCGVPIMARTFHALAYEIIGTVEGEKPPLAPTATDDKAFLQLIKDILRDIVSRM
ADIAGTVVGWFAGFFDDIPNAWDYDSAHKWYSEVESRNLRSLKGDTVASFEELMIANWLYLNGIAYEYEPTYEHKLTGTG
KRAYTPDFRLTESGVYLEHFGVRKTTGKDGTEELTTAPFIDRDAYLESMTWKREVHAEHETILIETYSWENEEGRLLEAL
AEKVAPHVTLRPRPALEIYDSVTSLGVVDGFTSLIATFLRHFKNGGYHLDDCETKAATLKMGKRGEAFLKIFGAVYSEYQ
DRLGERIDFEDMVNRATVLVESGRYDSPFRHILVDEFQDISTGRARLIQALKNQHAEARMFAVGDDWQSIYRFAGSDIHI
MRNFGREFGGVFAGHTGVHRTVDLGRTFRSVDKIALAARRFVLCNPAQITKTVVPAGEAEHPAIRIAWTRRETGDQVLDD
SLKALAAEPAPPGRKATVLLLGRYRFVEPDMRGLRRRHPNLTITFKTIHASKGLEADHVVLLGADSARMGFPSMIVDDPL
LALVSPEAEPFANAEERRVMYVAMTRARRTLTILASEARPSAFVTELLKDPAYDVASPHEAQERTHTCGQCGGRLLFMPG
GDGPGWYRCEHIKHCGNRMPACPACGTGLPVHQEPEGEKICGECGAVQEPCPECTDGWLVERKGRYGTFLGCVRFPDCTG
KSKKERQVGKRTSGELDAGKRQRPLGKPGRR
>OLS50484.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB14
MFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDRDGAGG
WMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGAGWVPKTAIWGVDPDEIRE
>OLS50485.1 hypothetical protein BV379_15790 [Rhodovulum sulfidophilum]AB14
MAALAAALTATTAGAEEIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTQGQAAKVTPGLRLDG
VALGQALGWAESGWPDFAMYFPIFSAAPEAQIYGAALPRDEVRRAVTEGAAAVFGDAAALYGLDTPLPAAELDQRIDDQR
EAHCNALPEHLLPGMVEAQRLRDASLARSARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQIEGAAT
GAPPYDYWLVTGVAERDDPCAALTGG
>OLS50486.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB14
MTPDSLICPASDIFDQTAFEAELTRLTDQGIGSKALRDAVVQYLSEARQKGRSAIAAAFANRPFDAGPTVRAYTWLTDCL
VRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAESVIESMLYMLWDLRLKVGHSSR
TVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAERSERHRKQGGQRYVLEPNVKEG
KGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIANRAIDQLTFDMQVEVAARMGYT
DHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNL
LKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLRRMNELGVLSALIPEFEPIVAMM
QFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDIGKGRPEDHSVLGAQIARKVAPR
LGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLY
RETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISDDEIRIDLAE
DADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDGSPYDASRLSRLSQMIEKTLMGE
VRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASAMIATYGAQVVDSF
YVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>OLS50487.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>OLS50488.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB14
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>OLS50489.1 hypothetical protein BV379_16020 [Rhodovulum sulfidophilum]AB14
MALPQNQGQNQRQNQGQNQGQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGNNVVVEIFANTRTGTWTVTGTFANGL
TCLIASGEAYDPVAEPPGQAL
>OLS50490.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB14
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>OLS50491.1 hypothetical protein BV379_16170 [Rhodovulum sulfidophilum]AB14
MEQLIAEVEAYAAACSKTPQKVLRDAIGASWGQWDSWKSGDGSPTMKVVDRLRDYMRTHPTPSGEAA
>OLS50492.1 phosphohydrolase [Rhodovulum sulfidophilum]AB14
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWSDDRINQVCHAIESHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>OLS50493.1 phage repressor protein [Rhodovulum sulfidophilum]AB14
MGEIGDDFLAGLERIMDARGLRAAPLSEAAGLSKSFIRDLRRGKAASPKLDTAMKVARALGISVEEILAAANGSVAGVPT
ISIAGRVGAGAKVPVFEAYERGAGPQVECPVGLSPQGIAAVEIVGESMEPVYSAGDLLFYSRPTHEGVPSEAIGRRCVCE
CERGFGWIKLVKLGSQPGYFHLIALNPDAENQHDVRLKWAAPVRLHWPADLAKRV
>OLS50494.1 hypothetical protein BV379_16300 [Rhodovulum sulfidophilum]AB14
MKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIRFGLRNKGKSGGGRAIYFLMVNDDVAIMITA
YMKKEQSDLTTTQRKAILKMLEDLHDD
>OLS50495.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB14
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLARIGPLLDAAHTRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFRIEEVR
LNYSVSKSGATAARELIIANREVRVGLV
>OLS50496.1 hypothetical protein BV379_16350 [Rhodovulum sulfidophilum]AB14
MPYQRAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPLRYAWGHGA
ASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVHSAAEERELVALTGRLCG
T
>OLS50497.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]AB14
MRPIGIDLFAGAGGMSLGFEQAGFDVAAAVEIDPVHCAVHKYNFPDTAIIPRSVEGLSGAAIRRAARIGDRRVDCVFGGA
PCQGFSLIGHRVLDDPRNRLVLDFVRIVSELEARTFVFENVKGLTVGKHKAFLQEFVAAFDAAGYEVRIPWKVLNAGHFE
TPQSRERLILFGCRKGERLPDYPQTRTNLSGRSRVIDGLPFGPTCADALGDLPDADRFQTLTASDSVRTTAFGEPTPYAA
ELRCLTNAAWHFGYVRKWDPSSLTSSARTAHTYISRRRFAETEPGDVERISRFFKLPETGVSNTLRAGTDGARGAFTSPR
PIHYRFDRCVTVREMARLHGFPDWFRFHVTKWHGARQIGNSVPPPLARAIAGQVVEALGIDPQRPEEAICLGDPSLLSFD
LTAAAAHFGVEAPPSRRNQKSGSRKRKQVDIERERIAGQVMYG
>OLS50498.1 hypothetical protein BV379_16450 [Rhodovulum sulfidophilum]AB14
MPSSTEPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRRAALAEML
EGVTDLLISIPPGEGGCPALSALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAERDWAALA
AEQGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVDDAAGAILAAMSTPAGLRRLNLTDDLPAPAHAL
LDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTAAE
>OLS50499.1 hypothetical protein BV379_16545 [Rhodovulum sulfidophilum]AB14
MNRDETQLIERLVTAALERRGVAPAPATGLSLAEAEAIAARAQAASVAMGVPVVIAVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>OLS50500.1 histidine kinase [Rhodovulum sulfidophilum]AB14
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKMRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEELGEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>OLS50501.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB14
MPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVLFIDTGRHFDETLAYRDRLVRLLGLNLVEVRPD
PAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQGATRAALPAIERDGTHLKVNPLAFWSHADLDA
YFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTECGIHLGPDGRFVRRRSG
>OLS50502.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB14
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDGEAHDHDHDHDHDHDGEPEEHHHEAAMPDEDHDHDDHAGEEGHHHHNGIDP
HAWLDPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLVPVGDRPIMVFHDAYGYFAEHFDLTVA
GSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLAR
TIAACVTGTEG
>OLS50503.1 Asp/Glu/hydantoin racemase [Rhodovulum sulfidophilum]AB14
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIQDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>OLS50504.1 transporter [Rhodovulum sulfidophilum]AB14
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLVPAGLSYYLLMLWLPSARRFCDD
>OLS50505.1 hypothetical protein BV379_16845 [Rhodovulum sulfidophilum]AB14
MTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCPII
VLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRLSP
SETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGDQT
ASTRPS
>OLS50506.1 hypothetical protein BV379_16925 [Rhodovulum sulfidophilum]AB14
MIDNTPVKLAFAWLIPAVGAAIFVTIQCFSYLNGYVSSGGTMQAMTFGPVALWGVSIFYGGWVVPPLLALAGRRSTDWAM
LVLGGLLFLMSTLAGVSDGLRDGGHLVGLELLAVTLPGAVALIMSWRHIRSN
>OLS50507.1 MFS transporter [Rhodovulum sulfidophilum]AB14
MAGGSRGSGAYRGLLGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMMIAAFSYRVPREGWTPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRTAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>OLS50508.1 hypothetical protein BV379_16965 [Rhodovulum sulfidophilum]AB14
MQIRLSSRAALMASALVAPVCIAPGTALAQEGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDTDGPLIAGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTNPDFDYDFASLNGRL
KLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNTSEYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEADY
DFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDTDADFANSYKGAPLGSADLSYRTRSLALFGEATW
RFASDWALTGGLRLQQDRIEIEGKTSYVVGERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKEY
YEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASST
LRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALA
NMRLSYRPRDGVEYFAYVNNVFDNRAELSVSTNDAAEIAEPRELGLGLRVTF
>OLS50509.1 hypothetical protein BV379_17060 [Rhodovulum sulfidophilum]AB14
MPVLGRAALDLAERVERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEY
LAWYFYGGGRELAQDLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLVGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFE
AVESGRIDATEFSLPSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAV
QAQALRAIAAEGVELHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>OLS50510.1 hypothetical protein BV379_17065 [Rhodovulum sulfidophilum]AB14
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>OLS50511.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB14
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>OLS50512.1 terminase, partial [Rhodovulum sulfidophilum]AB14
MTPAASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGA
RQVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITD
IYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGV
FKAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIAR
WSSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLDALIASSEVATIGIDGGGMDDLLGLAVLGRHAA
>OLS50513.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB14
MSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLCPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADDV
MARLGLTRRTGTGDLPIGGGAGYPADPEAWCAEQAAASGLSQARVATLLARYGTLAGALAQSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADLALRRTVVALAGGLDAAALEALAGRLAAARGWSAVRREEELHRFRVKLATDHGADPERIGLHRKGE
VAAQ
>OLS50514.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB14
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFQDWQAGFHAARAEGDIEPL
>OLS50515.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]AB14
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARAGHRHYLATDIAAPVIRHRLGTIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCHTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLCDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRAAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGLDA
GIVATAWEGETTEGDAE
>OLS50516.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNQTDAPARFHNTLHYPRTALLDDGPGAD
>OLS50517.1 hypothetical protein BV379_17570 [Rhodovulum sulfidophilum]AB14
MAPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARLARADIAEMREINDGLRRAQSSDEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>OLS50518.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB14
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGTRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALVPPVVAAASG
>OLS50519.1 hypothetical protein BV379_17910 [Rhodovulum sulfidophilum]AB14
MRRYEVWGMTPDGSPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVEDLVPGMEVDTAGAGAQPLLWVGSTVLAPP
AGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGAEAAFAPATGFVDGTALIALRVARPTRVYHLAL
NGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQVPRLTVFEIEKLNAA
>OLS50520.1 hypothetical protein BV379_17950 [Rhodovulum sulfidophilum]AB14
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEDKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPMPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAE
>OLS50521.1 hypothetical protein BV379_17980 [Rhodovulum sulfidophilum]AB14
MRSRFWERVALKDMTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKAL
GEVVYWMPASCAYRRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>OLS50522.1 riboflavin biosynthesis protein RibF [Rhodovulum sulfidophilum]AB14
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEARFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>OLS50523.1 cation transporter [Rhodovulum sulfidophilum]AB14
MFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWHMATHAAALSIAALSYMFARRHAHDPRFTFGTGKL
GDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGLAVNIGSAVLLHQGPHAHGHHGHDHGHGHGAHAHA
DHHSHGHDHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGWVWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFM
PRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPRPAAEYRGRLAHLGRLSHVTIEVEAV
>OLS50524.1 ABC transporter permease [Rhodovulum sulfidophilum]AB14
MRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLRR
AGWLVSPVLEGRWSHRGVPLRILGVDPFTLPAGSLPEAVADESRSGAFLSSEGLAFAAPQTVEELTRIGAPGLPPLAAAP
GMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAVG
LFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVSG
SLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVGG
FVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAW
LDQRLPSELYVTGRTEDEARRLAEWLTPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWQSLARGE
GVIVNEQLWRRAGLRLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAIE
DDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELL
RAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVNLLKVF
ADER
>OLS50525.1 arylesterase [Rhodovulum sulfidophilum]AB14
MGASLVLALVLCAAGTARAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLNAHGAEVTVLNAGVSGDTTAGGLSRIGWTL
TPEVDGLIVAFGGNDLLRGIDPAASRANLDAILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPN
FLKGLSDLPDRGAAMARYMQDDGIHPSAAGVKLIVEAMGPSVLELVDRAEAAGH
>OLS50526.1 ATP-dependent Clp protease adaptor ClpS [Rhodovulum sulfidophilum]AB14
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>OLS50527.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB14
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRTIDYRSEDFVDVLKSEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGAKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>OLS50528.1 cell division protein FtsK [Rhodovulum sulfidophilum]AB14
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFETAPSVAEAAPAPAIPVAEPRRVVEQS
VRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPV
VTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGK
DIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAV
VALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMA
DLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDM
LYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKD
RKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>OLS50529.1 sensory protein TspO [Rhodovulum sulfidophilum]AB14
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAGA
>OLS50530.1 magnesium chelatase ATPase subunit D [Rhodovulum sulfidophilum]AB14
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLSEALTDRLALHLDLDALPWGQTERIAMDG
DALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFPEE
EPDEDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKG
NRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTA
VSAALDA
>OLS50531.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB14
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>OLS50532.1 chemotaxis protein CheR [Rhodovulum sulfidophilum]AB14
MQTGRAENGDRIDDKSFSRIAALVNRQTGIRLPPSKRTMVEARLRRRMRACGKPDLAAYCRFLFDEGGIERETLHLIDVV
TTNKTDFFREPDHFRFLAGPGLEAMLARRGRPCRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGTDISTAVLA
RARMAIYPTGFAAPVPEPMRRRYFMAARDPARRELRVVPELRARVTFARLNLMDAHYGVDADFDAIFLRNVLIYFEREVQ
IAVVGRLIRHIRPGGFLFLGHSESSVGSELPLRQLAPATFQVL
>OLS50533.1 dehydrogenase [Rhodovulum sulfidophilum]AB14
MTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARSDGRIAFIANDLGLSESFGRDDDLSGARLALHR
AVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAGGKQDQ
YAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLKSDSIE
MKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRHGLIAALRE
IGGDADPVVFTRAGCQSWQMPCRR
>OLS50534.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB14
MPDFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>OLS50535.1 hypothetical protein BV379_18995 [Rhodovulum sulfidophilum]AB14
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIVTDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>OLS50536.1 hypothetical protein BV379_19105 [Rhodovulum sulfidophilum]AB14
MLRAMMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACNSRDAATREIDRRIRRGGWQLLNVMSI
FGASGLGERKASAGGYFLKY
>OLS50537.1 hypothetical protein BV379_19115 [Rhodovulum sulfidophilum]AB14
MGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAPFWVRLPAPLFHAA
TALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRSTAASGWALAAGVALGLAF
LSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVVWNLQNGMTTLEHTLDNADWVRAPSERAGFDISGL
TEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLAGTLAVLPRLGRGW
RISSFAINGTVALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDISEADGDSAIMADNRDLLADLFYTGRDRGVSI
YAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPASCWNG
>OLS50538.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB14
MANWYSADLHFGHHRIIDFCKRPFASTAEMNAALIANFQASIHHDDDLWILGDFAFGRAEDTAQFEGWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIKDGDQSLVLCHYPMITWNGARRGALQLFGHVHDQWPGSRNSLNVGVDQWDFRPVQVSD
IVSRAAKLPVNKHWQDVEHGNELS
>MCE8454993.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
ERLFLSREAVTMAFKFTPVDPDEYARAFEEEEEAQSQEEALAAALAVEPHANLERFRKKRGFTKTEMAEMMDITPRSYYA
YESGKRSIPTEALVRLNMYTGVDLNEILTGRPSSEGYERVVSTTIWMLRVLLTDYKGIPLSRQEKIINETIGYAQERGLM
IDKRLVDEVVASEMVYKFHPENIPAPPDPEAYEDSQFEQYERDEATWQKHVDEGLDGRRWPR
>MCE8454994.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB15
MTDAARHSIVFGGEEFAFLIERTTRRKTVAISVGFDGVRVLAPSDLDDDSVLGIVRRKGPWLLRKQAMYRELGGQPIAKE
FVSGETFHYLGCQYRLKLIPDETAVMTRIIAKGSNLVAPVLPNTHKSIQRAAVRSGLKQWYRTHAAQHFPARARMIANTL
GIPTPTLKVVDQSKRWGSCDARGCIRLNWRLVMAPMPLIDYVVAHEACHILEHNHSRRFWRSLETIMPDFEDRLRRLDRM
GHHFTW
>MCE8454995.1 type I restriction endonuclease subunit R [Rhodovulum sulfidophilum]AB15
MSQANDQFERDWVEEPAADLLRVLFDYKSLAPDEVRHLREGLSTEPVLTVRLAECLKRLNPWLDEDAVRRTVAAVTRVSA
VDVMEANEVAYTALTYGVTAAHAESGRRQDRNVRFFDFDDPSANTFEFARQVAIKGPRKEIIPDLIVYVNGLPIAVIECK
SPSLADPMGEAIRQFRRYESRDEFSGLGAPRLFETAQISIALARDTAKFGTTLTPVRHWAEWKDPYPLTLDALSAQLGRT
PTGQDILLAGLLAPANLLDVLRNFVIFETIDGRRIKRIARYQQFVAVGKAIERIRTAVTPQRRGGVIHHTQGSGKSLTMV
FLATKLRRLREAENPTLVIVTDRTDLDDQITGQFQRSGFANPIQAESGATLRSALSGGAGTTVLTTVHKFHSAVPKGSPI
ISAARNVFVMVDEAHRTQYGALAARMRAGLPNACMIAFTGTPIDKTDRNTREVFGDYLHRYLIDQAVKDGATVPIFYEMR
DAQLRIDGRDLERDVRAAFPELSDEEFQKLKRGMRLHEKLAGAKVRVEAVAKDILSHYRSTIEPNGFKAQIVTVSRDVAV
SYVEALRNLGAPECALIMSTSNNDSARLQAHHLSKSERDTLIGRFKKRDDPLRILVVCDMLLTGFDAPVEQVLYLDAPLR
EHTLLQAIARVNRTAEGKTYGLVVDYWGDNRRIADALDMFSDEDGITSALRPLSEKIQLLESRHRAAIRLFEGLHSHDDA
ECVELLRPDDIRAKFELDFLRFSEAMDMVLPDPKALEDPYPSDLKWLSRIRVLARRAYHEEPFDPKDYGAKVGEIITNHL
SVTGVEQLLVKFDILDPAFRPHLDRLRSGAAKAAEIEHAIRHEIHVHRDENPAAYASLWEQLEGIVNDKREARVSAASAL
SQLEAIVGKAADIRSGAACSSGGLSGTAAAILPFIDPDLPETERSQSAAGITEALEAYAEVIDWQQKEDVQRQMRRSIKV
RLRSLGLDAQKVEATTAKIMDVARARYVG
>MCE8454996.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB15
MSAELPDGWTAARFRDVMRLEDRREPIAPIRSYRLLGVRWYGNGAFLREERLGDELSAQHIYRVQPGDVIYNRLFAWKGS
FALVGDDLADCYVSNEFPLFAARLDRVDPQFLLRVLQHPRTSERADAFSTGTTSISRNRLSEDDFLHFPLALPPLAEQRA
IAEALGSVEAAIAKTEALIAALAESRVELTRDFQGSEEHSKWPARPIGSLIRKCQYGLSIPLDGDGSVPVLRMPDIRDGR
VNLDVSTLKSTDVSTTEVTSCEIKEGDILFNRTNSQALVGKTGIVRSTPCAQIVFASYLIRLVVNSDINAFWLNAVLNLP
RTQERLKALATPGVSQWNINSKTLKRFEVAVPPKANQDQFANLYESIEAALETERTKLTAMNEARYALAQELLSGRIRLP
DSLIVRHRDNAGQAA
>MCE8454997.1 type I restriction-modification system subunit M [Rhodovulum sulfidophilum]AB15
MTKLTRAELENHLWRSADILRGSIDSSDYKIYIFGFLFLKRLSDRFEEEAKQAIRQGLPEDVAYSDPDEHEFFLVERARW
SSIKKLTTGIGDHLNKACAAIEDANPSIEGVLANIDFNSESRLGDAKNREGVLSRLIDHFSRIDLSNASLSEPDMLGRAY
EYLIDKFADDAGKKGGEFYTPHHVVRLIVELLDPKPGMRISDPTCGSGGMLVQVAEHVAKLEGKRLGEALNITLHGQEKN
LGTWAIAKMNLLLHGLRDARIEKGDTIRNPRLLDQDGNLFLYDRVIANPPFSLDSWGADDVKGDTEKKGHNRFIYGIPPK
NMGDLAFVQHMVATLNAKGVCGVVMPHGVLFRGSGDGRIRKAMLEADLFEAIVGLPENMFAGTGIPATVLILNKAKAPER
KGKVLFIHGAKEFEERPKKNILGEGNITRVVDAFVAWKDEERFCRVVNMDEIAENDFNLNISRYIDTLEPEKPIDVPAEL
AKLWHAERARDEAAARMNALFKEMGYVG
>MCE8454998.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB15
MRKHVDITSTPFTQARLADVADVFSGIGVSREETAERPGERMPVIGVRDLQDGDVAPRAALDTVGFSAPSKALTYAVRTG
DVLVTGRGTVLKFGLVSTETAGAIASANIIVVRPGPEVTGGALFAILSSEVFRPKIEVLRRGATTLLSLSPKDLAKLEIN
LPSRDEQERIAALVNESQIAYRAALEAADIRRTLARRFVDARLFGGTQNT
>MCE8454999.1 hypothetical protein LZ188_00035 [Rhodovulum sulfidophilum]AB15
MSKRARPSGLKITERDAALIRGMIERGDRHHDIAAFFGLNQGRIAEVKDGKRFPKVPPASSDELPPRGPYLTPKAAWTEN
RLVS
>MCE8455000.1 YegP family protein [Rhodovulum sulfidophilum]AB15
MFEILRANAGGYFWRLKGTNGETLCHSEVYTSKQSAQAGVNAAKRVAPLAQVHDRT
>MCE8455001.1 hypothetical protein LZ188_00045 [Rhodovulum sulfidophilum]AB15
MSEVGGKYLFGTWLSATEIANLAICTDVSEQGDPWTAEAKDAVYKLLKPTISPHISSRSRGGTGRKRSLDQAYQLLLLDL
ATHGMDAPAAVMRKLLTIWALETFGRSTALSGFDDGQVLDAVLEELELTK
>MCE8455002.1 hypothetical protein LZ188_00050 [Rhodovulum sulfidophilum]AB15
MSCDDFLSAVEQAEAGPSSGDIDGAPMIDNWYLVWRDSDAIRADGDVSGHPEISDPRVTTSPVLGFQYDFDLEAGWLRTM
SRWYRLGRLRAVPVASPDPQAKRREALDAAQDLLRRHREAWRNQIVSGGRPVATDLPETNTAGVDGPNEPLGPVTGLFI
>MCE8455003.1 hypothetical protein LZ188_00055 [Rhodovulum sulfidophilum]AB15
MTRELDARIEELRARRNITIRKAEAELAEMQAELDRQMTAFRKEVAAEANRIGGLMQVTGRRVVAAEKRQAKLEADLAIL
SKESGLLLRRHRRLGLGILLGSVLLGSTFISLALWGAPLWPF
>MCE8455004.1 plasmid recombination protein [Rhodovulum sulfidophilum]AB15
MSGPQFFHLQSFSRKANPAGQSVEQVLAEAARVPRFSTHVPAPRPPRVVAGLHPARIKERHDAMVEAGRISVTLADGSTK
ERGIRKDRHTLLTCVASHPLLSSQVEADAEARQKYETWVEYNLAHFRRMFGDKLMGVVEHLDEEHPHLHAFVLPTDDPTC
SARDLNPAWAAKSEAEAAAREAGHDAKAAVKLGNKAYKARARELQDEYHREVGIAAALTRLGPKRERLSRAEWRARKAAA
EQDALLLREMEDRVSALAIHEEELSATEEEITARLAEQLEHAALLDAEAAAKRQSASTESDALLEAARRDREAAVARLAT
AEAEARRLENRARKKAEEDTAVADAYLLDTKRKARQVRLDAERKMEEVRSQADAFRRDGVREAFELARKLMIGVLTGEVV
PAPTGEGWTIHDERLKRRVGELGVASSLDRILQIVSRCWELIKRHLKPAAAEAELSDLVEDQPPAGRDPLHQSERGIEP
>MCE8455005.1 hypothetical protein LZ188_00065 [Rhodovulum sulfidophilum]AB15
MTAAELLTAVKAYALHSAGHTQSKVSFSDNWFRLGKWRPFVEAARAEAHRPQEIAERQLSDAADAIREQKDWMYRHLPEG
RVFQAVQRGLITREEAQAAGFLR
>MCE8455006.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MSEVLPFCKIKLQYLLEMVTDHDLDDNALRVALYLALAHADHETGESRPSFETIGAAIGKHAKSVKRALNKVEAAGYMTV
ERGTNKGKSSRYRPTKAAMRRATERRREGDKVVPLSRAKGGQSCPQSGTDLSGKGGQDRPPNREQEPRKEQGRASAPDLP
DERQSGGTRPDLVFVPRGICFVRDWDARLAQEGMTTLERSLPLSPHEHHLGFWLPARTPAPVGSAEWQAQLRVLRDVIRQ
SQDGTCPAPSAPLIASFAPRQMQRASRLG
>MCE8455007.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB15
MTGNTIADRTRLSDRGLLRDRSRIGGDWVGSETRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQTAFPGWAGTLPQDRS
AILRRWFELVTAAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MCE8455008.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB15
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRAG
>MCE8455009.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB15
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRG
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLALAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MCE8455010.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB15
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKGMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MCE8455011.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB15
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAATRPWTIAAAVHMEAEWTPEDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MCE8455012.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAAASNH
>MCE8455013.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB15
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTIRCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTPRPTHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MCE8455014.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTLNRRSFIAAAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDP
TMINSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNS
RRPVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAF
TAAPLVTNAAKLDAMDEDMRALLIETAQEGARRQRALNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEE
FGPELIEQINAAA
>MCE8455015.1 cyclase family protein [Rhodovulum sulfidophilum]AB15
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGCREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMA
>MCE8455016.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MRPARLAVLAVRVADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MCE8455017.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB15
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPVIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MCE8455018.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB15
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MCE8455019.1 aldolase [Rhodovulum sulfidophilum]AB15
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADIDEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRS
>MCE8455020.1 right-handed parallel beta-helix repeat-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKRFLQLVMAFSGAAGLFGGSSAGALVLRGIATSDEEVEKAGPEAPPSGAETAELAAQSAEADDIGMEEPGTGEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPETTTEPGSFVASAPSEGSALSPAIVKFASLLGVDPWSLVSSDG
GSGSGSGFQTPPDDGVGGPPPVDGGGGDGDPGDGPDDGPGEGPGGDPGGEPPDQGPDEGQDGSGTAVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVTGPGFGNVTVNPDLSLALVLTGETQTGSLSFDYAVTHADGTVTTHGASLSAVAGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHESVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYDDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGFSMFN
SQNILLSDLTITGDSLIIKTADGFTLRNSSVYDIWREAPANDGDTWAQNLNRVSGFFLTKSEGVLVENNVFDHNGWEDGY
DYARSAEDGQPPSMYSHDIYMTDTNSDVTLRDNIIMRAASYGAQFRMGGVVEDNIFIDNNGAINPAAGEAGAGNYSLVLG
NVVTSAGYKTVDHSEGALSQGIRAQAQDVSLVDNIIAHLADPNNAEEQVEKVKG
>MCE8455021.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB15
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALHAVFRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIALAALRLPRLRHSQGHGIAGKP
>MCE8455022.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB15
MRVVFVQHGNYAEAYRRMCAGEAETYRDQFRSVSLVAGLAAAGPVVTVALGDAHHDAQLAPNLRSVGLPRADIDRAGSLL
DDLAPDRLVCRTPHTRLLAAAAARGIATLPCFADMMRPPSPLGLWRHWRLRNALRARTVPCVANHSLNASRSLVEAGLVS
AGHVVPWDWSRLVPNPDPKPGMPDPQNPTILFAGKMTVEKGLGDVLAAMSVLAGQGLNARLTVAGGGDVRPWQAEAARLG
LAERVDFLGLVPNTEIRHRMRAYDIVVVPSRHDYPEGLPNTIYEGLASRSVLMLSDHPAFRGRVEPGRHCLMFRAGNPAA
LGAEIRKLCAAPELYAHLSRQAPEALNSLYVGLAWGDLVTYFLDDPANLTGWVERHSLCALGLSG
>MCE8455023.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB15
MSIFNEAFALRRQSRAFPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVVRDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MCE8455024.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB15
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFAVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQRVELVPGSELIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELR
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MCE8455025.1 hypothetical protein LZ188_00175 [Rhodovulum sulfidophilum]AB15
MVPPMLALWSWVIVTVILFRVLRPAGALVACLLGAYLLLPTRTSFDLPLMPTLNKHSLPAIVATVMTATVAAGVQRPRPA
GAEGAGRILPGWFPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLAMAVTLLPFLLGRKMLADE
TGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFRPSAWIQHLRGNGYRPLVFLEHGLRLGIFLTMATLVACGLSR
IDRRRRIVCLLAAAWLFGTLVLSKNLGALAIGLLLVPVALFLSTRLQIVAAAVLAGTVLFYPLLRSADLIPVDQVVGLFE
KYSSANRIGSLNYRLKNEDILLDKAMQRPALGWSTFARNRVFDPETGRDISVTDGVWVIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADMIPNSSLTPISWLIAGTLAGRLEQARAPAAATAGPTTTDPPRPPRLRGGQAAE
EEPPLPTMRATPYTRQTTLHSRSRRG
>MCE8455026.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB15
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCSTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRTEMTAAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MCE8455027.1 sulfotransferase [Rhodovulum sulfidophilum]AB15
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGPERILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MCE8455028.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARDCGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLETEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>MCE8455029.1 capsular polysaccharide synthesis protein [Rhodovulum sulfidophilum]AB15
MPFASALRRRVRQGLGTALWALRDLPGAPTFESFARRLDRMNRAHVAEIRSRGGEPMTPRAPDTIPKIVWIYWAQGLDEA
PPVVQRCIASWRAANPGWDLRVLDRDAAGALVDLSDLPAALPRRHEADFLRLRLLERFGGIWADATVFCHRPLEDWLPLL
AGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWARQYGEYLIARRRPPGPYFMVMYAFQFAVSRSPELMREWRCCSGLW
AVPSFRLMAVLDGQVGAEEAAVESLRRGLPVSKLNWKKPFDQVRFDAILGAAGVKRDVG
>MCE8455030.1 hypothetical protein LZ188_00200 [Rhodovulum sulfidophilum]AB15
MTIINRIELDTYDLRMACLAYNSGRAEASTVRAELDRLVQRVAGSEHPVLITDEAFFGPHVGQDGETRLFPRAHEVTQMM
VEAFAPHPVEILLYTRDEFSWLKSVHNQSVKQDRYAGSFEEFLAEIGGGGDLDAVAARIAATIGPEQVRVFRLEDDHHHP
FGSGGALLDHVGIPREVQQDLKRASGINQSLDARHLRIMRRLNGLALPDFLYSRLRRGVLRLQRRARS
>MCE8455031.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB15
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFLSTIAGFAMNQADRA
ILGKFITLDQLGVYTIAFFFGNLPILLSRATLGKILGPLYRMRHPSKSEANRRNVIKARRLAVGGLVAMTVPLAYGGGLL
IELLYDPRYVLAGPMVVLFAFALPPQLVSVAYGGILLAVGDSRRQFYLTALTAGLQVALMLVGVVTVGVVGVILAPALAA
MLIYPLRSRYLNLYNADDPVSDMMLLAVSLVLNGYACWLHKDGLLQLLS
>MCE8455032.1 hypothetical protein LZ188_00210 [Rhodovulum sulfidophilum]AB15
MSRIAFYRLAGLVSLLFAAGTLYRLFPIVTGQPALSEFFMTEDGYLMLTIARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGALLVRALAARILDPESQTPALPWIAALLWYLSPLLLLHTMNGLETGLYSAA
VLAVLLMFLRLLRREGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARILPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVIVLASAVSLVVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGL
CVLLLGRLLMPGVQEQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRREGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MCE8455033.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB15
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGATPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLKGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIIRYQDIYDRS
>MCE8455034.1 replication initiator protein A [Rhodovulum sulfidophilum]AB15
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGLIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MCE8455035.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPLGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MCE8455036.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MARRKRLSPITGPAEDTGPVPPGPIPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEVIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVRGLFGNAPPARRSKILSFVALHRALGTVLRFPTAIPEKLGLAIVAGL
KADPKLADRLGAALAKAKPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLE
>MCE8455037.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB15
MSVGEDLARIRINTGISVIVPTYREAENIPHLLVELDRLRREYDVTLEVLFMDDDSRDGSVEAVAASGCDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLAVGATGAVVNLAVLSGLQLAGLAAWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MCE8455038.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MRPDFLLIGSMKCGTSTVSAYLEDHPEVFMLPGQEPNFFSHDKVHDRGAEWYERLFDGAAGARRIGEGSNDYASGLMYPD
TAARIAAYSPEMRLIYMVRDPVARLASAWVQNRVDQGDQVPPTLERAVREMPDLYLGQSLYWHNLQLYRTHFPDDRIFIG
FMEDLKTDRFAFFARLCGFLGIEPMNEIPRGHINPSRGKAVPGQLYSALNALPGIGRLKALAPKGLRSTVKTRLLSRRIG
ETPEIPAALRRELTERLGPDTRAFLAHCGRPTDFWGL
>MCE8455039.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB15
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MCE8455040.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRDRFLFLTFEAFRDDPRATLRRITGFLGLDPLPEAAFGGGAAARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAERLC
>MCE8455041.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB15
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQSMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPEAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLQGLHPYG
>MCE8455042.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB15
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLVACPAGPRVLVGRDLRASSPRIAEDAIAAIRAAWREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPMATPAPAAGQEGARSFAPEAGAAYVARYVQAF
GDAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADR
PMLTDAAGRVVPGDILGAITARALGAGAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEAN
GGFLLGFAARGPAGPLAPLMTRDAMLPLVTVLA
>MCE8455043.1 2Fe-2S iron-sulfur cluster-binding protein, partial [Rhodovulum sulfidophilum]AB15
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRR
>MCE8455044.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB15
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLMLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MCE8455045.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB15
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTAERLERLAREGSA
>MCE8455046.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVASARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MCE8455047.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB15
MIRRGPKKELTLGRARSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
STRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAVPKREARG
>MCE8455048.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDSLQKQLGLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMAELPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MCE8455049.1 HpcH/HpaI aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB15
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MCE8455050.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB15
MMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGAGSDFDAVAALASDKP
SLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCLRL
QAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPNLRVIRKDGTW
AVELNRSALPAVKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGTED
VAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEAKA
AGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MCE8455051.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB15
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MCE8455052.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MCE8455053.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB15
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEETKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MCE8455054.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB15
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MCE8455055.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB15
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAARDALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MCE8455056.1 homocitrate synthase [Rhodovulum sulfidophilum]AB15
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGAVLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAAQAGFEVSVGAEDASRANIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MCE8455057.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB15
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLV
EARKFDAKAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MCE8455058.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB15
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MCE8455059.1 SseB family protein [Rhodovulum sulfidophilum]AB15
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELEEGRVVLAFADEGR
LTDFTAAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALIPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMATHLAR
LGLRIDLPAPEPMTETPLIDPDAPPRLR
>MCE8455060.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB15
MTVTPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVRGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MCE8455061.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB15
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MCE8455062.1 HNH endonuclease [Rhodovulum sulfidophilum]AB15
MGAAALRARNPCVLPGSGFPGRMVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVDDWIVYYEPVKAGPRGYFAVAK
ISRVIPKPCAEGRFLAMIEPGSFLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDL
ERIEATRYDQPPAELAEGAELFERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQG
NDTVRNGLALSGTLHWMFDRGLISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRS
LPEGPAPSLPA
>MCE8455063.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB15
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGQAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVAKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MCE8455064.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB15
MANWYSADLHFGHHRIIDFCKRPFASTAEMNAALIANFQACVAHDDDVWILGDFAFGRADDTAQFESWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIQDGEHSLVLCHYPMITWNGARRGALQLFGHVHDQWAGSRNSINVGVDQWDFRPIQIGE
IAKRAARMPVNKHWADVEHGNELP
>MCE8455065.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>MCE8455066.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MKINGALSYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDLRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MCE8455067.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWNAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADTRPSFRLSAGSLIRFERIETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGKGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEAEEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVL
>MCE8455068.1 double-strand break repair helicase AddA, partial [Rhodovulum sulfidophilum]AB15
ILEDLMIRVETARPRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLD
HILVDEAQDTSPVQWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLN
LTLEYSFRSSEAILGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLA
RQVASEIRAMIDRGETIAVKGGGRRTIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSF
LALPEDDLSLASALRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDG
RRRLVARLGQEAEDGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHS
AQRTVTIRDQIYTLEDGMPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSR
IRRGTEALGPVPRDFGFGEGLRYERGLWPEDRVLAAPETAPPDTALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPL
APAEAEDVRARGTWMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPL
TAALGQGRLSGTVDRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTI
PRELGHAALARAGLA
>MCE8455069.1 thioredoxin [Rhodovulum sulfidophilum]AB15
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MCE8455070.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB15
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGAI
ARKAMAIAADICVYTNGNLTVESITR
>MCE8455071.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB15
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MCE8455072.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB15
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTTPAPVPAAPSPLKPFRLGAKAAAAVSPTPSAPPTI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>MCE8455073.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB15
MRGFGAAVCLALALGGGASVQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
SLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MCE8455074.1 hypothetical protein LZ188_00435 [Rhodovulum sulfidophilum]AB15
MYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFPTLVPVSMVTGGDRAGRIAAAKGRKLALEARLESCG
>MCE8455075.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB15
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEDFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTARMLQLACEAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MCE8455076.1 elongation factor P [Rhodovulum sulfidophilum]AB15
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MCE8455077.1 Tim44/TimA family putative adaptor protein [Rhodovulum sulfidophilum]AB15
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MCE8455078.1 FxsA family protein [Rhodovulum sulfidophilum]AB15
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MCE8455079.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB15
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MCE8455080.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB15
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGGETEAWRPRPRPTPLPSRLTEEEAAAHRAFVETMGDDAL
WKSFD
>MCE8455081.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB15
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MCE8455082.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB15
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLRAARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MCE8455083.1 Maf family protein [Rhodovulum sulfidophilum]AB15
MSDRVILASGSAIRRQLLTRAGLVFEAMPGRVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKSPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MCE8455084.1 CopD family protein [Rhodovulum sulfidophilum]AB15
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MCE8455085.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB15
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MCE8455086.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB15
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVAALLSALGRIEGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWRDAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPGPEDIVLRG
KADLADGAAHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVENLLDEIFSRFCLGK
>MCE8455087.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB15
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQRDGRIAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDEFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHVEARQ
IACGITHTNEQTHDIIRKNLSRSAMYGGHIGGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
NVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGLEIGCVGERRRTSFESKMERLSAGRAR
LEAMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVNFEDLIPLDPELEEVDHESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MCE8455088.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB15
MIISAEEFSDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIVEEQAPGLRVTLIESDQRKATFLRTVIRELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLASGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MCE8455089.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MCE8455090.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB15
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGED
>MCE8455091.1 radical SAM family heme chaperone HemW [Rhodovulum sulfidophilum]AB15
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAEVGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEISNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVERQGTGDLSRSTVAPADQGA
EYLMMGLRLVQGLSLRRYERIANSQIDGSKITELSDLGLIETEADHLRTTAAGRAVLNAVIRALLPD
>MCE8455092.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB15
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAQATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>MCE8455093.1 ribonuclease PH [Rhodovulum sulfidophilum]AB15
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MCE8455094.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB15
MNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDGLLEV
RDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHVENRL
FHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGRANLL
SDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIGPTRL
NYGRIVPIVDYTAQLVGKLIADRGKG
>MCE8455095.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB15
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MCE8455096.1 hypothetical protein LZ188_00545, partial [Rhodovulum sulfidophilum]AB15
MTLVKNGGGSVPDGGSTPDGGNPVETPNDGPVVVDPVEATPDQGAGNYSLVLGNVVTSAGYKTVDHSEGALSQGIRAQAQ
DVSLVDNIIAHLADPNNAEEQVEKVKG
>MCE8455097.1 acyltransferase [Rhodovulum sulfidophilum]AB15
MPIEALRVLAVLLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSVLSIDGAFYLLPYFLFGTLCHRHADQLLRHRTWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GIRRSRRPKPAAARSAADTQSS
>MCE8455098.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MTPTAIAYLVPEFPGQTHAFFWREIQALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLASVARLAGRPVR
TLRALAYVLGLSETPWRRRLALLGLIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARARFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDADRFCPPASARPGGEALEVVTVARLNHTKGHVHLLNAMAR
LRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMATGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTSDAVA
>MCE8455099.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB15
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEAF
>MCE8455100.1 hypothetical protein LZ188_00575 [Rhodovulum sulfidophilum]AB15
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSVDSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MCE8455101.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB15
MLYFKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKALSRGAVLAKDIRLLDGDVILVPERRLFE
>MCE8455102.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB15
MPAPIRLVATAALLSASLMLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNR
QQAYSQYLRLAEQYPDDLEVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAA
RAEALLAEQPDNALLHVTLLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKAAEALLREMVAKFPKD
KENKAALIRFYLAQKNLDGAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAITERPDPLPFQVIGAGLD
FEAGRRDQAISTLETILNGAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAA
IAGLRTALDHAPNDSQAMTLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAP
DNSDLLNTLGRLYLQMQDYGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTAEALSYLEEIAGTADASLSAKIALI
RARLATGDVDAALAQAQELRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDPNRPGIWLELSNLQMRQGDRAAA
AASIGKGLEQTPDDPRLLWAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFR
DTKVPAMQDTYGWIALRRGESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKAVEIAGPADRRPQIDE
ARAQIEALATAAPAEN
>MCE8455103.1 sugar transferase [Rhodovulum sulfidophilum]AB15
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEVYDRDMSLRTDLDVLFKTVSVVVRATGC
>MCE8455104.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLPTTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MCE8455105.1 chain length-determining protein [Rhodovulum sulfidophilum]AB15
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRTPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQGAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPKERGSRLRRRNR
KEPPPSGSIMPG
>MCE8455106.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB15
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GENVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDT
CEREIAEHTNVLGVVLNAYRQADAKG
>MCE8455107.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB15
MVATYARLLKARGHEVTVVSRPWPRRTLLNRLRRALRGQPIRPHPSSPLFEALGDRHRVLDRRRPVAAADVPDGDAVVAT
WWETAEWVAALPVSKGRKFYLLQDVELFDHLPVDRVRATYALPLHKLAVSGYIRDRVRKEQPGAEIGLLPNAVDHALFTA
PPRHRGRPFTVGFLYSSAPRKRAELAFATVEAARVRLPDLQVLAFGSKGDPSEIPPGIVYRRAPPQQEIPKLYAACDLWL
FTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAEWRAMSDAAHATAAAHSW
EAATDRLLGYLGEEARS
>MCE8455108.1 hypothetical protein LZ188_00615 [Rhodovulum sulfidophilum]AB15
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MCE8455109.1 hypothetical protein LZ188_00620 [Rhodovulum sulfidophilum]AB15
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLDGEDRQSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDAPRAFSAADWSVDETGVRIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPSGGTPVTRDSAVSPVVVALNFQAQDNGDGTFGITYADGARST
VEFVLSQPTVYAGSFNLDLAALETGPICLVQPALSGTPAVGAALSATPFLWVYPEALGALSVSSGWRRNETVLAGESGST
HTVTAADAGTDLQYIETGTQSGAAAPVTAASPSVRIGEAAAVLSGVSGTRSAAGQITVTLSTDWGEGTIFYVVTGGAAPS
AAQIAAGTGADGTPLAVPYRGSMPVVAAGPQTLTISGLAEPISATVHLVQQTGSGVQSVPVSTARIASPVTSGYSPQSSA
SALAWWDASDEATITHAAGAVSQIADKIGTAHLTGTGTTGVGASDVNGLNTIVMDGTSDYLATAGVYPFPADGNWVLTII
ADIGAVNDYMDSLFSAEFGSVNAYLRASSSVYFAGKLYVGAANQAVSPQIGAGLHTVQIVADKENNVARCFVDGEEVFTL
AYPTAVDSPVVQFFRFGTSKNLGGKFLEVFIDSDTGTQAGALAFATKKWAL
>MCE8455110.1 hypothetical protein LZ188_00625 [Rhodovulum sulfidophilum]AB15
MAKMKFKGIPVGEKVTMTVRDSAGNTLVTAQSPAWAQSTTPAEVPGQVNTAADLGIVSSIPFNAIAANIEAVEVLTQPSY
GHVSVVGTSVLVNTVDVPEIRAVTTEPVVLRTPENPLSKMVNNLVKSTDPITFTLRVTQAGQSPQDVTVVCRIDAHLSLS
GWSCGRGMKLAVDNNDETVLEPGEKHFDLYVSLSPAAYTRADIMTEIGGNTISGKVDDYIVAQLTPGGATISGVTIAYDP
INYYGSQAKPVRPIAAAGLVTELLEEHGFDTVHIHYERGYDYSTDRGAANFGKAGLLHPNAVLAWGEGAKPIVPRARFNG
NTKKHGMVFRGVQFPLGQGLGGSGGTNVIVENCLVPAMIYFYGQDAFGYPARFTVRNSILPHSFAVEDVRDGTPDYWAGD
YRPACIKPGGGSNGIIIEGNFLALGAFAPDFALDNGADGLPGPDDVYPFIDVGSDSRWGLNGFSTPGPNLLAHPMYCDTY
TRHIQIRKNFIFGSGGSLIQLRGGAVMYDCAFTWGNQTFSVGPGTFNNYSSEVFDDRNDGHKSWLHDVVLTHAGYHDGPQ
AGNALSEGIVVGSALTSLDRVVILHDIDPNNPADADRLVSSWNGASHGRKSGFKYSAAYEAGGKFENYHGRERDLVCANW
GSVENPDYNPGSLDLSNINNATLFRWYDAQRGNAPDTTTDPLDIYWWLRGHEGPEIKALVRSFVTFMQAPLGIVPTWRTS
ASGCSFVPDLAEDGCRWDNTNNWGRDLIPGSFAGDTAALNGHKVFYQLDTLTVAGLDLGAGGHLHAVNGRLNVSAAPVCT
GSGAITVDESGQVWVNGYTDTDPLTVTVKGGRFANTGTFSGPADIHVDGSTDPYGKAEFLCAYGAASMTVTSGRKMEIVG
SGPRVGFDGTGGTQARLSFESGAVLSFVAKEGRLATIREFRSGVNGTATPDVVSTVALGGAALMLDLTGVAVGSHVLVSV
DNVIGTFGSITGKIDPRLDATVTVTAKGVSLSIGSGSGQIRLT
>MCE8455111.1 DUF2029 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLLLGLQVAMVGYRLDFYQYDFRAFYIAANLFAVGGEPYSFEELVRVSKGLGLSDNNHPFLYHPLTLFIFEPLSDLSYRA
AYSLWLFLQVSSLAIIAWVCIRFFKIPAPWLLPMMAVGLNGAIAANLRAGQLTLMTLAMILLASAMVMRNRAAAATVFIV
LCAIPKLWVTPALGLLLNRISSGRMVLVASGALAILAALGLSYYLAPDDFRKFLTVAERFSGGSEPGGASNGSSRNMLAS
LAGTAGFDAAQFKLIWVLWIVSVLGISLLAWTRLLRDGATPYPELFSLVLLSICLVMPRMATYQWTIAIPAVAHIAATRP
YPVGIPLTAIAVMPTLYIGRYCLDRPIEARADTFLEIAFYFANLWSVLGAWLILCVSVLLLGSRGRRRENYPVSAVSISS
EPLAQRPR
>MCE8455112.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MCE8455113.1 translation initiation factor IF-2, partial [Rhodovulum sulfidophilum]AB15
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSVGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIF
>MCE8455114.1 RNA-binding protein [Rhodovulum sulfidophilum]AB15
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKTKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MCE8455115.1 transcription termination factor NusA [Rhodovulum sulfidophilum]AB15
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MCE8455116.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB15
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEEDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MCE8455117.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSSAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MCE8455118.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB15
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIGRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRDV
QRLAVALGL
>MCE8455119.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB15
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLQIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MCE8455120.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAASFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MCE8455121.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB15
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAGDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIAPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MCE8455122.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB15
MQTVEIYTTSTCGYCHAAKRLLDGKGVCYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MCE8455123.1 double zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB15
MRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLYRGRAR
GLVLAFKHGDRTDLARAASGWMLRAGRPILVPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLVRLRAT
RPQEGMTAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MCE8455124.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPGARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>MCE8455125.1 ferrochelatase [Rhodovulum sulfidophilum]AB15
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MCE8455126.1 hypothetical protein LZ188_00705 [Rhodovulum sulfidophilum]AB15
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MCE8455127.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB15
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALGWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MCE8455128.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB15
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>MCE8455129.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB15
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSQYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVI
DIFP
>MCE8455130.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB15
MSHLVERLSLRGEGVTGDGLTVALALPGEEVEGAPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPSASRRRAVLAGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAAILL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MCE8455131.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGQLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MCE8455132.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB15
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAEAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACAANSAGIETLSRERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVMIHLEAALGLAPDPIRRLAALGGEDVAGRLRLGKAEARRLWRLAEGAAAGEGPAVLAYRVGPEEARDSVLLRAA
SLGADLPEGLGAEIARGAHARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MCE8455133.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB15
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPGPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MCE8455134.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB15
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHQYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAEAYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MCE8455135.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB15
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPDYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQSR
>MCE8455136.1 serine/threonine-protein phosphatase, partial [Rhodovulum sulfidophilum]AB15
PCGQVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGGQYRARPPEEVAAHLNRLF
LEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDG
ITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>MCE8455137.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB15
MSFRDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVRFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEACKHAGCAVGLFVGDAAAIPAWVERGVGVFVCGSDQALLRKGAA
GIMAAR
>MCE8455138.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB15
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLADEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>MCE8455139.1 DUF6282 family protein [Rhodovulum sulfidophilum]AB15
MGGERVKMQGTMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHH
PDLTTRVFSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKML
PELHDILDVCAATGLALASGHVHVSETKKIFAEARKHGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSK
FRNHTTEQLGEYIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MCE8455140.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLAQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLIAFTEATITDPDWLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MCE8455141.1 hypothetical protein LZ188_00785 [Rhodovulum sulfidophilum]AB15
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAVPGASFDRVAQVDEYCV
LLPKGGATIEWNGSVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNADGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MCE8455142.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSID
RNVASIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATLEYARQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>MCE8455143.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FMPSLLSARLRWGLRAVMAVPILAFLAVMAWYGWDFAERMGPQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MCE8455144.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLIYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>MCE8455145.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAA
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>MCE8455146.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB15
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MCE8455147.1 hypothetical protein LZ188_00825 [Rhodovulum sulfidophilum]AB15
MRLIAVWAMLLPFALASLVAQGVMPGKASDGTLTLIICSGDSFVEMVVDPVTMEPVSDNQDRDDQRAASGYCAWAAAHPV
CAEPVAVAIHGPVSQARAVLRPPSPTILRVAAATGLPPSTGPPYSV
>MCE8455148.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVTEQRLAPS
EIIAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVITVRGKPGRRVFWRDLHAVGGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQARIPETAPPAAGMTPLGLDAAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLIDMGYADYGPLGRWLEFGINTHMGQTFGVLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFVGLFVLLGIGGILFPLTGMSLVAMLVLDLAWQRFRAAHAT
>MCE8455149.1 hypothetical protein LZ188_00835 [Rhodovulum sulfidophilum]AB15
MSGDEIGLCLSGDLDRPVGGTIIDNQDQTVPESGGRLSDLGNGCFQRRLFVVTGDLHDNSGVNVRGHQDKQSILGMISDA
SHISDEARNASLFFHLISRWRYFPHGKRIADLLLP
>MCE8455150.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB15
MRKATAAFRNCLILVVDDGSTDGTVEVARKAKADFIARHSSNRGLARAYMTGLAASLNLGADIIVNTDADNQYRAAGIPA
LVRAISEEQADVAVGARPIEQTEHFSRLKRRLQRLGTRVVRGLSGTDVRDATSGFRAITREAALRLNTFSDYTYTLETLI
QAGRSGLRVTSVDIETNPPTRPSRLMRSMRQYVLRSIGDMLRISTIYSPLRSYLTVAAPPLAVAIFLGLRYVFLVSFVDP
SRSHAPSLILAGILTGLAFLLCGLGIIGEIMTVNRRILEELRINQRRQLAESGSLGGRVDFNLIEISHGTSK
>MCE8455151.1 hypothetical protein LZ188_00845 [Rhodovulum sulfidophilum]AB15
MTGSHPLRKRLERLGTRSLPKLLTLQDRNPHSPTYGCFDRNFWHLRITDFPSGMAQEFVLPLALAYSNRLEGNDFFGDPM
IREWVRAGISYAARSAHPDGSCDDYYPFEKAAGAAAFSLYACIEAIPAAGLDPAPFLPFLTQRAEWLARHQESGRLSNHE
ALIANALYRLSALVGEPRFAELGRRRLDRLLTWQSEEGWFFEYQGCDPGYLSLTIANLAELAELRPELPLKAPLLRAIGF
LHSLQPPDGWLGGEWTSRNTNNFFPHGFELLGKTIPEALDINTRAVGAMDPAPEYDDDHIIGHHCWSYIKTALSWRDTRP
EPSVSPDRDVVFPEAGLSLLRKGPMTLLTAEKKGGAFRLYRGDRLIHADTGVSLQLRRGDRTRTYVCHLWSDDNEIERCP
ASVTVSGAMGRAKSSQMTPLKNLVLRSLMLTLGRFNPDLIRAILQRLLITGKPRSGLRFARHLALDDSGLTVRDRIEGGG
EIVDCGIGPAQTSIYTVMSRIYHPVQRQPWCDLSAEIMPGSALRLDHTRRIGEAE
>MCE8455152.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MKRLVSVLVSLAFLAVVYSLLDVDAIIGALRRTDPGMLGLSLILLVGLIFVSALRLSILSRTGGLPLGRRKAIQATFAAN
ALNMFLPGKLGDILKASLMAEDDSAQLAKATSLGIWEKISDLAALFLMASVPLALTSPSSWAWLPLGLLGLCGLAALLAP
RILQLPFGALRATRPLARDWGAVVRSLRSRPGSLTLCLALTALLWLGHLVQISLMAASLGVSGDVSFWAHFMALMPIAIV
AGLIPLTFAGVGTRDAAIVMLIGAQAGPETAAALGVLFWLRYLVPGLIGSPLLPRFLRTAAAHRARFAK
>MCE8455153.1 hypothetical protein LZ188_00855 [Rhodovulum sulfidophilum]AB15
MTGSAGSNGRPLPWLPIFWGVLVLAQITSCGPELWYNPWSIIQDDGRHFVAWLRQMSDPALFPDDPIATYFLALTPELFK
ALHLPAVWLGIDVGAWNLLVVSPLSIALFLAAANTFAARMQLARPERHVLVLLLLAAVYSDVTSGLPRGFGPTIVLGLLG
LFMARRRIALGIAMAAGANIYPIAALVGGGAIGFNAVLRSMSVRRIDRNDVILVLIAAAAGIVGLSPFLASTDGAGTTFT
LAEARDIPIFGPGGRTSFFRDSWVDMLLCSSQRSGLLPTCAGGPGWPPLVLTAAVFIMGVLLLRRRDVPRDVGTALISLA
LSGLVLTALAYVFAFKGHLPGRYSRLSLEQVYAFSWVFAVTSGVVWAARRRGLAERRLFSGLVVVLLAAALVGTRPSAEF
IRDPAPLISAALRSQPPETVVVGFSRYVDSVPALTGRKVFASLELTVPYKKPYYYRIEQKMADMGALYRGPVSSGWRALL
DRSGIDFFILDSEASARARQWYVSFPVLKGSREQSVFVSNPDAVRSCTFEAQGSLKMISASCFADRALE
>MCE8455154.1 hypothetical protein LZ188_00870 [Rhodovulum sulfidophilum]AB15
MRGLFTTLRLLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGTASDEASAPASVPGAEVVTTPLDDPLDAPPGPSPAKPDEAPSRA
N
>MCE8455155.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB15
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWARPHARAMSERDYVSPLPVAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MCE8455156.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLTLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRANSIPHFERWIDWQNSARADQYRNSLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MCE8455157.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB15
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAADDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTTEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MCE8455158.1 FAD-binding protein [Rhodovulum sulfidophilum]AB15
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MCE8455159.1 DUF6473 family protein [Rhodovulum sulfidophilum]AB15
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MCE8455160.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB15
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EATYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MCE8455161.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB15
MHGQSAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLVRDFEARGVPRGQAFWRQALDVMGIRVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVAEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MCE8455162.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB15
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>MCE8455163.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB15
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRTAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MCE8455164.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB15
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHSAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEALAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MCE8455165.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTIVTRTGSGLLASAPEAIRGLIEARRVGLL
RAEAVASAPVVLAVDLDSPETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MCE8455166.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB15
MRDSKRCADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLIAQIVLISGVLYLNPARDSLLSLRESGM
VAETNLVADMFEAQIRRNDPLDPLAGNGLDLDVMLNGLELAQGAEVFVFDTAGNLVGHARGLVRTDWAVEEYEGDSWITV
ITDALYRAWLGGVSLFGQEEGSDADGDPQRRLTDQVAITLTDGLQVATGVDSSGHTTFSVTAQILRDRQVVGVVAMVSAS
GEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNAPSMRPGRVRIPDLTARPDEIGRLSG
ALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASRLDSE
LVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRVWARKRD
NRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQLGARFVV
GLPI
>MCE8455167.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MCE8455168.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB15
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDLLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPSKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MCE8455169.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB15
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEAMKRFGLLDCLVIHRH
GSLIPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>MCE8455170.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB15
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MCE8455171.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB15
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MCE8455172.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB15
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSSRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTVKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDSMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MCE8455173.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVLVNNASIFEYDTI
RTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLAKMGLWALTRTAA
QALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDGGQHLGWRTPDVL
GVE
>MCE8455174.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB15
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARRHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MCE8455175.1 hypothetical protein LZ188_00975 [Rhodovulum sulfidophilum]AB15
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>MCE8455176.1 S49 family peptidase, partial [Rhodovulum sulfidophilum]AB15
RRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLWSRLGAPGVVGIADELEARLLW
SRYGL
>MCE8455177.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGREAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVATAFLGQLERGAE
>MCE8455178.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB15
MTDQSPPALTTALRAAGFRGEVETDRALRNAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDVDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVSRIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGRARPVAFVEDCVV
PPGNLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPL
ADRLILLAERESVRVQALAPFMRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRFRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGATQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MCE8455179.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MCE8455180.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB15
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIFDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>MCE8455181.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MCE8455182.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MCE8455183.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDIDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MCE8455184.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MCE8455185.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB15
MTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSALPVTCDVS
DYAALCAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>MCE8455186.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB15
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPRGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQD
KAEDLAARVAQAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHTGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPRPPQQD
>MCE8455187.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSREGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MCE8455188.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB15
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAAGLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALAE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MCE8455189.1 GFA family protein [Rhodovulum sulfidophilum]AB15
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLAGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGNPGIAPEAHICWADRAVWEDALEHAPRIAGLPGAE
>MCE8455190.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MCE8455191.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAEGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFAEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLKRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MCE8455192.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLSARAIPLDVTDRPAVEALAATLDGL
DVLVSNAGVAGRATFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMANAQLARPGGAEWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MCE8455193.1 thiamine pyrophosphate-dependent enzyme [Rhodovulum sulfidophilum]AB15
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDANAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>MCE8455194.1 E3 binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPAPDPETPASAPAPASAPAAMAPAMGPAAEPDRPCASPLARRLAAQAGLALDELAGSAPKGLIV
>MCE8455195.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVILGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SE
>MCE8455196.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MMRSLLNTACVAALAFGSLAFAARPLEARDRSADGELDLGTIFVRGAKRPQEALSFPGAVAEADASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGEGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTDLSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MCE8455197.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
AGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVYATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPALMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRRLAGTCPASEIPLKNMEIAE
>MCE8455198.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDIALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>MCE8455199.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB15
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFDAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRV
>MCE8455200.1 isocitrate lyase [Rhodovulum sulfidophilum]AB15
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGKISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MCE8455201.1 malate synthase A [Rhodovulum sulfidophilum]AB15
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFVAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEETQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHPDYVLPDRAEVIMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVALAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MCE8455202.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB15
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
TAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEDMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGAGFEDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MCE8455203.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB15
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGVISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCALAMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MCE8455204.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVTIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MCE8455205.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MKDELQKTGAARPDATDPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFSDDERPLVQYGERTRKAERSQ
>MCE8455206.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MAGPALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADLILSNGLNLELWFQQFLD
HLGEVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPRNAATYVRNASAYKDELRATLEPLK
AEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVVFCESTVNTAPAEQVARE
TGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>MCE8455207.1 transcriptional repressor [Rhodovulum sulfidophilum]AB15
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MCE8455208.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB15
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVHKYAWMLEEAIKDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MCE8455209.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRLTAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNARLIEMATQQVEQRVAGALL
RLIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGILASRRRHVTVTDPRRLELIGEGR
>MCE8455210.1 NnrS family protein, partial [Rhodovulum sulfidophilum]AB15
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLALWSLAPGLPGLCAAF
AGLAGLHLLRLARWRGGRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLDGIGGPGLSGALWTAAFAGFVLKVGPWLILPSVARR
>MCE8455211.1 flotillin [Rhodovulum sulfidophilum]AB15
MSSFAIPVIMGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEG
ALITQDRMRVDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQ
NAVSEDLTKNGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSRMEGEREKISI
EQDEEQARIEQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQA
RASADTARAEAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARL
RAEAQKAEMLAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGT
ETAAGPESPVNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEDVPVNGAAARGGPAEKAGSLAQ
>MCE8455212.1 YqiJ family protein [Rhodovulum sulfidophilum]AB15
MTGTYGFFGVFLSPQLVPFTTALVLLAGMLVLELGFALMGGTLLGMGGSPDGPDLLETDLPDPGALGLDPGIDPGEFELA
DPDGFSGASPADGGTGALGGVAALLGLGKMPLMIWLASVFMAFGIAGVAIQTAAYGLWAGLLPGGLVAIPSAALAILFTR
SFGAVFARLLPRTETQSVRARHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPT
GSFRLISLDN
>MCE8455213.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB15
MTADCKDIAALYVTEHDRLERQIGRRVGCRNTASDLVHDIFLRLWERATDRNGDSRAYLTRCARNAAIDHIRAERTRSDA
AGSILAEQYGQAPARPEEILAARQDLRSLDQVLADLPKRTRHIFILNRVHGGTLSEIASVMGVSRRTAPLLRTKPAPSRP
VRISGRIRR
>MCE8455214.1 LuxR C-terminal-related transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MCE8455215.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB15
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MCE8455216.1 AMP-binding protein [Rhodovulum sulfidophilum]AB15
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRPDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MCE8455217.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSNGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVEEAIARHAGTGTMKRPIEIAADL
>MCE8455218.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MCE8455219.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MCE8455220.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMDVNVTGTFRVSQHIARGMAARGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWRRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MCE8455221.1 hypothetical protein LZ188_01230 [Rhodovulum sulfidophilum]AB15
MEEAKETRRAFVDRIELAPAPESDGLTIDLHGALAALLRLATGGEGTDAN
>MCE8455222.1 hypothetical protein LZ188_01240, partial [Rhodovulum sulfidophilum]AB15
LGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGVYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>MCE8455223.1 acyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MIRQPRPDENIPVAAAGELPPALLLSAANETTLANLARSWLTLAETAPADLGARIATANWRRARHRHRLCLAAGRADALA
QGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIERDPTFRSAFNDIADAFAGEGIAGLAEALADPD
LEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAIAAGRIAREDGIRIIAQRSRAFEPLRGKGGMAA
FAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARAHRIAGRILPIPYPYHSAAVETLRPALTRGLAR
IAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAEDGIRVFVEISPRTVLRSYLRDTLAELDCETRVL
ESLDSTRAEARDAGTIARAALAAGGAADRARILGPEQPVADGLPDYPFDRQTYRLDSPVATDIFHRRPQHPFLGTRLRPD
SAEWQGEIALARTPWLGDHRVGGRVILPATAMVEMFAHAGCEILKTEEIELRDVEFLRPLELPEKGVVEVRLVHEPTARR
MRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRDGTAVRTTLAPRDGT
EGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDTVLADATGTALLSFE
GMRLRPLPAGTATPHDFWDERLVPLTGDGAATALRAAKALCGTTETASDADVLRAALGSRLAWDLLAEGAAPSDPRQEAA
RRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPEVAPGASAELKSALAAAAGEDRPADPLPQAARTLDTLLDSAAP
LGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPLRFLALTEAGAADAVDLVLGCCLSQGFAQRESA
GRLAALVAPGGALIAAEEAPDLFSLMTRRHRDADALDRLEHALHAAGLDTASAPASGSEALRLIRATRPARRAAPRPELR
ITGSGPLAEALRALPQGSEAAVALHCAVPEEGDPLAAARIFRALPDTDGTLWIAVAETGRWEELTGWRRVVANETGRDIR
LICAAPGVAPERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETGPRRLVADRRGVALDGLVWQTPPARALQPSEIE
IEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMASRVITRAEAAMPLP
DTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFR
>MCE8455224.1 polyketide synthase [Rhodovulum sulfidophilum]AB15
MISRQTSGSEILTDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDSAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPPPTGRGLRRSTPSASAAPMPMR
>MCE8455225.1 hypothetical protein LZ188_01255 [Rhodovulum sulfidophilum]AB15
MGWLLWAGLALTQRHGIGCRPEVEYERPKPRLKTCPIGCFHIDITEIRSGEGQSHLFVAIAKARKTLSSGITGRPKRWRP
RYASEIPSRRCHIALIDQEIGMPFVRMTMAKGVQLTNRPQDRRAMAQFPGSSREETRVKHQPHIQPIAFAAKTQDFFQAP
VRSRG
>MCE8455226.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTARHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMDRTKQLLPPQGRSFPI
>MCE8455227.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDGSRLVGTVLVLIGAVVVQWPALSR
>MCE8455228.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB15
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDCIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MCE8455229.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MPVPSLATRLGLPSALAALIFGAAAPAQAETAASTPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYKEISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGPRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>MCE8455230.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MITVTDLSKTYGDKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDSYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEERLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MCE8455231.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB15
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHALLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>MCE8455232.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB15
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPASAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLQQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MCE8455233.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MIRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDVAAALPWLAALLAGALACLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGQVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDDIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGAPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MCE8455234.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MTTQPNGPAGPSTPPITRLLAPIRAQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRKSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPAPGEGVTPDGNRLCFEAVGYAYEDGTETLSGIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRPDATREEVSAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETIIGADRIVVLQDGRI
AETGPHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>MCE8455235.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRRTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MCE8455236.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MMQIRLSSRAALMASALVAPVCIAPRAALAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNE
VIADTPNVLIPGSTSAPIIRGVDSDGPLIAGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQ
GANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTYPDFDYDFASLNGR
LKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNTSDYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEAD
YDFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALFGEAT
WRFASDWALTGGLRLQQDRIEIEGKTSYVVDERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKE
YYEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASS
TLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYAL
ANMRLSYRPRDGVEYFAYVNNVFDNRAALSVSTNDAAEIAEPRELGLGLRVTF
>MCE8455237.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MCE8455238.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB15
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGKKTATCSALRDIQNGEPMPTIGRRDIALNWDGTPALVIETVEL
VQCRFDEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDALGTAAA
>MCE8455239.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB15
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MCE8455240.1 tryptophanase [Rhodovulum sulfidophilum]AB15
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVTEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLGETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MCE8455241.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB15
MYDVNAIRVDFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MCE8455242.1 YIP1 family protein [Rhodovulum sulfidophilum]AB15
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MCE8455243.1 YIP1 family protein [Rhodovulum sulfidophilum]AB15
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MCE8455244.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB15
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MCE8455245.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB15
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MCE8455246.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MCE8455247.1 hypothetical protein LZ188_01375 [Rhodovulum sulfidophilum]AB15
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLRDQDRRDKEDRT
>MCE8455248.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB15
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MCE8455249.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB15
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRLPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MCE8455250.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MCE8455251.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MCE8455252.1 hypothetical protein LZ188_01400 [Rhodovulum sulfidophilum]AB15
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GG
>MCE8455253.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB15
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MCE8455254.1 YitT family protein [Rhodovulum sulfidophilum]AB15
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MCE8455255.1 SMR family transporter [Rhodovulum sulfidophilum]AB15
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MCE8455256.1 translational GTPase TypA, partial [Rhodovulum sulfidophilum]AB15
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGD
>MCE8455257.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB15
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQSHACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLKVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGEATGCTEATVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GVVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPSDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MCE8455258.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB15
MKLQSQLRGDALHIVVDEDRIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MCE8455259.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTLSRAPRGEAPPAAEDTSSRQPADNPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRAMPGESLPDADRTGADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MCE8455260.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB15
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>MCE8455261.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSTL
>MCE8455262.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MSKKAILALGSAVLAVSGVALQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGTDSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMTAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MCE8455263.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MCE8455264.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILGMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MCE8455265.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MTARSSLEAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDTGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MCE8455266.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPQRTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MCE8455267.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB15
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPAATVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MCE8455268.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDETAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PVDGARILRFKPI
>MCE8455269.1 pseudoazurin [Rhodovulum sulfidophilum]AB15
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>MCE8455270.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB15
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>MCE8455271.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB15
MKDGAPQIELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVTSARAQALCH
PYKRGATVFGMPRDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQV
NLVKAICLHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVD
RAMRGEGAPSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVE
SIVIHTSHHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPE
WTRRYHSRDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLAD
IPEAGLGILNFTVAPEKLGAPRPRGLFDRS
>MCE8455272.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB15
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPTDQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MCE8455273.1 dihydroorotase, partial [Rhodovulum sulfidophilum]AB15
GATTNSASGVSDFDKVRGVLEKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLDPIRRATPGLKVVMEHITTADGVDY
VHSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGDARFFLGTDSAPHVDPAKECACGCA
GIFSATNTLSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVAYPARIETGAGPVTLFDPGFDLHWR
VER
>MCE8455274.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKHQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MCE8455275.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB15
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNDIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MCE8455276.1 alanine racemase [Rhodovulum sulfidophilum]AB15
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGDRRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MCE8455277.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVLAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MCE8455278.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLTVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MCE8455279.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB15
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRS
>MCE8455280.1 methionine synthase [Rhodovulum sulfidophilum]AB15
MTQTAFSPTRLALSSVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKAGDAAAA
>MCE8455281.1 hypothetical protein LZ188_01545 [Rhodovulum sulfidophilum]AB15
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MCE8455282.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB15
MSFASRLTRAPLAHEPDRAAEAADRFATQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLTGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAETAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPDEVAETLTTDYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVDRWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MCE8455283.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB15
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAETADFTQ
>MCE8455284.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB15
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRKAHAAALATGADSAEAMRSVVRLLIEEFGADL
>MCE8455285.1 hypothetical protein LZ188_01565 [Rhodovulum sulfidophilum]AB15
MPELVPVQAPVPLPEADGLLLAGLVEFDARAAEGVSSWLKRRRASFGGLDCVSSWS
>MCE8455286.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGATDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MCE8455287.1 3-hydroxyisobutyryl-CoA hydrolase, partial [Rhodovulum sulfidophilum]AB15
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVGMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEAEWPALRDELIATG
>MCE8455288.1 Holliday junction branch migration DNA helicase RuvB, partial [Rhodovulum sulfidophilum]AB15
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANL
>MCE8455289.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB15
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MCE8455290.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB15
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MCE8455291.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB15
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MCE8455292.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGVGSALMAEAIRRLRSTCKGAALVGDPGYYGRFGFRPYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MCE8455293.1 YjhX family toxin [Rhodovulum sulfidophilum]AB15
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MCE8455294.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB15
MSVGPARNRIENPFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAGLIAGALAVGPATVLALAAGNAAVAKAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGTNYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRHLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMD
RAGRALRLAMGSAFLWCLGVALTGVFAGAPLGGLFSEDPAITEAVAAILRPMTALYAITGPVLVLALHVQAMGYPLRTAA
LTLIKPWLLTPALLVVMNALWGIEGLWFAFPVADAILLVLAMTLVLRTRPIAPVPAPCL
>MCE8455295.1 hypothetical protein LZ188_01615 [Rhodovulum sulfidophilum]AB15
MTQPSLGTVKTQAKALRQALQAQGTAISHAQALELIARQYGARDWNTLHARLGQRNAPAELALGTKVTGHYLGQTYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVIIAPS
>MCE8455296.1 hypothetical protein LZ188_01620 [Rhodovulum sulfidophilum]AB15
MGRAARKARRPLDHFEPIDRQVIRLSVEAKRLLADKGRDADRGRKA
>MCE8455297.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB15
MILYAVTAILFLLIDAVMLTLVMEPLFTRHIGTAMRDGLMIAPASLFYLAYVAGLVFLVSAPALRDRAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMILLRLRG
>MCE8455298.1 hypothetical protein LZ188_01630 [Rhodovulum sulfidophilum]AB15
MKAALVASWLADSTPISASDFEPWRVHSLLQRRWVSAFDIGGRLGIGALKTEWDTAACPSGRVALPPGMSTTSSPDPFNT
LVEALDLPPVKDGPLNGTRFTVKDNIDIAGHRTSFGSLAWRDTHPAPVHNALCVDQLLAAGAHCVGKAVADEFTYSLDGE
SQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAGVLPFMPSVSTVG
ILAASLPLLEAVARVLLHSQTTPVTAPRRLLVLSDAVELALPAVQQQLRAALDEIARRTGLVAEPIRFAELVGEDAALSD
CNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQHFDRIAALESLARSERLFEQINAALPPGTIICFPTAPTV
APLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTAEGCPVGMSFAAGHYQDESLLMALSEMLGPQGS
>MCE8455299.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTARFSRTRHDLAEFLRRKRASVQPEDVGLPRTARRRTPGLRREEVATVAGIGLSWYTWLEQGREISVSAHLLENVARAL
WMTPEERQHLYLLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDRLFAFSDYPAGSRNMLWM
YFADHRLSRRVQDWPRQAPQIVASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMADRGPVA
FDHTTLIVDQDRHLRLVYYAAVERGEAGRKPMGGCSIDHAAE
>MCE8455300.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MSGARKPCRHGSSSNRITSPIVTSYGMSDRLHDVAEGAVTMTVPARRTLGATPLFALLLGGFITIFDLFVVNVALPSIRA
DLRASLAGIGWVLAGYELAFGVTLIAGGRLGDRYGRRKVFMLGMAGFTLASVLCGLAVTTQSLIVARLLQGATAGIMFPQ
IYAMLRVLLDAEGRRRAFGLLGMALGFAAIAGQVLGGWIVTADIADLGWRMIFLINLPVGIIGLLCARRLPETGQADAAR
TDWAGTLLATIALILLLFPLLEGAHSGWPFWTWGSFIASAAALTLFVAWERRVKLQGGTPAVDPALFTNRSFAAGSIIVL
LVYSTSTSFFLGFALLVQEGLGLSAFAAGTLFAPASVAFIAASMTAPRMVARFGDRAIAGGAGIYLFGTAAVALTALSGA
HEAWLIPSLILFGFGQGLSMTPLLNFVLGFTAEREAGMAGGIISTMQQLGGAIGVAMISILFGQILGEAGYARAFAGGLT
YNIAALLFSALGISLLIRREAREAREA
>MCE8455301.1 hypothetical protein LZ188_01650 [Rhodovulum sulfidophilum]AB15
MKAARKDTNAHWTLSYSKAKANADDGKPIDLAIPTFGYAVRGRLSNRTAFMRRASWSSWLRRASRPFLPERMIPTVETGP
EIIVFKRISLS
>MCE8455302.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB15
MTAAEFANVRERMEPWSRAAGASLDQLFGAVGAAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNG
IGTCAIERRPVTVHRDQHFLARNGALGCIAAPIHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRS
FAHARILAVSGLEHNPAALVAVTADDLAIGASHSARVALGIKGNLAKAPVPASDLLSVPGVESLEEAERAVLARALARTG
GNVSAAARILGISRATFHRKLGHRKSGARRPEAVTQDPAAPCRIPATDAPSFPRGGG
>MCE8455303.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MCE8455304.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB15
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MCE8455305.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MPAPSPTRYRTINWSGYNASLRRRGSLSVWFDPDMNWYARKVGKRGHPETFSESAIRFCLKLKGEEHPGNDPGD
>MCE8455306.1 iron-sulfur cluster assembly scaffold protein, partial [Rhodovulum sulfidophilum]AB15
MITLDLMREQGRITALGWRSRACTLGMASLGLVTEVAVGQCRAEVAAAGAALWDLLQGQEQI
>MCE8455307.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB15
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MCE8455308.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MASFISWPLSRTPVFQNGKVDAWSQAKSARTWAPGPKSTALVGGGSQYSRGGIMQKHILVVGGGIGGTMTANSLVTKFQR
EIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQLDKVEAFDFKGSKVKTASGKTISYDYIV
VSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETPNVPHQCGIAPMETTLMLDEYLRRKGVR
DQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPERKVAISSEGEEEEFDILMSTPPIRAVD
AVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQCPVIVNNIAGDMRLGRIVEHYDGKVQA
VAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MCE8455309.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSETLDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>MCE8455310.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MTRSRSEIFKWKQHAPEVKAKAALIPITPELTEVIDTTPAGRLLILTNASGNALTPHRASEGVRQWRDKAKLSDDLRLYD
ARGTAATRLLNAGLSLAEIANHMGWSVRYAANVIEHYARVSPDETDAVLIKLAQAKGGVA
>MCE8455311.1 hypothetical protein LZ188_01705 [Rhodovulum sulfidophilum]AB15
MLGAALTLAEFDAWAVASAVWAARLSARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASLANR
AELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>MCE8455312.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB15
MTETIHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGGAILAQLDRHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADDLRREAGMLDKISETYAQAYARATGHPVERIRAWMAAETWMTADEALALNFCDSLF
GDEEAFQSEPVAAFDYTRFKAAPPELVRLAARNGWTGNAA
>MCE8455313.1 helicase RepA family protein [Rhodovulum sulfidophilum]AB15
MTDEPKMGTDSAVEGAVSHLYGNRARLKPRALALLSATTWAADLSPCLARPYLVKGWLDQSALSVLYGPSNSGKSFLALD
LAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDDPEFFVLSVPITLTGTDSAAGPLTEVLQHLSAVGGAGFDM
IVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAE
VTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEDRGEIHRKPQYPSHA
GVSFDLWRDACMAEGELSSSENRDTRKRAFNRCREELETAREIVVRDDLVWVVQ
>MCE8455314.1 hypothetical protein LZ188_01720 [Rhodovulum sulfidophilum]AB15
MNARFLRAKAKPATSAEVIADLIEIERLIRIVCTREGNPLTLRAADELAKTHRRIRNLRYRIESEAGL
>MCE8455315.1 Mu-like prophage major head subunit gpT family protein [Rhodovulum sulfidophilum]AB15
MIAEDIRGAFASNPAQHSAPTGRRGAGIARAEGTPSGVPASGSASAARNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVSAAQAEAVASGLAEFQKVSAPFVQGEQLDHAALMSIAKRAAMAGLALPETDAAAITKEIARVAANEAMALMASNEPPI
RPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQRHAVMWGGAMGADDFKTALAI
ASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHADHGNLAETGAALSIGSLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>MCE8455316.1 DUF4236 domain-containing protein [Rhodovulum sulfidophilum]AB15
MQQSLRKLRSLTVKPCDVLLIVLAKRGRNVRFRKSIKVMPGVRLNVSGSGVSTSIGGRGATVNLSKRGVRSTLSVPGTGL
SWSSQKGWSEGSRSSPADEIEQLRVTASKTMDAVAKAAEKVDALGVRIDRAIVALNGGRGITASKVQTFEKRMLTEEQKL
SEIEEKVQENCLFLEAIDERLRAMKFGMFSAGKKRHRDGVADAVASCAVETRKISDQIAETHHAMSAKLTEVQEALEANG
PFNTIGNSAKPRTIS
>MCE8455317.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MGVRELAEAAGVSTNTITRLEKGEALKPRTLEAIQSALESAGVEFIPENGGGPGVRLKK
>MCE8455318.1 hypothetical protein LZ188_01740 [Rhodovulum sulfidophilum]AB15
MPNPFPAAVTALPAARLYEIHDCLALALDATERPGRYTQSEREARSYLRTALRHTLRLMEARA
>MCE8455319.1 hypothetical protein LZ188_01745 [Rhodovulum sulfidophilum]AB15
MKRRTFFAAAPLAVLPGSGVALADAPQLDQGSAVDPLVTLYREWLSARREWRELADLPGNENWDDPRSLAAEARENDAED
MMLALKPASLEGIAALTALAWSLVSPGNLDAEGFEAAAQSYDCRVIASIWRACTGLDGYPVT
>MCE8455320.1 hypothetical protein LZ188_01750 [Rhodovulum sulfidophilum]AB15
MKITEGTRNELDGGRRRGVLPIAQGDNFGFPDDEAVFSWADFTLSDALRMRVYFDLTRSGLKAQDVKSFVGNGFARVEHG
QVQRPFDFHNPGPKPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQGFDQRET
LSLQFYNLSFARQKVLDAAREINLPELDDLNGGKA
>MCE8455321.1 hypothetical protein LZ188_01755 [Rhodovulum sulfidophilum]AB15
MKQAEFRALVEAGHLPRGREIAPGLIRWPVEDLRRIASGEAAEGMGDVSW
>MCE8455322.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MSKRYLWRHPSGRIYVRLRGRLCRIMAPEGTAEFDREYWEILTGKRMQAKTSWNALMDDYRTSDRWLGLKPRTRQDYDKV
MAYLREKIGTRDVKALTRADVIAAQKANAHRTRFANYIPQMLVILCEHAIDLGWLANNPAKGVRALKTPERRRKEHLPWP
DWAVEKFRSEAEELPRLIFEIGVGSVQRPGDWVGFRWGDYNGESLTLRQNKTDKSMVLPCTPQLKAALDRAKDALGAVPI
AGRPILMKRDGNPVSYRYMAQIMLKERRRLGLEAYDLHALRYRGVQELALHGCTDDEIAAYSGHATKAMIEKYAGEARQI
MRARQAAEKRR
>MCE8455323.1 DUF1851 domain-containing protein [Rhodovulum sulfidophilum]AB15
MADIEKNYRARAEKLGEPTAREPMPEAELAYCEGRLPPRLIRFMEELGYATFQQGGVTIAKPSALAPVLALVFKSDPDLR
HDDCTVVSYNPFGDLLVWSDRLKTFRISLAEGRISSQELAPTQFGPSLQRPKPASPPDPNLIARSAVMVRPDDFDFLDYA
GQEMLARCIAMHGPIDLGECYGFFPALALAGVESPMRRVENIRRVPALEHFAFLAQAQPFYLTKVGPAGVEKVREIG
>MCE8455324.1 polymorphic toxin type 15 domain-containing protein [Rhodovulum sulfidophilum]AB15
MAEVPDPAEVAARSERSARAEATPPHGVCATCRGMVLVRARYDDYWRTPLTLQDLRVTDMNGVVFDGDIRTQGLLNFGTA
DGEVSDTDIAALRDYLGSAEAADAQRGPLLVETIPDPAAAPQVADLERQILSDLRVFASRMETAIQPWIDDWERSGWFGA
LETFLGGLRDGAAAWVDGESEFWAGMWEWVSGLPDMLGEAWDDLSAGVRALWDNRHRIVELLQSLAEGAVDAFERGFAAL
LDALDGLPGIEELVELLRSLVIRSAEWAGAMIEVVRQTDVLRALTATALGVLVLIPPNFWAEVAGTGVGYLIPEAIIAIL
FLIVAAFTGGTGGAGLAARLVIFANNVGQRMRAAGQAGGAIVDMLDFLGGLVSKLTELVRKVMRNRRERATGQTDREVPI
VRSVRRHDVPCFDLPRGADPAEFDRQLREQMDAINQMTADDMAYAHYVLDQARAEHARQMAAGLRPAGSSFTDILRDNGA
QRSARQDYALDLENQGFDDEEISEIMSSVDATHFLDIVAGGNPSDVGIGGSAENRGIGRQWIREGRAESLGQTARGMRQD
GLADRRMNVNLERCR
>MCE8455325.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLAALYGPEAPRHVYLLVDGTLRAEVAGLFDLDVIEAPARSLFQGEAEETMGEAGPWLVDMSISDPREPGDVSILQDLLA
RHWPAGYSILVSTDAPFEAIRRHLRRFIQLPILEDGRSLTFRFWDPRVLGPFLATITQDRSRARRMTMTDEGTSIVYMLP
VSADATGGTSAVAVRIVPDKTLEAEPLRPMRLRYADFDTLARSRESARRDRMTDRLRADFAPELADRPATDVRATVDAAL
DRFGAFGFQDHAHLHFFAAWSLFYGPDFEQDDPMGELEEILRSDAPETERFRAFRRRFETFTKQRVT
>MCE8455326.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPIYLNAIALQFYKGIGPEMQYVAPFSEMNFFIGANNSGKSIILNFISQHLPFREGVAVSTSMGSNADIYRGSTTGNYMA
AVGVPATVMASRLKQK
>MCE8455327.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB15
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIAPA
>MCE8455328.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTLMSLEASVALRDLG
ASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAATHWNYADRLRQRFPRVEVDAD
AIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLTGQMAGHGAGPSSMKDVLSWM
GERLDQPLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMKTVAFRAGFRTDEQMRKAFRR
RFSLSPRDYRARFATAGT
>MCE8455329.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIIDEARELKQCTQVASGPEGLAAIHQSGTAATLWERAPLDRFQAWIDALPPEQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHIDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQERGTVYIH
>MCE8455330.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB15
MNTQKAPEIKITEEEIAQALVTWGNGKIAISRAFEEGGIEAARQVALTNLDAYYGYTLGPVLFKPTMASGEQTFRPTKPG
ALAYFCGHSEEYPLDNGFAIMGWRACEHITSASFIQGDIAMWMGWIRLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSS
LPYQPPEDGA
>MCE8455331.1 His/Gly/Thr/Pro-type tRNA ligase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MIHVHLPDGAARPLAPSSSAADLASTISPSLARRTVAALIDGTLCDLSAPLPDGASVELLSRDDPRALELVRHDLAHVLA
EAVQALWPGTKTAIGPAIEHGFYYDFERDMPFTPEDLPAIEKKMREIIAAKAPFTGILIEHHAGHLPLWLAPVQVVVATV
TGAADGWAVEVAQTLKAAGLRVEADLRNEKIGYKVREHALTKTPVQIALGGHEAEERTVTIRRHGAPDTRTLSLEDAVQM
LLTEARAPGAAEPVQSE
>MCE8455332.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB15
MATGAVWLLKLPVRVYRLLWSPWVGHACRFQPTCSAYAIEALEGHGPLRGTWLTLSRLIRCHPWGGAGYDPVPPPPAPTY
QRKTPE
>MCE8455333.1 GTP-binding protein [Rhodovulum sulfidophilum]AB15
MAWDDDRLPVTLLTGFLGAGKTTLLNHLTRDPEAGRIAVIMNEFGDVGLDHDLIEEATEETILLQSGCLCCALLGDLAET
LGALEERRRAGEVDFDRVVIETSGIADPAPIIHTLAADRLLAQTFRLDGVVTLADAATGMGTLDRQFEAVQQVAMADVLI
LSKTDLADAVTLARFETRLAGINAGATRIHARHGRVPPGTLFGLSAMRLGADAPEIDGWLGLMEQTAKVDPLAGLSGLKP
PSDTPAAFSPAAPIRQGRHDQRIVSASIEVSKPIPAEVFDLWLDTLIAFKGPNVLRMKGLLHVEGLQYPFVFHGVQHIFD
APVPFKAWSGDNTTSRVVVIARDMEEGELKASLGMLLLQPTKDHAAPGGLMAETTEMPF
>MCE8455334.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB15
MEFHERRSIEQIEEGTELAPKFGPDGLLPCITTDAASGEVLMLGWMNAEAFRLTIETGEAHYFSRARQVLWHKGATSGLV
QKVVEARIDDDQDALWLRVAVASSGASCHVGYRSCFYRAVPHGDEAGRLLTFREDHKIFDPVAMYGDAPNPTLL
>MCE8455335.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB15
MQRALGLARGVRGQVWPNPPVGCVVVRQGQVLSEAATHPGGRLHAERAALEQAVDAEGATLYVTLEPCCHWGQTPPCTDA
IVAAGFTRVVCAMKDSDPRVNGGGFARLKDAGIMLSVGLCAREAGLVMSGFLHRVRTGQPELCILAGPAYAIPDGVDALL
VTVDGRVAVRTRTQQDLTVPDSEYPITGDLLTVLGRMGLTSVAVPARDPIAAILRRDTAALAPSDRI
>MCE8455336.1 hypothetical protein LZ188_01830 [Rhodovulum sulfidophilum]AB15
MSDQSALQTAKVLWHLQRIKRLVRDRLGRGSAQLVSVRGTVCLDPGYPGPATEIRVVNLALMQTRFVIHKPADQVSAADV
STLL
>MCE8455337.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB15
MCQRDLRQEKKDEGNGQSHGAPLEGPAGLLKPRFREPGADGRNPATAGPAGSSLAITLPHPASKALRGARIWSAQPDLAT
PIGVGCKICDRRASPRRAFPMTGRPVRPDPGVSRLAPYSGA
>MCE8455338.1 DUF1007 family protein [Rhodovulum sulfidophilum]AB15
MFIDASAGFRFDDDGRLAKLRIVWLYDAFTTLNLYVQLGLDADGDGKLDADDLEKIARGETDWPPDYPGDTYLFQNEAPV
ALGRPQHGTARMIGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAPGSMPRECQTRLIPFTPDAADAAT
QKLLASLSVEQLPSNPDIGARFADELRLTCD
>MCE8455339.1 hypothetical protein LZ188_01845 [Rhodovulum sulfidophilum]AB15
MRLMLAIIGALALFAIITWLATGTQSVALFHWAAMQQRAVQEAMAGSLQAIRAGNPLALAGLCLLAATYGFLHAVGPGHG
KVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAMSGGSASLTEDTLADISRWAIAAIGALMLWQGGRR
LWRLHRPPDATQHHHHGEGCSCGHAHGPTVEQVTSLGSTREAAALILSIAIRPCTGALVLLTIAFGLRIPLAGILATLAM
GAGTAALNAIAIFGGNAIGRMSALETRLGLAAAPGISGAALRIAGGLIIIVLPLGFGL
>MCE8455340.1 hypothetical protein LZ188_01850 [Rhodovulum sulfidophilum]AB15
MLIIDRDSRNGSCGLRWGRGSVGEVVKEAFARSGLPMIFNTYHGSAGVPVRLVEARETDGVEVATEAVRTPSCQTLVPGR
ALAAFDPGKRRLKDRSQGAGR
>MCE8455341.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAWAVIGGVRASYSFDTP
TGPTIVCVVAVLFTLSLSVSRMVRQH
>MCE8455342.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRISRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVRPAQIAQALAEAGVAGLERRQISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYR
QIEQVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>MCE8455343.1 transcriptional repressor [Rhodovulum sulfidophilum]AB15
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAVRRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFAPSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>MCE8455344.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETNGTTELEFRENATFEPHSHDHGHKHAEAGHDHDHDHEHAEDHDHDHEGHHHHGH
DPHAWLDPENAKAWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRGKHFIVFHDAYHYFENRFDFP
ASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLGADLAIGADLYPHLLRNLS
SSLTDCLE
>MCE8455345.1 hypothetical protein LZ188_01875 [Rhodovulum sulfidophilum]AB15
MASRRPPAARWPGIRPQREANRPFAWRQSEASHPASSDPSEASPKSRFCSPRLNLDQIEEGNDLTPPFDTDGLLPVITTD
ADSGKVLMMGAVTRSIETGRAHCWSRSRQCLCHGRTTSGLVQHIVETRIDDDQDADWLRVRTDGDANCHVGDRSCFHRSG
PMGRPGLLACTESTKEFYGDVPTPRGSDADRRWMERALPLARRRIWPPLRSAASLSMTKRGRQRQRPSLAIGPITRRWCA
DGRARNCTVYVMLEPCSNWGRTPPCAEAIIATGMARVVVAMMQAP
>MCE8455346.1 hypothetical protein LZ188_01880 [Rhodovulum sulfidophilum]AB15
MRRLSSALAALLAAAPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAHPPAAWDENGDGAWAGYVPDCYYDFDAEGFD
RAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTAEGSYDPTIYKVNLAIAEALIKRADVPLDPVDETRLG
VDLDRDGTLGSATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSFGEAAMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLDAADAHAGGWYHWSQKSLAGTPDPIRADGRRELLTYLQENGAGDEFCNNAEVKARFIASDGSVKPEAAAALRDD
ITSLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVDQNQPTGIEIPVGASHW
>MCE8455347.1 PhoX family protein [Rhodovulum sulfidophilum]AB15
MTRITFLLATTALLATPAFADSFEFSSVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPVGKKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVADAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYSFGHPTEVTVTEDGNATAAKHYA
MGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDAVKKII
DDKPGFFDIFEAADPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMGRETKYDIGGPDSVQVAENKCGAVYQLSMAPDVAIGSDFVLQDMAPLVEGTPTEYGADSEFAGNTCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMTSGTLTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>MCE8455348.1 DNA-processing protein DprA, partial [Rhodovulum sulfidophilum]AB15
MVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARK
LGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGID
RAAHIAAIETGTVAVQAGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSG
SLITARAALDQGREVLAVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAAAPVRPPPRMTEVPETPA
>MCE8455349.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB15
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAAVKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MCE8455350.1 threonine synthase [Rhodovulum sulfidophilum]AB15
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAISADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRITIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MCE8455351.1 insulinase family protein [Rhodovulum sulfidophilum]AB15
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MCE8455352.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MCE8455353.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB15
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTALPDPAIPHVLEGWAKGGEAADHHLDLGEMMVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>MCE8455354.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB15
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPELRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLRGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MCE8455355.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MCE8455356.1 hypothetical protein LZ188_01930 [Rhodovulum sulfidophilum]AB15
MGKKGGKKDSQLVLRLDKEQRDEFVALCKMLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>MCE8455357.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB15
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MCE8455358.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB15
MFYRPEDGHGLPHDPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILRLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>MCE8455359.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRIGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRA
RPD
>MCE8455360.1 hypothetical protein LZ188_01950 [Rhodovulum sulfidophilum]AB15
MANRLTKTGSPRTARFRNPHPISVGQCPVFVADSVDGNLRILEEAVGLAAARSQVHPVGGRVKHDTAAAFLEARAAPAMT
SEPLSLPIPGMAIEVSFGMPSAVRQVAAISAPPSSV
>MCE8455361.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB15
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRIALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKLEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MCE8455362.1 aspartate kinase [Rhodovulum sulfidophilum]AB15
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MCE8455363.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB15
ALRKRIEQNSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MCE8455364.1 S49 family peptidase, partial [Rhodovulum sulfidophilum]AB15
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRER
>MCE8455365.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB15
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MCE8455366.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB15
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQVGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MCE8455367.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB15
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MCE8455368.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB15
MSRLFLEDFSDHGAGPQIDPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLARKVVEIAREMAETEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPGLGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MCE8455369.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB15
MWTGLSPRRRVVVAIATVVMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSSQRDALR
MTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVRPSAAVT
VAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGPGRSIVE
VSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNYEVSQTE
REILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDAGGSGPQ
SSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGMEDDLGL
PAMTMAAIDPADFSDQPLGMDGFGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MCE8455370.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB15
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>MCE8455371.1 hypothetical protein LZ188_02005 [Rhodovulum sulfidophilum]AB15
MALISDILLIAGALGATLYCYVLARRLRRFNDLENGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQPPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MCE8455372.1 hypothetical protein LZ188_02010 [Rhodovulum sulfidophilum]AB15
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTGPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MCE8455373.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB15
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MCE8455374.1 hypothetical protein LZ188_02020 [Rhodovulum sulfidophilum]AB15
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETDAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPPAPAEPVRPDAPSAVDI
AAQSPSPSPEPPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGPAETVSNAQDALPDSGQRAEDSGQAETQIAEDHTPSDWRNMRVETSMDRGLDTLSDDSTLAADGTRCLSDD
NFDVIGWGGDRTPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDALALAESLAFERRATAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLSELARSGADEEFMREVYLGALTLPALSADTEARLAVADR
LTAMGFQDRAATVLQPVAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEADSLRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGIESSGDPNQRAFVQSRRDREPADLTIEPSLAVARDALGTSEIMRERLRALLDQPSTQP
>MCE8455375.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB15
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RRLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MCE8455376.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB15
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLTDWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLIILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MCE8455377.1 flagellar type III secretion system protein FlhB [Rhodovulum sulfidophilum]AB15
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVILPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MCE8455378.1 hypothetical protein LZ188_02040 [Rhodovulum sulfidophilum]AB15
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEEAIAELDDEAQRAAIDNDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGREEAIRGLFDRKHR
>MCE8455379.1 PhzF family phenazine biosynthesis isomerase, partial [Rhodovulum sulfidophilum]AB15
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEVAAQFPGGVIAAFRNR
>MCE8455380.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB15
MHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEETQRPAIILAPNKTLAAQLYGEFKGFFPENAV
EYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDVIIVASVSCIYGLGSPELYMAMTLDLEAGKT
YDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSFFGDELESITEFDPLTGKKTDGFDKVRVYAN
SHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEMLEASGFCNGIENYSRYLTGRAPGEPPPTLF
EFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRPLKFEEWDAMRPQSVFVSATPSAWEMEQTGG
VFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTKRMAEDLTEYLHEQGIRVRYMHSDIDTIERI
EILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLIQTIGRAARNAEGRVIMYADRITGSMERALR
ETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEKPMHGGNLEAHLDGLRTSMRKAAENLEFEEA
ARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQRGGTRRRHS
>MCE8455381.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB15
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MCE8455382.1 hypothetical protein LZ188_02065 [Rhodovulum sulfidophilum]AB15
MKTIKPTQAVATILSRYQRRRNCQVPVTVTDVYADTIARVCGDDVDLDPVERGLIHLKRQKVISGGRLVTLLARHQREIR
PE
>MCE8455383.1 IS3 family transposase [Rhodovulum sulfidophilum]AB15
MSKRKQHAPEFKAKVALEALKGEETAAELASRFEVHPTMIHHWKRALLEGASGVFERGSRKKPEIDEEQVKELHAKIGEL
AVANFFFGTKAEALGREVRRGMIEPDHSDLSIGQQCKLLSIARSSFYDTPKGESEQNLGLMRRIDEQFLETPFFGVRQMT
WHLRNDGHLVNEKRIRRLMRLMGLMPIYQKPNTSRPAKGHKTYPYLLGGLRVERPNQVWCSDITYLPMRRGFLYLVAIMD
RHTRKVLSWRISNTLEADFCVEALNEAIHKFGPPEIMNTDQGSQFTSFAWTDRLRRSGVRISMDGKGRFLDNIFIERLWR
TLKYECVYLHAWETGSETKAAIQKWMTFYNHQRPHSALNGKPPALAYWQRNGINQPGQQVQRVA
>MCE8455384.1 hypothetical protein LZ188_02085 [Rhodovulum sulfidophilum]AB15
MSDSFPFLNAPVINAQTDGAHLIIYQNHHVISSEAFDRSTFMKALAKAGLWNQRDYHLNGIQLVSKIDGQFVTQMDPAIR
QQIVGGAAHTGGHTKYNASQKFILDLFDEEYDDLLLENADWDGYGSENAWLEAQSKKIYGYVGFLKAELVNPNSILKLHS
ADRSVSDLKSGQIWDKFSKVFFDPEMLEFTSQVTEHPAYQIGTNGSYSGPQGMVDPTKAGTLDANLDQLDASHGMGNAFD
TSAYSATTDVITALETGPLGIDPNPPSAFHKVSGSLFESMIENGANKFIIAAAFVPLQGILADHAEAHTNGDQVLALMEL
GGSLTKEDFRQIAVSATAELGISVALGPVGAAHKVFQLLLSGEDVMSVVKLYELRHPENETIEWMADQVREIESSGVWQQ
YKDGVQSIEDLIDFLISSDLEGYANIGTWEADPKTGQELRVTEYGDGTHFEETRSPDDPGNILQRNQFEDDVLVASTTYK
ADGSVQTTLFDVHDSQPWDNQTFVTDSAGNFVQKTENYGRLTVTTDADGVVESTIDGRSIDGARNLSSLVNSGEADLAIA
MGGPSLNDLGNSPQGATYDPYDTDWSNFFDYANPVLQYLDIGLSYSGYLYDFPGIGLDIYNDYFYWGGPDSIHWAGFDSL
HGWTPESTGCSSDAGVVTVDSSGVIHLGTICIPADPIVLDLDGDGIELISGSSSPVFFDQDGDGFRERTGWTGPDDGFLV
IDLAQNQSTGADGKITHRKEMQFALWHQDAETDLEGLALAFDSNNDGVFDSNDARFSEFRVWRDANQNGETDAGELQTLS
DAGIQSINLASDQQAYQLNGNNVRGETTYSRTDGTSAIAADVALTFDPFGILVTDTTNQEYLPKPLTTGQVIVSEESVVP
LVNFWSMAYALYSNQLHISTSSNGIVPIGDGHWISELPHVQELPSFRTVLADVIFGSTLVYGLDYIFSLFGSPIVYEDGA
EIYYFRAPETSSGEDIALHQCPGVDFSGAQGGDGSDHFHSAQNQSVALAGGDGNDTLEGGSNNDVLMGGDGADLLKGGGG
DDVFFFDGHDTVVGGDGFDVAIAEGAIGVTLDLGQTSIEAVYGDIGDDHFYTSTNLGSLMSGNAGNDQLYGGSGSDTLLG
GPGEDVLQGGAGDDTLGGGTGSDIFVFRDGFGDDVILDFDLSQIGEKVDLSLVSTISDFSDLRASHLRQSGNDTIIEDGN
GNIITLNNVDMSNLVVDDFLF
>MCE8455385.1 hypothetical protein LZ188_02090 [Rhodovulum sulfidophilum]AB15
MPASRPMNYAHLISSNINDGSSVGMTWLPEMPLELFRSIYLGQATLEEFPKDQALLIRKLVKGKVPEVIGMSTGPFVLAP
ILREFLETHEPGGHQFFPVRILTEKPENGATEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDRKYWGGGLPS
QDPDEPCAFHGDKVQRRHVWRYAIGVTEDRFKSRYACSMEFWQFYRSHRMLGWGSDKICTVT
>MCE8455386.1 FRG domain-containing protein [Rhodovulum sulfidophilum]AB15
MTGSISSIGELIEAIRTEKGREEGTIWFRGQSDSSWKLLPGLLRQKNRMSETSLLARFKQSAALLALTKPGNSFDWVFLM
QHYGMPTRLLDWSENPLVAMYFAVTGGDPDTDAAVWMLRPNKLNTNAHISDKDEPDYIPSFDDEEVQGYSTERVRIDKRM
QLFPIATIATRNNARIQAQLGTFTIHHNEPVPIEEVGSGDQCVRLIIPSAAKQKIREELSLLGINQLSLFPEIASISETL
KEVM
>MCE8455387.1 DUF262 domain-containing protein [Rhodovulum sulfidophilum]AB15
MAYVQTSALKNATIMLLYAERDEIKLDPEYQRSGGVWTMNKRRLLIDSILNDYDIPKLYFHDLGDGSMHEEGKSYAVIDG
RQRLETIWSFMDGGFTLSDDFEYQRDPEISMAGFTYEDIAKKFPKIRIKFDSFVLPIVLVSVTDDDIDLIEDMFSRLNEA
VPLNAAEKRNAIGGDLVAAINEVSRHKYFSEKVKFNDARYKHREVAARLLLLEDSLQERGSLIDTKREYLDGLATRLKSG
NKEKVEELKRNVIATLDVMASTFSKKDDLLMAQGIQAVYYLLFRSAKKYGASESVDRAGLIKFRKSLSENRELAASDYEK
ASFELLEFDRLNQQGTNDANSIKERYSTLCKHFEISPDPLIAT
>MCE8455388.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB15
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWSDDRINQVCHAIEAHSFSACITPASLEAKILQDADRLDAIGFIGVARCFYIAGVRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>MCE8455389.1 hypothetical protein LZ188_02115, partial [Rhodovulum sulfidophilum]AB15
MAAISGEPAPTMQPLDSYIATRSDEAFHQAEFEANIDDYYFTLDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDS
EEGMKAWARSHSDEASQSRNGHWHQQVHGYEDRHPDLVGMVRDTLIDDGYTLEQPFLHVRPYSGSREAALAALATPDYVP
VYVLLGVGAVLLVVSFGKRISARQARDVTD
>MCE8455390.1 NUDIX hydrolase, partial [Rhodovulum sulfidophilum]AB15
MGLDADLAIERQHPLGSQIAALPLRLDRNGHLGVLMVTSRGTGRWVVPKGWTMEGHSPWRAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPE
>MCE8455391.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB15
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MCE8455392.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB15
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>MCE8455393.1 monovalent cation:proton antiporter-2 (CPA2) family protein [Rhodovulum sulfidophilum]AB15
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADTIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELSRRLQADLEHAFAETLLHEAPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MCE8455394.1 IS3 family transposase [Rhodovulum sulfidophilum]AB15
MMMPKEGFFGPLKNEPGQRTRFRSRREVRAALFEDVAIFHNRRRCHSSSGDRTSEQARIDMTDEMAAE
>MCE8455395.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MSEFRDIIGASISNLRHLWTSRELGRQWTGNIDRILDGIIEGWVKNTGSDHPVRIDIMLDDAPIATNVVADRHRKDVEDA
GIGSGRFGFTCPVPADRPLEGARLEVRLAATRKILLTKRVTPQMLPAKPGSIREVSPTDHPKQDPVVKCEGRLENLTDDC
LRGWASDTLSRGRLFEVEVLVDGVFLTRIRNDRPRGDLARHGKSKGLGGFELKLFLFELEPGPHSVTVVLPDGQKLTKTV
TSTGNRRGYPLNIGATQIAISETAVIVPIYNAAEDVETCIRRLVEHTPPELEVVLIDDASPDPRIAEILADAVSLPGFRI
LRNESNLGFTRTINRGLEEIGQKHAILLNSDARVTPGWAQGMLRAAGSRPRVATVTAMSDRAGAFSAPNIGNDNRLPDGV
DEITYARAFRRRSLGVYPVVPTGNGFCMFVNRACIDEIGPLDAEAFPRGYGEENDFCMRAGRAGWTHLIDDRTYVFHDRS
KSFGETKTDLMTAGRRIVDERYPEYKLAIRVFGAGPDLMMARYRAAQALADCSRPDAGLPVILYVVATQTGGTPQTNMDL
MAEVSDEMAPWLLHCDSRKMTLSRLDGSRMTEIRSHELAEPVDPLTHRSGEYDAVLQDWLDIANPRVVHIRHLAWHSLSL
PALAKAWGSRVVFSFHDFYTLCPTVKLLDECNVFCGGTCTKTSGDCAIELWDPKSMPRIKGTWVHVWRQRFAEVLRDCDA
YVTTSESARELILRHLHLDPRRFFVIPHGRSFTEMEKLREHPSHGKPVRILVPGNISTAKGREVIKALLEHDSAGLLEFH
ILGKISDPEELAHHKRLVMHGTYKRNEFSRRVARIRPHLGAVLSIWDETYCHTLTELWSAGVPAIVFDFPTVATRTRASG
AGWVVPHGDIPRLYERLLAISFDEEEQRRADMAIMRWQKGHGVGRTTKVMSTAYREVYRNASAQQLDRPVIAVVCPASPE
QDRANASTEIRIWQRTINGAGRKCLFVRMTPDSLMANLRDGIVDGVILQRDVIPATMVAPLLNEMRRSGISHILDIDDDL
LAVPSDKDPTGKYAAYRPALEALIDSAAMVTTSTEPLRRKLMARNPHTLLLPNRISERLWRGSIPPRKKDDTVRALYMGT
ATHREDFNMIVPALEALMEADPGFRVSIIGIQGDALPSWAERIAVPDNEKSYARFVPWLKSISGRFDFGLAPLTDDPFNL
FKSNLKALDYGALGLPVLASDIPVYRSVRGRIPGLRLVKSRPGSWTHALTDMVAEVRSGAIDRAGIRATTMEGYGMAATL
GDFDDLLLSIARPGDMDRLAAHPEPADDNIQHLKSIA
>MCE8455396.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB15
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHPLVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPA
GVLAP
>MCE8455397.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB15
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRGWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRTGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAPALPDPAALGKRMGILT
>MCE8455398.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB15
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MCE8455399.1 phosphotransferase [Rhodovulum sulfidophilum]AB15
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMREGFDLDAAMTLARQAGAAG
VGPRVLWSDAGQGAIAMEALTEAGGWRRAMQKDLQEPPVLAGAMATLKALHATPALANRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGVVLLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKAQTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MCE8455400.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB15
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLEWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MCE8455401.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGAGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAPPETATETPHA
>MCE8455402.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTSTDMPLAMTGPETGRRLSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MCE8455403.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MCE8455404.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPDECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MCE8455405.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB15
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>MCE8455406.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB15
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPDL
>MCE8455407.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB15
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MCE8455408.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB15
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEGLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTRLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MCE8455409.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFENAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MCE8455410.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB15
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MCE8455411.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB15
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MCE8455412.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MCE8455413.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB15
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNTIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>MCE8455414.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB15
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MCE8455415.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB15
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MCE8455416.1 ribonuclease D [Rhodovulum sulfidophilum]AB15
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAPALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MCE8455417.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB15
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MCE8455418.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB15
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MCE8455419.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MCE8455420.1 GFA family protein [Rhodovulum sulfidophilum]AB15
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MCE8455421.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB15
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEEAAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MCE8455422.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB15
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MCE8455423.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB15
MVKRRGLGYHPGMAKPTKSTGTKRSGTRNAGAKAAGKKPARRDSVPLPLARRLRRAARRGALAVLALVALVLIAPSLVNP
PTTPTMMSERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQ
GRSWPRKAFEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNH
LSPTLLRRADQVEEGAATILADGRSDCFDH
>MCE8455424.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB15
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MCE8455425.1 DUF1730 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTAALKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQ
AHDPLAALDRPDRAAISVYAQ
>MCE8455426.1 hypothetical protein LZ188_02345 [Rhodovulum sulfidophilum]AB15
MQDRAMMMDRQMQMQGQRKHPARRAMSVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWMVNRWGRHAKTADAATLGIEGWQPIPRR
NRKGVIVQDAVRFTPCIWDPTPARIAAARRAYLDWWGYLLAVQAALKGADMTRIEVTRDMPPMRPWG
>MCE8455427.1 hypothetical protein LZ188_02355 [Rhodovulum sulfidophilum]AB15
MIGPVTSPSLAQFFKQHAEQHEAARATFCENIKKLGGGSAEELGLTPFQAPAEFMAMMAKSDAEAAWIESAEGKAWQAEQ
RAKQDAQPVELAVYKGGEMVGFMAGGFTAQSSITGFLPRDWDSMSIDDLSQVFRSHGLKVVTAKDGLSMNHGQAADIMNL
L
>MCE8455428.1 hypothetical protein LZ188_02360 [Rhodovulum sulfidophilum]AB15
MEDFAIHYCAVRFRRNAAFFSLMGLKHAMRGEIGAAVFLKLPRTLRGYCDTRRAAPETFFLTFL
>MCE8455429.1 hypothetical protein LZ188_02365 [Rhodovulum sulfidophilum]AB15
MKLTAGVSPSDLRRLVSRLREVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLILGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQTGTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPDRMRAAIRKAFSTAR
>MCE8455430.1 phage terminase large subunit family protein [Rhodovulum sulfidophilum]AB15
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRTRRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALAKAPAERPGTTDMTDAARSAPAPEAPAPRPGQPAPRRINFLK
R
>MCE8455431.1 hypothetical protein LZ188_02380 [Rhodovulum sulfidophilum]AB15
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MCE8455432.1 phage portal protein [Rhodovulum sulfidophilum]AB15
MGWLDRAILSLAPQAGLARIQARARAQVLMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARDPAPDTTKEEDIAHGGV
>MCE8455433.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB15
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGCPCEGEAIRAALEAHPGRVTVIV
SGFAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAADLRKKADDLDKLARIYASVYAARSGRAVEDVMRMMDEETY
FGPEDAVAAGFADAVSGTAPEIAPELAAVMSAHRGALSRLQMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEIPTM
TTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVARAVQAERERARSIRSMAQPSMRAGLLSEAQVEAVIDEGVS
QAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRKA
VADGFLSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEYE
QAMLEDQAEGLKLVRRGRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKALFHADHGNLA
AAAGQISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPNL
GASVSGGSDSAWYLVSSELPPISVAYLDGYETPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>MCE8455434.1 DUF2190 family protein [Rhodovulum sulfidophilum]AB15
MKNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKSGAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>MCE8455435.1 hypothetical protein LZ188_02400 [Rhodovulum sulfidophilum]AB15
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLSGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MCE8455436.1 hypothetical protein LZ188_02405 [Rhodovulum sulfidophilum]AB15
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPATMTRSARTITMDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MCE8455437.1 hypothetical protein LZ188_02410 [Rhodovulum sulfidophilum]AB15
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTALGDKMTGTVTIKVAGSTEISGMGG
>MCE8455438.1 hypothetical protein LZ188_02415 [Rhodovulum sulfidophilum]AB15
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRVRGRDLRRVVLELMRAARPGTTEADAG
DFITETGLEALPDLLGRVIAASRMVASDEAPSPEDPARPPETGAA
>MCE8455439.1 hypothetical protein LZ188_02420 [Rhodovulum sulfidophilum]AB15
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKSSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGT
SSQGLKAALKDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLD
RAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGKVMDGGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESV
IDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>MCE8455440.1 hypothetical protein LZ188_02425 [Rhodovulum sulfidophilum]AB15
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPVGTFELDMAAM
EYDGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGSWALAGPETVLSVSQARVRTRSLQIREAL
>MCE8455441.1 hypothetical protein LZ188_02430 [Rhodovulum sulfidophilum]AB15
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDKGFGL
VQAIQNREDTWGRT
>MCE8455442.1 hypothetical protein LZ188_02435, partial [Rhodovulum sulfidophilum]AB15
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTD
>MCE8455443.1 terminase family protein [Rhodovulum sulfidophilum]AB15
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRSQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>MCE8455444.1 hypothetical protein LZ188_02445 [Rhodovulum sulfidophilum]AB15
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>MCE8455445.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB15
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHATKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVAVDDILAATSAALIVPDDVAEMVLD
>MCE8455446.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB15
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDYALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MCE8455447.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB15
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MCE8455448.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB15
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MCE8455449.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB15
MDMHVESRSDDDPADVMRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLME
AARNSKKEMTPGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVSFGRDPLPGQTLADVCRAEAEFVREVTRRHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAIQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRGQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPW
ARAFGAPEAVRRTRKTTAELRAMPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFAALTAE
CRARILHEQTLIATHDPEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPL
ASHGAVVHGSDMAQSRSAAAGVPGAEAGVGDAPKTVSERKTSE
>MCE8455450.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB15
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MCE8455451.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MCE8455452.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVHDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MCE8455453.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB15
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MCE8455454.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB15
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MCE8455455.1 hypothetical protein LZ188_02500 [Rhodovulum sulfidophilum]AB15
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLELARPGRQPESYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQVLAGADPGAVDRLMGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDTATGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>MCE8455456.1 hypothetical protein LZ188_02505 [Rhodovulum sulfidophilum]AB15
MTRRLGLLALCAAVIASPAMSQTLSQANAQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSVSGAVGRMRTAHNAKYKGSAGWSYGPAFRSGVCAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MCE8455457.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB15
SGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGVTGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLA
FGLVVLIGARNRFAPGALLLTGVAFGTFASALISLMIASGDPRAFFVLAWSMGPTYRAEPLGALAGAGGAVLALLIFPLF
LRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLTGIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAIL
VLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGRNR
>MCE8455458.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTLFSCHALERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMGRPIGGWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>MCE8455459.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB15
MSGILPIAVKTVRDLSPSMMRLVFEVDGFERLRPTPHPDEWVSLWFPDETGALPRPLPRALAGPSGGRLPRARSRPYSLR
RINPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGQLLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGDAAQLPCPAEAFVPGRDYVWIAAEASVVAGLKRHFLGQGTTARDLVAIGYWIRG
RSRR
>MCE8455460.1 peptide chain release factor-like protein [Rhodovulum sulfidophilum]AB15
MSDREALLLSSGNGPGECRQAVGHLLSWLSTKATQYGVDLDVSTRDAAHGPASAVVVLSGARAGDLVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAATDAVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTSEDGKVYAVAVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWVLHGQLQRGEPRRIFEGRQFKEVK
>MCE8455461.1 RNA ligase RtcB family protein [Rhodovulum sulfidophilum]AB15
MGTPISGERSAARARISKFYNRATWIDGRAEEQLEQVAGWPGIMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGC
GMALFRLDLPRRRFKLDKAARRLAVLEDGADPEQALAALDDAGLTGAIGPEALGTIGGGNHFCEVQVVDAVFDPSRTDLR
KDELCLLVHSGSRGRGAGIFQGLDDSWKQGFAAESDAAARYLALHDAAICWARVNRSLIASTASEALGSEARLICDAVHN
HVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLLEVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTR
FGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSGSGLATAVARLLPLVTFKTTGVAI
>MCE8455462.1 RNA polymerase sigma factor SigJ [Rhodovulum sulfidophilum]AB15
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLPRIDRPTRWLSTVVMRLCLDHLRSARVSRETY
VGAWLPDPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGRLVDKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRRFPA
GACPPLRWINGSPGFVSVEGGVLQTTALSIRRGRIEAIWIVRNPDKLRHVCLQM
>MCE8455463.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB15
MTPRMNYYKAAPDAMKAMRAAEETIKDLSLPESLRELVKMRVSQINGCAFCLDLHAPAARQAGLSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDSDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQVHTLREARDAAG
>MCE8455464.1 hypothetical protein LZ188_02550 [Rhodovulum sulfidophilum]AB15
MSMSNATPVSAEMPARRPIAAREASIPAFCRNMSPSPKVFWSGGRRRTSDAEASTFPRAGLTTWFGLIERGALHVCETVL
IEGAGGVALFCLQIARAHDVRTIVVSGSAEKGAGGPVTVMASPETCVPADRRPIMHWHSNRITRGGQLRTLRALNTLLLV
SQISILSRLVSIDKERRQR
>MCE8455465.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MPASVSLSSLSWSAPDGTPLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRIGMRGSVAMMRQEALEHPEE
TVADLLGVQSALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLDEMDAIVELTSLGAAKYGGNYSAFRQQRESARAAAAQDLAHA
QKVRTEAAHRAQQAAERKARKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLTLDRVTAGYDPAAPIFEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGLKGSTPAL
ASLGRSACHGIPSSTARPRGGTKRPWKAARSSGNKSAAERWS
>MCE8455466.1 hypothetical protein LZ188_02560 [Rhodovulum sulfidophilum]AB15
MGEPVLERKVHSVRTAARELGMDPRRLRKLLVDARTARPHLDRINARVSAKDFQDALSMSRSQFDLLRKEGNFRAAIEGG
DHKPLWDVRAAHRHLESLLSGAEPIYLPMHAWDNIPTTAQSLKASPGTILKRLEVGRVRRIGRHMDQDEIERLLFRYQYR
GLRPPVLSDTRCRHATCK
>MCE8455467.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB15
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIASGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTGSRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIRDALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQIYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEVDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDNSRKASSSKAGSANSIPSDPALAA
H
>MCE8455468.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAQDRAVPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPAPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVT
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MCE8455469.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTRDAKKQNRERRHEIMDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATD
QTQPHTERMARVISSSYDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFE
HLLFGPIVTLSMSREMFATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MCE8455470.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SLEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGEAQLCVPWALLDQHVGLLAPDRTLREVFRDRHPQASTQM
AHAALARFGFRAGDAQRLADGLSGGEKLRAGLACVLGGTPPPQLLLLDEPTNHLDMEGVEALEAALASYDGAMVVVSHDR
AFLASLRPDRIMSLKG
>MCE8455471.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB15
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGSEDRGNRSRRNKRHE
GDAEAAAAPAVQAAPESPERSEEPRESARPPRNERRPERSERTERSESQDRNKPQSRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPAAADEPVEQNAE
>MCE8455472.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB15
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MCE8455473.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB15
MKNSMFLLSAAALTVAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVEGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSIPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTVSKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>MCE8455474.1 hypothetical protein LZ188_02600 [Rhodovulum sulfidophilum]AB15
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRIFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MCE8455475.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB15
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MCE8455476.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB15
MGNPEHLKWLLEGVEAWNARRKREDFVPDLSEMDIRAAFEKTGKLEEGRIPLLRANLREADLGGADLGRADLREANLGGA
NLRGANLRGTNLRETNLKGANLEGANLGGANLRGVNLRGVNLRGANLGGADLGGAHLREAKLGGAYFGEADVRTVYSGVG
TNDVGTPEYTNLSQARALTQAQLDTMRGDTGTILPDGLHHPAHWPDPEPPQVSIESDAPPPLPEGVAAEDVAEKDGRLFL
VNIAPPPRSDLETIHGDLREDLAALLASGAFDNISKGLGTALSRYAGIVDCAYADLDQVRFGVQTKALRLKLDTHRQDLS
DAAPEKTGDLEAALLSAELIAARLPDWQTFLKETADERSPVAEHEKEITEAIESAAEEMREDPAHFAPALPERVSEYLNT
ATIEGYLAATALLNNLTFATMAAVRRFTRDVGNETRKQAVSSLAKGVVAALGATLMKFVGILPAEFDWVLPWLRYIPTLF
G
>MCE8455477.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDMIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPDLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MCE8455478.1 ParA family protein [Rhodovulum sulfidophilum]AB15
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTARG
>MCE8455479.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MCE8455480.1 hypothetical protein LZ188_02630 [Rhodovulum sulfidophilum]AB15
MLRRLLRGLGGGARAKGAAPQAAGARAALLPDDTPFGEDLARRAVAFLEATSAVRGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADGARFRRWLAAQSDASLSGQIPSDIPGFERDPGNQRITRSFVEDYLRRHENGGASGRQGG
>MCE8455481.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB15
MKERIDPLIEERAPWLFADHPWSAPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAALEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MCE8455482.1 aminopeptidase N [Rhodovulum sulfidophilum]AB15
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVIPEITSA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGPGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
GLYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAATRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MCE8455483.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB15
MGVTILSFGRDLRGQDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGL
>MCE8455484.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB15
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQR
>MCE8455485.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB15
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MCE8455486.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB15
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MCE8455487.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB15
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDVVFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRW
DESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>MCE8455488.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB15
MTQMREPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPE
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MCE8455489.1 hypothetical protein LZ188_02675 [Rhodovulum sulfidophilum]AB15
MTGPTLLLAYGSWAAGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSSVLLPWGAVALV
SAVLYALGAWIGGGDG
>MCE8455490.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB15
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFLTYQSGPLWGLIALAAGASTLRWPLFYLGRWLNRRRR
STGE
>MCE8455491.1 hypothetical protein LZ188_02685 [Rhodovulum sulfidophilum]AB15
MVSCPVIAICGPAPLAGIPGLRRAAPPVTARLLAAAVIPAPAQAAFGPGAALTGPLHISAFQPVERPVGPGGAPEALSRD
RGAEGGEQ
>MCE8455492.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB15
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREDNLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLAE
>MCE8455493.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB15
MNAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MCE8455494.1 putative lipid II flippase FtsW [Rhodovulum sulfidophilum]AB15
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MCE8455495.1 FAD-binding protein [Rhodovulum sulfidophilum]AB15
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQTESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MCE8455496.1 chloride channel protein [Rhodovulum sulfidophilum]AB15
MQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFTPDARVRSV
ADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAVAAAVSASF
NAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCGLVAVILMR
AIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVAVSMTMAGR
MGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGLAVMVAVSL
STALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPGAASPGACAELIGQGVMFEADTTLVEALPVF
EKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MCE8455497.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MCE8455498.1 aminopeptidase P family protein, partial [Rhodovulum sulfidophilum]AB15
TQVAIRETANLVDRIWADQPAPPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRN
PVPHTFAILHDDGRVTLYADPAKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALA
EDPCILPKARKTAAELEGSRAAHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNG
AIVHYRVTEASNRAVAPGDLLLVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDAL
ARNALWQAGQDYDHGTGHGVGAYLSVHEGPQRIARSSTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDD
RRMLTFETLTWVPIDRRLILPELLDAGERAWLDAYHAEVAKRAGDGLSERARAWLAEATQPL
>MCE8455499.1 penicillin acylase family protein, partial [Rhodovulum sulfidophilum]AB15
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHEVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFP
>MCE8455500.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MCE8455501.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MCE8455502.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MCE8455503.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MCE8455504.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB15
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKRDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MCE8455505.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB15
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLHRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRGLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPQGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLRATA
>MCE8455506.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB15
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVRKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDDDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MCE8455507.1 hypothetical protein LZ188_02765 [Rhodovulum sulfidophilum]AB15
MRGWKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCIWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGHGAYAGVRAEGGQDVIFYVFCARGGERLLQLDGVGGEAGPNVLSLIIDGQGFPVTFGGGHDAGMLARLPPSAPVLG
ALQRGQTLEIRSGAGQGQGLGRFPLEGAGAAISGALALCR
>MCE8455508.1 ATPase [Rhodovulum sulfidophilum]AB15
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRPGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRITAEEVAALRGPEDFTDLIAEAIDRAPARR
>MCE8455509.1 hypothetical protein LZ188_02775 [Rhodovulum sulfidophilum]AB15
MKYAVGAAALAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLASGDMLPGFNGASLAFKQDL
GDNATVALILDEPIGADVSYDSTNNYPLGSPTTTLDGANADVNATGVTALLRYELPSNVSLIGGLRAIRTSGTVSLPGVG
AYSLNSSTETDFGYILGIAWEKPEIAARVVLTYSSAIDHSFDTVETAGSSSFSNDLDVTVPESLTLEFQTGVAVDTLIFG
SARWVDWTSFDITPDLYTGSVVPGGSLVDYDHDVITYNLGVGRKFNENWSAAILVGYEKHEGTYTGNLGPTDGFRSIGLA
ATYTTGKVKVTGGIRYVEIGDAKTEFGPTRTRFKGNDGVGVGLRVGYYF
>MCE8455510.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQIGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRSQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVIIGAAMILVANFLNLRGESRQARHARRKTGAPPPAGRVND
>MCE8455511.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB15
MGVTVTGWIEATPDRLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRQGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MCE8455512.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB15
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPEEDRIDLLKGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MCE8455513.1 cadmium carbonic anhydrase, partial [Rhodovulum sulfidophilum]AB15
EKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGTQ
VNGLHQPRALPAGTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLYEWAALGNVFEEDHSHGVRPLVTAE
ELLSQIR
>MCE8455514.1 hypothetical protein LZ188_02800, partial [Rhodovulum sulfidophilum]AB15
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIR
>MCE8455515.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB15
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFAQVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MCE8455516.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB15
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPDWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MCE8455517.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB15
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MCE8455518.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB15
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>MCE8455519.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB15
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPTRPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MCE8455520.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MCE8455521.1 hypothetical protein LZ188_02835 [Rhodovulum sulfidophilum]AB15
MSGRVGDDLAAGDGALRGNGNVAGVAEGRERAVDRIAAIRVAFASEYQAVRRVFMFFRAMFASAIAQISVWSHPP
>MCE8455522.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLDAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>MCE8455523.1 hypothetical protein LZ188_02850 [Rhodovulum sulfidophilum]AB15
MNKHLRTDDRVRRLVSAVEACGKTVQRVIVRGREVELILLRDQDEIDEFEAMDLRR
>MCE8455524.1 hypothetical protein LZ188_02855 [Rhodovulum sulfidophilum]AB15
MAETFTRSFGRFHAEVTSAEARLIIRDDGKDMIRLFGRDLIRSSLLGGSWAPDIECALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMKEGKPDV
>MCE8455525.1 hypothetical protein LZ188_02860 [Rhodovulum sulfidophilum]AB15
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVA
PTNAPAEARPGERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MCE8455526.1 hypothetical protein LZ188_02865 [Rhodovulum sulfidophilum]AB15
MADETIARDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGTLEELNKRECETGSVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>MCE8455527.1 hypothetical protein LZ188_02870 [Rhodovulum sulfidophilum]AB15
MSIMEAIAPPPDALAEFVAEWRGAWPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>MCE8455528.1 hypothetical protein LZ188_02875 [Rhodovulum sulfidophilum]AB15
MVAILTIAPQIADRLATEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MCE8455529.1 hypothetical protein LZ188_02880 [Rhodovulum sulfidophilum]AB15
MPRIPKIPDLPATYGFGTWRDALLGLFISFAFIGSAWGGLMLARIAKASL
>MCE8455530.1 hypothetical protein LZ188_02885 [Rhodovulum sulfidophilum]AB15
MKTILAASALALLAAPALAATDTTEDQATAVSPASAQDCFAPINGTNAFQPSNAPGCIYYIAPTGNDRDPAASDDGEGSG
EGEGGESSDT
>MCE8455531.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MQQETSPYFRPVSLCNLSSMGEIGDDFLAGLERIMDARGLRAAPLSEAAGLSKSFIRDLRRGKAASPKLDTAMKVARALG
ISVEEILAAANGSVAGVPTISIAGRVGAGAKVPVFEAYERGAGPQVECPVGLSPQGIAAVEIVGESMEPVYSAGDLLFYS
RPTHEGVPSEAIGRRCVCECERGFGWIKLVKLGSQPGYFHLIALNPDAENQHDVRLKWAAPVRLHWPADLAKRV
>MCE8455532.1 hypothetical protein LZ188_02895 [Rhodovulum sulfidophilum]AB15
MEQLIAEVRAYAEATNKSPEKVLREAIGASWGAWAAWQAGTSGPTMRSADRLRAFMTANPAPAKQEDTAC
>MCE8455533.1 hypothetical protein LZ188_02900 [Rhodovulum sulfidophilum]AB15
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8455534.1 hypothetical protein LZ188_02905 [Rhodovulum sulfidophilum]AB15
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCE8455535.1 hypothetical protein LZ188_02910 [Rhodovulum sulfidophilum]AB15
MLALILGIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MCE8455536.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKETPQDEAVREKTYRVVADELRGFIERFEALAEEKAAIGDQQKEVMAAAKARGYDTKALRRLIALRKRHTEDIAEEEAV
LQLYREALGM
>MCE8455537.1 hypothetical protein LZ188_02920 [Rhodovulum sulfidophilum]AB15
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGHAARERILAAAMALSARQART
RKSLPNGPACPEPMEELHHG
>MCE8455538.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB15
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFGEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IERPTTLEEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGVKATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCARAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDAYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDSLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMR
>MCE8455539.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB15
MLIAIDAGGTAVKVVAFDLSGTEIAAEAADVPTQHHPDGRVERDLDIFWAGTVSALRRLAADCAGREILGVGCTGFGNGI
FLVDAQGEATRPGIVSVDHRAQPLVDTLCASQAAREIAAVTGNRIWGGQTLMQIARLAQTEPEIMACTRWALACKDVIRF
RLTGAALTDPSDASGGGLMDLAGGDYARDVLERLGFGAHLHRLPPIVPSDAVAGRISRAAAEATGLPEGTPVAGSMMDVA
ACALGAGAVDAPVLTMIAGTWSINSLECAGPPGDEAPILNLLYRGGKRLVAEGSPSSAANLGWFLDRALGRRVGVDEANA
LVAACPASQDRCQFLPYVFGPEPRRGGFVDLGASDDLGTMLRAIYEGVAFQARRHAEDAVALAGQPFPGTIRLAGGAAKS
PVWTQIFADICQRPVEAVRATEVGALGAAICASVAAGAYGDLGEAAARMTGVARRHEPDRELAALYDRRFCTFRRLDAGL
AALMTA
>MCE8455540.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB15
MISPHTLHSRPATQRDESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHFVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPNGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEEDRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCAPGELDLPLSQAARLIGRYGALARKVAPLCRGYGATPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRPMDELAAERQAALREPRLMGTRAGPAQ
G
>MCE8455541.1 hypothetical protein LZ188_02940 [Rhodovulum sulfidophilum]AB15
MAKIMKDDQISPPRRGRRVPRTTDSRHNLGIAPNLLRRNFRAEEPDRIWLADISYEPTDEGWLYLAAIKHIP
>MCE8455542.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB15
MTIKAFAFACGATALTALPAAATDLRLLSSWPDNQAYTENVALPLAEKVSELSDGALTISVVGPDVVPAFEQLEPVQAGV
FDMLFTHPAYHIGTASIGLGVEGTRADPTLRRSSGIIDTLDEYYQTLGLKALAVAPVGSVAFNFILREPITGDPSLGGRK
IRGTQTYNPVIEGTGGSPVIMPMTDIYSSLQTGVIDGAGTTLTGIAEQKWYEVSNYLSRPKFGTVGLFIFMNIDSWDSLS
PEEQDILTRAAMEIELESTDRFDTLAAEEEAFLIEQGMELTEFSAADAEQVEQVFSDGAWATARITGGDLAEKMHQQAEE
AGLLQ
>MCE8455543.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MIRERAHSRQVGGIVDLLVRICFLISCTSLVIILMITIFEITMRYFFDSPTKWVSDSVRYLLAFMIMFGLPDVTRRNEHV
SISLFLDKLRLDHPLRRLLFVISACVCLFVTYLAVDIALTQFSRNLYTQGTWRIPRVWITGSVATGFSVAALAFATLAIW
PKRKE
>MCE8455544.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MEWALILLTFFSALLLLMLTGINVFVAFLTVNLTATALLIGERGFGLFVNSVTDSVSNGGYATIPLFILMGEILFRSGSV
DVLFDSVDRLVGRVRGRLYAVVIVIATIFGALSGTAVAVSAMLGRSAMPTMEARGYSPRLSATVILAGASLAPIIPPSLL
AIIIGSLADVSIAGLLIAGIIPGIIISIMTGAYVTTSVMRNPELAPPQSDDDEKDRGSALGAVLRMMPFMFIIFMVMGMI
MLGIATPGESAATGVVGSVLVAILYKRASAQMLISALASATRLSVMIMVIVASSTLFSQLVAFTGASRALVAWATDLGLS
PMVMFFILMALPLVLCMFIDQIAFLLMAVPLYEPLVSALGYDPIWFWTIFLINLTVGGVTPPFGYTLFALSAAAPNISVG
QVFRASYPVLVIFLLAMLLLTFVPGIVTWLPSVI
>MCE8455545.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTDLTDAYIVAPLRTPIGKFGGALRPLTADALMVHVVHALLARTGIPAGTLDDVIVSQSYASSEAPCIGRYGALAAGLPI
EVPGYTLDRRCGSGLQAVINAAMSVQTGQADAVMVVGVESMSNIEYYSTDMRWGSRAGSVTLHDRLDRGRVRSQPQARFG
VISGMPETADTLAREYDITRDQADAFAVRSHANAHAAWENGLFEAEVIPVDVPGSKGAVTTFERDEGIRPETTMDTLSGL
RVIREGGVCTAGNSSQQNDAAAGCLVVSGAYLEQHGLTPMARLKGWGVAGCDPARMGIGPVPATQKALARGGLTLDQMDL
IELNEAFASQALAALKGLGVADMDRVNVNGSGISLGHPIGATGVRILTTLLHEMDRRDARFGLETMCIGGGMGLAAVFER
P
>MCE8455546.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB15
MHGGVIASLLDAACGLPVRFIAPETDLVRAVTLTLSVSYIAAPKGPRVRATGRITGGGHRLVFSSGEVRDTDGRLIATAT
GSFKRLAPAAPGPTSKEPT
>MCE8455547.1 thiolase family protein [Rhodovulum sulfidophilum]AB15
MRDVIISGIGMTAFGKFMDRNLKSLSEEAVSLALADAGIAPAQVDQVIFGNAAAGVVTGQEMIRAQSSLRNTGLDGVPMF
NVENACASSSSAFHLGWLMIASGQAECVLVMGSEKLTHEDKAVSFGAFSRAVDLEEPLPEGYQAGSGSLFMDLYAVKARK
WLEKTGGAPEDFGRVVVKSRHAGSLNPVAQFRKETTLDEVMASRMISDPLTLFMCSSIGDGAAAIVLTSPEFAKKLDTPD
IRVRASAVVSAKAHGERDLVAVIASRKAYEMSGIGPEDLDVIELHDASAPAELIHYENLGLCAPGGAIEMIRNGDTAIGG
RVPVNPSGGLLSRGHPIGATGAGQIIELVQHLRGTAGARQRDGAKVALAENNGGQLAGDSAVAVVTILSL
>MCE8455548.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MSDKVAIVTGGAQGIGLGITRALLDKGHRVAVWDRDAAALAALPEGVFGQEVDVTNGAGVSAAHAAVTARWEAPSILINN
AGIARDKRIVNMKESDWDAVLNVNLKSQFLCCKAVIPAMVDAGFGRIVNIASRAWLGGFGQANYSASKGGVVSLTRTLAI
EYARKGITVNAVAPGIVETPLMASYTDEQRARLEATVPMGRMGQPDDISKAVAFFADAANAYVTGQLLYVCGGRSLSSPS
V
>MCE8455549.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB15
MTVNMSTADHITVLELDDAPALNALTPEGLMDLRRALRAAQDDDAVRVIILTGAGERAFCTGANLKKTFPPKNGFARNHL
LGREAEALDGGYTRLLDLSDLQIWKPMIAAVNGYCLGGGLELALQCDLRIASTSASFALPEVKVASVPAVGGAQALLRAI
PSAHAMKMALTGDRIDAQTALDIGLVSDLTDPEALLPEARAIAARIAANGPLAVQMVKKLSQETAHLSPPEFMAQSNTAW
GLLRDSADRIEGRTAFGEKRAPNFTGN
>MCE8455550.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB15
MLADSAKRLSEDTLMPILAREAADKPLSKPVMLEIYGHLAEFGITAARLHEDFGGSGLSMLDYGLIMEQLPPAIALSLLS
HDGSTVRFNAGADEAVRDAYLPDFREGRKIVCTANSEPNAGSDSNTISTKLEIEGDRAFITGTKMWITNASVCDCMIVSC
SAGNDERGRPVPQRVLVDLSQSKVGLAETPLAGLKQGHLCEVTFDRTEVPLSHLIGSPGDAGKYMTIVWNANRPLIGLMA
LNIARRAYDMALAHVTDRKQFGSPLAAKQLVQQDLSDMEAAITSARLTCLMALATLDTGARSNGISAMAKRLATENANRV
VHTAMQLCGGMGVTEELGLAQLWADARVFQVPDGTQGILALIHGRDITGTAAWR
>MCE8455551.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB15
MNILHWSPRSPYVRKVMVAIHEKGLLDSIETVRTLADPMFPPRDFFATNPLAKIPTLERDGASPIWDSRVILEWADLSSE
SGPRLFPVDPETRLQALTDEALGTGMLETGMALLIERHMRAADRQDARVFDVCAAKFGACLDYLEANAARLAARDFDAGH
LSIGVALCYLDFRFGDLQWREGRPGLAAWHDGFAARPSVLATTFRDDPRPTE
>MCE8455552.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MKGLRLQDIAIARGAEPLIAVDVHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGRKVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARVEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDATLRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>MCE8455553.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB15
MHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMTRAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MCE8455554.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB15
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEVAALTASARMLRETSDALGL
>MCE8455555.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB15
MIPVRGVEGQKMAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVEPTRAGALDGVASLIVSPGIPHLY
PGPNRAIAAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLAPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGV
>MCE8455556.1 hypothetical protein LZ188_03015 [Rhodovulum sulfidophilum]AB15
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MCE8455557.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB15
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAACAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MCE8455558.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB15
MSALWTATEALAATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPRAADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETSPVLAAGAAGRASAD
IRFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MCE8455559.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB15
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRQTRPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRSEEAELRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFTALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MCE8455560.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB15
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MCE8455561.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB15
MTVADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MCE8455562.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB15
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPARDG
>MCE8455563.1 bifunctional NADH dehydrogenase FAD-containing subunit/selenide, water dikinase SelD, partial [Rhodovulum sulfidophilum]AB15
MSPGPQLVLIGGGHAHALVLRGQPLPSDISVTLIDPSPKAAYSGMLPGFIAGHYPRAALEIDLARLARAAGARFVIGRAE
GLDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGRSAPRVAVIGAGVAG
VELALAARYRLARNGE
>MCE8455564.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB15
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGRQYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGAQGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MCE8455565.1 FtsX-like permease family protein [Rhodovulum sulfidophilum]AB15
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWMVSPVLEGRWSHRGVPLRVLGVDPFTLPAGSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLEEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARG
EGVIVNEQLWRRADLHLGDPVTLPGGAIRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAI
EDDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGQAAAWPAWRLARLAPVHLLKV
FADER
>MCE8455566.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASERRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MCE8455567.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MCE8455568.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB15
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MCE8455569.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB15
MHDHAPSDSSHPPRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGHAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGWVWL
DPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPRPAA
EYRGRLAHLGRLSHVTIEVEAV
>MCE8455570.1 SLC13 family permease [Rhodovulum sulfidophilum]AB15
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MCE8455571.1 hypothetical protein LZ188_03100 [Rhodovulum sulfidophilum]AB15
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSARH
>MCE8455572.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MCE8455573.1 hypothetical protein LZ188_03115 [Rhodovulum sulfidophilum]AB15
MLLHLADPRVGRPQALEWGRFRSAICSTKSGAVEAIEGMAASGAVIPYRRPMLMTADPADPDQTLTPLDENPLALEN
>MCE8455574.1 hypothetical protein LZ188_03125 [Rhodovulum sulfidophilum]AB15
MEKAHRKTAREILEYRLTKPDNLSSGEKNGPEAVSPSGVQAERMNRTIREARGERFHHAPRDQLRRQLPAVMAADNFARR
LKTLGGVMPREEICKIRMSEPVRSLLIPIRQMPGSDS
>MCE8455575.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSVLDGGDGHDQIHGCSDYDILHGGNGNDTIYGYHYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTQLGQDRIYGGTGNDTLVITAPYYPIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASVYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFKGGKGADTLLGGSGNDTITGGGGKDTIEGGAGNDRLEGGYGNDRIDAGTGNDLLIGGAWDDVLNGGSG
NDTFLYWAGANGYDMVDGGAGAADRILTTADNVTIGLRGLAGVEIVDAGGHVGVVLQGSAEHNLLDFSGTTLSGIEHIDG
GSGRDTIIGSAGDDVIIGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGLAGDQDFDFI
GTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MCE8455576.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
PETLDLPGPTGEANRLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVTVEGLLEPATLKDIEGISGALWWGEAETGRA
YALALAERDGPILPLIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MCE8455577.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB15
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAAAPSSPVPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGIYRATSVP
RIRRRR
>MCE8455578.1 hypothetical protein LZ188_03145 [Rhodovulum sulfidophilum]AB15
MTEDARGAGERAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAVGVVELGEFGRDD
>MCE8455579.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB15
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MCE8455580.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MCE8455581.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB15
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGVLPIEKWAGVRRFARRCGAHVPTHVDEAFETAIRDGREELLG
KAMATELCTDLMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MCE8455582.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB15
MERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADTRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAESAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VELSDLSFDEGRFRAPGSNLTPGLIEAAAMARRTGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRASDLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MCE8455583.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIAQFDGLDRYEARKAIVADAEARGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MCE8455584.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADNYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>MCE8455585.1 arsenate reductase [Rhodovulum sulfidophilum]AB15
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLTALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MCE8455586.1 cold-shock protein [Rhodovulum sulfidophilum]AB15
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MCE8455587.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB15
MIAVILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MCE8455588.1 bifunctional DNA-binding transcriptional regulator/O6-methylguanine-DNA methyltransferase Ada [Rhodovulum sulfidophilum]AB15
MIETTIEQDARWNSVAARDAGADGNFVYAVKTTGIYCRPSCPSRTAKPQNVRFYETPAEAEAAGFRPCQRCNPNGQSLAE
VNATLVAEACRLIEASDEMPKLDELAARIGMSPYYFHRQFKAITGLTPKQWAAAHRSRRVRAELTDQTANVTGAIYGAGF
NSNSRFYEQSNKVLGMTPTAYKNGGKDAEIRFAVAQSSLGAILVAQSAKGICAITLGDDPDELVRGLQDLFPKANLIGGD
AGFENLVARVVGFVEAPQIGLDLPLDIRGTAFQERVWQALRQIPPGQTASYAEIARRIGEPKAVRAVAQACGANKIAVAI
PCHRVVRNDGALSGYRWGVERKKALLEKEAQP
>MCE8455589.1 2OG-Fe(II) oxygenase [Rhodovulum sulfidophilum]AB15
MSGKDYIPKPSAVTSARNRLDKYDWETLAGEMNGYGCAVLPGILTQKECADLAALYPREEHFRSHIHMARHGFGKGEYRY
YKYPLPDLIGGLRTALYPHLADIANGWNERLGGDQLYPKEHADFLRQCHEAGQVRPTPLLLQYVPGDFNCLHQDLYGDLA
FPIQVAFLLSEPGRDFTGGEFVLTEQRPRMQSRAEVVPMRQGDAVAFAVHNRPVRGTKGDYRVTLRHGVSRVRSGMRHTV
GIIFHDAR
>MCE8455590.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MFLLEGKVAVVTGASSGIGRAVARMFAEHGAAVVLVARRQARLDEVVDEIRSKGGRAYASAGDIGLAEAHERAVADAIRE
FGGLDIAINNAGTVGPAKPLAEIAPEDWQHTLTINLTAAYLGARSQIPAMLERGGGSIVFTSSFVGTSVGLPGMAAYGAS
KAGLMGLVKGITADYAARGIRANALLPGGTDTEMAGDQSQKDWAAGLHAMKRIAQPEELASVALFLASPMASFVTGSALF
ADGGNSAVK
>MCE8455591.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MNFRHAANAQSGVSARVKALEEGLGILRFERHARGVRLTEAGHHFV
>MCE8455592.1 hypothetical protein LZ188_03215 [Rhodovulum sulfidophilum]AB15
MAGQGFGIAIVGAATALLPTTGVIFLPFTDEAEPVAFTAVWSAFATPKTCSTSRAG
>MCE8455593.1 hypothetical protein LZ188_03220 [Rhodovulum sulfidophilum]AB15
MDGVSLRLPTAAWSTMVRAGGLPVYYPPAFFWWWFSFDAYAPGIFMEAAAIATSGGILAIAAAIVMSIIRAREAANVATY
RSARWAEDREIHSAGLLGPDGVVLGRCDRDYHVS
>MCE8455594.1 Flp pilus assembly complex ATPase component TadA [Rhodovulum sulfidophilum]AB15
MTSNDCRAEAIQRGARPRNRPAARRPGRGRGDVEPGRPPLGGSAVRRALRHGRTAVRRRWRTHPATRCPSYWSGGSCPQP
ARLGRPAGERRAVRGPAAARGRSPDLRDPQADQHRVKARRLCGCRDHVPRSGEPLREAVSARANILVVGGTSTGKSTLTN
ALLAEVAQTQDRVVIIEDTREMQCAAPNLVALRSKDGVASLSDLVRSSCRLRPDRIPIGEVRGPEARGLLKALGTGHPGG
IGTIHADTGIGAPRRLEPLIQEVSSRSHAR
>MCE8455595.1 TrbC/VirB2 family protein [Rhodovulum sulfidophilum]AB15
MIRTPMRGYRFAAAAASTLAIGLMLAPAAHASGSSMPSEQPLQQILQSIEGPFAKTIAVIIIFTGLSFAFGASSFFPSFF
SLDDGRCGIPIGTIPNLSS
>MCE8455596.1 hypothetical protein LZ188_03245 [Rhodovulum sulfidophilum]AB15
MPLDAKNFPLVWMSYDEEPDHDHDDDFEALEACFGRGAPFVILTDNAPAEDHEHSQEEKRRTALWMKTHKAELRALVLAM
IVIEPSATKRLAFRSFGVAFAKFWGHPLRLASSREEAMEIAGKLLSERAGSATA
>MCE8455597.1 hypothetical protein LZ188_03250 [Rhodovulum sulfidophilum]AB15
MIDNTPVKLAFAWLIPAVGAAIFVTIQCFSYLNGYVSSGGTMQAMTFGPVALWGVSIFYGGWVVPPLLALAGRRATDWAM
LVLGGLLFLMSTLAGVSDGLRDGGHLVGLELLAVTLPGAVALIMSWRHIRSN
>MCE8455598.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB15
MYLDVRRDWLSHVDEVPRALVAASAVANLGALEQSPRHHHKKAQLLFTVRGVINCEVEDAVWIVPPQCAVWIPGGLLHTV
FGSGEVECISLFIDPPEAPNLPTECCTVTVSNFLRQLLMRANALPDLYDIDGPDGRIVSVIFDELAVAPVEDLRLPIPGD
PRLKKLTDLLIAAPADHATVAEWASRIALSERSLSRLLAKEVGMSFGRWRRQLHIVLALRQLSTGQTVQAVAMDLGYESA
SSFVTMFRKMVGKPPSRYLLERRRPVLHDRREG
>MCE8455599.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]AB15
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEAREAL
PPDTDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIEEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGSRLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTKDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MCE8455600.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
LEIFTQAENRPRQLVLAARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASA
LDRLAPLQDRLEARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQ
WQLSLFPVIQALVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALAT
DPATVLREET
>MCE8455601.1 PIN domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHDAAERIAAETLDRRALLKRARLPRLGKALDT
PRG
>MCE8455602.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRIIYAETPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARNGDEAADILATNGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MCE8455603.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB15
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MCE8455604.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB15
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGRGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLERIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDIASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRTSGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAADFA
AAWAKVMNADRFDLV
>MCE8455605.1 response regulator [Rhodovulum sulfidophilum]AB15
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MCE8455606.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB15
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRENNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MCE8455607.1 response regulator [Rhodovulum sulfidophilum]AB15
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MCE8455608.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGDGLPNIRIVARRLDNGDVLFEIADRGVGVPEQYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MCE8455609.1 response regulator [Rhodovulum sulfidophilum]AB15
MTFSGGLHEKPDAPASKQKVERMAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLD
NSLPDGKGANFALELAAHRNWMKIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MCE8455610.1 response regulator [Rhodovulum sulfidophilum]AB15
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MCE8455611.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MRSTGIVSENEYRLRRLVRAGLVWLLAALVLMLLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIA
EIRNLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIG
KIRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSR
ADLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQ
TVSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASD
IRHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQ
RYQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSA
AKAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILV
MVLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDM
HEILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLIS
NAIKFRLPGTTPEIDIETVAAPQGMVAFAVSDQGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIM
VQSTPGAGSRFTVFLKEKQGDKHTDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MCE8455612.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB15
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGMVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTL
>MCE8455613.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRSILLRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEIARASGKSPMALAR
VLIDRPR
>MCE8455614.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPATTEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIEAGYILACCSNPIGKVSVDV
>MCE8455615.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB15
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGAAPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
ASVALAAE
>MCE8455616.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB15
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MCE8455617.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB15
MAGLVYFSSRSGNTARFVERLGLPAVRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MCE8455618.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB15
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAGLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MCE8455619.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB15
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MCE8455620.1 IS3 family transposase [Rhodovulum sulfidophilum]AB15
MKKSRFTEAQIMGVLHQAEGGMPVPELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLSMQADLL
REALGKKLTRPAQRRELAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIAELLVGLTNAHKTWGFGLCFLHLR
NVKGHVWNHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPPSLPSIPRIDGFTLRPPNLVWSMDFMVDRLADGRQVRL
LNVLDDFNREGLGIEVYFSLPAERVVRSLNQIIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNACV
ERYDRTVRHEWLDLHIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MCE8455621.1 hypothetical protein LZ188_03380 [Rhodovulum sulfidophilum]AB15
MSRQLDALSHLQDRPTAALERVFAIALQAQHDAIDPEDPTTMAPTITGIDGDIATFVATMRDLSSFAQQGTGTAAIFVVR
RRIYGDMQTDLSARIGQWDRRLVEFDAAIAAVDADAGADEELKFAALTLAERLIATEATNPLSALSQTYRDDLVDNRRHA
FVAQRDTLAALGNLATLSGLHNGLDAERGAVADFDPEPLDLSGHATKLVTLSADMLRRAATVSEEIIARLTEFDADVPEA
DAASDPRTRLEG
>MCE8455622.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB15
MPVRLRISKADALIVGGTVHVVCGVSDSTLELRPLDGSSDLLCFSHADVKRMIDECKASIEYGYFSGAQAARRALASNWL
ISRMDAAEKAQVFRKQLYAECFLEAEANGEVNRSNDPCVVFLPRLGKRVEAKILEQIRLGGDAAELGKLLSMKHPGRTAL
MAWVRDWEKTRDPMCFVKKSRFNGANAKRVSSQVESAIQTAIKTYLHPGRVLIPHVAEEANRVIRELNRSLALSDQPPER
EVSESTVRRRIADLDQFEVCAAREGVAKAKNKLGPYGQGVEIEAPLQRIEMDEWQIDLIAMLEEAGIDVRDPKFDDLRTG
RFWVCVAIDAATRVILAIKMARTPSHETALATLWLAMRNKSEISRQLGCKKEWSQHGHIFNVAVDNGASFVNPEFKAALA
DLWIGYEVLPAGVPKLRGRIERVFRTLGTMFMPLLTGRTFSNPQERGDYPSDKCVVHTADSIVEVMVRFVVDAYHHRAHR
GLEYATPAGLCRGRRSGADGRGPARQNLRAVRRRQLCPERSGGHPVCAGRKGHPLRRHARGRLCRRAGGPRTASRVGRVP
RSLRCRGLQRRTVRRRNAAFHPDRPPNNAACHSGGHSHPLKPSYGAPTSCSTMR
>MCE8455623.1 hypothetical protein LZ188_03390 [Rhodovulum sulfidophilum]AB15
MDSGNRIAIAVKPGKLVERNGFDREFALIRAQTAKHFADHALLVTDSSFSAAEVRNAELLHMFRQVEDAEADEAVQQVLR
GMNCEMSLGQVVAATCLQGRAFRAGFKAIFDGVVFTDQSRSITESSMLSLPEAQ
>MCE8455624.1 hypothetical protein LZ188_03395 [Rhodovulum sulfidophilum]AB15
MYDEDFGGPYVPPERTRATRMFPARSRASARGFVLAKLRSGAAWRQLIFESHLERTCLLVLLSQPGVVDIWDQPPQIT
>MCE8455625.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MRTPAKADLDAHERLKAELRIRGTSLAQISRELGVSDSALTLVGKRMCRSQRIEEALALAVGKAPEDLFPASREGDATMT
>MCE8455626.1 OadG family protein [Rhodovulum sulfidophilum]AB15
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRTARKTTAAPPEAPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MCE8455627.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB15
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDTKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEEQRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MCE8455628.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB15
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWETDDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPSDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDLGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDARHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MCE8455629.1 hypothetical protein LZ188_03420 [Rhodovulum sulfidophilum]AB15
MRDDGEPGIDRAVDAAEKESQMPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPE
ILDARVPSGDVFLEVLAPLEPMDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPDGGWHRI
LDPLAMSLPFGVMAPAELYDVEAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVA
RELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRP
DELVDFAAQLHNFPGMPKKLILDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRV
DGAQDFKWWDASTQTLRHDDDYLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLT
FAHNTPFLYTFWLSKFWRIREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVAL
PGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEV
TEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYA
GRDSFDYLRPIAGRTLFTALRHGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSD
SMALVFSRHLPE
>MCE8455630.1 lysophospholipase [Rhodovulum sulfidophilum]AB15
MSMLLSDLRTTFGYLVQDGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MCE8455631.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB15
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MCE8455632.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB15
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFEDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MCE8455633.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB15
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTVARELIAEDVEGIVISLLHSYKNPTHERRVRDIIEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAS
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MCE8455634.1 hypothetical protein LZ188_03445, partial [Rhodovulum sulfidophilum]AB15
MRRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYTEVTVDFSYVSCRTGPRLHRDFCTEAGCARQRYLPGAS
AYVLIEDGDPE
>MCE8455635.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB15
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MCE8455636.1 thioredoxin [Rhodovulum sulfidophilum]AB15
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MCE8455637.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MCE8455638.1 Trm112 family protein [Rhodovulum sulfidophilum]AB15
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MCE8455639.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB15
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWSFPT
>MCE8455640.1 phytoene desaturase family protein [Rhodovulum sulfidophilum]AB15
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSMSPRTAMPGGISTA
>MCE8455641.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB15
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARGAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MCE8455642.1 acetylserotonin O-methyltransferase [Rhodovulum sulfidophilum]AB15
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAESPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPDADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKIFATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVDMPRTHRPFIASVVVGGKPGAT
>MCE8455643.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB15
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MCE8455644.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB15
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MCE8455645.1 hypothetical protein LZ188_03500 [Rhodovulum sulfidophilum]AB15
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAAAPARELEDA
>MCE8455646.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB15
MTEEVKYDEAHTAEVIEGTPREAGTPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLSNIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MCE8455647.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB15
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLHCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MCE8455648.1 protein pufQ [Rhodovulum sulfidophilum]AB15
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIGRAWSQARIITPMIFSA
>MCE8455649.1 light-harvesting protein [Rhodovulum sulfidophilum]AB15
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MCE8455650.1 light-harvesting protein [Rhodovulum sulfidophilum]AB15
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MCE8455651.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB15
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MCE8455652.1 recombination mediator RecR [Rhodovulum sulfidophilum]AB15
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MCE8455653.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB15
MLTPRSHPDSAACAAAARPFPTTPLMAPVLALFLALGAGPAPAEETATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVN
PDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQD
GTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQ
STKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRHNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWA
TGYDFPGVERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAAS
GTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQ
RDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRS
PAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRL
HASGALR
>MCE8455654.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB15
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGSGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MCE8455655.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MCE8455656.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MCE8455657.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB15
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGQRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MCE8455658.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MCE8455659.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MCE8455660.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB15
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MCE8455661.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB15
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MCE8455662.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB15
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MCE8455663.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB15
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MCE8455664.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MSRPVQGSPREAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GIGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAEPRGGAVLVQVDPVAPSRVGTACSAAGTGHLSPPGAVLPRAAELVG
FAEWSLDPDCGRIRVAEGMLAMLGHAPDGGEIDSAWLRARVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGLRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIIRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEVTRAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFAREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFT
>MCE8455665.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB15
MENDLRQPVAQRLRDSGARRGRIASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLA
VNEIEIALDAHALLARRRVQVTDFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGR
LYERGALADAEAAMQDSVRVAEADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRV
SRPLLAISAAMRRLNRGEDAAILPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDD
LGRVAVSNRALAEIFDLSPADCAPGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTETWQLMAGGSVSVIIQ
PTPDGWMMIAEDITERVSHEANIRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIG
DALLRQVAARLSWAVRDADTVARFGGDEFAVIQRGCVQPEGARGLGERIIALLFSPFEIEGNSLRIGGSVGVALAPGDGD
CVADVLRNADLALYAAKAAGRGQCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWID
PVRGRVSPAEFVPMAEELGLIVPLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVE
ITEGVLLDHGPEVLGTLDALHEMGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASL
DIGVTAEGVETAEQLASVAAAGCIEAQGFYLGRPGAAEIIAGLAGGALQGGRGVA
>MCE8455666.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MLAPGRAEAHPTGAPSANMQGGISGPDQLRIASFFPVDMPVLGRAALDLAERVERMSGGTLRLSIASPSAAAPALDIIVE
MNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQDLYRPYDVHNILCGIIPSEASGWFPREM
TSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVGTGRIDATEFSLPSMDVPLGLHKILKYYYFPGWHQPATLI
NLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVELHRWPAEMLVAFENAWQAVVAEESRLNP
NFARVYASLAKFRADRQQWRHFRFLQ
>MCE8455667.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB15
MARTEDFSQDSIGRIREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIA
LIAGQMLVRRRHLWAPDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLNFLVTPPLVAVLQLLCILAGLAMPFLELV
PFSSSLLGLTVVTLSVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MCE8455668.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB15
MTRIVVFCLSAAALLGVAACETVEGAGKDIQSAGGAISQEAREAQN
>MCE8455669.1 histidine kinase [Rhodovulum sulfidophilum]AB15
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSDGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPAAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPEEEAASGGVSEGT
>MCE8455670.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB15
MRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDPDGALAAHLSEKPHHD
GRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLNDADDIAMTDPVTLAG
LSSKRPA
>MCE8455671.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB15
MEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MCE8455672.1 response regulator [Rhodovulum sulfidophilum]AB15
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MCE8455673.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MCE8455674.1 DUF883 family protein [Rhodovulum sulfidophilum]AB15
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MCE8455675.1 hypothetical protein LZ188_03655, partial [Rhodovulum sulfidophilum]AB15
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGL
>MCE8455676.1 potassium transporter TrkH, partial [Rhodovulum sulfidophilum]AB15
ILFNVTSIISGTVFSSTDYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGR
RVDEDVLSSVMSFFVYFVVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFV
GRLELLVVFAIFTVQFWRA
>MCE8455677.1 serine protease [Rhodovulum sulfidophilum]AB15
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVPTPQPDPATAAPAAAAPVALPDETPLEARRSESRLDRQARMEIQ
TALKWERVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYKAQIARLGMTPVDEPEAGIRIEMPMGLV
RFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLTGG
MVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVLTTT
NGLDSCRRITIGPELEGTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLADL
KGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGALP
PAELSRRAADMTVPVSCWN
>MCE8455678.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB15
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTEKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MCE8455679.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB15
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFQSALGSQADKIGRVAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEASALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDETPTGSKDPFALRR
AALGVIRLVLGNVLRIKLLDVINSKALRFVENETYNTLAKEDVGWTTEELTYLNSEEFDELKTAHNAYQDAALSGDYLRL
IAVAKSRYLLSFFHDRLKVHLRAEGIRHDIIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNILSQAE
EKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIRRNRLN
LLHRIRATCGSVADLTRIDG
>MCE8455680.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB15
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGASLRPKHGRY
>MCE8455681.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB15
MTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDPKWLDAQPVAKGGEAWTCLSEALYFEAR
GETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRDEHISDQRTYRRMGKIARMMLDGAPRALTG
GATHYHNRSVDPGWARRFPRTASIGQHLFYRQPAAVAAN
>MCE8455682.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB15
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGSRPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGENVPEHPARGLDLRYVSPGAAGTAI
>MCE8455683.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB15
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVPEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPELAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALASGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MCE8455684.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB15
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTAVGDRYVVEAMRKC
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGKVVEAVEQVA
>MCE8455685.1 hypothetical protein LZ188_03705 [Rhodovulum sulfidophilum]AB15
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLAADTPDTRPDGRGAP
>MCE8455686.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB15
MLAAGTGDRNPAVRAAARGLRWLASFRPLVFLGQHSLQVFSFHVFLVYAAMFADISEAPRLLRGIVMLASPVCFLLPAYL
HARYRDRSQRLRLSGTNP
>MCE8455687.1 amidohydrolase [Rhodovulum sulfidophilum]AB15
MEEHELYGCPCCSGTIGCLFRVNETVRDLKEQAATGDDSFRNRDLDRASIGRRNFIRTGAAAASLAALMPKEGRTQAIST
EETTIFTNAKVLTVDDAFSEAEAIAIRGNRILAVGSNEEVRTVAGKNAAVIDMQGKTVLPGFIDAHAHVISGAIADDVME
YVGMNSYATVDDVLQQIAQRASETPAGEWLVFRNFDPAVQEGAETLTFSDLDPISSEHPIFVLNASGHIAYANSKAFEVS
GITNDVSDPPGGEFVRDAEGNLTGMMKNNVAFIQIAENYPEMTKVEPVDALLRLLENWAQHGLTTVSELSLGVLCQSPGD
VQIMTEAAQSGRMKARIRAYPFYTLGAEAWDRADVMQGNGNALARIAGYKLVADGSNQGFTGWQREPYLGSDNRGLRYME
PDEMTAAALERAGKGWHLAIHGNGDAAIDNILDTFQALVDAGVDMSRVRPRIEHCSILHDDQIARMKKLGVSASFLIGHV
YYWGIAMRDKVFGEEKAQLLDRCRSAEKAGIRFTLHSDFMVTDPNPLHMIEMAVTRRTWKEPDYVLAPQETISVETAIRA
MTSEAAWQLFSDHELGSLEPGKLADLVIMEQDPRDVRQDEIKNIRILETWMDGRQVYSA
>MCE8455688.1 hypothetical protein LZ188_03730 [Rhodovulum sulfidophilum]AB15
MVLFWAAATTVLAAGGGTGMGPSAIEVAPGAGALVLAVRTGPLPAGAELVLETSGGRRIGSVSPFGATAATSSAVQTHLV
PVPAGTLPEGRIEIRAKLVLHGFERAATAREFLGAAIIGH
>MCE8455689.1 tyrosinase family protein [Rhodovulum sulfidophilum]AB15
MTGTISTNRRTVLKGGAVLLAVPFLARSAAGQASHLRVSMTSEEGIAHLRTYRKAVAAMWALEPSDPHNWFRYAMIHLMD
CPHGNWWFFVWHRPYVAHLERIVRIYGEDENFAMPYWDWTADPFVPDTFFASSTYPDNALDPTSTHYPDWDSFESAYHDP
IEAFWNGLSDAQKQQETLRGFPDFESFWTTGVQPNFTAAPANGRSKTLAAPALTPPASDAVTLPIIEAGLAPEIFTTVVA
TDDARTGFNSPESQNHNQGVGAAIIEGQPHNKVHNNLGSVAGGWMPSLLSSVDPIFFMHHCNVDRLWDVWTTKERNAGRT
ALPTAEEAPRFDPEAFLFYIDDAGQPAPSTAGASMAIEPWGYAYTPGSGSASAAGLQSKRGIAPNAIALANKDFGLNEGA
TTSLSLPEGFAAAGKEETRQFAQVTFKPPRELKGLSFDVFLSPVGEMPELSEDGPGFAGSFEFFGMLHGHDHDFTAVIDV
TDAVARLREAGTLRESGAIDVTLAASGTALKGRMLESAPLEGVLKSVVFESF
>MCE8455690.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB15
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>MCE8455691.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRTDTGHYDWLQASKREITADEHAPRIEVIAGVEPLDGQFGVLAPKSVPDKLHTPLFGQPEPNPAEIALGVDISAAPSLG
TFAVLDAARLPNLPEILSASGLEYACLFKGGAADELQDVAPWIVRLEDESRFTRNIFTQGDAPWAMWGQAPGIYLRSRDG
LDDVRNHLRKFIRARDDEGTWFYLRLYDPRIMRAFLQGAPRFAHRLLARPFPWSNLTILTCFEDSAQIASPAENVPADMR
PIRIGSEEKAVFRHLTFEARAAALMARLGKSNATSMSTDPNVRLAQKSAIISAFHRMYDYGFQQPLQQDRWGLWELFYGA
GFEMNDPILKRICDTSDAPSGVRFAAFQRRLEEIYS
>MCE8455692.1 hypothetical protein LZ188_03750 [Rhodovulum sulfidophilum]AB15
MATVATGPVSAREREYYTDMPCAEGQGCGGEGVVLPFDQGNVALDEMFGFTDVEDLPLSDEVLPVIFDGALLTEDGLLDC
FARHYPERAGFLLQLLSDEGDLALGYRLEFLDDATQAAPMREALRSAQDRYNEVAARQQQLRGSVRSQLMMGGHPGAEMT
EGQDLENEAITLRNRIRDLETQLSRLGRWDIDDSARVIRVYTTINSNVERAPLAEYVPGGDDGINPLPTNRDGADWLNAV
MGDWMARNGYPGAGSEEEFFRNWLTRNAAGVALVGLGAIEMFGGVTVAIGSGGLAAVGGVALTVVGFDTLSQGAKMLWTP
DRHSSERGWIGDLVHDTAMRFGGEETAQAFDRGWAVTQILAGLGAPVVIRYAATRATRVAASGKNIRPIVRGQLDEARLG
IAEVKGHRFGDGLVGDYAVLPSGRGAIIDFPGVGRMRLPTLDSDMRVLLRLRRTTKAAIQSRFARLTRHQGPRVVRDQST
SRELVEKAADHSGVDLARFVDEVRYGPSVDGELARFSVEGGQRIITITNRLPQENKYMQLKVAAHELNHARIYDKFIRRM
GPIRGHEEYWGAHRKFGKPLYAREEVIVEKAAQMMIRSVFEGRMTGANLRRLTHALDDSENYIAGWRELM
>MCE8455693.1 hypothetical protein LZ188_03755 [Rhodovulum sulfidophilum]AB15
MAGYGSPEEDGVRDLVRQIDDEKIIENMKEGRRILQKVTTHDFGYSLHDWHNFLINDKKHSGHYMRASTWAGVERAVKAE
LRNPDRARLEALADQM
>MCE8455694.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB15
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVQLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVRSAAEERELVALTGRLCGA
>MCE8455695.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB15
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPGCGPRFSLARIGPLLDAAHARLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVR
LNYSVSKGGATAARELIIANREVRVGLV
>MCE8455696.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB15
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGKAVRGRRA
>MCE8455697.1 lysozyme [Rhodovulum sulfidophilum]AB15
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRALFADRLAEVEAGLDLLIADP
LEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
EVPFRWGGA
>MCE8455698.1 hypothetical protein LZ188_03780 [Rhodovulum sulfidophilum]AB15
MHLVPQWRALIRRAWSIRLILIAGLLSGIEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8455699.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB15
MNSKHRKTLLAVFTDPVSGTIEWTSIERLLVAAGAQVIEGNGSRVRFHKDGVIASFHRPHPSKEAKRYQVRDARDFLIQI
GVTP
>MCE8455700.1 type II toxin-antitoxin system HicB family antitoxin, partial [Rhodovulum sulfidophilum]AB15
MKNVMSYKDYSARVEYDDEDGIFAGRIAGIEDVVGFHAESVTELKAAFQEAVDDYLEICAQTGK
>MCE8455701.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB15
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MCE8455702.1 sugar transferase [Rhodovulum sulfidophilum]AB15
MSIAVLQAPAAEAGAISTDLLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERCGGPVALWVRCAGLSGLPLLWSVLRGEMSLVGPRPATRAELARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGLIASPRVDLGLIGAALMRRWRPGRPQPGLALLSGTVPLKLSFRSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>MCE8455703.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB15
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MCE8455704.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB15
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPSEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MCE8455705.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB15
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFLSRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MCE8455706.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB15
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSTRPAPAE
>MCE8455707.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB15
MTLQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAERLGLVVLRLSVDPSEPAGRFSLKAGGAGGECDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVATSAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRIADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MCE8455708.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB15
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDASELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALTSAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVVRAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGG
>MCE8455709.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB15
MSDSLIDPADPPERQAEKLREIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLGETAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERT
>MCE8455710.1 FIST C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVQRINAEPAA
REYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGLARH
KPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGHDPEQVPPCPTA
>MCE8455711.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB15
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPAGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRAAPRY
PRAQMLDAAERDAVDAGLKARGVRQFLPG
>MCE8455712.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB15
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MCE8455713.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB15
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MCE8455714.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB15
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDAEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLREPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEEVADAAE
>MCE8455715.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPIIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVGAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRANDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MCE8455716.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPESGRAIIREQMQSGGDALPWADRAAYAERMLEQDLRAYSALRALSAPVIFDRGILDVLGYLMLCGLPGPCFVNQLTAA
VSLSPDTVILRPPSPGCRVP
>MCE8455717.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MCE8455718.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB15
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MCE8455719.1 Sec-independent protein translocase protein TatB [Rhodovulum sulfidophilum]AB15
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDKTSDA
>MCE8455720.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB15
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDNDEDEPEEGPATEPEPRS
>MCE8455721.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTGQTQDPRFGPEAADSLKRIAEALERRFPAPAAAPDFASAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MCE8455722.1 hypothetical protein LZ188_03915 [Rhodovulum sulfidophilum]AB15
MSYNTNEVIRRETGNRARKRMVGLLRAVFWGVYVVGKIIDLIKWISQFFGE
>MCE8455723.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MIGEALRLIRVYHDLKQSDLADRLGISQSHLSEIERSKKAPSNELIERYSKEFRLPVSSIWFFDEHLTEGVKPSTLDRAR
GIIADKVLDFLRIVEGKRKANDIEA
>MCE8455724.1 reverse transcriptase family protein [Rhodovulum sulfidophilum]AB15
MTSRRNKSYPIHQCALYKLRTKKKLFELLQTTPTKLKELREAPKLYHPIKVAKKDGTYRDVLAPRGDLKRIQKRVGELLL
RVQTPDYLMAPVRGRSNIDNAVRHRGARSFHLLDVADFYPSCSANKVAAFYGKTLGCPPDVVKILLELTTLNGTLPPGSP
ASPSLAFWAYQDMWDEIAEISEAAGCTLTVYVDDITISGHLVPGEVVYGIKERLKHHGHSFKEQKEAAQIDGAIEATGVI
LTPSGKVALPNTQHQSMHQLRTEVQRMPEGPEKELKASSLRGREINLRRILQQNRG
>MCE8455725.1 TraG/TraD/VirD4 family protein [Rhodovulum sulfidophilum]AB15
MGIRTTLILLTIAICGVLVYQDVHDRVEGAEAEPERQLRQTRDAEIARCTRKAAELRGLIGEEPGLDDRIETGQHRKYGV
QYMLYAQSRAAIEEIYDQEGRLDIEAVCEFIQVLATDDPGLINDLTTWSGTQTVAIREAKGGKFQFAMARFPGGRSDGAK
EDPAFHSPERAGQGARIAHPQTTASENGAGSGRARQGRSPQSLHT
>MCE8455726.1 hypothetical protein LZ188_03935 [Rhodovulum sulfidophilum]AB15
MRIFRPGNNVAIRLAGLGLFFLLVSLGYAGARDIRHVEFVRYGQNNPDSPTKSILKTAEWIAPLLRPNFFELDRNSDVSF
ITRTTLYLDRETLDILAPNRSGDFATLISQDMAQVGDHPGLFGAPLLVCFYGPRSRNWGRPSSVPSDIPLETVLAHAGGV
KVNLYWNIIDHPPYQAIPNHPLRRIGAFRAICPGEAHAPFVRQFERLVRGTAEWVVKWGFQLHAPVRNLDRPPLSVRLAI
GLEYRVAVMKRRPQTQRNGWPLSDPPPVLLRYNVTSVAYDTLGPNGLAEMDFVPIQFLLTERYSGLPRGMTAQVTPGQVA
AARMKNKQQSYHICRYRQGHAAYWVWSDAFPLRYQGHEIRSSKGAPDRPVFSCPLDPGALWR
>MCE8455727.1 hypothetical protein LZ188_03940 [Rhodovulum sulfidophilum]AB15
MLWLRQYGTRILGTLIGLLVGGSLGLYYFFFAQIDCWFECSPEEARRVFWSALVIGISITAFAALMGWAYVSRAIDLLLR
IIRWFFRALRQERQTVQQEGRTTRAAVVLLLVAVLVVFQAAFLSVVIDAVDPSYLQSDRYHITADYLISISELLLAGAIA
IQAGNMLGRLPFFRSSLTTYLAGFILCFVAAAAVIDDIRDAGVDYILAERSTEDRRFAALVAINQMALVQQGLDFEEADL
GIEELATPDAKITLFLSPVIFYLAGLESLEATSDEKVEALLRTVDEEGIVRRIQEAADRETAEYCAFFEQMYADYTGSVN
GAVDKIAEVSRSGIGSARAYEEASRFYFNMVNQKLGRGWAVLPGLTREQFINHRDVQKAIKGRIQKTLPAMRERVAESEF
PVAGARAVSAFEDIIRRKDIYVDPCEMNERIVRGVSSDIRGQLWQDVRRALDPERTTLGVGGEHERYGRTALEIAILPTF
SIAALLFGMVLNGRGVIGQFTGRVLGLPPGVGSTLALLFIGFAVLWPLSQPHEQLDEGAIADLMVAVQEERGVFTRYGIE
WIVRGASGLYDAGTRIRDTLDFSMMGLENHIAEHLESRDLGPGLGPEGLTAR
>MCE8455728.1 hypothetical protein LZ188_03945 [Rhodovulum sulfidophilum]AB15
MPLPTSFIKRKAGASLLHSVRTAEAIGRPFNTFVTVSLWKLGLTPDDASRFFQELRERHFQRWSSYVPRGDTTPRNGPPT
YAWVIEAPRKLAHVHWMVHVRPGQERAFAAVLDRWIVRRTGIAQVPEGVIEIARIDNAEGLKLYFAKGLDPHLARLWRIH
PVESGRVHGRRAGTSRNLGPAEWQPRKAAYQRSRRRVAA
>MCE8455729.1 recombinase family protein [Rhodovulum sulfidophilum]AB15
MIIGYARVSTDDQTLDSQTDALTVAGAERIFADKISGSKRERPELGKMLDQLRPGDVVVVAKYDRLARSLRDLLDLVEAI
KDRGAGFRSLAEDIDTTTPAGRLVFHVFASIAQFERERIAERTKEGLQAAKARGRVGGRPPALSTAQKAEVRRMRDDEQR
AISEIARLFKVSERTVRRA
>MCE8455730.1 hypothetical protein LZ188_03955 [Rhodovulum sulfidophilum]AB15
MARRISSSQIRSRLRQAQAKMRQAQAKRKQAINKCNQAVRTYNAKARAHNARVRANRDRLKRELQKLARTSSKPQYVTFR
TSVETFQRSYSVLENRAEAEIYDDRYDRFLDLSEREAANSASVMNALEGEVPENENDESPPASEIDHILDAISQDVHDRW
HGALFALSPQNPDAARHFCTSARELLTEILERFARDEDVKSVLPDCEVTQQGKPTRRAKIRFFLHKQGVSDDAVTDFVEK
DMENVVQLFRVFNDGTHGSSGRFEHSQLLAIRARVEGAVSFLWGIITGDAFAPA
>MCE8455731.1 hypothetical protein LZ188_03960 [Rhodovulum sulfidophilum]AB15
MAKKAGSGGHYRSAISGRYVTSAHGKRSPDTTVFEKTDGGSTGSARSAKSGRFVTEGYAKRNPRTTVKED
>MCE8455732.1 replication initiator protein A [Rhodovulum sulfidophilum]AB15
MTNNAAASPARSPLLPDRHPTRDLFVCDIVDAVPKGDMTSMENPVFSLATKPDMRPRRYERGENFIEINPSRYGLATVHD
RDVLIYCISQCMAAVNEGRQVHRKMRFKAHDLLVATNRQTSGRGYELLKDALRRLQGTQIETNLKQGGKEYFKVFGLIDS
AEIVKETRDGRMIDVEITLSDWVFDAIENNHVLTLNRQYFFLRKPLERRLYEIARKHCGAKPVWKIGLELLRDKCGSGST
VKEFRRLIGKIIEDDEQHDHMPDYAFTIDGDNVIVRMKKGRLQGALPLPLSSLRLDADTHERARQFATGWDMHNLESEWR
SWVIEKGIAVKDPDKHFLAFCKKRGPYRR
>MCE8455733.1 ParA family protein [Rhodovulum sulfidophilum]AB15
MTYIIGMVSQKGGVGKSTLARMMAREFVAGGLATKIADLDTQQQTCTHWAGRRAENGVTPEIQVQSFAAVKTALEDAPRF
DALILDGKPNASEQTAEIAKASDLVVIPTGQTVDDLHPGVVLAHGLRKKGISPDKIAFAMFKTTGSERENAAARQYLEQA
GYKVLEGEVSVSTAYGSASDIGKAITETSFRSLNDRASKLAQSVIDMMAELSERQVA
>MCE8455734.1 hypothetical protein LZ188_03980 [Rhodovulum sulfidophilum]AB15
MTTNIAKLKSAKGAPPPADDAPDVIADDTRPEKVELRPLQVRIPRTVFEEFSERAGREFGFSHGAKKQLFLKMWETYKAQ
NM
>MCE8455735.1 hypothetical protein LZ188_03990 [Rhodovulum sulfidophilum]AB15
MAARPKPSQRLLNPEDGTEVFGIVPKLRLGHLQTEEAPIYLQWGRHKGPHHGHGASHIWAEHRNDMGKLGLTTSDEVPAY
VKRVIKSGTSLYFEAERMRGNQRTSAVRSSAGTVILEYVEQIVQGEVQPYWRIITAFPRAQGIGTAVGRIK
>MCE8455736.1 YrhK family protein [Rhodovulum sulfidophilum]AB15
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MCE8455737.1 Stf0 sulfotransferase family protein [Rhodovulum sulfidophilum]AB15
MTGKPFRSYVICTVPRSGSTLLCGLLAATGVAGDPDSYFHAPSLEGWLTDHDLKRADFASDRDAVRAVFEAALMRGKGDT
TMFGLRMQRGSFDFFMEQLKLLVPGEMSDAERIEAAFGPTLFIHLSRPDRLDQAISRLRAEQTGLWHRNADGSELERLAP
PQEPRYDAAAIRRHMAAQEALDAAWEGWFRQERLNPLRITYDALSTGPQQVLAQVLSALGLDPAQARSVLPPTAKLADAL
SREWRCRFEGET
>MCE8455738.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB15
MKALVIIDMQMEMQHRIGAGRDCVNADAPERIAALAAAFRGKGLPVVHIRHVDADPRSPLAVDAEGCRPMACAEAQGGEP
VFVKRTSSAFASTDLAAWLHENRISELVVTGAVAGFCVNSTVRNGADLGFDMTVVRDAVIGFDLPGPGLSARGIFDVTMA
HLEADFARLIDTPGILAMLG
>MCE8455739.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB15
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSDRGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MCE8455740.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB15
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>MCE8455741.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB15
MAMRIRAALRLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFA
MNAGMYHPDRRPVGLYLENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAAVIETRAYLADPPECRYATQSGPMLVIDGA
LHPRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPI
VGAVVPAGD
>MCE8455742.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB15
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTHLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MCE8455743.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB15
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMALLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAARHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MCE8455744.1 hypothetical protein LZ188_04035 [Rhodovulum sulfidophilum]AB15
MSSREIPLFSWWSAARKDNFATTDRAWAAAPGTSIEAHDGYTMYRIEGALFAPDDPQPGGTVRVSRFYSPSRGDNFLTTD
PRHLPGDILAPDYHHSRHEGYLYDPKRPQPRGTVPIFSWWNSDRGDNFATSNPDWSMPVGEIEWAGEHVSNGPVREGYRL
YRLEGFAKTFDLDTLDDFVRDRMKVCYKLIIDIHEDNNRDDPRLDLVVASFGGYYQIEAHTTGTLANHSGLDIGSGGSIL
PLPGEDVRNTYRGCFDVEHPANGADPHLALAIRAVDEDNSSDENRGKDLNYFKRGIRNALERATSGGVILTEPILQSAAG
EELIDRFGRDDDDKIGVAVAVITDCYRQSVAVCRTAPLGNNEGVREDFPGSLPHILLVRQYTLEGDGARYLLDIVISVDH
FSE
>MCE8455745.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB15
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVEEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MCE8455746.1 VWA-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MTSEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARADAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALGPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGQVLSLAR
>MCE8455747.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRA
AVLGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MCE8455748.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB15
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MCE8455749.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB15
MRGAADGFRIETPRLVLRAFRPADLDALIRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPTFRLA
>MCE8455750.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MCE8455751.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB15
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MCE8455752.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB15
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAEAAPAAGDDLKKLPGVGPAMEKKL
HEAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIENDGWVALAKDLAGKA
>MCE8455753.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLRLVAATALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQDL
>MCE8455754.1 hypothetical protein LZ188_04100 [Rhodovulum sulfidophilum]AB15
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MCE8455755.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MTLFAADTIGLHYPGRPGPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRIPIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILARRDRDGFALVEISHDPARRIMPEARAISFP
>MCE8455756.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB15
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVAKVLGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MCE8455757.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MRLLPLFLAMLPLPALAEEILLSGPPIWESAPLIALAEDQPIEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MCE8455758.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MVSPERSSGAARLLQTLEGPIRYALLDWALESGVFGLCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>MCE8455759.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MSRHSASRPVPGRIALFVLSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLDEADLARPVSADLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGAEINLGVSGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTLLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASSFRTTSMDLGTGSLTPVDWSGNALPMAPETTWGLGLSHQGEVWRARGSLHGSGSYWFDPGNTLKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MCE8455760.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MNLIEPHRFTPLEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAESLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMGMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MCE8455761.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MCE8455762.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALADELGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MCE8455763.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAVKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGELGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVAAAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASEVSPVETARGIALAPSDCAGAVLEFRQR
>MCE8455764.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSTGRKTRGADRKSAEMPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANV
GMTVFIGITAPRHETAWLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEEL
KFTTAVPSTYL
>MCE8455765.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEELRAAKDDLGR
LVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAVWAWNAALALV
CGNPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMGRIVGPKVAAR
FGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSVGNPLETDALV
GPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRYSDFDAVLEAH
NAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMRRATNTINYSR
ELPLAQGVVFDI
>MCE8455766.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB15
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MCE8455767.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MPAAVPSDAPAPAPKAEPTGLTRSLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFSLIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>MCE8455768.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPDELDRALATIRKIQANLAAMDR
>MCE8455769.1 DUF6525 family protein [Rhodovulum sulfidophilum]AB15
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MCE8455770.1 GTP-binding protein [Rhodovulum sulfidophilum]AB15
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGLLDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPDLWSGLPDPFPQWGEAA
>MCE8455771.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB15
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MCE8455772.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB15
ANLRATARTERGLTADARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEVALACLPAHPPGQLALGKGLAQLG
RKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAEAQAKQGRTETARAGFDAA
IAAEPGFALAYSLRGMLLQTLGEFAEAEADFRQAIALEPRNGEHYRTMLATCKVTPDDPLLAEMEALFDDPTLGDESRMH
LGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSARKIEGAPDYAPIFVTGMPRSGT
TLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGGRIEATFRERFPGSDLVSDKSIQTYMMA
GLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWRDKLPGGFHEIRYEDLIADPE
TEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDAIGGENGA
>MCE8455773.1 hypothetical protein LZ188_04210 [Rhodovulum sulfidophilum]AB15
MKTVGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GDYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWTAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCQRHPRPALLLHGRVPRLWIAAMLGVGAATVVGLNAFSGHYGYLRIFDFTLVS
GPQPYPAEMEETLGMTDILDAYARGLQRLVSKDTGMIALFIGTAGFLAAKAMRGRLLPFDKAVLAALGFVLLHFLAFPSG
FVRHYFVAACLCLILWARLIDGWSARRQRRSPDDAERQAAS
>MCE8455774.1 AMP-binding protein [Rhodovulum sulfidophilum]AB15
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYDPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MCE8455775.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MCE8455776.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAADKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MCE8455777.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MCE8455778.1 hypothetical protein LZ188_04235 [Rhodovulum sulfidophilum]AB15
MSHRTRIGGFCIDCRTEDSGPALAFRSAALGRDGALVEDVRSARPSGPPAAPQVILHDPRVPLDIEAECAWPTGLGAVEV
TRVRDRVVRQAPSGPRFCPVPPEGEFPKDAMEVD
>MCE8455779.1 hypothetical protein LZ188_04240 [Rhodovulum sulfidophilum]AB15
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MCE8455780.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSEEFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MCE8455781.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MCE8455782.1 hypothetical protein LZ188_04255 [Rhodovulum sulfidophilum]AB15
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MCE8455783.1 AMP-binding protein [Rhodovulum sulfidophilum]AB15
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMARGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGDEGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>MCE8455784.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB15
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MCE8455785.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>MCE8455786.1 DUF3833 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGTMTEEFRYDSGA
TQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIINRSQFRKFGFLV
AELVATMRPKEAA
>MCE8455787.1 DNA primase [Rhodovulum sulfidophilum]AB15
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGGGGGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILA
TLIVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHE
KAALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAF
ADLLGRINYGKGRT
>MCE8455788.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB15
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MCE8455789.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB15
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQVFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRDG
>MCE8455790.1 hypothetical protein LZ188_04295 [Rhodovulum sulfidophilum]AB15
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWTRIHAQQVCRPLFNLPD
>MCE8455791.1 sterol-binding protein [Rhodovulum sulfidophilum]AB15
MTTAPQTPRLPGGSGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDF
KALNRRRALPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>MCE8455792.1 U32 family peptidase [Rhodovulum sulfidophilum]AB15
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MCE8455793.1 U32 family peptidase [Rhodovulum sulfidophilum]AB15
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSEVVIKR
ERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKAGELGV
GVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADMKALGV
THFRVMPHSCDMIAVTRLFDDVLAERIGVDEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MCE8455794.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB15
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MCE8455795.1 peptidase domain-containing ABC transporter [Rhodovulum sulfidophilum]AB15
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAVVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLTRCETYAALWRQQT
EHIA
>MCE8455796.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB15
MSVPPMSPVAQDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSA
VLDRLLVHPGDAVESGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARID
>MCE8455797.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MKLDRIARRDYADAHARFSIENEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
LIRDADTPLSAGDIDLCAARATAPAEFVPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLI
>MCE8455798.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVAFRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MCE8455799.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB15
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVQGRIRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRSRSPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAARSGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPERFAASAAGRFAEALAARPEARVWVGAEHALVHEA
RRIAAALPPERKEIGTYWRRGRRGDARRDDHDD
>MCE8455800.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MVGRRGFLTGGAAALAAPRLARAGAGIEVRDVLGNRVALPAPPERIVLLDATDLISMAALIAEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPAGDKLDRAMG
FWGAVLDRPQAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSTATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGSTLAALNDRFASPLPGPLWLSLDAT
>MCE8455801.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB15
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGDPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAVRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MCE8455802.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
TDFVADQLIAALVLGPSNAALMGDDTLADPAARDAWFDRAWRLFVEGAAPGRG
>MCE8455803.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB15
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFGELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGLADS
>MCE8455804.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB15
MSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMMLGYRHVRLPGPLA
RLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAISLFVAGVGMVEHD
GRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MCE8455805.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MTGTAATVAGRDPMPGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPVGDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MCE8455806.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLNALATELGAAALALPGDATDPTAQEEAVARTVENFGALDAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MCE8455807.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB15
MAADFFDTNVILYLLDDGPKADRAEALLAQGGMISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELSVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MCE8455808.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB15
MFRHSQLETVKAWLAHPAHTAMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERR
VGSGSFVAEMTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKE
TGTLALLHGDPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAG
LECVPVRVDRQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACV
QGLDPNDRTIYTGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMAQLTLARFMEGGHFGAHIRTMRGIYAQR
LAVLSDLVRRHLSDFVDPRVPIGGLQMPCVLTCEISERAAIEAARRVGVELTGLSALHAAGDGKAGFLMGFAAYTPAELE
GAVRKLATALQMVRMPA
>MCE8455809.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB15
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGLSPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPATFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAYAVLNGTFPHRRAVETATSGSAAE
>MCE8455810.1 hypothetical protein LZ188_04415 [Rhodovulum sulfidophilum]AB15
MIGQGIRGVQLLRALQFLDRFDDGLAERYPETRRREGFIRRALDEFATEAAQ
>MCE8455811.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
DGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMRIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MCE8455812.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFVALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAEMLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPRVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MCE8455813.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MCE8455814.1 hypothetical protein LZ188_04435 [Rhodovulum sulfidophilum]AB15
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVTGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MCE8455815.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB15
MTLSIVPPMSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEF
DLVREALDERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHA
FWSAKTAQARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPQ
IVVNATGAWIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLVGSTDIKVPDPD
KVRCEADEQAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAF
GELAADDVMARLGLTRRTGTGDLPIGGGAGYPADPDAWCAEQAAASGLSQARVATLLARYGTLAGALAPSFAGERMLPGL
PGYSDAEIDYLIAHEQVETLADLALRRTVVALAGGLDATALEALADRLATARGWSAARRAEELHCFRVKLATDHGADPER
IGLHRKGEVAAQ
>MCE8455816.1 carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB15
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKS
>MCE8455817.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MPEPRHAIVTGASSGIGLAICNRLLADGRKVTGLSRRAPEATLGSAFTHRPVDLLDEDAVAAALPDLPAPDALIHAAGVL
RVGDHASMSRAEGSQMWRLHVDCAAQLIQHFAPRMPQNGRIVLIGSRVATGAKGKALYAASKAAVTGLARSIAAELAPKG
ITVNIVAPAATDTPMLRDPARQGVGPAYPPIGRFVLPEEVAGTAAFLLSDAAASVTGQTLVICGGASL
>MCE8455818.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB15
MTNPLIAITMGDPSGVGAEVTLRAAADLPADQRAGLIVIGDRAVLERARDALGLALELGDGPGGLRLRHVPVEGLPDRFG
VLSPSCGEASFQYIRTAVEMAQAGEVSCIVTAPINKEALNAAGHHYDGHTGLLAHLTESRGSWMLLASERLNVIHVSTHV
ALKDAITRATPERILETIRTGHSHLKRMGIEAPRIAVAGINPHCGESGLFGTEDDAQVAPAVAAAQAEGIDVQGPISADT
VYHRAYQGAFDLVVAQYHDQGHIPIKLVAFDTAVNVSLGLPIDRASVDHGTAFDIAGTGKANHVNMLSALSYARNLAQAK
RHA
>MCE8455819.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB15
MTSAEPRRAYVATVTCFNDDETLNLDQSRAQVRRQVEAGNDILCAGTNGDFTALLFDEKLSLIEAVLAEAAGRARVMVNV
GAPSTFETVRLARAAADLGVDCVSVITPYFIACTQEGLRRHFEMVADAVDVPVYLYDIPARTQNHIEPDTALTLARHGNI
CGIKDSGGSQKTLEEYLEVSRQVEGFGVWSGPDHLVLWALKNGAAGAISGLGNVAPHLLAGIVRAFNAGDMEAAEAAQAR
FGALRTDLYALGYPPAVAKRALYLTDPGVGASRQPALMPDAAQDAAIRDILDRHDLAATV
>MCE8455820.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB15
MLDQPLEILQPGCVRNGAGQAVRAASWLRDRGLTRPVVIADAFNATRLNVLGLDGAACVSVRPEPDLFDLNQAVTAARAA
RPDVVIGFGGGSAMDVAKLVAVLQDPVTTFDDISGPGRAGPRRAALMQIPTTAGTGSEAGTRALITEPGTLRKIATESLH
MLADMVILDPGLTVSLPGPVTAATGVDALAHCVEAFTSRRAHPVIDHYALEGIRLIGRFLPRALADGDDLEARAALLLAS
FYGGVCLGPVNTTAGHAVAYPLGTRHHLPHGLANALIFPHVLAANQGACPDKTALVAAALDLEQGRPLLQAAHDFCAGLG
LQMRLRDHGVPEDDLPEMAAEAHAIRRLLDWNPRDLSREDILALYRAAY
>MCE8455821.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB15
MRHIRTFATATTLAVLPLAAFAAPVDLRLITMEPGGSWYSYGSTFSEIIQGSEGENELNVEVLPRGGGMTNPVAVSQGAA
DLGFVSASAAIWARDGIGEEFEGREANNALAIVGGLQLAYTTIAVRRDYVEKSGLTTFDEMVASDNPPRFVLKPAGSQVP
ILANYMFEALGSSLEDMRDRGAITQISTAQIAQMLRDGTADVYIENAPVGQATMSEVTLTTPMVFVPASDTVLDHMSELG
APAANMPEGSYPGQEGAYRTSMTPTILIANADMDEEVAYQLTRALVEQREKIAEAFPALAGWDPEKGAQPDQAVIELHPG
AARYYRERGWIE
>MCE8455822.1 TRAP transporter fused permease subunit [Rhodovulum sulfidophilum]AB15
MRKISNFDTWWRALRAVLSVFYVAFLVAQFFHPASPLAAASFHVFMATALVFAWTPLAWEGRARYAARIIDIAGVALSLM
VVALYAGEIFRLERRFEMIDPVLPVDILLHVLGLALIFEAVRRSVGWSLLAVVLIFLAYAYLGPWFPGLMQFPGFSLPTQ
AELIGMKTDGIFGVTASAAINFVFYFVLFGSVFTITGGGQLFIDLAMRATARLKGGAAKMSLVGSALFGMVSGSAIANTT
STGVLTIPIMTRSGYSKEQAAATEAIASTGGQLMPPIMGVAAFVMADMLGIPYITIAAAALIPAAAFYFALYIIVDLRAR
KSGVGDVAPELLEIPPVIPRLHLLAAPVAMIATLIAGYSAPYAALVGTAIALVAPVLRRSTRYNLSQLFETVLDTARQMA
WISAPLAAVGVVMVVATQSNLALKFVSLLSDMGTDNLYLSLLLAIFGCIIMGMGLPTVAAYIIGSLVFVPALMDLGVDRL
AANLFVLYYCVLSMVTPPVALCSYAAAGIAKSDANRTGLVAFGYSLVIFLVPFGFIKDPAVLWQGSAFQIATGAAGMLLA
TFCWAVFLIGWLRGNLSLPERGGFALASLALVITPTLTAGWVISVTLTCLLLVWRFALRPRLVTA
>MCE8455823.1 exo-alpha-sialidase [Rhodovulum sulfidophilum]AB15
MTEVMADTAFPATDLPTPRVQNHASFLHELPDGTVLCAWFGGTIEGKSDISILMSRFDGRNWSNPVQLSDDPARSEQNPV
LFTAPDGRLWLIYTAQPGGRQNEAEVRFRISDDGGQSWTEPCALWSQKGIFVRQPIIVADDGAWLLPGFRCRVEEGVAWT
GENDDSVVMVSHDEGVSWKVYEVPGSLGCVHMNIVPLADGGIAAFYRSRWADHIWRSHSADGVRWSAPEPAGLPNNNSSI
QAVRLDDGRIAMVYNHSSREDAEGRRVSLYDEIEEDGAAPAARPGRAFWGAPRAPLSLALSADGGQSWPDRIDLAFSDGY
CLSNNSADQVNRELSYPSILQDRNGRVHVTWTHFRQSIRHMIVPLDEQHG
>MCE8455824.1 hypothetical protein LZ188_04485 [Rhodovulum sulfidophilum]AB15
MTPPRLLIVADDLTGALDSAGEAASLGIGTRVFLSPAALAAARECTLPPVVAVTTGSRDGTVAAAAAAMHNVCACLSWLR
PERVMKKVDSRLKGHVAVECAILADALHRRKIIAAPALPDMGRVQRHGRLTGAGIETPLDIAARFSGLSPHVPDITDAAQ
MKEAAELDGLPVGARSLAAALVAQLWPDATRQGTPPLPGPAVLAIGSRDPITLAQVERLDLPLYLAPDGRLPLDPPRPPC
VMQMVSGGMDRSAAEAGADFAEGLTKMIMRDPVGTLIACGGETAAAILARLGVDRAEVFGLALPGIAVVRAALPGSRVLT
IVTKSGGFGAADMLAQLVNLVDNRPTPTEVRKYRTRE
>MCE8455825.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MKATRQKSRPSFADHVYNTLYGRISNGDYPPDEKLPSETTLAAEIGVSRPVLRDALERLRAEGLIVSRQGAGNFVRAHQS
RTLGYGRIETIADIQRCYEFRLTIEPQAARFAAERRNDEALANLSNALDLMRAATGSMLHREDADFTFHIAVAHAANNTF
FEATLRALHEQISAGMKMHGQSLLREGGAGLERVLHEHQSIFDAILASDGEAAANRMTAHVRHSQERLFGGASIDLRMPA
KK
>MCE8455826.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MNAPYRLPDEFETDRYHLRRVNLDDAQAIFDSYASDAEVTRFLGWTPHQSVAETTAFLKIAAAEWDSGKGFPLVAFDRRQ
PAELVGMFHPHLIGHRVSYGYVLRASAWGQGCASEVMGRLVDHALSHPSIHRAEAFCDVEHPASARVMEKAGMVREGILR
RYFRHPNISDIPRDCFIYSKVH
>MCE8455827.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB15
MLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEFREDVLDKSGTRDPEALKSVRT
FAYSPLLREAMLREIEIHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLIGQTVKVRILASSRVDGYLKGR
VSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLGSFYMMIVVLALALPIGVGASI
YLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLMTLPTIIISTRAALKAVPPSIR
DAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPDGAVAGFMAPNSAMPAQIYEWA
KRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MCE8455828.1 phosphate ABC transporter ATP-binding protein PstB [Rhodovulum sulfidophilum]AB15
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MCE8455829.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB15
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MCE8455830.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB15
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSEKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MCE8455831.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB15
MKRTGTGTGLTLAAALLACGAASADPEEGAYGSAEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANTAARAANGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASARTEGTDTDR
>MCE8455832.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MCE8455833.1 hypothetical protein LZ188_04535 [Rhodovulum sulfidophilum]AB15
MFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYIMVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVVLLAGLRLIDGLLPGGPYLSEAVPLWPGRSPGPADLSTTYAILTLHLCLALQPFHRGAAMAVLVAAWAGIWWSTMTDL
FEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIAALHAVPETVSARLLI
APLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADERA
MRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLEQKLRPQPDLPVAAIGISMSAFDEPNLEAALQRAE
SALYVAERRGGGTLVRVSDLAETGQGAEARNSPRDMGGAARPP
>MCE8455834.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB15
MASADQRPRKTLAIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFALFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWVLIVGHPRIEHALESTGLKGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLAIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAEIANRNIREGDLLVRWGGEEFLLVMASSAEVLLMQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGRAIRRADTALYAAKIGGRNRVMSAAALCEAEAAVGPLARRTPPRLVS
>MCE8455835.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB15
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MCE8455836.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB15
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MCE8455837.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
IYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKERKI
>MCE8455838.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB15
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPAELYSIADRVR
>MCE8455839.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB15
MSRRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MCE8455840.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MTGRTILVTGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAAAVEAAFDAFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGQPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MCE8455841.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MCE8455842.1 autoinducer synthase [Rhodovulum sulfidophilum]AB15
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGHNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MCE8455843.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MRGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MCE8455844.1 hypothetical protein LZ188_04590 [Rhodovulum sulfidophilum]AB15
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MCE8455845.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB15
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MCE8455846.1 protein meaA [Rhodovulum sulfidophilum]AB15
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLSLYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>MCE8455847.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB15
MSLHIGAQPGEIAETVLLPGDPLRAEWAAKTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSDDRQSGFGKMVEIALEAAFS
>MCE8455848.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPTEPRPEPADAAERRAAPPVVCYPPECLPAPPMALYDGLRAGMTRVAQLEIPARDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPPLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALVAETGLAPDAAEPHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MCE8455849.1 hypothetical protein LZ188_04615, partial [Rhodovulum sulfidophilum]AB15
LEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMRA
AQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIGN
RAAYAVLVAAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MCE8455850.1 hypothetical protein LZ188_04620, partial [Rhodovulum sulfidophilum]AB15
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTKGFKAR
>MCE8455851.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB15
MVQLTLPKNSTVRKGKTWPKPEGATNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MCE8455852.1 hypothetical protein LZ188_04630 [Rhodovulum sulfidophilum]AB15
MTVVANMATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEAPLEEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVD
DDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQIAT
CAAIMHAEDFPPFEFMRDSQKFVDVRLARWCFERSITPIALPKTAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKV
KGRGLPPKPCASQT
>MCE8455853.1 hypothetical protein LZ188_04635 [Rhodovulum sulfidophilum]AB15
MTRDVRFCRPCPDPHSDEIRGDMSFAQTPEPVGHGARAVSVLSQRSEPDFVASARAENALAFGMLAASEIFFAGNRRKSF
LGVVADASCVEAVDSAHVFLVELGYVPADVKCAGPTVSFSRKPGWMSTDEVCARIETYEGKQVRQ
>MCE8455854.1 hypothetical protein LZ188_04640 [Rhodovulum sulfidophilum]AB15
MIVGTMATYPPRQRSMLAAVARIAPQLDVLNVVLNEYVSVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPENYVTDSIAAMQALGPGRLVGSYYGAVYRKPQLRNKTLSGLNRYRKELFRRRGQVRDSLKVDAGLQQAIVVDELG
TGVMISRPEYLPDFESVRSAQKFIDVRMARWCFEKGITQVCLPRPAGYLGLVEHEETIYTGFTTKRHPAVTREIQEYALR
NPLAGQHFQCGGDSRGNF
>MCE8455855.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB15
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALDRFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MCE8455856.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB15
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MCE8455857.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB15
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MCE8455858.1 hypothetical protein LZ188_04660 [Rhodovulum sulfidophilum]AB15
MGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAARPLDDATAVIAHVSFGVF
DLPVLETWEVEASDGRVIPLTVLRGGSGHADLAFDGKDYRLGVGKFLSYESGADLCRLLLVKKVDGGVYRLRWRCIPDHR
DQL
>MCE8455859.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB15
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MCE8455860.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB15
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>MCE8455861.1 NnrU family protein [Rhodovulum sulfidophilum]AB15
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MCE8455862.1 CoA ester lyase [Rhodovulum sulfidophilum]AB15
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MCE8455863.1 hypothetical protein LZ188_04685 [Rhodovulum sulfidophilum]AB15
MRAPRPFRHPAILPVLAALMILLPQLALPQNQGQNQRQNQGQNQNQNQAVGRQCGPRDGILDQLRNRYGESRQAMGLAGN
NAVVEIFANTRTGTWTVTGTFANGLTCLIASGEAYDPVAEPPGQAL
>MCE8455864.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB15
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MCE8455865.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB15
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MCE8455866.1 DNA gyrase subunit B, partial [Rhodovulum sulfidophilum]AB15
YPAHILEQAAIAGAFRPGQIDADLQGTADAVARRLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAE
AARLGTFTAKLQEIYQHPARLIRKDRDQPIHAPSELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVR
VEDVAEADNIFTKLMGDVVEPRREFIQQNALSVANLDF
>MCE8455867.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB15
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MCE8455868.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB15
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEEMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MCE8455869.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB15
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIVATGRNSQYLPGIELGDTLRATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MCE8455870.1 LrgB family protein [Rhodovulum sulfidophilum]AB15
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MCE8455871.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB15
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MCE8455872.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRRRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLADLRTMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTATDREPD
>MCE8455873.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB15
MRQSPRPEIRSAVVAALARAGTPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEDARFQPDVIRRDRNQSEFVTP
IWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISSLATLAYEGRRAAFFEA
QLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWG
VEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFYNFRVIERYNPADAYVIGVG
HLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMSVLRRL
R
>MCE8455874.1 ribonuclease R [Rhodovulum sulfidophilum]AB15
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGAKDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFILAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>MCE8455875.1 succinyl-diaminopimelate desuccinylase, partial [Rhodovulum sulfidophilum]AB15
KGHEKTFGFNGHTDVVPAGDTAAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEG
DATDGTIALLDWMQTEGEHMACCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLD
AYSLDQGTRHFDPSTLAVTTFDTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGE
SFVTPPGPLSTLVADAVEAETGRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGG
YFG
>MCE8455876.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB15
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATVAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVASDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVATVRGAEDNPGLLSIVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPAKGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGRPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAILAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>MCE8455877.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB15
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIIFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MCE8455878.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB15
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MCE8455879.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB15
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MCE8455880.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB15
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MCE8455881.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB15
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGLEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MCE8455882.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB15
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MCE8455883.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB15
MVRILFSAPPGLWAEYRAPLTRALDEAGIKAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRDICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRNPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEPLLFRVDRARGY
>MCE8455884.1 hypothetical protein LZ188_04795 [Rhodovulum sulfidophilum]AB15
MTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSMRF
TFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVEDGD
TLRATTIDGLLDWVNSELSQAWEGAALELTEDGALVFVLPEATSTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGELT
AALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTSDP
SANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRALAS
DGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESAAA
ALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLDSY
LEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFDPL
LSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAIDA
AVDAAFDGTVSFTYDAETGQITLSDSGNSKTEDTGLNLLFGSYRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDERV
TVTIEVEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGSLALTATGYDTALSYDTIAFSVT
GEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTLAL
GPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSDSI
GLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDLTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIEQI
QSLFDDFLSDISLPIVGDSIGVGVTFFEEFRMLVLEDALEYASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYLQA
YLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDEIT
LEFSVDAGSFEASMALFDVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAITSD
GVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATELEF
VATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTVAE
IGEEVTVFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGVFGSGALQIEIPLLTN
PFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGVEARFVAQIEVGYDLGGIVN
FVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGVTVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDGDI
LEALGYIFYGEASFGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNSAI
QEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQGLH
VVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDIFIEAFSSGDVTAIEVLSLLGLNADGTVD
TNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGGSS
VYVEGGAGSDLIVADGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDMLSG
GLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTILGGKGSDIMMGGGGADSIEGGTGKDILIG
DFAEIKLSPSLAAGAITSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTEGSNILIGDFAVLEGSIILDAVTK
ITTLASDMGDDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIRGDSTAADGNDTITVGNDDGTSSVD
DLKDIVIGSLGDDTLAAGDGGLVVLGDGGTITTDPTALNALRTYVPLGPDPSDDDVAADLKARNLISALAASVVSTPNED
DGDDIVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQITTGSGSDVIVG
GEGSDKIRAGVGDNAILGDNGTLTRDDTGDTLSLSLESSYLRTDGDDLVFTGSGYDAAVLGGGDDTAELGDGDNIAMGDS
GTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGNGRNAVIGDNGHLKIDEAGIELTSADPSVGGNDK
ITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLKIDEAGIELTSSDPSLGGNDKITTGSGNDAVLAGVGSDTVDAGNG
GNAVIGDNGHLKIDEAGIELTSVDPSLGGDDKITTGSGNDVVLAGLGSDTVSAGDGENFVLGDNGWISLVDENVVETSDE
SLGGDDVITTGKDDDVVIGGTGADTIVLGDGDNRALGDSGYYRSQGELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAA
LGDGDNRAIGDSGRIVWSATEIGTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQ
VVARRVVTKDVAHGGGDVLTTGKGDDVVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTG
AGADIVMGSQGNDRIEVGEGEDVALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSD
DDIIIGDLVEITFTDASAAMAGQSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQ
RSYTEMADGTLFEVILLDTNFAYRTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDT
AFRTLWKSNFAGPGAIDVVSRAQQDDSIGSPLDLILEEMDAANEGRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVV
GTLATLVTLGADQAVLAQALEAAIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MCE8455885.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDEKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MCE8455886.1 hypothetical protein LZ188_04805, partial [Rhodovulum sulfidophilum]AB15
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSVALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIR
>MCE8455887.1 chromosomal replication initiator DnaA, partial [Rhodovulum sulfidophilum]AB15
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNQ
>MCE8455888.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB15
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTRPEAASEERASNEDRD
>MCE8455889.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB15
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRSHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MCE8455890.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB15
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVVLGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MCE8455891.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANQPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MCE8455892.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB15
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGKTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGHRPNRNAA
>MCE8455893.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB15
MCGGESRENAAGPGRGPADARSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDESSRNSG
>MCE8455894.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPADPPIRRSTLSTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHAAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGRPLEQTLALSAAVRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGVEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEIL
GEVPGASTQCKTTPAAMVPEPERDAPADKPHRAAS
>MCE8455895.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MCE8455896.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSTNSIGQVLSCSPEAIIVLVDGLQVFEGRKAALQVGRYLRIAQGNNDYTVATIQNVRGILTNDADGKPKWQFHIQCQAV
GTLVDDRTFERASVLLPVPTEPAFPAEKDTLDKLFAEDANYQFPLGMLSLNKATPLRVHGDRFFSKHITIVGSTGSGKSC
AVARILHDVVGIADGANSNLNKQNNSHVVIFDIHDEHTDAFTLAEEQSFTLNRLDIDTLRLPYWLMNSEELESMFTESNE
QNSHNQVSQFKQAVILKKDETQPGN
>MCE8455897.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTYETPVYFSIEEVYRYIANMNREVIGRLEGENKPKLSDGTLINDRKDHYFDISCTFVPPSTANATKATVGSFNGEFNRF
VSRLETKLSDKRLRFLLQTTKADGSYFKTDDFEHIMKQFIGYLNQANVTIVDLSGIPFEVLSITVILVSRLIFDFCFHYS
KLRQGQEVLNDVPVMIVCEEAHNYIPQRDDAAYRSSRKSLERIAKEGRKYGLSLMVVSQRPSEVSETIFAQCNNFLALRL
TNDTDQNYVKRLFPDNSNGITNILPNLAPGECVVVGDAVLLPAVVQMSLPNPEPQPRSVCFHKEWQEPWRKFTFGDVIAR
WRRE
>MCE8455898.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB15
MAGFIDGIDRDQVTLFPDRLEDWIGEDHLVRVVDLFVEELDLPALDFERCVPARTGRPGYHPAVLLKLFIYGYLNRIPSS
RRLEREAGRNVELMWLMGRLAPDHKTIADFRRDNGSAIRRTCAQFVELCRRIGVLRGACVAIDGSKFKAVNNRDRNFTKN
KIASRLAHLEADVLRYVDDMARIDRQEEGEARADKVAHLARRYGRIRQEIARLKAMEQALTESPDGQISLTDPDARAMAT
SALHSGMVGYNVQTAVDTETHLIVAHDVTNQGFDRDQLSPMAAAARKALRRDDLHAIADKGYFSGSQILACHQAGITTTV
PRPETSGNRGKGIYVKADFAYDPARDAYLCPAGEELTYRYTREEDGLRVGRYWTNECQHCPIKQRCTTGKERRITRWEHE
HLVDAMRGRLCGEADPMTLRRCTVEHPFGTLKAWMGHAHFLTRRLKNVSTEMALNVLAYNIKRVVALIGIRGLMRAIAA
>MCE8455899.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MTTPVLFAATILIWGTTWIAIAAQVGAVPVAVSVFYRFALAGVLMLAVLAALDRLRSPAVWRFVVVQALCLFCLNFLGLY
TATSLVPSGLVSVIFSLASIFNAVNARIFFGDRISRQTVLAGALGVAGLACLFWPDIDITAGASTLRGIGWAVLGTLIFS
WGNMASRQNTHLGITPMTANAWGMGIGALCLLAILFATGQPLVLPRGGIYWTALVYLSVIGSIIGFTTYLMLVGRIGSAK
AGYATVLFPIVALTLSTLFEGYEWTALSILGVILAGLGNVVMFRRR
>MCE8455900.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MASVRDFLESSPVATAAATLDLGGGRCVTVWENRNDRVSCEAPRGHAFSLYLAGGTGTRRLDGAGASGWPGAVCVFPDGQ
PSEWEITTPHRFAHLYLPDDRLRADFARTHDCDARRLDVPEITFADMPHLAAPLAALARAASAGDVLLADTALSEIVAQL
GARKVPLRGGLSPHILRRIDEWIEAHLDEAIRLSDFAALAALSPFHLHRMFRASRGIPLHAWITERRIDRAKSLLRGTDP
VLEVALACGFSSQSHFTRTFKSGTGTTPAAWRTAIKG
>MCE8455901.1 preQ(1) synthase [Rhodovulum sulfidophilum]AB15
MSEDIYSNLKQLGGATRIPTSPEEAELERVANPQADVTYNVRFTAPEFTSLCPMTGQPDFAHLVIDYVPGLWLIESKSLK
LFLTSYRNHGAFHEDCTISIARRLVEFLDPQWLRIGGYWYPRGGIPIDVFWQTGPLPKGAWIPDQAVPPSRGRG
>MCE8455902.1 7-carboxy-7-deazaguanine synthase QueE [Rhodovulum sulfidophilum]AB15
MTLRIAEIFGPTIQGEGALIGEPTVFVRAGGCDYRCSWCDSLHAVESRYRHSWATMTSETVWEQVRRLSGDRPLTVSLSG
GNPAIQDFGSLIAMGRAAGYRFACETQGSVARPWFADLDTLVLSPKPPSSGEEVDWDAFDACRNLGVGARQQVMKIVIFD
ETDYQWARDVHARHSDLPLYLQPGNTEVNPAAPVDLQALADRLGWLIGKALADGWFAPRILPQLHVLIWGNKRGV
>MCE8455903.1 6-carboxytetrahydropterin synthase QueD [Rhodovulum sulfidophilum]AB15
MFRIRKEFHFSASHQLPHLPEDHQCARLHGHNYILVVELAAETLNADGFVRDYHDLKPLKTYVDDHFDHRHLNDVMEGPS
TAENMARHFYDWCAARWPETSAVLVSETPKTWAEYRP
>MCE8455904.1 7-cyano-7-deazaguanine synthase QueC [Rhodovulum sulfidophilum]AB15
MKTLVICSGGLDSVSLAHITANEHQLTRLVSFDYGQRHRKEVDFAEAASRRLGVPFHLIDMRGIGAVLSGSALTDDIDVP
DGHYAEETMRITVVPNRNAIMLSIGFGIAVAQGDEAVATAVHGGDHFIYPDCRPAFTRAFDAMQQAALDGYAEIRLHTPF
VEHSKAEIVRQGARHGTPFAQTWSCYKGGEVHCGRCGTCVERREAFHLAGVSDPTVYADPDYWTEALAARGQS
>MCE8455905.1 recombinase family protein [Rhodovulum sulfidophilum]AB15
MPTPRRAAIYARYSTGLQRDASIEDQIRVGRTLADRQGYEVVKVYFDHAASDASLMRPGIRSLLQDAREARTFDIVLAHA
LDRLSQNQADIASIYQQLQFVRILIETVSEGLIEEMHIGLKGTMNALFLKDLAKKTREGLRGRAIAGKSAGGLTFGTARS
GPSTRPASGSGAIARFIRRKRRGRAHSARLCPRARKRVDLECKVLDTLEHHLMDPGLAEAFCKEYTAERNRLQDAALPRS
RQPGKRTGRA
>MCE8455906.1 transposase [Rhodovulum sulfidophilum]AB15
MSRQPRRHFTAEFKEQAIARLSSPGASQTSVARELGVTPSQLKGWLLELTAAGSAEAIRRPQAEATELAELRRENRRLRK
EVEVMRKGEQANAMRSSEPVNAFFAQWAAKQ
>MCE8455907.1 hypothetical protein LZ188_04920 [Rhodovulum sulfidophilum]AB15
MNAKLEFIAAHAVSLMCRGLSVRTSRFHSWRAAAPKRAERRAAREALLAGIGAIFEASHRRYGAPRSCH
>MCE8455908.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MCE8455909.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB15
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPADLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MCE8455910.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MCE8455911.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGEMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGDVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRRIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MCE8455912.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSQMDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQH
ALWNSVKIAPAATCLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MCE8455913.1 host attachment family protein [Rhodovulum sulfidophilum]AB15
MKPFKTLVLVVNEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDLDKDIVGVAAADLPRHFEDVIVF
>MCE8455914.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MCE8455915.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB15
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINEIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MCE8455916.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB15
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVCDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGAERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPETLGAPGDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGQFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRKKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAIWDGDRLVPVTKAYSGLTDAEFRAITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MCE8455917.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB15
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGETRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRAAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGYDA
GIVATAWEGETTEGGEE
>MCE8455918.1 3-phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
MADVHVTEPIHPDALALLASAGLSVSCGWKDADPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMLLLALTRQAVAMDRVARAGFAGFERLR
>MCE8455919.1 hypothetical protein LZ188_04980, partial [Rhodovulum sulfidophilum]AB15
MTYKTAGYGLILALAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTAERVFLRYEGADFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPG
>MCE8455920.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MCE8455921.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB15
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWNNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MCE8455922.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB15
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>MCE8455923.1 c-type cytochrome [Rhodovulum sulfidophilum]AB15
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDEETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKETVQ
>MCE8455924.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGDAGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>MCE8455925.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MCE8455926.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MKKIGFLSFGHWSPAPSSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MCE8455927.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB15
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLLAFPAPEIEASGIEATGIGR
AEVRPRDVRF
>MCE8455928.1 type II toxin-antitoxin system VapC family toxin, partial [Rhodovulum sulfidophilum]AB15
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVPDFEPTGVPR
>MCE8455929.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEIRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNRVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKSVLAQSGVDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRQ
>MCE8455930.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB15
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEASHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGVKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQAAMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFSEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MCE8455931.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MQESYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAVTRPIRRLLLGNGPLAYVMAVLQPEAPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYETGYWLSLEGGAS
>MCE8455932.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB15
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPVNAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MCE8455933.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTGLLSLSEVSVSFGKRPILQDISFGPLESGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDEELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDVLTPTLLGKVYGVEAR
METSSQGHPFLIVERSIRNPLGEEHD
>MCE8455934.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MRYKAKKRPSEISGSPRTKPAEVRLDELMSAAEKLFLSQGVEATTVNEIVESANVAKGTFYHYFSSKNEILEALAKRYTE
RFLESVQKAIDGCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGIWAPN
QPRIVALLIYSGVHGATDDIIASKTTDCTSFARNVSDACLHMLPRITAPKK
>MCE8455935.1 5-aminolevulic acid synthase, partial [Rhodovulum sulfidophilum]AB15
SSEADRKTLVVVGAQQPYYGAIAVAPTEGLRSRATLAAANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPR
ALQLSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIKGQGAASRALEACADQSGATDCRIAVEDR
>MCE8455936.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB15
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTVHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MCE8455937.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDSAVATALAEAGAVAQRPGLVREPSAAENGSVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MCE8455938.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB15
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MCE8455939.1 DsbA family protein [Rhodovulum sulfidophilum]AB15
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MCE8455940.1 DsbA family protein [Rhodovulum sulfidophilum]AB15
MKLVLSLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQT
RLFDAGARLDAAALDRISAELGLDPAEVTTRMAGSDITAKLAETRALTEALELGPAPAQVLRRTMVRGDVPAIALLRMVE
AIRRKK
>MCE8455941.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB15
MTGPARGMIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAVQSDTQADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MCE8455942.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB15
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILDKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MCE8455943.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB15
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSVLQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQGLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSIRAGTSDTMRT
>MCE8455944.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB15
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MCE8455945.1 Ig-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MPERARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDDRQSDGPQAEQDAAVTSPAAAGQAPDAANPEAQTPAADDRS
EAVPPAMPVFAPPAFDLVRVTPEGNALVSGRAGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLEMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAGGVRLLEPPNSHEAPP
VSGLTLDAISYDAQGAVRLAGRGRPGAALRIYIDNAPLSETGIDGAGRWTLRAPGIAAGRHVR
>MCE8455946.1 keto-deoxy-phosphogluconate aldolase, partial [Rhodovulum sulfidophilum]AB15
ILERGYTVQKFFPAEAAGGAPALKALASPLPQIRFCPTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITAL
AREAAALPR
>MCE8455947.1 adenine deaminase [Rhodovulum sulfidophilum]AB15
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLSD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLAAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAELVLSGGRVASAAAFAAREVVAPVGRGSVKAPKVTAASFRAASNAAETHVIGIMPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIGSTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MCE8455948.1 hypothetical protein LZ188_05140 [Rhodovulum sulfidophilum]AB15
MLVKIFWSLVFAVAFSLSINSGGLADLEAQLRAMPVGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARG
PAGFPEHGPRYFTTRFRFCAWALLYGSVIAGAFLVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSL
AAAVGIAAAFYTSDWERMLRERFQNNALIPRQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQA
ELAQMRLERLARVEFMLWRMTQGDLPEEVAARLAEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLAEAQRPDF
RRRLGQAAGLDCEQDRIETFPVSRLDDVIPVLEDELRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLRALVPLCVT
GLEVQRGRLRDLGTRLEDLWCETLRFAICIGLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQ
SSDHAAGANLEGAELWQRVRMLLGGMKIAATERPLWLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPGALRPLDYL
ISFVMIWSVLVPGVAALIYVLGFSAAFRDVYVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIRESVIFLLLVAVG
VVVAEIWIGSVDPESDTPFNAGRFWSLLFLASALTMVLIGAILLATSSKVSGKLQRMQGARLTPLRPAYPA
>MCE8455949.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSATCGYEEKGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAAEAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGSEGIDVLVGDHH
ILAWYWQHLDKLHRRMELPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYTVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSLWFLMEFQSKVRDGNPLK
>MCE8455950.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MVPMLATISRRSLLTGTAALLGSTALWARAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGL
RPLLATGWAGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMP
LQLIANALPVVSSVLPKHIYAGTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAA
AASSLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRTEALSKLKVRQAIAHAIDRDFVLKTIF
LGYAEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGI
DARIVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAAR
VALYKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MCE8455951.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MPRMMRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGENYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDLG
>MCE8455952.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MAKALLGRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGAPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSISVGL
SAALVAVVLGMSVGTAAGFAGGLTEAMLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAWTGPARLARARVLS
LRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNAITWGAMIAEGRNQLRSASY
LSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MCE8455953.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTPLLTLTALGIRYPGARTPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAEGMTLLFITHDMALAGGLADRIAVLHDGRLLETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDSP
>MCE8455954.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MSPLLDARDLAKTYPGPRRVRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGQDWGALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPEHVAWLLSEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRGHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
DILRRLIAAVPEIPAEKALP
>MCE8455955.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB15
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALATDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEA
>MCE8455956.1 hypothetical protein LZ188_05180, partial [Rhodovulum sulfidophilum]AB15
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAATLRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLAVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLD
>MCE8455957.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMVRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MCE8455958.1 hypothetical protein LZ188_05190 [Rhodovulum sulfidophilum]AB15
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSGEAP
>MCE8455959.1 response regulator [Rhodovulum sulfidophilum]AB15
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MCE8455960.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB15
MSRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPNPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTFAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MCE8455961.1 substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MCE8455962.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MCE8455963.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MCE8455964.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MCE8455965.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MCE8455966.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTEHIYPPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDDPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAA
>MCE8455967.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB15
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MCE8455968.1 ribokinase [Rhodovulum sulfidophilum]AB15
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDRASVLLLQMENDPAQIERLIRRCRPAKAMSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMANWLGCASEPRALALASGAGILRTLGGEGAELCWQGQEISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>MCE8455969.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MCE8455970.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MAAPSETARSVHTDAAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MCE8455971.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGALAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MCE8455972.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB15
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPQPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MCE8455973.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB15
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIQLYLELLARYGTGAA
A
>MCE8455974.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB15
MSASREPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MCE8455975.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKRFASVAILAASAACLPSVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGSAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MCE8455976.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQ
AAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLR
QMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDE
ISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAK
>MCE8455977.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB15
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYADAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MCE8455978.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MAPMKTDLCIIGGGAAGLSLAAGAARMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVLPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGEVIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AITVETADGLLEGSHLLVAAGRQPALERLDLPAAGVEADAAGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGSTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MCE8455979.1 VTT domain-containing protein [Rhodovulum sulfidophilum]AB15
MSRTRPQRPRRRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>MCE8455980.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB15
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MCE8455981.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB15
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MCE8455982.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB15
MSPLSRLIALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKH
>MCE8455983.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB15
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGEPPGG
>MCE8455984.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB15
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MCE8455985.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB15
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAAQLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGQKLRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MCE8455986.1 ribosome biogenesis GTP-binding protein YihA/YsxC [Rhodovulum sulfidophilum]AB15
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MCE8455987.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MCE8455988.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB15
MRRQTAMNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVL
HQLFAAGMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAG
GMIPKTETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MCE8455989.1 histidine phosphatase family protein, partial [Rhodovulum sulfidophilum]AB15
MPPTRDKQSGLPMSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMA
PLLGESSVMRRDPGLYHAPAERMLETLNNR
>MCE8455990.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSVILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MCE8455991.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MCE8455992.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MCE8455993.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB15
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLRREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPAAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DHSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MCE8455994.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB15
MTDPVTFPPSLWADTAPERVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEELRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MCE8455995.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB15
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>MCE8455996.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB15
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLAESRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVASGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MCE8455997.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWNIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MCE8455998.1 hypothetical protein LZ188_05395 [Rhodovulum sulfidophilum]AB15
MQISSNIDGGQRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAQEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MCE8455999.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRVSWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MCE8456000.1 hypothetical protein LZ188_05405, partial [Rhodovulum sulfidophilum]AB15
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGEALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATR
>MCE8456001.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB15
LKPFVGRAGHLLDLMFARIGLGRGDPAAERALYITNVLPWRPPQNRDPEVGEVAMMLPFLERHVDLVDPDILVLMGNHSC
GALLGRKGITRLRGRWVEALGRPALPMFHPAYLLRTQLAKRDAWHDLLMLQARLRGG
>MCE8456002.1 LysE family translocator [Rhodovulum sulfidophilum]AB15
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALALRLALLQKG
>MCE8456003.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB15
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRRILRDERAEIAEQLRAWCADPEIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MCE8456004.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAERRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAVADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGELLVLDAGDRLVSVPVTLLRREGDRVIIRAPEFAG
REAVAERSPLLGAGIKVRPLRSGAVEPDADNTTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVE
RLETRMGG
>MCE8456005.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB15
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFRQGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPGILLAVLPPLGAVSAAAAGLILFMAGGGLVALAAWALS
RPSRLPGAPDR
>MCE8456006.1 hypothetical protein LZ188_05435 [Rhodovulum sulfidophilum]AB15
MARHLFASRAAALMLAAFAATTTATAPAPVAAGTAARQDGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSANLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTL
VARSDMVPADGTPFALDRSALRITLLGQDRAIDIRGCDAAR
>MCE8456007.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB15
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MCE8456008.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB15
MSAELLRPDAEGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAETFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPAQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRLLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGQSAP
>MCE8456009.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB15
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANCVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWAAAE
ALREATEWMLTQEMTDRFAGAVPFLRAWARVLGAHLHLKAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MCE8456010.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB15
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLEHVNVFALDEGQGWTLVDTGLSTGRSRGIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGW
>MCE8456011.1 sigma 54-interacting transcriptional regulator [Rhodovulum sulfidophilum]AB15
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARNALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDRPVDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVTENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPVPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MCE8456012.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB15
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MCE8456013.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB15
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMEIAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MCE8456014.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MCE8456015.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MCE8456016.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB15
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTAIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MCE8456017.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB15
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAAVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPVSGGILLGFTLLGLALVTARGVVPSARPVPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MCE8456018.1 methylmalonyl-CoA mutase, partial [Rhodovulum sulfidophilum]AB15
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIRER
>MCE8456019.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
EDLAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MCE8456020.1 DUF6492 family protein [Rhodovulum sulfidophilum]AB15
MTQLPSKKLDIVTVVFSGELALLRLQARSIAREFHASALGDIFVIINDHEEAACAEAVEAMRGDYGPFAGKLKVVRPDEL
LSDCPTLRARLERFYLTHLRGVGRKLRGAGGGWRGNGGWGMQQALKLMAARLGASPYLLVLDAKNQFVAPVSGSDFVAGD
GRPRSRVVETEEKQQGWIRASFAKLDLPVPALPAKAPPTVTPVVFARDDLRSALAMIEEKLGPIELFFARRRGKATEFML
VYAALDQGRGLWWELHAEGLPASFSLFSGGSVGRLPELVAAARCGDCKMIGTHSRLLAAMTETVRKDLVEFWRERGLIRS
DSEIEALFHA
>MCE8456021.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB15
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>MCE8456022.1 hypothetical protein LZ188_05515 [Rhodovulum sulfidophilum]AB15
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MCE8456023.1 hypothetical protein LZ188_05520 [Rhodovulum sulfidophilum]AB15
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MCE8456024.1 DUF6497 family protein [Rhodovulum sulfidophilum]AB15
MILRAVLLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPSQVVITLMDRPVPFGQSEPEATQFFEAYRPEAGRCIWEGF
>MCE8456025.1 hypothetical protein LZ188_05530 [Rhodovulum sulfidophilum]AB15
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MCE8456026.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB15
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFEHDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MCE8456027.1 DMT family protein [Rhodovulum sulfidophilum]AB15
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MCE8456028.1 multidrug effflux MFS transporter, partial [Rhodovulum sulfidophilum]AB15
MSTHPRVRFLDRTTPPHVITLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYAMTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMA
>MCE8456029.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB15
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARN
>MCE8456030.1 hypothetical protein LZ188_05555 [Rhodovulum sulfidophilum]AB15
MLLGVAVSGLAGAAPAEGVREGVRSEQAIVGASTMRWLVPEPKSKPSRSSKSGRKAAALALDRRLGRGSHICSASGFGQR
PRCVAR
>MCE8456031.1 beta-mannosidase [Rhodovulum sulfidophilum]AB15
MRPDPAIAAPSLVAPRLAALSLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ATYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGQEDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MCE8456032.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MLGAPEARQGGRPPGAGNGGPFLVSLFTRGQRWRYGLAALAWLGAAIFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWCREWPHDTWLADEDPAPETLAWCAAHGVQ
VSTRKGRADYHRPAWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
ADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLAWSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
ALLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVLDFGRSSGARRP
>MCE8456033.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB15
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRAIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVVDLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MCE8456034.1 hypothetical protein LZ188_05575 [Rhodovulum sulfidophilum]AB15
MVSVIASSKQGIVRSRSASSKILGLRHPNAPDTGVALAGIVDGQPPV
>MCE8456035.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MACYEVKGRRNYYMEFGQGRPILLSHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
TRLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPDDFTARLLRFLSSQPE
>MCE8456036.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVGSHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MCE8456037.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRTDGRVVPWLAR
SWTVSEDGREYSFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATQAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MCE8456038.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGE
>MCE8456039.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB15
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVSTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDRDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVALSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MCE8456040.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLTEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRVPAGTLSSMLGGGSRRS
>MCE8456041.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB15
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEAMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MCE8456042.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB15
MTMPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAI
GCTVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFI
GFQFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNV
SDYSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNN
VVPPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLY
DAAGPYRGINPAALIATAIGVVAAFAFSNVSWYASLVPAGLSYYLLMLWLPSARRFRDD
>MCE8456043.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB15
MRYLLVVSLAALSLTACAPVQPLSEYKPVVDPAQTSSRKFDRDLGECRQIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>MCE8456044.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB15
MTSMTDEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDTEMVRFLRSHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMLPTPRQGNEALEALVPHLHAAL
PGLAFADPRGADPLAALSGQAGVAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQI
MLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MCE8456045.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB15
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIVPLFE
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>MCE8456046.1 hypothetical protein LZ188_05645, partial [Rhodovulum sulfidophilum]AB15
LIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRRWCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MCE8456047.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB15
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEGLTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MCE8456048.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB15
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGSPKF
AIELSDWVPAEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MCE8456049.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB15
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDFLLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIISAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRISGAELRGWLERSAGIFNRIRPGAADQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAAGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MCE8456050.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB15
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGNPTAT
>MCE8456051.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MCE8456052.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB15
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRTDLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MCE8456053.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB15
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIIAL
NGSGRAPQGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLKGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MCE8456054.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB15
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MCE8456055.1 AEC family transporter [Rhodovulum sulfidophilum]AB15
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLMLAVLL
>MCE8456056.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB15
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MCE8456057.1 outer membrane lipoprotein carrier protein LolA, partial [Rhodovulum sulfidophilum]AB15
STLSIKRPGRARFEYAPPEKALVLAGGGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHEEDGTSTRVV
AQDPEHPDYGTITLVFTNDPVELRQWIITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MCE8456058.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB15
MAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDWMARAARMVEEQGARIIDI
NMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRAEAAGVRMITIHGRTRCQF
YKGRADWRAIREVREAVSVPVVANGDIVCSETASSALAQSGADGVMVGRGAQGRPWLLAEIGARIAGRPAPAVPEGAALA
DMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALAAEGRAAA
>MCE8456059.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MCE8456060.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MCE8456061.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB15
MTHAKGLLALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDA
HTLVGYLAAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVI
QDWDNNEFRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMR
KRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLTALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIE
SLREKGEPEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHRGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MCE8456062.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB15
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQTDGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MCE8456063.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB15
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRDADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MCE8456064.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB15
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MCE8456065.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB15
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MCE8456066.1 hypothetical protein LZ188_05745, partial [Rhodovulum sulfidophilum]AB15
MSSSEAEGSEPRITRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPPAGHLFGSGKIDELK
>MCE8456067.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB15
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKRIRAFSQLQDLVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MCE8456068.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB15
MQRRRITVFGATGSIGENTIDLLTRQGGAETYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MCE8456069.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB15
MATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLLPPYAAFPLLAIPCVIGAWQ
LPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFWPRVSPKKTWSGILGGWFAA
MLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRFDGLLGASLFMLLVAQLVYV
PEVRF
>MCE8456070.1 polyprenyl diphosphate synthase [Rhodovulum sulfidophilum]AB15
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNELVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MCE8456071.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB15
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MCE8456072.1 UMP kinase [Rhodovulum sulfidophilum]AB15
MSDGSADQPKPAYNRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MCE8456073.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB15
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPLGAAQPVVIEAGRDWLNARIEARFERMMAEGALEEV
RANLPRWDPALLSARAIGAPDLVAYLRGEMPLAEAVAAAKTASRQYAKRQRSWFRSRLGNWPRWPAG
>MCE8456074.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGITRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MCE8456075.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGEATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MCE8456076.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>MCE8456077.1 hypothetical protein LZ188_05800, partial [Rhodovulum sulfidophilum]AB15
MERLSWTGALGPWLVPALEAALVVLALATLAHPVAALAGGRIAPGSEAARFRPGKAARVTGGLFRLSLGAVAVVILAFLI
GWMLAPPEAKR
>MCE8456078.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB15
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MCE8456079.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB15
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMTRPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLAEALHLGRAARQRIHKAMRLPQVLA
>MCE8456080.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB15
MVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRGSAGPAPEETAFRKAATAFG
YGAGWETGHELDALRQRFRPRARGPLAAADMAVIADLARRFPVDPGPAGA
>MCE8456081.1 hypothetical protein LZ188_05825 [Rhodovulum sulfidophilum]AB15
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRP
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MCE8456082.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB15
MSDLTRLTIAEAREALRKGETTSVALTEAFLAEIEGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGDLLNTAHVLE
RAAGFVSKPAKWW
>MCE8456083.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB15
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVSGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MCE8456084.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB15
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MCE8456085.1 hypothetical protein LZ188_05845 [Rhodovulum sulfidophilum]AB15
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MCE8456086.1 ceramidase [Rhodovulum sulfidophilum]AB15
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYIFVANRAYWGLGLWSSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MCE8456087.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB15
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MCE8456088.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB15
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCASAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MCE8456089.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB15
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEIEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTRPGPASPPRGARRGKAPPG
>MCE8456090.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPRQGSRQGEGA
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSTVRLQPMTAAETADYIRSRIVAAEGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECPAPSLPRAPQTAPPGARPRPVAQPPPPDAAAVPSIPP
PPISAPLSASSSV
>MCE8456091.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MCE8456092.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFTRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGDDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASMGWRPGGIARLHATLPALCRPCPAG
>MCE8456093.1 glycosyl transferase [Rhodovulum sulfidophilum]AB15
MTDGLRPARPAGSPNAYVTLVTNADFALGAKALLRSLKRTDGRASDICVLHTGGVAEADLAPLVDLGARLVETDLLPTSD
AFNAAHARDRLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMTRLDTPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKADRLKLLIDLWRAHAEGAAIPDTTTLPGPPAP
>MCE8456094.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB15
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MCE8456095.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MCE8456096.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB15
MAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEAPAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMY
LDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEASSPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEI
GAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQKAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLV
AMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSVVGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLP
KFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDLKQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETR
AFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRETRVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIF
DALQAAGVALPEVQG
>MCE8456097.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB15
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIVDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MCE8456098.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB15
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MCE8456099.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB15
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLALR
KA
>MCE8456100.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB15
LERRAGEAREARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNL
RAEEDARAVQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPL
EAGLEIMCQPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLI
ITHHALTMSRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MCE8456101.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB15
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MCE8456102.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB15
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAARNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MCE8456103.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB15
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MCE8456104.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB15
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTRDELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGENFLRFNIATPRARISEAVERLQKAFADLQ
>MCE8456105.1 peptide deformylase [Rhodovulum sulfidophilum]AB15
MSIRPILIHPDPRLKTVADAVPDISDALQKIAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQFIT
RKMVKLKRARSRS
>MCE8456106.1 peptide deformylase [Rhodovulum sulfidophilum]AB15
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MCE8456107.1 peptide deformylase [Rhodovulum sulfidophilum]AB15
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAIRLANPEIV
AVSDDLSAHDEASPCLPGIDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>MCE8456108.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB15
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSTMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARTVAARMVEDSAAPGKVLDGLTIACGEGAVEIIEAQRQGKRPMSAAEILRGFPLPERLD
>MCE8456109.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB15
MELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRDRQQERAEIARQAATLVPP
GATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVIGPDTVDFLRRFHVGRAFI
GASAVSCHGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDASLPRELGGAISKGGARVL
>MCE8456110.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MFDTTFRGLAAASAIAMIAGAAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPFIE
HLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDSME
DLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPEEV
RIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPEGL
AAE
>MCE8456111.1 phosphonate ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAAAAAAAP
>MCE8456112.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB15
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVEYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MCE8456113.1 BolA/IbaG family iron-sulfur metabolism protein [Rhodovulum sulfidophilum]AB15
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKFPD
>MCE8456114.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB15
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREARMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRHWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLERLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPTVDLEVERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MCE8456115.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MCE8456116.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]AB15
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPEIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIKLNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVDKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADDRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEILARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDKRAALLA
EIRAGGAALDTAAE
>MCE8456117.1 glutamate racemase [Rhodovulum sulfidophilum]AB15
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDGFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGA
ETMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MCE8456118.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB15
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLGLSFSLDDAAAGYTNWGGYIKWSSREDGRQDWDGPSG
TCLECGYYGGGWALSHWANKTSTDLKLDFGKTLKTVYVWIRPTYGKGSVSYEDGSAGAPDIAPVPLPAGGLLLVSALGAA
LLLRKRGRKAA
>MCE8456119.1 N-acetyl-gamma-glutamyl-phosphate reductase, partial [Rhodovulum sulfidophilum]AB15
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLNLPDLMKIEEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGR
>MCE8456120.1 terminase large subunit, partial [Rhodovulum sulfidophilum]AB15
PIPDLALDANLADVAGQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGARQVGEIFNLVPKKNGKTTNAAA
IGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITDIYPDPATGRPMNAKLKVTSFDP
AVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGVFKAELEYARKVRDGVITQDVRM
LPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARWSSQHLNIQIGLGHHLGGWTGA
HHWLAATEPALDLEALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAHEVVLSRRKSIAEKLRDLAAED
ALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHETLASVTQGYKLNGAIKGTERKL
FDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPEPARRDLSGFLDNPVMAI
>MCE8456121.1 phage portal protein [Rhodovulum sulfidophilum]AB15
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRQSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVMPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>MCE8456122.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB15
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDELAAMLDRETWIGGQAALDQGFADSFLPADQLETATGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MCE8456123.1 phage major capsid protein [Rhodovulum sulfidophilum]AB15
MKIMKPGAAQAALSQVMPRGTAPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQAR
ASGDVSAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGL
QGSVVLRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAPAPVSS
YGWSQADAPVRKIIHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDET
RIDRLRLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAA
TLYDRQEHEVLISSEHGTNFIEGMKTMKGSKRLALANKRPAALVTGGFTFA
>MCE8456124.1 hypothetical protein LZ188_06040 [Rhodovulum sulfidophilum]AB15
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAETPAPKRKGKPNPAPDPDPAP
>MCE8456125.1 head-tail connector protein [Rhodovulum sulfidophilum]AB15
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MCE8456126.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB15
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRSQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIREQAADPRFLELTCTARTDR
>MCE8456127.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB15
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSTPPQPWARPAWEAEKGPLLDRLREEMKAEIDKSVRRAEARAARAAARG
>MCE8456128.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB15
MEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARAT
IACLNGLSESVIRGLWLDSQRRDRAADPDDKTWLYRVSMDFSATWRER
>MCE8456129.1 hypothetical protein LZ188_06065 [Rhodovulum sulfidophilum]AB15
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWVPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MCE8456130.1 GTA-gp10 family protein [Rhodovulum sulfidophilum]AB15
MMANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAQDEPEDGPGKPLPAPAAG
>MCE8456131.1 hypothetical protein LZ188_06075 [Rhodovulum sulfidophilum]AB15
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEQEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAPQP
ATEMQAMFDTVATAWARSPAARG
>MCE8456132.1 hypothetical protein LZ188_06080 [Rhodovulum sulfidophilum]AB15
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATISLAGSLAMLRGALIRSGIGIAVIAAGELV
YQLGRLVTATGGFGGALTALKAVAAEVWERIAEGPHLVTLAVRQMGWAIRADFLEAMADIQARWSGFIGNIATVGKLIPG
FGASFRTLAASVAGSAESMHALREESRLAAQYATNYGTQVEGLFTNMTRPLETLKALREALAETPPGGPGRPRLPEDEDD
QTGLGGIGTATERLSETARKTGDSFKSFFKDVISGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGG
GGASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSFGGGSVRMGDVHVSVAQTNA
DPRQIAEAVRRVSREEAQRVYARQRREGR
>MCE8456133.1 hypothetical protein LZ188_06085, partial [Rhodovulum sulfidophilum]AB15
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGKITADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIV
>MCE8456134.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB15
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MCE8456135.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB15
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MCE8456136.1 hypothetical protein LZ188_06100 [Rhodovulum sulfidophilum]AB15
MMDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLR
LLGGARAIPPMAAPGETDIDGVLGRHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERK
ARGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKL
DADVLITPLAAEELRARHVRVVRA
>MCE8456137.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB15
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MCE8456138.1 heme-binding protein [Rhodovulum sulfidophilum]AB15
MMNRGETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAA
LAPGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGI
SNE
>MCE8456139.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB15
MSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPIDDIVNDLVSQALGDKKPCSVCPHSDSTDGVAVSDDE
ATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREVILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEK
TPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIICNSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLA
TLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGC
SFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQLEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDV
KVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENGNRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAG
LAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MCE8456140.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB15
MDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGETSAVRMAMAAIE
AAAQPAAF
>MCE8456141.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB15
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MCE8456142.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB15
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MCE8456143.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGLVDFA
APIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASHIVEE
SYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFADMMRY
ILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVEIRAY
RDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLPTGFD
EATAQARQD
>MCE8456144.1 response regulator [Rhodovulum sulfidophilum]AB15
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MCE8456145.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB15
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAETFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKAKNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MCE8456146.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB15
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSESGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MCE8456147.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB15
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MCE8456148.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSIADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAARETAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARSTVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>MCE8456149.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEATFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MCE8456150.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>MCE8456151.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB15
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MCE8456152.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB15
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MCE8456153.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
LVEYKTGTTEVIPGLAESYDISEDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYF
NAMSMPELIENIEKVDDLTVAFHLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAV
IRYRKHEGFYREGLPKLDNLIFAITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQP
PFDNPKVRKALNMAMDKQAIIDVVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQR
PYNPNARRMAEMMQADFEKVGVNAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWC
YEPFEELIQKAKTLPTQAERAKLYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MCE8456154.1 hypothetical protein LZ188_06190 [Rhodovulum sulfidophilum]AB15
MSNFIFDDSKRFSGNCTAFVESVKDIDPEMAEILEANWAKLLPVVRDGERVSKARTTFNEAIAVALDEILTRDAETEGE
>MCE8456155.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MMPRYFLRRLKVEGFRGVNNQGNPLDIRFKPDAVNSVFAVNGIGKSSIFESLYYTVHGTIPKLDDLKNHERPQDYYCNRF
HSGNKAMIEVELEPDDGGAVVSVKVERDAAGNRTVTSPSGHADPEGFLGTLNEAFALLDYRTFSRFIEESPLERGRTFSA
LLGLSEYSDCRQALQAVSDTRVMNTDLEMKVLATQIAGTQRAVQQALAALRSTFEKVTGKPLEDVDRLDQYATEVAQALG
NVELLKEHFDGKTLEKIDFDAIKEAIKTAEGGAKRKELETAITDITALETLAAHDAAAIGEEQKKIKTLIAERDALLTAT
RGDLFEKLYSAAQDVVESDVWPHDGQCPLCESELKTSISTHIKHQLTQYAETAAKAKELGELWEGSAWRDCLSDHEVAKA
LGVDAADRILARLDSRMKSGEVTETEAAAAVTRTSELVALVPGSLEKAQKKKIDLEAELPASLVQLTEQVEYGRQFKDAL
DNYKQGRVEEAEQQGRLDIREKWKTFISKASSRFSAAEAAMSKAKINDIDAEYKSMYKDIMQVGDVVPDLQRAGDKEDLN
VELSDFHGQRKLSARALLSESYRNALAISVFLAAAMKHSGAPRFVVLDDVTSSFDAGHQFYLMELIRTKLQYSQNADGLQ
FIILSHDGLLEKYFDTKGGTAAWHHNKLQGSPPMGDILHQAQGTDRLKTRITTLLSAGQISEAEPIVRQYLEYKLQQIIR
KVNIPVPLDFAIKDTSKMVSNCLDAIKEAIDLHQRAGSLVLEAQQVQDVLNSHVPVIISNWVSHYATGGSSSFSAPVLNG
IIVSIDDLADCFKYDDTSVSPKQRKWYKSLSRR
>MCE8456156.1 hypothetical protein LZ188_06200 [Rhodovulum sulfidophilum]AB15
MAVPRNYLASSGDCIIIVSGERGERVHHAELLEMMMRSRSLAEVRRRFHGSRSNLLKTLAHFGYDFDMLLREQFQEGHRD
AQLARLHRVDQKWIAEKRRALGFASHKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSD
RPRPAVELTDAEGLVRARSAADRVGTKTGYSSHEMKTFFDDGWEASS
>MCE8456157.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MPHTVNPAHERLKMELRLRGKSIASVARELEVPRSTVTLVSQGLRRSSKIEKALADAVGTTPAELFPDRYPAEESSAARK
T
>MCE8456158.1 hypothetical protein LZ188_06210 [Rhodovulum sulfidophilum]AB15
MKKNLIYRGPEPSHATRVPARRSKGSLRGSMVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSD
GRPARHIFDFLITKTDGERIAVAIKPMQRVMKLNFASELEAVSAAASKSLADRVLLVTDQHIDRVAAAEAARTLAWSRPS
LTEVTA
>MCE8456159.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB15
MTLRFRFSKSDMITTAGVAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVEV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTRESYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWVRAYQSASGSPLALIPETHRSGNRTRIWCPRSEALMNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAM
VVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSSNGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNF
EMGRRWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQIFEDKTPLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQA
TVASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLLAGRTFFDTVDRGDYPSEMLACLCDDDLIKILLTYIVDIYHNQ
PHGSLNGETPNAAWKRLVSEHGTPPVPDGLTLRKAFGRPMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQ
DIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAVRHAHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTD
VEVGRADAALRYPLRSDAQRLGRVPPSNDLLNDAISITPPRGKDKSEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>MCE8456160.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MMKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAISHLLAQEGQR
LADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELD
SVTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCERANLEPEDDVLEL
SHGERVVHAAANQFGIAIVLILDAIEDAYLQGQETLNRQNFIRAYHRRTSCDAEFNPFVVPDFMRIDARQVFSRENRT
>MCE8456161.1 TniQ family protein [Rhodovulum sulfidophilum]AB15
MFSTVKPLPLNVKYHHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRNTPALA
SPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTSG
FSPPEPQIANDQDLLFEHYLRNRIEKGAGNTWLDRLPFHVAAQTCEGFGLLLTLGPKTRRETATPAQWAAAGTAGFSVLR
RGPDAFRQKLKDIQQTHPVDNTLYRTRYRVFFEWLRHRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHSL
STARSRYGMSGWKLARRLASMGLAERKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGLV
EKYFDEKNASPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRVRIPTERVVEIILRNRLPLYAADPTTARLPDFRL
SLAELREVIATDHQGTIRPTRAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHVSVVELAAQ
NRRLPGVEAVIQLDRGAKPLPLGPRANMIFRRSDVL
>MCE8456162.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRTAYAERMLQRDL
>MCE8456163.1 DNA mismatch repair protein MutT, partial [Rhodovulum sulfidophilum]AB15
LWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFLVEAEALASDPDDFSRAEDELSQLQWIPLAEVRR
FDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MCE8456164.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPGAAARVASVLDNARRALPGLSDRRLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIVPGLDLPRTHLTEMPEATEALARIVADQAGAQAGGRPLEELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAALPRPAGVGRSVGQ
KPL
>MCE8456165.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB15
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MCE8456166.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAT
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MCE8456167.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDETWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MCE8456168.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MCE8456169.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB15
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLAPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MCE8456170.1 TAXI family TRAP transporter solute-binding subunit, partial [Rhodovulum sulfidophilum]AB15
KGRKDHGIRCSVESTGGSVYNLKTIRAGELEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSG
IRELDDLKGKRVNIGNPGSGQRGNMEVVMAAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTAC
DSVLVNIRGPEIDKLVEDNSYYRKAIIPGGMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAF
ANLKAEEMIKDGLSVPLHDGAARYYREKGWID
>MCE8456171.1 phage Gp37/Gp68 family protein [Rhodovulum sulfidophilum]AB15
MGENSKIEWCAHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSAANWRKPLAWHKAAAAAGERHRVFCASL
ADVFDNDRSITSGWRGDLWHLFHRTPNLDWLLLTKRTQNIARYLRPEEYGDLPKWGDGWPNVWLGTTVENQEEADRRIPQ
LLAMPAAVRFVSAEPLLGPVDLTPHLCPKQWSCDFGAESGGGSARGTIPKLDWVIVGGESGPRARPMHPDWVRGLRDQCQ
AAGVAFFFKQWGEWGPPKPYPIPAQPGEMTRFTVATSSDSKRVGATVWRVGRGLERQSEFMDRKGKRAAGRMLDGRTWDG
MPEVMREGRADA
>MCE8456172.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB15
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPNGESRGLLTFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNALGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYETFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPIYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MCE8456173.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MIPNLASSSASAGRLPDKIVVASTKPCRPQNVIPHPLHCKELAVGWRVAKNTSLLFLSSTWGLCWRGRLTPGWSCKKHRS
ARSQPAPGEVLTLHLRQEIVMRVLAVLAALAAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDT
LLESAGSLPLGTPAHLVDENPCAILVALLETEAPRIVVESSAPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTI
GADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLARSMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETV
GAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRRATASVPALSGIPAVAADAILPLPAYSDMDVVGYPYT
LEAWTRAFSEIAMAAVSAPAASR
>MCE8456174.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MRDKFQEDSMNILIITAHPDPTSLTHSLSSVATDQLKRDGHKVRVSDLYAINWKSAVDHDDFPALPASERLKVGPASKQA
YSTGSLTEDVVQEQEKLLWADAVIIAFPLWWFSMPAILKGWVERTLSYGFGYGRGEHTDTHWGDRYGEGLMAGKRAMLCV
MIGGWEPHYGPRGVNGPVDDILFPMNHGVLYYPGFTVLPSFLVYRSDRLDEAGYNIAAERIRDRMKNLFTAEPIPYRMQN
GGDYLIPSMQLRPELNPGITGFAAHLKPTDEETS
>MCE8456175.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MNAFAVDRLTGLSAFVRTADLGSFAAAGRVMGVSPSAVGKAVTKLEDQLQVRLIQRTTRKLSLTDEGRIFHERCRRILDD
MEDAYESLQRTRAAPRGKIRVSAPVIAHHLLMPLMPDFTERYPEIEFDLDFSDRVVDLIDEGIDVAIRSGPLPDNRFMVR
RLPPFRLLLCASPKYLEQHGFPKTIGDLASHRGIGFRFPNSGKLFEQNMQNPEQHLDLNLSHVMTCNSLEAVREAVIRGV
GMGCMPDFLARAPLSTKAIVPLLMEDLKVFGQFNLIWPSGRHLSPKVRAFVDFIVEKLFTENE
>MCE8456176.1 succinylglutamate desuccinylase/aspartoacylase family protein, partial [Rhodovulum sulfidophilum]AB15
LYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARRAPLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVV
SDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAPADRAEDRIGAWASEVAAGQLFDEDEIL
>MCE8456177.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB15
MTEAVVRPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDIAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MCE8456178.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB15
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MCE8456179.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB15
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MCE8456180.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MCE8456181.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MCE8456182.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPAGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFELVKAFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MCE8456183.1 glutathione binding-like protein [Rhodovulum sulfidophilum]AB15
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQETIRWLSGRVKAALQTLERVLLDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MCE8456184.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVVMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRATTSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MCE8456185.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDEKGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGQITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGPGRAVALCEDLTARHGDRFAPPALLREMADKGD
>MCE8456186.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB15
MDLFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAI
LLRIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAV
FLGEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQP
FLKTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPT
VTLGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIIC
LSIVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALL
VLTTVLPPVWKHIRARRAREA
>MCE8456187.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB15
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAVRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MCE8456188.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB15
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MCE8456189.1 RraA family protein [Rhodovulum sulfidophilum]AB15
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MCE8456190.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB15
MNRADPQTDARPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPV
QGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWD
DNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQVSEAM
KARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVR
LINETEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEE
ACLKLRAAVARLTPAKEGPSA
>MCE8456191.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPLGPDQGA
>MCE8456192.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMDLYEARAAIECEAAK
LAARRADPQELDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIHFVRLIDLRTLSQRD
GPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MCE8456193.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB15
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPALDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDADIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAARKKKLPYFT
>MCE8456194.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB15
MKILTLTRPMLRRTMLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVT
GAQSGIGTLRLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAAKSA
PGTLKIANVGTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEER
DPKFPEVPTFRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQEAAEKSAMGAHWMDAEATAAYVKASQA
KAFALIDELVAEGVLQK
>MCE8456195.1 hypothetical protein LZ188_06410, partial [Rhodovulum sulfidophilum]AB15
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLD
>MCE8456196.1 hypothetical protein LZ188_06415, partial [Rhodovulum sulfidophilum]AB15
ICIKTVELRRRFLSLPSGTRLWIYSTLPVGALVATATISEIDCGSPLDLWMRHQSEVAVSKGDFFKYFSGCGLGFAIRMS
MVEPISPIPLESIRKIRGVEHIPQVATKISAPEARKFQEFRLT
>MCE8456197.1 DUF429 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTLFLGYDPGGKGKNGVAAIQVVSDAPKVVDKATVRDAAEALSWLEVHARTAAAIGIDTLLAWSPKGGRACDTALRRKYG
GNSIVAQNSLYSSMTLNGAIVAKRLGLPVYESHPKLLLRVSSGIAIREVYQDAVANSGADHEGDAIVAAWSAAMGHNRKW
TVDLYSDLEDDIELVVPGARYPWFETL
>MCE8456198.1 transposase [Rhodovulum sulfidophilum]AB15
MSKRRNHDAGFKARVALEAVKGERNVSELAAEYGVHPTMSHQWKKALLEGASDIFERGGKKKAEVDGETVRSLHTKIGEL
AVANDFVTKAQALNRQVGRGMIERSHPTLSVGEQCRLLSI
>MCE8456199.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MGHAFGEARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHMLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPLRIESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNELNRKG
>MCE8456200.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MILTISTVTFLPPMAKAQEQVSSEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGT
NLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVQEG
YLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQK
IEALPNLIMLKPYDRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGE
FWNIDEAREKVFNQDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLS
AGLRQNWTESSYDGAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGAT
NDTVEVGFATAFADGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEI
TSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLG
LTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MCE8456201.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>MCE8456202.1 IS5 family transposase [Rhodovulum sulfidophilum]AB15
MSDLFWLNDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTVYNRWKRWSDRGVFARIMAGL
AAEHGEETTVMIDATHLKAHRTASSLGVKKGGGGRLIGRTKGGMNTKLHAICDSQGRPIDLFLTAGPVSDYIGARALVSG
LPKVKWLLGDRGYDADWFREALQDKQIRPCIPGRKKCKTPVRYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFS
AIALAATVIFWL
>MCE8456203.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MCE8456204.1 BatA domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEAGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAEARPGPGLD
>MCE8456205.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB15
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MCE8456206.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB15
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IDTVARETVRVEAAA
>MCE8456207.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGRFYLVTPVE
KVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPGHEIRVSRDPETGEPMPYLHVRAGLEALIDRKSFYRLAE
IGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MCE8456208.1 DNA polymerase I [Rhodovulum sulfidophilum]AB15
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAGTPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPAIPETSPAAADPADGTAPA
ALPFDPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLSAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MCE8456209.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB15
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MCE8456210.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MCE8456211.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB15
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MCE8456212.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB15
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MCE8456213.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB15
GWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLPWFTGAAVLSAGAPSVYVVVIALLYGIGAHGIM
TLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLALWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGK
APWYNGVGVVLYVSGMMISAFAIRSLGGA
>MCE8456214.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB15
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MCE8456215.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB15
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MCE8456216.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB15
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGALASA
>MCE8456217.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MCE8456218.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLRDSLA
>MCE8456219.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDGDRNAIKRALRSIEIELAS
>MCE8456220.1 hypothetical protein LZ188_06555 [Rhodovulum sulfidophilum]AB15
MEPVDLAAMIHPFRGQARRRADPAKAGPDDRQSLDALDFATPLTEA
>MCE8456221.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MPSVLFAHENFPAQFGGIAGYLAARRWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFAPDLVVAHSGWGSGSFARAVWPEARFVPYIEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTGFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLITYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIAHGIAAVLAEPAASRAMGGRARDHAAAHYAQSVLHPRREA
FFRAVIERRGLPGQ
>MCE8456222.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
DVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRIMLYNRAA
LGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLIFHDATED
LEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATTRRWPMPA
VASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRGPPVSDGQ
IDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGALADRPLG
DLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVIAAGRRFH
AFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTALGDAMAT
AEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MCE8456223.1 M3 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB15
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAIWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVTLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAEVLEAIGMPHAIRMRHATPHFAHV
>MCE8456224.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB15
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MCE8456225.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB15
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MCE8456226.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB15
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MCE8456227.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB15
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MCE8456228.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB15
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPAAGVLKE
ILAAEGATVEAGGQLAVLSSGEGAAASATDDKPAAETSKASSGKDVEDAPSARKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPASSRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MCE8456229.1 MAPEG family protein [Rhodovulum sulfidophilum]AB15
MPPELAALAATAFIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MCE8456230.1 MAPEG family protein, partial [Rhodovulum sulfidophilum]AB15
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSDQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFA
>MCE8456231.1 hypothetical protein LZ188_06615 [Rhodovulum sulfidophilum]AB15
MAKQAGFWSVDDRLAEISAGGETRLSMTIFKDQSLEEAIEIMESAMKSNPSLRVLHEENLSEATQRRTTESGFLRDSRDP
LSYRKIEQLRRRAEKLH
>MCE8456232.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]AB15
MEDLTYRNDLFAQTLLGNLLEHARINGGKTAFSFYGGPGAPEATLDFAGLEQSVARMTAALSRRGLQERPVMLVYPAGIE
FAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCMPAAAIGPAKTLGGLDFGQTVPHVLAHEDLMAEDPGDFSL
ADAAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGFDLSSWICGHSAAEPIRREVVECFLERFAPCG
LRPETMRSAYGMAETVAVVTGGRLTGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDS
VAKGYQGHARGVEDTFRAETADGDGPFLRSGDLGFLDQGDLFVTGRLKDVIILNGENIWPQDIETVAQAADPALRSDGGT
AFDAADDAGRTRIVLVQEVRAAKEDLPDIAARIRTALAGRMGLARLDEIVFIRSGAVEKTSSGKVMRSRMKTRWQAGDLE
VLARDRLPETAGECGHEDVLAALGLGPEALESPASLTALGADSLRCASGAEALRRRYGLDMALSDLALTTGIELADLLRN
RPQEDPGPTEPDAAAAAPQGPAAPTPLQRAYLAGRAAQGLDCALYLETGCPADLPHARLEDAWARLVARHDALRMIVTPE
DRIEILSQPPGSHEIPRIYLSSAAERRGIEAQMRRRTAPLAHWPLYGICRRTLPGEPTDRLHLCLDMIAFDAPSILKLLL
ELGRLIRDPETPLPPVEGNLTQSLAALAGNPVLRQDTPRLPELPVLPGAARPDFVHLERNLDPGIAEAFRQTAANWSVSP
AVLLAAAYAEVCRRWSGGAAETTLNLTSVVPEPAPDGAIAPLADRTRTIWLKAAAGDGPDLRRRAQVLARRMLDRLERSG
TDLGDLSGGVPLVLTSLLDAVPPRLSPLRRIEGLGPVLSRVSQTPHVWIDAQAFDDAEGMVLSWDYDRTRFPEGLAAAMF
GAWTGLIQRLARDPDAAASAPLPLPEAQSLGRAAVNHRPMPEPQALLSDAVFAEARRRPGAAALICGEASISFAGLSAEA
DRIADLLLARGLPPGGIVAIDLPRSPLQIACVLGVLAAGGVYLPCDPGWPEARIADILENAGAFARLGRRAAAAGDGGTI
RIDPEAQDGARLQAAPPYTPHPRGPGDVAYLIYTSGSTGRPKGVAVSHRAALTTIDDICDRFGIGPGDRGMAISSLAFDL
SVFDIFGCLGRGAALVLPPEGAQRDPQTLLALAETHRTTIWNSVPAILQMAAEFADETDRALPRNLRLGLISGDWIPRDL
PTRVAALAPGMRLMGLGGATEAAIWSNIFDTADTPCDWPSVPYGLPLRNQGYRVLDNTGLDCPDWVEGDLMITGGGLAEG
YWNDPTRSAAAFPSDPQTGTRYYCTGDRARYRPGAVLEFLGRRNQQVKIGGFRVELGEIEAVLSGLDGVRRGIALLRGAG
ESASLVAAVLPDPSGPVPDPADLGAALSDRLPGYMLPRQIRLIETLPLSPNGKIDRKALAALFETCCPAEAAPGPRSPAP
RTRASGAWALLAGLLPPGTPLHEDRPLIELGLSSLEIIRLATGLTARTGRPVNAADLARASGLGAIEAMLGGIAGPASPA
PPADPIEAWCISQAGATLCDAAKRGAFKAGHVLDLATARLPDLRFGARPLPAAFDRRYSCRSFRPEPVGDADLGVWLSAA
CLAIRGNRLAGQWGSAGASFPLELHLLRPGADGGWQWWRHDPARHGLSRGTAARTGPAGFSPMNGQWLAGAAGLLVCAAD
MARIAPLYGTDAPRMVWIECGAAMQALELSAAEAGIGCCQIGDLDRASATRSIGLADGCFALHALAFGRPEPGTRSARAS
EIRPLTDSVEEGSL
>MCE8456233.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTPQTLIETCLARGIRLWTDGTGALRFSALPGAMDDALKAQLSENRGTLAAHLSGRTDLPLNALQRAYLAGQAAEDLDLG
GIAPLYYLELAGERLDADRLDAALAEMTAVHAVLGMSLAGTADGSPVLRPVEGPVPRIARIACATPAERAALQARMMEGP
QDPERFPLFDLRLSRLAGTPDHLHILIDLTLLDAHSGALFISELLARSRGAAPRPLAVTAAGLRALEKESADDRAWWQAR
LADLPEAPALPLKQPLHELRRPRFARVEGILSAPGWQTLRDRAQEHGITPSACLGTVLAETLGIWAGSGEDCLLSLTLFQ
RPGTHPDRDAVLGDFTNLLPLACPVRAETPLE
>MCE8456234.1 hypothetical protein LZ188_06640 [Rhodovulum sulfidophilum]AB15
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MCE8456235.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB15
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIREDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTA
>MCE8456236.1 acylphosphatase [Rhodovulum sulfidophilum]AB15
MTDRIAVRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLAGPEDRVARMLDALQEGPAPARVATVETTPD
DWPAEAGFRISR
>MCE8456237.1 hypothetical protein LZ188_06655 [Rhodovulum sulfidophilum]AB15
MDWQPRQTLARLQISMTGGGGGNQRGRRQSFGRDAALPQVRSETGLTDAAFVMNGTYERMLIFAQSLSDAQLSRNSQQIH
TSFKLNNLFI
>MCE8456238.1 hypothetical protein LZ188_06660 [Rhodovulum sulfidophilum]AB15
MNTDSGLEQSRELAENMDHWLDFIDRDLSDQEVPLSLRPLQALMMLFREGAIEVNMGDERIDDPKNLGKSVEKLWFRVLF
DAVEYWYVERYGAPAMKSGGNASLKGAQMIREVPFAISVPANRNVLEEEGELAWMYFEDGLGEGEDPTAWIVDGPDLSNL
ENEARETADAEAKRTAEILRAIEFRRVTFPSDGDHEVHKPIQSTLTYLSQAAHRMVSGQRPEIGPAWFDLQMANEAALKA
VIRNDTGKQPHIHPLDDLLRRAQQHGVVFESFRISGWPRLSDISYWRYGQGSPLGVARLYSAYQMSLELVSACMSQIKPG
MGSGFGVLIRYTPWRTKSALGEYRE
>MCE8456239.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIKSPSRHAATDSPVRAVHKTALDTSFVSFAPLDPQFGIWPIRTIPQPLEQAIWPDGETTGRKLFALLDAPKFADLPLLL
AGEGLPHRCLFRGDASQVWGGVAPWLVELTRGSGLLRNLMTRSDRPQHLWDARPGIFICGDLDLEALWRHLRRFTQMPGP
DGGRIFFRFWDPKILPLLLQGIDSDQQWLRAFGTVGEVPLTFVTPQPAGTVLHRVSPELCGPRSRTPDRLPDAVVELLRE
QRWSEFQIRLCQQLHKQHPQAIEPLSEEELREFSNQGYARGFRIEKANFNYVLAAALCLRSGRDLLRITHSIPDWRQLTE
LDRSYALVAACKVEMEAS
>MCE8456240.1 hypothetical protein LZ188_06670 [Rhodovulum sulfidophilum]AB15
MTDPAPLSETRAADELTSACDEDIRPIFPVRHALTEEALFNIARDGTSPGEPGAIGAQGSYELRRLRQGYVYIYARNGHP
DRLSSDSKGTWLVFRYVSQGQDDSSSDLRSDTRIPEGRYQFYKMTWVDGGAGGRWEVTDRRRYPYAFVNKQVSEIEIAYS
EERWPGHLLLMAELDAGLRARLMTKVNIVAETTEQSAPLSRLGEHVAEFMPEAEANPEGNAIRYTAFQPEAVSAVVQCAN
SRENGRLVAVKDHLGELLDIQAAHLAKSESLKTFSAEYQYPLLIGMGVENLKPHIDQDGNWFNKPPLDPELKTVLDKLRG
EKQDLENEIRALVNAYWQVAGRRGHCALLEELEVVLDGLDEVKADDSKARRTDYVFFVLGKIFQTLGTSADGSASLTVAF
EGRATDRSKEWARIFSQAANAMATAVPEVLTRYRTHMNLTFAVTSKELAMSWVRRESGLVTRETVERILGVQTVSRPVNP
NNVDDVLKEIFASVGLTGQRPRSLEMSGLTAFFDGGGLRPDQLIAVPFYEITGTGTLTARGETFSNAYRASDLADKGGSM
VLGLYSAFVAANNWNTISPSITRAGAVAQDPRVQIASALLDAMAGLNAMHQVPNAAIYARDVGQQVFDRLFKAGSGRFFG
PANAAAQLRDGAQGTSRNLLRYATLGNLAGAVGVVLAGMQAFEGFKADDLAKSYGNAAIAMGGLILIAFSETGVGAVIGG
LMIIAGVVATFFSDDSATYWARHSFWGSSGKYWEGDRDPLPDRIKDAKQVSDQDSNIRNYFEQELNAYQDLASFLKIENA
ASSDMRFEIHCPSIRSVADLSKLSATVRFIPPGLGIGGGGLSGPLVPASPRFISSGLVHLQLAEKPGRDGDRISELRVDA
SYPKLTGGKFTDRLSIKVRNL
>MCE8456241.1 hypothetical protein LZ188_06675 [Rhodovulum sulfidophilum]AB15
MSIWRALRTWGHLNAPTIGDELNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLMMYFVVLSWWEQNILWDNIQI
WLNSEAYFREGYLRRIELGRTSALEKDFPEFYKGMMEMHGDRWIGGAIFLALPTFFFIAACIWPRYRPIRFNRKLGIAYT
WSWGRFFLSRSDPSLGLGRGVGDFDLMLRRFTIVRAGVGSRQSHSIGALVLRLRHHRWTRYKESWTLGVFPPACFYQNSQ
ISIAISDFLTNPVRPDWCEALELQPSPLSWAHRLALRIVNFSLLPAWWPRRTQKMIRRHLEIRAAEEKAAAEAREALRRR
ANGMD
>MCE8456242.1 hypothetical protein LZ188_06680 [Rhodovulum sulfidophilum]AB15
MTTDKAMTPSEACDLLQRMFAVFMDPNTKQDDLAESLTPDYVQRVDGKQFDYNEFLLRHQALQGTISSGSVNFEHFATDG
FSGATVHIAEAVKRNGERIRLRVIAYYQFCGNRISLVDKLTQLLDGDQEDRDLGSRTVPA
>MCE8456243.1 hypothetical protein LZ188_06685 [Rhodovulum sulfidophilum]AB15
MALIRAHAYHALKTAQQLALLMAVSLSLSPFRLLLSNGQYDWISTSGELRKR
>MCE8456244.1 hypothetical protein LZ188_06690 [Rhodovulum sulfidophilum]AB15
MSAPDEPGADKHKIVSRQSRELPHARDERNKAQSAAPNRHPTAETRASRCGRIVDGREATATDGPALAQETPDNNKPRRT
VATSSRSMSDNRLKPAKRAFGPGDEFRAAV
>MCE8456245.1 response regulator [Rhodovulum sulfidophilum]AB15
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MCE8456246.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB15
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MCE8456247.1 hypothetical protein LZ188_06705 [Rhodovulum sulfidophilum]AB15
MIDAPIDLDGHRSAAGQHDAEMRRRPLNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MCE8456248.1 hypothetical protein LZ188_06710 [Rhodovulum sulfidophilum]AB15
MTTSIKTTAVFLRPFRLPSFNETLPEGEYEIETELSQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRRHAGPDGRRPAREAGNTGPGAEGRHAGIGK
>MCE8456249.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB15
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPTGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSTVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>MCE8456250.1 hypothetical protein LZ188_06720 [Rhodovulum sulfidophilum]AB15
MNGFIATVGLRIPGTSPWMAAMLAVGMVASLAFPALAQDGTGAVPANAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGGCVLGR
>MCE8456251.1 hypothetical protein LZ188_06725 [Rhodovulum sulfidophilum]AB15
MPAADCDPDSFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDIARACPVAPGIAA
SPRRPDVTGENA
>MCE8456252.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB15
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGRDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGRVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MCE8456253.1 cold-shock protein [Rhodovulum sulfidophilum]AB15
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MCE8456254.1 hypothetical protein LZ188_06740 [Rhodovulum sulfidophilum]AB15
MSINGSTRQANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAISALHEIIDAREDRRTDERRKDTQNGVNVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESQADDAPGAPEGAALLGFRGATANEEETGNWVLHPELRQAVRQVL
>MCE8456255.1 glutamine--fructose-6-phosphate transaminase (isomerizing), partial [Rhodovulum sulfidophilum]AB15
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRALRDELGARGIGFESDTDTETVAHLTQTYLDEGLAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIR
>MCE8456256.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB15
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALAIGRARQQVKPGLARRLMDRLRAEKAKRKG
>MCE8456257.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB15
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGQIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPGLEPEALMADYAELDGLVAKLLPAA
>MCE8456258.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB15
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGEPVLTNAFTLAPVPGAIASLGARPVLAEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AELPNVSGRMDALRAAILRPQLTELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAERPQGFTSRYVHWGYAASEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAIVVEEIVADRA
>MCE8456259.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MVSKGASSGGGNGVDARFLKKYDFHMETKNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMS
ERLGVARPQLSKALRVLKDLGLVDQFPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKA
VRGLQTEVNGND
>MCE8456260.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB15
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTTSGPCDACGGGRLNPAALSCRIAGRNIADCAGMEVGDLLEFIRGIDVPEMRPVISSLIEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIAVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVKTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLIGLFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPAAAVPSRT
>MCE8456261.1 DUF3883 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSNGPWTDEENDLIVADYFAMLADDIAGRRYSKAEHRRALLPLLNDRSEGSVEFKHQNISAVLKALGEDWIPGYKPAFNF
QMTLVDAVARRLTPPPDWLGRLPGPRPANGMREAAQLWIGPPPTLSNQPPPQELDQMLRIARKFDVAGRDERNRALGRAG
EERVLAHEQATLKAAGRDDLARKVRWVSEEDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHITSNELAVADERRAE
WCLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>MCE8456262.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MQAYRIARVVLLLGAAGGLSACQGAGFGLFKKDDTETMPVPAESAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWVA
HPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGGRKAEPAGA
DAG
>MCE8456263.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB15
MTGPDEPRKEGQDGTGPDRTMVSSPPPSPSSAEEGAAPDRTRISVPPDAPGDAGDERTAFMAPGGGEDATRISVPSAPSG
PDASPAAEEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQL
ADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPG
GAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAE
RRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGLT
>MCE8456264.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB15
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MCE8456265.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB15
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSRDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAGLLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MCE8456266.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]AB15
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGVEGFG
GTRNCDWWFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVR
TRLAELHETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDR
MTEEPDGAARIAIFGLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPA
FLSGKGRSYFLHDLLKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYR
DAARNELARTVIDDSDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALEN
RLPQLIADDDTAAIYRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRIT
IGIDPEIVRKARDAIVTLPLAEQAYASIRDRALTAGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFF
LDELTHARSRLKDDRWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVD
SPLARLVEEIGRQTRLSRLYDEIDAMAPEDAAKAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAV
SEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLG
RMLSAVEAEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTR
GPDGLEPIPGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGE
LSWPGPGSGVSLALFPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELS
QFSCPVSVEARP
>MCE8456267.1 type IVB secretion system protein IcmH/DotU [Rhodovulum sulfidophilum]AB15
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQDSSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MCE8456268.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB15
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MCE8456269.1 autotransporter outer membrane beta-barrel domain-containing protein [Rhodovulum sulfidophilum]AB15
MNETEFDLENKAAAGAYGERLGVDDQSYDSTGHTVSGTMGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDDD
DGVLKFDPINNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGEL
SAGFNYTRILGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>MCE8456270.1 hypothetical protein LZ188_06835, partial [Rhodovulum sulfidophilum]AB15
TRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTDGSRKRSARAARYFVPKPG
QLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MCE8456271.1 hypothetical protein LZ188_06840 [Rhodovulum sulfidophilum]AB15
MTGTDPVPDLPDYASEYEAAKGPVSFGFGSIEAVVDARLERLPITMARRSDWVMGDAAGGGDRQDRS
>MCE8456272.1 hypothetical protein LZ188_06850 [Rhodovulum sulfidophilum]AB15
MPKKIEKDAAADEALTKIRKRLNKALVGFSSDFPADLNPWDMESSRPAAELFPVPELVLFAFRNILGWRWSGVGEKVRWT
VYGSVLGEPVGFELRKFGFTILRAKDSKLPYDRIVGQVGAAMRQIEDLLAPFAIEQTRSGNVLIVNRFGEFESRYRYFRD
KAHKAFAKADKPAEIPKPKGKKKKKGEPEFPVGMIAAMLNHQHAAQTEGYYLTTAMIEAFFSALEHRLILLLAFRGLQLN
PGGLEDFLKKSWDEKLKTVLPLTDNHQAGVTLGKLRRIKERLRNPFSHGGVENDGGSLFFHLPGIGAVPANFSNFANSPR
FSFVPIKVDNFDECCSVFDSVHDMLSTGPLAFPHRFVDAGVDPSFDAETLSEYAGVMAKGADAVEQWIERWGHMWTTHAN
MDY
>MCE8456273.1 serine protease [Rhodovulum sulfidophilum]AB15
MTEVTEGNPALGSLALSWQTAEYSAEDGLGPMGSLHEAGDSLVAVARLEEGGGATILGSGVMVGPGLLLTATHVLDEFPI
DGPGPVFLTFLPNGCRAWLPRDQMTVTGPSQFDERRTIKSDITLVSCTLNSEAHDGAPLMLAPMEIALPLVGDRLWAMGF
RHQGMDDRSALVTPFVSSGLVTAAFPHGRGERMASPCFEVDMDTLGGMSGGPVVNADGRLVGIVSSSLEGGPSHITLIWE
AIRFRVAGATPKLTANKTVSLLGAQALGFAKLKGHVERDPFGDVTLKLSEAEGALFAASVSPSVVEAAKPRVLDENQLEA
FLDSWGADLEDAALESAIHVLGQVSVDKAREFLQDDCIPQKYLDAIEGFSVEDCDGVEDLTVTATEEIDEDSFRLDYYFD
VGTLIWTVEIDEAFVRDNTEGLDEHFYNARREHGIVRMEAYQRRYFRGSAIFRRGAEVFSDAAITLSALKPRRRGKMRQP
GVAAEVDGP
>MCE8456274.1 hypothetical protein LZ188_06860 [Rhodovulum sulfidophilum]AB15
MTTILNEGRIGQFLSKAGFPMSQRVFVEEYETPRHAEEHATLHELALSLHRGNLALILSGTLEASEERKQMVRVASTHLL
SGINTLVSILSLTEKLSLKVKEAIALSRVFYETALVAAFTCVGGPERARRAELYSVYKTFRNQTQAHQAGGFVLRVSRVA
RISRKDPQIVAALEMFGGSSRIRPCFEENREEMTESVTSFDARAGLLFGGVEGMIHEVSSEIIHGSFHGYALFDSLHNGK
SEMEDKLLAHHEMVLFAVSLSIAALSRVIGRSFDMEDTMGELERSCISSLLPYVPDDMAAQLRALYPD
>MCE8456275.1 ankyrin repeat domain-containing protein [Rhodovulum sulfidophilum]AB15
MVYDLTPIPQPCEIVAFLIRAMSHIDDANEAALKKALQRLRQGKPLSPDASNDLLTNHLRDFYDANGNQDWGATDFLPML
QGYTQLCLQLDCAALPSEIVREVFDRVAFGCFQDLFRNTLPSTGVSAREVLGNPEKATQILWQSRVKDFGLTRLAGEIES
RPGLHRGGENWVASISRWSKGDNNVQINTILALMKHWDRRFARALMVGRLYQRYCNLSLVDCRKHIPGYEIPLTLDAIQS
AIASTMEAPAIRESCDLSEAQLKSVNDIVRLTDPRRKKAKGDISTIDALFEGLEKSLNGQPRLSGLAFYRGIYLAQLGRL
ADALDAFDRAANWFKFRSAVQMKCCLHYVLNISRMLGRRRLYAKWEGFCVGLGLDVDIPDAKLAMARDFPELFPEATSIL
KSHPIENYLIDLPCWENRPVDLRAPNRIIKGYGPTATPQLALFAHLGQVDKVKQLLDAGADPNMLDKNAGSALLNALQGG
DDACFWALLPVTSLEVINRRTNGGKSALLVAVSLGKVDLVKGLLAQGADTEVRGARHQTALFEAIGQFADPNAPVQTAIQ
ARLANANLPAFLRRTTSPFSAEEGLAQSVSSHSPGELEILLELGKYLLKGDSPPTREILRFLLESGADVNAVVGEEQLTP
FLYAAEIGNP
>MCE8456276.1 hypothetical protein LZ188_06870 [Rhodovulum sulfidophilum]AB15
MSKPTKMTTKAAARIQSADAAKTGGQTAKGSFGARAQSVAAKAENSSNSKK
>MCE8456277.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB15
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESKSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MCE8456278.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MQDAATCPHSAWIGELPGGLRRRFEPGAAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MCE8456279.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB15
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMFFLFMMVAYGLKLWRRPKVVAEDLRVL
PGRAGLSAAALSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGLSPLWGALSFPMAAFASLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MCE8456280.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB15
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMGATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSQTMSRWGPALDERGIERITFVPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MCE8456281.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLSAPVAVPLVVSAADQAATEATHVSGADD
>MCE8456282.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MCE8456283.1 hypothetical protein LZ188_06905 [Rhodovulum sulfidophilum]AB15
MQAGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGSERLRYANEGAARENIAAFLRALGAEARAGGVAGVS
>MCE8456284.1 hypothetical protein LZ188_06910 [Rhodovulum sulfidophilum]AB15
MPMIRPFGPLALCAVLAACAHGADETAMVPASIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKACRARCRPR
GAMC
>MCE8456285.1 hypothetical protein LZ188_06915 [Rhodovulum sulfidophilum]AB15
MPRSMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGSDGMVDNPLWTAEFSEPGFRSDLASS
LTRAGILTPGGANRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTLFDQTVTTSYTSPLGQAGRGIDRLRIASENAA
KDNIALLLHALGASAESAPTGGPF
>MCE8456286.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB15
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLEGITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISDTGETTEVRLTAGGGTIRAQVPTEPGDKGRKVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MCE8456287.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSKDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKALRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEAEVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSLAPRTWLPIPETHIAMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKEAGWRV
>MCE8456288.1 carbohydrate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
QSFMGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKV
FLPAASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MCE8456289.1 flagellin, partial [Rhodovulum sulfidophilum]AB15
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVESTIGAAQFNGVNLIDSGTGTSVVGSIDRSGGTVTANSITI
DAQNLNTGAAATAAGQLAAGTTSGTNLVVVGNNNDGAVSIASGAGESFALSAVAQDETVTVTLGDQNFSYTVTADDVASG
NDANEIALSNLRDLINAAGITGVTALYDPVNAAGELVVDNQGADDINMTVRVRADGAGALAGLNGFSITGGTALADIETM
INSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALV
>MCE8456290.1 hypothetical protein LZ188_06940 [Rhodovulum sulfidophilum]AB15
MTSIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQRPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MCE8456291.1 rod-binding protein [Rhodovulum sulfidophilum]AB15
MLPSSPTSIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSSELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDLD
>MCE8456292.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB15
MQVPFPIDTLGASASSRPDRSASNAGAADPDGSDFRSAFDDTRPSDRNETAREAARRDTPRTSAASDRAEETPSSAPPGA
RKNSEDSAEEIDETAATKAGSDTVKNDPAAASDAIIAELPAMAGFSTAPQPGTGAATKTQALPTETAAAGAGTTAASAGS
DMARTTSVPLTADPRQQLAESQPNAALPASSPMADARPVIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLPGTSPEALQADNKEGATLNSATPKDSTTNRSSPEIADATPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAARTIASDDPATDPKGDQKGHASAHRENTSATPTTPTAPHATAAQPDATASAPPIAGTAIDIQTAIDGSRGDPTA
ATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNIS
ADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPTPNEEGTETGLLSANRTSPRTAGGGLDL
RL
>MCE8456293.1 hypothetical protein LZ188_06955 [Rhodovulum sulfidophilum]AB15
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILTEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIVEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MCE8456294.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB15
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RWRSWMQPLLWMGAGAALTWIGAGLALLLS
>MCE8456295.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB15
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MCE8456296.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB15
MPELPEVETVRRGLTPAMEGRRIVATRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARVATLVPVIRTVLSEAVEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>MCE8456297.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB15
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MCE8456298.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB15
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MCE8456299.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB15
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPDA
>MCE8456300.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB15
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTKALGLTLKVEARP
>MCE8456301.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAAWTGERADMSDMVTIPRDEYERLREAAEDLEDILAYDRAKADLAAGRDELVPAEFADRIIDGESPVRVYRDLRGLTQA
ALAEKAGINRVIVAEMETGRKQGSAQTLKKIADALGVTVDDLI
>MCE8456302.1 hypothetical protein LZ188_07000 [Rhodovulum sulfidophilum]AB15
MADTLSLHIKSDGVDMGFYDQHGRRVEGVTTLEARMEVDGLTHITMTVVSGTPARKGEKDEAHVRLHWI
>MCE8456303.1 HNH endonuclease [Rhodovulum sulfidophilum]AB15
MSGSTGSESFGVPAAAGWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRRGRVTPATECDHVVPKAQGGTDDEGNL
QAICADCHKAKTEREAAEAQGRRLRPSFGEDGWPIGPE
>MCE8456304.1 hypothetical protein LZ188_07010 [Rhodovulum sulfidophilum]AB15
MANPRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>MCE8456305.1 terminase large subunit [Rhodovulum sulfidophilum]AB15
MTTRPTPTSTDPATAYALDVAAGRIAAGPHVRDACRRHLRDLEEGPERGLIWDVAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRSDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVEDDTTFSYVCALDEGDDPFTDPDCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHSLDLEDFAGQRCCAGLDLSAKADLTAKALIFEDGFAEDGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAIIGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGAATARSVGEKGGNMDDFLAALEAS
>MCE8456306.1 phage portal protein [Rhodovulum sulfidophilum]AB15
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALAAALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADMHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERDGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHVRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQPISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>MCE8456307.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB15
MEHSDFALELKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGL
WGKGRLVLDVPKAREIHALMKAGVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMDDVVN
KLRAGDRLTEREFELMAKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>MCE8456308.1 hypothetical protein LZ188_07035 [Rhodovulum sulfidophilum]AB15
MPKFRVLRQHLGERMYREGEMRDAAASEVAHLVAAGVLEPVAPEIIPAPDPKRRRARKETGE
>MCE8456309.1 head-tail connector protein [Rhodovulum sulfidophilum]AB15
MTAIPVLVTPPSAPVVSLEDAKMHLRIDHADQDAMIEGLVLAATAHLDGWRGVLGRAIMPQVWQETHVGPGPYLLAMPDV
SEVSASAGGVIRVETTALGPVVTLAEPVEGVTLSYTCGLPAAQRRLAEVAVKLYIAHLYDGSDPSPAFGVMVEALRWRAV
>MCE8456310.1 phage head closure protein [Rhodovulum sulfidophilum]AB15
MARGLKVTALDQRVAIERVSRMPDGMGGTTESWAPIAKVWAQVVPVRGAEKREAMRISPEARMKVRIHWQGDAAGQPFCT
PADRLVWRGRTYNIESAVPWGDRERFIEIGISEGVS
>MCE8456311.1 hypothetical protein LZ188_07050 [Rhodovulum sulfidophilum]AB15
MKVKVELRGFEALQDMLRDLLADGEDALLETIRDLADETAEIARREMKAAAGAAPAGSYPHQQSGRLADSVTATHEARKS
RVGSDEIHGYHLEFGTESMEARPWLVPSFEEATAKAEQKLAAKLQEKAG
>MCE8456312.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSFETVAQTAIFAALDGALSCPVYDTPPALPEGMPESGFPYVVIGDDTLVADEADDVIGAQATATIHFWSRAPGNKQVKA
LMGEAFGRLHRAALTAPGFKLLDCLREFSTVSVGPDGKTRHGVQRYRIIMHKE
>MCE8456313.1 phage tail protein [Rhodovulum sulfidophilum]AB15
MATVGFSGRKLTIEWDGTIIKGTKNKTASFSREGIDITSDDDQGFQTFLAEPGVISAEWSVEGITGDETLIAACLAGAPY
TTPPATINLPTGGTVEITMFLSQLEITGNTDGAFEFSATMMSSGIPVYTPAGA
>MCE8456314.1 hypothetical protein LZ188_07065, partial [Rhodovulum sulfidophilum]AB15
MMMKRSMTAHLAGEEIDLAATFKAASEIGQKIADPLLIAREIAVTAMLESQGVERDPKFRFTVDNIAPILLIGARAAGDT
RDLAAMQEIVFDAGFFAAAAVARDYINLLCIPQTEESAPGED
>MCE8456315.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB15
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGTFVHAQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDRD
>MCE8456316.1 CoA transferase [Rhodovulum sulfidophilum]AB15
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPLREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAANDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATARGLVSALPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MCE8456317.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB15
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYADLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWTAAPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>MCE8456318.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB15
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDSATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIFEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MCE8456319.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB15
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGADYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MCE8456320.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB15
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAGGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAETGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGERSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MCE8456321.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGLAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MCE8456322.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MCE8456323.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFITLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MCE8456324.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>MCE8456325.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB15
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MCE8456326.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB15
MFVVTLLTSPAQPMLERGTVESLRDAWGGGAAVWLAPGIAAEFPVDSLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAQVIDKVLAERISFMPGGHMLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGLGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>MCE8456327.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB15
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGQLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MCE8456328.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPTDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MCE8456329.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQALR
MGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTL
DDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPIIV
SERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAWV
EEATGIMNDAIAAQ
>MCE8456330.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MCE8456331.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MRKFLGGRTPEEWLGAILMTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPT
KLRLCMLTLADLLWLGFNAVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPAD
ARIGD
>MCE8456332.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGEPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLGLPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MCE8456333.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
CDAVFEASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMIS
ADMPLDRPEEAFARALDKTAALKVMVHFP
>MCE8456334.1 glycogen/starch/alpha-glucan family phosphorylase, partial [Rhodovulum sulfidophilum]AB15
EVTQKSGRAVSTDAASVIAPSFDTPIIGWKGRWANTLRLWSAQPLHGFDLARFNRGEYAAAAEPEALARTISRVLYPDDT
TGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAIAGPELVRLLHDERGMALDEAIATARGCL
SYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLRENGEVKMGEIAFTMAHKVNGVSALHTDLMK
ETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLEQLDRLEASISDPGFLDAYAKAKRENKQD
FAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGAGWVPRVKIFAGKAAPGYVFAKEIIHLIN
DVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGTGNMKFALNGAPTIGTLDGANVEIRDRVG
ARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKHRYRGVVANLTGQDYFLVCSDFTAYWDAQ
RRAEAAFADPAVWHRGAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MCE8456335.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB15
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAPDLFAG
PVPGKAPYVLRARDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYREVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MCE8456336.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB15
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MCE8456337.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB15
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPGVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAERHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MCE8456338.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB15
MTSSHMLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYG
YRISGPYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQGDLSFDKRDSAPYVPRSVVVAPDIDWGDDAPP
ATPMAETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAF
FAPDPRYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLN
TGHPMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFP
PPFSEWNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNR
DGHSANFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEA
FLDFTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAI
FAVFNAGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGSFGMPAEAVAVFVLEEEPPV
>MCE8456339.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB15
MSSLAALARASGILPGYRDLTGTERSTAPETAQALLAAMGLAAATEAEAASSLDALEAARAARHLPDWLVLDEGRAPALA
VPAAWRIELETGGVIEGRAEDPLPALPLGIHRLSVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGL
DAAALSELAAFRAARGPELELFAIHQALSDRFE
>MCE8456340.1 selenate reductase subunit beta [Rhodovulum sulfidophilum]AB15
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALATLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MCE8456341.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMETLTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVRWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MCE8456342.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPTDAIAGLSCLIVDDDAISRFVTVEHLRRLG
AEPAEAASIRTALDRVAGREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSAPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>MCE8456343.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDADEETGD
QTASTRSS
>MCE8456344.1 hypothetical protein LZ188_07215 [Rhodovulum sulfidophilum]AB15
MAGQQEKPEDIAPKLRQIEVLDGQSLSMADAVRQIGISRHTCLSVAETV
>MCE8456345.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGSFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVALTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MCE8456346.1 sensor histidine kinase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINDLLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETSDSAAAARASEIE
>MCE8456347.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB15
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MCE8456348.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB15
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDACRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MCE8456349.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB15
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADSGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>MCE8456350.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTQPRPRGRPRAFHDKTDQNTVRTLDRAMGLLTALSETKGLTLSELAALSNQSTATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILETQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSAQRIFPGRRL
>MCE8456351.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB15
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDATRAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGMPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAIAETGAAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVRADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGLVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>MCE8456352.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MCE8456353.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
LGRQTPIAGLLLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVPIRAEIVEARPDAPYLALA
LEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRREIVWHLLTGPQGGRLRQI
GLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRLQEARRLLLTRPGDVAGIG
FRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MCE8456354.1 hypothetical protein LZ188_07265, partial [Rhodovulum sulfidophilum]AB15
TALFVIGFVWLGYAISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVWGF
>MCE8456355.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB15
MVADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGVFVWFLRLRPALRDRQSARESGEGE
>MCE8456356.1 hypothetical protein LZ188_07285 [Rhodovulum sulfidophilum]AB15
MWLDIERSRCGKLDFHSFVIAAQKRLPELGIHPSAWEEAVGLLGEDAAMLCVLITDAKVADPEVTILSAGGYLRGMVRAH
RTGSLNIMGSLIGLNERSRRRK
>MCE8456357.1 hypothetical protein LZ188_07295 [Rhodovulum sulfidophilum]AB15
MCKNTDLARYPLVTQLAFGSVDYCADLGCARSELLLASCLAGIAPPLDGVTTDLTDPGVLAEDACHARQLGMGDKMCIPP
AQVAAVRMALHPTDAEVDWARRVMAAGDGAVTLDGEMVDTPVRLRAAAVLRSLSTGEPR
>MCE8456358.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MRWFETEGAVLRYDIRHGTGPYLVLLHEMGGSIESWDRVLPHLSADQGVIRPEMRGMGQSQKISRTSSFAQIATDVAALL
DHLGIDGPVILAGCAVGGAVALRFALDYPQRCLGVAPLDPALNVADGGHAAVLALADRMAAAGMGPMEPILLDRTYPERY
RQRHPDHFAAVRGRWYANDPVSFAHFFRMLAASDLRDELGDLRCPVWYGSGQYDVLRPPEYVRDLAERTPGARVCDLDAG
HHVADHAPQEVAQMLTELVSEVSAAHRC
>MCE8456359.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MSAKHEDAEAGSDLRRSDFVSAVGRAMSVLECFTSDEAIRQRGRLTLTDAAKLTNLSRGTARRLLLTLAEIHYVDTDGKF
FWLTPKLVNLSRGFLMPLGVGEGSAAILKELTGKLDESASVGILDGEDIVYIERVEVRRIYSSRIVNGTRLPAACSSIGR
VLLASLSDSDLHNWMRSYPLRRLTEKTITDPDAFWEEIRAIRTRGYAIIDEELEIGIRSIAVPIQSPNGRTMAALNGSTI
SARHSVEDLREAFLPELLDASRKLSGTMGW
>MCE8456360.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB15
MINKFSQDIAEALADVPDAATVLLGGFGAVGQANLLIEGLLETGVSDLTIVANNAGYGKIGLARLLREGRVRKLICSYPR
IVGSTIFEELYGAGKLELELVPQGTLAERMRAAGAGIPAFFTPTGAHTLLSEGKEIRDYNGLPHVLEQALHGDVALIEAW
EADRWGNLTYRDAGRNFNPVCAMAAKLTVAQTQHVRELGELNPEHIVTPGIFVDRIVHIPCGDPVG
>MCE8456361.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB15
MTQTNWTPLDRNAIAKRVAQDIPEGWYVNLGIGVPTLVADNVPADREVVFHAENGILGIGPAPEPDKVNPWLINAGKQHV
TLMQGGAYFHHADSFAMIRGRHLDLCVLGAYEVSASGDLANWARSSTDTAPAVGGAMDLAIGAKRVWVAMQHVTKDGTPR
LVESCTYPLTSMSCVKRIFTDLAVIDVTPQGFAVREIIDGLGFDELQSMTGAPLIRQNAA
>MCE8456362.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB15
MTTDIETRLKLLEDRAEIAQLRAAYCHVLDHRDWDALVQMFTEDGEFNGLAHARGRAEIHQFFAGFVDGMAEGFWHFCTN
PTIAIDKDTATGRISMQYLSVKKGVSYVSAGHYDDRLERVDGVWKFRERKISFYYHAPLSEGFVGKPTYIHIDGTPRVPQ
PA
>MCE8456363.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB15
MIQTRQIGRARVTRLLEYSAPTHDPAFLFPDLAQADLDAMAAKLAPHHFVPAMNRLVITIQMWVVQIDDKVIVIDTGVGN
GKPRTAPRMKNLNIRVGEWLEAAGAGFDKVTHVVQTHLHADHTGWNTVLQDGKWVPTFPNARYLMPRGDYEYWTDAIAKA
PDIAMDNSWEDSVLPVVEAGVVDFIDADAGQILGCLTVEPVPGHTPGMLSYRLQSEGEEGLFCADVFHSPVQIYDPQINT
AYCVLQDVARETRARVLSEAAERGTLIMPMHFGVPYCGYIRRDGDGYRLEPADWPDLNRS
>MCE8456364.1 fructosamine kinase family protein, partial [Rhodovulum sulfidophilum]AB15
LDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGMPAPAVIAEGGGWLLIEHLDERAASGPGWAALGTALLRLHG
TTGGTYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAEIARRVETLAARLDGLIPRHPPAALLHGDLWTGNV
LFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFCERYGAPAPGWPARRAVYQLWPALVHLRLFGAGYRGLVERCLAT
LGA
>MCE8456365.1 elongation factor P [Rhodovulum sulfidophilum]AB15
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MCE8456366.1 DUF6280 family protein [Rhodovulum sulfidophilum]AB15
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MCE8456367.1 hypothetical protein LZ188_07345 [Rhodovulum sulfidophilum]AB15
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRSAPARAMPVLLRGPLPQEPGAPALPVAREVA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MCE8456368.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB15
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MCE8456369.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB15
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MCE8456370.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB15
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGAANGPGRVQQPAIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASMDRFATLGLPPERRGPVIDLKAFAPAARPDADDLKALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGSERPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFTAVYGALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRA
EAPGPDTLIDALEGLMGAPAPTPPAEKEPGNG
>MCE8456371.1 threonine dehydratase [Rhodovulum sulfidophilum]AB15
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATALG
GGVPDP
>MCE8456372.1 hypothetical protein LZ188_07370 [Rhodovulum sulfidophilum]AB15
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MCE8456373.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB15
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELHEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQARLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MCE8456374.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB15
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MCE8456375.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB15
MIRYALTCADGHRFESWFQSASAFDALLKSGHVSCSLCGSRDVSKALMAPSVATDRPEGSGAPAPDEGSENAAAPAGRPL
STPTGPAEQA
>MCE8456376.1 hypothetical protein LZ188_07390 [Rhodovulum sulfidophilum]AB15
MPCGAKIKKKLEISLLHADAVRPTFPLASEGDGTSGPTGVKGVASHQNKQRMFTRKGGHRRVDQLHRTMIRRTYMQSASL
LQSLQRGADDARREVITFPVTPLISVELFWPTQRRVAALQGEADSVEFALGNASRALRRWGSGPMCRDR
>MCE8456377.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTEAAYIVAARRAPIGRLCGAYTGMAAARLGAQVMRAVIDDAGIDPAIIDEVIAGQVLQGGAGQNPARQAAIYAGIPDHV
PAMTVNKVCGAGQKSIHLASQSIRAGDAHVILASGQDSMTEAPHLLPGVRTGRKMGDMTAKDMMIVDGLWDVFNDIHMGR
TVESLAGRYQITREEQDRFALASQQKALAAREAGRFEAEITPITIPDRKGDRSVQRDEQPRETTLERLSGMAPAFDREGT
ITPGNASGLNDGASAVLVVSETKLRELGLKPMARIASYAAAALDPMDMGLGPVEASRKALEKAGWAAQDLDRMEINEAFA
AQSLAVNREMDWDPAAINVNGGAIALGHPLAASGNRIVTTLVHEMARSGTRKGLASLCIGGGMGVAICLERA
>MCE8456378.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MKTAADLFARKGYGGVGTAELCAATGYGKGALYHHIRSKEDLLLDIMTVYLRELLADAEAILAQEAEAEARIQGLSLSLM
RAVVQDNAQMTVCFREVHALSPDHRRGVLRLHGDYFRLWERMMNEARDAGQLRSVDADEIKGLLGMYFYSFLWIGPGREG
DIEALAAKFSDLVLGACRRD
>MCE8456379.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB15
MLYRLGGACSTFTRAFIPNPFIFAIILTGLTALLAILMTPTGPAEAVGLWYDGFWNLLTFAMQMTVILLFGYVLASSPPV
GRAIDRIARLPKSATQAIVMITGLAVIFGALSWGLGLIIGAISARRISQNCLERGIKVHYPLAAAAGFSGLIIFNCGLSA
SAPLLINTPGHFLEADIGLLNLNETILSAYNILTLLAYLAIIPFVYAAMQPPEHERQLVAPDAAPAAETPDAGGAASLTR
DGDTTLAARLENSRILSWLVVFMGLGYILWHFATKGFDLNLNLVNFTLLILGMAAHGSPISYVRAVDEAIGACGQIVLQF
PFYAGIMGIMSGSGLIAIFANGLVSISNEFTFPFLTMLSAAVINLFVPSAGGQWAVQGPVLIQAAQDMGADIGQTVIAFG
YGDQLTNGLQPMWMLPLLGVTRLRAGDILGYTAVMMLFSLVIFGAGVTLLPLIF
>MCE8456380.1 acetoacetate--CoA ligase [Rhodovulum sulfidophilum]AB15
MDRSVLWRPEGEALRDSALARFSRDCGIDPGDYETLHAWSIADPGAFWSRLWDFAGVKGERGPVALERDPAAPMTGARFF
PEARLNIAETLLAGAHPERAVLELDETGARAELSADALKAEVARVARGLREAGVMPGDRVGVVLPNRIGCLVTHLASLAV
GAVWTSCSPDFGLAGILDRIGQVSPRVMFVQPRIRYGGKDIDLAGRLGDLAGRIDGLETLVTIGEGEVKAPMPVIAWDDF
GSEGPLEFEPRAFDDPCYILYTSGTTGAPKAIVHRTGGVLLQQLKEHMLHGDLRPGDSFLWYTNTAWMMYHWAIAGMGCG
ATTVLYDGAPILRARDGLDCSPLWKAVEAETLTHLGISPKYLSSVMEQGYRPGEAHDLSSLRWLMSAGSPVSPQQYDWIY
DAISPDMGFASISGGTEIMGCFLLGSPLHPVRRGQLTVKGLGMAVNVFDERGAPVLGRPGELVCTEPFPSMPRTFWGPDG
DARYRKSYFSERAEIWTHGDHATFHPDGTAVIHGRSDCTLNPGGVRIGTADIYNVCAQFPELEDFIVFGRPVEGDEEIVL
CIKMTEGARADADLARAIRSKLRSECSPRHVPGAIYCVGDIPMTVNGKRVEGAARSVVSGKAVANRGSLANAGCLDEYAA
LSERTAL
>MCE8456381.1 thiolase family protein [Rhodovulum sulfidophilum]AB15
MRPHAAIVGAGSLAPQRRTEGASTLGMLARAAKAALDDAQMEKAEIDGLLVGPQVGETPQHVPATVSEYLGLEPVMSNVV
DLGGASGPGMVWRAAAAIQAGMCETVLCVIGNHRNPEAPRSPNRNPIREFDVPFGASGANVSYALLKQAHMARHGTTDED
FALIAHWARANAQNCPEAIFHGSPASVEEVLASPMIASPLHLFEIVMPVAGAEAVIVTAAGKAKGRRAAWLLGAGEKITH
RAVSQAPSLTSGPLKPAMERAFGQAGVSVDRMSLLSLYDCYTIMVATTLEDAGLCPPGGFGEFMRAHDFGPGGDMALNTH
GGQLGYGQPDLAGGMTHVTEAVRQLRGSARGRQIADPEFALVTGNGATMSEAVALVLGAEA
>MCE8456382.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDLSTLKVPGPTVIALTAPFWEAAAEGRLVIQRCGACGDAVFYPREICPHCWADALSWEEASGAGRLKTFSTIWKPGHP
GWIPAAPYVVGLVELAEGPTMLSHILGEAPEIGMDLTLAPTNTGGRVLPCFRPKRG
>MCE8456383.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB15
MSDKNGWAGTVNGMPREGQSAERSRTTRMEDIHAFTDMTGDRNPVHYDEELAKKTSFGKLIVQGGVTTGILNACVAQDLP
GPGTVFLNTNLNFRKAVGVGETITGRVEVVKVREDKPLCTLKVMITDAGGAVCVEGEATTYTMPLEGL
>MCE8456384.1 YbfB/YjiJ family MFS transporter, partial [Rhodovulum sulfidophilum]AB15
MTGSPTMTRAMAGWRMLAIICLGVVGVLSTWFSATAIVPELIRVWQLTPGQAAWLTNAVQLGFVAGALGASLVNLPDILP
MHRLMTGAALLAALSNAALLVVGPEGAMIARFVTGVALAGVYPPALKLMATWFVKGRGLALGVLIGALT
>MCE8456385.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEIEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVS
>MCE8456386.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB15
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGGKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MCE8456387.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVLAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MCE8456388.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB15
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDSAAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGNPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>MCE8456389.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB15
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALDLQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>MCE8456390.1 TrmO family methyltransferase [Rhodovulum sulfidophilum]AB15
MRPGELAAGDLGPADGPALRVIGRARTRWGPDDCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPVIVLYWMDRARR
DLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDTDTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGETG
>MCE8456391.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB15
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MCE8456392.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB15
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MCE8456393.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB15
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MCE8456394.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB15
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLISVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRDKSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSENNIPKVAEAMLAAGL
>MCE8456395.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB15
MTVLPRIQDFAAELTAIFEDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNIFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>MCE8456396.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFSKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALETAPGTKGE
TA
>MCE8456397.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MCE8456398.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAVMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MCE8456399.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MPTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDDMIQSPVPVFWNITKDGE
>MCE8456400.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB15
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPLSRGAEMAAAARGVNLGISGALDVAAELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQSEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALITADAQNAAIGLMVDPAAASAAHATGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALRATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TQLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MCE8456401.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLD
HTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDD
AAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGMPLGAIHVAGSLSEWTRDAF
VRHAAPVAAEAARAINGSL
>MCE8456402.1 hypothetical protein LZ188_07525, partial [Rhodovulum sulfidophilum]AB15
VRMSPRLTAMPPRLASPAPRIGPTQGDARAQDRERERVKPWRAWYRTARWSKLRRKILARAGHVCEQTGGPLLGRAPERA
CSDARQRCRRSASSHHVPRQASTCFRSVSIRIVLVNLYSQESKSEAAAARIPEKGLSGVKPISATSLPKFRKQLAPPFST
DRNMAERSPRNGLSAAKAERSGTILRKMTPKRKAAAKGCH
>MCE8456403.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB15
MDDAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLVFMGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRSKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLA
>MCE8456404.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB15
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDLIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEDEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MCE8456405.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB15
MAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDR
DGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDE
IRE
>MCE8456406.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB15
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHAIGARLKHAILDEFPGADVIIHFDPVR
>MCE8456407.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB15
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMIALHPRSGCPDCGAA
>MCE8456408.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB15
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPEIRDEGMTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MCE8456409.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB15
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLMAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PDGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPVLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALA
>MCE8456410.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB15
MRHVARIAALAAALTATTAGAEEIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQAAKVTP
GLRLDGVALGQALGWAESGWPDFAMYFPIFSAAPEAQIYGAALPRDEVRRSVTEGAAAVFGDTAGLYGLDTPLPAAELDQ
RIDDQREAHCNALPEHLLPGMVEAQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQ
IEGAATGAPPYDYWLVTGVAERDDPCAALTGG
>MCE8456411.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB15
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MCE8456412.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB15
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAVCPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MCE8456413.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEA
>MCE8456414.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MTDPAPQLSWGLCISTYNRLDVLADCIACALDQTRPAVEIVVVDASDDWVAGRERIAGMIAAAGRDIPLRYVPAQKKSLP
AQRNQGVAQASADILFLIDDDSFMHPGCAAEIMAIYEADSEGVLVSIAATKSDLDPRAALAGGPAAAHEMRKEQQRAVAG
SRLKRFVWREILMQSVAANFVDFDLPDRRFAGEIPAALSDRVRPAPYIPGCQMTARREMLLEEPFEGALLSYAAVEDRDA
SYRFGRHGLIVQALAAPLHHSEVQMSRLKRRQVTAMHLLNVAFITRKNTRAPLSHLGAVWIMTLRRLLAEFLKDAATKRW
DFPQLQGVLIAMRHLPDLCRRKEPQLSAWYEGLQREILAKS
>MCE8456415.1 hypothetical protein LZ188_07595 [Rhodovulum sulfidophilum]AB15
MLGEFLAPQIGVLEEAAASGDPVLAYVAIWAILHAVPFSQLPPNRTHLLFYEDCLPDPEGEMTRLHDHSGHGPEWCTLPQ
DVIDRPSASSKPGEVGARHKSPYGAWKTRASAAQIEGALGLGALYDSEGRPDRATLAGFRIGGA
>MCE8456416.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB15
MSMRSALRRITPLPLRTPLLRRFAPHADPWQPQVLDCRAIFIHVPKTAGSSIKAELYGKPMEGHRRISEFQDFDPKRTAE
TFKFCFVRNPWDRALSAFSYLKQGKGVSRVDREFTAVHLDEIDNFAAFLAALERPAYRREVMRFIHFRPQIWWTRLPGAA
GHSMDFVGRFERVEADMQIVRDRLGLPEQPLGNARSSSHGRYTEAYNSAERDLIAELYAEDVRIFGYAFGG
>MCE8456417.1 hypothetical protein LZ188_07625 [Rhodovulum sulfidophilum]AB15
MIAILLTAMAVAGVGIAFGFVDGALQAFVAAPLCLIALLWRGRSNSGLVRAGETAFGVYLVHPAVFLLL
>MCE8456418.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB15
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSSGKTTCYDPSGSADALTEDLRAFDKNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKIYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAVKA
>MCE8456419.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB15
MAPGSAAPPAGDRGTEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRVALRSLGALLHAASLPFIWILARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALSA
LAAAERAGASDLPARRRVLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPA
VLPMLHHAETTLKNFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPVALALLGL
VEPVFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLAHYQPSEPERLAAFFDRIDPAETELI
LGRQNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDR
IAARGRLIAEAKGAWWRAELYERTGPE
>MCE8456420.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB15
ILTRRFGAGRYAYIGDSPADLAVWRDAAHAITVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFL
PMVAGHQLQAGVLLQSLLAFLAFSLVASSVYVLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPVLLGLGFLIAAA
LGPAFLGVMAVYYLLTTVYSFDLKRRPIVDICALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDI
AARGALGASGRGYQVGDLAVVSQMSVASGYVSVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHD
DPVVYAAKDRVSQICGLLIFALALIATMG
>MCE8456421.1 HAMP domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB15
MQATSPRTRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAEIE
AEMAQYIDGAGEELVLVEVTAADGTVLAETRDDRSADRELLGVLSGRAIESGEVVYSDDGLTIAVPVRYGKSGRVVGAFA
ATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEVSDAMAMVADGVLDRQVPDTERRDEIGVIARS
LEALRGTLLDAKHAEAERDIDRTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVVEN
ATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAMSE
IKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSEQVESGVA
LVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQVA
RFQLQSGPSGGGSRRAERISVRNASVASDRSPAPRASQKRAVNDAGWQDF
>MCE8456422.1 hypothetical protein LZ188_07680 [Rhodovulum sulfidophilum]AB15
MLALRVVCLVLWGGGYACAVQAGEFDSQMRAFYEASVTFWSDAPQILDAVAAQNARTADMTQDDIDRLDRQWVAEIGAVS
EPLIESVTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSM
KYQAQISFTLVDPASGRPIGAMTVAVDAEEFL
>MCE8456423.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MSSCDAGAVLALDNEGQHRSRWQAVMSSSAKIGCAPQTLNEWGKKAEVDSGQRAGIPADLAEKMKALERENRELRQTNEI
L
>MCE8456424.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASSPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPGGLGLLLQDVSGAGPDRRHAGMCARAMEEMSVPAV
VTDASCRIAWVNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRAREIALAGGEGSVRTARDALVNVLEALPDGFACFDAEDRLVICNARFREMLPMADTPI
VPGLGFRELFESALTQGMPLGDPEQRARWIAGRETARCCSARILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRTVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGDDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPREPMLAVAD
PTDVIQVFLNLLLNARDAICRRTPRACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGSGLGLSIVEGAVTENGGAIGLQSRRGCGSRFIVF
>MCE8456425.1 polysaccharide biosynthesis tyrosine autokinase [Rhodovulum sulfidophilum]AB15
MTEPYPRSTTPPAATLWQAVPQQEDDLDLSTLFATLWAARGAMLKGVAAALVLAVAMLLFSTPGYRATALLQLEERSSQL
MLPTDMADLLKTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAGIVLT
QLAVPPDWVGLELTAIRTGPESFRLTDPDGRVHDGRVGVPLRLSEPGFVIEIGQLDGEIGRGFRIVQVSVADTVMRLRRM
LGVVEKGSDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIRKQLPEAVERVRQAELKLNRYREQA
QAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLEAEVGALPETQREVLNLTQ
ELELAREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGLTLLAALGLGAAAGLSSRLLAQALRRGIRAPE
EIEALGLPVFATVPLVRDMPRQRPGAPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLN
LAAVMAQADQSVCLIDADMRRGQLARRLGLPDGLSGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMVMRPRF
AEMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHARP
GREEGYYGYGYEAAVRRD
>MCE8456426.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB15
MKLRILTVCTGNICRSPVAAALLQALRPDAGLASAGLAAEPGRAADPLTAEVALDLEIDLSGHCARRFSAAMGRETDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGAIGIPDPYGKPRAWHESVVDAILRATESWAERL
>MCE8456427.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB15
MRPRLAPMFFALALCGALSGCATGFVRFPVTEEGQSKLPADVQVIRLDSSNIASFSQPARPPQPTTLPPARDWDYRIGEG
DVLSVVVFDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNS
QRVVVAGEVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYRVDLDGFLTAGIARNNPLLIAGDTVAVP
RRRAEEAYILGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREEGITVFQLDVSSPGGMLLGTRFLLA
PRDVVYITRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MCE8456428.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MTKVRVLLAHNNYTVQGGAEVFFHEVARVLEARGHEVALFSAAEDGLEAPHADLFPEAADYRHGSIAARAVRLPAMIYNT
RARDAFARMIETFRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKHLCPNYKLFHHGRVCTECRGGRFHRALVNR
CCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWGPGRVDIDFLRNPFDVDAHRVAPNVGEYILYFG
RLIDEKGLDLLFDAAAEAPEVPVVVVGDGPDRARLEARAAELANLRLVGPAWGADLARWLESARAVAVPSIWHENFPYVI
LQAFAASTPVIATRRGGMPELVEAGPHGWICEAGDAAALAERMRAACRLPAAEIARMGAAACAYAEREFADDAIYRRLLE
IYRRAGA
>MCE8456429.1 50S ribosomal protein L35, partial [Rhodovulum sulfidophilum]AB15
LTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MCE8456430.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB15
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MCE8456431.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGVGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MCE8456432.1 lipoyl synthase [Rhodovulum sulfidophilum]AB15
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFSAYEKAAYGKGFLMVSATPLTRSSYHAGEDFARMRMAREARLAQG
>MCE8456433.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB15
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MCE8456434.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB15
MAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVARAAARR
HGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALAAYNAG
PAAVERHGGVPPYDETRTYVRRIWGS
>MCE8456435.1 hypothetical protein LZ188_07750 [Rhodovulum sulfidophilum]AB15
MFSIEHDFDATVITLVDEGPEHLREDVTITAVEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>MCE8456436.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB15
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MCE8456437.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB15
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MCE8456438.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB15
MIHVTTTCPDTDTAKAIARDALGQRLAACANILPGVLSLFHWQGRIEEETEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDADTTPGATAWLDTETG
>MCE8456439.1 hypothetical protein LZ188_07770 [Rhodovulum sulfidophilum]AB15
MQKVNSVVRISFVGGLIGLVFGSTGGKVDTILQGQNRMGWNVAEVIPAPPSSCCGLSLVATPGLWTMSSGYLFIMENPR
>MCE8456440.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB15
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVRELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MCE8456441.1 AsmA family protein, partial [Rhodovulum sulfidophilum]AB15
MRWMIRGLLVVVVLVGLGGALLLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPQATPTSATDEPRHGALADFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGRGRVDI
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSIRLDAGAMAEERLKQERETLERKARERAADELGVKADR
>MCE8456442.1 hypothetical protein LZ188_07795 [Rhodovulum sulfidophilum]AB15
MSLTAAAICLVERNTLPSFRGWHAPEGAEVVHTIPLDGTADVFPWIP
>MCE8456443.1 hypothetical protein LZ188_07800 [Rhodovulum sulfidophilum]AB15
MPELHLGAARSVSEFKQDDPADPMNDPSRAASFTSSSAPDPTRTKRRFATAEERSYLRRFNRVRRLRRLIFATAFVWPGL
GIGVLAWIGIEARALDGYVVSALVFLTLCVLVGVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDST
NIFTLGRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSI
AREMRAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSTVTRIVGTYGGGAEIPAEALAARGLDDLR
PDPEFGNRLLHAGPVSFRTVSLSRGADPFLMRDEEIVAVNRIGRVFPYKVVGMASAEPALIADYRDQLMKRARSLSAVIP
DLPDRIAALSDTLIASQLRAMSFGSPPDSDFVEAVLPRPTIRTPRRSSFLISLEPSCLMQDFLCGQRDPAEAYENPVFIS
GPRGIVLRDGADLDRLAEAHDRLRAMEAETWPSIAMAVCAISVLLSVLCIFAWAEANRRIRRWYRSGGPVR
>MCE8456444.1 hypothetical protein LZ188_07805 [Rhodovulum sulfidophilum]AB15
MIHDAPLAILASESELSVQRGLDALFPDKTVVMIAQRLSTVEGVTGRWCRRTVGGRIRAAMPNFSAVRAATGGCGRRRCG
PDIRGRAATRQGARFARSRQMSGELRPCRVVR
>MCE8456445.1 hypothetical protein LZ188_07810 [Rhodovulum sulfidophilum]AB15
MYLSDLQEGAIDAGFRLAGLISVLLLKVCLCNDTVAANIRMARSDASEAGLRTSVDTTHSEGAGRLRPAIPAGGLRKASG
NGSRSGRSRRTRRS
>MCE8456446.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVAGRTVTGFT
NSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGDDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MCE8456447.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MAQTDTVNRRYVLAQRPKGAPDENTLRLETAEVPSPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MCE8456448.1 hypothetical protein LZ188_07825 [Rhodovulum sulfidophilum]AB15
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMVLSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGAIGEVMGEAMAAIERLAPRLGKDPEALAETVFEAILDD
GYGAFDDVVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAARAIAGRNRSLDRILRDVADAEGDVD
SWLARYTPEQLTFSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDVALVRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKSAFWERLRTG
>MCE8456449.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
NPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALEL
PLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTGPGTGPGGVDLVVDGVGFGATRAA
ASAALRPGGAMVHIGLGDADPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASIA
GGGEAAPKIALLPDG
>MCE8456450.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB15
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTARALLHSLSDLAPPIGLFGLVIGSIYAG
>MCE8456451.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MDAPLISRKLARLARFAAIGSGLLLMASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MCE8456452.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRERLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MCE8456453.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEKRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MCE8456454.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MCE8456455.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB15
MFRALRLAAFAMLAIIGPWGPALAAPYHAGVARSAFTTASGQASAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHMGDAAGQPPGASQDRILKNRPAQAIAALDAALRNERLAPHADPARIG
MIGYSAGGYTGLILAGAKPDFDHAAAYCAKEGRDDTGSCGEAKFIGMSEALATWSAPSEPRLKALVLLDPLAVMFDATGL
ADVGTPVLLFRPQKDVYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPEDIAGKAAMVCNDPPGIDRPAIHRSVED
DVIAFLNETL
>MCE8456456.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB15
MGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTELLCRSGRHPAVPGGPRCLEVLVFCRFD
LARGDYPARAEFVYGEWLREAFEAGESPVPERDPEYSLVLAQARQEAIALCGPPRNELLPEVPPEHVRQAMRDALPDLLD
GLHGDARNVLLTLARMWYTVRTGKFVTKDTAATWAIARLPGPDAMTLDHARGAYLGELADDWQSRAGAARQVAGRMAEYV
RRSL
>MCE8456457.1 hypothetical protein LZ188_07880 [Rhodovulum sulfidophilum]AB15
MLGVIEIRPGGGACLSALDASSLLSPLNVFLGLSEISSVDQLWQALQLIGGELTVRQAMAADFEALDPPAAGGGRSRSRF
RFPRPAGRSPFPCPRRPEPERAGARIPQGRRPYRRDGAPVHCRIGEAPRAGDASRQAMAAHMAQARTSPLGISQTLPAKG
FSRMTGAQA
>MCE8456458.1 hypothetical protein LZ188_07885 [Rhodovulum sulfidophilum]AB15
MSRRPVVETDDIFPERTVAELSGAEFLAHQSQDPADVAKAIRSADMAVVQFAPDDDAEVITGMAEGGALIRYGIGFGNID
VTAANDRGLPASHVPSCCIDEVAGPSVSAPLRKPPALAPSARAGGGDGMADTAMMRGGMTEAQLEGFRPAIPIGSQATWG
ALDAPTVFLLSSRARDNTGARLHVNGSQSMV
>MCE8456459.1 fumarylacetoacetate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGNLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPIGPWLVTP
>MCE8456460.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB15
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAGADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGI
>MCE8456461.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB15
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MCE8456462.1 DUF1508 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTYQLYKDANGFWRWTLFAANGRKIANSGEGYHNKSDAVSAINLVKGSSTAPVQEKIRAY
>MCE8456463.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB15
MAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGNVEDPSYRQVARGGTGHVEAVEITYDPALVSYEKL
VSLFFRSVDPTDAGGQFCDRGETYTTAIFVSDPAERRVAEQAKADAGQALGAPVATEIRPAATFWPAEAYHQDYYRSRAL
ILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MCE8456464.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB15
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MCE8456465.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB15
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLREMVQRKVFQEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MCE8456466.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB15
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEGLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MCE8456467.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB15
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRLPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MCE8456468.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB15
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MCE8456469.1 hypothetical protein LZ188_07940 [Rhodovulum sulfidophilum]AB15
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MCE8456470.1 hypothetical protein LZ188_07945 [Rhodovulum sulfidophilum]AB15
MPPTTPAGLDLAGLDEVTASRHRAGQVAAPDPALGHDMGALVLGSAFEPGQDRAAGKDARRTDP
>MCE8456471.1 hypothetical protein LZ188_07950 [Rhodovulum sulfidophilum]AB15
MTVPFLRPILASAGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEAAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MCE8456472.1 hypothetical protein LZ188_07955 [Rhodovulum sulfidophilum]AB15
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRKTLLAFVLFYVGLSVAAVWIAPGFGRVALSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMDRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGEKADLAFYYADPSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWDFTALQPLWRDYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MCE8456473.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MPPAPQPQDDRARSKRIGALAALWPFLAPYRQMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPEHPDPLPELARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MCE8456474.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MSMESARNEWQAIAAEAPWNERDRPKTIYSFIARTAATFPDRPAVSFQIFSGPKDPAETLSWTEFQGRITQAANLFRGLG
IGPGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYT
>MCE8456475.1 pentapeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB15
SDLEADIGTYLKRRYSPSGAAGSPGFPENALDWIKHGSQPTLLIFDGLDEMSFIEPRADELTRSFIQNASRMLGRLNSDG
TPVRALILGRNLAIQRGMEATALPRTLLLNVAPIRELALEDLELRSADARHMEDRKTKVEVPDLEDLPKNLTGDQRKDYW
ERWCRSQDLHAPLPEGITHDDLNDLNVEPLLLHLFILSDYCGERWHEAAENRNRVYEDILRKIQKRNLKKPNASAVPAYT
EGQFFLLMECLGLAAWRGGGRGSDEATFDKLREVHAAHKFRKERVPLPQDLDSVVLLTHARRTDGLDPGFEFIHKSFGEY
LAGRGLMSEATRLHRRFTQDEDPVEEGRLAQDWARMIFDAKLTEEVIRFTRDEARLLLEKGQDLSETKASVEAVLNWVLL
NGMPVHEIGEPGSYRQLETRQRSAEAALFLVASAMVGALQDEARNNDAEPVRALQVTWGATGARDIIDRLQATYGRLNRL
LFAGGNFSGAHLRAADLIGANLKGADLSGANLIGAHLIGADLGGAYLGGAYLGGAYLIEAHLIGANLKGADLIGAYLIGA
DLSGAYLGGANLGGANLMGADLSGADLSGADLSGADLKGAYLDKSTNLKRCTFAATRFRLVDLSVASGIDSEVVKSSFGV
RAGFGLVHLPPGISYPDHWHVADEAEKDSEDLQNAFQADYEIWLRQRRQSR
>MCE8456476.1 hypothetical protein LZ188_07975 [Rhodovulum sulfidophilum]AB15
MGKGSKTRARAVKLAKKAELAGVPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGYLGHLDHWQQATIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>MCE8456477.1 hypothetical protein LZ188_07980 [Rhodovulum sulfidophilum]AB15
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>MCE8456478.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB15
MMAGSVNKVILIGHLGRDPEARTFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVY
VEGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRENGGGGSGAGGYGQGPSGGPAGGYGGPDLDDEIPF
>MCE8456479.1 hypothetical protein LZ188_07990 [Rhodovulum sulfidophilum]AB15
MIATQLSRPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKWWKSADNPQRRKRPLEGDIA
ERCRIEMRAVRATRVRARSGWAGTDAPEDRERCSPEAAARAMRATGFSPAEDFTGPKRFGATETGQSATDEQRGAA
>MCE8456480.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MSVRIMAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCSERKVRQIIGALEERGYLTIYRNAGPKGCNV
FFVRSTPAQRAPLHDVHPPAQRAPLHDMHPCTPCTQPLHSVHHPPAQRAPEPSENHQEPSEREADASRASAPSSEIEDAI
TLFNETAERVGLARVQKLTPARRQALKARLREVGGVDGWREAMRRVEASDFLSGRSRDPTHSWRCNFDFLVKQANFTKLM
EGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRARRA
>MCE8456481.1 hypothetical protein LZ188_08000 [Rhodovulum sulfidophilum]AB15
MKDRSAIGRRNRAKGAELEREVAAALLGLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRMQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAPEVKGVEA
>MCE8456482.1 hypothetical protein LZ188_08005 [Rhodovulum sulfidophilum]AB15
MSNSIHVSVRDGRAHIDLPLDEVHGLRVSMRPRLAGEPESNAAKAIREAFDKALARAQIRAGGV
>MCE8456483.1 hypothetical protein LZ188_08010 [Rhodovulum sulfidophilum]AB15
MAAPVLAHRRGATMDRRNARCPRPPKVKCTIKTALLHAPKVRAARAPLKEKAFPMDKRLFMHMARATIARVGGVDAACAA
IEAEYGEPVSRGTISKIQNGHLDITFAQVVALQKATGDIAFANFLRRANEHCGAVPAVTHVHTLKEATEAVMAQAEAEQS
GDADSQLRAVKETLEAVDIMRDWLAGKAASLKTGTTA
>MCE8456484.1 hypothetical protein LZ188_08015 [Rhodovulum sulfidophilum]AB15
MEESVEITSFRYQDRSDKGLPPVMMVKFRTNTQGAIERTAESAEGHVAIDLAPSADYATMEREALMEVARYLRQVADYAE
SSARKR
>MCE8456485.1 hypothetical protein LZ188_08020 [Rhodovulum sulfidophilum]AB15
MGYLIATVILVQAAQAVAVVRLVRKTTALSREQDSDSLVARINTALNMGYRLRADDSA
>MCE8456486.1 phage repressor protein [Rhodovulum sulfidophilum]AB15
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRAGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>MCE8456487.1 hypothetical protein LZ188_08030 [Rhodovulum sulfidophilum]AB15
MIKYSSGNNALVDSILAWFRYTLTSGGHCNLRDGYERVATGGFCEVWFSGDTLSVYQQAPPKDRARIDRIIDNLSERGPT
GLNDQMFKSEGKFSNGQAGGSKTAVYALKSYQLRVYAFWGSGKKGQLICPEACIKKQNKADNKQLQRVAKESGKLKWL
>MCE8456488.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB15
LSSYDFPGDDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERG
VVNVGDELEIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKE
EGGRHTPFFANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCE8456489.1 LysE family translocator [Rhodovulum sulfidophilum]AB15
MSFAILSALLGFAFVTTVTPGPNNLMLMASGANFGFRRTLPHMIGIVGGMSVMALLVGGAGLMALFDAVPALNLVLKVIS
AGYLLWLAVKIATAAPLEERGADSRPMTFLQAATFQWVNPKAWAMCLSAVTLYAPDRSLLSVAIVAAAFTLVCFPAISVW
AWLETVVRQWLSNATRLRAFNITMAASLVASIYPVLGLAA
>MCE8456490.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB15
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>MCE8456491.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB15
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MCE8456492.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB15
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>MCE8456493.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB15
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MCE8456494.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB15
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIVGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MCE8456495.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB15
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGDAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MCE8456496.1 DNA-directed RNA polymerase subunit beta, partial [Rhodovulum sulfidophilum]AB15
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLD
>MCE8456497.1 hypothetical protein LZ188_08090 [Rhodovulum sulfidophilum]AB15
MRRFSVTPEPPGLLMRSVLFAALMIAALVSRGDAQPVYPGMAPPERVSAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEKTGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGSVPALANHALVSLPAYYDSAVVDYPLILGRWAAAFTSLIEG
>MCE8456498.1 hypothetical protein LZ188_08100 [Rhodovulum sulfidophilum]AB15
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCKTRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MCE8456499.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB15
MAADFNSVFGDPNVGPRTITISGGGTLNAVSENWAVVALGWTAGDTESIMTVTGEGSKLHTSALGSQAEGAGWANIAYKD
GTTGVLYIQDGGTFEAEADIAVAYGEDTTARIDVDAGFLETKGNANLRLGWIRSKGEVNLRNSSTATLSGTIFVGEGDGS
IGLIEVDDSRLTAGDGAELQLAYAVGSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETNGST
ATFTVDGDGSTYISNGAFDLGYASGATGKLVVGNRAEATFNDDLLVGLMGNGAIEVNTGGKVTANTDVHIGGTEGERKGG
KGSLIIDGAGSSFTVNDNGLFIGFSTAGTTSNPSGSVTVSNGGTLTLKAEAPEPRGNQTQMPEARESTGDLTLGYGEGTY
GVLAVRDNGSRVAVGGDLYAGYSGTGAIEVSGGASLAVDGTAYLGHGEGSIGTILVNGVGSELDMSDSLLAVGYDSVGDA
TDGLNGGSVTIFGGASATVGELSVGHEAGGGGTVGVFGSGTDGDESTVASRLTVRDDATVGRGGKGVLIAQLGASVDIGG
GLAIGVNDGSNGTMRVSRGATVSVGTEDGEGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYERADAGRVNAGTLAFGNGT
GSLVFSVTDTDYTFGLDVSGGGAIEAYNGTVSLTGDYSQYDGDTNIHGGTLSVDTGTFTHSAITVMDDATLAGSGTVSDV
TLQDGSTVAPGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKSTEENEAPGIAVNNIGGAGGTVTLGGSSSLS
VSRLASDTAGDFKVNTWYTILTADQGISGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARNAAR
AVGSMDEDNPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPVAGAAPAAVTRNATSYGA
EAGSFFRDPEVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDANSYQLG
VYTARSFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEIDSF
TETGGSAALSVDGDDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVSGSALDRNQ
AVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MCE8456500.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB15
SKTPDLSAIPGGTDAPPVLPLALVLKACPDILDYASSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAITVA
AILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>MCE8456501.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB15
MVFSLGLDLGTTGLRALLLDDEGQPAGSAERPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFDRIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDK
>MCE8456502.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB15
MAREEKTGPGHVPRPRMPDMSRPPPPTPRAGKSPIAREAAAAGPLGLGADVSAFLDAGVPCQLHREAMRRHWHSDPMLAS
LGACDPDKDKP
>MCE8456503.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB15
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MCE8456504.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIARGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MCE8456505.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MCE8456506.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MPKTERFIETVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MCE8456507.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAIPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MCE8456508.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB15
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAS
>MCE8456509.1 galactose mutarotase [Rhodovulum sulfidophilum]AB15
MTSATDTALDTARSDDPATGRRPLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGVGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
TSYSIEDDGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPVDAALIPLGAPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTRPFPGHHGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGKTCRQLSRFHPRRIGAPGPR
>MCE8456510.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB15
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLVCGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTDPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFQAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>MCE8456511.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MCE8456512.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSFQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>MCE8456513.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKISVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>MCE8456514.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB15
MDPEKTDEIGPGKLCLAHELGLRDAAGIRDRLLAALNGEGAVVVDTSPATGMHAAILQILAAAARDAARQGRSFTLIAPP
GGACATAFERAGLDLPGQAPAA
>MCE8456515.1 response regulator [Rhodovulum sulfidophilum]AB15
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNRIDAVITDLNMPRLNGLDFIRKYRSHGASAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>MCE8456516.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB15
MTQSADPAETFRQEARDLLDGLEQTLLDLEQDPGDGALVDASFRALHTLKGSGAMFGYDEVADFVHEFETAFDRVRKGKA
AISPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGAGAASGEAAAAAEASAESVRLRFRLPPDAIAFGTD
PLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPAQIDDVFMFVRDGMELTLEPLRPPKAAEEISD
TAAPADAARRGREAEGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGEDLNLKAVVEELERLSSGLRDTTMGIR
MVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEAPGARGHAGKPARGRVRL
SAAHTGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKRTIEG
LRGSIELTSTPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPAAPEGRETGRNFLNIRGRLVPFLRLR
ELFSTRAERAEHQKVVIVSAGEARVGMVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFGQAY
ESRLRGEQLERVA
>MCE8456517.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB15
MSGAGKDSAPAAMRALTIGLRGEVFALPAETVSEILDMGPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPTLVGIIADKVHDVTEISEASVEEAPKVGMRWPAEFLRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FATDERTVK
>MCE8456518.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB15
MKLSLRAKLSLAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLAGYLENSGRILRYSRSNQKDLAGRQMSDSLGLFDTVTSDLT
QLVAFNSTGAKSASAEGDIAYATSQKVVFGVIALALLIGIGTAVFLIRNITRALGGEPDYARAVIREIAGGNLEVEVATR
AGDSDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMASTAE
ELESQSGQLQQVIGYFRLALDDLAGRTGQHHAGALRGGRADSSPVEEAIRKTVRHSAPARGAATGGFTLDMGGDDE
>MCE8456519.1 hypothetical protein LZ188_08210 [Rhodovulum sulfidophilum]AB15
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MCE8456520.1 hypothetical protein LZ188_08215 [Rhodovulum sulfidophilum]AB15
MTVSIETAKRAAHAAHKSGTLSPREQGLVWDMEEHFWTSGADNARTTTANNTVMIFPYPTGILQGDQIWTHLRERTGWRS
VVMAERRVMRCRDIAIITYRVSAEKADVPIYKALCASTYLNDDDTWLRIFHQQTMVA
>MCE8456521.1 hypothetical protein LZ188_08220 [Rhodovulum sulfidophilum]AB15
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDVARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFMLFQMLMVGGSGSGE
>MCE8456522.1 hypothetical protein LZ188_08225 [Rhodovulum sulfidophilum]AB15
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MCE8456523.1 hypothetical protein LZ188_08230 [Rhodovulum sulfidophilum]AB15
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MCE8456524.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB15
MEDIHPSDRSGNADISPPEGESGFGETLLARGLFHVIERLLLVIIVAMTLTAVSFELLAIYRLGEISLADILLMFLYLEV
IGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAAAILLLSISALVIIWAIGQQAARLHPS
>MCE8456525.1 hypothetical protein LZ188_08240 [Rhodovulum sulfidophilum]AB15
MAPAASLSKTRPEATDLERRVLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEESIRAVMLL
GEVRAPKSTETDVTGKQPMPPRSKGEKEPCMDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGPHRLSLR
>MCE8456526.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB15
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPRT
>MCE8456527.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB15
MGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQPKGLLVTLV
VNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVNDLIMVVAFA
PIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTEKAISAFTARIKPVSMAGLVATVAILFGLQGDTILSR
PGVIALISVPILIQSYAIFALAYGAAWLLEVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVVGVLVEVPVM
LSLVAFANRTRARFPEAERGA
>MCE8456528.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB15
MIVIHHNPDCSTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETESPAREIGLLEKDVPEDALI
DAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MCE8456529.1 TniQ family protein [Rhodovulum sulfidophilum]AB15
MPFPLPLRPLPAPRETVLSYLSRFAAMNAAEMSDFSIDLGHQIRRFLDLETAALDCLAEAAGLEPAIRDELASWTGVPAG
DVRMAFRGEAFVSRALRNPVMRGCPLCLQEDAQATPGHPERLMAMRGDWLLRSVNICCRHHHPLVPLW
>MCE8456530.1 hypothetical protein LZ188_08265 [Rhodovulum sulfidophilum]AB15
MALLQHRSPEVSRSDRQEAEAQAAGFAVLSQGEAAFRQALRDLARSSGGTQIAPRQTFGKLYVALDDYLTDSAFDPFRTM
LRDCILETWPVAAGERVLGEVLPARRLHNPRTAANEIGVSTKLVEQIMTDAGALPAADPRPFALRTFDAAEYAWLLAEIP
TLVGRGDMLAAMGATEAQLRTLREEKIIRPLTKHPRVKAPWRLVDGLALVAELHALMQPDPADGSGWDGLQFAKRRTGLP
VGAMLNAIRERRMRVARDPGQSGYRSFMVLKAEVDSLTGARPHVRRRDETAAAGQPASVFANSIGMRRRGWYPVLHQAGH
APAFWNRHPVTRRAVLYVSEDDKAKFHRRFLTPATMQSEFGLHRQTCTARLRAAGVRPFSPGGVDFGPLYLRQEAEPVLQ
KAVGLGQG
>MCE8456531.1 alpha-E domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
ISSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLPLVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKV
RDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRKLAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLT
VFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLLGLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLAR
AILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MCE8456532.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB15
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFN
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MCE8456533.1 hypothetical protein LZ188_08285 [Rhodovulum sulfidophilum]AB15
MSRAYVAGTRGIGMESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTF
SVADASPAFSEGLSLLGLHDMILGTAEAQQ
>MCE8456534.1 response regulator [Rhodovulum sulfidophilum]AB15
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MCE8456535.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB15
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQIEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
TTMG
>MCE8456536.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB15
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MCE8456537.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB15
MNAPSPSMTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRIAALNLNGFAEYDKYLKANIEAESEHF
ISALTTNVTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPMLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGVWADQVFEKAGGKRTEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQ
TQQTLWRRLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MCE8456538.1 response regulator [Rhodovulum sulfidophilum]AB15
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MCE8456539.1 hypothetical protein LZ188_08315 [Rhodovulum sulfidophilum]AB15
MPEIMDVFGHELQHAAELLRRYEKAVLERQVSQPVRQGGASELQLVDLVIQILEDMAPFSQDLAKLMPEETRVPESLIDR
LRLDQLRAVMGGAEVRDAPHSGGHIDVF
>MCE8456540.1 CheB methylesterase domain-containing protein [Rhodovulum sulfidophilum]AB15
MRVMIADERKETRNRLAAAVGQMRAVSLGACVSNLSETYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTSQNASRKQSDSEMTFQHGRLVLLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>MCE8456541.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB15
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRADMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKTDIDITLF
>MCE8456542.1 hypothetical protein LZ188_08330 [Rhodovulum sulfidophilum]AB15
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSHASEERIHRVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MCE8456543.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB15
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAEGYLRLIDRIRAARPDILMSGDFIVGFPGESE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSVE
>MCE8456544.1 hypothetical protein LZ188_08340 [Rhodovulum sulfidophilum]AB15
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>MCE8456545.1 PhoH family protein [Rhodovulum sulfidophilum]AB15
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GETAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MCE8456546.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB15
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPGAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MCE8456547.1 hemolysin family protein [Rhodovulum sulfidophilum]AB15
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>MCE8456548.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB15
MRLARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGFWGWAREAARVSAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLKQISRAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MCE8456549.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB15
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MCE8456550.1 integrase arm-type DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MLTVGEIKAGRYGDAGGLSLIKTSQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITERKEE
RAATKAQRDKTDPTFAEMA
>MCE8456551.1 DedA family protein [Rhodovulum sulfidophilum]AB15
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASLIARGIRFFLVAALLWKFG
APVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MCE8456552.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB15
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMMTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>MCE8456553.1 usg protein [Rhodovulum sulfidophilum]AB15
MRLSETELMLRGYGLTTAEFYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIDGPLHSVRFTHRKRISSGDWR
NVVAEFRLN
>MCE8456554.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB15
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGSGIS
IAALMKVDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MCE8456555.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB15
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGITNRLMDHPKIRREDTEITSLPEKGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEEERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MCE8456556.1 hypothetical protein LZ188_08405 [Rhodovulum sulfidophilum]AB15
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MCE8456557.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB15
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQEIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMVGL
>MCE8456558.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB15
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MCE8456559.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB15
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPAAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEASASCA
>MCE8456560.1 hypothetical protein LZ188_08425, partial [Rhodovulum sulfidophilum]AB15
SRYRGRGRADGLAAGAGGLGVSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRR
ARFRIAGDGPGLVRVDEGQITYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMAL
PCANPRTILSALDRSPEDGPVTVWSRIVRPALT
>MCE8456561.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB15
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MCE8456562.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB15
MQRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLTEVLAG
GGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFGSAGLHFRLLLPPLDRDPIWPQIGKTARVDWPE
GADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILRILRLS
ENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVAYWR
>MCE8456563.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB15
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWRDWQQ
NRPSGTEADPLHLPPPPVDSGFDMAEERDSTGQDFRLAVLRAMILAANSDGHIDGDEHRRIRDRIEALGLGAEEKAALFD
SFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGA
>MCE8456564.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB15
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPGAVIEMWGGGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MCE8456565.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB15
MTTRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGPHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDDIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEDERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MCE8456566.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MCE8456567.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB15
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MCE8456568.1 aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB15
LGLDALIVGTNDLADGMGLRGRVGHPGIHAAFGRIAAAARARGLAFGAMGLPPELVESHALALGASILVATNETNLIVEG
GAALLAALRGPTGS
>MCE8456569.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MCE8456570.1 hypothetical protein LZ188_08475 [Rhodovulum sulfidophilum]AB15
MTEPRQTHMVFVDIDPEEDAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MCE8456571.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB15
MAAHPHGGLHAATICPMRADGALDLDSLGAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDAATRAKDTDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAVALAPCLEPGDD
>MCE8456572.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB15
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPDTTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFFAQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MCE8456573.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAATRFGERLAPGILVAGICTSVLTAELVGTLGI
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>MCE8456574.1 hypothetical protein LZ188_08495 [Rhodovulum sulfidophilum]AB15
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>MCE8456575.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB15
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPDGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MCE8456576.1 CoA transferase [Rhodovulum sulfidophilum]AB15
MGKDMGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKA
PAALDAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSL
EAGPVAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSP
APYGIHAVRDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDY
DALPENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTD
RMRG
>MCE8456577.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MLTIGKLGKAAGVKVPTIRYYEQIGLLAPPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MCE8456578.1 cadmium-translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQATGGDCDCHCGCGGSGAAADVGAADRAAAPDREGRSWYRTGRGRFVLATGALLAASWAVGLVLPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILAAAEARGLDLPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIG
>MCE8456579.1 MmcB family DNA repair protein, partial [Rhodovulum sulfidophilum]AB15
PETGVILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSVWCP
>MCE8456580.1 DUF6324 family protein [Rhodovulum sulfidophilum]AB15
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGTKPKG
>MCE8456581.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREDDRVIYLEALESRKGVRYSARPGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MCE8456582.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB15
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWVFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MCE8456583.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MCE8456584.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB15
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MCE8456585.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB15
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MCE8456586.1 CoA transferase [Rhodovulum sulfidophilum]AB15
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSITLDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATKRSQHVGEMYEILGQEMPKRATDTWIETFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEARGVLGRMAGSDK
EEA
>MCE8456587.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB15
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>MCE8456588.1 CoA ester lyase [Rhodovulum sulfidophilum]AB15
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALREPRGANRLWVRVNPLESSDFEADLDTALE
GGADGIVLPKAESGDCIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARTRGE
DGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEAA
RRIVEAFEADPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MCE8456589.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MSGQAVLLGRGFYWQDMTAGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMVYEPLRLMQGR
>MCE8456590.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
QGVLHGLGISVLSRFVVAQELADGRLKEVPMALRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGAPG
RPSHPPSGKAHRKA
>MCE8456591.1 cobalamin biosynthesis bifunctional protein CbiET, partial [Rhodovulum sulfidophilum]AB15
MSETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALR
>MCE8456592.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB15
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVVALAGPPRRVFLAVGRMHLEAFAAQPQHRYLLRLVDRPN
APLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MCE8456593.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB15
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGPRP
LVYTPRSAPE
>MCE8456594.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB15
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MCE8456595.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB15
MPHDYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MCE8456596.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB15
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLA
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCTVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFSRIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLAQAGLPGAPAEDLTGDLAEILGRETLSWPLAEYEAALAALPPPLRDALSEVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSEACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAATEAGSGFDTAPSVAAESAALLGALQGG
PVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTAGEDF
AMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPYAGRP
ETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLLLAVD
YARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAATLDHM
AAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MCE8456597.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB15
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MCE8456598.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSAPAPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MCE8456599.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB15
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAASDVPRDIRLDGQWLPAVVLRVEDQQMRLGIEGVEDGEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEETPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MCE8456600.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB15
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MCE8456601.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMVELPARRGRISPDAAALGALRRKRG
>MCE8456602.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB15
MSVHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNM
DGTEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MCE8456603.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB15
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MCE8456604.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB15
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MCE8456605.1 hypothetical protein LZ188_08660 [Rhodovulum sulfidophilum]AB15
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MCE8456606.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB15
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MCE8456607.1 2Fe-2S iron-sulfur cluster-binding protein, partial [Rhodovulum sulfidophilum]AB15
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPAEPDPD
SYEHFHV
>MCE8456608.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB15
MTKATRTGLSRRRLLTGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFSERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MCE8456609.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKIKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAASGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MCE8456610.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPR
TARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQA
MCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>MCE8456611.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MKLRRMTAGELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGRGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWATDTETRRTLVCRAAGEVAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>MCE8456612.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB15
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPTDWHMNSIRHLALGPGGTVAFAMQWQGPR
AEMPPLLGLHRRGTAPVWLDAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTTQQARAFDNHLVTVGAA
>MCE8456613.1 imelysin family protein [Rhodovulum sulfidophilum]AB15
MIRRTVLAFALALGAAPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLE
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALASAILADWQDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
RASLGPALGVAAGFNSRDGD
>MCE8456614.1 c-type cytochrome [Rhodovulum sulfidophilum]AB15
MGSAAVAGPLTQAVTGPGLPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLTAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAIPLSEGESAALRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPEGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGAGLAGGGAGASGQEWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>MCE8456615.1 bacterioferritin [Rhodovulum sulfidophilum]AB15
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MCE8456616.1 hypothetical protein LZ188_08715, partial [Rhodovulum sulfidophilum]AB15
EGAPRMIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQH
RKDKTSCKATPRSSNT
>MCE8456617.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MCE8456618.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB15
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MCE8456619.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MCE8456620.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB15
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MCE8456621.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB15
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFAAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVIPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MCE8456622.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB15
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MCE8456623.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB15
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRGELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MCE8456624.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB15
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGGQVQVFGLAADNARAFWNWGFLDELPGEPRRDLPKTRAMLMRACDARLPAHLPRAELDRIAGMLVAAAEAVKGEEAR
AYGT
>MCE8456625.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MIWPFLFKNKALLLSAIVAGIIKFTTPLLVIGLTASVVDTVTARDAPGVEITGELLLSIFKVIAVVTIFWLPSAYLRQYL
CDTLSVRAAVELRAQMFANLLNQPYQKRMQFRAGDIGTRLLGDVQQIAGLIGDGLVYFWIDLCSVMIACVFILAEDLWVG
GLAIAILPVYYLALGHYRQKIRQHSTKVQNDLGAVSAHVQERVQAIQVIQDLGAVDFERTQLQPRLEKARQSFLARSRTK
SFSVMVSSFLTQVPSFVVLGVGGYAVLSGQLSVGSFTAIALYVRQIFWPLDNLSNFNVKLAMAQGSMDRLSEIWDTQDHT
IRTREPIRRKALTVESLEFQLVSGGYGDPVLRHVSFKANRGDWIAVVGKSGTGKTTLTRLLMRWIPPMTGRILINGQDIN
TISLDTWRARVGYVSQDNLLFSGTLIENIAYTDHAPNYDRAWQACRDARISDFIEDLPNKLDHELKEFGTTLSAGQLQRL
CLARALYRAPDVLILDEVTANLDSETEVSIYEMVRAAARDKIVLTVAHRPAVLSFATHRLLLDNQESHFSLMTPDPPPNG
SLHVRAEHNT
>MCE8456626.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB15
MASIIKKHTEFSEKLLKMAPVHAVSLKLLANVPAMMRAAPLPYPVSPEVFQSVAPALFKRRIDSLYYLQFDRNAEPQQQY
RNVFEQQNRAFETVRDAARDLDCDVCVYKGLNYLFRVFDRDPINMMHDVDLVVRRADVPRIKQALRGLGYVQGDLVENTL
EIVPRTQEFLESYDTEGYELYAFTKVLDFPAHPALNNARGPVYKTSDAMKIAVSFDIHLSPSLDLGAQLIWDHAVHVTAA
AAACTDLTVQVWLSALRYYIEVALNRRRRNIRELAYITAALSHPRLDWELFVALTHTHGTHPPIWYTLAFLDHVAELSIP
DWVLMSLHPTKGDRTFDFGWQYPKLFGLLDELPKDELRSGLARGNG
>MCE8456627.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MLDQNAFSNSHPPYLACGYIGIEGPGCSGKTTLLKSLIARHPTLAQVPEYYELNNCQPFAPPSTVRTPAIQRDVLALLLH
LEERRQDIVREAARQRLLAVSDRTFLSCIAYDYARSHVEADIDWRKTERRFSQAEFQPPALILYLTTPDNVRSHYADKIG
IRKKSMTRHPVFLEMHRAYFEHHVSRRIKTRFVSVQRADAILSSLSELVGS
>MCE8456628.1 hypothetical protein LZ188_08775 [Rhodovulum sulfidophilum]AB15
MKNILPSSERVFLIGPGGVGKTTTGRVLAPRLGYAFSDLDDYFCETVENIRSFISRFGYRDYVIQNARCFHEMISACDTD
AVIALSSGFLIVETAADVVQANREAVLSLGPTVLLVPSYNHDTAADIVARRQAGRGFNLIEDKERKKFLERIPVYEPFAD
IVETSQDAPAEIAERVAQKLSKLPRPTPPSAPKERPHVGSERVFK
>MCE8456629.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDGLPSADKPYYSTQPVPGFDPHFDTHDLSVLQLAGSKRWRIGRQPHPEARQVVKSRPEDAPNHWDRDFLLRQSATMFL
PRGTWHMAETAEAPSLHMTVSYRYDNVHDYLVWLAKNAYRCDALRKRLRTFTSQSDDINGALTVTLANALREMSKLDFSP
QAMEQSKILPSKSSDHPANEKYPSLL
>MCE8456630.1 hypothetical protein LZ188_08785 [Rhodovulum sulfidophilum]AB15
MNVDRILGLDPRLLAPEEVSEPILADPDPARFGALFGMDDLRALIATVCSPLIGHKRPYLRVVKEKKSVQEKVYGQFAKL
GGERVAAQVDPKKLRAVLDSGATLNINFLEELHPTMRGFADETA
>MCE8456631.1 phosphotransferase [Rhodovulum sulfidophilum]AB15
MNIPAASLAMPVLRQRDTSLQVWRVNKHGTLVAGFADTVITVTPEASRSNRRSEAILDALQPCAPDIALHPLSTTAVNGS
VVTVFPRGLALEPSTETYTEALALLKRLHCVQVSPLLPALSNDFLAKGRYCPDTAWAALFEPTVVRLRDDIRCAIADERR
RATEAFTCGAFANHPACLIHGDVQIENMIQLNGALRLIDWEDARLDHPLMDIAQFFFANSVPQTDVKSLMAAYSPELQVS
DLRLFSFLNFLWTTLFMQNHRALMDAARRWALQHDLPPILQGLCQDTLASFEENTP
>MCE8456632.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MKLRDHILTHDNAYRGLLMPIVSKLLGKPPNLSIIIPFYKADNTIRETVTCLIAAADYARTYGGIGTAALRIVVDGCAPP
DLFGISCPPGISVSLDHHPFNLGRGAARNTGLFRAEGDLTFFVDADIWIDPHALFHHVCLHRQFDQTLTPAITFGLFRTF
KIRGKDTRHLKRADLTPSNGIVDFRTLCDFKEAYLCRPEDSVFVGRRFEILADTDALNAWPLEGWHGPWTLPEMCLGGLF
CVKTKEAQAVGGLDATFNGYGYEETSLVAKLLVATGCKVVPEQSCENLHIDIEDEGQSRAMKDELLRQSYRKYHAVFLEH
EFQRPMTVAE
>MCE8456633.1 glycosyltransferase family 2 protein, partial [Rhodovulum sulfidophilum]AB15
LLKGTLAKANALYQSFWTLSHEIPRLLNQSQGSEFKQRYANAHCVGHGLFISIELFEELGGLPEDTLTEDLFLGFKVRAS
GTSISPVPYLEYADAPSNFRSAFRQKRVWFWGPMLYPYYLLQVLRTGKLSPQDIARASAIALQGWLSSWRWLAAGPVVLF
SLAGIVFAASSFGMLVAFLAVAGFALSAPLCVLYAAHFDLRSRDLHYRWSDIAAIALSSIPQIIAHSAAGFLALREGLFW
AVTGRLPRKTRTE
>MCE8456634.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB15
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHDTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRPGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEE
>MCE8456635.1 D-aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB15
MRALVQRVSEAAVRVDGTTIGEIGPGLLVLVCAMAGDSEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>MCE8456636.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB15
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALTASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASLRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALDRTTLAEALPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>MCE8456637.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB15
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MCE8456638.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB15
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFESEGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAAATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MCE8456639.1 DUF6338 family protein [Rhodovulum sulfidophilum]AB15
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHTRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MCE8456640.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAVDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGNASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MCE8456641.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB15
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVAFDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAQGAGAATGV
>MCE8456642.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein, partial [Rhodovulum sulfidophilum]AB15
VIFGALGLVLHSLTFGIDPLSDKGMEGIDSFQNSRVARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTV
EEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSRDASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDR
LHREGIAPVPVTPKTGETA
>MCE8456643.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB15
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDYGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>MCE8456644.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MAERPYVIDELLSAKTIAARVESLATEITAHFADTEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGDSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MCE8456645.1 SufE family protein [Rhodovulum sulfidophilum]AB15
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MCE8456646.1 hypothetical protein LZ188_08865 [Rhodovulum sulfidophilum]AB15
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRTLVVRGAQNQRQSRR
>MCE8456647.1 hypothetical protein LZ188_08870 [Rhodovulum sulfidophilum]AB15
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETPPEYLPCRDLEQALSMSDARMRRLNSRNMSSEATYLRD
RNKRLIARAYECRRPS
>MCE8456648.1 ribonuclease D [Rhodovulum sulfidophilum]AB15
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MCE8456649.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB15
MVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLAEARPDILCLAGFMRVLT
PDFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPVLAGDTADGLAARVLVQE
HALYPAVLRRFASGDRTPLYLP
>MCE8456650.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB15
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MCE8456651.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB15
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MCE8456652.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB15
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MCE8456653.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB15
MRRKLAAGNWKMNGLSGSLGEAVALAATHSAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAAEGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MCE8456654.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB15
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>MCE8456655.1 signal peptidase I [Rhodovulum sulfidophilum]AB15
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MCE8456656.1 ribonuclease III [Rhodovulum sulfidophilum]AB15
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETAREMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKSLHRSPS
>MCE8456657.1 bacterioferritin [Rhodovulum sulfidophilum]AB15
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGTGE
D
>MCE8456658.1 GTPase Era [Rhodovulum sulfidophilum]AB15
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLVEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MCE8456659.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB15
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADAAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAG
MRRRMEAARG
>MCE8456660.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB15
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFLALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKVEDRG
>MCE8456661.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB15
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MCE8456662.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB15
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MCE8456663.1 hypothetical protein LZ188_08950, partial [Rhodovulum sulfidophilum]AB15
LEIPDRTILPHPRIQDRGFVLVPLAEIAPDWRHPVSGRTAQEMLAALPAAEIACISPFAGPWAGVSALVKSYPSP
>MCE8456664.1 hypothetical protein LZ188_08955 [Rhodovulum sulfidophilum]AB15
MSIDIKIIPGTEASIPDPPRPKRSGDTDPRQYFPMRPMTGEQRNALRRAAEELSGALSGFWMHRVPGKRQAAINMDHYLT
GAGQDREFSPGNVDDLFDTLTESSTKRHYSLEQGFLDKIREDLVRGGGWHNPALQFTELRFQFPQLGRAMVRVIEQRWHE
LVLCRRLILGCFRRPRSARC
>MCE8456665.1 hypothetical protein LZ188_08960 [Rhodovulum sulfidophilum]AB15
MEVYYRAYIYDRYNWDVERDSGMTIGKTTFIPNEIEWLIDQDLLTDQNMPEFRRWQPDYVTAVPDDPSTDVDEGGYMVND
ALLGTMMEFGEAQSFDIVGSGRIRSVFLNYASEKEGSDEPLPSESKER
>MCE8456666.1 hypothetical protein LZ188_08965 [Rhodovulum sulfidophilum]AB15
MKRKVLVPAFGGLLLLLAVAVGYRIASTGERAMGEYPKTACLDTDMATMTRLVHRVLPGDWRPELKDFRCNRSNFGPLTS
AWARVLPGEIVPEAVALQETGSDMSWLLADLPRIYPGLLDGLDPNKQRYARFRVEQTMYVITLVALESGDFLFFMFDGGA
>MCE8456667.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB15
MRRLLSLLLLSLTLLTCAPVAQTPQSDAPALPYTRAAFGSGWTDPDGDCLDTRDELLAALSTVPVRLAPSDCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MCE8456668.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB15
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MCE8456669.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB15
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
ESVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFAARGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MCE8456670.1 Maf family protein [Rhodovulum sulfidophilum]AB15
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MCE8456671.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB15
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MCE8456672.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB15
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPSG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MCE8456673.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MSLEIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFADSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPDDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>MCE8456674.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB15
MTRDVTRDTIARYFAAFNAGDAEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRESLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MCE8456675.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB15
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MCE8456676.1 UPF0262 family protein, partial [Rhodovulum sulfidophilum]AB15
ELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAEFHLSLSPFR
QAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHGG
>MCE8456677.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB15
MRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKSVANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAAL
PFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPEAILPLSRGADGRLGVRSESGGSSRPVQIVMNINTPDV
QGFARSQSQIAAEMSRLLSRAQRNR
>MCE8456678.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB15
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MCE8456679.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDEACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVTAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>MCE8456680.1 NlpC/P60 family protein [Rhodovulum sulfidophilum]AB15
MIDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MCE8456681.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB15
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSHGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRSMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIYPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEEEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
SWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAEPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVSDLDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVLQPAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAVEDAGYTLNTTLE
RSAVIGITETPLHAAAPGRWDRGPALRVKLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAELVEAGTYDLRM
RLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLRPYAPCHLR
SRKGPGADLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPGWTYTAAMQVADGAVAPFVVEV
AQLSDQFGPGPYRRIEIDG
>MCE8456682.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB15
MANTANLSLPLLQAAQAQKHVIVNEALIRLDALVQLRLQSLTVPAPPLGGADGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLAGWRAFVVDAGTDMRWTGGGWTVVGGAVAPSGAGIGFRVLEFDHPVAAGGVQDTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MCE8456683.1 hypothetical protein LZ188_09060 [Rhodovulum sulfidophilum]AB15
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDADYCRC
LAQVLGALATWRDWKAALSAPG
>MCE8456684.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB15
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLADVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MCE8456685.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB15
RTKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMML
TLVRYMGCAGARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALR
VLKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSSA
DG
>MCE8456686.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB15
MANMFTDDDDALLSELGIEVEKKKLVTRTPREERIIAGFEDIQKFVAEHGRLPQHSEDGDIFERLYAVRLQRLRELPEAA
DLLADLDADGLLSGAEVTPVADDLDDDALLAALGVEVEASPITELKHVRSNAERKEAEDIANRQRCEDFETFQPLFEKVQ
RELDSGQRETRPFELKAEIQKGRFFIVEGQKAYVAEMGEETLTDQGRRDARLRVIFDNGTESKMLMRSLQRALNKDESGR
RITESVAGPLFADAPEEGDSTTGTVYVLRSKSDHPMVSENRDLVHKIGVTTLGVEKRIAGAQLQPTFLMAPVEVVATYEL
YNINQTRLENLIHRIFGNAQLDIEIPDRFGRPVTPREWFLVPLFVIDEAVQKIKDGTITKFRYDPEKASLVSIG
>MCE8456687.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB15
MHDDDIDTSEVPELTAAFFSGAILSRPGESLVQKVRTARRGVPSVSVSYPANGSSTMSNELGMRTMQERAYEKRGEQYLL
IKSPPASGKSRALMFIALDKLHNQGLKQAIIVVPEKSIGSSFSDEPLSKFGFWADWTVAPRWNLCNAPGGDSGKVGAVGT
FLEGDDQILVCTHATFRFAVDKFGIEAFDDRLIAVDEFHHVSANPDNKLGAHLGTLIARDKAHVVAMTGSYFRGDTEAVL
SPEDEARFETVTYTYYEQLSGYTYLKTLDIGYFFYSGSYADELLKVLEPTEKTILHIPNVNSRESTKDKHREVEHIIDAL
GDWQGTDPVTGFQLVKRPDGKVLRIADLVDDDPAKRDKVSASLKDPSQKNNRDHVDIIIALGMAKEGFDWIWCEHALTVG
YRSSLTEIVQIIGRATRDAKGKTHARFTNLIAEPDASEEAVREAVNDTLKAIAASLLMEQVLTPKFEFKPKTPASTAQDG
FDYGENGYDDSKCNVGFNEQKGTFQIEIKGLTQPKSPEANRICENDLNEVITAFVQDKTAIERGLFDEEMVPEELTQVKM
GKIVRDKYPELEEADQEAVRQHAIAAMNFTQQAKKTLLGDGTDAPSNTAFVDGVRQFAMSVKELDIDLIDRINPFSEAYA
ILAKTMSEESLKEVAAVIEAKKIKLSPEEARDLAKRAVKFKQERGRLPSLTSTDAWEKRMAEGVAFLTRMKQEAMNG
>MCE8456688.1 BrnT family toxin [Rhodovulum sulfidophilum]AB15
MNTFECDKAKAKSNFEKHNLKFTDAARGIKAGFALTAKSPLSDEHDEERNLSIIGRAGRRAMVAIWTPRGGNVRLISVRH
ARDKEQEAFDAYIRQTN
>MCE8456689.1 lactate dehydrogenase [Rhodovulum sulfidophilum]AB15
MNPVEIEQAISDLAEAPFDAAEFPYAFLEAFGRKATEIKKLRKGDTNKSDLGGVLQRNNIHMATCALGEVSQTLAALKDS
PATTKHKAKFILATDGQTFEAEDLIGGDTVACAYKDFPDSFGVFLPLAGISTVKQIKESAFDIKATGRLNRLYVELLKDN
PDWGKAERRHDMNHFMARLIFCFFAEDTDIFTTADLFTGTIDRMSNRDGTNTHEVISEIFRAMNVATKDRASANLPRWAD
AFPYVNGGLFSGSTEVPRFSKIAQRYLSHIGGLDWTKINPDIFGSMIQAVADEGERSVLGMHYTSVPNILKVLNPLFLDD
LNAALEEAGDNARKLLNLRNRIAKIRVFDPACGSGNFLVIAYKQLRTIEAEINRRRGEADRKTDIPLTNFRGIEIRDFSA
EIARLALIIAEYQCDVTYRGQKEALAEFLPLDSQNWITCGNALRLDWLSICPPTGTGVKVKADDLFQTPLDQAQIDFENE
GGETYICGNPPYLGSQWQSTEQKEDLGRIFDGRTKNWKSLDYVAGWFLKAADYGMHTPTVSALVSTNSVCQGRQVETLWS
LIFDTGNEITFAHDSFKWANLASHNAGVTVVIVSISNRLSTTRRLFSDGDSGETTMREVGNINPYLISGPNILVKSATKP
LCAQQEMSFGNMPNEGGHLLLSLSEAEQAINDHRVPRKFIRPFIGSQEFIRGNERRCVWVRGDELPETYGNEWLDRRFAA
VAQQRSKSDRATTKALSEIPYRFGEVRQSGDEQIIAVPAISSENRDFLPCGLLPSGNIMSNKCYALYDAPLWNMSLIASR
LHWVWIGTVCVRLEMRFSYSNTLGWNTFPVPKLTEKNREDLTRCAEDILLAREAHFPATIADLYDPEKMPADLRAAHDRN
DETLERIYIGRRFKNDTERLEKLFDMYTKMTTKVS
>MCE8456690.1 HigA family addiction module antitoxin [Rhodovulum sulfidophilum]AB15
MTHPGILVRRECLDPNGLSVTDAAQVLGCNRQTLSNLLNGRSGLSPEMALRLEKAFGTSARSWMERQMNHELETVMARAH
EIEVQPFTRQTP
>MCE8456691.1 hypothetical protein LZ188_09100, partial [Rhodovulum sulfidophilum]AB15
LVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWIVLVALIGWIAPSPGEIGRRVREAVTRRRA
>MCE8456692.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB15
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTMLVGVNARRYLAVASEAGLWI
AALGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MCE8456693.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB15
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MCE8456694.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB15
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MCE8456695.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB15
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDRRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MCE8456696.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB15
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLRLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQTERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MCE8456697.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB15
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MCE8456698.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB15
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MCE8456699.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB15
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MCE8456700.1 shikimate kinase [Rhodovulum sulfidophilum]AB15
MGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANRE
AISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTR
PDVLEAA
>MCE8456701.1 hypothetical protein LZ188_09150, partial [Rhodovulum sulfidophilum]AB15
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRKPPPTITPVPGAEPITVMPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLL
>MCE8456702.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SRRQAARGPDPRALDHWLDALRDAPQPCPIRRPDAPPLHRDPDAADGAANDAGGAWCEIALEPHVSDGLYALSKACAASL
FNTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHLTPRALIGTVRDMINGSLPHCEIPI
DLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGLQFEVVEDVIGGKRGLRMMMSYR
HAHYSADDIAELVAAVTRTCTAFAREGAADRPLDALLS
>MCE8456703.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTRPDPGPFTAQISADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNLLPAQSGQV
LLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADLAGRDVDAL
SGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIVMAEGALVA
EGSPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MCE8456704.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MNATAKAGAAPRKSGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGTASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIDGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPDASDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>MCE8456705.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MDGQALGPRQDTSRQDTSPQDAPPARRRRVSPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGQLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELERRADLPVASPEGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLKARGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MCE8456706.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB15
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MCE8456707.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB15
MARKDLLKGLMDPGKPAPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDSERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MCE8456708.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB15
MTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPLIVFPSNAALSERAHG
MAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGLD
>MCE8456709.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB15
MFTIILLAAAIMVGIILLFLQGDRMRDSFDEDVRRFEELVQTLDELEISFLKARRAEKDFLLRQDVGNIDRHAEAMTLLN
ERSAHARILARDTGGEVTGLLDGVDRLIKAYATGFASLVESHRLLGFNEDDGLQGALRAAVHEIEMVLKEASTPEMQVKM
LMMRRHEKDFIMRVDPKYRDRLNARVEEFRAFPADYYVDESQRLRIDNLLERYQKSFNAFVEETLREQRLQQDLSAAYSE
VEPLVSRLHEVSRKRKNEVSYAATVATAAAHERVLTLSAAGLVVFVLLALSVSMAISRPLKTVSAALRKIMDGDFSHALR
PSWIAEANAISTAVEVFRSDLAEKEQLSRDISSVIDACAAGDFSRRLPDPGANSSSADIVRGVNAIGDSAQKGLGDVLTA
LDTLSSGDLSVAMPVGHQGVFLDISRALESVVSNLAGIVLQLSRSSETLNRTARKIADSADNASQRGQNSAASLEETAAA
LQTLEHNVRGATENAKSAERHVTTARERAEATRSVADSAVDSIRKIEQSSQSIGQITDMIEDVAFQTNLLALNAGVEAAR
AGEAGRGFAVVASEVRALAKRATEAAGEINSLIRSSEGHVVDGVRHVSETVDALSSIQEAVVHVYDKVTEISATAVEQAT
SITEINTAVGSLDHDVQKNAAILDETATAGQELTTEADTLVELVRKFKLPTQERSGIHPFAAE
>MCE8456710.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB15
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRRDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MCE8456711.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB15
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MCE8456712.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB15
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTYAIIPNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAY
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MCE8456713.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB15
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MCE8456714.1 hypothetical protein LZ188_09220 [Rhodovulum sulfidophilum]AB15
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>MCE8456715.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MCE8456716.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGKLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>MCE8456717.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGRLLAGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MCE8456718.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MISFAGAIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQSETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGRRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MCE8456719.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB15
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MCE8456720.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB15
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETARPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MCE8456721.1 YicC family protein [Rhodovulum sulfidophilum]AB15
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVALRLVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLSDSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRLAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKAAIDQMREQVQNVE
>MCE8456722.1 guanylate kinase, partial [Rhodovulum sulfidophilum]AB15
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVS
>MCE8456723.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB15
MTSAQSLSLPAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKFGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPGSPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYG
>MCE8456724.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MCE8456725.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB15
MDQPIPPSEKSAATPPGTEEKETAQAAPPPVDKPAASVSAPLRSTPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTARIAHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>MCE8456726.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB15
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MCE8456727.1 HNH endonuclease [Rhodovulum sulfidophilum]AB15
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MCE8456728.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQQLGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MCE8456729.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MCE8456730.1 methionine ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
LDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHPTTRSFLSGVTGITLP
RFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLISVDAARGAEARDYLN
RHGLSTEVLGYVR
>MCE8456731.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB15
LSSSAGRLFDAVAAALGLCAGRQSYEGEAAMRLEALAEGCPADRPYRFAGLDPAPAFRAMMGDIEAGVPHPLISARFHAG
LARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRETPANDGGLALGQAVIAAAGELPQMESF
>MCE8456732.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB15
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MCE8456733.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB15
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYCGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MCE8456734.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB15
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGAALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MCE8456735.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB15
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MCE8456736.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB15
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADDTGRAG
>MCE8456737.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB15
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IETREPTLPPHLQAALAAGAAQG
>MCE8456738.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB15
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MCE8456739.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB15
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLMRVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARTACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MCE8456740.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB15
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEAPAVPTRRAVISGGLATEAPGE
>MCE8456741.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB15
MGKCARAGRVIGWITRAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MCE8456742.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB15
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MCE8456743.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB15
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MCE8456744.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB15
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MCE8456745.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MCE8456746.1 aminotransferase [Rhodovulum sulfidophilum]AB15
MAASQPPRGGTAATFAPPVMQARRWLDGVSFLADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSDPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MCE8456747.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARTAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPKTYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKARYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMNEAQTAMDKIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVVSDWRR
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MCE8456748.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB15
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MCE8456749.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB15
ESAAPRRPSDLRLGELLLASGALSPETLSRVLAERARMEIRLADLLIAEGLVPPDEIDATLCRLHDTGRADFDSYSPDPR
LIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICREAELQEALAACRAPALARAAETRVN
DWDSCRFWYHAGPRAAVVLGLSALGLATLAAPLAVLMLLTLWTMLWMALGSGLKLAAAVAQIRALHRARRKPPDPPPTIA
RLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMRALTVPAGQIKTKPRALNY
ALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAEYAAWFRVVLPGLARIGLP
VPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWVRQRSRWLKGYAMTWTTHS
RRPGLLLRQLGPRATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVFKLFLACEAINLAVGAVGL
WRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAPPRTTENRTAGRPAPESPAGKGAAEARN
AGPDAQPSASIASAS
>MCE8456750.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MCE8456751.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB15
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MCE8456752.1 hypothetical protein LZ188_09415 [Rhodovulum sulfidophilum]AB15
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MCE8456753.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB15
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MCE8456754.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MCE8456755.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MCE8456756.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB15
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MCE8456757.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MCE8456758.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB15
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGETVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MCE8456759.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB15
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MCE8456760.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB15
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDEDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MCE8456761.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MCE8456762.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESSIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MCE8456763.1 CvpA family protein [Rhodovulum sulfidophilum]AB15
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MCE8456764.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB15
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTIVEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MCE8456765.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB15
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFGAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGSRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MCE8456766.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
NDGTMIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPA
LERMIRTYNITELCTAIKPYCFLREFARGPEAGAGTAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAE
RAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAY
WNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFF
WNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGR
HPMVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGS
EYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRA
ELAPDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MCE8456767.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPVRSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MCE8456768.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB15
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVISVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MCE8456769.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKSALICPGPGRSGTTLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYERNFDVDGDDADALRFEFSPRYTTVTAPSWHK
TVVERIRNGVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKNFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGLHVPNTRRGAEIPQSSKAKGHPRYYYSQDHDICIRNREGREAYLPA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDK
VFPCAEPDFDLLNDALPELKKASLSEM
>MCE8456770.1 hypothetical protein LZ188_09510 [Rhodovulum sulfidophilum]AB15
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARGLIGPRDIVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVVADFVTIAGLPLDPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRILREMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MCE8456771.1 hypothetical protein LZ188_09515 [Rhodovulum sulfidophilum]AB15
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGGANFIELDKHRGFRKAPAFNAALVRQVLRAHPDM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLALKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>MCE8456772.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNSCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MCE8456773.1 hypothetical protein LZ188_09525, partial [Rhodovulum sulfidophilum]AB15
MIRRLILHIGRHKTGTSAVQRYLAGHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAVEARRRAEAADG
WRARLAAAAEAGHTLVLSSEAFQNCGDFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRF
>MCE8456774.1 RidA family protein, partial [Rhodovulum sulfidophilum]AB15
MARRLISTGSPFEARIGYSRAVVVDGWVFVAGTTGYDYATMTMPDRVEAQYANALATISAALAEAGASLDDVVRVRYILP
>MCE8456775.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB15
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIISQRGKGSAIGFGADVKENDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MCE8456776.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB15
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MCE8456777.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MCE8456778.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB15
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLDRDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>MCE8456779.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB15
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMKQFRKGLDILDAAVEACVPFAMAAE
>MCE8456780.1 ectoine synthase [Rhodovulum sulfidophilum]AB15
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACSFNPPVTGTEVHREDGSYAPVEELAD
>MCE8456781.1 aspartate kinase [Rhodovulum sulfidophilum]AB15
MTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDAL
NRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAQSAFVTAALL
RRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAII
HKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEGEAPR
VEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVENDLEARFPGATLTAR
NLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVEEDSRQEAMAA
>MCE8456782.1 hypothetical protein LZ188_09575, partial [Rhodovulum sulfidophilum]AB15
GKRTAMHDKGRAGERGGGDRRRRLSRRADLGGFPNLRRIWSEARIVPEKESSAGVKSFFLGCFVEFGAFFCTASPDDSFS
LFPFFPMRAEVSFPEQLAWGPGPLFTTWSPELPFGNER
>MCE8456783.1 hypothetical protein LZ188_09580, partial [Rhodovulum sulfidophilum]AB15
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRTGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLKAPEAGLT
LSAERVRALIDRA
>MCE8456784.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAATLVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGALANAWISAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFIEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MCE8456785.1 di-heme-cytochrome C peroxidase [Rhodovulum sulfidophilum]AB15
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDEATFDAFADK
VAGGTGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKPGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHSTWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNTL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAEPCKYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MCE8456786.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MARGEEIAAENRLGPQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPERVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPES
>MCE8456787.1 cobyric acid synthase CobQ, partial [Rhodovulum sulfidophilum]AB15
FRGDPGVFAPAARDIRAETGWPVLGLLRWSEAARALPEEDSLGLGRRKGGGGRLVIAVPELPRIANFDDLDPLAAEPGVD
LRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPG
LGLLDIETVMTGDKRLARIEATDRISAQPVSGYEIHMGRVAGPATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGF
RRHWLGGIGADLSPDAMAGDPVERALDRLAEEIEADLDLDELLTLAR
>MCE8456788.1 Rne/Rng family ribonuclease, partial [Rhodovulum sulfidophilum]AB15
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDDGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAERNADEAEDRGDHVAPAASDD
DAAPTDAEPADGVQSADGETRPAETEAAEAEDAAPAEDAEEDATDRAGKGDEPPTTVMAMAAHSDDPVETREPSAGIPGM
DVVDLGDDEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEADDTASSAEETGEDGPEEIHHDDQIESVAEEDVHEEIRP
RKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMD
VPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRL
AKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETAL
KTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEAT
TQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLIS
PDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQG
YEAGQDESDDADSDGDTDAEAPEAVTAESSNEAA
>MCE8456789.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB15
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MCE8456790.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MCE8456791.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB15
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGERIEIPVAHHDGNYVADADLVARLKDE
DRIAFTYAEPVNGANADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MCE8456792.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICARQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MCE8456793.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB15
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MCE8456794.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB15
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDTELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSESSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCRTCMSCGYSKCQ
>MCE8456795.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB15
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAGELLDGGSLYWVFKGMILARQGVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADTAPRDLPAARAQEDDLPPQLMAALAEIGVR
>MCE8456796.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MCE8456797.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB15
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MCE8456798.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPVDPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARCETGAETCARLRELVAGSAMGGQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MCE8456799.1 hypothetical protein LZ188_09660 [Rhodovulum sulfidophilum]AB15
MDRELTILDNRIARLSGELDGLSRDIARQGKEIGRFRRQVAATLARAAERDRTEAAEVAP
>MCE8456800.1 DNA polymerase III subunit alpha, partial [Rhodovulum sulfidophilum]AB15
SPFDSLFDFARRVDMKHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRP
AQVPDWLPNERLAEEQKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMSGAVAARQERKSAKGNRFAFV
QMSDPTGLFEVTLFSDVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVA
TLLDRARGESGARGRGPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MCE8456801.1 PucC family protein, partial [Rhodovulum sulfidophilum]AB15
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHS
>MCE8456802.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB15
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MCE8456803.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MCE8456804.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB15
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVRLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PADVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDDETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MCE8456805.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB15
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MCE8456806.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N, partial [Rhodovulum sulfidophilum]AB15
PFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVHFYEQAGDLA
GLFARPVRRRAILAGLEGAA
>MCE8456807.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB15
MSETELDLWISMKLVSRPLQAFLSDPFRKHPRALALQDDTIAGSGGAHARIHLSEIAASPVVQRGRVSARLILDLGNQSF
VIIPGIQEAPAKAFAQAVETAWSGYNLAQLSKENGAIASLMTAIEGLKAPARYPAACLVAPAASQAADLDARVLKKLKPA
ALGEETMARLAPITELARNPEQLRDAAIAAFVDQQLTDWKEFFDTVESMPLTPEQRLSVVVDEDATLVLAGAGSGKTSVI
TAKAAYLVKAGIRQPHELLLLAFAKDAATEMSERIEARCGVPIMARTFHALAYEIIGTVEGEKPPLAPTATDDKAFLQLI
KDILRDIVSRMADIAGTVVGWFAGFFEDIPNAWDYDSAHKWYSEVESRNLRSLKGDTVASFEELMIANWLYLNGIAYEYE
PTYEHKLGGTGRRAYTPDFRLTESGVYLEHFGVRKTTRKDGSEELTTAPFIDRDAYLESMAWKRQVHAEHETILIETYSW
ENEDGRLLEALAEKVAPHVTHRPRPALEIYDSVTSLGVVDGFTSLIATFLRHFKNGGYHLDDCETKAATLKMGKRGEAFL
KIFGAVYREYQDRLGERIDFEDMVNRATALVESGRYDSPFRHILVDEFQDISTGRARLIQALKNQHAEASIFAVGDDWQS
IYRFAGSDIHIMRDFGREFGGVFAAHSGVHRTVDLGRTFRSVDKIALAARRFVLCNPAQITKTVVPAGEAEHPAIRIAWT
RRESGDQVLNETLKALAAEPAPPGRKATVLLLGRYRFIEPDMHNLRRRHSNLTITFKTIHASKGLEADHVILLGADSARM
GFPSMIVDDPLLALVSPEAEPFANAEERRVMYVAMTRARSTVTILASEARPSTFVTELMKDPAYDVATPREAQERTHTCG
QCGGRLLFLPGGEGPGWYRCEHIKHCGNRMPPCPACGTGLPVRKEPKGEKICGECEAVQEPCPECTDGWLVERKGRYGTF
LGCVRFPDCTGKSKKERQVGKRTSGELDAGKRQRPLGKPGRR
>MCE8456808.1 hypothetical protein LZ188_09710 [Rhodovulum sulfidophilum]AB15
MGNAGFKHAQLPAAAILLALPCLLALTLSRVAGLFSWDDGAITLAYGRTLFASGEFALNALSPRTEGTSSLLYALLNGGV
IHALDLGFHQAIDASRLISALFLGATAALLFSILQKYVAIAHAFIISALYCLLPVNYIEVFNGMEMLAFGFLLLLYLHLL
QNAPRLALFVLPFVILVRIEAGFYLVFVLGLAFLLGGTESRSRYLQHLVATVLLLFGLEIFRHFYFGSLVPNTVVAKTNP
PYSKGEMAGLEKKIAGFGLFLSYYFAPIILAFEFFRARRAEASALPNFLLIFAFGLFALLSGKNWGYDARMTLALLPPTL
VALASVDCDIRRDGSARFVAPVLAMMLTLISHTIAATGSMGDFLASVRNGKEYTDLKRQDTSNLDIKAPYNYGMYGVTPE
NYRITGEAVQALGEILGVSSVTFASPDVGGLGLCCDRVSVIDTAMLTNPDLARHGYRFFGEYIARVRPDIIETHGMWSKN
TRIYDEGFFNETYRPVIFRNTLLHVRNDHIRDLSSKGLLDEVDLQGLDWKAVRYGSQPIDQEYVLSRGKLMSVRARPHPM
NGQVGPT
>MCE8456809.1 hypothetical protein LZ188_09715 [Rhodovulum sulfidophilum]AB15
MSVLRSLWSVRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALLQLNDPLDMFRPEAVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAE
DVPYLRPVSLAAEPVDLLPPPNLAVTFLEYGMVVLILVFGPGFWIAAITDDLSERGLASSLIWFVMVALFLASRRSVART
LLLARAMALYTPAAGRPAAGSLDTRIRS
>MCE8456810.1 phosphotransferase, partial [Rhodovulum sulfidophilum]AB15
DRLTLPQGFSRPHWDIDGLLGPAPFWGRFWDHPAASDAEAILLQEARRFARERLSTYAAAGGDHGLIHADLMRENVLFDG
PRAHLIDFDDCGFGFRIYDLGTALVPNLEEPELDAIATGLLEGYASERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSD
DPRIRAYLNRAVRTAHAVMEGRPLFRIG
>MCE8456811.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEISALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMLQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MCE8456812.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB15
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MCE8456813.1 hypothetical protein LZ188_09735 [Rhodovulum sulfidophilum]AB15
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MCE8456814.1 hypothetical protein LZ188_09740 [Rhodovulum sulfidophilum]AB15
MITMVDLLGVMAVGASADPDDSTRSHVDGTRAGDGPAPDHATDDLMAVMDLHAALAEAGPAIDGMSRADELLFSWLSGGP
DSMDADDLPFPADHDHDKDLQVAETCLVDAALGAGDETFSVQDLFEDGASLPTVIDDYDQTADTLFVVYDSTTHPAPVLS
IDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>MCE8456815.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB15
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MCE8456816.1 hypothetical protein LZ188_09750 [Rhodovulum sulfidophilum]AB15
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MCE8456817.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB15
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEDQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MCE8456818.1 ribosome biogenesis GTPase Der, partial [Rhodovulum sulfidophilum]AB15
ISYTVWNRRVPTARLNRWLSGMLEMHPPPAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMP
GTPIRLTFRGQGDRNPFRAKKKKTPSRLRKHLGKKPEG
>MCE8456819.1 hypothetical protein LZ188_09765 [Rhodovulum sulfidophilum]AB15
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPFWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>MCE8456820.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MCE8456821.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB15
MTANRARLVNWASHLWRPDFKRFTGFGWIVRLVVALIVLALAIIAFGAAVLTLAQYVGALVLAQRFASVEGQYEAIRNAG
LVLAGLIGVPFLVWRSIVAQKQVKVAEQGLITDRLNKAVEGLGAEKTVKRRLTHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAKASLSELTDLTDVQTALTVLGRRAESRRRLETAARYR
LSLSRCNLAKCDLSGADFSHAAFAGSNLNDAFLYRSRFRDCNFTSASMKRVQGHDSIFEGAVFENANLSQAIFNRSRVLF
SPETQIGANFSQAQMEDSVVAFSGVRGADRWALGANFAEASWKNAIIIGFESQRDTNFGFRTARTGTDTPPGPATIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVILIGPIIRPPHWPSEALSPAAFDRECARWRADPASYVAPQDRA
>MCE8456822.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB15
MGLLLGKALRRGFKWRPDPGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAGTRERAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGNARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFHPGKKPDSRSLRSDV
AILLLETPITGIAPLPLALPERIGPEVTVIGYRRDRPNALSRVRACRVLVQSPGMAGLGCPVTEGISGAPVLQRAGRGWQ
VVGVISAALRGAGGIRSIAARPGAAFLAGQ
>MCE8456823.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB15
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MCE8456824.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB15
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MCE8456825.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB15
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSGVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MCE8456826.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB15
MTTSTRDEPFGGAKLALLTGCGLVSILRDDVPHIAWPGHWDFAGGAREGQESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRPVWFFVARIGADEIARIRFGDEGQGWAVMPVADYLANPKGIGQLKARLAEYLAARPGG
>MCE8456827.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB15
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDAGLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGPA
>MCE8456828.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB15
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSRMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERVLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTGMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MCE8456829.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRTDLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MCE8456830.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB15
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MCE8456831.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB15
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWTVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MCE8456832.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]AB15
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLTLHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVAP
>MCE8456833.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB15
MKFRGSYTVCVTAFDDEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMAMIGRPMGDPRPPRLPLPQDRQDELRRILDDLGLLAEA
>MCE8456834.1 hypothetical protein LZ188_09840 [Rhodovulum sulfidophilum]AB15
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
KAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>MCE8456835.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGIALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPCIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MCE8456836.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVLPMVAGDEVHVEMAFTDQRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MCE8456837.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MCE8456838.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB15
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQDKMHHGCDYTPYEGMSVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>MCE8456839.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>MCE8456840.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFREAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MCE8456841.1 TRAP transporter small permease subunit, partial [Rhodovulum sulfidophilum]AB15
HNQHVGVDFLILKAPLPVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYFLLEFAL
SSLPRILRPGHDPLEETGI
>MCE8456842.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB15
MNNRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MCE8456843.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB15
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MCE8456844.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB15
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MCE8456845.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB15
MTTAFLTHPDGLDHATPPGHAECADRLRAVTRALTTEGFAGLLREEAPLADEAELLRAHPQGYIDAVKAAIPAEGTASLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEGARAMGFCLFSNIAIAAKYALGRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAANNVLNLPLTPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MCE8456846.1 response regulator [Rhodovulum sulfidophilum]AB15
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MCE8456847.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MCE8456848.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB15
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPEMGVAAAQNPVRMAIAAWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEAFVRA
>MCE8456849.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLIGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MCE8456850.1 epoxyqueuosine reductase, partial [Rhodovulum sulfidophilum]AB15
IEHKGPVDPALRPLLGNRIYGCDDCLGSCPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRG
RFVRNVCYAIGNSGDSRLRGAVARLLEDADPVVAEAARWAVARLSRG
>MCE8456851.1 J domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MCE8456852.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>MCE8456853.1 DUF4177 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWIYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARE
AEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MCE8456854.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB15
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGTPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MCE8456855.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB15
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGARVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MCE8456856.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB15
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MCE8456857.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPDTAMWLTIRRDRCFVFPASGQDGDGRQI
>MCE8456858.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTRQRGRPPRADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLSDRKRLLWLDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGAALDELLSRLGDEAALRAESG
>MCE8456859.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]AB15
MITGHVFIATSLDGFIARDDGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
DLPEELGNKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHE
KTKSFPSGLVQSRYRIAA
>MCE8456860.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB15
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MCE8456861.1 ClpXP protease specificity-enhancing factor SspB [Rhodovulum sulfidophilum]AB15
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDEASDLPETEPHDNDTGNGDAQIVSLDKFRK
>MCE8456862.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB15
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IEGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MCE8456863.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB15
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTRGQKAREELDATRARDALDGHRRTPDDEA
>MCE8456864.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALATEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MCE8456865.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB15
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MCE8456866.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB15
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAEARRLIGLAAITLGTGLVWLAQSLWG
>MCE8456867.1 protease modulator HflC [Rhodovulum sulfidophilum]AB15
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>MCE8456868.1 FtsH protease activity modulator HflK, partial [Rhodovulum sulfidophilum]AB15
SRTGVALAVLAAGVAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGL
MLTGDENIVDVDFQVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYD
SGMNVVRVNFDKADPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRF
SAVLDEYTKAPEVTRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MCE8456869.1 nucleoside triphosphate pyrophosphohydrolase, partial [Rhodovulum sulfidophilum]AB15
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEEAQELVEARETLSDAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEED
>MCE8456870.1 agmatinase [Rhodovulum sulfidophilum]AB15
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAGDGA
>MCE8456871.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKILPLLLLVLGLAAIGGAVWFHTVSDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALSEAFDATALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MCE8456872.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB15
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MCE8456873.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB15
MSAATGSVLLAGAVARLRKAGIPDPSRDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALGRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDVSAAALSVARGNAGRLGV
SAARFLQSDWYEAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGARARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MCE8456874.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPASGGEGKSGEGKSGGRKSGGTKSDDGKRGDASAEAQPGPDPQREAPAAE
>MCE8456875.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB15
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MCE8456876.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB15
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MCE8456877.1 peptidyl-prolyl cis-trans isomerase, partial [Rhodovulum sulfidophilum]AB15
LDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAGQVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALA
VDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPERLLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVL
MLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAELKADAIIREP
>MCE8456878.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKALIYTGPRLLELRELPDPESGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPP
>MCE8456879.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRDRGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>MCE8456880.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB15
MTVSYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIAAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPGLIAALPPVNAENAAAAWRDYAEVILCGSREEIAAISDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>MCE8456881.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MCE8456882.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MCE8456883.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKASAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
DIWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIRDAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MCE8456884.1 hypothetical protein LZ188_10100 [Rhodovulum sulfidophilum]AB15
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGPEVSRRS
>MCE8456885.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPERVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLCATGLELAPGDLQECPYTLADGE
VAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVE
>MCE8456886.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLALSRHPRADEVLSGLRRFRGRLASED
>MCE8456887.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLTRISDGRSVFVAVTGSDAPIAFIELEEDGHI
DCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLRQGFTLVKRREFERNAVRIHNYLMEKTLR
>MCE8456888.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB15
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAGAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSASGLADWLAGQRNDLEPPARDEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYSL
>MCE8456889.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB15
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MCE8456890.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB15
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MCE8456891.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB15
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MCE8456892.1 hypothetical protein LZ188_10140 [Rhodovulum sulfidophilum]AB15
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTPGGDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGQPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MCE8456893.1 molybdopterin-guanine dinucleotide biosynthesis protein MobB, partial [Rhodovulum sulfidophilum]AB15
GADFAFGYPAGFAEALTGSASARAVWAWLAARLEDRSDNANNRFELADAINAALPGGGPFWGCPAACAPQLADLTMTRPP
EPGFARHRRVEHVLRDRSGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMI
GPEVAEALAARSGQIPDEVQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MCE8456894.1 isocitrate lyase/phosphoenolpyruvate mutase family protein, partial [Rhodovulum sulfidophilum]AB15
IDKKLARPEDMAAKIAAAARARRDLFIIARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKL
LANMTEFGRTPSLTATEFQELGYDMVIWPVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDR
SIVASVAPEPV
>MCE8456895.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPRPVDSKGLPVQLEVSGVSVRFGRRIVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRGERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNVFEVEAEVLRDGGHGVHINVLGRPRPA
>MCE8456896.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSTDAVSGAVAPAGGLFAAHDGAVRRRCVRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALSGMGDTDAAVEVIVWQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPYVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>MCE8456897.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTPLSMPQGLRLLLLMLVMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQLLGEQDRTERFIGFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFITAAGGRNIGADVVP
GAIGQMNPEAVIAADPDIYLAGGGSTVAPDGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLF
VLGVEEMARAFHPELFADFDPEASLDEINRRFLPFDLTGSFAVTPAVQGQ
>MCE8456898.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB15
MTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQTVHVIGRQEMEDRGAEK
VTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHVRYQPFGLERVETLQGPASVLYGANSPGGV
MNAISKRPTSEPRREVGLSFGSFDKAEARLDVSGPLNADNTLRGRLVALRRDSGTQYDEVPDDTTYFAPSLTWAPSDDTS
LTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDVWSLEARARYTRNELMT
QTLSGMSLAPDMRTLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYYLNYGTAAGIDIYDPVHSA
PFSATTPYASTDQTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLAGTSTHQKDDAFTYRIGATWLAGNGLAPY
ASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPLNRIQTGEVTSRGLELS
ASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLEGASLGAGLRYVGETYADASNTIT
VPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MCE8456899.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
MPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERRLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYIAALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPSEMRR
>MCE8456900.1 hypothetical protein LZ188_10180, partial [Rhodovulum sulfidophilum]AB15
MTAVEDGMYAPSMKMRMEELKIERTRLASYLARSPEPPMLRLHPGLAESYRAKVAGLASALSDPEIQLQASETFRGLILE
MRLVPDAGAQDRHPIEFVGDLSSILSLQEGGKQKARGLRGAVPVLMLACDQEWLQGSAPAAIYRNSAAPSR
>MCE8456901.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
MYLAHLSRKLRGLELIEGIHLANEGSYDAIGTSLDNLKQLNFIFGPNGSGKTTISRIIEGSGDFPDCQITWANDRPLETL
VYNKDFVENNFDAESSIKGIYTFGENVEVANEIRRLKGEYDAIKNKIDNLQKNLSGEDGVSGKKKERDVLEAQLVEDVWA
AKKKLSELSAAFKGLNNNKKGFCERYLTEVRENDATLRDVSALREDAATVFSGELTKASTLPDQDSSSISILEGSAILSR
KIIGKEDVDIAALIKKIGNSDWVQQGRKYFDQLEGQCPFCQQKTDTAFRQQLEAYFDETYIADLATIDKLRDDYADATEQ
LLNAYSMPDIIESRYLDRELFKKDVAALRLALHGNMERISAKRKEPSAPVTLTDTIPLLSAVNAHIAER
>MCE8456902.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB15
MYCYVDESGNTGNTLFDPDQPILYYGLITSKTNLDASAEPLLRAARAKLGVERLHANELGVGRLSEVALSLGRFALKRDV
RFSLYKVVKPDHAIISFFDQVFDSGVNEAVRWDHCWTPLRYPLLLKVAYLFDEETAKAAWAARVERNPARAAEALQKLCA
TLQDRIHRLPDARSRDLISGALKWAAANPFDISYGVGNKDSALQISPNLIGFQQVLQSAAAQARKQSRQVRQIVVDRQTQ
FNRAQGELADIYRAMRGHKQSMGPGMPVLDMTNMPEVPPDFRPGDQSAGLELVDVVLWVAKRWQEDKPLSPELGEMFNAF
AKRGGTDEVSLSGLEHRWSFLANLPVPDGPLPDDLTKQIARLEEKRIQAVKSC
>MCE8456903.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MSRVKSIDFFDYKTFSRFTVSARAKNILVGPNNAGKSTVLDAFRISFDALRYASRRSAHLKSQGDDGVCSTWEVPVSAVQ
TDMRYCIHNFGDGRARISIKLENGNSFVIAAPNDGPLECYLKTELQPQKNTKFLRDQFPLSLMIVPTLSPLEQNEELVQQ
ETVERNRYGRLASRNFRNFWLHKTEAEFEAFADLVELGWPGIRVRRPEIERGGQRPVVRMYFRDGPHVREVQWAGFGFQV
WMQTMMHLSTSNHTSTLILDEPDIYLHPDLQHRLLRLVGQRVGQYFIATHSTEIINDVEPGEVLILRPGSRSAKRIQGEA
GYSDVYSAIGSSENAQFARLAKTKKVLYFEGKDAKILSKIAKKLGGMDFISNSSVTLMKTDGFTNWTRVTTSSWVFENFF
GFKIPVSAIFDRDYRCDEEINAFMADVNVGDTLCRVLPRKEIENLLLVPEAIVAVVKKFGRNQLQDDWKEVVLGAIDDSV
DEVKSKTLSARIGARIAYEVGKGSRKDIATISAEEEAIFTSCWEKLDFRYRVIPGKSVFSAITKRIQEKLKVTVTSSRVI
DEMTAADMPPELFEILKDVKRHLDA
>MCE8456904.1 hypothetical protein LZ188_10200 [Rhodovulum sulfidophilum]AB15
MIWVFSIAADITTPNPPEGYVRADTEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>MCE8456905.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>MCE8456906.1 hypothetical protein LZ188_10215 [Rhodovulum sulfidophilum]AB15
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MCE8456907.1 hypothetical protein LZ188_10220, partial [Rhodovulum sulfidophilum]AB15
RLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEEPADKAFREAVAELVDCAMKEGKPDA
>MCE8456908.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
AIGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGPDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLFVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFECQENRWLE
FGESGLVLAAASLLGACANSLLLRRGTPPRDLVGYGVLLLAIGALLLSLLASGPAFVIGMAVVALAYAMAIPNILAESLQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLRRK
>MCE8456909.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB15
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDEMRVAAPFAGTAIVAMTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>MCE8456910.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB15
MRAPHAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRMGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRR
LQRVGGGVRVTARAGETWDDIVRWTVGQGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTADWTQRRLAA
AECGFGYRHSRFKEDPGRFLVTGITLYLPAAWRPVLSHEGLSRGGLSGGASLTGAAQVMGAVLARRGARLPDWRLTGNAG
SFFHNPVVPVAAAARIRDVCGHPAPGGVKLPAGKLLDLCGFRGLRRGGAAFSEINALILVNAGGATLRDVDALAARAQDA
VRLRFGVDLVQEPSRVGD
>MCE8456911.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB15
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHTVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>MCE8456912.1 transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSTDNLEKEGRPPRSAAERILMALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEK
GQSRFPDTHAALTVEILRSISDVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDG
GLLLVENHCPICAAASFCQGFCRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MCE8456913.1 superoxide dismutase [Rhodovulum sulfidophilum]AB15
MAFDLPALNFAHSALEERGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTAL
LGLDLWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MCE8456914.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB15
MTYVVTENCIACKYMDCVEVCPVDCFYEGENTLVIHPDECIDCGVCEPECPADAIRPDTEPDSERWVEFNRKYAEIWPVI
TAAGEPPANADEMDGIPNKLQTHFSPEPGQKEAS
>MCE8456915.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB15
MTATAPAKTDQTTHAFREAMASLAATACVVTAADADERVGRTVTATLSLAVDPPSLLVSIAAGARLSSLIRARGGFSFAM
LQADQPTVAEAFAGKVPRDRRFEHGTWEAWPSGHPRLRGAMVAMDCSLAGEIETEDHVLFVGRPQAIDLAETRQPLVWHH
RRFTTVRPL
>MCE8456916.1 hypothetical protein LZ188_10265 [Rhodovulum sulfidophilum]AB15
MAPVLRIDRGAEGMGVYPFRAKLGGSSFSNRTVLTSTIGIRTNVMDQDRRPELTDSAGMGQAQAAARTGDEHGSPFEIWF
CQHGILRCGEDGYVAMILPILSKLADLLPVDSAVISSLCSGFGPLLTVCDTPAG
>MCE8456917.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADHIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMERAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARAIEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAAPAGPR
>MCE8456918.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB15
MRLRSAVLPTSDSFRANRAAHLEALREVAEAAALAAAGGREAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MCE8456919.1 outer membrane beta-barrel protein [Rhodovulum sulfidophilum]AB15
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGAESHVGDNARPTITFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNSSSVTPFLGAGLNYTTFWDTDSALGDVDIEDSWGLALHAGLDYAIDERHS
IRTDVRWIDIDSDVKLNGGKIGTAHIDPWVFGVSYIWKF
>MCE8456920.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRLPLILAAALAVATPAMAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MCE8456921.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEEIARASASVSLSYGAHSNLC
VNQIKLNGSEEQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKYWITNGPDADTLVVYAKTDP
EAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVLMSGLDYERVVLAGIGTGIM
AACLDEIMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQDAAACVLYASEEAMKQAHQA
VQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>MCE8456922.1 CreA family protein [Rhodovulum sulfidophilum]AB15
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MCE8456923.1 hypothetical protein LZ188_10300 [Rhodovulum sulfidophilum]AB15
MATVPVVPPAAKAAETAPGLRASLRPQTRPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRP
RGALSGNAIGARMSGLHGGDRDALIVQQALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPM
GLPAAARIADRFGFLLPTTRMVDAIYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTN
RLRSHPGRVAIYGWHKPDGHPIQPLSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPER
LMASLYR
>MCE8456924.1 DUF1217 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYFIKKVLTDGVEDKGALANKLAD
KSYYKLAEAFRFVSSGAAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKRAEDGHIVTAEGYTVASIADTS
LLRGSDDEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSFADDESLAVLGADQMDEGADAK
PVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEVAVGEQDDSMRLALNIDRELAM
LTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETSVVQFADDAIRDKLIKLYMIRS
EANTGAGYSSGQIALRLLGG
>MCE8456925.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB15
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDKGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAIWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MCE8456926.1 FlgB family protein [Rhodovulum sulfidophilum]AB15
MFEKLEIFRMASALAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MCE8456927.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB15
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MCE8456928.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB15
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MCE8456929.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB15
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MCE8456930.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB15
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MCE8456931.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB15
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MCE8456932.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB15
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MCE8456933.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB15
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MCE8456934.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB15
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDPTDHSASQGQAEDGSHMMADGHAAGTPSAAGHGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MCE8456935.1 hypothetical protein LZ188_10360, partial [Rhodovulum sulfidophilum]AB15
MFQSFDMTRPHASSTSSPTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTA
>MCE8456936.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MCE8456937.1 hypothetical protein LZ188_10370 [Rhodovulum sulfidophilum]AB15
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVALLVPLALLAVLGLRLLQRRQ
>MCE8456938.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB15
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MCE8456939.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB15
MQARQPVMDASALTAFLRSAFPQIGEEFVVEEVVPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQA
LAVTTNCSIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MCE8456940.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB15
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETREGIGAFLEKRAPAWQG
>MCE8456941.1 hypothetical protein LZ188_10390 [Rhodovulum sulfidophilum]AB15
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MCE8456942.1 hypothetical protein LZ188_10395 [Rhodovulum sulfidophilum]AB15
MTWHDPLWQRIWPPARRVAFAIVARLWWRRPPEEIAARLEARPLREQVLIVATVLAGLFLTSLLFAHAGILGLLSFLLLV
ILLIR
>MCE8456943.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB15
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIVGGLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MCE8456944.1 COX15/CtaA family protein [Rhodovulum sulfidophilum]AB15
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWVMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGIAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MCE8456945.1 RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB15
IALRNMWSRMPLTRPDVQILHGVLRQLTRARSRGE
>MCE8456946.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MRKSRFIEAQIIGMIKEQEAGLPTSELCRKHGLSPATFYKLKAKYGGMDLSDAKRLKQLEDENAKLKRLLADAMLDNVVL
KDLPGKAMTTPMQRRDAVRRAMKDHPISQRRACVLIGVDPKTVRRERPADNPEIREEMHKIAEKRRRFGYRRVGIMLERK
GMVMNEKKLYRIYREEGLSVRRRRGRKRARGSRTPMPVPLRPNQRWSLDFLSDTFGACRKFRILAVNDDCCRENLALIAD
TSISGTRVARELDALVRIYGKPTCIVSDNGTEFTSKAILKWANDNGVEWHYIAPGKPQQNGYIESFNGSLRDECLNEEIF
DSLADARRRLALWRYDYNNVRPHSSLGNNTPAR
>MCE8456947.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB15
MPPIARVGDTHVCPVKGHGTNVIVSGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTM
>MCE8456948.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB15
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
MEADHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVGLGAGLRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>MCE8456949.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB15
MMHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTER
DIDL
>MCE8456950.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB15
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYSVSGKGDEQSL
QIAQLRYHY
>MCE8456951.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB15
GVIRAFNHMAQGQQGFRRAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYA
PLLALLGVMEAVRMADASLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSG
SGKSTILNLIPRFWDVEAGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAH
EFITRLPRGYETEAGEGGTALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLS
TIRSADQILVLEDGGIVERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MCE8456952.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
SYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPADVPFRWEG
A
>MCE8456953.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB15
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRWIGEAVTRRRA
>MCE8456954.1 hypothetical protein LZ188_10460 [Rhodovulum sulfidophilum]AB15
MKRHRAKQAHAERSRRSQTGGAVPLTADHFNGHFCNAFLNETLLSSWAGSRRKIIAYQRDERRRRPTPALEKPLLKTVAK
TRLAMRTVSFPKAT
>MCE8456955.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB15
MTKALILVDVQNEYFDGGKLPLPDMDEALTHIEALLTCFRSNRAPIFHIQHFALTADGPFTLGSPGAELHDRVKPQLTMQ
PPEIVIPKYYTNAFRMTWLAAALQGSGVSEVVVVGAMVQNCIDATVRGADDFGFKVTVASDACAAAPITLKDGRVIEAAT
VHDLFLEALNNVADVLPTTEVIAVIEQERDHAADHVSWGG
>MCE8456956.1 hypothetical protein LZ188_10470 [Rhodovulum sulfidophilum]AB15
MTKSNSLRTNSRPRQIVRNSLQVNVIAIVDVARAIFSETLDDAVIFVDNSVTPEGKPSPGRGTTALKTQCLEGMVINWIV
YPVGPYGVPVPVSIADITFDEPICVKLQSYGSIVTAHSPNVIPGVTPSYDYWAGMVRPEVEPNTYGYRIEFQIGTQRMGI
STPAVEISTIPAPLQASGDRGKAQYVLG
>MCE8456957.1 hypothetical protein LZ188_10475 [Rhodovulum sulfidophilum]AB15
MGEVDTATARSGSDANAKRVITVIGLVDVVGALAEDALGRDLYLFDDNKAGGSSGHGTSCLRTCADAEDLVVWEVMPLEC
EAFARIDDVLIDEKYAPYIDLESGVYDPSSVVYWAGRILKPLPPEGIPYRLAFRLGSRPEPLIAEASSLLLAATPEDEAG
LPPEPGTEIAETASDAKPAPSAAAASKASASKKSPATSEADDVGSSKGARK
>MCE8456958.1 hypothetical protein LZ188_10480 [Rhodovulum sulfidophilum]AB15
MGQQLGIVAMVDIAAAIEANDLRGHLWLVDNGRWAGSTGEGTGNLASALDVTDSALAGAPILNWFQIGIGSIPITVPQTF
FLHDEDRKALAQTALSAKHRSRFSARLRNILGEEINIRNSPRKMAASTEPTRALPHAGQGFLEPGRARFRNTRKSRVTRT
DDQDLIHYPDPVIARIDGEAVEKKVIFPAQYGSPQLFSDGLYWSASVNPAMLGVYSYTLWITLYYARRDKDGEVTDHSVT
LPHDAWISVSTGAIRSGFSNSTLDIIPA
>MCE8456959.1 hypothetical protein LZ188_10485 [Rhodovulum sulfidophilum]AB15
MQPVNILMTVDSITALSLGTLTGNLYLTDDAWCSQGKGTEALKTACQRGQTVNWRVLAVDVQSPAVIVDIRFLDDAATLN
NSVGTSSEKAIDPDTSRYIRPFWQTWSGIIPCNLQPGLYHYHLAFQIGAGPNSVLFTTSPALQLTA
>MCE8456960.1 hypothetical protein LZ188_10490 [Rhodovulum sulfidophilum]AB15
MSTDTALRPVADTNTIAGLIAADELQPGSPAAIRGLESFLSKIRRAEQLTGRRFAEFAPDLQDALILRRLQQMIGTLQSN
PSWAARLAAAGITGAVRDFDQWQSIPLTDKTVMRDLYMGERQGLAVPLSFGGFEIVASGGTSSGQPVETVYSLHELQDTY
EFAGEFMGRYQLAPFFDEDAPKWVMTTLADYNLWSSGTMVGGVLQKIPGTNYLGIGPVTKDVFGHLMRYIGPKAFMSITA
SVAALPELGSELSDDARRSLRVALYGSGVLNARHREELKAAYPNVSILSYFAATQAEAIALQLDPASPWLATVPGLHLVE
IVGPDGRWVKDGEEGELVVTRLHAHEAPLPRLLIGDRVIRRPGVAGAGLNTMQFEYVGRSGDVIHLGDTQFSAKRVLDGL
GHGLAAIGIDLNRAAREVQFVNDRRNRRLTLLVAADEPEIINRQVGLIGAHGTYQMFGDALIRSLSLFNQGEANFHYLAK
TGYHLELRFVPPGAPEINRTAVGKTPLLCDKQQ
>MCE8456961.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB15
MSEIPENFLPIESIGIEDIDNLFESKCFSRHASQAIDQLITYLGDRSTRGLALTDPAGIRAAVTRLTLGGQTSDTAEHDR
KLAEIVDLYLQTGIQVYSPGYMGRQFSGPFPVTAVVDMVSAIATQPASFYEAGALPCVVERVMSEEFNRFLGFPSDRFTM
FTTSGGSLANLTALLAARGRRYPQAWGEGMGETDCCPAIAVSSDVHYSITRAAGILGIGENRLVRLPLDHARRITPAGAR
EALDAAAARGLDVFCIVANAGSTSFGAIDPLDELADMAAERGIWLHVDGSHGGSLIVSDRLRPRLAGLNRADSLTLDAHK
TMFVPAACTLLFYRDRDQATAAFRQEASYVFENTSDVYSEYNSADRNFECTKRPMIMSLWALWAMYGRTAIAEKLEALCD
MTRKAHGILSVAPDFVPLHLPETNILCFRYLPNEQLSPKALGALQTEIRSRVRARGRFFISKVDIDGVSALRLVLMNHRI
TTDHIRQMLDEVRAVALTIREEFPQSEEI
>MCE8456962.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGS
>MCE8456963.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MCE8456964.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTDMTGLRAWLLTDTPQSRIQARMASLYQGWLTFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MCE8456965.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPLMVQFWFYLQDVLRGDFGTSLLTARP
VSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYSMPIFWLGLMGLLIFYGILGWVGGPG
RLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSER
AVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLY
KVFDPRAK
>MCE8456966.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDKTIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDRKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDLEHAKTLLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MCE8456967.1 dipeptidase [Rhodovulum sulfidophilum]AB15
MDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDSYDLPL
PEPVPQDRALQVAMAQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGNTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAICPHARN
LTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAGLPALR
QAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MCE8456968.1 ATPase [Rhodovulum sulfidophilum]AB15
MTLQAPKLSGPPAPRSLAEMRLPVVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALTQSEYYGAMPVPLDVYAEQVRSQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIMHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>MCE8456969.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB15
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLREAARLPEADLLRLHAE
KTETYGRM
>MCE8456970.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB15
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MCE8456971.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB15
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVAAICSNDAK
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKQAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MCE8456972.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB15
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MCE8456973.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB15
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MCE8456974.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB15
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MCE8456975.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB15
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGTELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MCE8456976.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB15
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MCE8456977.1 phage tail length tape measure family protein [Rhodovulum sulfidophilum]AB15
MSKVASVEAIISGEAGGLKASIAEAVGLVGKFKNDAEKSARAIERAYAQQEKSVDRLRKSLDPLYASSKRYESALAQLDK
ALKHGVISQAEYNRTLGLAEKAYLEGGKQAAAAGGALGVLGNMSDQTRYRVQNMGYQVQDIAVQLQMGAKASSVFAAQGS
QIASMFGPVGAVVGTLAAVGLPLLSMAFTSAAKDGRAFSEVLDDLESSVAALDAVTRSYSAKGLVDLKERYGEVNAEILT
LIERQKQVAIADAVRDADAAAQGFADQLERISDLVARAEYQFSPIEKLNEEFGLTLGTAQQLKIAFDQLAAAKTFDGQAD
AMARILSLMEGTKLETDEVFKELVRAEGAMRQLAASAPQAGWMSGAIAEVKTLATALWDAAKARAAAEGAANTDAAGNPI
QPGVSRTSRPRAAPPGTGGVEWGTPPQSGGGGGGANKVQTDLDALRQSLMTQEELQIASYDRQRETLLQARQQELIDQQE
YDALIEQTRQQHQDRMAQIDAYRYGNGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAEALKLPFPEN
IAAAAKVIATGMSFVSAIKSGSKSAAGAGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRL
NLDWQGAAG
>MCE8456978.1 hypothetical protein LZ188_10580 [Rhodovulum sulfidophilum]AB15
MAVTYTLGHAAASPYPMTHARILWDRLTGTVSATSEVEGFEAELANTVETNSWWKSASINSSWRLDFGGPALVDAIGVAA
HNLGSTENAYRVERLTEDQQENILPYSESFGLWTYKARVAVSMGFPAPDRTNSATRLIEDLNTGGHYVQQDFDTVEGRTY
TFSVYYKPIPGRGLRLALVNAGYPALALVNFDDSGAILSLNDKVSNATSVDVGEGWFRVSISAPAQVTGVAAARVLILNG
NYGSAYTGDGSSFVNIFGAQLQWKDGPPSSYLRTTSAPVTSFWEAMSDAWTWPEDDGAILELFEPGEETGIGISVSKECR
IGVVYTGKALEMPRMGYTNLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEP
FFIAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MCE8456979.1 hypothetical protein LZ188_10585 [Rhodovulum sulfidophilum]AB15
MPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDVEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVY
EGVAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDVVIEAAREADLSDR
FGNTETRYLCIGSEIIGYTGYSGAEGVWTLSGVTRAALGTKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPAEF
VDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLFGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPDFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRTTP
RYLTATLADGALRIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDEKLNGFWWADEDGLMPDGSEGYLWQ
>MCE8456980.1 hypothetical protein LZ188_10590 [Rhodovulum sulfidophilum]AB15
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPVAIAEGAPGAPVVAAGWHPFDKVSVGDAATGKVWSYDEDGQTSDLITPAF
EAGYEYMLYWDRISWNDDSAATADVQVRYSGDFFQGLFSIKLGQLGQVRWNIGYVKTVLPPGIQTSIHTFEGGTADGRGA
YSDPIDFVVDQQTTLYTHVAYGRVTATAFRIVVPNRKALRSGAVYLYRRREFISG
>MCE8456981.1 hypothetical protein LZ188_10595 [Rhodovulum sulfidophilum]AB15
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLTARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8456982.1 hypothetical protein LZ188_10600 [Rhodovulum sulfidophilum]AB15
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8456983.1 lysozyme [Rhodovulum sulfidophilum]AB15
MRKVLKRGAAATTLALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRAMFADRLAEVEAGLDRLIADP
LEALIPARSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
EAPFRWGGA
>MCE8456984.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB15
MRALLAALLLAGCGGLPGPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGR
>MCE8456985.1 hypothetical protein LZ188_10615, partial [Rhodovulum sulfidophilum]AB15
SLLDPQRISAADQVARYADGRVPADKLDLWTLGHDWGRAGQAALERLAAMEDGSGGEAMERQLAALKGAASRADFELARR
GRALADDRNSLAMTLPVRPEGATLPEGFVAGLRPWEVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGE
GPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAIDALIAGRYDLRPMRLNALEVEGRTLFFGR
>MCE8456986.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MCE8456987.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB15
MKMPPDMPGQGAMQEPGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELL
QMQGGALKFTLNSRPEIALKGLVVTLPGGAAFVNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRR
LALRLNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDNHGHGMGDAVLRMVAAVLRSH
FRSRDVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIAL
YESKRRGRGRATFYDDWQRRRHGPGDTAF
>MCE8456988.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB15
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIEEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLATQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MCE8456989.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MCE8456990.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGI
>MCE8456991.1 flavin reductase family protein, partial [Rhodovulum sulfidophilum]AB15
TGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFETASHFAVNILAHDQIELSNHFARRGDDKFAEID
VTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQYSLAQPHPQVAAR
>MCE8456992.1 transporter [Rhodovulum sulfidophilum]AB15
MKTTYPLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQRLSSDRLDVDGDDVPGSTFKADIAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDTPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGFYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MCE8456993.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB15
MSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAIVNITTGGGLGMSMEARIAPA
LQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLSETGTRFEFECYDTGHLYNLA
HFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPLVTMGAILGGHVRVGLEDNLY
IAKGQLAKSNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MCE8456994.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB15
MRAGFRARLRAPEPILGTFLKIPSSRPAEILGSLGFDFVVIDEEHAPLNPETTDAILLACRVHRMAGLVRVRQPGDILRA
PGSGADGVLVPHVTSAAVAH
>MCE8456995.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB15
MAAQDARSAVIAMIEDAEALDRIYEIVATEGLDAIFIGRADLGQVWARRQKMAG
>MCE8456996.1 hypothetical protein LZ188_10670 [Rhodovulum sulfidophilum]AB15
MEVTAKGVAALIDETVLEYVREARTNCLPDEFLLLNAIPPILRRIASGVAHPVADSSGGDLPADLAKLEARVTELEAELS
ALRARSPQCVFSKALCEAAGKSLGDRKR
>MCE8456997.1 hypothetical protein LZ188_10675 [Rhodovulum sulfidophilum]AB15
MQITDRKSAEAWLKDQPHPVQVVFAARCTPRALPAIMLVSNAVLRESALPVLRATLTSAVAGICPTPAAMRSDADAAAEA
KAAPPVCRRRRPFRRNLLRRRRCHFEWRGQADGSVTPAALPEGLARQYEKLRSFWKEGAPVWTFWQNWYEDMLAGRPVDW
DFLRQVVLLPDEDCKAGPARIASLIRGNSYRLTFEACPPGRA
>MCE8456998.1 translation elongation factor 4 [Rhodovulum sulfidophilum]AB15
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGDRDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
ADFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MCE8456999.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB15
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MCE8457000.1 MlaD family protein, partial [Rhodovulum sulfidophilum]AB15
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGL
>MCE8457001.1 hypothetical protein LZ188_10695, partial [Rhodovulum sulfidophilum]AB15
ATLAALTRGPRATLHGCLLQRAKGQIRIGREPAAVAGLSCAPGTLWDGRWRLSGPEGAEGQERLEIRALGEAGLAACPDW
RAAGLPRTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNCSFTAYLLSH
>MCE8457002.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB15
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MCE8457003.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB15
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MCE8457004.1 chorismate mutase [Rhodovulum sulfidophilum]AB15
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGKEPR
>MCE8457005.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB15
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPSVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MCE8457006.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB15
MTGHDFTLAGARLTARASGALWWQDESLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPDPAVRRLSALMAGRHWIWIAGNHDPAPVAPGGSALAETRIGPLHFRHIATPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMGPEALAVLTGQKALAFPMRS
>MCE8457007.1 DNA ligase-associated DEXH box helicase, partial [Rhodovulum sulfidophilum]AB15
MPKIAVFAGTKFATSTRLCGRILDLLNAPDWPGLPAHTADWLKLQRTLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNA
QQTLGLLLTQRMEAAGLAPLGFVAADHATLIWGLDEVETPSDLLDSNSLHSAFAKWLAGNAVMKRSFRTSAVIAGLIERN
LPGQRKTGRQATFSSDILYDTLLRHDPGHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAG
RVPVRGAAEQRLLDAAAARLMAEAGLA
>MCE8457008.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB15
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MCE8457009.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MLSLRKGCYAARLAETPADILAAQRLRYRAFRATAAHPEGTDADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MCE8457010.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPDMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MDGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKSSGGRSKPAASAEAGAGTKKAPGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MCE8457011.1 hypothetical protein LZ188_10745 [Rhodovulum sulfidophilum]AB15
MSPRQNRVTPLGEILADPARGLFMGNRGRLHDAEGRLGRARWRHKAWICCLVEFRGHRRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDASFVLLEEAPHLILGAAALPWRP
AGYGAPRARPDGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>MCE8457012.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MCE8457013.1 porin family protein [Rhodovulum sulfidophilum]AB15
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVNTDSGASDDSSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFVNSSGTQSGSVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGV
DYQMTQNWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MCE8457014.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB15
MTETSDLPMTDDTLCAFCDALPGATRSQPFGPGIEVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGRAEKAPYLP
RGGWISVGFEAQNADEMAHRLRESHATVRASLPRRVREGLD
>MCE8457015.1 cysteine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB15
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDPRPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAVEGHVMFRVRS
YEDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPG
>MCE8457016.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB15
MSHIFLIASLFLVIGVAANLWRFWRSVAYLKTATEFGSTVPDPSARRDQKIIVIIPALSEQDRLPHTIAHFSSAMAPWRS
GEIVICTTAREPAQPGSGPSTYELVNGIIQANPQQNLRLIHDARHTGSMAHQINFAVQELRQRGLLGNRDFIAIYNADSR
PHPCTFQWVQAQIDANTSHEAFQQSAIFLRNFNLL
>MCE8457017.1 phosphotransferase [Rhodovulum sulfidophilum]AB15
MSIEVFRLRDRGHSMILFQGVAIHRIKGHDPSFEKRDSLAHSLDPEMRNYLVEEPLGGIELDDGMVIVEREGTALDVDNS
AHLTCLGKTLAALHYLPTKQFDSQLFANDLLKHGRYCEQRVWQALITPRLQRLFSQDASDYLFQALAFPSNLKNQQLSLI
HGGLHDRNMLFFGGTLKLIDWSSARFDHPLIDVAQFILSSALTQTQATRLARAYAPKMSLVMLAPFIRLNMVWNMLHMPT
HPTYRRSHEIWLAEYPNFRTALQQVGLVL
>MCE8457018.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>MCE8457019.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB15
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEECAGAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMHASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MCE8457020.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSAEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAVTINLGGSFNMMRLAAEAMAGNEGAERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MCE8457021.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
GITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSAGEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDIR
PGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIANSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRAD
DVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDPERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLID
FVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MCE8457022.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB15
MTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRID
VLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIR
LALDRLRHEMT
>MCE8457023.1 ChrR family anti-sigma-E factor [Rhodovulum sulfidophilum]AB15
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
EETHMRAPEPDAASDPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MCE8457024.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB15
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRLAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MCE8457025.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB15
MISPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEIAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MCE8457026.1 insulinase family protein [Rhodovulum sulfidophilum]AB15
MIRAVFSSLAFVLLAALPLRAEVEIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATAISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MCE8457027.1 insulinase family protein [Rhodovulum sulfidophilum]AB15
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVKEMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MCE8457028.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
ISFDPVTDVIAGMKNKPPGTPLPGHDGTAHGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYL
GGRLDTGLTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGG
WLYAGLAWDADPLGLLALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPL
LVDFCLRIGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MCE8457029.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPILHRRASRAEARALAEAMVADVGLPDPARILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFERMRHPYTQALFRSIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDPTTRQS
GHETRCLRFEEIDWQSRATRPANAPQGEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANESVSFEARTAETLAIVGE
SGCGKSTLARVLLGLETATAGKVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGPASAVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGNLCSRELPPMVELGPGHSILCHLPPETLGEMEPVFRSAAE
>MCE8457030.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB15
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MCE8457031.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB15
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MCE8457032.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB15
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRIGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDAGFEAL
FPTDMVETLNRASEDLSMLAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MCE8457033.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB15
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MCE8457034.1 hypothetical protein LZ188_10865 [Rhodovulum sulfidophilum]AB15
MKDGPDISPIIAAWIDAPRRASILTAHLAGRPLAAAGITPAVGSGHLPRQAEAGLIRPRKQNRHRHFAQARNAADRQRRP
ERGRHLHPTPADAHAPAGAFQT
>MCE8457035.1 N-acetyltransferase family protein, partial [Rhodovulum sulfidophilum]AB15
VTEAGFPWLVARAGNRVAGYAYANTYRPRPAYRGTVENSVYVDTAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQN
TGSIALHRALGFRDAGVLRSVGWKHGRWLDSVEMQKPLGPGDTAPFDDLPGDRPQGQHSGGSGPDDPPNRP
>MCE8457036.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGRFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>MCE8457037.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB15
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MCE8457038.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB15
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MCE8457039.1 amidase [Rhodovulum sulfidophilum]AB15
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGTPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRAAIDKGANMPARDYLAALDRPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MCE8457040.1 hypothetical protein LZ188_10895 [Rhodovulum sulfidophilum]AB15
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MCE8457041.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB15
MKTTLIGAAIWVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEEVMPAVETVAHAA
DLGMTFYTGHMFPEEYHGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MCE8457042.1 hypothetical protein LZ188_10905 [Rhodovulum sulfidophilum]AB15
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MCE8457043.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB15
MWERLDAQAGRVATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPIADVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHA
QVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLV
AARGHEPELARHHRLLLANVLAQSKALMEGRGIKAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQ
IVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGARHETLDGSTAQLLDFIAAAG
>MCE8457044.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB15
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MCE8457045.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB15
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MCE8457046.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB15
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVMAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRSRRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MCE8457047.1 hypothetical protein LZ188_10930 [Rhodovulum sulfidophilum]AB15
MKRRHLILGGLGLGAAGYMGTILTGLAKPCGTGRPRLATLAGPRRIARALLRQGYIGRNKAPDAKSPEALATAAQRDFVA
GDTVICDGWVLARSEAEFALACLRDDTA
>MCE8457048.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LTISNPRDARRYTIETIYQTLALADNLDAASNLFLGRELTTPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQ
RQSVAIARAVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRLD
EVSTDDILAMIIAGKTPAHLAA
>MCE8457049.1 hypothetical protein LZ188_10940 [Rhodovulum sulfidophilum]AB15
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MCE8457050.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB15
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGDYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>MCE8457051.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB15
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>MCE8457052.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB15
MGRIILVTGGARSGKSSHAEARVRAMPGAPIYIATSEPQDDEMRDRVARHRAARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MCE8457053.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MCE8457054.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MCE8457055.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB15
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MCE8457056.1 GMC family oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKARTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPHGEATGNLEVREKAHAARILHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALD
>MCE8457057.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB15
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLE
>MCE8457058.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MCE8457059.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB15
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MCE8457060.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB15
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVS
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MCE8457061.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB15
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVDGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MCE8457062.1 FHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLAPGDRFRVGPYVIAVAEGSEGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLE
>MCE8457063.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB15
MEPLADLPVSTLDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLKAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLARGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
DGRITPFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLVTGAVPLVDPAPYRFSRF
>MCE8457064.1 RidA family protein [Rhodovulum sulfidophilum]AB15
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTRQVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTALRGASNGAQKTTLEG
>MCE8457065.1 tyramine oxidase subunit B [Rhodovulum sulfidophilum]AB15
MNAATRIDFLYLSESDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPLVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDAPGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MCE8457066.1 APC family permease [Rhodovulum sulfidophilum]AB15
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASLGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRLQPEIYARLGQAFD
>MCE8457067.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MEALLAREKLSPEILADPYAAIPLQSYLSIIEAAADLAGDPLFGARLGFSLRPGNLAPIGLRAVQTGTIRGALSAFVRWS
GALQSATQSSLESEDGNLVFTYRITAPVVAPSRQDTEFSLAGICRLIRGAFDPRWRPSEIRLNHPPIPEKTRLEALFRAP
VVYAHPTNAIVFSAAAAERVHRTEDPDMIALIERHLQDLTAGASRSENIVDQVEALIDLYLGVRPVDLRTIAAALRMPPR
SLQRRLAEEGQSLSALLRRHRQRRARSLLAEKGMSVEAVATALGYSDGTSFWRAFRSWTGDAPSLGRETRCR
>MCE8457068.1 integrase core domain-containing protein [Rhodovulum sulfidophilum]AB15
MGAKTACIEPGSHRENACRESFNARFRNEMLHRKVYSSLREAQITHRAVTSHHTHTALGYSPRRRRASWTSTGGQ
>MCE8457069.1 hypothetical protein LZ188_11045 [Rhodovulum sulfidophilum]AB15
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MCE8457070.1 hypothetical protein LZ188_11065 [Rhodovulum sulfidophilum]AB15
MKSLLPILTVRLTILGLWSGAAVALKARWTLDQAARAGREMTVGQIVSGKTRQERPKLPAPHQVGAELWKTTGGMELEGW
AFSKSSLIYHGWGALSATLLGFALGAGILLVVGASITERWIEA
>MCE8457071.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB15
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLSEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYNVFEGKQVRGLPRYTLSRGRVALADGEVTPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MCE8457072.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB15
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMSVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEAGARKMHAYYELHIEQGPILEAEGREIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIESRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MCE8457073.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB15
LARRFGPELLKRLDQALGAEAEAIAPLAEPPHYAVRLSLPDPIGLVSDVMAGTGRLLDALCARLKDRQDGARVLRLTLNR
VDGDSRQVELRLARPLHEPARILPLFERGVAGVEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIG
LENIRRFLPADSHIPERSFLIAPAAWSEPGGAWIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMALETARATGPERIAP
EWWLEDEAWRSGLRDYWRIETRQGRRLWLFHTPQAPGWFVQGEFA
>MCE8457074.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB15
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQAGPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEIRPVCINHSAWDNSLERRTDGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGLPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQPCADDAPRAPRIATAARHPREQAKRLFPSRDFH
>MCE8457075.1 hypothetical protein LZ188_11105 [Rhodovulum sulfidophilum]AB15
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEGTEESRA
>MCE8457076.1 hypothetical protein LZ188_11115 [Rhodovulum sulfidophilum]AB15
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MCE8457077.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB15
AVAGQPWGVVYGLGLWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADH
PARAWVAVVIAGFLLGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MCE8457078.1 virulence factor [Rhodovulum sulfidophilum]AB15
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSAPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MCE8457079.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB15
MADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATARRLTEEGFVPMPHFAARSIADRATLADWIA
RYAGEAGVREGLVLAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGHPEGSRDIDPDGSERNMMEALGWKQAFAART
DAEMTVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYAIACGVGPSLAVLQRRARDVSKLVLPFTPDG
FLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MCE8457080.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB15
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMKAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MCE8457081.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB15
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MCE8457082.1 ASKHA domain-containing protein [Rhodovulum sulfidophilum]AB15
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGSFPKHGITVTEEALSAKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWQIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MCE8457083.1 SMR family transporter [Rhodovulum sulfidophilum]AB15
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>MCE8457084.1 hypothetical protein LZ188_11155 [Rhodovulum sulfidophilum]AB15
MITGSLPFPPLRRGRAHEVCGPGSVFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGTVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIAEGAGSNAAETRWHCAPVFDAVFDAAGSTLQRWSLIK
NKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MCE8457085.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB15
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRARVERIHCLNLAADSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGETEMLADMRARLLRAGI
>MCE8457086.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVV
>MCE8457087.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARAQIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHDEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MCE8457088.1 BMP family protein [Rhodovulum sulfidophilum]AB15
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAARAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFIVEINDKEPKSS
>MCE8457089.1 hypothetical protein LZ188_11180 [Rhodovulum sulfidophilum]AB15
MDARRNAAIYRETLAGHDARSRIVIWPDATHGLLKANAYNFQLIEGWPLSAKLRFVLEGRYAYAPGALDAIMDWIEDRGQ
DGQASWR
>MCE8457090.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MQCGVSLSGVEMSVFQVTSMKYRFGVIVALVVAMVALGLAVWCLADQDLSWRNSEPFDFVSGGNAITGTLWLPDGDPQAA
IVLVHGGGAQDRTSDDGYAPLINAFLDHGIAMAAWDKPGVGTSGGNWLHQSMTGRTDETRAALRNLHKRFDRVALGAVGF
SQAGWVLPGLTRDDADFLVLIGAAVSWHDRGDYYTRVRLGREGMGRKAIAQVIADQHRADDRAFGPDAQASDAPAGMTPD
RWQFLRRNHGADARAALGRLDLPLLGGLGRG
>MCE8457091.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MHANQSSWSFRIEPGLRPEHRERAAQGYWRAFSRKLRNPLGPETKAVAFIERVLDPPHAISAMSEDGGFLGVAGYKSPDG
AFIGGRCEDLAAVYGRTSTAIRGLLIVLLERDRADDTLLMDGIFVEPQTRGRGVGKALLNAMEERAERSALRRVRLDVID
TNPQGTRAI
>MCE8457092.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MCE8457093.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIGVTQFTYYRWRKERAIVRHRSEDNGKCGLD
>MCE8457094.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB15
MFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYDAIDLAAATARD
IRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWSKYGEMPLAWKVSGARAGIVGLGRIGREIADRLAAFKME
IHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDEGALLAALEQRR
IAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>MCE8457095.1 sugar kinase [Rhodovulum sulfidophilum]AB15
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLWAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVRVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPDLFADGAEP
>MCE8457096.1 TIM barrel protein [Rhodovulum sulfidophilum]AB15
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDAPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAASPG
>MCE8457097.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB15
MTAAAPFEIFLAALPGLEPLLAEEARAAGFAAPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACDFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFDAEAWAAMKAPA
PAIPAEARFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGV
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPLVAHGGLKVRLFRTAPLP
>MCE8457098.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB15
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEADEVLAALPVVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MCE8457099.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB15
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMTIAWATGGALMLGLWIGAGLAAALTVLALTVAATLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWV
>MCE8457100.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAVEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALDEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MCE8457101.1 excinuclease ABC subunit UvrA, partial [Rhodovulum sulfidophilum]AB15
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFK
>MCE8457102.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MCE8457103.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB15
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVRTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AKTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MCE8457104.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MCE8457105.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPHPARPRKIARLRKDISLFKVLASSWALLLGILLLMVGNGI
QGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSFISAVLILYPAWTDPLAWTIGRVLI
GFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFILFIIPSVLVSISFAPILLSVSPTPP
FETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVATIYLGGLLCQYPIGWLSDRIDRRT
LILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPEDMAAASGGMLFLNGVGAIVGPLVTG
WAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAVELAQEFAIDAAQDDQDSASSGGSQ
TPG
>MCE8457106.1 transposase, partial [Rhodovulum sulfidophilum]AB15
YCESFNSKLRDELLNGEIFYSLAEARVVIQAWRVHYNTARPHTSLDGLTPWEYHQRSKEDQTLNRANL
>MCE8457107.1 TolC family protein [Rhodovulum sulfidophilum]AB15
MTIRTSFAAVIGCSLLWVAGCGGPETPADQRLDALRDDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRNTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLADIGLDDDTE
SASLRSERNSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MCE8457108.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB15
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VAHPLPVRFDYAAQLADLASGTISVFFTLDAPAVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MCE8457109.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB15
MTTDAPRRLAPLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIDGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSLTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MCE8457110.1 hypothetical protein LZ188_11305, partial [Rhodovulum sulfidophilum]AB15
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTAILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFSVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEVDTGDDATATLGL
VGLTVESFTTALFSVVVTEADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLE
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAGDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFTNIADTFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLR
>MCE8457111.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGASADPSQPVLAALNLADTPATDAAGGALFDRAEPTA
EPVAPEVEPTEEEALALPAGALRQSPRPAARPQEDLD
>MCE8457112.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAAAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MCE8457113.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB15
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MCE8457114.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB15
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MCE8457115.1 amidoligase family protein [Rhodovulum sulfidophilum]AB15
MDGITQLVPRDRFLPLRPRETHAGAPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>MCE8457116.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB15
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MCE8457117.1 cytochrome c [Rhodovulum sulfidophilum]AB15
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MCE8457118.1 cytochrome b/b6 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLIWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYRKWKGENL
>MCE8457119.1 hypothetical protein LZ188_11350 [Rhodovulum sulfidophilum]AB15
MATRTLYLIALSVFGFVSAAILRVFAGVGRADEPAGVHARHPEIAGDGLDEAVIGGRDGP
>MCE8457120.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB15
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHMAALALVYVAGGIPAAARALRALWTERALDIDLLMVIAALA
AAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGGTEEVAVADLAPGDIVILRPGARVPVD
GTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEWFGQ
RYTIAVLAGAVLAFAAFLWLGLGWHGALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARVDSF
AFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDEGVL
WAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTGDRR
AVAERIGADLGIAPAEIHAELRPEDKLRIVAELTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVALLSE
DLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MCE8457121.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB15
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MCE8457122.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB15
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYRPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MCE8457123.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB15
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESRQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MCE8457124.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB15
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLKAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALD
>MCE8457125.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MCE8457126.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB15
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPEVFAPLVAELA
ARPAPS
>MCE8457127.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB15
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>MCE8457128.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB15
MERHARPETDPFLGGDQIARRHWPERPTGCPGPVRIRRRGAPPSVRGERLLAEGGAFRQATLDLNADGTSNDGPQPREGV
AREVTVNALAIGIGAQVQVDHAETDLEGR
>MCE8457129.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB15
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>MCE8457130.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MKIRYLHTMVRVKDLQASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MCE8457131.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB15
MPVTEDQLAEIEAQRAETAPTRRVVAPGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMDCIRRMLKGEAVTQETSGMSKGEWREFEAVLAPAGER
>MCE8457132.1 hypothetical protein LZ188_11420 [Rhodovulum sulfidophilum]AB15
MDIPKASENIYQQQYQMGRFVKEYFPERVAVNDLGWVSFKNDLYVLDLWGLGSEEARKLRNNDVWKPDDLASISRRHSVV
FAMSYREWIPDVPKNWEHVATLETSQITSASPFVFFYLLDLTKRKEMENALERFSETLPEGATLHMVSREANPL
>MCE8457133.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH, partial [Rhodovulum sulfidophilum]AB15
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGE
>MCE8457134.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB15
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MCE8457135.1 heme-binding protein [Rhodovulum sulfidophilum]AB15
MRLSAFPTGLVLAAALLAGSLARAETYRGYPEVPYSIERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MCE8457136.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB15
MLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLRRLRIILLVILAWI
TVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAAVLDSLRLGMGDLH
LSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGFDLTGLAVLSGAIG
VGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLITSQVVNWSHSNEF
VRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTNVRGAVFLALWDAF
KANGVTIPFPQREVTVLPGSRLTAEPLPDTVSDDPLPEKEP
>MCE8457137.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB15
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGKLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MCE8457138.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MCE8457139.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB15
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQLITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MCE8457140.1 endonuclease/exonuclease/phosphatase family protein, partial [Rhodovulum sulfidophilum]AB15
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LGLAPPRGPFVVLGDANLDPED
>MCE8457141.1 F0F1 ATP synthase subunit alpha, partial [Rhodovulum sulfidophilum]AB15
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNETR
>MCE8457142.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB15
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MCE8457143.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETTWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MCE8457144.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB15
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFGAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLSVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MCE8457145.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB15
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MCE8457146.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB15
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MCE8457147.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB15
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MCE8457148.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB15
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MCE8457149.1 glycyl radical protein [Rhodovulum sulfidophilum]AB15
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDIDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MCE8457150.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB15
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MCE8457151.1 hypothetical protein LZ188_11525, partial [Rhodovulum sulfidophilum]AB15
LFEVMPSARGILALDRRLRLPLGRPPQEERIERPARVGRSNTLRIRDLLSSRIHAHGGRHLGAQKGPEPRPKDYRALLDR
GDAELVRSEASEAEHDRLRTEVERMRADQDGIGGCASAISTRFNPGASSQAKRRETSS
>MCE8457152.1 hypothetical protein LZ188_11530 [Rhodovulum sulfidophilum]AB15
MSDINPYLEHSKRLGDSARSCLGLAKRIAPRSGYSGVHDAPQGSWNLGTLYKNQRKPLEEWWVIRDSNS
>MCE8457153.1 endopeptidase La [Rhodovulum sulfidophilum]AB15
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEAGCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MCE8457154.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB15
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHVARAEGDIEPL
>MCE8457155.1 30S ribosomal protein S6--L-glutamate ligase, partial [Rhodovulum sulfidophilum]AB15
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRD
>MCE8457156.1 response regulator, partial [Rhodovulum sulfidophilum]AB15
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGEAALEKIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFDLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGR
>MCE8457157.1 cadherin-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MSAQLTPPGRERVEVIERPVDANAAIRAVDDRSMSLIHRGEVDEPTLLSARAPDAVGGPSAETMEVWRAEETTTMSVSDF
GPMPSLSSSAPVSGAVFGTTALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTSADGADFPNQDVTAPLAVT
VTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWSLGPDQLDGLTLTPPA
EFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEG
AALSAGTPNADGSWSLGPDQLDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAED
SAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADS
RSVTAPLAVTVTPVTDPPRLEVATATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWS
LGAADLAGLTLIPPPGFTGDFELEIAAIASDPDGGVATTNNLLPVTVLAEEPSLPPSSQVIELNGLITPEDTAVALELGQ
AFLEATGFSNLTFASISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVSFELTDGAQVNAAFDLQV
DAVADMPTITITGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSDLPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTD
FFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLFDLAGFASITVEGVPEGG
TLSGGYLDENGDWIIAVGLLQDLTYTPPEHDASDVTLSVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALS
LTINGALVDTDGSETFSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQLTFDVRANSLEDEGNAAS
TTETITISILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLSAGTALGAGAHALQPEDL
AGLTITPPANFSGQFDLQVTATLQDGTADPVTVSGTLTVTAAPVADAPVLNVTDALGVAGEPVDLSISAATVVADGTEVL
SIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPEPAPIA
TEVVVDIAPGFSVDSTASLSRIVVTLADDPLFAEDTLALSDETASDPVISDALSGGALSLRFENDGRQAILEGDAPAELF
EQLVRGLQLHTSSDQGSRTVSTDVYDTAGELLPLDSLNLTLNPTDPAASTDPGDLLAADTSFDAETDTTSLDWDAGSDAL
DTPTTDDPAPYQEMST
>MCE8457158.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MCE8457159.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB15
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MCE8457160.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB15
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MCE8457161.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB15
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MCE8457162.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB15
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MCE8457163.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB15
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MCE8457164.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB15
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MCE8457165.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB15
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MCE8457166.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB15
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MCE8457167.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB15
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MCE8457168.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB15
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MCE8457169.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB15
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAIKGFEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MCE8457170.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB15
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MCE8457171.1 adenylate kinase, partial [Rhodovulum sulfidophilum]AB15
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGNAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKE
>MCE8457172.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MCE8457173.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MRLHRGRLIDHIQLVVRDLGASERFYRAVMAVLEIPVLGTDRGYFLADELVVSSADSPTAAGALTGRHHLAFQARDRATV
DAFYRAALDHGGTDNGAPGIRAYHPQYYAAFVLDPDGNNIEAVYQGEAKRSAPSVTIEV
>MCE8457174.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MERCSTIRHIRQYDATARIVVFTMHLSAAFALKAIRAGATGYVTKSSDPKLLVEAIFGALRGQTVISPDVIEAIARDCIS
DAGTGLTDLSPRQTEILCLLAQGWSVERIAGELSISPKTVRNNHYQIKSILGLETDAQLVWFALETGLLPAI
>MCE8457175.1 hypothetical protein LZ188_11650 [Rhodovulum sulfidophilum]AB15
MRLPYRPGDLHFGHHRIIDFCKRPFASTAEMNATLIANFQACVRHDDDLWILGDFAFGRAEDTAQFEGWFHSLPGRKHLI
TGNHDDEAVISLPWANTEYMAEIKDGDQSLVLCHYPMITWNGARRSVISASTMPRRASWSSPCI
>MCE8457176.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWIVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSKGLELSFD
GQAARHLRLGAAFGYADATFVDYPDSQIGDASGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MCE8457177.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB15
MNGLRPESPDLQKRLAEEIARPQGLIAGIDALEPGIPGAVLLRARFRPGRYRPELFRELDLDRPEQLARAMPKRCCEYLA
GRLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDAILKLCCT
PVDRALIAADPDRTALRATLLFSAKEALYKALYPVFREVAPFEAAELTASPSDGLLHLRLTAELHPSLPAGRVFALRYLT
WTATAQDSGQEHGDRQVLTWILHEPQQPGPKPKT
>MCE8457178.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
RAVRRPPVWPPAAAQDRLPHMQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKS
RADIVSAAADLALSELDWYRPKDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLED
AIIAVDTLVDGLTDCFSGWHRMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGI
EALCVQPANGRTVCPAAEGPAGRSGRDGPQ
>MCE8457179.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB15
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MCE8457180.1 hypothetical protein LZ188_11685 [Rhodovulum sulfidophilum]AB15
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLLAAIAALFDARGRSGELRPGDLGNHLRRDIGLPPLPEPWSEPPRWM
>MCE8457181.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB15
MSFTVAIDGPAAAGKGTISRAVAVHFGFAHLDTGLLYRAVGARMLDGLDPVDAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MCE8457182.1 GFA family protein [Rhodovulum sulfidophilum]AB15
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGAQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MCE8457183.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB15
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAEVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPG
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGGATCATHL
DHRIAMSFLCAGLAAQRQVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MCE8457184.1 amidohydrolase [Rhodovulum sulfidophilum]AB15
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RQYPGSARFVVLPMDLAFCGYGPVPVGIEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MCE8457185.1 tRNA (guanine(46)-N(7))-methyltransferase TrmB, partial [Rhodovulum sulfidophilum]AB15
RFGGREVWLEVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFL
LYPDPWPKTRHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRSWGDWISTRYE
QKALREGRVPHYLTFRRR
>MCE8457186.1 autotransporter-associated beta strand repeat-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAAGLTLGAAAAGADTFHWNGTAEDGFWANPENWQDAMGDPIEGDAPGLDGMPVGIVLGEAATGTIGLEARRATLSALEL
TDNSGTALTDGTLAFSLPDGASGTAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAAGDSEIT
LSGTNSQTGGTVIEAGTVVATGGEALSEDGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGP
ASSFGLGISGSGGLTVRDGADLTLAAANSYEGGTVVSGGALSVTAGGSLGSGDVSVADGSLLTYGAAFGADQTVTLGDGG
LWALAGDETVRGLAGTGTADLGGNRLDIALPGTEPLAFGGRLKGGTDSLLALTGGGEYMLTGSLADYRGGFRVEAGRLGL
SDAGGALNDNALTLAGGTLVADLENAFGGTIATEAGSTSTITAATGTTLSLTGGMALAGDLSFTAEGEDAEIGLKMASVT
LQEGVSLGFDRARFKIGSEAAAGMFAADGGTRLGAEAVLDLAGHDVGIAALTGSGRILTDSGDAVLGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFANSGTVSGATSVEGGDLSNTGTLSGDVSVSGGALSSSGSIGGKLDVTGGTATNSGRVGGKSSVGSGGGLVSEGGR
FGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDGGGFTNNGSITAEDGSLTVAADTITISDGA
SMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGETRIVASLDGAGNDVENAGRLELGAGLSFTGVGEVSNSGTVEIGAN
GRLQAERIGNSGRLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDQSGDEAIRNA
GRIVTTDGGDDTITLGGANPNLLENLASGSIEIGDSDSVIGSATTLDNAGSVTIGSGSTLELAALATAAGGSVTNDGRLK
AGSVTSAGSLTNNAGAEIASDVTSSGNLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTVTAGSLTGLSVSGGSASL
EGGSLSGDLEVTGGAADVDVAVDGTADVTGGRLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAV
TGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDL
QSGTVTMAEDTDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGAQAEIDGTVAGAVENDGEIAL
GGTIDGTLGNDGTVTVAAGDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETEGRLALGENATVSGDLVTSYGTVTLA
DGSRLEADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGTTGDRLDVTGDARLNGTIGMDIDLTDGAQSADAIYIDGVA
SGNVLLAFNDLTAGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAGGDGWGLISGANPAFGGLSSGLALT
QSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGW
NLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNQTD
>MCE8457187.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB15
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGRDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPAAGPDSRPEPRGEARIEDRVESGADPRAGMRDGTAGETPSSSAPLSGALPQPVPSHRLSPVMARSG
AAAVAVVPDRIAPVGTGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMA
ASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLL
LIDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALAL
AGFDLR
>MCE8457188.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB15
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MCE8457189.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB15
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>MCE8457190.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB15
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSISGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MCE8457191.1 LPS assembly protein LptD [Rhodovulum sulfidophilum]AB15
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMASLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGGITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MCE8457192.1 SurA N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGA
>MCE8457193.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB15
MKPTPEDQAQTCPEALPERAFLEGVAAVLGCGQVALLCPDPAANGRLRVSAADPVGLEGRSFPAEWGLLGAWRQDDLRES
ARETEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSARALVHALPGSPDARMAIAPARPVAAPE
MSLNAACGLYDSALPSSVDGGQAALAGTIASIGTQFGASRCVLWQQRERAFRPVLIWKPPDTQTGPAQIPADAEMAAFLA
RRIETFTSMRPVALEDEAALGRLGIGARLILPFRNDTELGGVLYIDRATGQRPFARRDIAALSCLTDTVGLLVREQETRR
LAAAERALLEGERNRMRAVFDLLPDTVIELDAERRYTHIHSHSRGSVRGRIDGLLGVRPEDCLPPATAEAIHALLDRAEA
AGFAALPELVHPPVPAAGPKIYTLSAATHAPAPAQGSPAYVLLIRDVTEESAQRRERDRLGRVVEHMTREVFLTDCSHRL
TWANRATEEHIGRPVDRLAGLSPRQAFGAVWSDATRLDRVCAQLEADNGFAGEIAFLDHGGTKVWFDIAVTPLCDGSGAR
EGWMWILSDITERRRDKDRLAQIARRAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEA
ILRYGLAHGEYPSDSRNDEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRL
AAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGEVWYRRPDG
SRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGI
VGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVA
LNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSVDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSA
VDCGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDRNAAPAAPDGSRRRSRPLSGRLDGHMVLVTDDNPDVLR
VISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHS
GREFAAVLGKPISSADLLAAAEAAILDR
>MCE8457194.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MFPVFLLSSFCCAALLLARPRALSPARRDDVAAVQAAHRRPTQRSGGIAVFLALAAGAATLPANLVQTYAALIASALPLF
LVGLLEDIGQPMTPLRRLAAATASSLLATVLLGLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFLIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSIILLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFLSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGLYALLFALTYLLGIRLLKRPRRGAIADGPFVPGARI
>MCE8457195.1 hypothetical protein LZ188_11760, partial [Rhodovulum sulfidophilum]AB15
MRPHLRRYLEHLRRVPDDASDGAVQDMLDGARQLVDGSRIYVMLDLAPGAASALEGKPGRNWGDTGLIGRSPVRVAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRLSGRMPSSDELRCLHRLARRLGEILNARGLRPGVGAAQGAACRSALRHGLGTAP
CKDGGT
>MCE8457196.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB15
MVGRGWTAPGGRPHAEPQALAQAGRQVRGATAYVTLEPCSHHGKTPPCAEALIAAGVARVVTALEDPDPRVAGRGHAFLR
AAGIAVETGVMAEAATRDHRGFLLNRCAGRPMVTLKLASSFDGRIATASGESRWITGPAARRHVHALRAAHDAVMVGGGT
ARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHGAGADPARRSAWQARGARLIEVATGAGGGLD
PAALLSALGAAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAEGRPSIGPLELAHLAEAPRFALTETRPLGPDL
LHVWSRG
>MCE8457197.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB15
MKTLLARGARTLVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMV
TRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGD
RILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MCE8457198.1 riboflavin synthase [Rhodovulum sulfidophilum]AB15
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MCE8457199.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB15
MHDIGEPNYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MCE8457200.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB15
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVTHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRDQALRRADPADMDKGGGAAAAALHLIALARRWSGESK
GVGFRPSGGIQIAEGSDRA
>MCE8457201.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB15
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MCE8457202.1 hypothetical protein LZ188_11795 [Rhodovulum sulfidophilum]AB15
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MCE8457203.1 MmcB family DNA repair protein, partial [Rhodovulum sulfidophilum]AB15
MPDPVSQPLPPPLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWS
>MCE8457204.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB15
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPREAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGH
>MCE8457205.1 BCCT family transporter [Rhodovulum sulfidophilum]AB15
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMGFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MCE8457206.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MCE8457207.1 oxidoreductase [Rhodovulum sulfidophilum]AB15
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MCE8457208.1 DinB family protein [Rhodovulum sulfidophilum]AB15
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MCE8457209.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB15
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFGTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MCE8457210.1 alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
MVEAPDGLSHMVGRRVLPLRGEGTWQTLVDCPAHHAVEVPEAVPYLVAARAYINPMAAATMLRLWPVRDKVVLISGAGSS
CSEHLGRWAISQGAKLVMGIYRSENRKDRLHRMGIEPISTANISAILTASAQADVAFDALGGDIARCVLERMRGGTDFVA
YGLLTGKPVNIGAGVRATYHRFHMRDHFPVLAGRGMQAAFAEIWPLLAEAPPSPPRV
>MCE8457211.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLLKTDIQPTSQGGGSADGQAPGLSDELFRELFGLTTDAEGQPASGSDLRCYAVLDAACAPFLLTGLLETSDLTFQSLFQ
GSTQEEVQEYAPYLVELDPENSFCARLFMSSDKMGLWESEPGIFLRSHVDFQTLRTHLRKFTRVRDQSGAWYYFRFWDPA
IMRAYISARMEVRDTESAHKIATLFRDIIKRIVVSDMSGTSRFEMEAPSQPPYVPFILEQSDFDIFAGVRWQRYKAKLLR
ILRRDHGGDFNIDPEQVDALSEQAYLRNFRTEIAAYNYVRSSLLCDQTDIDFEAILSHTSGGTPTEHARHLWKALTHKA
>MCE8457212.1 hypothetical protein LZ188_11845 [Rhodovulum sulfidophilum]AB15
MTDLDVDQPVAFCDPSVIALFPVRFALSADTLDRIAAGATTIATPQDKDSLSDHELRRIRAGYVYIFGDNDTWRVYRYLA
DPHNDENSTLDFDDAERRPDAHHQFYELTWTNGANSKWRQNGTPTSYLTVSSTVSKVWIAYSEERWPARMLELLQSNLGL
RAKVMREVDLSAPETPWSFKLDGLSSKVSEFMPSAETDPDANQMRYTQLSAESAASLDYLCERNRETARVIVLRDDLGEL
LDVGALHCQLAGTIQRLADEHYYATSMGDCVDMIRPQVDEAMDHWYKALNSHPLNPEFDTLRKQIADEMDAQETRAGGMI
VLMANIFARDGDFSPQTEIDVALNGISKVKDDKTGEAWAYCWFLLGRSWQFSAITKTGYKVMGEVFDQKGEEKTAEWFNI
MSKLLEATQEAEFTLSARNLRHFNFAVSSQAYVMAQRWTQSEAGIIYLQKLAKPLGQMVNIRGIPAKDVAGVVRQQFSAL
NIPMGTTTFNAATGHFASPGTQLLHVPVVEGTASAHITSSGAQHFQALHDADNVLKGAGLMLGLATTYAALKHLSDPATL
AATGAGAFAQNTKVQLISELVGLAGALSDVKKMTRIANFGQIRADGLRALFRDGVRFNLGNANVLNMRLGVNGGAINLAR
LATFANVALMVGTAIAMSKSYEAFVRGDNSAALGNAMVGAGSLVLIGVDITVGTGGWAAVVGLVLIAVGTTITLVADDEL
TKWLRGSFWGEGYYVYWDDPRGNFSQQLETSKKLADKIPEYTEYYQKELQDFLDLVCGITIENPSRGDKAVDIYCGAIQT
PADIARLKVALKQVSRTAGLMGAMSSRTALAVDGVTVDIDYIVPQRVRVRFRNFEPRQTSVYGPVVSYSTVDIEASYPNF
GGGTWTSTLTIEGSDI
>MCE8457213.1 hypothetical protein LZ188_11850 [Rhodovulum sulfidophilum]AB15
MSVVPKLSWDQRMHRRGWWRLGRANPHEPLNSPDQIRGLHRLIRVIDDDTIELRNFMSSIRWLWLFTAILIIGGWVWSGP
MTMNVPPLPKPLLGLVAPEYYGEWIVNMVEQKHRDGVRTEEPRRSEWLASEAQSAREEWKTGIVFLVLFAVPPLYWLFAP
GPRGVRVDRRRKLVYGWKGFRFYCIKIHDFDLTEIDAHYTTRRGPEGEKYGHLVWGLPRADRPEKIGDFLLGRGPTPNWH
QFTLMHNAAASFLWHKEDPDWLVKRKTTPRGRNNWIDWLAAIASFHLIPAIWPPSTERRLQQFDMKSRE
>MCE8457214.1 hypothetical protein LZ188_11855, partial [Rhodovulum sulfidophilum]AB15
SGQCPGAGAGAAARQGGRPGAAGRLPEARPLRPRSGVNLLPVSASANRSKGARGPLDWLPPDSGFRCQYVLRFRRIAASY
GLVQSAAEERELVALTGRVCGA
>MCE8457215.1 RuBisCO large subunit C-terminal-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
HMPALVSIFGNDSVLQFGGGTLGHPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEI
KFEFDTVDKLDTQHR
>MCE8457216.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB15
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MCE8457217.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB15
MLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYLLDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTT
VVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKDLKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATD
ADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAACRMALVRPITDDPDMRDALDAAVATYF
>MCE8457218.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB15
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHRPTEDG
SMTARFGRIARALLDPAAPARDEIADWAREAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGQQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MCE8457219.1 arginase family protein [Rhodovulum sulfidophilum]AB15
MTRPTAYTVFQGRVGDRNALGMAGAQAIGAALTRQSGTVPFPFGTSQPALNAGWRTELAAARPALGRLQARIDAVLAGGA
VSVAATGRYAASLATLPVVARHHPGACILWLDAHGDLNTPETSGSGYLGGMALSGPAGLWKTGLGAGLCPGQIVLAGRRD
LDPAERYLTLRHAIPVIPPGAGMAAALRYVIAGRPVHVHLDCDALRPGIVPTGYAVERGLSLDELNACARAIAEHRLLGL
EIAEFEAAWKEGIARAPIGGARAPASGLSHARKRNPAPADGRDGALARVAGGQPPDDDYSSESFEI
>MCE8457220.1 c-type cytochrome [Rhodovulum sulfidophilum]AB15
MIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPATDATEAADAPAAEEAAAEEPA
AEAADAPAAEDAVEDAAATQEAVAAAPAAEEPAAEEPAAEAAEAPAAEAAAPAEEAAAAAPAAEEDTAEEPAAAEEPAAE
DAAAADDAVEAPAVDTPEAVASAMTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEELFGNIAAAAT
EETTEETEEPAAEEPAAEGAAAEAPAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDTREAITGSEEPVIGGD
APEKAAAEPAATEEAAAEPAAEEPAAEEPAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKGEKAFIQCATCHSVVSPSGET
LAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGLMTYNARDPQE
VKDVYAYISKLSEE
>MCE8457221.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
FLDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVP
LSGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFAS
PVQRFFLPLSTELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFTRFDRLKRQRTAQSVARGLYR
SLGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALAL
GERGGAALAAPALRTGQG
>MCE8457222.1 hypothetical protein LZ188_11895 [Rhodovulum sulfidophilum]AB15
MAGTTMNANEALLWAVGSDMPKPPMMLNTLTMYPPMIEAESSPGRRRMLQQQLDQAVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPSMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPETRAEEAAREGSPLITFIEDIQDAMNGLAG
RTRSPDALRAPQQDDFGSSIGIELKLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGTLDLLDLFLSRFPKGPEIR
RRLADPENAMTAEARCSITVTGSGDLSYGIGDIADLTIGNSGDWEARMEDIEQTFAATAKITGKITAYASLDADVWFFEA
HASAGAEVSTGWHFGGRVVREAGGSRKTERLYYFEGIILRAHAKVTLSHEGKSEISDDYFGDATQATTASKSGTKATTVL
ASSETEVPLMDPEGEEDGWT
>MCE8457223.1 hypothetical protein LZ188_11900 [Rhodovulum sulfidophilum]AB15
MADDMQHSYGLSCMARNATVELFVNGAPTALHASLEDMVWSWPVRDFLRDGTNRIDIAYEPINPAERNYTPNPDVAIQME
LSRGRLPAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQIDD
PALRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVAWASDE
AAGMRPLLSREEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>MCE8457224.1 hypothetical protein LZ188_11905 [Rhodovulum sulfidophilum]AB15
MKPTAQTVVAQPGPSLPERGRSDAGRRHFLATAMGMAALSGGAARLLAGPATGAAPTNAYSLICMGHHAVLEVYLNGAPT
ILHASPEDLVFSFPATELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRT
VFSGRPVQPDLGTISRPRPEAERPFTIWFGDGKPSREFTRIVPVGFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMAR
LHGAVERRDRDGFVEIARPYLARMARIWGKPDAGAAADTILAKAPWASERAAGMVPLLDRQEARSATLAFGSDRRLVEFS
DRRVAATDAGGEVLSALPLYFARRPGQAARPRKLPRPTSCPGRSLRCGGGAAVTSYGTGPNAPENAYRLSCLCCWSISRG
S
>MCE8457225.1 WGR domain-containing protein [Rhodovulum sulfidophilum]AB15
MEIVQGLFGDWGLVRNWGRIDSAGQLRTDWFMPAANSTPDGTLSILMRTGMRLARRTHEKVAATFGSPRRTLRVRQARIA
ASL
>MCE8457226.1 diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB15
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPD
>MCE8457227.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB15
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFNIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MCE8457228.1 SCO family protein [Rhodovulum sulfidophilum]AB15
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARTRP
>MCE8457229.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MCE8457230.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MCE8457231.1 HD family hydrolase [Rhodovulum sulfidophilum]AB15
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MCE8457232.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB15
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFHFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIICIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MCE8457233.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB15
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKLGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MCE8457234.1 ribonuclease T [Rhodovulum sulfidophilum]AB15
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCR
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MCE8457235.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB15
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTGQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDDDEEEDDDPRR
>MCE8457236.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB15
MAQADAAAGKRVFNQCKSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTA
MTFAGLKDPQDRANVIAYLESVVE
>MCE8457237.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB15
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGAAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MCE8457238.1 hypothetical protein LZ188_11985 [Rhodovulum sulfidophilum]AB15
MRHGKTAYLDNVAIWFDADQNHIHIAVADPEYFHSTVGPDPASKRGHPHLFPTLFKALRDAGVSHPPIPENQNT
>MCE8457239.1 DNA polymerase III subunit gamma/tau, partial [Rhodovulum sulfidophilum]AB15
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQEIPPPGPAPSGPAP
GGPAPSGGGDNGAGVHGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHP
>MCE8457240.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB15
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILGTPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MCE8457241.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB15
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRSEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MCE8457242.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB15
MHFASDNTSPVPPQILDALIAANHGYAMPYGTDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALRVSIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MCE8457243.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB15
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MCE8457244.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB15
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGTPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MCE8457245.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB15
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MCE8457246.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB15
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVALEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>MCE8457247.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB15
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLIGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHGRGEYLAKILPEGARRIVSGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAGDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIGILTGRDKGKDREAKLAALASGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARKLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MCE8457248.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB15
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLAGAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGIQQLKNREGWGEKSATNLFAAIETRRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MCE8457249.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MCE8457250.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB15
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MCE8457251.1 asparagine synthase-related protein, partial [Rhodovulum sulfidophilum]AB15
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIE
>MCE8457252.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPDYQAALDHA
RGASERELMVVEISE
>MCE8457253.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEGGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MCE8457254.1 recombinase RecA [Rhodovulum sulfidophilum]AB15
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MCE8457255.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
FERAGSGLFLWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHEAVAALLAGASDETEEVVVETPEGPSRRR
LLQLRMADGGREFYILPQGPASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPV
SDWLADAAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFN
NLLTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQ
LRMRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPD
RLSKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAV
VLLVEDEAPVRSFAARAMRMRGHTVLEAESGEEALEKLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSG
YAEDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGQLDKGKLPEQVP
>MCE8457256.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MAPPLLEIRDLHLRMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVAQTCSHVAVMY
AGNVVETGPVAEVLEHPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRF
>MCE8457257.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSARHVFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MCE8457258.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MCE8457259.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGAPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIQNYVFTPVASNAIECWPLSLT
>MCE8457260.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB15
KGTRSCLFEQGRFETAIHDRYALVPGDRIAGPAIIEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTARMSRAE
AVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKALLA
RYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLFDG
GRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEYRS
TIVSAPQGEPLEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAPEG
SVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGHSA
LLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQPG
GKASGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPADERAAAALARDLALGLVSPEAAATQYRMPHAVPD
DETVG
>MCE8457261.1 xylose isomerase [Rhodovulum sulfidophilum]AB15
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVVLAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYQGWQAPEAQAMLKGQ
RSLDQIAEGVLAGEREPEPRSGRQEYLEGLVNRFV
>MCE8457262.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSDGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVETLTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWRAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPDGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MCE8457263.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB15
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVDIATEHPEFEAWTWIDPEALVAHIVPFKRALYERVMAELAPRI
PSQEGAA
>MCE8457264.1 S41 family peptidase [Rhodovulum sulfidophilum]AB15
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MCE8457265.1 peptidase M23, partial [Rhodovulum sulfidophilum]AB15
LFEALRGTLPLPVEGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGM
AQVYGGEGQVLPGGTPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MCE8457266.1 NADPH-dependent 2,4-dienoyl-CoA reductase, partial [Rhodovulum sulfidophilum]AB15
GLAHEGPRPEPPRRAVTLLQRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAAD
TVVLCAGQEPERGLAAELEAAGIAHHVIGGADVAAELDAKRAIEQGARLAATL
>MCE8457267.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALETGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MCE8457268.1 OmpA family protein [Rhodovulum sulfidophilum]AB15
MSARRPLLTLALLWSGLLLWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKAELIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFTALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MCE8457269.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB15
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MCE8457270.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFDPEAIAGAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTVWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MCE8457271.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB15
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MCE8457272.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB15
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MCE8457273.1 lysophospholipase, partial [Rhodovulum sulfidophilum]AB15
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLMINGAWEPRLAEAPLEALRLADPEAQLGETVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGQVVEIGGWIALL
>MCE8457274.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB15
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MCE8457275.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB15
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGKHEKRIEQRTTRAA
>MCE8457276.1 hypothetical protein LZ188_12175 [Rhodovulum sulfidophilum]AB15
MSGVYSEPSRNSASKGGLSHQTLDELEAVRSLISSELAVLRTTVDEMFAADLDRNLALVIPDGDLSGTEWSSVTRGTRDA
MAARNLFGINTTLASLSASDPTSRTIVVDGGRLDMTPEDLVAGSIDALAYRRMTVIRTSCQRDATEGLSALT
>MCE8457277.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB15
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MCE8457278.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB15
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDTEDGDDRRLPQIAQGEPARPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MCE8457279.1 DNA-protecting protein DprA, partial [Rhodovulum sulfidophilum]AB15
RRAAPPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MCE8457280.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
LDPDSYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNV
TLRLRCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWA
VAAGRRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDG
KGYPTDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGR
AGAAAALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLG
MATDQGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWR
RPYCYPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDD
GVVVRLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMA
WAEGELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQ
DLGLDWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTEGRVTSSYYSPTLKRG
IALGLVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MCE8457281.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB15
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMETIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MCE8457282.1 superoxide dismutase [Rhodovulum sulfidophilum]AB15
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKPVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MCE8457283.1 acetyltransferase [Rhodovulum sulfidophilum]AB15
MENLRPSTPKDMPRVIDIWRRAVDATHEFLAPEDRAAIERELAAFLPTVPLCLAVDDADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAASAA
>MCE8457284.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB15
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTASGKPAEGAPKA
>MCE8457285.1 DUF5930 domain-containing protein [Rhodovulum sulfidophilum]AB15
MCFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQARREQALY
DSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRSIELAAQ
LAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALTVSMTPL
DKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQPLKSSY
RLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRVKAGQRV
SRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MCE8457286.1 hypothetical protein LZ188_12225 [Rhodovulum sulfidophilum]AB15
MKLHNVTDIRVAHFPEGPMATPARSISGKPEANGPIWPEHVIAHIAVEVFDDVIPDGEGPREASFVVEFKCPSTETLATI
ERLALRQLASDLAALSEDVARAAEAE
>MCE8457287.1 hypothetical protein LZ188_12230 [Rhodovulum sulfidophilum]AB15
MTAPGSDFVQMGLAITAAAMSARQEPLGLRAQLTLARAALKTPDADLRAAVSRFLDVHDQNPAAAGDVLMRVIQDRCTAA
PTRHAWQDRADLDG
>MCE8457288.1 hypothetical protein LZ188_12235 [Rhodovulum sulfidophilum]AB15
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGRA
>MCE8457289.1 hypothetical protein LZ188_12240 [Rhodovulum sulfidophilum]AB15
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGAREVETDPAELARRKAAREKEARQRIRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVITHEGESLVAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFTALAARALPGAAFWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MCE8457290.1 phage/plasmid primase, P4 family [Rhodovulum sulfidophilum]AB15
MTDDPLDRVRATFAAAEDVDMGDIPAPDDDPSDPGGGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCIHFGQD
LTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDHD
DELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTVAAE
GMSPVAELRVQPEHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANG
KSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHS
DFLDFLPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEGGLRPP
DRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKS
FIPAKRGATGYRGIRLTDEFRARMAERLSNGAGAPVDEPF
>MCE8457291.1 antitermination protein NusG [Rhodovulum sulfidophilum]AB15
MTHYRIGQTFKHNGGQIVAAPLGTVAWYILLTAPQQEFAVSAWLTRSGAIECWLPTEEAWRRVRGPRRKVSYLRRLAPGY
VFLAVDRAPLWHVIRDASLGRIRGVVCQDGEPLEVPEAALARMRRVPARIAQIRERARQERIIRPGDRVVIATGPLAGWA
VDVARLDRGIAHFVLPLLGGREASAPVEGLVKQAVA
>MCE8457292.1 hypothetical protein LZ188_12255 [Rhodovulum sulfidophilum]AB15
MIAAAIFSTICGISLLIVCSWLAMSRAHRKRVAEMDREWANGGCGGFAGDPRATIVVTPPLSVAQQRDLLAVLADWHHRN
K
>MCE8457293.1 hypothetical protein LZ188_12260, partial [Rhodovulum sulfidophilum]AB15
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENKTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTG
>MCE8457294.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MACTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSR
>MCE8457295.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVARARGVDKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLAQATGREAE
AEALLTGFAETLDATRAALTLPAGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGITRQFGGA
>MCE8457296.1 condensation domain-containing protein [Rhodovulum sulfidophilum]AB15
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPYRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGPGPFLPFARYLEEETVYRAGPRHDRDRAHWAEVLRDIPDLVVLPKGAEDYAPAPVAAAPGLPAGLDGQLQ
RAARAAGMGWPDLLTLLSAAWIARNRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRHGETLGAYLARSGRA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLINVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVAAAARTLVPFLARACAPGARDRPLADLLADAPAGPAPCHTPRTARPIASLQEKT
>MCE8457297.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
SARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERLDPVRTRALMLRAREMRVTPTALTLAVFAQELARACGQPALR
LTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLPALAGRVQADLAGAIGHSAHPGPGQMRDLARHLGHVPEAPVVFTAG
FDHPRGSILSDRARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLDLVDRDWIESLFKAFMDRLCALSDAAPAP
RSWPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAAHPALGLRIDASAGRQYLARRPGLPLLTR
DLRSAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDALALDGPAIAQICAELFATDPPPARPASA
PLPLPQPVPPAERAADAAYWADALARVESAPRLPWRRPPDRPGPARYRRASRILAPELIRPLRRAAAREGLFLNTALGFA
ILEVLARFTPDLRVCAGLPTAPALDREDLGNRSSFIAIDHDATSGTARERAAALQAQTMAGLGHMGFSGVDLARQLMGQT
GGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIEIAADHAEGVLDPATVKAILDASLRALET
MALTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALHRGRGPALICGEERLDYPALRARVTAALAGLAAQGMGPGDV
LAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSGEDLPGRPCLRPGDLPRPGGALPDAAMLR
LRSLDTGPGYYLFTSGTTGSPKCVVLSNRATANVLDQTLSAWKPGPEDVLISVTPLHHDMSLFDIFGGLAAGACVVLPAA
EHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDYIKPATVAELRRLCPAARLISLGGPTETT
IWSIWHEIGSEIVSAAEDMTASGTAPVPYGRPLDGAGYRICNPLGEPCPPGVTGRIHTMGDCLSLGYLEARGLSQEGFVT
LPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEAALADHPALFQAMVVDLAPGDGRETTLAA
LYAARDGQPPGASELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAARALALSPAAPCPDRLGREVLDIYLRQTGP
DPEATIDSPLIELGLLPEHLIPVAAALNARFGTALRPSRLIPARTARQAAQLIPTRSEPEDLG
>MCE8457298.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB15
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MCE8457299.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MCE8457300.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB15
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLTRMEEDVRAMADCGTLAEAAIRAVRRD
AAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACVGRLQLRLQRF
GSCLDRHLIDEEDIVLPILLRHGATLTD
>MCE8457301.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MCE8457302.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB15
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>MCE8457303.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MCE8457304.1 SLC13 family permease, partial [Rhodovulum sulfidophilum]AB15
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
>MCE8457305.1 hypothetical protein LZ188_12320, partial [Rhodovulum sulfidophilum]AB15
MNVEKYYHLKIENTAVLGGVEQLAILFSQNLSGILETGGMCLSDLEAGVCENSAPQTPLSRRAGQVGPVSLMGNSRICG
>MCE8457306.1 hypothetical protein LZ188_12325 [Rhodovulum sulfidophilum]AB15
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAATDMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDDHIQWEANCDAGGGSKLLDALNRLPVGGLELHRTFGAFCGHWLEEGFNGTDEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARSGAS
>MCE8457307.1 type II toxin-antitoxin system HipA family toxin [Rhodovulum sulfidophilum]AB15
MADFEVHVDLNGRLHPVGLARSNRVRGGETILFEYDPAWLKDAERFSLEPALPVTRGAFAPPAGLSTFGSIGDSAPDTWG
RRLMQRSERRSAERDRRAVRTLTESDYLLGVADETRLGALRFRRVGEEPFLAPIRAGVPALIELGRLLQVTERILRDEET
DEDLQLIFAPGSSLGGARPKASVIDPHGHLSIAKFPKETDEYSMETWEEIALRLAGQAGIVTPHHELIDVAGKKVMLSRR
FDREGAVRIPFLSAMAMMGAKDGERGSYPEIVDALAEHGAQGKTDAQALYRRVVFSVLISNVDDHLRNHGFLWRGRAGWS
LSPAYDLNPVPTDIKARVLTTNIDLDEGTCSLDLLEEASEYFALTLAQARAIIKEVATVTATWRETARSVGARSAEINRM
ASAFEHEDLRRALAL
>MCE8457308.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MCE8457309.1 IS5 family transposase [Rhodovulum sulfidophilum]AB15
MPKQPAIPGLRDAMKKKVARREQFLAEMDAVVPWGRLLALIAPHYPKAGSKGGRPPMSLETMLRVYFLQNWYALSDPMAE
ETLYDSEAMRRFAGIELGDDRIPDETTILNFRHLPERHGLTEAIFADVNAHLADKGITLRSGTLVDATIINAPSSTKNKA
GARDPEMSSTKKGNTWHFGMKAHVGVDAESGTVHSLETSTAKVHDSRIWDKVLHGEESSVWADKGYVSAKREAAFVAVGG
AWGVMRKAPKGGKLHPEDETINRIIAMVRARVEHPFRVLKRQFGYVKTRYRGLAKNRAQLLTLFALGNLFLVRRRLMA
>MCE8457310.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB15
NMGAQMVKEVAQRTNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKV
GAISANGEVAIGRQIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKL
TSLASMVPLLEAVIQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGT
KLENVTMDMLGSAKKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEI
EVKERKDRVDDALNATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVG
KVIENDSPSFGFDAQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MCE8457311.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSENTENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMP
ALGDIAD
>MCE8457312.1 hypothetical protein LZ188_12355 [Rhodovulum sulfidophilum]AB15
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMIRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETAMGTVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMIVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVAVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSKKDGWVLNAADYPLAQTEIE
>MCE8457313.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MCE8457314.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDFAQQKTVRSVERTLQILELMNRVPVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKAEL
RAAADACEKGEPYM
>MCE8457315.1 hypothetical protein LZ188_12375 [Rhodovulum sulfidophilum]AB15
MRVNLRMALLNPKTFNLYVKEWHGRRVCEGYKAGVAAFVAGGIVVLMLNDAEFAASMTPLVKSGMIAVPAGFSIYSIMAI
FFPATLFWLTHQNEDVKRALADKRHQ
>MCE8457316.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MGRVTPLVEACGLAVGHGGRALLEEVSLGLHRGRILCLLGPNGVGKTTLFRTLLGLMPPLGGEVFLGGRRLAELGRAEVA
QRLAYVPQTLTTPFAWRAVDLVLMGAAVRLGPLARPGRAEIARAEAALALLGIDDLGPVEITRLSGGQRQMVQIARAIAQ
GAEAVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPTAEVMTAARMTRLY
DIPVRRDALPGGRLHFSGPSARDDGGPVAGATAGQNV
>MCE8457317.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSERAAPPLLALGLAGALAAGAMLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVF
RNPLVAPDILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIGLVMAIALALRGMGQVLVVVLCGMAVAALAGAGIS
LVKLLADPDDQLPAITFWLMGSLAGIKQADVAAALPAIIAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSA
TLVTAAAVSVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPLFLWL
LARGGRTWAE
>MCE8457318.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MMPLRLTALMAGGLVMGLAALTAAAETRTITDATGRQIEVPAAPRRVFAAGPPAATLLYTLKPDAMVGWPRAPGAEDMPF
LRPGTRDLPALGRLTGKGDTVNLEVLLTARPDLIVDYGTVNATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPEDRRPSVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAAAPDIEAEV
ARFYTLFYGVTPDRAALDGLLGAGHPGE
>MCE8457319.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MTLAASETLRPHEECVPVPDAFDAGLWFIGGIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>MCE8457320.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB15
MAGEDAADLFDLGAVRPDEEFTQCYSGECRVNLLPTLYRLNHAISNATDLSAPLGMILEVMRAGMRMDRGAVSLLDRRWG
RVSIHDSFGLTEEEERRGVYALGEGITGKVVESGKVIKSARSELSS
>MCE8457321.1 hypothetical protein LZ188_12405 [Rhodovulum sulfidophilum]AB15
MAKMGRPKLDTEPVTIRMDRQMLKAIDDYRRVQDDLPSRPEVVRRVMTEWLATRAEDEVEGDRSA
>MCE8457322.1 hypothetical protein LZ188_12410 [Rhodovulum sulfidophilum]AB15
MTRHDLACGPQFSGGLAAERPVEVARETLQRNIAGAGGRRVDDGAAETGGMLPSLFCQLQPVVEARVRPKAVLDVALSFD
RSGKGCEQVREVARDGRMTGE
>MCE8457323.1 hypothetical protein LZ188_12415 [Rhodovulum sulfidophilum]AB15
MDLFSWNGSGPEERRVSQMLARGRQQFDEVCALDMLNPVEAVASPEACSEYEPFAA
>MCE8457324.1 hypothetical protein LZ188_12420, partial [Rhodovulum sulfidophilum]AB15
MAHPAHTSLKSAPVRPHVHIGASRTKLYLPRGSRNQAPESWTRAYPGPIKAEWRALAQYKGFDLVRRIRDKSHVALRCHT
CGALTAQKLFTLRTAQPACAGCRHRAVLAIAQKAGLAFQGYDPEYHKLGIYHAPCGHTVRRQFGQIERIANGHCKLRCET
CHSGKEAEEAADRGWQLQGSDPEGNPNYRIYRHGCGHRQRVARANMQSGRFQCTACGEGWATAPSNLYAIRMELPTGLKV
EI
>MCE8457325.1 hypothetical protein LZ188_12425, partial [Rhodovulum sulfidophilum]AB15
LRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPPVLEALL
ALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGVGVLPYLESQLGHHLAFDGLGELYRGEV
EIAMRTIRNWPPRS
>MCE8457326.1 AEC family transporter [Rhodovulum sulfidophilum]AB15
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MCE8457327.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB15
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MCE8457328.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB15
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MCE8457329.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB15
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MCE8457330.1 dTMP kinase [Rhodovulum sulfidophilum]AB15
MDRSARFISFEGIDGSGKSTQARLLAERLRDAGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLTDEALA
>MCE8457331.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB15
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MCE8457332.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
IYAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MCE8457333.1 hypothetical protein LZ188_12465 [Rhodovulum sulfidophilum]AB15
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>MCE8457334.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB15
MNVPNRVRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEVALLRRIAATMATEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEGEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTAFGGARIVDMLVGEQLPRIC
>MCE8457335.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB15
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MCE8457336.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB15
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MCE8457337.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MCE8457338.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB15
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHTHDHHAHHHHGDLHYGEGAAGVSVPGMSQSRLIEIETDILSK
NDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKGCHL
DAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPHCDV
DLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MCE8457339.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB15
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MCE8457340.1 hypothetical protein LZ188_12500 [Rhodovulum sulfidophilum]AB15
MVPPAPVPVEGLLLNRKVEEAAALMPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHLMRFFVFWPRRLGLPS
TPLPSQGRMAEAVFGPVARCPAPGSLDDWLASGAGVAPVLAAIAVRFGPGEAVADLPAATAESLASGAAQENSPWLRHRD
SSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRQGPVLVPTARGICALSARVREGRVSSFRRWTPTDHLLAR
GGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MCE8457341.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB15
MPRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALR
>MCE8457342.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB15
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MCE8457343.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTMSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MCE8457344.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB15
MPDDSHENDVGSTEGAENPLARAGAENDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>MCE8457345.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB15
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>MCE8457346.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB15
MILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRALPDAVLLDETDAERSLDEYRGRWVVLNFWGTWCP
PCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPRAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREI
GRLMGEADWNSPGAKALLGRLIEGS
>MCE8457347.1 argininosuccinate lyase, partial [Rhodovulum sulfidophilum]AB15
MTKDQTDAKTQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGA
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKI
>MCE8457348.1 hypothetical protein LZ188_12540 [Rhodovulum sulfidophilum]AB15
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRDGLVRAVERATDAATRALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWHDPARRQEFVVAALLARRRISAEGFRLRAYLDALIAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGAAR
VDRPSDHRPIWVEIGRPQTG
>MCE8457349.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB15
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPLEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MCE8457350.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MCE8457351.1 hypothetical protein LZ188_12560 [Rhodovulum sulfidophilum]AB15
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MCE8457352.1 hypothetical protein LZ188_12565 [Rhodovulum sulfidophilum]AB15
MTRGARLAAVPALLALLALSACARPHGGVAVSNEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGL
RPRGAPVRVILGTGGVGLGF
>MCE8457353.1 argininosuccinate lyase, partial [Rhodovulum sulfidophilum]AB15
ANVALMTVMKGLPLAYSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLP
FREAHHVTGTLVAMAEKKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MCE8457354.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
PDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKG
ERVALSPRIDPGDTLRADLARCGQAVRDQV
>MCE8457355.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB15
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MCE8457356.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MCE8457357.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB15
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRSAAAPG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVLGAFAPVASLGGHPLLERYLGRADMSTTILDIAEADGESAIMADNRDLLA
DLFYTGRDRDVSIYALPPAGRAPNHYALRHALPDDLEGDVLYVAGGIPPACAEGVTPLADFAPETGAYRGKRIRIFRLPA
SCWNG
>MCE8457358.1 hypothetical protein LZ188_12595 [Rhodovulum sulfidophilum]AB15
MHIRTGLLCLLLCLVPLRAAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTAIAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTEGAIARI
WRNFDWSREITVSAAATRDPNGRTLTFTWALLQGDPARVRIEPLDPEGSRARIRVAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MCE8457359.1 hypothetical protein LZ188_12600 [Rhodovulum sulfidophilum]AB15
MLRAMMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACNSRDAATREIDRRIRRGGWQLLNVMSI
FGASGLGERKASAGGYFLKY
>MCE8457360.1 ribonuclease HII [Rhodovulum sulfidophilum]AB15
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MCE8457361.1 replication-associated recombination protein A, partial [Rhodovulum sulfidophilum]AB15
VIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETDLAFVQISAIFSGVAELKKVFEAARLRHANGQG
TLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLSRSQVLVLERLDPAHLELLAQRAEHELGRPLPL
TGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRAAQYDKSGDGHYNLISALHKSVRGSDPDAALYW
LTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLGSPEGELALAQAVVYLALAPKSNAGYSAYKAAR
QAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYFPESMKRGVYYTPVERGFERELKRRLDYFSKLR
ERRQDG
>MCE8457362.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB15
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTILVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MCE8457363.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB15
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MCE8457364.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB15
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAVEALDALLAVDGMELGIATGKSRRGLDAILASHELGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MCE8457365.1 ATPase [Rhodovulum sulfidophilum]AB15
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPSESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>MCE8457366.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MCE8457367.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
>MCE8457368.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB15
SWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVVDAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEP
AQRQFTESWGGQVPVPRITGALHPLPTGMDWQGLRALAFAGIGHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLE
TEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSAIDAAFDRLGLGSAR
>MCE8457369.1 CoA transferase [Rhodovulum sulfidophilum]AB15
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGASEAAYFHACNRGKRSVTADFRT
PEGQALVRALVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALSEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFDDPQIRHRGLVVENDGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAELSAPSPAPAGRTPRR
>MCE8457370.1 DsbA family protein [Rhodovulum sulfidophilum]AB15
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MCE8457371.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAVPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MCE8457372.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB15
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCTPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MCE8457373.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MCE8457374.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB15
MTRTKGATELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MCE8457375.1 zinc-ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGAAPRDPLAAF
>MCE8457376.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MCE8457377.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB15
MLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEAV
LQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDHTRWRQP
LVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMG
AVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLKRIT
>MCE8457378.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB15
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPHGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMTEAGF
TTGA
>MCE8457379.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB15
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MCE8457380.1 cysteine synthase A [Rhodovulum sulfidophilum]AB15
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>MCE8457381.1 LysE family translocator [Rhodovulum sulfidophilum]AB15
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVMLTWFG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPTAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MCE8457382.1 RES domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MIAFRGLVWRLLPAERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTADAPARALVPLAVAADRIVDLRA
LPAPNPASIVWQDLRASGAPAD
>MCE8457383.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB15
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAETGLDEGKDISLPLGYGAEVPQDA
>MCE8457384.1 hypothetical protein LZ188_12725 [Rhodovulum sulfidophilum]AB15
MFRYVLAAVAGLMTVPGLQAQEVAQQTVSAEMPPQCAVVDNSRIVSVVVCEGPRDEAAFAEAGRAACGVRRPCGAWFWPS
REAAPETAPANHDGLTQAQVVSSYGVWVAERGLFVRIERAE
>MCE8457385.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB15
MTMNTTLRGATAAICIVFGAGTASAAVIDLGFVLDGSGSVSSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGTSSYT
VVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIEAKIDQVIDDTGGD
TGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>MCE8457386.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECQMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MCE8457387.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB15
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGSPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGARPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGSEAAF
APATGFVDGTALIALRVMRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MCE8457388.1 hypothetical protein LZ188_12745 [Rhodovulum sulfidophilum]AB15
MPDAIVAAVGAGARRLVLALTASGAALGTAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWGYNSLYVEYGMTPKLTL
GLDAGQGDDADDWKAIAFLRFATELGWIPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTTPDGNGWINLDARTDTR
PQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKGTWLRLGGIFGIHNDRSIGLVIGSRIEF
>MCE8457389.1 ParA family protein [Rhodovulum sulfidophilum]AB15
MAGTIITIAQQKGGSGKTTLAANLAVAFLRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRVADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>MCE8457390.1 TonB-dependent siderophore receptor, partial [Rhodovulum sulfidophilum]AB15
MTGRLAALAALGSMLAASASAEEAQQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIMLG
QSGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQAEA
QGARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYGQA
TPGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTWKF
DPGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQVL
RYSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALDYV
SMGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRELTG
RLGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNTSF
NTQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDKIG
>MCE8457391.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB15
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAAGGAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRTRRDLTLHRGEAFFQVAPDPARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDSDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSRAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MCE8457392.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB15
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLHVLERDNASGEIRDPRAYLIRSARNLALNALAVQRRNAD
MDEMPEIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MCE8457393.1 amidase, partial [Rhodovulum sulfidophilum]AB15
LPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSGGSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFG
VVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDARDPFTPVVGERTPWDAADFARLPRRDLSSLRVAVTEDFGFA
PVSAATRQTFRRVLAPLLPFLGASEETMPDCTGADRIFSVLRAVMFQATHARFLDETPDLVGALVADNVREGRRYSATDV
AQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAFPAEIDDQPLQSYYHWLALAYAATIPGHPAIILPCGRDAQG
LPFGVQLIGRRHGDLGLLAIAAELEAVIVGIHDLAPCSPDIARLSTAPPLRTAPGFLDVP
>MCE8457394.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB15
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIDRHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MCE8457395.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB15
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPPGSPAFRAWADTNLSD
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MCE8457396.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAETESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MCE8457397.1 siroheme synthase CysG [Rhodovulum sulfidophilum]AB15
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSDLRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGTLATEIASTELTGPAVILLGLAPRAAARSLPLLQEAAR
>MCE8457398.1 hypothetical protein LZ188_12800, partial [Rhodovulum sulfidophilum]AB15
MRLRRLVLAAIPVLAALGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPYGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVAVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRRFYRERYDRVAAWHHLRA
GFEAASGGDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAARPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEV
>MCE8457399.1 SIS domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
RFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEGALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPH
DRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWETLIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNL
AKSVTVE
>MCE8457400.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGHGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MCE8457401.1 ribosome-associated ATPase/putative transporter RbbA [Rhodovulum sulfidophilum]AB15
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIEMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELTPDQTASAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMTRGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>MCE8457402.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MSDRQIFSEFSDSPFPRNALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MCE8457403.1 GTPase ObgE [Rhodovulum sulfidophilum]AB15
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MCE8457404.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB15
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MCE8457405.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB15
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKDLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDSILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYMVEGDGTLRA
>MCE8457406.1 histidine phosphotransferase family protein [Rhodovulum sulfidophilum]AB15
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALAELGRSLSLGHDETSLTLAF
>MCE8457407.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MCE8457408.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDSATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAGA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MCE8457409.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB15
MPRIGAAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSCAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEEAVRSAAPKL
>MCE8457410.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB15
KGRKCFISNGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSG
FKTAMKVLDNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLASRQGIQWMLADMATELSAAELLGHEAARQRQAGLR
FTTAASKAKLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MCE8457411.1 urocanate hydratase [Rhodovulum sulfidophilum]AB15
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKAVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MCE8457412.1 HutD family protein [Rhodovulum sulfidophilum]AB15
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSVPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MCE8457413.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MCE8457414.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MCE8457415.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MCE8457416.1 amino acid ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELV
>MCE8457417.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB15
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLGRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MCE8457418.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB15
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDQKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGDEPSSDPAPETGGALLRPMPAPAPPRGATEGGD
>MCE8457419.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB15
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MCE8457420.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB15
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKP
>MCE8457421.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum sulfidophilum]AB15
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAWHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLQPPPGVPTAAQPSEADRRDAARAAAI
VVALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLEPEETLARADALGLFLWVREP
>MCE8457422.1 lipid-A-disaccharide synthase, partial [Rhodovulum sulfidophilum]AB15
MAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDALITIDSPDFCLR
VARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEALAFRD
RHGIARETPLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTELTAAWPVAPLVIDPRGDPDGA
AGDKRAA
>MCE8457423.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB15
LAARLPGLAWQPTEIDPQRRASIDAWAAEAALPNLRPALSLDACQPGWAASHAAQDLIFASNILHLVSDAQAETLIAEAA
RALAPGGVLAIYGPFLRDEGFASPGDAAFHASLIAQDPGIGYKPVAWVAERGTAAGLQLEAQISMPANNLTIIFRQPYVI
AQRNH
>MCE8457424.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB15
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MCE8457425.1 hypothetical protein LZ188_12935 [Rhodovulum sulfidophilum]AB15
MRRPPLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MCE8457426.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYITPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVITAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEARAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPDLAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MCE8457427.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB15
MTEAPASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKPAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIWLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPEGLRHVAKATLAELIPALLALALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALGILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEVIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MCE8457428.1 hypothetical protein LZ188_12950, partial [Rhodovulum sulfidophilum]AB15
LAFLSVLGVFAALAPRLGRGGRVGLVGFLGLVALLVFTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTA
GNLAAREPLRPVAPYLPFAARRFDGKTVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVL
ARPVAQP
>MCE8457429.1 hypothetical protein LZ188_12955, partial [Rhodovulum sulfidophilum]AB15
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRASHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQL
>MCE8457430.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB15
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MCE8457431.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB15
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVAPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLEG
>MCE8457432.1 DUF6476 family protein [Rhodovulum sulfidophilum]AB15
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MCE8457433.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRNKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MCE8457434.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB15
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVAIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MCE8457435.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB15
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVAAPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFATT
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVREGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MCE8457436.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB15
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MCE8457437.1 hypothetical protein LZ188_12995 [Rhodovulum sulfidophilum]AB15
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MCE8457438.1 hypothetical protein LZ188_13000 [Rhodovulum sulfidophilum]AB15
MGPSPRFKKTVQSTWSWYLAQSTFVRARLLVPIVCGLLMTVLIGNMGLALMGTAYAINAFLAGSIGGAIAVAVGKALQII
AREGRQSR
>MCE8457439.1 elongation factor G [Rhodovulum sulfidophilum]AB15
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDYLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDAGGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRGPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEPLAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MCE8457440.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB15
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MCE8457441.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMRFD
KSFWSHMAKSALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAALGAAA
DRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAALTV
DPGHHHFNVIDGLAQADSPLATALFDGL
>MCE8457442.1 P1 family peptidase, partial [Rhodovulum sulfidophilum]AB15
AGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLDAAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGD
KDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKGGLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAP
FEIGAEFGGRGVGRHDPSAEPRPEAALGQSTTIAIVATDAALTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATG
AKPLPGDGFEALRLGHAAAICLARAIARGVYLARPAPGDPRPCWQDRFGA
>MCE8457443.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGGGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHEDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIAAHCIHLTDDDIVRLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGV
>MCE8457444.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALTETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MCE8457445.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MSDPGHPSPGPAAAGTLAMLRRAVDLTDALSRWLIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGQAQDLLQRASALAGLLLMAVVFVTALGAAADKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>MCE8457446.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQMR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAEERARLREATTSIAESLKERVDPEVI
DLVLEQAAQ
>MCE8457447.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB15
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLSNVQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MCE8457448.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVKISLHRGAQVLAYTAEE
AENLFDLIAAIESLAAERLAGRIGVEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MCE8457449.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD, partial [Rhodovulum sulfidophilum]AB15
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCEM
>MCE8457450.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB15
MTQHPPLLLLTRPRLQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTFLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MCE8457451.1 hypothetical protein LZ188_13065 [Rhodovulum sulfidophilum]AB15
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETLTEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGS
DVSLAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MCE8457452.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB15
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTAPTARALALMAAIERGLGADDEVVRGYLA
KAIGAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPAAAGPAGLGGASDMLPLLVGGGFQKSAE
>MCE8457453.1 hypothetical protein LZ188_13085, partial [Rhodovulum sulfidophilum]AB15
ETMARSGDDWLARLGSGRPLPGGLAVFPRLIDDRVSLPDRRARGANARLDTWFAPDLLCPGEKLPVPSARRCRLAERRLH
RGLRLNLPSGQGCVAGMARLGVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAET
LVGLCVCDPDSYWHHLGSDHGRWHPRDGARPAGEPITTVAALIRAAGMRA
>MCE8457454.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MTTLTCISPIDGSVLAEREALSSETARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MCE8457455.1 hypothetical protein LZ188_13095 [Rhodovulum sulfidophilum]AB15
MLREEMADVTLDHDTRTAEIERKTFDQAGPGRELTCGYERAQGARTAFLRKPAPGSYGRCGYRLLSQRKTPR
>MCE8457456.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB15
MIETSLIAPCVAYRGRAEGEAARGQRMTGELETGIERPGSETVMAVAAEQVPGATPGAVPAVPGYFRRTREICDCHGGLP
ILDKRICGMGRTETPFACDQHGIAPDIAAIAKGLGAGSQPVGAMLRTARLQNANEASSGPFLHGHTHMGHPTAAALTVLT
RLARDGPLTRAQIMSERLEAALRAALGELPCRRHPRRGPVSRHRAGQRPRQPPHFPPERRTHARIEIAAFEAGRLCHPMG
GTIDGRQGDQVLLAPSLTPDGTHALEITDKLQFALTALR
>MCE8457457.1 hypothetical protein LZ188_13105, partial [Rhodovulum sulfidophilum]AB15
MHALAALGHGKRRGEVQGTTWEMGEALADQSRGTTHWAGLQQTFQELTIFKTTETLKFHRIRERPLPGPDRNSDHNSDRD
RD
>MCE8457458.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRTGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MCE8457459.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB15
MRKLLVALLCTLAGPALATGLDIQIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MCE8457460.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB15
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MCE8457461.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB15
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVPADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MCE8457462.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB15
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MCE8457463.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB15
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MCE8457464.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB15
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAR
>MCE8457465.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB15
IAPIAQLERAQAARDTAEARAEAASADLARAREALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDV
PGEFLQVLPPDARFDVVIHAEDATSHPARLRLVEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLT
ALSGPAGAPSVWRVAPEDRRLARVPVETGRRLADRIEITRGLAVGDEIVVKGTACLGEGQTVGPMVAP
>MCE8457466.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB15
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKNLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLTARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPADYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MCE8457467.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB15
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MCE8457468.1 alkylphosphonate utilization protein, partial [Rhodovulum sulfidophilum]AB15
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMAAPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARD
>MCE8457469.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB15
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLARRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPTED
>MCE8457470.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB15
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MCE8457471.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB15
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSCRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MCE8457472.1 hypothetical protein LZ188_13185 [Rhodovulum sulfidophilum]AB15
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MCE8457473.1 hypothetical protein LZ188_13190, partial [Rhodovulum sulfidophilum]AB15
MDAFSFPVWPEVPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAEMPAIHACFARVIAADIAEGVGLAE
AAAAPDIGRFAPLPRGRAAATLCNRHTGRLALDSLYGGVTPEAPGRTPAALVRLRTDADSPAPLGIAGPGGQDRNGRPEA
EAGASPFRIVRTKVEAEIGAEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGAPAFAFACGEVR
KHFQWLVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQD
>MCE8457474.1 urea ABC transporter permease subunit UrtB, partial [Rhodovulum sulfidophilum]AB15
SLIEKSSRRTIGPAIAALRDSGLPAARNVLEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTANRQDLDQL
KPNSGVRALIAAALVPYQLTDPDPAVRSGALDAISRNGEAAHLRALRGAIASETDPGLKARKERLERLLTIAYDPDPAAR
IAAIESFAGDLGVDVRAALNPLVATTRAVTAGAPPEGENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALA
AHIEDGAVAGIPLKDLNSEAARERAYAALAARGLVPPTATTEEVQAALDAHSFYDRYAEPDPAVTAAAGAALDAIAAKLG
LNQAVNLSLDALSLASIYFLAAIGLAITFGVMGVINMAHGEFIMMGAYTGYVVQQIVPDYTVSILIALPLAFAVTFAAGV
AMERLVIRWLYNRPLETLLATFGISIALQQLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFL
FIMRRTRLGLEIRAVTQNPRMAASMGIDPDRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGN
IWGTLLGASMIGFLQKGIEWLNPSNTLAAQTYMILFIILFIQIRPRGIVALRGRAAGD
>MCE8457475.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MALCITPADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPDLAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRVLWLETGTSAPFAAARALYESQGFKPCGPFGDYRNDPHSAFYTRRLAPQEASL
>MCE8457476.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB15
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGTGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSGFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPARHGADPGPDD
GSFRDREAGE
>MCE8457477.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB15
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLRLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQSARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MCE8457478.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB15
MLKTTGLTLHYGGSQILHGIDIEARTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRAERMVPDEIYELFPVLRDMAERRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MCE8457479.1 hypothetical protein LZ188_13220 [Rhodovulum sulfidophilum]AB15
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSTG
>MCE8457480.1 alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
DPARIERVLDWIGAAFGGQGAEALDRFGDWIAASGLTPLPGMDPAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>MCE8457481.1 amino acid adenylation domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTLSEHRRALLDKLLAEAGEPVRKSAPPSPTAVPDIENRHAPFPLTDIQLAYWLGRDAQTELGGVASHGYQELAHQELDI
ERYRSAWNRIIARHGMLRAVILPDGTQQVLAEVPPFGIAVEDYRESSSDTAEAARLATRQRMSHRVFDPLEWPSMEIAVT
RMPGGHDIVHMSADALFGDIYSSFVIFHELRQFYDNAGAVLPPLDFTFRDYVLWLKDCETGPGFQAARAYWEAKAPTLPP
APQFPPQPATRPAPPRPEGFRRLRFALPPAAWSALRAAGRQAGASPSALMLTLFSELLARFAGDEAFTLNVTTFNRADIH
PQVRLIAGDFTQTMLFAVRTPARGPLEERLRALQADFAQDFEHRAFGGVRTLREMNRQGGGGAGRALMPVVFTSGLGAGD
LAEAIPRESRDFVRRVHEITQTPQVTLDHQVFEENGALVVQWDHQPSAFPPGLPETMMEVYRTGLGRLAEDPGLWRCDRL
FEPPAVQLSKRARVNATAAPVPPARLEEGFLRQAGLQPNASALICGETETTYAGLLAQAQGWAAALDAAKAGDFVAVSAR
DPVMRVAGVLGTVLSGRAYVPIEPDWPAERRHSVASAAGIAHAVTDAPGSWNGIAVPLAPAAPDRYSAARSRAPGDRAYT
IFTSGSTGVPKGVVLDHAAAWNTISSINTRIGIAPCDRLLGVSALGFDLSVYDIFGPLAAGAALVLPPAEQDRDVPAWLR
LMRTHRVTIWNSAPALFDLLLGARDADQALALLHHVLLSGDWIPPDMTKRLFAAAPGARLLAMGGATEAAIWSVAHEFST
APGNVAAIPYGTPLPNQSLHVRDGAMQPVPDWVPGDLYIGGAGLAREYLADPGKTAAAFAADPLTGARLYRTGDLARYRE
DGVLEFMGRRDTQVKIGGRRVELGEIEAVLARDGRVERAVVRLCPGKGVTAWL
>MCE8457482.1 acyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
ISGMARMLCRRAALPVRRCVAARSGADAAGALATAPSQQAPADPRHVFAFSGIGRAAPSTGRGLFAALPAFRAAIAEIND
LAMDLAGIRIAPFFHSGGPLESRDPGALMLAHFALQTGLASAYREAGAAPEAMIGHSLGEYAAACLAGVFTLPQAVRIVA
ERAALLAETAPGAMCVVPAETGEEIAAAGRGICIAGWTTPGHVTLAGPRDEMETLRQELRARKVPAVPLAAARAGHSALL
DPILPRFRAVFDGMTLGQPDLPFISNLTGDWADPQEVARPEYWVRQLREPVRFAQGAARLAEWGATSYLDIGPGGGLAPL
LTRHPDLQPETVISALPDHNAAQDEETGFHESLARLWCLGAAEKAPRARLGGAAEVQPASLPGYAFQRQSYWLPPSAVAD
ATDELPLLPFEDWLHQPQWAQYRPLPAETPRPHAIRAEPGDTLAAALAQALPAQFVTGDMDAGSLADHTAIWDLRTLRRT
AGPPELDAALAARKDLAELIRALARTGKPLRLIVPTQGLARVTGGETLAPEYALLQGIVLSAAHENPHLSCETVDLDPED
DPLSALCDLGAAAPAETPMDALLAVRMGQLWRQELRPVPGRPFPAALAPKGRFVLAGGDGGIARTLAEALAEASPGAHLA
LIVRPHPDRAAERAAFAGNLQNRVGASLSWHAADLADAAATEAALRAAANAACGAADRAEDEAQDGRAHGIDGIVLAAGV
AGGGLIEAELPEGAQSNTGPKAGLLAAVEKVFAGTPLGFLAMCSSVGASFGATGQADNMGANRVFDLYAQSDRLPLCRRK
IAIGWDYWRDTGMIRILGPRHKALTGEEIRHGMTAKEGAAWFLRCLGAPLPVPVISTLPTDWIRTALARRLGEAMAVYER
AAPAAGAQVRAPRPPLGTPFAAPEGALETLLARVWAETLGFEEIGRGDSFLELGGDSLAALPMLARIRDALDCELPVSAL
YRSLSVAGCAAHLRAADPGDIELRARLYLHVQMLDEDALAGALAADASGPAQREPHR
>MCE8457483.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
ILVERLLSIPEAARALGVPKESLRRAADTHGKTIRMGRAVRLHPDDLEELIELCRVEPQVLAFTGGKGATVNPSGKSETR
GASESRPARAAAQMLKRSSRLISSEKTGRLARLPQMS
>MCE8457484.1 integrase [Rhodovulum sulfidophilum]AB15
MCLAIYAEEHAAHISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSICPISPGTIRRELNVLQAAIN
YCHGEGYLITAPKVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFTLHGLYTGSRKDTILGMHIDTPSVSGGH
VDTVNGILYRKPMGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEI
DLTMPDGKGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MCE8457485.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MPASKIPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPELFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>MCE8457486.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MCE8457487.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPWGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MCE8457488.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLSRVGLTGRADSAAGDLSYGHQRLLELAMGLAQAPRVL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>MCE8457489.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGL
>MCE8457490.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB15
MYAFEFDRPTTLDAAVAALGQEEAQALAGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAATYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREITAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGARVAVTGAAEEGVFRWGDAEEVLSADFRPEAVSELTVAAEGMIGDL
HGSPYYRAHLVRVLTGRAVAGAS
>MCE8457491.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB15
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAEAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPIAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MCE8457492.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB15
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEADGCEVATIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MCE8457493.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB15
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEESAE
APKGKGWLGRMMTRKAEAE
>MCE8457494.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MCE8457495.1 GfdT protein, partial [Rhodovulum sulfidophilum]AB15
MNRNATPARTLSRQPPLVRDAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LD
>MCE8457496.1 hypothetical protein LZ188_13310, partial [Rhodovulum sulfidophilum]AB15
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
QLEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAETAERAADEARAARDAAGTEAADLA
ETVERAKAAAETAQAERRETEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAARERAATASAAADAAEARTAAQAQEIAEAEARYEALLAEGQETETALAALRDELEAA
TASRDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADMTEAAE
AVPPEPPVPAARAPGARPALD
>MCE8457497.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB15
MTRLDVDRRFLLLTAAGYMTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTLVLADARTLAEAPGTAAYL
AGSGRVRPTQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLEIGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRILAGDAVSAATRLATGFQVRMYPDWSGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDSHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAINRAGFSIPKVSFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAAEDFCARLAAGRFGDRRPGASSVA
>MCE8457498.1 hypothetical protein LZ188_13320 [Rhodovulum sulfidophilum]AB15
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPSAEDEAEIAPDDPGIDPGLEAGLPEEAAEAAPVGDADETAGMPDEIAADAAAEDELSDPGLPMPE
EAEDEAAAETVVAEDDAADLDSAEGQDVDAPDTEASLADPTPEAGAEEELPNAPEPETGDETATGLADLSEEAGPGPDIG
LGEDGILPDTPEAEAAVEDDLAATDSSDIAALEETGNESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLG
DADPGESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEEDTDSSQAAIEAIEERIEAIAE
RLGDVQSSHSGEIAALLERIERLAEAQPEGNVSADDIAARAIEIDALSSLVTALSEQLMAGQGEKRQGNLDAVLDRLNAT
QESIAAMVSQLLEGSSAAERRFGA
>MCE8457499.1 hypothetical protein LZ188_13325, partial [Rhodovulum sulfidophilum]AB15
SCLAVPPDPAAWVAAIERLAEAPDEARALAARNRSALIAEDACGRQQRLWSDLLGMDLRGVPAEPG
>MCE8457500.1 glyoxalase [Rhodovulum sulfidophilum]AB15
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPS
DLPRPQAWLEFDVENIAIATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MCE8457501.1 hypothetical protein LZ188_13335 [Rhodovulum sulfidophilum]AB15
MQDELAEIIQRVRVLEASGASGPALEMLAHALARRPDDLSLRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEAGETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEEPETDLARAQSLLDEDPEEALQLSEAVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALHGPEAALALLPDAPLAPARLIARGNGLLRLGRAEEADAAFAAALETGGLLPAAASGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGADTSLLHLQARASLALGRTAQAETSLR
QLLTLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSTRARRDVELIRDLDLTGRHDAARRLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPTGPLAWHLARDRSHGQR
EWTRRAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPATDNL
GRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQPLW
RDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLHAMLWRWLLFTPLSGKLRYTPAAKASTA
>MCE8457502.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB15
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MCE8457503.1 hypothetical protein LZ188_13350, partial [Rhodovulum sulfidophilum]AB15
IYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHDFLPLCPSYTLIGSKGRFCGLPGPEACQACYARLAVTSGKRPAAIDT
WRAGWRKVMDRADELIAFSEDSRAQLARVWPDLAGRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLA
QHAAPDLGIVVIGRIDPAFAHHRIRVHGAYRREEIADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQA
GAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVTLPPALPA
>MCE8457504.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB15
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MCE8457505.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB15
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGGDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALTAARAAGAEQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MCE8457506.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB15
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MCE8457507.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGADRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MCE8457508.1 hypothetical protein LZ188_13380 [Rhodovulum sulfidophilum]AB15
MAPDAVAATMRALGPDWPGEALAAGPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVVFEPG
>MCE8457509.1 IS6 family transposase [Rhodovulum sulfidophilum]AB15
MWNCCVSTGPGDSIGVRQVWSPAISCDPFKGHRFPQDVIPLAVRCYCRFPLSYQDVTDLLAERGITMDRATVFRWVQKIG
PEIARRAYNHRSWCGLNWHVDETYVRVGGKWRYLWRAVDQNGQFIDFRLTARRDVKAAKAFLKQAIERVRLYRPVSICTD
EAPGYRKVIEDLNHRFEPCCTKPLVDSPRESSVIAGWPEQTDTADL
>MCE8457510.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB15
MSSRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLGGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPRHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEEDCDV
>MCE8457511.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB15
MSLLIFGSTGQVARELRARAPGARFLSRAEGDLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFVHLSTDYVFDGTGDAPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQLKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAVKA
>MCE8457512.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB15
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLALVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGQPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MCE8457513.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB15
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAEFDSPFIWTRT
>MCE8457514.1 haloacid dehalogenase-like hydrolase, partial [Rhodovulum sulfidophilum]AB15
MQHAIRPDRVLVVDLDGTLIRSDMLYESLWGACRADWTAGLAVAATLPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
NWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEK
>MCE8457515.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MCE8457516.1 glycerate kinase [Rhodovulum sulfidophilum]AB15
MTLQAPAPPSAPLAASPAEPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAAAHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPSTLAEAGRLGSDPARALS
TNDSHDFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>MCE8457517.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB15
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MCE8457518.1 glycosyl transferase [Rhodovulum sulfidophilum]AB15
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MCE8457519.1 HAD hydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
LSAHPAIVENGAGRLEPGAEAPRTGGRYRALRTALSQVPAPLRSRFKGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPG
IWSGSETEKAGFLAALQAQGISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPH
RRPMPPLDGEETGRIQRIAAAGPKGWNLALRQVISDFGI
>MCE8457520.1 serine protease, partial [Rhodovulum sulfidophilum]AB15
TEAMARRADVPTDTPPETDGSPSPAAGATVAPGPVPPEPAARAWPGAIAWVPLLALLLIAGGVLVWLLLPGTRIFPPRSP
DPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDLANPADAPGSRAAADPHPILPPD
PARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVVAGAQDDRIFVINR
SLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGGTDPVPDLAVTDGT
VNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLDFLESAALTPATVTRPCQP
QLLRPVAPPASAGTQAEAAAGVPDFNLRPSSNE
>MCE8457521.1 hypothetical protein LZ188_13450 [Rhodovulum sulfidophilum]AB15
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
TLPASAPVATESAPETGAAPVEPVAAANARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTSGPDSFRLLIRDAGSDVLQEGSLTR
QGESWTTTINYPGLP
>MCE8457522.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB15
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRLRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MCE8457523.1 cold-shock protein [Rhodovulum sulfidophilum]AB15
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MCE8457524.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGEQVAAGDLIVQLDDEAERIALDRAYLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLALGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MCE8457525.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB15
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAVDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLGGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDHTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
RAVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLARTAQALVDRMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDYNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFVSA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MCE8457526.1 NnrU family protein, partial [Rhodovulum sulfidophilum]AB15
MMGGWDEFAAAYALFLLSHALPVRPGVQAGLRRRFGRRGYLATYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVL
VMPFVCLLIAATLGSPNPLSFGGAGNARFDPERPGIVGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSR
AIDRRNRRLMGAEWDRLAARTATLPFAALVTGRWRPSGPPPLWRLLLGLALWAGLLAV
>MCE8457527.1 quinone oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
LGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAHYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARA
>MCE8457528.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB15
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVIATESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MCE8457529.1 cyclase family protein [Rhodovulum sulfidophilum]AB15
MCDICVMTAVKGRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFEE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAGDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>MCE8457530.1 hypothetical protein LZ188_13495 [Rhodovulum sulfidophilum]AB15
MPIVFVVTSIMGGVFSATVVSLIMETGWGAILLSYWVGGMIWGGAAVSFVALRSDEDSSGSEDHEYETSEYGASEYGGAE
YEDAGPGALGARSRTARSRAPEDVEEADRCGHFF
>MCE8457531.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLSLGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDHDHDGHDEDGHDGHATDGHDHDALAAAS
ADHDHDHDHDHDHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYR
LRQEYRATGDTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGI
VWLEMALLFGTGILCGFGLGYVAADALSRSFALARGFPLPVAFTPADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MCE8457532.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGTLLDEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MCE8457533.1 hypothetical protein LZ188_13510 [Rhodovulum sulfidophilum]AB15
MTDPAAPDRTRRLCLALAPGLLLPGLFLTPTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>MCE8457534.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB15
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVVEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDTETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MCE8457535.1 DNA-directed RNA polymerase subunit beta, partial [Rhodovulum sulfidophilum]AB15
PEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDKDERALQIEREEVERLARDRDDEQVILERNIYARLK
SMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADAGQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLP
PGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFLADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARG
LGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAHLVESASSVTRGVPIATPVFDGAKEQDINDALIRAG
FDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARSTGPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGA
AYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVKEVRGLGLNMELLDAEDEE
>MCE8457536.1 hypothetical protein LZ188_13525 [Rhodovulum sulfidophilum]AB15
MLAFEWNFLRKLRTGIGEPIYENFVMKMLKITKIKARPFQFLGSVGKYWAGRICRATLRLFAARGLFLLRGFGFRGIFFS
VFGARARGCLRRRN
>MCE8457537.1 radical SAM protein [Rhodovulum sulfidophilum]AB15
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYGSVLRHATAVSGARVVRDLRRK
VVAARSPASARAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCSVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGSGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDRYPNRIVPMMTGRGCGWGVCT
FCSDVQTTSGRTFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLGTGLMDHENETFRSAGHRSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>MCE8457538.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB15
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAIYEGQFRADMPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDIYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPAAPNAPLPAD
>MCE8457539.1 NAD+ synthase, partial [Rhodovulum sulfidophilum]AB15
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYDDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMATALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
MLDRILEGLVDEARSVEDLVAEGLDRDMVKRVEHL
>MCE8457540.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB15
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MCE8457541.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB15
MEKIILFAPLIGALLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MCE8457542.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB15
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MCE8457543.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB15
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MCE8457544.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB15
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>MCE8457545.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB15
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGGLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEISGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPGSGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MCE8457546.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB15
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGASWFVELVETRLAAG
>MCE8457547.1 hypothetical protein LZ188_13585 [Rhodovulum sulfidophilum]AB15
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWR
>MCE8457548.1 hypothetical protein LZ188_13590 [Rhodovulum sulfidophilum]AB15
MGWTHADWSALGSVLSGIGTIVGAFAVIWAARLGSGTFESWREQKISERRIDQAERILIATYDAERSLGDLRHAAANLFA
RGSAQRDLQDGAEALTSEAAKAYRYYETHRETASLARRSLADCLPTAKALFDADLEQAIGELMKQFDIVFADVGWRAELS
PDERQAKWKKPTPGVPSEDRNTMDATIAAQVARIEDICLPQLRAAGRKRRDDRPSV
>MCE8457549.1 HAD-IA family hydrolase, partial [Rhodovulum sulfidophilum]AB15
LETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPNVEALVRACWGKPADRVFDVIAAGDEVASKKPDPGIYR
LALDRLGLPARECLAFEDSHIGLQSARAAGLGVVITPSSYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MCE8457550.1 HflK protein, partial [Rhodovulum sulfidophilum]AB15
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGGPKFTR
>MCE8457551.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB15
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MCE8457552.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB15
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVCNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MCE8457553.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRDRFAALLQTVIAGLREGR
>MCE8457554.1 hypothetical protein LZ188_13620 [Rhodovulum sulfidophilum]AB15
MTTIPTQKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MCE8457555.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB15
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPGTYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGFAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MCE8457556.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB15
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLAKMNG
>MCE8457557.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB15
MIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLVKRGRSSMTIEV
RAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MCE8457558.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MCE8457559.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB15
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MCE8457560.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB15
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGISTGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MCE8457561.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB15
MLDGVMRRLIDPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMVAFGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLCFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MCE8457562.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB15
LASEKAGLLAQKVAGQITEATSVGSALGGALAGYIETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEG
GLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYTLPLSTGRSSITEPYMGEGGFLMTSVTLPVRVDGQIVGIAGVDIGL
GDLTATMNDMTAFEGGRSMLVSQGGNWLASADPADLNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMN
TTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAMALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRDEI
GAMAGSVEALREGLLEKNELEKEQEQLRGEQERVVADLASGLRSLSEGDLTSTIDAKFADDYEQLRQDFNATVETLNALM
GEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVREA
IGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQ
VETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGN
LQTLVARFRLKGPAAAVAPRPRTETAIPTAAPPPAAGFEPPKRAVNDAGWQDF
>MCE8457563.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPTSGRVSVTGSVAMMRQEALAHPEE
TVADLLGVQSALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVDPDTRLACLSGGQRSRAAL
>MCE8457564.1 EamA family transporter [Rhodovulum sulfidophilum]AB15
MPRPLDLLLTALAPTVWGSTYIVTTELLPEGYPITAAMLRALPAGLLLLLLVRSLPHGRWILRALVLGSLNFSLFWWLLF
VSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLIASIVGVVGVGLLVLTPEATLDTMGIVAALGGATSMALGTV
LTKAWQPPVSPLTFTAWQLTAGGLLLLPAAFLFEPPLPPLSASNVAGFVYLGLLGGAITYILWFRGIALLGPSAVSPLGR
LSPVAAVLLGWVILNQTLSPLQIVGMVLALASAWFGQKGERTPTLVAQPAQQTQGTPDSAERAVTACASLRSRLRP
>MCE8457565.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB15
MLDISELARPSGLSAATIRYYEEIGLIRSSGRRGLKRLFEKKVGTRLALISLGRTAGVSLSEIRGLVGTEGRPDLGRSTL
SRQADRLDEQIKELTVFRDGIRHIAACSAENHLDCPRFKRIMRIALMRGP
>MCE8457566.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MPHPYTAPAKTALPKLAFPVLASVQAVLIFTITLIAAPLPPIDEEFGLATADLVLLQVACGLPYSGLLLLGGALSDRFGG
PSLFRMGLWGFGLSSLGAALSSSFEMLVTMRALQGVAAAMVAPAAVAHVAALYPDPEKFDGATARWGGISVLGAAAGTVL
SGVLTTWISWRWMFAPSCLTMFVALSLRSSLLPVVRGRMQAGRLDFLGALLALTALMSGELRAQHGE
>MCE8457567.1 hypothetical protein LZ188_13690 [Rhodovulum sulfidophilum]AB15
MRVIAMICLILGPLIAAPVLALTGRPIQTATTLLVVGPMNGLPDILHRAGGRPIGPTRAPFALLAVADDHPESFPERLKA
EGAWLVLDGAIAAQLCGV
>MCE8457568.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB15
MADSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTIGLQRRGGGMARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVIVHHALLTFFLPTLIYPSSGLLVDLGRLALHGTVWVAET
GGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQLNLTQKEAEQLNVMEQFSAALTKLAKGDLATRIETVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARRVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQSIASTVGTHSQGIADLKHTMGELDQLTQQNAAMFEE
TSAATTALTDATNLLSEIVAEFQNASEPDDSAPLFRQIA
>MCE8457569.1 transposase, partial [Rhodovulum sulfidophilum]AB15
AWRVHYNTARPHSSLGYRPPAPEAIRWPSKRNGSPPQLAPTLAPRPIMH
>MCE8457570.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB15
MSGFFRQDARMGRISTVLGQDVPVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTRDGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHAEGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHLRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRYEAEGDIVALGAGLRVTLSGDPVPGTGGEYIC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTRSTFRTKTHKGRGFNE
LRFEDERGREEVFSHATRDHNQVVRRDLFSSVHRSQFSDIGGEMFQRVGRSFALEAQGTVEVASQMGTVISSGPIGMSPF
RFKPIIKNESAEVDRVKVEMASIKSAFPTGGLTLRAQTVLLDEVGLSRISMAGTTMREVAGKAKTTHAGELVRTSSGSTI
VNEAADVFSVVAGEVDLPPDIRAIANWNFPPLNG
>MCE8457571.1 YeiH family protein [Rhodovulum sulfidophilum]AB15
MTQAASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGIGGALIVATLLATFAFTTWLGRMLRVEAGLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAEEGLRPAL
LGAGAWVFISLFSLALILFLA
>MCE8457572.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVEFDLPPRRFHMLRHKERHLSLAEQRFLELA
>MCE8457573.1 endolytic transglycosylase MltG, partial [Rhodovulum sulfidophilum]AB15
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGTGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEAREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARKI
>MCE8457574.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB15
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MCE8457575.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB15
MGPRRAMTVMSVMRLLALIAFVLAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMSKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGTVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTSG
ARPREPHPPRTSKPPAPQPVIADTAGQDRIDLTPPETGPSGPYPPGGDRYVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGASAAAMDHAAKA
>MCE8457576.1 NAD(P)H-hydrate dehydratase, partial [Rhodovulum sulfidophilum]AB15
LGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRISALGLGPGFGTGSREAELLRLALDSDRPLVLDADGLS
LLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHGPGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAA
MHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLGAWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>MCE8457577.1 adenylate kinase [Rhodovulum sulfidophilum]AB15
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDPLV
SWFSHVVFLTLPPAQRLAQLRRREHLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPAIRLD
ASAPPAALVETAIAALDQTVGAA
>MCE8457578.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB15
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPVLAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAT
>MCE8457579.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MCE8457580.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB15
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MCE8457581.1 primosomal protein N', partial [Rhodovulum sulfidophilum]AB15
CWISPALEAAVRARLGVSRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGIWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MCE8457582.1 pilus assembly protein CpaE, partial [Rhodovulum sulfidophilum]AB15
GRARRLADSLDIEIALMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALSLHDVGTAAAAAAQ
>MCE8457583.1 CpaF family protein [Rhodovulum sulfidophilum]AB15
MFSRYRKSEPGKVAPAPPQPKAKTPPEVPAKASAPVLPALPIQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASERLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MCE8457584.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB15
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTAGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVAREVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAIAVAVLLVVNVIFMRVMINI
KV
>MCE8457585.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB15
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQISGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>MCE8457586.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB15
MLVALLCTACSASGTLSPAYRGQPAPAGTAHPATAVDGLVVGHRLMAAGEYDLALKAYYRAAAKHGLSADVLSGIGSANL
RLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIRSNLRLAIAKTENPDYDSPR
NQGTTFELVRRGEGRYLLLAPP
>MCE8457587.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB15
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGRGLLEQAIETHPQHFEAAVQARRALEAQG
>MCE8457588.1 prepilin peptidase [Rhodovulum sulfidophilum]AB15
MTTALWFLPFATPIALWAALSDLRTMTIPNRAVLALVTVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMAFALGPALILYLGLAAIGAM
PSAI
>MCE8457589.1 lysozyme inhibitor LprI family protein [Rhodovulum sulfidophilum]AB15
MRHLEVTLAALLACGGLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYGGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MCE8457590.1 urease subunit alpha [Rhodovulum sulfidophilum]AB15
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSVEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MCE8457591.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB15
MATPFMTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MCE8457592.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB15
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGTALQDWLEDILRFGAGRSDTIFLKAAHEARLEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MCE8457593.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB15
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MCE8457594.1 NnrS family protein, partial [Rhodovulum sulfidophilum]AB15
LFTLVYLRAVVSGRRGDRWAIPAAIAFLGLADAAFLATALGYLNSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVG
RQGKALPRIDPLASRIGLGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWHGLSALGYAPALMLVLAFAWAPLGLA
LTGLAALVSLPWREADAIHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKTGFALLWGAVWLRLAAPAIPSLYEPLL
DATAAAFCAGWALFLAGYLPSLRGAVINPVFNVGGHGHGHGKGHGHGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>MCE8457595.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB15
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVL
>MCE8457596.1 cytidine deaminase [Rhodovulum sulfidophilum]AB15
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MCE8457597.1 propionate-CoA ligase PrpE [Rhodovulum sulfidophilum]AB15
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MCE8457598.1 response regulator [Rhodovulum sulfidophilum]AB15
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLIEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MCE8457599.1 response regulator, partial [Rhodovulum sulfidophilum]AB15
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPE
>MCE8457600.1 permease [Rhodovulum sulfidophilum]AB15
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MCE8457601.1 acetate kinase [Rhodovulum sulfidophilum]AB15
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>MCE8457602.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB15
MQIRDLIPWARKEHSPEPKTRTGEDNPIATLQHDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSVELPGMEMK
DIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRRIE
VQGA
>MCE8457603.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB15
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPERLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MCE8457604.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB15
MLYPSTFAADPFALMRQMGRDLDRALGPRPGAGAAAFPAVNVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAA
>MCE8457605.1 hypothetical protein LZ188_13895, partial [Rhodovulum sulfidophilum]AB15
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQ
>MCE8457606.1 succinylglutamate desuccinylase/aspartoacylase family protein, partial [Rhodovulum sulfidophilum]AB15
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMG
>MCE8457607.1 cysteine-rich small domain-containing protein [Rhodovulum sulfidophilum]AB15
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAGDSGD
>MCE8457608.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MKTILVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVPRLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRRRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRSATADVLAVPPGAA
>MCE8457609.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB15
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGATSGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MCE8457610.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGREAGTSAGT
>MCE8457611.1 enoyl-CoA hydratase-related protein, partial [Rhodovulum sulfidophilum]AB15
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAH
>MCE8457612.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB15
MPRRALTALVLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>MCE8457613.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB15
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGHGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MCE8457614.1 holin family protein [Rhodovulum sulfidophilum]AB15
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>MCE8457615.1 holin-associated N-acetylmuramidase [Rhodovulum sulfidophilum]AB15
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MCE8457616.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB15
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MCE8457617.1 N-acetyl-gamma-glutamyl-phosphate reductase, partial [Rhodovulum sulfidophilum]AB15
GRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANRGILATVYVRGEARDIHATLAKAY
ADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQALQNANLMLGIAEETGLMLAPCFP
>MCE8457618.1 hypothetical protein LZ188_13960, partial [Rhodovulum sulfidophilum]AB15
MTSKHPQKGKAWPSAYRRASDAALSFTRRVAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGPLSADGLGSVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPE
>MCE8457619.1 proteasome-type protease [Rhodovulum sulfidophilum]AB15
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADAGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQAPYFERISTGWGEALKSALDSLPD
FEF
>MCE8457620.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB15
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MCE8457621.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB15
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MCE8457622.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB15
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MCE8457623.1 purine permease, partial [Rhodovulum sulfidophilum]AB15
SQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRRNMVIFAI
ALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MCE8457624.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
RSARAKGLSRAQALRRHAFRNALIPVLTILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAV
ILVTFLVDLAYAAVDPRLRRR
>MCE8457625.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MCE8457626.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPVLRQVSLGIGRREIVGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHS
PATVPPPPGPPLLEVRDAVRTYPGSRRGLIGRAPPQRAVDRVSFAIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDETLLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MCE8457627.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARHLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARSLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MCE8457628.1 hypothetical protein LZ188_14010 [Rhodovulum sulfidophilum]AB15
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVTVIAPLLLNLARPLSQARILLDG
RLVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEASVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPDDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGGRLTMPGSDDIDAPLKALLEDVLGGGKARS
>MCE8457629.1 peptidase T4, partial [Rhodovulum sulfidophilum]AB15
MRPGPRNLVTDVAGLRVGQAGDALVKTGVTGLLGEAPFVAGVHVM
>MCE8457630.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLVVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFLD
>MCE8457631.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MLQNHKTEEIAPGLVLNLFNASFSEPFSIEMEHEPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAAC
SCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYNHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHTA
>MCE8457632.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MSESGSGLSATKATGPQPMLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWA
PLMDRYQPFGGPAYRGWLIGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNA
VQTAGGLIGALVGAGGAVLAYEQVGWQATLWGLAALTLLPSILILQMRSGKQQEETPAEKVTYGLIWRFLLRPGTPRWLA
VLVVAEFGLGAQIALVNPMLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFQRFTRRAALIGALLLSAALSVPIAFYH
AAAMADWQMVVVLALYYTGWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGAC
SCLLAAILAKGKGAIKAP
>MCE8457633.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB15
MTLLSNAFPKAAGLGPQIEALLADPAAKPEAFAALPLPTAMRALVIDARDEARTMALPEAERDPAQTLRLREVPLPPMAG
DEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVLGSDAAGVVLRVGSQVTNCKPGDEVCVHPG
VVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGSNGARMHLGE
SVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPHERGIARLRGRIRAAA
GDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHP
VLTDTGQLADGIGLVRRLRDNLHIGKIAMLCQAAAPRDGIRDPGLRRAAGVDPFLQKLMVS
>MCE8457634.1 phosphopantetheine-binding protein, partial [Rhodovulum sulfidophilum]AB15
LPDTLARHAARYLPAHMVPAHFLAVRRWPVSANGKLDIKALPQPADAPAEALPEPAAGSAEARLLTLLSEELGRPPGEIG
VTQGFFDLGATSVTLIALHRRIAEEFGTELPVTLLFRLANIRALAAHLEGGADSAALREAAETRARLRRSHAARRRGGQA
QSPQGRA
>MCE8457635.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB15
MTVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKTAR
EIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIERY
TFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAEAA
MLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATCGF
FPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFFNV
VSDYRGIDESEEARDMLAEAPTPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELGLN
RKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEGRI
SPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGDEK
WQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQVP
VREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSRDW
AAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGTEK
TVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MCE8457636.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MCE8457637.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB15
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MCE8457638.1 flagellar motor switch protein FliG, partial [Rhodovulum sulfidophilum]AB15
VALSKLPSPIAATILGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATR
EDVLQGLRETDAELAEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIR
DEINERDAPGAEEAEAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>MCE8457639.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB15
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGKRQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPETPA
>MCE8457640.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB15
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MCE8457641.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB15
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSAMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPAGGGGAGH
>MCE8457642.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB15
MSRQDLPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MCE8457643.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MQCAPGDAPEPKTDPEAEPEAEPPAEDIAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRHLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFID
>MCE8457644.1 FAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
GPDAAPYFRIFNPETQAAKFDPDGAYRDAWIAEGRQSPGQGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQ
AREG
>MCE8457645.1 cyclopropane-fatty-acyl-phospholipid synthase family protein [Rhodovulum sulfidophilum]AB15
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNAFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MCE8457646.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB15
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHEEVTVETAAGPVAAGIYARARSGRAPTGAWDPDVWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRVQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQIWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MCE8457647.1 cysteine synthase A [Rhodovulum sulfidophilum]AB15
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPRGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MCE8457648.1 DUF3772 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKTRFLAVLLLAMAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDA
QNINSSRIKTLRDQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLL
KLGPSPVNPVNWPAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGR
GRGRTLFSGIASLGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPE
RRSEGRFNSWILGLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVA
AFFGRAAIGAGLIGPLLGAVGYE
>MCE8457649.1 RidA family protein, partial [Rhodovulum sulfidophilum]AB15
PACWPVLSEAFARARPAATMISAGLMEPGMKIEIEVTARLSA
>MCE8457650.1 hypothetical protein LZ188_14125 [Rhodovulum sulfidophilum]AB15
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
TTHPEAARGTP
>MCE8457651.1 hypothetical protein LZ188_14130 [Rhodovulum sulfidophilum]AB15
MTFTKTFGKTLTMAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>MCE8457652.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB15
MQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPDPSHTPAQV
MLARVIHGALYLLMVALPASGMLAWSLGSDLAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRPEG
>MCE8457653.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB15
MLATQTHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRELDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFDGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MCE8457654.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB15
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>MCE8457655.1 NAD(+)/NADH kinase, partial [Rhodovulum sulfidophilum]AB15
MAGPTRIAFLASETASAEGALDRLTARYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGDRK
>MCE8457656.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MCE8457657.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MCE8457658.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MCE8457659.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIA
RRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLA
EMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MCE8457660.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB15
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MCE8457661.1 transcription-repair coupling factor, partial [Rhodovulum sulfidophilum]AB15
ISLAFFAPEAVVLDFPAWDCLPYDRISPNADVEAARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVG
MRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGGIVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAP
VSEVILDEPAITRFRQNYRIEFGAAGTDDPLYEAVSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLAR
WETIEDQYQSRREAMTQKGRIDTVYKPCPPALMYLDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKL
EQVSLFSALKDHIQARREEGAVVVASYSEGARERLKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTV
ISEQDVLGERLIRGPKKRRRAENFLTETQSLSPGDLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKL
YVPVENIELLSRYGHDEGLLDRLGGGAWQARKARLKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQET
DDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTEVAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQ
LSRFVPAKEAAATRAGLAEGTVDICIGTHALLAKSVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRT
LQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSVTVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAH
GQLAAGDLDERMNAFYDGKYDVLLATTIVESGLDIPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPL
TPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAGNLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELKGMADTDSDWS
PQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTTKVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGG
PKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKDNKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MCE8457662.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB15
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPKR
>MCE8457663.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB15
MLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRARAVGIELNLGAIARTPNTLDA
QRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDADLDGIRERDAHARARGVTGAP
TFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>MCE8457664.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MCE8457665.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MSDALVKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGVASGVTRWVWVRSLCLALMWGCYYAGLPGLSFSIAAAC
YYTAPIWMAVLSFFLLGTGMGARGGWAVLLGFAGVLTILRPGLDALSPVVALPLLAGFLYALAAVITQGRCRDVPPISMA
LNLNLVLVLAGAAHLAVLLWLGAGDEAGFLMSVWPGLGMHGWVLLIGLGVALAVITALVAFAYQRAPVPVIGLFDNGYLV
FALVWSVLLLGERPDLVDLLGTVLIGCGALLASRRPTGGGEDAWSPRAQPRRV
>MCE8457666.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MQTDDLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MCE8457667.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB15
MPSHSIPERPIPAAIAVVIRAKQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRELAEETGIFAEPLRVFTAVDAFD
REASGALRRHFILIAILCRWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>MCE8457668.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB15
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMRA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYL
HDALAASAALDVGHGHGPVHHFHALWSDHPAM
>MCE8457669.1 hypothetical protein LZ188_14220, partial [Rhodovulum sulfidophilum]AB15
GLMLLQDANDLLFAETAFPHRLSPRLENRLTSNRGLFRGARQPFVTWICISALEWPNYRRSRNRFLKKVMKLDSELLI
>MCE8457670.1 glutamate decarboxylase [Rhodovulum sulfidophilum]AB15
MPIHTVRDHSHSDIEDIYSTRLSEHGLPKYRMPEGTSEPHAAYALVRDELLLDGNARQNLATFCTTWVEDEVKQLMTDAV
DKNMIDKDEYPQTAEIESRCVHILADLWHAEKSWDTIGCSTTGSSEAAMLGGLALKWKWRARREAEGKDTSKPNIVTGPV
QICWKKFARYFDVEIREVPLKGDALGLRPEDLRDYCDENTIGVVATLGVTFTGVYEPVEALARELDAIERDLGLDIPIHV
DAASGGFIAPFIQRDLVWDFQLDRVRSINASGHKYGLAPLGVGWVIWASKEDLPDDLVFYVDYLGGNMPTFALNFSRPGG
EIIAQYYNFLRLGREGYTQIQQACADTAQWLGEQLAEIGQFDMVYDGHGGLPAVAYKLTAGDHGFTLYDLSERVRMRGWQ
IASYPLPADREDTVVQRILIRHGVSRDLAALLLEDIKRELDHLEKNPVPNSTAKPGFHHG
>MCE8457671.1 transporter [Rhodovulum sulfidophilum]AB15
MAERGTFLRKMAPRGASALLAGLAMSAPAMAQESLATDAERVVGQIFERAEPVTEAGAHGFFQLLGNQPIAFILLALAVG
TFIGRFRFKGISLGSTAGTLLVGVVLSMIAEAAFGITYSIPGILSSFMLLLFMYALGLKVGPQFFSGLRRGGLAFVGIGF
MVWSLNWVICYFGAAMAGLAPGYATGLISGSYTITAILGVGQSALDSGAFTPPDGISVAEVGANMAAAYAISYVLSSVGI
ILLIRYLPRLFGRDATADAKQAEAEYSGGSTDPVPGAPGALVMNFSPYDLRAFTVTHESLLGRSVAQLAADFPEAPILRL
VRDGVIINLEDNPTIAPGDIVTVRANVHDLILEDGELIGPESDEPLARNIPMEVADIHIGSHAISGKTLAELDTQAHGGV
EVQAHFRAGNELPLGPNSDVRFGDVLRLTGPDAALKAVARQFGGRAILPSFKSEVLYLALAMLVGYLVGIATVRIAGIPF
ALGTSAGCILAGVAVSYFRSRNPEFGGPVHEGARSFLQDFGLNTFVAVLSANVGPKVISALGGDTILWLALIGTAGALIP
PLIAFWVGIKVFGLNSVISDGATTGGRNSTPGLNAIIEESGSSVAAVPYPVSYALTTVLALIGGYFSMILS
>MCE8457672.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAESSDDPLRLDNQVCFPLYAATNLLQRLYRPLLAPLGLTYSQYLVMLILWERAPVTVGEIGSCLHLDNGTLTPLLKRME
RGGFITRNRDPRDERRVLVAPTPHGQELRAQALKIPEDLTRKITLSTGEIEALRSSVVSLVHLLADDIDRRKESNARVAT
Q
>MCE8457673.1 organic hydroperoxide resistance protein [Rhodovulum sulfidophilum]AB15
MSPIYSTTVTAVGGRAGTVKSDDGLLELNLSLPKKLGGKEEATNPEQLFAAGYAACFGNAVIHVTRNKDNRIKDDDVTVI
ATVGMAPNGSGGFGLTVALDVTIAGVDQASAEGIVADAHRACPYSNAVRGNIDVELSVNTR
>MCE8457674.1 lipid II flippase MurJ, partial [Rhodovulum sulfidophilum]AB15
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAR
>MCE8457675.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB15
MDQDIGSKALRDAVVQYLSEARQKGRSAIAAAFADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAV
FSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAESVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLG
GYMPLAKTLDSALWDDLFKGTAAEFIEAKLAERSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQL
VKLGFFTRDEFTGFVEAERFLWAVRCHLHLIANRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLT
RIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANL
RLIDDDVRNAPEAQRIFLDLLLKHGNPERSLRRMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIER
GELIEELPIASRILKDGVNRRVLYVALLLHDIGKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQ
KRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRA
LREALSCWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGA
LALVGANVVDARTYTTKDGYATAAFWIQDGDGSPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSI
TFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREA
IVKGTERANK
>MCE8457676.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB15
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MCE8457677.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVE
MAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPAQSGARSRMLEEL
SNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVE
QNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREK
>MCE8457678.1 RidA family protein, partial [Rhodovulum sulfidophilum]AB15
VRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MCE8457679.1 phosphodiesterase [Rhodovulum sulfidophilum]AB15
MSPLPPAFLTAPLAHRALHDRTAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLDEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPAA
>MCE8457680.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTSIDRIEATEWDACACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDASGIFAVAPLYAKSHSQGEY
VFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSVHVTFCTEAEAEAGRE
IGLLHRVTQQFHWENRDYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDAFWRFYQDTGARKWGM
PYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYRAIDFAIAQGLDTVEA
GAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEEEQQ
>MCE8457681.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB15
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MCE8457682.1 peroxiredoxin [Rhodovulum sulfidophilum]AB15
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MCE8457683.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRGRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MCE8457684.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB15
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAGAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>MCE8457685.1 hypothetical protein LZ188_14300, partial [Rhodovulum sulfidophilum]AB15
MTEPLPRDADAALVDAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLD
>MCE8457686.1 hypothetical protein LZ188_14305, partial [Rhodovulum sulfidophilum]AB15
ALSSRISQSLPIRNEKGLLRPRSLYQRARFNNRTFRKSERRSPAKLRPFDILRVGYRCDAELPKRPSMTSNSMS
>MCE8457687.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB15
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCDTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGADQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MCE8457688.1 hypothetical protein LZ188_14315 [Rhodovulum sulfidophilum]AB15
MTRYADKIARIRAGSYRKGDYMIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNM
AALREAGVFDGSAVQPAFRANETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFR
REARAAGVRHFLEVFNPNVPGAVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGA
GATHRDTFELIAQSERHGARLALFGRKINQAEDQCALIAWMRRVADGEVSPSDAVRGYHADLARRGLQPDRALDDDLKIT
AESLHFDAACAPV
>MCE8457689.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB15
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHLSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEHYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPDALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHAFDPQSGQSLRKD
>MCE8457690.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB15
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHALARHARRYGDDVQFFVLSLRFMPPVAIAIPFIVIYLDLGLYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLFGALVFTFVLVWNELLLALTLAAQNATLPVVAASITSLGKEVPWGVI
NAATVVLVLPPLVFIGLLMGLLNTMVRSGPK
>MCE8457691.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVVLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIVTTVAFTIIWKAGKKWAK
>MCE8457692.1 50S ribosomal protein L29, partial [Rhodovulum sulfidophilum]AB15
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREE
>MCE8457693.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB15
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MCE8457694.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB15
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MCE8457695.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB15
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MCE8457696.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB15
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MCE8457697.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB15
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MCE8457698.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB15
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MCE8457699.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB15
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MCE8457700.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB15
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MCE8457701.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB15
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MCE8457702.1 hypothetical protein LZ188_14385, partial [Rhodovulum sulfidophilum]AB15
IAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCE8457703.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MCE8457704.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MCE8457705.1 hypothetical protein LZ188_14400 [Rhodovulum sulfidophilum]AB15
MNAPHRDVRLAVRGLDQILARGAAEVAQAFCLSVRMLRKWLAGFREGGHGRCRTAKILRAKRARACGGASAF
>MCE8457706.1 hypothetical protein LZ188_14405 [Rhodovulum sulfidophilum]AB15
MAITESADHVDRYDKIEMIAFKKLERVSRQNLAGGAGRAAVCTARPSYRPLQPCRFFGARAQL
>MCE8457707.1 pentapeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB15
MNDHDAENADEEFHENGSRPLGRAPDISIYRIDALTKNARNTWLVLLGILAFTGITLMGVEHIDFYGIDRATKLPLFNVE
VAPRYFFVAAPILTAAFYIHFHLHLIRLWDALEAAENRIGDRPLGDAVMPWLVTDAVLHLRNRWRSDNCATPRVLDRPAA
ALNLALTWGFGLIVLGLLWWLSMPARTFWMTAIACAAFLAAAGAGLSSLESLFDRMNPGHRAWQTWPSTPVVLIVIASLA
FSSSYLRTAGPPGQLAPIDMTGLALVEKPPGWLPRDIALRESRANWCKREGMRCGRDGLSQDQRDAFEGEFRLRREAALS
ELRKPQWHQPGNHKPDFRAAQLSGTFLAGADLGWAQLSGANLRGAQLEGADLSGAQLDGAELMRAQLEGANLSGARLTGA
FLTGAQLQGAQLREAQLERADLIGAQLTGAKLREARMDNAKLSAAQMKGATLVEARMNDAILVEARLEKANLFGAQLERA
DLSWAQLAEADLRNARLNGADLRSAQLKRVKLLQVQMERANLSRSFLTGAPTESLLLQLTNLAAAENNGGAVRFADLRGA
VFDEETDFRNAFMDGSVQVSDGFRQQMADPCQWHADTLSDEEFFGRWRGWIEATGGASSD
>MCE8457708.1 amino acid adenylation domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
DPADTACLRLLDLVTALEGGPRVQVTLVLRNGALGLDEDAVDPVQTALMGLARVIAIGHPELDLRICDTGDLRPDAALAR
LRPDAAISALRAGEMRVPRIAERPMPGAAPFRAGPADAALIFGGAGGIGQKLALWLAGMGCGRIFIAGRAPAATPLPDAL
APIAARITRLQADARNPAAMDRMEADLAEAAPDLSLIFHCAALTEAADLPEDPRAAFSEILAPKTRGAAALDRLSRRFPV
RQFVLFSSSVSMAPTYGLPHYAAANAYLDGLAARRRSEGLPGLSVSWGAWSDAGVVAREGEAGRLEKGGLRGVASDLAFG
LLARAMGGNGTPAHIGLIDMDWKVFLRAFGEGNAPDIYAGLAAAPAAPRDDGAPQLDQALRRAVADASGAEAPRLVLPLV
AEAVGAALGREGAALDPDVQLTELGLDSLMFLDCVSKMSRDWGVKVSPNAMFRDFTLKGIARHFAAAMREGAADLPVQIG
HDAARRHDPFPLSDVQEAYWIGRAADMDLGAVACHGYSEIDCPDLDLRRLEAAWNAVLVAHDMLRAVVGPDGRQRVLPMA
ETGPYRIRREDLTDLSEPDRQATLQEIRQSLSHKVTDASCWPLFEIRATEIGPGLTRLHFSLDNIVADGRSIGLVLQQWM
EAYGQAEPHVEAPAIGFRDYMIALSEWRCGPDHAAARDYWQGRLDDLPPAPALPLDARAEPGPFRRLSLSLPSEDWARLR
GLAAETAGLTPSGLLLACYAEALSRYSGQSRLTVNVPTFNRQPLHPDINEVVGEFTSMILLGLDLGGPAFADRARAVQAR
LFEDQRHDGYSGIQVMRDLARRAGDPAAARMPVVFTSTFGLTASLDGTYSGGADRIAALGTEVFTISQTPQVLLDCHVHD
RDGRLNVHWDYRSGRLPAAVVEPMFEAFSALIWRLAEGPGAWAEADPMPLPAGQAALWQAFNRTAAPALLPPPEETLTSG
FLRSLADRPEALALAAGGQRLDYAGLAARAGQWLAALKGVGAVPGTRVAISLPKGAEQIAACLAVVLSGAAYVPVSPGQP
ALRRQAILEHAAPVAVIADDGGTGQNRDGHGGCRGEGRADVPVLTPAEAAAHAPAPLTDSARAEDLAYIVFTSGSTGTPK
GVAVRHRAALATLRDVQKRFALSPTDRVFGVSDLGFDLSVFDIFATFAAGAALVLPDPCDRPDPTAWAAAMQAGGATVWN
SAPAVMEIALCEPQGMDALRLVMLSGDWIPLNLPGRIRAAAPAAEIHSLGGATEAGIWSVGYPLSEGIPEGWSSVPYGRP
LANQSLHVLDARMRPCPPLVPGDLYIGGTALADGYWQSPEQTAAAFLQGSDGGLLYRTGDIARLHPSGVIEFLGRSGSQL
KINGRRVETGEIEAAFLALPGVTRAIVAARPAERGAAEGPSGRGVALVAWVLGDGLDPVALRAALARRLPPELLPGHIAI
LARLPVTPNGKIDMRALPDCMCDDMPGPVSGTVPAAGQEDGLAARLCAALGVRPEDRHRNLFELGVTSLAMARAVAGLRA
EGLSLQLADIYAAQDLETLAARLTGPQQAAPDKACRQDEMALWCAAQEIAMTPEARREVKARNAAGIAGGRSDDVPLPQV
FDPGGFDLRYSCRSFRPGAPSQEMLGAWLAAARLGMQEDMPVGGWGSAGAAFPLDLWSLMPEGEGYRWWLYRPAVHALRP
GRMADLTPQDLSPMNGWVSEAHGLLAVAADMSRLAPLYGGDAARLALLEAGAASQTLELSAAAA
>MCE8457709.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB15
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGE
>MCE8457710.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB15
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MCE8457711.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>MCE8457712.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB15
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MCE8457713.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB15
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGAQGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MCE8457714.1 murein biosynthesis integral membrane protein MurJ, partial [Rhodovulum sulfidophilum]AB15
ADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAAAAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIA
QMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAGGVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVG
IAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPAAVALATIPGPIVAVLFQRGAFDQTDVAATALAVAVYGAG
LPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGLAPLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADA
RFLRRTGRIALASALMGAILWLAARGAQPWLASEGLRYPALAGLVALGVVSYFGLGHLLGAFRLSEFRRAMRRQR
>MCE8457715.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB15
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEETCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDHDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MCE8457716.1 chorismate synthase [Rhodovulum sulfidophilum]AB15
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MCE8457717.1 hypothetical protein LZ188_14460 [Rhodovulum sulfidophilum]AB15
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MCE8457718.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB15
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MCE8457719.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB15
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRFHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACL
>MCE8457720.1 hypothetical protein LZ188_14475 [Rhodovulum sulfidophilum]AB15
MSDPAPDTHFAPGAPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEISGLMRPRRHPS
>MCE8457721.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB15
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MCE8457722.1 hypothetical protein LZ188_14485 [Rhodovulum sulfidophilum]AB15
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MCE8457723.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB15
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MCE8457724.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB15
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MCE8457725.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAYPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MCE8457726.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB15
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QNLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGPDV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MCE8457727.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase, partial [Rhodovulum sulfidophilum]AB15
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVVHVAGTNGKGSTLTMIRAGLEAAGAQVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLGECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLDAETAGDVQEAVSR
>MCE8457728.1 acetyl-CoA carboxylase, carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB15
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MCE8457729.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB15
MRSPLFEAYIEPARLYPEIWRLVVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MCE8457730.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB15
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAAIGQFIRVLRAVALLYLVLWIVLPAGPEKVAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALLFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MCE8457731.1 hypothetical protein LZ188_14530 [Rhodovulum sulfidophilum]AB15
MPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFASRPIGDRAARALLQDLAGRSRAATESLPDPTMAQP
>MCE8457732.1 FeoC-like transcriptional regulator [Rhodovulum sulfidophilum]AB15
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MCE8457733.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB15
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MCE8457734.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB15
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MCE8457735.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB15
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAVGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MCE8457736.1 hypothetical protein LZ188_14555, partial [Rhodovulum sulfidophilum]AB15
MRIYLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIVSVAAWLPLGTDIRICDEVGQQVDLGAAVNPVGLSINVSQVAR
GLDLARAFRRRNLPVMLGGAHVSLAPEILRGRADCLVIGAFETAAPDVAADLLAGALKPEYRCGKADMATMPLPRRDLSP
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAEPDQLYRLGDREVSLSDDNFTVSRKRTRALPEALIGWN
GSAGRDPVRFSTRISRDADLLALCNRAGLRQVFVGLEASAPAALAEANKRQNLHVDLIGECRKLVAAGLTIRRGLIVGFD
HDDLGCFERQFAFAQALPVVGFNVSAPVAPYATPLYAEMKRAGRSVDADTHRVSAAGARD
>MCE8457737.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB15
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARDVAVH
VVSRGHGGRLTGPVLVEERRHSAADVGDEPLLID
>MCE8457738.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB15
MTANRAERDAEPGGRSDPGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARAPGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSTETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MCE8457739.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MCE8457740.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB15
MPARDLALLTTAALEAGKLARRYWCRDPRTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPT
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSHG
VVAGAPLLHAEILSRLA
>MCE8457741.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB15
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGARDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MCE8457742.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SDLTIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGLMSQGELEHGAMAYAFDLIEDGNK
THAEVSVTSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEMPLIKADEPSDFGLGIRLKDLTVN
DEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDMQLKLAGADLTGSGAFTFDNSDKV
TFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTMVSEITVSDGGQVRANGQRLR
>MCE8457743.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLTRIEITETEIRLGAGVTIARLREMM
RAQHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGARRRSLPLEDFFLDYRKQDRAPGEFV
EAVTIPRQPDDLRCYKLSKRRDQDISAVLGCFNLTVRSGRVETARIAFGGMAGIPKRARAVEAALTGQPFAQATIKAALP
AFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPADIDELAP
>MCE8457744.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB15
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRILAMDLSAVRAAPGVAAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAAMAIAGAAH
RIEGAIEVGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARTTGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRINYYDSAAEAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MCE8457745.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB15
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MCE8457746.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRD
>MCE8457747.1 DUF502 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDIRGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVY
NGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIAFVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVI
ELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAPRPIQQAARRARDREKIGA
>MCE8457748.1 LysE/ArgO family amino acid transporter [Rhodovulum sulfidophilum]AB15
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARLAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MCE8457749.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB15
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MCE8457750.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB15
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTSAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MCE8457751.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPAHGIAMYGAPALPAGFVALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRTGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGQHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVRVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNW
>MCE8457752.1 hypothetical protein LZ188_14635, partial [Rhodovulum sulfidophilum]AB15
LETFSEQADLGLASPPPPVRAKNPEPAPSPEPEPDPAPAEPSRSAARRDLLPDVEKITSTLSASTDRGAASIPPAAAARN
GLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAARAWLAGLVPADPLDREPGR
>MCE8457753.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB15
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>MCE8457754.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB15
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREAFYGMPYKDWKALH
QTEAAPEQKAAFEAAMAARPEPGNT
>MCE8457755.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB15
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARTLAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>MCE8457756.1 pyruvate kinase [Rhodovulum sulfidophilum]AB15
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MCE8457757.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB15
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIREAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTANDTEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MCE8457758.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB15
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MCE8457759.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB15
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAQARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGTRVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIVLGNLTLRVLATPGHTLASVSYVAGDAS
FVADTFLRPEAGTARADFPGGSASVLYDSLGRLLSLPDETRLFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MCE8457760.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB15
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVTPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MCE8457761.1 YciI family protein [Rhodovulum sulfidophilum]AB15
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MCE8457762.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB15
MTGIGIAGAGAFGTALGVVLAQSGRRATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MCE8457763.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD, partial [Rhodovulum sulfidophilum]AB15
SMDRPGCDMSFSGLKTALLRARDRIIAEKGGITVQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRA
IRAALEDLARTSGLPFVAPPLKLCTDNAAMIAWAGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MCE8457764.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB15
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MCE8457765.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MCE8457766.1 nitroreductase [Rhodovulum sulfidophilum]AB15
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREVLTRILTAAARSPDHGKLEPWRFIVLERPALTRLAELVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MCE8457767.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB15
MILSAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MCE8457768.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB15
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEPGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MCE8457769.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB15
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MCE8457770.1 hypothetical protein LZ188_14725 [Rhodovulum sulfidophilum]AB15
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPSADPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>MCE8457771.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
GIVDAELPVTDLARRALAHRQRPPQIPFGSVPTTEDARPDARNGALSEEIEAILQTLEEATGTDFRRYKSSTLLRRIGRR
MQLLGQPDLQSYVRLMQSAPGEVAALTRELLISVTRFFRDEDAFRVIEDSVTPRIVETLPPGRTARVWVAGCSTGEEAYS
IAILLHEAFHKAGRQPMVKVFATDINPDSLQFASAGSYPASVGAEIGTERLKRYFHTDGDRLQVTNTLRQSLVFARHDLL
CNPPFTRMDLVSCRNTLIYFRQDAQKDALLRLQYAIRKSGYLFLGSSETLSGLQNGFQPVDARHKVFVRVAARPSARFDL
SALKSSPPFDQGQKARHLSADKEIRPSMQASAPRSRGPLRESPGPEDSPKGTGQVDLVTAQARIDSLESDLEAAIQELEA
SNEELQSVNEELIASIEALQGSNHELQSVNEEINTVNAEYQEKMALMNRLDAELNSMIQSAGVATVFLDEALLITRFTPE
ACSVFKLRESDIGRPLGDIAHKLKYPALQEDIRDTIRTGVSLEREAAAEDGALYRVRIIPYAIRSSGHRGAVVTLRDVTV
HRDLARLQGAIDALPEHVAALDVDGTILLPNKA
>MCE8457772.1 hypothetical protein LZ188_14735 [Rhodovulum sulfidophilum]AB15
MRLVRASGDVATGHCGPGENDHESCLTQRQDLPGPFAPEIRRLILRAHERLRSALDGGQPLFSMEYPCHAPTGQR
>MCE8457773.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB15
MGRHDAPAPLPAAEDGRTSDIGQASPRPSGQSFELEIQAFTRQLAACGPDTSATRSDRLDLIQVELDLQNRELLEAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFATTDRLCNRSVYRMLDETARSRLHAYLAAPPSGTEEGPAT
AIPVHVGRPRDGGYLSYDAHLARLPACSEEDGRVHMLLVDRHSDDRQEHERHCHQMLSESTSTLIHAFDLTGNLIFANRA
ASAYLDGAETLSVEQRCAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTDVS
TLMAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMSHEIGDAILSA
FARRLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDLLR
AADMALYSAKSNGRDRISHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRHRIIGAEALLRWRDPQLGDI
SPAEFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITE
TGLMNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDARDGNGDGASERIVRAMLALAE
SLQLSTVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFETLIGA
>MCE8457774.1 hypothetical protein LZ188_14745 [Rhodovulum sulfidophilum]AB15
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MCE8457775.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MIWAGLLVLMLLAAWPLAEALRRPMGARARSEAPGEIAALPRGRTHLVWEGPADGPVLVLLHGLTIGSHMLDRLAGGLAD
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGDLTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGGVVLRRMARAADRAYGLPGTLIAAQRAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>MCE8457776.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGADTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLVEAYRSAFPEAEFMIWSRSGHSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLADYYDLVAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MCE8457777.1 HAD family phosphatase [Rhodovulum sulfidophilum]AB15
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGPAVAALAARHPDWAAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPAPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAADLADGPLAHA
>MCE8457778.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB15
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTKANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MCE8457779.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB15
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTEI
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MCE8457780.1 rubrerythrin family protein, partial [Rhodovulum sulfidophilum]AB15
LSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPLLRRE
HVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLDTDAV
ERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISGRGSP
LKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWVIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGVLIGS
G
>MCE8457781.1 TIGR01620 family protein, partial [Rhodovulum sulfidophilum]AB15
MTRRPVVFDLEDEEKVSARPARNSAPRPDPFSDPQEDEPPRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
A
>MCE8457782.1 YcjX family protein [Rhodovulum sulfidophilum]AB15
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MCE8457783.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB15
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MCE8457784.1 hypothetical protein LZ188_14800 [Rhodovulum sulfidophilum]AB15
MPSESAFLPRHRQIFFTFLSIFLVMLGCGVTIWKVVFADGWSRHLDTAWLIAGTDCLFKGMSP
>MCE8457785.1 hypothetical protein LZ188_14805, partial [Rhodovulum sulfidophilum]AB15
MGLLPEAGARLYWSAIGAATVPLLALALWQVARVTAIDGPARLLRACWVTLGVSIGGTAGALYVGQPSVLVALGICLVHL
GLRDSRAAVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARTKGLLAGLVLLAAAALTLVDPKVFSDYLHALKVHAGSAA
SKLARAELLYGLPGLLDWGQSHPRGIAILAVALVTSAAAGRALARRRPAQCDWSIPMLAGACLAGAFVSAHKGYDFAIYA
LVLALAARLPRTVQALLLVPVLLIWRPALLDLLPVPGTANHVVLLDVVLACSAGFLLLY
>MCE8457786.1 polyketide synthase, partial [Rhodovulum sulfidophilum]AB15
MYLETTGGPQAGELIPAYGENAVAIVGMALRVPGADTVPAFWSMLREGRDGVVELGPSDLERSGLDPALIDCPGYVARAA
VLSDPDCFDYALFGLSRREAEGIDPQHRLFLQCLWSAFEDSGRDPRHIRELCGVFASARLSMRLMRGGSDFASPNAAGLM
QTLIGADKDYLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRD
GICRPFDAEASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPGVEGQIAVLTEALE
>MCE8457787.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MPQTDTPPEAVGASQPVGAKPDFFSSLKLMMRYGQGNGTVIAVSAVLATTAVALELVPVWAIWRAVTALAADEASAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGQRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPQG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGAPHEKHSVPRMETAQ
>MCE8457788.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAIPVFVATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLTQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIILLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLAADGLYARLWSHRAQAAGWQIAG
>MCE8457789.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB15
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MCE8457790.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB15
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MCE8457791.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB15
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MCE8457792.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB15
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIRGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MCE8457793.1 two-component sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB15
ARNQNRGTGVGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MCE8457794.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTADW
RESFLEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>MCE8457795.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRSWRPFRWRNGILTVLATFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEA
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDIARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MCE8457796.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB15
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MCE8457797.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB15
MARWSLIGAVLALVGILLFAPLATVFAEALAAGGAAALASLGSPDARAAIGLTLTVAALSVPLNAAIGIAAAWAIARFEF
RGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVARELIPVMIEQGRTE
EEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEMLYNEYLSVAAFSLAA
LLALLALLTLTLKTLLEWRCAELLSATRRY
>MCE8457798.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEIIRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MCE8457799.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
IMTKIKFIDARFADPDENEFALKRRFEWQLRKLRALQDGVSPKVPGDFEDELRWNEDLIAMPLSEKDRNKVLRRARRVMG
ARAKASGLSHLSSDDRRALEAFRGGADLVGIASEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRVGEPGFRLPPVLL
DGPPGIGKSVWSRELGRHLRVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTST
KGQAYGLAEGLLPLLERSSAVAWKCPYYQVGFDMSWISWLLTSNSLSTLPAPFLSRLEILRLAGPGKGDLISFAEREGAR
RGLSEAALGAICEVIDQVAEAHELNLRHVYRMLSRAEAMASSPLSH
>MCE8457800.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRQQDDDYWVNLSDTFAAVGDAGDEERSVVMEEICGVVPLDAQFGVWPKRTTPETLYQPLFGVTKTQRDPNTPLNTYAIL
DAVKFAGGASDFTESGAPSRCLFKGEAAEQLRDVTPYLLGLSDDAELTRRLMTHLPDKPSALTSLHMWGVDPGIYIRSEL
EFDEIWSQFRKFTRIWGARHGWLYFRFWEARVLRKLLERLSNKSKHWIWRMFEGVDSFVLIHTGRAFRASVSQSYCEASR
GVKICAEDIFDDLRAVQHSIFCEDLALKLGDENALSFCAYEGGDLVSRISRLSMSANSYGLKDRKSVERYILSCHILGKP
AEVVPEVDSILRGKQHELDRSQRLLNFALEYLENISG
>MCE8457801.1 hypothetical protein LZ188_14885 [Rhodovulum sulfidophilum]AB15
MVECNDPLQRCFEGNLFRVNMPHSKVAIEGAVDGDFTGPLPNGEIFKLNKSLAQTVNKLEVKVGNKTFPIVDDLGGSNIT
RPEQVGFAISEISAVDDSHGGSSSSENEEILVLQVPPSLLATAPELGDHDVDTASEDVLLWIATAIVTSLELIDESAGLA
GLYAWSEGYVDLQLTGTDSSPVLAELANLIRHNDIRNGLRAVLRGGAGLFKIGMNAAGFIFIAFRQSRKMGIFVAGAAAA
LVRSRANTIIAGIKGALSRSATSVRGIPMAGFVIVGVVDFMEWYADPEARGDWVNLISVLAVDATALTISTLAGGIVATV
AAGIASTTFSASVIGVLTIAGAGIIAGLAVGMAVTALANKIGLSEKVEEGLQALGQGAETAIKYVVEVVERIADFATHAS
PGDGQITGPTDYLMEVDRGIIDYINSRISLSRR
>MCE8457802.1 hypothetical protein LZ188_14890 [Rhodovulum sulfidophilum]AB15
MNKRIELKVCEPEAQKAVKAKALRYLPMLPVLLNLLPYSLCVYFEREHLSDLWNVARPAMLGFNAFIAFMFFFSIALYYY
LYFSKRAEAVIVGLLLFSTVPMHLMALGVSVFILKSFAFTAITLLATLFAASNFRKANKAIDDEALHRYAQGVIINDDGR
LKYCHGVDFEDSLLAVKSVGRGRYVMECALAIPMILLMLLVWPVVFTDDNFQNNIPVSTLFWFMFVVFGVMLRGVALSQA
WLLYRVLRLVRSPEWDLK
>MCE8457803.1 amidase, partial [Rhodovulum sulfidophilum]AB15
SETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDKMYPPILDRFRGG
RAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIGNLMGSAVLTLPT
GVPATGISFMGLPMSEERLLRIGAAAERALT
>MCE8457804.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB15
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWIGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGATKSGARPVILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVSERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRSPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MCE8457805.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB15
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCELHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVMRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFETAPSVAEAAPAAPAIPVAEPRRVVEQ
SVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGP
VVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALG
KDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKA
VVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEM
ADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGD
MLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIK
DRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MCE8457806.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MCE8457807.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTVIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MCE8457808.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MCE8457809.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MCE8457810.1 amidase, partial [Rhodovulum sulfidophilum]AB15
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGILARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVV
>MCE8457811.1 aminoglycoside phosphotransferase, partial [Rhodovulum sulfidophilum]AB15
SPPFPPRRSSDLLLQDARRDVSPGVGARMRARYVAATGTDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLP
RVWGHLMRDLDHPALAGLREMLLRFLPPPEPDRLDRIASRCAPRR
>MCE8457812.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB15
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETE
ALLDTGGGLRNALPVLGEAPVFTLNSDAVWTGPNPLCTLANAWAPAKMDGLLLLIPPERATGHSGKGDFLIGPDGRLRRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLSKGRLYGILHCGGWCDVGHPGGIAEAEALLAGQGDV
>MCE8457813.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB15
MFEDPVPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQARPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPASGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAKGHEDGRKAWAAWLAEALDGTDRVGT
EPLSTHVARHRQLADILAAGPETEGSGALWLEEAGLQARAALDLLEAEAEAGGEMTPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDSRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIAYEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERPGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>MCE8457814.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGIETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGAEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGVDRALLLGLEDILLTGSGAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIR
>MCE8457815.1 phage tail tape measure protein, partial [Rhodovulum sulfidophilum]AB15
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGAVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAADLQKLPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMARMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGTAATLD
>MCE8457816.1 hypothetical protein LZ188_14960 [Rhodovulum sulfidophilum]AB15
MAGAAARTTVGQHRDRWLAWHIAALVRAPVRDFPEAEEFILPPDPERAAAVMTLRARVMHARFQQQEQTKR
>MCE8457817.1 hypothetical protein LZ188_14965 [Rhodovulum sulfidophilum]AB15
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAEEL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKG
>MCE8457818.1 hypothetical protein LZ188_14970 [Rhodovulum sulfidophilum]AB15
MSEADIAWGYGVEVAEDAAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSATDN
LLIGLKASGNVRQIRVTFPGGTVWTFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGG
>MCE8457819.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSFRADLTDLLLSDPGLADLVGTRITWGRRAPGEGLPALVLMRVGATRDYHMKGVGALRRTRIQAEFLATTLAEAGEVEA
ALTARLDGIRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>MCE8457820.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB15
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKAALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRRLVR
DDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQPFMRPAWDATREAVLAGIAKGLGREIAKTVARRAKRLA
KRAAQ
>MCE8457821.1 phage head closure protein [Rhodovulum sulfidophilum]AB15
MSARLDRRVTFERQGAGRNALNEPTGAWAPLATLWAARTDLSETERGAAGQIGAVRAARFTLRRSVLTRSLTGADRLRDE
GMIWNITGVAARGLWIDVSAVSNGRKEEA
>MCE8457822.1 hypothetical protein LZ188_14990 [Rhodovulum sulfidophilum]AB15
MILEETPPPGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPVREILGI
GWTGLDGTAGELGAETARLLHAGDEPQILFAPGAFAAIPAGSALAITLSVGPDIVPPTLAQAVILIARDWLDAGIAIETV
ESPRIAFGARALIRQARYRRPGIWCHR
>MCE8457823.1 hypothetical protein LZ188_14995 [Rhodovulum sulfidophilum]AB15
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGDDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETARDTARDAATA
>MCE8457824.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB15
IPAAQSEELIAMLTPRVTVRASGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMAQHARDDLLK
AMALREDLAFLRGDGANDTPKGLRNWALADNWREGIAGTAAAAEAAVRWAVSTVEDANVGMVHPGWIMRASAKNWLASLR
DDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDANGETISAFQR
DLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>MCE8457825.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB15
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYAVFDCANPCGKKGRRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>MCE8457826.1 hypothetical protein LZ188_15010 [Rhodovulum sulfidophilum]AB15
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKTTGARSM
H
>MCE8457827.1 heparan-alpha-glucosaminide N-acetyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LFPWAAAFLAGMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRFAPV
>MCE8457828.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
MRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
APGLAASWEANEAATVYTFHLREGVRFHDGTALEAEDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLARPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPET
>MCE8457829.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB15
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
SHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>MCE8457830.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB15
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPTPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPIEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALATAGQALEAGAGAGEALAGARAAILAAGFAEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>MCE8457831.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB15
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETRGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MCE8457832.1 hypothetical protein LZ188_15040 [Rhodovulum sulfidophilum]AB15
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MCE8457833.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB15
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MCE8457834.1 pilus assembly protein [Rhodovulum sulfidophilum]AB15
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACEADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MCE8457835.1 pilus assembly protein [Rhodovulum sulfidophilum]AB15
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCRDVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAI
>MCE8457836.1 pilus assembly protein TadG-related protein [Rhodovulum sulfidophilum]AB15
MHQRGDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIESLTSGASGVAREYAPDSEISLVLDISGSMGRD
QRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHVSNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAANANGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>MCE8457837.1 hypothetical protein LZ188_15065 [Rhodovulum sulfidophilum]AB15
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MCE8457838.1 hypothetical protein LZ188_15070, partial [Rhodovulum sulfidophilum]AB15
LAAEQLRATHEDFTEELAQFVAALEAMRVDADAVLRAGTERAGRTLAASGEALAALVRDLQSIGPLLEDDARNRESARRL
AERAADAMQKMMSRIDVLERTEHDVRLLGLNMAIRCSGLGDRASGLRVIAKELGGIAAETSAAALRIRALLVGAQQTVAD
TRRRAAEGRGVEGDPAVAAGQLETVLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAP
EEVAAFGDLLADLRRLYTMQKERDLHDAILGLPRPADEGDEAPAGAADEGEIDGFLF
>MCE8457839.1 endonuclease, partial [Rhodovulum sulfidophilum]AB15
FIPATGRYLSALLDYVMISAELRARAPRWRIWHPFDDPDLYRIPELREALLTASDHFPVSLDIAI
>MCE8457840.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB15
MRHRLALIPLLALLLTAAPASAQDRGGAGDDGGMSEGLGLLGEGMQLFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MCE8457841.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB15
MDGQAEERPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MCE8457842.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB15
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MCE8457843.1 chromosomal replication initiator DnaA, partial [Rhodovulum sulfidophilum]AB15
FHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLAAVLVKLFADRQIAVGPDLIGYLVGRME
RSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDNGRGD
>MCE8457844.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GIPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERMLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MCE8457845.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB15
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSTHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPKGIDRTIWNKDIAAERD
A
>MCE8457846.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB15
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MCE8457847.1 hypothetical protein LZ188_15120 [Rhodovulum sulfidophilum]AB15
MASAFSTPQSSRPAAPQEPARDASASRPAPHPTPADGYTFRDWASI
>MCE8457848.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB15
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETEGGLLVFLPGEGEIRRCAAALEGRLPE
DCLIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAQTPVPPDRGALARIR
AEAKRLAGRAPGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRREARVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAGLPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGTEAPGIELRLQELFGVTEHPTVGPKRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MCE8457849.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB15
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVRA
>MCE8457850.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB15
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPACAHLLASDTCPFQMIRHGTNVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>MCE8457851.1 50S ribosomal protein L28, partial [Rhodovulum sulfidophilum]AB15
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKA
>MCE8457852.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MCE8457853.1 LysE family translocator [Rhodovulum sulfidophilum]AB15
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRTTGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLA
>MCE8457854.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB15
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MCE8457855.1 hypothetical protein LZ188_15160 [Rhodovulum sulfidophilum]AB15
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVIIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MCE8457856.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGVAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>MCE8457857.1 hypothetical protein LZ188_15170, partial [Rhodovulum sulfidophilum]AB15
IYIRTEHWPSGNLRSQRHFVDGREVGLSRRWSREGALIRETRFSDDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVE
RYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGRIQGRYILTGRIDNDVSRVTYVDNKPHGLFIRTWRGETLERGMYD
HGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGMNGQLRRLETYVHGTLDGPWEERDREGRLLSGGAYSEGEKTGPW
REGGPHGEAYWQGSYVAGLRNGPWERLDAQGYRLERARYEDGTRDGLRYLFRPDGAVGEVQSWKDGERDGTTTRYEHGLP
VGRDLWRDGRPVATGLPPEAE
>MCE8457858.1 TMCO4 family protein, partial [Rhodovulum sulfidophilum]AB15
EGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRALGFTGQGRAEGLCIAFGWEAGRNVWRAYDEA
PRAGRALARLIEAIRVRAPGRRVDLLAHSLGARVALSAMGALDEAAVGHAVLMAPAEFASAARPALCSAAGRQARVLNVT
SGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALARLGHPVAPPERRICHWSPYARPGMLGLYAA
LIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MCE8457859.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQSLDDKPHMARWLDLVAARPRVQKGRALAAERKADLSTDRKAQAMLFRRG
>MCE8457860.1 septation protein IspZ [Rhodovulum sulfidophilum]AB15
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVALAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MCE8457861.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MCE8457862.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB15
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASTGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MCE8457863.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB15
PDPEPLNIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDMAPASSDAPRRGFFGRVFGRSEQKASEPKKT
VIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRLSVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLV
VGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDL
LMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLV
ALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>MCE8457864.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB15
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPELAVSVSSDVVAGIGEYRRTVTAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRIALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTEGPDEGITVERSAEMR
LRGQMHEISVPLPEGRLSPEDGPRLRAAFEAAYAARYTSPFEGAEIEV
>MCE8457865.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>MCE8457866.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB15
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MCE8457867.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
SGIGPSERPTALIFQNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLEMVALGGQGDKLPSELSGGQRQRVAIARA
LAVEPAVLLLDEPLSALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPAS
AFVATFVGEMNRLPGRIEQAGGATARIATAGGSFLAQNPSGLGLGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDME
GAFSTLIVETPAGALTVQRVNAGAGSLPEGLLRLGFSEAAGVILPEGETADDAA
>MCE8457868.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTRLRRSFGAPLAMLPVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAALEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MCE8457869.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDERMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MCE8457870.1 hypothetical protein LZ188_15235 [Rhodovulum sulfidophilum]AB15
MKPVASREAIDGVQQMHRALHMALDALENRNEPERAAEILRQIDVAMVDWIEVARFMR
>MCE8457871.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB15
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILGDAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVARGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>MCE8457872.1 SMC family ATPase, partial [Rhodovulum sulfidophilum]AB15
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGARRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGVVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEML
>MCE8457873.1 GIY-YIG nuclease family protein, partial [Rhodovulum sulfidophilum]AB15
DPQSRLRHQLLLQPGIQAELLQTVPQPTGHTALCCEKALNRALKKSHPDAIIPHAQFQDWLSVKTEVYGIEIEPLILTRL
NEIR
>MCE8457874.1 AAA family ATPase [Rhodovulum sulfidophilum]AB15
MAQPSSQSPLPKKNGAKRPQWWAFAQDCIARLRATETNIVDLERRAAAGNALMAYDGGDSPKPPARRAASGMQSAAVTMG
RVSSASHLPPEEWDAIAADGGDPFATAANGSTRAAIPLPLRDVILVARLAATFRNAEGWEACLQPGALTVVVGLEPPLSL
GKLLTGAMLPNGWSTQSRAPRSAPHPVLQLPDRPVMEKELERLLHHPAPILLPVGRQEHLPAPFGTGETGERVLVLEKVN
ADILLFALGVSHSATGRIDEESVRAMLPDDESLASLEAGHLAMACRAPTAQGVAKRISLMTKAAPAGVVARERSGPAIID
GATPVHEAVRNIVADLAAWQAGELDWSEMSRSLLIHGAPGTGKTYLARQLAEAADIALVEGSCADWQAQGHLGHMLAAMI
KCFDEAAAKAPCVLFVDEIDAVGSRFGGDQHGMSYRVQVVNGFLQQIDRLARTPGVILIGACNQISSRLDPAITRPGRFD
QTVRMPLPSIGDISRILGKLLADKLSESAIDTLARAAVGKPSAELDAALRAATADARRQRLPMSSDLLRRHLGIDQPNPE
LLRRIAVHEAGHALAAELLVPGSVVKLSLSDRDGWTERRSTFAEFTVEEIETELLILMSGCAAERLVLGDISGGAGEDRE
SDLALATSLVLQMDRELGLGCNGDGWLRPSEMQRLTEQEKQRVRAKLGRRNARHMHCSDRERTLL
>MCE8457875.1 hypothetical protein LZ188_15260 [Rhodovulum sulfidophilum]AB15
MSRRTPLLAVKEATAARMLDMRTNEFRNLVQIGALPQPIDLAGQVLRWRVSDLEAILTGTVPDEGFET
>MCE8457876.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MKKLELPYLDTITVKGRTYHYFRKGKTRVRLKAAPGSDAFLREYWHLRRGQSSAASRTTWDLLIASYYQSSKYKRLSKGT
AANYRRHCEAIREKNGARDVRSFRRKHAIEARDALQDTWSKANERVAVLSILMRHAVDLEWIDRNPVVDVEKLTGGEYEP
WPEDKRLAFEAACEEHSVERITYELAISTGQRLGDCISMKWDDFDGEYMNLVQEKTSAQIQVYCPTRLQRFLETVPRNGT
YILAKNRTQHMGKRQVQKRVEDIRKAIGVLSGQGRLVPHGWRYTAATQLADAGVDMRDIQAVTGHKTLSMVQKYTAQANP
KAASRRA
>MCE8457877.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB15
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHDGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MCE8457878.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB15
MLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQVTVPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREVVAFVQKLRAEDLFKKPGVSETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MCE8457879.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB15
MADLPALDIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEVAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDMPDPETGEEIEIDATGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>MCE8457880.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB15
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGYMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MCE8457881.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB15
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGR
>MCE8457882.1 phospholipase, partial [Rhodovulum sulfidophilum]AB15
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVD
>MCE8457883.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MCE8457884.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB15
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLVTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MCE8457885.1 hypothetical protein LZ188_15315 [Rhodovulum sulfidophilum]AB15
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKDIAETGEMGPRARPHGAAAIADIFARHDMTSISPREIDTMAEQLRDAG
FDNFDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAN
>MCE8457886.1 hypothetical protein LZ188_15320 [Rhodovulum sulfidophilum]AB15
MDSFAKRAPAKLPVNQIAAARFGLQTLILQPLALTMGQIRRQATRGPTRARPHRIWPGPV
>MCE8457887.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB15
MTTHIVHHSDKITLLGGATVDPVHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPVVVAVSG
>MCE8457888.1 hypothetical protein LZ188_15330, partial [Rhodovulum sulfidophilum]AB15
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLSAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSSALEGRASSPAPGAPAPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDTHGATREPFPPDG
PPEARKTEITASEEAAAPSLDDRESRDRATDSETPPHPGAGTAPPSPPRARVLKLRRDDLSAPRPPDEDAEQSAPGLGPA
ETDEAGAAAAAPGRLNDPAPARSRSADLAD
>MCE8457889.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB15
MYLTMNRFKVKPGSEEAFEAVWKTRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLA
>MCE8457890.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB15
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LTPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPAASKAPAGSAAPRPSQAEAATEDSRTPLQKLADRFR
>MCE8457891.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MCE8457892.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB15
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MCE8457893.1 hypothetical protein LZ188_15355 [Rhodovulum sulfidophilum]AB15
MRGLLGLIALLAVAGLGLAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MCE8457894.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB15
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLAALTDYARVADQILVDARPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MCE8457895.1 lipopolysaccharide assembly protein LapA domain-containing protein [Rhodovulum sulfidophilum]AB15
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MCE8457896.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB15
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MCE8457897.1 hypothetical protein LZ188_15375 [Rhodovulum sulfidophilum]AB15
MKKLAGPNITFSDALREVYSGISCDIERARYANAIPDADEIEEQYCIGANNANLFEFPRVTSTRDDPDPAVRNGLRKSDL
TKLYTQFFVPQKKPGRLIYDRIKVSAKGKCPFCGGVGQVRTLDHYLPKANFPLVSVLPANLIPSCGDCNFDKSNHFPYQR
NKQTLNPYYDSDHFFVQQWIFARVVPSSPVVLDFFVDPPAGWSEEDRERVVAHFQDYDLAERFAIEAAADLPETITTRRT
TLSALTPGEFSEHLTEKARNQALPVNNWRRVMFLALSQDEWFCSREF
>MCE8457898.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MRFTLIQRNGHTPTEGKNVAYLRIDKWNDYSFVTMFQVTLFDSSGVQHELGSVKIGFKGQTEATSTHSTLASHFQELSDS
YFSVGADVDYYIILVRDVPQGTRDAFLNGLRDIAYSSAALELAQGESVFDVSLMRGMDINTVTDQYRRVLAGDAPLTDYA
FRFTLDTSERRAGYQVDFKVTSISKPQTNIHAIIGRNGVGKTTLLNAMTQAITEPQNSHGRFEREEWFEYEPIGKGYFGG
VISVSFSAFDPFNPPKEQPDPSKGTCYSYVGLKGYADEGGALLKSQTELAEELVESLSFCLSEKARASRWREAILNLESD
DNFAEMNLLQLEDLEGDLFNDRVCKLFRRMSSGHAIVLLTITKLVARVNEKTLVLFDEPESHLHPPLLSALVRSLSRLLT
SRNAIAVLATHSPVVLQEVPKSCVWKISRVGLAANASRPDVETFGENVGVLTREVFGLEVSKSGFNRLLHDEAKTAESYD
DALWGFDDQIGMEGRAILRALMHNLGKC
>MCE8457899.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
IGRTNYLETVKEILSRLSLNDHLWMVPNNRTDASDFLHQPDIEDAATWVNKRAWHELWSALTSREGGGLNQHWIPEALNH
IANFSQVSLPESMLIPAKRELGPKDEAFDDLTGKGLINHLAELQNPDHHERERRKTFDHINEFIREVTGKPDAELEVPSG
RQHLLVHMDDKVLPLSSLGTGIHEVILIAAFCTIHQERIMCIEEPEIHLHPVLQRKLVRYLKEHTTNQYFIATHSAAFID
TPGASVFHVHNDGSQTYIKSAILKSDQRRVVDELGYRASDIVQANAVVWVEGPSDRIYIRHWLHALAPEMIEGIHYSILF
YGGGLIKHLSADDDAVEEFIRLRQLNRNLAIVIDSDKSIPQARLKPAAQRLLDEMQDSECVVWITKGREIENYVEPAVLQ
EALKACHPTIYRNPDKVGQYDHAFYFVRKNGKKSEGDVYTKGDKVGAALRVCEKPADLSILDLKARIGELAAMIRRANGV
S
>MCE8457900.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB15
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPRSEGRR
>MCE8457901.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB15
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MCE8457902.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB15
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MCE8457903.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB15
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAEDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MCE8457904.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>MCE8457905.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB15
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLR
>MCE8457906.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
KATLPADLLANLAAQKAQRAGGGISGAGAKRKGNRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLH
IRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKR
RLAALPGGGGTPLAAGLKTALELAIQSKGRGMTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDM
GQRPERSLKALAETLGAPYIPLPRADADRLSTAVSAALDA
>MCE8457907.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB15
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>MCE8457908.1 c-type cytochrome [Rhodovulum sulfidophilum]AB15
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MCE8457909.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVGAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MCE8457910.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB15
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDTARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MCE8457911.1 hypothetical protein LZ188_15445 [Rhodovulum sulfidophilum]AB15
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MCE8457912.1 peptidylprolyl isomerase, partial [Rhodovulum sulfidophilum]AB15
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLR
>MCE8457913.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB15
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MCE8457914.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MRFLTGAVLLCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGPGAQ
VTRIALSGSPALADMLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVM
ADREILPEEIDRAREAGLGDLSAPFRRRIVALDGIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPVTV
HLPGHAGQGLRQLPEARVLGGRSPVASARRHGRAAAVATAVAADPTGLGLARVSALGDAVQVPLADGCGTRLLASHQSVD
>MCE8457915.1 NAD-dependent protein deacylase, partial [Rhodovulum sulfidophilum]AB15
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYN
>MCE8457916.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB15
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MCE8457917.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB15
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALADYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDVPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MCE8457918.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB15
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MCE8457919.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB15
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPYPSEWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAVDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATVRGKELGA
>MCE8457920.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB15
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MCE8457921.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB15
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MCE8457922.1 prolipoprotein diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB15
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLD
>MCE8457923.1 DNA-3-methyladenine glycosylase 2 family protein, partial [Rhodovulum sulfidophilum]AB15
ESARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MCE8457924.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB15
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MCE8457925.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB15
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRTEMSCAAGRRRIRH
>MCE8457926.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB15
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDSLTLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MCE8457927.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB15
MVRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPAAPVLAEPAVRRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADY
LASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDA
DPRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAVRAPDDLALIYVGSLSKLLS
PGIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDL
PAGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>MCE8457928.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MIKKIDIPSIRDSVYMQMREMILDGVWAPGTRIDLNQLAAEFGVSKTPLNEAIQMLIREGILAVKPRSGTFVSALDLDEI
LETFDFRLILEKGAAEAILANASAPILRGLETLNDRMAEIAENPGSLEDYRRMLRLDDEFHQKIMFLSGNAQLIEHYEQL
SARLMLMRMIGTFSPKDYKATISDHRAILAALRSGEWEAFSAASAMHVANAKAKVRRGLGSASTK
>MCE8457929.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB15
MAQWYFDEDGDLSVLAGKTVGVFGYGNQGRSQALNMRDAGIDVIVGSRSDASAEKSQEDGFETLPLAEAARKADILFVLV
PDEVMPAVYAEHIAPNLVPGNVVNFASGYNVHFKKIVPQDDVDVIMLAPRMVGQGVRDTVVAGVGFPSLVAVHQDATGHA
WSTLIALAKAIGSTRMGVIESSFEEETVADLFNEHFGFLHAVRQGVEVLVEKGVSYEAAILELYASGEMREIGQYFVDHG
LFDQLKLHSRTSAFGQLAWARPSPEAEQASKDHLRNVIDRIKDGTFASKWQEVQEGGMKEFEAAEAELQQQPFWQEELKL
YKRLGRI
>MCE8457930.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MRNLAKFHINGTWVSPRGTDLHPLIDPASEEKIADVPMGDGRDVDAAVAAAKAAFPAWSVTPVARRAAMLRRLLALYIEA
YDELAELMTREMGTPIGFSKAAQAAVGQMHLEAAIAALEAETFEELRGTTMISKEPIGVCALITPWNWPMNQLVVKAAPA
LAAGCTMVAKPSEYAPLSAVRFAELVDAAGFPPGVYNHVLGAGTVVGDALSRHRDVDMVSITGSTRAGIAVAKAAADTVK
RVAQELGGKSANIILPDADLEKTVTAGVNECFINVGQACRAPTRMLVPMERMEEAKAIARKAAEAHDVGHPMGSAALGPV
VNAAQFRHIQSLIEAGIAEGATLVTGGPGRPEGLDRGYYVRPTVFGDVRNTMTIAQQEIFGPVLAIIGYASEEEAIEIAN
DTVYGLSAYVQSADLDRARTVARRLRVGSVWINGAAWDARAPFGGYKQSGNGREHGEWGLHDYLEIKSVAGYA
>MCE8457931.1 hypothetical protein LZ188_15545 [Rhodovulum sulfidophilum]AB15
MTVGPIWRKLGVAKARFYSGKKIRAGMGGEALCDIDGGMARHRNMPHRGLPKTHRGNHAPLPYPDEWRRSSRGEQGCFLA
VGGGRLLAC
>MCE8457932.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB15
SSMPHLVRAVADGVDWHVVVWATSATALGGALVFGLLVREGPNPFGRATFNPRQSLAVFTDRPLLLANIGYFGHMWELYA
MWAWILAFAAASNVEPFPFGSPSMLSFLVVASGVIGCLAGGWLSDRIGRCLTCAGMMIVSGACAALIGFYFDGPPLVLAL
LALLWGVTVIGDSAQFSVSVTELAESAFVGTALALQMGIGFGLTVVSIWALPLFAEWIGGWQWAFLFLLPGPLIGTCAML
ALRRCPEAAALAHGAR
>MCE8457933.1 hypothetical protein LZ188_15555, partial [Rhodovulum sulfidophilum]AB15
MRDTNLEDGASVGQGQDKDALRRQSGGPRSACAPAPTLAHFHHSFSNGLLCMALAFRPVATPRRKRPR
>MCE8457934.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB15
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MCE8457935.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB15
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MCE8457936.1 elongation factor G [Rhodovulum sulfidophilum]AB15
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MCE8457937.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFS
>MCE8457938.1 hypothetical protein LZ188_15580, partial [Rhodovulum sulfidophilum]AB15
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIG
>MCE8457939.1 DUF294 nucleotidyltransferase-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGELPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWREYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MCE8457940.1 cation acetate symporter [Rhodovulum sulfidophilum]AB15
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MCE8457941.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MCE8457942.1 pyruvate carboxylase, partial [Rhodovulum sulfidophilum]AB15
LETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIAEGKSLVEATGVASQ
YDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVTAWAPTPEAAIARMD
RALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVNGHPETTGRAKPPAE
ARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIRVAPAYAHNLPQLFS
VECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVRQAAETGVDVFRVFDSLNWV
ENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKPASATVLIRALKDEV
GLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGVDMGAVREISAYWEAVRQQ
YAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSKVVGDMALMMVSQGL
TRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRGELEAQFEDLTFDNE
DLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAEDGEARVFFELNGQPR
VIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHAERDGMIKAVHVAPG
QQIDAKDLLIEFE
>MCE8457943.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB15
MVSLDDATERRAALRQAGFPADWVEGYWPASDLRNADEAHLSEIADMEHFLRTMGRKPLPGELGCALSHRRILEWLTRSE
FPLILIFEDDALPADPRSIDVLPELLAPFLDHGRKGAAFLLHLGVRRRQRPQNINRVLAGCGVGFWHRWILRDAGKDHNI
WCTHAYVISREAARRTVAAETPIRNVADGFARRGQEGLHDHFLYSEPGLFLPAPEAGSMINPNGEIRRANRKKRKSWKKP
EQPNAMGKLKIMDRLRRLSSETFHL
>MCE8457944.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAES
>MCE8457945.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB15
MNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHYASEEQDTVAVLDPEGAYALA
IDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGNGTQEYLLDPDSKQFVLVAEA
IKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILTRGGVFLYPGDARKGYARGRL
RMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPDEEVNALFGNRGLFRV
>MCE8457946.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB15
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MCE8457947.1 transketolase [Rhodovulum sulfidophilum]AB15
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWPDRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIENARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSGDAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSDKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDL
>MCE8457948.1 cytochrome c1 [Rhodovulum sulfidophilum]AB15
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MCE8457949.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MCE8457950.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB15
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MCE8457951.1 hypothetical protein LZ188_15655 [Rhodovulum sulfidophilum]AB15
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRNEDAMDELDEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MCE8457952.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIALLDHLSIDRPVPVLGHSFGGVVACHLAAARPDR
VSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQNSIRRVADGWTLNFEPAEFLLSERAINGDHRGV
WLQSRCPALVVSGSESRICDPAELQAMAQSRENTAFIQLRAGHSVHIDAPAEFARHLRAFLEDSCA
>MCE8457953.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB, partial [Rhodovulum sulfidophilum]AB15
LAAQAGRSHRILMESPRMGRTEQFTEVDFGSDQPEGQIVTATISGRSDTRLRAG
>MCE8457954.1 hypothetical protein LZ188_15670, partial [Rhodovulum sulfidophilum]AB15
NKGVTLGQASDPAAALETYDALIARYGDSDALPLQAMVARAMLSKGATLGQASDPAAALETYDALIARYGDSDALPLQEL
VAWAMINKGVTLGQASDPAAALETYDALIARHDDSDALPLQELVARTMLNKGARLGQASDHAAALETYDALIARYGDSDA
LPLQELVAWAMLNKGVTLGQASDPTAEIETYDALIARYGDSDALPLQELVAWAMLNKGVTLGQASDPAAEIETYDALIVR
YGDSDALPLQELVAQAMLNKGVTLSKASDPAAEIETYDALIARYGDSDALPLQELVVRAMLNKGVTLSKASDPAAEIETY
DALIVRYGDSDALPLQELVARAKVSLANRLIDTGAEADRTEALLKSMTESHKTLAYANLFWLYVASRELSKARETLPHLE
DMPTEGRALMDAALAVQAGNFGDATEYLDKALQGSLVQENWNFTDDLERLLRLSIAAGFGERLVDWFEETRLADRYTPIH
AALKAAVHGKARLLDVNPETRHAAGLILPRLLPALP
>MCE8457955.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB15
MSPTPPKMDLPRLGLGFWQVPPESAADLAAQAASIGYRLFDTAEAYHNEAEVGAGLAKSAIPRAELVVQSKVWNDNHGFD
ATLRAFDDSLARLGLDYLDLYLMHWPSRLQDRYIETWRAMQRLRDEGRIGRIGVSNFSIGQLERLADETGELPYLNQVEL
HPYFQQRALREHHAETGIVTQSWSPLGIVFGRTAGPMEDPAVKRIAAKHGRSPGQVVLRWHLDSGLSLLTKSERPARIEE
NWKVSEFVLDSDDMAALDALDRADGRRGPDPETAEF
>MCE8457956.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPAATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGALAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>MCE8457957.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB15
MAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRRPGRMPGIWQGKRPVLSHAQFITLAARLGTRPGRLRLHAGMPPGG
GAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVLGRLPPEPAFEVVGGFCGKGQRT
DPADTAFADISDLVEAWRATPDPAGRARLATESARRCHGLRGGPDPVPLLELGRSLGALGLVAAHTGAAQGLLFAPGTAP
AGTEAALRAAGLGQVLRFRTGGGRR
>MCE8457958.1 adenosylcobinamide-phosphate synthase CbiB [Rhodovulum sulfidophilum]AB15
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRPDDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLATLVWIFGG
>MCE8457959.1 threonine-phosphate decarboxylase CobD [Rhodovulum sulfidophilum]AB15
MADGHDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLCTAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAVETVAGAEALAGAGLAVIVNPNNPDGRRLAPEALRTIAATV
GLLVVDESFADPHPELSLLPGACPENVLVLRSFGKFYGLAGLRLGFVLGSDALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MCE8457960.1 response regulator, partial [Rhodovulum sulfidophilum]AB15
PPAPAGAPVAPDAVPMRILAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRR
IRALEAGSDLAPVPVVALTAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGMG
>MCE8457961.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB15
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MCE8457962.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB15
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFPATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMDPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MCE8457963.1 YggT family protein [Rhodovulum sulfidophilum]AB15
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>MCE8457964.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB15
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRSGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAERPWPPMTD
>MCE8457965.1 hypothetical protein LZ188_15735, partial [Rhodovulum sulfidophilum]AB15
MNPPLPLRNKAYRPHHVGAFAVAATQSGHVSLDDATLAFAWLAASPAHQPKAPAQDRYLHHRNKI
>MCE8457966.1 hypothetical protein LZ188_15755 [Rhodovulum sulfidophilum]AB15
MRIAKNFMAVAFAAAAGFAGTFAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAASADAPR
EPWYSCFWLDNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>MCE8457967.1 DUF2268 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTWTIHVANASGRLDGLVSPIRAAIERAQARAEAVTEPVDLDVVIQAWPGRVIAHLGHAGYAPTGDMIQLTFDPANSNCA
QNLGEPLERTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQAASDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLAARPKETPAKLIHAEAASFRDNLKSTFG
>MCE8457968.1 hypothetical protein LZ188_15770, partial [Rhodovulum sulfidophilum]AB15
MGELTKIQQDEAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YASKKSG
>MCE8457969.1 hypothetical protein LZ188_15775 [Rhodovulum sulfidophilum]AB15
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWVN
>MCE8457970.1 hypothetical protein LZ188_15780 [Rhodovulum sulfidophilum]AB15
MLALNGPHWLVMADFGPLGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>MCE8457971.1 hypothetical protein LZ188_15785 [Rhodovulum sulfidophilum]AB15
MERPEWHAQLLSADLEVKMNRALAAFALLSAGVLSACQTTQVGGDGGSSSKYSRVVARDLQGGFMPNETLEFWPAVVPGE
PVSAARVGIDPVSGGQYTYFSRGKSELLLPSGETWILGCRKDTIRGTTLCNMNFEPMDQGLIMNVTTSGAVRSICVGGHD
FPGRRALVRIDQHPAISSDSNGCFHGGSAQRVASQLNGAQVLQTEAVKWPYDSGIQRQFALSGSYPAAKRLFRYALNADS
TLFASPGE
>MCE8457972.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDIQTLRGPFLALHHLPGVDAFFTFYYDETNNIRRLLLTPDGMNIRRPNSFVLGGILHYGAPRPIDLKPLRDALQLQPT
VTELKLKHIGKGGFLDLLSSPRLKTFLRWTSDEDFLIHYQVTDLLYWSIVDIIDSILAEADAPHLLMAHMMLKDSLYALL
RNGVDATAELFGRYSYPHVGRARRVAFIAELLNLLEAREDELPHFEFYMLKGVLQIAQRLERLPYLEDEEPNVLIDGFGS
FFLNRLCLFNKSQHILDDEKQVETYLSGLDLTDRGAPLRHFRFANSKSEPGIQLSDPVAGLLGKLFSYVKQTSTSQITVD
LEQLSDQQRSTLALLARLLDRSTAASPAFAQHIISKADRRHAALLLMGDILAF
>MCE8457973.1 hypothetical protein LZ188_15795 [Rhodovulum sulfidophilum]AB15
MMGPLEVQKGVNSEEIDDQGFEFDADLYREVSCAAKLREIRLLDSSYSIKVELFDDFDKAIEMRHSFSGSLEECALDKDV
GVASGCFTWGAEVKYKRKKSLKLSAKYLVRYSELEGCDENHIFAFFTKVGRFATYPYFRALFSNLTSESGLILPPLPALN
ERVD
>MCE8457974.1 hypothetical protein LZ188_15800, partial [Rhodovulum sulfidophilum]AB15
RLKMTPARVSQIFSSKGANLTLKTIARIQHAIGEEFELRRKSDRNEIEKQRYALSIFNSASKGGNFWRETTANKDYNIRA
KLAA
>MCE8457975.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEPPL
PEGTAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEA
>MCE8457976.1 hypothetical protein LZ188_15810 [Rhodovulum sulfidophilum]AB15
MLRLLALALSLALSACDSPGMDYAGIPPVMVEVDGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>MCE8457977.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB15
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MCE8457978.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB15
RWSAWTRAARADYEAWTTPKPTPGAVRMEEVVDWLSETLPETAVLTNGAGNYAAFLHRYFRYRGPGTQLAPTSGSMGYGF
PAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPGRVSGTDLVNPDYAALA
RAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MCE8457979.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB15
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MCE8457980.1 hypothetical protein LZ188_15830 [Rhodovulum sulfidophilum]AB15
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRASLRKPLRRL
DLALPRPRRRGGAAVRRSRL
>MCE8457981.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MPLLLRVVGTSCLVSCGFGLTALAQQSSDGLDEVFALGEIVVRSSDETTQGGTSSTISAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNDGYYLSRDYTPTDVQGAGRRDYSDTEDSRLNL
KFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLKGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLELGSDIGERNTLTSAFHYRYDRHRDIQLSRPDINSIPDPTET
SRERTLSFALEDRFQLREDLSLVGGLSFDRAEVLSASRTSTDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVETALFYSEIEDTIQSLNVGVGLSQNQNVGDGTYAGFEIGA
RTDLTDRLALSANYTYLDRDITDPVRPGLKATDTPRHSAYLRLDWQATESLSIAPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRTFFLTTA
>MCE8457982.1 DUF4147 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTASPEVLLRSLFDAAVTAADPMRCLPALLPPRPERRRLVIGAGKAAARMAEAVEQSWGPCEGLVITRDGYERPCRGIEI
VSAAHPVPDTRGREATRRMLDLLEGLGEYDAVLALISGGASALLVAPAGRVTLEEKRAINAALLASGAPIEAMNTVRKHL
SAVKGGRLAAAAWPARMTALVISDVPGDELAAIASGPTVGDRSTPAEARAILDRHGIAVPTSVAELLDGPSGGIAPDDAR
LARCETRLVAAPSQSLAAAAAAGRRAG
>MCE8457983.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB15
MVSSSDEFEAGHGRRRPDGAVSRVVGGLNQFVGLAVAQFYIVVVAVTVWEVFARYVLGSPTRWAFEVVIIFCSCAWMLSA
GYVTLFGRHISITVLQDLAPPRTRDLLSKLAMIVGIFALTLFIDDNMMRALGAITSGERSGASFNSPLPMVLKCALTIGS
MLYLSQLLLNLHRATLAPLGRLIIAIVAAAVALRFAANALEHFGLLEPLVAPFQSFVTSATSPLNPQQYVDARSYDLGIV
TLLMVGALLVLMMSGIPLGIVTLVVSIVSALFFFGPNGIYIVSSNAFGLGEQYAMIAVPLFVLMATILERAGIARDLFDG
MAVFAGNLRGGVALQTTVVAVVLAAMSGVMGGEIVMLGLVALPQMLRLGYDSRLAAGIICAAGSLATLIPPSIVMIIYGL
SANVGIGDLFLASFVPGLMLAVMYAAFVLIRCALNPSLAPTVSELAAKSGRRIELSRSQKAAVALCILLVIGVMGSIYGG
IATVTEAAGVGVLGALLIAAVRFQMNWRMLQSALVGTMSNVGSIFWLVIGAVSFVGIYNLIGGTRYMQAMFDALDMNPIL
LVLMMMLVLAILGTFMEWISITFLTIPVFVPVIRDLAPELGLSPADAALWFGVLYAMNVQVSFLSPPFGPACFWLKSVAP
REVSLQQIFAGVLPFIGLQLIAIAVVVLFPQIPLFLTWF
>MCE8457984.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB15
MKLKHLLAGAVIAVAAGPAAAQTLQIQASGNSGSFVDLFYKDWAERFNRMTGEGRTQIEILPFQAVVPYRETLDAIGAGI
LAGDMQAVSYFAGRDQAFSIIGDLISGYDTPDQVSMFCQYGGGKEVLQEAYDSIMPGQLHVVGCAAFTREALVSAVEING
VDDLKGLNIRAPEGLATAVFEAAGASPVPLPYSEVFSALEQGVIDAADASSYADNARTGVHEVAPYPLYPGIHSMAVLQL
VIGQRQWEAMSEADQLALETWYTAMMTSMARASFIEDERVKAEELASGTVTVIDWPQEERDKLRAIAVGAWEAAAAQSDL
AEKALETHRSFMKKIGLLD
>MCE8457985.1 hypothetical protein LZ188_15855 [Rhodovulum sulfidophilum]AB15
MSEVYQNNYITGTWFTGQAGLGVLSGDFTTFNGTITETGETFTALYYGAGINLSPLPGSAGGGAFTFNGTLEDFLGWSFG
VTASAGINASYSTNTSLHSLITYGASSTLDIGITTGYTKLVDELDLRPYESTDFWRSAISAVESSDIDDSQKSDLLDKLV
MARDLPAWREGTYDEFDFGYQQDTMDFEFVAQS
>MCE8457986.1 hypothetical protein LZ188_15870 [Rhodovulum sulfidophilum]AB15
MAAAAFARSIGLRDYSAFTAVIEGSHIAATHIKSPKTARLQWLMSDAEIADFRNRFVTPTMTTQETGRHRNTIFAVFSGA
GVKPFQPDGPEAGPIYLREVAMRVTSNHLKKR
>MCE8457987.1 hypothetical protein LZ188_15875 [Rhodovulum sulfidophilum]AB15
MTDAGVGAPDVSRGAFGALYDRVEHFYRQDRSFDVFRALLRDHVIRIWPLAVGDMVLGQEVEARQVHSLLTASEETGITT
ALLDSLLTEAGVFRQDETRSPSGKIFDAEVHSGLLREIATQVGPNAMCEAMDATLSEFRALVEEGVLELRSRLPKIKNP
>MCE8457988.1 transposase [Rhodovulum sulfidophilum]AB15
MAVQIPYRRSGTPLNLLIDSTGVKFRGDGEWPVHKHGPLRRRQWRKVHIAADTGAGEVRGVEFTSSRQRDSPLLRELLMQ
IPDGEEIATVAADGACDTWRCHAAIIERGADAVIRGCPICLRGGSSDHRPPLRQMVMQGSWLCRGVDICLEHNHLLVPLW
QATTPIERENTGARLSEIWPDLRNGRLDQEPIPPTSYDHWLDTRLSRLTDPSWLASLSSLPSPSAVCSGRSFGVFRTCPR
MIAKPRQPAFILPLAARRR
>MCE8457989.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MVWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTPQGSGINIRGFGAN
STNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKDASDFTGGEPGFKL
RQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRFGEAREHYVKLSYS
DTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPGSSSCETTFCGIPF
PPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDKRWALFAVDDMSFGGLTLTPAL
RYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSEKARTYELGFSYDRGTVFA
DGDDLALKLTAYHTTVWDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGEITTPGVPDDWEGTPADRI
RMTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDYTPHLATRPAPGRT
FKLTLARTF
>MCE8457990.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB15
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLVLDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPHVRPLAPFCLRGLLNAL
VDEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGDVDHTGPWGEIVATLPGLEVAA
>MCE8457991.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MCE8457992.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB15
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRN
>MCE8457993.1 succinyl-diaminopimelate desuccinylase, partial [Rhodovulum sulfidophilum]AB15
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKT
>MCE8457994.1 hypothetical protein LZ188_15920 [Rhodovulum sulfidophilum]AB15
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGSEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MCE8457995.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB15
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MCE8457996.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB15
MHDDARRPLRDAFRDIESARETPETSQTGSPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>MCE8457997.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MTSIAETAGRLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPPAPRAWAAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGT
NALAQLAVLGGALSYACAAVFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGALVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MCE8457998.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN, partial [Rhodovulum sulfidophilum]AB15
IEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQVMLARDDLGEWPKPGRHPKDETRLISNLVLMG
MGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAEIGCMLAISLHATTDELRNKIVPINRKYSLAQL
FEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKINLIPFNEWPGAPYQRSDWDRIEAFADIVYKAGY
ASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRRPDAPDVH
>MCE8457999.1 hypothetical protein LZ188_15945, partial [Rhodovulum sulfidophilum]AB15
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAEDKPAAPAPGARKSPRPATEAKPVPQTKPAAEAKPEPEAKTVPEARPAPKAEPAAKANTAPPPVPERKPAAAEAV
APPSPPPAADPAPTATAAPAAPASPAARPVSSVPASSVAAALSAARPPRPEAPAGTGQPAAAPPRAGTERRASGSLRPEP
QPMRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPRDETPAPDPDATAGLVAPSGADLSQAEAPDRQPPF
DAAAHDEPRAEESGSAPLAGTATGTGTPTSPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRP
PEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTV
PAPGDTADGAEITAEGVPVYGVRPETTPPGRPVYLAPPAGTAADAPDDRAEAPAGE
>MCE8458000.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB15
MRLVPLAPLALAVSALIAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSVVEQGANQPRPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAE
>MCE8458001.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB15
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MCE8458002.1 DUF4159 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
YARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDIPPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEA
APADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFPVGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQV
HVPALLDRLGQ
>MCE8458003.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB15
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAAMAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGAAQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MCE8458004.1 FAD-binding protein [Rhodovulum sulfidophilum]AB15
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MCE8458005.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB15
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMD
>MCE8458006.1 flagellar hook-basal body complex protein, partial [Rhodovulum sulfidophilum]AB15
SNSDTMSIDIGAQHSRSVMTQLSDSYGPTTISKNGFPVGNMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYA
HDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATDVAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MCE8458007.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB15
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDNADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDAFTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MCE8458008.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB15
MSLISMGDLAQGLGLRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSITELQALLGVRQEKIETIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MCE8458009.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB15
MIRRLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MCE8458010.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB15
MSFLRPQKSLPRHPVVTGMIVFLTVLTVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLRADDGEPDRVFKGEAELFAPTSIIRDIVLPG
LVWQIAATPREGWTHSLGHLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAETMFGRPTAQAKSMPVAEMFQVETVLANTSVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSLRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRFVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDTRGVIL
SANAAAAQIFQYSAEELVGQNVSMLMPDAIASRTERYLGSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESISFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLILGDAEKLPDGRWRVEFEVADTGIGIPSELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMDGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQAEDGNGPPIILLTADALSRKSFEKENV
FAAVLTKPIDWKQLFSALNEFARRDGEASADAQQHDKPSNFIGASKNNSDPGEEASSTEPPTLSLEWLDVLRQTIPPDRV
NSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESGDVAHQSPLLERFDIEIS
SARRALKTFIETQSKPFS
>MCE8458011.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MKRKRFTEGQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MCE8458012.1 NADH-quinone oxidoreductase subunit NuoG [Rhodovulum sulfidophilum]AB15
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPLAAE
>MCE8458013.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSLTAVISPLGRAAALAAGLGLAATVSAAGAESRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSK
ATRLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MCE8458014.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB15
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQVCEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MCE8458015.1 NADH-quinone oxidoreductase subunit E, partial [Rhodovulum sulfidophilum]AB15
KADAAETSSPKPEAAPTAAQEKVGNGPAALSAPRAGGADDLKKIKGVGPKLEKQVNDLGIYHYDQIASWTAADVAWMDEN
LEGFKGRVSRDDWVAQARALAKEG
>MCE8458016.1 hypothetical protein LZ188_16030, partial [Rhodovulum sulfidophilum]AB15
MSHFAPLVRATIANDADVDLGGFAVWNSRGDALAKGLEVEPVQRHRFERTGEGILASARLD
>MCE8458017.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MARRNILLLSFLGLIAGTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKANLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMATEEGLGP
VRIVRDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKIPYGAVPDALLVPEDAVLHTAGGGTQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLTPGEVVAIRGQNRVPEGVAVSVEARPAET
>MCE8458018.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINMLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTGVDEEI
AAAEAAMADIPEGMAMIMKP
>MCE8458019.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB15
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSDRPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATCDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELKIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWDLRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MCE8458020.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MCE8458021.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB15
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MCE8458022.1 hypothetical protein LZ188_16065 [Rhodovulum sulfidophilum]AB15
MTQEDTAPSQREALSSDDIVSRILGFTLFCMGLSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MCE8458023.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB15
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRPSGTAIYYLLAEGQRSHWHRVDADEIWLYHAGDPLELSLAATEAGP
ARDLVLGPDLTAGARPQAVVPAGHWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MCE8458024.1 anhydro-N-acetylmuramic acid kinase, partial [Rhodovulum sulfidophilum]AB15
EAAHRAAMAPFAGAELAGMHGQTLAHEPGGRGTHQAGDGARLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRV
GLSAPVAFLNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAH
PYFRKPPPKSLDRNDFAGLLDAVADCADADAAATLTAAVAATVAVGVGHCPRRPARLLVTGGGRRNPVLMRMIAERTGLA
AEPVEALGLDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MCE8458025.1 PqiC family protein [Rhodovulum sulfidophilum]AB15
MKHRLLPAALVPLALALTACSGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWP
>MCE8458026.1 MlaD family protein [Rhodovulum sulfidophilum]AB15
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHSGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRVSALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVIGNANATLASARSAADDISTAARDLPDLLARAQR
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MCE8458027.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB15
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MCE8458028.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB15
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MCE8458029.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSE
>MCE8458030.1 ACP S-malonyltransferase, partial [Rhodovulum sulfidophilum]AB15
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
>MCE8458031.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB15
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALSHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRSDPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>MCE8458032.1 YceI family protein [Rhodovulum sulfidophilum]AB15
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MCE8458033.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB15
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MCE8458034.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB15
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MCE8458035.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB15
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MCE8458036.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB15
MTADDAYAGLMAAAARSSHDAADLHAVASILALALSEATSPEELPAHCGLDAGALAELLGTLFPAAPSEFRRGRGAAPRG
VEEDSVRALLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAAPPAPAQVLKMR
>MCE8458037.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB15
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANSAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGCAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTRDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPPPGPPVMATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MCE8458038.1 hypothetical protein LZ188_16145 [Rhodovulum sulfidophilum]AB15
MLADVEVEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGL
EPGDRVVSPDE
>MCE8458039.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB15
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESVTVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MCE8458040.1 arylesterase [Rhodovulum sulfidophilum]AB15
MVLALALCAAAGTARAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLNAHGAEVTVLNAGVSGDTTAGGLSRIGWTLTPE
VDGLIVALGGNDLLRGIDPAASRANLDAIMTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLK
GLSDLPDRGAAMARYMQDDGIHPSAAGVTLIVEAMGPSVLELVDRTEAKGH
>MCE8458041.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGSRIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MCE8458042.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVALDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVL
>MCE8458043.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRYLRPPPESHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVQENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLA
>MCE8458044.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MCE8458045.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWNIFTTSDPLPGPDQPL
ETLANSVTGGTCSL
>MCE8458046.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPLMTAAEFADLTLVRMLNEGQAARLAAE
RSSKT
>MCE8458047.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB15
MEHMEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVN
VGQALAARGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRIL
TRMEMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFL
VEAADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILA
GRFSTELTDVFELKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLAEHGWDAAAMAEKKPYLRKLV
TSAGMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MCE8458048.1 4Fe-4S cluster-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GD
>MCE8458049.1 5-formyltetrahydrofolate cyclo-ligase, partial [Rhodovulum sulfidophilum]AB15
MIAEAKAALRTEAQARRAEAHDPERGAAARSRLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWVPDCALETGPFGVSVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRARGPVLAVGLA
>MCE8458050.1 magnesium transporter [Rhodovulum sulfidophilum]AB15
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MCE8458051.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB15
MGHVLIRGAELIVTMDDDRRELAGTDLRLRDGRVAEIGCGLTPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAHGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGHIVTHDLGAAVTAQTRIARRLAGL
>MCE8458052.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB15
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIALADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MCE8458053.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB15
MIARRDFLQAALAASAIWGASGMGDWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGSVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIEEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MCE8458054.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB15
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQAARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MCE8458055.1 hypothetical protein LZ188_16240, partial [Rhodovulum sulfidophilum]AB15
ADFMAAAAIDPDLGAADRVADGLDMSLGPPRARPSQSEREDQTQFLPHMQLMQFRYASGK
>MCE8458056.1 trigger factor family protein, partial [Rhodovulum sulfidophilum]AB15
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMS
>MCE8458057.1 S8/S53 family peptidase [Rhodovulum sulfidophilum]AB15
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVDGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GALATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MCE8458058.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB15
MTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRTTREN
RESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTMRREEILRESRLELSA
YLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLSRI
VPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>MCE8458059.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB15
MIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEPDFLIRTRTLVVGDTASVSFLVYE
NGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYSALIGYGVLAGMFDLDPGRMRATT
EALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNSIALACIGHVMGFVLDRHDIAADI
FGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACMVATLSGDHARAVALGRRALLKQP
RFNAAMRYTLAALGHLGERAAAQALGAELLRLDPGFGDRETREMRFRLPCREASAHVLEGIERAGF
>MCE8458060.1 hypothetical protein LZ188_16265, partial [Rhodovulum sulfidophilum]AB15
MDDAGQQPDLDHPRHPARRGCVGRRQRVCSRRGSGCQILAQPLPGRPLHGQPILEFLVGNVEPFQQVGIGIDPGRQRSAA
LADRPQIDPEPVEIETQRVALGGQDPGIDALERALELD
>MCE8458061.1 ammonium transporter [Rhodovulum sulfidophilum]AB15
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MCE8458062.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB15
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MCE8458063.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB15
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MCE8458064.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB15
MAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLVPPGSRPGPQHQAEF
>MCE8458065.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB15
MKAVSVVLRAAVALWFGLGPGSVGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPADTGTGEAVRPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MCE8458066.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB15
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MCE8458067.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB15
MMDWTDRHCRYFHRLMSCSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPAELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGTFGAVLMKSPGLVGDCLAAMRAASSVEVTVKCRIGVDDQEPREVLPSFLETVAAAGVGRVTIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEELFGLPG
RKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALEALPRAA
>MCE8458068.1 hypothetical protein LZ188_16305 [Rhodovulum sulfidophilum]AB15
MGTIMQRRKKDGATSYTAVIRKKKGGKVVLTLTETFKSETAAERWIRKTERALSQLVCPQKSCPS
>MCE8458069.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MCE8458070.1 transposase, partial [Rhodovulum sulfidophilum]AB15
HYNTARPHSSLGYRPPAPEAIRWPSKRNGSPPQLAPTLVPRPIMH
>MCE8458071.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MSYMRGNMNNIRIDEFEGYCREQLGLSEHSLRAYRQDLTAFSKFKQKSKLSEHPSANDVIDFQKNLREEQKASPATIRRR
LVTLRSYYSWLAENNTSFASPFEGLRLDMKIPKRLPRPVDRPTLGAVFRSAQHIVQLNPCDDRSASSEIPAVQITGLIAR
LLIVTGLRIGELTFLRVCDITGAATQVRVRGKGNRERTVYVANDRLQTDFRRFWEGRYNVAGSQAWLFTNSNGDRLTSQA
FRKRLRTLSKALRIEPHLTPHRFRHSAATLLIEEGVDIRLVQRLLGHASIATTEIYTKVSDNSLSSAVTAADTLAKVDAC
>MCE8458072.1 hypothetical protein LZ188_16325 [Rhodovulum sulfidophilum]AB15
MLMRQAEPLFSPVRIEIFSEDGPRLQKHSEQSAWHIRDDSQLSEINSSIKSNRKIEKFRSALDTAVAIAASYLSANAGSG
PMYFPIFSSPSAGDLYSPDQVLIQQNKIGSDTISEFLSNFLSIGSTARPKLLISYHDRAQLLKLLSKVSSLVEVTQAFGK
ECRPVKLDSSKSSNEEILSFVLSGNHLPNLNRYLDGDPSILMGWAAAKSVKLLDVPDKAEKIIEDTISKVLLRLKYAEQR
SKSFWMTLYIQLLLDRAFFADGAGGHAQQALLLARQLGSSPLIAHCQRFANQTLGVGAEALAVLNDSVERFQLIPENSED
YLLLTPSRLGATLNRNTTALISSTSPVDPGRFEADFLQTKEIFPSYSNIGMMASAAAVAAMIKGHKKRAVSLLEQASIER
SLPIDGFNIRMNLLCAESNYAGSIDERDFRALCEDVRLFPFPVNWEYHRVRIASNLLTVATSPELKDLAWNVIDKNRFLA
DFDGWGDEAKLRNFLIRSRYTHYLVGGTLAGQFGRFCSRTGLFPCIDKDWT
>MCE8458073.1 ATP-grasp domain-containing protein [Rhodovulum sulfidophilum]AB15
MRTSKEAEGFDFTDLLIFLVTAGTSSELWERLYDWRHPPDTVMIYTQACQAVSNRVHVVPLEQFVESQFHSKFQDEPGLV
VDIVGGLFDVELIGLPSSVAKSLGMPCFPAGVKNYVTTHDKLLGKHLAQSVGLDVPRTLSGDDLDCYYGAVIQKPICGGD
SVGIRRFEQWRKGKRPPVGSFVEEFQEGQDATFHVIRNKDAETYSIIDHIVTEGTPSQWFDAEMKANANRLYSAKREPTQ
RYRYKGGVSKELASSFSDLMALAGHPYIGRIDVRQLKTTGIIEIRDAKFLELNVAPTISNANTWYDGVKEAYGDHESFVA
VRDLAIHPAAKSLAVMLKEFYVQSLSIQGNKPVREQNLPN
>MCE8458074.1 folate-binding protein [Rhodovulum sulfidophilum]AB15
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEAPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGLEGTAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MCE8458075.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIMVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALSELRDLFSVVTQDAPMFDESLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREEGRHDQ
LLARDGLYAGLYRLQFTAES
>MCE8458076.1 sulfur transferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRTVISLRGSNRPHSHWL
LEEEACAALGLRLEAVPVRARHLVPRETLLALLDMFDTAERPMVMHCKSGSDRAGFAAALYLIHAEGAPVAQARKMLSWR
FLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MCE8458077.1 hypothetical protein LZ188_16350, partial [Rhodovulum sulfidophilum]AB15
VFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQIHRDTGMATARRPTATWPVGAGRFGVPI
DQVLVGGGARLVRLSPFGAEFGSNHRGLLAEIALP
>MCE8458078.1 integrase arm-type DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDKTDPTFAEMA
>MCE8458079.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGVVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>MCE8458080.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA, partial [Rhodovulum sulfidophilum]AB15
MQDDAVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRNPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERAKDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAAPRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWEGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMVRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPAGLRPGPALFEPDRRNSRGWDLAHGPHLAQIEAARAPSRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGIAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELNPGAPWELSSDLGPLIDAECHAAIASHVATARAEGRVIWEGRAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAVNATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPE
>MCE8458081.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB15
MDSYAPPDTPLEILHHDHELLAVNKPPGLLSVPGKGPELADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYIARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MCE8458082.1 peroxiredoxin [Rhodovulum sulfidophilum]AB15
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MCE8458083.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVMRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGKAGAEGCGGKA
>MCE8458084.1 LysE family transporter [Rhodovulum sulfidophilum]AB15
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMTHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLVGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MCE8458085.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB15
MRIDYDALSQTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MCE8458086.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB15
MMHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGV
EDAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFK
KPIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPG
AGLSVVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAA
EHPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MCE8458087.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB15
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MCE8458088.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB15
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>MCE8458089.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRM
>MCE8458090.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB15
AGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVGKTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRG
EFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAGTGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRF
QPVTVDEPDVETCCAMLRGILGPMEAHHGVRISDEAVVSAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIE
DLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRAEAGQDLARLEGLHDEQKALVEQILGLRARIAGAGEGAAAEDM
AAEDMAGEDMAGEDLAGEAGTEGGEPGEGEEPLDIDALRAEMHERLATLEAGDPETRMVEPHVGAQTVAQVISDWTGIPT
GRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEKPIGVFMLCGPSGVGKTETAIALAEALYGGAQN
MITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLLDEVEKAHPDVHEIFFQVFDKGWMEDGNGRRID
FRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPALLGRVVSIPYLPLSAEGLAAIVRLKLSAVEAR
MRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSREVLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MCE8458091.1 hypothetical protein LZ188_16425 [Rhodovulum sulfidophilum]AB15
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQAYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGSG
PGSAARAAQSQARDTASLWVMREVMRRL
>MCE8458092.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SGGTRSGTGPEPEAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTAPKAPPRLLDAVYGAALGAGLGP
DLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLAGATAGIDD
DAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARE
NAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGTAAPAVV
SPEIRRYRETVDAILATG
>MCE8458093.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MTVIPQPTLYNQTMLDDDDFVASFVARRDTLETMCRRLKSVGPEDHGQHQILIGTRGMGKTSLLRRLAIEVKRDHDLSDR
FVPLMFREEQYNVLRLRDFWRNCAESLAEWAESQGRDDLAEHLDDVVFSSSWDSDDGAAEQFEAEMQALGKRAVLLIDNL
DLILDALKDEDRWTLRASLQARGGPILVGAATQSLKEGADRDAAFYEFFQPYYLEPLELQETETCMRALANQRGEVGRRV
LRVMHTDPARLRVLHRLTGGNPRVLALTYRLLETEDSHSAMADLERLLDEVTPYYKARVEEYQTPLQRAVIDAIALHWDP
VTTGQLSDITGVPTTTLSPQLTRLRKDGLIERVETSGSYAGHQVVERFLNIWYLMRHGTRRTRQRMRWLVAFLSSFYCKD
ELEEIGRTARATGRFDLWTRDYVHAFEQATQIAPARERLSLQSAGPRPDDTIAADHPASPEAKEAKEMSDKGVSLGRDGE
DAAALEMFEEVIAHYSDSPDPQVKKQVARAMLNKGARLGQASDPAAEIETYDALIARYGDSDALPLQELVARAMLNKGVT
LGQASDPAAEIETYDALIARYGDSDALPLQELVARAMLNKGVTLGQASDPAAEIETYDALIARYGDSDALPLQELVARAM
LNKGARLGQASDPAAEIETYDALIARYGDSDALPLQELVAWAMLSKGARLGQASDPAAEIETYDALIARYGDSDALPLQE
LVARAML
>MCE8458094.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MQRQAKATQMSGISDPSQPLATPSQRGGERAFAAPRTNGSDAQKAIITEFLGQARLSLTSKLDRFIQLRINSRRDKFMSG
RKNERDILKRKLKAGQNIHMPAPRRIGKTWTINRLAEDMRREGWLIVELDVQGMSAPDKFARRLCQKIQNQLPTPSGLHA
AFKNRLHALIGGNWGTDPINVIGQVDPVSFLDALLEALAKEDKQSAIFVDEIAYFVLRFAERNEGDAKDFFYELRNLQAE
YSNIRWLFTGSIGLNFVAERFGLGGAFVDLTTFILEPFDEAEARSFLRDPATQMGFNHQFHASDEDLKVLFEELGWLAPY
YLKLVGNEVRPSGPEQDGRLTAKQEDLQDAMEKLLEPTRKSEFAVWREHIDKNLPQTDRDLARGVLGPLSAAADGETLDT
LQAAMVPATPKAVRDILDILQSDGLIDLTKGTKGRYRFRSGLIRRYWQQYEAD
>MCE8458095.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB15
MRFPRYCQAVTVALALCAGGTGAARADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PARRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MCE8458096.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MCE8458097.1 adenosine deaminase [Rhodovulum sulfidophilum]AB15
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVEHLEAIREAAERAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MCE8458098.1 phosphopentomutase [Rhodovulum sulfidophilum]AB15
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGPLKLPHLDALGLGAAIRLASGEGAPG
LGAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILYRLG
AEHMRTGWPILYTSSDSVFQIAAHEELFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTAETGFTRTAHRHDYAMAPPA
PTLCDWVQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDPAGYARA
LEWFDSALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MCE8458099.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB15
AELGGPADFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGE
PLAIIHAASEADAEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MCE8458100.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB15
MSHHAQTARTLEHLRSLHVGSDMDAELMSQLARLLKRDDDGELSPEPIRFTRTNETRGIMVVGGAGSGKSHLVHRALMKF
PVLAEGEYGRPRFLECSVPSPATLKSMVLEMLEKSGYGTVSPTRQVWSLVQILRERMRVTGTVVLWIDEAHDLFCADRNL
ILRALKSLMQGDDAVIVVLSGTEELAQVIRTDPQVQRRFSTVAFAALVPELHGDLFQQIVGDYCHRAGLGAPVEADLVGR
VFHGARYRFGRAIELIVRAIEVALHAEASDLTIDHFARAWAMHEGCPADQNMFYAEQYRLLRLDQASEDAPRVSTRRRG
>MCE8458101.1 Mu transposase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MELNFNIDNVRYAFGKLDRVHINGMACKVIYHSEEGYVFGADDSEALAHSYSHEQLSRLGAQGRIRVELGYYDPASARKR
LVQSASFIDDLPFKTRVRLSKKDAYCEAILELRRDGLIKMTDEGLDANMALIKGKALAYAGKHTRVGDRKLDISGNFDEA
PSPRTLRRWLEAKEELGLVGLADAMHRRGNRTRVMGPEEIGLLMTEVRKYLSPEKPTIKMIHEGVQIAFDKRNAERVKVG
LGVLTTPSRETVRRAVRELDPFQVTLAREGEAAARKKYRPVFEGLYLARPLQRVEIDEWQIDLITLMKSSGMYDLLTDEE
RAALGLDKKKARWWITAAICCTTRCILSMVLSREPGGEAATQAVQMIMTNKGKWADAVGALTAWDMHGRPELIVTDGGAA
FKSERFRFACADLAIATEIAINGVPEVRGTIERVFKTFVLDLMPRLSGRTFSNILEKGDSDPTKRAALTVDDLTFALVRW
VVDIYHNTPHRGLDGETPIACWRRLSTQWGVMPPPDMHTARTVFGQHKTATLDKTGITILKVRYHSEKLAAWLRREGSCT
VNVRWHPKDIGAVSVQLGDRWHEVPSVDASLEGVSAQTWLTATRTVRAGNPKSNRLDLPAVRQGIKAIEERNEAAMASAS
LNLEDWSAEAFDRAEKNVLAGVEFHERASGPQNDSELGRAIRHHVEPSDAAPPAQRTEAERAGSAPKTQTTLNIEED
>MCE8458102.1 hypothetical protein LZ188_16485 [Rhodovulum sulfidophilum]AB15
MSYPFLPGGICLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFEWYDADG
EYYTHYVDLVCRLGDGRRIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALRDRIGMEGTGLRAVVRHIGSGHLQLLRQEKISETSQVIRVVALH
>MCE8458103.1 metal ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
TLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDRM
PLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQL
IADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHGQ
GHAHGPEPGRGRAGHKTEPEAADA
>MCE8458104.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB15
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MCE8458105.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB15
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSIAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYAETSGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MCE8458106.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB15
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MCE8458107.1 cytochrome d ubiquinol oxidase subunit II, partial [Rhodovulum sulfidophilum]AB15
SVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAWPPLYAVSFSGFYLAMFLILA
ALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLSIYEGSFFGLLNPYALLAGLV
SLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTVAPDGPSNPLMNEVARGGSWM
AAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILPSSLDPSSSLTVWDSSSSHLT
LFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MCE8458108.1 hypothetical protein LZ188_16515 [Rhodovulum sulfidophilum]AB15
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGDRNPLTRSDTVKRVSTALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDAMVVCT
DDYTRAYRDNLRRIWDYLQVKDDEADALVEDAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MCE8458109.1 transposase family protein [Rhodovulum sulfidophilum]AB15
MTSQPLYNIPRGSILQLDGRELTVSDREESGYAVECKETGECFTLSLERVETAIRNRDCEVIKPAAVEKRKALLEYTGGL
ECVEQLSEDDQRIVQARLALVIAQDELRAEGVKLTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQG
RTLASYRDVYHRFEQNPVVLADRDRMKGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATKVFHRSPREMAQEIN
FPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEAPQEL
ADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTKEKVRYGCKQDPAPPVRLGLALADNGTATRNAE
VYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSRPGELTGYDPKASAELSHDQLYGTITRYFVDEY
PFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQATTTSEGVRAFNIPFNSTALQNLAAGTEKEVTVH
LDPDDLREVYVTAEGVKKVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRATESGFFPDSRDPL
SYQKIEQLRRRADKLHQVEARPPRLHRRHRCSRAAHEQGAHVGCGAGTPRRCGTVQTAVPIDASQGKRTSATVRRTDGCG
PREGVHFGARP
>MCE8458110.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTNPFIIPSLANLNADLAQRHFPLARGEKLQQTFAQLFSRHLGRLHSGKAFEARSLLLTGLSGSGKTAEISDMLNRFNET
AVLLPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKARKTQFEIWDLVIKQAKLQGVIGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYETLNEIVGSYAISAG
LDVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVARREGVVEWSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MCE8458111.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB15
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKSGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVARRLREIYIDEAVKTAI
>MCE8458112.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB15
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>MCE8458113.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAGGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>MCE8458114.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB15
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGTKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MCE8458115.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAE
>MCE8458116.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MCE8458117.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MCE8458118.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRIIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVAAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVMICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MCE8458119.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
ILNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRPARGLSLEEIGLMMGGAHGM
EVAHVAE
>MCE8458120.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
IWALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAK
QPRVLFCDEPTGALDSRTGTAVLGVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MCE8458121.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPGI
ARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLLRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLNG
GRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRYG
SLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAML
IALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPPA
YGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDRSDIGVTLTRA
VGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEAR
PGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIAI
KTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLALP
LGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>MCE8458122.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MAGKVTRRILKVAVLATVAGGVALSFRPSPELVDLAEVTRAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLADGMPVAER
QAE
>MCE8458123.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB15
MVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVLNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRFDA
VPETFAITASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFAMCPSCRA
EYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRAKR
RPAKPFALMLREADLTAVCTPSAADLARLRDPAAPIVLVLGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLVMT
SGNLSGAPQAVGNDEARAMLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALGGQ
MKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHAHL
AACLAENGWPCAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAGLA
D
>MCE8458124.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB15
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVVRFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQSGGVTRAPGPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALAGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMRSVPKIRDGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MCE8458125.1 HupU protein, partial [Rhodovulum sulfidophilum]AB15
NVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKGT
GRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVAG
CPTHPDWVTETLMLLAAGAMGPEDLDVLARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDCN
IRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIEV
LPRPGKPRG
>MCE8458126.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB15
GYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGSSC
ATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDIRI
AGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHRRE
PPQ
>MCE8458127.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGLMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGRD
>MCE8458128.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB15
SDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLWNRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSV
CPDGSLRLSVVGEPACAAPPATQKAPAEVDSALASLRYDAEGHIQQVSAPMCTLLGQTPEDLIGQHMRRQVDAEFGRGTA
WAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAGALEIATDITRERRDLDRMRARQAALDSRLAIAEF
RTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFTGSRRYDDFWDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQA
AAATGEVQSVLFVGHDMTEARKAETAAEGRLGALDRAMMVAEYDSAGRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGR
DKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPEGHSDRIIQIAVDITETKRLMLDLDGKWQAALNHQ
AVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSPAYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAH
YTPLTDFRGEVDRVVMCGYDISSQVALERATATRAQALTAELGSLHEVNDMLRGDADLLARTNEKLQDSARNGDRLLDGA
LSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHGAGFSIVADEVRKLAERNGEAAREISRHIERANDS
ILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATLARLAEELGQAAAPDGQ
>MCE8458129.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB15
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAQTGAPPGI
AAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPGALFALGGLPIAARFRRDERPR
NGSGGEGRAYLTFRSGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATFRTDDLQPPPSLLGSGAGAIASLAIAEDGAQTYVIGVEQLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAEPVPETIPASAPGAPSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAI
IRIIEPPSAITPMMHPVPGVLGFFSVGGQATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MCE8458130.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB15
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEEIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MCE8458131.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSRHGARIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTPRAWIDAIETALGPGASSSRRVAAARTAVEIARNQGWRDTR
LAFSLFAFGRLSLNRNASDASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>MCE8458132.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVGLVHFIFHRHCWKPE
NVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKYVRG
>MCE8458133.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB15
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRETFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MCE8458134.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB15
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MCE8458135.1 hypothetical protein LZ188_16660 [Rhodovulum sulfidophilum]AB15
MTPGIRAWICAAGLALMAGQPARADLELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRP
RFTPTFVLLRDGLEIGRLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>MCE8458136.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB15
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MCE8458137.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB15
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLTAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
SGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MCE8458138.1 DUF1624 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MSETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVLTGGFRLLSVGVAAAFLALAGASLHLAHGQGLHPR
AFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILHAIAAASLLGLVLVRLPPLVPGMLALGMLLMPRPAPLPDLGWLDWT
R
>MCE8458139.1 form I ribulose bisphosphate carboxylase large subunit, partial [Rhodovulum sulfidophilum]AB15
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMP
>MCE8458140.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
REK
>MCE8458141.1 hypothetical protein LZ188_16690 [Rhodovulum sulfidophilum]AB15
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MCE8458142.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB15
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MCE8458143.1 50S ribosomal protein L31, partial [Rhodovulum sulfidophilum]AB15
LPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MCE8458144.1 XdhC family protein, partial [Rhodovulum sulfidophilum]AB15
HNPPLRLIVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDARSAVVTLTHDAKLD
DPAIMAALDSDVFYLGCLGSSRTHAGRVTRLEAAGLAPGRIAAIHAPVGLGIGARTPGEIAVAILAEILQRLRCG
>MCE8458145.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]AB15
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEITALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEPAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRVVPHEARAMAAALEEVEIEVPLVPVVANVRAC
GETDPATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MCE8458146.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB15
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGA
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MCE8458147.1 acyl carrier protein [Rhodovulum sulfidophilum]AB15
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MCE8458148.1 hypothetical protein LZ188_16725 [Rhodovulum sulfidophilum]AB15
MKLTRQPLTFVLSPRQMSDATAALALLDALPPVRMLPRNNGCDADWFR
>MCE8458149.1 transposase, partial [Rhodovulum sulfidophilum]AB15
EARVVIETWRVHDNTARPHSSLGYRPPAPEAVKWLSREGGSSPPQPSTLAPRPVMH
>MCE8458150.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
ISTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MCE8458151.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSDAPSHDTAFVRDAMLPPAPAPASSAGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTVSSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVLYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGCAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASAQLQAVLPLGIEPVSSRSFGGFMLSVTIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MCE8458152.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGIELTSDLKHIDQVRSEVGMVFQQF
NLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQRVAIARALCMRPNIMLFDEPTSA
LDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAFFNAPRSDRTRLFLSQILGH
>MCE8458153.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTQSDILIRAPRPGDHARLSAIWYTASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPMGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>MCE8458154.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MCE8458155.1 histidine phosphatase family protein, partial [Rhodovulum sulfidophilum]AB15
SGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDFITPKQLDG
>MCE8458156.1 hypothetical protein LZ188_16770 [Rhodovulum sulfidophilum]AB15
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGELGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MCE8458157.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB15
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>MCE8458158.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB15
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLVEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MCE8458159.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB15
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MCE8458160.1 energy transducer TonB [Rhodovulum sulfidophilum]AB15
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVVPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MCE8458161.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGARVAGFRQCRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCAAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MCE8458162.1 TOBE domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
NNIFASPLVSAAPGGRAGGGATLTPAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAV
TESPVSAEVRMDIGGGQTLTSVITGQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSE
IVLDLGGDKTLAATITRESAEALALAPGDSATALIKSSHVILALP
>MCE8458163.1 malate synthase G, partial [Rhodovulum sulfidophilum]AB15
LQLQIDAWHQARRGAPHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLY
DALYGTDAMGGPAPVGGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRA
PDAVLLKNNNLHVELVFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKG
GERVTRALSPDLDFVAPDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKAEGARNSV
AGSIYVVKPKMHGPEEVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIH
TSMEAGPFSRKEFIKRKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAAT
LHALHYHQVDVFAVQAGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDI
GLMEDRATCRISAQHIANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGY
TEPVLHARRLERKAELAAEG
>MCE8458164.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB15
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETNVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRSIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MCE8458165.1 hypothetical protein LZ188_16815 [Rhodovulum sulfidophilum]AB15
MQGLGDDLQSRAETLCITGKTGSQIKRKLGPRGMTDLFHLAIATGPSTGSTGAKSRGRAAAT
>MCE8458166.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB15
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGNLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRALRRRGTALPAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>MCE8458167.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB15
MTDHPATMPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAPAQALLWALSKWAMLTAIAAVGMKTDLRRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>MCE8458168.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB15
LIYAGWATPTEAASVGVVAALGLTALYRRLNWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLN
WSPLATMLVILSVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGE
LTDVFIGVTPFILALMAMIALMLATPQLALWLPNLLF
>MCE8458169.1 SIR2 family protein [Rhodovulum sulfidophilum]AB15
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRAAGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGKGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPT
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGMLTRMETRFLEELGIERLDLPLAGLAEALATTA
>MCE8458170.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB15
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MCE8458171.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB15
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSHAIVGMRR
DELVSLDTPAKETPA
>MCE8458172.1 hypothetical protein LZ188_16850 [Rhodovulum sulfidophilum]AB15
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELATPPPAERNSDVDR
>MCE8458173.1 4Fe-4S dicluster domain-containing protein [Rhodovulum sulfidophilum]AB15
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MCE8458174.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB15
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MCE8458175.1 hypothetical protein LZ188_16865, partial [Rhodovulum sulfidophilum]AB15
FRSPAGMIYGTTPVPPPAGGTPVENYVLAELEDWLEAVYTELRVSLVDWSRTSPQIRFIGDGLPGQSKGSGSR
>MCE8458176.1 hypothetical protein LZ188_16870 [Rhodovulum sulfidophilum]AB15
MTAPSSGFGLLCAGLLVFFCPAHAVEAAESLTLGFGSDSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGVWSLSAQWVELPTGKSWRASVDIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAER
VPSADKDWKAQTGYFPELPYVMKFSHQDYLAGLEAAKCPSPSGE
>MCE8458177.1 DUF2235 domain-containing protein [Rhodovulum sulfidophilum]AB15
MDIDTAASAAAGKAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYRNALSNPALLYDLYKRGTKYDEP
NACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSRGAA
AARHFVNSIRAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGDE
YRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSRGEAEAARNAELPDDLAELRQIFIREGWIS
PDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVEGALLDLPTKNEN
YSIPEALRPYEPRIRSGSLAGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRVEYPNRPGLAV
>MCE8458178.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSRTTFISRDDLQKRLAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAETLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRSPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSREDLPSPRPAFTLDAAELAAIRGARVEDDLIEMERLLVETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEAKG
>MCE8458179.1 HNH endonuclease [Rhodovulum sulfidophilum]AB15
MFNRLTPATECDHVVPKVQGGTDDEGNLQAICADCRKAKTEREAAEGQGRRLRPSFGEDGWPIGPE
>MCE8458180.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB15
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDILFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGIELAAGMTASVSLVTR
>MCE8458181.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQVKS
>MCE8458182.1 FUSC family protein [Rhodovulum sulfidophilum]AB15
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPDLNFSDRGTLA
>MCE8458183.1 winged helix DNA-binding protein, partial [Rhodovulum sulfidophilum]AB15
SDAAALPILVLLRARKGASRQNFLAHQLGLETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIAR
ALRSELLAELDRQDLIATIRILRSLSAVLDASEERQKGR
>MCE8458184.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAIAQSSSPLAQLLVHCRRFADANAGPDGSAPTPARGLSVVRALHPGELMVAVQKPVIAMLLQGRKRVTTLGASFEYAPG
EAMVIAADIPTVSRIAHASIAEPYYALVLELDPAILRALRPAVSVRSGKAPPVRVEPIDAEVIDASLRLARLLDRPEALS
VLADGLLRELHYWLLMGVHGPAIAALGVPDSHAGRIARAVDILRREYARPIRVEELAQAAAMSEPAFHKHFRAITTLSPL
QFQKQLRLIEARRLMLSEGAKIAQAAHMVGYASVTQFTREYGRLFDAPPGRDIRIANAVA
>MCE8458185.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MSKIALVTGANRGLGRNTALAIAERGGDVIVTYRSNAGQAQEIVTLIHEMGRQAVALPLDVADTASFPAFVESLHSELRN
IWGRDSFDHLVNNAGHGEFALIEETTEAQFDGLFAVHVKGVFFLAQTLLPLLADGGRIVNFSSGLTRISFPGFAAYSAAK
AAVEMLTVYMAREFGARGITVNTVAPGAIETDFGGGLVRDNAEVNAQFAGMTALGRVGLPDDIGPMIASLLREDNRWVTA
QRIEVSGGQTI
>MCE8458186.1 hypothetical protein LZ188_16925 [Rhodovulum sulfidophilum]AB15
MLIVTLIGAAVAGCIPQSRRAQIDVGGGASVALIVSPMFGWHSDWHRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHESG
LYVLHEGQAGCIIFSVSPPKVVNDPAISCDKSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFIGA
DKQPEAEPSDIL
>MCE8458187.1 guanylate kinase, partial [Rhodovulum sulfidophilum]AB15
STTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGNFYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQ
NTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEISHWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGL
TEHVRALQAEFEALP
>MCE8458188.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB15
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRAGLTAG
>MCE8458189.1 hypothetical protein LZ188_16940 [Rhodovulum sulfidophilum]AB15
MGNTGTDRSAQMAPGVDRNGMALLIGFDRVDQPQRGMPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLA
QQLQLGGYRGLYVVVTPVLPNTEIVRREIAALCPGMTVQMIPRTRH
>MCE8458190.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>MCE8458191.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MCE8458192.1 heparinase II/III-family protein, partial [Rhodovulum sulfidophilum]AB15
AGLDAACCDRLHLALARHTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSR
NPEELLEVLTLLGWIESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLR
GLAMGYARLASGRTTVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGF
SSSRLAPRRRGRPQLLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAA
FERAMDRAGGAGIAFSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLS
ARMTDTACVVGWTLAKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MCE8458193.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB15
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MCE8458194.1 signal peptidase II [Rhodovulum sulfidophilum]AB15
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MCE8458195.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MCE8458196.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB15
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLRQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAG
>MCE8458197.1 asparaginase [Rhodovulum sulfidophilum]AB15
MTGAVGMVEVLRGGMVESRHRGHAAICDGSGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLSRHLGAGPDYVEPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTLTGLARAMAAFAAARPDAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVHLGALDPEHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>MCE8458198.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB15
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALSVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MCE8458199.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB15
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MCE8458200.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN, partial [Rhodovulum sulfidophilum]AB15
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPR
>MCE8458201.1 precorrin-6A synthase (deacetylating), partial [Rhodovulum sulfidophilum]AB15
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILK
>MCE8458202.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB15
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAAMLTEGPGSAAPGLILFGPLVEE
PENA
>MCE8458203.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB15
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGSSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAACTGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIASATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGTRHKMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILDQP
DAALARVTDANGTEVAETGSRRGLVTGSFFHMIAEDPR
>MCE8458204.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB15
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MCE8458205.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB15
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MCE8458206.1 cobalamin biosynthesis bifunctional protein CbiET, partial [Rhodovulum sulfidophilum]AB15
LESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MCE8458207.1 alpha-2-macroglobulin family protein, partial [Rhodovulum sulfidophilum]AB15
MYLRGGTPALRARALGVMAGALEDLGRGRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEF
SEDMVKAGTDYAPFVQLPDPGLAVTVEDRRLCVEGLNHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGR
AYVLPKAGGTALPVVTVNSDRLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTT
RLPLNEALAGQPAGVYALNAAIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAV
LGTAMTDAQGYARFEPGLTRGRGGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGE
TVHATALARDDRAEAIADLPLTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARIL
VEDFLPERIDFELGLPEAPIDPTAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMTMIE
GAGRTDAAGRAQIGLTLPALKAEGKPVEARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIA
LGADGQPENTPLHWALNRVETRYQWYRVDGDWKWEPITSRERISEGETRPENGRASIAVPVRWGRYELVAERREGAWAEA
AVAFEAGWYAPADASTTPDMLELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDW
GAGAYVAATLIRPMDLPAGHNPARALGLAHATVDPGPHRLSAAFEVPAEAEPRQPLDIALKVGGIAPGETAYATIAAVDL
GILNVTGFASPDPDGHYFGQRKLGMGLRDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGEDG
IAHARLDIPAFNGTLRLMAVAWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEG
VTLDPAAIPEAVELARGGKTALSIPITAGTPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTAD
DALFADMRPGTGRATLALGPVARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRADLADRLERAVTEV
LANQSPSGGFGLWAPGSGDFWLDAYVTDFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREG
RAAMSDLRYYADTKAGAFATPLAAGQLGAALAAYGDPTRADRMFARAARK
>MCE8458208.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB15
MRARLVFLTLGTVLALSGCSPQQRDEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRTAQSALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMR
>MCE8458209.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB15
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNLFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MCE8458210.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB15
MRLIFGLVLLVGLGLAGCAVYLAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTRGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGATDDVVAKAFEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MCE8458211.1 hypothetical protein LZ188_17050 [Rhodovulum sulfidophilum]AB15
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSD
>MCE8458212.1 hypothetical protein LZ188_17055, partial [Rhodovulum sulfidophilum]AB15
LLRAEMEAEDAAPALARVSCPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLDVALAALGA
>MCE8458213.1 glycoside hydrolase family 15 protein [Rhodovulum sulfidophilum]AB15
MRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAIAAEPEPEPEAFWRQAVVD
HIRFSLAISDPNRRGPEFNPLKTTATGAFRPYLRPDAELAALGGQAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALI
RLGELMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEDPARRSSFTLIAQWDALELGARHLGRADLAEAAARLAGLIA
GAADPVSGGWRESLEAAPGTLDAATVLALVQAGRMDGPFALTAARSRTTMAALETLFAGLYPLNRGRAAPALGRWAGDVF
FGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEGLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAA
RDQALASR
>MCE8458214.1 hypothetical protein LZ188_17065 [Rhodovulum sulfidophilum]AB15
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALFGAVNWAA
HLRADGAVMWHHHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKAHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSLAYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFSAPYLDASA
>MCE8458215.1 glycoside hydrolase family 3 C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
GLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGPLADDRANMLGTWSVSGRAEDVT
PLLEAVGALAAPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAKAADVVLVALGEAKEHAGESSSR
LCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEGVADLVFGRAEPSGRLPVTLPAA
PGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSATEARPGERISLSVTLTNTGARP
AIETVQLYLSDPEARITRPARRLVAFCQVELAPGEEREVTFEIGAEMAQYPLAPSLEAAEWVRDPGRILLHVGPNSRDTL
SETLTWLA
>MCE8458216.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB15
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGIAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLWERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MCE8458217.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB15
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHRMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MCE8458218.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB15
MLEAMPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGRPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEEGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MCE8458219.1 purine permease, partial [Rhodovulum sulfidophilum]AB15
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSDAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGRIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLI
>MCE8458220.1 isoleucine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB15
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGK
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYD
>MCE8458221.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB15
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MCE8458222.1 TIGR01620 family protein, partial [Rhodovulum sulfidophilum]AB15
AARALVDRLTTFYRAREDTRWGRARLAERRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MCE8458223.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB15
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MCE8458224.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB15
MSDSLKPLIGLAADRPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MCE8458225.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB15
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MCE8458226.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB15
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MCE8458227.1 molybdopterin molybdotransferase MoeA, partial [Rhodovulum sulfidophilum]AB15
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGATLRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAM
>MCE8458228.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIFHGNLVTAALALTLVPGVAAAHFQLAYTEQSLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTL
SQTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYN
VIAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVG
PDTEYEGKELSQDAVLWIRAFDLK
>MCE8458229.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB15
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MCE8458230.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB15
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAETGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LAAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MCE8458231.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB15
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMIMAELAHALV
>MCE8458232.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MPLFEIDGLVFGYPGRPAILQGTGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPEGLRLQSGRLVPA
>MCE8458233.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB15
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MCE8458234.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB15
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MCE8458235.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB15
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGLMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>MCE8458236.1 glycosyl hydrolase, partial [Rhodovulum sulfidophilum]AB15
MSIVHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGAETL
LGFNEPDLARQAGMSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRSMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGGDGDDRLGGGAAAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGD
DLYMVVST
>MCE8458237.1 transposase, partial [Rhodovulum sulfidophilum]AB15
AWRVHYNTARPHSSLGYRPPAPEAIRWPSKRNGSPPQLAPTLVPRPIMH
>MCE8458238.1 hypothetical protein LZ188_17190 [Rhodovulum sulfidophilum]AB15
MLRSEAQEPLPQDHYDALCLRGARLLGGQAAAASTEAFGIDQPPREAVLMRDDEIELFLREPRDPDEALCALVGPDTEVE
AALSQMRMAIAEIVEIATCTTRHDTRRGEGG
>MCE8458239.1 hypothetical protein LZ188_17195 [Rhodovulum sulfidophilum]AB15
MTEIDPIAAMRAKLKPRQEARDRPGSGDIGGQLDALMAESSETIPPRDMTLGDGNGQETRRLVARPHLLRVGRARPAARA
AAARHARRQSRAAHRRLSGPGPPLCRRRRRSVDHRGATGLPGRADRAWLPGRCAARGRLS
>MCE8458240.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MTRSSFCLGLGLAALAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSGTPTALQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQEGNRESDGFDQDLILLSAEFDVTEQLTLGFS
ALYSDSKSDYDDNATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYNSPSWGRSSFTGKRRTLSYLGSTD
LTEAARLSFGADWSEQEADLSSGNVDTESRAVFGELQYALSDAADLSLSLRHDDYSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQLFDSAYGNPDLKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIGYDDVTYVTKQVSGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSEGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSSGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MCE8458241.1 alpha-ketoglutarate-dependent dioxygenase AlkB, partial [Rhodovulum sulfidophilum]AB15
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLTLWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLVQD
>MCE8458242.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB15
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAVQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MCE8458243.1 molecular chaperone DnaJ, partial [Rhodovulum sulfidophilum]AB15
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKS
>MCE8458244.1 hypothetical protein LZ188_17220, partial [Rhodovulum sulfidophilum]AB15
LALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRRDDDSHMRPYRQALAEVVRGDRKTPPTGDGNRL
APLILVTEQRIDRPAPATEARTGRATDPSCKDKASAEALRLDAPILPMTEARLKGFAAATAGHDPADLTGLLAAAAAYLT
RQADGQEGATRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFRRVGRGQFELDDAAAPPQAAGANRTA
>MCE8458245.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB15
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MCE8458246.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB15
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVAS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MCE8458247.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB15
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MCE8458248.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB15
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MCE8458249.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB15
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MCE8458250.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB15
MAYALTQKVLVDNIMPRNGAQRMVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MCE8458251.1 DUF6314 family protein [Rhodovulum sulfidophilum]AB15
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAGGLEVL
FEDGRFFHFISPGARPEARHDCAPDLYRVCYDFSAWPCWSSCWEVRGPRKNYAMESSYRPES
>MCE8458252.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB15
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALRPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MCE8458253.1 hypothetical protein LZ188_17265 [Rhodovulum sulfidophilum]AB15
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MCE8458254.1 flagellar motor switch protein FliG, partial [Rhodovulum sulfidophilum]AB15
MIKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEI
EQFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKL
>MCE8458255.1 1-phosphofructokinase family hexose kinase, partial [Rhodovulum sulfidophilum]AB15
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVAWGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTED
>MCE8458256.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB15
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPDRFAAVSE
AAMIPADKAQFFFTPTVVNTGAELVLFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFLEDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLSADFANHYVWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MCE8458257.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB15
MTDPTRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MCE8458258.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB15
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MCE8458259.1 acyl--CoA ligase, partial [Rhodovulum sulfidophilum]AB15
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEVSGGGVLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTD
>MCE8458260.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB15
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQEILFEEVDA
>MCE8458261.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB15
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKRGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
ILFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MCE8458262.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MCE8458263.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MKLTNLALCLVLGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILDDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPTVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MCE8458264.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB15
MDYAQLETVMRKTALLAGTRIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MCE8458265.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB15
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MCE8458266.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB15
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLR
SKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVA
AMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAI
AQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MCE8458267.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum sulfidophilum]AB15
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFATYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNIVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAV
>MCE8458268.1 ERF family protein, partial [Rhodovulum sulfidophilum]AB15
KKSGDRTNYAYETLDAIAREVDPILAQHGLSYRFRSRQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQAIGS
AATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAPSLDDLGAVWMHETPVLKDIKSAEP
GLYSELERSKDARKLTLTRAASDIGDDEIPY
>MCE8458269.1 hypothetical protein LZ188_17345 [Rhodovulum sulfidophilum]AB15
MNDMTPTSSKEGANPRAVIGGNAPPDPLDEALAPYGDFITEAEGWLDGTQVTTAAQMKAVDDLATEIKAAEKAVSTAREA
ATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRLEAEEATRTAAAGDIEAQRA
AAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRRHHKDRVIAGVRVWEEKEA
Y
>MCE8458270.1 hypothetical protein LZ188_17350 [Rhodovulum sulfidophilum]AB15
MPAADPLPAALEDLRASILSTLDAGEGSKMRRLLDMRPVHQALTDVERLIRRAEEYRQ
>MCE8458271.1 hypothetical protein LZ188_17355 [Rhodovulum sulfidophilum]AB15
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MCE8458272.1 hypothetical protein LZ188_17360 [Rhodovulum sulfidophilum]AB15
MQNPPAILIQKTPSGLMPYGPHSGPMLDDLVMGQVLTAKPRKGRTIPRNAAYWAGLHTAVENAEAWPTTRHLHDDLKRLC
GYVDVYHNPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MCE8458273.1 hypothetical protein LZ188_17365 [Rhodovulum sulfidophilum]AB15
MTDLSARGPLGLKAPRVPDDPGHLDRIRSLPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MCE8458274.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSEEAETDATYRVTAGELRQFIERFERLESERKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MCE8458275.1 hypothetical protein LZ188_17375 [Rhodovulum sulfidophilum]AB15
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPRGRSWPDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MCE8458276.1 hypothetical protein LZ188_17380, partial [Rhodovulum sulfidophilum]AB15
LEIQQRHDRIRDALGICRARGAFSSVDVQDIRNHHLVRLRGTGWASSVDDVAREDRLSLSAVCRARSALLRAVDDDPLAG
VFALVKAGSF
>MCE8458277.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MKRKRFTEGQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MCE8458278.1 hypothetical protein LZ188_17390 [Rhodovulum sulfidophilum]AB15
MAAEKARITQSELTRYLKAYRDAGIPIGRSEISRDGTVVIYTATPKAQEEDNPWDQA
>MCE8458279.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MGSGLKRSRQYPGATSYFDRHGKRRWRFRKGGFSAELGIDYGSEDFIRRYEAALEGHRTRGGVGAGRAKPGSVGLLVSKW
YRSQDFLALEASTQRVYRGVVESFRQQHGDKPVHLMQLRHVQDLLAAKADTPAAANNLRKRLIQLLDYAITLEWRTDNPA
RATKPYKVATEGFHTWTEAEEIAKFIQTHPEGTEAHRVMTLMAYTGAARVDAVQLGPWNIKDGRFQYRRQKTKKSNGRLI
SIPVHPDLAAVLAKLPSDRPYISTRRGTARTAAGLGNLMQRWTREADLPACSSHGLRKACARRLAEAGATTNQIASVTGH
KTLALVQHYTAAAEREGLADSAFEKLLARPNGERNLANLPDWFANIDTKSLKGKEK
>MCE8458280.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB15
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGLLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>MCE8458281.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB, partial [Rhodovulum sulfidophilum]AB15
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRAAGEAQ
>MCE8458282.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta, partial [Rhodovulum sulfidophilum]AB15
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMALAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVF
>MCE8458283.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB15
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MCE8458284.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB15
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MCE8458285.1 kynureninase [Rhodovulum sulfidophilum]AB15
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDRALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLELASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MCE8458286.1 hypothetical protein LZ188_17435 [Rhodovulum sulfidophilum]AB15
MSARPIAGRALRPGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPAEPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MCE8458287.1 Plug domain-containing protein [Rhodovulum sulfidophilum]AB15
MASAQEAFTLDPVTLAETEETGTEIATGNPNDSGRTALGKGSVEVRGDGSGDANTALTSLPNVQYRNDTDTDAGENGDDI
LDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYSSTELSREDSAPNMYAFYGLHSQTQFVPSAMVESVEVYDSNVS
AEYGGFQGGVVDYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGDNPNGTAKPDFTKREISLILNQPLGENTALIFGF
GRRDAQTSKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDWDSPYSDDLHIDVKTRSLSTDLAYT
RHLGAFDLGPAALSNVTLKLTALHQDNEASNVTEQNEFYSWYGSYFSEKRGKSFYTDAFDDWCDTPKAARSAEDYYGCRK
GGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGPVMHLGGPDYICPAGDPACLPDQYLKNLH
TQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQPSSDFSVVLGANRYYSDDYMAYAIH
DALPRGVRYRRDHDDTTGEVGDWEFITDFGSYSYNQSGLKTPYVDEASLSFLYRDAWTGGAWRLKLIDRQGKDQFARSSD
STKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYFGDLGEVDDFIWYKGKSYTGAEFGA
VTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDKDGTYENPDYGSHSHDIYEDYEFDAAVSTFLTARVRM
ARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MCE8458288.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVG
>MCE8458289.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB15
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMKSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>MCE8458290.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB15
MQKDWPDILGGLVLATLGATAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHGGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MCE8458291.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB15
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>MCE8458292.1 hypothetical protein LZ188_17465 [Rhodovulum sulfidophilum]AB15
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANAHVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTIANPRVAAIAAYNAANAD
>MCE8458293.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRILGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MCE8458294.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB15
MQWKTADYAGWGRALRAHGRIARPERVSTLTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEAE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRGGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MCE8458295.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MCE8458296.1 DNA polymerase III subunit alpha, partial [Rhodovulum sulfidophilum]AB15
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERVHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPLD
>MCE8458297.1 glyoxalase [Rhodovulum sulfidophilum]AB15
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MCE8458298.1 2Fe-2S iron-sulfur cluster-binding protein, partial [Rhodovulum sulfidophilum]AB15
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARD
>MCE8458299.1 fumarylacetoacetate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
RTMVFGVAHLISYLSRFMTLEPGDIISTGTPPGVGLGMTPPRYLKPGDRVELGVDGLGIQRQVCVADI
>MCE8458300.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB15
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MCE8458301.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB15
MTETVAIIGAGLIGRSWSALFARGGFEVRVWDPDREVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTIEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLAGRARCLVAHPVNPPHLIPVVELCPAPWTAVE
ALDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MCE8458302.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
ADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNEGHVLLDGTVEETRSDPRVQEVYIGSGTSA
VAARSRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNGAGKSTLLKALIGIAPVGSGEIRLDGTVVS
GLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERIFSYFPRLKERIDTPADYLSGGEQQMAAVA
RALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIIIVDHNLDLALTLSDRTVALERGSIIHEGPSAALATDIDL
RRKVLWL
>MCE8458303.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB15
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MCE8458304.1 GTP cyclohydrolase FolE2 [Rhodovulum sulfidophilum]AB15
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKVRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGTTFEADSLDPKLFSTLVHGR
>MCE8458305.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB15
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKR
>MCE8458306.1 sulfurtransferase [Rhodovulum sulfidophilum]AB15
MTRHAPSAAFALAILAGPALSAPDFGPLIEPRELADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGDSDFGAAARVYWTLKSSGVSALAILNGGMTGWNAAGLRVETGPALA
PAPSDIEVSFSHDWLATTEDVEAIVAGKAGGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MCE8458307.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB15
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MCE8458308.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB15
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGAATLYLIRKG
>MCE8458309.1 ribonuclease E/G, partial [Rhodovulum sulfidophilum]AB15
VGPKAEEPAALEAQVPAEAAAPAVAAPVEAPAVEEAVVEEAAVEDVAVEAAEASPETVELPEAELAAEAPVAEAAVEAEE
KAAPEAEPAPKPETQPEPEPETAEASKDSAPKRQGWWSVGR
>MCE8458310.1 hypothetical protein LZ188_17560, partial [Rhodovulum sulfidophilum]AB15
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFY
>MCE8458311.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB15
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGI
IEALYETMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGS
IYAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MCE8458312.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB15
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MCE8458313.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB15
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMQSQIALMKELRLL
>MCE8458314.1 3-hydroxy-3-methylglutaryl-CoA reductase, partial [Rhodovulum sulfidophilum]AB15
ILELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAITAGATG
GEVDRVAKAMVAAGDVSVAHARLVLKGA
>MCE8458315.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGR
>MCE8458316.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB15
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MCE8458317.1 hypothetical protein LZ188_17595 [Rhodovulum sulfidophilum]AB15
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MCE8458318.1 3-hydroxyacyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB15
MMPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEHVLTVRARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLG
APDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSERQTRFPDLARVAAPGA
VLAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLL
GALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQSGGEDPELRPVLILGQLVREGREGYLAGR
GYYRYGAGGAAGPDPQVAEIAAAAREVLAVGALRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVAR
WRGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>MCE8458319.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB15
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AISLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGARVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MCE8458320.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPRAYADLASDLAAKLPTGLHGAIGFSLGTK
LLLELEARKPGAYGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTNDAVAQPDDRLRAALPGALYRQVDGPGHVALTADARFRDAAVAFLTD
>MCE8458321.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB15
MSAETFLTAQDLVLRFWAVVDEVDDRPGAELFTPDGVLVIESFRAEGTAELSRYFAARRTLSTEQQRATRHLCTNLRVLP
GAGIRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGVPA
>MCE8458322.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVTAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MCE8458323.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSAGSSRHPALAAVLAPGSADAQSVLARRIAEHAPFAVAEAKPVALESWLQTGFGNWDLLAALPELTAEVPVRLVAQDHV
PAQTDGQSWLRIEAPVELGFLDEDFGQFPRRSVPKRLEPLFWTGPEKTFAVIDAAAFPALPERLSASDMRHGCLFEGKAE
QELGEAAPWLVELAPDQRIVRDLFAGAGRDGRDPVRPAALFLRSGDTFSDLRAHLRQFVRLKSREGGWAYFHFWEGPYLF
GLIEAVARNELPEFTRFFVSRKAKIQYVGHLDPHGTWHGATCVDAPPKANAALMLTPEVREILQRVRGEQFLCRLREYLG
QHQGPGEDALSEQHVQHLVREARQYGFTLEKAIANYARARLTAGRKLDEMPWFRELLSHNLHQLDTSQVVLETCLNR
>MCE8458324.1 hypothetical protein LZ188_17635 [Rhodovulum sulfidophilum]AB15
MNLSDKIEADQDCLPCQHGNLFLWDMSAEMQSRLRFSGAVNGKITETLPVGRVFQLENSADRTINQLDFSLGGETMTVIP
DLSDYPVTAPEDLKCAIAVPDELPPEREPEYYYPNGSGALAAFRAQAFNSASDVQALRRSDPTEYAKLMSAFDRMNFAYN
ISDHPILHTSELIREIGSVQPRLKMRLRDHDLSARAQDILARRARRYQSILEAELARREQPKGEGLFVIALKDGSPAAAM
SDGPKKKDDLTPAEEVSIGDSLAEAFRVNWDAFIEAHTDTEDHADTVKSTAITGAVQTGAIWSSELGTFAADLNDAYLAS
ISGRTARRYLIHMPSFKDWVRIHREFLREILSTDFEIKTWRGKKHIIFSGKATLRAHLTKKRYPKEGFRVIDAVSRNVQR
RLQTH
>MCE8458325.1 transposase [Rhodovulum sulfidophilum]AB15
MAAGHRNAELGFRLPIKTPHRHGFPREHLLAPRLMLTAFFEQVQNSFLESLKDRMRDELRNEAVLRNLAYADGVIAVWVI
YAKIARLHFFREW
>MCE8458326.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB15
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQQHALAAQAANPSIA
RALSEFRASLEAAPDGFAPVLAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVGTGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQINARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MCE8458327.1 anaerobic ribonucleoside-triphosphate reductase activating protein, partial [Rhodovulum sulfidophilum]AB15
QKGLPEALAELRAMGFRTGLHTGGAYPARFARVLSLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGIAADL
RCTVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MCE8458328.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB15
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRDRGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSG
>MCE8458329.1 hypothetical protein LZ188_17665 [Rhodovulum sulfidophilum]AB15
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MCE8458330.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB15
MTRRENKTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDLTTLS
GDDTPGRVRQLCAKARAPLGADLRKALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRLAEIE
ASVAAGASEIDIVISRRHVLLADWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTSTGKE
PVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPRWQEPDLFRFGASSLLGAIERRLDEI
AFGAGSTPRRHATG
>MCE8458331.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB15
MAPNALDRGPGRAPDAEARAWIGQHDGAFGPWIAGSLRAGPDATAICSPASGSELARLTDASPADLADARTAAATAQPLW
AALPGVERGRKLYDWAAEIAARETCLTQLLALETGRPVRACRRGLSAGLDALRQAAGSLLAGAADRPGHAPLGVVAPGPS
FGPSFGLSLGRIAPALAAGNAVILAPGPADGKLAMLCLAEAAGTAGLPPGLLAVLPGAAGKLSDLAQPPVATLRGPCLHL
VLEDADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLILGDPLDPATDLGPLPGTALRDRLTAALA
ETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMET
>MCE8458332.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB15
DLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGFRAELERAGLTV
EAEETEPGTGFDGSPFASLYLLARRAG
>MCE8458333.1 ribonuclease HI [Rhodovulum sulfidophilum]AB15
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MCE8458334.1 acyl dehydratase [Rhodovulum sulfidophilum]AB15
MSEPADTSGAGEDAPKEAVGKSQVATDVLDPTRIVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHI
GGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPAQKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPD
PDRGRPRPPAPVAPETWEDAVELTFTPTLLFRYSALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTI
RHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPGAL
>MCE8458335.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MCE8458336.1 thiamine pyrophosphate-binding protein, partial [Rhodovulum sulfidophilum]AB15
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQNKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALA
>MCE8458337.1 glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB15
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
ILLGRGETVLLGAVLAVLIFIR
>MCE8458338.1 dihydroorotase [Rhodovulum sulfidophilum]AB15
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVDAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MCE8458339.1 hypothetical protein LZ188_17715 [Rhodovulum sulfidophilum]AB15
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MCE8458340.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB15
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MCE8458341.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB15
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAA
TDLEGLAAAMAAYELCELKKGARNLVFSD
>MCE8458342.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB15
MSGAAPAEAALSRRNLLRGKLAEGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGTAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMSTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWQALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWGAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MCE8458343.1 P-loop NTPase, partial [Rhodovulum sulfidophilum]AB15
ISDADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGSFDWG
ALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAGAFHL
FPEAGLGEKLTALGIRRLARLPLDPAIAAGSDEGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAALRSLDAAFAE
NLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MCE8458344.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB15
SEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAM
VEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPAAEFEPPKRAINDAGWQDF
>MCE8458345.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB15
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MCE8458346.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB15
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MCE8458347.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB15
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKKIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MCE8458348.1 citrate synthase [Rhodovulum sulfidophilum]AB15
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MCE8458349.1 hypothetical protein LZ188_17775 [Rhodovulum sulfidophilum]AB15
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MCE8458350.1 enoyl-CoA hydratase-related protein, partial [Rhodovulum sulfidophilum]AB15
ISGQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRDFKEGVLAFLEKRMAKFEGR
>MCE8458351.1 cell envelope biogenesis protein TolA, partial [Rhodovulum sulfidophilum]AB15
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARD
>MCE8458352.1 protein TolR [Rhodovulum sulfidophilum]AB15
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MCE8458353.1 protein TolQ [Rhodovulum sulfidophilum]AB15
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVVFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MCE8458354.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB15
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MCE8458355.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLARRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MCE8458356.1 Holliday junction branch migration DNA helicase RuvB, partial [Rhodovulum sulfidophilum]AB15
LNLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVNFRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRL
SPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATTRLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSR
LMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRITRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAG
GPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQKAWSHLGLAPPRVPGQTAQTDLFDEGA
>MCE8458357.1 prephenate dehydrogenase/arogenate dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB15
MALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMGAVAAEIAPHLAPGATLTDVG
SVKRAVIETVAPHVPEGVHFIPR
>MCE8458358.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB15
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVTRCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MCE8458359.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB15
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MCE8458360.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB15
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MCE8458361.1 3-phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
IWLAPLELSGMRMLILGFGPIGQRVAQLARAFDIEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLI
GAAELAALPEGAILLNTGRGGVVDEAALVAAAPRLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMM
AAEAAIRALGA
>MCE8458362.1 HAD-IIB family hydrolase, partial [Rhodovulum sulfidophilum]AB15
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPD
>MCE8458363.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB15
MSDPVSDAPSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLDLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLEAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MCE8458364.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB15
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPDGLEGPPGVTEGLGLLDVETVMHADKTLTRIEARHAATGAAFSGYEIHIGATDGPDR
ARPFAHIDDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLPAS
>MCE8458365.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
LRQTGRLLGREARAEALARDFEQDLARLSQSGPPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGF
DLALEELVMADPELLILSRPYPKTSRAEEILAHPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDAGTATAPD
>MCE8458366.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
GSAFRFRYPHQLSGGQRQRVAIARALAPEPSILLLDEPTSALDVSVQAEILNLLTDLRAEHDLTFLMVSHDLAVVAHICE
RIAVMRAGEIVEVMGVEEMRAMTPSHPYTRALLQASTGYRRD
>MCE8458367.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MRLALVIAPALVIAPALVIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGQGMRLGLLAAFEEAN
RAGGVHGRKVELDSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDN
VTNIRASYDAETEAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAH
PDAVVMVAAYKPVAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEVDA
EARPDFVSLEGYLAGRVALRALQKAGPFANRGRMREALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTRIGADGAFEPLPP
AAVDPKL
>MCE8458368.1 HAMP domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDILAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIRAAL
AEMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPRYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIVDARDRLTELTGHVYLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPED
>MCE8458369.1 histidine kinase [Rhodovulum sulfidophilum]AB15
MLRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSTTLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRELVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADHAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGALQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDQPGQAEILC
LTVEDDGVGLPARAVEGGGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MCE8458370.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB15
IYLPQVIEKDRNQTEFTRSLEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPV
VSALATLAYDGRRGRFFEGQLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDAL
ASTAAYLQRSGWQPGQPWGMEVRLPDTLDLARTGRKRRQDAADWSALGVTRPDGRPLPRAGATAILAPAGRQGPAFALFS
NFEVILRYNNAVNYGIGIGHLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQ
ARNGLTVTGRPSRALLTRLGRT
>MCE8458371.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB15
MKITIDCPEIETERLILRGPRASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAE
>MCE8458372.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>MCE8458373.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB15
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MCE8458374.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQM
>MCE8458375.1 protein dehydratase, partial [Rhodovulum sulfidophilum]AB15
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLKQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAG
>MCE8458376.1 CoA transferase [Rhodovulum sulfidophilum]AB15
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MCE8458377.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB15
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAESYIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MCE8458378.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRDRYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMTALDGVPLVLPSRAHGLRRMIDTELAGDGIAPELAVEIDSYSN
IKNLVAAGFGASVLPWHAVAPEAEAGRLVVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGV
>MCE8458379.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB15
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALHARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAASGIEALAQLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIGDSAPDEAAAEDAEGTEAPEAEVDGATEQAPP
>MCE8458380.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB15
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAI
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MCE8458381.1 16S rRNA (uracil(1498)-N(3))-methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTDLQKLSALLDA
WPEGRRLMFCDEALVGAGQVLGAAPKGPWAIL
>MCE8458382.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MCE8458383.1 hypothetical protein LZ188_17945 [Rhodovulum sulfidophilum]AB15
MTNDPEGPKRGLGKLDYADYLEMVGDPKTPDERIIEYSLIERGASGFDFVLRPDPEKVEMTELQEELESAMAIGNAAARF
RRQRETRARIRNGDERPFLVSEGDSWFQFPILIKEVIDHLSSHYTIASFGAAGDTAQNMVFGPPRRGGAEFLTELWRHRS
RVQAFLFSAAGNDIIGEDLTTGDAVPALRKILRPPAGANPDARDVVDMEELEHRLGGLRHAYRTVIANVRGLANADRPSH
LPPFSKLPIVIHGYDYPFPYPTTPKIGGAPEWRDPRYAKQDQWLGSAFSHHGIDDARLRREVIVFLLDRLYEMLSGLAGD
ASETGIWLVDCRGALPTVTDWNDEIHGTSDGFRKIATRFQDVLNNAIAPQVG
>MCE8458384.1 serine protease [Rhodovulum sulfidophilum]AB15
MTSEDEPSDDQEAHDAALAEVEARRQALNRHAEDEYGGMVSRIAAETVSAKVRGALPADPDHRRAKRVARDETVTMRDLW
ELAQSGIMPPLEREATVGRSDFLRVDTFVKGLVAARSIGRLDALGGSYFGTGFICAPGMIMTNNHVLPSETVASLTEIGF
ETYDGRTVFPACGLAPDQFWWTDEGLDVSIVALDPEKGEDISRRLGWHPMIPDQGKIALGDPTGVVQYPKGMRKSVVLHD
STVVFLQDHRESEFDQALWYTSDTERGASGSPVFNRHWEVVAVHHATVAARDTEGRRIDELGNPVSDEDYDRNPSLAVHV
ANKGIRTSRIVKGLTDAKFPERPKHAVIRDRILADWQMGTGQVGVRRAMRAVIARQWDETTGAADAPPNVVPAVDHDLEA
ARGAPDRTRGDLLDQLLDRVAPNGSLSITLNWHCD
>MCE8458385.1 glycosyltransferase [Rhodovulum sulfidophilum]AB15
MPLSRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGPVARALLMA
LRRPGALPGVLRLAWKTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPGRYRRDPAPATGPATARELLFVGRLAA
VKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGARVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSATALTAAIGAVLADPETAARMGAAGRERVCAGFDVRAEALRLA
TLFRDGAAVGEDR
>MCE8458386.1 hypothetical protein LZ188_17970 [Rhodovulum sulfidophilum]AB15
MPSTAEILGKAARFAGVAFGAALAAEIALFAVAGSVALKAMLRAARMEVFYAPPRLLAHRSARPAQG
>MCE8458387.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB15
SHTAADRLQQVAPEAAAALLARLDASAGARDAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPD
RAAAVLKLGLERVAMVLVNSSLL
>MCE8458388.1 P27 family phage terminase small subunit, partial [Rhodovulum sulfidophilum]AB15
LEAVADVIRFTGDIAAFGSWYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTL
DGPD
>MCE8458389.1 phage terminase family protein [Rhodovulum sulfidophilum]AB15
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>MCE8458390.1 S49 family peptidase, partial [Rhodovulum sulfidophilum]AB15
METTIASLLGAAPLALDRDFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVI
>MCE8458391.1 50S ribosomal protein L31, partial [Rhodovulum sulfidophilum]AB15
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLE
>MCE8458392.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB15
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MCE8458393.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB15
MDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARIITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRNV
DDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAADGLTVLCGRFEGVDERVLEEY
GVEEVSLGDFVLTGGEIAAEAMLDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVER
WRREMAERLTEARRPDLWAAYRRGTD
>MCE8458394.1 hypothetical protein LZ188_18015 [Rhodovulum sulfidophilum]AB15
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MCE8458395.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB15
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MCE8458396.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB15
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWETRAAGLIVEER
>MCE8458397.1 30S ribosomal protein S16, partial [Rhodovulum sulfidophilum]AB15
KRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAAGVLTKTERSNPKK
GEPGDKAKKRAEEKAAKAAEATEAE
>MCE8458398.1 betaine/proline/choline family ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNAPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGIL
>MCE8458399.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB15
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASIWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MCE8458400.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MCE8458401.1 hypothetical protein LZ188_18050, partial [Rhodovulum sulfidophilum]AB15
ISYARSGRIGPGKPERRVAPGSGSPAASRPAAQAETGQELLKNCPKATAFVANGILLLAERRFSHKPGSRCDT
>MCE8458402.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB15
MTVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAARVI
VGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVEAQDLDL
SAPGETMLGGTVVEIVDPVADYAELMQSLFDFDVIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAVPQP
DFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVARSMP
TSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETLRAH
WAAHGRNYYTRHDYEAVDKDRAKAMLEALRGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGARIVY
RLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MCE8458403.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB15
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>MCE8458404.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB15
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFIE
>MCE8458405.1 hypothetical protein LZ188_18070, partial [Rhodovulum sulfidophilum]AB15
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGPAAEEAMPEAMPEAMPEEGRAPGGTGQDAPAAESQSDAEMPRSE
GDTRPDTGPEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSR
>MCE8458406.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB15
MGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVKEIKFRPNTDSHD
YEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGKVENMPKLEGRQMVMMIGPAK
>MCE8458407.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB15
MAENRKRSARLHAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNSVGRNAFFRRRDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDAAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MCE8458408.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAPAAEPALPVATAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MCE8458409.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB15
MSRKRAKKDDPAAKRLSQMTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRA
LLDHRAGALSFRAADIVLALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGV
AFYFSWAIGLVLLFAGPLIPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRG
RTMEVLRVAFLSSTVLELFSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADA
NAVARELAELEARDETTFLGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLA
GMAVPAEGEIRIGGTVLSPETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLN
TRLGETGVGVSGGEARRLIVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIA
IKPEHAA
>MCE8458410.1 cytochrome C, partial [Rhodovulum sulfidophilum]AB15
EIGPGAQASIGPPLDGLFGRRAASVADFPYSKSMRRAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLL
AFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALAGDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYK
QKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MCE8458411.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSEDGVKVGASYRVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MCE8458412.1 hypothetical protein LZ188_18105 [Rhodovulum sulfidophilum]AB15
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MCE8458413.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB15
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MCE8458414.1 carbamoyl-phosphate synthase large subunit, partial [Rhodovulum sulfidophilum]AB15
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETARILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLD
>MCE8458415.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB15
MEPEWLELKELSPYEETVSAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPDRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MCE8458416.1 hypothetical protein LZ188_18130 [Rhodovulum sulfidophilum]AB15
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MCE8458417.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB15
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSETELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MCE8458418.1 carbamoyl phosphate synthase small subunit, partial [Rhodovulum sulfidophilum]AB15
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAG
>MCE8458419.1 hypothetical protein LZ188_18145, partial [Rhodovulum sulfidophilum]AB15
MIKTRGLAALLVLSTLNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYL
>MCE8458420.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MEFCEHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTLDGTTEAIAGAERQAYWPRIAELCRRLAG
ALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRGQIERVLASGQSVGAVRDDLPLGLLADVALNLLVTVDRWFAINASEL
AEGEEARLAERAFSLLMTPLLPPDYFGKTDT
>MCE8458421.1 glutathione synthase [Rhodovulum sulfidophilum]AB15
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MCE8458422.1 YraN family protein [Rhodovulum sulfidophilum]AB15
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MCE8458423.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB15
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MCE8458424.1 hypothetical protein LZ188_18175 [Rhodovulum sulfidophilum]AB15
MRNTLKTFGSVAALGVATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVVFGSAAVSNLAAWGDSNVGNERWNATISGLTQIEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MCE8458425.1 hypothetical protein LZ188_18180 [Rhodovulum sulfidophilum]AB15
MTMQMALFASATGLVLAVSGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTISRVNSAPNTAGGALDTTATTDL
GDSGVTVTRDVSGGALFNGEPTVVNGLPNLKVSFGIAYGGR
>MCE8458426.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
YLRAQAPAMLAMAETVWLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MCE8458427.1 nitronate monooxygenase, partial [Rhodovulum sulfidophilum]AB15
SDVEGASRMIAENRQRTLRPFNVNVFTHATPQADLECERAWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLVLLLKM
RPAVVSFHFGLPLPEAVAALHEAGITLLATATNLEEARLIAGAGLDGIVAQGIEAGGHRGVFDCTVHDPQLGTLALTRLL
VTEIELPIIAAGGIMDGAGIAAAINLGATAAQLGTAFIDCPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFT
RAEGRYLTGRPPAYPAAYDAGKALHRVAKEKGDHGFGAYWAGQGAPLARSLPAAELVSALTQELHCAMH
>MCE8458428.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB15
MTKDMAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGA
VVWIFSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVST
LIRWFPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAA
ELPGGGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWTPEGWQPKPVASGMITQKNVHIDQALKTPQF
WKLWVMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLG
TILYLSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAIT
SLRQMSVGNAIEDLAAKVDPEVFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFF
ANLAIRPVRERHHHNEPELAAVPVE
>MCE8458429.1 MlaD family protein, partial [Rhodovulum sulfidophilum]AB15
VTGLELNPQTFRADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGG
GGDGGGSDAGTGGGDDTK
>MCE8458430.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIRAALALALIATPLLAQQQWSPEGWTPDGWEVAPLEEMPRAEEMMDALGLGDTTLADRPLPLVSRPDPLELQEHRTETR
SAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIA
SSPALNPLDNARYDVWVLRCRSS
>MCE8458431.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB15
MMDAERLTPLTLLRAYAMGIFPMAESRHDQRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MCE8458432.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB15
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESAPEL
>MCE8458433.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB15
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MCE8458434.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAASVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADARAARVAFLAVEGLFLMHMNGID
>MCE8458435.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>MCE8458436.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB15
VTVLISARVARLREALTFRQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARISRDLAQLEVRSHTAGEWQWSL
IGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTRALFARVFEYLDKPVEITERAD
PVTISRSDMRGAVELDHVSFAYAGQCVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYLLARLYDVEAGAIRFDGVDLRD
LGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAQMIAAAKVAQIHDHIAALPEGYDTLVGEGGFRFSGGEKQRLA
LARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDAEMIVVMRRGRMVETGTHAALAAKGG
IYAGLLASA
>MCE8458437.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLAITVTAADGPVEGPTEGKVTVGYTVNTARWMPVYDIRLDRAESRVMIERGALVSQETGESWTGVALGLSTARPGGQTG
PSELRPLLRRISDPGEEAEASVVRGDRMRLALARGAIAAAAPPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDL
EMPADLLAEAVPERDDNAYLMASIVNGSDEIVLPSAQAMFYLDGRFVGQQPLELIPAGGKALLPFGPIDGLRLTRIVRER
NEGDRGVLTKSNERSEAVRIAVENLTGETWPLRLLDWVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATR
EVALSHRMVWPEGKVLD
>MCE8458438.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB15
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MCE8458439.1 hypothetical protein LZ188_18250 [Rhodovulum sulfidophilum]AB15
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMIS
LSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MCE8458440.1 leucyl aminopeptidase family protein, partial [Rhodovulum sulfidophilum]AB15
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAGYRFARYRTQSAAPRASFKVPAGVDAARLEAMAAGEVLTRDLINTPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALTYAAEEESDALISMATLTGAARVAVG
>MCE8458441.1 endonuclease/exonuclease/phosphatase family protein, partial [Rhodovulum sulfidophilum]AB15
DYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MCE8458442.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB15
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTAQMGDAILAALDASL
>MCE8458443.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MAASTVRGAGFALAGFAVYSGHDAVVKGLGAHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRRPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDETPDATTLIGATVIAASGSILFLREGRAQVSGNQPALHATDRAGVAPGPVLPGVEESPE
>MCE8458444.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MKLPEKRAPRDRWLTRAEAARLLRAARSHPKSRHLAPFILVALHTGTRKEAILALRFAPHTAGGWIDTERGVLYRKAEDM
RETKKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHTAVTWAMHKGVPLADA
AGFFGTTVATLESVYLHHHPSFQEATAKALDGWK
>MCE8458445.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN, partial [Rhodovulum sulfidophilum]AB15
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVAALVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTD
>MCE8458446.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB15
MSDALKKTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAPEDLMDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDAPRDAPRPATGLRPAVAPE
DPAPGPVNDPKDFEDC
>MCE8458447.1 2'-deoxycytidine 5'-triphosphate deaminase, partial [Rhodovulum sulfidophilum]AB15
ISRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQIRFRAGQAVLSDDALRALDASAGLVSGGPAVISEGL
GFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSSAGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLA
MVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHGQIVGRLVYERMSARPDALYGQGIASNYQGQGLKLS
KHFRM
>MCE8458448.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALEGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MCE8458449.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAELQQERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MCE8458450.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGRGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQA
>MCE8458451.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MGAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLDPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGREAA
>MCE8458452.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB15
MSPFRLRPALSAFAIVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHEAPDGPETSRYPAFQPLYVFARQEGWIEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MCE8458453.1 hypothetical protein LZ188_18325, partial [Rhodovulum sulfidophilum]AB15
LLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEATRRLERLCPDLRAASDTLSRSAAEEYCRP
>MCE8458454.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
NAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIALKIDREKAQALGLRFDTVSETIGTAIGSTYVNDFPNQGRMQ
QVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVWESTALQLDRYNGYPAAQISGEAAGGVSSGAAMAEMERLAG
ALPQGFAVEWSGQSLQERQSASQAPTLLAASMLVVFLVLAALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKV
GLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARLRLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGG
MVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MCE8458455.1 response regulator [Rhodovulum sulfidophilum]AB15
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>MCE8458456.1 ATP-binding protein [Rhodovulum sulfidophilum]AB15
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLTAVGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKRALPAGQTDD
>MCE8458457.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGTVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQVVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALF
>MCE8458458.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB15
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MCE8458459.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB15
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITGYLVACEAEGLARTTRARRLSAI
RQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALTAWLAERDAAEEAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MCE8458460.1 hypothetical protein LZ188_18360, partial [Rhodovulum sulfidophilum]AB15
LNPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPALAEESEALRLPTRPSPLIFRMREAIGE
PLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAASGGLWDRVAALQAFDLAILSGEPEAV
TETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEALAQGREPQTNEEAFLIGIARGGDLQGV
PPLGSLAAALRDGFDRPGLGTGPSRLIEEGRLGEAVLAAIDLLTDGAQGDILDVTRGLGLLRRLGLEDAARKSALQLMLL
ERRG
>MCE8458461.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB15
MSSWYLGLSTSGHDPTLALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASIKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPMRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLAGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARTPGAPVTDAADLAAAGQAAY
>MCE8458462.1 acyl carrier protein [Rhodovulum sulfidophilum]AB15
MTTTLTSPAPEVVDFLTVGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MCE8458463.1 hypothetical protein LZ188_18375 [Rhodovulum sulfidophilum]AB15
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPRFTVSQLTAHLDEIVARGGPRFPHLAARRATAPFFAAPALAAWTPVAERAI
AAALASLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALGRIDAALGELLDHLSTAP
VPGLEPGLVSFPAFLGHRADRLADPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQAAARPGWTDTWLDRAISL
YPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRGPDGSAHLSFGAGPHKCPGAPLSRMFLARAIPALARRF
PRLALHRDGVRFHVTPLVQYPVTLPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRMEPYLNALAARSGRDLGL
ARLVARNAMFFMSGPRHAAIRRAMADSLGGNRLACWQPLIEAETRNALTRLASAPAPDLIADYAEPLFRGIAGPVLGLAP
ADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPGTPLLTRLMEEDLPETGPEDLKALVLVMYGA
SFNMAHTLGNILRHLLSLPPEDRRGAADPAWIDAELEGLISLCASPKYIYRMARGPARIGEIEIRPDETLRLQLLSIDRG
IGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCRLGPSGKDRA
>MCE8458464.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MALPSRDHSVSDLRLRAVDAAIALMQSRGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDKARDLAFL
LWTTLHGVVVLALDTDDAANADARWEKVAATVARLTELICAASDA
>MCE8458465.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB15
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRIFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MCE8458466.1 hypothetical protein LZ188_18390 [Rhodovulum sulfidophilum]AB15
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARTLADCAARYPAQAEAPAGAKK
>MCE8458467.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MCE8458468.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB15
FQVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGFKLLLARRPSRRPR
>MCE8458469.1 F0F1 ATP synthase subunit alpha, partial [Rhodovulum sulfidophilum]AB15
DDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASDPAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLS
KQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGAGSLTALPIIETQAGDVSAYIPTNVISITDGQIFL
ETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYREMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQ
YSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQDLLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MCE8458470.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB15
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MCE8458471.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB15
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMIESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MCE8458472.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB15
DLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPAAYGPHKTLYNRWKRWSDKGIFAKMMAGLVA
EHGEKQTVMIDATYLKAHRTASSLGGQKGGRGRLIGRTKGGMNTKLHAICDSQGRPLNLFVTAGQVSDYIGARALCDSLP
NVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPKVFLSAI
ALAAIVIYWL
>MCE8458473.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MCE8458474.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB15
MFSQSIHLTIKVHFCIIAVYILRIPICPDVTNILSRQIGKRCIMTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTG
AGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAVGDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAA
SSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAKRMGARIMATVSIDAKADLALANGADTVIIGRNADIAG
EARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAGGPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGV
MRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLLVI
>MCE8458475.1 transposase, partial [Rhodovulum sulfidophilum]AB15
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MCE8458476.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N, partial [Rhodovulum sulfidophilum]AB15
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINK
>MCE8458477.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB15
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MCE8458478.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGDRSIGTRALATLRRRGIAP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MCE8458479.1 transcriptional regulator PpsR, partial [Rhodovulum sulfidophilum]AB15
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFE
>MCE8458480.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB15
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLADRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MCE8458481.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB15
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MCE8458482.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MCE8458483.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB15
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MCE8458484.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB15
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAAALADGKVKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAIRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>MCE8458485.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MRFLLSLALLAALAWSGYWALAARGIERGLADWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAEAMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAI
KAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVQRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPE
>MCE8458486.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB15
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MCE8458487.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB15
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MCE8458488.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB15
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDTARARGEALEGELAELEGSR
>MCE8458489.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB15
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MCE8458490.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB15
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MCE8458491.1 endonuclease, partial [Rhodovulum sulfidophilum]AB15
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEEIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPAT
>MCE8458492.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB15
MWGIRLGPVAAPLVWTLSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAIYEKLRRQVTVHPDLGIAGPTVTWLREAL
SEAARLSRLPAPPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MCE8458493.1 DUF1150 domain-containing protein [Rhodovulum sulfidophilum]AB15
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MCE8458494.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB15
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MCE8458495.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB15
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MCE8458496.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB15
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIVAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MCE8458497.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB15
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLVVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MCE8458498.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB15
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGKLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MCE8458499.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB15
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEAGEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MCE8458500.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB15
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MCE8458501.1 transcriptional repressor [Rhodovulum sulfidophilum]AB15
MNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAGLMQ
EVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MCE8458502.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB15
MQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDAIDAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGP
ALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>MCE8458503.1 hypothetical protein LZ188_18575, partial [Rhodovulum sulfidophilum]AB15
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALEA
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISGAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRMVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPTETAAESAADTAVDMTAGSAAQNAEESAPGTASETAAPETPADPPVAEAPREAPEAQPAETKADTAADTPTEPQADTP
AGTEAGKEAPDAASAEVETEVFYTFT
>MCE8458504.1 alkene reductase [Rhodovulum sulfidophilum]AB15
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSELQ
VERWRKVTDAVHGAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAKGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MCE8458505.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB15
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGDYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPTMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAVA
>MCE8458506.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB15
FSFDVLSDRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIA
EPMHFSAADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGK
TEEFPRFSAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDR
GDFDDFRHSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVG
NWGRGTVRLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLR
KFVVDFEGGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQW
INE
>MCE8458507.1 hypothetical protein LZ188_18595 [Rhodovulum sulfidophilum]AB15
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLVRLMRPLQLG
>MCE8458508.1 glucans biosynthesis glucosyltransferase MdoH, partial [Rhodovulum sulfidophilum]AB15
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLL
>MCE8458509.1 hypothetical protein LZ188_18605, partial [Rhodovulum sulfidophilum]AB15
IETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQKKRFPGDQGFDLVQAIQNREDTWGRT
>MCE8458510.1 hypothetical protein LZ188_18610 [Rhodovulum sulfidophilum]AB15
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MCE8458511.1 hypothetical protein LZ188_18615, partial [Rhodovulum sulfidophilum]AB15
MAYRLILPALLILLAGPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQV
GSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWIST
PLAQARAARPAPRWAGTDSGAIGQVGGGGFTHGETAAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATRGETLEVSN
MHREADLFAAFDVAFPDAPEGIIWEQGGGGQGVWLGVTGDALVFRAGSGEVSGPELARATLPVSTVAGRRGTIYVEIDLA
AGTVALWFRGGKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEAPA
AANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPETEHVVTDLPVLD
SATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVT
GRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATT
DNPFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSV
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGT
>MCE8458512.1 phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB15
EAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASDATGVSAAVKLAFELAQSGFTERLAARVA
ASNATEPESVRELAGGSKR
>MCE8458513.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB15
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MCE8458514.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB15
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MCE8458515.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLADATDPDIEAPMALDAQAEAAEILPIRRRPAPEPDEAILPGPDSGPPRQQAPSAPTPTP
SSPNGAASTDDEEVLAPPSPDATALDPAPEQIAPEPSEARPPVAQDPTPARLRQSPALDEGTPAPETAPDSMPPEAEDLS
SGMTEPTEAAPAAAPTAAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPARSRLLKHGLQRLLDADPDAASQAAERLA
RVVLSIETAARD
>MCE8458516.1 2'-deoxycytidine 5'-triphosphate deaminase, partial [Rhodovulum sulfidophilum]AB15
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSS
>MCE8458517.1 phytoene/squalene synthase family protein, partial [Rhodovulum sulfidophilum]AB15
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNK
>MCE8458518.1 phytoene desaturase [Rhodovulum sulfidophilum]AB15
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MCE8458519.1 spheroidene monooxygenase, partial [Rhodovulum sulfidophilum]AB15
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSD
>MCE8458520.1 hypothetical protein LZ188_18665, partial [Rhodovulum sulfidophilum]AB15
MTAVLLDLTDPLSPAQHSQLMAWLEEEIDAAPRGTQFTMGVVSEDHANWGATEPLCKPQTGASANSLTQNARLIDDRYHE
LFLAPLNARLESMVSASGADRSPIMESLQALVSDSAGFVTFKGDRRIVIVSDLLQHSATLSFYRGGDWESFRSSPDFQRI
GTTLNGAEVQIYQIPRPTEGVRDPAILDDFWVNYFERQGD
>MCE8458521.1 hypothetical protein LZ188_18670 [Rhodovulum sulfidophilum]AB15
MQLIDKVKSVLKSDDVLPTLSVFPEIDQEKLRRDLDLDAQGEQRGKRNLPAADTKLADNVEANIISRIEALRRTGLENYE
NSRQIYNERLSRAGGLRKDVEFVAHNASADYLTAVRGWRAAMTGSTERLYETFQHRKDFRERHSLKRPAKRFEGWLKLGL
VTVIFVGAEAALNAVMFSRGNEQGLAGGLLTALIFSAVNVIGSLMLGIAACGLNHSASARKLFGFLAFLIWVILAAALNL
TVAHFRDLIDAEIGWSEAVRMAIPALQSDPFGLTSMDSWFLLAIGSLISIVAFLKGWNTFDPLPGYSRVERDLQLARAQH
QEDFDEAVEELTIKREKAIDELRDADQQVRDGISQAIDALYGHSTLNSHLKSFLAQCDTKLAYLLAVYRDANISVRTEPK
PPSFSISHAFPTFETAVIADESRRAAAETEADKVTAAVDAAVREIFQSFRTAVEEFALPEEVQQGQTTASVGPRSEEAA
>MCE8458522.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB15
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLRNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGISRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MCE8458523.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB15
MTEDARFEDGAETPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVSSQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MCE8458524.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB15
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MCE8458525.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB15
LEAVGLAATIARGGQPKDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRPLLKDVPL
RDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPQGGRAWLTRARMLQHEL
LRRWAETYA
>MCE8458526.1 hypothetical protein LZ188_18695 [Rhodovulum sulfidophilum]AB15
MIPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MCE8458527.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB15
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDV
AAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>MCE8458528.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB15
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRTPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIENALARG
>MCE8458529.1 sodium/proline symporter, partial [Rhodovulum sulfidophilum]AB15
MQTFATEDLYRGKPALDPAEIFVRQEIEPAVTCIASLVGSHDPYCLCATGSDRAPRLYKTGIGEHVSIGAIISLTTYFIL
MIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYATGLVEAWIGIGLFLGALVNWIVVAPR
LREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQFGVWLTLGVVLAYTV
VGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGFISLLAWGLGYFGQPH
IIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLFPGLITG
>MCE8458530.1 ester cyclase [Rhodovulum sulfidophilum]AB15
MPDISFNIAVLVCAPPMIAGRLTFDETQAGQLFGMAVNGTRIRFDENVF
>MCE8458531.1 hypothetical protein LZ188_18735, partial [Rhodovulum sulfidophilum]AB15
IYRPAAPSATPSTASQNATRQAERQDKCRPPLPLAEARVPIRQMLEEVGFADPDFQQRQHPHQMSRDIQQRIAIVAARVE
LIADTPTTALDATTVAQIFAIIPAVKIRLEGATILASMARTSLNGSAPALPFSMLARSRPYPSPRSRAIRCVPTPGS
>MCE8458532.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB15
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLDPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MCE8458533.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB15
MGTCLAVLLAVSLAVPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGAQAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRADRESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MCE8458534.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSVLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPSTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MCE8458535.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB15
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGPTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQATSAMGTAGCN
>MCE8458536.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB15
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MCE8458537.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]AB15
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGQRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MCE8458538.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB15
LSLSTDALQTSVVVGVDMEETGKPDIGSIRMVSWSGGSETAARQTYESARRAIVMCGSSGFPLPVDKYDQWRQIEMTFDP
GKMRIR
>MCE8458539.1 hypothetical protein LZ188_18775 [Rhodovulum sulfidophilum]AB15
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MCE8458540.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB15
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLGADGLA
>MCE8458541.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB15
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LVFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARA
PG
>MCE8458542.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB15
MDELRQKYLGAIADAADEPTLEELRLQAVGKKGEVSLRMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGMGIDRIAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MCE8458543.1 phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB15
ILGCPLDPIFVKGIEAPGTPALAVGVVVDGAAREVLFEADSLAAAGLSQADCAAGVEACLAETAAARCRLLGGRAPQRVS
GRTAILVADGLATGASARAALRALHNRGPLEIWLAVPVGPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYTDFAPVGDDE
AVRLLDELLARR
>MCE8458544.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
LVSLLLLLAGPRGGAFTLILAGIALSALAGALTQLVLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWMLLA
GLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVAASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPALLLPASALGGAA
LLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRLIYRTRAEAGA
>MCE8458545.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MCE8458546.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB15
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQQGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MCE8458547.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB15
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGTGAWQGPPRLIEVRPDGLSLNGQAMVPKEI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MCE8458548.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB15
MFTFGEDDRQRIRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSAAGDLAFGAARGEAVF
AALVARPEAAGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>MCE8458549.1 hypothetical protein LZ188_18825, partial [Rhodovulum sulfidophilum]AB15
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEAPAMQAAPVDLPAPEVS
PESDPAAMPERALAPVPALPKLAAILPEADLPDPPERPERIG
>MCE8458550.1 hypothetical protein LZ188_18830, partial [Rhodovulum sulfidophilum]AB15
MTLPFPDATLTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDADDDGALIGGALPFD
KARPDCLWQVAGGHGSWPGATAG
>MCE8458551.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB15
MLQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATVPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VAFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>MCE8458552.1 hypothetical protein LZ188_18840, partial [Rhodovulum sulfidophilum]AB15
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAADALS
R
>MCE8458553.1 helix-hairpin-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRTAAPEALAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGTDAASRDGATGKGPGRGAGGKGAHGTASGKGSGKGTGKGSGQKSGRKPGQGTERQGTGGGKGGGGASTGIEMALGRSP
DVAINHSGPALALHEANHPETLHLNSNIWDADPLSVTGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEE
ARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTR
>MCE8458554.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB15
IATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNALSTEGSGFALSALKVMERNSPLAMACAIEMQHRLKG
SDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHPGLDAVPGADVARMLMPLGEYGLKLEEELQ
>MCE8458555.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB15
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MCE8458556.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMSLLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MCE8458557.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MCE8458558.1 excinuclease ABC subunit A, partial [Rhodovulum sulfidophilum]AB15
HKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDAQEFFKAVPS
IREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLHELVDQGNTV
VVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MCE8458559.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB15
PTVLAGGGHSAVVAPVLTYAQQGGGSRSAGAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGG
VKHYPVAAFLAQQNTGHVGRDAREPMSTILKEGSHQTPVAAWFAKYYGTGDGARMGAPCHTVTVKDRLGHMQADLAAPPF
APEHEARAREVAEFLRVHGAWDGGAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDEPTFRPF
SKDVQISCCGNSVCPPVAAAIIAANCKHLAEKQRETA
>MCE8458560.1 site-specific integrase [Rhodovulum sulfidophilum]AB15
MRDYRIGRLKGRHVVIWTDDEGKRRRYRLEANTAREAEREARDLILRLDAPPAGMTVAQVWGAYRAEMGDRRQGEKMDFA
AKVILPAFGHLSVDQITVADCRGYIAKRRTAGRKDGTIRSELGCLRSAGLWARKVRLIDAVPPIEMPPTPAPRERYLSRD
EVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFTSRTIRLAANDLGPRKGRATVPINDTLMAALQDAQRAAV
SDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPEHLRR
AAGSLEFGAPKLVQRTRVQTPKGRVSL
>MCE8458561.1 DNA replication and repair protein RecF, partial [Rhodovulum sulfidophilum]AB15
LLDEIAAHLDAGRRAALYDEISALKAQAFMTGTGAELFAGLGARAQYLEVRETDGTSQIERMDGLCPRSA
>MCE8458562.1 hypothetical protein LZ188_18905 [Rhodovulum sulfidophilum]AB15
MVRKIAEAASRSSAKIVSGGQNASPIAHRHARGRAFRKRAPGDRQPDRPVRQEEGQIRARITHQIEVAAVMMRAGRRR
>MCE8458563.1 DNA gyrase subunit B, partial [Rhodovulum sulfidophilum]AB15
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHIL
>MCE8458564.1 hypothetical protein LZ188_18915 [Rhodovulum sulfidophilum]AB15
MGTSPTVLSVNSTARTSLVASSMTRWTYHESLDPNEYSRLLNENGFDALAFIAERIAPVPGIASGLAGELAAGQGIEIDL
TMPDGKGGRKYITPHVLKHTAITWTVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>MCE8458565.1 hypothetical protein LZ188_18925 [Rhodovulum sulfidophilum]AB15
MRHLFFAVLACFSISSPCFAIESGEDDANTPEANATVSLSGCSGTLISPIVVITSGHCFDDTTGATNFWRPKPAGHVDFP
HPCARNWQQPTRWYNLGRPVQVRFGNDSRGWSFVAQAAQYSVVGCVDVMLLRLTNPVPPTTAIPATVATRFTLGARKAEA
VGWGSINLEELYARAASTSSRGWTLIGHANLVTGMAASDGFLFAATEGNSLWRRPASNVNSDWTRIGGASDVTAMAAFGG
MLYAATSRNELWTRQANDDLATWQRIGHANNVVAMAAWNGKLFAATGDNGLWVREAVDREQDWRRIGSARNVLSMTAVSG
ELFATSREDVLWKRRADETDRDWINVDKALRVRAMTAWGGTLYGAQRRASDDSDTRSPAIIRQRASGLLRGTQDCVGLPI
PAAWTGTPYRCVTLEDGAAIKGGDSGGSIFSADSDDGSRALLGVTQGGYGRYVATNFNANSGTAVGSGDVGRWIETMANP
ARPTVRRR
>MCE8458566.1 ribonuclease J [Rhodovulum sulfidophilum]AB15
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MCE8458567.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB15
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTIACMQSGVFWGYIGLVREICDRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MCE8458568.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum sulfidophilum]AB15
SVFAPGCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNAL
PEAAMIEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRF
LTVDEDGQLVIETPGGRRAIAAADVFF
>MCE8458569.1 hypothetical protein LZ188_18950 [Rhodovulum sulfidophilum]AB15
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MCE8458570.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB15
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MCE8458571.1 phage major capsid protein [Rhodovulum sulfidophilum]AB15
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MCE8458572.1 hypothetical protein LZ188_18965 [Rhodovulum sulfidophilum]AB15
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIVRSFSYELQGWRQSDRQVLPV
APVRVVTEIRLVDRNGIAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTHRWRPLRLTPGAPR
>MCE8458573.1 head-tail adaptor protein, partial [Rhodovulum sulfidophilum]AB15
MSRVPILNRQLVLEVPVPVADGAGGFSETWAARGTLWAEMSPRMAGERAGEELALSRVLYRVVVR
>MCE8458574.1 DHH family phosphoesterase, partial [Rhodovulum sulfidophilum]AB15
VDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPDEAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPL
VWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKGSGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARD
RLEPAMERLGELLARQGAGTMGPADLRLDALLMPGAATVELIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKL
SFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRLEINSWNGRQSVQLRLEDAARAI
>MCE8458575.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MDDPAFLAAYASALASAPKITRAKPGTIAMLIEAFLGGRDYLSRSESYRRTIRRHAEAIKAQADDALARDLREQDIEADL
SPLCPNAAADRLKAWRMICRWGKTNGYLARDPSLAVKRKPIPKTIGHPAWTDAEIDRFRAHWALGSVQRLCFELVFWTGA
RISDAVKIGPGMAGRDGVLQFTQKKTGEPAFVPWTCPLPAYAVRMEDDRKLLFAALEARAERHMTFLATAYGTTRSEKAL
GHVISNAASKLGIAKSAHGLRKSRAKLLAEAGATVHQIAAWTGHITLEEVEHYTREASRRAAVRGEQMKKPVNR
>MCE8458576.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MAITRDFAPRLMPAPQAAHYLGVSESTLRTLDLPRRVVGAKRLFDRLDLDAFADSLATEGAAAEVNTCHGKFGRRAS
>MCE8458577.1 hypothetical protein LZ188_18995 [Rhodovulum sulfidophilum]AB15
MAEILTRSFGRFNAEVTPAEARLIIRDDGKDMIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRASDAFPKRVEDPADKAFREAVAE
LVDCAMKEGKVDGHHS
>MCE8458578.1 hypothetical protein LZ188_19000, partial [Rhodovulum sulfidophilum]AB15
IWLQVAGVTVAISVAISRVSRGWARRRRGSATDVYADTIHRVCGDDVDLDPIEKGLIHLKRHRVISGRRLVTLVARHQRE
IRPE
>MCE8458579.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MELVLRPEDLIDCLPQLVDIADLYKNEIGFWPRSALEDAVRRGRLLTAMSKSEGRKEAVGFIVFGGVFPNGRIQAIAVHP
LYLRQGVAQFLLDNVVARMEAEGYLAISAKPAEDLEAAQEFYQKNRFSRVRTQRGGASRKRMIVVRERILGSPSLLRDMT
RTPSNPFLTFPEKRSNLWVIDVNVLLDLVKARRTQYDLALKVFSAALEGRIKIAVTSEFTIELSRATTTLQDDPLLALAS
ALPRLRQKAGPSIKYLSQDIHELIFKKNKPSQAGTPQALSDCSHLAECISGNATAFVTSDGVLLRSRRIVRETWGVEIVS
LEDFHDAILSTDPIDDFKSMIGMDFWLRSVDARAAWKVYKELDLNCSAETFFDAEVSRISGYYLAALDDDGSAIGILASS
TPASLGDARSLLLLVDHERPNAELVAETLLGNCVEAIGRYGFNLLNLVDVPGQIIVRKVALQAGFVPNVAENRLNKATAG
APVTPSSFPILLERSRFVFGAEILKQLPEDFEAFDEIFSEDRSRFRSIENLISPTLIVANNRKVSIQPIARSFADELLGT
SRQTSLLEQFEGAFRSNKTYVSSGRSKNFFNEDQIILFYESSRTGGRGAIVAAARVDSVVTQVKKEMGQSDMKRTVVETV
DRFSASEEVTLINFSLLLRFPEPVNLKELRNMGASGAQNLQTATVISTAVAQRIFDLGWSGGR
>MCE8458580.1 hypothetical protein LZ188_19015 [Rhodovulum sulfidophilum]AB15
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPESRIEAAERGRTEAEAQVLRLMDERDRRLEEQAVTWRQ
GKRLRQKIEELETVLAGMAT
>MCE8458581.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB15
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MCE8458582.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB15
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLAPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MCE8458583.1 cobyric acid synthase, partial [Rhodovulum sulfidophilum]AB15
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTEAERARVRGVIVTKFR
>MCE8458584.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB15
TLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAHGVTPDCIMVGEGIDGLLGYLVRL
VVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVYLSNPDNPMGTWLPAGQVQAMIEA
VPEGTLMVLDEAYIEFAPEGTAPAIDPEDTRVIRFRTFSKAHGLAGARVGYAIAAAPLITAFEKVRNHFGMCRISQAGAL
ASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVLAGLAERDVFVRMPGVAPLDRCIR
IASGPEDQLTVLAEELPKALAAARG
>MCE8458585.1 hypothetical protein LZ188_19045 [Rhodovulum sulfidophilum]AB15
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MCE8458586.1 SLC13 family permease [Rhodovulum sulfidophilum]AB15
MALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRTGALDWVIHAA
ERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLIGTSTNLLVDG
VARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIGREVTGVQLFK
REGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLAAVETSTVEVLISPGCKMIGQTLSA
LRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQAPIAIGALVAI
VALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAPYLGQLPPFFV
VWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPGGYRFTDFLRV
GIPLNLTMGLLSSALIPLLWPL
>MCE8458587.1 hypothetical protein LZ188_19055, partial [Rhodovulum sulfidophilum]AB15
TRETLGRSLMARRAKRIYGTKGDARSEALPLIVAFLAGTTGSILLKIVTINPFAGAVWAISVLLAYALYAYNATQLRLDA
ETIGDNCYYLGFLFTLTSLAVTLYFVVQTPTSQRADVIPQVISGFGVALASTIGGVFLRVLMLQFKVDMESRERQERQYL
NETSRRFRAELGMSLDQIKAFSTESLQQSAEREVRMREAFDKLLSDMQGELLKSAADFGPALRESVKIQTQSSLEMVTSS
AREASDVAARSIEAAMSEMTSVVTEIASHNSATADRIRQSIEALTTSTEILVTGADEIVQRVSQTQQAATQVTEAFTREV
NDGTDGMTRAMKNARSRLENGARRFAEATNRAEVSLELGVERIGQSFEATAVRVSEAGGRLVSSLEATQLGTESKHEMSN
GSGPSSASDVAK
>MCE8458588.1 thermonuclease family protein [Rhodovulum sulfidophilum]AB15
MGLTVAEAFILLSFILLLLFTWWQADTEKRSLRLADSVGEMSEDQKVEIISGLTDGTFEIARALRAAGIGLQDQQAIEDT
EKYSRFMREEDMQRLMNGAVELPPGTLLKLGEVVEITPETRLRVALDKLLQPEEPAITASRRLAEAAAAEEGLVDLLDRE
LGERIRAEGGDILADGTIILPQKVLFEAGSDTITNPDFLREFCAPWVRTLRTSFLDISDLKIEGHASSEGRLNQTPQQAY
LYNLDLSQRRAQNALQVCLSSLKDPSVMNWARGRLSATGYSSARLIENEDGSENREASRRVEFSMAMNREKLLDEIRGDL
ASAESRVSLPKPAPLANLGPDEELGTRGIPRVVDGDTLVIGDRRWRLSGIDAPEKDQSCPMLGGGVTACGKIASKALTDL
IGSRDVRCEEIEKDRYGRSVGVCYLSDVDLGREMVRRGLARAYLKYSTAYAAEEEAAKTEKIGFWAGEFQDPAEYRHSR
>MCE8458589.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MVTPQKDHESIARRIGAANLLALRASTGLSQAQFAAAIGLSERALRRYERGERELPQATRLAVIERFKFDLLATDRLPTE
VGAAKVMLSPMPTAAIREPRDFWASLRQEQKVFREKNYTRLGQIILTSRDHAYFTATTYFAMKHLSFALDIPFGIEVHGI
DWMFLASAATILLLISSVMGEMPVFRVARHFLRMGKRSL
>MCE8458590.1 TniQ family protein [Rhodovulum sulfidophilum]AB15
MAKSLPAIPGTTFPKLPLTVRHDAFEPASSLLSRLAARNGAGSVQRFCGDIAFPIDPLFRGEKVAIEQLAQLAGCDLSAL
ERVSIRHLGKGHFRLRDEFASLQSFQRTRIRVCPECIRSEMPSAAEPWRVPRRLQWKFSSIRSCPEHGCMLVSLPPEKFS
KDARDFSAQLRKHYGWILDQPVIYADHSPFEEYLTNRILKGRGERLLDRLELNVVSRACEVLGLRIAKGSDASLAGHREA
DWMSFGALGYEVLKGGPLALSDCLAAMAREDGVDGRFFGRVFGAWATWLKSLSLGDEFEPLRDVVRRHIFDHFSVRRGVL
VLGVPSEGMASPNAQKPFSLKGFAKRNAEDLVRRGLAKRNADGSIVPMGFVTQRMLAAYERERRFFPARKGSRAKVVVEA
HGAGAAEAAGEAHLSISAAAQGLRVTAKTVVYLVENGLLYGVDAPELYRRGTTVVTAGSLAQFRGSFISLGELADVARRP
QGALSMRLRNADVALLAMPYGLSRIYWREDVDTYVAAEQ
>MCE8458591.1 2Fe-2S iron-sulfur cluster-binding protein [Rhodovulum sulfidophilum]AB15
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>MCE8458592.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASDDALMRALLALSCVTMMQTLAMAAWMVWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>MCE8458593.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB15
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTEAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>MCE8458594.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB15
MAWTLDLALERRMPRRGRLWGELVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTAIVGTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVILHAVAGWILFTGGLGVLFHAGNAVRPF
>MCE8458595.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB15
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSPVKACGGGDQQMEEV
>MCE8458596.1 bacteriochlorophyll 4-vinyl reductase, partial [Rhodovulum sulfidophilum]AB15
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSAPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVR
>MCE8458597.1 hypothetical protein LZ188_19105, partial [Rhodovulum sulfidophilum]AB15
LSRLGHFKQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSA
SIIAATMVLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVL
HGKPDSSTGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAARFVEEIELVGGA
AKICGAGSIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPEGAAFGAPQ
>MCE8458598.1 hypothetical protein LZ188_19110 [Rhodovulum sulfidophilum]AB15
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIEVSPLPERRLEIVSEIAEPVSVEIDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLGGGMTAYCLGTG
MLSGTPPGDARARIEPLPMPPALALRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAVAAIAAARAQDWTVFGA
ALDRYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MCE8458599.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB15
MTDRARAIFDAVLPARLPDPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAFAERFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IKARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPVIAEL
FPDAAIVEPFGPAAQR
>MCE8458600.1 hypothetical protein LZ188_19120, partial [Rhodovulum sulfidophilum]AB15
RILCDARILNIFEGAAEIQAQVIARRVLG
>MCE8458601.1 3-keto-5-aminohexanoate cleavage protein, partial [Rhodovulum sulfidophilum]AB15
MPADRPSFEFHPETLKRIAPDAQWCDAGIGRHQIEVNEWPITLGGHTRTGRKDNVRPDRDRVAPSNAALVRRAARLCARH
GRPVACPIEARATLGRPPAPRRGFEPAPRAGYAEG
>MCE8458602.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB15
MSTRSTVRIPRFLPSPRRWPRSCSRPPRCPDQALHHLRRHHRLRRPQVRQSGGAEQIDSLQHCFEARTAHCPLRNDDQSP
SSTPTTFARRMKIIRKHWPGMIGRSRPADVRERARPGAACCRCGPQMASLAVGSNSFPTRVYENPPDLVDCLTSEMQKYD
MKPEIEAFDLGEIFQAMKRNRHGRLKAPLYVRFVMGSGMRCLPTGRASNSIPRR
>MCE8458603.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB15
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDRAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MCE8458604.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB15
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LEALAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLARWFSRRYRQ
SSDCTLWQNMLNRQPIEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MCE8458605.1 hypothetical protein LZ188_19145 [Rhodovulum sulfidophilum]AB15
MAERARGVNRRDAGSGYHRDIVRNDPGGRRIGHAITCCSGADLLKG
>MCE8458606.1 threonine/serine dehydratase, partial [Rhodovulum sulfidophilum]AB15
FERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALDRHGEAA
>MCE8458607.1 penicillin acylase family protein, partial [Rhodovulum sulfidophilum]AB15
PFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPMTLDPALARAAAVGITNLIPKSR
>MCE8458608.1 hypothetical protein LZ188_19160 [Rhodovulum sulfidophilum]AB15
MTLLRNRALAPVLAFGFWLVLVCFLRVAAAEPVSLIGAGGLLQREGPSGPLLTQMRGPLLGPGPEGGPGRVSGASGASLF
AGRGGASLFATYPVRPRQVAEPGTAAQFAPLRPGGGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAPKDG
>MCE8458609.1 GTPase HflX, partial [Rhodovulum sulfidophilum]AB15
ICHLFGSGKIDELKERLGEAEVDLVLIDGPVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQR
TRLVRAWTHLERQRGGLGFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKST
LFNRLTGAEVLAKDMLFATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSE
AQAEDVRAILADLGVARETPQIEVWNKTDLLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDL
HLAHDDGRRRAWLYEQGIVEGEVPDDEGSTLTVNWTARQEQRFRSL
>MCE8458610.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB15
MANSPLSPGVVPGRLKSEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEDACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRATPTGRRVAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVINGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGTGLDLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MCE8458611.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB15
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREIATVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MCE8458612.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB, partial [Rhodovulum sulfidophilum]AB15
LGPGNFTGIRISVAAARGLALAAGLSAIGVSMFQVLRRSAPGPETDLLSIEAPRGLAYVRPLRAGKLGVARMIDPEAPPP
LAEIGADGIAHVTGFAARRLGTAFGTGWHEAVPAEIASAIAREAAALLSGSEVQPRPAPLYVRPADAAPPADPPPVILP
>MCE8458613.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTPALLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>MCE8458614.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTKMQKAMAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGNYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAVMASETNIVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLAVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MCE8458615.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAGAALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AKLAERMVGRKVLLRTDKSPARPGRVVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLD
>MCE8458616.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB15
MCGRFAITMPAEAMAEPFEAVPGNDLPCGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPSDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYIARSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADDGVLQLHRVGTAVNSTRADGPELIESI
>MCE8458617.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB15
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MCE8458618.1 DHH family phosphoesterase, partial [Rhodovulum sulfidophilum]AB15
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARRDVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAQ
>MCE8458619.1 DUF6478 family protein, partial [Rhodovulum sulfidophilum]AB15
ISLGSDWGFRPAPFADRVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVAKSHGEEGAPFGLALEVSGFDGGFLSVV
FELPSRAVEGLRRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDL
LFDGPGMNRILLSDIVLSRRPRAEA
>MCE8458620.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPHRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVARADITLNLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCE
>MCE8458621.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
GAWRPGKALIGALLFASFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MCE8458622.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB15
MAEFDLLIVDGNLPDGQVGDIGISKDRIAAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGNV
VSETPRADARLDLPGRPTGVRRRHHVN
>MCE8458623.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB15
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFETYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPAGTGACFRLDLPLAGDRP
>MCE8458624.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB15
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MCE8458625.1 FixH family protein [Rhodovulum sulfidophilum]AB15
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVGG
>MCE8458626.1 heavy metal translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGTGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
V
>MCE8458627.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB15
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MCE8458628.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB15
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTNPADALVGDGANCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALLPALRIGHPSCGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVGRNQTCSVEIEGIGRVTTRVS
>MCE8458629.1 serine hydrolase [Rhodovulum sulfidophilum]AB15
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPETPEDTPFGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MCE8458630.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB15
SMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>MCE8458631.1 hypothetical protein LZ188_19275, partial [Rhodovulum sulfidophilum]AB15
EISSTQVAALSSTQIAAMQTSDLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVD
ALGSLAIRGLTSTQTEGLTTAQLARLSTDQIRALGGSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLV
TVSTASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSAQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLA
RLSTDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQIAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVA
ALTTAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAKLSTDQIKGLGVSAIEGLGTANIV
AISTAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSSAMLGELSSTQMA
ALTTAQVGALSTLAMKGLGATQTAGLTTAQLAKLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVA
AMETADLVRLDTSAMRGLGVDQVVGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAAMTTAQVGALSTRSLRGLSSTQTE
GLTTAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSSQIAAMETADLVRLDTSAIRGFGADQVA
GLTTAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTYQIRRLGVSAIE
GLGTASIVALSTAQAAELSSVQIRGVSSAQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIG
NISTSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDAQTEAFTSTQLAAMSTAQLNALFL
>MCE8458632.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQGVDAL
LILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNADFLRA
GQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSGQDGD
HAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIADAAQWTSPAGTTLWARFLEPIPVTQDNLTTVTDAGW
IGVEALCQGVSDGPAPCN
>MCE8458633.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB15
MDNAQTRGDARARKSILDSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDATALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MCE8458634.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIEGRPATISNPRD
ARR
>MCE8458635.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB15
MFNLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLVDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RIVASAGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>MCE8458636.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MCE8458637.1 hydroxyisourate hydrolase, partial [Rhodovulum sulfidophilum]AB15
HVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATGEVKFLDQ
IPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MCE8458638.1 LysE family transporter, partial [Rhodovulum sulfidophilum]AB15
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSAVL
>MCE8458639.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB15
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MCE8458640.1 DedA family protein [Rhodovulum sulfidophilum]AB15
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYGRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>MCE8458641.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB15
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MCE8458642.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase, partial [Rhodovulum sulfidophilum]AB15
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQAR
>MCE8458643.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB15
MTDMPQTAFPPSGGPTPPAGFLSGNGGAKDLPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAW
AAWFNLSVLLNAADDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLEL
DKRLDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWI
ARNVPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVP
IGALGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPEAETTSYAPA
PLRIEGCYQANDGRAPELPEVSRASEGLSEDRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIDDTPESVAALSER
WQAAGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECI
ATDPEDYLRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFTRRFEAALISVLKRP
>MCE8458644.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB15
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTASIVALTTAQAAELSSRQISALSSIQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEI
>MCE8458645.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB15
SGRWINPAVFATARLLCRLPALGPVEAPAFILGTGRSGTTALGVTLSLHREVGFLNEPKALWASLSETEDLIGSYHRGPA
RYRLGAADADPALCRGARRIYAGYLRAAGARRIVDKYPEMIFRTGFLRAVFPDARFLFLSRGGAATAVSMTSWSRRHGRS
VSGEHHDWWGADGRKWRLLTEQIVPEHPDLAAHAEAMAGLDLAGRAAVEWIVTMREGLALCAADPRGTLHLPYESLCAAP
ALWAAELERFLGLAPDPGFPALAATRLRPPAPSPAPPPLPDWLRGPFQATEAALARHRPPCPTSSGKPS
>MCE8458646.1 DUF1972 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSTARIAILGTVGVPAAYGGFETLAENLVRHRETLKTPPDLTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVIADNAAIAR
HVSTRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRALK
ARYGTHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLI
RAVNTLARRPDAARQTGARMREIAERRYRWAEIGAAYFALLDPAGAREQDVPAPDQPGNRAA
>MCE8458647.1 hypothetical protein LZ188_19355 [Rhodovulum sulfidophilum]AB15
MSGRPVRSGAAQVRPVLARVLRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQEEIEGSG
RYLAGVIVSAEDFAGLPLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLAEPAGPADLEIALCRLAARG
>MCE8458648.1 hypothetical protein LZ188_19360 [Rhodovulum sulfidophilum]AB15
MMIICVPAGWLTLIAALLLGGSLLAAVAAMIAVMWGLFVLGLVVFLVRDALGRRRRGGEADRREGDTVLE
>MCE8458649.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB15
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSVED
>MCE8458650.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB15
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MCE8458651.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB15
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MCE8458652.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB15
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MCE8458653.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB15
MLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHTVGEFGVVLMIGGGIP
GRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MCE8458654.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARTR
>MCE8458655.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MRLSIAFVPILGLGLSAAAPAETLHVYSGAGLRPAVEPLAQAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAAAKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>MCE8458656.1 hypothetical protein LZ188_19400, partial [Rhodovulum sulfidophilum]AB15
MRGLAILLWAPLVLIVATILGALVSLVSQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLME
>MCE8458657.1 photosynthetic reaction center subunit L, partial [Rhodovulum sulfidophilum]AB15
PFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAPLAEGGLWQFITLCAIGAFVSWALREVEI
CRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSNTGYHYLHFHYNPFHMLGVSLFFATCLAL
ALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAINAVFFSAVCIIISGPLWTEGWPEWWTWWS
NLPIWPEAIPAVQGSM
>MCE8458658.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB15
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MCE8458659.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB15
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MCE8458660.1 hypothetical protein LZ188_19420 [Rhodovulum sulfidophilum]AB15
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAEYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MCE8458661.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MHGRDKLLECIGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRSEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPDAWAAWRARSGH
>MCE8458662.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
YRAIFDPAVSAIEAIDPAATGYLGGLGLPVLLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDW
LSRGVKNVNGIPRPVPYEVDLQASAAFVEKAQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAI
RDNETAAAAMGKDVTRRHLQVFVLGSAICGLAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIW
FLWVQVEPLGAWFMGAITSGMADGSALKTHLLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MCE8458663.1 hypothetical protein LZ188_19435, partial [Rhodovulum sulfidophilum]AB15
MGGDAFFVASRLGWALLRPDTLILVSFGFGLLLLWRGWFGAGRAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPVIER
>MCE8458664.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB15
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPSAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MCE8458665.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTSTDPPLGPALLTLATGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGTLGILLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLVARTRARLAREAAAAPPPPG
>MCE8458666.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB15
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERVAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCAQVFALR
RAATADTGIRRRA
>MCE8458667.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB15
MLITSLRGIRILGALPLLFASAPAGADQRLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGAAVVGAGSQYLFPGREVRPLETAK
>MCE8458668.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB15
MSRLLALALALLPMTASADSHACSEGSAQIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLERAQAAR
>MCE8458669.1 AMP-binding protein [Rhodovulum sulfidophilum]AB15
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MCE8458670.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB15
MVFRIDFLGTRPVSELVAAAGDAAGALPPVGLARGFRAGTRVVTREGCRPVELLEPGDCVLTVERGSQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIEAARAAESHAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PATVYANGAARVHCPSWQGEGTGSTDRPEDLRPEMPCCGITPGLEEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MCE8458671.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB15
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MCE8458672.1 VOC family protein [Rhodovulum sulfidophilum]AB15
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETEQGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MCE8458673.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB15
MPITTCIFDAYGTLFDVSAAARRAATEPDHACLAGLWTEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGRRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MCE8458674.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MCE8458675.1 threonine/serine dehydratase, partial [Rhodovulum sulfidophilum]AB15
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFK
>MCE8458676.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB15
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAIGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRAL
>MCE8458677.1 DUF484 family protein [Rhodovulum sulfidophilum]AB15
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLEDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MCE8458678.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB15
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MCE8458679.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB15
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDAVPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSD
>MCE8458680.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MCE8458681.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB15
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MCE8458682.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB15
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPEKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MCE8458683.1 3-phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGA
>MCE8458684.1 CTP synthetase, partial [Rhodovulum sulfidophilum]AB15
EEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIKYR
KQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MCE8458685.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB15
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLPGDHPYLR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERTALETAMAPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVGFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTVPGHAG
>MCE8458686.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB15
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MCE8458687.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFL
>MCE8458688.1 NAD(P)H-hydrate epimerase, partial [Rhodovulum sulfidophilum]AB15
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLRS
>MCE8458689.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB15
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MCE8458690.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB15
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALDSLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MCE8458691.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB15
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILVENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MCE8458692.1 hypothetical protein LZ188_19590 [Rhodovulum sulfidophilum]AB15
MRKSPSTPCGFRALHSERGTRDNAQKAQKAQKAQKAQKAQKFEHKRYTNENIH
>MCE8458693.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB15
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDKVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGDGSASAASRDYVIRLDRSGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDRLIATLRQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MCE8458694.1 aminopeptidase P family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLRER
>MCE8458695.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB15
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVLG
>MCE8458696.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
DPGLLAALARAAALCNDAVLHEEDGVWRAEGDPMEGALLALAGKIGAPGVDRARRDAIPFDAAHRYMAVLVEAPEGGAEL
LVKGAPEAVLALCADRMALGGGTAPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDP
PRPEAIAAVADCHSAGIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRL
VTALQARGLTVAMTGDGVNDAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLP
TNAGEALTIVVALFAGMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVL
AVFGIFAYATERGHDPALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPV
FGTRPVPLEDGLLIVGIGVVFFALIETEKQMRLAFRRGQHGT
>MCE8458697.1 lysophospholipase [Rhodovulum sulfidophilum]AB15
MRLFALLSLFCPAVALAGPVQIEGPAGPLEAEALTAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDSAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>MCE8458698.1 BamA/TamA family outer membrane protein, partial [Rhodovulum sulfidophilum]AB15
FRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGED
LSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFP
VSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFF
SGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTG
IGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>MCE8458699.1 hypothetical protein LZ188_19625, partial [Rhodovulum sulfidophilum]AB15
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEAELALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLGPLVAEPLRPFFGPATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALEADIAFRATGLGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLKAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLH
>MCE8458700.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB15
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISNRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEATLAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MCE8458701.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENYQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSIE
>MCE8458702.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]AB15
MTRLLFILLALALASCSTVEGVGKDISAGARTVRNAL
>MCE8458703.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
NWMGIDSPAAEAMIRRLLSADERADFVAATRALDRVLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVW
WSEEN
>MCE8458704.1 co-chaperone GroES, partial [Rhodovulum sulfidophilum]AB15
SDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGEELLIMKESDILGIIA
>MCE8458705.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB15
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVSITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALEAPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAGGGMPDMGGMGGMM
>MCE8458706.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MCE8458707.1 hypothetical protein LZ188_19665, partial [Rhodovulum sulfidophilum]AB15
MDNVSLGPHRPAAADGARATGPESRKLSQLLSDHHDLAALDSHVAASPDIPDGPELRAALRARIAARQAEQ
>MCE8458708.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB15
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFATCDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>MCE8458709.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB15
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQHGLALGVLTADCQPVLFADRGAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MCE8458710.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB15
TLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDALPIRQFQRDDTG
WCERLVGLDGARLSLGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITAGLSARISTHGGAALIVDYGGWHSLGDTLQA
LRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAGHLAAYRRLTHP
EEMGTLFKTLALTPPRAPDPPGLHS
>MCE8458711.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB15
LKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDMGVAY
REDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDERNIEI
PFPHQTITFAEAKDGRTQPVRVINGEAQAAEPGA
>MCE8458712.1 putative zinc-binding peptidase [Rhodovulum sulfidophilum]AB15
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSDRGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MCE8458713.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB15
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERRAREVEPAPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGSGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDMPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARA
>MCE8458714.1 3-phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
LEYVISTALSLLRGAYGSKATMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERARALGMRIAAHDPFLDAGDPAWQ
GVENCTLPELLAGADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPALARALTEGRLGGAALDVFATEP
LTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>MCE8458715.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB15
MPRPDADMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVVSYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGT
NPIAFAAPRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGRPTTDPRAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARAPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>MCE8458716.1 tripartite tricarboxylate transporter substrate binding protein, partial [Rhodovulum sulfidophilum]AB15
MTKFTLYAAAGAIAAALFAATASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMGADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKESPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIP
>MCE8458717.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB15
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQID
>MCE8458718.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB15
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDVKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MCE8458719.1 hypothetical protein LZ188_19725 [Rhodovulum sulfidophilum]AB15
MSTASEHAGQAALSICEALLLAMNDRGLLTEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MCE8458720.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTTPAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MCE8458721.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB15
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MCE8458722.1 hypothetical protein LZ188_19740 [Rhodovulum sulfidophilum]AB15
MSRHLLLILIGVLAVCLIGAGYLYYQERQSGIDIEISGDGVTIEGN
>MCE8458723.1 CsbD family protein [Rhodovulum sulfidophilum]AB15
MIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MCE8458724.1 chemotaxis protein CheB, partial [Rhodovulum sulfidophilum]AB15
MDTETDPRSCPFGSPPKEAAAIIGIGASAGGSAALETFFENCPAESGTAFVVIQDIPTKHESRTADLLAQRTRMSVEMIE
TDTRVRPDHVYLNPPGAVMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRGASAIHAAGGLV
LIQHPGDPHFDGTPMSLR
>MCE8458725.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MCE8458726.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB15
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MCE8458727.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MCE8458728.1 hypothetical protein LZ188_19770, partial [Rhodovulum sulfidophilum]AB15
GDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRHDGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MCE8458729.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB15
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAAGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLTVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>MCE8458730.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB15
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MCE8458731.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB15
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MCE8458732.1 hypothetical protein LZ188_19790 [Rhodovulum sulfidophilum]AB15
MFRFLIACLLPLFLLGCGAQSVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRLIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MCE8458733.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHTVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETELDAVR
AAWRARARAERA
>MCE8458734.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB15
MVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRALIMQAYTYHQAKDYE
TARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQSAILKFDLAFNHLAA
KEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNFQGTDWYADGYKLLQ
AKGLEPEAKGEGWLRSVYRQMIKGEWL
>MCE8458735.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB15
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFENAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MCE8458736.1 iron-sulfur cluster assembly protein, partial [Rhodovulum sulfidophilum]AB15
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETA
>MCE8458737.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB15
SQAQALGVRIGGVGIDALHAALAASPARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIM
VSAGR
>MCE8458738.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB15
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGYLRTRLPVPVIDGVEAAARFVSVL
>MCE8458739.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>MCE8458740.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
SGWLLASPLGLVLAVFLLLPIAMIAIVSFWGATEFSIYPDFQWDNYAFLLSSPVTYKVFLNTFKYAVLTWIFTLGIGFTV
AYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGVIDAPLDWLLYSDFSVILAFVHLYTL
FMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLVMGDFITVRFMSGSQSANVGRLISND
IALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MCE8458741.1 hypothetical protein LZ188_19840, partial [Rhodovulum sulfidophilum]AB15
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSA
>MCE8458742.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB15
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MCE8458743.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB15
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITKKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MCE8458744.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB15
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPSDDRLRELD
MGEWTGLRKDVLIAEKAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDAAPPRLEAYNLGEFAPDTDVAD
>MCE8458745.1 anion permease [Rhodovulum sulfidophilum]AB15
MPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRIGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVSVFTWFKLLGYGL
>MCE8458746.1 adenosine kinase, partial [Rhodovulum sulfidophilum]AB15
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHR
>MCE8458747.1 endonuclease III [Rhodovulum sulfidophilum]AB15
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQCHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MCE8458748.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARALMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKTAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRAG
>MCE8458749.1 DUF6477 family protein, partial [Rhodovulum sulfidophilum]AB15
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVE
>MCE8458750.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGNP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MCE8458751.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB15
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPRFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASAEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQKKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>MCE8458752.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB15
MPTVRPTAHRFLTSILFAAATSFAAAPFALADQVSAPAIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVEDGTAREVVYSTDYFDMPEDSPAHALKPDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVTGAYRMVL
GDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEME
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MCE8458753.1 peptidase, partial [Rhodovulum sulfidophilum]AB15
NRLSGNAADNRLDGLGGDDTLQGGEGNDWLLGGEGADRLWGGAGGDLMEGGTGDDLYAVDTSSDRILERPGEGWDRVCAG
IDWTLEDNLEHLTLTGTVALEGTGNGLANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGDAGEDRLWGGEGNDWLDGGE
GDDVFDGGAGSDLMIGGAGADLFIFGGGWDRIADFEDDIDTLRLKDGLWAGAAPGPDAVPDLAYATAEGVFLDFGDGNGI
LIEGLGTVGALIDDLQIV
>MCE8458754.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
KENNDTIENLSARKEALISQVWRRLLEETKVIYDKFKDETAGLDKAILSIGEKISEEKEKLSKRRCEIEKNERNIASIKP
TIDEINKLLGSFGFTNFHLVESSASGFYEVKRADGSDAKRTLSEGEKSFITFLYFYHLVGGSFSASGGTNDKVVVFDDPV
SSLDADILFIVCNLIKAVVSEMRSGTSAIKQVFILTHNIYFHKEVTFEKRRRDADKKDKTFWVVRKTSQRSMLMEFSENP
IKSSYELLWREVRQKPPSDTTIQNVTRRILEHYFKFYGGIDPEDIIEKFDGKDKMICSSLLSWVNDGSHFATDDLYMACE
LGQVERYLKVFQKIFEESGHGGHFRMMMGDDYATLSVDETHNTDVASETFRILENA
>MCE8458755.1 DCL family protein [Rhodovulum sulfidophilum]AB15
MAGRSKPVDLATRSFATQGEATAFFKAMLNRYRPGEQVNEEDALDIAALLERHTEYTAKVGKGVSHFEVMMTEHGTQCFR
IVRTDGSGTDFSYRNCITQRPPSRKQEVSQAFRRAVRFDLYNARDAFFATYGDENGNATCAVTGEPITRENAHMDHRPPM
TFEVIVTTFLCSRGLSLDSVPLTTGRDDQVSPEVADQTICEEFRAYHSSVARLDLVRNTVNLAQASQHRLKDGRASLT
>MCE8458756.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB15
STVPVRLAPSGCSVRHGRWFAPYTGQVITEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKG
ARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVHSAAEERELVALTGRLCGA
>MCE8458757.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MGPERSAGRPTGKLAGKLAGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDRHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEGFR
TALAPVVQRWIEDAERRGIDGAALVARARAAIAAHESR
>MCE8458758.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB15
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQQTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLISLALLALAAAATLAEDAATARGRG
NA
>MCE8458759.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB15
MPDPMMLGLIGLGALVLLITGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTP
>MCE8458760.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB15
MLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLERWRRFVFRLIEREGVTDILYYADRLPYHAI
ALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEALAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQS
FGRPFYPLHVSDRPNWPAIEYLSWLPELMRERRRKRAAGALIERLKTEATPFNLIAMQLEVDYQIRASSDYPDLLTFLDE
TMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALRMGI
PVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYN
>MCE8458761.1 hypothetical protein LZ188_19940 [Rhodovulum sulfidophilum]AB15
MLGDGRKYHVNAVSAAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAY
DVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWIGKGLRARFRARQTEAALARIAAHAGPVFLVPLQLDTDFQIRDHGT
GRSQAEELAAVMASFAAHAPVGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>MCE8458762.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB15
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLGDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>MCE8458763.1 hypothetical protein LZ188_19955, partial [Rhodovulum sulfidophilum]AB15
MNISRTEARFKFAIFWWLVAALCGLTVATIGYGVGLWALGAFVGGFGTFVVAGVVLTWAFCHTDAEFSAMVAKKREAMAA
MKPYRDANAAIVVPNRPKPGGPKVAPTVPRSTPKAR
>MCE8458764.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB15
WAAADPSRQGEAWRGLGRGLVARASRRADVGQAGAEALSDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAA
LPPGWHIRLKEHPSAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAI
PGLTAPAESEAALAALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETLDGVRIDAAALARILASARS
>MCE8458765.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB15
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRIVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLRKG
>MCE8458766.1 DUF4140 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEAD
>MCE8458767.1 copper-translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
HVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTAAAWGYSTLATFAPGLLPE
GTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTENGLEDRPVEQLAPGDLIEIRPGERIPTDG
EIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVETAQGAKLPVQALADRITGI
FVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEMGVLFRKGDALQGLSAVAT
VAFDKTGTLTEGHPELTGIRLADGFGKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGVEALPGYGVRGRVGGRDVL
VGAERLMVREGIAPGPLEAEAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAVAGLHRMGVATALITGDTEPTAR
AVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVAIEAGDVVLMSGDPQGVVN
ALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNALRLRGLGPLEARS
>MCE8458768.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB15
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKERASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MCE8458769.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB15
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MCE8458770.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB15
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MCE8458771.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB15
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MCE8458772.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB15
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>MCE8458773.1 AtpZ/AtpI family protein, partial [Rhodovulum sulfidophilum]AB15
SIGYGLDSWLGTKPIFLVLFILLGLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MCE8458774.1 iron-containing alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
MAGFDFAAPGRIVFGRRRAAEVLPALLGWGRRILLVRGGSVVFADRLAADLADAGAVVCQIRGRGEPDLPMLEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPVLTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGG
>MCE8458775.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB15
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLTSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLREEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MCE8458776.1 flagellar hook-basal body complex protein, partial [Rhodovulum sulfidophilum]AB15
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASTTGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNS
>MCE8458777.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB15
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQIMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MCE8458778.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MCE8458779.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDVKRQFVARELKALLEAGMIEKTPNPDRARSFLYRLTPESAELI
GAIREREVLTFAAFSDQFTEDELLAFRKIMEALYANMLAGENRDAQQEDGSPS
>MCE8458780.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB15
MGQQAMSFDKLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGTLPREFELKKAVDKQFLVLQATTGA
LERKAEMKKLADLTLRLEIEREARRSFFK
>MCE8458781.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB15
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RSHTRRFAELCKSFEPVMYEVAASYD
>MCE8458782.1 universal stress protein [Rhodovulum sulfidophilum]AB15
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MCE8458783.1 hypothetical protein LZ188_20060, partial [Rhodovulum sulfidophilum]AB15
AALEAISAALEPAARRVLEAAGADPGGVAGWLAAERAAPASQETRDPAELLREGLAMARGTRPPATGYAIGQIWRHWQNR
LRRAVNPGTASPETVAALIGFDEGLKRYSYGPPAETAEELSILIEAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVM
IDAVLPSPALERLEEPALAGLRDAGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASA
HRWAEGVLDRAALGAARAASPG
>MCE8458784.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLHHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVA
AYLGHAEDPVADARAGAEAILAATLPVARQGGLPSARTGAPP
>MCE8458785.1 hypothetical protein LZ188_20070 [Rhodovulum sulfidophilum]AB15
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MCE8458786.1 hypothetical protein LZ188_20075 [Rhodovulum sulfidophilum]AB15
MKLLSTTTAALALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDRAASEPSEGG
EGEGGESSDT
>MCE8458787.1 hypothetical protein LZ188_20080 [Rhodovulum sulfidophilum]AB15
MSGLTAVALLGATLIAFVMMLVGLAMMLFRPGRRKRGLTIFLATPVIWVWVMVAMVSWSSTQAGFDGFMDQNEARSAGID
DPVEWAAIRAERDAEEERIAAEAAAAAAAEERRKGFHCLSGRDGAHPAFKRIVKNSMREPDSFEHVKTGVGPVTDGWHTI
RMVYRARNGFGGMNVGEAVGRYRNDDCSVEVLSLE
>MCE8458788.1 hypothetical protein LZ188_20085 [Rhodovulum sulfidophilum]AB15
MTDLDQAERLRLARRRAGFREASDATERFGWKYPTYAAHENGSRGFKSRAAEYARAFKVDLSWLLTGQVAPAARETDGRV
TGMTEPEVQALRPGQKHYPIDLDHAARILAPESSRPAFFLLSRDLPEMSLRSGDLLVCDLHPPTDPGPGSIVLVQIVDEA
TGAAETVARRLYPPYLTGDPAHNARPLRFDPVSMSIMGRVVASFRYCG
>MCE8458789.1 hypothetical protein LZ188_20090 [Rhodovulum sulfidophilum]AB15
MDDIFAIWQSLAEMARDMGEKYPTVAAWKRRGIPARRDADVIAAARRRGVDLTYEQIGLARAAFLAPEREEGTAC
>MCE8458790.1 hypothetical protein LZ188_20095 [Rhodovulum sulfidophilum]AB15
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MCE8458791.1 light-harvesting protein [Rhodovulum sulfidophilum]AB15
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MCE8458792.1 light-harvesting protein [Rhodovulum sulfidophilum]AB15
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWLGDYYSGSFEAASLVSNATTLLS
>MCE8458793.1 PucC family protein, partial [Rhodovulum sulfidophilum]AB15
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQ
>MCE8458794.1 heme ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
DRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDRAGAQMARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDR
NPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEILNLSDRIAVICGGRIMGERRADETDETELGLMMA
GLGGRAA
>MCE8458795.1 ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MCE8458796.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAVTLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNI
>MCE8458797.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB15
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MCE8458798.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB15
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWAKAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGVLTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MCE8458799.1 AGE family epimerase/isomerase, partial [Rhodovulum sulfidophilum]AB15
LTRRAEAALTEAKAVEACQGLMRFLQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARRSLPVAKEETR
ASSTA
>MCE8458800.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MEETLERTELERLFAEAGIDYDFYSKKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVRDPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MCE8458801.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB15
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLGRHWRVVHSDPEPAHQPDGLIVALRD
>MCE8458802.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB15
SALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVMRGRAEFGPRA
LGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLDETDLAEWFERPQPSPYMSMTLPWRPGVRDRVPAVVHEDGTGRV
QTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVPS
>MCE8458803.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGEIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MCE8458804.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB15
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MCE8458805.1 zinc transporter ZntB, partial [Rhodovulum sulfidophilum]AB15
MSTAPLQPLAAFDIGPDGSTRPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAG
>MCE8458806.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB15
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MCE8458807.1 BAX inhibitor (BI)-1/YccA family protein, partial [Rhodovulum sulfidophilum]AB15
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLV
>MCE8458808.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTQVSTNIRAARDVGRAGLAKRVFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MCE8458809.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MCE8458810.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB15
MGMELAGTVEALGEGVDPGLAGTRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPG
ETLLVTGAAGGVGLTAVEIGKAMGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAA
AMRACNPDGRLLTIGFASGEVPQIKANHLLVKNLSVIGLYWGGYLSFHPEILTDSLATLFRWHAEGRLHPHVSHVLPLER
AAEGLELLRRRKATGKVVIAME
>MCE8458811.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB15
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLCAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MCE8458812.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MCE8458813.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB15
DAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVGLGKTHLMHAIAW
DLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQNKQIVIS
ADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRITTNVRVLEGALTR
LFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIAMYLAKQLTQRSL
PEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MCE8458814.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB15
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MCE8458815.1 family 1 glycosylhydrolase, partial [Rhodovulum sulfidophilum]AB15
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEE
>MCE8458816.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGQSWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVGHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MCE8458817.1 hypothetical protein LZ188_20230, partial [Rhodovulum sulfidophilum]AB15
MPRRLTAFLAMTALAFIGGLLTTPAPADGSRQQPDHGTRMAAADPAAHGSAHHGSAGAHGAGPAASVPADGICRGFGPQA
PRDISAPAGRNGRIFNMAPPAARMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELD
>MCE8458818.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB15
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MCE8458819.1 LysM peptidoglycan-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
RHVLRADLLAADGGVAARIETPFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQI
SDPDLIYPGQIFDLPHVE
>MCE8458820.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB15
MRTIRKVAPYLWPQGQGWVKRRVVLALASLLLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGQVV
ERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>MCE8458821.1 TIGR01244 family sulfur transferase [Rhodovulum sulfidophilum]AB15
MAEDMNRNAEGLDLPPMMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPV
RHAPITPAMIAAQTEAMAALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATGR
>MCE8458822.1 hypothetical protein LZ188_20255 [Rhodovulum sulfidophilum]AB15
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MCE8458823.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB15
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGAVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPAAGPGCELALACHYRVATRAAALSLPDIALGLPPQAGTTSRLPRLTDPVTALEMMLSARSLSAS
RARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGPGPDGAVRARR
>MCE8458824.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB15
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLEPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MCE8458825.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB15
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MCE8458826.1 PucC family protein, partial [Rhodovulum sulfidophilum]AB15
FFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATASGLAVALGGALRDGIGHLATAGVLGEGLNTPA
TGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MCE8458827.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB15
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MCE8458828.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB15
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MCE8458829.1 pullulanase [Rhodovulum sulfidophilum]AB15
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MCE8458830.1 aminopeptidase P family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETRPGDWLKAALPQGGAVGIDPWLHTPRDLDALNG
>MCE8458831.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB15
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MCE8458832.1 hypothetical protein LZ188_20305, partial [Rhodovulum sulfidophilum]AB15
PLARALVGPGFLVFMAALLGAALLLGIRSDWAIFSAYRNMFSLEAIATFGLVAPVLKIFHEAGHALTATRYGVRLRKGGL
YLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLWYLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTR
LDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGSRPREPRHWGLVAYSVGSFLYRLKILYVIGFALLPRYLGLGI
VVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVALGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQ
ALAPGGPISGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDHPAKAAMAARQVMSLSDQVAVSAREIAGLTLTAP
ADGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKFQQGPVAAELRIAGEYLTLDPSAAALRTIIGVDR
ASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGLAARFREAQMADRSGI
>MCE8458833.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB15
ARKTAVKLLKDKGIRPPREGRRLPRTTGSRHNFGIAPNLLRRTFKASEPDRIWLADISHVPTDEGWLSLAAVRDMTTMEI
VGWSMSERLKGSLAVYAMRMALRNRRPAPICHSDRGIQYASGDYR
>MCE8458834.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB15
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALNVPEIVLNGGRRGLMVALAPADALAVAGAQPADLCAERG
>MCE8458835.1 aminotransferase [Rhodovulum sulfidophilum]AB15
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYERGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MCE8458836.1 ABC-type transport auxiliary lipoprotein family protein, partial [Rhodovulum sulfidophilum]AB15
ISEPWPFFDRAQATLEVRVADMLAESDGTFGLTGQFFVAPDAGGRNRAVPFAISAPIAAPAGPAEIAAARGVALRELATR
IARTGLR
>MCE8458837.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHL
>MCE8458838.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB15
MRAGFPKARAGMRVGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MCE8458839.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB15
MKTSKTSFTRRLFLGGLLAAPASSALGAPLDRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIPAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPL
>MCE8458840.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB15
SRFSDPAGGLTDAQSLAALTAELETLRDVVEAMPTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGE
TGSPRRQAIDIGAERDRWFDCVSVETHGASLHFALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPA
MSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPEPKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAV
AFLFEDISTEMSMTRRFRSEIETGQAVIDSLPEAMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCL
PSPSEAGAELPRRIRQREAWSCELVRRDGQRLDCHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MCE8458841.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB15
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>MCE8458842.1 phosphotransferase, partial [Rhodovulum sulfidophilum]AB15
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEDLAPYGPAEMAELGCLPFRWYLPGQGLSAPED
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDA
>MCE8458843.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MDSGQMIAERLKALIETRGTNNRAVALAAGMGPTGVRDIISRKTKNPTYANLLKIADVLGVDVQEITGGAHERPTIAIAG
KVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECEDGF
GWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRI
>MCE8458844.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]AB15
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>MCE8458845.1 BrnT family toxin [Rhodovulum sulfidophilum]AB15
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>MCE8458846.1 hypothetical protein LZ188_20375 [Rhodovulum sulfidophilum]AB15
MKTILTPTALALLAAPALAATETTEDLRAIRQPSSDSQGCFAPIPGTNAFQRTHAPGCIYYVAPTGNDRDRAASEPSEGG
EGGESSDT
>MCE8458847.1 hypothetical protein LZ188_20380, partial [Rhodovulum sulfidophilum]AB15
MNEPVISKCKICAKDTPPGAKKCTECGEFQSALSRVLAGLDLKGLLALLPLLTLIYAFLSERIEGQRSEILIGAPRCEIT
GVTVFASNLGNRHGLIQAVKFSATETEPGGLVLPEDDSVL
>MCE8458848.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB15
MGNTEYSSQEATFLEELNMYRSQMTRRTLFMALPILTSPVFAGSEAFDRDDGGRFSTNLIRAAQSSLEMKGYDPKGVDGI
LGPNTAAAIRAFQEEHDMPVTGTIDRRLLLMLGLIPAS
>MCE8458849.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVPGGRFVFSVEHPACTANP
IGWHRSSDGVPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESYVMPLLTQGFRLDYLGEPKPLPEFLEARPELSETLRR
PPVLLLSATKQE
>MCE8458850.1 cytochrome c [Rhodovulum sulfidophilum]AB15
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MCE8458851.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB15
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MCE8458852.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTATTDRIHKKRKFDQGLEGAREAFLRDGFKPASVAPILRRAGVSKATLYSDVPDKRRLFSEVMQRECDRLTGAARHEID
LSTPAETVLKTAARHISPALLSEFYQAVFRICAANTASRISARPATAPPRCGCSAIRHRNLAIGDEASAADRVVALCKVD
PYTRRRFRRGSDFKKAEIVGGSRARWRCSLRALAPTAGAQSSRRTRSWLPTCLVSKRLSSRTRSESLRLP
>MCE8458853.1 chorismate-binding protein, partial [Rhodovulum sulfidophilum]AB15
PTPAVCGLPCDRAARLIRDLEPVARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGA
KFGAFLSALGLPPDAALSDPSLHNQPNG
>MCE8458854.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB15
MALPEIASYPLPAPDALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRGPDHQDILPELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALATLPAEAACA
>MCE8458855.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAAAIEALAECPRAAAWLPCDLRDPEAVGAMVAEAETRAGP
LSLGLHAAGVLATGSLLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGARRVIAGDPGSYRAGIPLGKLATPEDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>MCE8458856.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB15
ERPKARRAAEFRAGRLAAAAASAALTGMPCLAGRGADGAPLWPAGLTGSISHSGGQALALVGPSARRAGLGVDIEGPLSP
RVAAEIAPVALTPEERACFGTDPVWVGLIFSAKESLFKALSPRIGRRFDFDAARLLPGGATRPPLLCLTCDLAPGWEAGR
RIEPVLITHEQGVMTAVALQPRKVAPPST
>MCE8458857.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB15
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MCE8458858.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MCE8458859.1 methyltransferase [Rhodovulum sulfidophilum]AB15
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
IAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RHGVALSWPG
>MCE8458860.1 DUF465 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIER
>MCE8458861.1 DUF5928 domain-containing protein [Rhodovulum sulfidophilum]AB15
MATIAYLLLCREGPSATVALAERLSAAGDLVALHVDRRARPADTAAIRAAVAGNPSVVLARSVRCDRGEWSRVQAVLNAA
RAALATFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDFQAMGGGGQMAWRPICRQDVAAPWRRAGIRAALAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVLRFSRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTF
GLVAENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRGRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MCE8458862.1 cyclopropane-fatty-acyl-phospholipid synthase, partial [Rhodovulum sulfidophilum]AB15
PTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAAEVEIRKAAPVEAVRRGAEGAEIRARG
GAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYAEESGARADRIDLTYW
MNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAWMRNGFHEDGLASAVD
VAEAIQRGGPEAVAA
>MCE8458863.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MCE8458864.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB15
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTEAPFAAFALGFGLLAAVAAVAMWRDWSLPAAPETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSA
>MCE8458865.1 cyclic nucleotide-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SESGAMTTRIIGPGGHFGERLILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKD
GR
>MCE8458866.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB15
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPELVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRSPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRTAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGTEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSE
>MCE8458867.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB15
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MCE8458868.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB15
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MCE8458869.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB15
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MCE8458870.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB15
MARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAY
YRVEGFNRPGIAFTSKPIEGKIRPLMTAGQIEDVVAYLMTLTQ
>MCE8458871.1 CsbD family protein [Rhodovulum sulfidophilum]AB15
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MCE8458872.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB15
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPVPSADEPPLPAPKPAETA
>MCE8458873.1 phospholipase D-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQFFRHLPLARAMARRAEARPDLRAILVLPAAPEDVA
FENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRRLAVEGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNG
RSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGGVDPAALDPRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPA
RKLGLPVPGVPPEIV
>MCE8458874.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAR
>MCE8458875.1 hypothetical protein LZ188_20520 [Rhodovulum sulfidophilum]AB15
MSRYLIILSGLALAALAACGTPERPETGVPKRITPEMLPQAPEASAPACTAEMAARFHQPEAGIFQIGAGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>MCE8458876.1 pyruvate carboxylase, partial [Rhodovulum sulfidophilum]AB15
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEEIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQ
>MCE8458877.1 hypothetical protein LZ188_20530, partial [Rhodovulum sulfidophilum]AB15
LDDSVLLLDPGSARMISFGVPDSHANGLVSFPGQQKPDCTVSLEFDILNFDQSAKRIDHRCGCPSS
>MCE8458878.1 hypothetical protein LZ188_20535 [Rhodovulum sulfidophilum]AB15
MRLPLFLILASLATTTAAQDRRDVHLFKYGGIGAQVDQIFGEFLYIMTEKLPLLASEVQGDSDISDLRNISQLALQPVMK
RGEMEDPFIRLGSLEARSTYWRDTGALAVLTGQVQAQGDSGLSITSNFFLGQLGQRVGHQNVSVKLAVRPEAYSTTKDSH
SVTILTALALSAIFPEAMNGDPDCSRSAASYALLDQADQRASSVLDEDAATGRRLKALVEETATVVKHECPLG
>MCE8458879.1 hypothetical protein LZ188_20540 [Rhodovulum sulfidophilum]AB15
MINPDQINILFYALGGSSNLGRNVATVLSLQLAQTGRQFPWPDNRESHDFNRTALVYDSAPLAPPTHEAAVAAASDLMAT
AQIVVWGATYRYGGAVLADLNVTLPMFTPAGTSCARSHLPCDFRQANFESWTIRTGGHSLSVGPPRRRFAVTALQLRPEI
VDRFTSIEGLPIRASRSVNSRIIGRTGEDLLFIEFNPGLPGTPSLVISEGVRGYVTLPEITGGVSEYAALVGGIVRVFRG
DWEWAEKSFYSVIENPASRTPAILDAHLYLGRVLIEQGRGAEALEILERAHGLARLNRRAVQYLVQGQLAVGGETGRARA
QAVLAESLNLFATDDPWLIEAAEIFPELFH
>MCE8458880.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB15
MLTIEGLGVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVHAGNLEVSGQVCLDGNPVPPDRLRGRVVAS
ILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAPFLF
ADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRMLVAA
HLALYGKELPA
>MCE8458881.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB15
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MCE8458882.1 hypothetical protein LZ188_20560, partial [Rhodovulum sulfidophilum]AB15
IWKLAEEGDPARGLPACLSCHGARPTAAVGLLPRLDGQRARYLEDRLDYFAGDAAPEVLAPMTEIASRLTGDERAALADW
FAARPPLAK
>MCE8458883.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MCE8458884.1 PQQ-like beta-propeller repeat protein, partial [Rhodovulum sulfidophilum]AB15
IWSTSIGAGNSRRYRITAPPVVVGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLFATTGYG
TLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGRVQWQIPGTPAPAAMLGGAAPAVTERLAIF
PFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAEDGAYGAM
LPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPASGALLA
EIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MCE8458885.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB15
LDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVHPAQSWEDCKAITFGVHEEARQCRLGAEKF
MIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEARHDCLYELEIAL
SQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMSLAQQVLIRAIL
SRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVDYEGVHLELRQALE
PWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPAEALHPVLPVNA
PLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEFPMTLDLRRPPG
P
>MCE8458886.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB15
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVLIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLD
>MCE8458887.1 hypothetical protein LZ188_20590, partial [Rhodovulum sulfidophilum]AB15
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLT
>MCE8458888.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MCE8458889.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB15
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRIEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MCE8458890.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB15
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MCE8458891.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB15
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAWGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MCE8458892.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQA
>MCE8458893.1 hypothetical protein LZ188_20625, partial [Rhodovulum sulfidophilum]AB15
RSRGGPGMTAALRSPLRTAPRSRCAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWTVNRCGRHAKTADAATLGIEGWQPIPRR
NRKGVIVQDAVRFTPCHWDPTPSQIAAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDLPPMRPWNQI
>MCE8458894.1 hypothetical protein LZ188_20630 [Rhodovulum sulfidophilum]AB15
MENKGIITISAFLSCLMMSCSQSGITALDNLTSTASNDGEYRKPFNLNYPMQSRFLSVNGLLPVPGPASSCLASSFRVAN
SIICFSPTKNTYVLTRRFPYQGSKNAQNDLKALRDNLTALQIKVAKLITEDAAGEERAANSTARDVLTSAAKISETIKSN
NYFIFRWLGSASTDAGGNVGANYSARAAANRSSSGIVIVAGLQVSQLMIGRSDFKSVFCPAPRATKIATLTMSAEHLLYL
TDANLGAAIEGTLKSDLKDIWSELSPETKIALNAYAQIGRAQENQGMFSAPTATTDDLPTALHPNNSKQVFYATMTDIET
LVRAMGQDCRSD
>MCE8458895.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB15
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKKARAAF
>MCE8458896.1 acyl-CoA/acyl-ACP dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQQAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIRDQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPDTTDYKGLSMFLAEKTPGTEDAPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISR
>MCE8458897.1 TSUP family transporter, partial [Rhodovulum sulfidophilum]AB15
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAALASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISR
>MCE8458898.1 hypothetical protein LZ188_20650 [Rhodovulum sulfidophilum]AB15
MSIRAIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMIGQGWAEVKGKLHCPACEAKRKATGMAKTT
TAPASNPDGALRQPTRAQKREIMDLLEGVYDTTAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAGALGR
MEALERDMRAVAEEAARQRAAAEKKLAEL
>MCE8458899.1 hypothetical protein LZ188_20655 [Rhodovulum sulfidophilum]AB15
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGVSA
>MCE8458900.1 hypothetical protein LZ188_20660 [Rhodovulum sulfidophilum]AB15
MTLAASRLRPVDAAELPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHP
ELAQNDAAILWMDDWLVEQGCGYRGSTWVERALAAWSSHMFDVNRAARARE
>MCE8458901.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB15
MFKTSYAAAAAVMLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDLSVYQGSY
GLGVAGFLDGPYIDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFIDGELVSPEERSGPNPYPLSGLSGTSISFGA
DAWNDSYKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MCE8458902.1 YdiU family protein, partial [Rhodovulum sulfidophilum]AB15
MTLSIRFDNSYARLPERFYSRQLPQPVRAPRLIALNSALAEALGLDPAALASEDGIRMLAGNRMPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEAATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAEARMRAANPAYIPRNHRIER
>MCE8458903.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB15
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPDAVFRQRTDMGDAGQIADFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRHSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLSSPRGRTV
SGQAVSVCGDCQMLT
>MCE8458904.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
AAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLITMLWLKAGPIINFDIGVEAGLPA
EQQSAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDSRRRIIS
>MCE8458905.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB15
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MCE8458906.1 TagF domain-containing protein [Rhodovulum sulfidophilum]AB15
MTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVPSGDAPEPGLWVANPPDEEDRPVAQILTDLMGP
IGAV
>MCE8458907.1 hypothetical protein LZ188_20700 [Rhodovulum sulfidophilum]AB15
MPDWMPDARPRLRPAEWQQNQRRAYGRAADSVELPDGWQPIPRRNRKGVIVQNHARSPPCVWEPTPARIAAARRAYLDWW
GYLLELQAALGAADLARIRITRDMPPMTPWR
>MCE8458908.1 hypothetical protein LZ188_20710 [Rhodovulum sulfidophilum]AB15
MTIANFGMIVPLQMGMLMLAGYKLTRENGMTEMLRCNEASGAIITMQEGRRILEKITEHDFGHSLGDWHNFLINDKKHSE
HYMRSSTWIGVERAVKAELRNPDRARLEALADQI
>MCE8458909.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB15
IPGAAARIGALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLETLAGDTRHWGIMLGDAHGREDLG
DLRVSFLGDDPGTYARVDGFLLIGASGWNEARQSLLAQALAARPRPVFCGNPDLVAPREDGLSLEPGYWAHRLADATGQA
PDFCGKPFPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQPCCREAGIHPDFVMTS
I
>MCE8458910.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB15
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MCE8458911.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
VSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVSHADGTVAVGSTSEREFD
DPYGTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLAPKVGELMAALV
LEGRDDIPEGFRVEASL
>MCE8458912.1 cyclic nucleotide-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
FVLAALLIPRLLEELRLEDLKLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVT
ESLRVPGEAKRVVGILATGFTLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDI
VRSEAKRFGERLDEAVKAAEAEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRT
GYVRASKASTGYGRTFRLAVVLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARR
SEAVETALDGLRLQYPGYAEELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKA
DLVRRLPLFADLDEPALRRLARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGHTVRLGRGEMFGQMSMLLQKP
RRAEARAIAPSTLLFLDELRFRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MCE8458913.1 hypothetical protein LZ188_20740 [Rhodovulum sulfidophilum]AB15
MAALCVAFLVLDPPFWLMIPIMAIGVASLDAIRAAMLASAVDLSERSEGTTLALAFVMMDGVGAFGAVSAGMPVGVAWQI
MFALAATFALTAYVLSAKCTECRRKSCPAVIVSRLGSANLEREDTPA
>MCE8458914.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MTAANLPAIRACRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTRQPVRFEITDGTRKSLAAWLDDPFMVGSEHLWPGRFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSM
RRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAISEAVEI
>MCE8458915.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB15
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MCE8458916.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB15
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MCE8458917.1 homocysteine S-methyltransferase family protein, partial [Rhodovulum sulfidophilum]AB15
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSLD
>MCE8458918.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB15
MTVTAIIVAAGRGTRVGGDKPKQYQYLAGRPVLARTIEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWKGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAVYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MCE8458919.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB15
MSLALNIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGVVLTALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MCE8458920.1 CinA family protein, partial [Rhodovulum sulfidophilum]AB15
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLTETLQAHGAVSEQVAAE
MASGALAHSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETITETVEFGAIGRDRVRAATRD
>MCE8458921.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB15
MTSSVRAAAEGAAKVEDVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVER
>MCE8458922.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNILD
>MCE8458923.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MEKVMGAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALTGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MCE8458924.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB15
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MCE8458925.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
EPWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHTGQGRDVETVIVGGEVVIEGG
EPLRVDRMAVLEAAEAAAAALWDRARAEAALPR
>MCE8458926.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB15
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MCE8458927.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB15
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MCE8458928.1 beta-ketoacyl reductase, partial [Rhodovulum sulfidophilum]AB15
AGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTATALDRLGRALSAGACGPTLTVAPMDWSRMAGTLPVLDTPLF
DLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEERLG
ANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>MCE8458929.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB15
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEETGIAPAQVDLLMGTLSKTFCSCGGFLAGSEAVIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDVIDAAVASAAARIREVGGARF
>MCE8458930.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB15
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAKEAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MCE8458931.1 hypothetical protein LZ188_20840 [Rhodovulum sulfidophilum]AB15
MLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>MCE8458932.1 glycogen/starch/alpha-glucan phosphorylase, partial [Rhodovulum sulfidophilum]AB15
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTP
>MCE8458933.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
MTQFPKRILVTGGAGFIGAHLCRSLLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLELDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRP
>MCE8458934.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLSAAGNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGFGDRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARTIADETVLVAEGRAHPPRPTERLLADPPPALRAY
>MCE8458935.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
LDLAAIRFTLLQALASAALSTLLAVPVARALARRRFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGL
GPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAIPAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSF
AVALTLGGGPRATTIELAIYQAFRFEFDLGRAAWLALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQ
DTACLGLAALFLILPLAMVTLRGLPGLADLPASVYAAALRSIAVALGSAALTLALALPMAIAIDRLDGLAGRTIQAAGTL
TIAASPLVMGTGLFILLFPLADPRLLALPVTATVNAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPR
LRRPIGFTLGLSAALSMGDLGVIALFSDPGHATLPLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MCE8458936.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB15
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFTDVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWREGTLFVKKSAPQKTPLEVYAALIAGEDWVDTAAPIENEEQ
WERRPALEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLGGKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPM
YEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDLACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFP
SLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPMNQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MCE8458937.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB15
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSAETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MCE8458938.1 amidase, partial [Rhodovulum sulfidophilum]AB15
MASDWLGMSAGDLGRGIETGKIDPIDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARL
>MCE8458939.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPGSAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MCE8458940.1 hypothetical protein LZ188_20885, partial [Rhodovulum sulfidophilum]AB15
LAELRLGDGLVSIRGLAGQGRPAAPPADPHGGAGPGSMTIYAVVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADP
EGHVWTFGSYNPLSRD
>MCE8458941.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB15
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPDETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEESGRWQKKAESGG
>MCE8458942.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB15
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MCE8458943.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB15
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAGRVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MCE8458944.1 MarC family protein, partial [Rhodovulum sulfidophilum]AB15
GICLGLFMTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MCE8458945.1 DNA-3-methyladenine glycosylase 2 family protein, partial [Rhodovulum sulfidophilum]AB15
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFR
>MCE8458946.1 MFS transporter [Rhodovulum sulfidophilum]AB15
MTDTLPSPAASPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MCE8458947.1 phytoene synthase, partial [Rhodovulum sulfidophilum]AB15
PARREGVPAQAVPAARAAWRTRAILSRAAAEPGRVLEGGLEDAEIARRAGLLWRALAGRW
>MCE8458948.1 hypothetical protein LZ188_20925, partial [Rhodovulum sulfidophilum]AB15
MTRVTLVAATGFATALILATAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDR
>MCE8458949.1 hypothetical protein LZ188_20930 [Rhodovulum sulfidophilum]AB15
MRRPDAARSRPAAALAVLFLAAPAAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALRPTYLLLLQRYILDGERRARDQYVRLSGLCDDVGRAFGLKGHRHAPR
>MCE8458950.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB15
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MCE8458951.1 hypothetical protein LZ188_20940 [Rhodovulum sulfidophilum]AB15
MARLPLCLAAAVLPMLAACAEFPEIDAAERAASGPTLVPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>MCE8458952.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MCE8458953.1 hypothetical protein LZ188_20950 [Rhodovulum sulfidophilum]AB15
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MCE8458954.1 hypothetical protein LZ188_20955 [Rhodovulum sulfidophilum]AB15
MPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGLFDDE
GREIARIDRISGLDRGMLAFKPSNGF
>MCE8458955.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB15
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MCE8458956.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MPQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLSRDHAAELHAAQLLDGAIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIPPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFAMGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>MCE8458957.1 beta-hexosaminidase, partial [Rhodovulum sulfidophilum]AB15
LGIDVDCAPVADIARPETHEILKNRCYCTDPSAVIDCARATAEGLLAGGVLPVVKHIPGHGRASADSHLHLPRVTAGAPE
LEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIREDIGFTGFLMSDDVSMQALSGSIGDRARAAIAAGC
DAVLHCNGDMNEMTEVAGACGTLKGAAAERAARALACRRPPEPFDAAAAATALDGMLGKIAHG
>MCE8458958.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB15
MAEQGTDPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MCE8458959.1 SMC-Scp complex subunit ScpB, partial [Rhodovulum sulfidophilum]AB15
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMP
>MCE8458960.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB15
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADQLVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MCE8458961.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB15
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MCE8458962.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB15
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MCE8458963.1 cytochrome c [Rhodovulum sulfidophilum]AB15
MKRPFLIGVAGGAAVAVGLGGWLWLRHPGADVEAGGSRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWGFGDMAPVPSVSTADIASVVRFVREVQRANGIR
>MCE8458964.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB15
DLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTVIAEIRGLPAGFM
TLGRDGYLDFAYVSPDWTGRGIGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVIRHGVALTNFRME
IEL
>MCE8458965.1 hypothetical protein LZ188_21010, partial [Rhodovulum sulfidophilum]AB15
LMAKKPKAKTRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGEVEIWLGETLVWT
EAQYRRDEAAGTGDPYHWGQVGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGA
PQIRVRCRGKRVYDPREWTSSALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETAAPWTGGAIAARFYFGRRYPGGLD
PEAGLSPDLTATRGEILEASRMERGADLFAAFDVALPDAPEGVIWEQGGAVYGAYLGVTGDDLVFRAFSGEASGPKLARA
TLPVSAVAGRRGTIYVEIDRTAGTVALWFKGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPL
ASGRTENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNT
VKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRL
GDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTISCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPSMTE
ELYETRGGGGVKTRVRLAATTDNPFVETWQFAWRPVS
>MCE8458966.1 lysylphosphatidylglycerol synthase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MGETLTEDARPETASARHWGWLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLID
>MCE8458967.1 protein dehydratase, partial [Rhodovulum sulfidophilum]AB15
DLVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARPAAEGGEVRRLTPGPVLLFRYSALTFNGHR
IHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKRACPSRFAFRSVSTVFDTADMELHASCEGHSLRLWTAQAGGPVA
MEATASW
>MCE8458968.1 translocation/assembly module TamB domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
ILSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPALPAEGKVTLSA
PKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGGLTVGRLDIET
PRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLARDASSADLSL
KGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGRARLDLTGRLG
GGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPSTGLGGGGELP
DIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVVASGQFELIRG
RLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRILFGRGLDTLSP
LQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEINLNLDVSPYV
TLKGHAGAEGDTGIGIFYERDY
>MCE8458969.1 hypothetical protein LZ188_21030 [Rhodovulum sulfidophilum]AB15
MNADPNRRGSAAVGFLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>MCE8458970.1 peptidase [Rhodovulum sulfidophilum]AB15
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKTKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>MCE8458971.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB15
MDILMIMNGLGIGGAELQFLELARCLARRHRVRLICLQGDAALGHGAQSGGIDTLRFCYRGRVRVRAAGQLAAAVRTARR
LPADVVLTTSFIGNAVGLAAAAGTGRRLVSLQTVSACKRYRRADRAILRRFDLLIAGCEDIRQFLLSHGQDPQRLRTVNN
WVDFSARRQTASAAATRARFGLPETGALVGCIGRMHVQKGQEFLIRAFRSLSAAETGATLVLVGDGPRMDEMRQEAAGDP
RIVFTGTIGGDDYTNLLAAFDIYVQPSRFEGLPRTLLDAMYLGRPVIATGVNGNRDAIRDGGNGLLVPPCEPAALAAALG
RMLDDPALAARLGARAAEDARSGFAMETQTARIEEILCAR
>MCE8458972.1 hypothetical protein LZ188_21045, partial [Rhodovulum sulfidophilum]AB15
MIPLAITCAAVPAFVLAGASGPRQGLFLLVALFPLLPYYFAIPIGGGGAGFAAARLGAYALCAMILVQLALAPGGWQPAF
RALLRQSWILWLAAGLALARLVSTLAHQPLGALYYWADELVLLGTVFLLSVRTFLDLPQIERLGRLLAAAALLQVVLVLV
ETALGHHLLSGLVDIEVSTVGAEVLDGRIRDGLHRAQALFDNPLSLAEYLLYMALAVVFLRDLRRPRRRAGTWALLGLIG
LAILQTRARFPVLLMGGSLIE
>MCE8458973.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB15
MTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAGAGSHLRLTTQAAERAYRAQPGETGQVTNRLTVAAGARLDWLPQETI
LFEGCRLERSLVAELAPGARLLLVEPLVFGRALMGESLRAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGA
GALASLVLVAPDAAAHLAPLRAILPAMGGASLLAEDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MCE8458974.1 urease subunit gamma [Rhodovulum sulfidophilum]AB15
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MCE8458975.1 urease subunit beta [Rhodovulum sulfidophilum]AB15
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MCE8458976.1 hypothetical protein LZ188_21065, partial [Rhodovulum sulfidophilum]AB15
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAAETAADPVADTATETVAEPVVDAPARTSGQPSVVAAAPAASNAPAGSPPVTAPK
RASEAGPAPGSEPEPEPAMAAAAPAAA
>MCE8458977.1 DUF1674 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELR
>MCE8458978.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB15
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLEGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALLPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAVALAAATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERLLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGAAVKPLFPLQSTLIDRALSLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIAFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MCE8458979.1 heparinase, partial [Rhodovulum sulfidophilum]AB15
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRL
>MCE8458980.1 hypothetical protein LZ188_21085, partial [Rhodovulum sulfidophilum]AB15
RLPMPRQPRLVHGCIWDAPLKAGMEDLAVPTGASEASALSAVRVRWAEGSIINEVFRTGRVRLFRRREHLTG
>MCE8458981.1 hypothetical protein LZ188_21090 [Rhodovulum sulfidophilum]AB15
MTVTPTEIPGPFPLSGKRFSQTAAEIGEILEDALRGRNNLSDLKDRDLAEMLNLFGNNNMQYDTVAYVADIEADLPGRGS
GFVFCDTKTSNTPVARNWHVGFWVRRYRDARGFLIIQTENTGEVWLRSYNSAVYGWGNYVCINRHLSDTLARDDGSTEPG
LLSGAVLGAWRDAVCLGHGQRWTDVKADRAAGVTYQNSSKRPILVSIGVGGGTGAGFVYVSADNETFVRTSVIAASGAPS
CASFIVPPGHYYHITNWSGTIWSELV
>MCE8458982.1 hypothetical protein LZ188_21095 [Rhodovulum sulfidophilum]AB15
MEQGFYHPERGYWQTIGTPSAEIIATYPEGTIDVPLRPGPDHALVDGAWVPVEQDPAERLAAWRASATLSRLELASALIA
AGILTQGEAEDLAAQRMPGALAALVDPLPEDARSAVRLRLVGLAEFARADPIWDALLGPELADAVFGRQDGE
>MCE8458983.1 hypothetical protein LZ188_21100 [Rhodovulum sulfidophilum]AB15
MIEATESALRTALAILGAILLVWLRTDGLAVIARMGITLASAAIGYAAGPEIALWMGTPERLTIVGVTVLGPLALETAAA
TLLWLKRDPRHLAEVFRLWRGGK
>MCE8458984.1 hypothetical protein LZ188_21105, partial [Rhodovulum sulfidophilum]AB15
TSFRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFD
SAQSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFESPAAFPGGALDIKI
ALDPFEAEIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHL
GLRRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPV
EAVFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSETLVPGR
RLSAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDL
APGAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGQLTLRASLGETPAVERLSLEAPGLSAEGQVSLRPGGGLDTAQFSQV
RLGGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAIALDRVRVGNGLQLTGVRGQLSGSSGGF
EARVAGRAPISVSLMPARSGMAVRVR
>MCE8458985.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH, partial [Rhodovulum sulfidophilum]AB15
LARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MCE8458986.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB15
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGAQLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MCE8458987.1 keto-deoxy-phosphogluconate aldolase, partial [Rhodovulum sulfidophilum]AB15
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGR
>MCE8458988.1 phosphogluconate dehydratase, partial [Rhodovulum sulfidophilum]AB15
DRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNLGIVTAYNDMLSAHQPFERFPALIRDAARAAGATAQVA
GGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVPGLVIAAASFGHIPAVFLPAGPMTSGL
PNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGLHLPGASFVTPNTDLRDALTVAGAQRA
LEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILDIEDFARLSEITPLMARVYPNGLADVN
HFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAGESLNDKILRTAAAPFQKTGGLRALDG
NLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGPRANGMPELHALTPTLSVLQDRGLKVA
LVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEGALDRAPVTPDLSANETGLGRELFAAF
RANAKSAAEGAGIVV
>MCE8458989.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB15
TIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESLGETAGAVRD
YAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHNMAHISMAST
LIEDVLATPAQPDTGVRIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLIPRLHDVGAG
RITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGYDTRLGEGGA
ALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVVMDEGSVAET
GRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MCE8458990.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCALM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPTAIFLVLLARDPLLALATAVSAVVALPVFLTTSRQLSKLGIRRQDMQARAGARMIEFVQG
>MCE8458991.1 AMP-binding protein [Rhodovulum sulfidophilum]AB15
MDDFTPWPEDLARRYRERGYWRGLPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMQAYVEQLDPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPAPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWLEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPDLLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDREGRP
>MCE8458992.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MYDLTPMQAASWVNGHAGAKAAQGPSAHLYVELDRRDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFL
LRYNLRRLGTLDCQLALERIREDQSHQRLALERGEAVAFSLSLLPGDGSRLHVDLDMIAADPSCFPDLMDDLARLYEDGP
GCDLPPAGDFATHLGVRRSDPARPEHEAAARAWWQDRIAAL
>MCE8458993.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MCE8458994.1 hypothetical protein LZ188_21155 [Rhodovulum sulfidophilum]AB15
MATTPYLLQRGSTWSWRRRVPEFSTKTRHWQLSLRTTDRSIACIIARRLNHECDRMLDAITDGRLTPAQAKAWLTSVVRS
ELDRIERQRMISRMDPVGSSEEDRRLDWATARAWSHLASKGLHPELSDHDRRTVLKEGSSETDIASLETMLGVLSRDVLS
EAGVNKMLRTARESIQAATGETLNPAAETILSLYGNCCWPERPLPGPRPTVGKIQAWSKRAPLRGKSSTAPRPRSSKRAS
LFPSRRKPL
>MCE8458995.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB15
GLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGNHLCLAWSGLDAEGAALFTGDHVMGWASSMVSPPDGDLG
AFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRARGARLLELLSEAPATPAALARAIYTDTSPALLPAATRNV
LAHLIELRDKSLAVAEGGAVTEAVWRLV
>MCE8458996.1 ectoine hydrolase DoeA, partial [Rhodovulum sulfidophilum]AB15
TVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLYVKS
>MCE8458997.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB15
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELAARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>MCE8458998.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MCE8458999.1 sulfotransferase family protein, partial [Rhodovulum sulfidophilum]AB15
MLPLSQTETRRRLDAAQRLQRAGRTEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPGNTRFLKAARKAGLPPALLSALEARLAPEKAPAKGTRRAPLGSAPPKAAEAV
>MCE8459000.1 porin [Rhodovulum sulfidophilum]AB15
MKKVLFATTALVASAGFAAADITFSGSAEMGIVGGGKNAPGVSSFTGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKRLTEVYNAIGQYSIGDEETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDRTGGDNADNGYALGLSYNTDMGGVGIGFGLGYQYLEATAGGWAPGNLDDYTGLTWAAGTEV
DIIAATVSADFNNGFTAGLEYSNFDPDGPSGTSYGDIDHYSIGLGYSINALSLGVSYGKYDADNFIGDADGYALTAAYDL
GGGATIVAAYSDSDVDNASSNDDFETYSLGVVMNF
>MCE8459001.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB15
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIMRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAEEASGMT
>MCE8459002.1 hypothetical protein LZ188_21200, partial [Rhodovulum sulfidophilum]AB15
MFFFAARSLNFCLIEILNQFYPALYNFIKNEQDVKMTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGL
VKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSARHLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRAL
EL
>MCE8459003.1 hypothetical protein LZ188_21205, partial [Rhodovulum sulfidophilum]AB15
MRQGAEVLLPDAAEAGGRDAAWAFAAYQAIRSRLPDAQAGGAAREVASLSEAAEDVDLVLLDAYGVLNVGETPIPGAAAR
>MCE8459004.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB15
MTEQDLTTGPTPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MCE8459005.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB15
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MCE8459006.1 magnesium chelatase ATPase subunit D, partial [Rhodovulum sulfidophilum]AB15
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAM
DGDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFP
EEEPDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATL
>MCE8459007.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB15
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MCE8459008.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB15
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MCE8459009.1 hypothetical protein LZ188_21235, partial [Rhodovulum sulfidophilum]AB15
RLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEVRHSEARQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASV
EDMYRPDRRAWSETSRASVTP
>MCE8459010.1 penicillin-binding protein 1C, partial [Rhodovulum sulfidophilum]AB15
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLKPETAALAAR
SPVPETRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGARPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVR
>MCE8459011.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB15
MTITATTRGGTEYIPEFLMAIDQGRCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MCE8459012.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB15
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MCE8459013.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB15
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MCE8459014.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN, partial [Rhodovulum sulfidophilum]AB15
ALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLETGARKGGANLLIAHAHGRHAAQALGLPLLRAGFPIND
RLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MCE8459015.1 phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB15
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFM
>MCE8459016.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB15
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MCE8459017.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRRLQRGNDPQRPAPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVSTRIDTDVLRLY
RADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDAELKPFAALARL
RPSRDDAEGGGTPE
>MCE8459018.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
SGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRALAEGGATVILGAVF
DTAAHRAQIEGRLAGLRVDTLWLDAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRIDTNGGLETTLVRLRA
ALS
>MCE8459019.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB15
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPGLAIASAAPRWISAPAIGAEPHP
>MCE8459020.1 hypothetical protein LZ188_21290, partial [Rhodovulum sulfidophilum]AB15
SRSFATISSGLCLFCPIRSAFIRLESLLQDGQLFWGQTRMPIPPVAVMLAEGLPVLGSGVRCRAGAGGTELAGLLRKT
>MCE8459021.1 FAD-dependent tricarballylate dehydrogenase TcuA, partial [Rhodovulum sulfidophilum]AB15
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLCGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGG
YPAAEFAADIERLVPSDNGLAGVLARGSADLGSWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLCLIVQTADGPRSLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AEGTARLPPLLYPPLTAENPADLARLCGIEPGGLVATLNALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLAEGGSAHRVFAAGASMAGALLGQGYLSGTALAIGGVFGRIAGAGAASLADHGVGQAGPATDKL
RQASAVPALQPAPPQPAAPAPEPEPEPWDEAARALSICNTCGFCTGLCAVFPAARLRPALGTGDLRHLAHLCHDCRSCHY
DCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAG
>MCE8459022.1 hypothetical protein LZ188_21300, partial [Rhodovulum sulfidophilum]AB15
ILELILGADVHLLRTLDWRADIAGRRRAGEPVARALAANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPA
MAVIAA
>MCE8459023.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB15
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRVEIAGR
>MCE8459024.1 hypothetical protein LZ188_21310 [Rhodovulum sulfidophilum]AB15
MIPAPNLLPSFDRGLPDDLRRRAEILPVGPAAGFNGKRYGWVKRQRPGTDAETGEHRDFDAGHPCGE
>MCE8459025.1 hypothetical protein LZ188_21315, partial [Rhodovulum sulfidophilum]AB15
LGGALIPKARESEVAERLDEIQRKFKKKKFLHAADINHVQKIYLIREILALDIDIFGVVSDKNTLGGFRTRSRGNPQQYY
NRTALYLLNILGRHLRDRNIPGDAVEIVFERREHDYEQLQRYIKKVAGNPTGDDVDSIPHISASSIKARKKEDSHIFSVP
DIIAHAVFSAFDRNRNNFGITESRYLRELLTSSLHESSGLKLYLIQSSKMKDICQPTSDLLREHGMFVKPRKPVQPSENL
EATL
>MCE8459026.1 PfkB family carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB15
VRQTLEAEGVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEA
ASFKAMRIAREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALV
NIRKVTAAMIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAF
AVSRHGCAPAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARL
KDLALDAMLAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVAAWPRDHVIKCLVFY
NPDDPEALRRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSTV
IERNDRWCRGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDDAAKDRMQARFEQLIDCWQS
ARQAKAA
>MCE8459027.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB15
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDLESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDARIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVSE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVR
>MCE8459028.1 RidA family protein, partial [Rhodovulum sulfidophilum]AB15
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLV
>MCE8459029.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB15
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>MCE8459030.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASQLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MCE8459031.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MLGIKKTFAMLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPG
LATEWAVDAEDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEIT
TKTPDATLPYQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLP
EPNARAAALLSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGG
LMVPAKGFLPPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVE
FMVVEWNQMINLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAE
QDEVMRRTHEKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MCE8459032.1 alanyl-tRNA editing protein, partial [Rhodovulum sulfidophilum]AB15
MTDPLYRSDPYLREAAALVTAHADGGVVLSAPLFYPRGGGQPGDCGRLVWEGGEMVVADTVKGEAGAELLLAPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVVRTGEIGPVRIGK
>MCE8459033.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB15
FFVYPSIMTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIWGARVADLTELWARFT
AGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFLAGVVSVTTAGIDLSS
LAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDRTDVIVPNADLIAGQV
TNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRVILRDINYGLSVRTEL
NHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQAPGPFLPRQSAEPQPEPLDDLGGDADGDGGDGPR
>MCE8459034.1 benzoate/H(+) symporter BenE family transporter, partial [Rhodovulum sulfidophilum]AB15
MGSGLKLSHLVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGF
>MCE8459035.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFQLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGQWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MCE8459036.1 DUF2339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
GLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAAVS
LVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGSLGLLWLH
EPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGGALASGAGLVLMLDGASPAAAAFGY
ALLLLVFSGVALGLARAPAFEDLALLPGVAALVGLGLHAALDAPLYSAFRAGLDRLPESPAPTTVWWLVAGGAALSVIAF
LRLARQIGTDHRGVWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETGLFAA
SALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGIDWALHGAGTLDVLLAHL
GPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGGEGFETHWAQGLTATVWILAAFAQIWRLPHDPSLL
RPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALR
>MCE8459037.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB15
SSQLRRLDLSALPDKLMGRGFPYGMVPGPVSFPLVLFRDGPGEVPADRIQQALALTTGAVHVLSRNAGRRRGKGRDRLRH
WSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALRQDPVLAHAGASLVRRDGRLWRSGFRERAGEAGLA
ALGRDAHFLDPYQFRLKPSAMLDPCFGLARVAALRDAAAHVGRRDGPRMTEAILRLAAPLARFGQPVFAAQGCALALSED
EPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALAAR
GVVCLTDPVVRNYTQACEHIAAAGYERLSFLLTRIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREF
SAQATFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHYPNVDAVEYIL
DELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVA
TSLAAEGMGLQAGRDILVADTPEAFAEAVISLHGDEMRWTRMSRAGYD
>MCE8459038.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPP
>MCE8459039.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB15
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MCE8459040.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETEIRHAAQAALDTAVAAGVLTETRAFDYVR
REIYEDFEAFMDRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MCE8459041.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SIPQGRRLFSDLTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPT
EGLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MCE8459042.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB15
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAALVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MCE8459043.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWI
>MCE8459044.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MCE8459045.1 C40 family peptidase [Rhodovulum sulfidophilum]AB15
MSGPAGLDRRETPANDRVAAARLRGVVEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGVAFGWAA
RDGFVGYVAEAALAADGPAPTHRLAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERALGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVGAD
>MCE8459046.1 leucyl aminopeptidase family protein, partial [Rhodovulum sulfidophilum]AB15
PFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAPKGGFAGSITAALFLRRFVGAARYTHFDIYGWQ
PADAPARPKGGVGQGARAILGALPGVLKL
>MCE8459047.1 5'-nucleotidase/apyrase family protein [Rhodovulum sulfidophilum]AB15
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGQTAIVQAYAYGRYLGRIDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPETDGRIAAE
>MCE8459048.1 SLC13 family permease, partial [Rhodovulum sulfidophilum]AB15
NSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIIIAAFR
QDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLDPEAE
ANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPEQARI
AGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRKTWIA
IGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLLGLTG
DMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGFSPDPFLMAVAVAASCAFLTPIGHKNNTLILGPGGYR
FGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MCE8459049.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB15
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MCE8459050.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB15
MFLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADTAALTDAVKARGFFPGPRVVFLEDATDALSDKILG
ALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLTQAGLGQADRAAMGTLLDLSTALDPG
DFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQAQGMTPVTLCIAATRHFRQL
HAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLIDTDLKLRSAQRAPQMALVERSFIRLAVMASR
RT
>MCE8459051.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB15
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MCE8459052.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB15
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGREDWE
>MCE8459053.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB15
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGADLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MCE8459054.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB15
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLEPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MCE8459055.1 penicillin-binding protein 1C, partial [Rhodovulum sulfidophilum]AB15
SLLFDAFARFGPPEALPPPPPGTLIATNSALPAPLRHFARPGASQGADPLRLAFPPDGADLALDGATLTVKLAGGTPPFT
LLADGRPIATGLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MCE8459056.1 hypothetical protein LZ188_21470, partial [Rhodovulum sulfidophilum]AB15
GSTSSPLASASPREIQTAKPPKSTSASFAIVARTNGATWPIHQPLQCPRHCRDRPRGLKPKAKGEVTPQAAFLQQRRSRD
RASGRAALTVGLQAVNHAITDAASDARHLRNLIERDLGAEPRTHANPSHTIKYPLNPCLHAAQHKVENALQRLKRLQRIA
RHCKKTKDAVMGFVHLAATLAWLR
>MCE8459057.1 glycerate kinase, partial [Rhodovulum sulfidophilum]AB15
GCRVEILGDAIEGEARDVAAEQARLARARQAALRPGDAPLLLLSGGECTVSRRGEGSGGPNAEFALALALALREQPGIDA
IACDTDGVDGAAEVAGAIVGPRTLERARRAGRSPEAALAANDAHGFFAAVGGQVVTGPTLTNVNDFRAILVRA
>MCE8459058.1 hypothetical protein LZ188_21485 [Rhodovulum sulfidophilum]AB15
MPGEAKPASSPETRALFRPRTFSALLLGTGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQDLT
GRARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANLTN
SVN
>MCE8459059.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB15
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRHMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MCE8459060.1 hypothetical protein LZ188_21495, partial [Rhodovulum sulfidophilum]AB15
SKLMANGAGLHSLRLARALEPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAAD
LTGILAALEGFPALRAHPLFAVCQEAGPCPIPP
>MCE8459061.1 hypothetical protein LZ188_21500 [Rhodovulum sulfidophilum]AB15
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFDRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALSHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MCE8459062.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MPALTVPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIDELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLDDRFLMLNGDSWFDILLADLAAAQAARP
>MCE8459063.1 GTP cyclohydrolase II, partial [Rhodovulum sulfidophilum]AB15
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLA
>MCE8459064.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MSSLKKILLVDDDIDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MCE8459065.1 hypothetical protein LZ188_21520, partial [Rhodovulum sulfidophilum]AB15
MTVTSIAVAFGLVAALRLRNSCAMSGRLTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAEL
AVACGPEGQPLMGVLTDGAEPPDGDFERPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRL
SGAADALDS
>MCE8459066.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB15
LGSGPKGRIVRVDIERLIASAPTQATAETTAGPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLE
AEADLEALMALRTQVNEGREGAARLSVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGA
DRMSLGTLSAEMKDLAARARAGTLRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPV
MSLTLSVDHRSVDGALGAQLLAEIRQGLEDPMSLLL
>MCE8459067.1 AraC family ligand binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASEGTVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EA
>MCE8459068.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB15
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPTEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVATDCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVDRSLADCG
LARRFEDLAAPLLAQWQEAGLMTVEAGALPLTLAGRFWQVAMTARLIAWTDQAVREDTSAKENAG
>MCE8459069.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB15
MDLTHKTAAIAEFLDRGGPAIWAIAVLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLD
>MCE8459070.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB15
MLEATGITVRLGSREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MCE8459071.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
GLLPAGIADALGYHLVPFAAFAGGWATTLVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWG
LGSLAGATWAKLAAAAPLMILALVAAPMLGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGI
VVPHLLRLATGPDHRPLLVNAALLGAALLIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGPLGI
>MCE8459072.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB15
IFLNDLGIDLWSLKRGEECALARLCSISGQERAPVAHNAVTALGDRQYALRGERFAAEFLTGPVTRFCPSCLAEDAAGAA
RPATRWRRRLIWTLSVVRVCPVHQLPLLSHRGGNWDDGAHELQELPWEKDALAVGPKASLRPSPLQVYVVARLAGASGPA
WLDGQGIEQAVRATEMLGAVIAFGSGQKASNMTESMWDEAGRAGWAVVSEGEAAIRTTFMDLLKHAETNPGSMHPKTAYG
MLYAWMSASRLTKDPGPIRPLLREHILDTVPLTKGQILLGSPVESPRVSSVAKIAAAELVHPMTLRNLLADQGVISASDR
EVPCGHIFLRYDDARPSIRMLKHAVPVTRLPELLGASRPMVAALLEIGALTRLAEVEAASSKMSKAVDGLEMAAFLERMQ
VRLLEVAEKPTTMVTLAKAAEKGRVKLSVILSMLLQGRLQRVCRLADVAGLAAVLVDPQEIKSKLALPRPGMSGELALII
LGFDPSRGRRVFCHPEAAPLIASQPYGEDVWVSPAALENFRQKYVTKKRLPLVMDARPLAIEKLLRERRVKPIWDPREFG
AAIYEKADLPKV
>MCE8459073.1 methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGAFAAALVVLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTAD
>MCE8459074.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB15
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MCE8459075.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB15
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELLPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
I
>MCE8459076.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB15
MRILVLGGSGFIGSHVVDALLARGHRVRVFDRSPERFRPTPAGVDFMPGDLSDSAALAEALAGSEMVFHLISTTVPATAN
LDPGADIRGNLLATQRLLELMRAQGPRRLLYLSSGGTVYGVPQHLPVPEAHPLDPISSYGIVKVAIEQFIRMEARLHELQ
AVILRPSNPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLARLCVAAAETGASGTFNAGAGEGRSI
REILDLIGEVSTLEVTPEIRPGRNIDIPRVVLDIAAARQAIGWQPEIALCEGLAETWAWTCAELAPTPPHRLVGPAPLHR
VGAAE
>MCE8459077.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB15
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRQVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MCE8459078.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTR
>MCE8459079.1 hypothetical protein LZ188_21590, partial [Rhodovulum sulfidophilum]AB15
VRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVMAAVKLCWRLRLTNDPRRAERLLLGDPEAGQPPVEPRICPA
CGELVTDSLGCGGGICRASDAFPKPVEEPADKAFREAVAELVDCAMKEGKVDGRHEDTAGPNALWKAV
>MCE8459080.1 hypothetical protein LZ188_21595 [Rhodovulum sulfidophilum]AB15
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MCE8459081.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB15
MTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAASRPLRLPPGTVGALIEATVHSDRFLSR
SAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVTLPRAPKTIG
HPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAECYA
GDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAETGASAHQIMSWLGHQT
LKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKP
>MCE8459082.1 hypothetical protein LZ188_21605, partial [Rhodovulum sulfidophilum]AB15
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDQGIAGGSSGEMPALEFSGLLTPLDCLASSQLD
>MCE8459083.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB15
MATSRLAAMRRVLKTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHP
PDAATGLFGTSPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDFVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDAAIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRSALGDAP
>MCE8459084.1 S8 family serine peptidase, partial [Rhodovulum sulfidophilum]AB15
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFEAAGALAEEMGLISAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRA
>MCE8459085.1 Hsp70 family protein, partial [Rhodovulum sulfidophilum]AB15
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGSRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FE
>MCE8459086.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LLGLGLSLAAGLGLALGLGLAAPRIAAGLFGQPDLAGPLRAIAPSICGFGAMLVIAESLKGLGRVRDAMLVSGVLYPVVA
LALIWPLAGMFGPSGAALAYALGTGLAALYGLRAWRRAVPAEPLGRSLAAGPLWRSARSLWVMSLVNSALLPWAPLFLLG
IWGGAEEAGLLGAALRISVLVTFFLAAVNTVAAPAFAALETRGDREGLHRTASRLALAVLLASSPVLAAMLVWPGRVMGL
FGPDFVAGAPVLAILALGQAVNAATGSVGYLLMMTGHERDMRNAALLAAAVMAVAAFGLIPAFGAVGAALAGALAIAAAN
LTNAWQVRRRLGFWVLPR
>MCE8459087.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB15
MRGITLKQPVFVVGHPRSGTTLLATVLGRHSLLAMPPETQYLIEQAPLDGHRLGAEDLDAILANPRIADLGLDRDAVQAA
FGATDRSFGAAFAVLLDIYRRQCGKPRAGEKSPMHLVHAERLLEWFPDARILCIERNGADVIASLMRMPWSHRIIRRHGY
DWLQSLRRGRALEARHPAQAMRVRYERLTAAPEAEIRRICAFCGLPFEPSMLSPGAAGTVPDWERGWKADAARP
>MCE8459088.1 PIN domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAGPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNR
>MCE8459089.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB15
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDT
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFAHVGGFALAALA
AGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAESAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MCE8459090.1 biopolymer transporter ExbD, partial [Rhodovulum sulfidophilum]AB15
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTA
>MCE8459091.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB15
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVMGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALATWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MCE8459092.1 hypothetical protein LZ188_21655 [Rhodovulum sulfidophilum]AB15
MIRIPRFVPVLTALALAPVIALVGPALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAE
GIVSQLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MCE8459093.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB15
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFNRETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MCE8459094.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTPASRGMDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRID
>MCE8459095.1 DMT family transporter [Rhodovulum sulfidophilum]AB15
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGVAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRILAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLKDG
>MCE8459096.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB15
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MCE8459097.1 NADH-quinone oxidoreductase subunit C, partial [Rhodovulum sulfidophilum]AB15
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPG
>MCE8459098.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB15
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MCE8459099.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB15
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MCE8459100.1 NnrS family protein, partial [Rhodovulum sulfidophilum]AB15
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGPGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLD
>MCE8459101.1 ModD protein [Rhodovulum sulfidophilum]AB15
MQPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGLATGAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MCE8459102.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SRRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDRDTRAGLWTELDALRRGRGMTALIV
THDPSEARALADRSVAIDAGRLNERTPLPCSPSTTRPSLAF
>MCE8459103.1 hypothetical protein LZ188_21710, partial [Rhodovulum sulfidophilum]AB15
HSEGALSQGIRAQAQDVSLVDNIIAHLADPNNAEEQVEKVKGQFALVNKGTLYYNDTVIYNWTGTKNADEADEINTNVDG
LDRAILDETTIQNFAADLLGKSTATIADLADYLRAQADGALDDVVDADLIIAFFRTGFGMDTGLRADEAVLRFAPDDRGD
GVRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSMTTAIEDLDLGDGGRLSVAQGRLDVEGTLAVGSSWGGQVTVDGAG
QFWTEGYGDSDLLSISVMGGRFANTGVFLGNADLTVGENGQAILATDGAGFLLQAGRTLTVMGDDAKVGFDGEGGLALLR
LDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGRFGDLDFTGLGEN
RNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPPTGASASILDW
>MCE8459104.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB15
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MCE8459105.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
GQEMAAAVAEIEERGGSAVLVVAEGRALGVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAE
LLPEDKLAAIAEMADRGGVAMIGDGINDAPALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQ
NVALALGLKALFLVTSVTGLTGLWMAVLADTGATVLVTANALRLLAFDPRRAARD
>MCE8459106.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB15
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPADAFPAENWRELRLDIDASVMPDIVASITDMQVLSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>MCE8459107.1 HlyD family efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB15
LQARIQRERAAAEAAQRDQLVSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAE
TDSRENMARLLSLRQERETAAARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGG
PGSLMTIADPVVVIAPTGGAMHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAA
RLAFDGDAALPEGLMPGMTLTSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MCE8459108.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB15
LSPDVAINHSGPALALHEANHPETLHLNSNIWDADPLSVTGGRPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRW
AEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGR
PIAWPAPTHGDPASPAVRKGRLLPWRSAADCIDWSLPCPSIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAE
RPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPSLTRFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLL
SLKGSARRDGAVSAPHPTVLAGGGHSAVVAPILTYAQQGGGNRSAEDPHHTICASKKDQNSLLAATMIHVGNGERPGQAP
RALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAREPMSTILKEGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTV
KDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGAFVTLEVDGQSFVVIDIGMRMLSPRELFR
>MCE8459109.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB15
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MCE8459110.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MCE8459111.1 hypothetical protein LZ188_21760, partial [Rhodovulum sulfidophilum]AB15
FAFFATPGSESLLKASGRVQTLGKTGPGSGLTLFLNHIAYVVEQGLDLVVRQTGCARIFQHLASQRAGQAHDTIE
>MCE8459112.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB15
MPTACDLVLTPTHLRFAGRRFPCSIGRGGITADKREGDAATPRGLHRIVGMLYRPDRLLPPAPWASPIGPAELWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MCE8459113.1 hypothetical protein LZ188_21770 [Rhodovulum sulfidophilum]AB15
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MCE8459114.1 GTP cyclohydrolase II, partial [Rhodovulum sulfidophilum]AB15
RVSLEEAALARAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKC
DCGAQLRAALAQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAV
RLMTNNPAKIEMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MCE8459115.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB15
SLFRGARGGALNPRLVARAMEDARTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLM
EIYEAAHPKA
>MCE8459116.1 hypothetical protein LZ188_21785 [Rhodovulum sulfidophilum]AB15
MNISMTSSALTGLGAARQSPTPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRSSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MCE8459117.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB15
GYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFHRLTTWLAPVLVFTMEDVWLSRFPE
DAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAAPVVHVRDAEVLKALKSVDFADICI
TSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCARCSAVLG
>MCE8459118.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB15
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVK
>MCE8459119.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB15
MAGGWARDGAVNDQIDASIEDELNRMKAERAPQGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MCE8459120.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB15
GVILASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFIMIFMGFFSCGYQLAFITAHFPPFVAELCGPIVPGGTLS
AIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITPGTVLVFSMVMGALWLAT
VPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFSALVHLPIRETPIPARAA
A
>MCE8459121.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB15
MLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAILPIGQVTGVIGGL
YLIWLLTRKRRRG
>MCE8459122.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTTHGPEQALPSRPSRPGEGRAWLAQQQSEGGLAPRIAQVSLPDHLEPGAVAVALAEALAGRAELTRLYRFDEECGLLVG
PGRGRPDLRLRWAASADGIGPVIDSCAAAPWDLSCQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELIPGAEPA
PAGETGTGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRS
GTGLAAAPDRSAAPADRVPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPD
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFIRTGEGQLLSFLFHHIVLDEWSVNLMMDE
LARAYAARAAGRPPLWAAPR
>MCE8459123.1 type VI secretion system ImpA family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPARELPAGAPE
>MCE8459124.1 type VI secretion system-associated FHA domain protein TagH, partial [Rhodovulum sulfidophilum]AB15
QPFHPPGRDPAAAQAAPAPAGPDRDEAFLRAFCEGAGLDPDLAKGADAEALARELGRVARVATGGVMRMLRDRASVKQFT
RSGERTMRSASGNNPMKFLPDTDSALEVLFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEA
GATGGNLLAGSRKARAWDTYVTRWDALAGKGENGMLDAFLEAFSEAYARAQGEMPD
>MCE8459125.1 hypothetical protein LZ188_21830 [Rhodovulum sulfidophilum]AB15
MKTILITASALALLAAPVLAATDTSEDQAAAVSPDSAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGS
GEGEGEGGESSDT
>MCE8459126.1 hypothetical protein LZ188_21835 [Rhodovulum sulfidophilum]AB15
MSDQQRRERKWFASLMWRIFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYLLAVLALAGAETVFELF
DPEQKE
>MCE8459127.1 phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB15
KVLVSDKLSETAVQIFRDRGIDVDFMPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDNVDI
PAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVADRAI
GLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDEAAL
AELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSITAEE
AKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAVSTT
TQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGVNIA
NFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MCE8459128.1 HAD-IIIA family hydrolase, partial [Rhodovulum sulfidophilum]AB15
ILGALALRRVPEADRYGTVRLEDGLLRAFEPRGAGRGAKTGPALINGGVYCFSRGIVEHLVEDGSLEAEVLPRLAADGRL
AGIERAGFFLDIGVPGDFEAAQSLVPAQRWRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATN
QAGIAKGYYSEADYLALRAQMYRDLAAAGAHIDDERHCPTHPDGTVPALAVRSDRRKPGPGMLLELKARWPVDWSRSAMI
GDKDSDMRAAAAAGLDGILFTGGNLDLLVEQVLQSRGGPP
>MCE8459129.1 AGE family epimerase/isomerase, partial [Rhodovulum sulfidophilum]AB15
MTPPTETPASGSARSAVPFEAGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEVVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQVAPGAENAVEPGHQYEWG
>MCE8459130.1 hypothetical protein LZ188_21855 [Rhodovulum sulfidophilum]AB15
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRR
NRKGVIVHDAVRFTPCVWTPTQSQIAATRRAYLDWWGYLLEVQAALVATDMTRICVTKDMPPMTPWG
>MCE8459131.1 hypothetical protein LZ188_21860 [Rhodovulum sulfidophilum]AB15
MLGYERSYGTGRFVCALIEIFGWLLVVVGGIVAIIGFGAGGVLGSGGFGSPRGAVISGFLSATPGLATVGIGLISIMLTQ
QTKATLDTAEMTRDLLAISRNSTHGPFGTASKSTGQASGVRQEPQLRRREPLAKGDIASDGQDEKNQKSPWK
>MCE8459132.1 molybdate ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTLD
>MCE8459133.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>MCE8459134.1 TOBE domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRLTAIITERSATEMGLAEGS
EVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKSAEALGFGIGSTATALFKA
SHVIVAMP
>MCE8459135.1 zinc metalloprotease HtpX, partial [Rhodovulum sulfidophilum]AB15
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSAEEIAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAP
>MCE8459136.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKTRGDQDAIVFVPDEPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAA
>MCE8459137.1 hypothetical protein LZ188_21890, partial [Rhodovulum sulfidophilum]AB15
SPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQVHPVGAQCDRGPAVS
>MCE8459138.1 hypothetical protein LZ188_21895 [Rhodovulum sulfidophilum]AB15
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGAGRRPMASH
RPAHREVGGDENAFAQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGLALLGLVRAHPANAPVSSPVLH
>MCE8459139.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB15
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MCE8459140.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
TRSPAPQTADARARLIAERDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAAGAIL
AAMSAPAGLRRLNLTDDLPAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTY
REGLAAILADERASATTAAE
>MCE8459141.1 molybdopterin molybdenumtransferase MoeA, partial [Rhodovulum sulfidophilum]AB15
ISAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLPTARAPLAAAVDANGPRTHYLRARLTPDGLLPFESQDSALLT
VLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MCE8459142.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB15
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MCE8459143.1 ComEC family competence protein, partial [Rhodovulum sulfidophilum]AB15
SLWVMLWSGRARALGLLPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRALSKPSGEGFVALSWLENDGDRADQATAF
ARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPPAGCRIFERAALARTGALALFPGADGPRL
VTARTLAGARLWAQ
>MCE8459144.1 divergent polysaccharide deacetylase family protein, partial [Rhodovulum sulfidophilum]AB15
PAPEPAAAPVAVPEPAAPENPREAAPATPTDASPAMPADTSPDGSAATSPESSPEAAAGPAPETDPETVPETAPETALDS
ATVPEIAADPETGPEAKPEVVPEAETAPEAGSEAPAVLPEVLPPPGPADPAMPGRAAGPLRPDAPLPMIGEQAAPVDAAP
EAARPATPTMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVA
VLGSGLADLAPEAAAARLGEAFDRIDGSIALVTPEGDGFEGDRDLTGAVLGLLEASGHGLVTADKGPNDALRAAEQAGLR
EAGIFRTLDDAGQDAETIQRMLNRAVLEARQNGHAVIVGHSHPETVTAIYAWALLSGPADAVLAPLSAVLRQSRP
>MCE8459145.1 DUF934 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
YPVRVALTPETDPDLLGPHLAQIAAIRVVFPAVADGRGFTLARRLRRMGFAGRLRAAGQLIPEQYPMARACGFDEVEIDA
DRALRQPEADWRSAAGRQGYLARLRRAVA
>MCE8459146.1 acetate--CoA ligase, partial [Rhodovulum sulfidophilum]AB15
RHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHSVVFAGFSADGLANRINDCGAKVVIT
ADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLMEHASPDCPPRELASEHPLFILYTSGS
TGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLANGATTVMFEGVPTYPDAGRMWQICQ
DLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHIGKGRCPIVDTWWQTETGGHLLTPLP
GATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGDHDRFQETYFSHYKGYYFSGDGCRRD
ADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIYAYVTLMNGVEATDALRKELEKWVRT
EIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEEL
>MCE8459147.1 peroxiredoxin [Rhodovulum sulfidophilum]AB15
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MCE8459148.1 hypothetical protein LZ188_21945, partial [Rhodovulum sulfidophilum]AB15
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFG
>MCE8459149.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB15
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MCE8459150.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQKADLD
>MCE8459151.1 hypothetical protein LZ188_21960, partial [Rhodovulum sulfidophilum]AB15
SILTRLGAAAAARSRAPRLAGWLGTRRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEAR
SDAPALSARALGDYGGTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFP
AAAPAWMTLAITLPLIGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAG
LAAIRLIRS
>MCE8459152.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB15
ALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLVLAPFRTQFLPVLVADYLAVHFALYGAMVLALL
AWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIRGLIIAAMAVGAVPYMLSDALMVEGGRAPVWR
SLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGRATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>MCE8459153.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB15
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MCE8459154.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB15
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MCE8459155.1 glucokinase [Rhodovulum sulfidophilum]AB15
MRLLGTVAGDLALQHLPYGGIYLIGGMARAVTPHAGPMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MCE8459156.1 P-loop NTPase, partial [Rhodovulum sulfidophilum]AB15
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIH
>MCE8459157.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB15
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLIEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYLDEYPEQDLVVQLARTSERFYVRLRWVDPTRDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMSPDAAPAPGN
>MCE8459158.1 molecular chaperone TorD family protein, partial [Rhodovulum sulfidophilum]AB15
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
TGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYCSAEARSDAAP
DAAAHQNLWG
>MCE8459159.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB15
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLSGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MCE8459160.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB15
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MCE8459161.1 hypothetical protein LZ188_22010, partial [Rhodovulum sulfidophilum]AB15
MILDDQTEVTAFLRAQKRGPDPLCEIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRGAEAGDLTEADAECLARTVAAMHARE
>MCE8459162.1 acyl carrier protein, partial [Rhodovulum sulfidophilum]AB15
FFEAGGSSLLAVRLQAALSRAAGRDVPIHIVFDHPTVLAQAAAFSPKPQPPARAASRRRFRQMAQSRGSTTRG
>MCE8459163.1 polyketide synthase, partial [Rhodovulum sulfidophilum]AB15
MTETTGKIAIVGMAGRFPRCPDVAAFWSALVGGDVPLEDFSRDELDGVPPGIAEHPDFVAQGFCLEGIDLFDAQFFGYSA
AEASRLDPQQRIFLETCWHAMEDAGQAPGDSPDRRTGVYAAANFDTYGAERPSGASLADPETYLRGVLAGDKDYLAARVA
HRLDLHGPAISMQTACSSSLVAAATAVTDLLTCGCDLAIAGGVGIRSRQKVGYLRREEGALAAPGGCRPFDAAASGMIDG
SGAAAVVLRRLEDALADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQAQAIAMALDMAGIGGDQIGFVETHGTGTPIGD
PIEYAALVEALGARPGARRLLGALKANFGHMSAAAGVAGLIKAALALHHGLVPPHPRFDRPNPRCGMEPAGFHVNTAPEA
WPRGSAPRHAGVSSFGIGGTNAHLVLEEAPEAPSASATDNALHLYPVSAR
>MCE8459164.1 RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEER
>MCE8459165.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB15
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>MCE8459166.1 4Fe-4S dicluster domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVAREM
>MCE8459167.1 glycolate oxidase subunit GlcE, partial [Rhodovulum sulfidophilum]AB15
AFEPMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGT
LGVLTEIAFKVLPVPEAAATLMLKGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLG
RFGGARVESDPLAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVEEGRDIRPDLA
GISGHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>MCE8459168.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGSRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVR
>MCE8459169.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB15
MRRFVPLAVTLGLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWTFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDVLGYGTVLAMDKLAPKDRARLEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARYGMA
P
>MCE8459170.1 chorismate mutase [Rhodovulum sulfidophilum]AB15
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MCE8459171.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRIEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MCE8459172.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB15
MPVIPGLTTERLALRGPELRDFEALRAFYASERSGFVGGPKSAEGAWRQLATEIGHWALRGYGRWIVTERAGGRTVGMVG
LWNPEGWPEPEVAWDLFEGCEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPVPEACR
>MCE8459173.1 hypothetical protein LZ188_22070 [Rhodovulum sulfidophilum]AB15
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8459174.1 hypothetical protein LZ188_22075 [Rhodovulum sulfidophilum]AB15
MCDIREFIQTLGGCRVVAERVGAKYTTMHSHLAAGLFPAKYYDALCALALEAGCEPPSRRLFSFVRMPEANRSNEINALS
DREPTGADDQLKRGST
>MCE8459175.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MTSNSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFEALSSSRP
>MCE8459176.1 hypothetical protein LZ188_22085 [Rhodovulum sulfidophilum]AB15
MKTILTAAALTLLAAPVLAGTDTTEDQATAVSPASAPDCFAPIQGTNASQRSNAPG
>MCE8459177.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB15
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTHREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MCE8459178.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB15
MGFDWGTLMRVGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MCE8459179.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB15
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MCE8459180.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB15
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MCE8459181.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MCE8459182.1 head-tail adaptor protein, partial [Rhodovulum sulfidophilum]AB15
PPGAPSRPVAGQRFREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>MCE8459183.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MVERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAV
ARPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDRGPMEVSFNRRRVSATNPHQ
LLVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSG
VSHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIG
ALPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLHLRPGTLVFTVEDDGPGIPEAQRELAMQPFQRLE
>MCE8459184.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB15
MMDEPAAFDPMPGRVDRLAPGVRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDS
>MCE8459185.1 hydroxymethylglutaryl-CoA reductase, degradative, partial [Rhodovulum sulfidophilum]AB15
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAG
>MCE8459186.1 sigma-54 dependent transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
VYDRIASVGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAA
VADGGTLFLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLP
PLRERGEDVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEH
DRITASGHRLPEDIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPA
DEPEKDLHATH
>MCE8459187.1 NAD kinase, partial [Rhodovulum sulfidophilum]AB15
SLVATPAGSTAYNYSAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSKVE
IRSEATIRHRILFDPGHGLEERLCREQFL
>MCE8459188.1 family 1 glycosylhydrolase, partial [Rhodovulum sulfidophilum]AB15
FEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEEARAASLRYDAVFNRFFLGGVTR
GHYPEPALEGLGPHLPRGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTDMGWEIAPMALPDLLRW
ISGSHTGDLPLYVTENGMAAPDAIVMGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYIIWSLLDNFEWAFGYDRR
FGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MCE8459189.1 glucokinase, partial [Rhodovulum sulfidophilum]AB15
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWASAGAGRPGATDARAVMAALDTDPEALRAAETFVRLLD
>MCE8459190.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKIVLVAAVALIDADGRVLLAQRPPGKSMAGLWEFPGGKIEPGETPEAALKRKLKEE
>MCE8459191.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB15
MVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAGEAGVRYRGRPDVMLARLAPGTTIAGVFTRSATRSAPVLDCEA
KLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAEAAGVPEARIFTASTGVIGEPLPHERITAVLGDLTERLS
PEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNS
ITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALRGVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVA
MAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRVDLGL
GKGSSTVWTCDFTKRYIEINADYRS
>MCE8459192.1 hypothetical protein LZ188_22165, partial [Rhodovulum sulfidophilum]AB15
IKLRAEAKKAKDYAKADRIRDLLSRAGFSLKDTPDGTEVSIDMLRLAQFLPSSRHGEVRVYVMQPGTEEYAETVSGVRKF
LRRELSALT
>MCE8459193.1 citramalate synthase, partial [Rhodovulum sulfidophilum]AB15
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARCREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGREDPRLAEILDEVKAREGQGYSYDTR
>MCE8459194.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKQTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKTRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGATPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPS
>MCE8459195.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB15
MTRTIAAPVLLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLGARVIATPLAGAVILLLADGVTQMLGRALSGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALVLL
>MCE8459196.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
ISPIPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPARLLH
QSAIWQALPQQRAGRVGLLPPAWVFGGVPSAIRFARLLEAA
>MCE8459197.1 serine protease, partial [Rhodovulum sulfidophilum]AB15
LELSRIQPLSAPESAAPPPEDAILAALDESYVQIETGADDWPRIGAEAIYLLGDAWLRENRAAGVPVETTACPRPSPGLV
RAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYAKLLAAGQPGTAESSAKLSEPEAKARLSGEGAGRLMAKTRTCFDRL
QACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVRIQDRPAFRVTDDSVDIDDPLAGDWAPFLGLVANL
PDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPGGTLWRFGRGAVTIDFSETADGSQCHALTGVVMAG
PDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVIGYPARPGTSAFVDPATGAISREIGTRLREIFGTD
YGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFTATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPI
PGATWL
>MCE8459198.1 chemotaxis protein CheR, partial [Rhodovulum sulfidophilum]AB15
MSASSLAPMQTGRAENGDRIDDKSFSRIAALVNRQTGIRLPPSKRTMVEARLRRRMRACGKPDLAAYCRFLFDEGGIERE
TLHLIDVVTTNKTDFFREPDHFRFLAGPGLEAMLARRGRPCRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGT
DISTAVLARARMAIYPTGFAAPVPEPMRRRYFMAARDPARQELRVVPELRARVSFARLNLMDAHYGVDADFDAIFLRNVL
IYFEREVQIAVVGRLIRHIRPGGFLFLGHSESSVGSELPLRQLAPATFQD
>MCE8459199.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB15
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAPADFLGMIDVRGQSVPVMDLRRRLALPAAEDSHSTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDTGSMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>MCE8459200.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB15
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MCE8459201.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGL
>MCE8459202.1 class I poly(R)-hydroxyalkanoic acid synthase, partial [Rhodovulum sulfidophilum]AB15
LYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLM
SAEAISSAVKDIDGLTPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTL
ADREAFAVGRNLATAPGKVVFRNRMMELIHYSPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSW
VNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKVNAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGE
VGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLR
GLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYG
HYVNDAPMKDLAA
>MCE8459203.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB15
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MCE8459204.1 hypothetical protein LZ188_22225 [Rhodovulum sulfidophilum]AB15
MALKDGLVEVALRMRAPDGVGGLDDYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDAR
QEIRDCATRGIPTV
>MCE8459205.1 carbohydrate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFVPGESAPLRGGGRLTVAPDGK
>MCE8459206.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB15
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVVGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MCE8459207.1 serine protease, partial [Rhodovulum sulfidophilum]AB15
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRGAHVAATLG
RFLPLAAAPPLSATEAID
>MCE8459208.1 hypothetical protein LZ188_22245 [Rhodovulum sulfidophilum]AB15
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAEAAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPTP
APEPAAPPDRAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGGASCVNFQPETGGRGEVRLRRRTEDQ
>MCE8459209.1 pyruvate dehydrogenase complex E1 component subunit beta, partial [Rhodovulum sulfidophilum]AB15
LAAGKAASDGGSAPDAAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRRDGDVFLMGEEVAEYQGAY
KISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAKTLYMSGGQMGCPIVFRGP
NGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVPVMDDFTVPFGKARI
WREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGFPVCSIGNHISAVLM
QEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MCE8459210.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB15
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPTPAPEAPQADAGDKAAPEG
>MCE8459211.1 hypothetical protein LZ188_22260, partial [Rhodovulum sulfidophilum]AB15
LGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGVVRSEIGRLREALARFYALADPELPVIEIPDG
SCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRDEIIAAAARPIEEAPYQVLRVAVLPLRAEGRL
AGLEDLAFGLAAEIATDLATRPWIAVSAPSDVARAAETADYLLRGRLIWRSEALLAQLELISFPERRTVWTTFQRIGDSA
EAVRAAERDAVGHILRRLGAAHRMGPDQVGSPPPRQSAGGLPELSCLMGVHRYLATPAAPAHAELGLCLGRLVEGHPGLG
EAWAALALVRLDEARFGRNLRSGPDAVAAAWSDAARASAQALRLAPKGLMTLQAAAMLAIEGPARDPESFRFHAARLLEL
YPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPALHALMGPDAVAAREAVRPLD
>MCE8459212.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB15
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQD
>MCE8459213.1 hypothetical protein LZ188_22270, partial [Rhodovulum sulfidophilum]AB15
DRARLLLDLEARVVEAAREAEAASGRMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAE
LRQRAEEAQAGAEAARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSET
TEAVARLVRAQEHAARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARA
AWEEADRAQREADRALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAA
EDTRERCREVIAEREAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAG
HEAAVRAMAEARARHEGARQAFARRLGETGLSVDDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRP
DLP
>MCE8459214.1 acyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
AVIAPQPGDLAAGLSGEGPALVLEGEALAEPAPVFVFSGQGSQRPGVSAELFDRSAAYREMLQRCAAVADPVWPPGDLVG
QVLSAGEERLGEPEITQPVIYAAQVASAAYWQALGVEPAAVLGQSFGEFAAAVVAGVMTPETGMRMILARTTAIAALPQT
GAMASVHGDEVALRRALAECDGAGIAAVNGPGLFVISGLREAVEQIAARLDAEGVSVRPLRIAHALHGALMDPALAAFGA
AIEELPVEAPRLPFFSSALGRRFGPDERPDAAYWVQHMRQPVRFAEAAAALGDAFAGPYLDLGMDASAVKLLARNGLPEA
YCIPTLDPQLPAGIRAATSAAWVWMAGVPLDWSGLQGGAPQNLPGIPGYPFAKTRLPAPASAPSGALTGPALHRAAQAAG
AAALRGAQIVTAEAFGRGRAALEHLARLYLCDALSRVDGGSAVPRFRPFVRRVSAMLEAEGHGLSAAEPGEIAAAEARAD
>MCE8459215.1 dihydroorotase, partial [Rhodovulum sulfidophilum]AB15
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLY
>MCE8459216.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB15
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MCE8459217.1 phosphoadenosine phosphosulfate reductase, partial [Rhodovulum sulfidophilum]AB15
VFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIARRRDFASRYGYAP
DMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSAEVYHRLFRARRR
HAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>MCE8459218.1 hypothetical protein LZ188_22295, partial [Rhodovulum sulfidophilum]AB15
SSTLATMEWIGTFLGLALLATGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MCE8459219.1 YifB family Mg chelatase-like AAA ATPase, partial [Rhodovulum sulfidophilum]AB15
ACGAEAAWVGATQVLAAPDLASVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPG
SGKSMLAARIPGILPPLSPAEALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFM
DEFPEFPSKVLDTLRQPIETGEITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDR
FDLRIEVPPVAFRDLDLPASGESSALVAKRVAAARALQNARFEHAPRVRVNAEAEGALLEEIAAPDAEGRALLLRAAERF
RLTARGYHRVLRVARTIADLDGADRVARPHVAEAVNFRLAIGNL
>MCE8459220.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB15
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MCE8459221.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB15
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSEGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDADEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MCE8459222.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB15
MSAALSRTMEIRKHVVETNRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMR
>MCE8459223.1 lipid-A-disaccharide synthase, partial [Rhodovulum sulfidophilum]AB15
AFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQPGPIAAALCL
LLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>MCE8459224.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB15
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVAGIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MCE8459225.1 tRNA 2-thiouridine(34) synthase MnmA, partial [Rhodovulum sulfidophilum]AB15
SVIEKLRPGAAEPGDIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREI
NWLGDRPLSAQSEWEVSVKVRSTRPPRSAILRPLSETEAQVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MCE8459226.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB15
LIPMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAH
LREMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPA
GIFALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLF
FFVYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPT
RPETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLE
AMGLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEE
>MCE8459227.1 hypothetical protein LZ188_22340, partial [Rhodovulum sulfidophilum]AB15
GGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGDRALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRD
VSEDLEAATELRADLDWYPVAPFVMSLVPDATGHAEASRDGARAELAPAPEGYVLTLSGAERDVFSWALPEGTGAQGMIF
AGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELTVRVDRYAEVPAASREMRFLTEEGRRLDPDTAPERRPLFR
DGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPATEGAETLVFVRRAAEDADVLELQTGDGQRRHFYGLGSREV
TLSCDATLAWTEAGVQPPSDRPWRIDPAALDIADDMTVAEVTEQLRFVDAQGVPLALSAPGGGALSPDDSIREAIFPDGT
LRVAGPPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>MCE8459228.1 phosphatidylglycerol lysyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LLPFRHAFHRHTMLSHATLTPAWAALIVALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGAL
LILLRAPRVAAEPPAREDLDRAARIAAGGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVA
FAFVDAARRAGARPAFYEVRAADVPVMLDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHA
PAFLAELGVVSEAWLSAKRAREKGFSVGRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTM
EFLFTALMLRLKEEGHAAFSLGMAPLSGLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSAL
PPLLTLADAARLIGGRNERRQTLRRKADRGEET
>MCE8459229.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
SQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHVIVTEGLTDRAFIAERCDREAYEDWAAFVSEEHLGP
EATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTVMAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDM
GSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAAVDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCV
IVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMAPMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIA
ATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKGLFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGA
QTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSLRATLTDRVSPGVVYTTFH
>MCE8459230.1 hypothetical protein LZ188_22355 [Rhodovulum sulfidophilum]AB15
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLTARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8459231.1 hypothetical protein LZ188_22360 [Rhodovulum sulfidophilum]AB15
MTQGTYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTAARALKMRNVPNNGWITLGSFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVQPEITGTWSAFTSFPGAGFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGNRINEVFRTGRVRLFKRREHLTG
>MCE8459232.1 CTP synthase, partial [Rhodovulum sulfidophilum]AB15
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GS
>MCE8459233.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MLDMPFGSLSAIMAQDFRDALLWHMTRNGTTVAELSRETGVSRDVINKVRLRAGASTSVENAMLIAAFYGKSVNQFILCE
DVDQVGRLKNLVELISPEVRPLLEAQIRGLLNARPGK
>MCE8459234.1 hypothetical protein LZ188_22375 [Rhodovulum sulfidophilum]AB15
MKTILTTAVLALLAAPVLAATDTTEDQATAVSPASAPDCFAPINGTNAFQPSNAPGCIYYIAPTGNDRDRAASEPSEGGE
GEGGESSDT
>MCE8459235.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB15
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLAL
>MCE8459236.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANISAIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRARRL
>MCE8459237.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB15
MSLFSRPFSGLQAGLLVIFTAIAGLAPAVPVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQSGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>MCE8459238.1 arginyltransferase, partial [Rhodovulum sulfidophilum]AB15
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAIGGRHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAH
>MCE8459239.1 RDD family protein [Rhodovulum sulfidophilum]AB15
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MCE8459240.1 diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB15
MDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRQLKAGRETASIPLIVVTAGRA
PETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARAW
RAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALD
LGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETGRSFALMI
LDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERL
>MCE8459241.1 acetamidase/formamidase family protein, partial [Rhodovulum sulfidophilum]AB15
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAP
>MCE8459242.1 hypothetical protein LZ188_22415, partial [Rhodovulum sulfidophilum]AB15
MSAVPVQLRLVEPSAPPAAEPPVAETPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGR
>MCE8459243.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]AB15
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIADDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARLRPQRARRMQVE
KKLSADAVLPARAGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLDGICAMTVRE
AGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLTGMGEDGAQGLWE
MREAGAATFAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQFGAGK
>MCE8459244.1 terminase large subunit, partial [Rhodovulum sulfidophilum]AB15
MTPAASWAACPNWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPPMAEAAGEWMRDIVRAAFGSVDPATGA
RKVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKG
>MCE8459245.1 hypothetical protein LZ188_22430 [Rhodovulum sulfidophilum]AB15
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPERETPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MCE8459246.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB15
DLALRLREVHMPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPL
LGRAPAPDSAVIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MCE8459247.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB15
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MCE8459248.1 hypothetical protein LZ188_22445 [Rhodovulum sulfidophilum]AB15
MRILRLSIIGPGRIGPGGGLKRRRGHVAPATLSPGCIRREGLALTDLASVDASRAEVYHRALTETAAQGR
>MCE8459249.1 hypothetical protein LZ188_22450, partial [Rhodovulum sulfidophilum]AB15
MDPASPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLVHGRNGAPDQLQIAVIAEAYLARGWRVVAPELPHSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAEIGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLR
>MCE8459250.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB15
MRLSMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEVPREAPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MCE8459251.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB15
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPATLELNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MCE8459252.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB15
LDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPAALAGGIWEALLTTAAG
MAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MCE8459253.1 hypothetical protein LZ188_22470, partial [Rhodovulum sulfidophilum]AB15
GLLAGGSAVAVVAWGFVTRPDRLLALFGGDAASDASLVSRGLQYALISESILSQSGGLLGEGYRSDLIERLGLKLDSFYL
RLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLALAADEQRALVRLHLFFLFFFIQAAFAKLFLSMVFNNYLLALVAG
ALVAVQARMASVPPRQSG
>MCE8459254.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB15
MREEDGTPPGIGSEVDRTPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTV
REAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARLARADIAEMREI
NDGLRRAQSSDEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAY
QYRMRSHLQAGLGNFDP
>MCE8459255.1 DUF2339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LLGRPGRPGARWLRPGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRR
LAMAGVALTVAKVFLIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MCE8459256.1 response regulator, partial [Rhodovulum sulfidophilum]AB15
HEDLCAAGSPCGRLAGRRILLSDGDQEALRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADL
AAAVRTYAPGLPALLVTAQPDRHLRSGAARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MCE8459257.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB15
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MCE8459258.1 response regulator, partial [Rhodovulum sulfidophilum]AB15
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRES
>MCE8459259.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB15
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MCE8459260.1 hypothetical protein LZ188_22515, partial [Rhodovulum sulfidophilum]AB15
DFRRLLIFSARPRGDGLRARASVMLSLMHLPPCSCYDEAPAMFLRKGDPPDMSHAAMPVAKAHPTYVVLERDALISADLI
QAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNLGKLGARLVLTLGEDVERVMSAGCRLLLRP
FTERMVLDALTETAPA
>MCE8459261.1 hypothetical protein LZ188_22520, partial [Rhodovulum sulfidophilum]AB15
PPAEPPVSAPPTPRREPTAPATPVADADAAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAV
IGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLE
EDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEES
>MCE8459262.1 DNA repair protein RecN, partial [Rhodovulum sulfidophilum]AB15
IFRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHDALGPGEGAEGRMGDALRWLEGAADRAEGR
LDAPLAALSRALVELGEAVQTTEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDDLSAFAADLRARLAALDAGAGD
LAGLGRAAAEARADYDAAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAEPGPDGRDAVAFTVATNPGAPA
GPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARSAQVLVVTHSPQVAARGAHHWR
VEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MCE8459263.1 DNA repair protein RadC, partial [Rhodovulum sulfidophilum]AB15
MPDYELLEMVLFRALPRQDVKPLARLLLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVL
SSWDALLDYCRTAMAHRETEQFRVLFLDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPS
QSDIVMTTQIETACAALGLVLHDHLIVGKARDLSFRSEGYL
>MCE8459264.1 cell envelope biogenesis protein OmpA, partial [Rhodovulum sulfidophilum]AB15
SQSVKTGDYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLR
ELKRLVATLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFSEGSGGSEASAVRARREAEAVRDA
IRAAATAADYDRVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRPSGDWARRLNRRVEVWLR
>MCE8459265.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB15
PVMERLRQRAPVFLRVNIRLGDPASVAVRLAGEGIETRAHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADM
MPLAEGARVLDYCAGGGGKTLAMAARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLGGTALGEAAPFDLVLCDVPCSG
SGAWRRSPEAKWRTTPADLDRLTALQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLRSERRLTPL
DGGDGFYAAVMRRPG
>MCE8459266.1 hypothetical protein LZ188_22545, partial [Rhodovulum sulfidophilum]AB15
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAGLLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPV
>MCE8459267.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
LDDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFAMVV
PTMMVRMLDRLEATGAHLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGRGFE
TEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTGGVK
VHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDGFGK
IRRKALRAELEPAGDKDGPGSTPSGD
>MCE8459268.1 amidase, partial [Rhodovulum sulfidophilum]AB15
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPL
AIKDMNDVAGLPTTYGSQIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGAN
>MCE8459269.1 gamma-glutamyltransferase family protein, partial [Rhodovulum sulfidophilum]AB15
GGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRDRLSGMGA
DGEISAAPGSTTHFSVVDHDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMNVCPALGH
AGGRRFALGAAGGRKIVGAVTQLASFLADFGMDLEAAFAQPRIDVSGTDRIVADDRLPGRICDALKAVAPVTVTRKSILP
YPFACPSGVLQEGSKRSGMTEPTSAWGDAVAEQG
>MCE8459270.1 NADH-quinone oxidoreductase subunit NuoI, partial [Rhodovulum sulfidophilum]AB15
APKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAITIDAEPREDGSRRTTRYDIDMTKCIYCGFC
QEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELDAPYR
>MCE8459271.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB15
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVIAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MCE8459272.1 NADH-quinone oxidoreductase subunit J, partial [Rhodovulum sulfidophilum]AB15
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVD
>MCE8459273.1 OpgC domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALNVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQVPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPLVVRLAGSRAA
APLRLMGQHGLLVFSFGTAVSLLFQVL
>MCE8459274.1 transcriptional repressor, partial [Rhodovulum sulfidophilum]AB15
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGF
>MCE8459275.1 zinc ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDGEAHDHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGIDP
HAWLDPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVA
GSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYADAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGL
>MCE8459276.1 trigger factor, partial [Rhodovulum sulfidophilum]AB15
IDGAMSSHFEETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTA
QTYADRRKGSKAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENL
KGQEATFDVKVKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLD
AEAGQIAHQLYHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQF
FEYVRQNQALQQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MCE8459277.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB15
LGAPMTRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELCELGLYAARIDGAFGPETEAALVQGADYLV
WSSRGAMRVDLGTPRGVAVYLRGLALGQVAA
>MCE8459278.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB15
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTL
>MCE8459279.1 hypothetical protein LZ188_22610, partial [Rhodovulum sulfidophilum]AB15
GGLGMTATLRSPVQSAPSSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFSMEYVALERAQLGTRVDVSRGRSR
PHDDAELIATVVRNVLPWYAATLVVDLARAGRTPDWMPDARPRLRPVEWQHNRPNRWGKAADAAALGVEGWQPIPRRNRK
GVIVQDAVRFTPCVWTPTQSQIAAARRAYLDWWGYLLEVQAALGEADLTRICVTKDMPPLRPWR
>MCE8459280.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB15
MTLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVG
AYRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGL
>MCE8459281.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
IVLLTLTRLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVAFGALAALALARPLDALALGQDFGQSLGADPRRIW
LAAAGVIVVLSGVATAAAGPITFVGLSAPHLARHIVGPGHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALI
GGPVFVALARRMRMNAL
>MCE8459282.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB15
LFTLWAPLRRRVTLRRDGEEVMGTLLFEGPARATVEIGQTVLDARLAPEGWRIEGALPGAVLRAGGAIHVFAGADGSFSF
TPVDPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAA
LIRLTPEEEDA
>MCE8459283.1 hydroxymethylglutaryl-CoA lyase, partial [Rhodovulum sulfidophilum]AB15
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYGISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAVGGLGG
>MCE8459284.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB15
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGP
>MCE8459285.1 transcriptional regulator PpsR, partial [Rhodovulum sulfidophilum]AB15
EGRRRAEFLEALTRATMSPEAHPIALETRRSRVRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVD
ALVFTDPQGVILAANDSFLGLADAPHAGAVKGRSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISA
TYLKDQASPCIVFVIRDASRMESVRKPGVAVSDDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAE
MLGLSRQSLYVKLRKYGLLNRDGGDH
>MCE8459286.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta, partial [Rhodovulum sulfidophilum]AB15
FELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTFTGSVVAFAKLAGRIDGKPHKLPGGHM
LNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSMLNSYSGWAAAAIGFTLGNDLLIVTGA
LVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAALEDADSVIIVPGYGMAVAQAQNSVSV
LTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQTDVAIVIGSNDIVNPAAQDDPNSPIAG
MPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLIR
>MCE8459287.1 formate dehydrogenase accessory sulfurtransferase FdhD, partial [Rhodovulum sulfidophilum]AB15
GLCGVESLAAATRPLPVLPPGGLSLTPPEIAEAMTALGLGQELHGATRAAHAAGFWTRSEGLVALCEDVGRHNALDKLVG
RLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAVAEAAGLTLVARARGQSLDIHSHARRIAAAEI
PHDP
>MCE8459288.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB15
MTPEKLAYMANQIAIAFARLPAEEAEAAIAEHIDQFWDPRMRARLLVLAETPDTDLSDRVRGAAALIRRPATA
>MCE8459289.1 TonB family protein, partial [Rhodovulum sulfidophilum]AB15
TLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRRAGRFPP
APEGLGAPRYSFTLPLRFEWKG
>MCE8459290.1 hypothetical protein LZ188_22665, partial [Rhodovulum sulfidophilum]AB15
TAEASPPAVVPADPAVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTLDTDAAVTAALEDLADGEGE
AASDLPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSTDRRALLRLPS
GRFVKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MCE8459291.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB15
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PID
>MCE8459292.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB15
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHR
>MCE8459293.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
PMIHSERDLAAAIRSDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFM
TEADRRGYRIDFMAVHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFV
ERHAWFAANPYPWKGAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>MCE8459294.1 DUF4153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRHWATGVRRVN
>MCE8459295.1 energy-dependent translational throttle protein EttA, partial [Rhodovulum sulfidophilum]AB15
VAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPYEGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIR
AGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLGGKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGP
NGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDPDKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGD
QQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETLQALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGE
AHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MCE8459296.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB15
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MCE8459297.1 5-formyltetrahydrofolate cyclo-ligase, partial [Rhodovulum sulfidophilum]AB15
GLAYAAQEMPYLPAEPTDLPLDAIVTETEVILP
>MCE8459298.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB15
ILGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEIPFLFLMTLAALPQAAPARRLTIARALGYG
RVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVVRWMSDPDLSLRFQAAAGAILQLGLVLAVL
GLWRLGELAAARLGRRWAEGGTRRLAEPMLRAAGLGLAVLAAAAVILGLAGLALWSVAGFWGFPDALPEGIGLRSWIRHG
PALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPLLVPQVAFLPGLQTLALSLGAGTGRGTVVL
AHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAPVLTAAAVGFAVSVGQ
>MCE8459299.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB15
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MCE8459300.1 squalene/phytoene synthase family protein, partial [Rhodovulum sulfidophilum]AB15
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELA
>MCE8459301.1 citramalate synthase, partial [Rhodovulum sulfidophilum]AB15
VKAREGQGYSYDTAQASFELVARRVLGDLPAFFRIKRYRVTVERRRVEPTRALTLSEAVVVLDVDGERKLSVSESLDAEG
NDRGPVNALSKALRKDLGPYQAYIDDMKLVDFKVRITNGGTDAVTRVIIDSADAEGRRWSTVGVSPNIVDASFEALLDAV
VWKLVRDGAPDYDAGAHVA
>MCE8459302.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB15
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>MCE8459303.1 hypothetical protein LZ188_22730, partial [Rhodovulum sulfidophilum]AB15
LFGIASQPGRGDAVGVVSYARDRSAVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGS
RKVALGTVIHDGLEVLRARLAADEPGGAMPRFGSGTARSAGAKFLRP
>MCE8459304.1 MurR/RpiR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
ISMSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAV
GRRYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPDRLEAAVERLHRARHVALFGALGSTGIVEYMAY
LGNYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILP
SDSPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MCE8459305.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
ETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTGPLLYLFAVQMMHAGVTPTALIETQT
RGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEIVIEGEQRAEAVRFLRRGAQHRLPCDAVLLHHGVVP
NPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGIFVAGDGAGIVGPRAAELQGRISALRVAEILGRIDLGTRD
ALAAPLRRQLRRELAVRPFLDAAYPPFAEVDGLDRDETGPGSPLPAFGTALPGGVPGILAETGESGGETVADAAGWLPVG
GADDAPPDAPEAEKTATGSACHAGEA
>MCE8459306.1 hypothetical protein LZ188_22750, partial [Rhodovulum sulfidophilum]AB15
MTGTGFDAEIDAVLGPASDDFIPVPDAVLRRWTGRLPNALIRIWTTRGFASLARGRLHLADPARLAGLMSHIFENDPDLG
EGTHAIAYGDLGELVLWSERHGYGFLVPTLAALEVQNLTGPEAMPPDQQFIEYVLRMPPELIEAFDPEQQMVQ
>MCE8459307.1 hydroxyethylthiazole kinase, partial [Rhodovulum sulfidophilum]AB15
MRDRTPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLVQALSINIGTPSPGWATGMRAAAAAARAAGLPWV
LDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAETAARALAERSWAVV
>MCE8459308.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MMPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVYDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTV
>MCE8459309.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB15
QIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAGDARRLRALEAENAKLKRIVADQMLDMSAMKDLLCKNIG
KPMAKRRAVGFLMTERGFSERRACRIVGLARSVQQYQPLPKDDQAAIKRMKELASENRRYGYLRLHAMLRREGLIMNHKR
TYRLYTEHGLQVRTKKRRKLPRRDRVAPQVPERPMQRWSVDFVSDQLADYRRFRVLNVVDDHSRFCPGQIVDVSIPGARV
ARFLDDLALRMGLPEEIILDNGPEGTSKAMFDWSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHARE
EIRRWRSHYNTKRPHSALGYLSPTEFLTKTTAPALETLAVSTLPLNTQTQP
>MCE8459310.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB15
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKR
>MCE8459311.1 hypothetical protein LZ188_22780, partial [Rhodovulum sulfidophilum]AB15
ISFGADAAGQCADAGEMGRVIRHARRLEPERAACGQSGDDDLDLRSEEEKAHAAVTNWMRWQGYLGPLDRWQQAAIWGAV
RAQTALIRDRQATDEGRG
>MCE8459312.1 hypothetical protein LZ188_22785 [Rhodovulum sulfidophilum]AB15
MACAAGCGRARSNRFRADRVETVIVNDIPAWIVLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8459313.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB15
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MCE8459314.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATAPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGL
>MCE8459315.1 AFG1 family ATPase, partial [Rhodovulum sulfidophilum]AB15
ERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFFEAVAIEGKRRVHFHAFMQEVHRGLHAARAKG
ADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTVVTTSNRVPDELYKDGLQRERFVPFIKMLEER
LEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRPLVLRVQGREVELPLFHNGVARATFWDLCARP
LGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRLIASAAAAPEMLYLEGEGSFEFERTASRLREM
QAADWAKG
>MCE8459316.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
EKIVTEPMLVHREIVGLERRGRRERAAELMAMVGLRTGHLRRFPHEFSGGQQQRIGIARALAAGPEMLLLDEPTSALDVS
VQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETGPAAQIFDAPQSAYARMLIAAAPELRQPG
>MCE8459317.1 RidA family protein [Rhodovulum sulfidophilum]AB15
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLADAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MCE8459318.1 hypothetical protein LZ188_22815, partial [Rhodovulum sulfidophilum]AB15
EPGFDPGKQARDQDETDRPGAPDQRAPVGHEVHFGLLRLKLYAIGAIFGLPKLRQWRIYLDMKIVRTKRYLKDLKRIRAT
EAEAEAVEQMIATNPEAGDVIQGLRGVRKIRFGLRNKGKSGGGRAIYFLMVNDDVAIMITAYMKKEQSDLTTTQRKAILK
MLEDLHDD
>MCE8459319.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB15
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>MCE8459320.1 Hsp70 family protein, partial [Rhodovulum sulfidophilum]AB15
ILPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGAQLGHELAFEVEAGKIAANGGGARARIEM
GQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMALVEAEARAVCPGAAIRRSEAFT
AVVDGLALATADA
>MCE8459321.1 HAMP domain-containing histidine kinase, partial [Rhodovulum sulfidophilum]AB15
NSLSEKLMQLARAEGARLTAAEPSDLRPVLEIVAGDLERLCRTGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGR
GTVDVTLDARGVLSVANGGDPVPAADLARLTARFARSNGGTEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFT
LPGSR
>MCE8459322.1 hypothetical protein LZ188_22835, partial [Rhodovulum sulfidophilum]AB15
MLGQAARRDHRRVPLPVVDPVVDPVADPVTAPAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MCE8459323.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB15
VALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAPLAVLVLLLAALIV
LGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVGMNVFVISSLARDV
PMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>MCE8459324.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB15
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>MCE8459325.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB15
MLETNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>MCE8459326.1 hypothetical protein LZ188_22855, partial [Rhodovulum sulfidophilum]AB15
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADT
>MCE8459327.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
LAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDFIRN
PATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRREAVFACYG
MAEMTLFAAGLPGTGDGTGGVAPCGLTPDLAAGLAIVDPETGARRPDGVEGEIWLCGASVGAGYIGPPEHGAGSFGARLD
GHAGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMATALFMPDPETSGRAVLIAETRTAR
LPPDAEALARTIRHAVAGEWGLTLDRILFL
>MCE8459328.1 SEL1-like repeat protein, partial [Rhodovulum sulfidophilum]AB15
RPARLPDRSQAAETVPGAESAQTNSTETGAAAERLARTRTRIEAAETRLADTLSELERLAARLRDATKETGAAEARRDAA
RDAAHRAEADFAQLQDRIAEAELRLDALDRRLDEGGADRLTGLQATAAAPTPKPGPKPRPDPAPAPVPATSPLELDAAPP
DPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQVRLEDLPE
APADPDRAMARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPATRFATALTAARLAPPARPSLLWWRIRAGRSAPTEWQ
RIDPR
>MCE8459329.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB15
VLGAGTDSKGPGPLVTQLARSSGSLPIPVTIVPGGLSKERLEAVC
>MCE8459330.1 NifU family protein [Rhodovulum sulfidophilum]AB15
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHVGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MCE8459331.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB, partial [Rhodovulum sulfidophilum]AB15
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFT
>MCE8459332.1 outer membrane protein assembly factor, partial [Rhodovulum sulfidophilum]AB15
MTDTRFFPSLAVLTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVSLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAK
AGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGER
>MCE8459333.1 PucC family protein, partial [Rhodovulum sulfidophilum]AB15
SQATSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIVVGYRLMLSRAFGIENAPD
>MCE8459334.1 COQ9 family protein, partial [Rhodovulum sulfidophilum]AB15
MTDTPRGMDSITQELLDAAVIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLHAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKR
>MCE8459335.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB15
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MCE8459336.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB15
MADPAETAGPRRGRNRFSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAEMVRKLMLDRLSAMSLDERSAFADRLERVLRHGP
PGRNRCEAPPHAP
>MCE8459337.1 diguanylate cyclase response regulator, partial [Rhodovulum sulfidophilum]AB15
RLRRAIERRPVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MCE8459338.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB15
SLRGRTALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGR
DPGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEADEIG
LKLGDEITVNILGRDITATVTSFRDVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIR
IKDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTV
AILAGGVAGW
>MCE8459339.1 hypothetical protein LZ188_22920, partial [Rhodovulum sulfidophilum]AB15
MLWVDTATRALKMRNVPNNGWITLGSFASGSFVPAGVNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPY
DMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEYALVFEAVATNKSGSRLQISVRPEITGTWSPFTFFSGGNFAWGDI
CSGMLRLPMPRQPRLVHGCIWDAPLKAGMENLAVPTGASEASALSAVRVRWAEGNRINEVFRTGRVRLFKRREHLTG
>MCE8459340.1 hypothetical protein LZ188_22925, partial [Rhodovulum sulfidophilum]AB15
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARANTAALDRETARLAEEIRALEARWQRQR
>MCE8459341.1 hypothetical protein LZ188_22930, partial [Rhodovulum sulfidophilum]AB15
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGSEELR
>MCE8459342.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB15
GMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMRVEVGHHVEKGDPIAVFTAPDLEEKAAQADLQLS
IEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAPVSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDF
NVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDMETETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVG
RTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MCE8459343.1 LysE family translocator [Rhodovulum sulfidophilum]AB15
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLTSATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRHDAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRVQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MCE8459344.1 hypothetical protein LZ188_22945, partial [Rhodovulum sulfidophilum]AB15
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
>MCE8459345.1 hypothetical protein LZ188_22950 [Rhodovulum sulfidophilum]AB15
MAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>MCE8459346.1 hypothetical protein LZ188_22955, partial [Rhodovulum sulfidophilum]AB15
IGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGSRAARERILAAAMALSARQARKSSPNGPACPEPM
EELHHG
>MCE8459347.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MCE8459348.1 hypothetical protein LZ188_22965, partial [Rhodovulum sulfidophilum]AB15
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVATPVAGARIASSAPADPD
>MCE8459349.1 hypothetical protein LZ188_22970, partial [Rhodovulum sulfidophilum]AB15
MTIRFVPPKRRPDYLGAIKTGLTAVADAAAQNPYTAPVRIVELIEALRGTKTATPENLAWSWWTQTITLAAAEFVISVRR
NHLLDGDKDRATATFLEAALPDEPTATFDHNALLHPSSHQAFTDARRAVPGFTLDLTGLAVLPEGHGQAYYEQEFDRCLH
RAAAYVFSSNFDALKPLETLVVGPAALEMQKDMAWARHYDWITRKFRMEPVFSPEGDVKTPLCELYLRLRCYWHEELPQE
KENEPPRFRAHVQDL
>MCE8459350.1 phage tail protein, partial [Rhodovulum sulfidophilum]AB15
WRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFT
VTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKL
ALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPK
PAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFVDAWQFAWRPVSAPEPTLRGLTDTPEDMIDD
VAPGP
>MCE8459351.1 hypothetical protein LZ188_22980, partial [Rhodovulum sulfidophilum]AB15
MALKIRPDPRRPSGGYAELSAEARALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVGRAGPPGASAEAT
>MCE8459352.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB15
TGNGADIRTMSAEAFQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLT
VDKQAEPAAIVCAEHINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDA
MFVANARDGDAGSVNVAQNQKLGEILAEFGAGGA
>MCE8459353.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB15
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDQAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MCE8459354.1 type VI secretion system contractile sheath small subunit, partial [Rhodovulum sulfidophilum]AB15
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGSGEKLAVNLQFEKMEDLEP
>MCE8459355.1 hypothetical protein LZ188_23000, partial [Rhodovulum sulfidophilum]AB15
PAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLLVTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARL
RSLTEEAGPGDPAPARACSTLRPPPPAIDSAEQAAGTLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSA
EGGR
>MCE8459356.1 PA0069 family radical SAM protein, partial [Rhodovulum sulfidophilum]AB15
AITRNSSPDLPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNT
DPYQPIERTHRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRL
QTIERLAAAGVPVRAMVAPVIPGLTDPELEAILSRTRDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCE
IHGGKAYRSGWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>MCE8459357.1 TIGR03862 family flavoprotein, partial [Rhodovulum sulfidophilum]AB15
EAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYAEAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASP
LLRAWLGRLAGQGASLRRRWHWAGWDGAASVFDTPDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRP
ANVGLKVDWSAPMARHYGAPVKGVGLRAGSGGWHRGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERL
ARPRGKASLSNHLRKALGLDPARLALLMEFGRPLPGGPALAALIKALPISHAGPRPLDEAISTAGGLGWEALDADLMLEE
>MCE8459358.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB15
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MCE8459359.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB15
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MCE8459360.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB15
LAIWSRESAYGRAPIRHDLFRVLASRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHAT
DGDGDGRADIWRSRPDTIASIAAYLGQHGWVAGRDWGFEVRLPVRVSCTLEGPDQGRSIADWEALGVTRVSGRPFPGHER
RGEGFLMLPAGRHGPAFLVTPNFYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGIDRSGIVAIQRWLEARGR
DVGGVDGLPGYKTRREIGRWQEASGRAATCFPDPGMAAAMAR
>MCE8459361.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB15
LSTGSGERIFASPLARRIAAEKGLDLAAIEGSGPRGRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIY
ENREHEVVTLDGMRKTIAARLTEAKQTIPHFYLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKA
NAVWAGDRILQLKPSDVAVAVAVEGGLFTPVLMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGID
NFDAVINPPHGAILAVGAGVKKPVVNDAGEIEVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MCE8459362.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB15
SSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDMGFIHALRRIAAKLPKERQT
MLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELLDGHRDDRAIVFGRTKHGAERLSK
QLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNVPDNYVHRIGRTARAGADG
AAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPAKARARRRPRNKNRAAA
>MCE8459363.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
LEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRARGSSIETGRRVTAIARV
ATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCKPEAGKL
LVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQGGFGIQT
SPAASELAADILGDRASELRRSLAPAFSPARFG
>MCE8459364.1 hypothetical protein LZ188_23045, partial [Rhodovulum sulfidophilum]AB15
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPSGAGAPDLLALTLCGGVAAERHWRP
ALVAARAARRPVLVPVP
>MCE8459365.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLR
>MCE8459366.1 EF-hand domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
IWMDADGDGAISLDEFTARARARFAGLDTDGDGMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGG
MGQGMGQGMMGQMGQMGPGMGGACGGGPGGMGPRGAMQGQGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAER
LIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADGDGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>MCE8459367.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit, partial [Rhodovulum sulfidophilum]AB15
WDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGLVGLDLAKD
VTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPDGVFLSNGPGD
PAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFTVDSQTLPE
GVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFVTAMADRKQA
>MCE8459368.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB15
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEISPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MCE8459369.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
LFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRNNIGFHAVDADQL
LLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAPRPAAPPIRGGWLVVGG
TRGFGLETARWLATQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVADAAALDAALTRIRAAEVPLRGVVHAAAIFDD
APLADLDEARLSAVLTPKLVGGQALDRLTRTDALDHFWVFSSIAARFGNPAQAPYVAANRGLEGLARARREAR
>MCE8459370.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB15
MPKPRDLNDLRRERRAAAAQMQERADTLAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DD
>MCE8459371.1 S49 family peptidase, partial [Rhodovulum sulfidophilum]AB15
FVTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSLAGSIGIMRQAGWPVGPDGAGQQWQ
IFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSVTDDPADGGATFGPEAAIARGLADRA
ETRLAFYDRIFAAHAPKPAAARRGSGRGHLAQAAAAQARATL
>MCE8459372.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB15
ARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEI
LQETLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPA
WIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGTIL
SIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVA
>MCE8459373.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
VLMERFIERLGKGRPQRVVELESNETIKQAVMAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSA
AGRRIHGYIVGRQGAFLPR
>MCE8459374.1 cation transporter, partial [Rhodovulum sulfidophilum]AB15
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAIKGVGFGVGQTEIALAVGGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAE
>MCE8459375.1 hypothetical protein LZ188_23100, partial [Rhodovulum sulfidophilum]AB15
QSLEDADPFSSSILGDVGIVMDYWDTGIPEGLIWGNISRDNFEASMEATDFKQGTGADWFEAALRYADFVGYITDFD
>MCE8459376.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB15
MRVLLAALLLAGCGGLPAPLGPNIAANIQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWLAPSPGEIGRRIGEAVTRRRA
>MCE8459377.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB15
VPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLAPPVSSAPGTEDAPGTEDAPGPQPASETGAPRR
HGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGIVSGALARAAARGVRLPERISDRLPLL
EPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSAVLLILAVAYGLWLALTSWVDYRLAPA
PGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAIGFGAQKLVD
>MCE8459378.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB15
SRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRALAEGDRIRTGGRDWDVRLG
DGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWLESCTRLAAYAREDHLVLPGHKLPFTGLPTRLV
QLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAVGHLNHLYLTGRATRRRRADGAWLYRRSGAG
>MCE8459379.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB15
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MCE8459380.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB15
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGIWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRSLGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNEG
>MCE8459381.1 hypothetical protein LZ188_23130, partial [Rhodovulum sulfidophilum]AB15
SKDLAADRWREDAAFTEGSWWPRWDAWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKAT
>MCE8459382.1 phasin family protein [Rhodovulum sulfidophilum]AB15
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MCE8459383.1 XdhC family protein, partial [Rhodovulum sulfidophilum]AB15
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALDALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPVGRSLPEDLLADLVAARAARRAVACLVDTESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGTVFVGLQ
>MCE8459384.1 hypothetical protein LZ188_23145, partial [Rhodovulum sulfidophilum]AB15
GFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPALPGDLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADP
AE
>MCE8459385.1 hypothetical protein LZ188_23150, partial [Rhodovulum sulfidophilum]AB15
GETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETG
PAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLGATTDNPFVDTWQFAWRPVSAPEPT
LRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVR
QGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGT
>MCE8459386.1 hypothetical protein LZ188_23155 [Rhodovulum sulfidophilum]AB15
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPGN
RPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MCE8459387.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB15
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLADLDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLATVRTATLADLSQDVFLMKPPPSASRSFLLDRIQGDESSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVV
>MCE8459388.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB15
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEG
>MCE8459389.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB15
HVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDNPEQMVHIARFD
LNREDDAPRPAAAAPAAIAA
>MCE8459390.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
SGVVASAIFVAGVFVGANSMSRAADVPTYIADISVAVALLSMVLAILLTKFRVVRG
>MCE8459391.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVN
>MCE8459392.1 AsmA-like C-terminal region-containing protein, partial [Rhodovulum sulfidophilum]AB15
ILRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELLSAISVIGILELLDGDGLSFSD
VEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTRKGEGLLGFNFSLKGDPADPE
VGVNPLSILTPGMFRELFRSPAPRLKEAP
>MCE8459393.1 S-adenosylmethionine:tRNA ribosyltransferase-isomerase, partial [Rhodovulum sulfidophilum]AB15
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQW
>MCE8459394.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB15
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILNLESGLFLCMSYAG
PAFE
>MCE8459395.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB15
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLEGA
>MCE8459396.1 serine/threonine-protein phosphatase, partial [Rhodovulum sulfidophilum]AB15
DLTQVHRVVFYTDGITECSGPKGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPE
AP
>MCE8459397.1 ornithine cyclodeaminase family protein, partial [Rhodovulum sulfidophilum]AB15
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGR
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGMLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAEFGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAEFIAAEDIVEIGAVINGTAPGR
>MCE8459398.1 OmpA family protein [Rhodovulum sulfidophilum]AB15
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MCE8459399.1 hypothetical protein LZ188_23235, partial [Rhodovulum sulfidophilum]AB15
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGAPPPAETAAGMLWVDTAARALKMRNIANNGWITLGSLAGEAFTPAG
VLQLTLAQAKDALSDIYGAVTGQILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKEGSIQNVETPEFEDGYEY
ALVFEAVAPNKTTSTLQISVRPEVTGTWSPFTSLPGAGFTRGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVP
>MCE8459400.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB15
SGAFGYFNTFGGNPVSMAAALATLEVIEEEGLMENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEF
AIRLVEGLRAEGILTGRIGRAMNTLKFRPPMPFSREHADLALDSLDRVLARTEVPR
>MCE8459401.1 phosphotransferase, partial [Rhodovulum sulfidophilum]AB15
MTEAETLSLAEEAIAHWEGCTTPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGSGVAVPCPE
PTRDGALLAHLEDGRVASVLSWIAGTPLASGAGTLDGAAAEQLRRFAELGHAIGKLHVAD
>MCE8459402.1 hydroxymethylglutaryl-CoA lyase, partial [Rhodovulum sulfidophilum]AB15
NVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MCE8459403.1 hypothetical protein LZ188_23255 [Rhodovulum sulfidophilum]AB15
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTVPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFAGPVLFGPEWRATPDCVKAD
APQPSVKA
>MCE8459404.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
PETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFAPHHPDYVDLT
DLSRHDPKKARALLAEAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQIFRRHDFDLTIVSHT
EPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAKLEGLWENAPT
QANDLTAVHWTD
>MCE8459405.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MAEIGAGTGATAARLLPLLRPEIDRYLFTDIGPAFVEAARQTFVEYGQAEYAVLDIGQDPEGQGMAPGTADIAVAVNVLH
AAPDIDAALAHTAALLAPGGFLILDELTSADCLSELSTGLLIPSVTDARREGQPFMTPEGWRAALEAAGFEDIRILPDPG
GPLDLAGEHVILARKAGELVVHEEPRPMLIEGGLRCYAWQWLPGEAAPWVEDPADLVLGLPGEGLPAGAVPAGTAEDIRS
AVAEMAGSGGAGPLRLLDLRALQAGEE
>MCE8459406.1 thiamine phosphate synthase, partial [Rhodovulum sulfidophilum]AB15
MIRARLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGFGGLARIAAASALPCVAIG
GVG
>MCE8459407.1 hydroxyethylthiazole kinase, partial [Rhodovulum sulfidophilum]AB15
SSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGAAGP
GSFAVALIDALHAMTPETLERGARVSAA
>MCE8459408.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB15
EDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGGLRHVGQTYGDNANQFGVPSFTLLDAAIRYDLAAIGYDGVK
FSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MCE8459409.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB15
MTGRPLSRRQLVTGASALAMMTGRGASAEAPGRPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTADA
GLRSWPNLEALRALRPDLVVALEGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGRER
>MCE8459410.1 TRAP transporter small permease subunit, partial [Rhodovulum sulfidophilum]AB15
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHV
>MCE8459411.1 aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB15
MQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLD
CGAAGVIVPHVDSAE
>MCE8459412.1 hypothetical protein LZ188_23300, partial [Rhodovulum sulfidophilum]AB15
VERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRSRGYAPALQAELLRQIAAAGPVAPA
P
>MCE8459413.1 hypothetical protein LZ188_23305, partial [Rhodovulum sulfidophilum]AB15
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVASEAR
>MCE8459414.1 hypothetical protein LZ188_23310 [Rhodovulum sulfidophilum]AB15
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MCE8459415.1 sulfite exporter TauE/SafE family protein, partial [Rhodovulum sulfidophilum]AB15
LFGGISGVWGPPVIAYLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDR
LDPTRFRRATLVVLAVAGLNLIRKGLMG
>MCE8459416.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB15
AEYRTCAAPAVADFAAANGGAVAFHAWLQFLAETQLGAIREAGAAAGMAQGLYLDLAVGTHPAGAETWADPELFAQGVSL
GAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVQMPRAALLSV
ARIEAAREGAVIVGEDLGNVPEGLRDDLAASGLLGCRLAMFDPEIASWPEPVLGSFGSHDLPPFAAWGVGRDIDWHRRLG
HIPPERAEAL
>MCE8459417.1 hypothetical protein LZ188_23325, partial [Rhodovulum sulfidophilum]AB15
LEALPPEPGDPASATDGTAGATVPAGLDEASAPVFGFERDLGVTTASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSV
QVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYVSE
>MCE8459418.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB15
MMAAIAAPALAQEAPAQPEGNAAPAQVESTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERESCNMQQLMRDSD
DNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAEDLAAFKGGKEAS
VTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MCE8459419.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
EHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>MCE8459420.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB15
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MCE8459421.1 hypothetical protein LZ188_23350, partial [Rhodovulum sulfidophilum]AB15
MAKRVHTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGTGRKGLAPMPVRIRGDRKCVVEG
>MCE8459422.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKETPQDEAVREKTYRVVADELRGFIERFETLAEEKAQIGDQQKEVMAAAKARGYDTKALRRIIALRKRHADDIAEEEAV
LQLYREALGM
>MCE8459423.1 extensin family protein, partial [Rhodovulum sulfidophilum]AB15
KLAAAGLGRQPSAVSTPRRGVVCGDPAIAGEMIAPIVSRVAGCGVARPVRVSAVDGVALSQPVTVDCATARALRSWVSNG
IKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGRVLKQIHRAACG
PFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MCE8459424.1 mechanosensitive ion channel protein MscS, partial [Rhodovulum sulfidophilum]AB15
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAPGAEARALIDILRNDNAREALIAELEQAAGRGSADQDRAAAVPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALR
>MCE8459425.1 response regulator [Rhodovulum sulfidophilum]AB15
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MCE8459426.1 3'-5' exonuclease, partial [Rhodovulum sulfidophilum]AB15
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPPDGYVIAGMVAGCGLLGLAAWIGLLFDANV
>MCE8459427.1 hypothetical protein LZ188_23380, partial [Rhodovulum sulfidophilum]AB15
LATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGNLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTSS
GSIGGKLDVSKGEARIDGSVTGAVDVSGGSLEAGRDSALKGGLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSDGLDLA
DGTVGNTGTIGGAVTVGGGTLTNGGTLSGDVSVSGGVLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGRF
GDDLTIEGDTG
>MCE8459428.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB15
LERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQDVTMLNCLGSGVLEARALMAFLPRICEK
LMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTALGGDFRGTARRPIGEWLERDGPDLVGQEA
VTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALGMKNGGSVADVWVTSERPVAPETLTGPGE
GPFLRRAPSLL
>MCE8459429.1 hypothetical protein LZ188_23390, partial [Rhodovulum sulfidophilum]AB15
PCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDGSKLALHQAPSRWRRLYGNDTDWISWAEDRL
REREEQTI
>MCE8459430.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB15
MSEEAQTDATYRVTAGELRQFIERFERLEGEKKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MCE8459431.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MADGSSLLFDFAAERPAEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHEANHPETLHLNSN
>MCE8459432.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB15
MSVSVFGPSQAGKSFLVSVLARPENGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSE
ADVARTIVNSFYMDGDQSEPVPEPEAITAHLDAFRAKTGSADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAAL
IAPKLGVVDRAAFFAILWGGHGALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDREAGDSLPLCL
>MCE8459433.1 hypothetical protein LZ188_23410, partial [Rhodovulum sulfidophilum]AB15
GRGLMAGARLLSDISDAHRDMALEFEGEAFLSGVAQIGLLRDEVGRVLEGIASGDAEIARLDETTRQVRVPLEQMEASIR
LLGLVAVNARIVAAGIGSDQNDLNAFTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRL
DADLQSLEAQRAQAAEHAGKSAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAA
EQLRATH
>MCE8459434.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB15
LWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAAAACGTGALAEGQGFVSL
GTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAALGETLRPPGRVRFLPYLS
GERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGARSRLWLRMIATVLGVPL
EVPEG
>MCE8459435.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB15
ISLLPDLAAERIEWPVPFAAGLPVLQGLRGRRVVVLASGDPFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLE
TTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVAEFAAFLTGAGFGDSRLHVLEALGGPRERIRETTARDMDLEGIAH
PVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRALTLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIE
ADP
>MCE8459436.1 hypothetical protein LZ188_23425, partial [Rhodovulum sulfidophilum]AB15
MKDEALEALFEAARQDRTEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARIRRGVPALLLASIEI
>MCE8459437.1 RNA polymerase sigma factor, partial [Rhodovulum sulfidophilum]AB15
LDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTTWLYRVVTNLCTDRLRRRRGAAL
DEVPEPPDESPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVLEIGVEAVESLTARGKRALARTL
AGQREALGFDDD
>MCE8459438.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
NAGRLAVPCIYRTGAPDDTLLPAEARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYL
GDAERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MCE8459439.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB15
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALALALALARGR
>MCE8459440.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
EPTNLGDHPRRDLEIALALAEGSAHPLARALAEAARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAVPG
SETASWLRVGARAPVAFTFADRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQAL
GDEGRRVLMVGDGLNDTAALAAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAI
>MCE8459441.1 outer membrane protein assembly factor BamE, partial [Rhodovulum sulfidophilum]AB15
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQF
>MCE8459442.1 ComEC/Rec2 family competence protein, partial [Rhodovulum sulfidophilum]AB15
SMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGNVATER
AFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWAQGVLA
VVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGK
>MCE8459443.1 tryptophan-rich sensory protein, partial [Rhodovulum sulfidophilum]AB15
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSR
>MCE8459444.1 hypothetical protein LZ188_23470, partial [Rhodovulum sulfidophilum]AB15
IQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGRAGEIIAILAQLEARERKRRGATLEQYRRKAI
>MCE8459445.1 Bax inhibitor-1/YccA family protein, partial [Rhodovulum sulfidophilum]AB15
VMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKDISGWG
SFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSLYLDFI
NLFMFLLQFLGNRD
>MCE8459446.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB, partial [Rhodovulum sulfidophilum]AB15
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRL
>MCE8459447.1 thioesterase domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
IYHGDLAFGDLRAALPAGWTVLATPEREPALPPVAWAAGIDTGTLPGDLLLVGHSLGGLHAWALAERLEAEGRPARAVAV
IDARPFDAELVAQSGGPLQLFAMLNGSAARAESLEALWHRLPAGHPARAGGLSAFARRHAQFAEEIAACTGYAPALLAAT
PAILLAAGDNNPARIADGWRALGLVLELLPGDHLSCLCGAGAGRIAACLRAAASGNGKETET
>MCE8459448.1 DNA replication and repair protein RecF, partial [Rhodovulum sulfidophilum]AB15
GLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLSWPG
SGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKAMR
ERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALLRLEAAQAEAETAFPRATLALAGP
>MCE8459449.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB15
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEAEPEPEPETEA
>MCE8459450.1 hypothetical protein LZ188_23505, partial [Rhodovulum sulfidophilum]AB15
QAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGCHA
AGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSV
TDDAPDTARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>MCE8459451.1 hypothetical protein LZ188_23510, partial [Rhodovulum sulfidophilum]AB15
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTTALDRETARLAEEIRALEARWQRQRAE
>MCE8459452.1 hypothetical protein LZ188_23515, partial [Rhodovulum sulfidophilum]AB15
HPHDAARVGDGATGVIWDYAMNGNSGQYIETPELSPGEYGYRLYLIDVQTVDSRRGISLELYIPDRSEWRHSGSILSSTY
QDRDRRYTVTSGLPGAFLTERGTNATVRSYYKYNRARINAGSYLRHGTVVLVRRKTYFPLDLMP
>MCE8459453.1 RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB15
LDPDSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTA
SGALERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAA
GGFGSLNVSNAAAVALYAAAQEQAQALGR
>MCE8459454.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB15
SLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKKTLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETG
KADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGHTDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRL
AAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MCE8459455.1 tRNA lysidine(34) synthetase TilS, partial [Rhodovulum sulfidophilum]AB15
MTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQGWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETV
LMRLARGAGVDGLAGMAPERRAGGVTWLRPFLDISRADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGA
AGLAATATRLASARAALEAATVEAAARLVREEAGNLLIEAGGLAALPAEIA
>MCE8459456.1 glycolate oxidase iron-sulfur subunit, partial [Rhodovulum sulfidophilum]AB15
AQAAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYH
AACSLQHGQKIKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQI
GSGTGVPVLHTVELVDWATGGPRPRALATG
>MCE8459457.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB15
ILDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAGHMVAAMDVTPETVSR
YGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAIARDAARLGLAGFGFD
GVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MCE8459458.1 hypothetical protein LZ188_23550, partial [Rhodovulum sulfidophilum]AB15
SDFYKNLRFRICSGVLFLAQCPTVAMDRAIRGAQQVAIRMRPSLPEWIASSGRKTAETTWA
>MCE8459459.1 DUF3429 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGP
>MCE8459460.1 LysE family transporter, partial [Rhodovulum sulfidophilum]AB15
QIVKFAGVAYLMYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALG
GVFMALTLAVFLGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MCE8459461.1 hypothetical protein LZ188_23565, partial [Rhodovulum sulfidophilum]AB15
FLALLGAAGWYGWTAGLIGPGKAPEGGLEARLPPRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYGRQRGDAATD
NAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPD
GAVYDLTDRIGPDGRLRFGLSLPE
>MCE8459462.1 NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB15
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLDVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAI
>MCE8459463.1 alpha-ketoglutarate-dependent dioxygenase AlkB, partial [Rhodovulum sulfidophilum]AB15
MALAVSAAAKAGYPAFCPDAGLINRYDPGARLSSHQDKNERDFSNPIFSVSLGLPAPPSSAGRNAAIWWRSMHCITATFS
CGVAHR
>MCE8459464.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB15
MTGTPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATR
>MCE8459465.1 prolipoprotein diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB15
LHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRVAGTFFTGYGLARFAVEFLRQPDAQFAGPGNPLGLALHWQGYGLT
MGQLLSLPMIAFGLGLILHAARRRP
>MCE8459466.1 poly-beta-hydroxybutyrate polymerase, partial [Rhodovulum sulfidophilum]AB15
MAGAFRALRDEDLVWTRAVRRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRA
PMFVIGTEKDHIAPWHSVYKVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGS
WWQEWAGWLAARTGPAEAAPPAMGAPDAGLPPLCPAPGTYV
>MCE8459467.1 beta-hexosaminidase, partial [Rhodovulum sulfidophilum]AB15
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPKMAARSMYLRD
>MCE8459468.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
DAPAPAEIAADSVLPGTALVQLGAFDSGDEARGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAAR
RFCAAVSAEGADCIPVVAR
>MCE8459469.1 DUF4159 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
PGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSGRLRGAR
VPSRAGGAMVLALALLLPGGLRADEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIEPAAPIA
VDLETDELSFFPFLYWPVTANQPMR
>MCE8459470.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB15
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTL
>MCE8459471.1 phospholipase, partial [Rhodovulum sulfidophilum]AB15
VHTLERGVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLD
DLNARSEADRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPE
RTWHDVHAMVRGPVVAAAAQHLDGFLDIVAGRRAPGPAAPGLD
>MCE8459472.1 hypothetical protein LZ188_23625, partial [Rhodovulum sulfidophilum]AB15
KGARLGQASDPAAEIETYDALIARYGDSDALPLQELVARAMLSKGATLGQASDPAAEIETYDALIARYGDSDALPLQELV
ARAMLNKGAGLGQASDPAAEIETYDALIARYGDSDALPLQELVARAMLNKGVTLGQASDPAAEIETYDALIARYGDSDAL
PLQELVARAMLNTGVTLGQSSDPAAEIETYDALIARYGDS
>MCE8459473.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB15
GSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGHNIDPAEIEEALLSHHDVAFAGAIGQPDSFAG
ELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDDLPKTAVGKVFKPALRKLAIQRIYDTALAEAGHMVRVC
EVVEDRKRGLVARLERQGPV
>MCE8459474.1 hypothetical protein LZ188_23635, partial [Rhodovulum sulfidophilum]AB15
LARMARAAGTPCERVGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLR
ATRSDPLADLLRAAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAEMLARFREAGLSSTPYALALDVTGESQRG
LIEGDPLRGRETDPPISDGDWLRLQAICGG
>MCE8459475.1 chorismate-binding protein, partial [Rhodovulum sulfidophilum]AB15
MDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELL
LRKRGDSVVSHPLAGSARRLDDPEEDARNANALARSEKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGT
RIEGRLKDPETPAILLAAALHR
>MCE8459476.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB15
GWHIECSAMSHELLGDSFDIHGGGIDLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLE
QGVPGEVIRFVFLSTHYRKPMDWTAEKAREAEATLRKWRGLVAGIEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGAGD
LAGLKASAGLLGLLGGKMTERGGELTADDFSEELGK
>MCE8459477.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB15
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFRVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETDMPMKGHM
AH
>MCE8459478.1 hypothetical protein LZ188_23655, partial [Rhodovulum sulfidophilum]AB15
LGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGDPVAMRVPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>MCE8459479.1 hypothetical protein LZ188_23660, partial [Rhodovulum sulfidophilum]AB15
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQTTSGEGIPGLSITLAGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPD
>MCE8459480.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB15
LAESAEAAAARLASAAGAAATASAAWTETPGRATLTRHRPLGVIGVLCPEICRQAAPVPAMTSILGPVLAAGNGALLHPG
NAAEAEAEALIAALEAAGMPKGLVGIISGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSEGGTSET
WTGPGGASDLFRVAAGRRQTLRLSWGA
>MCE8459481.1 hypothetical protein LZ188_23670, partial [Rhodovulum sulfidophilum]AB15
INLFAAFDLDFAGTPSGTIWEQGGSGYGVYLGVTGEDLVFRAFMAGGADPPPASPVLLDGDGAALLDAEGHVLKAWIEGL
GGARLTLPRATFAGRRGTLYVQIDLAAGTVALWFRGGKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAE
EQVPLASGRTENRYAFNGVLETEATAAENLNDLS
>MCE8459482.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
MGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAHPVDLLIANAGVKTGNHGGIEPAVQAERVIAVNLT
ATIHAVQALLPAMHARRRGRIAIVGSLAAVAPHGDLLSYSATKAGLQAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQ
KGPAPMLMPPARAARIVARGLEQ
>MCE8459483.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB15
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARD
>MCE8459484.1 PhoP regulatory network YrbL family protein, partial [Rhodovulum sulfidophilum]AB15
DSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWIFGHLSQRFLPASRYRSTAKQYDEYRRLVMENLFDPGFELPVA
HLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICAADMGPANFVHGYRGASRPG
SNRVPQWVLVDGFGDRYAITARSYSRRIRLR
>MCE8459485.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB15
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRI
>MCE8459486.1 hypothetical protein LZ188_23695, partial [Rhodovulum sulfidophilum]AB15
LKEEFDAATQGLKERTQEQKELLALLREKLSLNERQVAAAFQAAGEIDVAPERYGEKLVEIAQRYAALKEELDARPGDNP
EIAAKKQEAARALEDGDLDLADQLLDAVIALEDQALDQRALEAAATRAQKAEVALLRLRYREAAKSFTRAAQRVPAGHPE
VKQDYLQRQAMALYKQGVEFGDNEALEE
>MCE8459487.1 hypothetical protein LZ188_23700, partial [Rhodovulum sulfidophilum]AB15
TPLAHMRQVQERFWQAAAHAGCSGTEILAALARHRNRPGRAAAPVVFTSLLGRGSAGPVSLIPEGMTQCAALSQTPQVAL
DCQVHEDRGALRISWDHAADLFDTNGLAEAFSAHLGRLEALAAAPDWTALPPASFRTPAAAPDAPRLGRMPAATRPAFEA
ALDAGRIAECWAEVLPGFDGRRDIGFFE
>MCE8459488.1 hypothetical protein LZ188_23705, partial [Rhodovulum sulfidophilum]AB15
GGGVPPGAERQAQMIEKFVHDMANLVAVIDGSARMLIEELGGSAHLKRILEANRQILAIMETLRGTGRHEIRHRWVDLGR
LLRAAADLVQAEWPEGIGLDLDLPGQETLALADPVQVSRIVLNLLCNARDAVARKTPGRAPEGRVRLSLRRQCDRPGAED
RAWYEFCIVDDGIGMDADTRRNMFLPH
>MCE8459489.1 hypothetical protein LZ188_23710, partial [Rhodovulum sulfidophilum]AB15
SGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATYLAGLPAGDPLVPARPRVP
AEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQQAAHEMTAEQIGRLSAAL
GAAPAARSGLDPERARRPDFELAGAG
>MCE8459490.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB15
ISFDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGR
LAEVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQ
DRISRVPSSIRISQAVSSAATARD
>MCE8459491.1 hypothetical protein LZ188_23720, partial [Rhodovulum sulfidophilum]AB15
SHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MCE8459492.1 formate dehydrogenase accessory sulfurtransferase FdhD, partial [Rhodovulum sulfidophilum]AB15
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMV
>MCE8459493.1 prephenate dehydrogenase/arogenate dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB15
EHSGPRSGFAELFDNRWSLIVPVPGTDPAATARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRR
VTDGEVIKYSAAGFRDFTRIAASDPTMWRDVFLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGII
EAGQDTEAPDFGRGAKART
>MCE8459494.1 hypothetical protein LZ188_23735, partial [Rhodovulum sulfidophilum]AB15
SGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPPSNAPAEARPDERAAWPDLPEDT
RRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEPVFKATGLYLRGLAPLSATNR
LTPPAPGTEAHKRWSAVHR
>MCE8459495.1 FAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
EEPGARRLVSWLARRTRFQRVPAADPAPVAAPPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGC
GQLGLDPGACCRVLARLSADHDPRLHGAQFRAAAARRVDPLRWGRAADPEGVFLRRWLPELADLPPDALHAPWTCPAAAR
RLGRRYPHPLVAPGPGRP
>MCE8459496.1 hypothetical protein LZ188_23745, partial [Rhodovulum sulfidophilum]AB15
LSALAGAFGPMEGRRVALGSVKANTGHLDAAAGVVSLIKAAIALQHAEIPPLAHFKSPHPDLALDGTGFYIPLRPEPMTG
PGPLRAGVSSFGFGGTNAHAVLERWAGPGDAASAEETPGGKGTAESRDAGPAVLPLAAPDPEALSALKEAFRARLFGEPE
DDARAVARSAAARPHVR
>MCE8459497.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB15
SVGVGFCMAMARPWLDLLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFGAEKAERVRANNRLISNR
YPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNGAALVVRDAPDPDRLQVE
LYCREGVTRCLVAPADL
>MCE8459498.1 peptidase M23, partial [Rhodovulum sulfidophilum]AB15
VRAYEEGLTALREGLRRAALREQTIAAVLDARREEIARLVGVLAGIERNPETVVLLHPTGPLGAARAGMMLGEVTPALQA
EAEALRRQMDEVALIRALQESAADDLAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQ
VGGMAPEGSAPPGFEA
>MCE8459499.1 trypsin-like serine protease, partial [Rhodovulum sulfidophilum]AB15
MAVLAGLMVALTAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGGGGFCTAALVAPDLVLTAAHCLFDGTTGGRLP
LAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVDRVRHDLALLQLDRAIRLPGLVP
>MCE8459500.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB15
SLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLLPAIFAGRMAQ
IAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGEAASPERALVLLSLLYAALPCALKLVALALLAATPLNRETI
G
>MCE8459501.1 YdcF family protein, partial [Rhodovulum sulfidophilum]AB15
STAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPGFRASPGLPENLGLLTLTLHEALGF
AVYRASGLAADPLPEGCLAG
>MCE8459502.1 NAD-dependent protein deacylase, partial [Rhodovulum sulfidophilum]AB15
ISAHLALARLEAALPPGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPD
IVWFGEMPYRMEEIWEALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWV
EEYLGARR
>MCE8459503.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB15
ILVCALAAELVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLC
VPDSNMETLDLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPW
VDSWTPGRPFDN
>MCE8459504.1 hypothetical protein LZ188_23785, partial [Rhodovulum sulfidophilum]AB15
RTKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMML
TLVRYMGCAGARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDLAWPALIGWSDLSLSA
>MCE8459505.1 hypothetical protein LZ188_23790 [Rhodovulum sulfidophilum]AB15
MDPGLAEAFCKEYTAERNRLQDVALAGRGNLEKELARVRGDHAKLVDAIVAGIPAERVKDRMLALDARRRELEAALSSVS
ATRPVRVHP
>MCE8459506.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MPEPLLEIRGLTRSYRPRRSLLVRSPEVVALDDVSLSVGQGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAR
>MCE8459507.1 hypothetical protein LZ188_23800, partial [Rhodovulum sulfidophilum]AB15
FRSEAAVAPAQANTARVAAKSNARDGKSLLACAAFARAERLQGRAVTLGALAAQARAGGAA
>MCE8459508.1 hypothetical protein LZ188_23805 [Rhodovulum sulfidophilum]AB15
MSIMDDIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAT
RLCPFD
>MCE8459509.1 hypothetical protein LZ188_23810, partial [Rhodovulum sulfidophilum]AB15
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TASGLALGSEAMASETTATIEAVTEAGTGPEFGTGPQTGTETEAPAPAPETPRETVDETTRETAARAPATDE
>MCE8459510.1 DUF3572 domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
LPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARAGLPGGADPHWT
>MCE8459511.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB15
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAG
>MCE8459512.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLD
>MCE8459513.1 sulfate ABC transporter permease subunit CysW, partial [Rhodovulum sulfidophilum]AB15
WARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALILLALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MCE8459514.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB15
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITADSATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MCE8459515.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB15
LNAEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAALRDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKARE
QAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRKVALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLG
SKLN
>MCE8459516.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB15
MVVMSPQLTDMGTASGPLRALGAVVALGSALMSALAHIFIRKLSQTEPTTAIVFWFIITSALLSLLIIPYGWVLPAPVTL
ALLIGIGVIGGLGQICLTAAYSHADASVVAPFEYSSMIFAIAIGWR
>MCE8459517.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB15
LEARARGVIAYSSGNHAQGVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLV
RPFDDPQVIAGQASCGLEIAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLTSGRIE
TNT
>MCE8459518.1 nitronate monooxygenase, partial [Rhodovulum sulfidophilum]AB15
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIG
>MCE8459519.1 hypothetical protein LZ188_23865, partial [Rhodovulum sulfidophilum]AB15
RSKQATRSFHSQKLRPAPGRNSPVMGGRAPSGRAGPGQDLSGEDDFKRHVRGLELGRARTSSDRGAIRAR
>MCE8459520.1 hypothetical protein LZ188_23870, partial [Rhodovulum sulfidophilum]AB15
RPPRPAPAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRPKPEFEARPTPSPTPGPERREVLSAEAEAPKPRAPRREADA
APVERPRKPRPGAERSGPRSEAGGPRPKEGRKDGWKDARKDDRKDGRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGGAR
DW
>MCE8459521.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
ISRNGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGITLRTGGRIARIGPESVALATGETIPAAFVIGAAGARPQGW
LAKTGLGLTDGFVTVDRTLRSVSDPRVFAAGDCAHLSHAPRPKAGVFAVREAPILRQNLIAALTGGRMRAYRPQRHYLKL
VD
>MCE8459522.1 nucleotide-disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB15
LWALGDCALIPLKEGASERADFAPPTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITG
FPAWFIWRSYYLALLPGIGTRIRVMINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEM
>MCE8459523.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB15
ILPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAFRDRCRVPDT
ALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTETRLGLGAASLGRDAHLGARARTISDRIRVQ
>MCE8459524.1 FliM/FliN family flagellar motor C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
SELTLNAVLWRSRVSAAAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGP
AEIGALAASGLPGSDLPMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEEFPFDPAGFDSDLENALENGLDGGGFGAAPLD
>MCE8459525.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB15
LEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVMPVRRDDGRFDYRVTEDGRSHVLPPGKVFHVRGFGGGDGLGMS
AIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGRMLDAYVSSDRAGKTLALEAGLKYRQLQMKD
>MCE8459526.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB15
LDRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRHEDEATGARLRLSEAESQLASLGDLDAARAQLED
VRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRLDTAGTRVAELEDRKAASEEELERAAALPEEIA
>MCE8459527.1 hypothetical protein LZ188_23905, partial [Rhodovulum sulfidophilum]AB15
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRTRPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLAR
>MCE8459528.1 hypothetical protein LZ188_23910 [Rhodovulum sulfidophilum]AB15
MFTAMLVAQVVLNIALAAGVILLLRCVRSLRKEMPNLTQAAVKRAARLSRATR
>MCE8459529.1 FAD/NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB15
MLLNIPIRAVDIDPPGPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLAATLPEGVALTRHETAILRLERSGT
GWYLESAAGRFGPYDEVLLAPGQPRSAPDPQLARWQDHARRMGAAVLPAYPADRLLKAAEDWAGASVAIRGLD
>MCE8459530.1 PhzF family phenazine biosynthesis protein, partial [Rhodovulum sulfidophilum]AB15
AFRNFENVFVELEGADRVRDFVPDLAAIAGLGPVGLVVTGREGPGGRADFVLRYFVPGAGIPEDPVTGSIHATLTPYWAA
RLGRSRLTAYQASARGGWLDCELTGTRVMVAGAAVTFMKAEISLPGAERFRA
>MCE8459531.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB15
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSDGDALPWADRTAYAERMLQRDLRSYEDAQAHS
>MCE8459532.1 hypothetical protein LZ188_23930, partial [Rhodovulum sulfidophilum]AB15
FNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPET
EHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTL
>MCE8459533.1 hypothetical protein LZ188_23935 [Rhodovulum sulfidophilum]AB15
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8459534.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB15
LGARIAEFPTTRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTL
PQAWAMVSQRPAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MCE8459535.1 hypothetical protein LZ188_23945, partial [Rhodovulum sulfidophilum]AB15
AAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRRLGPMSGGRYRL
EREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIDRERVV
>MCE8459536.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLF
>MCE8459537.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB15
LAGEVNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALN
IAVAVLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTN
>MCE8459538.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB15
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGVALVAEGKLLPWQGPGDEAPLMALESRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MCE8459539.1 hypothetical protein LZ188_23965, partial [Rhodovulum sulfidophilum]AB15
RYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFEADGQICFRYDHDPEDPQCWSFFESGQGLMARFENDP
DQTELIEVNQSREPLICSGPRVGA
>MCE8459540.1 hypothetical protein LZ188_23970, partial [Rhodovulum sulfidophilum]AB15
IFLSARPEAPAVEIFTPPPRQSLAALPRAEGLPEPSVIVGLLDPDTEDLPVWSDLATRTRLRQDDPEGFARLVAAGALDP
PEDALPRAIQTELARMNCYRGGLDGLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACP
>MCE8459541.1 hypothetical protein LZ188_23975, partial [Rhodovulum sulfidophilum]AB15
ISLVAQWRARHPGKTVIGTAPAWPVAEMPAPRSAAPLRRIALIMGRSHARDAAPLWAPLLALLDRRTALGLTVSGNLDLP
APVRSHPRVDILTARGWADYLGWLRIARADIGLVPHFASRDFNAARSGSKLGEYAMTGAAVLGAEAW
>MCE8459542.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB15
YDGPQALFYLDPPYWGGEEDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVRLNYSVSKSGATA
ARELIIANREVRVGLV
>MCE8459543.1 S8/S53 family peptidase, partial [Rhodovulum sulfidophilum]AB15
GIVIVSAAGNCLQPITVYPARDPNAVGMAGTNHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFA
AALTAGVAALWIEHHGRQHLRDEAARVGITVNDLFRTALKASARRPADWQSGMGAGIVDADALL
>MCE8459544.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB15
RDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGSLIN
RMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>MCE8459545.1 fused response regulator/phosphatase, partial [Rhodovulum sulfidophilum]AB15
KSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSL
VPERHRRFGASEVSLLLRPCGQV
>MCE8459546.1 hypothetical protein LZ188_24000, partial [Rhodovulum sulfidophilum]AB15
GHCAAWRARNPSYKPLQPLISSIVQQHRVEAQMNRLKLFGERIMSRDPDGQTAEIQIRIIRHCRSDQWRDMTHS
>MCE8459547.1 hypothetical protein LZ188_24005, partial [Rhodovulum sulfidophilum]AB15
FAIALGAMAVNGSSPFLTPRLNAVRWAFRYLRRGFVALLDAEVDLPLSPQASGDDFDFGPSEDRSAIHE
>MCE8459548.1 hypothetical protein LZ188_24010, partial [Rhodovulum sulfidophilum]AB15
MTGFRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQTIEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHR
>MCE8459549.1 hypothetical protein LZ188_24020, partial [Rhodovulum sulfidophilum]AB15
MAETFTRSFGRFHAEVSPAEARLVIRDDCKDVIRLFGRDLVRSSLLGGSWTPDIERALRWGLDRIEAELGEDR
>MCE8459550.1 hypothetical protein LZ188_24025, partial [Rhodovulum sulfidophilum]AB15
ECDRLRAEVDQLREGARRYRWLRSRDLETIHTGGVFAGKTPENIALNLEDLDRAIDFASHHEDRSDG
>MCE8459551.1 hypothetical protein LZ188_24030, partial [Rhodovulum sulfidophilum]AB15
MAFPPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRVLPGDYLTLGRHLH
>MCE8459552.1 hypothetical protein LZ188_24035, partial [Rhodovulum sulfidophilum]AB15
ALAESVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAIRLCPFD
>MCE8459553.1 hypothetical protein LZ188_24040, partial [Rhodovulum sulfidophilum]AB15
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRV
>MCE8459554.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB15
LARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSGLR
ISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKGPDAPL
>MCE8459555.1 N-terminal phage integrase SAM-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB15
RERDRWAAVLRAGRDPITERKEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVS
EITPQDIKGALAPIWRTKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGA
>MCE8459556.1 hypothetical protein LZ188_24055, partial [Rhodovulum sulfidophilum]AB15
DAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDWPAGASGLRRRFD
>MCE8459557.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB15
MRPPRTLLLDLDDTLLTAYRQPERTWASIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVR
>MCE8459558.1 hypothetical protein LZ188_24065, partial [Rhodovulum sulfidophilum]AB15
LDTVKLTVYGRESGLPGDWTGIEVRLLDIHRQIRRRLDRAELETLKGALSGLLHEVRVLLVETENPSGSDGEIGRHYQNS
NPDLNESEPCQEMAKEAGVPCSETAAITGTDPGSSPSVASIGSAGSKTPDLSAI
>MCE8459559.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]AB15
SSPRELFNAQGFPPDYVIEGAWEGLDGDAPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCPHLAASRQAEEAHDAV
>MCE8459560.1 hypothetical protein LZ188_24075, partial [Rhodovulum sulfidophilum]AB15
MPSETFTRSFGRFEAEATPAEARLIIRDDGKDVIRLFGRDLIRSSLLGGSWAPDIECALD
>MCE8459561.1 lysozyme, partial [Rhodovulum sulfidophilum]AB15
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNA
>MCE8459562.1 hypothetical protein LZ188_24085, partial [Rhodovulum sulfidophilum]AB15
GLGALHLRQSLPALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGA
CQIVLAARSRPKRFWRMSLNPAWPDRYAVAEIETASGKQVFLAGLQLLKPWK
>MCE8459563.1 hypothetical protein LZ188_24090, partial [Rhodovulum sulfidophilum]AB15
VYFEADYDRDLFPSGAPQIRVRCRGKRVLDPREWLTPMAMARAETPGTLWAGQDPGAVGTTAGGAIPTGEDGGDWNGGKI
TARFHCGRLYPGGETPERGLGPDLEAVSGDVLEASALDRGADLFAAFDLD
>MCE8459564.1 hypothetical protein LZ188_24095, partial [Rhodovulum sulfidophilum]AB15
IQSGNAGATPPAETAAGMVWVDTATRALKMRNIANNGWITLGSFASGSFVPAGVNQLTEAQAKDALSEIYGAVTGQILAA
AIDARVRATGAPVNEAVWHPHDAARVGDGATGVIWDYAMNGNSGQYIETPEL
>MCE8459565.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB15
TSTDWLIRGPGRTEARLRLFLFPFAGGGASIYRGWAEAAPGDVEVIRVQPPGRENRAAEPALDSVEALAKGFIGAALPAM
DRPFALFGHSLGSMVAFRAAALLRERPQGARLCRLFVSGARPPHLPDPEPR
>MCE8459566.1 hypothetical protein LZ188_24105, partial [Rhodovulum sulfidophilum]AB15
MSIMDSIALPHEAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIW
>MCE8459567.1 LPS assembly lipoprotein LptE, partial [Rhodovulum sulfidophilum]AB15
TRLGRASAPRWRLSYRVATESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERD
AYRRLMVILADEMVTRLLAGSGAWAK
>MCE8459568.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB15
VVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRVEGAFLLSINDRPEIRDLFGAFLIEE
VRLNYSVSKSGATAARELIIANREVRVGLV
>MCE8459569.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB15
PATEVDHIARHEGDRAKFWDRSNWQPLCKSCHSRKTAREVLGRN
>MCE8459570.1 hypothetical protein LZ188_24125, partial [Rhodovulum sulfidophilum]AB15
MVYFQEKWSGFLARFADLPDFVPGAKAMKAAADGAADGLTAAKEAAAAAGEEAKRLKLEANGIADAMIRTPLASMKALKE
TLAGVSEEAGNTATSLTRIGDAADDGAGVEKVKKKTKDLADTR
>MCE8459571.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum sulfidophilum]AB15
MIHNPSRGLYGTAAELRKEADELDKLARVYASVYASRSGRAVEDVMALMNAETFFGPEDAVAAGFADAVSGTAPEIAPEL
AAVMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGR
>MCE8459572.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB15
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETDLARDFASIEALRAHPGLAKFLR
>MCE8459573.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB15
MGNQNEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVAIAEAID
>MCE8459574.1 GcrA family cell cycle regulator, partial [Rhodovulum sulfidophilum]AB15
APVPPESRPAAAAPEPQDAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLTLMELTERTCKWPIGD
PATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>MCE8459575.1 gamma-glutamyltransferase family protein, partial [Rhodovulum sulfidophilum]AB15
FPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAARRGLAIDWYAALIIASAT
RDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILA
>MCE8459576.1 hypothetical protein LZ188_24155, partial [Rhodovulum sulfidophilum]AB15
APEAPPPPEAPPELAPPELLPELTDPAPRRPDLPRLAALAAPEPPPEPERHPDPRPEVRQARADTPRPVERPDPKPDPKP
EPKPAPASQQPVRAAASQSSDMQQAEKAAGAGGAARGRAGEASAE
>MCE8459577.1 8-oxo-dGTP diphosphatase MutT, partial [Rhodovulum sulfidophilum]AB15
SKRELKEELGIDTWESCMAPLTFASHSYDDFHLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQ
DLL
>MCE8459578.1 transposase, partial [Rhodovulum sulfidophilum]AB15
PEFIAKAVRDWIDAVGAKTAFIEPASPCENGYCESFNSKLRDGLLNGEIFYSLAKARVVIEAWRVHYNTARPHSSLGYRP
PAPEAIRWPSKRNGSPPQLAPTL
>MBL3559175.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB16
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADEARQREEHERQREEERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MBL3559176.1 RNA-binding protein [Rhodovulum sulfidophilum]AB16
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MBL3559177.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB16
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MBL3559178.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB16
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGLLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MBL3559179.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVIAAGY
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MBL3559180.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB16
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>MBL3559181.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB16
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPD
>MBL3559182.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MBL3559183.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB16
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MBL3559184.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB16
MQTVEIYTTSSCGYCHAAKRLLDGKGVCYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MBL3559185.1 ComF family protein [Rhodovulum sulfidophilum]AB16
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MBL3559186.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEDTLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPHRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>MBL3559187.1 ferrochelatase [Rhodovulum sulfidophilum]AB16
MFDSKEDGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MBL3559188.1 hypothetical protein JMM65_00070 [Rhodovulum sulfidophilum]AB16
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MBL3559189.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB16
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MBL3559190.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB16
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAAPDA
>MBL3559191.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB16
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSQYHLSVGISYPNEADIETAKALGMKPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVI
DIFP
>MBL3559192.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB16
MSHLVERLSLRGEGLTGDGLTVALALPGEEVEGTPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARLAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MBL3559193.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MBL3559194.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB16
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAEAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACAANSAGIETLSRERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHLEAVLGLAPDPIRRLAALGGEDVAGRLRLGKAEARRLGRLVEGAAAGEGPAVLAYRAGPEVARDAVLLRAA
SLGADLPEGFGTEIARGAQARFPVAAADLMPRFSGPALGQMLKRLETDWIASDFRLDRAALIALAGRGD
>MBL3559195.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB16
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEASVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MBL3559196.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB16
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPAEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MBL3559197.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB16
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQIR
>MBL3559198.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB16
MLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEFCRAFRALPRESYGYFILLTS
KSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSL
VPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGG
QYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFE
GCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>MBL3559199.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB16
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MBL3559200.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB16
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAGGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MBL3559201.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB16
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MBL3559202.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB16
MAMSLKTIKPVLLICALLLGYMAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEDPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKADAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MBL3559203.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB16
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLINALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MBL3559204.1 hypothetical protein JMM65_00150 [Rhodovulum sulfidophilum]AB16
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTDYRFLFR
EYKCYLAAKLAQADQSGALPIIELRGLVQTDLGPGMIEELITDGEGNLGTSLRQMIRRKVFQEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPLRTWSGHLNERSLCKRFEDTSLATGLTWDAKDRVFGLPRR
>MBL3559205.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB16
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAAAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALEQGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPEGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MBL3559206.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB16
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFGKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MBL3559207.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB16
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDALARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>MBL3559208.1 ribonuclease PH [Rhodovulum sulfidophilum]AB16
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MBL3559209.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB16
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEKANAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>MBL3559210.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB16
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILETARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDDRKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MBL3559211.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB16
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHVVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGGED
>MBL3559212.1 ParA family protein [Rhodovulum sulfidophilum]AB16
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MBL3559213.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB16
MTISEGEFSDVSRETSERLARYAALLRKWNPAINLVSRATLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIISEEYAPDLQVTLIESDQRKATFLRTVIRELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLAPGGI
SLFPKGARYADEVNRALASWRFEVQNHLSKTDPQAVVLKLGGIARV
>MBL3559214.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB16
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRHAVQTALSAVPGLEIVEGEAADFLQCDGRIAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDHQPGDDEPVLFSFLSSHVEARQ
VACGITHTNEQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVRSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
PVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGERRRTSFEEKMERLSAGRAR
LESMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDPELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSSELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MBL3559215.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB16
MDTIFAQATARGKAGVAVIRISGPRAHSAALALAGSLPAPRQAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVSALLSALGRIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVIGLLDEVATSLRAEIDGVSVAERIREGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLVPGPEDIVLRG
KADLADGAGHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIVDAQNQLSIGMETAELAAEDLRR
AVRALETLLGRVDVENLLDEIFSRFCLGK
>MBL3559216.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB16
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MBL3559217.1 CopD family protein [Rhodovulum sulfidophilum]AB16
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MBL3559218.1 Maf family protein [Rhodovulum sulfidophilum]AB16
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGVEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MBL3559219.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB16
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MBL3559220.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB16
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MBL3559221.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB16
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGNEAWRPRPRPTPLPSRLTEEEAAAHRAFVETMGDDALWK
SFD
>MBL3559222.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB16
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MBL3559223.1 FxsA family protein [Rhodovulum sulfidophilum]AB16
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MBL3559224.1 Tim44 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MBL3559225.1 elongation factor P [Rhodovulum sulfidophilum]AB16
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MBL3559226.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB16
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MBL3559227.1 hypothetical protein JMM65_00265 [Rhodovulum sulfidophilum]AB16
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFLTLVPVSTVAGGD
RAGRIAAAKGRKLWFQAGPSRPFVRNRPIRSGTAAHLRLSRPCPPTRARGASGPGNAGAKAAPADREDRTAGGTA
>MBL3559228.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB16
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWFEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MBL3559229.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB16
MRRRRLSREDRALWDEVARRVRPMRDAPPEAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>MBL3559230.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB16
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MBL3559231.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB16
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>MBL3559232.1 thioredoxin [Rhodovulum sulfidophilum]AB16
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MBL3559233.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB16
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGATAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMVRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSVAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLSGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAVAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPETALPDWALRDAPRPERPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIGTAILWTRTGALMTIPRELGHAALARAG
LA
>MBL3559234.1 double-strand break repair protein AddB, partial [Rhodovulum sulfidophilum]AB16
ILLLEACIAERGGFKEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDIT
DYDLLSRFGEWDETDPPEPEDVG
>MBL3559235.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWAKHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MBL3559236.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB16
MTRTGTGTGLTLAAALLACGAASADPEEGTYRSAEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPSDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLKTLTDSRYEYLLDRDTASARIEGTDTDR
>MBL3559237.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB16
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGTDPVRTVRGAGYALG
>MBL3559238.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB16
MKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSAG
DLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDLE
VDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MBL3559239.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MBL3559240.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB16
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MBL3559241.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB16
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MBL3559242.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MBL3559243.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB16
MNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGRDATYDVTASPLEGVAAGGVVLSFTDISD
LEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARERFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPG
ARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAEAHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLEMTRSERELAFR
GPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSAPGKGSTFSVTLPTV
>MBL3559244.1 hypothetical protein JMM65_00350 [Rhodovulum sulfidophilum]AB16
MGNTGTDRFAQMAPGVDRNGMALLIGFDRADQSQLGMPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLA
QQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGMTVQMIPRTRH
>MBL3559245.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB16
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTSLTAG
>MBL3559246.1 guanylate kinase [Rhodovulum sulfidophilum]AB16
MAIRRGLLIILSSPSGAGKSTLARRLRVWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MBL3559247.1 YicC family protein [Rhodovulum sulfidophilum]AB16
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWIPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGALQI
DPMALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPETETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIGETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSVGLTRVGLDLKAAIDQMREQVQNVE
>MBL3559248.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MBL3559249.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB16
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MBL3559250.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MISFAGAIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLIYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MBL3559251.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MBL3559252.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSGPVSEAGA
>MBL3559253.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MBL3559254.1 hypothetical protein JMM65_00400 [Rhodovulum sulfidophilum]AB16
MRFFLMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>MBL3559255.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGLVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MBL3559256.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGPRVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFLYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWLMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MBL3559257.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MIATDRSKGGTAVKTDILILVPAAGASSRMHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDA
LPRLKVAYVDPAEGMAASLRAGAAAARVAGARGLMVLLPDMPDIETGDVVRMIKAFAKAPDRCLRATTEDGRPGHPVLFP
ARLFPALEAVAGDTGGRNMLAAETVCPVVLPGERAVTDLDTPDAWAAWRARSGH
>MBL3559258.1 hypothetical protein JMM65_00425 [Rhodovulum sulfidophilum]AB16
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MBL3559259.1 D-galactarate dehydratase [Rhodovulum sulfidophilum]AB16
MAGLLLVLAGCNAAMAPGGEGSQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPVFGFERDLGVT
TASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYASE
>MBL3559260.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB16
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHATALYAAGVRRINLSLDTLDEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDCADLRAPLREHPDSNAALIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MBL3559261.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB16
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVLG
>MBL3559262.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB16
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDETVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MBL3559263.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB16
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELAARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVDWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVSRDQLAQCLAMLEGLTGVLTA
>MBL3559264.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MIPNLASSSASAGRLPDKIVVASTRPCRLQNVIPHPLHYKELAVGWRVAKNTALLFLSSIWRLCWRGRLTPGWSCKKHGA
ARSQPAPGEVLTLHLRQEIVMRVLAVLAALTAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDT
LLESAGSLPLGTPAHLVDENPCAILVGLLETEAPRIVVESSAPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTI
GADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLARSMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETV
GAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRRATASVPALSGIPAVAADAILPLPAYSDMDVVGYPYT
LEAWTRAFSEVAMAAVSAPAASR
>MBL3559265.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYETFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDEMNEVDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPVYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MBL3559266.1 DedA family protein [Rhodovulum sulfidophilum]AB16
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MBL3559267.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB16
MTATRNQLILLAAGASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMMTMAASTGLAIY
HSGVERHWWAGPSSCTGRGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>MBL3559268.1 usg protein [Rhodovulum sulfidophilum]AB16
MRLSETELMLRGYGLTTAEFYYRMPDFRNVLNSFIWQDYDLAPDHPRLFRFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MBL3559269.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB16
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAARIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKVDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MBL3559270.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB16
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMANAHRLPAGGALAVDREAFSQGVTNRLMSHPKIRREDTEITSLPEDGHWIFATGPLTSDALGQAIRTETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEEERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAATILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MBL3559271.1 hypothetical protein JMM65_00500 [Rhodovulum sulfidophilum]AB16
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MBL3559272.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB16
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGKMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGTMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQEIDEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRGMVGP
>MBL3559273.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB16
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRAGAEVEILTPMAD
>MBL3559274.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MBL3559275.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MBL3559276.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPDDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MBL3559277.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVVLEPGVDGPRLGFVAKAGNWLGGVGMPGTSLRR
ISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLT
QTDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MBL3559278.1 DNA repair protein RecO C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
VALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDDLVFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQG
AALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLMRLLERTSG
>MBL3559279.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB16
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQQMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGMGIDRIAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MBL3559280.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKSIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLASGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRLLDELLARR
>MBL3559281.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB16
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQARACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLRVHAAAGGEEFLALDGKTYVTEPGMTVISDETGVESLG
GVMGGETTGCTEATVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAATGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPSDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MBL3559282.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MBL3559283.1 ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTLSRAPRGEAPPAAEDTSSRQPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRPMPGESLPDAEKTNADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MBL3559284.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB16
MRIPASVLSRVAAGLSLGLCLASASLAQTSLETLADTVERVESRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAVMAVMRD
>MBL3559285.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGITVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>MBL3559286.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MSKKAILALGSAVLAISGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNSVLPE
LAQANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDLEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVTDRGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MBL3559287.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGSLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVIFSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MBL3559288.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTSVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MBL3559289.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MTARSSLEAPLHPVRNERFGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAIAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MBL3559290.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQQLGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MBL3559291.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB16
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MBL3559292.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MILSGEGLGWRVQGRVIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGARILRFKPI
>MBL3559293.1 pseudoazurin [Rhodovulum sulfidophilum]AB16
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>MBL3559294.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB16
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>MBL3559295.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB16
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGMPRDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>MBL3559296.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB16
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MBL3559297.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB16
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MBL3559298.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB16
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>MBL3559299.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB16
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPGRDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MBL3559300.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB16
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNENPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MBL3559301.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MBL3559302.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB16
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGKLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MBL3559303.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB16
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAAPLPDTVSDDPLPEKEP
>MBL3559304.1 heme-binding protein [Rhodovulum sulfidophilum]AB16
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSVERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAG
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MBL3559305.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB16
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MBL3559306.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB16
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MBL3559307.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB16
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIGKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MBL3559308.1 peptidase M23 [Rhodovulum sulfidophilum]AB16
MPGPFSGPFSSGPALATSADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFDEADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MBL3559309.1 S41 family peptidase [Rhodovulum sulfidophilum]AB16
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLEEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MBL3559310.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB16
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MBL3559311.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEELTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGADTPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MBL3559312.1 xylose isomerase [Rhodovulum sulfidophilum]AB16
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADMRPEGATLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MBL3559313.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MQGRTLIAGLLAATCVGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIADAAQWTSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVTDGPAPCN
>MBL3559314.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB16
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEAVLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATVMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MBL3559315.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MAGERGTPLVEMKDISVSFGGIKAVDHVSIDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYTIETIYQTLALADNLDAASNLFLGRELTTPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVAALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MBL3559316.1 hypothetical protein JMM65_00735 [Rhodovulum sulfidophilum]AB16
MPKPDRTEPSCRSLCTLPPTQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MBL3559317.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB16
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGT
>MBL3559318.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB16
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>MBL3559319.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB16
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHRAARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MBL3559320.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETSPAAGAMAMAAE
>MBL3559321.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRIEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MBL3559322.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB16
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MBL3559323.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB16
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MBL3559324.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
DRREGAARIELSGLHVVTPHVGIRLDPPEISLAPGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTR
AYVPPGRLDLALCYPEPAERYGRDDMAAALSATGLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLD
QLDPEALGRIEALLQGQMARIGVLGIGDGATPSPVFGRVVEIVAEPGSGRPAPQPRRAPES
>MBL3559325.1 hypothetical protein JMM65_00780 [Rhodovulum sulfidophilum]AB16
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVSGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDEAVFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDRSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNAL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDGKFMAEFDDLRGAFPRSGDGSALETAAAPCKYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DGDKRALLEYLKSI
>MBL3559326.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB16
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MBL3559327.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDIARDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTAPGAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRAGFDGLVVSDYTGIRELSAHGLGAPATVALRALAAGIDMDMVGEDYLTHLPALAEAGLEAPEAGLA
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGYPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALTGPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIDRHCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSA
TEARPGERISLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEHREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MBL3559328.1 beta-glucosidase [Rhodovulum sulfidophilum]AB16
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALFDAVNWAA
HLRADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKAHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWIAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFTAPYLDASA
>MBL3559329.1 hypothetical protein JMM65_00800 [Rhodovulum sulfidophilum]AB16
MRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAIAAEPEPEPEAFWRQAVVD
HIRFSLAISDPNRRGPEFNPLKTTATGAFRPYLRPDAELAALGGQAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALI
RLGELMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQCDALDLGARHLGRADLAEAAATLAGLIA
GAADPVSGGWRESLEAAPGALDAATVLALVQAGRMDGPFALTAPRSRATMAALETLFAGLYPLNRDRAAPALGRWAGDVF
FGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAA
RDQALASR
>MBL3559330.1 hypothetical protein JMM65_00805 [Rhodovulum sulfidophilum]AB16
MDPSSPSALWTDRAERLRADDPVPVVMANPDIAPRGTVLLVHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAELGAAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MBL3559331.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB16
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQGGCDQPTGAGAPDLLALTLCGGVAAERYWRP
ALVVARAARRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPVERGLTGGVCALWK
>MBL3559332.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB16
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGAMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MBL3559333.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>MBL3559334.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MBL3559335.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MBL3559336.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLALAFEARTGAGLAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAASKVTDIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPAECYTAEEITAGLLDSAEEPDLATAFIALLASPEGRAAFE
AAGFGAE
>MBL3559337.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGRALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MBL3559338.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MPALRLERIGNAVLGPLDLELAAGEAVAVLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDITGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRHARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWTELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCSPSTTRPSLAF
>MBL3559339.1 ModD protein [Rhodovulum sulfidophilum]AB16
MQPLDDATLLGLLKEDAPYGDLTTRSLGFGPAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATGAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIARLRAACPERRVVVEVKTLAEAEAAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MBL3559340.1 NnrS family protein [Rhodovulum sulfidophilum]AB16
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWAIPAAIAFLGLADAAFLATALGYLTYPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWHGLSALGYAPALMLVLAFAWAPLGLALTGLAALLPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLHIGPLHKAGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNIGGHGHGHGHGHGKGHGHGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>MBL3559341.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB16
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMERDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MBL3559342.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB16
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLEDILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEAALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MBL3559343.1 urease accessory protein UreE [Rhodovulum sulfidophilum]AB16
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHVHDHSH
DHPHDHSHSHSHGHGHSHDHDHGHDHGHPHHHDHGHGHGAGGCCGGSGQGGCGCGGHGHGGASHGGNRGGGGCGHGH
>MBL3559344.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MBL3559345.1 urease subunit alpha [Rhodovulum sulfidophilum]AB16
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSVEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MBL3559346.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRPLEVTLAALLACGGLPGTALAACPGTTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MBL3559347.1 hypothetical protein JMM65_00890 [Rhodovulum sulfidophilum]AB16
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMIRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPPADPAVEAAADTATETVAEPVVDAPARTSGQPSIGAAPAPAASNAPAGSPPATAPKRAS
EASPASGSEPEPAMAAAAPAAATTSGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>MBL3559348.1 urease subunit beta [Rhodovulum sulfidophilum]AB16
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MBL3559349.1 urease subunit gamma [Rhodovulum sulfidophilum]AB16
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIQEV
QVEATFPDGTKLVTVHNPIR
>MBL3559350.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB16
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELGPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAKGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLELRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MBL3559351.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRTFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MBL3559352.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB16
MRLFSVLFVCLFAVAVVVAGPVTGPALAQSVPAVPGQGQPSQIQNILHENRSLIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTANRQDLDRLRPNSGVRALIGAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLRALRGAIASETDPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAV
TTGAPPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLDDLNSDKARERAYAAL
AARGLVPPTATTEEVQATLDGHGFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLTPSNTLAA
QTYMILFIILFIQIRPRGIVALRGRAAGD
>MBL3559353.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPDLAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRALWLETGTSASFAAARALYESQGFKPCGPFGDYRIDPHSAFYTMRLAPQEASL
>MBL3559354.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB16
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLISIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYRVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTRPARHGADPGPDD
GSFRDREASE
>MBL3559355.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB16
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPFAVLFYRQSARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKKAAKTRAVVVVEHDMDFVRRLGCKLTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MBL3559356.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB16
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLRDMAERRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MBL3559357.1 hypothetical protein JMM65_00940 [Rhodovulum sulfidophilum]AB16
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>MBL3559358.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB16
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPMLEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALGPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLSDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLYWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLVALLAEA
>MBL3559359.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB16
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MBL3559360.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MBL3559361.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MBL3559362.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB16
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRIGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLATQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MBL3559363.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB16
MKMPPDMPGQGAGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTAF
>MBL3559364.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MBL3559365.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]AB16
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRHWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEASGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>MBL3559366.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB16
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MBL3559367.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB16
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MBL3559368.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB16
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MBL3559369.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB16
MADPAETAGPRRGLNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>MBL3559370.1 hypothetical protein JMM65_01005 [Rhodovulum sulfidophilum]AB16
MTEPRMKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAA
AGVFGLWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MBL3559371.1 RNA polymerase subunit sigma, partial [Rhodovulum sulfidophilum]AB16
IYIEGLPNPEIAAVLEIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MBL3559372.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
SAFMEWAGRLDVLFNNAGTFGPSGPIDEIDPADWAGVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREG
SVCYTTTKHAVTGLTKTLSLDGRPFGIACGQIDIGNARTALVEDLTARARAGGQPVQPTMDVAHAARSVLHMAELPPEAN
VQFMTVMATTMPYIGRG
>MBL3559373.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB16
MSRRLVLLLPLLLLVALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MBL3559374.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB16
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MBL3559375.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAITLPFAETLHPVPGLGPVYAELISGHTLLV
YVALGLVPVNWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MBL3559376.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MBL3559377.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MAGAALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRQVLLRTDKSPARPGRIVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPTLRTRLRLMDNARIRDCAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>MBL3559378.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTKMQKAMAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRDLVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MBL3559379.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MARGGASRDRPGDRPGGGRTSERKRSPAPPRPALHPPCRCGTTRRPATGDPAVTPAVLAALHARCFTTPRPWSAAEFEAL
LATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQGTGLGRARLAAFEAGACARAAQEAFLEVATDNAAACALYRAAG
FELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>MBL3559380.1 NifU family protein [Rhodovulum sulfidophilum]AB16
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MBL3559381.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MBL3559382.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB16
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MBL3559383.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMGNHPLDLDALLAEAG
PQADTEFTEPTQA
>MBL3559384.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB16
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MBL3559385.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB16
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPAAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MBL3559386.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB16
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGVVSYFGLGHLLGAFRLSEFRRAMRRQR
>MBL3559387.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB16
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTAFEAELTRLMDQDIGSKALRDAVVQYLSEARQKGRSAIAAA
FSDRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLTE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRIFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>MBL3559388.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB16
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVATEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MBL3559389.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB16
MNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLASGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDARPEE
AE
>MBL3559390.1 YraN family protein [Rhodovulum sulfidophilum]AB16
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKKSRSFASAAERVTRRQMDRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>MBL3559391.1 glutathione synthase [Rhodovulum sulfidophilum]AB16
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLAD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTSRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MBL3559392.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSVSAPTSRTRFAALSDQARACWLDPAEMEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
EGTTEAIAGVERQAYWTRIAELCRRLAGALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDD
LPLGLLADVALNLLVTVDRWFAINASDLAEGGEARFAERAFSLLMTPLLPPDYSGKTDT
>MBL3559393.1 hypothetical protein JMM65_01120 [Rhodovulum sulfidophilum]AB16
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYGVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGAFLGLALLATGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MBL3559394.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB16
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MBL3559395.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB16
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAIAHGPA
INAACPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MBL3559396.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB16
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MBL3559397.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB16
MGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQAAKVTPGLRLDGVALGQALGWAEAGWPDF
AMYFPIFSAAPEAQIYGAALPRDDVRRSVTEGAAAVFGDAAGLYGLDTPLPAAELDQRIDDQREAHCNALPEHLLPGMVE
AQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVARDARLISVGQIEGAATGAPPYDYWLVTGVAERD
DPCAALTGG
>MBL3559398.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB16
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPDLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>MBL3559399.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB16
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPEIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MBL3559400.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB16
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVVGLLVVAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAA
>MBL3559401.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB16
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCAGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFPGADVIIHFDPVR
>MBL3559402.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB16
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPK
TAIWGVDPDEIRE
>MBL3559403.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB16
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDAIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MBL3559404.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB16
MDDAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKRGSRIGWVMLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAVIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRSEPVGPGPVAALLLRAALVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGIFAALAPRLGRGGRVGLVAFLGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAGNL
AAREPLRPVAPYLPFAARRFDGKTVLFLLRETVPPSFEAGLVRAGWPVSARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MBL3559405.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB16
MTEAPASRPAFLFLLTLAAYFAAHVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGIGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGPA
AAMWPDGLRHVAKATLAELIPGLLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLADAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEVIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSY
>MBL3559406.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGEARVGRLTSGGYSVAFGKSIGMGYVRPDLAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MBL3559407.1 hypothetical protein JMM65_01190 [Rhodovulum sulfidophilum]AB16
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNDDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MBL3559408.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB16
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MBL3559409.1 DUF938 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPKRLTLPDSASLATPGAGGRLSAPSALRNAEAICATLETVAPARGRALELASGTGEHAVRLAARLPGLVWQPTEIDPQR
RASIDAWAAEAALPNLRPALALDACQPGWAASHSGQDLIFASNILHLVSDAQAETLIAEAALALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRGKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>MBL3559410.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARLAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVARVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MBL3559411.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKASLASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MBL3559412.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPPTARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MBL3559413.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRIIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVTICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MBL3559414.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGTPYAPSEPSAARRAGVAMV
FQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLEPDRLVGDLSAGERQRVEIIRCLLQDPRLLIMDEPT
SVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATPARAG
GTPGAAVLEVRALNLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGALGPSL
RRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSGGNLQ
KFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRPARGL
SLEEIGLMMGGAHGMEVAHVAE
>MBL3559415.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB16
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTTVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANTHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MBL3559416.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
YYDGAAEAGGLSAPRRSSGSALPEGISAKKKTPFGMEVEDFILHEMTEALVRSADYAARRNAVAEWNARHAVLKKGIALT
PVKFGISFTLTHLNQAGALVHVYQDGSVQVNHGGTEMGQGLYQKVAQVATHAFGLPMAAVKITATDTGKVPNSSATAASS
GSDLNGMAVKAACDEIRGRIAAHLAATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDR
IAGRGRPFLYFAYGAAVSEVVLDTLTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTH
APSTYKIPAVGDRPQVFNVALWDGANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAID
RVQA
>MBL3559417.1 hypothetical protein JMM65_01240 [Rhodovulum sulfidophilum]AB16
MEFNFSAAALQSTDHFALAAVELEYDAPFSAVLLHRPALSQPWERIDIERTIVALTFSGADLMALSDEGDIYRIGPSIER
SKIEGAGVSSSVADGRGRCTVMCTSGNKLWVAGENGQLYANVDGISEWAQIALNSKFQAVALLADGDGGVFLVGDDVIEA
ISPAEVDYTNPQAILDALRVDRDTREQAGPTAHLYHISADLVVSELSIPDCSNVRGLASYGSGEVGITGVDGLFLKGKPR
AGLFRENLGLKGQTLLCSAAAAQGIVIGTDSHWHVFDGATVEPLCLGIAKHTARLPLSVYESAGSTVLFDCKMNPLVLAQ
GIWSDIEVPSALRKREFDMQDLLQDR
>MBL3559418.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB16
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDDVPAGDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MBL3559419.1 DinB family protein [Rhodovulum sulfidophilum]AB16
MARYNRWQNRAMMEEVARLGAVERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGTAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MBL3559420.1 oxidoreductase [Rhodovulum sulfidophilum]AB16
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MBL3559421.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MBL3559422.1 BCCT family transporter [Rhodovulum sulfidophilum]AB16
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MBL3559423.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB16
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDSRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPRQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MBL3559424.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]AB16
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGGAL
GVLRAVAAETGAAAIIRSRAYDPAGRDSDKAVEEGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGAAVLSRHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGPGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>MBL3559425.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDGDVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MBL3559426.1 hypothetical protein JMM65_01285 [Rhodovulum sulfidophilum]AB16
MTALAGILRGPIHSGGRARGRAIMGRFCALVAALPGWGGLAGGYGPWLGGLLAGIGLLPVGRGPAGLAAGAISHFWT
>MBL3559427.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB16
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDEVTVETAAGPVAAGIYARARSGIAPTAAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEQNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MBL3559428.1 cysteine synthase A [Rhodovulum sulfidophilum]AB16
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHTIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MBL3559429.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB16
MAAAVFSHGGAVPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPREIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSILTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQAPGPFLPRQSAEPQPEPLDDLGGDAD
GDGGDGPR
>MBL3559430.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB16
MTDPLYRSDPYLREAGALVTAHADGGVVLSAPLFYPRGGGQPGDGGRLVWERGEMAVTDTVKGEAGAELLLAPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVIIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGATQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTALLGA
>MBL3559431.1 DUF4433 domain-containing protein [Rhodovulum sulfidophilum]AB16
MVLKLDADKALIFRITHISNVPWILANGLHCRSSGVVDPGFTRIGNASLIDKREHFPVPIDPRGALSDYVPFYFTPKSIM
LYNIATGHQDTPKVPRTEIVTIIARLRRVREAGINAIFTDQHAVSKTAKYFSDLSDLTNIDWTILRNCDFKRDPDDPGKT
LRYHAEALVHESLPCEQIAGIGCRSENEKRTLERFGREAGMEIKIVVRPDWFF
>MBL3559432.1 macro domain-containing protein [Rhodovulum sulfidophilum]AB16
MVTLTQGNLLDADVEAVVNTVNTVGIMGKGIALMFKEKFPENFRAYARACETNEVRVGKMFVTENHELFGPRWIINFPTK
THWRVKTKIEWVEDGLRDLVRVIHDKNIRSIAIPPLGCGNGGLDWSEVRPLILAALENIDGLEAIVFEPTAKYQNVAKRS
GVEKLTPARALVAEMVRRYGLLGIECSILEVQKLAWFIERGVKRLQVEDPLRFEFQADKYGPYSHNLTKLLDSLDGSYLR
CDKRLPDAGPYDLIWFNKAKHDRVQAFLNSGEGKKYAGVLEWASSAIDGFESPLGMELLATVDWMMQNDGIEPTVDGVIE
GLKRWAGGKEAGRRKLELFDSRLVSIALAQLKSSNELPA
>MBL3559433.1 SAM-dependent DNA methyltransferase [Rhodovulum sulfidophilum]AB16
MAIKKSDIYRSLWDSCDQLRGGMDASLYKDYILTLLFVKYVSDRVGKPDALIEVPQGCSFEDLKKLRGNKDIGEGIDRAI
AGIAEANDLKNVIDRAYFNDSEKFGRGAKMVTTLTALINIFSREELNFSRNRADGDDILGDAYEYLMRNFATESGKSKGQ
FYTPAEVSRVVAAVAGVSRATSPKQTVYDPTCGSGSLLLKAADAADVALTIYGQEFDITTRGLAKLSVMGGWFPSMRWIP
AGLRMPRWSLGWAQWRPGVSGPKASIHWCLRGWRVAPASGWLPKNPALTLAKCRAKPASIHSRQEGTIEFNGLAAWTPAG
PLGGPRKPAAAVSPARSSPEYIAMDSA
>MBL3559434.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MDRERHARIRYELSLRGLTFAEIARRAEVSVSSVSAVSLGKSRSARIELILAQALATRPEALFPDRYPANSGEGT
>MBL3559435.1 IS66 family transposase [Rhodovulum sulfidophilum]AB16
MDTIQAACAQLAGHQDRYVQKLSEVIEQADRQRDIEYGKLQARLSKATSEIKTLRSELKRTRRQVEDLNAEVAAQTARTV
ELLHEQYSPKSETVKAKRRQGAMRADDQRAESDPALSRRLKSYAVVPPPRPRNRNGRGAKNWDDLERVVVPMEFPETCPC
GCGGTIRNYDIDEKREVVPAKYYIAVRKYPRYRCRKEDVTVGTLYKPTLMPGSTSGTSMLAYLVTMRYGWGMPLYRIENM
LNHSGITYYRSTMYKQIRRLGIQLKHVMAELERHTLDDALRIFFDETVLKIQRPGEGKTANSYMYAAHRDDSPFGGNAPR
STVYFHRASRSMAHIHGILGGKSLIVQHDGYAGYGRLGQMGADVANIVSVECWVHARRKFIKAANNMNSSLPNGFVEIMS
QLFEVESILQGKTPDARLAYRRERSEEVVQRLHSRLQEASAGTLQRDELGKAINYTLERWESLTQFLNDGRIDLDTNPVE
RQFKPIILQRKGSLFIGSEEGGQTWAAMSSLVETCKLNRVDTYRYFSWMIDDLAEMRTNNLDEDIDYSRYLPWNAPEHCK
VKLRPVK
>MBL3559436.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MRIHSVSINNFRGIRCATICLPAHAVLIGDNNTGKSSVLEAIDLVLGPDRLSRRPPVDEHDFFEGRYLPPAVEAADQRFV
APVNAGDTPPADAAPPRIEIEVTITDLSEEQLARFGGSIEWLNTVDGTLFTEATPAGIDAAAINAALRVTFIGRYDPDED
DFTGITYFTRSLTEDDTPTPFRKNDKQHCGFLFLRSLRTGSRALSLEHGSLLDIILRLKEIRPRLWEGTLEALSTLDVAG
APEMGISGVLESVNASLKKYVPREWGAQPQLRVSSLTREHLRKVITAFIATGNGDHAAPFYRQGTGTINMLVLALLSQIA
EDKQNVIFAMEEVETAIPPYAQKRIVHELRKLAAQSIITSHSPYVLEEFSLDETVILSRTDQGVLSQSSITLPDSVKHKR
YRQDFRTKFCEGLLARRVLIAEGDSEATALPVVARRLSDLNPTAYTSIEALGITIVNAKTETQIADLGKLYAGLGKRVFA
LCDLQTEVAQQAIEAEVEHLFMHPEKGIEELVLKNTISEAMIRFSKSLAWPQHLAAKHAGADVNMKDALMDYFQWSKGNW
GIADFLAQCSEAEIPLWFRQTCARLRELCDPPPAPPAAGPATGSDGDDFDVLAGL
>MBL3559437.1 ATP-dependent helicase [Rhodovulum sulfidophilum]AB16
MVDLTPKQRIVLATTGHQLVTGGPGSGKTTVSILKAAKIARETLKPGQHVLFLSFARATVSRVLEALDEEKDISPGDRSR
IEVDTYHSFFWRLLKTHGYLVGLPRRISILTPPGEAIALAAIRREYGADKKLDDAELAEKRACEKAERDRLAFAEGKICF
DLFADLVAQLLEGSAKLRALTAITWPCIIFDEFQDTSAGQWRVVKALGDRCTLIALADPEQRIFEFIGADPARLDHFKAA
FAPTFTELGSDNHRSKDTDILLFGNEVLTANFSKSEYDGIAFCRFPSNRSQAYAALVTQVLQARARLIATGRPDWSLAIL
IPTKRMMRFVSDILREPFGNVPAIAHAASIDMEGPILAADVIALLLQQACAADDLDQLVHLMCQYLRGRGGADPGKGDLG
DAIRLESALAKWNQRIAAGRAPHANSVIQPIAAVLYASQQVGLLGDPDKDWIAIRAKLADGACPRLRAIANDARNVRLLE
RGNMLRNTMEQNWRERGRYADALDITRLAFVQDHFATTQRPETGIVVMNMHKAKGKQFDEVIIFEGWPVRVGKEVKANPD
RIVRENKGDGDLSQARQNFRVSVTRAKLRTTIMTPHDDVCILLKSG
>MBL3559438.1 glycoside hydrolase TIM-barrel-like domain-containing protein [Rhodovulum sulfidophilum]AB16
MHGADQVAKIAASMAEFGWTVPCLVGEDGELIAGHGRVLAATQLGLTEAPVIVLGHLTEAQRRAYRIADNKLTELGSWDE
ALLSAELQDLLADDYDLSLVGFDAFLIGTEMRGLTTIRSGASAYPAVQAFRDLAADVRSILGPDTAISYAADWSEYFGHQ
PGDGSGDVFFHLDPLWSDGNVDFVGIDNYMPLSDWRDGFEHADAAEGWPAIYDRAYLQANIAGGEGYDWFYASAADRTAQ
VRTPITDGAAGKPWVFRYKDLRAWWSNAHYDRIGGVESGTPTAWAPESKPIWFTELGCPAIDRGTNQPNVFFDPKSSESF
VPYFSRGWRDDAIQRAYLEATYLFWGYAANNPVSSVYGGRMVHVPECAAWTWDARPYPFFPALTDVWTDGANWRLGHWLT
GRLSLLDRLHFACAQDTEVLDLQFRMSSFAIAEAMSCPVRC
>MBL3559439.1 hypothetical protein JMM65_01365 [Rhodovulum sulfidophilum]AB16
MIIIPTSKRDGHVGAVTKHFDDAGVPWCRINTEDFATNVEIDFDPALGSGRLHLRDSNRTVNLGDVLAVWYRKPDPVDVH
HFEMDRAALEYVEAEFTEILLGLYGMLDHAFWFNNPFRTRIAHRKLRQLQVAEKVGFSVPKTKLTNNPERAMAFAASVQR
DIAIKSLGAISVMQANGEQTLQYGIFTRKTNVGELQPHRDKISFMPTLFQEFIEKESELRITCVGNDVFACEINSRDDET
ADDYRFDTARLPHRAVVRPDLVGRMQAYMKAFGLNFGCFDFIVPKAGGDPIFLEMNPNGQWYWVQQRTGQDIASAIANEL
IRNCKSSTSVSCAHAK
>MBL3559440.1 hypothetical protein JMM65_01370 [Rhodovulum sulfidophilum]AB16
MQVEKLSVYTSSIIPLMAALPYGICSDDEEVEKFAYDPSTQITRFAGGNFSTSRYDESAGGLFQSKTDTKKDD
>MBL3559441.1 transposase [Rhodovulum sulfidophilum]AB16
MVADAPREKQPKLTALMDSARDEVLACVDVPREHRPQIAGANLFERVDKEIKRRSDVVGVFPDDHAIVLLVGALMPESDD
EWTMAWRAIVSACAPRGRRRHVKRHTRLAAAGQCRSAGTTSATGPALARTL
>MBL3559442.1 transposase [Rhodovulum sulfidophilum]AB16
MPECPVEMGASSRKGLRAAARRVFDATHQRRRTHRMCNTLAFAPARQRGVVAATLKTIYFRETKAEAVSQ
>MBL3559443.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB16
MPRVSQKKTRLTSPLDIADFIGMSPSWVKQNKKKNEITEKAFLRIAEACGYEDHRDLLAILGVSQERESTPCSPSPPALD
RRKGFESFPTHPRGASLRGSNVVGAQGSSVMLTVPLPGLIGRDNERDAICAPVEFGARKLIIEGISGVGKSSLAKECIGE
LVRQNTYSRVIEISARETNLSLSSVLDEILVALRFPTYTQLSVSDRASRCADLLSAENTAILVDNFEDTKGSDRREILAF
LGKLPKADTIITTRSYPGLTVEAGETFRFIHLNGLDFSDCNALLQSEANRLALNIDLSELSEEVEILHSITKGNPLALKF
LVSQMRFSPYSLGDMIHEITSGEAEIFDFLFERSWKSLGEPEVDILMASGTFFPAPFGRDAIDAISDTKRKDTSLHLAVL
IGHSFVERATPLYERHQRFTTHPLVAAFSEAKFTDREARERIAGRLYDHYLKILAHDDVTFWEGRASYDQLDADRPNIVF
LSDWLIENDKRNEFAHLTKAMADLLYTRGFWGACIKYGKQAAIAASATNQDSLEAWIRIHMLGHLYTNRYDFSPALRELE
RAVELARAADDAPLLSVALRNLGRCFRKQNEAQRARSQYEESIKIAERLGLRRELALAVNELGKLERDSENERQALAEFE
RALGVLREGDSAIPAGIQCNIAGVAIDLEKLDLAESAAKKAFEFFEGVENMEGIASAKLRMARIAKLRCAPNASSLAAEA
RTYFQKLGMDRDVSAINAEFFEDDEAWG
>MBL3559444.1 hypothetical protein JMM65_01395 [Rhodovulum sulfidophilum]AB16
MIGISLIGPTGSGKSTIARHIERTYGAEVIKVAKPLYDFQAALYDLIGVSIEGQDGELLQFLGGKIEKEAPGWLCADFLK
RVAASPARFVVNDDCRPNCYSSLLNAGFEFVYVVTLPEIRQVRLRNDHTLVDPNHSVERGVDPSICFATLDNSGELDQTL
RNCDEIIRRLNVL
>MBL3559445.1 hypothetical protein JMM65_01400 [Rhodovulum sulfidophilum]AB16
MFSEIGGWLTGEAVIEAVRRGDIIIDEFDESQINANSYNYRLSPILRRLTDEVIDCRLEDAFEEILIDDAGYLLRPGECY
LGMTEELFGSNVFASLITGRSSVGRKFVTNHVCAGLIDQGFFGRITLEITVIKPTIVYPRMLFGQIFWFSVLGKSRLYRG
KYQGQDTPTNSKLHLDWE
>MBL3559446.1 hypothetical protein JMM65_01405 [Rhodovulum sulfidophilum]AB16
MSKKPTTPETVTVTIPFRVAKRGGRKEVQLPPGTNNHSPDYTLIKAVARAYRWRQILEDGDMGTIAELAEYEKISPSYLT
RVMRLTLLAPDIIEAILDGNPPSVGMKELLDPMTHIWAEQRSALGYEGR
>MBL3559447.1 recombinase family protein [Rhodovulum sulfidophilum]AB16
MNQPILRKLRCAIYTRKSSEEGLEQEFNSLHAQREACEAYIASQRSEGWVVLRDQYDDGGVSGGTLERPGLKALMQDIED
GLIDVVVVYKIDRLSRSLADFAKLVEVFDRTGVTFVSVTQQFNTTTSMGRLTLNILLSFAQFEREVTAERIRDKFAASRK
KGIWMGGVPPYGYRVENRKLIVDEEKAEHIRWIFSRFVEIGSATELARQIDQRGLLTPNGNRIDKKYLYRLLNNRAYIGE
AVHKGESYPGEHEAILDRVIWDKVHTILQESPHKRAANTRAETPALLKGLIYGPDGAAFSPTHTRKRGKLYRYYVSQSIL
KHGAGSCPIGRVTAGEIETAVIDQVRAVFRQPEIIAGAWDAAKSHCRDITLEDARIALQQFDPLWDELFPAEQTRIIALT
VKRVDIGTDAISVRMRIDGLAELAQELLQSPEDKDAAA
>MBL3559448.1 DUF2924 domain-containing protein [Rhodovulum sulfidophilum]AB16
MLEQPDHLARQKAVGAPRKHDPIPARIAALKTTPTPALRKQWRELFGTMPPPFNRRYLESRLAYRIQELTYGGLKPQTLK
RLAKLGDELDGGDRLKSRIRADIKPIVGTKLLREWQGVEHVVTVTVDGYEWQGRPYKSLSAIARAITGTRWNGWVFFGLK
NYRGRT
>MBL3559449.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MLTRGAYGLLAREVIGLLKHLQHAPGKTVIFVGILERLTDEMNRTIWQPQMEGGKAARELPGIVDQVMTLSLFSREEAPD
GGVTWRHDPDKGQERRLVCRSGNPWGLPAKDRSGRLDMTEPPDLGALLSKINQPLKG
>MBL3559450.1 hypothetical protein JMM65_01425 [Rhodovulum sulfidophilum]AB16
MTFDMNDVAPQQSGDLIPDGTFAKVTMSIRKGGVDGMSEVDRGLLKPSNQPGSDVRMVDAEFTVAEGPFARRKFWQNFTV
QGGKLDEQGQSVGWKISKSQFRAMIDSALGLRP
>MBL3559451.1 hypothetical protein JMM65_01430 [Rhodovulum sulfidophilum]AB16
MVIFESGDFRHYQDGQFMSQYLNHGIVSDLHELRIHPVGTASLSLFRITETIPTPDQIAKIYEDERKLFMPGAQCTLYGT
SDAVTALAHDPKTNLLHVGTSQGRSVFDGLQRVANTETPVGTAISAVNGLIAEQ
>MBL3559452.1 hypothetical protein JMM65_01435 [Rhodovulum sulfidophilum]AB16
MTVNISKPEQNLREELAALRAKVAAGVAQEAFWFSGDGATTTFALPRGWRPKFAYVDGALKRGNGRGLHRQPRRVHLLAG
FRGGPSHSGRRRDQRAGRLIHDSVHRKG
>MBL3559453.1 hypothetical protein JMM65_01440 [Rhodovulum sulfidophilum]AB16
MTVFIEKGDAPLSVRQATKRGMAYVAAEFSLAGARKGDDELLRVIPHENLPARLLDVVQKLGHVSYEAFALGWETDNLIN
GANNLFNHQLAAYREAQARLARHRLAYGRPEVTNEQQAIDEQGQPMFDEATGEPVMETVVVQAAIDPLPVEVELPVYDEV
SGEQTETEMVPNPEIVRDNSERAVS
>MBL3559454.1 hypothetical protein JMM65_01445 [Rhodovulum sulfidophilum]AB16
MTSRVLNKRSSVPGKVPTTAQIDLGELAINTRDGKLFLKRDNGNGSFTIVEIGSPQAVASSLGLGALAYGQVGDWTITAD
ASGNLRFFHDDTARMCLDPDGNLIVSGDITAFGAP
>MBL3559455.1 hypothetical protein JMM65_01450 [Rhodovulum sulfidophilum]AB16
MSLKLVHPIVAFLQAEQYLFPHSVAVLGWRSLIMKSSVVAVAVDMVLGTAPPREERALAAPQRSH
>MBL3559456.1 hypothetical protein JMM65_01455 [Rhodovulum sulfidophilum]AB16
MQFLEIDALAEYSAALDALTEGQRAALVEIVFCFRHGVLSATAVFSDVETLREVTGQVPDEITSAVTRRYGVDLESLVDG
RARFYIDGDKPETVLLGFTYSAVGKLEEWKRYRRDPDSKQRLLIDRFDAASEVKSIGEVERAGGPDLWKGPLELPEKAKQ
AGLHVIYLAKETKDQSYLRVFQS
>MBL3559457.1 phosphomannomutase [Rhodovulum sulfidophilum]AB16
MTSLTCFKAYDIRGRLGIDLDESIAYRIGSAFAVALNAKTVVLGRDVRVSSEALSKSVAQGLIDQGCEVLDLGLSGTEEM
YFATTHFGADGGICVTASHNPMDYNGMKMVRAGSAPLDATSGLARIKELAEENAFATNATMGTIRNVAAEARSAYVERIC
EFVDIAALKPLKILVNTGHGAAGPTFDAIAARLADIGSPLTFERLFLEPDGNFPQGIPNPLLPENRPATAEAVRDTGADF
GVAWDGDFDRCFFFDHTGAFIDGEYVVGLLAEAFLVKDPGATIIHDPRIIWNTKDLVAKAGGRAVQTRTGHAFIKQAMRD
ENAVYGGEMSAHHYFRDFVYCDSGMIPWLLVAELVSRHGPLADLVADRKAAFPSSGEINFTLEDPKAAIARVRSEFESEA
VSIDEMDGLGFDMGVWRFNLRSSNTEPVVRLNVESRGDAELVAKGVERVNRALLG
>MBL3559458.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB16
IVTAADFRLILIEQLAALEIAPADILIEPSAKNTAAAICAAALALEARAPGSLMLVAPSDHVIPDAGRFRAAVQAAAPAA
EAGQLVTFGIRPDRPETGYGWLELSTPTPNFASLPQPLRSFVEKPDLTKAEALLAGGMHLWNAGIFLFSTTAILEAFAAH
APKVLAATRAAFESAEKDLSFTRLAPAPWAELPDISIDYAVMERAPNLAVVPYAGAWSDLGDWQAVWREAEADASGTVTA
GPATALDCHDTLLQATSEAQQLVGIGLTDIIAVAMPDAVLIAHKDRAQDVKQAVAALKAKAAPQAETLPRDYRPWGWYES
LVVGPRFQVKRIVVHPGAALSLQSHHHRAEHWIVVEGTAKVTVDAEVKLITENQSVYIPLGAVHRMENPGKVPLTLIEVQ
TGSYLGEDDIIRYEDVYSRGQGAKG
>MBL3559459.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
MSVTRPLPHDAAHLHVTGAARYLDDIPSPANTLHLAFGLSQIAHGRIVAMDLSAVRAAPGVVAVQGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAATAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEI
>MBL3559460.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB16
MDIAFLLNGESVALTGVTPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAEIPSGGADPQDRRGADSPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLT
RIEVTETEIRLGASVTIARLREAMRAHHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDSLRCYKLSKRRDQDISAVLGCFNLTVRAGRVETARIAFGGMAGIPK
RARAVEATLTGQPFAQATIAAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTDIDELAP
>MBL3559461.1 glyoxalase [Rhodovulum sulfidophilum]AB16
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MBL3559462.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB16
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERLRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGADGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGAVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MBL3559463.1 hypothetical protein JMM65_01490 [Rhodovulum sulfidophilum]AB16
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVIATLARAAERDRTEAAEVAP
>MBL3559464.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVTEVRRLLAQGEG
>MBL3559465.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB16
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAREIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MBL3559466.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MBL3559467.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB16
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQGVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAASAQEDDLPPQLMAALAEIGVR
>MBL3559468.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB16
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALDALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>MBL3559469.1 hypothetical protein JMM65_01520 [Rhodovulum sulfidophilum]AB16
MPVKAKDVYADTMGVCGDDVDLDPVERGLIHLKRQKVISGRRLVTFLVRHQREIRPE
>MBL3559470.1 hypothetical protein JMM65_01525 [Rhodovulum sulfidophilum]AB16
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRASLRKPLRRL
DLALPRPRRRGGAAVRRSRL
>MBL3559471.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB16
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MBL3559472.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB16
MQIEMQHRIEAGRDCVNADAPIRIATLAGAFRQQGLPVIHVRHRDGNPKSPLHADSVGYSPMPCAEAIEGEAVFVKQTSS
AFASTDLAAHLQNEGITELVVTGAVAGFCVNSTVRSGADLGFNMTVVRDAVIGFDLPAAGQTAQVIFDVTMAHLEADFAL
LVDASAVMAE
>MBL3559473.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MCLAIDRLAQGARPAARIGSEVGYASESAVTAAFKRVTGQTPRQYRRASEARPV
>MBL3559474.1 hypothetical protein JMM65_01545 [Rhodovulum sulfidophilum]AB16
MDKVIPVTGASSGIGEGIAWDIARAIRHVFEAPEGMGTAEISARATKATRAVLRMPAGIASASGPSRA
>MBL3559475.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDLNLLALFLAVAEADNFRAAADRLGVTRSAVSQGMRRLEDMIGVTLVTRTTRAVRLTEEGERLYASLSTPLAEISQALD
VASGDNRPRGVLRLAVTSIAEAVLSGPLLVSFAEAHPEVVLDVTVTDEEVDIVAAGFDAGIRLGEVIEQDMIAVQVTEQE
REAVVAAPAYLAAHGAPSHPRDLIAHRCIGWRPSPDSAPYRWDFSDNGVAFDVAVAPQITTNDLRLMLRATLEGGGITFA
TRATFRPFVERGELVWLLEDFLPPFPGFSLFYPHRRNMAPKLRAFVDHVKSRRP
>MBL3559476.1 hypothetical protein JMM65_01555 [Rhodovulum sulfidophilum]AB16
MTLAMLMAGSSLSAATCAQSGPDSPAALHADWIMEGWERREGDPDFVFAEKMARYYDLQDAQGVFYDNFAPGQAQLFRDA
AVYGANWEDLQNAARSVLHGLTEANETLVGDGVASTTLGFVGQINRLDGEVIAFDGRSQLGWACTGEGWKIRHELNYAWI
VDPQEIADTLGQRGNRQ
>MBL3559477.1 Atu4866 domain-containing protein [Rhodovulum sulfidophilum]AB16
MGLHRGRLEDPARAELRLDCRPAGDRRHARPAREPAMSDTPTQFTGLWITDDGHVRHELLPGGRYVEARGSRERAYQGRY
EISGSHIEYWDDTGFTANGDFIDGVLHHAGMILRRN
>MBL3559478.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB16
MTCETRLDRGRRMLDRIDGKAGRRVVDALEDIAPDFATYLFEYPFGDIMSRPGLDLREREIATVAALCALGTAENQLKVH
IQAALNCGVSREEIVEILMQMSVYAGFPAALNGLMAAKQVFADAPSSTFD
>MBL3559479.1 DUF4260 family protein [Rhodovulum sulfidophilum]AB16
MPLGLIGYGFFGGSASALDVGLIWLSHVAFDRSIGAGLKYHGGIQVSHLGVCGATDPAQGPGPLDVSGQVS
>MBL3559480.1 hypothetical protein JMM65_01575 [Rhodovulum sulfidophilum]AB16
MDYSPDDWVILNVSLATRDRAFTQLRVLGGWRGGYLSGDAWRINSGIQAVHADDLEYRFLGRSGSVYLCRRGGYRMSRIM
ASGMGELKRQPTVVDAEILEDRNWLEPGLLEALLSTAADDTAAK
>MBL3559481.1 hypothetical protein JMM65_01580 [Rhodovulum sulfidophilum]AB16
MKYLITTYDRHDVTDHANYCEAHQIPCIYALVLGEKCTVFVHCEKLTGPRSQAIKAHEAEFAEFIARLRNTYAEPAWIQA
TLPMSFWYHDLPASAAEDVAEETYEFLRTILAPFDEK
>MBL3559482.1 TniQ family protein [Rhodovulum sulfidophilum]AB16
MTTPLPLAPDLQDRETAFSFVSRLAAMNGVDTAGFCTDMGLPFSKVIDGNPEALARLADLGATDADDLRQWSPLYMGNRE
HEFRGNRLHAKAIKASTVRGCPACLREDTEATPGRVEGGMYIRGHWLFRPVTLCLKHQHPLVPLWTEANVSRRYDAAARL
AEIAPGVWAGQLDKELRAPNPFDEWIEARLAGTPTESWLDQFDLYAAAHFCELLGRAIWAVRYPKWKKFGPERAWMSFEM
GFRFATTGEATVRDTLMQLQETIGEPTDGPKKKYGALYDRLAFDLLGEAYAPFRELFRDHIASTWPLGPGDDLMGEPVLE
RKVHSVRTAARELGMDPRRLRKLLVDIGLVRPAETGRDDQWELFDAKAAQPHLDRINTLVSAKDFQEALNMSRSQFELLR
KEGHFPPAIDGGDHKPLWDVRAAHLHLESLLTGAEPIYVNMHGWDDIPTTAQSLKVSPGTVLKLLEGGRVQRIGRHTNRD
GYASIVVTKGEIERLLRRPDAPGLSIEVFARQCGLTRSAAMRLVREGHVPSTEGRQPKTNARQRFLAPGDLAAFHERFVT
LRGLAVELGMPWQALRPKLAAAGLEPFSPDGQDYGAVFERNVATAADLASTKPRTHQNKGKDGE
>MBL3559483.1 hypothetical protein JMM65_01590 [Rhodovulum sulfidophilum]AB16
MTMLSLAREWFGLLSMDALISITGMLVCLFGLVRVIVAYSGTTRSAAPDPDRVKRIIESAPPIQAPLINDSLAPSPEGRR
VRAQEAAPGKEDQKDHEAPC
>MBL3559484.1 hypothetical protein JMM65_01595 [Rhodovulum sulfidophilum]AB16
MTMGALLGIAGMVIGASAIIRSLMIYGQSIGSAEPDPERVRRFIETAPPLPKHLLRAAHESAGSDAQDPSTTKVGPEAYG
HDPQGGSR
>MBL3559485.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB16
MPSPNIIEIPDNGGAVAVMADLHLKSYLRRGSNPLEFHGLEDRLLGENVDALIVAGDLSDTFGPPLQDALTYLSRYVPAD
RIYVVPGNHDYYSGRLGDENRLRDLVHASGSWFAQKTELRHRSDRYFCATLWTDFELLGDQEAAKNFARRFMRDFDMISI
EAPGHELLDPDEVLSRRIVPITLGDTITLHQEHRGWLEERLATPHFAGNGRTFVVTHHGPHPSAAGPIDGLTPAFHSDLT
EVLERSDIDTWFFGHSHRRLSCTVAGTRIQNVSIGYPDEDHGDDDDDLAEVCFIAAALNTQSSNEMRQLPADRHVLEQDL
EYALRCSETGVPVLMDKLTPETRAFLRHALMGCASPIVPEGDAYYATDVIVALGRAATPEPRDVNGGDQ
>MBL3559486.1 type I restriction endonuclease subunit R [Rhodovulum sulfidophilum]AB16
MNYAVSNTKEIALEQAIERRLCGASSEELAAGAAAETGPFRIGQPSDFDAPLALDRAKFWEFLETTQSRDLDKLKKNSPA
DWQAKITGQLDKLIKSKGLLHVLKKGLPVDNAHFHLMYPAPLASSAQKVHDNFAANIWSVTRQVHHSTANPNESVDMVLF
LNGLPLVTLELKNAWTHQTARYHGQKQYRERDTNQTLMRFGRVLVHMTADTDEVWMATKLAGASTFFLPFNKGHNEGAGN
PPNPNGHKTAYLWEEVLQPASLAGIIQHFVLLEGKKTDPLAKKTLIFPRYQQLDVVRKLLSHAAKMGVGHSYLIQHSAGS
GKSNSITWAAYQLIETYPQQLGLPGAKSLDTPLFDSIIVVTDRRLLDKQLRDNIKDFSEVKNIVAHAQKSSDLKAALENG
KKIIITTVQKFPVIYDSIADLSQKRFAVIIDEAHSGQSGLASGKMNQAMGGFVEDLDEEDNQDKILKAMKAGKTRDNSSY
FAFTATPKPITLEKFGEKQADGRFRPFHLYSMKQAIEEGFILDVLANYTTYKGYYEIQKSIEDNPLFDTSKAQKKLRAYV
ERSQQTINIKAEIMVDDFVDNVVNPKKLRGKGKGMIVTQNIEMAIRYYKAVQAELAKRGNPFKALIAFSGEKEVDGVKYT
EADMNGVAEDKTRSEFDKDEYRLLVVANKYLTGFDQPKLCAMYVDKKLQSVLAVQALSRLNRSSPKLGKRTEDLFVLDFF
NSTEDIKAAFDPFFTVTTLSEATDVNVLHELKASLDDVGVYEWSEVEEFCTRFFDGEDAEKLSPLIDVAAERFNTSLELD
DPEKIDFKIKAKQFVKIYGQMAAIMPFEVLAWEKLFWFLKFLVPKLNIQDPNQDALDELLEAVDLSSYGLERTKLNHAID
LDTSEAELEPQNPNPRGFREGEVQEDPLEEIIRSFNERWFQGWGATPEEQRIKFLNIVESVQAHPDFEEKFDGNPDPYSR
DLAFDKIMKEVMLKRRKEELELYKLHSQDEAFRSSLYQSVKEALGKSLG
>MBL3559487.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB16
MNIAAYPTYDSYQDSGVEWVGAIPASWNVRRGKWLFKKMDRPVRPIDDIVTCFRDGVVTLRANRRTEGFTNALKEHGYQG
IRKGDLVIHAMDAFAGAVGVSDSDGKSTPVYSACVPRVEGTVNPHFYAYYMRHIALSGLLVAMAKGIRERSTDFRFNDFA
DLALAAPPIEEQTAIVAFLDGKCATIDEAVRIKEEQIRLLAERRQILIQQAVTRGLNPDAPMKDSGIDWIGQIPAHWEVK
KVKHFGRNRSGDGITNSQLEDDGAYEVWGGNGLMGYSGHYNVDGDYIVIGRVGAYCGNIRLAQGKRWISDNALILRISGQ
VSSRYLAQALHAADLNRLNESNAQPLITGGKVSNLSFPYPPIDEQEAIVDHIVDGSDKIENAITIKESQITALREYKTSL
INAAVTGKIKVL
>MBL3559488.1 SAM-dependent DNA methyltransferase [Rhodovulum sulfidophilum]AB16
MNQTSHNSLVSFIWRIADDCLRDVYVRGKYRDVILPMVVLRRLDTLLEPTKAAVLEEVRYQKQEDPSATELDDEPLKDAS
GYVFFNTSQWTLKKLHGTATNNQQILLANIEDYLDGFSDNVKEIIGRFKLFEQMRHMAEKQVLLDVIEKFVSPWINLTPH
DIEDPEGNTLPGLSNLGMGYVFEELIRKFNEENNEEAGEHFTPREVIHLMTHLVFDPIKDRLPPVITIYDPACGSGGMLT
EAQNYIKDPGGPIQTNADVYLYGKEINDETYAICKSDMMIKGNDPANIRVGSTLSTDEFSANRFDFMLSNPPYGKSWNSE
VKYIKDGKDVIDSRFQVELADYWGKVETMDATPRSSDGQLLFLMEMVSKMKSTSASPLGSRIASVHNGSSLFTGDAGSGE
SNIRRFIIENDMLDTIIQLPNNLFYNTGITTYIWLLSNAKPEARRGRVQLIDANLLFRKLRKNLGDKNCEFSDEHIQAIT
DAFLAFAPIEREMDANNDPTGIAVQVFDNADFGYHKVTIERPDRRRAAFSAERLAPLRFDKSLREPMEWLYGEHGDQVYQ
PGFLKEQTKAITAWCEEAGITLNAKAKAKLLDTKHWVKLRDLLATATQIMGDVGTDETDDFTAFRKAVNAAIKARKIKLG
VTEKNAILNAVSWYDENAKKVIAKKHKLTGAEVEDLTTHLGCAAGDLADFGWYRQTDGSYLTYESTSDLRDAESVPLKDD
IHRYFRAEVKPHVEEAWINLDSVKIGYEISFNKYFYRHKPLRSLEEVTQDILALEEKADGLIADILGVEVATKLEPAE
>MBL3559489.1 plasmid pRiA4b ORF-3 family protein [Rhodovulum sulfidophilum]AB16
MAHQIARLRVELLHIEPTIWRRVKVSLTTNLRALHELIQGVMPWENYHLYQFTVGQRDYGEPSPEDAAWGHKVYHAKNMR
LETLVGRGVADFEYTYDFGDNWQHRVVIEHVGVADPDVDYPLYLGGERTAPPEDVGGPPGFFDFVEAMANSRHPAHKDMI
RWYGRPFNPRDFGESAVATTVRDIAAKRKVAMLAFERSQQTR
>MBL3559490.1 DUF262 domain-containing protein [Rhodovulum sulfidophilum]AB16
MQISSILEYIDKGHMALPEFQRGYVWGREQVRGLFQSLYRGHPVGSLLVWATDASTATHRGDGQLAPGVVKLLLDGQQRI
TSLYGVIRGKPPRFFDGNAKAFTDLRFNLETEEFAFFQPIKMGDDPLWIDVTQVLQKGNAGIGAFVATLSQNPDTQAKVG
DYIGRLNQLLGIREKNFHIEEVTGPDKTLDVVVDIFNRVNSGGTKLSKGDLALAKICADWPEARDTMKSSIGRWRSEGYD
FTLDWLLRSVNTILTGEAKFLYLHSQDAGDIADALKRAVKHIDSSLNMIGGRLGLDHNRVLFSKFAIPVMVRFLDTHGGK
LDEKTRDKLLFWFVQTGMWGRFSGSVESFIDKDLGILDQSGGDLDKLIGELRLAQGGLRVEPGHFHSWSVGARFYPVLYM
LTRMTEARDWGTGLPLKNNLLGKMSRLEVHHIFPRARLYEAKYARSEVNALANFCFLTKDTNLSISDRHPEEYFPEIEAA
HPGALQSQWIPQDPELWKIDKYRDFIEARKELLADAANECLASLLHGDTAILEGSRSARLTDKVLLGGIASEEEANELEA
LNDWVAQQGFAQGEMSFDFVDAETGEQRAILDLVWPNGVQTELSEPVAVLLGESAELISLASSAGYRCFTSTREFQSYVN
RLSASGQGIAAE
>MBL3559491.1 IS3 family transposase [Rhodovulum sulfidophilum]AB16
MTRRKFSREFKIEAVKLVTERGVTVAQACRDLALAESVLRRWMREATAAPTTAFPGNGQQRADLAEIAALKKEVAKLKAE
RDIPKKGRSLLRAGSDMTFAFVAKHRHIWPVGWMCDVLGVSRSGFHAWLRRPISARASYDAKLVVEIDKSFQASDRTYGA
RRVWRDVLEGGLACGLHRIERLMRQNAMRARPKRRGKPKDDGERSVIADNILDRDLEADRPNQKWLADFTYIWTAEGWLY
VSVVLDLFSRCVVGWSMKADRDASLVMDALMMAVWRRGKADALMHHSDQGSQYTSEQFQRLLLDNGITCSMSRAGNVWDN
SAMESFFSSMKTERTARKVYRTRDAARADVFDYIERFYNPRRRHSKLGYLSPMAFEDRAMQT
>MBL3559492.1 hypothetical protein JMM65_01635 [Rhodovulum sulfidophilum]AB16
MAEFARGFGKIHTRTKSGAGYAGENYYADCDNAVRYPSQFFLKSVPGLQRSILAYPIYRRFYFDGAMAGRFEFGFRLNEG
SIHDIARTAGRVEYSASDIAAQMLQNAIRVKLLDYREINQSFSGAAQALRDAWLLSSTKTKDLNTFDIETVGSKYVGVGA
PFIFIRSGRETKLKREKQLRGLFHNDGLELFLTRSGRQGQSFDVAVIPSVASLSEETARERLARLFYTQIRVLAYAHSFY
LRQVTVGNISGPTSLEPAIRSLLERLSSLEPAEGDRADELACHEMSEILRQADLSPAQLATEIERLVKPGILRRWFGGFW
GYADRKFDIAIEATAGTATTHFLNSGP
>MBL3559493.1 hypothetical protein JMM65_01640 [Rhodovulum sulfidophilum]AB16
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGDRNPLTRSDTVKRVSTALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDCMVVCT
DDYTRAYRDNLRRIWDYLQVKDDEADALVEDAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MBL3559494.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB16
MTSQPLYNIPRGSILQLDGRELTVSDREESGYAVECKETGECFTLSLERVETAIRNRDCEVIKPAAVEKRKALLEYTGGL
ECVEQLSEDDQRIVQARLALVIAQDELRAEGVKLTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQG
RTLASYRDVYHRFEQNPVVLADRDRMKGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATKVFHRSPREMAQEIN
FPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEAPQEL
ADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTKEKVRYGCKQDPAPPVRLGLALADNGTATRNAE
VYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSRPGELTGYDPKASAELSHDQLYGTITRYFVDEY
PFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQATTTSEGVRAFNIPFNSTALQNMAAGTEKEVTVH
LDPDDLREVYITAEGVKEVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRATESGFFPDSRDPL
SYQKIEQLRRRADKLHQVEARPPAYIGATAAPGQLMSRGRTSGVVPARPAGAAPFKPPSPSTPPRASAPPPQSAGPTDVA
PEKGSTSAPGPDDIKTMTFGPIKDSKL
>MBL3559495.1 ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTNPFIIPSLANLNADLAQRHFPLARGEELQQTFAQLFSRHLGRLHSGKAFEARSLLLTGLSGSGKTAEISDMLNRFNET
AVLLPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRRTQFEIWDLVVKQAKLQGVVGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIVGSYAISAG
LNVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVARREGVVERSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MBL3559496.1 phage portal protein [Rhodovulum sulfidophilum]AB16
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLAHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MBL3559497.1 hypothetical protein JMM65_01660 [Rhodovulum sulfidophilum]AB16
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MBL3559498.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB16
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MBL3559499.1 phage major capsid protein [Rhodovulum sulfidophilum]AB16
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MBL3559500.1 phage head-tail connector protein [Rhodovulum sulfidophilum]AB16
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIARSFSYELQGWRQSDRQVLPV
APVQAVTGIRVIDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFEAGFGADWVSVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALIDRWRPLRLTPGVPR
>MBL3559501.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB16
MSRVPILNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>MBL3559502.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MBL3559503.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB16
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MBL3559504.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB16
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MBL3559505.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB16
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MBL3559506.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB16
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSSRPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MBL3559507.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB16
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MBL3559508.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPQQNALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDVACR
FDTGQAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVVSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLQLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>MBL3559509.1 C40 family peptidase [Rhodovulum sulfidophilum]AB16
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQADEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MBL3559510.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB16
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
IAGQVIWASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMRVYDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICAEAGVSDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGEYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQAAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAVEDPGYALNLDAG
YTLNTTLERSAVIGLAETPLHAAAPGRWDRGPALRVKLASGTLSSVREAHLLAGANLAAIGTGEAAGWELFQFAEAKLVE
AGTYDLRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGPGGDLALSWIRRTRIDGDSWASVEVPLGEAREIYALRVMNAAGDELRAETVSAPGWTYTAAMQAADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>MBL3559511.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB16
MANTANLSLPLLQAAQAQKHVIVNEALIRLDALVQLRLQSLALPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTMVGGAMAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MBL3559512.1 hypothetical protein JMM65_01735 [Rhodovulum sulfidophilum]AB16
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRAEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDADYCRC
LAQVLGALATWREWKAALSAGG
>MBL3559513.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB16
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MBL3559514.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB16
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIKAGTEGVKVNTPIAVLLEE
GESADDIDSAATAPAPASAPEAPQADAGEKAAPEGGSGTTAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEGSGPR
GRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHFYLRR
DIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAVEGGLFTPVLMDA
ETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEIEVAT
VMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MBL3559515.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB16
MATEILMPALSPTMEEGTLAKWLVREGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADATVKAASDGGSAPDAAPSAPAKAKAPAADPEIPYGAKMKSTTVREALRDAMAEEMRRDGDV
FLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAKTLYM
SGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVP
VMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGF
PVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MBL3559516.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB16
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MBL3559517.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB16
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MBL3559518.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB16
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVPADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MBL3559519.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB16
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MBL3559520.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB16
MRKLLVALLCTLAGPALATGLDIEIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MBL3559521.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MBL3559522.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB16
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAQALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHDPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVADCADADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MBL3559523.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB16
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATAAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MBL3559524.1 hypothetical protein JMM65_01795 [Rhodovulum sulfidophilum]AB16
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MBL3559525.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB16
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MBL3559526.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMAFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MBL3559527.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB16
MSTAPLQPLAAFDIGPDGSTTPVADPWPAAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MBL3559528.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB16
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MBL3559529.1 YdiU family protein [Rhodovulum sulfidophilum]AB16
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAEALGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALAHHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEAATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERTDFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLN
RENTPQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSQTGADDLRAPPAAGEEVLQTFCGT
>MBL3559530.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB16
MLIGGSASAATFDFTSSSSLDSNKQMTVDGVTLTAYAGIYADKPLSGANEDEILHTDCSTTSSCDRSVYQGSSGLGVAGV
ADGPFIDGFFGNDLLTLSFSQTVDFSKVDFSFWDDSDSFDLFVDGQLVAPEERSGETPFWLSGLRGTSISFGADSWNDSY
KLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MBL3559531.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB16
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTKKNARMVCELAGRCDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEITLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MBL3559532.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MBL3559533.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB16
MPDCEAQMTEDSDRLIRNPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGD
LLLQSVYHAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGTEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALP
ALTRAVKLQKRAARVGFDWPETGQVLDKIVEETHELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAK
FTRRFNGIEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MBL3559534.1 agmatinase [Rhodovulum sulfidophilum]AB16
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMEITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MBL3559535.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKILPLVLLFLGLAVIGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVAPEALAEAFDAMALAQ
PRTARIAGRPDELFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MBL3559536.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB16
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MBL3559537.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB16
MSAATGSVLLAGAVARLREAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPATATARFKAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGTGCILLTLLAECPGAAGLGTDISAAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGALARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MBL3559538.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRKPR
AVKPKGEAAEADPTGGGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPSQDPQREAPAAE
>MBL3559539.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB16
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAYLVPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLQMAGIAPTERAEQIPLEGFCALARALAAAERP
>MBL3559540.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB16
AASLWSETLSTALDLATRLEAGTVCVNGTELEPAPDPLELWQRPAGLAPARPVARPVAAAPVPSAALTAARRAQSGWAGR
STAERSAILIRAATRLAESAEGPAARLASAAGAAATASAGWAETPGRATLTRHRPLGVIAVLCPEICRQAAPMPAMASIL
GPVLAAGNGALLHPGNAAEAEAEALIAALEAAGMPKGLVGIVSGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAA
TGKALWLSEGGTSETWTGPGGASDLFRVAAGRRQTLRLSWGA
>MBL3559541.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB16
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MBL3559542.1 hypothetical protein JMM65_01885 [Rhodovulum sulfidophilum]AB16
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MBL3559543.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB16
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MBL3559544.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB16
MSAPILRSVAELRALRAAWRAGGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGKAIEAGAGAGEALAGARAAILDAGFAEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAR
>MBL3559545.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB16
MSASAESRQMTVAGVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>MBL3559546.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MRPIRTTALNLALALPFALALTPGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTVAPGL
AASWEANETATVYTFHLREGVRFHDGTAMEADDVVFTLDRARGPDSTNAQKALFENIESVAAPDPLTVTVTLARPDGAFP
FKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALSHATFKFIPDPNAAFAAMMAGDVDA
FPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFAPHHP
DYVDLTDLSRHDPKKARALLAQAGQTDLTLHLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRHDFDL
TIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAKLEGL
WENAPTQANDLTAVHWTD
>MBL3559547.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB16
MTRSDPRPAFYRFQGEKKAPLPFPDEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAALVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAESDLLQY
RSFGYGHSFGILSHYYGREAGLELREDIETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGGGVENITGYPYGPG
FNVID
>MBL3559548.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGAGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MBL3559549.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGNWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>MBL3559550.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPAATVLTDRRHPYTSALVAASAHS
PATVPPPPGPPLLEVRDAVRTYPGPRRGLIGRAPPQRAVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MBL3559551.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARNLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MBL3559552.1 hypothetical protein JMM65_01935 [Rhodovulum sulfidophilum]AB16
MAETVSVTELNPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEASVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYGPGNIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAATHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLEDVLGGGRAPS
>MBL3559553.1 P1 family peptidase [Rhodovulum sulfidophilum]AB16
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPCAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFEALRLGHAAAICLARAIARGVYLARPAPGDPR
PCWQDRFGA
>MBL3559554.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMRFD
KSFWSHMAKAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGAAV
DRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAALTV
DPGHHHFNVIDGLARAESPLATALFDGL
>MBL3559555.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB16
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEARGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLRVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MBL3559556.1 elongation factor G [Rhodovulum sulfidophilum]AB16
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIEDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAAWAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MBL3559557.1 hypothetical protein JMM65_01960 [Rhodovulum sulfidophilum]AB16
MGPSPRVKKTLQSTWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGTAYAINAFLAGSIGGAIAVVLGKALQII
ARDGRQSR
>MBL3559558.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB16
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>MBL3559559.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB16
MAVLAGLMVALAAGAGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLP
LAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAIRLPGLVPFGIGSQLGQGDAVGVVSYA
RDRSDVASLQELCHVLAGIDGVVLLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGARQVALGTVIHDGLEVLRARL
AADEPRGAMRRLGPGTAPSVGAKFLRP
>MBL3559560.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB16
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARFMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRTDEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>MBL3559561.1 FAD-binding protein [Rhodovulum sulfidophilum]AB16
MQMPAPDARVMAKKDQVLRRLQAVLPAGVVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MBL3559562.1 hypothetical protein JMM65_01990 [Rhodovulum sulfidophilum]AB16
MTGEVIFDPLLPLSLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQERRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MBL3559563.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB16
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERMPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDLPGDGLPFQAAELWAARLAGLQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAMLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLSGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIEVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MBL3559564.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB16
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGRLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MBL3559565.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB16
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAESEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IDTVARETVRVEAAA
>MBL3559566.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB16
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGK
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPDHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPATELS
>MBL3559567.1 DNA polymerase I [Rhodovulum sulfidophilum]AB16
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLQTLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPALPEASPASADPADGTAPA
ALPFEPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MBL3559568.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB16
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MBL3559569.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MBL3559570.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB16
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTATVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MBL3559571.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB16
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MBL3559572.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB16
TFPTHRSSDLASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDATDLPDLGGIERGLAKRGRHHGAFLRL
VFDSYGTDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGRQIRDES
ARLRAAGFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MBL3559573.1 MlrC C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
VETLSDGALQATGPYYGGTRLDLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIA
AEILVACAPGPMPFNPADLPFTRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MBL3559574.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>MBL3559575.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MLGYILRRVLATIPVMLIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MBL3559576.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MBL3559577.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFRATGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALDRAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTTPGTKGE
TA
>MBL3559578.1 amidohydrolase [Rhodovulum sulfidophilum]AB16
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYTVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>MBL3559579.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB16
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDADEVLMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIS
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MBL3559580.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB16
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVIEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAM
ARDVRDKGGYLGRDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMAGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDHDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTDRIVADDRLPGRICDALTAVAPVTV
TRKSILPYPFACPSGVLQEGSRRSGMTEPTSAWGDAVAEQG
>MBL3559581.1 amidase [Rhodovulum sulfidophilum]AB16
MIGRGQLSAEELSRACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPVAIKDMNDVAGLPTTYGS
QIFRDNIASADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSGGSAVALACGFAPLASGS
DLGGSLRTPAAYCGVVGFRPGFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDTRDPFTTVIGGRTPWDATD
FARLPSRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSVLRAVMFQATHARFLDET
PDLVGALVAENVREGRRYGAADVAQALVSQSAYARRWLSFFDEFDVLISPAVTVQPRDWHEAFPAEIDGQPLQSYYHWLA
LAYAATIPGHPAIILPFGRDAQGLPFGVQLIGRRHDDLGLLAIAAELEAAIAGLPDLAASGPDIATLSAAPPLRTAPGFL
DVP
>MBL3559582.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDHDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRLLAGL
>MBL3559583.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB16
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGGTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>MBL3559584.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB16
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MBL3559585.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB16
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMLTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEELARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGARQGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MBL3559586.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB16
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPAGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQMLDAAERNTVDAGLKARGVRQFLPD
>MBL3559587.1 hypothetical protein JMM65_02135 [Rhodovulum sulfidophilum]AB16
MFLHFETQKDATACAAATPGLLRSLAGVINRDCGCDLPVGGVVAGTLPEEDRMLHPESERPGAGAQDRLEAARMRLFVEP
GMLPASLGIEVCRWTGGGTGPDMRL
>MBL3559588.1 hypothetical protein JMM65_02140 [Rhodovulum sulfidophilum]AB16
MAAYVRSFAPEAVNARQRMLSDRIGTIKTAAEPTGREAQRTARLFNRFEGTL
>MBL3559589.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB16
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MBL3559590.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB16
MTDPTRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLSDLVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MBL3559591.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB16
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFALGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYQLESNGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MBL3559592.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB16
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAKVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>MBL3559593.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB16
MTRPKLAVIFYSTYGTNHQIAEAAAEAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDEAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MBL3559594.1 NAD+ synthase [Rhodovulum sulfidophilum]AB16
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPAVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVTE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGARAGLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSTGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLDRDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MBL3559595.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB16
MGALVQKTGRMTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEG
KGIARLVNGSVYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYV
YEGSWVNGVKDGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERH
GSGKVTFANGDVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGSGKVTYADGS
TYEGEWTGGVIGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQR
EGQGTITMPDGFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTPPEEDTADR
PAAPNAPLPAD
>MBL3559596.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB16
MFSLLGRKTDMVREAEALKGRPEPITTAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTHTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEYT
>MBL3559597.1 adenylate kinase [Rhodovulum sulfidophilum]AB16
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDPLA
PRFSHVVFLTLPPAQRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPAALVETAIAALDQTVGAA
>MBL3559598.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB16
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACDLELKDSEQIGDWTTLCMQKPAA
>MBL3559599.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPTPGN
ETVFSRLMPAPAE
>MBL3559600.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB16
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAAFWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFMGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MBL3559601.1 primosomal protein N' [Rhodovulum sulfidophilum]AB16
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDAVPMREEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQALCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLVPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MBL3559602.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB16
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MBL3559603.1 DUF484 family protein [Rhodovulum sulfidophilum]AB16
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAAPGDAVRIMSAGFARSYAGNGTNRPPRRVVLRR
TGPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MBL3559604.1 recombinase XerC, partial [Rhodovulum sulfidophilum]AB16
MSLALSPALRDALETWLAEERALDGASEATIRAYATDLRRFLGFLE
>MBL3559605.1 ACP S-malonyltransferase, partial [Rhodovulum sulfidophilum]AB16
LVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDPATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWE
IGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MBL3559606.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB16
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MBL3559607.1 acyl carrier protein [Rhodovulum sulfidophilum]AB16
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MBL3559608.1 hypothetical protein JMM65_02260 [Rhodovulum sulfidophilum]AB16
MNVVDHDEIEAVGGTDWRPFGIEYVALERAQEREALELIETMIEGQRLRDIADLPLD
>MBL3559609.1 hypothetical protein JMM65_02265 [Rhodovulum sulfidophilum]AB16
MAGVVSHGTVAQDPRSGGPCLPADRRVPLLGRATGPDSAVIDHIRPHRGDPAPF
>MBL3559610.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB16
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGTIPSGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDGRDPYDGAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKMQEILEMRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLVDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSEDNSRKASSAKAGSANSILSADPALA
AH
>MBL3559611.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAQDVAAPPPVPVLTMRPGEDEQAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVEKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGALVSRYDGLIAKAE
>MBL3559612.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTRDAKKQNRERRHEIMDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATD
QTLPHTERMARVISSSYDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFE
HLLFGPIVTLSMSREMFATFDNLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MBL3559613.1 IS3 family transposase [Rhodovulum sulfidophilum]AB16
MESFFGSLKNELVHRTRFRSRRDAKAALFKDIAIFYNRKRCHSSIGYRTPKQARIDMAAAMAA
>MBL3559614.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB16
MRYLLVVSLAALSITACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRKIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSSDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>MBL3559615.1 transposase [Rhodovulum sulfidophilum]AB16
MRGHRQRFSDSAAGLCLTLGMPFEPPLRQTAGLGKSHAPQRMAGFDLWGPDCSRPRRRQARSVVDIPHAGVGKRPHIVGD
SPGMGRRRDGE
>MBL3559616.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB16
MTSMADEADTLLAQRVESSSQLGGNPELAMHGGGNTSVKVVREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDTEMVRFLRAHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTPRQGNEALDALVPHLHAAL
PGLAFADPRGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQI
MLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRN
>MBL3559617.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB16
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGAEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAVQAFEMYNDLAARKAA
>MBL3559618.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB16
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAARATGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAERLPVEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MBL3559619.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB16
MSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADDV
MARLGLTRRTGTGDLPIGGGAGYPADPDAWCAEAAAASGLSQARVATLLARYGTLAGALAPSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADLALRRTVVALAGGLDAAALEALADRLAAARGWSAARREEELHRFRVKLATDHGADPERIGLHRKGE
VAAQ
>MBL3559620.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB16
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEISGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MBL3559621.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAACVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MBL3559622.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
VALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDCAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPRVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MBL3559623.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLVQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MBL3559624.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MEDLTYRNGLFAQTLLGNLLEHARINGGKTAFSFYGGPDAPEATLDFAGLEQRVARMTAALSRRGFQGRPVMLVYPAGIE
FAVSFLAAMAAGCIAVPSPAGDWTTRKRSLPRLLHIAGDCTPAAAIGPAKTLGGLDFGQTVPHVLAHEDLMAEDPGDFSL
ADVAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGLDLSSWICGHSAAEPIRREVVERFLERFAPCG
LRPETMRSAYGMAETVAVVTGGYLAGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPEIRVSIARTGSRATW
>MBL3559625.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MITGGGLAEGYWNDPTRSAAAFPSDPQTGTRYYCTGDRARYRPGAVLEFLGRRDQQVKIGGFRVELGEIEAVLSGLDGAR
RGIALLRGAGQAPGDSPDRRTGVYAAANFDTYGAERPSGASLADPETYLRGVLAGDKDYLAARVAHRLDLHGPAISMQTA
CSSSLVAAATAVTDLLTCGCDLAIAGGVGIRSRQKVGYLRREEGALAAPGGCRPFDAAASGMIDGSGAAAVVLRRLEDAL
ADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQPRCELPRSLAGQPPGLSRPDPSGPDRYRTVGGRGRTGAAVARQSAYR
QDRDALSGCSSARRYPRSRFAPGGRCRSLFTKTHGFLTNANV
>MBL3559626.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGLAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFQRFTRRAALIGALLLSATLSVPIAFYHAAAMADWQMVVVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAVKAP
>MBL3559627.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MLQNHKTEEIAPGLVLNLFNASFSEPFSIEMEHEPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAAC
SCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAASAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRENCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHPA
>MBL3559628.1 transposase [Rhodovulum sulfidophilum]AB16
MPPLPVRVAIAAGIHPPGAGDYLGRRPATNDAPTIKSGHSVGPAHRGYDADSIRKTMGKRDVMPVIPTRKPCKMRIGLDR
SLYRLCNLAERRFNKRENARHVAVRYDRTAGSFLGFINITSIRIWGRHLST
>MBL3559629.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MAQIPAFETHGLTRTFGSGETAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSDGRLDFFGRDLACLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKRP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MBL3559630.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MVSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPG
IARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLN
GGRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRY
GSLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAM
LIALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPP
GYGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTR
AVGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEA
RPGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIA
IKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLAL
PLGAALGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>MBL3559631.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MAGKVTRRILTVAVLSAVAGGVALSFRPSPELVDLAEVTRAAMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKSNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLADGMPVAER
QAE
>MBL3559632.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB16
MPQTDTPTEAVGASQPVGAKPDFFSSLKLLMRYGQGNGTVIAVSAVLATTAVALELVPVWAIWRAVTALAADEASAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANIVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSQDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPEG
YETRLGEGAASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAK
>MBL3559633.1 hypothetical protein JMM65_02410, partial [Rhodovulum sulfidophilum]AB16
LKGGLYARLWDDYVAARAIPLRPGAPETQKPGPTPEKRSVPRMETAQ
>MBL3559634.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAVPVFAATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEKVSFGYHPDRPVLHGIDFKVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEQAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLASDGLYARLWSHRAQAAGWQIAG
>MBL3559635.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MPHMQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELD
WYRPEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFS
GWHRMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVPPANGRTVCPAA
EGPAGRDGPK
>MBL3559636.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB16
MALRPESPDLQKRLAAEVARPQGLIAGIDALDPGIAGAVLLRARFRPDRYRPELFRELGLDRPEQLTRAVPKRCCEYLAG
RLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSGDLCACLALRMAGKPVHPGVDVETVADARNLDAIFKLCCTP
VDRALIAADPDRTALRATLLFSAKEALYPVFRKVAPFEAAELTAPPSDGLLHLRLTAELHPSLPAGRVFALRYLTWTAAA
QDSGQGHGDRQVLTWILHEPASARPGPET
>MBL3559637.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MNPYRFALASFCALPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGVEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFNAEIPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWLVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDQPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
ILRYSSRDYEQLSQELRLTGQTDRLDWTVGLFAMKSSDKRGEGIALRDDYDYDYGGTTYTIPAGYGERSRAKIESETLAA
YFDGAWALTDRIGILGGLRVSHDKKSIDYNHADTAGNGYSLLALTQDLDLSTSGTFVSPRIGMTWDVTPEMTAYGMITAG
YKPAGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSMKGSSTVFSIANAPKSRSKGLEL
SFDGQATRNLRLGAAFGYADATFVDYPGSKIGDASGNRQPLSSKYTAALTAEYRLPLAGDSDLVVNADYTWRSKFYFDAE
NTLPQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGEERTFGIRFTRTF
>MBL3559638.1 hypothetical protein JMM65_02435 [Rhodovulum sulfidophilum]AB16
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGQPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALTRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFIRGIDVPEMRPVILSLPEPWVCQ
MMSPSREPTRSCAALTTKYWFGRAIFLMPASNTVKSWIARAGGDGHAVAEHVIEALVARRDRHEGEGGRTHRVQYERQLE
QHLYQQSDPPRVVRRQATQDHGHGRYQRSPAWAGAHAPGCYSSLRRRVSS
>MBL3559639.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
METICTDALEDALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>MBL3559640.1 hypothetical protein JMM65_02450 [Rhodovulum sulfidophilum]AB16
MAGKRKDYGTEFKATLAELEAKRDVHQTLINTWKRQALESMSGIFSGKAEAKAAEKENEIEKMHAKIGQLVVERDFWVKA
SGR
>MBL3559641.1 YeiH family putative sulfate export transporter [Rhodovulum sulfidophilum]AB16
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGMLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>MBL3559642.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTLEQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCESALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVASAIDAGRLVPVEFDLPPRRFNMLRHKERHLSLAEQRFLELA
>MBL3559643.1 hypothetical protein JMM65_02470 [Rhodovulum sulfidophilum]AB16
MRNNAHGSHADRLGDDRQFRLLNEPDDFNRKGLAIAIDFSLPASSGH
>MBL3559644.1 transposase [Rhodovulum sulfidophilum]AB16
MEWVEHKGIALAHIQPGKPQQNAYVERYNRTGRHEWLGLHLFETIDEVRQIATEWLWSYNNERPNIGNGGMTPAQKRGMA
A
>MBL3559645.1 hypothetical protein JMM65_02480 [Rhodovulum sulfidophilum]AB16
MNDALRAIKRLGWIIWRRWSGYRRRSRAETMMNGMKLLGQKLMARDFDRQTAELHVRIAILNRLTALGIPGTHPVG
>MBL3559646.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLMPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGRVSVDV
>MBL3559647.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB16
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKIAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGARSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MBL3559648.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB16
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDTAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MBL3559649.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB16
MAGLVYFSSRSGNTARFVERLGLPAVRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARIRDGLDKFWEMECLTV
>MBL3559650.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB16
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAAAMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRDLFAHFG
VDLPSREDWAQLKQAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MBL3559651.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB16
MKDMISQTRAVPRAINWNRLQDDKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MBL3559652.1 hypothetical protein JMM65_02515 [Rhodovulum sulfidophilum]AB16
MLQKILRKLPWYIYTILGVLVLCGTYPTFQQARQEAADVAAISGEPAPTMQPLDSYIATRSDEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARSHSDEASQSRNGNWHQKIHGYEDRHPDLVGMVR
DTLTDDGYTLERPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGALLLVVSFGKRISARQADDATDGAA
>MBL3559653.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB16
MAGGSRGSGAYRGLLGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>MBL3559654.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]AB16
MLAANLLREKDLRKLVLRRAGGAADIAMFGRMLADDADFSRDAAVQMVHAITPHSAQVEEESRRSPICTPVPYTCGDEPL
PSRQGMTEINAAVFLSGPDKQRAYQDIFDG
>MBL3559655.1 hypothetical protein JMM65_02530 [Rhodovulum sulfidophilum]AB16
MAAGRSNVPVVSRWQAAGAIVGMQGDREFPADLTAPEILLIARDRPGWRRVVYRLCPVAEERAICDGPRGEADIGMSHDP
RSAGPVALGWWSANLGARLPVDYGELCPCQFNRSSALRESAVFEFDMKDNKGSRIKRLSGKLVEHLGVQGTAEDAACKTV
EHVAAIFGKLASRRRGRATVS
>MBL3559656.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB16
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLGIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEAPPPRSQTETTSPADILAEADGNPERQTGR
TQT
>MBL3559657.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB16
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARAPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFRGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>MBL3559658.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB16
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MBL3559659.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB16
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>MBL3559660.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB16
MAGAARSGHDAADLHAVASILALALSEAASPEDLPAHCGLDAGALTELLGALFPAAPPEFRRGRGAAPRGVEQDSVRTLL
LAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHQLSAMLTRHFGPLAAKNTANMKWKRFFYRLICEDEGFVLCATP
VCTDCADFDMCFGEESGEARLARAGRAVPPAPAQVLKMR
>MBL3559661.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB16
MSDETRPAARRLGLAGYLTRGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPV
FGQGAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRTPLHAGGAGAGHPGGRLGRLYAHVVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLSAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPDGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MBL3559662.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MGRRLALIFALLAALPAGAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>MBL3559663.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB16
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVSSLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEEFGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MBL3559664.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPICRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MBL3559665.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB16
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MBL3559666.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB16
MTHPSPDLLVDGATILTSDPARPFLKNGWVEVTAGRITAIRDARPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTDDDIVRLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLATEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPQRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MBL3559667.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFSVLALCVAFPPLVLWLPSLFGF
>MBL3559668.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MSDPGHPSPGPAAAGPLAMLRRAVDLTDALSRWLIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAADKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>MBL3559669.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>MBL3559670.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB16
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFVGVRTPDGHAPDLGDVQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MBL3559671.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MBL3559672.1 IS5 family transposase [Rhodovulum sulfidophilum]AB16
MSRPTPPTYETRNWPEYNQAPKRRGSLTIWFDPAMRWDGVPTGRGGRQQAYSDAAIQMCLTMKVLFGMALRQTTGFVKSL
LRLVGLDWTVPDFNTLSRRQKTLAVNIPYRGSKGPRQLLIGSTGIKVEGEGEWHARKHGGPKRRVWRKIHLGIDEETLEV
RAVEVTGSHIGDAPMLPDLLGQLPLHEDIGSVTADGAYDTRKCHDAIADRGAQAVIPPRKNANPWKTITAGAVARNEALR
ASRYLGRALWRRWSKYHRRSRIETKMHCVKLLGQRLMARDFDRQVAEIQVRIAVLNGYTALGIPVTEAVG
>MBL3559673.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB16
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIA
RGLSEFRTALEATPGGFTPIIAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGARLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQINARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTSMSAGWTEF
>MBL3559674.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB16
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MBL3559675.1 hypothetical protein JMM65_02630 [Rhodovulum sulfidophilum]AB16
MDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>MBL3559676.1 ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]AB16
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>MBL3559677.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB16
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVNVGQ
ALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILAGRF
STELTDVFELKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLAEHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MBL3559678.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB16
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKETDKTPALVETARILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MBL3559679.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB16
MAWTLDLALERRMPRRGRLWGELVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTAIVGTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MBL3559680.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB16
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MBL3559681.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB16
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MBL3559682.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB16
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFTDVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQAVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MBL3559683.1 hypothetical protein JMM65_02670 [Rhodovulum sulfidophilum]AB16
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MBL3559684.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB16
MQRVQEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRVVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>MBL3559685.1 acylphosphatase [Rhodovulum sulfidophilum]AB16
MTDRIAIRVRIAGRVQGVGFRAWTEAQAAALGLSGWVRNEADGAVLALLAGPEDRVARMLDALQEGPAPARVETVETTPG
DWPAEAGFRISR
>MBL3559686.1 hypothetical protein JMM65_02685 [Rhodovulum sulfidophilum]AB16
MLAGRPVDWDFLRQVVLLPNKDWEAGPERIEELRARIELQRRVEELEQQLATVTRDRTGIGGNNPPEPIETEADLRREFL
IVWQPLEDLRSETEQAVPDKGRIRSAISALSGVLAEIGKWTGGKLDRAVDKAIDWGVPAVLGYLALHEAKIRQVIDAAEV
WLKTL
>MBL3559687.1 hypothetical protein JMM65_02690 [Rhodovulum sulfidophilum]AB16
MPITDRESAQAWLKGQPHQVQVAFATRCALRALPAIMSDKDAALRGLALPVLRAILTSRVAGTCPTPEVMLAVDAASTAT
YAAASVDAAMSGGEGESVDVFLRPLWPGGALPEGLARQYEKLRSF
>MBL3559688.1 elongation factor 4 [Rhodovulum sulfidophilum]AB16
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MBL3559689.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB16
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MBL3559690.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB16
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MBL3559691.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB16
MDALGLGDTTLADRPLPLVSRPDPLELQEHRTETRSAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLD
ECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>MBL3559692.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB16
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICSDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MBL3559693.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB16
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MBL3559694.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB16
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAAPAAGGGAPAPG
ANAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPV
EYGTPLMILE
>MBL3559695.1 hypothetical protein JMM65_02730, partial [Rhodovulum sulfidophilum]AB16
EIQRASRQLGRTVWRNRSGSHLRSRVETKMNCVKLLGQRLMSRSFNRQVAVLNRFTVLGIPVTVAAGYRITVSGDRGAAA
VS
>MBL3559696.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB16
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSETRFEVRDPADGAVLGSVAAMSADQSRAAIDSAQAAFPGWAATLPQDRS
AILRRWFELVTAAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYSQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAST
QALTVGRGMDDPDIGPLMNEGAVAKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MBL3559697.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB16
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRAG
>MBL3559698.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB16
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFAILTSGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MBL3559699.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB16
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MBL3559700.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB16
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAATRPWTIAAAVHMEAEWTPEDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRHGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALAVAAARPNIRIKVSGLGVPGEAWTA
EAQREVILTCIESFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MBL3559701.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAASPNH
>MBL3559702.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB16
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSENSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRTLQDSHFAPSGQTA
>MBL3559703.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTLNRRSFIAAAGATGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHNRDHVARVLDGEIGDRLRSDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAQEGARRQRAMNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>MBL3559704.1 cyclase family protein [Rhodovulum sulfidophilum]AB16
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGCREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MBL3559705.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MRPARFAVLAVRLADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
LGLTGGIMASGKEDPGA
>MBL3559706.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB16
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRREKMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MBL3559707.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB16
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATIRGAPGTIAAQVTGTAGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MBL3559708.1 aldolase [Rhodovulum sulfidophilum]AB16
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGNHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MBL3559709.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MBL3559710.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB16
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MBL3559711.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB16
MTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPNVAAVVVI
GIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDTTTGLSSC
PTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKGNILGGLT
TIEEKALGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPIVPVIKIS
GNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MBL3559712.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB16
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
AACKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>MBL3559713.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGARVDIDARN
GFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGTNPIAFAA
PRADAPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGRPTTDPRAALGGTMVPAGDAKGAALALVVEILAATLTG
ANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVPGHLMEEL
STLPS
>MBL3559714.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB16
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKENPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPGFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MBL3559715.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB16
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGACALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFLYPFLPALTRALRRRGTALPAPSDKRDLADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>MBL3559716.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB16
MPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLRIGVALLG
ARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSERNLSFTV
FGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVLILTLALR
GAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFL
ETLFIAGVVLAGVMVLL
>MBL3559717.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRRPSTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MBL3559718.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MBL3559719.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPAESDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MBL3559720.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MBL3559721.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMETAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MBL3559722.1 IS5 family transposase [Rhodovulum sulfidophilum]AB16
MPKPAFPRYRTTNSSAYNASLRKRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTAGLVESL
IRMAGLDWSVPDYATLCRRQARIAVQIPYRASGQPLNLLIDNEALTAIGPRTMPNGITFRGDGEWQVRKHGASRRRQWRK
VHIAGDAGTGDVRALEFTSSPQGDSPLLPELLKQIPPDEPIDTVTADGAYETRRCHSAIIDRGANGIIPIRRNGRAWKED
RPAAIARNDILRATRHLGRTLWRKWAQYHARSRVEARMNCLRLFGETIMSRDPDRQTAEIRTRIIRHCRSDQWRDMAHS
>MBL3559723.1 hypothetical protein JMM65_02875 [Rhodovulum sulfidophilum]AB16
MSRRPLVVADDIFPERAVAEVSGAEFLAHQCQGPADVAKAIRGADMAVVQFAPADATVITGMAEGGALIRYGIGFGNIDV
TAANDRGLPASHVPGCGIDEVAGPSVSALLRKPPALAPLGAGRRWRWHGRYRDDARRHDRIAAGRLPASDADRALCHLGR
AGRADRFPAEQPGRGHHRHQAACEWWPVDGLTGPPARSNSAPESGAHNPQKAVAGLQDEERKT
>MBL3559724.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB16
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEAAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPSRYLKPGDRVELGVDGLGIQRQVCIADI
>MBL3559725.1 hypothetical protein JMM65_02885 [Rhodovulum sulfidophilum]AB16
MLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAASQRDREEANALLRELRADIKIVLQRVP
R
>MBL3559726.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB16
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLVACPAGPRVLVGRDLRASSPRIAEDAIVAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVAAPGPAAGQGARSFAPEAGAAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGALTARALGAEAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAADGVAGLVAALPARHT
>MBL3559727.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB16
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALARVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDARHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQAMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPVAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLEGLHPYG
>MBL3559728.1 sulfotransferase [Rhodovulum sulfidophilum]AB16
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRDRFLFLTFEAFRDDPRATLRRITGFLELDPLPEAAFGGGAAARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAERLC
>MBL3559729.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB16
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MBL3559730.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB16
MSVGEDLAQIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIDFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAAWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MBL3559731.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MARRKRLSPITGPAEDTGPVPPGPMPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAETGESRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFVDPAAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLADRLGATLAKAQPADAEAERRLIERALRKAPAAAALRGREVAPGIRLEARKGRLVLSGAGVGPELVEALETFLA
ARDPLE
>MBL3559732.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQLLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MBL3559733.1 replication initiator protein A [Rhodovulum sulfidophilum]AB16
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MBL3559734.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB16
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYKRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGATPVPLASFREKPDLATAREMLEAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MBL3559735.1 hypothetical protein JMM65_02940 [Rhodovulum sulfidophilum]AB16
MLFAAGTLYRLFPIVTGRPALSEFFMTEDGYLMLTVARNIAMGLGMSVSDGTITTNGVQPLATFLFTLPYLQTGGDKVTS
LIGIHLIMAAWSVAGFFLVRALAARILDPGRQAPALPWIAALLWYLSPLLVLHMMNGLETGLYSAAVLAVLLMFLRLLRR
EGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARILPSGLISILVAAPWLLNNQIRFGS
IMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGVFTRASRPVRLMVLAY
LLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGLCVLLLGRLLMPGVQ
EQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRIDYIADWYGVGGWAT
RTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MBL3559736.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB16
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMTGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVAASHILMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFLVNQADRA
ILGKFITLDKLGVYTIAFFFGSLPVLMARATLNRILGPLYRMRPPAESAANRRNVLMARRLAVGGLVALTVPLAYGGIFL
IETLYDPRYALAGPMVVLFALATPAQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVVTIGIPGVILAPALAA
LLVYPLRTRYLRLYNADDPLTDLAILAASLVLNGHACWLAWDRILPLLG
>MBL3559737.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MTPPAPSAPRDLAAVVIGRNEGVRLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRAQACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQLLRLGLRGTGWRRALFLTLGKLPEALGVVQFHLNRLRGRN
ARLIEYK
>MBL3559738.1 sulfotransferase [Rhodovulum sulfidophilum]AB16
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYARLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MBL3559739.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB16
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGVPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAEPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTTAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPVRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MBL3559740.1 hypothetical protein JMM65_02965 [Rhodovulum sulfidophilum]AB16
MVPPMLALWSWVIVTVILFRVLRPAGALVVCLLGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVATGMQRPRSA
GTGGAGRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRLLADE
AGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFHPASWIQHLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPR
IEPRRRFLCLLLAAWLFGTLVLAKTVGALAIALLLIPVALFLGTRLQILAAAILAATVLFYPLLRSADLIPTERVLGLFE
KYSNQDRVGSLRYRLKNEDILLDKAMQRPALGWSSFARNRVFDPKTGRDISVTDGVWAIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAATAGPTTDPPARNRPPRLRGGQA
AEEEAPLPAMRTTPYTRQTTLHSRSRRG
>MBL3559741.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB16
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGQGFAVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQRLELVPGSELIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELC
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MBL3559742.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB16
MSIFNEAFALRRQSRAFPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVVRDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MBL3559743.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB16
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAASRGVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIAAAALALKHDDRGPDTSGRPGDC
>MBL3559744.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB16
MKRFLQLVMAFSGAAGLFGGSSAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMEEPGTGEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPDTTTEPGSFVASTPSEGSALSPTIVKFASLLGVDPWSLVSSSG
GSGAGSGGQTPPDDGVGSPPPGDGGPDDGDPGDGPDDGPGEGPGGDLGGEPPDQGPDEGRDGSGTAVPLDGEIEVTTGRV
TTLTLPDAEDAVSVEIVAGPSFGNVTVNPDFSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLSAVAGEQGGGWGTG
DFYMLETAADGSLVIEHGDVHETVYVTASEGGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYGDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGMALDN
VSNMLLSNLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSASERVLIENTLFDHNGWEDGY
DYARSVEQGQPPSMYSHNIYFSAANSDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASGNYSLVL
GNVVTSAGYKRVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYNWIGSKS
AAKSGETEANIEGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>MBL3559745.1 acyltransferase [Rhodovulum sulfidophilum]AB16
MPAEQKRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGHAPGRSQPWGVLLRSRAQRLLLPWLIWCAVYYV
LALYRGTAWLPGTPLEPFSLAIGPAIHLWFLPFAFVCGLVFAALRPVWPSRHLASDLAVLVLILAAGIVLNRYSDLPAPA
GQWLVSLPMAAAGFLSSVHRGRAEQAAILMGTMAVAGVGIAFGFVDGALQAFVAAPFCLIALLWRGRSHSGLVRAGETAF
GVYLVHPAVFLLLWKLMPALGQTPYEFGLTAFAVSVAIVALLRLWPPVRRVL
>MBL3559746.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB16
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSSGKKTTCYDPSGSAGALTEDLRAFDKNNAGPGL
LLSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSKGVGASYSAIVKAGTLDFTFGSVAGGGALAGNDGSFIRSAAIAFSK
IYGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKALKA
>MBL3559747.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB16
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRFALRSLGALLHAASLPFIWILARRLGGPRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGAAALPARRRLLLWAGVTLGAASAFYAHSISVLYPILVCLWGLGSAVAGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKEFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLRRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLPHYQPSEPERLAAFFDRIDPAETELIIGR
QNVEHLLRWSYPALFEGPVFAFNKNDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLVVQQIRPPAPQGAEVTPALDRIAA
RGRLIAEARGAWWRAELYERTGPE
>MBL3559748.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB16
MQHATCQDRVLVVDLDGTLIRSDMLYESLWGACRADWKAGLAVAAALPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
SWRAAGGRCVLVTATDQELADRIAAHLDLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGTETEHLGSAARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSMLAFLAFSMVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGKMHDDPVVYAAKDRVSQVCGLLIFALALIATMG
>MBL3559749.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB16
MQIEQTALSDILILTPARHGDARGFFSETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSAKDSAAPPLAEFDSPFIWTRT
>MBL3559750.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB16
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGRPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MBL3559751.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB16
MSLLIFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFVHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVS
>MBL3559752.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB16
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGNRDVSKALMAPSVATDRPEGSGAPAPDEGSENAAAPAGRPL
>MBL3559753.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB16
MRPATLPVVAALFLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MBL3559754.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB16
MIRAFAAIALPPEIRERLIQVQAGLPEGRPVPPENLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFQLTVSGVGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MBL3559755.1 hypothetical protein JMM65_03040 [Rhodovulum sulfidophilum]AB16
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MBL3559756.1 threonine dehydratase [Rhodovulum sulfidophilum]AB16
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQENEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>MBL3559757.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB16
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGTSNGPGRVQQPTIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSAQLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASRDRFATLGLAPERRGPVIDLKAFAPAAQPVADDLNALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGPERPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFAAAYGTLDRAGAAESVAGADGLSAALAALDSAEQTRRAACAREVLAGLRA
EAPGPDTLIDALEGLMGAPAPTPTAEKEPGNG
>MBL3559758.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB16
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MBL3559759.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB16
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELSASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASAGYQRDDNSDEGYRAELKLSQTIYAGGRLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MBL3559760.1 hypothetical protein JMM65_03065 [Rhodovulum sulfidophilum]AB16
MVEMRSIVDTAGGRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRSAPARAMPVLLRGPLPQEPGAPALPVAREVA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMAAGPAAGLGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MBL3559761.1 elongation factor P [Rhodovulum sulfidophilum]AB16
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MBL3559762.1 elongation factor P [Rhodovulum sulfidophilum]AB16
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIIINTETLDYSARA
>MBL3559763.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB16
MADRAALEALAGAAIVRSRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDECAASGPGWAALGTALLRLHGTTGGAYGWDEDHGFGPAAIPNAACTDWPDFWAARRLLAWPEALPAEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGASAPGWPARRAVYQLW
PALVHLRLFGGGYRGLVERCLATLGA
>MBL3559764.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB16
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTDTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MBL3559765.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLMAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLSYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALAELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDQ
LLARDGLYAGLYRLQFTAES
>MBL3559766.1 tyrosine-protein phosphatase [Rhodovulum sulfidophilum]AB16
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGSNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGTPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MBL3559767.1 hypothetical protein JMM65_03100 [Rhodovulum sulfidophilum]AB16
MAATLALVAGAGARFVPSSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALAGLGALHLRQSLP
ALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETAGGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPSVVIGDFNAAPWSRTLSQI
HRDTGMATARWPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MBL3559768.1 SLC13 family permease [Rhodovulum sulfidophilum]AB16
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAGVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPITEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MBL3559769.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MBL3559770.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB16
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAATAKTA
>MBL3559771.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MBL3559772.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB16
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADFGTLAEASAEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MBL3559773.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MBL3559774.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB16
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MBL3559775.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB16
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFASGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGA
>MBL3559776.1 DMT family protein [Rhodovulum sulfidophilum]AB16
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWCIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MBL3559777.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB16
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MBL3559778.1 hypothetical protein JMM65_03155 [Rhodovulum sulfidophilum]AB16
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MBL3559779.1 acetolactate synthase [Rhodovulum sulfidophilum]AB16
MGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFALPRLAETGPEPAQVVIT
LMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MBL3559780.1 hypothetical protein JMM65_03165 [Rhodovulum sulfidophilum]AB16
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGALA
>MBL3559781.1 hypothetical protein JMM65_03170 [Rhodovulum sulfidophilum]AB16
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MBL3559782.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB16
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>MBL3559783.1 hypothetical protein JMM65_03180 [Rhodovulum sulfidophilum]AB16
MTQLPSKKLDIVTVVFSGELALLRLQARSIAREFHAAALGDIFVIINDHEEAACAEAVEAMRGDYGPFAGKLKVVRPDEL
LSDCPTLGTRLERFYLTHLRGVGRKLRGAGGGWRGNGGWGMQQALKLMAARLGASPYLLVLDAKNQFVAPVTGSDFVAGD
GRPRSRVVETEEKQQGWIRASFAKLDLPVPALPATAPPTVTPVVFARDDLRSALAVIEEKLGPIELFFARRRGKATEFML
VYAALDQGRGLWWELHAEGLPASFTLFTGCGVDRVSELLADARRGDCKMIGTHSRLLAAMTETVRKDLVEFWRERGLIRS
DSEIEALFNA
>MBL3559784.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MBL3559785.1 methylmalonyl-CoA mutase, partial [Rhodovulum sulfidophilum]AB16
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMTEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIRER
>MBL3559786.1 AMP nucleosidase, partial [Rhodovulum sulfidophilum]AB16
DGALEVPLRDLFDVPDLTTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEE
FEALARQALADPDSGYTALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRP
HAWLMVGHCAGLRNSQRLGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTRLEGYGLKRIMRTGTVAT
IDNRNWELSDQTGPVQRLSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIG
VRAMELLRDMPLERIHSRKLRSFEETAFL
>MBL3559787.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB16
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MBL3559788.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB16
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVAHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALARAGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRGCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPGL
>MBL3559789.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB16
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSSCTDPAEAFAYTTDPML
FSGADTEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHGAMLDRIARLRAGQAA
>MBL3559790.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MBL3559791.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MBL3559792.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MBL3559793.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MALDMTATPDRLLPDTLLSVRGLNVVADDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLKVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALISELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERCDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAPPETATETPHA
>MBL3559794.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB16
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELSARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEVRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MBL3559795.1 phosphotransferase [Rhodovulum sulfidophilum]AB16
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMRAGFDLDAAMTLARRAGEAG
VGPRVIWADPGLGAIAMEALTEAGGWRRAMQKDLQEPPVLAGAMAALKALHATPALSNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRTGATLAPCRNDGSASNLMLGPDGAVLLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKALTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MBL3559796.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB16
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVRATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MBL3559797.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB16
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALGRGTVGENVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MBL3559798.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB16
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHALVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLAPEAAAARIAWLIGAARKLGRTGVALKDESGTRPA
GALAP
>MBL3559799.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB16
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPREIPTAPVEADVAPSPIPVP
>MBL3559800.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPERLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALDRPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>MBL3559801.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB16
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MBL3559802.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB16
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MBL3559803.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB16
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYSFALRENVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGIMAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MBL3559804.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MBL3559805.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRQRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPALGIWAVPALLGGLIWWRVTDPRARVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MBL3559806.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
AQLGVETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFDNTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSSEDFTARLLRFLSSQPE
>MBL3559807.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB16
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYRPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRAIRSHAPVAVIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLDRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVGRVTGRPVPVSLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MBL3559808.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MPGAPEARQVGPPPGAGPAGPFLVSLFTRGQRWRYGLAALAWLGAAVFFWGWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFEILRGTLSAMLAQDWSRDWAHDTWLADEDPAPETLAWCAAHGVQ
VSTRKGRADYHRPDWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
AESWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALGPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENGIRLRTGWRAYGPHVGILAVL
AMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHIVSGAGQGGRKRLHYVLDFGRSSGARRP
>MBL3559809.1 beta-mannosidase [Rhodovulum sulfidophilum]AB16
MRPDPAIAAPRLAALGLVALSLATAALAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDADAYAR
ARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDPETYKA
AYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAAFGKPV
VVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MBL3559810.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB16
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETCARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPAGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALSDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSAAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETPDGVRIDAAALARILAAARS
>MBL3559811.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB16
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MBL3559812.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVSVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARDRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPAEGPTEGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTEVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASVVAGEVLRFG
SARGARAAAAPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEIV
LPSAQTMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVQIAVENLTDETWPL
RLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFKLAPGATREVALSHRMVWPEGKVLD
>MBL3559813.1 N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB16
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDSSGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTSAEAEAGPAIWLLHPGP
>MBL3559814.1 phosphodiesterase [Rhodovulum sulfidophilum]AB16
MSPLPPAFLTAPLAHRARHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLEEVSGRVPLLIEIKDQDGTMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPAA
>MBL3559815.1 RidA family protein [Rhodovulum sulfidophilum]AB16
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MBL3559816.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB16
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>MBL3559817.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MPSKAAVSAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASQLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MBL3559818.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB16
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRAIRAFFRRLFRSILGTGLRLALLGALALGCA
VFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPRGIAGAI
RINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDEILTIYL
NRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPKQAALAK
ANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAIIVMSAD
GAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKFRGRVTL
TEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKSDLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGLTELKLK
GDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAGVWMGYD
DNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MBL3559819.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB16
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MBL3559820.1 ammonium transporter [Rhodovulum sulfidophilum]AB16
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MBL3559821.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB16
MLTRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADGNARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGAGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVSAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>MBL3559822.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB16
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MBL3559823.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB16
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MBL3559824.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB16
MQARSAASFAVPSLAFAALTALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPAS
GHHHLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MBL3559825.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MQRRSPLAAGRADPGHQGPDRRRPAACRPAELSGPDEAGPDALRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKNI
GRARERGAPAILEIDPVFAPALRGLSVGQPVIVLYWMDRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITAL
DADTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGEPG
>MBL3559826.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB16
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMSPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>MBL3559827.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB16
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDPAAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDERSGSAESLGRPARWAGWRRYYAHQVLREGNPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGDPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>MBL3559828.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVLSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRASRAAGSGQS
>MBL3559829.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB16
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKSPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPAWDGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MBL3559830.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAHGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYGTDARLDAVIDRARAVCPALADAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MBL3559831.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB16
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MBL3559832.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]AB16
MAGGGDGAAVHPRAGPPGRDRLGLAAAAHPVRLGAEVLLPDAAEAGSRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLS
EAAEDVDLVLLDAYGVLNVGETPIPGAAARISALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSVAEVTSSREAMLE
TLAGDTRHWGIMLDDAHGSEDLGDLGVSFLGDDPGTYARVDGFLLIGASGWNEARQSLLAQALAARPRPVFCGNPDLVAP
REAGLSLEPGYWAHRLADATGQAPVFCGKPFPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGA
LKSLSCQSCCREAGIHPDFVMTSI
>MBL3559833.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB16
MTEQDLTTGPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MBL3559834.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB16
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MBL3559835.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDEAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>MBL3559836.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MMHMEESMFDTTFRGLAAASAIAMIAGAAQAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIY
ADIWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTR
KDSGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAE
RGLYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAAN
GVQYTPEGLAAE
>MBL3559837.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB16
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCHGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGAQVL
>MBL3559838.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB16
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLLRETTAIDPEDT
TGALHDRLSAMGARLVVAALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVKGSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>MBL3559839.1 peptide deformylase [Rhodovulum sulfidophilum]AB16
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGAPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>MBL3559840.1 peptide deformylase [Rhodovulum sulfidophilum]AB16
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MBL3559841.1 peptide deformylase [Rhodovulum sulfidophilum]AB16
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MBL3559842.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB16
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKREGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MBL3559843.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB16
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFGTDFPGATGDSLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MBL3559844.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB16
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNTGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLHASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MBL3559845.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB16
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MBL3559846.1 cold-shock protein, partial [Rhodovulum sulfidophilum]AB16
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDE
>MBL3559847.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRISSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGRPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MBL3559848.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB16
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLGGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLARTAQALVDRMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MBL3559849.1 NnrU family protein [Rhodovulum sulfidophilum]AB16
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRRFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPCQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIVGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALATRRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>MBL3559850.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB16
MTKTKNRPRLASWRDAETDSDKTDIIPVALVSLDDATARRADLRQAGFPADWVEGYWPASDLRNADEAHLAEIADMDYFA
RSIGRRPLPGEIGCALSHRRVMEWLANSDHPLVLIFEDDARPADPRAFDVLPELLMPLFEQGRQGASFILHLGVKRRQRP
KNINRVLAGCGVGVWHRWILRDAGKDHNIWRTHAYVISREAARRTVAAETPIRNVADEFARRGQEGLHDHFLYSEPGLFL
PAPEAGSMINPNGEIRRANRKKRKSWKKPEQPNAMGKIKIMDRLRRLSSKTFHL
>MBL3559851.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB16
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVRQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEDQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLMIEFE
>MBL3559852.1 hypothetical protein JMM65_03535 [Rhodovulum sulfidophilum]AB16
MSRYRIILSGLALAVLAACGTPERPKTGVPKLITPEMLPQAPEASAPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>MBL3559853.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB16
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
ESGGLGGKGGAALRKLIEAIWRWHDDVRAAARSVVPDEAALIDDEAVPLETGRGAPTHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>MBL3559854.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB16
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGGTVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MBL3559855.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB16
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>MBL3559856.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB16
MTAADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLH
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MBL3559857.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB16
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTVANGGHLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MBL3559858.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB16
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
DSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRSEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MBL3559859.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB16
MSVLWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAAAALVSRLPEGVDESAPLL
IVPDVLTALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAE
IRFGSEDDCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MBL3559860.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB16
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MBL3559861.1 hypothetical protein JMM65_03585 [Rhodovulum sulfidophilum]AB16
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MBL3559862.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB16
MIPVRGVEGQKMAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLAPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGG
>MBL3559863.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB16
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEVAALTASARMLRETSDALGL
>MBL3559864.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB16
MYATQADFGGGPDLLSNSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEADTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MBL3559865.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MKGLRLQDIAIARGAEPLIAVDVHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGRKVTGLPPEARRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARIEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDTALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIALGA
>MBL3559866.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB16
LAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAPVLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDR
RIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRGA
>MBL3559867.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB16
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAGA
>MBL3559868.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB16
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNRRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MBL3559869.1 phytoene desaturase [Rhodovulum sulfidophilum]AB16
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDPPVDWKAHAESYRQSVQAVMEEKLLPGLGDHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MBL3559870.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]AB16
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MBL3559871.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB16
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MBL3559872.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB16
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAM
DGDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSTAVQLVLAPRATQFP
EEEPDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAHKAQRAGGGISGAGAKR
KGNRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAM
TRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRG
MTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLS
TAVSAALDA
>MBL3559873.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAQRYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKQPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIESFLAQHL
>MBL3559874.1 c-type cytochrome [Rhodovulum sulfidophilum]AB16
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MBL3559875.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB16
MATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWGW
VELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNLF
LGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMVL
PLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MBL3559876.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB16
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWASGLAALQEASV
AIDTARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MBL3559877.1 hypothetical protein JMM65_03665 [Rhodovulum sulfidophilum]AB16
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MBL3559878.1 pullulanase [Rhodovulum sulfidophilum]AB16
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MBL3559879.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB16
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MBL3559880.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB16
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MBL3559881.1 PucC family protein [Rhodovulum sulfidophilum]AB16
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MBL3559882.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB16
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVKR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MBL3559883.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MBL3559884.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB16
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MBL3559885.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB16
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MBL3559886.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB16
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MBL3559887.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB16
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MBL3559888.1 cobalamin-dependent protein [Rhodovulum sulfidophilum]AB16
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLTEFCADVLGGDRSIGTRALATLRRRGIAP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MBL3559889.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB16
MLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEARLELFAQDRDISGAVELNHAD
GAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLTEATRDAFVFIGTKSGR
VVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSRVRIKLHPVAFRAAGEPLILC
RLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKGRSLGDYLVRGSVDLRVLVEN
ATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVSDDAMRSVMELVGSANLKDIV
AETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MBL3559890.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB16
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MBL3559891.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB16
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MBL3559892.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB16
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MBL3559893.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB16
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCK
>MBL3559894.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB16
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MBL3559895.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB16
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MBL3559896.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB16
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVKAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQLPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWQTGDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MBL3559897.1 response regulator [Rhodovulum sulfidophilum]AB16
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MBL3559898.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MBL3559899.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB16
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLTDCYVRPLAWRGSGPDMAVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>MBL3559900.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MBL3559901.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB16
MKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMAWRGNPAALWPEARSVVMFAEPYTQAHDP
LAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRNLG
NWFFLGVIFTTVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPELRPLLGNRIYGCDDC
LGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRAAVARL
LEDADPVVAEAARWAVARLSRG
>MBL3559902.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB16
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MBL3559903.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB16
MAKPTKSTGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLARRLRRMARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRK
AFEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>MBL3559904.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB16
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MBL3559905.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB16
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEEAAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MBL3559906.1 GFA family protein [Rhodovulum sulfidophilum]AB16
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MBL3559907.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MBL3559908.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB16
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLTIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MBL3559909.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB16
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MBL3559910.1 ribonuclease D [Rhodovulum sulfidophilum]AB16
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MBL3559911.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB16
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MBL3559912.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB16
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGDDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MBL3559913.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB16
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>MBL3559914.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGKVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MBL3559915.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB16
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MBL3559916.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB16
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYNLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MBL3559917.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB16
MAHVLVTGGAGYIGSHACKALVRAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTSRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>MBL3559918.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB16
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSL
RSKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMV
AAMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDA
IAQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDLFARPEAAE
>MBL3559919.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSFLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSILNGGDGHDQIHGCSDYDILHGGNGNDTIYGYLYSVSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDHIYTQLGQDRIYGGTGNDTLVIMAPYYPIDYDLDISQGGGIRGIEYADITL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDVLNGGSG
NDTFLYGTGANGYDMVDGGAGAADRILATADNVTIGLGGLAGVEIVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGKGNDNLSGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MBL3559920.1 heparinase II/III family protein, partial [Rhodovulum sulfidophilum]AB16
SLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLALARQTVFLAR
RWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGWVESAMAAAKR
PAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRTTVIVDAARPP
SGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQLLAEIPGSVD
WRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMDRAGGAGIAFSIRFHLHPE
IDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTLAKAHEGAQAP
RDLEREDEFDDTAAPWTRPHSMTKD
>MBL3559921.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB16
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MBL3559922.1 signal peptidase II [Rhodovulum sulfidophilum]AB16
MRRLGLVAALVFLLDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLITVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MBL3559923.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MBL3559924.1 insulinase family protein [Rhodovulum sulfidophilum]AB16
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVTTERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPEAVKEMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGIAPSDAPATIPTGSQEVTQ
>MBL3559925.1 insulinase family protein [Rhodovulum sulfidophilum]AB16
MIRAVFSSLAFVLLAALPLRAEVEIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MBL3559926.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB16
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPAMPFEA
SSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYERLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLAVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MBL3559927.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB16
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MBL3559928.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB16
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHIRAPEPDAASDPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MBL3559929.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB16
MLHGSHASQKPDEAGALPPYLGFDEGPVSTAEARVVTERQTADTHWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKS
GADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETE
QLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>MBL3559930.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQDILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQTVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MBL3559931.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTAVVEHIRGKTFHQRRGRVGHKLNHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MBL3559932.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGVLAAVAAVAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAVSAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCVLKLVALALL
AATPLNRETIG
>MBL3559933.1 DUF3833 family protein [Rhodovulum sulfidophilum]AB16
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MBL3559934.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPM
TAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRGTG
VKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYFPLFGRKS
>MBL3559935.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB16
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MBL3559936.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHYWAMVA
AQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWLHDIGD
EGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAWVGDFI
FSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGERFGMP
RYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVL
IYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESG
EVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILE
AVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKE
LDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAAE
>MBL3559937.1 hypothetical protein JMM65_03970 [Rhodovulum sulfidophilum]AB16
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MBL3559938.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLMSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MBL3559939.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSEDFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MBL3559940.1 hypothetical protein JMM65_03985 [Rhodovulum sulfidophilum]AB16
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MBL3559941.1 hypothetical protein JMM65_03990 [Rhodovulum sulfidophilum]AB16
MSHRTRIGGFCIDCRTEDPGPALAFRSAAPGREGALIEDVRSARPSGPPAAPQVILHDPRVHLEIEAECARPTGLGAVEV
TRVRDRGVRQAPGGHRFCPVPPEGEFPKDAMEVD
>MBL3559942.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MBL3559943.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKIWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MBL3559944.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MBL3559945.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MBL3559946.1 hypothetical protein JMM65_04015 [Rhodovulum sulfidophilum]AB16
MKPLGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GDYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALIALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAAAV
VGLNAFSSNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILDAYARGLQRLFSKDTGMIALFLGTAGFLAAKAMRGRIVP
FDKAVLAALGFVLLHFLAFPSGFARHYFVAACLCLILWARLIDGWSDRRQRRSPGEAEQQAAS
>MBL3559947.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB16
SDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALFTQNELTFVLTKGGHNGGILSEPGH
KGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMGAPDAGLPPLCPAPGTYVFMT
>MBL3559948.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB16
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALNAGLTAALVAGSTRAVMIAARGAVFSAGASSVPSGTAAPLGAICG
RIDAAEVPVVALLPGSATGPGCELALACHYRVATRAAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPLSAS
HARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPASSRPMPEFRALQALLQRLRAGTGP
>MBL3559949.1 hypothetical protein JMM65_04030 [Rhodovulum sulfidophilum]AB16
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MBL3559950.1 TIGR01244 family phosphatase [Rhodovulum sulfidophilum]AB16
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MATLPGPVFAYCRAGFRSSVIWALAQAGQKPTADIMAALERAGFAMPGIEAQIEELATAR
>MBL3559951.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB16
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDPGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MBL3559952.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB16
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSASLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MBL3559953.1 hypothetical protein JMM65_04050 [Rhodovulum sulfidophilum]AB16
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPTE
PSREAP
>MBL3559954.1 response regulator [Rhodovulum sulfidophilum]AB16
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MBL3559955.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MBL3559956.1 substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MBL3559957.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MBL3559958.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAIMAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MBL3559959.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MBL3559960.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MBL3559961.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB16
MTEHIYPPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIIFVPDDPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIY
AYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEE
LIDNRRNRG
>MBL3559962.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MBL3559963.1 cation acetate symporter [Rhodovulum sulfidophilum]AB16
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MBL3559964.1 cyclic nucleotide-binding/CBS domain-containing protein [Rhodovulum sulfidophilum]AB16
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGELPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAAEPGHDAYFRALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPARLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MBL3559965.1 hypothetical protein JMM65_04110 [Rhodovulum sulfidophilum]AB16
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVAEWQPLGPADP
LLRAVCVPPE
>MBL3559966.1 response regulator [Rhodovulum sulfidophilum]AB16
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDPPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MBL3559967.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVVRPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVPGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDATVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MBL3559968.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MPSVLFAHENFPAQFGGIAGYMVARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFAPDLVVAHSGWGSGSFARAVWPEARFVPYIEWWYNYPPVDMAAETGESAEDRNAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLITYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGARARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>MBL3559969.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIAIELAS
>MBL3559970.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFAAADRLLLDSLA
>MBL3559971.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKG
>MBL3559972.1 isopentenyl-diphosphate Delta-isomerase, partial [Rhodovulum sulfidophilum]AB16
DLGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLAEELGITGLTLEFREQVEYRAEV
GNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRIYLEKHSAAIFGELASA
>MBL3559973.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB16
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEILGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFF
>MBL3559974.1 asparaginase [Rhodovulum sulfidophilum]AB16
MTGAVGMVEVLRGGMVESRHRGHAAICDGTGLIAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARSRAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPEHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>MBL3559975.1 hypothetical protein JMM65_04160 [Rhodovulum sulfidophilum]AB16
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MBL3559976.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB16
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGVVHVPLDSADDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MBL3559977.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB16
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKGVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MBL3559978.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MLLALSVLWGGSFLFVGIAVGELPTLTLVWLRVALAALVLWAAVATTGRRLPRTPRVWVAFLGMGLLNNVIPFSLIVAGQ
HSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGTNALAQLAVLGGALSYACAA
VFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MBL3559979.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB16
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>MBL3559980.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB16
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MBL3559981.1 hypothetical protein JMM65_04190 [Rhodovulum sulfidophilum]AB16
MRKPGPRPASTSFCVTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVT
GYGTLAERRDQGHEIGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MBL3559982.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB16
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYGRILGGYFG
>MBL3559983.1 ribonuclease R [Rhodovulum sulfidophilum]AB16
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGAKDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKTKSDKVKRKVKRTRR
>MBL3559984.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB16
MTRYRSLAPGLGVALGVALGLGGPSDAMLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARARAPDTVVDEARGFPGWI
AGFRGRALAQGIAPGVFDRAFEDARFQPDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGV
DKEIVAAIWGMETSYGSYRGSAPMITSLATLAYEGRRAAFFEAQLVAALRIIQSGDTDARHMTGSWAGAMGHTQFMPTSY
LEHAVDFTGDGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGGA
VRDYGRAAILQPAGARGAAFMIFDNFRVIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTR
AGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRLR
>MBL3559985.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRRRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLDDLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPHAARAWLDIAAGDPAQTATDRGPD
>MBL3559986.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB16
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MBL3559987.1 LrgB family protein [Rhodovulum sulfidophilum]AB16
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MBL3559988.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB16
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLRATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSIGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MBL3559989.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB16
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MBL3559990.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB16
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MBL3559991.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB16
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MBL3559992.1 hypothetical protein JMM65_04245 [Rhodovulum sulfidophilum]AB16
MEREILGVPMRDHTTEKAHGGAWSGQTAVGRSAASGLKDQKRPHGQEERRGGRSQPRENRERRPERIAHCHARGRDARQR
APGDRQPDRPVRQEEGQIRARITHQIDVAAVMMRAGRGGTVSRFSASSGLYGVCGSSRT
>MBL3559993.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB16
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVTAVLSG
PGSGHEIETWAMPGGNRQVRLDCKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDADRRA
ALYDEISALKAQAFMTGTGAELFAGLGERAQYLEVRETDGTSQIERMDGPCPRSA
>MBL3559994.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB16
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MBL3559995.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB16
AEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVGLGKTHLMHAIAWDLLHRAPEKKV
VYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQNKQIVISADRAPGEIKDL
EDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRITTNVRVLEGALTRLFAFASLVGKE
ITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIAMYLAKQLTQRSLPEIGRRFGGRD
HTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MBL3559996.1 pilus assembly protein, partial [Rhodovulum sulfidophilum]AB16
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACEADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCGR
>MBL3559997.1 pilus assembly protein [Rhodovulum sulfidophilum]AB16
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAT
IIRNCRDVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPVFPGTGLGRRLPRTAEGD
YALIVTGAFVNEPAT
>MBL3559998.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB16
MHQRDDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEARTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIETLTSGASGVAREHVPDSEISLVLDISGSMGRD
QRMAMMRPAARGFIRSVLGDDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHVSNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAVNANGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQADPIPRPGACLELGSDDFGQSGLPADGPYEQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDNLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>MBL3559999.1 hypothetical protein JMM65_04280 [Rhodovulum sulfidophilum]AB16
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MBL3560000.1 hypothetical protein JMM65_04285 [Rhodovulum sulfidophilum]AB16
MPTHLRLVEPSAPPAAEPPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDISDAHRDMALEF
EGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLERMEASIRLLGLVAVNARIVAAGIGSDQNDLNA
FTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWWIMTEIRDRLDADLQSLEAQRAQAAEHAGKSATLA
AGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALQGPLAAEQLRATHEDFTAELAQFVAALEAMR
VDADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAARRLAERAADAMQQMMSRIDVLERTEHDVRLL
GLNMAIRCSGLGDRASGLRVIARELSGIAAETSAAALRIRALLVGAQKTVADTRRRAAEGRGVEGDPTVAAGQLETVLDR
LQAHGATLAEACPRTITLLDQTAGQAQSISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKERDLHDA
VLGLPGPAEEGGEAPAGAADEGGIDGFLF
>MBL3560001.1 hypothetical protein JMM65_04290 [Rhodovulum sulfidophilum]AB16
MDLPHRFVQQDPGDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPREAIERGAAGRILPLARIAPAILQVGAGK
>MBL3560002.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLSELKAAGMEVNETPDLAAFKQAVAPVYEKYGEKFGD
ILTRIQAELN
>MBL3560003.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVDRLPDRAQRIATALALVIAVAFLI
SLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARPAAGEPVE
>MBL3560004.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMIVALVQGHKRAYPKGAPFSLRTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MBL3560005.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHSDVWSTWINDAAREKLSAL
LNR
>MBL3560006.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASIWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MBL3560007.1 glycine betaine/L-proline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MBL3560008.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB16
MSARPIAGRALRPGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MBL3560009.1 Plug domain-containing protein [Rhodovulum sulfidophilum]AB16
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSREDSAPNMYAFYG
LHSQTQFVPSAMVESVEVYDSNVSAEYGGFQGGVVDYKLAEASTRRASGKLSFRFQNDDLVRYHLGTDSGDNPNGTAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTSKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTEQNEFYSWYGSYFSEKRGKSFYT
DAFDDWCDTPKAARSAEDYYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGPVMHL
GGPDYICPAGDPACLPDQYLKNLHTQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDALPQGVRYRRDHDDTTGEVGDWEFRRDYGSYSYNQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSTKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDKDGTYENPEYGSH
SHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MBL3560010.1 hypothetical protein JMM65_04340 [Rhodovulum sulfidophilum]AB16
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MBL3560011.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB16
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MBL3560012.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB16
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MBL3560013.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB16
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAVGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MBL3560014.1 cobalamin-dependent protein [Rhodovulum sulfidophilum]AB16
MRIYLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIASGAAWLPRGTDIRICDEVGQEVDLGAEIDPVGLSINVSQLAR
GLDLARAFRRRGVPVVLGGAHVSLAPEILRGRADCLVIGEFETAAPDVAADLPAGALKPEYRCGKADMAAMPLPRRDLYP
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHRPPEKVPAEPGQLYRLGYREVSLSDDNFTVSRKRTRALLKALIGWN
GSAGRDPVRFSTRISIDAARDADLLALCNRAGLRQVFVGLETSAPAALVEANKRQNLHVGLIGECRKLVAAGLTIRGWRI
AGFDHDDLGCFERQFAFARALPVVGFNVSAPVAPYATPLCAEMKRAGRSVDADTHRVSAAGARLTNMLPAQMTREELAEG
RAWLKAALLAPDAALVRFEAYARTLAPPSQDMGRTAWVKPRARRHPLRELLPLMMKEKGTRRVILAVRELIAERPETGYD
LTSPLTLDLSDCARAANRAEAPLEAAQ
>MBL3560015.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRGWLGPPPRTLMLALPAGTDFILALL
GGMLAGLTPVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPARLPAPAPGRAPE
GPAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRNPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGNGSGRVAPCGLSPDLAAGLAIVDPETGARRPDGAEGEIWLSGASVGAGYIGPPEHGAGSFGA
RLDGHAGWLRSGDLGRIENGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETR
TARLPPDAEALARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWQAGEMAPCLP
>MBL3560016.1 cytochrome P450, partial [Rhodovulum sulfidophilum]AB16
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALENLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPGLVSFPAFLGRCADRLADPEAAPYIALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDTGLDRAISLYPSTLTLVRIAGDGARIGGCPFHKGETAVMDVVDANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGTRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLDALAERSGRDLRLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTRLASAPAPDL
>MBL3560017.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB16
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKVLLL
PLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKDPRPAHGSFKACEPGSLHIDIKYLPQMADKDRRRALFVAI
DRATRWVFVRIYPAQTAANARRFLRDLQRAAPMKSTRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLC
>MBL3560018.1 hypothetical protein JMM65_04380 [Rhodovulum sulfidophilum]AB16
MSINYYWTKTWGAPDVPEYDGLALSHEGYRAKILKYIQPSDIVLYLTSEAKEADPMLHGRLAGAVQIAGPIEIIDIESRR
PDTKRPAEHYRKDGKYRWPFGIAISRSWKFIDQVSNNVLIPDHAGYGMQGAATIHPMSHDQIAQLMSLQVREVIKDDKAE
RLPFAVSLKRPWQQKAGPRAGTVIDPGCELYIACIADSYGLTYKIGSGKASERVAELNKYRRGSLGEILWSKQSSYEFGS
VEGARAAEDYILSEAKTAGHGTKDHSEFLVKISKEKLNLLYSKAIEIGLAKDQEVAASRK
>MBL3560019.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB16
MRRGIVSLTGIFVVRRRGKVYTYYRTKGQPLVRLPDLPHDHPDFLTAYAEARRTKPKRKGRPAGTVGALAEAAMRTDTFK
TLSDVYRATLHRHFDAITRTAGDAPARGLRPKHVQKNVIEAASPTDRLKAWRFLAAHGMAAALLDLDPTVGVRAPRRRKT
VGHPPWTPDEVDAYRARWPVGTVPRLAFELMHWTGARLSDAVRLGPGMVDRGGVLTFRQSKTRDPAYIPWTCPLPAWATT
LADEREQMHRAIAATPGGQMTYLATARGQTRSSKALGTLIREAARAAGIEKSAHGLRKARAVALAEAGATTHQIAAWTGH
VSLKEVEHYTRATRRRAAVVGIEQERNVANTSAQSEKHGEK
>MBL3560020.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB16
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFTDRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MBL3560021.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MASMKTDLCIIGGGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRTLGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AIAVETADGLLEGSHLLVAAGRLPALERLDLPAAGVEADAAGVRVDAGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MBL3560022.1 TVP38/TMEM64 family protein [Rhodovulum sulfidophilum]AB16
MSRTRQQRPRRRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRVAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRARRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALGALPIAIRVAR
RKG
>MBL3560023.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB16
MKRTYQPSNLVRKKRHGFRARMATKAGRKVLNARRARGRKSLCA
>MBL3560024.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB16
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEDGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MBL3560025.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB16
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKR
>MBL3560026.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB16
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGETPGG
>MBL3560027.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB16
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYDDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MBL3560028.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB16
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLETLSGQIGQVLSPLRF
RGNFWIEGLAPFAEFDWVGQKLRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MBL3560029.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB16
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAEHDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MBL3560030.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MBL3560031.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB16
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MBL3560032.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB16
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAAAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MBL3560033.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MBL3560034.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTQPDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPMGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGQLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>MBL3560035.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSDPVIDPSRPTVSEEAAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>MBL3560036.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSDAPSHDTAFVRDAMLPPVPAPASSVGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MBL3560037.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLMAFLAVLAAGLWVSARIRARADRIQNRTGLR
PMTWYLRLGVVVLPLLILLAALGFHLGYPELKGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MBL3560038.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MBL3560039.1 ATPase [Rhodovulum sulfidophilum]AB16
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPSESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>MBL3560040.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB16
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPAAVLALVGETA
>MBL3560041.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB16
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MBL3560042.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB16
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSVRSLLA
>MBL3560043.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]AB16
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MBL3560044.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB16
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MBL3560045.1 hypothetical protein JMM65_04520, partial [Rhodovulum sulfidophilum]AB16
MARSAALMALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSSACFPKARAEAPTLYAGAVSARIVATDPATRAAAPTRAAELDFLRDRDLAEARAQAEELPEDHPVDGATLDELRRAA
ASARAANR
>MBL3560046.1 response regulator [Rhodovulum sulfidophilum]AB16
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAIGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGTG
>MBL3560047.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB16
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDILVNCASKEYFTAADRAALRPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MBL3560048.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB16
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPETLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MBL3560049.1 YggT family protein [Rhodovulum sulfidophilum]AB16
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>MBL3560050.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB16
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAERPWPPMTD
>MBL3560051.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSGLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYALSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPSRMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MBL3560052.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB16
MGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPSKPAPKKRGARDYTMDDLPRECRRVLAAD
>MBL3560053.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB16
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MBL3560054.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB16
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MBL3560055.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB16
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPTEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDARVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLGDALAVGDG
ANDLGMLGLAGAGIALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVEA
>MBL3560056.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB16
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MBL3560057.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MBL3560058.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MLKPFIRTLATAALAMCVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>MBL3560059.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MBL3560060.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>MBL3560061.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MTSALTYTPGALRPRAAHLGVGAFHRAHQQGYYDDLARAGGDWGVVGINLTPPDLAAAHAAQNGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGASAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MBL3560062.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB16
MKACVIHGAERVLIEEAPRPDPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQKADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGAARILMSDIAPAALARARELGVDEIFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEDEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MBL3560063.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MBL3560064.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB16
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSVVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLADDIDDDAAKGRMQARFEQLIDCWQSARQAKAA
>MBL3560065.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB16
SRLGATTLVADPHLTPELAAALKARIGARLWISETPGGGNLDRARLERLAAFAPGTPVADAVSCPGKIVLSGGSTGLPKM
MADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFAMV
VPTMMVRMLDRLEATGAHLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGRGF
ETEIRIYDPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTGGV
KVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVMACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDGFG
KIRRKALRAEFEPDGDEDGPGSTPSGN
>MBL3560066.1 triose-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB16
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALSARYGAAADAIRLLYGGSVKPGNAAEIFATSN
>MBL3560067.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB16
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MBL3560068.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB16
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MBL3560069.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB16
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MBL3560070.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB16
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDTEAGCTVHEVTAELDGGPILGQARVPV
MAGDTADSLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>MBL3560071.1 ribonuclease D [Rhodovulum sulfidophilum]AB16
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MBL3560072.1 hypothetical protein JMM65_04655 [Rhodovulum sulfidophilum]AB16
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQDRSAETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYLRDRN
KRLIARAYECRRPS
>MBL3560073.1 hypothetical protein JMM65_04660 [Rhodovulum sulfidophilum]AB16
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MBL3560074.1 SufE family protein [Rhodovulum sulfidophilum]AB16
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MBL3560075.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MBL3560076.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB16
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMLRIVRAFEDRARALYGSRP
>MBL3560077.1 CinA family protein [Rhodovulum sulfidophilum]AB16
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MAAGALAHSEADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRAETVTETVEFGALGRDRVRAATRDHALTLLLAAL
EPQPSAN
>MBL3560078.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB16
MSLAINIATVFGVGRLRPAPGTWGSLAAMPAFWALDVTGGALLAALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MBL3560079.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB16
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MBL3560080.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB16
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCGETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGAGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
AEGRAAA
>MBL3560081.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB16
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MBL3560082.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MBL3560083.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MBL3560084.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB16
MSRRRSRPPPIDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIA
GHASYPDVLERAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPERE
VAEAALQRLAAPAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQ
IYVFAHVEDLNRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGL
DINLLAEANIKRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHG
RVRGVYSIGDAEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVER
LLQVSIDFF
>MBL3560085.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB16
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MBL3560086.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB16
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MBL3560087.1 GTPase HflX [Rhodovulum sulfidophilum]AB16
MTRAWVLHPDIASDRERRDAGPALEEAVALAAALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>MBL3560088.1 hypothetical protein JMM65_04740 [Rhodovulum sulfidophilum]AB16
MTLLRNRALAPVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLEPGPEGAPGRVSGASGASLF
AGRGGASLFATYPVRAQQVAEPGTAAQFAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIGE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAPKDG
>MBL3560089.1 penicillin acylase family protein, partial [Rhodovulum sulfidophilum]AB16
IPGIPTILSGRSAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLP
GTHYDLASITPPGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMA
GNQSKGRLPQPGWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTR
ESFIEAQLDTVSFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIED
DLGPLAREFTHVEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDH
PVLGETPLLKWIVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLG
ELWRRGEYIPMTLDPALARAAAVGITNLIPKSR
>MBL3560090.1 c-type cytochrome [Rhodovulum sulfidophilum]AB16
MVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYA
EDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>MBL3560091.1 arginase family protein [Rhodovulum sulfidophilum]AB16
MDAVLAGGAVSVAATGRYAASLATLPVVARHHPGACILWLDAHGDLNTPETSGSGYLGGMTLSGPAGLWKTGLGAGLCTG
QIVLAGSRDLDPAERDLTLRHAIPVIPPGAGMAAALRSVIAGRPVYVHLDCDALRPGIVPTEYAVEGGLSLDDLNACARV
IAEHRLLGLEIAEFEAAWKEGGRPVSPGPLLEALAPLFRA
>MBL3560092.1 hypothetical protein JMM65_04760 [Rhodovulum sulfidophilum]AB16
MMPRDDGQGGKRGGIAAGCRDRDGAARQNGVDPRLKLAEGRPRGGKLCSSAGVQRGLARAERDRDSAALAGEGCTDGLRA
PAMPSGLRSPRRP
>MBL3560093.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB16
MATLADYAELLEDLDAPQRETLEQTWPEAVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVIATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRIARALLDPAAPTGDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGPAPQQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPAAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRHPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYASYKDFDQ
PWGKVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MBL3560094.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB16
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>MBL3560095.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB16
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MBL3560096.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB16
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MBL3560097.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IAANPLVIIARPDHPLASEIEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAEMAGSEGPL
RET
>MBL3560098.1 hypothetical protein JMM65_04790 [Rhodovulum sulfidophilum]AB16
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MBL3560099.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB16
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MBL3560100.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB16
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MBL3560101.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB16
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MBL3560102.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB16
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MBL3560103.1 hypothetical protein JMM65_04815 [Rhodovulum sulfidophilum]AB16
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MBL3560104.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB16
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MBL3560105.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB16
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MBL3560106.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB16
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MBL3560107.1 chorismate mutase [Rhodovulum sulfidophilum]AB16
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MBL3560108.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MBL3560109.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSAEGAWRQLAAEIGHWALRGYGRWIVTERASDRTVGMVG
LWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPAPEACR
>MBL3560110.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MKITIDCPEIETERLILRGPKPSDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAIA
>MBL3560111.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTAAPIIDTARLRLRPHRVEDFGPYAALFASEGARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYVSPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>MBL3560112.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB16
MFESLSDRLSGVFDRLTRQGALSEEDVTTALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLARRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MBL3560113.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSSFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MBL3560114.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGMLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTLRIAAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALWLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALVMLLKDG
>MBL3560115.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MBL3560116.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB16
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MBL3560117.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB16
MHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKMVEDVSGREGLKYFP
YIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLALRPILAMIEVISYF
VRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCVYLRDALHPHH
>MBL3560118.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB16
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MBL3560119.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB16
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MBL3560120.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB16
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MBL3560121.1 hypothetical protein JMM65_04905 [Rhodovulum sulfidophilum]AB16
MPGPSQSSSDRGPARWTVSARRPMPGEAKPASAPETRALFRPRTFSALLLGSGLVALLALTGVGPARRLLENHSDGIRAA
QHAAAIEAVMAEDPRRQRRQDLTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVR
DELDFTTYWALYKRCRTHANLTNSVN
>MBL3560122.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB16
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVETLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MBL3560123.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB16
LDRLQQVAPEAAAALLARLDASAGARAAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPERAAA
VLKLGLERVAAALADCRAQE
>MBL3560124.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MPSLLVISSAPAALLDGKPFLDRKFVEGMRFYTDLWDGPVNCLLRVRSGSFPFGRVYDPEELPFGIRFLPSDRIPGAPEV
SGQDVVLCSGDNHDYLHLAALCRRSGQKLVFIIEYVPETRRQILFLDRSRSLPKKIRSLIWMLGQEIRRRRAFGLADGLQ
ANGYPAFAAYEAINPNAIMYLDNRIGSDLLATGDEMAARRRRIGEGAPLRLVHSGRLERMKGSQDLIPIAARLAARGIDF
ELDIFGSGSLEAGLRRDIAAQGLSGRVRLNGVVDFETELVPFARQQADLYLSCHRQSDPSCTYLESMGCGLAVVGYANRM
WAALCRASEAGWAVPLGRVEALADALAEAASDRPRLAACCDAARAFAGAHAFEHEFERRIEHLRRLA
>MBL3560125.1 polysaccharide pyruvyl transferase family protein [Rhodovulum sulfidophilum]AB16
MGKIAKAAELLDFLVNPSKDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLEHVEMRSRQGARVSFFGTGMAFTDEQIASESEAFRRWRAVLDRSQEVHLRGPQSVELCRRMGVQADIFGD
FAFLLHRPDIPVRDHGARSDAIGLNVGNCLGDQAAYEEACVALVGHLHSSHRLVFYVVVDTDMAATRRVIERAALPEDGF
SIERHYFDPYGFMRSIRNLRAFIGLKLHAAGLAMIAGVPALMVAYQPKSRDFMAPLGKAEQLLIDLPVEAGELLSRATDL
LDRPEDFLVEDRIAAIAAGQRKKLEAVYMPG
>MBL3560126.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB16
MAVLRRGRAVLIGLIALCTLLELALSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGGAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDCRALGPEDA
>MBL3560127.1 hypothetical protein JMM65_04935 [Rhodovulum sulfidophilum]AB16
MRRRRTYRLTGGLATAGLVLLGVPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSADSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MBL3560128.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB16
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKALSRGAVLAKDIRLLDGDVILVPERRLFE
>MBL3560129.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB16
MLSACQSSEEKAEAHYQNALTLLQEGDIDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAATDDASARREAAARAEALLAEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKGAEALLREMVAKFPKDKENKAALIRFYLAQKDLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSDLLNTLGRLYLQMQD
YGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDSTRPGIWLELSNLQMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKTVEIAGPADRRPQIEESRAQIEALATAAPAEN
>MBL3560130.1 sugar transferase [Rhodovulum sulfidophilum]AB16
MTLYLTDLNADSSARPVLGAFSVQRAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYSQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEVYDRDMSLRTDLDVLFKTVSVVVRATGC
>MBL3560131.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTMIQVLLRHVEDDATIGLI
SNAQGGRGDLLRWVLNALDVDAPEGADYVSLFQTFQSFVLQEYAAGRHVILIFDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MBL3560132.1 chain length-determining protein [Rhodovulum sulfidophilum]AB16
MTIDLPLYWRLFLRRLPVMLVFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQGAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPISTIPYMKPPRERGSRLRRRNR
KEPPPSGSIMPG
>MBL3560133.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB16
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPMPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GGNVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAEATRHAQFDT
CEREIAEHTNVLGVVLNAYRQADAKG
>MBL3560134.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB16
MKITFVIAVASLAGGNRVVATYAQQLKARGHEVTVVSRPRPRRTPLDRLRAWLRGRPLPPHPRSPLFDALGDSHKVLDRW
RPVVAEDLPDADVVIATWWETAEWVAALPASKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVREEAPG
SEIDLLPNAVDHAVFDAPPRARGTPFTVGFLHSIAPRKRIDLAFDTVGKARLRLPDLRVVSFGTTPATDDFPQDLIYRRA
PPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAE
WRAMSDAAHATAAAHSWEAATDRLLGYLGEEVRS
>MBL3560135.1 hypothetical protein JMM65_04975 [Rhodovulum sulfidophilum]AB16
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MBL3560136.1 hypothetical protein JMM65_04980 [Rhodovulum sulfidophilum]AB16
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPGFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLDGEDRRSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDAPRAFSAADWSVDETGVRIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPVGGSPVTRDSAASAAVVALNFRAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLGALETGPVCLVRPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGST
HKVISADAGTDLQYIETGTQSGAAAPVTAASPAVRIGDAAPTSYSPQTSISALAWWDASDEATITHEAGTVSQFADKIGT
AHLTGSGTTGVSASEVNGLNSILLDGIGNYFERSATTLFPADGDWVLTIVASIDEVNHINDALVSAINGDNTFAIVGFNA
SEFAGRLAVSGEAVSFDGGPYDGLHVFQVKADLTGQATATAYVDGIPVAFVPYSAAVDATTLRFFRSYVMGGRFCEAFLD
RDLSSQAAAFAYAVSKWGIS
>MBL3560137.1 hypothetical protein JMM65_04985 [Rhodovulum sulfidophilum]AB16
MAKFDIKGPSAGDAVSATLRNSASGEVLLRLDRTDWGNVGSSGAALAVDVDFGAVHRIPASAFGAGIESITVTSQPGVGH
VSVQGTDVLVNTVDEGEIRADFDASHLGSKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLAVKPVGQGPVAVTVT
ATPALHRQMCGWSCGRGIKLSVDETDATVLEPAERHADLYTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTVGGGV
VSGRTVAHDPTTYFGSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGAR
PLMPGMAYNGGKKHGMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGL
QRDGEHWSGKYRPSCIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYF
DSSNRHILWRDNWTFGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSKDPACGYQYGYGNGHRSLCQDVVYTH
AGYMSGAGAGMAQSEGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAQFENLEGRE
RAVICADWGPGINPDYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIMDIYWWLREHEGPEIQALVRDFIAFMQAPLG
IAPAWRTSSGPCSFVPDLDEDGCRWDNPNNWGGDLIPGSFPADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLN
VSAAPTCTGGGAITTDESGQVWIGGYAGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRS
GRSMEIVGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTA
GSHVLIAADSVTGSFGSVSGVIDPGLDATVAVSATGVSLTVTAGSGRIALA
>MBL3560138.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB16
MYRYYLRTLLRDSVIECVPPALMRHVMPMTPSSTPYIPAVLETRLIFVHVPKAAGTSVKTEFYGGPKGGHRRIIEFAAHD
QKRMQAFFKFSFTRNPWDRLLSAHAYLSDGRKATGRDRRFARDVLDLHPGFEAFVLALERPGFRRRVMAYDHFRTQSYWL
CMPRARDHAMDFLGRFERFEEDMEALRHRLGHPSRPALRTLSSDHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>MBL3560139.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MPSSRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGPVARALLMA
LRRPGALPGVLRLAWKTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRAPAPATGPATARELLFVGRLAA
VKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSATALTAAIGAVLADPEAAAQMGAAGRERVCAGFDVRAEALRLA
TLFRDGAAAGEDR
>MBL3560140.1 acyltransferase [Rhodovulum sulfidophilum]AB16
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEINSVIALIRMPLFFFCAGITASFAVHRRPRAFWHKRLLP
MVWVLAIWTLIYLAADQILPMRRDGLPVRFDLLHPQMNLWFIWVLAIFTALAPLLIRLNGLAMIAVFLVLAGLWHVGLLR
YEGALIYQKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLAGAGTVFAGLVLGAAMMPATDEILGKAARFVGVAF
GAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIAGAGVMIVALGWPGVATGIVLTPAIVLFAVAGSILLKDAISAAR
MDFIYAPPRSLAHRPTRPSERSPARPQVRAAQG
>MBL3560141.1 acyltransferase [Rhodovulum sulfidophilum]AB16
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLRHRIWLAALALGAIFAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRHPVL
GLRRNRRPKPAAARPGFDPQS
>MBL3560142.1 hypothetical protein JMM65_05010 [Rhodovulum sulfidophilum]AB16
MSNPYENVKGRDFAKGFDFNSLHLGKVDFPDQFVADYVTEFLDGPDRLETEIGYSVARFASGPVICDPAMLLGPADIYWI
NRILDESLYAEKGAIILPPGYYVVAECYDDSGTVYLTINLDQGGGDYGKIFFWRKAHDALGTGDNTDPPTFAADTLGAYF
AGLKTEAEAQAELVRLKRP
>MBL3560143.1 hypothetical protein JMM65_05015 [Rhodovulum sulfidophilum]AB16
MSNPYEDVRGEDFARIAKGFDFQSPHLGKVDFPDQFVTDYVTEFAQGDWRDETKLEYSVARLGGDQAIMYWGLLDPAHIY
SINRILDESLYAEKGSIILPPGHYVFAECYEDRGKVYLTINLDQGGGDYGKIFFWRKAHDALGTGDNADPPAFAADTLGA
YFAGLKTEAEAKAELVRLNRP
>MBL3560144.1 hypothetical protein JMM65_05020 [Rhodovulum sulfidophilum]AB16
MSNPYEDVKGKDFASIAKGFDFNSPHLGKVDFPDQFVTDYVAEILHGPDRLETEIGYSVARFASGPVICDPAMLLGPRHI
YSINRILDESLYAEEGSIILPPGHYVFAECYEDRGKVYLTINLDHGSGDYGKIFFWRKAHDALVTGDNTDPPAFAADTLG
AYFAGLKTEAEAQAELVRLNRP
>MBL3560145.1 hypothetical protein JMM65_05025 [Rhodovulum sulfidophilum]AB16
MSNPYEDVDAEDFADIAKGFNFNSPHLGKVDFPDQFVADYVSEVLRGVDWLETEIGYSVARFASGAVICGPAMLLGPRHI
YSINRILDESLYVEKGAIILPPGYYVVAECYDDSGTVYLTINLDQGGGDYGKIFFWRKAHDALGTGDNTDPPAFAADTLG
AYFAGLKTEAEAQAELVRLNRP
>MBL3560146.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MLAIAEEGVLLAASTSPVGGQIADAYSMSKNIAQGNYGWAIVDGIGFIPVLGDAIKGAAKGTKLARTAADAAEALSTAKA
ALARTRAFARTRAAAEAYWRQIKARRDAIIDSFRGCKTEACRKARDADLRKVNRMPGKGGTWVDAHGNLVPAGSGYWKPD
PGSSLYDALSKHQTPVQGVPFTDGKPDFTGFPPRGFDKTPQVEIEMSGVREKDIRAASRAYKDQSGTSTYYTNAPGTWHH
EPDGVTMSYVDKDIHTAYQKANGSANSGTPHAGGDSMVRDPVF
>MBL3560147.1 hypothetical protein JMM65_05035 [Rhodovulum sulfidophilum]AB16
MQIGTDQMQGPPMGETAFLDWFVGEFMVENLSGWIEDMGTQTCRLFSANGRRYAHHFGIRRDDLVAQFLYLMWAVGPNFW
RFPGFAEVLARRDLSEAAKIDALFEVPDKLAARAITEANMDYWMPNLIENNVITGGGWLPGAGAPGRGRGWVASTTRRRS
PTRPRCVRRNRGSMRLTPRCWRSPKRASCLRPPPAPWAGRLPMPIR
>MBL3560148.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRRRPGGGTGACWWSLILDLARLKARLKKPLRVEDEDGKRYFFKYYRPNHLNAYLPAMDEAQRRTMFSGVACYLAEAPGT
GAHLLAHVPDRAEPERVALEPLGAGLVVRPPDAQALATETTEKV
>MBL3560149.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSREQTRMPGPDGAASAAPDRETVLAGLAAYAFARAEALPGGHVFGLIDAACDPLSAVTLEAFPEPARCLIRGSLGEELA
GVAPWLVRFDRHGPAWGWFASEAWGRNRGVLVVSNSGSRATEGPAQEAVAGRG
>MBL3560150.1 hypothetical protein JMM65_05050 [Rhodovulum sulfidophilum]AB16
MMRIDRAMLARAEDVRFAAARDRLKARLLAEPQATQMSDRQRRAFVDWIDGVWAQLRATPGAAEHPVTLQRTVLTEMTRP
RWSADPLLAAYVDRMVATPGRAWPFEAGVTAVWRNVLAARLMRPEIVAFIAQEEKL
>MBL3560151.1 hypothetical protein JMM65_05055 [Rhodovulum sulfidophilum]AB16
MRAILWREDNRDLRGWRMWFSGNQHRQGPVGRVPGAVADGLRHAYRDEVVARGRAIEDLLEGLAEAPLDDWDLWLHAQYA
YNLIDADRFDTGRVRRDLSRFADAKRFETLLRAHVLTLAPNDQEAVTGAVRAFWADLWGEPVDGPAGLMLTETAEDAERI
PSAREMLG
>MBL3560152.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB16
MPRGTAPACRRITYLQMRRGFLHLVAIMDWHTRMVLSWRISNTLDADFCVEALNEAIYRFGPPDIMNSDQGSLFTSFAWI
DLLRRSGIRISMDGKGRYLDDIFIERLWRTLKYECVYLHAWDTGSQARAGVRNSMEFYNHRRPHKALGDQPPAVIYSLQI
EAAQPDQQE
>MBL3560153.1 hypothetical protein JMM65_05065 [Rhodovulum sulfidophilum]AB16
MNRRTILVATALLVFTGIAAMLGQQAGQEIEASACNTAELGLSGDAPLELGAIFSRYCARLYVEETPDEAPRLIITLGYP
SLLFDYLTEREALQVISGAMNDGDRGFFAQDSEILARLNALSRSPEIEKIEAFLQFLPPGDAPSQSPDSAWRLSVLPIWD
DAKTAALFVQGCETVDCQASRTSCPGEVGLIDKLKLAQGDARLSDVAALCPISHEWILALRRAGIVDTFCTSTLQVNAAM
NDIETLERGCFPEDMQLMSYDALTPNDAVMFLRERFARQALAEIDMPSLDYVANYFPSAAAYLLRGEIAE
>MBL3560154.1 hypothetical protein JMM65_05075 [Rhodovulum sulfidophilum]AB16
MESTFSASERAKSNITTALQAINSPQSDKTLNAKVGRNGIKVNVAAEVKVRGFGIVNMMTQEKKKPQYEKRGCSTMRIFK
LVLTISLMMSGSTMMANEPAPSETALGIDLNLSAAMLDFRLNDVPILDPQTPLSTDAQITTQLTLNEAFTKGQNTISFSL
KFKPNSEWTPSLHLRLHSWPAGTLPELFQGSDFVFDVTVAASQNDPDKVEITQMTGTGQPTATISNIQQTAGDGTTDSWN
TWTVTANVMINFPQDAWQSAQILELTPELRRELSGEYMKVHSALSQGERATKMALAPYIHRLAGGVGASDEEYYASGYEA
LLSGEAGFKLRPFDADESTVQLYGHGRLAALLPFPIRYWNPETEQEASLFLYFWKDQAGQWQIIH
>MBL3560155.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB16
MPVPLGPSLAANVQAGAENAQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWIVLVALIGWIAPSPGE
IGRGIGEAVRRKR
>MBL3560156.1 hypothetical protein JMM65_05085 [Rhodovulum sulfidophilum]AB16
MFSVVAGEVFEAVVGSSSFRMAADDGKIEISGSHIKLSADRIDMK
>MBL3560157.1 hypothetical protein JMM65_05090 [Rhodovulum sulfidophilum]AB16
MSIDIKIICGTEASIPDPPRPKRSGDTDPRQYFSMRPMTGEQRKSLRRAAEELSGALSGFWMHRVPGKRQAAINMDHYLT
GAGQDREFSSGNVDDLFDTLTESSTKRHYSLEQGFLDKIREDLSGSAVGTIRRYNSLNSDSSSSNWGEPWFGLSSKDGTS
WFYAVGSFWVAFGGRARRDANGVEVYYRAYVYDRYSWDVERDSGMTIGKTTFIPNEIE
>MBL3560158.1 hypothetical protein JMM65_05095 [Rhodovulum sulfidophilum]AB16
MIDQYLLTDQNMPEFRRWQPDYVTAIPDNPSTDVDEGGYRVNDALLGTMMEFGEAQSFDIVGSGRIRSVFLNYASGKEGS
DEPLPSESKGR
>MBL3560159.1 hypothetical protein JMM65_05100 [Rhodovulum sulfidophilum]AB16
MPKAVALQETGNDMSWLLADLPRIYPSLLDGLDPNKQRYARFRVEQTMYVISLVALESGDILFFMFDQGA
>MBL3560160.1 hypothetical protein JMM65_05105 [Rhodovulum sulfidophilum]AB16
MTKGKPDAQPGDLIGRLEREISEHEKRQEKLPSRTKRALDIVETVIDGFSVVGMVRVVLAKLRDHTTKEHREEIARLKRA
NRDLISVNAALARELNRANAHLERLTEAEQSSLATEEKTATPLKR
>MBL3560161.1 hypothetical protein JMM65_05110 [Rhodovulum sulfidophilum]AB16
MPKKSTRGDLSSKPPNTVEISSPTGERTEIGSPRLRTFSRSEKLYRDTLQLLGKIESGRFSGILTKRKADAQIVKNLIEL
REIDRKVYESLALRVFGFLEQSELSKEIEELASETEDAITASSAILNRTRRLIGDGEGND
>MBL3560162.1 hypothetical protein JMM65_05115 [Rhodovulum sulfidophilum]AB16
MAYRLILCALLVLLAGPAQAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQV
GSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVK
YSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSWG
GWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPEKEHVVTDLPVLDSATYIAADNGEP
LVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVR
VTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDNPFIDAWQFAW
RPVSAAEPTLRALTDTPEDLIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRW
DRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTDPARRDPGPRPRRGNPGLAPFRHGPARLGVEQYDHVAI
GRDLVLDRRQWIAAVAQKLRVQQRLLCLKRGAGEGHAGEAAGGRRSIGRLERKRHLRPRPLGSCHGVLLGVSGSGQLVGR
GIEQHHWDDRGLQARRALDRQIDRARGFGLDPVAEPAQRPVGGERRADAGGQRVEGGVTCPVDLHDSLDLCAVLVVVS
>MBL3560163.1 hypothetical protein JMM65_05120 [Rhodovulum sulfidophilum]AB16
MRRAGWERRLSAAVRDWEDRPFAWGSADCLGFCRAVARSMTWEDPIPGLPEYGSEYGAAKVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3560164.1 hypothetical protein JMM65_05125 [Rhodovulum sulfidophilum]AB16
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVEWDGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRT
>MBL3560165.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB16
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>MBL3560166.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB16
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>MBL3560167.1 hypothetical protein JMM65_05140 [Rhodovulum sulfidophilum]AB16
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGKISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGDPV
TMRAPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>MBL3560168.1 hypothetical protein JMM65_05145 [Rhodovulum sulfidophilum]AB16
MAAEIRKSSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGTSSQGLKAALRDLND
ALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMF
DGLFSGLFGGRASGGGTVKPIGDLIGKVMEAGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESVIDHTRDSGGFGGFGA
VRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>MBL3560169.1 hypothetical protein JMM65_05150 [Rhodovulum sulfidophilum]AB16
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGRA
>MBL3560170.1 hypothetical protein JMM65_05155 [Rhodovulum sulfidophilum]AB16
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLALAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCATAPA
RHAWQDRADLDG
>MBL3560171.1 hypothetical protein JMM65_05160 [Rhodovulum sulfidophilum]AB16
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MBL3560172.1 hypothetical protein JMM65_05165 [Rhodovulum sulfidophilum]AB16
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3560173.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MDRDRFKSRLSQIVEERGLEVAPLARAAGVKRDVVRDLLRGKKESLVVENAAMIASALGMSLDEMLGSAAGSPTIAIAGR
VGAGARVPVFDAYEKGGGPQVACPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYARWSDGSVPSDVVGKRCVCECEEGFG
WVKVVRQGREPGLFDLHSFNDHTPTMYGVRLKWAAPIKLHWPADLAKKV
>MBL3560174.1 hypothetical protein JMM65_05175 [Rhodovulum sulfidophilum]AB16
MRKLTLIVACMALAGCMQTVVETKNPFDPSAGKHILANGSGQIDGQAFFRQSGGGVVTCAGEEVRLVPATPYQQERMQII
YGSAEGGARTTAFGNVPPEIDPRAKTMSRKSVCDADGNFSFPGLAAGDYYVITRAVWSVGSSAQGGSLSKRIRLRPGEKV
RAILN
>MBL3560175.1 hypothetical protein JMM65_05180 [Rhodovulum sulfidophilum]AB16
MKTTLTAAALALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASDDGGGSG
EGEGGESSDP
>MBL3560176.1 hypothetical protein JMM65_05185 [Rhodovulum sulfidophilum]AB16
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLVLARIAEASL
>MBL3560177.1 hypothetical protein JMM65_05190 [Rhodovulum sulfidophilum]AB16
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3560178.1 hypothetical protein JMM65_05195 [Rhodovulum sulfidophilum]AB16
MSIMDAIAPPPDALAAFVAEWRGAAPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAT
RLCPFD
>MBL3560179.1 hypothetical protein JMM65_05200 [Rhodovulum sulfidophilum]AB16
MADETIARDIARDAEPEWILKFSIKGGDTVEWVAAKSTVFGALEELSKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
LETKPDPKPARRARFTWA
>MBL3560180.1 hypothetical protein JMM65_05205, partial [Rhodovulum sulfidophilum]AB16
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEALPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKE
>MBL3560181.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB16
MTVNMSTADHITVLELDDAPALNALTPEGLMDLRRALRAAQDDDAVRVIILTGAGERAFCTGANLKKTFPPKNE
>MBL3560182.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MSDKVAIVTGGAQGIGLGITRALLDKGHRVAVWDRDAAALAALPEGVFGQEVDVTNGAGVSAAHAAVTARWEAPSILINN
AGIARDKRIVNMKESDWDAVLNVNLKSQFLCCKAVIPAMVDAGFGRIVNIASRAWLGGFGQANYSASKGGVVSLTRTLAI
EYARKGITVNAVAPGIVETPLMASYTDEQRARLEATVPMGRMGQPDDISKAVAFFADAANAYVTGQLLYVCGGRSLSSPS
V
>MBL3560183.1 thiolase family protein [Rhodovulum sulfidophilum]AB16
MRDVIISGIGMTAFGKFMDRNLKSLSEEAVSLALADAGIAPAQVDQVIFGNAAAGVVTGQEMIRAQSSLRNTGLDGVPMF
NVENACASSSSAFHLGWLMIASGQAECVLVMGSEKLTHEDKAVSFGAFSRAVDLEEPLPEGYQAGSGSLFMDLYAVKARK
WLEKTGGAPEDFGRVVVKSRHAGSLNPVAQFRKETTLDEVMASRMISDPLTLFMCSSIGDGAAAIVLTSPEFAKKLDTPD
IRVRASAVVSAKAHGERDLVAVSASRKAYEMSGIGPEDLDVIELHDASAPAELIHYENLGLCAPGGAIEMIRNGDTAIGG
RVPVNPSGGLLSRGHPIGATGAGQIIELVQHLRGTAGARQRDGAKVALAENNGGQLAGDSAVAVVTILSL
>MBL3560184.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB16
MSYRVPLDLGALRAESPFLADLGMTFLSLDGSGAVFELEIAERHSNAEGRMHGGVIASLLDAACGLPVRFIAPETDLVRA
VTLTLSVSYIAAPKGPRVRATGRITGGGHRLVFSSGEVRDTDGSLIATATGSFKRLAPAAPGPTSKEPT
>MBL3560185.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTDLTDAYIVAPLRTPIGKFGGALRPLTADALMVHVVHALLARTGIPAGTLDDVIVSQSYASSEAPCLGRYGALAAGLPI
EVPGYTLDRRCGSGLQAVINAAMSVQTGQADAVMVVGVESMSNIEYYSTDMRWGSRAGSVTLHDRLDRGRVRSQPQARFG
VISGMPETADTLAREYDITRDQADAFAVRSHANAHAAWENGLFEAEVIPVDVPGRKGAVTTFERDEGIRPETTMDTLSGL
RVIREGGVCTAGNSSQQNDAAAGCLVVSGAYLEQHGLTPMARLKGWGVAGCDPARMGIGPVPATRKALARGGLTLDQMDL
IELNEAFASQALAALKGLGVADMDRVNVNGSGISLGHPIGATGVRILTTLLHEMDRRDARFGLETMCIGGGMGLAAVFER
P
>MBL3560186.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MEWALILLTFFSALLLLMLTGINVFVAFLTVNLTATALLIGERGFGLFVNSVTDSVSNGGYATIPLFILMGEILFRSGSV
DVLFDSVDRLVGRVRGRLYAVVIVIATIFGALSGTAVAVSAMLGRSAMPTMEARGYSPRLSATVILAGASLAPIIPPSLL
AIIIGSLADVSIAGLLIAGIIPGIIISIMTGAYVTTSVMRNPELAPPHSDNDEKDRGSALGAVLRMMPFMFIIFMVMGMI
MLGIATPGESAATGVVGSVLVAILYKRASAQMLISALASATRLSVMIMVIVASSTLFSQLVAFTGASRALVAWATDLGLS
PMVMFFILMALPLVLCMFIDQIAFLLMAVPLYEPLVSALGYDPIWFWTIFLINLTVGGVTPPFGYTLFALSAAAPNISVG
QVFRASYPVLVIFLLAMLLLTFVPGIVTWLPSVI
>MBL3560187.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MIRERAHSRQVGGIVDLLVRICFLISCTSLVIILMITIFEITMRYFFDSPTKWVSDSVRYLLAFMIMLGLPDVTRRNEHV
SISLFLDKLRLDHPLRRLLFVISACVCLFVTYLAVDIALTQFSRNLYTQGTWRIPRVWITGSVATGFSVAALAFATLAIW
PKRKE
>MBL3560188.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB16
MTIKAFAFACGATALTALPAAATDLRLLSSWPDNQAYTENVALPLAEKVSELSDGALTISVVGPDVVPAFEQLEPVQAGV
FDMLFTHPAYHIGTASIGLGVEGTRADPTLRRSSGIIDTLDEYYQTLGLKALAVAPVGSVAFNFILREPITGDPSLGGRK
IRGTQTYNPVIEGTGGSPVIMPMTDIYSSLQTGVIDGAGTTLTGIAEQKWYEVSNYLSRPKFGTVGLFIFMNIDSWDSLS
PEEQDILTRAAMEIELESTDRFDTLAAEEEAFLIEQGMELTEFSAADAEQVEQVFSDGAWATARITGGDLAEKMHQQAEE
AGLLQ
>MBL3560189.1 hypothetical protein JMM65_05255 [Rhodovulum sulfidophilum]AB16
MAKLMKDDQISPPRRGRRVPRTTDSRHNLGIAPNLLRRNFRAEEPDRIWLADISYEPTDEGWLYLAAIKHIP
>MBL3560190.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB16
MISPHTLHPRPATQRDESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHFVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPKGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEEDRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCAPGELDLPLSQAARLIGRYGALARKVAPLCRGHGATPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRPMDELAAERQAALSEPRLMGTRAGPAQ
S
>MBL3560191.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFEEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IERPTTLDEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGIEATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCARAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDAYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDNLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMRAN
>MBL3560192.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVLLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIVTTVAFTIIWKAGKKWAK
>MBL3560193.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB16
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHTLARHARRYGEDVQFFVLSLRFMPPVAIAIPFIVIYLDLGIYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLFGALVFTFVLVWNELLLALTLAAQNATLPVVAASITSLGKEVPWGVI
NAATVVLVLPPLVFIGLLMGLLNTMVRSGPK
>MBL3560194.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB16
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHLSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEPYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPDALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHAFDPQSGQSLRKD
>MBL3560195.1 hypothetical protein JMM65_05290 [Rhodovulum sulfidophilum]AB16
MTRYADKIARIRAGSYRKGDYMIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNM
AALREAGVFDGSAVQPAFRANETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFR
REARAAGVRHFLEVFNPNVPGAVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGA
GATHRDTFELIAQSERHGARLALFGRKINQAEDQCALIAWMRRVADGEVSPSEAVRGYHAELARRGLQPDRALDDDLKIT
AESLHFDADCAPV
>MBL3560196.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB16
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCGTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGTDQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MBL3560197.1 hypothetical protein JMM65_05300 [Rhodovulum sulfidophilum]AB16
MPERGRADAGRRHFLATAMGMAALSGGAARLLAGPATGAAPKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPA
TELLRDGANRLDVVYEPLDVEKRSYTPTLEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTIS
RPRPEAERPFTIWFGDGKPSREFTRIVPVEFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVDRRDRDAFVE
IARPYLARMARIRGKPDAGAAADTILAKAPWASERAAGKRSCHEQGRPTRVYVIIRDRTVRARSNDSIRP
>MBL3560198.1 hypothetical protein JMM65_05305 [Rhodovulum sulfidophilum]AB16
MAWTFFVPDFLRDGANRIDIAYEPLNPEERNYTPNPDVAIQAELAQGREEPAILFNASYDMEEGRLAPRETEIFSGIPVR
RDAGSISRVRAGSEEPFVIRSGKGNATRPEYTRILGVEFQIDDPSLRDVAWAGTEPLTDTPEMREALWQAMAQLYQAVER
KDRAAFVEIARPYLSRLAYILGKPDAEAAAAMILESAPWASDKVASLRSLMSRQEARDAALLFGSDRRLVCFADHRLTAL
DAGGDFLAALPLYFARQPGGPLLVSFSRHMK
>MBL3560199.1 hypothetical protein JMM65_05310 [Rhodovulum sulfidophilum]AB16
MTGAPQNNYTLSCFAENATVELFINGAPTALHASLEKMVWSWPVPDFLRDGTNRIDIAYEPINVAERNYTPNPDVRIQMQ
LKQEGMAAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDD
PSLRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVAWASDE
AGGMRPLLSREEAQKVALHFGSDRRLVCFADHQVAALDHDGDFLSMLPVYFARQPGGPFLACFSRDMA
>MBL3560200.1 hypothetical protein JMM65_05315 [Rhodovulum sulfidophilum]AB16
MAGTTMNANEALLWAVGSDMPKPPMMLNTLALYPRMIEVETSPGRRRMLQQQLDQAVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKEPYGGQPSAKAKLKVTSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPATRAEEEQGESTPLISFIEDIQDAMNGLAG
RTRSPDAPRAPQQDEFGSSIGIELKLGLKIGNLELKGKEASPDLSLTLSGCEVTYGLAVTGKMDLLDLFLSRFPQGPEIR
RRLADPENAVSAKAECSIEVGGEGDLSYGLGDIGSLTIGNSDNWEASLEEIEQTFTAQAKITGTITASARLDADVWFFKA
HASAGAEVSTGWHFGGRVVRGAGGSRKTERLYYFEGIILRAYAKVTLDSGGKTEVTDDYFGDATQATTASTSSSKATTVL
ASSEIEVPLMKPEGEEDGWA
>MBL3560201.1 hypothetical protein JMM65_05320, partial [Rhodovulum sulfidophilum]AB16
ELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRSLGQDKGPEAC
LEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALGERGGAALAAP
ALRTGQG
>MBL3560202.1 aldolase [Rhodovulum sulfidophilum]AB16
MSFRDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAETVVMVQIEDECALAHLEAIAA
IKDVDLVFIGPADLSQSMGVAFPSRELDDAIVSIVEACKHAGCAVGLFVGDATAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMAAR
>MBL3560203.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB16
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVRMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDAQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPGKVNPNGGAIALGHPLGATGAILAVKAIHELQRMEGRYALVTMCIGGGQGIALVIERLEDTA
>MBL3560204.1 hypothetical protein JMM65_05345 [Rhodovulum sulfidophilum]AB16
MPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHHPDLTTRVFSGI
ALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDILDVCA
ATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTEQLGE
YIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MBL3560205.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTEATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MBL3560206.1 hypothetical protein JMM65_05355 [Rhodovulum sulfidophilum]AB16
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAAPGASFDRVAQVDEYCV
LLPKGGATIEWNGAMTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCSNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFVGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGSGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MBL3560207.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTITRRQLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSID
RNVVSIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATLEYARQQDLEGREELATRDVEIAELTDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>MBL3560208.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYALGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMAWYGWDFAERMGTQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MBL3560209.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLVYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIHEALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>MBL3560210.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLADEGFRADLSPADMTERADRARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDIPEGAWARRG
>MBL3560211.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVAYLEDPANRQETRDWYRGVFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>MBL3560212.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGATNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLLVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLEADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQRRRAVAFQH
>MBL3560213.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVLALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVQSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFRQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LSRLYDVDAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFARPEATGAEMIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRNPLILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDADMIV
VMQHGRMVETGTHATLAAKGGVYAGLLAGA
>MBL3560214.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB16
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAGEVGAALNGLEADLTAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRTDGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQSDD
>MBL3560215.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>MBL3560216.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB16
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSRSGVTDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFARITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGATAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINMLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIDSLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAASGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MBL3560217.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MAGTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLILERRVEEGTRISAG
EVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLATAGIAEARAAVEHKRLD
LDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPAGDLDAVLMAAEEGLGPVRIIRDLDGAAPLT
GVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAQLPRGAVPDALLVPEDAILHTAGGGAQLVVVSPEGKARRRDV
VPGARIGNRIIIASGLTPGEVVAIRGQNRVPEGVAVSVEARPAET
>MBL3560218.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB16
MSGPAPAEAALSRRNLLRGKLDGGPAVAGWQDMARAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSVLALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
VGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWHAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRWPWGAP
>MBL3560219.1 hypothetical protein JMM65_05425, partial [Rhodovulum sulfidophilum]AB16
LPVALDPEAAPPVAEALAAIVGACAALGSAGFQDAAVLSLDAAFAENLEDEDLARALAALPEAEREQIGRALAEALTEES
GRLHGAASAPGGKA
>MBL3560220.1 DNA-packaging protein [Rhodovulum sulfidophilum]AB16
MRNPVPTEESRHSTLTRRALKSGADWIACAPPETQTAFLEGMDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGS
GKTRAGAEWVRAQVEGARPLDEGRARRVALVGETIDEAREVMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFS
AHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGGDPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANL
AASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLEALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRM
QGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRMVAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEP
VAALYEQGRVRHLRGLQVLEEQMCHMTAHGYEGRGSPDRVDALVWAINDLMISPAAHWRRPRVRGL
>MBL3560221.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB16
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMQVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVAVEDILAATSAALIVPDDVAEMVLD
>MBL3560222.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB16
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MBL3560223.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB16
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRDTAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MBL3560224.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB16
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MBL3560225.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLMEAARNSKKEMTPGQLVA
DYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIEPPEGVELRPDKRPYVI
IDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRRHPAAAKPVVMGNCQGGWA
TLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLVMNFELLNPSRNYFRKY
YDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKAIRAPIIVFASQGDNIT
PPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGRGE
DREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTRRLHPLRVQRTAMSSVN
PLLAPVAAAAGRLREERHPAVIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTRKT
TAELRAMPIVETVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAECRARILHEQTLIATHD
PEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPLASHGAVVHGADMARPG
SAATGVPGAEAGVGDAPKTVSERKTSE
>MBL3560226.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB16
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MBL3560227.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MBL3560228.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MBL3560229.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB16
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MBL3560230.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB16
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MBL3560231.1 hypothetical protein JMM65_05485 [Rhodovulum sulfidophilum]AB16
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQRALSRDGTRLTLTS
LNPHANGWFLLELERPGRQPETYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DGRLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQVLAGADPGAVDRLMGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYFVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDATTGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEQ
SRDGRPIPRFIGFPDNRDFFYLMRKESPR
>MBL3560232.1 hypothetical protein JMM65_05490 [Rhodovulum sulfidophilum]AB16
MTRCLSLLALCIAVIASPAMSQTLPQANAQMLREMQSARGVSAAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRNERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSASGAVGRMRTAHNAKYKGSAGWSYGPAFQSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MBL3560233.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB16
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWVAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MBL3560234.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB16
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGVGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MBL3560235.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB16
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MBL3560236.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB16
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAEDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MBL3560237.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGSAFLSA
LGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGLGVCTL
ATALVMALCWHWFRTGYRMKA
>MBL3560238.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB16
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAGGAR
>MBL3560239.1 DNA (cytosine-5-)-methyltransferase, partial [Rhodovulum sulfidophilum]AB16
MNEFARLRQEAGLSIPEAVEALGYCERTIYRWETGEGAPRKAALEFLRKAIERKPLQGGAFTFIDLFAGIGGLRKGFEPI
GGRCVFTSEWDKYSVQTYLANHSCDHEVVGDITKVPVASIPAHDVLLAGFPCQPFSIAGVSKKNALGRQHGFRCEAQGTL
FFDVARIIEHHRPKAFLLENVKNLVSHDRGRTFEVIRRALTEELGYHIRYRVIDAKGFVPQHRERIFIVGFREENAFDFD
ALSIPDPSYGPRLREILHPEDGSEEADGRFTAGPKAKVIDKYTLSDHLWGYLQDYAEKHRAKGNGFGFGLVGPEDVARTL
SARYFKDGSEILVRQSGRKNPRRLTPRECARLMGF
>MBL3560240.1 hypothetical protein JMM65_05530 [Rhodovulum sulfidophilum]AB16
MMRDKRAKFVELTESRVNRAIKDIRLIGNLSNRSAYAYGEDDVRKIFRALQKELDAAKGRFGDEREAREEGFRLE
>MBL3560241.1 hypothetical protein JMM65_05535 [Rhodovulum sulfidophilum]AB16
MSDAGDQLWTWIWPRVGPTPINQGLDSEMFDRTDYPYIETFVREAIQNSLDARLDDTRPVMVNFTFHEGSASGRRAFLEP
VLAFRDKAGLDLPEEWFDDRVSWLVVEDFNSKGLSGDLTKRTSDFWNYWLNFGLSNKDGKGRGGRGIGRVTFLIASRLQS
VIGYTRRHADGQHAVCGMAVLRAGQDGDDFLSTHAYLAAAENGSIYDLHAGDAFRTKTRDAFGFTGYDGEYASGLGLAIP
YPYPDLVPDGILAAAIENFAPAIMNGTLILNVDGRRLDAGSIAEIATDVSEHLNDAAIGEDAGRWLRLIRLGLSETSPHT
VLLKDTLKSDLAALHKSAQIGKFQKKLTEDEEPVVLDLVFPLVRNGRSSGVTLRAVIGPTPHGFRPLDRLFREGMSLPDV
RSKNPGQLDLILLVSPGELATYLNFCEGKAHLDLLESTDVKQKLAGQGFDGVRVKRFVKTMPTELRLLFSPEITEPDAHV
FDTFFSIPSDKPGRKKKPKDNPDPPEPPPPPKPPVFKVDALTDGLCIRANPDFEDWPVNLTVTLAYADGTRRPSWSEYDF
RLDDLKLEYEDCDIETTKNRVKALNCGPDCRIEITGFDTNRELDTSIRPWRHAQEN
>MBL3560242.1 hypothetical protein JMM65_05540 [Rhodovulum sulfidophilum]AB16
MRKRIRLTGRRQIPRAAVEAKAVEVGERKLITLSITNPDTFSKFPRDARLKLRLFENKVSETLEFGTLGDPRATADLRNG
AFAAPSCQLRVVAPQGDQTGLLLGSTSTWTLRADGSPEGGVGGEGILMFQPFDIAPRTWKLNIREDDYPVVYLDRSIPDS
ATWVRNDPVFISCVLPSIIKEIFDDVLSAGAGPEVVWMKDWVRWADTLMPGNAPPYADGPVQKQAWIDNLLDTFAKRHRA
LEMLSGHLKAEGGE
>MBL3560243.1 hypothetical protein JMM65_05545 [Rhodovulum sulfidophilum]AB16
MSGFFALYEFTQPGIDAFERVFTGVLDETALDLSDPSLVRRIPGTRAFVPVPFETAREMAAAIQASTGSASLFELLPRTG
LWAWLTFVLRDQLFRKAPDGTRKIGEVHRWYPSDPGDWQKGQRHLVRMPVLLLDQLGDNADHLLCAEPSVLPEIREQLTS
QQDMFNPVFQSVARALYYDDARGRLKRGAGGKGGGSPRRLAKLRQQLDVTWDLEDLDYTRIIEKLPAEFDRFKPKQPPRP
HASSGHSPDIRPQL
>MBL3560244.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MLTRDNKDGRARALGVHAIGGSFAEVLAPLSVGFLLSVVDWRGALAISVIPTILCGLCFLSVARSIPVVEAGKTNRDDLE
DLTRAWLTGRGPRIVAMICLYNMALIALLSMIPLYLAVAHYLAPARIGVIFAAILIAGALAQPWVGALSDRVGRSPVLVI
GNGVAALCVALLALNPPFWFVIPTMAIGVASLDAIRAAMLASAVDHSERSEGTTLGLAFVLLDGVGAFGAVLAGIAAGMS
WQVMFALAAVFALTASVLSAVSIGEQADQLRSVDLLIFHTWKERTRHRKDLKERLSTNPHLIEDMGLTRAEAEAEAAKRF
WEP
>MBL3560245.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MSAHFFVVTGGPGAGKTSLITVLARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEITE
LPRADTARRADFVCEQLAI
>MBL3560246.1 hypothetical protein JMM65_05560 [Rhodovulum sulfidophilum]AB16
MISRLSPARRGLIVTALGSSLTVSWASSYYMRRYVCAKSMEQFAEGHISVVELAAQNRRLPGVEAVIQLDRGAKPLPLGP
RANMIFRRSDVL
>MBL3560247.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB16
MTGMIVFLTVLAVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEVNSNVYLANGLIAFIAVSKTPAPQEMKAAMASL
HGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQGGVGLISRTPVFLEDG
SYWGILSLVLDAESVFAQAGILPLQNNLNIALRLKADDGEPDRVFKGQEELFAPTSIIRDIVLPGLVWQIAATPREGWTQ
SLGHLQLLRGLSLLLALFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDVVELNAAAEIMFGRPTAQAKS
MPVAELFQVETVLANTSVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSLRDVGDRMAIENALRKSEERFRNITSQV
PGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGEDWQFEGRFLRGDETRW
WRAFSRPQRFVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVILSANAAAAQIFQYSAE
ELVGQNVSMLMPDAIASRTERYLGSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCGSTYTGVLRDITDRVA
AERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLLLSETQSARHRKWINT
LRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISPSPTLIGDPMRLQQIL
LNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTRRFGGTGLGLAISARL
AEAMDGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGPAHDRALNLLIAEDNETNRLLLNDALEMCGHSVTT
VENGAEAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQAEDGNGPPIILLTADALSRKSFEKKNVFAAVLTKPIDWGQLF
SALNEFARRDGEAPADAQQHDKPSNFIGASKNNSDPGEEASSTEPPTLSLEWLDVLRQTIPPDRVNSIFASLIEKLDLQS
RDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESRDVAHQSPLLERFDIEISSARRALKTFIETQSK
PFS
>MBL3560248.1 ATP-binding protein [Rhodovulum sulfidophilum]AB16
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLESGLFLCLSYAG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MBL3560249.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLESA
>MBL3560250.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB16
MKILVVDDDDLVRELILHSIGQLGHDLHAADSGEAALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MBL3560251.1 hypothetical protein JMM65_05590 [Rhodovulum sulfidophilum]AB16
MSLIHRGEVDEPTLLSARAPDAVGGPSAETMEVWRAEETTTMSVSDFGPMPSLSSSAPVSGAVFGTTALPSGVSNVVGGL
DVRDAISFDVAELAVQSILAVDTIPPDTSADGADFPNQDVTAPLAVTVTPVTDPPRLEVASATGAEDSAIALDLAADLIR
PAPGETLTLTVSGLPEGAALSAGTANADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTP
VTDPPRLEVASATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIP
PPGFTGDFELEIAAIASDPDGGVATTSHLLPVTVLAEEPSLPPSSQVIELNGLITPEDTAVALELGQAFLEATGFSNLTF
ATISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITITG
ASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGFPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTIVA
TEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLFDLAGFASIAVEGVPEGGTLSGGYLDENGDW
IIAVGLLQDLTYTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGVEDQALSLTINGALVDTDGS
ETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQLTFDVRANSLEDEGNAASTTETITINILPVT
DAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLSAGTALGAGAHAVQPEDLAGLTITPPANFSG
QFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAPVLNVTDALGVAGEPVDLSISAATVVADGTEVLSIVLSGLPEDAFL
TAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPEPAPIATEVVVDIAPGFTV
DSTASLSRIVVTLADDPLFAEDTLALSDETASDPVISDALSGGAPSLRFENDGRQAILEGDAPAELFEQLVRGLQLHTSS
DQGSRTVSIDVYDTAGELLPLDSVNLTLNPTDPAASTDPGDLLAADTSFDAETDTTSLDWDAGSDALDPPTTDDPAPYQE
MST
>MBL3560252.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLELQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSRQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MBL3560253.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWEAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLRGEPHFLRMRAADTRPSFRLSAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILALPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGKIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEADEKDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MBL3560254.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
LKIARSKALAPLAIDYEVRASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIW
ILGGPVIIAPALGAIALAVAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYEGLQKRRLAAQ
GEAFTADQRLTDLSQLVVQLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAI
FKIPVRSASSGILDASQALPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVL
LGGHPLSDYTDQSLRRTIALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLP
RGVVQRIALCRAMALDPQVLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGT
F
>MBL3560255.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB16
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAG
>MBL3560256.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MTRFAADDGRMLAYDDRGSGTPLLCLAGLTRNMDDFEPVLDAFVGRARVIRLDTRGRGGSDRDPDFMNYNLIREGRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVVAIATLLERIA
>MBL3560257.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB16
MPITTCIFDAYGTLFDVSAAARRAAAEPDHACLAGLWTEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGRRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MBL3560258.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGAVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MBL3560259.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB16
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MBL3560260.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB16
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MBL3560261.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB16
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRKVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MBL3560262.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB16
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MBL3560263.1 transcriptional repressor [Rhodovulum sulfidophilum]AB16
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MBL3560264.1 hypothetical protein JMM65_05655 [Rhodovulum sulfidophilum]AB16
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDGALLDRA
GYFARPRTDPATGRPLDRQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MBL3560265.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB16
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKAENPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAGKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSVE
>MBL3560266.1 hypothetical protein JMM65_05665 [Rhodovulum sulfidophilum]AB16
MPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILTFVGIGVLVLIACGVWYLV
RTIKGLLRFNSRRPIDDPTTWLI
>MBL3560267.1 PhoH family protein [Rhodovulum sulfidophilum]AB16
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GETAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MBL3560268.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB16
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEVD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MBL3560269.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB16
MGDETDGSSRAAQGALDTDNLDSQGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATTAAAATA
>MBL3560270.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB16
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREADRVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLGNAGDGLGQISRAAGGVPVAAGIQRSDGPLAYNSLAVIGV
GGRLLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDARGRVLASLPLGRAGQITAPLPPALDETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MBL3560271.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB16
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MBL3560272.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]AB16
MSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>MBL3560273.1 amidohydrolase [Rhodovulum sulfidophilum]AB16
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MBL3560274.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB16
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGDATCATHL
DHRIAMSFLCAGLAAQRPVSIDDGGPIATSFPIFEGLMAALGAGFARGTE
>MBL3560275.1 GFA family protein [Rhodovulum sulfidophilum]AB16
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEVRWYASSAGAQRGFCPVCGSNLFWDG
GQDYLAVFAGTLDGDPGIRMAAHVFCADKGAYYEITDGLPQAPGLPEDIA
>MBL3560276.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB16
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLESSVLERGDLRAPEVAQAASKVA
AIPEVRAVLVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MBL3560277.1 hypothetical protein JMM65_05720 [Rhodovulum sulfidophilum]AB16
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGDLDNHLRRDIGLPPLPEPWSEPARWM
>MBL3560278.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB16
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MBL3560279.1 SseB family protein [Rhodovulum sulfidophilum]AB16
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPSLRLVYYGRLAATELVLLLDREAEDEDRIAPSVFELEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDIVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPAIGPMATHLAR
LGLRIDLPAPEPMTETPLIDPDAPPRLR
>MBL3560280.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB16
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MBL3560281.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB16
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVELSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MBL3560282.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKRGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDPPSAELAEGAELF
ERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGLLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPEGPAPSLPV
>MBL3560283.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB16
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAKAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEAP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MBL3560284.1 hypothetical protein JMM65_05770 [Rhodovulum sulfidophilum]AB16
MILNSPHKLSEKYTELHGHSFLTRSIRKHDLAICPICWREDLSLADGHLDGCAIRWEWLPRFMNCCSRHKIALIELPYAD
YTTCYDHVLRAELAEGWLHSLEERVQQQALSVFEKTALERLEQNTQMVDCLPDTQIDTMERWCLGLGAFLAEGTLRPDAS
PLERRRELIDLGFSVTRAGHGKLLDEVDQALGRHSTRLSKTWFHGWALQASMQNERQAFRDIMLGLIKDQGDYCLLSRHQ
YAPSDVQVDACIKKIAETTNRSCRWVRRTLVLDGLLPDGRVPVGLDVRSRLKACTKHIKTLVESFGTEQSANFLGVGITM
FEGLVSERVITPITTKAFKKPRFRADMLDDLLKRVEARAILQLGHAIRNDMISLSHASFVLRCPAGQILRFLEAGELPGS
YINTTEIGLAGLRISHKELLAAIRRQQRADLTLEEVRKRLALSSREIRQVVSAGLLPVDRRRPNGLRNAAEFVSYDDYEA
FLEKFQTPKTAAQHLGLTPREVIKRIRAAQLRPVIPESDARVYDREVILSLEV
>MBL3560285.1 hypothetical protein JMM65_05785 [Rhodovulum sulfidophilum]AB16
MTHSHRMFARTIGIDYSGAETAEASLKGLRVYETFGDSEACEVLPPPGPRKYWTRRGLAEWLKQELDGVLPTIVGIDHAF
SFPLRYFERHGLEPDWPTFLDDFCLHWPTDQPHTYVDFVRHGNVGNGGARTGERRWRRLTEEATGSAKSVFHFDVQGSVA
KSTHAGIPWLKRIRAERPELHFWPFDGWTLAAGTSVIAETYPRLWSSTYPKDDRTPDQHDAYAIARWLQEADQRGEIINA
LTAPEPEPIAATGLVEGWILGASWPPQKTKSAPRKKRTASGGKTTEPGFVNRNLQEVVTRTDLPGNDHNQVTYILKCQSC
DHRYGANGSDILQRRCPVCGAGRPGLPIS
>MBL3560286.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MTTEARDLEIDHVVPLHYAWMHGADRWPAAKRKHFAFDPANTLPVTPSANRSKGSRGPLDWLPPDRSFCCLYVLRFRRVA
EQL
>MBL3560287.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MPSNDTTPAASACSAGRTREDWNRRYSETEQLFGIEPNIHLARELSDLPPGRALDLACGEGRNSFWLAERGWQVDGIDLS
DVAVERARALAELRGLGGRMTFHAADLSAFAPEPGRWDLVIMMYLHLPWDSLRPILYRAAEALAPGGTFFLAGHDLANFE
KGHGGPKSPAVLYTAEDVAAALDDQIEIGLARQVERVVHVPDGERTALDCILRGRRRPPAPVESLGGGLPRDPAGL
>MBL3560288.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MTFGATTLVPEARADADNYALGHILLGIEDADPDKEVIEADEVEARQPATLNELFATAPEISVSGGNRTAAQKVYVRGLE
ETNLNVTVDGAVQTGGQYRHSGNMGIDPFLLKRVEVEGGTASALSGPGALGGAIRYETKDAADLLLPGQTQGVMLRFGGQ
SNGNRLSTGLAVYGAPDERFSYIFYGSKQWADNYTDGRGEKVSYSGNDPLDGLVKLSFAPAEGHRIEFVNSYREDNGWRD
RRMNFGLADDSETPEDQEATRRSTTLRYNYDPSDNALIDLTATIYDTENRILRKPEAGRRRGEGETRGADIRNRSALGDL
TLTYGADYLRIHTRGKAEGDGWYSETGYNQGLYLQGDYEIDPHWHATAGLRYDKSWLTDLAGNDYRGDRLSPNAGLRYMP
VEGLTIFASWAEAYRGIRPIPGMKLNLGAIDADTDTGLDGEVARTTEIGVSYAGGVWRSGLSAYSTRISDYVLYGGQRGT
PYKRSNGGDIELTGFTVRLGRDWGNLSGDISYNHSDTDFAGDPASPSNWGNGVAPQGDKIVLSLGYRMPRHDLRIGWTST
VVLAEDDLPESYTLSDKLPAYDVHDLSVVWRPRPNAEYSLALTNIFDEAYIDHATPPAGNAETLLYEEGRSIRLAATLRF
>MBL3560289.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MPRPVAKRTASLLPNPSRLREIDGSADLVLMKPSYLGGGDCPGAHRHARGQFLFPRHGRFRVCIEGQSWLASSSQAVWIP
AGALHCVRPLEDTEIHNAYLCPDICRTLPGEPTAMGVSPLLAELIAFGLTPAACCRGPDCGRVANDQGADEARRLQQVVA
DQIRRAGDRPGLHVPTSEDARLAPVLRRVMDNPADNRPLEDWAETAHLSSRTLSRLFLRETGMTFGQWRQRVRIIEAISR
LGEGQPVLTVALDLGYASQSAFTAMFRKMTGRTPSEIRARRRGA
>MBL3560290.1 hypothetical protein JMM65_05810 [Rhodovulum sulfidophilum]AB16
MTGLRTALALLAGLLPGLFASVPGSAEPGDRPFIIADATGNWGQPSPYLHMRRGPGYLLTSFLFDTLMWKDTNGELQPAL
ARQIEPLDGGLTYRITLAEGAAWHDGRPVTAEDVAFTFGYVERFPLMFGALDAIAGAEPEGADRVLVRLRHPMPSFLPMV
AGAMPILPRHVFEGIETPFEFTGPAALTGSGPYLLDRYDPAKGRYIFRSNPGYYGGPPAIDRIALVRMSPIAAIAGLKSG
EVDLATSVPVTAAEDLRQAGLALARHSSGHPVRLRFNHRTPRFAGRAVRQAIAHGLDRRRMAETAYLGEAEIWSAGLLAS
LTEGAAERYPYDPVRARALLAGAGWHPPVAPLRLLAPQSLDPITRLVAAQLAEIGIETRIVLLDQASFEGRIAAGDFDLA
MVTSSMLGDPDRMRLTVMGTRSNQDGYDADPALTAALMAQSREANPARRAELLAEAAGLYADALPSYPLVAARTLAAGRP
GRPPVYTPGGVAPGIPSILNKQAFTE
>MBL3560291.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTPAPVTAASFPAAAQVLGRLAEYALTLGLLILLNYTALWALPGDPLLVLYDDLATGLNDAATQDRLREMHGLGHGYLEG
LIRYTGQLAQGDLGHSIFHARPVAEVILPVLPWTALLVVSTAILSLALGPLLGIELALRDRHRASKPVLAGLAVLDGIPG
FVKAIAILLVFSVWLGWLPVSGAESLIPAGTAPARALDIAHHAAAPILTLVASDLARFVYFGRAAGLRVIRRPMMAVAQG
KSIRGAPLRLRYILANATPELIARTAMMLNGLLIGTVFVETVFAYPGLGGLLFEAVYTRDQALAQAILLPVGALVLTINL
LADLAILAMVRRG
>MBL3560292.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MGAGRFLPLIAFAFLAALCGVLFPLTDAAMTGAPLVPPGWPHLLGTSPLGQDNLIRALRAAPASIGIGLVAGGGTVLVAL
VYGYAVASAPGWAGRVMLRISDLMLALPDMVLMMLIASYARPGPAGLALILIAFSWPSDIRPVAAMVRRERARDSFYLAQ
SFGAGAGYLLRRHALPPMLPVLAAMAVMNSRRAVMHAAGLAFLGLANPAIPSWGSMLAEALTQLQHPGILWLVAPPALFL
TGFVLVLGWIGLAAERDRSAPETAETAPC
>MBL3560293.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLTIENLSLYQGPHRVLANVRLSLRPGRPLALIGESGAGKSSLALALMRLFGGRAEGRILFEGEDVMGFDRARLGRYRGG
EAALVRQSLGDALNPQMRVAAQVADAMEAQGTAPGTARERALRLLDGQGVGHLADRWPAGLSGGEIQRVLIAMALANGPR
LLVFDEPTAALDPATRTHVLSAIAREAPDRMVLLVTHDLDAAEEIGADTAVLYGGRLIEHGPTPAVLRRPRHPYTRGLIR
GRVAAHRGKDLQGIPGQYRPCDRGCVFANRCVQALPFCHDGAHPELEEEGKHRVACLRCGIVPVLRVRGLSRSHGARPVL
KGVDLTLYSGETLALHGASGSGKSTLARILAGLDRADAGEVAHDRTRPDQASAISLVPQHPRQSLPLHFTVAEALAEPLR
FRPGLNREDIRTRVEAGLSEVQLPAAPPFTLRPCAELSGGELQRLAIARALIRDPAVLIADEATSALDLSVQAKIVRLLL
NLQERRGLAMLFISHDHALCQRIADRMAHLENGVLLD
>MBL3560294.1 P-loop NTPase, partial [Rhodovulum sulfidophilum]AB16
MAHPNLKIPDGGGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSD
>MBL3560295.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB16
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTKDTSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MBL3560296.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB16
MTAQTRRPPTHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREASPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
AGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>MBL3560297.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB16
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MBL3560298.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIDDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
SGEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MBL3560299.1 response regulator [Rhodovulum sulfidophilum]AB16
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLRCLIVDDDAISRFVTVEHLRRLG
AEPVEAASIRTALDRVADREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDTGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPADDLGLWRRRLMPLLDTAPARASGLAKAHPC
>MBL3560300.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGD
QTASTRPS
>MBL3560301.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB16
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MBL3560302.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB16
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPELRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MBL3560303.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRPDIREVALGSPVSGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MBL3560304.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVEEAIARHAGTGTMKRPIEIAADL
>MBL3560305.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MBL3560306.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFVPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MBL3560307.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAQEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MBL3560308.1 hypothetical protein JMM65_05915 [Rhodovulum sulfidophilum]AB16
MRIIAMICLVLGPLVAAPVLALTGRPIQTASTLLVVGPMNGLPDILRRAGGRPIGPTRAPFALLAVADDHPEDFPDRLKA
EGAWLVLDGAIAAQLCGV
>MBL3560309.1 chemotaxis protein [Rhodovulum sulfidophilum]AB16
MADSTSSLEIAQAKGLRLIGYLNALLTPVPAIGAWLAGLSPWPFLAMSIAIAAVTIGLQRRGGGMARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVIVHHALLTFFLPTLIYPSSGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQLNLTQKEAEQLNVMEQFSAALTKLAKGDLATRIERVFPDQFEPLR
KEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDTISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISVLINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGIHSQGIVDLKHTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQNASEQDNSAPLLRQIA
>MBL3560310.1 hypothetical protein JMM65_05935 [Rhodovulum sulfidophilum]AB16
MKTRDDRPERLVRIGTVLKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDDDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MBL3560311.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB16
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAAAIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVETGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MBL3560312.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB16
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETQPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLTDWGVGGIAKAFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MBL3560313.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB16
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGAAAFNRW
RSLQQEAENAARPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MBL3560314.1 hypothetical protein JMM65_05955 [Rhodovulum sulfidophilum]AB16
MNARHIFLALALFACQPAFAQQVEIRSGEHPDYSRLVFETEAPQGWTLGRGPDGYLLRFDNRALRLDLGDVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRNGPAPQDSPFETALQSAADTPAEEEVPPAPAEPVRPDAPSAVDI
AAQSPSPSPEPPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPVQPDPGPAETVSNAQDALPDPDQRAEENGQAETQIAEDHTPSDWSNMRVETSMDRGLDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRTPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQTFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIIEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDALALAESLAFERRATAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLSKLARSGSDEEFMREIYMGALTLPDLSADTEARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGNAGEAKQYIAGIDTPEANALRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGVESLGDPNQRAFVKTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDRPGTQP
>MBL3560315.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB16
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MBL3560316.1 hypothetical protein JMM65_05965 [Rhodovulum sulfidophilum]AB16
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTGPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MBL3560317.1 hypothetical protein JMM65_05970 [Rhodovulum sulfidophilum]AB16
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQPPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MBL3560318.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB16
MAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPPDETAAGAHGGPGKAAESGPLDVAFVPIEKMIISLGP
ESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDLLITEF
VLN
>MBL3560319.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB16
MQQLLSMWTGLSPRRRVVVAVATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MBL3560320.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB16
MSRLFLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLARKVVEIAREMAEAEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRGALNDFMTTEEEARRHG
>MBL3560321.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB16
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQS
GQIAVRLTEIIDTVSGA
>MBL3560322.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB16
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGDAVPRILDPFRNFMAGRADAETFERLLSLRPQADPAAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MBL3560323.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB16
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MBL3560324.1 S49 family peptidase [Rhodovulum sulfidophilum]AB16
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMRLQEPIHAAFKDHVQQRRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>MBL3560325.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB16
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLSWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MBL3560326.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MVTGAAQRLGRAMALHLAGRGHDVAVHYAGSAEAAAGTVAEIRALGQRAVALRADLLDEDETQALVPRAAEALGGPLTVL
VNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQCLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLA
KMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDG
GQHLGWRTPDVLGVE
>MBL3560327.1 excinuclease ABC subunit C, partial [Rhodovulum sulfidophilum]AB16
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEE
>MBL3560328.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
IAARGVSGEVACFDPGANIHRDGILRTTTVPAPLSVAQRTDAVLLAGRILNALDYVGVMGVELFVTKAGLVVNEIAPRVH
NSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLIGEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRW
TGPAAS
>MBL3560329.1 hypothetical protein JMM65_06035 [Rhodovulum sulfidophilum]AB16
MFSLPLDEAERRARAFLHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RSAPPADPYTPFIHMAEGFAAGLEAGRAARKPGSSDRARD
>MBL3560330.1 DUF883 domain-containing protein [Rhodovulum sulfidophilum]AB16
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MBL3560331.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB16
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MBL3560332.1 response regulator [Rhodovulum sulfidophilum]AB16
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MBL3560333.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB16
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MBL3560334.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB16
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>MBL3560335.1 histidine kinase [Rhodovulum sulfidophilum]AB16
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAETGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>MBL3560336.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB16
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>MBL3560337.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB16
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARIAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MBL3560338.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MPNILPPAPIPLRPALAACCLLILLLGAMLAPGRAEAHPTGAPSGNMQGGMSGPVQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGAWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGFGAKVMQRFGVEVVLLGPEQMFEAVETGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVGLPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MBL3560339.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB16
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFIDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGAALQGGRGVA
>MBL3560340.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MSRPVQGSPREAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GIGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAEIRGGAVLVQVDPVAPSRIGTACSAAGTGHLSRSQAVLPRAAELAG
FAEWSLDPDCGRIRVAEGMLAMLAMLGHAPDGGEIDSAWLRARVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHHDGRY
LWVEASARRVEPGPGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYW
LDEVFSRTLGYRPGAIDTSRSGFRQLLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGL
PPLVCGISRDITPRKTYEQELAHALALARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAML
GYPPGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTE
VTALKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGL
IHEEDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAE
AARLAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRG
LTPFEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYE
FRRQADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSG
ASAPRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGP
RDCVLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSR
PLTYEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFE
PFFQPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVSEIDRIMMRKTRSALARWQDQGLVLPKISFNVSS
GRMHDPDVVSLARSMAGGGTKVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDR
RIVRPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MBL3560341.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB16
MFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPY
HAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPKIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFAL
LQSFGRPFYPLHVSDRPNWPAIEYLSWLPELMRARRRKRAAQTLIERLKARATPFNLIAMQLEVDYQIRASSDYPDLLTF
LDETMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALR
MGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MBL3560342.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB16
MLGDGRRYHVNAVSVAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAF
DVAYHLANVLLGPVFYPRYRHYALDSPWAEWRGWVGKALRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGT
GRSQAEELVAVMASFAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWTAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>MBL3560343.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAAAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMQARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MBL3560344.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB16
MPGTRDTLDRLRALHVGTPRNVAAAKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPAQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>MBL3560345.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
PPEALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADY
ALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGV
DVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEG
VYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAPRPAAAPIRGGWLVVGGTRGFGLETARWLAAQGAEHLWL
MSKSGTVAPGTLDGLGTAAEALACDVADAAALDAALTRIRSAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGG
QVLDRLTRTDALDHFWVFSSIAARFGNPAQAPYVAANRGLEGLARARREAGGLPGLAIAWGPIADAGYLARETGLREALA
RRLPPMTTAAALDRLGRALAAGACGPTLTVAPMDWSRMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEAR
KVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGA
EAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>MBL3560346.1 GTPase Era [Rhodovulum sulfidophilum]AB16
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MBL3560347.1 bacterioferritin [Rhodovulum sulfidophilum]AB16
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAVDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MBL3560348.1 ribonuclease III [Rhodovulum sulfidophilum]AB16
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKSLHRSPS
>MBL3560349.1 signal peptidase I [Rhodovulum sulfidophilum]AB16
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MBL3560350.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB16
MILGIGTDLANIDRIAATLERFGDRFRTRVFTKAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPLPR
>MBL3560351.1 alkene reductase [Rhodovulum sulfidophilum]AB16
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGAIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MBL3560352.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB16
MKRIIAALSLGLFSTAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTETGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLQ
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MBL3560353.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB16
MSMESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRRKSPGHYHADVLDFHRALAAEPADRLTFEDPEKDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVVGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>MBL3560354.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGSVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MBL3560355.1 hypothetical protein JMM65_06165 [Rhodovulum sulfidophilum]AB16
MTVPFLRPILASTGLASTCLVLACLAAIAGRPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEAAALEDEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPRMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MBL3560356.1 hypothetical protein JMM65_06170 [Rhodovulum sulfidophilum]AB16
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MBL3560357.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB16
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MBL3560358.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB16
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWITDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MBL3560359.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB16
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MBL3560360.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB16
MSLSYAIGDIHGQRARLEAAHALIAEDRRRVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MBL3560361.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MBL3560362.1 hypothetical protein JMM65_06200, partial [Rhodovulum sulfidophilum]AB16
ISEAARGYGRRQGFAPDIEAEGDEGDQGAGSEEEAEWRQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALV
SRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFEFAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGA
ETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGTSFIEVMEEALALGPSAVVMLTDLMGPFGPPPPRRLPVIWAVPG
EPPPSGAPFGRVLSLAR
>MBL3560363.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB16
MISDRKEQLRPLVNWHEDITLVPFSSIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQCIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPEPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MBL3560364.1 hypothetical protein JMM65_06210 [Rhodovulum sulfidophilum]AB16
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
TLPASAPAATENAPTTGAAPADPIAAASARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNLCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSDVLQEGSLTR
QGESWTTTINYPGLP
>MBL3560365.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB16
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYTGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLSDPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSATEAMARQADVPTDTPPDTDGSGPPAAGATVAPGPVPPEPAARSWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRNPDPAIDRAATAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLDFLESA
ALTPATVTRPCQPQLLRPVAPPASAGPPAEAAAGVPDFNLRPSSDE
>MBL3560366.1 hypothetical protein JMM65_06220 [Rhodovulum sulfidophilum]AB16
MALGLLVIVGASGYAALSACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPTP
APEPVAPSDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDPGAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGGASCVNFQPETGGRGEVRLRRRTEDQ
>MBL3560367.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB16
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPV
GSGPETSSSGSRVPSFNLQ
>MBL3560368.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB16
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGSNGLPPRTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MBL3560369.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB16
MRAALDRRFARQNRMQEQLTDFSAKVEEIRAALAGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEI
NLLSGVALAIAGQKDPAMIAILRDLAAASLRKLDIVLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMK
LRDDSNIALSSATDDLTFKLMIGAEETAAFNRDTIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDIADADAAQT
QIVDARDRLTELTGHVHLTDTLRGMIDRLAAYADPTTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMA
DANAAGAALLADADAARDRLHLVTLGSGAIFILAPVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAA
LVVFRDRLVERDRMQRLEREAEQDRQARAAQQNAVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNEL
IGSVVENATEIHSRAEEIAGAAGDLSHRTENQAATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKD
AIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSD
HVASGVALVNRGAAALSDIVERVSHIAELIGGIATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEAS
SLQRLVSRFRLRGVPGAARATRRAEPAPSPDDARMLTEPRKSAVNDGGWQDF
>MBL3560370.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MRLVLAIAPALAIALAAGLLGPPSAAFAASGNDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRKVVL
DSVDDGYEPARSAAAVERIVSEDHHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEIDAEARPDFVSLEGY
LAGRVALHALQKAGPFANRSRMLEALDQLGTFDLGGLNFSYGPGDNQGLDEVFLTRIGADGAFEPLPPAAVDPKL
>MBL3560371.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>MBL3560372.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MBL3560373.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MBL3560374.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGLLGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MBL3560375.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MBL3560376.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB16
MSRQDLPSAQDCASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVR
>MBL3560377.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MQCAPGDAPEPKTDPEAEPPAENTVQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAGVSKG
TLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELGVRFY
DAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPAPPRPDEIERTVDSAVRLFLAAYARP
GARRED
>MBL3560378.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLADLAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MBL3560379.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB16
MPTRIAEGTAKDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDASTPASRLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAATDRVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLSKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIQPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTETWARRLVRAYGTEARGILGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MBL3560380.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MBL3560381.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]AB16
MESRQAGDLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIHSFLFLRAGLIADMVITTVPVLLGEGRRLFGSL
AGDIRLQHEKTKSFPSGLVQSRYRIAA
>MBL3560382.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTRPRGRPPRADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKHLHVNPMTIHHHFGGRDGLIGAMSERVHARVSALLAK
AGLSDRKRRLWLDILVDVTHGAALATAMAGRKAVDDPAGDQGYGAALDELLSRLGDEAAVRTESG
>MBL3560383.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDGRQI
>MBL3560384.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB16
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MBL3560385.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB16
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRDFVSEGRIVAAICHGPVLLVEAGAVEGRKVTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MBL3560386.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB16
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MBL3560387.1 DUF4177 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARE
AEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MBL3560388.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>MBL3560389.1 J domain-containing protein [Rhodovulum sulfidophilum]AB16
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MBL3560390.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB16
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MBL3560391.1 hypothetical protein JMM65_06345 [Rhodovulum sulfidophilum]AB16
MFFFAAHAAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGAPAEAQAMARAFREAALAEGADRDGFDDRIAALRPVYL
LLLQRYILDGERRARDQYVRLSGLCDDLGRASGLKGHRHAPR
>MBL3560392.1 hypothetical protein JMM65_06350 [Rhodovulum sulfidophilum]AB16
MTRVTLVAATGFTTAFILATAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MBL3560393.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB16
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MBL3560394.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB16
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALEGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVTEALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEAFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAERAGDGLSERARAWLTEATQPL
>MBL3560395.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MBL3560396.1 chloride channel protein, partial [Rhodovulum sulfidophilum]AB16
TPDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCA
VAAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLC
GLVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSV
AVSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTG
LAVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPGAASPGACAELIGQGVMFEADT
TLVEALPVFEKWGHGFVPVVARAGAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MBL3560397.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
ISIRVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVA
LEIPDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPTVGIESRFLFNQAFKSAHAMVPSMM
MVILMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLTIAWASFWMLYAIGRTVFGVPFTGSLPALAASS
FLYVFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWA
EIAPNAAVLAGFCMIYLSLAILGLRKQEA
>MBL3560398.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMASLALGVVLVRFRKVLSG
>MBL3560399.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB16
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRALRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDTAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALQHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIRRLAERLAETTDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MBL3560400.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB16
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALAPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSYLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MBL3560401.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB16
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEDAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPGLEPEALMADYAELDGLVAKLLPAA
>MBL3560402.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB16
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGDPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLW
AEMPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>MBL3560403.1 IS3 family transposase [Rhodovulum sulfidophilum]AB16
MEGFFGSLKNELVLRTRFRSRRDAKAALFEDIAIFCNRKSRHSSIGDRTPEQARIDMAAAVAA
>MBL3560404.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTGLLNLSKVSVSFRKRPILRDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDEELDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPIDVLTPPLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGNDRGRD
>MBL3560405.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB16
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDADAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MBL3560406.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MQESYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSISITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPENPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFKNTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPLVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MBL3560407.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB16
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLATPALSQETKPRKDANASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEASHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRLTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSNLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGVKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNMQTGEVRTRGIDLQAAMEVTPNINVIAGYTYLDNEILEDTRYEGNTLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MBL3560408.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB16
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWNSPVTTVPMAISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNRVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKGVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRE
>MBL3560409.1 transposase [Rhodovulum sulfidophilum]AB16
MICSSLNRFRFMCFPPSSSSQRWKIPVRNGPVSGGKVIKASEPDRIWLADVSDVPTDEGWLSLAAARDMATMEIVGWSMS
ERLKMSRKGDCLDNAPMEGFFGSLKNELVHRTRFRPRRDAKAVLFEDIAIFYNRKRRHSSIGDRMPEQARIDMAAAMAA
>MBL3560410.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRYKAKKRTSEISGSPRTKPAEVRLDELMSAAERLFLSQGVDATTVNEIVEAAGVAKGTFYHYFSSKNEMLEALARRYTE
RFLKSVQEAIDDCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSSILDQLLEIIEGGRLAGVWAPS
QPKIVALLIYSGVHGATDEIIASKTEDCSSFARNVSDACVYMLPRINAKDRK
>MBL3560411.1 DUF2303 family protein [Rhodovulum sulfidophilum]AB16
MADLTEIEALKHLAEAAAAVPNKIDGFEPFMAIPNGQHIESLDAYRENPARIRRSTTFRDVASLAAYLDRFADDHSLAFS
DPDAATIKCVLDYHEGGEPAAIRPRWGEHVAAFRAIKSPQYEAWAAKHGQWIGQKAAGEFLEERAVDLAEPDPATLMDMV
MQFDALRKVNFKQSQKLQNGTVQFIYTTEDEVRGAVAIPERVTLLVPVFEGMEPDRIPVRLKYRIDEARLPPMKS
>MBL3560412.1 hypothetical protein JMM65_06465 [Rhodovulum sulfidophilum]AB16
MSDGNSHFLMALARVDGGHAIEVADEQLREVISAVNRTGKKGTATVTLEVNPNGETGFAVTARVKATAPQLQFGQSFFFM
GRDGDLTREAPNYVQQSLLKAEAFNG
>MBL3560413.1 hypothetical protein JMM65_06470 [Rhodovulum sulfidophilum]AB16
MQIKSLLLVVVLTGLSTPVEAQTVSERCSQADIRNSCSAACARLCDDDRDFLLGNVSWCAEFTSPAATLENAAICARLLP
EDYLSDQTSPAIEERGSVPVEGDPCAGLERRSEQIRCRAEQEAGRPTCSANVPELEDRAGVLTQSVRTELASYGDLLEED
LSDVSSRDLLCDFSLEELDQNYQRAAEEPDHLRATQLTAREFQDCQNEWQAYVRDRQIPNVSDRLQDDTAKDLEAQLEPL
EEQLVRLNESIEILNAAAETIDGLILIHIDFCRPEGRTVQPDQN
>MBL3560414.1 hypothetical protein JMM65_06475 [Rhodovulum sulfidophilum]AB16
MKTLLRTALLSITIALTGFQAAGQTVSTAERDQARVMAEEIAALMTDLETRAAEFPDVLTQLEEGQIAIEQADQTVADLI
QRLTEVTDAMEDGKPFAEAIDNYKDITVQLIAEAEGSDNEAIRGAVVGLRTTLEGLEQDDADRQSTVVDARNAIAQLEEN
REAIAFFIRAGQVQEAAALIAGEVDGFQDIVARGQAIADSLIDAATP
>MBL3560415.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB16
MDRREETRQLQVALGIWLLIAGVFWICVQTVLQEWVKAVEEPYLAAVLSRSLLDPYRLALLSAVIAVAPHALWVGLRSGS
GRPAVAGAYDRAGMLLQTLFTSFGFLGTIMGVSIAVSGLDEAMDSREPGILIDGLGTAFDTTFLGLVGAIAIMISRRLIS
LSETHGGSA
>MBL3560416.1 hypothetical protein JMM65_06485 [Rhodovulum sulfidophilum]AB16
MTDREGLLSGTFGLVLTDLFLAATATILMLLAVLREAPDIPIPIQADLQMSCVVDGGFVLSRLDRDDPMISVTEAAQLGP
AVAALDIRPRLFQTVALVPGPDGLSANCLAQAQKIIRSWNASLGDIAVAEGNATVLGLAAVPHAQSGSWP
>MBL3560417.1 hypothetical protein JMM65_06490 [Rhodovulum sulfidophilum]AB16
MTAIVTPEETDQSDDQSASVDLSVAFFCCVLMLLVFVSFNLTETPERPPAASLGQPTLNTTAIPPAWDPLLKRGSWAILT
ETALTLLDLSPILEQVEAGSNGLLSESGGVSWRPQRNHAAARAFRLDLGIDPRQVPLSWKMTVVGLDQEEQPECIAPLRL
LTVLVPDDLPDLSSFLVYADRCDLVYRFEVLDPPTGNSSVIRFTIALTTGSYSRERVFR
>MBL3560418.1 hypothetical protein JMM65_06495 [Rhodovulum sulfidophilum]AB16
MIWVRQGLILRQVPLPEPEQGLQERLQQLRCQGCAQSGVRYADTAAMGPAMAALSWPDAVSRLATVAAMSDDPQTARDAL
AEARVADELDHEQRAILLNQAILTALQFGDWQRAEVLLSEAMDTTGSEVSPALRSDRLFWYVLMETEGKSMPWTSQHMAL
LDEAAQLDPESFQVRFWRLVGWISAGHRLFRADCEEKVETFVDIAFDAAQGSTCPLMMAHMGHTLERQFTLRPEGSLGSE
TSIWLRGYAGLNAALVGHEAAARAAQTDLTDSLATGTCAPELADTIRLILESQ
>MBL3560419.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MENLQIQSSGITAIIGPSGSGKTTLLSILAGFLRPTIAQSGEMSFGGQPIRPGQAHPPRIAFVFQSHLLLGSGSALLNAL
QGRLALDGALDAEDFQRIAEAAIKLGLVGQDPPLTAKRSRQLSGGEAQRTAILRALVSNPDVILCDEPTSSLDERNAQMA
MEALRVWSVETGRPVVWVTHNIEQAAAYAAHYVFVSNGSIHKPPQAELEALEREPDPEKLSRLREIAATLRSTTDDPDMS
GMATGQEQIPRINGFGRLNFARWIAKALSADGPFGNMFSDEAVLPSPLYELYDRLEPAARRRPNWLLRVWTAILSYSRYV
LAMVLTVLLFQILSASFLGVVAGAYSEQALQNPSVARIVFENISTNLDGSLNGPRLYPGSITAEDDSVLATSDLADAVRS
RIADDVPDADLERVAVYGRRGLAEQQSSMQIVNAGRDAPAACLEPSALRAVVFDDQDPILIETRLRGDLAGWPADMTSAL
SMDLPLEPLGGSLARLFLSDGTVRRILERCDIPEAALPRVRWSLGQQAPPLEGVIVGSVQDFPPLYPLSADLIVLESDYQ
IAAQLANIAPDSLRVANTYFPIEGFESAETVIAGFGYEPRDDSREAIATLKRIEGISQALPIIVNTINLFGCAIVIFLVL
DAVFELNKRVLALFIAHGFRFRDMFAMALFHLIPAFGLAIAFNSIVAYLGWIMVSPLLPGTLGTDPSLRDRALIEALLLL
ISVSALMIVFASLTRWRKVQQELKEHLQE
>MBL3560420.1 hypothetical protein JMM65_06505 [Rhodovulum sulfidophilum]AB16
MNRLTKTVVFCLGVHLTWTPAGLVQEALADEQLPPSSPALSEGTGDEIGPAARDAGTGITEREGSVGTPSPLSVCMDERE
ALANMLTTRFEAWNSARTSLERELAEALQAAEDFEIRYRQQEDLNISLNDELQSCTVVAQEGEIAALNEALAALREENAR
LAERIEELGATVLPGYAYLGGNAASSFATLDQALAVAPNQRLQAARCADALAWMEDGADGQGRFISQTWVWDGDDVPGLC
RLEPQGHDIVAPTPSTSAHIILYR
>MBL3560421.1 hypothetical protein JMM65_06510 [Rhodovulum sulfidophilum]AB16
MDETNIGAPEAAVAQGLPGIPERRLLLPAGAPFDLNWLPSLLEDLPPRDELVYKLGLYTVTEPAGAAVGCLLFLAQFNYR
VSPPIVLDYQDGRGSTGGMPVEARLPILMVGRFENELQLTQQLDDWFSNSDFGIRFPAIDRPDDTWSLSMQYFDGSVFLP
EFDGMEAQPGQGLVVSMDDPPDWFRNWLVDNSIDARDLLVFCSPDPCETLLADPAGSTESELLESEAHAIERELGTVSSI
DTERELPDFANYDVALQVVGVDGQPDLGATAVLPTIGPLECLLYAMAPDVFIEPPSLSNCNEGGQRNIREFEAAVRVTSP
GRWQLVERGAIVTPTSVRVSLPEGQGTNLCTMSVGFFTAVSGARFELLLTPGNAGFVAEFPPAEPPMVNNGQVELELLPS
DVSACGGPARIVTVNVAEVLEVNLAAGPADFRMAVHLAVPMAGRRESELGLGPSWNNEFGDALLDAVGAAHVRLSATEAD
RPWALRLAAFGVIASTGSIETIVDLPSAALRTNPLQLFGEPATRIGADVLGRGSTRFDSATLGRAIDEAVRSANEIDVDH
LTITLIAPILESSEMLAASPCGESPLTEISLDDVAQSRDLLVDIVAFPIIGLGDRDRIDGTNLVPIAGQSAEALGGLYRC
MGSPNNVSIYPFFVEPWRGPMDILPRYATALSDQLYLTLLSTLD
>MBL3560422.1 hypothetical protein JMM65_06515 [Rhodovulum sulfidophilum]AB16
MLTRIGQDALRCLVSFASLFILAGPAQSQVFGVNPEELQISSPQECQGIVEAQRARVSGGQWLIGSRFDLFGMSNGRQPV
QSLSDQFRPVNCYSRVQATGLDRTFVATEDGAACGWVETDNLLQLNAIGAAGNRRSVQAVCEVPRAITLRAFCAMTDGVA
VENVNCEGVPRGLRAKGVLIGSTEESLLPNYPFMSAPVGGQERETRLFFSVLEIHEIAPGAAGTVMALVGDGEGDMFGWI
DLRALSLWPTRLALFYDEDGSGAMFQREGDLFQHVLSGGDPVPDIVPGDEPDSIANFIHGEWPLLSYPIIRVRNPATDVS
LNQQMPLYHEVIFLGRAGEGSASEIMREAELSQQIEELQQINVMIVMDSTESMHPYLPAVRTGVADFVRSYRSQVLDPAN
RLPDVRIGAYAYSDFQDAARTGLSDPIDFAQLMAPIRISLGFNIERPLQGISNHTGLDDRVGLREEAAMEAVYQLSRSFA
TTPGWFERGPRIIVHLADHGSRSDVDIVAIQSQLERSGVYYLPLHLITDDGGSKNSQRARRLFQEQSSALFARIVRDGDT
EGVVRSINIASNDGGRADRVTEALEVISAQFVQSANILRSDVLGQDVTQSASFEAVDIAASRIILGERVLEDRGLLPESI
DTIVQATSGFAPATIVRNGVVEPVDWTYTIALEPEQATSVREQFSQMCDIVGRPDRGEDFRRLVVGLAAAFSGDVIESNE
QMLGILSDMRELPSASDSLLGLRPEQLIQKFDSDDPGAISQLRQEVCWTSYHLNNFEANQYARPDQVVWTGSSFTLREGE
TAIQRSYLYSPVVGAETVYFPAFFFILPQIFEATMNDEGDVCIFQCD
>MBL3560423.1 DUF4011 domain-containing protein [Rhodovulum sulfidophilum]AB16
MQDQLRSTNLSVLLEDARRRLVETGTRNRLIHVNRSTKRANVLDIVEERSADVFDLLKTQGKKMRFQPRDEEEDQPEDEP
LLLALADDAEDPEDREARYRDLLLETRLGPEALQRRLLRLFTDARTAEEEQGVNILHLAMGFLRWYESESSDVMRESPLI
LVPVELVRDDRRATFNLRARDTEIVTNLPLQERLRADYGFELPENLDDESFSPETYFEELSDCIEGRARWSIDRDGMQLG
FFSFSKLLMMRDLEPEHWPEDASEAHPVLAGLLDGGFERSSPLFAAHRNGSTRGWNPATFCTWFPRMPRRHA
>MBL3560424.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MIEEVRAGRNLVVQGPPGTGKSQTIANIIAAAAYDGKRVLFVAEKMAASRSCMTACARWGSGISASRSTRAPPTSGHSRR
TGTHAGSRGGYPRDARTARRAARSA
>MBL3560425.1 hypothetical protein JMM65_06530 [Rhodovulum sulfidophilum]AB16
MADLLHQPVSGYGFTPFRAMAEIARFVGKDAPPPRLSREGLADLDDATRREHSDRIAAYAELLARTGPRAEHPFFGIGAT
ALQPTDLQRLEPDLARAADAIITLRETATRVAESAGRPSPGNLEECSTLHALLIAAGDRPDEARTATGALLAHAGDLRLG
EALSAGSAWAAARNDAGATFTEAAFGMDPAPLRVRLAPGVGSFWSRLFGPYRGASRELATLLSGALPKSPADRLRLVDTL
ITVRGLRKTLTEEEGFLSSLLGPDWRGERTPFAELQAQAAWLTRLTGIAPIETPEALDRICAADPPVRDRAAPNAPGTAG
HLPPVEIRAAAARVVAESGDMPREELIVATARLLGFARVGADLRGVIDGTL
>MBL3560426.1 hypothetical protein JMM65_06535 [Rhodovulum sulfidophilum]AB16
MAKDVEFEFDIVVSLPKGSGDEDAIMDALFEAGCDDAVVGLGTSDLIGLGFTRAGEDSEVVISAAVKQVLSALPKGAQLR
EVKPDLVSLADVAARLSVSRQALQKRDMPPPSLGGLYRASEMLPALEAQPGKVRDALEAARGWFASASAAQKINARASLG
QS
>MBL3560427.1 transcriptional activator RfaH [Rhodovulum sulfidophilum]AB16
MTFHDRGTSWFLAQLKPNCANIADKNLKRQGFQTFLPMEEETRQRNGKFVTAMRPLFPGYIFVAFDVARGFWRTVNSTYG
ITRLVSFGKEPTAVPLDLVSQLMLRCDAKGKLLPPKLLNPGDQVTLTKGPFANFVAEVEKIAPDRRVWVLMEIMGAQTRV
AVGADQLRAG
>MBL3560428.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MTLGFDLETFQIPLEELMPSKKVPDGVMTTRKFKQIVSSIREIGLIEPLSVIKPDPDAAGFLLLDGNLRVLALKELGQDT
APCLIAKDFETYTYNHRINRLSTVQEHYMLRRAIDKGVSKERLARAFNVNLSTINSRINLLHGICPKAVELLQDHQFTPD
VTRHLRKMKAARQIEAVELMIAANTITAAHSDALLKATPPEQRTDYKPPQPEQPKGDPLEQIVKLEREMSQVQEKYKHAE
ENYGSELLNLVVAKGYLKKLMENEAVRSYVARHAPEILEQFELVLNTVSMEEAVEQAEREEGPSTTETAAQTYPALDGTE
AISDPGMDGQPG
>MBL3560429.1 MarR family EPS-associated transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTSKRTKLQEDTHFRVLRLLQENPEMSQRELAEAVGISVGGIHYVLNALIGKGLVKLGNFTAAEDKRRYAYILTPKGIAE
KTAITHRFLARKLEEYKALKAEIDALRSEIEDVPKLPSLK
>MBL3560430.1 NADPH:quinone oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB16
VDPGLAGTRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLT
AVEIGKAMGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLPIG
FASGEVPQIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATG
KVVIAME
>MBL3560431.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MBL3560432.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTQVSTNIRAARDVGRAGLAKRIILGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MBL3560433.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB16
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MBL3560434.1 hypothetical protein JMM65_06575 [Rhodovulum sulfidophilum]AB16
MRPLFDRRAGRARTALAERTDACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>MBL3560435.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB16
MNVPNRARLRDTHVTLSHGGGGRAMRDLIDEIFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATQIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRDAVIVGRATADHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>MBL3560436.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB16
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MBL3560437.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB16
MCLGIPGRIVAVTDEYRMMALAEVSGVRREVNVACILEGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MBL3560438.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGADLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
VLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MBL3560439.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB16
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDPHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MBL3560440.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB16
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MBL3560441.1 hypothetical protein JMM65_06610 [Rhodovulum sulfidophilum]AB16
MTTALHIALGAAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPSQGRMAEAVFGPVARCPGPGALDDWLVSGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MBL3560442.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB16
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHCKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEAPAVPTRRAVISGGLATEAPGE
>MBL3560443.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB16
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTQVAAACDRAAATGEGEVFRLSDLP
PEARRLLAETLGQGEVSVRIGGISPVAAQESVFAGVWCVLGEDIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGAGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MBL3560444.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB16
MTHPLIARLETDLGWPRLASIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEAGLR
EATRALKTPGFVFYRQGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MBL3560445.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB16
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDIRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>MBL3560446.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB16
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALAEALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADDTGRAG
>MBL3560447.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB16
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MBL3560448.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB16
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MBL3560449.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB16
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MBL3560450.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB16
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MBL3560451.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB16
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLVGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPESFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFAMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGAVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRHA
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGVLPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLV
MTSGNLSGAPQAVGNDEARAMLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRLLTEYPLAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFREMMGDIEAGVPHPLISARFHTGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>MBL3560452.1 nickel-dependent hydrogenase large subunit, partial [Rhodovulum sulfidophilum]AB16
SRTQIFMEDLLRGLDPAAEFMRPAPKIREGEGVGLVEAARGALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLE
AALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MBL3560453.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB16
ILAPEARAEINDRVPVHLGGETVEVPLYARATLGPGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAP
AMGTEADPVLLEVMSNLFMSVADQMGATLANTSWSVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGH
AGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLGDEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDR
GQLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIAANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDG
HFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSPQHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEG
CLLNPTYPAAVIAGNTEVSQAACNALYGALGVVAGSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTR
MTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGDGAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGLVGENWVEQADG
RRERRRGNDEIAVEAGGLFEIRTPGGGGWGRL
>MBL3560454.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>MBL3560455.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB16
MHASNPIFLPGPTNLPEPLRHACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVDIVERPWGEGVPVEEFATALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAVAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIAAAEMAMVDLGLPVRLGSGVAAAQDHYRNSRTAPVRAAA
>MBL3560456.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB16
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGALLFFKCENFQKAGAFKVRGACNAVFGLDEERAATGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MBL3560457.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB16
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MBL3560458.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB16
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHLRPGTHLACMGTDTKGKQEIDPAILARARVF
ADEIAQSVEIGEAQHAVAAGLIAAQDLVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>MBL3560459.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDGEAHDHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGIDP
HAWLDPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVA
GSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLAR
TIAACVTSTEG
>MBL3560460.1 transcriptional repressor [Rhodovulum sulfidophilum]AB16
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>MBL3560461.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHRTEPEAADA
>MBL3560462.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB16
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MBL3560463.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB16
MSTTTETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLILAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWMAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADASGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MBL3560464.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB16
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MBL3560465.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB16
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MBL3560466.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB16
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MBL3560467.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEQASPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPHLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MBL3560468.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB16
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAEGGVALIVATHDPALAARMDRQIAIKPEHAA
>MBL3560469.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MBL3560470.1 glycerate-2-kinase family protein, partial [Rhodovulum sulfidophilum]AB16
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISD
>MBL3560471.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB16
LGARGVGGELTLVGYSMGGAILTAFAAAHPGRVRRLVLLAPAGLGQTPPRLADLAVRLPGVGDWLMAVIGGIVLRRMARA
ADRAYGLPGTLNAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHRRLADAGVPVLAIWGGQDEVIAAGARAGLAAINPAA
RQLLLPEAGHGLPVTHADAILAEIPAAPVQ
>MBL3560472.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB16
MSETLKHLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MBL3560473.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB16
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVVHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGTGLDAETAGDVQEAVSRIAA
RTPDARILICGSLYLAGRVLRENG
>MBL3560474.1 acetyl-CoA carboxylase carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB16
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
VPPDAVPPAGAAKP
>MBL3560475.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB16
MRSPLFEAYIEPARLYPETWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MBL3560476.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB16
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSFRSLTGPPGAAIGQFIRVLRAVALLYLVLWIVLPSGPEKVAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MBL3560477.1 hypothetical protein JMM65_06790 [Rhodovulum sulfidophilum]AB16
MPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDEGASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSIAPSPGPGGSPEDRALVLQRYFASELGRAALARSGDPADVEVLKTDTRGALFLVH
SLDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFASRPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>MBL3560478.1 hypothetical protein JMM65_06795 [Rhodovulum sulfidophilum]AB16
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAAERLDIPDLAALPGRAWRLRHRRDRAIHGADARRAAFQVAAATARL
PLGSDWGFRPAPFAERVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSHGGEGAPFGLALEVSGFDGGFLSVVF
ELPSRAVEGLGRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>MBL3560479.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MTDYPHLLAPLDLGCATLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYLPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPQALDTAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGTDFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPHRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLKLGAAPGPEDLRGFDAVVLATGVMPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAVHRGGLAPEGPHPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLSAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MBL3560480.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGAFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MBL3560481.1 OmpA family protein [Rhodovulum sulfidophilum]AB16
MRARRPLLTLALLWSGLLVWPGLAGAMVPEIPEMATIAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAATGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MBL3560482.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB16
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MBL3560483.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAGAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKPAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MBL3560484.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB16
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MBL3560485.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB16
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MBL3560486.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAWSLTLARA
GYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREAREDPRIAATI
GIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIWSPTALRE
TRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLILAPFRTQF
LPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIRGLIIAAM
AVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGRATNRPAG
VGLGLGLFLAWALGVTFPMFQAV
>MBL3560487.1 hypothetical protein JMM65_06840 [Rhodovulum sulfidophilum]AB16
MPRDADAALVDAARSYFAARRARVPAFARRRFGLVGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSRAPRL
AGWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYGGTRS
AVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPLIGLG
ALVAAFAGVVADPVQVILGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MBL3560488.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB16
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDALVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
ATPPEGLALLDSRRYGETAISILEAP
>MBL3560489.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
RVSGAELADGSVIGADFVIAGIGVTPATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAI
DQAEAVAANMLGAETPYVPKPWFWSDQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTA
KRLIEAGRSPSPESVAAGDLKALMAA
>MBL3560490.1 arginyltransferase [Rhodovulum sulfidophilum]AB16
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MBL3560491.1 RDD family protein [Rhodovulum sulfidophilum]AB16
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MBL3560492.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB16
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRANTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MBL3560493.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MBL3560494.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB16
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MBL3560495.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB16
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MBL3560496.1 hypothetical protein JMM65_06885 [Rhodovulum sulfidophilum]AB16
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MBL3560497.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB16
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MBL3560498.1 hypothetical protein JMM65_06895 [Rhodovulum sulfidophilum]AB16
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAANLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFAPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MBL3560499.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB16
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MBL3560500.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MBL3560501.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB16
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MBL3560502.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MBL3560503.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]AB16
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTVPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLDLIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPGGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPGIEGTWNLVIAGVGGT
GAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAQPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAARARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMEQGFRLLAA
LRRLRGTPFDPFGWQEERRRECAAIRRYEADMEEVLARLSPETLTAATALAELPLSVRGFGPVRAEAERAADDRRAGLLA
EIRAGGAALDRAAE
>MBL3560504.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB16
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MBL3560505.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB16
MKRVLAAVALAATFAFGGAASAATIVLDGQTDIRLTLNDVSDLALSFSLDDAAASSMQSGGYVMWSSREDGLKDGAGPWG
TCLNCGYDGGEWKLSRWENKTSTDLKLDFGKTLKTVYVWIRETDGGKVSVSYEDGSAGAPDIAPVPLPAGGLLLVSALGA
ALLLRKRGRKAA
>MBL3560506.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB16
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MBL3560507.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB16
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MBL3560508.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB16
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MBL3560509.1 holin family protein, partial [Rhodovulum sulfidophilum]AB16
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAR
>MBL3560510.1 peptidase, partial [Rhodovulum sulfidophilum]AB16
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAKGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTN
>MBL3560511.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB16
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MBL3560512.1 glucokinase [Rhodovulum sulfidophilum]AB16
MTSLVADIGGTNTRVALAEGPCLMPDTVRRYRNAEHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADTEALSLARFLAGADGFAAVEEALSGRGLGRLYDWATAGAGTPRKLDGHGVLAALDTDPDALRAAETFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MBL3560513.1 beta-glucosidase [Rhodovulum sulfidophilum]AB16
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEEARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDAIVMGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDKRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MBL3560514.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGMPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVGHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MBL3560515.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVVGSFWRSL
FNRDGGTFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILMLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MBL3560516.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB16
MAGHAGRKSGLLWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDREDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVAPDGSFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MBL3560517.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTAPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWWPLGAEINAARPGADGLVHLGPWQPSLMIRRKEAGWRV
>MBL3560518.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB16
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTAGGGTIRARVPTEPGDKGRRVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MBL3560519.1 hypothetical protein JMM65_07005 [Rhodovulum sulfidophilum]AB16
MPRSMARRSLLAALPLLFLGGCVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSDLASS
LTRAGIMTPGGTNRLNADVESVTQPQTWTKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQSVRGIDRLRIASENAA
KDNIALLLHALGASAEGAPTAGPF
>MBL3560520.1 hypothetical protein JMM65_07010 [Rhodovulum sulfidophilum]AB16
MPMIRPFGPLALCAVLAACAHGADETAMVPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKAGRARCRPP
GTMC
>MBL3560521.1 hypothetical protein JMM65_07015 [Rhodovulum sulfidophilum]AB16
MLSAEIEDITLPLFGVDMQVGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGTERLRYANEGAARENIAAFLRALGA
EARAGGVAGVS
>MBL3560522.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MBL3560523.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLCGYGRAFLLGLSAPVAVPLVVSAADQAATEATHVSGADD
>MBL3560524.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB16
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAAFLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDNVTGQIGQ
>MBL3560525.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB16
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAAGPFGMPSAAGDLILGAITMLFLFMAFAYGLKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALGIWVASLVQMLRQRLPAPLRPLLAIHLAPACLIGSVAASLGLMPLALTAAAVAVALLAALL
VSARWLLAAGASPLWGALSFPMAAFASLMLALAAALEGQAPAEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MBL3560526.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MQDAATCPHSAWIGELPGGLRRRFEPGAAIARPGDVDGYGEGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAS
>MBL3560527.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB16
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MBL3560528.1 response regulator, partial [Rhodovulum sulfidophilum]AB16
LLALSAAVRRGGEATGRIELPAQRKSGTGFPAEISFGRAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKAR
LLAVMSHEMRTPLNGLLGTMELLQRSSLDNAQRQYLDIMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRL
VALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRLRQIVINLISNAVKFTRGGRVTVSAMRRSREMIEIRVADTGIGI
APEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQVGLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPC
PARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDGLDGVETATARQFDVILMDISMPRLDGIEAARRIRAAEGPPPRI
VAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEILGEVPGAATQYKTAPAAMVPEPERDAPADKPHRAAS
>MBL3560529.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB16
MCGGESRENAAGPGRGPADARSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELVFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACAGGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSALEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTGTAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRNSG
>MBL3560530.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB16
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGDVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGHRPNRNAA
>MBL3560531.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVRGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MBL3560532.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVIRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MBL3560533.1 hypothetical protein JMM65_07075 [Rhodovulum sulfidophilum]AB16
MPMRNEVSEAPRVIPRIAPYHCGPYRLGAILQDPGTIHGSGSNAQKTGEIGVLNGDPTATLCRQALEANGIPLSAYLPMN
AIPWYDAPASRPARLMRDGAAHNRRLILEAGVDLVLLLGRQAWASARYLDLPERIEIRRLPHPGRLGLINYRENGKIVGA
REAQKRLIAGFALR
>MBL3560534.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB16
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MBL3560535.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB16
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGERTFDEGRD
>MBL3560536.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB16
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MBL3560537.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB16
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MBL3560538.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB16
MDGQAEDRPDAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MBL3560539.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB16
MRHRLALVPLLALLLTAAPASAQDRGGGGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MBL3560540.1 endonuclease [Rhodovulum sulfidophilum]AB16
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPERLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSPDEEIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MBL3560541.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB16
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MBL3560542.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB16
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MBL3560543.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB16
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPEAA
>MBL3560544.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB16
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAITSGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MBL3560545.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB16
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MBL3560546.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB16
MPELPEVETVRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTLTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIATLVPAIRTVLSEAIEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIQRVVQSGRSTFYCPQCQR
>MBL3560547.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB16
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MBL3560548.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB16
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
LRRSWMQPLLWMGAGAALTWIGAGLALLLS
>MBL3560549.1 hypothetical protein JMM65_07155 [Rhodovulum sulfidophilum]AB16
MTDSVTAVTAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MBL3560550.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB16
MQVPFPIDTLGASASSRPDRSASNAGAADPDGSDFRSAFDETRPSDRNDTAREAARRDTPKTSAASDRAEETSSSAPPGA
RKNSEDSAEEVDETAATKAGSDTVKNDPANASDAIIAELPAVAGFSTTPQPGTSAATKTQTLPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSVESQPNSALPASSPMADARPAIATGGTTAQQTAAQQAEDTGPQSDTAPSGSQEAKAAAASSS
TAAAQANAAPLLSGTSPGELQAGNKEGAALNSATPKDSTTNRSSPEIADAAPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAARTIASDDPATDPKGDQKGHASAHRENTSATPTTPTAPHATAAQPDATASAPPIAGTAIDIQTAIDGSRGDPTA
ATDSGASERSGSDQIRGSETARHTTAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNIS
ADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANRTSPRTAGGGLDL
RL
>MBL3560551.1 rod-binding protein [Rhodovulum sulfidophilum]AB16
MLPSSPTPIGPTLPPDRDARLARLREAAEKLEARFLSEMLASAGLGNVAGELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDPD
>MBL3560552.1 hypothetical protein JMM65_07170 [Rhodovulum sulfidophilum]AB16
MTPIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQMPPESDREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MBL3560553.1 flagellin [Rhodovulum sulfidophilum]AB16
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKAVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MBL3560554.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB16
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MBL3560555.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB16
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MBL3560556.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGAAAATAEKDFASELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDFAKSISVNDEGQVYGYFEDGGQGLLLGRLALSSF
ADDENLAVLGADQMDKGADAKPVDRETAYFIATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDAEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>MBL3560557.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB16
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MBL3560558.1 FlgB family protein [Rhodovulum sulfidophilum]AB16
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MBL3560559.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB16
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGWVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MBL3560560.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB16
MDLKSSTAALGYTTARPATLPQPGDDGAEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MBL3560561.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB16
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MBL3560562.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB16
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGPFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVAADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSMLQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MBL3560563.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB16
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTLLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MBL3560564.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB16
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVTVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MBL3560565.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB16
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MBL3560566.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB16
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDSTDHSASQGQAPDGSHVTADGHAAGAPSAAGNGDDPADNSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MBL3560567.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB16
RASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRRAGRFPPAPEGL
GAPRYSFTLPLRFEWKG
>MBL3560568.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB16
MTPEKLAYMANQIAIAFARLPGEEAEAAIAEHIDQFWDPRMRARLLILAETPDADLSDRVRGAAALIRRPATA
>MBL3560569.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB16
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRNMVGPVGCGLCGVESLAAATRPLPVLPPGGPCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MBL3560570.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB16
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWDEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MBL3560571.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB16
MSLTLYLPLDAAALALGADEVARALQSEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEEIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLERAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAIRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFVPAREAAE
>MBL3560572.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB16
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSAAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGIEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MBL3560573.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MBL3560574.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB16
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWSLIQRARSGWRALTEFLQVVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAARSTAAPRREARG
>MBL3560575.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MBL3560576.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB16
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MBL3560577.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB16
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAVKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MBL3560578.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB16
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGGLFKFG
>MBL3560579.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MBL3560580.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB16
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MBL3560581.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB16
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MBL3560582.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB16
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLDRLDDDGVRAAAREALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MBL3560583.1 homocitrate synthase [Rhodovulum sulfidophilum]AB16
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAEVTRLVRQAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTGVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MBL3560584.1 NifU family protein, partial [Rhodovulum sulfidophilum]AB16
IFAQPLGVAPIRPALPSKTVAPRLSAEEERARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLG
GLQKRLAEELGRPVFVVPAPSR
>MBL3560585.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MSRIPPLPPAKGLIVTDLLVRPLRPEDIASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVGL
VHFIFHRHCWKPENVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKYV
RG
>MBL3560586.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSRHGARIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPWRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAERDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLVLRAYYA
PELGNGTTRQEAERVLPGLLARLNPRGGRIGVSGPLPPTPRAWSDAIETALGPRTSSSRRVTAARTAIEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGDRPQRAIALIDGHLADARSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>MBL3560587.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB16
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAIGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MBL3560588.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB16
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITADSATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MBL3560589.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB16
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMIESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MBL3560590.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB16
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MBL3560591.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB16
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MBL3560592.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB16
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAVGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MBL3560593.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MBL3560594.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB16
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWGSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MBL3560595.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB16
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MBL3560596.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSDQIARLSLLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHSARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRNARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MBL3560597.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB16
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MBL3560598.1 hypothetical protein JMM65_07420 [Rhodovulum sulfidophilum]AB16
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MBL3560599.1 hypothetical protein JMM65_07425, partial [Rhodovulum sulfidophilum]AB16
TGCDAVIEAGSGTMSERQARFPDLARVAAPGAVLAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTG
PRPVAVFGALARRLERLVLVAERESPSLVLLLGALDAADAMVEAGAVPAAVDAAMEAWGMALGPYRMADRLGLSQLLALR
RRQPGGDDPELRPVLILGQIVREGREGYLAGRGYYRYGAGGAAEPDPQVAEIVAAAREVLAVGTLRDFAEAEIQARVLAG
MVQAGAALLRRGGVSSAAELDLAAVHGLGVARWRGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGR
ELASAVSPGRGALSPA
>MBL3560600.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB16
MIQTRQIGRARVTRVLEYSAPTHDPAFLFPDLAQADLDAMAAKLAPHHFVPAMNRLVITIQMWVVQIDDKVIVIDTGVGN
GKPRTAPRMKNLNIRVGEWLEAAGAGFDKVTHVVQTHLHADHTGWNTVLQDGKWVPTFPNARYLMPRGDYEYWTDAIAKA
PDIAMDNSWEDSVLPVVEAGVVDFIDADAGQILGCLTVEPVPGHTPGMLSYRLQSEGEEGLFCADVFHSPVQIYDPQINT
AYCVLQDVARETRARVLSEAAERGTLIMPMHFGVPYCGYI
>MBL3560601.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB16
MTTDIETRLKLLEDRAEIAQLRAAYCHVLDHRDWDALVQMFTEDGEFNGLAHARGRAEIHQFFAGFVDGMAEGFWHFCTN
PTIAIDKDTATGRISMQYLSVKKGVSYVSAGHYDDRLERVDGVWKFRERKISFYYHAPLSEGFVGKPTYIHIDGTPRVPQ
PA
>MBL3560602.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB16
MTQTNWTPLDRNAIAKRVAQDIPEGWYVNLGIGVPTLVADNVPADREVVFHAENGILGIGPAPEPDKVNPWLINAGKQHV
TLMQGGAYFHHADSFAMIRGRHLDLCVLGAYEVSASGDLANWARSSTDTAPAVGGAMDLAIGAKRVWVAMQHVTKDGTPR
LVESCTYPLTSMSCVKRIFTDLAVIDVTPQGFAVREIIDGLGFDELQSMTGAPLIRQNAA
>MBL3560603.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB16
MINKFSQDIAEALADVPDAATVLLGGFGAVGQANLLIEGLLETGVSDLTIVANNAGYGKIGLARLLREGRVRKLICSYPR
IVGSTIFEELYGAGKLELELVPQGTLAERMRAAGAGIPAFFTPTGAHTLLSEGKEIRDYNGLPHVLEQALYGDVALIEAW
EADRWGNLTYRDAGRNFNPVCAMAAKLTVAQTQHVRELGELNPEHIVTPGIFVDRIVHIPCGDPVG
>MBL3560604.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MSAKHEDAEAGSDLRRSDFVSAVGRAMSVLECFTSDEAIRQRGRLTLTDAAKLTDLSRGTARRLLLTLAEIHYVDTDGKF
FWLTPKLVNLSRGFLMPLGVGEGSAAILKELTGKLDESASVGILDGEDIVYIERVEVRRIYSSRIVNGTRLPAACSSIGR
VLLASLSDSDLHNWMRSYPLRRLTEKTITDPDAFWDEIRAIRIRGYAIIDEELEIGIRSIAVPIQSPNGRTMAALNGSTI
SARHSVEDLREAFLPELLDASRKLSGTMGW
>MBL3560605.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MRWFETEGAVLRYDIRHGTGPYLVLLHEMGGSIESWDRVLPHLSADQGVILPEMRGMGQSQKISRTSSFAQIATDVAALL
DHLGIDGPVILAGCAIGGAVALRFALDYPQRCLGVAPLDPALNVADGGHAAVLALADRMAAAGMGPMEPILLDRTYPERY
RRRHPGHFAAVRGRWYANDPVSFAHFFRMLAASDLRDELGDLRCPVWYGSGQYDVLRPPEYVRDLAERTPGARVCDLDAG
HHVADHAPQEVAQMLTELVSEVSAAHRC
>MBL3560606.1 hypothetical protein JMM65_07460 [Rhodovulum sulfidophilum]AB16
MCNNTDLARYPLVTQLAFGSVDYCADLGRAHSREALLSARSELVLASRLAGIAPPLDGVTTDLTDPGVIAEDARHARQLG
MGGKMRIHPAQVAAVRMALRPTDAEVDWARRVMAAGDGAVTLDGEMVDIPVRLRAAAVLRSLSTGEPR
>MBL3560607.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB16
MVADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPAIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>MBL3560608.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB16
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRARRAEASGEAADAGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNLEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>MBL3560609.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB16
MRRTLLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTLR
LMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAARSAPGTLKIANVG
TGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPEVPTF
RDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVQAAQAKAFALIDELV
AEGVLQK
>MBL3560610.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB16
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAEKPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIGSDADIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAARKKKLPYFT
>MBL3560611.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTKKSACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MBL3560612.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>MBL3560613.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB16
MNRADPQTDARPVPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPV
QGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWD
DNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQVSEAM
KARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVQ
LINETEGLSCHAPDGAFYLFVNCAPLIGAKRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEE
ACLKLRAAVARLTPAKEGPSA
>MBL3560614.1 RraA family protein [Rhodovulum sulfidophilum]AB16
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MBL3560615.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB16
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MBL3560616.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB16
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAVRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MBL3560617.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB16
MFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQPFL
KTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVT
LGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLS
IVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALLVL
TTVLPPVWKHIRARRAREA
>MBL3560618.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
VCSSDLDDVAERLAGLVSDGTLDLAVAGRARQSPDLTQTELRRDPFGLACGAAHRLARRDAVALSEIDPAEVITLSAETG
TRQLLAGAAALPEALKETRLQAHSTIAQLCMIRAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSH
VATAFLGQLETGAEAT
>MBL3560619.1 UDP-N-acetylglucosamine 4,6-dehydratase (inverting) [Rhodovulum sulfidophilum]AB16
MLSGSTILVTGGTGSFGNTFVPMTLAKFNPKKIIIFSRDEMKQWDMAKKFEGDKRVRFFIGDVRDRERLYRALDGVDYVV
HAAATKIVPTAEYNPFECVKTNINGAMNLIDACIDKGVKRVVALSTDKASSPINLYGATKLASDKLFVSGNAYSGEHGTQ
FAVVRYGNVMGSRGSVIPFFMSIRDQGELPITDSRMTRFMISLEQGVELVWHAFEDMEGGEIYVKKIPSMKVADLARVLA
PEAKQKIVGIRPGEKIHEQMIGEEDAYFTYEYPEHFKILPQINGWDADPKRIKNGNRVPEGFVYSSGNNADWMTDDQLRA
WIDANACKIGAI
>MBL3560620.1 UDP-4-amino-4,6-dideoxy-N-acetyl-beta-L-altrosamine transaminase [Rhodovulum sulfidophilum]AB16
MIPYGRQDIRSEDIDAVIEVLKSDFITQGPVVARFEAALAKKVGAARAVAMNSATSALHVAVAALDLGPGDLMWTSPITF
VASANCGRYVGADVDFVDIDPDTFNMCPKALAAKLEQAKAVGRLPKVIVPVHMCGQSAAMHEIAELVRPLGIRIVEDASH
AVGGSYMGELVGSCKYSDITIFSFHPVKIITTAEGGMALTNDPELAARMERLRSHGITRDSEMMSQEPDGPWYYQQIELG
WNYRMTEMQATLGLKQQERLEEYVDRRNALADRYDILLADLPLDRPGRQKGARSSFHLYVIRLHDETRHRAVFEALQSHG
VGVNLHYIPVHLQPYYRALGFAVGDFPLAEAYYQRAISIPLYSGLTDPEQDQVVTALKAALA
>MBL3560621.1 pseudaminic acid cytidylyltransferase [Rhodovulum sulfidophilum]AB16
MRVAVIPARGGSKRIPNKNIRSFAGMPIINHSITAALNSGCFDRVVVSTDDDVIAEVARAHGAEVPFRRPAAIADDLTPT
IPVIRHAITTLRDQGEDPQEVCCIYATAPFLRGGDLRAAFDQLPNSSAFVLAVTEFRFPIQRALRRDAAGRVSMFAPEHF
ATRSQDLEPAWHDAGQFYLAKAETWLSEDVIFQSGSIGIALPTSRVQDIDTPYDWEHAELMFEALQRRDATKTV
>MBL3560622.1 7-cyano-7-deazaguanine synthase [Rhodovulum sulfidophilum]AB16
MLFSMPKLSREPATFISVASTEVRVEYAGWTVCIDAPLGRSRLPELERDARHLITLLKAGDTSKLERSVFESLFGGHFVA
IAYDEARGQVFVLRDVAGAKTIYYADDGEKLFVGNVQSEVARALPAAHISVQSARMMMVLDHYLDGDTQYSEVSEVEMGT
IMTTDRTGDLWPYLQFDLALFERENGKIQPDNARLLHESIINAHERRIGADNVVMLSGGIDSSVMLAALRAIVDGSRLRA
VSFKMKGTNQDETVYAAQLANALDVPIEVIEVNPMDEEHFASFEEDLLAMNSPYPGRFIYGNLAGGPDTVFFAGQDTRLH
TPDLNRLDQVAFSLLPLQRNRLGRSLARGLVDHVLEPITSLRSNYAAAPRWRRGLYRAALAPDLDRYVQRFLFQIDETRW
QALGIDDESARHYAESVAINCESVRNTRHLYNRVVARRWPTQYTDDMRYLQDLGRLNGTHVALPFYDIALARLSSGLPMD
QTTRFVPGKGKFDARRTSVNKALLREAFRAELPTDLLMRAKAVSNTQHLLYSGVMGRKIRAIMAADLARGAESIVRRLEV
TDFVNKFMSMTEYRSEDEAFLNRVFRIAAMAHISRRFDT
>MBL3560623.1 hypothetical protein JMM65_07550 [Rhodovulum sulfidophilum]AB16
MDSFMIQGRILRALVISYADRVAAFAMPLLMLRGASGEHVYVKIEYIIAISVVVATFADAGLRNYVLYHFGRTRDANQTT
RLTARAAVFMFVMQMCLLGAFFLVSRALFSVESFYADLWLGVLRGLALSIIGVATQVLIIHDRPLGGILLSLTSWLIGAI
ALILPEGTPVDTIVTVFFAASFLTVLGVPVLLWHLNGVKPNAEGLTYLKDAISWGWPLLLGAAASIAIANLTRIYGISTF
SITTASALVFWMRIFSIIQLSHRAAVTIVSRSIFASSEGTVISAQVMRTYVQMVLPAAVLAFVAGLFLPMLNTISGVQFP
ELGSLPLTMIGLQVTFWCLAALLEMPLTREGRVYCVLFASVLPSMLFALFLITATTPELDLLTVAMALASALQFLILVVF
NFWWMGSRRE
>MBL3560624.1 hypothetical protein JMM65_07555 [Rhodovulum sulfidophilum]AB16
MTMLAAAEVEMTGARIGPFNLLRPHRLEMGEGSLIGRYNRMSGIRLVSCGPEAIILHSNLIGGTWGRPQLKTGREDLILG
ARSQLTIKAFVDLNDRVVFGQDVVAGGVGSQFWTHGFDHNRNRISGPIAIADRVFLGSASIVLPNVSICTDVTIGAGTNV
HRSITEPGLYVSSELVRKA
>MBL3560625.1 hypothetical protein JMM65_07560 [Rhodovulum sulfidophilum]AB16
MSYCFIANYHLTPLQIEIARRIEQEGTSCVFVTVNNRLAQEIAEAGWAGERLLHLTFDPEGSEPEFNEVAICYNDLLVAD
RALRYTPEAGLHFLYRSARKLRDFFELHDVRFVFSEPTWAHERLAAALCAASGRRTFLTPFTIRYPSGRFAFFKNGDQDR
LYPIGSSSLGEPTQTLVDIANSPPPSYLKRNDQLLKQARTISARIGRLRRFITRERIDPRDPTHIQSRWHTLQTKGGEEI
KRILYRFVSRQAVDQELLQTPFVLYAMHKQPESSIDVLGRYYDDQSALLLAIWRSLPSGWNLLVKEHTNAIGDRAPSFYR
NLQRWPGLRFIDEKTPMPMLLERTQAVFTVSGTVAYEAALKGIPAFTFAPMFFNQFDRCQRITIDDLRTSRNIAELIETL
PPANAATNDIVASEILRNSFAGRFTDIVSDPTVLDPTNIEDLMAGFRELKRAAGLSGIA
>MBL3560626.1 hypothetical protein JMM65_07565 [Rhodovulum sulfidophilum]AB16
MIALSLTNVSVAQFGGFRLMVFWPVLLLAIAINTTPRGGSRLPRSTVAFILATALMMMSWVINLSAVRITTAVYSLGWIV
YWYWLTVVWGPRLAHDMERTLTRIAFIYFLAIAVSVLLSFLGWNESPLPNLLGWVLDVRSGQPRFFGPTSEPSYAALILG
VTAVGILRIRLGLGLAARSRSSNLAFASIFVALMFLNSIYGFAVALLLLSAISAQAMKRSVAGILFVLGLVPLLPLVINL
IADESRFGSVFALLSQFNFAELQSVDNSAYMRFGPTIEMFQHLSPGQLEFWIGHGAGTAEAFFGDLYRNVIGEDKTTINL
GFFPAFVFDHGILVSVSILVYLFSIARGPASSYTRFLVFIALLNCNFNTNLFWFLITVVFATSPKVIGSHPRPARRPVYT
KRLSKPVEASL
>MBL3560627.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB16
MTVKTRIFIEAHMFDHGFEGSATFVAGLYRALLAAHPDCYELIIGGLFPEKAINALGSPPQAVAARYRSKNRFARLACDV
PRIMRQKKPDFAHFQYFTPITKSCDWIVTIHDVLFNDFPDYFPPNYRRMRNVLFPISARRADILTTVSLYSRDRISYWYR
IIPGRIHVTPNGVEVAGVGNAERAQARIEGQPEGQYLICVSRFEPRKNQVAVLRAFLAMELWRKGLSMVFVGSKTLESPA
FDAALAQAPDAARRAVHLLSGVSSEALTGLVSGAKAAIYPSLAEGFGLPPLEALALGVPSICAKVTAMADFDVLDPFFFD
PNVAGSLEEKLGSVLSDPVNASLAATEGAQRVVEEYTWQMSAEILHRAIEARLASRARVRRICP
>MBL3560628.1 UDP-2,4-diacetamido-2,4,6-trideoxy-beta-L-altropyranose hydrolase [Rhodovulum sulfidophilum]AB16
MRVLFRVDSGLHIGTGHVMRCLTLANALQARGVETIFLTRTHTGHVVSALAVAGHRVETMLGNTGQPYGAHPAPPAHAAW
LEADWRSDAAQTRATLQKTGAEWLVVDHYALDQAWQEAAMPEHVRLLVIDDLADRPHQASVLLDQNFGRISADYAGLVPA
GCELRIGPANALLRPEFARLRPAALVRRDAMVRPERLLITLGGIDLYNATSRVLDVLAVSPHAIGLKITVVLGENAPHLA
AVQTKASNMPMHTEVAVNVADMANRMVMADLCIGAAGSTAWERCALGLPTLQVVLADNQISAARHMADDGLTIALPFTDS
PGFAEALDSGLEVLGARTAFKNMAHAAAALTDGRGAERLASDLLERTSNDAD
>MBL3560629.1 UDP-glucuronic acid dehydrogenase [Rhodovulum sulfidophilum]AB16
MLIDILCTDPNHPVVPRLRAWIAARGDDISARLVHDRSELTRGDILFLVSCSQLIARDDRDRYDHVMVLHASDLPKGRGW
SPLVWDILAGKEEMTVSLLTAEDGVDTGAIWAKQRFRVPKHALHNEINSQLFDAELELMDTGIKMVRSNERPTPQPEGGS
SYHQRRTPEDSQLDPTRPLSELFDQIRVADPDRYPAFFDLHGKTFELTIRKRETKE
>MBL3560630.1 pseudaminic acid synthase [Rhodovulum sulfidophilum]AB16
MKIAGRPIGHDHPPYIIAELSANHNGSLDTALKIIDAAAATGADAVKLQTYTPDTLTIECDLDDFRIKGGLWDGRTLYDL
YGEAHTPWDWHTALFERAAAHGLTVFSSPFDPTAVDFLMDLNTPAFKIASFEAVDLPFIRYVASTKKPMIISTGMADDEE
IAEAVQAARDGGCKELILLHCVSGYPAPAEDYNMRTIPDMAERFGVPVGLSDHTLDNTAAIAAVALGAVAIEKHFTLDRR
GGGPDDSFSLEPAEFTQLCNGAKTAWTALGKIDYGRKSSEIGNVTFRRSLYAVADIAAGDEITALNVRSIRPGFGMAPKH
FDEILGRRARTEIPRGTPISWEQLT
>MBL3560631.1 acyltransferase [Rhodovulum sulfidophilum]AB16
MVSLSNLQILRAFAATNVVVFHTIGVVERSFAEVWILGNLSGWGENGVDVFFVLSGFVIQFSYARSPKEPGKFLRSRLIR
IIPNYWSWTLVLFFALLLLPQLFPRLEADFLHLLTSIAFLSGPLLASEPVFYVGWTLEYEMLFYLLFTLAIAAGHSLAER
WLVPAAMLGLVIAFGLPLLAMEFVFGMLIARAFLSGRAMVNPAVTFWCGGGTPRAAVHRYPGGQNDR
>MBL3560632.1 hypothetical protein JMM65_07595 [Rhodovulum sulfidophilum]AB16
MPLFIDIPADRMIVSGIPAALLVHGAVFLPQFSNRTLEFLGDASYSIYLLQVLSIPAALQLAQAATPGIPGDAVVLWITV
ASLAVGAANYVGFERPLLVYAKRKWSR
>MBL3560633.1 DUF1972 domain-containing protein [Rhodovulum sulfidophilum]AB16
MITAYEPRKPAETARIAILGTVGVPGRYGGFETLAENLVRFHARMENAAGLSVWCSGRDNTAHPERFESADLRYVKLRAN
GVQSILYDVVSLWQAVRSGHDRILLLGVSGALALPLIRVISRARIVTNIDGIEWKREKWSRLARAVLRSSEWAAVRFSHE
VIADNQAIADHVSAVYRSTCHVIAYGGDHSVSQPPSPDLLPAGLPDRYALALCRIEPENNVHTILEAWENLEIPLVFVGN
WANSAYGLGLKQQFGDRPNMFLLDPIYDPGGLRAVRDRAAIYVHGHSAGGTNPSLVEMMHFGIPVLAYDCAFNRHSTEER
ARYFESAAALAALIRDLDPKDAAAIGAAMKAIALQRYTWDQIGMAYFDILDHAPT
>MBL3560634.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB16
MKIEEASLPGVRMLRPRRHGDHRGFFAETYSQRAYAALGVGATFVQDNHSVSAAVGTVRGLHFQAPPAAQAKLVRCGRGA
IFDVAVDIRRGSPTYGRWAGYTLSAENGAQLYIPVGFAHGFATLEPDSEIIYKCSDYYAPETEGALRWDDPDIGIKWPLT
SASVLSEKDAAAPLLAGFNSPFTFEG
>MBL3560635.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB16
MKLLVTGGAGFIGSAVVRLAVARGHQVVNLDALTYAANLANVAPVADSPLYAFQQADIRDRAALDAAFATHQPDIVLHLA
AESHVDRSIDGPVDFIDTNITGTFNMLEAARKYWQAAGRPDGFRFHHVSTDEVFGSLPADPAVQFTEASAYDPRSPYSAS
KAASDHLVRAWHETYGLPVVLSNCSNNYGPYHFPEKLIPVVILNALAGRALPIYGDGSNIRDWLYVEDHADALLLVATKG
ALGRSYNIGGENERTNLQLVQTICTILDRLRPRNTGTYADLITFVTDRPGHDARYAIDPTRIRTELGWCPSVTVEEGLER
TVRWYLDNEAWWRPLLSRQGVGQRLGRAAP
>MBL3560636.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MTQRKGIILAGGSGTRLYPITMGVSKQLLPIYDKPMVYYPLTVLMLAGIREIMIITTLHDQEQFIRTLGDGSQWGISLQY
KVQPSPDGLAQAFILAEDFLAGSPAAMVLGDNIFFGHGLPDLLQEADQTTTGATVFGYRVSDPERYGVVDFDANGTVKSI
IEKPPAPPSNYAVTGLY
>MBL3560637.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB16
MTVAMNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMCEQGRITALGWRSRACTLGMASLGLV
TEVAVGQCRAEVAVAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MBL3560638.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB16
MANPTANGADTPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MBL3560639.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MBL3560640.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>MBL3560641.1 hypothetical protein JMM65_07645 [Rhodovulum sulfidophilum]AB16
MKSRKDWKIVRWETVKAVANNDFTRVVGLIPIAGYLILFNDEIAGMLSFDALAGVGGAERSPFLLDGLTKLRLVFFGSLL
VLGSFVTFRVFRPEVLETAKSDLEFSELVRQRYNVYELAQMEERVHSESWVERTEAFWIVLGAPRAKKPVVSGYRPDVRA
HMFSKHGDYIDYLAREWWVGMMHTYKPARIISLVFGSLGYFMLAVPTMDIAQAVLRHIFIG
>MBL3560642.1 hypothetical protein JMM65_07650 [Rhodovulum sulfidophilum]AB16
MKLKSMLSIAFALIVFSPQSGITQTVEDTPHGVAPDIHFSNSGQIESDLTDRMSLMSACCLMMMPFLKFDDRKNFFPVLN
SAPKIIEAKNIGTCDSLREDAGGETVFARRYLYAVIVRTCRSIMDKSDSSIFASDKVGGTPYAEIVPDGKYRFRFFTDLN
SFPITRVPEMGEAKHTFLEITITLNASFSILSEKNGSSTPSVVTLDCDGQWRNFFQQPTDFDLLFSQGSIPFTLRQQDSC
EDIVLNSLSRDPVIGRKIN
>MBL3560643.1 hypothetical protein JMM65_07655 [Rhodovulum sulfidophilum]AB16
MTTKRTIRNISGTTVFVGHLFLISSIVYKWDSIDKLVELGAPLLPVTTYALASVIRFSSSNKLYSDDADRALFLFSLVSV
GLPGFVFAANVVAIMAVDTNLLGAGFTVDQGREMITWLETALGAGYATIVEGLFSTVNKDKEGAVTLQDREK
>MBL3560644.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVPGGRFVFSVEHPACTANP
IGWHRSSDGVPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESYVMPLLTQGFRLDYLGEPKPLPEFLEARPELSETLRR
PPVLLLSATKQE
>MBL3560645.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIVAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRKDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQARIPETAPPEAGTAAVGLDAALAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLLDMGYADYGPLGRWLEFGINTHMGQTFGMLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFFGLFVLLGIGGILFPLTGMSLLAMLVLDLAWQRFRAAHAT
>MBL3560646.1 hypothetical protein JMM65_07670 [Rhodovulum sulfidophilum]AB16
MRLIAVWAMLLPFALASLVAQGVMPGKASDGTLTLIICSGDSFVEMVVDPVTMEPVSDNQDRDDQRAASGYCAWAAAHPV
CAEPVAVAIHGPVSQARAVLRPPSPTILRVAAATGLPPSTGPPSSV
>MBL3560647.1 hypothetical protein JMM65_07675 [Rhodovulum sulfidophilum]AB16
MPSCEDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVRAAC
VAGCELLHGPSGCPLRRFVKHRRHGAWNGRYRQILLKNSLAGPQSTSSRDMVPLFCDPAS
>MBL3560648.1 hypothetical protein JMM65_07680 [Rhodovulum sulfidophilum]AB16
MKPALFKVFLASFGLIFTFGTALADVDKFTNRLLFNDPDGGPAPIIWEFDSTSGFTLGRGIDLACLRADLVFNPDGTLAF
TKGRPGEEGCTGTGTMLWALAPNAEFGTLGITIADKGAPCAFAVKFGRAPDSLKLTTSCNQAPGHPRQFRYFPANSAPPS
ND
>MBL3560649.1 hypothetical protein JMM65_07685 [Rhodovulum sulfidophilum]AB16
MTKANKRTWRDFLEDLGREFRSAVILALVVGFVLQNADSATSARDDAFQLINRADYAARTGWDPLTNWSESRRATFNQNL
DALAFDLQDRIADDIHHCIQKLVEVAKYAPAETVMDATVRRDRLDGRVLKLREAIETWQTWETFAFGLHQPEMKDCS
>MBL3560650.1 hypothetical protein JMM65_07690 [Rhodovulum sulfidophilum]AB16
MARFVVVAALLLWNGAALAQSPDPVRGPAELYFLAVGAADHSDPDFNPPVPSHHSAEVVARALTDAGAKYGILLTSSPDA
GGGVTRGSFHAALTRLKKRIRTDRAKAPRVIVYIMTHGAADPASNYLFMAPDNLVIEEPLVKQEHVFRLARRSIWNIDVL
TALMNFRMDERLSHFDKFAYSSLMSDRLGFAMIAEQGANLLRFNLELDRKAAGYGPKPFDNAPIPFVVLFDNCTDGIEEN
LVEPNPHFDQFVRQVHSATLDAGRAFYAVPPGEVAAPMELPEALASPGDRVVIRGRSVRPNVGPLAIHLKNVLSTAGNGG
AMTVEEFASAFRLSGADDPDDFLPAAPYETPAALRPGVATAEFIPARSSVRGEVERVTASSADPVRCCRRID
>MBL3560651.1 hypothetical protein JMM65_07695 [Rhodovulum sulfidophilum]AB16
MRLPLLTFAVAAAFAATTSPSSAQGALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSMLPESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEASKSYREALAPYCPGFNLDY
>MBL3560652.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MRVSMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFAT
VPEP
>MBL3560653.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA, partial [Rhodovulum sulfidophilum]AB16
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGIEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDGFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELEALLDAEAPAGLRPGPALFEPDRRNSRGWDLAHGPHLAQIEAARASGRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVSELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMAAHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFHS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELNPGVPWELSSDLGPLIDAEAHAAIAGHVATARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAR
>MBL3560654.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATAAHPEGTDADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MBL3560655.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MARAPLLQLSSISLTFGGDPVFSSLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAGEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYREQRAEAAGPESGADKPAGKSSGGRSKPAASADTGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MBL3560656.1 hypothetical protein JMM65_07730 [Rhodovulum sulfidophilum]AB16
MSPRQNRVTPLGAILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLVEFRGHRRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLQAARICSISGRQRHHTAPAAALPDGSFVLLEEAPHLILGAAALPWRP
AGYGARRARPPGRVTVLTPAPTVAALAAGYRPVLHPSAGLPD
>MBL3560657.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQERPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MBL3560658.1 porin family protein [Rhodovulum sulfidophilum]AB16
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MBL3560659.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB16
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGHAEKAPYLP
RGGWISVGFGAQDADEMAHRLRESHATVRASLPRRVREGLD
>MBL3560660.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHDLLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGRKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKARQAKSTLRKWAEQADDFTAEDFDPSVLAALADDLNTSKAIELINKIWQKGNGPKLTASASLLGFDLQEIARSDWAKP
FFVNFPAGTAVEGDDYLPSISIMAWGGVPEGVADLLRPLMQSWLRLRREGSWDEADKLKKTIESSGIILEVKKIEIGTTK
GVARLQDDFDQSKLEGVRC
>MBL3560661.1 citramalate synthase [Rhodovulum sulfidophilum]AB16
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRASFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVAQGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAYIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MBL3560662.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]AB16
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAALNDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARRAGVPAQAVPAARAAWRTRAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>MBL3560663.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEKFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKT
>MBL3560664.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB16
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MBL3560665.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB16
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MBL3560666.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB16
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEIVLSGPGFRRALLTLGRAEMSCAAGPRRIRH
>MBL3560667.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB16
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGNL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLDLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MBL3560668.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB16
MRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTFV
AEDLPQTMTAPPAAPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADYL
ASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDAD
PRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLSP
GIRLGYALAPEPLLSRMADARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLP
AGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSCPQA
>MBL3560669.1 hypothetical protein JMM65_07795 [Rhodovulum sulfidophilum]AB16
MKRRHLILGGLGLGAAGYMGTILAGLARPCGTGRPRLATLAGPRRIAGALLRQGYVGRNKAPDAKSPEALATAAQRDFAA
GDTVICDGWVLARSEADFALACLRDDTA
>MBL3560670.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB16
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MBL3560671.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB16
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFVNRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDAGFEAL
FPTDMVDTLNRASEDLSALAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MBL3560672.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB16
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MBL3560673.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB16
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MBL3560674.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSIFAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIINLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEGMRHPYTQALFRSIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCTHAVAGLCDATEIAMRPVPDPTTRQS
GHETRCLRFEEIDWQSRASRPANAPQAEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANESVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGKVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGPASAVFAPPYHPYTEALLSAVPVPDTRIQKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGGLCARELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>MBL3560675.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MERLSWTGALGPWLVPALEAALVVLTLAALAHPVAALAGGRIAPGSEATRSDASKAARVTGGLFRLSLGAVAAVILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFHRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTAHGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWNSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLLALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MBL3560676.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRTDPAPATAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMR
EGSALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQLLSDIGYAALNPRIRVA
>MBL3560677.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MBL3560678.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGGVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MBL3560679.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB16
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPEETAR
VPHALYGHVPFTADYSVGHWLRDLVPLLEGSERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASDGHEALLDA
LDADTLARLDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIEARFERMMKEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAVAAAKTASRQYAKRQRSWFRSRLGSWPRWPAG
>MBL3560680.1 UMP kinase [Rhodovulum sulfidophilum]AB16
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MBL3560681.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB16
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MBL3560682.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB16
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETTALLQKG
VRVRFIGDRDRLDPKLVGMMQALEEITAGNEQVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MBL3560683.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB16
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MBL3560684.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB16
MQRRRITVFGATGSIGENTIDLLTRQGGADTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTRIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MBL3560685.1 RIP metalloprotease RseP, partial [Rhodovulum sulfidophilum]AB16
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESF
>MBL3560686.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB16
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>MBL3560687.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB16
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGAAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MBL3560688.1 hypothetical protein JMM65_07895 [Rhodovulum sulfidophilum]AB16
MRHGKTAYLDNVAIWFDADQNHIHIAVADPEYFHSTVGLDPASKRGHPHLFPTLSKAPRDAGVSHPPIPENQNARKNR
>MBL3560689.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB16
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGDNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGGRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>MBL3560690.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB16
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MBL3560691.1 recombination protein RecR [Rhodovulum sulfidophilum]AB16
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MBL3560692.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MAPVLALFLALGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVNPDAPKGGEISIWAPGTFDSFNQYSR
MGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYR
RLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVY
RRNPDFWGADQPFNIGRHNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWATGYDFPGVERGDVVREAIPDGSVGT
RLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEIL
TEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRL
ERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHA
LDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRLHASGALR
>MBL3560693.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB16
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MBL3560694.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MBL3560695.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTVE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MBL3560696.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB16
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGQRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MBL3560697.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MBL3560698.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MBL3560699.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB16
MWDYVKIAALGVVAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SVWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MBL3560700.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB16
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MBL3560701.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB16
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MBL3560702.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB16
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MBL3560703.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB16
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVGQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVELPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFE
>MBL3560704.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAETDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MBL3560705.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB16
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MBL3560706.1 LysE family translocator [Rhodovulum sulfidophilum]AB16
MGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIRW
AGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGGL
LVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MBL3560707.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB16
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAATDLE
GLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFAQIGLGRGDPAAERALYI
TNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLL
RTQLAKRDAWHDLLMLQARLREG
>MBL3560708.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB16
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MBL3560709.1 hypothetical protein JMM65_08000 [Rhodovulum sulfidophilum]AB16
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MBL3560710.1 dihydroorotase [Rhodovulum sulfidophilum]AB16
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDAPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVSDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAIPLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MBL3560711.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB16
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAATALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MBL3560712.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB16
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLFPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MBL3560713.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTQDLPLGASLPGWSPPPRPDHDSLAGRYCRLEPLSRDHAAELHAAQLLDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALAYGP
EAGLASRDGRPDNPVEHHQEDQG
>MBL3560714.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB16
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MBL3560715.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB16
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MBL3560716.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB16
MTQLPIDAVLPDLTAALARGGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMADAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVAEAAAETAGGLLVFLPGEGEIRRCAAALEGRLPE
DCLIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGICYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLTGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLSAGLQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIR
AEAKRLAGRAPGVPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRRESRVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALSARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKEMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MBL3560717.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB16
ILADGAVLVTPDWRLTALHTPGHMGNHLCLAWSGLDPEGAVLFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERC
FLPAHGAPVADGPGRVATLAAHRRARGARLLELLSEAPATPAALARAIYTDTPLALLPAATRNVLAHLIELKDKSLAAAE
DGAVTEAVWRLV
>MBL3560718.1 hypothetical protein JMM65_08050 [Rhodovulum sulfidophilum]AB16
MATAPYLLQRGSTWSWLRRVPEFSTKTRHWQLSLRTTDRSIACIIARRLNYECDRMLDAITDGKLPPAQAKAWLTSVVRS
ELDRIERQRMISRMDPVGSSEEGQRLDWATARAWSHLASKGLHAELSAHDRRTVLNEGSSETDIASLETMLREERKHHDF
GHDRARPAPRAGRKTQPRQARSVSAGQFLVL
>MBL3560719.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGHAFGGARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHMLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPSRVESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAARHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKMNRKG
>MBL3560720.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MAKAQEQVSPEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGTNLSTIYIRGVGSM
YPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVQEGYLRSEIGQEGQYL
LEGAVGGPLSETLSGRVALRYSGSEHWVENLQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQKIEALPNLIMLKPY
DRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGEFWNIDEAREKVFN
QDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLSAGLRQNWTESSYD
GAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSAPYHGATNDTVEVGFATAFA
DGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTKSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVN
SGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLGLTQGQTEYYVAVE
NLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MBL3560721.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVLNVFGSIAGLVAALLSGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>MBL3560722.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB16
MTSKKTIISCAVTGSIHTPSMSPYLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAI
VNITTGGGLGMSMEARIAPALQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLS
ETGTRFEFECYDTGHLYNLAHFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPL
VTMGAILGGHVRVGLEDNLYIAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MBL3560723.1 transporter [Rhodovulum sulfidophilum]AB16
MKTTYPLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVGMIYYQHLSSDRLDIDGDDVSGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTIGLTLWPVQPGTPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGLYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MBL3560724.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB16
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRGDDKFAEIDVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MBL3560725.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB16
MFDDTTPMIDRVRAILPQIKANATKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AISLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAKMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MBL3560726.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPQAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELETRKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
GSRLAAAQAPILIFNSTNDAVAQPDDRLRAALPGALYRRIDGPGHVALTADAHFRDAAVAFLTD
>MBL3560727.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB16
MSLSAEAFLAAQDLVLRFWAVVDEVDDRPGSELFTPDGALVIERFRAEGTAELSRYFAARRTLSTERQRATRHLCTNLRG
LPAEGVRLAATVTVFSGTGARPLSLEAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGVPA
>MBL3560728.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRSSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MBL3560729.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLEALRYQLLEEMTGEF
DRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVEEGLFQIPAAEIGRD
ILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMPALGDIAD
>MBL3560730.1 hypothetical protein JMM65_08125 [Rhodovulum sulfidophilum]AB16
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMIRCTNLVVRLVRLEGTVTFSRTGQMDEYMVFS
TDADLRFDIETAMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVSG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVTVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSTKDGWVLNAADYPLARTEIE
>MBL3560731.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MBL3560732.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDFAQQKTVRSVERTLQILELMNRVPVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKAEL
RAAADACEKGEPYM
>MBL3560733.1 transposase, partial [Rhodovulum sulfidophilum]AB16
EDARQVAREISKTEQYVISMKLRKKVEMLFAHLKRILGLNRLRLRGPCGANDEFLLAATAQNLRKLAKVLPAPQQPKKA
>MBL3560734.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB16
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MBL3560735.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB16
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MBL3560736.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB16
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MBL3560737.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB16
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MBL3560738.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB16
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MBL3560739.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB16
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MBL3560740.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB16
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MBL3560741.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB16
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MBL3560742.1 hypothetical protein JMM65_08185 [Rhodovulum sulfidophilum]AB16
MRAPDGVGGLDEYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPT
V
>MBL3560743.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB16
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGAVTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>MBL3560744.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTAVISPLGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAT
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MBL3560745.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB16
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MBL3560746.1 NADH-quinone oxidoreductase subunit NuoE [Rhodovulum sulfidophilum]AB16
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>MBL3560747.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB16
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIDDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>MBL3560748.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB16
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MBL3560749.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB16
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MBL3560750.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB16
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MBL3560751.1 NAD(P)H-dependent glycerol-3-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB16
DLVLLPTPMQALASVLETHGPVLKSRHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLAC
ADAKAGIALQERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPET
LAGLSGFGDLVLTCTSQQSRNFGYGVALGRNTWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAV
KILLSRPLKEE
>MBL3560752.1 YciI family protein [Rhodovulum sulfidophilum]AB16
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MBL3560753.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB16
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMAGL
>MBL3560754.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB16
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRGLYNLPDAFPAGGRDWDRLFSDGDEIVLGNLTLRVLATPGHTLASVSFLAGDAA
FVADTFMRPEAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MBL3560755.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB16
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MBL3560756.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB16
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFQSYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MBL3560757.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB16
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MBL3560758.1 HD family hydrolase [Rhodovulum sulfidophilum]AB16
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MBL3560759.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MBL3560760.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MBL3560761.1 SCO family protein [Rhodovulum sulfidophilum]AB16
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYQVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDHARTRP
>MBL3560762.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB16
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MBL3560763.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB16
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLSEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MBL3560764.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB16
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGQ
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGETETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>MBL3560765.1 phosphotransferase [Rhodovulum sulfidophilum]AB16
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPRLEEPLYAAATDLLARLHRAPLPEDLAPYGPAEMAELGCLPFRWYLPGQGLAAPED
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGARM
RARYVAATGTDEAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>MBL3560766.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB16
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLASHLADRPGLTVLRETD
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCNLANAWDPAQMDGLLLLIPPERATGHSGKGDFLIGPYGRLRRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLSKGRLCGILHCGGWCDVGHPDGIAEAEALLAGQGDA
>MBL3560767.1 double-strand break repair protein AddB, partial [Rhodovulum sulfidophilum]AB16
MLEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCRETAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRTEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAEGNEDGREAWAAWLAEALDGTDRAGT
EPLSAHVARHRHLAEILAAGPDTEGSGALWLEEAGLQARAALDLLEAEAEAGGEMSPADFSALLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAVRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
E
>MBL3560768.1 hypothetical protein JMM65_08320, partial [Rhodovulum sulfidophilum]AB16
LEEITHINDIWAGIEEAEEETSVTSQNAEMIAGAYIARAMQVELHAVWIIRDDLLAFFHDRLKVHLRDQGIRHDIIDACL
AMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNILSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAI
GPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>MBL3560769.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB16
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADPPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MBL3560770.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB16
MGRVSVRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRFPRTASIGQHLFYRQPAAVAAN
>MBL3560771.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB16
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPIVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGENVPEHPARGLDLRYVSPDAAGTAI
>MBL3560772.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB16
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MBL3560773.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB16
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALCQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAAQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLVEVVGKVVEAVEQVA
>MBL3560774.1 hypothetical protein JMM65_08350 [Rhodovulum sulfidophilum]AB16
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLAADTPDTRPDGRGVP
>MBL3560775.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB16
MRIAVFDGLRGYFLIVMTMVHMSSECHTKIGALRIEDFGWVDSAHGFVFLSGLVVGIVYGRRLIRQSRSAMTSGLMRRLM
TIYGYHALLLAAITLSVVTFYRPPSTFDTHWGENPLLVSLFAFLLLDSPRYLGILPMYATFVLATPIILIQLQKQRYALV
LVSSLALWTVAQTGLPTHLLQAIDVASGLKQQGIAVGLYFDRFAWQILYVGGLVLGMLIAQEKLSLNILHSPEYRAIFLV
CVATAIAFAISAIRLRLFDAVPRTSFFGELSYNRSHFSALRLINFIVDLYIITWLLAAGTGDRNPAVQAAARGLRWLASF
RPLVFLGQHSLQVFSFHVFLVYAAMFADISEAPRLLREIVVLASPVCLLLPAYLHARYRDRSQRLRLSGAKP
>MBL3560776.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB16
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MBL3560777.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRMEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MBL3560778.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MIELDETDRRILRALSEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MBL3560779.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB16
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGLRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MBL3560780.1 hypothetical protein JMM65_08380 [Rhodovulum sulfidophilum]AB16
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MBL3560781.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB16
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTADLTAFLGRL
>MBL3560782.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MBL3560783.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSYSPDPRLIDLLGPARCLRDGLLPWRRVGGTTLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMTLGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLDAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHLYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAPPRTTENRTA
GKPTPRSPAGKCAAEARNAGPDAQPSASIASAS
>MBL3560784.1 ACT domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
GFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTSD
ALDQALKGFAATGVVVGEPVSIRIEDV
>MBL3560785.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB16
ISNKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSMGPG
TTEEDVRRFAESWLAAETKFRARTG
>MBL3560786.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB16
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MBL3560787.1 hypothetical protein JMM65_08415 [Rhodovulum sulfidophilum]AB16
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDQVLGDRDLRDQDRCDKDRRDKEDRT
>MBL3560788.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MBL3560789.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB16
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKDLKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MBL3560790.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB16
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MBL3560791.1 YIP1 family protein [Rhodovulum sulfidophilum]AB16
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGNGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MBL3560792.1 YIP1 family protein [Rhodovulum sulfidophilum]AB16
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MBL3560793.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB16
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDAGGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIASHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MBL3560794.1 tryptophanase [Rhodovulum sulfidophilum]AB16
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENVVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAGRIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MBL3560795.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB16
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MBL3560796.1 hypothetical protein JMM65_08460 [Rhodovulum sulfidophilum]AB16
MIGWPMMSRPDLIENSDTLRDAVRFVVAAWPSRAPGEKERFETMWLDDTRHPDEQRKKRWRRMPSKATETCATEHKMGSK
>MBL3560797.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSGTCAHVDVVHSAIAAGNAARSPMVASWSRSARLYGLDPANRKPPHRLTAAEFANVRERMEPWIRAAGASLDRLFGAVG
AAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIERRPVTVHRDQHFLARNRALGCIAAP
IHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILALPGLEHNPAALVAVTADDLAIGAS
HSARVALGIKGDLAKTPVPASDLLSIPGVESLEEAERAVLTRALARTGGNVSAAARILGISRATFHRKLGHRKPGHRKSG
AKRPEAVTQDPAAPCRIPATDAPSLPRDGG
>MBL3560798.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MBL3560799.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB16
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNIGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGAALTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MBL3560800.1 IS3 family transposase [Rhodovulum sulfidophilum]AB16
MESFFGSLKNELVHRTRVRPRRDAKAALFEDIAIFCNRKRRHSSIEDRTPEQARIDMAAAMAAQ
>MBL3560801.1 cache domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MPAFLYRIPFRIYSIVIVALALSALISLLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSGYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
RRRDEIGDLGRNLAAFRDKLAESERQAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNAT
>MBL3560802.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB16
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MBL3560803.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MTLQTISDLLQGQDGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLSEDYDGPAAAAAERLGLIVLRLSVDPSEPAGRFSLSAGGVGGDCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPDDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANAKSFFEAEGLRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEAGEREIREFAAARMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MBL3560804.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB16
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMKARGLRLIEEESGTDETVPVRVAEDASELGEQDYVIVTLKAH
SVPPVVDKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGNAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGG
>MBL3560805.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB16
MSDSLIDPADPPERQAEKLREIAEVLMRRVEQATDDGGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLGETAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERA
>MBL3560806.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MDRNATPARTLSHQPPLVRDAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSRCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVQRINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQVPPCP
TA
>MBL3560807.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGNVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MBL3560808.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB16
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEEGAE
APKGKGWLGRMMTRKAEAE
>MBL3560809.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB16
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFALEAEGCEVATIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPTEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MBL3560810.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB16
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSIDTAAAEAMPGVLRVFTGTDFEGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPPVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVVDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFETRRADSKSRGSLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MBL3560811.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB16
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLSIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREITAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLAGRAVAGAS
>MBL3560812.1 hypothetical protein JMM65_08550 [Rhodovulum sulfidophilum]AB16
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAAEDEAEVGPDDPGLEAGLPEEEAETVPAGDADETAGMPDEIAADAAAEDELSDPGLPMPEEAED
EAAAETVVAEEDAADLDSAEGQDVDAPDTEASLAEAMPEAGAEEELPNAPEPETGDETATGLADLSEEAGPGPDIGLGED
DILPDMPEAELEAEDDLAASDSPDIAALDETENESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEEDTDSSQAAIEAIEERIEAIAERLGD
VQSSHSGEIAALLERIERLAEAQPEGSFSADDIAARAIEIDALSSLVTALSEQLMAGQGEERQGNLDAVLDRLNATQESI
AAMVSQLLEGSSAAERRFGA
>MBL3560813.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB16
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLAEAPGTAAYL
AGSGRVRPAQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLGLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDASAAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLSEEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADAFCALLAAGRFGNRRPGASSVA
>MBL3560814.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB16
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>MBL3560815.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB16
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MBL3560816.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB16
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMESGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>MBL3560817.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB16
MAKHGKRVRAAREAFAGKENLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MBL3560818.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB16
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MBL3560819.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB16
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGDAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MBL3560820.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB16
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVIRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MBL3560821.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB16
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MBL3560822.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB16
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MBL3560823.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB16
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MBL3560824.1 elongation factor G [Rhodovulum sulfidophilum]AB16
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MBL3560825.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB16
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MBL3560826.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB16
YFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3560827.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB16
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MBL3560828.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB16
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGASRVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MBL3560829.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB16
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MBL3560830.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB16
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MBL3560831.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB16
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLALGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MBL3560832.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB16
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MBL3560833.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB16
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALSDLTFSKKRIADDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MBL3560834.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB16
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MBL3560835.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB16
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MBL3560836.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB16
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MBL3560837.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB16
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MBL3560838.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB16
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MBL3560839.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB16
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MBL3560840.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB16
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MBL3560841.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB16
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MBL3560842.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB16
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MBL3560843.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB16
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MBL3560844.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB16
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MBL3560845.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB16
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MBL3560846.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB16
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MBL3560847.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB16
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MBL3560848.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB16
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MBL3560849.1 adenylate kinase [Rhodovulum sulfidophilum]AB16
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSAAIKAVLDA
>MBL3560850.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB16
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MBL3560851.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB16
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MBL3560852.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB16
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MBL3560853.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB16
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>MBL3560854.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MFEKLIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MBL3560855.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB16
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MBL3560856.1 HlyD family efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB16
DLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDDVAHPLP
VRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MBL3560857.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB16
MTTDAPRRLAPLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLGAGLTERARYSVGIFAQHDDLEESDDDVSPLILKDLGD
SHASGIDLGLTWSNRQKGASFAPGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MBL3560858.1 hypothetical protein JMM65_08780 [Rhodovulum sulfidophilum]AB16
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGEDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDTADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIQEVGGSGFTEIEANTSYDLFQLDFTGILD
MGESSESYSGVLTLSSVLDTASGEDSATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFSNIADTFSIDTESLGFSENVSGQTLGAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQENDGETYRNA
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLGWVNSELSQAWEGAALELTEDGALVFVLPEATCTLVLEADDGVLFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAAGIDSLIGLLELSGGLLTDGEGRAL
ASDGSGVADSADLQTADAFDYSGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGDDTVELGWDSDASTLTFALSFQFLDDYSENLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGSSRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGILALTATGYDTALSYDTIEFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDTTAATGGLIDIFNGNLGGLTGLDFTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEEALEYASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGEFGSSALKIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGIEARFVAQIEVGYDLSGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGLSVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYVEISDN
DILEALGYIFYGEASFGFELSVWVGIDLLFTKLSWDIELFKEDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTALTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDATDGDDTISGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDDLYGGTGDDILIAGGAVEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASDMGDDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIWGDSTAADGNDTITVGNDDGTSS
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGSDPSDEDVAADLKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQITTGSGSDVI
VGGEGSDKIRAGVGDNAILGDNGTLTRDDTGDTLSLSLESSYLRTDGDDLVFTGSGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGNGSNAVIGDNGHLQIDEDGIELTSTDPSLGGN
DKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLKIDEAGIELTSSDPGVGGNDKITTGSGNDAVLAGVGSDTVDAG
NGSNAVIGDNGHLKIDEAGIELTSSDPSLGGNDRITTGSGNDAVLAGLGSDTVDAGNGSNAVIGDNGHLKIDEAGIELTS
SDPGVGGNDKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLKINEAGIELTSADPSLGGDDKITTGSGNDVVLAGL
GSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDNDVVIGGTGSDTIVLGDGDNRALGDSGYYRSQG
ELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAALGDGDNRAIGDSGRIVWSATEIGTMETTDTDTGAGDRIVTGSGSDA
ILGGDGGDTIDAGDGDNAVIGDQGRIELDAGAEQVVARRVVTKDVAQGGGDVLTTGKGDDVVLAGAGGDTVSTGAGEDAV
LGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGAGADIVMGSQGNDRIEVGEGEDVALGDDGTVTFINRTDVQTLVLTN
IELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAMAGQSAVDRVDYMIGVRPDLGFDDHLS
GVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTNFAYRTGGYDTIYGEAGSDVMIGNLGP
DLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRAQQDDSIGSPLDLILEEMGAANEDR
GLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQALEAAIAENFGDIWDLDAPELELVIKKM
ISFLLSEVQAEDAATGSAIAA
>MBL3560859.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDEKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MBL3560860.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTGAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDPIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MBL3560861.1 hypothetical protein JMM65_08795, partial [Rhodovulum sulfidophilum]AB16
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRNVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPL
>MBL3560862.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB16
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MBL3560863.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB16
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
RQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALSSWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MBL3560864.1 hypothetical protein JMM65_08810 [Rhodovulum sulfidophilum]AB16
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVMPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRLNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MBL3560865.1 shikimate kinase [Rhodovulum sulfidophilum]AB16
MLLCLFLVCSRVSRFGPIITGISPEFTPFRGRNRQQWREVAQVGTQLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSD
AEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRH
KDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTRPDVLEAA
>MBL3560866.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB16
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDAAFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MBL3560867.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB16
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MBL3560868.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB16
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MBL3560869.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB16
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLKLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQAALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MBL3560870.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB16
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPFEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHLLLSPQAADLMTGCRIETE
PRAREKPSDHVPVWLSLDA
>MBL3560871.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB16
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MBL3560872.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB16
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANSDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MBL3560873.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB16
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVASEAGLWI
SALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MBL3560874.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB16
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGTVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MBL3560875.1 multidrug MFS transporter, partial [Rhodovulum sulfidophilum]AB16
SGFFGFLTSTQQIYDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPG
WAEFPAFVLWSITFFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGV
ALAVMLAVPRR
>MBL3560876.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB16
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAETAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPEEVAETLTADYRAHREIEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYACLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIKDKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MBL3560877.1 hypothetical protein JMM65_08875 [Rhodovulum sulfidophilum]AB16
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MBL3560878.1 methionine synthase [Rhodovulum sulfidophilum]AB16
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIEAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRVVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVSPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
SHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MBL3560879.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB16
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SARLLPAIHVMGKLAMADVFLIAIYIVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRG
>MBL3560880.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MBL3560881.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MBL3560882.1 alanine racemase [Rhodovulum sulfidophilum]AB16
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MBL3560883.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB16
MNTVRTIRPEGETAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQPVEGF
>MBL3560884.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MIPSTFPDQSETARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MBL3560885.1 dihydroorotase [Rhodovulum sulfidophilum]AB16
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLEKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTLSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MBL3560886.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB16
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MBL3560887.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB16
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRITESENVSGHIAGITGARADLDRRLRRHRPADPA
>MBL3560888.1 LysE family translocator [Rhodovulum sulfidophilum]AB16
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFAALKWIGA
AYLVWLGIRLFGSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPDAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAASS
>MBL3560889.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPR
>MBL3560890.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MBL3560891.1 GFA family protein [Rhodovulum sulfidophilum]AB16
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLAGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>MBL3560892.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB16
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSDGLEASLAE
ANRLPVGLGAYLFTRSMEISQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MBL3560893.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQEGGERHSAARAWLAKARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MBL3560894.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB16
MRNSMITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVA
LCDRLEGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPRGMDACLLGAGGAGAAIAFALAEAGVRRLTIVN
RSQDKAEDLAARVGQAYPEVPVAAGAPETAARDLIVNATSLGLKPDDPLPLDDTAFHAGQVVADAIMDPVETRLLAAARA
AGARVHPGLPMLRQQIRLMAEHLGALPKPTQQD
>MBL3560895.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB16
MTMTRSETVRPEFRSRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCD
VSDYAALSAALEAAGGNFDTVINNAGISPKHDGLAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMS
SVAGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVA
EAALWLTDAESSFVTGQTIDVAGGLLMT
>MBL3560896.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MBL3560897.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB16
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDLDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MBL3560898.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MBL3560899.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MBL3560900.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB16
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLRPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>MBL3560901.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MBL3560902.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAGLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVAVRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
AQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGRARPVAFVEDCVV
PPGNLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTGRPL
ADRLMLLAERESVRVQALVPLLRPLWPLLSRIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMAARLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
IALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGVAQAAADWRRVFAALGIKIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MBL3560903.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSA
>MBL3560904.1 hypothetical protein JMM65_09010 [Rhodovulum sulfidophilum]AB16
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGADAVPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTAGGATDG
>MBL3560905.1 integrase [Rhodovulum sulfidophilum]AB16
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDDFWRDLPVSSVTGAMCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAP
KVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>MBL3560906.1 CRISPR-associated helicase Cas3' [Rhodovulum sulfidophilum]AB16
MGILDWPGKSASISGSKPHPAAYHMLDVAAVFERLIEPFGVNNRLRDALVLLSALHDLGKISDSFRCMLEERAPQRFRHW
QLTEVLLYEFDPFLAEHLGGTPWVRQLLYASVSGHHGRPSKLDLGGLGYPGRRPRDYRLALAAIGSAQADAATTLSRFCE
LWPDASLDEVTEDHAVTLSWWLSGICTAADWVGSNTSWFQPKAEITSLKEYLDGTRRVAVDAVCGAGLSGALTRNERLFD
FALRPMQAACADVPMIEGPMLAVIEDETGAGKTEAALLLAQRMLLAGKGRGMFVALPTMATADAMFRRAADVVGKLFGED
ASLTLAHGRAGLSVAFRDIVNSTARSEDDATCSDWLAESRRRALLADVGVGTIDQALLSVLPVKFQALRHFGLSSKILIV
DEVHELGEPYIGAELEALLRMHRAVGGSAILLTATLPMKQRARLLSIYGGLSDSPAYPALTVAGGVARTDLPQVTGPKGA
VQVVRLANQDDAVAILAERAGRGSACVWVRNAVDDAISAVELLRSRGIEARLLHARFALSDRKRIEAEILARVGKAGVDR
SGFVLVGTQVLEASLDLDFDVMVSDLAPMAALVQRAGRLWRHMDVRPGAARPVPAPILHVLSPDPGEVTSDRWLQSVLDR
GAYVYPVADQWRTAKVLFDAGRIEAPSGLRTLIEAVHGEETIPTPDVLSDAESVAEGKGAAARGHAAQNIVELAAGYRMG
GQANDDAIYPTRLGEEQRVLVLARWEDGRLFPWAVDMFEGWALSEVSARRSRLDALPLPDQSAPEIMAITRDWPDWKRAE
QRLCPVAEDGHICAGLRYDERLGLILGEIATKVGI
>MBL3560907.1 type I-E CRISPR-associated protein Cse1/CasA [Rhodovulum sulfidophilum]AB16
MLNLIEAPWIPVLCEDGSRHVVAPWQIAEPGILRPDWPRPDLNLACYELLIGLVFLADPPANNGDWQRRFAPDPDRLKEK
LARFAVAFDLLGDGPRFLQDLAPLDGTPNPVDMLFIDSAGANTAKNNADLMVHRDRYGMLDLPLAAMALYTFQAHAPSGG
AGNRTSMRGGGPLVTMVDPGDGLWSLVWANVPCGRSSDPDILPWMKPTRLSEKGQKSHPPEGQVFSAEAFFGMPRRLRLV
GSGAGIEGVIQKPWGAHYALWKHPLSPYYRLKAGAEWLPKHPRPGRFGYRNWLGVIAREAGSENSELSLSLRDWGQRGGE
ASVIVAGWAMDNMKPRDFVLSVQPFLDLPIAAEDMLVGLILAADAAAVALRGALAAVLSEGDAREAAREAFFAATEGMFL
DHLQAVKAGGSPCADWLNDLRRQALRQFDALAMPGLDRRESDRIREIVEARKTLSGCFAGYGKQGKALFQHLGMEPPVRG
NTRKSA
>MBL3560908.1 type I-E CRISPR-associated protein Cse2/CasB [Rhodovulum sulfidophilum]AB16
MSDDPESPGAIARGWWRANLGARESAAARALAARLRRAAPMAALCEPAVMELARALHMGPGRAGSLVRLVCLLAEVREED
AATLARRLGGSDPTMSPLRFQRLMRAEGDELIALLRRAVGMADRRCNVAALAQDLLYWEEARPRWCFHYFGADAPRDDLK
ESVK
>MBL3560909.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]AB16
MSTFLQFHLLTTYGPSNPNRDDQGRPKQAMVGGSPRLRMSSQSVKRALRESAFFELDLQGNMGIRTKRLFEKLVEHLDTQ
GVPGDVASEAAAQVAEIFGKLEAPNKADGNRVASTLAFVSPEEWRLAEDLAGKIVAGEDMPKEKDLKKLVLRHADGAVDI
AMFGRMLAADADFNRDAAVQVAHAITTHTAQAEEDWFSAVDDLNKAEDTGAGHLGETAFGSGVYYQYVCVNADLLVENLD
GDRELAAKGAEALARAIAQTSPRGKQNSFAHHPRAHYVLAEKGTQAPRDLSGAFFSPIREQPILDSSVASLVRTRDDIDA
AYGRAWDADCIMHVGVGGTLDEIVLFAGDAVRDA
>MBL3560910.1 type I-E CRISPR-associated protein Cas5/CasD [Rhodovulum sulfidophilum]AB16
MQPYLVFSITASLGAMGELAGHERRGSLIWPGRSAILGLLGAAMGIERGGDFSKLDALGLAVAVFDTGAPLRDYHTVETV
PSAAAKHPNSRPEALAAARGRTNTTITLRDYRAGPLYGIAVWGEELDAIAAALRRPRYTLYLGRKSCPLAAPPGAKVVDT
VSAEEALTHLDLPPWRRLDRRGAPVAARLLVCGSEEGEIVHDVPSDRRHRHFTPRRVTVRNVEIVPGGAG
>MBL3560911.1 type I-E CRISPR-associated protein Cas6/Cse3/CasE [Rhodovulum sulfidophilum]AB16
MTLYLSRIRLSRSPSAQALSGLLSPPASGPRRSAHHKLLWAAFADGPDRRRDFLWREDHDGDFLTLSERPPQPMDLFEPH
QVKDFAPALASGALLDFTLRANATRMKRGGKRVDVVMDALYGLPKGARAAERMIVAGREGKAWLERQGETAGFGVIRAEA
DDYATEVLPGYRGPRKGQPQFGIVDLSGRIEIGDPAAFLGQLARGFGRAKAFGCGLMLIRRAS
>MBL3560912.1 type I-E CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]AB16
MSEGNLPGLAPPRPISLKDRSSLVFVERAQLDVADGAFVAVNADGTRTQIPVGGLAGIMLEPGARISHAAVALAARVGTL
ITWIGEGGVRLYSAGQPGGARSDRLLWQASIALDDAARLRVVRKMFALRFGEEAPSRRSIDQLRGIEGVRVRESYTLLAR
QYGVDWRRRSYDPKDWEAGDVPNRCLSAATACLHGLTEAAVLAAGYAPAIGFLHTGKPLSFVYDIADLYKLETVVPEAFR
IAGQAGKGRLDMAPDRAVRLACRDAFRRTGLLKRIIPAIEEVLSAGNLPRPEPPPEAVSPAFPDAPPTGDAGHR
>MBL3560913.1 type I-E CRISPR-associated endoribonuclease Cas2 [Rhodovulum sulfidophilum]AB16
MLVVVVSNAPPRLRGRLSAWLVEVRAGVYVGDYSARTREMIWEQVLAGLDKGDAVMVWKAPTDQGYDFVTAGQNRRMPVD
FDGLKLVSFFPEPPSR
>MBL3560914.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB16
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGS
>MBL3560915.1 lysozyme [Rhodovulum sulfidophilum]AB16
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
IEARIPDRTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
EVPFRWGGA
>MBL3560916.1 hypothetical protein JMM65_09070 [Rhodovulum sulfidophilum]AB16
MHLVPQWRALIRRAWSIRLILVAGLLSGAEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3560917.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB16
MNSKHRKTLLAVFTDPVSGTIEWTSIERLLVAAGAQVIEGNGSRVRFHKDGVIASFHRPHPSKEAKRYQVRDARDFLIQI
GVTP
>MBL3560918.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB16
MKNVMSYKDYSARVEYDDEDGIFAGRIAGIEDVVGFHAESVTELKAAFQEAVDDYLEICAQTGKAPQKPYSGRVMFRVSP
EVHRKAALAAELAGVSLNQWAEDVLRKAAS
>MBL3560919.1 hypothetical protein JMM65_09085 [Rhodovulum sulfidophilum]AB16
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3560920.1 hypothetical protein JMM65_09090 [Rhodovulum sulfidophilum]AB16
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMIWVDTATHALKMRNIANNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDMVRVGDGADGLFWDHSLTGNQRYVQTPAFED
GYEYMLKIEGMEWDGFGTKRPTVRGYVDQTGNFASAMDIYSDINPSTGFYTMIRLLFPRVPSPYFGVEGKVPSGQLRTSE
LGGDNRTVSKAEISWDNRDTDIRAGKMYLYRRREYISG
>MBL3560921.1 hypothetical protein JMM65_09095, partial [Rhodovulum sulfidophilum]AB16
ASIIPTTTVATLAEAPGFAGTATGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGT
AMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPETARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQA
A
>MBL3560922.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
MQWKTADYAGWGRALRAHGRIARPERVSTLTGALTEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMAPEGAREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPGSM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MBL3560923.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADGRVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAQIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGSGTVIGVGSVAGDRGRIGNYVYGAAKAGFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVATDILAALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MBL3560924.1 hypothetical protein JMM65_09110 [Rhodovulum sulfidophilum]AB16
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNNLGDEISDSLSRATVASPGTLGWSD
>MBL3560925.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB16
MRLIFGLVLLVGLGLAGCAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVVAKAFEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MBL3560926.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB16
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNLFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MBL3560927.1 OmpA family protein [Rhodovulum sulfidophilum]AB16
MRARLVFLTLGTALALTGCSPQQREAFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRTAQSALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKSGLIPEPLQAEE
>MBL3560928.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIKDMEAELGGGWGDIAFAEAQDFLKQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRHGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPPAPDPTCPRLSRSNRDGVV
LPVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVY
RNELHVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRA
LKSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRLVTEAGDHGLLLAETAARSPLRKEIRKLAL
SLHDVGTAAAAAAQ
>MBL3560929.1 Flp pilus assembly complex ATPase component TadA [Rhodovulum sulfidophilum]AB16
MFSRYRKSAPGKVAPAPPQPQAKTPPEAPAEASVPALPALPLQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRSQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGRIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MBL3560930.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB16
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLERGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVALSVLAFLGLTVGTEAALPVRALASVAIGVGGVFTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVAREVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAIAVAVLLVVNVIFMRVMINI
KV
>MBL3560931.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB16
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLIALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQISGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDSLQNADF
>MBL3560932.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB16
MRSTTRSRTQTSDRLRRGPVLVAVFCTACSASGTLSPAYRGLPAPADAAHPATAVDGLVVGHRLMAAGEYDLALRAYYRA
AAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
RNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>MBL3560933.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB16
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MBL3560934.1 prepilin peptidase [Rhodovulum sulfidophilum]AB16
MTAALWFLPFATPIALWATLSDLRTMTIPNRAVLALVAVYALVGLAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRIAALRQALSGWASWDARDFPMALALGPALILYLGLAAIGAM
PSAI
>MBL3560935.1 ATPase [Rhodovulum sulfidophilum]AB16
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGISDTLEDLIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRAAGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDSAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDAPILH
>MBL3560936.1 dipeptidase [Rhodovulum sulfidophilum]AB16
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMTQIATLERLQELGALKICRSAAELHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRSTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALRIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALREAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MBL3560937.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]AB16
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREVLQRAFSPKLADFSSDVVLNRALFERIDAVWLARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARVWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>MBL3560938.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB16
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MBL3560939.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB16
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MBL3560940.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB16
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MBL3560941.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB16
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREATAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MBL3560942.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB16
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPAEDAGTEDLPVMVPTLGESVTEATVSTWFKQAGDKIERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGEGAAASATDDKPAAAASKGSSGKDVEDAPSARKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MBL3560943.1 MAPEG family protein [Rhodovulum sulfidophilum]AB16
MTPELAALAATAVIHLAAVLWSQRALEGDVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILTSIF
>MBL3560944.1 MAPEG family protein [Rhodovulum sulfidophilum]AB16
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFSAAVVLVTVSGQ
SSWFTALCAWTYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MBL3560945.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB16
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WAQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGEETHKAKHIVIASGSEASSLPGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MBL3560946.1 hypothetical protein JMM65_09220 [Rhodovulum sulfidophilum]AB16
MRKTLKTFGSVAVLGAATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQFEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGINDITDHM
DRKQQMLTLTYSLNDVFGGF
>MBL3560947.1 hypothetical protein JMM65_09225 [Rhodovulum sulfidophilum]AB16
MTMQMALFASATGLVLAVSGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTISRVNSAPNAAGGALDTTATTDL
GDSDVTVTRDASGGALFNGEPTVVNGLPNLSVSFGIAYGGR
>MBL3560948.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MBL3560949.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB16
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIDYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MBL3560950.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB16
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MBL3560951.1 PAS domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB16
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPACAAPPATEKASAEVDSALASLRYDAEGHIQQ
VSAQMCALLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAG
ALEIATDITRDRRDLDRMRARQAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFAGSRRYDDF
WDRLSCGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAQGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKDRDKGGAEARFWEDLRDNGGFSGEIMWVDADGREVWLHSVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVELERATAARAQALTAELGGLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAAKL
ARLAEELGQAAGPNGQ
>MBL3560952.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB16
MMQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPG
IAAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPGALFALGGLPIAARFRRDERP
RNGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEI
VVFGFGDDRLIGLAVDVISRIATLRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVS
PKPAAHTSAPARPAAAAMPARPSGIGAEQVTDTIPASAPGAPSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEA
VIRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPAERRIGFQVSSVDGIEPANWR
ALNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHNHNIYA
>MBL3560953.1 SMC family ATPase [Rhodovulum sulfidophilum]AB16
MRPVRLTLQAFGPFPGREVVDFRAAVASGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGDRRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAEAAATREAAASRAGLSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AVRRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGGTDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPELREVLAAAE
ARHAEATERRAAAAHTSDHLASLRDDLAGTLQRLEVEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKESAGSRIETRGPV
>MBL3560954.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB16
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAASAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAEGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMNLVEIDGAGEVRIAPIPFRPIRGVRVVEGCHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVARGLDDPMAVIGAFLRQLRGQGADAEELAAIAATLDGLRGGEEGA
>MBL3560955.1 hypothetical protein JMM65_09265 [Rhodovulum sulfidophilum]AB16
MKPVASREAIDGVQQMHRALHMALDALENRNEPERAAEILRQIDVAMVDWIEAARFMR
>MBL3560956.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFCRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARF
>MBL3560957.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTRLRRSFGAPLAVLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADSSGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MBL3560958.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLEMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGTADDIYDRPANAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGMGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGGLPEGALRLGFSEAAGVILPEGETADDAA
>MBL3560959.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB16
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MBL3560960.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB16
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRPDGRPLPRAGAMAILAPAGRQGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MBL3560961.1 hypothetical protein JMM65_09295, partial [Rhodovulum sulfidophilum]AB16
MHRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRDLVMPAQRETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPQVATPDFRPLVAGFNALARRD
>MBL3560962.1 site-specific integrase [Rhodovulum sulfidophilum]AB16
MRDYRIGRLKGRHVVIWTDDEGKRRRYRLEANTARETEREARDLILRLDAPPAGMTVAQVWGAYRAEMGDRRQGEKMDFA
AKVILPAFGHLSVDQITVADCRSYIAKRRMAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMPPTPAPRERYLSRD
EVDRLLAAALDPHIRLAMLLMLTTAGRSGAILELTWDRVDFTSRTIRLAANDLGPRKGRATVPINDTLMAALQDAQRAAV
SDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPEHLRR
AAGSLEFGAPKLVQRTRVQTPKGRVSL
>MBL3560963.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB16
MPVFSPENAAVARPLRLGLPGHSRLTDATSPRRTRRPVTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKT
RARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSLSNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEML
SWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDGEPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRA
RKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMTRALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAG
FNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MBL3560964.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB16
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRGLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MBL3560965.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MBL3560966.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB16
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRSTAASG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLLAVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRGVSIYAPPPAGRAPNHYALRHALPDELEGDVLYVAGGTPPACAEGVTPLADLAPQTGAYRGKRIRIFRLPA
SCWNG
>MBL3560967.1 hypothetical protein JMM65_09330 [Rhodovulum sulfidophilum]AB16
MHIRTGLLCLLLCLVPLRLAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPETFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTAIAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTDGAIARI
WRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRLAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MBL3560968.1 hypothetical protein JMM65_09335 [Rhodovulum sulfidophilum]AB16
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACNSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MBL3560969.1 ribonuclease HII [Rhodovulum sulfidophilum]AB16
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MBL3560970.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB16
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLRGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MBL3560971.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPGAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAVEDGSYLRDAPVLTR
>MBL3560972.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB16
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MBL3560973.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MBL3560974.1 DsbA family protein [Rhodovulum sulfidophilum]AB16
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MBL3560975.1 CoA transferase [Rhodovulum sulfidophilum]AB16
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGAREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCIDGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALTEATRTRSKADLLAACEAQGVPAGPI
NRMDEVFDDPQIRHRGLVVENDGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAGLSEPSPAPAGRTPRR
>MBL3560976.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB16
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEAARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALARDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVSVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRRLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSV
IDAAFDRLGLGSAR
>MBL3560977.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB16
DALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQPGRGPALAARLRADGWDVALRSDDEEPSSETQ
IYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGPATGAHPDHYRRLSNALATRTVQDGASMAEVLA
DVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MBL3560978.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB16
EIQRASRQLGRTVWRNRSGSHLRSRVETKMNCVKLLGQRLMSRNFDRQVAVLNRFTVLGIPVTVAAG
>MBL3560979.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB16
MCPGIGGLQPSADLQNSAPPHDLRSSAGRFMAEAGVPIEEIAECLGHTNPNITRSTYARSSPEHLRHAAGSLEFGKPKPV
QRPKVEFLNAN
>MBL3560980.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB16
MTEQLGTMKLRDITPKAIGDAARRAYPRASNATLNRQGVTPARAVVNFGHEQGWCGAVRVRSFPVEKPRRKAVGREYLEL
LRPHLPDRLFALMLYLHQTGRRVGDAIELPPEARDGTIVEVAKTKTGRPITVKITDELADMLDSIEPRHRRLFGYIGRSS
VYNTLRRACGKAGVEYLGTHQPGRHSFATELHEAGFSDKAIAEAGGWATTRMVTDVYQHPKGSSEKAADHFSKEATGKKL
TRKGATQRKI
>MBL3560981.1 site-specific integrase [Rhodovulum sulfidophilum]AB16
MWGMAVASITRYKAGWRAQVARDGIRRSKVFETKREAQDWAARQEYLIKNAEKEASAQPFGDVLIRYAREVSPTKRGERW
EVLRLKSIAADRLGQVRLRDLTATSLADWRDRRLREVSPSTVRREMNLLGAVLTRARKEWGLLSINPIEDVRRPTEPPPR
DRLPTQDEIERLAHVAGDDLSTAQGRTFHAFRFACETAMRAGEIASLEWDRIDLKARVARLPMTKNGHARDVPLSSDAVA
LLEALPKMSPVFGLTPRQIDALWRKVRGKAAVEGLRFHDSRAFALTRLSAKVDALTLAKISGHRDLSILLNAYYRETAAD
IAKKLG
>MBL3560982.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB16
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPADPTEPDDEPPPSPSWRH
>MBL3560983.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB16
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMEGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPVDGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFAARGVLEAIDALAGPETLPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MBL3560984.1 septum formation inhibitor Maf [Rhodovulum sulfidophilum]AB16
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MBL3560985.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB16
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MBL3560986.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB16
MKIAAAAYPIDRLDSWAEYESKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTELGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MBL3560987.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MSLEIRTLTGAGIEAALDDLARLRIAVFHDWPYLYDGDRDYERRYMAGYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFADSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>MBL3560988.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB16
MTRDVTRDVTRETIARYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRETLTDLVIFTGDEGD
RAAAEFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MBL3560989.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB16
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MBL3560990.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB16
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MBL3560991.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB16
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MBL3560992.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB16
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MBL3560993.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB16
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPDGLKGAVFE
FPKVSVGATENALMAATLARGTTVLRNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MBL3560994.1 hypothetical protein JMM65_09470 [Rhodovulum sulfidophilum]AB16
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MBL3560995.1 hypothetical protein JMM65_09480 [Rhodovulum sulfidophilum]AB16
MGWLMQLLGGGLAGQLREAYEARLRASNDADRIAAEIRIAELQERQANRALGGRLTAWVQAAWAAPFIIYNAKLLVWDKV
LGLDATDTLSADLLDLQLRIVTFYFGGAAAIGVVRALRR
>MBL3560996.1 DUF3380 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSYPWHGRAAAMSGNAWARAASDIGCKEAAIRAVWEVEAAGFGFRSDGSLQRRFEPHCFPAQHWGQIGFAPGGLVPWRAS
LKVASAERERMFSVAYQIAPEAALDATSWGGPQILGSNAEACGYASALEMVRDMAQGEDRHLAAFVLLIRSWGLDSALRA
RDWKRFATRYNGPGQPEVYARKIEAAYRRHSGGTRSPAVLRRGDQGAEVKRLQQALGLPSDGVFGPATDSALRRFQAERG
LTVDGMAGANTWDALKSAGTARPAIQKTPGDALVERGVDWLAKGGAGAAATAGLGKAAEKVPDGAVAVASYGAVVIALVV
AAVLILGWARRCGLV
>MBL3560997.1 hypothetical protein JMM65_09490 [Rhodovulum sulfidophilum]AB16
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3560998.1 hypothetical protein JMM65_09495 [Rhodovulum sulfidophilum]AB16
MTDWTTIPNSVIEAGKPGRAVDGRALRDNPVAIAEGSASAPIVAAGWHPYDMVNVGDGADGLFWDHSVAGNQRYVETPAF
EDGYEYMLKIEGMKWEGFGNKHPTVKGYVEQTGRFASAMRMSGEVSPSTGFYVMIRLLFPRVPSPFFCIEGKVPSGQIDS
STLGGNDRTVSKAEISWADGDTDIRAGKMYLYRRREYISG
>MBL3560999.1 hypothetical protein JMM65_09500, partial [Rhodovulum sulfidophilum]AB16
APFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVYEGFAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLR
LTDQSRAQFPRETEMRLSGDIAADATGIVIEAAREADLSDRFGNTETRYLCIGSEIIGYTGYSGAEGVWTLSGVTRAALG
TKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPAEFVDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRD
GTFYIWWNEREQLIDFKAVRPEQSSVAITEDAHIVAGSLAQAREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPD
FEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRTTPRYLTATLADGALRIGEVADLTTRLDVDTEGQPVTRRWQV
IKAQQVKPGEVTEYLLQQFIYQAARYLVWMDDDAPDFGSATDDEKLNGFWWADEDGLMPDGSEGYLWQ
>MBL3561000.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB16
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
HPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLTAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MBL3561001.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGAAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPDKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLKDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>MBL3561002.1 LPS-assembly protein LptD [Rhodovulum sulfidophilum]AB16
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMASLGFSADALHRSSEEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGGITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MBL3561003.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB16
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSISGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIENPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MBL3561004.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB16
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAITLLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>MBL3561005.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB16
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MBL3561006.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPAGRAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MBL3561007.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB16
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRVARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>MBL3561008.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB16
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MBL3561009.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB16
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MBL3561010.1 MarC family protein [Rhodovulum sulfidophilum]AB16
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MBL3561011.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GIPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MBL3561012.1 alanine:cation symporter family protein [Rhodovulum sulfidophilum]AB16
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSTHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTRVFNFADASMATMATINLIALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERS
A
>MBL3561013.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB16
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MBL3561014.1 hypothetical protein JMM65_09575 [Rhodovulum sulfidophilum]AB16
MASAFSTPQSSRPVAPQEPARDASAPRPAPRPTPADGYTFRDWASI
>MBL3561015.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB16
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MBL3561016.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB16
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARGQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MBL3561017.1 AEC family transporter [Rhodovulum sulfidophilum]AB16
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MBL3561018.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB16
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEEPRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MBL3561019.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB16
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLKGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVATPPSAIGGAQAILIDAETGVLQGASDPRKDGCALGY
>MBL3561020.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB16
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MBL3561021.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MBL3561022.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB16
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILRKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPQLLSETELAEAIAQFTGGYGQGDPTAT
>MBL3561023.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB16
MVAFRPRVKAICPAGRGHGHSGVASHLRARRPVGLHAGASLIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRP
IDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDF
LLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSVTDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIV
SAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHG
KPAVMPGFWGSHLGVIDLLLERAASGWRVAEHRSSIHAIATRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRT
EIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGLPLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYP
NMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPDFPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIAD
LSWNGGAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILEAPVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFD
TGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MBL3561024.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB16
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGRPKF
AIELSDWVPVEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MBL3561025.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB16
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MBL3561026.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB16
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MBL3561027.1 COQ9 family protein [Rhodovulum sulfidophilum]AB16
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPVLARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLHAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MBL3561028.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB16
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MBL3561029.1 ribonuclease T [Rhodovulum sulfidophilum]AB16
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCH
STEADPSRSQIARLAELTGSPPAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVSRPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MBL3561030.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB16
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
RDEDEEEDDDPRR
>MBL3561031.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB16
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVAAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MBL3561032.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB16
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MBL3561033.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB16
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLREAARLPEADLLRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPNVEALVRACWGKPADRVFDVIAAGDEVASKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MBL3561034.1 hypothetical protein JMM65_09675 [Rhodovulum sulfidophilum]AB16
MIATYDAERSLGDLHHAAANLFAPGSAQRDLQDGAEALTSEAAKAHRYYETHRETASLARRSLADCMPTAKALFDADLEQ
AIGELMKQFDIVFAYVGWRAELSPDERQAKWKKLTPGVPSEDRNTMDATIAAQVARIEDICLPQLRTAGRKRRDAGPSV
>MBL3561035.1 hypothetical protein JMM65_09680 [Rhodovulum sulfidophilum]AB16
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MBL3561036.1 amidohydrolase [Rhodovulum sulfidophilum]AB16
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGHGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>MBL3561037.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB16
MASLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERGGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPGAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MBL3561038.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>MBL3561039.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB16
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGSVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MBL3561040.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB16
MKIGAPKEILEGEARVAMTPDSAAQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELSPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MBL3561041.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB16
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MBL3561042.1 kynureninase [Rhodovulum sulfidophilum]AB16
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLELASPRDPL
QRGSQVSFRFEESYAAVQALIARGMVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MBL3561043.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGKDGYLDFAYVSPDWTGRGIGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>MBL3561044.1 cytochrome c [Rhodovulum sulfidophilum]AB16
MKRPFLIGVAGGAAVAAGLGGWLWLQSPGAVVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAVRQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MBL3561045.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB16
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MBL3561046.1 deoxyribodipyrimidine photolyase, partial [Rhodovulum sulfidophilum]AB16
PPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADYDPRLHGAQFH
AAVARRVDPLRWARAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPAPGRPAGSRSASPAARRQ
DSRQLAFDL
>MBL3561047.1 betaine--homocysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB16
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQAEALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEG
>MBL3561048.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MBL3561049.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB16
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MBL3561050.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB16
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MBL3561051.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLEFARALGADATIDAREGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MBL3561052.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB16
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVSRLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MBL3561053.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB16
MSNARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MBL3561054.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MBL3561055.1 Rne/Rng family ribonuclease [Rhodovulum sulfidophilum]AB16
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAGRNADGAEDREDHVAPAASDD
DAEPADAEPADGVPAEAAAETEAEDAAPAGDAEEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSAGIPGMDVVDLGD
DEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEAEDTASSGDETGEDGPEEVHHDDQIESVAEEDVHEEIRPRKPRARR
YKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMDVPEGAGL
IIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRLAKDFMKM
IMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETALKTNLEAA
EEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEATTQPCPHC
HGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLISPDFSIER
FKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQGYEAGQDE
SDDADSDGDTDAEAPEAVTAEASNDAAPAEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEEPVAPKAEEPAAVEAQG
PAEAVAPAAAAPVEAPVVEDAAVEDVAVEAAEASPDTVELAAEAPVAEAAVEVEEKAAPEAEPAPKPETQPEPEPETAEA
SKDSAPKRQGWWSVGR
>MBL3561056.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB16
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGAATLYLIRKG
>MBL3561057.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB16
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALSRLG
>MBL3561058.1 sulfurtransferase [Rhodovulum sulfidophilum]AB16
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRELADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLTVETGPALA
PAPSDIEVSFSHDWLATTEDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANHLGAGDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MBL3561059.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB16
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLVIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRAIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLER
>MBL3561060.1 hypothetical protein JMM65_09805 [Rhodovulum sulfidophilum]AB16
MTAHLAGEEIDLAATFRAASEIGQKIADPLLIAREIAVTAMLESQGVERDPKFRFTVDNIAPILLIGARAAGDTRDLAAM
QEIVFDAGFFAAAAVARDYINLLCIPQTEESAPGEDAPAGE
>MBL3561061.1 hypothetical protein JMM65_09810 [Rhodovulum sulfidophilum]AB16
MATVGFSGRKLTIEWDGTIIKGTKNKTASFSREGIDITSDDDQGFQTFLAEPGVISAEWSVEGITGDETLIAACLAGAPY
TTPPATINLPTGGTVEITMFLSQLEITGNTDGAFEFSATMMSSGIPVYTPAGA
>MBL3561062.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB16
MGFETAAQTAIFAALDGAMSCPVEDTPPPLPEGLPDSDFPYVVIGDDTLVADEADDVIGAQATITIHFWSRAPGNRQVKA
LMGEAFGRLHRAALTAPGFKLLDCRREFSTVSVGPDGKTRHGVQRYRIIMHKE
>MBL3561063.1 hypothetical protein JMM65_09820 [Rhodovulum sulfidophilum]AB16
MIPNQRDAMLRRMESPERRLGRRIGLGIRLALSYAQTVLIIGACLKYMAG
>MBL3561064.1 hypothetical protein JMM65_09825 [Rhodovulum sulfidophilum]AB16
MKVKLELRGFEALQDMLRDLLADGEDALRETARELAEDTAEIARREMKAAAGSAPAGSYPHQQSGRLAESVTATHEPRQS
RVGSDEIHGYHLEFGTESMEARPWLVPSFEEATAKAEQKLAAKLQEKAG
>MBL3561065.1 phage head closure protein [Rhodovulum sulfidophilum]AB16
MERRLGRAALDQRVTIERVSRTPDGMGGFTETWATAGECSAQVLPVRGAEKWGAMRVSPDNRMKVRVRWRGDANGQPFCT
SADRLVWRGRTYNIESAVPWGGRERFIEILISEGVS
>MBL3561066.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB16
MTPVLVTPPAQPVITLAEAKAHLRVDIDAEDSLIEGMVAAATAHLDGWRGVLGRAIMPQAWRETHDGAGPFVLALPDVTA
VTASAGGAATITATPTGPVVELAEAVDGVTLTYTCALPPEVLPSAQMAVKLFLSHLYDQTDLSPAFDAIVGALRWSGV
>MBL3561067.1 hypothetical protein JMM65_09840 [Rhodovulum sulfidophilum]AB16
MQKFKVLRQHLGDRMYLQGDVREAVEADVAHLVAAGVLGAPENKAEAPPEAKARRSRKAADE
>MBL3561068.1 phage major capsid protein [Rhodovulum sulfidophilum]AB16
MADENKTAAELAVEMKAALDKSLDGVKALAEEALGKAKAGEALSETLKGTADEALTGMNELKAQLGEIEQKIARGAGEDA
PAEAETAGQSFVDSDEFKRFAEGGFARGDRARIETKATLTTSTAASAGSIGPALAPTRLPGVIELPQRPLTIRALLAQGN
MDGQSIEFVKEHSRTDGAGMVAEGTAKPSSDFRLEVVSTSAKVIAHWMKASRQVLSDVSAVRSMIDSRLAYGLDLVEENQ
LLNGDGTGQNLLGIIPQATPYVSPLTGADTTSIDKIRLMMLQASLALLPADGVVMHPADWAWIELLKDTTGRYIIGQPQG
TIGATMWSLPVVPSMAMTLDKVLVGAFRTGAQIFDRWSTTIETGYENDDFTKNLVTILAEKRLALATYRPGAFIYGDFGR
EA
>MBL3561069.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB16
MEHSDFALELKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGL
WGKGRLVLDVPKAREIHALMKADVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMGDVVN
KLRAGDRLTEREFELMVKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>MBL3561070.1 phage portal protein [Rhodovulum sulfidophilum]AB16
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALATALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADMHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERNGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHIRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQPISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>MBL3561071.1 terminase large subunit [Rhodovulum sulfidophilum]AB16
MTTRPTPTSTDPATAYALDVAAGRIVAGPHVRDACRRHLRDLEEGPERGLIWDGAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRPDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVEDDTTFSYVCALDEGDDPFTDPGCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHSLDLEDFAGQRCCAGLDLSAKADLTAKALIFEDGFAEDGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAIIGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGASTARSVGEKGGNMDDFLAALEAS
>MBL3561072.1 hypothetical protein JMM65_09865 [Rhodovulum sulfidophilum]AB16
MANPRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>MBL3561073.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MAGQWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRTGRVTPATECDHVVPKAQGGTDDEGNLQAICADCHKAKTE
REAAEGQGRRLRPSFGEDGWPIGPE
>MBL3561074.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB16
MRYEIHQSAEFSKWLRKLKDRTAQARIAIRIARLEAGLMGDAKFFDGIGELRITYGPGYRVYFVQQGETIIILLCGGDKG
SQRRDIEKAKTMAKEL
>MBL3561075.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB16
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTRALGLTLKVEASA
>MBL3561076.1 WD40 repeat domain-containing protein [Rhodovulum sulfidophilum]AB16
MKKLFTLLAAISLASAVRAEPIVRFETTTTINDARDFSPDGNLLASTVSQDGMTYLEIRETATGELVTRSPEPVHGTFHP
GWYHDGSGLYTDALSRESILHWNGKSWEMMKVDGLRYGGTAGGRGNLSPDSTKLSLHTYAGDIAVVSLENGQLQDVEISE
RRSHVAAWSPDGRYLATGHDGVVILLDAETFREQRRYEGLSSKTYKTAVVNSLKWSPSGRFLAIGSLYGAGYLVEPDNAE
GGVIDLRIGVDYASDLRWVPEAKPSWRNLWRKQRDTLTYRGTKYGTNSDNAERKEPSREYQFWYDPEAGQVLNKTELDCT
GKRGMSTTVQTVLEHGAVVFHCEKPDLERGVMVNSVIVVDPEGETQEYDLPLPVDYIEVSQDGRFAAMRETGANPPVISL
WRFDDLLRGN
>MBL3561077.1 hypothetical protein JMM65_09890 [Rhodovulum sulfidophilum]AB16
MLIERFEISGDDDLDLRSEEEKARAAVTNWMRWQGYLGHLNRWQQAAIWGAVREQTALIRDRQPSNGRRAGLRAGLAQAG
RRGGAPIAGGITSGGSIPAWLPDSARHASGL
>MBL3561078.1 hypothetical protein JMM65_09895 [Rhodovulum sulfidophilum]AB16
MPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDGSKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MBL3561079.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSEEAETDATYRVTAGELRQFIERFERLEGEKKDLANQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MBL3561080.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB16
MADGSSLLFDFAAERPADPRPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLS
VTGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTY
ELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRSAADCIDWSLPC
PSIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARIEDLAQPLRTITGANRGEKALVAPSL
TRFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIITPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQ
GGGNRSAEDPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDA
RTPMSTILKEGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWD
GGAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDAPTFRPFSKDVQISCCGNSVCPPVAAAII
AANCPHLAENHRETA
>MBL3561081.1 hypothetical protein JMM65_09910, partial [Rhodovulum sulfidophilum]AB16
MRLKVKWVNGWARLHGTGPDGKRIRRALKTQDPRRAEEIRAQIEADLWKANLYGPQEVVTFAECALAYAEDGGEVRFIVK
MTEQLGTMKLRDITPKAIRDAARRAYPRASNATLNRQGVTPARAVMNFGHEQGWCGAVRVRSFPVEKPRRKAVGREYLEL
LRPHLPDRLFALMLYLHQTGRRVGDE
>MBL3561082.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB16
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYKDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MBL3561083.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB16
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MBL3561084.1 c-type cytochrome [Rhodovulum sulfidophilum]AB16
MSKFRNLSAAALLLTLAAPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRETTELPLFSQPPCMTDCKPNVEITMRAAVLDVTPDEAAAN
>MBL3561085.1 cytochrome C [Rhodovulum sulfidophilum]AB16
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAGIWIYCSGCHEIGPGAQASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECSTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MBL3561086.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MBL3561087.1 hypothetical protein JMM65_09940 [Rhodovulum sulfidophilum]AB16
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDRAAE
>MBL3561088.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB16
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MBL3561089.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB16
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMASHLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALASDFYYPALTHAVWRLVDLGLKTLPRAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MBL3561090.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB16
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPPED
>MBL3561091.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB16
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRRYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MBL3561092.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB16
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYLMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MBL3561093.1 hypothetical protein JMM65_09970 [Rhodovulum sulfidophilum]AB16
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MBL3561094.1 hypothetical protein JMM65_09975 [Rhodovulum sulfidophilum]AB16
MDAFSFPVWPEAPHGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGFAE
AAAAPDIGRFDPLPRGRAAATLCNRHTGRLALDSLYGSVTPKAPGRAPAALVPLRTDANSLAPLGIAGPGGQDRNGRPEA
EAGASPFRIVRTKVEAEIGAEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGAPAFAFACGEVR
KHFQWLVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAAFGCAEIMARPGDDWLARLGSGRP
LPGGLAVFPRLIDGRVPPPDRRARGANARPDTWFAPDLLCPGEKLPVPNARRRRLAERRLHRGLRLNLPSGQGCVAGMAR
LGVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSD
HGRWHPRDGARPAGEPITTVAALIRAAGMRA
>MBL3561095.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB16
MGKPKPARFRTTNWSAYNAALRKCGSLMVWLDKEMAWGNPPRF
>MBL3561096.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB16
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANTEAEIQALEQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MBL3561097.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB16
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVATNSGGAWDSATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MBL3561098.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB16
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVIGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDNADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPLREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPEMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAIDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALNEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MBL3561099.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB16
MSLISMGDLAQGLGLRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGAT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSITELQALLGVRQEKIETIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MBL3561100.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB16
MMRRLTLLLAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MBL3561101.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MANLTTRGIKAARAGKHDDGSGLRLVKASPTSGKWVFRYSHLGKRREMGLGSWPEVGLATARKERDRWAAELRSGQDPIN
LRDALRRAEREARDKHDPTFAELAQMVFEAKKAELRGDGDRGRWFSPLRVHVIPKIGRICISQLTAQDIRDAMSSIWQTK
PPTAEKAWQRTRLVLREGKLMGFECDPFTADAAQRLLGTVSHTTQHIQATPWQDMPALYARLNSGSPAHECLRFMMLTLV
RYMGCAGARANEIDGDVWTVPAERVKGQVGRTKDFRVPLPAAAREIVDEGKEVWGDLLFPGRSGAPITSRAIEKALDSIG
EAGRPHGFRASFRTWVQDTDACDYDVAETILGHTVGNRVERTYARSDLLERRRPVMDAWEQHVTSCAENVIKIKVG
>MBL3561102.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB16
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MBL3561103.1 hypothetical protein JMM65_10035 [Rhodovulum sulfidophilum]AB16
MQPEQLTLWEDDEFVYVPEEFFDHLPKEYRDAAQARKQQGEDVIRIADKDIQGLIRLINAIPTTTSLSYIYHRLRTSKFE
VTPEAMMEQETLTTAFIVTYARLFARGDGASGISTGSIPSHLRHVHDDIIQLRNKRYAHNGSHETVNSDILINFDGSGFR
IQAQILLGFYVGGRNEWKELITFIDAHMHERLTKILCRLKEKTGYEWLFPTGPAPDWVGNYG
>MBL3561104.1 AIPR family protein [Rhodovulum sulfidophilum]AB16
MSVQIKRGFISDAVAATSEELGIGEDDAFMYWFYSILFDVEVEDVPFDEIVDGAGERQIDMFRIDIDDSTQSVDIHLIQV
KNTNGFSANTVSLMKAGIEFIFLSPRDVYRATPNTKLLEKVENARQAIRQYGNNSVRIQCYFVTLGDESDISTEAAENRD
SILRVFRDSSVFGGFDFHFVGVNEIDRINNLRRNRGRKINANIPIIYDANRASIVEFDTAGVRSVLCTVTGAELAKLAQT
EPRDAIFDANVRGNLGLGGQVNKSIYSSATDDSTAEHFWFMNNGITMVCDRLSVVRDPDEPSVKVENVQIINGCQTTSSL
RSALEDGKLSNSVKVQLKLYESKDPIFIDNVVIATNNQNSIGSRDLHANDEVQQLIQRKIQEDFGLFYERKRGEAKSAGV
PKSDVVSLEKAGQAYLAIFKSQPTVSRAQKYKIYSQELYEDVFSRSQPWQLAVAHEIYRYADYHGRKAYRELDVNDPTRN
ILNYGVFHICRIVWWVLVNEFCIGSRDSKNLMQIARDGGGLIDFAYGRAKDIMSEIVEENNESLVNLNNYFKKSQSQQNI
NQYLKRIKDEQS
>MBL3561105.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB16
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILSEGARRIISGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGNGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDRAAKLAALASGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSILVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MBL3561106.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB16
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDADYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAETRLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLEGAPDILEVRGEVYMAHADFEALNARQAGTGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLSKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGLQQLKNREGWGEKSATNLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MBL3561107.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MBL3561108.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB16
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MBL3561109.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB16
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGQVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQREW
EVSVKVRSTRPPRSAILRPLSETEAQVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MBL3561110.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MBL3561111.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB16
MQGAEARSGPPRRSAGHRPRHRRGRISRGAGGDRGRGRGRACARAGGDACPRRCAGAVPLGPRAVTRIFLIAGEASGDAL
GAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIRQCAAEVVRLSPDALITIDSPD
FCLRVARRVKARSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEAL
AFRDRHGIAREAPLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVAELTAAWPVAPLMIDPRGD
PEGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQ
PGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>MBL3561112.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB16
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MBL3561113.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB16
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MBL3561114.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB16
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQRREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGLSPDAPATGDEPSSDPAPETGGALLRPMPAPAPPRGATEGGD
>MBL3561115.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB16
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MBL3561116.1 site-2 protease family protein, partial [Rhodovulum sulfidophilum]AB16
QGLESFVWFIAMLSTAVGLLNLFPIPVLDGGHLVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MBL3561117.1 hypothetical protein JMM65_10110 [Rhodovulum sulfidophilum]AB16
MMRFISKGGYFVFLAILSVVAGVVLPVTLVFGAFALWDHDYLNGIALLGFTLLGLYLTQFAFDYRKKIGRNRDASGPDGA
GQD
>MBL3561118.1 hypothetical protein JMM65_10115 [Rhodovulum sulfidophilum]AB16
MAQDHAPVSDVTVTYENDLGGQITITIDGTDFVLSAARARPAPLVRQAQEYAGTIASSIWHQPTDVTTGAFLLATLSGTF
DGIAPQGSRNARAVMSLPVEAFGMLRRDWRQLRLELQMLLVYQQTDLRGRMLLASGTRIATDMTVTPWIFSLDGRVKGYA
LARGAATFALATLGAVYRMSMRMYEAKLSVMDTGPYPFLAAIISGEERIFHLAREIGIDSYFEIRNYLRDHPEAIQLEDT
ELRLVQKAINWVFDALEDPAGFTDKVEE
>MBL3561119.1 DUF2345 domain-containing protein [Rhodovulum sulfidophilum]AB16
MQKSIFGYDSKGFDLGETGDYRLNVKGTITQTTQSTFTLRAKDSTHIESDQTLRLEAGRDFDVNAGRNLDLTATRSLVGA
AADFIKIEVAGVSLAISKDGCARLRGTNIEIHADDKVDIRAGNEIRLSAARIDLN
>MBL3561120.1 hypothetical protein JMM65_10130 [Rhodovulum sulfidophilum]AB16
MKEMTEPASRSAGRRPEGVEILRGLIEKIVLSPDADAANEHVIELYGELGSIFSLCGNGLGTNANARGVGAGVRQVTMVA
GARIGHCFIPAQENDVSSRRI
>MBL3561121.1 restriction endonuclease [Rhodovulum sulfidophilum]AB16
MKTVTSSGWNPGNPIEIASEVYEKQVVSWLRSAGQELQSFTVSHLEKIHGRGGEYSIDGLVEFEIFGGTKICVLVECKRH
RRPVERDVILGVHAKSQAIGAQKSIVFSTSGFQRWAIKFATSAGIALVIFVDGKLTYVTRNREPLCEAGHPPDLPDFAGQ
MIWSEGNRTSISTIADDRTNPLAEWFRSESNGRFR
>MBL3561122.1 hypothetical protein JMM65_10140 [Rhodovulum sulfidophilum]AB16
MTSGYVSLSRRFLEVATGDFENESESIWASLSTREMGKTWADILSNDVSVLLGTAGSGKTTEVRQQVTRHLEAGQDAFLL
RLEALQDGNLVGSFDLELENQVEHFEEWKRSKRGGFLFFDALDEARLPSSRNESALEKALDIVSREVGRRRGPLHILVTS
RPSEWLGEGDVRRLTRFIKQTRDAKQDLGRDDPTHRIYRLAPLTSGDIEKIAISRDVEPTDFINAVNAHLSTALIQQPLD
AHLFLDVWKKAIDEGRSPDDVFKSRLQVMRDLVAWRLFGRSENKDQLNIDIHRARKAAAKLAAFVVLSGKQDFSVLPLAA
GDVMNAANILSTDVEAWTPTEVRQLLACGLFQPSVGGRIRFAHREIRDFLAAEHFDESLRARAHSEETIAPLLAEGLGRR
SIPQSTEHVMGWLAALNSSAKAVVVNVRPALLIETGDPKSLSVGDKEIALRHQARLYHELRFRGEWFYHDDVKRFTHPDL
WPVVDELLEESSSPELTDFLITVARFGQMKPLAPKLAGLIRNPGIGYRSKAEACAALDQIGDQTFCADVLSEALMAKPPD
KEDSDSASNWNMFQLQALKYGFGKAALLDGINILSRIQRERSNYSSATSKYLIEIVEDLPKHQKHNWLSILLRFTFSGRS
EDRYLMPNASARYKRFLPAIIYLTSELLREKDLPPDDDNLLDAIEMAMGKDDGIDVFGRKAPTQQLAEALRARPDVKHAL
VQRRVDLFSDGVQKHRVPFGVIYPLEFGEKEEHGEIFDQSDVSHYCELASETIDRSERAFLLDLAHTILVNIRGEDHSNA
LRVFRRCLKKYGDDDQRRKFGVRGWFRRTKSRFQNLYRYDAHRWFRGKKIAIRSWKAARKNRKFFTSNRKNLSTGRFNNS
IATWLFNISPNDLGSGTIRAVREKYGSEIAHQFSDGLRRYWKANDTSYAERRTYLGQIGLAGINLDYSFGKLPGDADLAR
RAFRYAFHELNGFPEWVDELAQNFQSQFCSEIKAALLVDFMTERSDDDHHVSDCVRKIAYSDIRTRSLVAPMLLRMMMRV
LPKNRCDRMLCLDIVARARSVEQNRLSRFLASGYRAALTRFDFREAWVWLDGLMNANSSAARSVLVSTFGDLQSMGQRAL
FFEYLGREGNKPALEEGSDPVRGEYKQDAILVEWLVQASFLAWPPEKDLHHESTYSPRKEDHAESNRINYTSMLVAFQTL
DVVKAFERLAKTKTLARYRDTFLYQIELMKRAAGRRPLFSPDEAIQFLNEQSKAPATVEEFRKLCQSHLATLLERLHTSD
DDESAFFRRGEAKEGDLRNWLAARLRDAGERYYTVIREQEVAGEKRPDIRLHSRVDALGRVSVEIKLADMTHWTGDQLVN
TPGEQLSKQYLLEPSSHTGIYVLVNAARPRKVERDKKTKKVKRSAFRKSVDGKAVNFAGLVALVEDKCAEVNDSLFDGKM
VIAVTRDISEKPSDSM
>MBL3561123.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB16
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADLDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTEQLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYYFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRYEAEGDIVALGAGLRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYLLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGTHDRPYVLPEHKTKSVLRSDSHKSTGHNE
ISFEDATGEEVMFLHAQKDQMSRILNNRGARIENSSVETVGNNRLVSTGNNQQEMIGGSLNRTVGGQLGSLFGAVGAVAA
AGGQDALAGSEAVGSKAVTAFAASFAAAGAAIEAAAGSARARFDAAGNHRAVGGAEQAARTDSIASLLSDVMPIGGVMMT
MVEKFRSDTIGLARTEQIGAYKNTSVGHTMTVNVGQEFLINCGKSKFVMDAEGNVTIIGTKFNFTASGHVQINGKVIDLN
>MBL3561124.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]AB16
MAIPKEGSRDTSEGLIVSCTPDVCKTPVGSSLVPIPYTITAVQGDDANTAATVRMTGLRAHNTGSMTTCCTGDEPGTGTG
VKSGTVGAICEPKGHSGSVRIEGKWAVRHTDEWWMNKRNTVGKLTYVKSTEAWGPTPAVERAQNPKLEAPE
>MBL3561125.1 hypothetical protein JMM65_10155 [Rhodovulum sulfidophilum]AB16
MPGTLTIGQLIAQARTAPAASVLDSPLLNRVARHPAIKMALLLQSANADIATILNNPGYRTITGLLNHPAAQQIIADSNL
LYGRQTGLAGLKSLFTPGKYGVKFDSSELLPGLSDVLGIAAGHPVDAAAVTPEEAASILDGYQAREEEEETARSEVTAGN
VRVAGTGNDKDPCDELCEIACGCLADRGTARTYQQCVAEELQRRYYKGRRPQGPDADGPRPEVSYKLDETGTYQPVMSRN
DAAYPTSAPVVRGAPRPDVSWWKDGKLWKIFEMKFPGDGYTSAQRGGLYQVIAEDQDADLEELDVGRDCDCSTGRAKPGK
C
>MBL3561126.1 DUF3396 domain-containing protein [Rhodovulum sulfidophilum]AB16
MIPTTLTINNNLEAEAVLFVKNDANRIATRLGGVLKLYFINDDPEKRDHLFKIAEEYMAYPDCAVTHFMTNEGRRNKLPQ
RNRVPDYFLNKRSDPEGFDADVDIYEDLGCDYYSVPCWHFMGTVFGADFRPYKLSGIEAHFPPQLMTRDSAKLQKLALGW
AERLGALHGSFGFGVLGTPGSETSTEAYWFPWLSAYPAVDQGSLGVYWAASRRGGHELPFTSNWLTFLGDANIARLGGKG
IIRADLRDQMALLPFSGGAAIRAYDVPALGNKASGGVPEGYRTAARIIKPIRFEGYKRGIIKTPREWGYSREQDLQVTLD
WVRRFD
>MBL3561127.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB16
MLHDNNTPLVAIGFEQWKPDGTPMSCIAARCSLVLHEGAVHYGGTQALVLADEFAGDPHREPMLKTGDLVPFRPGADITV
IGSAHAPDPTREFEAAIRVGPLTKRIRLTGPRHWVHDGHWRLSEPEPVTEVPLSWRLASGGRIVGDPDGDADPRNPIGAG
IVHPLYTSEKLEIPAPQISSSEHPLSLDPARPADPEGFGPVPPWWQMRARHAGTYDRAWQETHHPLLPADFDYRFYQVAP
PGLQLAGYLAPGMMVEGEGLLPGAARFRFRLPDLMPFAKFSFTDGREVTARLNLDGLHLDLREGIKFDLTWRAWIPSCPA
FYRIDLELGRWDEVMAMGLPVPGAEGLEIA
>MBL3561128.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB16
FSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRASSQPLVSTHAELGI
EMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MBL3561129.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MBL3561130.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTGPATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHGAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MBL3561131.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MBL3561132.1 host attachment protein [Rhodovulum sulfidophilum]AB16
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDLDKDIVGVAAADLPRHFEDVIVF
>MBL3561133.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKKENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MBL3561134.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB16
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MBL3561135.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB16
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAEIIALVLPPPSRDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGAERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAALAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPGDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDSDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASSRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAVGGETTPGA
>MBL3561136.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB16
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHRGEVWVVSGDYKPEPDGLSDPFEPVRCHTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGLDA
GIVATAWEGETTEGDAE
>MBL3561137.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB16
MADVHVTEPIHPDALALLASAGLSVSCGWKDDDPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMLLLALTRQAVAMDRVARAGFAGFEQLAPLELSGMRMLILGFGPIGQRVAQLARAFE
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MBL3561138.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB16
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MBL3561139.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB16
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MBL3561140.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB16
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPD
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVDEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQTFVARCRTENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MBL3561141.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MBL3561142.1 extensin family protein [Rhodovulum sulfidophilum]AB16
MRRPGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGAVPAEAVAVRPEARPATVLSRVMNGPRRARPEAAAGRGLDRSL
RPVPRPSDLLAKLAAAGPRSQPSAVSTPRRGVVCGDPAIAGEMIAPIVSRIAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRYWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MBL3561143.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
LGSFDVDAEGQPSGSLTLRASNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLGPVPLG
PAPNFRLR
>MBL3561144.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB16
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGVNP
FAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGA
WRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGDSPAIK
SVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQKKGRF
ELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILL
PPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACHQGTCL
SAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAGACPAGFGEPPVAPPAGRPPAAFTPEPQDERARLVDAMERA
GWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>MBL3561145.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB16
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MBL3561146.1 4Fe-4S binding protein [Rhodovulum sulfidophilum]AB16
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIEAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MBL3561147.1 hypothetical protein JMM65_10265 [Rhodovulum sulfidophilum]AB16
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAASCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAAAERAGADLARGLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>MBL3561148.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB16
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MBL3561149.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB16
MKITVRDTTKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MBL3561150.1 SIR2 family protein [Rhodovulum sulfidophilum]AB16
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGKGDWGLVQGVSRHGEWSEIWTRAYDTAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLEELGIERLDLPLAGLAEALATTA
>MBL3561151.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB16
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESRQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MBL3561152.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB16
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYRPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MBL3561153.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB16
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLSIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MBL3561154.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB16
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPGTGWPHMAAMAALALVYTAGGIPAGARALHALRTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGDTEEVAVADLAPCDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPNERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGAELGIVPSEIHAELRPEDKLRIVAELTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALSRRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MBL3561155.1 transposase [Rhodovulum sulfidophilum]AB16
MPAHVTPDFSRPGPPTDNGFIEAVTGNLRMASVNARRFISPADAREDPEDRRRHNTENRKRARIQAMPHPDGAAGLRLED
KRSIPVTGGPAPRHRTPSRGRWP
>MBL3561156.1 hypothetical protein JMM65_10310 [Rhodovulum sulfidophilum]AB16
MSTCRECGKVLSVFGSDGDTLCELCDMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MBL3561157.1 glucose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB16
WVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARL
PAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLVAARGHEPELARHHRLLLANV
LAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINS
FDQWGVELGKELANSLEPLLAGGARPETLDGSTMQLLDFIAAAG
>MBL3561158.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB16
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLRAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MGRRMEAARG
>MBL3561159.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB16
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFIALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKVEDRG
>MBL3561160.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB16
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MBL3561161.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB16
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MBL3561162.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB16
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIACISPFAGPWAGVSALVKSYPSP
>MBL3561163.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB16
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MBL3561164.1 DedA family protein [Rhodovulum sulfidophilum]AB16
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRHWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>MBL3561165.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB16
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MBL3561166.1 LysE family translocator [Rhodovulum sulfidophilum]AB16
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGLFAAAARARLLASARVMAWLNRSFAAVFAGLGLKLAFEKA
>MBL3561167.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFASRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MBL3561168.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MSDADTLAVYAARAEAYSAIHHGRVAQERLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVSALDACPEMAAAARTR
YGIKVEVAGFADLEAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MBL3561169.1 ribonuclease HI [Rhodovulum sulfidophilum]AB16
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MBL3561170.1 acyl dehydratase [Rhodovulum sulfidophilum]AB16
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRPRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>MBL3561171.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MBL3561172.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB16
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVALLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MBL3561173.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB16
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MBL3561174.1 hypothetical protein JMM65_10400 [Rhodovulum sulfidophilum]AB16
MLRILALALSLALSACDSPGMDYAGIPPVRIEVDGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>MBL3561175.1 transposase, partial [Rhodovulum sulfidophilum]AB16
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFI
>MBL3561176.1 penicillin acylase family protein, partial [Rhodovulum sulfidophilum]AB16
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHEVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDSEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGIIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIRSA
>MBL3561177.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGEA
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQNLGGARWDTSSLIKRLRAMG
>MBL3561178.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MBL3561179.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MBL3561180.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQ
SYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MBL3561181.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB16
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKRDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MBL3561182.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRGLGLGPAVLVGHSFGGAVALAWALDHPDRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATV
>MBL3561183.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB16
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MBL3561184.1 hypothetical protein JMM65_10450 [Rhodovulum sulfidophilum]AB16
MRGLKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGHGAYAGGRAEGGQDVIFYVFCARGGERLLQLDGVGGEAGPNVLSLIIDGQGFPVTFGGGHDAGMLARLPPSAPVLG
ALQRGQMLEIRSGAGQGLGLGRFPLEGAGAAISGALALCR
>MBL3561185.1 ATPase [Rhodovulum sulfidophilum]AB16
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDAEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIARAIDRAPARR
>MBL3561186.1 hypothetical protein JMM65_10460 [Rhodovulum sulfidophilum]AB16
MKYAVGAAALAAVTTGPALAGGIERSVPSVGILFEQGNYVELGFSRFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADIAYPAGTGYPSLAGASADVDALGTTLMMRYEMPSNFSVIGGVRSLRTSGSVDLPQVASYRLDSS
TETDFGYLIGVAWEKPEIAARIALTYYSSITHDFTADESFTFPGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TDWSSFRITTPKYEGIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAVLFGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSTPTRFDGNDGIGVGLRVGYYF
>MBL3561187.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGASPPAGRVND
>MBL3561188.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB16
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MBL3561189.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB16
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPEEDRIDLLKGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLELVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MBL3561190.1 cadmium carbonic anhydrase [Rhodovulum sulfidophilum]AB16
MAAADPAALGSAHHGSAEAHGAAPAASVTADGICRGFGPQAPRDISAPAGRNARIFNMAPPAARMNLCNIHTHTNAEHAG
PGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVE
AQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLH
EWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MBL3561191.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGILLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGMPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTIALPLLLARTRARLAREAAAAPPPPG
>MBL3561192.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MKVAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MBL3561193.1 YdcF family protein [Rhodovulum sulfidophilum]AB16
MWRLAAGASGSGAEALGGDAFFVASRLGWALLRPDTLILVSLGFGLFLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRA
MAGLEAAYPVPAIEGRPVAGIVVLGGGEEPAISVARGEPTVNEAGDRFLAALALSRRFPEAPVLFTGGSGPIRPAAIPEA
NVAAALLLRAGLDPSRLILEDASRNTAENARMAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPG
FRTSPGLPENLGLLTLTLHEALGLAVYRASGLAADPLPEGCLAG
>MBL3561194.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MSPGPQLVLIGGGHAHALVLRGQPLPSGLSVTLIAPSPKAAYSGMLPGFIAGHYPRAALEIDLARLASAAGARFVIGRAE
GLDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGHFADRWAGFLAGVAAGHNAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLSAIGRAGIALRTGGRIARIGAEGVTLATGETIPAAFVI
GAAGARPQGWLAATGLGLTDGFVTVDRTLRSVSDPRIFAAGDCAHLSHAPRPKAGVFAVREAPILHRNLIAALTGGRMRA
YRPQRRYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRDFMRRFHDLPPAGRP
>MBL3561195.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB16
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRADIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MBL3561196.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDEQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPADSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLATA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDAPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARG
EGVIVNEQLWRRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVTALRSAI
EDDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMHLFPQDWLWLGALALIAAGLAAAWPAWRLARLAPVHLLKV
FADER
>MBL3561197.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASERRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSALLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MBL3561198.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MBL3561199.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB16
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MBL3561200.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB16
MHDHAPSDSSHPSRNDSGEASPLCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGHAHGAHADHHSHGHSHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGWVW
LDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPRPA
AEYRGRLSHLGRLSHVTIEVEAV
>MBL3561201.1 sodium-coupled transporter [Rhodovulum sulfidophilum]AB16
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MBL3561202.1 hypothetical protein JMM65_10540 [Rhodovulum sulfidophilum]AB16
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSPGH
>MBL3561203.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MBL3561204.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB16
LPKVLHNLDQNLHHERFGAGGELQLTDAIAQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRD
MFARPEAAE
>MBL3561205.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB16
MTSAQSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRHDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMARFWSRDWVPAAP
>MBL3561206.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEAHGVSVA
LCEADIERWDWAPDAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MBL3561207.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB16
MDQPIPPSAKSAATPPGTEEKETAQAAQPPVDKPAAPASAPLRSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIAHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>MBL3561208.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB16
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MBL3561209.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MBL3561210.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFELVEVATTITTPMGVYSDKIDDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MBL3561211.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MBL3561212.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MBL3561213.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB16
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAAPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLEDRISADTAMWGAVID
RVEAKP
>MBL3561214.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB16
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAAAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MBL3561215.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB16
MTTWEGLLQGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAAWTG
>MBL3561216.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB16
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MBL3561217.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB16
MAELGADPGDVEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAALLEL
VKQGQLELRQAETFAPIQIRRKPH
>MBL3561218.1 glycoside hydrolase family 3 protein, partial [Rhodovulum sulfidophilum]AB16
LAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGLLAGGVLPVVK
HIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIATIREDIGFTGFLM
SDDVSMQALSGSIGDRARASIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFDAAAAASALDG
MLGKIAHG
>MBL3561219.1 transposase, partial [Rhodovulum sulfidophilum]AB16
HRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILSYVHIYNSQLPQSALRARTPIDALKDWQRQRPELFRRR
VYNHAGCDK
>MBL3561220.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB16
MIAIILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MBL3561221.1 cold-shock protein [Rhodovulum sulfidophilum]AB16
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MBL3561222.1 arsenate reductase [Rhodovulum sulfidophilum]AB16
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMREDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MBL3561223.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADGFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>MBL3561224.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGHMWRLRYALEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEDCDDAPVADCIARFDGLDRYEARKAIVADAEARGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWTA
IVPSVDGQIVNAQVNVGAGISAEKAKAFREKHTKEYEEEFGATLSRNGYLTAQICAASLDEAKEKVAAIWKERRGHVPVL
REVDSEPHDWPDPSFERDGICETPMWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMM
MQLAVVDQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTK
LWNATRFAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPL
LMDGSEAQKAETRATMAWVIDQCLILLHPIMPYIPEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEI
RSARAQMNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAER
ARLEKTLSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRDLVEAKTGEAAKLRGALERLAELG
>MBL3561225.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB16
MERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAMDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWAEGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVEAFTPFLAAEMG
VELSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MBL3561226.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB16
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRTHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MBL3561227.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MHLELRHLRTIKSIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MBL3561228.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB16
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNS
>MBL3561229.1 hypothetical protein JMM65_10675 [Rhodovulum sulfidophilum]AB16
MRLFLRDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAVGVVELGEFGRDD
>MBL3561230.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB16
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGILHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MBL3561231.1 hypothetical protein JMM65_10685, partial [Rhodovulum sulfidophilum]AB16
SVRAQGGAAVAVEGLLEPAALKDIEGIAGALWWGDAETGRAYALALAERDGPILPLIAGMPDPAHVWLERHLCIDTTAAG
GNAALLAEAGSA
>MBL3561232.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum sulfidophilum]AB16
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MBL3561233.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB16
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVAFDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEDLDKMEAELRDTLASAKSRAPGAGAATEV
>MBL3561234.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MBL3561235.1 hypothetical protein JMM65_10705 [Rhodovulum sulfidophilum]AB16
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIIYVLAAVYGSVVASASGHDLPEW
ITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGWF
GEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MBL3561236.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB16
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSAIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPSEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MBL3561237.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB16
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MBL3561238.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB16
MILCAGEALIDMLPRTSTEGEPAFAPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALAASGVETGLCPRPAR
PTTLAFVTLVEGQARYDFHDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMVAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALDRAALAEGLPDSVLKAALSLAIRAAALTVSRAGATPPWMEELT
>MBL3561239.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB16
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAGALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>MBL3561240.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]AB16
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLSENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QVTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLV
QIAEHRTTLVFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
ETDALFDEIRSAGPYAGLTRAGFDACLDFAATGGYALRAYDRWQRLKQTPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILELLN
APDWPGLPAHTADWLKLQRRLSRLPDPGRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHSAFAKWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDTAAARLMAEAGLA
>MBL3561241.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB16
MTGYDFTLAGALLTARASGALWWQDEALLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPDPAVRRLSALMAGRHWIWIAGNHDPAPVAPGGSALAETRIGPLHFRHIATPGEKSEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMGPEALAVLTGQKALAFPMRS
>MBL3561242.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB16
MNATLIDGKVFAASIREKVAAHVARLEAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDIDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MBL3561243.1 chorismate mutase [Rhodovulum sulfidophilum]AB16
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGKEPR
>MBL3561244.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB16
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIECLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQVEGLF
>MBL3561245.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB16
GTTGLRALLLDDEGQPAGSAGRPCAVAYPHPGWSEQDPADWIAALEGAMAELADRFPKALARVRGIAVSGQMHGATLLDA
GLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFARIAKVLLPAGFLNLYLTGGAVA
DMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAAAACGTGALA
EGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAALGETLRPPGR
VRFLPYLSGERTPHNDAAIRAAFTGLGAETVRDDLVRAVLEGVAFGLRDSAEALRGAGAVPAQLLAIGGGARSRLWLRMI
ATVLGVPLEVPEGGELGAALGAARLGRVAATGTAPETVMTPPAIAATLAPDETLAPAFDEAYRQFRAAYPGLRAIQ
>MBL3561246.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MKPPPEDQAQTGPETLPERAFLEGVAAVLGCGQVALLYPDPAANGRLRVTAAAPVGLEGRSFPAEWGLLGAWRQDDLKKN
PGLTEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSARALIHALPGGPDARMATARARPAAAPE
ASPNAACGLCDSALPSSVDGGQAALAGTIASIGTQFDASRCVLWQYRKRTFRPVLIWQPPDTQTGPAQIPADAEMAAFLA
RRIETFTSMRPVALEDEAALGRLGISARLILPFRNDTELGGVLCIDRATGQRPFARRDVALLSCLTDAVGLLVREQETRR
LAEAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRRSVRGRIDGLLGFRPEDCLPPATAEAIHALLDRAEA
AGFAALPELVHPPAPTAGPKIYTLSAATHASAPAQASPGYVLVIRDVTEEIAQRRERDRLGRVVEHMTREVFLTDSSHRL
TWANRATEDHIGRPADRLVGLSPRQAFGTVWSDATRLDQACEQLEADNGFAGEAAFLDHGGTKVWFDIAVTPLCDGSGGR
EGWMWILSDITERRRDKDRLAQIARRAREAEERVVQAIETLPDAFAFFDSQDRLILFNDRYRQFYPRSATAIELGQTFEA
ILRYGLAHGEYPGDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRL
AAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDTTAVFRKRTWTELYDGETPELMTRTALPALDTRGNWRGEVWYRRPDG
SRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGI
VGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVA
LNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSLDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSA
VDCGSGLAILPSIVGKNGGAIALTSDGASGARFSVFWPLDSDRNVAPATPDGPRRRSRPLSGRLDGHMVLVTDDNPDVLR
VISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHS
GREFAAVLGKPISSADLLAAAETAILDR
>MBL3561247.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB16
MFLVFLLSAFCCAALLLTRPRLLSPARRDDIAAVQASHRRPTQRSGGIAVFLALAAGSATLPGDILPAYAALIAAALPLF
VVGLLEDIGHPMTPLRRLAAATASSLLATALLWLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFLIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSIILLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFVSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGFYALLFGLTYILGIRMLKRPKRIAGASEPVTPGAGI
>MBL3561248.1 hypothetical protein JMM65_10770 [Rhodovulum sulfidophilum]AB16
MTEKFVHDLANLVAVIDGSARMLSGELGGSAHLHRILEANRQILAIMETLRAAGRKEIRHRWVDLGCLLRAAADLVQAEW
PEGIRLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTPGRAPEGRVLLSLRRQCDRPGDEDRVWYEFCIVDDGI
GMDADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIHELGGRISVETAPGQGTAIRISWPEIFQ
>MBL3561249.1 hypothetical protein JMM65_10775 [Rhodovulum sulfidophilum]AB16
MIAFVIWVCVGVLNMKRFASERTECGAERIGMSERGRHPGPISSIVIVCVPAGWLTLISALLLGHSLLAAVAAMIAAMWG
LFVLALAVFLLADALETRGVGRREGDAVLE
>MBL3561250.1 hypothetical protein JMM65_10780 [Rhodovulum sulfidophilum]AB16
MSRRPDRSDAAQVRPVLARAFRGYRVPLIDIGLRPGLRLVWLQRFSEGRSRLIAWLRCAGLDVVTVPGLDPAQEEIEGSG
RYLAAVIVSAEDFAGLPLAEGLAALLRSASEFHLIVQVGPAAPQAAASGRLARVFTARIRSSGVSK
>MBL3561251.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MRANGAQSMLYDAVSLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDVIEWQRAKWGRLARAVLRASEWAAVR
FSDEVIADNAAIARHVATRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVF
VGNWDASAYGRALKARYGAHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETT
ENAALYFDTPDDLIRAVNTLAKRPDAAA
>MBL3561252.1 hypothetical protein JMM65_10790 [Rhodovulum sulfidophilum]AB16
MANLFVTIDRTGRFALTQLFEKADRNTAREALEHLLEVVPYRIRTILTDRAIGAPSAE
>MBL3561253.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB16
MFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSRNIASFSQPARPPQPTTLPPARAWDYRIGVGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVPARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYKVNLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MBL3561254.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB16
MKLRILTVCTGNICRSPVAAALLQALRPDAGLSSAGLAAEPGRAADPLTAEVALDLGIDLSGHRARRFSAAMGREADLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGATGIPDPYGKPRAWHESVVDAILRATESWAERL
>MBL3561255.1 acetyltransferase, partial [Rhodovulum sulfidophilum]AB16
MTEPYPRSTTPPAATTPQQDDEIDLSTLFASVWAARGAMLKGAAAALVLAAVMLLFSTPSYRATALLQLEERSNQLMLPT
DMAELLETSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLVGGVLARTGLGLPQIGFLTRYDTGDAGIAL
>MBL3561256.1 DUF2478 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MTETGDEAAFRVAAIPLSPELSVDALLATVEATLRAEGARVAGFRQGRGADGGMAVEDLTGGGVFSISQQLGTGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEW
>MBL3561257.1 energy transducer TonB [Rhodovulum sulfidophilum]AB16
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEEPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MBL3561258.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB16
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLLEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MBL3561259.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB16
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MBL3561260.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB16
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>MBL3561261.1 hypothetical protein JMM65_10835 [Rhodovulum sulfidophilum]AB16
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIGRAVFETVLIDGQGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MBL3561262.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB16
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MBL3561263.1 DUF533 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAQRAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MBL3561264.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB16
MATASPATGTPRRSALPNARDVTPLWRPSPNCGARRGGARPDMVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRV
FQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWD
PGPRFDWRRLARQGLAVWPEVQASAGPAPDETAFRTAATAFGYGAGWETGHVLDALRQRFRPWATGPLAAADMAVIADLA
RRFPVDPGPAGA
>MBL3561265.1 hypothetical protein JMM65_10860 [Rhodovulum sulfidophilum]AB16
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPNSAVESSDGAEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MBL3561266.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB16
MSDLTRLTIAEAREALRKGETTSVALTEAFLAEVEGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDQKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>MBL3561267.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB16
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRREDVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MBL3561268.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB16
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MBL3561269.1 hypothetical protein JMM65_10880 [Rhodovulum sulfidophilum]AB16
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALSCPPRPDHKARHRP
>MBL3561270.1 hypothetical protein JMM65_10885 [Rhodovulum sulfidophilum]AB16
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYIFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDGLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MBL3561271.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB16
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MBL3561272.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB16
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCASAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MBL3561273.1 rRNA pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB16
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAPVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATA
>MBL3561274.1 DUF2783 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
SLANHVGDREALTEALALARGR
>MBL3561275.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB16
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRIVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MBL3561276.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB16
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MBL3561277.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB16
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MBL3561278.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB16
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFGMAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MBL3561279.1 light-harvesting protein [Rhodovulum sulfidophilum]AB16
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MBL3561280.1 light-harvesting protein [Rhodovulum sulfidophilum]AB16
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MBL3561281.1 protein PufQ [Rhodovulum sulfidophilum]AB16
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MBL3561282.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB16
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MBL3561283.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB16
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MBL3561284.1 hypothetical protein JMM65_10955 [Rhodovulum sulfidophilum]AB16
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPTAEAVAPARELEDA
>MBL3561285.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB16
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MBL3561286.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB16
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MBL3561287.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARSDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKIFATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRIHRPFIASVVVGCKPGAT
>MBL3561288.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB16
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MBL3561289.1 NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB16
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGARLSD
YVTLHREKVLARHWWPDGSTLDLFASREAKIG
>MBL3561290.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB16
MPADPPIRRSTLSTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHAAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTNAFAGTDADLRARLPDLS
RTIDSIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLSLIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGH
>MBL3561291.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTQFPKRILVTGGAGFIGSHLCRTLLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARALLGWSPAVGLETGLRATLDRFAAEGLSPAPE
ACPVLPAIPAAPLDIGLALG
>MBL3561292.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB16
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MBL3561293.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB16
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARSPEAPDLFAG
PVPGKAPYVLRARDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGSALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNTLCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHDPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAVELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVMDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MBL3561294.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB16
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPRGEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEDGITLITQSMLDRRAEA
>MBL3561295.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB16
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAERHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MBL3561296.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB16
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQGDLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MBL3561297.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB16
MGLAAATEAEAAASLDALEAARAARHLPDWLVLDEGRAPGLDVPVAWRIELETGGLIEGRAEDPLPALPLGIHRLSVGAE
ETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLRQALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHR
RRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGLDAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPD
WPAEYRTCAAPAVADFAAANGGAVAFHAWLQFLAETQLAAIREAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGV
SLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALL
AVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAMFDPEIANWPEPVLGSFGSHDL
>MBL3561298.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB16
ARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRSLFMLTNQSGTSRWSYRG
ASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVRAIEAQARRKKPSTGEGL
ATKRRTEQKRNV
>MBL3561299.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MBL3561300.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB16
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPARPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLVA
>MBL3561301.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB16
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>MBL3561302.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB16
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MBL3561303.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPEWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MBL3561304.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB16
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
LVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MBL3561305.1 malate synthase G [Rhodovulum sulfidophilum]AB16
MSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGAPHDHEAYKAF
LEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPAGGYDRGRGAR
VVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVELVFDRTHPVGA
RDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFVAPDGTPCTVK
GRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPEEVAFADETFT
RVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIKRKSWITAYEN
LNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQAGLKAGGRRA
HVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQHIANWLHHGVV
SEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAELAAEG
>MBL3561306.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB16
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MBL3561307.1 hypothetical protein JMM65_11075 [Rhodovulum sulfidophilum]AB16
MAQTRGLGLPCGSHGPAQQPGRSDDLQSRAETLCITDKTGSQIKRKLGPRSVTDMIHLAIATGPSTGSTGAKSRGRAAAT
>MBL3561308.1 hypothetical protein JMM65_11080, partial [Rhodovulum sulfidophilum]AB16
ARSLATSEADRAALARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGALQRAAARTGDAALQRDAATMSAIVDQIQTA
NTRLLTTLRPMTASQLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVE
VQSQDQPGQAEILCLTVEDDGVGLPARAVEGGGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MBL3561309.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB16
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGAGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGAATGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQELLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MBL3561310.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]AB16
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTLFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGREAGTDPGLLAALARAAALCNDAV
LHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRTRRDAIPFDAAHRYMAVLVEAPEDGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEKLAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAAAGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIATAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQFAVTYLPLLQPVFGTRPVPLEDGLLIVGIGV
VFFALIETEKQMRLAFRRGQHGT
>MBL3561311.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MRLFALLSLFCPAVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQAAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLLVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLATAMPQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAIEGR
>MBL3561312.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQHPTDQRLASFLQGYRERNSLDF
>MBL3561313.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MMLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MBL3561314.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MBL3561315.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MBL3561316.1 HutD family protein [Rhodovulum sulfidophilum]AB16
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSVPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTADGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MBL3561317.1 urocanate hydratase [Rhodovulum sulfidophilum]AB16
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRAQQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGDRHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MBL3561318.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDIDVTVPDTNRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MBL3561319.1 CoA transferase [Rhodovulum sulfidophilum]AB16
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFRESESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYAKAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWSGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHANARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MBL3561320.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB16
PRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRLSVDEIKELLAQEI
ARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGERAGVPVMTAP
QGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFR
KLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>MBL3561321.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB16
MLDNLAEEFSDPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNPGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MBL3561322.1 EamA family transporter [Rhodovulum sulfidophilum]AB16
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MBL3561323.1 septation protein IspZ [Rhodovulum sulfidophilum]AB16
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGRDG
>MBL3561324.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGGPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLDLVAARPGVQKGRALAAERKADLSTDRKAQAMLFRRG
>MBL3561325.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MPLIQVNAAGERPEPQGGEARLGPLLDRALEGLAPRAPVAVLIHGLRFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLIEAIRVRAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MBL3561326.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB16
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETRAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MBL3561327.1 GTP cyclohydrolase I FolE2 [Rhodovulum sulfidophilum]AB16
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADDAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGTTFAADSLDPKLFSTLVHGR
>MBL3561328.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB16
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSTFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MBL3561329.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB16
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTQPTPQPDPATAAPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYKAQIARLGMTPVDEPEAGIRIEMPMG
LVKFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVLT
TTNGLNSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGA
LPPAELSRRAADMTVPVSCWN
>MBL3561330.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB16
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MBL3561331.1 glycine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB16
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSHRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKS
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEEWREALTHVTFQSALGSQADRIGRIAALAREIAPKVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPSAPVSVAVALADKLDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLVLTNGLKVSLSELIQEARETSIQKWSTRKTAELTTQLLNDYSAATQTIAELRALRR
>MBL3561332.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB16
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFS
>MBL3561333.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB16
MKLSDFDFDLPEALIATRPVRPRSAARLLVADGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGAEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAADAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
RARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MBL3561334.1 hypothetical protein JMM65_11210 [Rhodovulum sulfidophilum]AB16
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRFEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKIAL
DPFEAEIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLAHRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLSDVVSETLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAGSAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAP
DTPPKLDLSSDLTGLGLRLDAVGWSKPAARAGRLTLEASLGETPAVERLSLEAPGLSAEGQVSLRPGGGLDTAQFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAVALDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MBL3561335.1 peroxiredoxin [Rhodovulum sulfidophilum]AB16
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGTGRIARIWRKVKVPGHAEEVLEAVRAL
>MBL3561336.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB16
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MBL3561337.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB16
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTASGKPAEGAPKA
>MBL3561338.1 acetyltransferase [Rhodovulum sulfidophilum]AB16
MENLRPSTAKDMPRVLDIWRRAVDATHGFLAPEDRAAIERELAAFLPTVPLCLAVDDADVPQGFMLLHQGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAGSAA
>MBL3561339.1 superoxide dismutase [Rhodovulum sulfidophilum]AB16
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MBL3561340.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB16
MSEPVTALGGASIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MBL3561341.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB16
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLGDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLKRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MBL3561342.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB16
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPQELLEKIAAKVPGFDPEART
>MBL3561343.1 hypothetical protein JMM65_11255 [Rhodovulum sulfidophilum]AB16
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MBL3561344.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB16
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MBL3561345.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB16
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAEARRLIGLAAITLGTGLVWLAQSLWG
>MBL3561346.1 protease modulator HflC [Rhodovulum sulfidophilum]AB16
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>MBL3561347.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB16
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MBL3561348.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB16
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MBL3561349.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB16
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTVDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MBL3561350.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTGRRMSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMER
DGLILREPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPGDRARFAGLLQTVIAGLREGR
>MBL3561351.1 hypothetical protein JMM65_11295 [Rhodovulum sulfidophilum]AB16
MTTIPTEKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIILLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAATQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MBL3561352.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB16
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIRTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGDGTRPLPYPFASAGDLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MBL3561353.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB16
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MBL3561354.1 phasin family protein [Rhodovulum sulfidophilum]AB16
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MBL3561355.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB16
MSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNP
LWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLE
NLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQYSPTTETVHATPIMIFPPWINKFYILDLTPQKS
LIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKVNAVGYCIAGTTLALTLALLQKRGDSSI
RSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYW
NGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQ
SGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRWDSWLKRRSGRQVPAREPGADGRPLLGDAPGTY
VMGKKAT
>MBL3561356.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB16
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MBL3561357.1 hypothetical protein JMM65_11325 [Rhodovulum sulfidophilum]AB16
MAQVDLHRDLVKQAADRQQACEATEFEAYVRRRIYRGPQADWLGELELTHLYGACMTLGAAICGAPLQHFSTFGQDQERQ
FCVEGLRVLSAGPDSLWRCMEALKARSRSRRPYFSTDLGAFYTWLRAARGRPELQDLLGCVHAFAVRNYTMKPNKRVLGW
PVPGVRRMSFDTARRQSGLGGALLKRLIGHVDGLSEAQSGALTETTPEQLSRAIDFWSGLRNLKSTAAALNVLPTQVKGL
IDKGILRSIRFGTALRYVYAEDVDRLLANVTALPEMPGAGAYLPLRGHCRNHRIGLVRLITLWQDGKVDGLSRGADLTGL
QAILVPQDVDIEARDIPLAHRDLTVLEAASYLKIGVGAIRALRDAGYLGHATCLNADTNHRHTLITRSSIWDFETRFLTL
GQLASASKVAPIHLARRLDREGVPTVRCGSRHVRAYERSQVAACGEIMRRSRHG
>MBL3561358.1 hypothetical protein JMM65_11335 [Rhodovulum sulfidophilum]AB16
MAETQWPREIWAAQSDPDDADGRHVFSVHATVPRFEGDSERDCAFHRYVDGDIVDSADRYHLEMLTALRARAEAAEAECD
RLRAEPERLREVEAEYRIITETTPDTLTRSFGRFEAEATPAEARLTIRRDGKDMIRLFGRDLIRSSLLGGSWTPDIERAL
RWGLELIEAELGEDLRYRAGVMAAVKLCWRLRLTNDPRRAEWLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRA
SDAFPKPVEDPADEAFRDAIAELVDSVMKEGKTDV
>MBL3561359.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB16
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRNFDRVFGPLPPEAS
>MBL3561360.1 hypothetical protein JMM65_11350 [Rhodovulum sulfidophilum]AB16
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MBL3561361.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB16
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MBL3561362.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB16
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHIGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPDGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKQTHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MBL3561363.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB16
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFAELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MBL3561364.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB16
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLTTDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>MBL3561365.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB16
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MBL3561366.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPRLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAEGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGSEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIAAE
>MBL3561367.1 FAD-dependent tricarballylate dehydrogenase TcuA, partial [Rhodovulum sulfidophilum]AB16
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPAPLWGGNTRHSRNIRLAHDSETRWQRGS
YPAAEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIDTLPPDWAEDRPLRLTVQTADGARRLQAEALVLATGGYGSNPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AGGAARLPPLLYPPLTAENPADLARLCGIEPGGLAATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLADSGSAHRVFAAGASMAGALLGQGYLSGTALAIGGVFGRIAGAGAASLADHGVGHAGPATDKL
RQASAVPALQPAPPQPAAAASEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHYDCQY
APPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGATPGAFYEVIPHALMAGGAGL
AFGGAALVLAVRLWRFWRQTTGPAAQPGIRPLARGLGAALRLTNLGGARGCDGPRGPTGPARRIFHHLLAGGFVLTGLAT
LAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSYRRKRADRRPASARMEAADRDLRRALGIVAGSGLALLALR
DGPAMGLMLALHLGAVLGLALALPFGKL
>MBL3561368.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB16
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPETEAALPAPLA
RIVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRALRSDAS
>MBL3561369.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWAVDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MBL3561370.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB16
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MBL3561371.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB16
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGIAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
DIFEQSPWIAEGAFGLELGPAHNSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MBL3561372.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB16
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDQGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTGGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MBL3561373.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB16
MLEALPITPEAFAPFGEVIETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEAGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MBL3561374.1 purine permease [Rhodovulum sulfidophilum]AB16
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPILFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MBL3561375.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB16
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MBL3561376.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB16
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MBL3561377.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB16
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MBL3561378.1 proteasome-type protease [Rhodovulum sulfidophilum]AB16
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>MBL3561379.1 hypothetical protein JMM65_11450, partial [Rhodovulum sulfidophilum]AB16
MTSKHPQKGKAWPSAYRRASDAALSFTRRAAQGQAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGPLSADGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADAAPDADTLAQLRPPRRPLAAADPKRPRPRPAAIGNGTAPTGPVAAATADLVVAVSDRPRSRPASA
AMASSAPDLAGLRPVSRPLALAEAEPED
>MBL3561380.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB16
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQD
>MBL3561381.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MBL3561382.1 methyltransferase [Rhodovulum sulfidophilum]AB16
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQSVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPDLLCAAAAAFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAKLTDIL
RHGAALSWPG
>MBL3561383.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB16
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>MBL3561384.1 EamA family transporter [Rhodovulum sulfidophilum]AB16
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAVQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MBL3561385.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB16
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFV
>MBL3561386.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVERAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFTDEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MBL3561387.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB16
MPDDSHENDVGSTEGAENPLPRAGAEDDRKVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>MBL3561388.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB16
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALR
>MBL3561389.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB16
MIASGPAAKRPPHIALERVWFLASVWSFVIGWPPSEGNMILRSLVLYIALGLCANAAHAADIATLEAMREGSIKKLVLHA
DPRALPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCPPCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPRAIERFFDD
KQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIGRLMGEADWNSPGAKALLGRLIEGS
>MBL3561390.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB16
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFTDARERMNECPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAAAS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MBL3561391.1 hypothetical protein JMM65_11510 [Rhodovulum sulfidophilum]AB16
MTRGARLAAVPAFLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGL
RPRGAPVRVILGTGGVGLGF
>MBL3561392.1 hypothetical protein JMM65_11515 [Rhodovulum sulfidophilum]AB16
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MBL3561393.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MBL3561394.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB16
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MBL3561395.1 TIGR02302 family protein, partial [Rhodovulum sulfidophilum]AB16
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGRGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALE
VTETVSGREPGAEGAAAASAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEGGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRE
>MBL3561396.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB16
LGLLFQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPEDMAAA
SGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAVELAQ
EFAIDAAQDDQDSASSGGSQTPG
>MBL3561397.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MBL3561398.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB16
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLSGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKERGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
ARTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MBL3561399.1 sulfurtransferase [Rhodovulum sulfidophilum]AB16
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMVRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGAFREWLNAKLPVE
>MBL3561400.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB16
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MBL3561401.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB16
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MBL3561402.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMSLLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MBL3561403.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB16
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MBL3561404.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB16
MSDIDIRKQGRIGRITLNRPKALNALSYEMSLAIEAALDAWAPDPEVGMILIDAEGDKAFCAGGDIAVMYETGTSGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPAGELEALQPRIDALFAGERLLDIVNA
LSTEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MBL3561405.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMSGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGATDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MBL3561406.1 hypothetical protein JMM65_11585 [Rhodovulum sulfidophilum]AB16
MKTTVTLEDAAGSVRIGFRVGAAVNQGDIAAGRFDPGGDGVVNSILWSEAGPLPDFETDMRNVQVGTIGARFDFGVTIGA
VG
>MBL3561407.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB16
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRNAHAAALATGADSEEAMRSVVRLLIEEFGADL
>MBL3561408.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB16
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MBL3561409.1 hypothetical protein JMM65_11605 [Rhodovulum sulfidophilum]AB16
MWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEHHLPNR
>MBL3561410.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MLLEGKTIIITGASSGIGAAAAKIFAAEGARLVLGARRADLLERTVNEISADGGEADFIVGDVEESGYAEELVKRAEERF
GGLDGAFNNAGTTGDMGPIPDMDESNWHKVMAVNLNSGFYAAKYQIPAMRKRGGGSIVFTSSFVGHTIGLPGMGAYAAAK
AGLIGMTQVLAAEHGPENIRVNALLPGGTMTPMAGEDAAVHEVVRGFHALKRMADPSEIAQAALFLLSDHASFVTGTAMI
ADGGNSINKL
>MBL3561411.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB16
MTPRMNYYKAAPDAMKAMRAAEETIKDLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGVSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIERTGAPDTDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQVHTLREARDAAG
>MBL3561412.1 RNA polymerase sigma factor SigJ [Rhodovulum sulfidophilum]AB16
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLSGIDRPARWLSTVVMRLCLDHLRSARVRRETY
VGAWLPDPLIADHASGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGLLVGKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRRFPA
GPCPPLRWINGSPGFVSIEGGVLQTTALSIRRGRIEAIWIMRNPDKLKHLRLQM
>MBL3561413.1 autotransporter outer membrane beta-barrel domain-containing protein [Rhodovulum sulfidophilum]AB16
MTQSWRNVFIGSTRTDGAQTDVTATALPFGNSGVDEHIDVTLQFDRLTLENTNVMVLPGTKNTNVLETGAIEYFILGSAA
NGSQGGGLTLNNAALAFNQNSLIGATQFLMAGPTGSVPFIRAEAGSNTLSIGSQPNFAERVTVSVDGGASLEFTGTEMST
RIEGNLNIAAGGRLSLINNSVLSLLQNDSTQLPRTSVTGGSIDLDGINTELLLTAPEIIDGGINLKNGATLTIRERDTGS
SSISFSGDNLITLDGPQTSIRGNADAPDELMLEIGAGTTRFVGAVAPTLGRGLNVNAISIDGGTLDWDDMVTNNAQQDAI
ESIAIANGGVFQERSSRFGQLEGLVVSDGTLRTHGVLGSYTVNNGINSADFTDSVIDVMGASSIQPGVSAGLRATVINAN
HLSFSGRNRVEIGISPVGECFLSAGACIPGSTRYAGQLVTNVGNDPQANLSGYDTLLFVPHAVNPTATAADYIGGGVNGR
YTVATANSSSALTTHLQGFDAAPMTPTAADLSAAGANLPANLIYTIVNDPVADGRVDIAFHDVGLTNHPQVATGYTPQFT
NTVLIEPDTSNTQAITVSVLPDPVGTDPSVWTVVEPETSNVTTITQTVQVDPDTGVGTQEITTVVTEPDGTQLAEETVSV
PLDTIGGGATQVITTTTTEPSGAHVWTTSVVVPLDPATGTPNTSRFGNLMTAGGGTLTHGTLSTVATLHPEAYASYMTVA
LEHSDYLRNMVLSNAMGRVYGDGRASETLRSGRRIWLDAGVMQGSVSPSGYLSGFDYNLNQLVGGMDLINTGKATLGVYA
GYGAYSFGSHEFASSVDVDTDAYHVGLYGSREWANWSLTGMAGVSWGTTKGRRGVVLAGVSEEHRATFDSQAIAAGIRAE
YRGLPSVGAWRLAPEFGLGYTHYEQNGFVENGAGATALRIQDAQTESLVASVGLNLAGPTSGAGLAPLAFIRYEHDFLAS
DQQVHNITAALAATPGITQSFIGTHRGADALSLGLGLAIMESHSVDASAGVVYTKNTHGEEVGGGLRVTWRF
>MBL3561414.1 hypothetical protein JMM65_11635 [Rhodovulum sulfidophilum]AB16
MDMIYPINFAGHDEWVKSGYALDLAGGDVITRDGEVLGSWRVVAYSPEADDEGGRYEFVLYGQDVVMFTEEFAFLDYRTS
RGLALSTLTRAIKEWHEAQQT
>MBL3561415.1 hypothetical protein JMM65_11640 [Rhodovulum sulfidophilum]AB16
MKMIPPTLDYGNIEFNIRADRKDLLRDLKPLMGLSNEIEDILDPYKAANEAARLARKYKIGKHLAELQADVQDRTLEDKR
FLGLEQKIVISVEKPAPVDLPCCTPDCRRSAVKNSHALQKNGILAALADENGRILQTKITPFSSSDGMKELGVRYASVFP
GYCQDCEQSVFRRAEIQNAEINMENVTLLLWRALCFIRYRRAQEVKARAMVVSKPEMYNISKENEDTFTAAASVFHLKNS
IYSYKMSDRWVNSVGDQVWGSKSELAIASIEFEELPFAGCGVIPIPIGFDRRTHFNIGKFHSILPSLIFTTMLREGHPHI
IFACRRADYWSQGFLKILMTMDRHLLAAYIPQIILGGSDTIYLSKRYWAHEATERDRCILMHSQAMKFPQMVFPFWGAPD
GVSVLRTFGLTK
>MBL3561416.1 hypothetical protein JMM65_11645 [Rhodovulum sulfidophilum]AB16
MFKKTFSTITTAVIAFLTLAGTIAAVTWNAASLKQQFDESQTRVVQLQAQVDTLRGQLDKFRASTVSGDARIGPTGPQGP
KGEPGPQGPRGEPGPPGPVGATSHSDQVALRALIDEMIEAKISSLQDRGGSASKMVDATGTFDLSKCTAIEDIKAGNLVT
VGKGAQLCDETGRLIAEFVNIYTDGYKIRYPGRGTFTNSNDSRIPTPWDRSLYFFVERQSSDANGKPVKSFRFVSED
>MBL3561417.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTNAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3561418.1 transposase [Rhodovulum sulfidophilum]AB16
MREAQILIEQWRRRCNSKRPRGALGYRPPAPESFAPMDRTPTIH
>MBL3561419.1 hypothetical protein JMM65_11670 [Rhodovulum sulfidophilum]AB16
MSEIVKVGLELAKNLFQFHSADGERNAGLRKKLGMAQVLEFFARLPPCPVAMEVCGGAHFPGGRELAKPLPPPISGRF
>MBL3561420.1 hypothetical protein JMM65_11680 [Rhodovulum sulfidophilum]AB16
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDSQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESHADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MBL3561421.1 cold-shock protein [Rhodovulum sulfidophilum]AB16
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MBL3561422.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB16
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGSDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSRDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MBL3561423.1 hypothetical protein JMM65_11695 [Rhodovulum sulfidophilum]AB16
MPAADCDPDSFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATQSGVPASDRDLARACPAAPGVGP
GSRAGLPGRPDVTGENA
>MBL3561424.1 hypothetical protein JMM65_11700 [Rhodovulum sulfidophilum]AB16
MNGFIATAGLRIPGTSPWMAAMLAVGMVASLAFPALAQDGTGTVPANAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGGCVLGR
>MBL3561425.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB16
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>MBL3561426.1 hypothetical protein JMM65_11715 [Rhodovulum sulfidophilum]AB16
MIDTPIDLDGHRSAAGQHDAEMRRRPVNTEPDSGQSRQLNLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MBL3561427.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB16
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGASR
>MBL3561428.1 response regulator [Rhodovulum sulfidophilum]AB16
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALDLLNESTGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPTGSRFLPKPVTSSALEETIRALNAA
>MBL3561429.1 hypothetical protein JMM65_11730 [Rhodovulum sulfidophilum]AB16
MIHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRMALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQVGSPPPRQGAGGLPELSCLMG
VHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRSGTDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAAREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MBL3561430.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB16
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAENWPFDYPADLAEDLSIYRTPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLLQVLRHLGFAARFVSGYLIQLKPDLVALDGPVGTDHDFTDLHAWAEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDGLGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDP
>MBL3561431.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MATRIVVLGGGFGGMYAARALRRKFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>MBL3561432.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB16
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>MBL3561433.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB16
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MBL3561434.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB16
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSVVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MBL3561435.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB16
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARAHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MBL3561436.1 hypothetical protein JMM65_11765 [Rhodovulum sulfidophilum]AB16
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQAGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQSRFMTEADRHGYRIDFMA
VHYYSTDGDVAAFRDWLQAVYRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREFARSD
>MBL3561437.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB16
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MBL3561438.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB16
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIVGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MBL3561439.1 MCE family protein [Rhodovulum sulfidophilum]AB16
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
AGTAPAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGE
ARGIVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPL
DELAGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLAR
ARAVLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MBL3561440.1 membrane integrity-associated transporter subunit PqiC [Rhodovulum sulfidophilum]AB16
MKHRLLPAALVPLALALTACSGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQF
>MBL3561441.1 dTDP-4-dehydrorhamnose 3,5-epimerase family protein, partial [Rhodovulum sulfidophilum]AB16
MFLTIQFVAEDRGKQARSKAPPFAPVRWGEFAGSVVNHSVSAAVGTVRGLHFQAPLHAQAKLVR
>MBL3561442.1 hypothetical protein JMM65_11795 [Rhodovulum sulfidophilum]AB16
MAVHLDGDGAVKWWHRNVAKASYGIGLQGWKRGRIYPDFIFATDGKAGAGRIVVLETKGDHLQNPDTDYKRDVLDFLTQN
FSWDQAVPAGQLQIAMTCESVECALVLMEDMPSKLPSLIGHYPVRMSFSIRGRSAA
>MBL3561443.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB16
MLRLVAATALIAVLAGGAARADEAAETGSLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDSRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATLEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQDL
>MBL3561444.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB16
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAAPAAGDDLKKLPGVGPAMEKKLHE
AGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDMAGKA
>MBL3561445.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB16
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCQGAVTFKKGLKGRTFIS
VLPVAEAAE
>MBL3561446.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MBL3561447.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>MBL3561448.1 GTPase ObgE [Rhodovulum sulfidophilum]AB16
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MBL3561449.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB16
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MBL3561450.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB16
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKDLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDSILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MBL3561451.1 histidine phosphotransferase [Rhodovulum sulfidophilum]AB16
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETYGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRNLSLGHDETSLTLAF
>MBL3561452.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MBL3561453.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAGA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MBL3561454.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB16
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLRVADF
ADRKALALACEEAVRSAAPKL
>MBL3561455.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB16
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALAALIAAMG
>MBL3561456.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB16
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MBL3561457.1 COX15/CtaA family protein, partial [Rhodovulum sulfidophilum]AB16
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFAP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWVLGPAGLLPAPLD
>MBL3561458.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB16
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MBL3561459.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB16
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTSAIIPNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAC
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MBL3561460.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB16
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MBL3561461.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB16
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MBL3561462.1 LysE family transporter [Rhodovulum sulfidophilum]AB16
MACAATFYGVLAMAGLSVFLERIGWLTRSVQIAGGLYLVWLGIQSWRHAGARGSDDGAEGVSMERHGTASFFRGLRLGSL
VNLSNPKGIVFFVGLYAVAVPPDAAILTKATILAASFMVEIAWYGLVLVLLSSPPARAVYIRAGTWIERTIGIVLVAFGI
RLATARA
>MBL3561463.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB16
MEWTIDDTCRHSVLCWLATVDGEGQPSVSPKEIWHHDEDSFVIADIASSGSVRAIREHPRVCVSLIDVFRERGHKLIGGA
EIMKDGTSRFEELVPPLREKAGPDFPIRNVIEVRVERIAPILAPSWRFFPERDADEHMRRSQETYGVRPR
>MBL3561464.1 DUF4760 domain-containing protein [Rhodovulum sulfidophilum]AB16
MEAEIVSIDPLDVFLHLAGPLAILTGVFVSALMIFRQMRLNYVLAQENYKISIRSKSLSYSLYSNEHLRDARIKVEQVFG
PMFAIKEAIPMSEINEKIKRSSDDAKGRHGNDTELYASILTLLAHWENMALSIDAGLADDDVCFEMVASTLIQHVKIFRN
FIEERRARNPRIYDHLMGLRRRWEERLIRIQRSNFQPILTAEKQS
>MBL3561465.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MTNPVSADPRVAAAVEAICVATEAETGLTVLGQGDEGVVVSDGTRIWKLFDRWTAQKAEAAVPVLARLISQGDAGAALKA
PLSLRRAPAGWLLELPHEVSEPWPGGHGPGLVELLADLHRAGLAFRNLHPKNLRVTGETVRLIDFGADLVFVDDPQAQGL
DFHQMCRRAWLCWRWFWRTDLSDLMRRSLSADDLPELSGHEALVKAVRLRLGLCQQDDPLAARASALQPESVLVLAEHDG
AEAAELPCTTARVIRQELDPAADLSEATLATAPFDLTIWRSGRIPTDVAAFDRVLAKLRHVTAPQGRILLEFPHPAYGDR
LRFAGPERLIGCEDRRGTMRSLSERALRRRLGRAGLRLLGRHERCSIEVTRFEPASDLLVLELEIVPVSQVSLLIKACAM
DAEAVLAHVHDFHDALSQGTTPYETVLALDPRQSGFVRAHTDGDLTALRAMANQLLAAGEIDRIVETPEDPSELCALNTR
WFGLDLAATHSSGGAACAALLAGFEACAAPRVLHADLDMMIGPAGPGQAEQDTLADMEAALDADPAAVSASFPIARAVPA
PWTAVDRGRPWRVESRLGLVDMARMRRLLPLPNKEDAGAPQLSWHRALDRVVASGKAHSLRGGGGACGIHPPNNRKGDLA
DWEKRRLAIARRKIPAGQHLHVEWTGTPEDWCLPERNERFILVLCGRNVMPERFRRCWESVLRQRRADWGAIVIDDASEP
WNGDEMAQILAPHRDRVSFLRRRRRGGSLTGLVHAVREICSHGDQMIVTLDSDDHLIGDRVLDRLDQACREGADLTVGSM
LRTDKAAFYPVQFHDLQAARGGNVWQHLRSFRKALFDAVPDEFLKLDGEYVDLATDWAFMPPIAMLARNPVWIRDLLYLH
EPGVARTVERTSTRELIIGRLMERLPSIRGCNPDGSQAWRRR
>MBL3561466.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB16
MASRWKATLRRKDPARLSMVSPKISWYTAAFFAHNPKRKKNNQIEVIMRKSAVVIPTSLRRPELLQRALEHVARQSRAAD
LVVIACDAARHDGLVADLSGEWPDFGGTLHVIANPDAPGLSNTLNVAFRHMEPFLGDDAIISLLDDDDYWSPNYLAEVEA
QFAAGADFVAAPFRHPGEDDPQRPARQPPDAIAPDLFLVGNPGISNSTMSMSFGLLREIGGWNAALSSCTDRDTCLRLCR
AGARYRVADGAIAFIDRIHQTPRLTDRGGAAKFEGLEVFYDLWRGTMSSEVLAASRARSFRLFDYDPGLAAGPVAQPLVI
ATMSVNPELLERLLLSLDLHAAASFDVTVIVLRNNPAKAWPLSEAKGLKIRYFSPPEARGVLKIAEARTFLQDKVCAYVE
SRSTAPPVWFLDDDFTVDDAAIIKLGQAISDPERDADAILGQYVGDSPNAALSGLLYELQDLKANLDWLDGLPPDAVLPD
RGAENRAWMAEFADTYHYALSLERRPDKIAWIEPRPGIETVSQARDWLVSNLERLSSGNSLFRSLRGFGDPSWLELGAPS
LHRGGTIVIFNPAMLKVPFPIVDGPAGSVRRSDMMWALLATRTFGFDIRRSNLETLHRRVQGSSAELGLHKTLDEL
>MBL3561467.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]AB16
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSALGGALAGYI
ETGHATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGMNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIIGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELATGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATG
AQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPA
AEFEPPKRAVNDAGWQDF
>MBL3561468.1 DUF2029 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSPYDIDNFTACWADSLSQAYMAPFVFPPGIFLLSFPMGLLPEAGARLYWSAIGAATVPLLALALWQVARVTAVDGPARL
LRAGWVTLGVSIGGTAGALYVGQPSVLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARAK
GLLAGLVLLAAAALTLVDPQVFSDYLHALEVHAESAASKLSRAELLYGLPGLLDWRRSHPRGIAILAVALVTSAAAGWAL
ARRRPAQCDWSIPMLAGACLAGAFVSAHKGYDFAVYALVLALAARLPRTVQALLLVPALLIWRPALLDLLPVPGTANHIV
LLDAVLACSAGFLLLYGLGQRARSQQSRAAAPVVPRI
>MBL3561469.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB16
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLEPDPPSIAAAGRTDAGVHALGQVAHCDMVKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDNFHARFSAQERRYLFRLVSRRAPLVHDKGQIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELAYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYAPSPFDT
>MBL3561470.1 YcjX family protein [Rhodovulum sulfidophilum]AB16
MTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPDNTVPRFDYE
AHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAEWAAETLGRL
DRRPGSDGFVAALAGIDPGAPFDEATAQLLAAQFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPLPVPGGSTPR
GSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAWLTRFLTGKR
VEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVRGTLMSTGRQ
AALYPGELPEDPALLLEPAREGAEDWLDGDYQVMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MBL3561471.1 TIGR01620 family protein [Rhodovulum sulfidophilum]AB16
MTRRPVVFDLEDEEKVSARSARNSAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVAAREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MBL3561472.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB16
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQHLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MBL3561473.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGSGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPDAKERFLGK
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGPTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWAGIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MBL3561474.1 hypothetical protein JMM65_11960 [Rhodovulum sulfidophilum]AB16
MNISMTSSALTGLGAARQSPPLPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRSSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MBL3561475.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB16
PIYAYLDLCPFEKAPDAPLFRGARGGALNPRLVARAMEGARTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHA
SLSTTQAYTAVDTVRLMEIYEAAHPKA
>MBL3561476.1 DHH family phosphoesterase, partial [Rhodovulum sulfidophilum]AB16
MTRAYLGVETSATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNA
>MBL3561477.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB16
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MBL3561478.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB16
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPSDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQRGPQGARLPWYISRSDGAPLAFAAVWQDRERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADDGVLQLHRVGTAVNSTRAEGTELIEPI
>MBL3561479.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB16
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERERMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAAGTLADEMGLVSAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARIGITL
TDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEEIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYARLLAAGQPGTA
ESSAKLSEPEAKARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTDDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGIERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MBL3561480.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB16
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMGRLGHVIGARLGHELAFAVEAGKIAANCGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAKAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>MBL3561481.1 sensor histidine kinase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETSDSAAAARASEIEATLKRLNGLSEKLMQLARAEGARLTATEPSDLRPVLE
IVAGDLERLGRTGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MBL3561482.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRRDGRPVTLPHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MBL3561483.1 hypothetical protein JMM65_12005 [Rhodovulum sulfidophilum]AB16
MTRISLPLLAACLALGLSGTAFAQSAGASLIGAAPTGPDPSRLMAGQTGSGACLAGSARHESHRGAWHRGDDHHGRGGRY
RDDDWRQDRSRDRSAACSRDCDRHNGGGQALRVPAAGTAPANGFFDNGTAPRARSN
>MBL3561484.1 hypothetical protein JMM65_12015 [Rhodovulum sulfidophilum]AB16
MTALAVPVAGVEAEMSVRRPDSDLMWLNQARGGIRGDRPAGLVMVLRTGLAIVRASGEACEIELGDATAA
>MBL3561485.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLVAAGFAVTDPARPLTEIARASGKSPMALAR
VLINRPR
>MBL3561486.1 hypothetical protein JMM65_12025, partial [Rhodovulum sulfidophilum]AB16
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPATDATEAADAPA
AEEAAAEEPAAEAADAPAAEDAVEDAAATQEAVAAAPAAEEAAAEEPAAEEPAAEAAEAPAAEAAAPTEEAAAAAPAAEE
DTAEEPAAAE
>MBL3561487.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSDTKASPPATAESARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPAATGHILFGLAILALM
IWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>MBL3561488.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB16
MKTTLIGAAIWVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMNTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEVPLEVVMPAVETVAHAA
DLGMTFYTGHMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYEGM
>MBL3561489.1 hypothetical protein JMM65_12040 [Rhodovulum sulfidophilum]AB16
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRA
>MBL3561490.1 amidase [Rhodovulum sulfidophilum]AB16
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRARINMAEMARHYYR
YDRDGRDLLGAETRDAIDEGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MBL3561491.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB16
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MBL3561492.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB16
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MBL3561493.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLRWLQDEAGVTVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>MBL3561494.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTNQPAPPAPLTLGDCTPADLPGVQAIYAEAVRTGTASFELAPPDLSEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLTRCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLPGDRQHGQHSGGAGTDDPPNRP
>MBL3561495.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>MBL3561496.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLVALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPEGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAVWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFYEKLRAAEIFGMALLLASILMLVLLI
>MBL3561497.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB16
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>MBL3561498.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB16
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVRGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MBL3561499.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB16
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLR
>MBL3561500.1 threonine-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB16
ISRADALADAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWDRLEEAL
>MBL3561501.1 hypothetical protein JMM65_12105 [Rhodovulum sulfidophilum]AB16
MRLTPRPDRIADPGQSLTVAPLVLLRDETDAHGTRITGSDDASGPQVLTSESRLRLKRRFGPTGHPDRPEMPSPEVAAFA
AALDPSGGRLRGFRHR
>MBL3561502.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB16
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGKLTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERTPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPTIGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>MBL3561503.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB16
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MBL3561504.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB16
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MBL3561505.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB16
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MBL3561506.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB16
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MBL3561507.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB16
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVADGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPKVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MBL3561508.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB16
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MBL3561509.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB16
MVRILFSAPPGLWAEYRAPLTRALDEAGIEAEVVTGTGDPAAIDYVVFAPKCGLSDFTPFTRAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEEAVLAALDA
GRLGHATLDAFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRIDRARGY
>MBL3561510.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB16
RPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAE
LRAAGERGQDRRYEAEGDIVALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEA
PLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGSGWGGMVIPRIGMEVVVEFLD
GDPDKPLVTGCVYNGRNRVPYDLPENKTVSTFKSDTHQGAGYNEFRFEDEKDREEVFMHAQKDHNEKTNNNHTERVDNNW
VQSIGQHKAIEVDGNHSESVHGSMTLHVGPSGVGRVLNDRFRKLIEGISSIAVKMPIPGINQLGRGVYSLFADQVINEAT
AGVKAQTIGVTKTVNVGRSIFENAGHSIQLVAGSQATIEAGDVASIVSNGELELRVGKAELRMTSDGYVRLRGDTLFMEL
ENGIEMVGGSEITANAPKISLN
>MBL3561511.1 hypothetical protein JMM65_12155 [Rhodovulum sulfidophilum]AB16
MKRKILIAVALIVAVVVLLPAAFSAWRMKFLLPEGEVTLAGHEGGMVCSSDAYNAFVPLMSQAGEMGLSQMPFEGTAAEQ
RAILDRYAALGLTGPETVVTSVNLDDGKVYANTCAAERCTMAEMAAAEAMCWQDTRNCTYLAIRFRGQDHCVLAPAKDTP
>MBL3561512.1 hypothetical protein JMM65_12160 [Rhodovulum sulfidophilum]AB16
MNDAVFPFGNDPMHPEAWVGHMDTRSKRWLISYDGSFSMVCGYHSFIFLGLDNMCIGIVNLLNCGVSASLPIGKLFKGAG
GSARAAQRIEDAHGHIGDGKMTWDAAKMEHEQDQIGSGMALYERMTQGTPQFVSAHKPFSLADLSGMTGGIIGAEVELVG
AAALYTIDASPGPLGDPVFGPTPVFNSGDGLVSAGASAAIGIWSLETWFNLYYELGATAQLRCRNTGQSPSYDQPYRVIP
SLDPYLAALPPAGCTFAETGFDPTRLLP
>MBL3561513.1 hypothetical protein JMM65_12165 [Rhodovulum sulfidophilum]AB16
MTQPRPSLANAILSEGGQSLPDLWRILHSNTDLWVRFAAINGAKDEGSTLRTVAQAEEALRKELMSVEAIAWQALCAAAG
WTLRAPDSVHY
>MBL3561514.1 transposase [Rhodovulum sulfidophilum]AB16
MSTIDSGHYGDGLARRTKRLWTDEEKRSICFQTAAPGVSVAQVARRYAVNANLIFKWLRDPRYAPDPALVLAPSEEARFL
PVEIVAETKAPAAEPVAENRIEIDLAGGHRMRISGSYDPEALARLIRGLTA
>MBL3561515.1 YjhX family toxin [Rhodovulum sulfidophilum]AB16
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MBL3561516.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MLIRNEVGSDATMIRRIVTEAMQLLPQATGTEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGVGSALMAEAIRRLRSTCKGAALVGDPGYYARFGFRSYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MBL3561517.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB16
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MBL3561518.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB16
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHVPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MBL3561519.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB16
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPR
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MBL3561520.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB16
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MBL3561521.1 hypothetical protein JMM65_12220 [Rhodovulum sulfidophilum]AB16
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLVRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSQMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MBL3561522.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB16
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MBL3561523.1 protein TolQ [Rhodovulum sulfidophilum]AB16
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGQLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MBL3561524.1 protein TolR [Rhodovulum sulfidophilum]AB16
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MBL3561525.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLATAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPAEGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MBL3561526.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB16
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MBL3561527.1 hypothetical protein JMM65_12250 [Rhodovulum sulfidophilum]AB16
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>MBL3561528.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MBL3561529.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVAPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPGALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVIDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MBL3561530.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB16
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MBL3561531.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB16
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLD
>MBL3561532.1 serine hydrolase [Rhodovulum sulfidophilum]AB16
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPATPEDTPSGPAAQIAADTPPTLELASADADVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MBL3561533.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB16
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGVDCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALVPALRIGHPTRGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVGRNQTCSVEIEGLGRVTTRFS
>MBL3561534.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB16
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MBL3561535.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB16
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALADAARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAASGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELAALGMKVRLVSGDAPGPVADLAARLGISDWQAESLPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MBL3561536.1 FixH family protein [Rhodovulum sulfidophilum]AB16
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MBL3561537.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB16
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MBL3561538.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MBL3561539.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAIPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MBL3561540.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB16
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MBL3561541.1 galactose mutarotase [Rhodovulum sulfidophilum]AB16
MTSATDTALDTARSDGPATGRRPLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLILGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
TSYSIDRDGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPVDAALIPLGAPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGINTGPFPGHHGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MBL3561542.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB16
MAGVHWLAADWGPASLRVWAMTGHEVQAEGASDLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAGVLTAPDAQPSML
>MBL3561543.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB16
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELKIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MBL3561544.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB16
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRAVAYKGQTPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLGGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWHYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>MBL3561545.1 sugar kinase [Rhodovulum sulfidophilum]AB16
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILATEARERLCEALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVPVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPDLFADNPFADRAEP
>MBL3561546.1 TIM barrel protein, partial [Rhodovulum sulfidophilum]AB16
IRAAAAAGFSAVECHWPYDAPRSAIRAALDETGLPMLSLNTRPGELAVGEFGLCALPGRAAEARAAIDQSIAWASALGVP
QIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMIERVAAPNLRLIFDCYHVQR
AEGDVSARLRALMPLIGHVQVASVPDRGAPDHGELDYGHVFGLLDRLGHAGPVGAEYRPDGPTGDSLGWMARFAASAG
>MBL3561547.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPEYQAALDHA
RGASERELMVVEISE
>MBL3561548.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MBL3561549.1 recombinase RecA [Rhodovulum sulfidophilum]AB16
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENEEMIED
>MBL3561550.1 response regulator [Rhodovulum sulfidophilum]AB16
MLSVRRSAAAFADRAWVALALGILLAVAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRLCACTPGA
TLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGSGLF
LWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLLQLRMADG
GREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLADAAQ
GRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAISGH
CDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHAEAL
PPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIFEPF
YTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVLLVEDEAP
VRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSFGEI
KARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGERGKDKLPEQVP
>MBL3561551.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB16
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALEGLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
ATVAQLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVHCLDGTALEEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLARLTA
LQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLSSERRLTPLDGGDGFYAAVMWRPG
>MBL3561552.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB16
MHPPADHPIRTPAEHLAAMRDRAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAAAAARGAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>MBL3561553.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB16
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKQAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MBL3561554.1 hypothetical protein JMM65_12385 [Rhodovulum sulfidophilum]AB16
MRLRRLVLAAIPVLAALGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRRFYSERYDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAATPRAVAVDPDFELARKLAPGEVPPMLGDLFAGPDPALLALGEGAGAAAALLGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MBL3561555.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB16
AAQRLSREGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGA
LLQPGSSCATVTALDPIRLVGAVPETEVDKIRTGAAATGRLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRA
GQSVDIRIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGT
PVEVHRREPPQ
>MBL3561556.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB16
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGLMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRHERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQEWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTPDGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWSEPPGPTPPRQAAEDSKDHDGKGLRAAE
>MBL3561557.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB16
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDRAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAAALKVTVGAVEFRDVRFGYDPGRPILKGVLLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKGYQTLVGERGLKLSGGEKQRVGIARTLLKTPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGLVVERGTHETLLAHGGRYAAMWQRQQAGEDGDIAAE
>MBL3561558.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MPERARKSPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDDRQSDGPQAEQDAAVTSPAAAGQAPDAANPEAQTPAADDRS
EAVPPAMPVFAPPAFDLVRVTPEGNALVSGRAGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGRGAPGHEDVAEGPRRSQSGAPSSATIGPPPADAAAILISDAGGVRLLGPPHAH
EAPPVSGLTLDAISYDAQGAVRLAGRGRPGAALRIYIDNAPLSETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGGVAA
RIETPFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHV
E
>MBL3561559.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB16
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MBL3561560.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB16
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFAFYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSMLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>MBL3561561.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB16
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIGAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRTLMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTSDIEEGLSRLARFMASR
>MBL3561562.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB16
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSRSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDPEADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMVRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MBL3561563.1 DsbA family protein, partial [Rhodovulum sulfidophilum]AB16
MKLVLCLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAGTLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDGQLRLVVKEAPRPDDEAADRAARFALAVLRLAGPAAYEA
>MBL3561564.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB16
MRTLLSALAATTLLTGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEEEIAVTVNGKPYAEAFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEIYATPAAPKAKNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATDAAELDAAR
GSDAQRLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDV
>MBL3561565.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB16
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MBL3561566.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB16
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQARAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MBL3561567.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGADAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>MBL3561568.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MBL3561569.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>MBL3561570.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MBL3561571.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MBL3561572.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTLHTFLTTSALALSLASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIENIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MBL3561573.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB16
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLMILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MBL3561574.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB16
VSVAVAVGQSVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINAAPGATVTEGQVLLILS
>MBL3561575.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB16
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MBL3561576.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB16
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIAVFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVHEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEP
>MBL3561577.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MSRLLALALALLPMTASADSHACSEGSAQIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRVAQVPVETGRRL
ADRIEITRGLAVGDEIVVKGTACLGEGQTVGPMVAP
>MBL3561578.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQASARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEVEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MBL3561579.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB16
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERVAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RAATSDTGIRRRA
>MBL3561580.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDRAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MBL3561581.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB16
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LEALAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVIAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MBL3561582.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB16
QVIAGQASCGLEIAAQAADEEIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVTRSLASGRIETNTRRA
GSLCDAIQTPAPGALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPDAVAGEAVIAIGTGG
NVSTETFRMALDRHGDAA
>MBL3561583.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB16
ISLSTPAGPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MBL3561584.1 aspartate kinase [Rhodovulum sulfidophilum]AB16
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MBL3561585.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB16
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MBL3561586.1 CVNH domain-containing protein [Rhodovulum sulfidophilum]AB16
MKGFLVSSALVISATAAFAADPSSFQNTRFNIAFHYTDDGGAEITATCLTSDGMPNDTSIAMPGIGNDNGSLVIEGGRAS
FQKSCGCIMPHPSTDGVDLTASCRKTDGSFEDASISIDGISNENGTLSDRDRVRISKAGSPGATRFS
>MBL3561587.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MRQAVAVFGTIEHDIPFCHFPRHYLVLGAGPAGRESGVIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVA
ELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAVHPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGF
SRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRARPDRAHTA
>MBL3561588.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB16
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGGGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSIANIRDTG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILRLPGAANLVVFGAVTGIH
LREDCLVEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>MBL3561589.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB16
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCESALEHALITAPEKRDPALIARLDAVAGRVLGR
>MBL3561590.1 hypothetical protein JMM65_12570 [Rhodovulum sulfidophilum]AB16
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>MBL3561591.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MBL3561592.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVEEAAEIVRACAAARVGVVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPRPAATGAALLTVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVSDGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLRGETRAD
HEAHRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MBL3561593.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB16
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEILVRNVPTDIRGRDGASVRQNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLEGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>MBL3561594.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MBL3561595.1 recombinase family protein [Rhodovulum sulfidophilum]AB16
MRLRRRLYEEHGWTVAEVFADKAMSGASQLRPDFQRMQQAAMRGSFDVIVAEALDRLSRDQEHIAGLHKRMRYLGVEIVT
KAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVRAGKSAGGISYGYRLDRQPLPDGSFTTGDRVIDAAEAVIIRRI
FMEYDCGRSARTIATGLNRDGIPAPRSGGKGKGTWSFSTISGNWKRGTGILNNELYIGKLVWNRQRFVKDPDTGKRQARP
NPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERVADPDAPQIERGHRPRYLLSGLLTCGCCGSGYIMISDSRL
GCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAEFHREMEKDRLEAEAGRIEAERALSKVTKEIDNIV
TAITEGMFHPSMKAKMDALEAQKAAFEAKLTALPAPSPVVLHPGLADVYAAKISDLAAALNDPESRPEAVEILRGLIEKV
VLRPDADAANGHVIELYGELGSIFSLCGSGLAQNANARGVSAGVRQVTMVAGARKSRFLRLVESVVPRLAA
>MBL3561596.1 hypothetical protein JMM65_12600 [Rhodovulum sulfidophilum]AB16
MACNISLAGDLLVAAGLVNKISCGTINLEVFGVPWATKKAIENGLLSFCEHDHSSILARLSATRLGLPFVPLPDVGKNDW
SAALLSGLPEEFALVENRTLGHRNVIVALPLRPDICILHVPAADPQGNLYSAGPQCFDEELVLASKSVLATCEVVAPAEQ
CLNEYGRPLIQSLFIDEVVEVKGGAYPSCVPGFYSVAGPAIQQYNIAVHKGVKFEDCLSLLMRKTRVLGSGG
>MBL3561597.1 hypothetical protein JMM65_12605 [Rhodovulum sulfidophilum]AB16
MVVPRCRSKLCRGSVEKGLKVPGLHQPQHTDGDPRATGITRKAMELGVAGEYCDLQNEITKAFREISGRNLRPNVLGAAG
PTLLDLGFKSEACWAIGILCRAFSCAAHAIEEMEMQSPWRASSSNPMVDILDLSLQGPKYYRGPKNGLCLERKGVS
>MBL3561598.1 hypothetical protein JMM65_12610 [Rhodovulum sulfidophilum]AB16
MDDHHDQYDTGNRAPFRWETAISWKTKDEIYCRGYDVNELAEHSSFVGVVFLLLRGALSSSNEEAMLNYLMTAFAEHAFS
PSAVSARMVASGRPPLNSAIAAGIMTFGEAHGPGHIYSKMICDLHQRAAAKGLSFRDVARSYVEEALKRV
>MBL3561599.1 hypothetical protein JMM65_12615 [Rhodovulum sulfidophilum]AB16
MDWLMVSEEGYPDEFFSIIAAARILGRSSNTVAGSGLPIVASILASQLNHGHLTLFDSGSVGPYPDQLPVSVSDGSVDFE
FNGNGASILAGALQTGRIDSCVVGAAQTDAEGKVNSSRIRANSAWRQLPGLAAHLRW
>MBL3561600.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB16
MTHGTSHDLSSSRSRVVFLHGFLSSAEVVSKFFLNERSIRVTKASVKDFDSAYDHVTERLVLVPCRGKETHGVILEGASS
LTINRISEVYRGESCELNSQLDDGRRKRVLCFNVIDHVQKIDLGVGPSEKLAIDILERYLFDNPTCAPYSRDRRWKGAML
HCLQRVMRKEEKSTGESLSLPEQAIEIEPIFRGYLSVDDLKMRVEGLGLPEREVRRSVASWGDMVFVLPYDPASRRVLLI
KQFRPGKFMRENGPALCVGPIGGRRDREEAIAETVKREALEEAGLEIQRLHGLPGYYTSPGLSTEHVFGFIGEANLAGAG
GTYGLKWEGEETNAFAVSLNEAMQLVANGDVETSHGLISLLYLAHHEE
>MBL3561601.1 hypothetical protein JMM65_12625 [Rhodovulum sulfidophilum]AB16
MVRKSDNNDVRYASEPELKRLIDELFIKAFKLNPSLPGGGLSEKKRKNKLQDLVRIPHTEISAWSKGNKSDAERITKRLI
NFFSGTRHYIDLRKDVDERQADLQARRLAKQIGDLLRSNEKNDVQIAVGVLKEHLKKIKAAQLEDVEGKRATEKLKLRSA
AKGRARSTDSVDASVAAYRPRVRASKNIIPRKGIFDSVMRLISDPEALTAADGSFALVGGGGYGKTTLATTIAQAVDELG
LFDHVLQTTDIGKDADAIIDAIHLIAQEIEPGVNHRKPPSPEAASELLARVSGNRQLFIVVDNVWSERQVNLFRSCGADC
VLLFTTRVRSAVQEEAHVVEVGRMTKAEAFALLSTSLEVPRHLTGAVRDLAETLFLWPQLLSMANRVLVQRCSHGKPLAD
AIAEYTEKLERKGIRGVDPENEKERSKAVEICFDESVGELSDDQLEMFMELGAFLRSAAIPIDVIKNLWDNADADDFLLY
LLDGLALIEAVDYRVGSGIVALHDNVTAYLRQRAGEERILNTHQRILEVFRSLGQGKFETLPITERYGWTSIVYHLTEAK
MIDEADDLRSSYAWLKCLLQACDIADVIRSYSYSSNSDVVGQVGRALAHSGQALARTPSDLPRQLVGRLGPSRNRKVQEF
LIPAKGDDGFSPRPLWPHLRNIGHDYQIPPGHVGTVRSAVYSPNSKAIATASWDGSIMIWEASDFSCSLVFSGHTGQVQS
VAWNPEGDLVVSGAGAGDQSVRLWDIEGQQQLRILGKHKERVRWVTFDRSGESVVSVSHDKSFGLWALDGDEVRFLEGQH
PTAILTVDVHHSKGLIATASQDRFLRVFDLATGNLDCKIEAHNRWLKGAFWHPTEDWIVTASDDETVSIWRHRDHDLEHL
RTIEGFTNGARSAAFSPDGRKLVVASARMAQIFNLDDELNATLTADLLGHTGQVLGAQFAPNGQTVVTSSHDHTARVFDV
DTGYQIGKLGDNDRRVRSVSLSADGEMYVAVFDDGSLSVVSTQDRAQIYSDKTWTYQVAAFGNQEDTIYVIRTHDKITKI
SISGDVLCEYSVPHGSWIHDLVLSDNDTYALTASEDNTSYITQLTGAGRTIKANKLHSAAVKSVAADCALTKVFSTSDDR
TASQWSRLSTVQPKEVLRSTGAVLCCDVCKNVSRVAFGSSDMRIYLSIDGGAQKSINEHTGAITAVQFVEDGEYIVSGSQ
DKTVKIFRCSDIQCITTIELDASVSAMSANGNLVCIGDNLGHVLLFELPDPMTLPELQYGAEVHLK
>MBL3561602.1 TrbI/VirB10 family protein [Rhodovulum sulfidophilum]AB16
MDPAEQQRLAEVEAARVSDLFFQTRPGAPLSTGFQMSAAAPGSGLAATPETDPRQAFLTAPTDRRTVAPDRVQPPASPYL
LQAGSVIPAALITGIRSDLPGQITAQVTQNVYDSPTGSLLLIPQGTRLIGAYDDSVTVGQRRVLLVWTRLIFPDGRSLVL
ERQPGADSTGYAGLEDRVDNHWASVLRAAGLSTLLAIGAELATDEENRLARALRDGAVDTINEAGQRIVQRQLEVPPTLT
IRPGFPVRVIVTRDLVFAPPGG
>MBL3561603.1 hypothetical protein JMM65_12640 [Rhodovulum sulfidophilum]AB16
MTELLDNADEPTPLLHPNMARMYQDRVAKLRENLQPEEDRGAAVDVLRSLVDEITLVPENGELSIVLRGDLGAILRFAAG
KQNPDFLSEAEALDNLFRRNRWLREGAADDLGVRGPQKQKPPR
>MBL3561604.1 keto-deoxy-phosphogluconate aldolase, partial [Rhodovulum sulfidophilum]AB16
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGAVGAGTL
>MBL3561605.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB16
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIIGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGDGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTAADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MBL3561606.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB16
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDT
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFAHVGGFALAALA
AGAESALAIDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MBL3561607.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB16
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADSEPVEAAVAEVHGAAERIAAETL
DRRALLKRARLPRLGKALDKPRG
>MBL3561608.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARNGDEAADILATNGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MBL3561609.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB16
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMARALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MBL3561610.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB16
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVRSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASSFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARPTGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDVASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAAEFA
AAWAKVMNADRFDLV
>MBL3561611.1 response regulator [Rhodovulum sulfidophilum]AB16
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MBL3561612.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB16
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRENNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAVRADKATGRAA
>MBL3561613.1 response regulator, partial [Rhodovulum sulfidophilum]AB16
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPL
>MBL3561614.1 AsmA family protein, partial [Rhodovulum sulfidophilum]AB16
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLGRLLRGEIAVREVAVIAPHILLERRADGRGNWQFDQAESAPAPQATPTSATDEPRQGALADFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLTPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVVSGGGGAGKGGAGAASQASPAGWSTAPLDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGHGRVDL
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKADEGENLED
AAKRRLGEEAAKGLKNLFE
>MBL3561615.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB16
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIVAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MBL3561616.1 hypothetical protein JMM65_12710 [Rhodovulum sulfidophilum]AB16
MPKVNSVVRISFVGGLIGVVVGSTGGKLDTILQGQNRMGWNVAEVIPDIPILVPRLLSLVATPGLWTISRSYLFIMKIME
KSR
>MBL3561617.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB16
MIHVTTTCPDTDTAKDIARAALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGATAWLDSETG
>MBL3561618.1 hypothetical protein JMM65_12720 [Rhodovulum sulfidophilum]AB16
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVAGADCPPDWCAVRCSLK
ALKKPA
>MBL3561619.1 hypothetical protein JMM65_12725 [Rhodovulum sulfidophilum]AB16
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MBL3561620.1 hypothetical protein JMM65_12730 [Rhodovulum sulfidophilum]AB16
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>MBL3561621.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB16
MALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVAR
AAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALA
AYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>MBL3561622.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB16
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MBL3561623.1 lipoyl synthase [Rhodovulum sulfidophilum]AB16
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGEDFARMRMAREARLAQG
>MBL3561624.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGREDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MBL3561625.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB16
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MBL3561626.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB16
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MBL3561627.1 pyruvate kinase [Rhodovulum sulfidophilum]AB16
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MBL3561628.1 N-formylglutamate amidohydrolase, partial [Rhodovulum sulfidophilum]AB16
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAMHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVED
>MBL3561629.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
LDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDEISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILD
AIVAHLEAQLNAPAQV
>MBL3561630.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MBL3561631.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB16
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MBL3561632.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSFDKLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGMLPREFELKKAVDKQFLVLQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>MBL3561633.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLKAGMI
EKTPNPDRARSFLYRLTPESAELIAAIREREVRTFAAFSDQFTEDELLAFRKIMEALYANMLAGENHDTQQEDGSPG
>MBL3561634.1 YdcF family protein [Rhodovulum sulfidophilum]AB16
MSRAFLVLGAAMREAGRPGPALIRRAEHAAALWRAAPETLVVTSGAGGEAEAAAAICRAAGVPPKRLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHVPRALFLARRAGLSADASCPVRPPGPPGRRAIVLLREGAAIAKALALSATGRP
>MBL3561635.1 ParA family protein [Rhodovulum sulfidophilum]AB16
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAAGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLVALAD
>MBL3561636.1 hypothetical protein JMM65_12810 [Rhodovulum sulfidophilum]AB16
MRLGAPPAPAASGMPDAFVAAVAAVGAGARRLVLALTASGAALGTASPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGQGDGADDWKAIAFLRFATELGWMPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATETRRVKLSPAVSRRIGKGTWLRFGGIFGI
HNDRSIGLVIGSRIEF
>MBL3561637.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB16
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGSPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEIDTAGAGAQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLLRHPRCHALTGGEAAF
APATGFVDGTALIALRVMRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRMRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MBL3561638.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MBL3561639.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB16
MTMNTTLRGATVAICIVFGAGTASAAVIDLGFVLDGSGSVTSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGLSSYT
IVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLKAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVTPVADFDAYGAAIEAKIDQVIDDTGGD
ADAAGRSGRLRFRPAPSDGGLRPRHAGNRRRR
>MBL3561640.1 hypothetical protein JMM65_12830 [Rhodovulum sulfidophilum]AB16
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSAEMPPQCAVVDNSRIVSVVVCEGPREEAAFAEAGRAACGVRRPCGAWFWPS
REAARKRRPPTMTG
>MBL3561641.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB16
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
ETGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDTSLPLGYGAEVPQDA
>MBL3561642.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB16
MIAFRGLVWRLLPAERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTPDAPARALVPLAVAADRIVDRRA
LPAPNPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>MBL3561643.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB16
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MBL3561644.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB16
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARID
>MBL3561645.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB16
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MBL3561646.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB16
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAVPAIWLADAERRATLGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MBL3561647.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB16
MGNTEGRRTGPGKPISTRDGTFPHHEAAEVAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQ
DLPGQLISAAPDIVFNALHGRWGEDGCVQGLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSA
RHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLVESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKY
VQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGIS
FGRLCRWLVEDASCDR
>MBL3561648.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB16
MTQMPEPRGRLTPGKALSDLTWLRVGGPADWLFQPADAEDLAAFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPE
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MBL3561649.1 hypothetical protein JMM65_12875 [Rhodovulum sulfidophilum]AB16
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MBL3561650.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB16
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>MBL3561651.1 hypothetical protein JMM65_12885 [Rhodovulum sulfidophilum]AB16
MISCPVIAICGPAPLAGIPGLRRAAPPVTAGLLLAAAVIPPATAQAAFGPGAALTGPPRVSAFRPVARPAGTGEAPEALS
RDRGAEGGEQ
>MBL3561652.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB16
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MBL3561653.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB16
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
AAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MBL3561654.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB16
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MBL3561655.1 FAD-binding protein [Rhodovulum sulfidophilum]AB16
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSASGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MBL3561656.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
AMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLIQFDFGWSFV
YEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMILLFSVKLGWL
PVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLMVHHIMRNAL
LPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARLDSRIALK
>MBL3561657.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLLMAATAGLIEPVDPLRRAGDPLTKPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MBL3561658.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MBL3561659.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB16
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLRREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGCCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPETPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MBL3561660.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSAKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATATGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MBL3561661.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB16
MNPISEPGAKSMKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAIL
PNWTKEDALSIEPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFR
YRMKKD
>MBL3561662.1 amidohydrolase [Rhodovulum sulfidophilum]AB16
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MBL3561663.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYIP
FHAYSEIAGGVSHSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MBL3561664.1 hypothetical protein JMM65_12950 [Rhodovulum sulfidophilum]AB16
MQVSSNIDGGLRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAAAQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MBL3561665.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRVSWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MBL3561666.1 hypothetical protein JMM65_12960, partial [Rhodovulum sulfidophilum]AB16
MSRGPVFGQPRFLAGPQSPTADLYLGFSFAGAIAAGRIRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTSPAWPVAEMPAPRPAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLA
>MBL3561667.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVGTGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLE
>MBL3561668.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MRRFVPLAVTLGLLAGPAVASDPGDWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPGDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWTARYGMA
P
>MBL3561669.1 aspartate kinase [Rhodovulum sulfidophilum]AB16
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>MBL3561670.1 ectoine synthase [Rhodovulum sulfidophilum]AB16
MIIRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MBL3561671.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB16
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGHRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMKQFRKGLDILDAAVEACVPFAMAAE
>MBL3561672.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB16
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>MBL3561673.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MBL3561674.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB16
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MBL3561675.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB16
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIISQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MBL3561676.1 RidA family protein [Rhodovulum sulfidophilum]AB16
MARRLISTGSPFEARIGYSRAVVVDGWAFVAGTTGYDYATMTMPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPVLSEAFARARPAATMISAGLMEPGMKIEIEATARLSA
>MBL3561677.1 hypothetical protein JMM65_13015 [Rhodovulum sulfidophilum]AB16
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
TTHPEAARGTP
>MBL3561678.1 hypothetical protein JMM65_13020, partial [Rhodovulum sulfidophilum]AB16
MTLTKTFGKTLTMAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYL
>MBL3561679.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTTLTHAAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MBL3561680.1 BMP family protein [Rhodovulum sulfidophilum]AB16
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGLREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFIVEINDKEPKSS
>MBL3561681.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGGWMAGQGFDHAA
>MBL3561682.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MRLDPVHNPTLTRRLGLPLAALVFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLCLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MBL3561683.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MBL3561684.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB16
MAEFDLLIVDGNLPDGQVGDIGISKDRIAAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVEALAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPTGVRRRHHVN
>MBL3561685.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB16
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>MBL3561686.1 HupU protein [Rhodovulum sulfidophilum]AB16
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVMRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MBL3561687.1 nickel-dependent hydrogenase large subunit, partial [Rhodovulum sulfidophilum]AB16
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARTVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLLLDLGGLCEDLSHAWMLGGAAHPSEGQTVPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALTGGGVMARVAGRLLDLARTQIR
>MBL3561688.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB16
LLTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MBL3561689.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB16
MSDTETPQITDSHCHLDFPDFANELDQVLARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MBL3561690.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB16
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETATGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MBL3561691.1 AEC family transporter [Rhodovulum sulfidophilum]AB16
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MBL3561692.1 hypothetical protein JMM65_13100 [Rhodovulum sulfidophilum]AB16
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETGAYRWTPLHRAVLEGSPP
VLEALLTLGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGEGVLPYLEGQLGYHLAFDGLGE
LYRGEVEIAMRTIRDWPPRS
>MBL3561693.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB16
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MBL3561694.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB16
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHATLAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLEG
>MBL3561695.1 hypothetical protein JMM65_13115 [Rhodovulum sulfidophilum]AB16
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MBL3561696.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRNKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MBL3561697.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB16
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MBL3561698.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB16
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTVEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVEVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MBL3561699.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB16
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MBL3561700.1 hypothetical protein JMM65_13140 [Rhodovulum sulfidophilum]AB16
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MBL3561701.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB16
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGSPEVKRLLSRIAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MBL3561702.1 Cys-tRNA(Pro) deacylase [Rhodovulum sulfidophilum]AB16
MSTATPATQALKRAGVAFRAIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MBL3561703.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB16
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYQRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MBL3561704.1 hypothetical protein JMM65_13160, partial [Rhodovulum sulfidophilum]AB16
FFVAPDAGGRNRAVPFAISAPIAAPAGPAEIAAARGVALRELATRIARTGLR
>MBL3561705.1 ParB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEI
>MBL3561706.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MBL3561707.1 replication initiation protein [Rhodovulum sulfidophilum]AB16
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MBL3561708.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB16
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVPDFEPTGVAIENPF
>MBL3561709.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB16
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLLAFPAPQIEASGIEATGIGR
AEVRPRDVRF
>MBL3561710.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFARPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAGMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MBL3561711.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MBL3561712.1 response regulator [Rhodovulum sulfidophilum]AB16
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGASGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKAPPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>MBL3561713.1 c-type cytochrome [Rhodovulum sulfidophilum]AB16
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDEETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKETVQ
>MBL3561714.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB16
MTEFLVDMSEEEADDLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>MBL3561715.1 cation transporter, partial [Rhodovulum sulfidophilum]AB16
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQATGGDCDCHCGCGGSGAAADAGPADRAAAPGQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAR
>MBL3561716.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MBL3561717.1 CoA transferase [Rhodovulum sulfidophilum]AB16
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPTAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGVARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVRDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQQGMARLTMTEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGAPMVMLAHPVRYDGEAPAIRMTPPALGQHSRELLTEAGLGQDEIDALIEAGAAAQTDRMRG
>MBL3561718.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPDGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGLDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MBL3561719.1 hypothetical protein JMM65_13235 [Rhodovulum sulfidophilum]AB16
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGRSLICHLAGEIDGQTVVTGEAVLVPRES
>MBL3561720.1 acyl dehydratase [Rhodovulum sulfidophilum]AB16
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKVDASLKFPRKKKVTA
>MBL3561721.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB16
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPIVDMHTRMKDGLKMMSLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MBL3561722.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB16
MAAHPHGGLHAATICPMRADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGIFLTRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAVGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPDLIVALDTHVRAGETAAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>MBL3561723.1 hypothetical protein JMM65_13255 [Rhodovulum sulfidophilum]AB16
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MBL3561724.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LAELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MBL3561725.1 aldolase [Rhodovulum sulfidophilum]AB16
MGSIRSCVFANTHLHFTVGLAGPKHEPCSSRAAGSPQGIISVQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDM
EHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLP
VADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGMGLRGRVGHPGIQAAFGRIAAAAR
ARGLAFGAMGLPPALVESHALALGARILVATNETNLIVEGGTALLAALRGPAGS
>MBL3561726.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLPVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>MBL3561727.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMAGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MBL3561728.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>MBL3561729.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB16
IWIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPGWPGEALAAGPITEGAAPAYAKSGV
HALVSSAPYHALPAEIDVAFEPG
>MBL3561730.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MBL3561731.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB16
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MBL3561732.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB16
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQQAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MBL3561733.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB16
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMILCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MBL3561734.1 SUMF1/EgtB/PvdO family nonheme iron enzyme [Rhodovulum sulfidophilum]AB16
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQLYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MBL3561735.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGTGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLSASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQS
LITAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MBL3561736.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMNLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQVAA
>MBL3561737.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
FFAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHETPDGPETRRYPAFQPLYVFARQEGWVEVGPSATAAPAGWVAADTV
VDWKQNIVASFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAIEPENYVNIRDRFYILPI
LDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIERTRKALARIIFDINGTDI
GERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLAGVEDAIRRTDWDRTGSG
DPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAERYRQLSRFAGRQFYYPI
EGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAPDVFESWVTEKAAEKPRA
LALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDADSLGGALEYLERLPYRS
QLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MBL3561738.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB16
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MBL3561739.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB16
MSTEAETLPRGGTLPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MBL3561740.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB16
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MBL3561741.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB16
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGTRGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLETGARKGGANLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MBL3561742.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB16
MSDALKKTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTAEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLIDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATGLRPAAPED
PAPGPVNDPKDFEDC
>MBL3561743.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB16
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPALISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MBL3561744.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB16
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MBL3561745.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB16
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MBL3561746.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB16
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MBL3561747.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB16
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MBL3561748.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB16
MANTPEPPRKPAVTAPRSLRLAGRRGREPLDFVLTPDPEERAALAGRLGITSLKKLRFAGELRPEGQADWRLEASLGATV
VQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAV
FAAPGVAPMQDAELKPFAALARLRPSRDDAEGGGTPE
>MBL3561749.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB16
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MBL3561750.1 peptide-methionine (R)-S-oxide reductase MsrB, partial [Rhodovulum sulfidophilum]AB16
LATERPFSHDDFPKTPGSFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALGERTDRRLLMTRTEVHCASCEAHLGHV
FPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MBL3561751.1 phage tail protein [Rhodovulum sulfidophilum]AB16
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>MBL3561752.1 phage tail sheath family protein [Rhodovulum sulfidophilum]AB16
MVMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFADEDSSSTDLSNAAFGAFANG
LRRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYATKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARR
GTATEDATPPPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAIDA
ERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKLD
VRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>MBL3561753.1 hypothetical protein JMM65_13415 [Rhodovulum sulfidophilum]AB16
MQGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPEEEAGEETGEDGLRAVLRLGDIASVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLIIEGAGHPAFAVEAVSRPDAPLPGLAIRACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>MBL3561754.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCALM
ALSLAGQLLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPSAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQKVLRDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFITRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLESGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MBL3561755.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
ALAALVAVVLGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MBL3561756.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MMRSLLNTACVAALAFGSLAFGARPLEARDRSADGELDLGTIFVRGAKRPQEALSFPGAVAEVDASQLQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDADDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSTTGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGGWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTHSF
>MBL3561757.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVFKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTFGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVLRLAGTCPASEISLKNMEIAE
>MBL3561758.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNVATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYAFLQERRLGEARRLLLEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>MBL3561759.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRFLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLIFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MBL3561760.1 glutamine synthetase [Rhodovulum sulfidophilum]AB16
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEEYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MBL3561761.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB16
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MBL3561762.1 glutamine synthetase [Rhodovulum sulfidophilum]AB16
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MBL3561763.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGDRAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGALRAPLLALAMAWYALRDTAGI
>MBL3561764.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB16
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFDSDDEARAFQTAAA
ERGVQVQIFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIAGMLVAAAEAVKGAEAR
AYGT
>MBL3561765.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB16
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLRGKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGQGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGERLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQGQ
>MBL3561766.1 hypothetical protein JMM65_13485 [Rhodovulum sulfidophilum]AB16
MERIISLRAQNARNPLLSWRERARLSLAQQEELHGVGNHYRRDFRRIHGARREGEEKRKTKLQKEQCAAYSAEIDWIKKS
FLTGSGIVSVPVLNAADFGYRPVAKENLLAIQNGVTRMEMKSTGRHPSEKSWQATARGRLLVTDKAIVFEGVEKNERLIW
AQVTNLEVLLDGFTISKRSGLPRTYQLDRPDTTFAAVVELMLVRTV
>MBL3561767.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MBL3561768.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGDPAELPPE
TPHV
>MBL3561769.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINL
>MBL3561770.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYRKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAARAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEVYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>MBL3561771.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPL
MTAAEFADLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>MBL3561772.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPAAVFRKRADMGDAGQIAEFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIVNLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLSSPRGRTI
SGQAISVCGDCQMLT
>MBL3561773.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MRVIAGLEEPSSTPLVGAFERSGFAFAEARLLPHLTVALESASRQLCKRGSLARLGAVGLQGMADRPAATLSKGQAQRIA
LLRALSVRPDILLLDEALGGLDGECLAIRGRRHRGHA
>MBL3561774.1 hypothetical protein JMM65_13525 [Rhodovulum sulfidophilum]AB16
MTKLLSGADGLGDAVQTAQTYFQTERLFALVLVILALVRAMDAVLGRLPGKGSHRRSSSTARP
>MBL3561775.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB16
MQTFATEDLYRGKPALDPAEIFVRQEIEPAVTCIASLVGSHDPYCLCAAGSDRAPRLYKTGIGEHVSIGAIISLTTYFIL
MIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIGLFLGALVNWIVVAPR
LREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQFGVWLTLGVVLAYTV
VGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGFISLLAWGLGYFGQPH
IIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLFPGLITGFFLAALLAA
IMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVANAWAGFGAAFGPLVI
LSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEFRSTISAPAE
>MBL3561776.1 hypothetical protein JMM65_13535 [Rhodovulum sulfidophilum]AB16
MVVFHITRNMTHKQINTAFDLLHAGKSIRSVIHFQRDETTKTNSQPGIIVPA
>MBL3561777.1 hypothetical protein JMM65_13540 [Rhodovulum sulfidophilum]AB16
MRRLSSALAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAHPPAAWDEDGDGAWAGYVPDCYYDFDAEGFD
RAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSNTDGSYDPTIYKVNLAIAEALIKRADVPLDPVDETRLG
VDLDRDGTLGSATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSSGEAAMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLDVADAHAGGWYHWSQKSLAGTPDPVRADGRRELLTYLQENGTGDEFRNNAEVKARFIASDGSVKPEAAAALRDD
ITTLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVDQNQPTGIEIPVGASHW
>MBL3561778.1 DUF839 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTRITFLLATTALLATPAFADSFEFSAVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPVGKKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLNPSEMTLDQFRAAFNPYSFGHPTEVTVTEDGNATAAKHYA
MGRLSIELPYVMPDSRTAYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDAVKKII
DDKPGFFDIFEASDPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENKRM
FLAMSEVAKGMGRETKYDIGGPDSVQVAENKCGAVYQLSVAPDAAIGSDFVLQDMASLLEGTPTEYGADSEFAGNTCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMTSGALTRIFTTPYGSETTSPYWYPDINGFGYMMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>MBL3561779.1 hypothetical protein JMM65_13550 [Rhodovulum sulfidophilum]AB16
MAFLPFAAIEPDLPDKLMKNVFYGLKAPYDYLSGAKKRMEDPDNLPRAAWSAEQKESTFEQRKPKQSKEQQETPPSQKAS
EGFWVCLTKPDGAELSDEEIRLFTDPEVRKISWIEASLQENGRGKPKFAEIDVLAHDPDAGRLHLAELQPAGKILTLRPN
TYQLRKQLDVIAALQNIPNPAHRPLLRLLQPEQFANWPSMWREPEPDWMVLTDPDRSGASEQRDFVRRALGRAFPALRAR
>MBL3561780.1 beta-hexosaminidase, partial [Rhodovulum sulfidophilum]AB16
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPE
>MBL3561781.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB16
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALNLADTPATDAAGGAPFDRAEPAA
EPLAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MBL3561782.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAEALAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGDGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGEALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MBL3561783.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB16
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MBL3561784.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB16
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MBL3561785.1 amidoligase family protein [Rhodovulum sulfidophilum]AB16
MDGITQLVPRDRFLPLRPRETRAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAQDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGTTAP
>MBL3561786.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB16
MWQRRHDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MBL3561787.1 cytochrome c [Rhodovulum sulfidophilum]AB16
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDNYRAKH
>MBL3561788.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKS
>MBL3561789.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYSQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLEECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
TPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MBL3561790.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MICLRSSSRQAPGLFPGIGAISAAVLLLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGLASGVTRWV
WVRSLCLALMWGCYYAGLPGLSFSIAAACYYTAPIWMAVLSFLLLGTRIGARGGWAILLGFAGVLTILRPGLDALSPVVA
LPLLAGFLYALAAVITQGRCRDVPPISMALNLNLVLVLAGAAHLAVRLWLGAGDEAGFLMSVWPGLGMRGWALLIGLGVA
LAVITALVAFAYQRAPVPIIGLFDNGYLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRLTGGEGGGAKRMRGRR
ALSPGGFEGSVLRGVCAVLTAGRR
>MBL3561791.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRTDDLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHAQHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEGLLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MBL3561792.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB16
MMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERESCNMQQLMRDSD
DNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAEDLAAFKGGKEAS
VTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MBL3561793.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB16
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGGVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLALR
KA
>MBL3561794.1 acyl carrier protein [Rhodovulum sulfidophilum]AB16
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MBL3561795.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB16
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAGGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RLAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MBL3561796.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB16
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPDAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MBL3561797.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MBL3561798.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB16
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MBL3561799.1 glycosyl transferase [Rhodovulum sulfidophilum]AB16
MTDGLRPARPAGSPNAYVTLVTNADFALGAKALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDRLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKADRLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>MBL3561800.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAATGFRPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFARTNLDGSVALFEAARAAGTGTVLFLSSRAAYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDIGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASFGWRPGGIARLHATLPALCRPCPAG
>MBL3561801.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB16
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFGLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRVAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MBL3561802.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB16
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLDEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVACPRQGALQGEGA
ALQIVLAGLPDLEPHLEQSHPSLLGLSRDSMVRLQPMTEAETADYIRSRIVAAGGDADALFDPGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECAGE
>MBL3561803.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
MHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQAAEDIRDHKNIVIRIGTVTSLVRP
YLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLRQMTAVAAVPPGHPLAGRAVCTPDD
LAGERLLIPGRNSPARLALDS
>MBL3561804.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKRFASVAILAASAAFLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPLTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVVRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MBL3561805.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB16
MSASRDPGFHGVFPYLVSPLDASGGVREGVLVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MBL3561806.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB16
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MBL3561807.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB16
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRGARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MBL3561808.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MBL3561809.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPQHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MBL3561810.1 ribokinase [Rhodovulum sulfidophilum]AB16
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLERASVLLLQMENDPAEIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQAISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>MBL3561811.1 DctP family TRAP transporter solute-binding subunit, partial [Rhodovulum sulfidophilum]AB16
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAE
>MBL3561812.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB16
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPEVQAAPASPERSEEPRESARPPRSERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEADPAAADEPVEQNAE
>MBL3561813.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB16
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MBL3561814.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB16
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGTRNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSLPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTVSKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGAAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>MBL3561815.1 hypothetical protein JMM65_13735 [Rhodovulum sulfidophilum]AB16
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENLRAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGRDGIVKQLPVGLNAWEAEKLAESIAFIQATMHD
AGTGPDKAVA
>MBL3561816.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB16
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYDRFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MBL3561817.1 hypothetical protein JMM65_13745 [Rhodovulum sulfidophilum]AB16
MGTNDVGTPEYTNLSQTRALTQAQLDTMEGDTGTILPDGLHHPAHWPDPEPPRPHTHGAKMDDNSAAASSSPSIRAKVQE
RPVAELRHALQASYPETAVLAEYIAGQIQNEIAAHRMTAIPNDAEALSDYNAKLNFLNETLIAVQRLHEAIPVAEPDQKV
TPEEAWRIKEILIDIAGKTDLAVRYLDNDTGTYGNFWKIGLIGACSGLFGCFSIPVNLGAPITTGVIGASTIRLIVEGRR
GP
>MBL3561818.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB16
MGNPQHLDWLLEGVEAWYARRELDAFIPDLSGMDIRAAFENSRKLEEGRIPLAGVNLGRAELRGAGLWGAHLARANLRET
KLGGADLRTADLAEAKLEGAKLWKAKLGEANLREAYLWGADLGGARLGGADVRTV
>MBL3561819.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDMIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDADLPERLAEIDIVEGAAHVVLNREIEDHTPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MBL3561820.1 ParA family protein [Rhodovulum sulfidophilum]AB16
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAAAAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRARGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTARGGGAAPMP
>MBL3561821.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MBL3561822.1 hypothetical protein JMM65_13770, partial [Rhodovulum sulfidophilum]AB16
LPLPDDTPFGEDLARRAVAFLEATSAVRGEAAIVRTHRDYTGHGLFHDRATGRFFLSRSLDGWPCAPEYLSFADAAGFRR
WLAAQSDAGLSGQVPSDIPGFERDPGNQRITRSFVEDHLRRQGS
>MBL3561823.1 BMC domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MTEQSLGLIETIGLAAAVEAADSAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAE
>MBL3561824.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB16
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MBL3561825.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB16
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MBL3561826.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB16
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MBL3561827.1 glycyl radical protein [Rhodovulum sulfidophilum]AB16
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MBL3561828.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB16
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MBL3561829.1 permease [Rhodovulum sulfidophilum]AB16
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MBL3561830.1 acetate kinase [Rhodovulum sulfidophilum]AB16
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPEHLL
TTPRGVSSRGYEQARPI
>MBL3561831.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB16
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQHDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAVEVSIELPGME
MKDIEVSITDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRR
IEVQGA
>MBL3561832.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB16
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPERLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MBL3561833.1 Hsp20/alpha crystallin family protein, partial [Rhodovulum sulfidophilum]AB16
STFAADPFALMRQMGRDLDRALGPRPGAGAAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRAPDLG
DTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>MBL3561834.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB16
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPTEKRIPLPKAKTDIDITLF
>MBL3561835.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB16
MRVMIADERTGTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSEASVEDLRQCLLRVHLGRTAHNASRRQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>MBL3561836.1 hypothetical protein JMM65_13850 [Rhodovulum sulfidophilum]AB16
MTRHDLQLVNDGPRLPEVMDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRAVMGGSEIRDAPHSGGDIDVF
>MBL3561837.1 response regulator [Rhodovulum sulfidophilum]AB16
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MBL3561838.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB16
MTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFSEYDKYLKANIEVESEHFISALTTN
VTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDPFVLRRAE
AAVYSDEEAKIPPGAWADQVFEKTGGKRTEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQTQQTLWR
RLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MBL3561839.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB16
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGNQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MBL3561840.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB16
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQSEEGPMSVAEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>MBL3561841.1 response regulator [Rhodovulum sulfidophilum]AB16
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MBL3561842.1 hypothetical protein JMM65_13880 [Rhodovulum sulfidophilum]AB16
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>MBL3561843.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB16
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MBL3561844.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB16
VERLAGFFRAHRNAMTALKAGGEGKVAILTPGHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLW
RRLDSRFADPLELDENSALGTPGMLAALRAQDVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWE
RSYVYENLHRMMIGRALSSDLPFEVDASTALGGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALI
RVFATRTPRGWVVMPGGYARIGRSGDPTALGMKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFW
LGRYIERAEARVRELRAYHLRLSEGGDPDLPLVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHA
LTDLSFTARGHFSRVPPGDPAVRAMGELLRKLAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGG
FDVAIEVGDSVMTHRRRYSVHTDRNTLIDLLGLDIGNPRSVLFQLDLLREQERMLARSAPGEPMSDLARAILLLHTELSA
AVPEDIGPDRLYRFQQDVRDISILLTQRYLS
>MBL3561845.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB16
MTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQLPGVLDSLY
SESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKLHNCQTLLR
RMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWNNLAENCELMVFWGANPLNNSEISWQVADHGSFSGVDQI
KEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGDTDGTPKTP
EWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSSGGSPTHTT
PILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQDRNEMLRAW
RRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAKLGKGYEFT
QGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGKFELYSTAI
EKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEARGLSDGEVV
RVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMAEVERFEGP
LPPVTVFSQPA
>MBL3561846.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGDAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MBL3561847.1 hypothetical protein JMM65_13905 [Rhodovulum sulfidophilum]AB16
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVEISVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFSGAPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDASGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGSGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEAPAASREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRRHFYGLGSREVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDVADDMTVAEL
TEQLRFVDAEGVPLALSAPGGGALSPDDSIREAMFPDGTLRVAGPPAKILRAELKPEPLSRSFAVSFPDLPVPEAAAQ
>MBL3561848.1 hypothetical protein JMM65_13910 [Rhodovulum sulfidophilum]AB16
MIRGTATALALLLAVPGLAAPETGAPPAEAGVAADGQAVDVRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYI
LTGRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGANGQLR
RLETYVHGTLDGPWEERDREGRLLSGGAYSKGEKTGPWREGGPHGEEYWQGSYVAGLRNGPWERLDAQGYRLERAGYEDG
ARDGLRYLFRPDGAVGEVQSWKNGERDGYTTRYEDGLPVGRDLWRDGRPVATGLSPEAE
>MBL3561849.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATAGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>MBL3561850.1 hypothetical protein JMM65_13920 [Rhodovulum sulfidophilum]AB16
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADQMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MBL3561851.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSGANLAPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MBL3561852.1 LysE family translocator [Rhodovulum sulfidophilum]AB16
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLT
>MBL3561853.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAAQLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MBL3561854.1 hypothetical protein JMM65_13945 [Rhodovulum sulfidophilum]AB16
MPVSRQMNYAHLISNNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMSTGPFVLAP
ILREFLETHEPGGHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDRKYWGGGLPS
QDPDDPCAFHGDKVQGRHVWRYAIGITDDRFNSEYACSMEFWKFYRSHRMLGWGSDKICTVT
>MBL3561855.1 hypothetical protein JMM65_13965 [Rhodovulum sulfidophilum]AB16
MTGAAVLFGALETPFGDTEATLAALRFGANAFHRHPVFIGQDGRPLKAGFNPARAQASDLARRLHALLVPPLYAALDAAR
DFSPEPPVLLLALPACLRALPRQDRLFAELMQREALPPVRAVEIVTGDHAAALRVLPRAFELLAQGHGVLWAAVDSLVAP
ALQDLDGLQGARIFVPANPYAPVPSEAACVFLLSAPETEFGPDAFMRIGMPAFACEPFAPKDPSRPPLGKGLEEAAKAAW
RAPGSPERIVSDLNGERFRAEEYGVLARSLWTRAASLPVCPAVLLGETGTASPLLGLSCAISEGPGGSLLLQSDRSGERA
AMAFQCIVS
>MBL3561856.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKLWALENRTPFAAAALPDRDALGAQHWVVAIRASFGLPQQDGFVRALPEQPAVRLAPEYAPDGSLRHEDDICPFAPCPE
FLVQGTIVPEGRVPAQTFLITLGKIEKRAVLHPPAEAVLRRGRWRIEAGDRLVPVTLAWTRTFGGASPLGKRHEDNPRGT
GFGLHEARALPDGTRLRLACLLPPGIARLDSEAARPVGFAPLDRWYPRRAALAGTWDDAWDRTRAPAPPADFNPHFHLCA
PRDQWLPDGLKGGEQVMMTGAGPEPFGRFRLPQILAIARITFRGAARELRLRPQRIEIDLDARRLSMLYLASLPCGPFEA
EVEKTVLHVRQISGVQK
>MBL3561857.1 hypothetical protein JMM65_13975 [Rhodovulum sulfidophilum]AB16
MGLPYALILRLRITPEALRQGLVTPGPGFDGHDDWERLPIILGNDLPQIARNGAAMSPGHFLAEARSYSARRHGFLFDYD
AGHQQLICLDLLHSDSWSVLILTLSRLRNLAATEGYLLIHDLISGADETHAALEFRDGASRVLDIDSGEADALIADARAI
AGSWHEALQAAGEGPLPELPDQFESWWRG
>MBL3561858.1 DUF3396 domain-containing protein [Rhodovulum sulfidophilum]AB16
MEKDLTKLDELILLDARRQRHQVLRFGFQLHLSYPNGMERALREAAVDVAHGYWNDTRPVVDAFQRSGASRYSPIRDGAF
ESYFRKRLAKKDLSDSDKCLILIDSSDGRPPAQHQFMLRIGAQEDAEVWAEKLRRSNLTASWPVARCVERADDLIALILD
WCNRLHPEQGTAGIAPIAEHGMLRHEFREYTPFIKRFPGLDFAMPGFEAPLWGGIRTVNWLTILGHRYVEALGGCEALAG
MLDPQVTAYDYDGGILLRAGLLPELGDVNHGLRPELYRHVDAIVRPLRFVDYPNTPMALIKVPEPMDAYQETLAWVRRFE
RS
>MBL3561859.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTVSINVNGLTQCHKGSGGVVRATLPDLCRTPSANNAPLPYPNVAFSRDLAKGTSTVFADGGHSCANRGSEFSKSIGDEP
GSGGGVKSGTHLDRATWLSWSRDVLLEGRPACRLSDKMLMNDGNTASLGGLQQQCLSDDEITDLLCEYACDCKGVEQKQR
CVSEKIRQAFYDGAYPRADSQIWREVSFRRLGEQSFDVILNRAGTGPTSNGFTPMGGIRPDCVIVDSQGSPKRIIEMKFP
GDALRDTQKPGGAYDMAAQQHGAEYDVLEVGDQCDCWDDGSPPGDPVTAPSTNGQDEEGFDLGGAAKVAGVAVVAGIGLF
ACFASGLCEAAAAATAGAAGLAAITQ
>MBL3561860.1 hypothetical protein JMM65_13990 [Rhodovulum sulfidophilum]AB16
MQEVKRADFAQAGDAGLNAHEIARLRDLLQVLRYDANEGALVIDTGRARVVVREDGTVRIDAARIVQVAEGTLCLDAGRI
DLN
>MBL3561861.1 hypothetical protein JMM65_13995 [Rhodovulum sulfidophilum]AB16
MMMTFAKRRGLWRVAALIGSLLTAEAGMAESSRDASLTIDAVPARQGETAHDFVCPARDGGAPTKIGFIAPGNMFWSEIV
DEKPVFDTPPLQAAHRIALGYVPEERDRLEISLICAGHDLDLVAAGSDLGRALLQDQGADLLFGESHGLDAGDVLGEQEV
GNERWRDRIGTWRLGSQEVILHARYNADAATAIEPMLGRIFGTFAPHRDGRDPVAAGMRTWPLRFDDKTLTVSLPGNWES
LAVTPAGNGDGLAAFFRDKNDTGGDVALALLWGETSPQKTERLAGALGIPDDPALHPLIAAMLDLEISNLLPLGAEYSYQ
GERVAVPPPGRLIGLGQQSFTGVIILGDEQTRIASDIDIVLGKGQMAILGLLGAMPDSASRRARYMHASFAYQTLLGSLR
RQDAFRAD
>MBL3561862.1 hypothetical protein JMM65_14000 [Rhodovulum sulfidophilum]AB16
MADPSSNSASAASSTGLDWLTREGPLAAQDMLRTDLSLFERYPFRAEPAAETSCRAPETIGPVLPTLRVTDTLVTKGNPH
VPELSEAVEFARNSAANQLVPADQRQVGQSDAVQEGTGLEFGQLSLASKDGGVSYSQQRGVREYLASGYTRRNPNGTETI
DTDWGGKWKSLNLKAAEKTWLDESAAAYSDSFGDPAKSFLSGKYEIGAGTVSTRSALSITNGGVDLTPFSAKGSLYAGQI
SAEANKGGLLSGTGQASYMKASGEATSTVVLNPEEATARLKLAASANVVEVKGGGELCLTPMRVVNGYRSLQNWLFNGHD
AMLSDDWDIGLCLGVEAQAAVGAQAEAGGELSYQKGKARAEIGAKIGAGIGLGANISVGATGVDHALELFK
>MBL3561863.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB16
RPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAE
LRAAGERGQDRRFEAEGDIVALGAGLRVTLSGDPVPGTGGEYLCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEA
PLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLD
GDPDKPLVTGCVYNGRNPVPYDLPANKTRSIFRTDTHQGRGFNELRFEDKSGEEEIFIHGQRDMNIEVLKDRSKQVGRDQ
SEHVINDKSIEVGGDHDEVISGNMSIAVGQNPLSDLLMAKTKLLFDGVGKMMGKLKVPDPFNFGKGNYQLFIEKNRSEVV
GVGSSEIVGAAKSTVVGHTFQTTVGKAHSLIVRGRADTDVGKVMNIRVGQQLTIKVGENSMLTMSKEGNIVLSGKHIALK
AGKISQN
>MBL3561864.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAMAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDVWFDRAWRLFVEGAAPGRG
>MBL3561865.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB16
MDRGTLGRTTAALAAALGTAATAAAAQEDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDAAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTNVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MBL3561866.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRIALPAPPERIVLLDATDLISMAALIAEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPKAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGILEIAGGRLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLNPEQGREGLARAAARPALKDSTATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAALNDRFARPLPGPLWLSLDAA
>MBL3561867.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB16
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGADRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAADPGDRIGIMGPGGGLPPATDRPLILLGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPSSPLETLLLGPERFAASAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGRRGDARRDDHDD
>MBL3561868.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARAMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTDESVAAIALRVGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MBL3561869.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRELSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
VIRDADTPLPAGDIDLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLQEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDVRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MBL3561870.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSAEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAIAINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENPMLNGEV
IRLDGALRMAPK
>MBL3561871.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB16
MTSDPIVITGARRSPMGGFQGDLAAADATALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAGAYQFTREAQDAYAIASLDRANAAINDGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MBL3561872.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB16
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGML
>MBL3561873.1 type I polyketide synthase, partial [Rhodovulum sulfidophilum]AB16
MTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAGAFDFDAGCFGITPREAEQ
MDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNTGSIMANRISHQWNLQGPS
YIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFAKGADGYVRSEGAVAFVLE
RLDSAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAHGTGTAVGDPREADAIGRV
YGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNLDVARSARALPAADRPWLA
AVNSFGFGGANAHAVIRQPRPDENVPVAASGELPPALLLSAANETTLANLARSWLTLAETAPTDLGARIATANWRRARHR
HRLCLAAGRAGALAQGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIERDPTFRSAFNDIADAFAG
EGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAIAAGRIAREDGIRIIAQRS
RAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARAHRIAGRILPIPYPYHSAA
VETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAEDGIRVFVEISPRTVLRSYL
RDTLAELDCETRVLESLDSARAEARDAGTISRAALAAGGATDRARILGPEQPVADGLPDYPFDRQTYRLDSPVATDIFHR
RPQHPFLGTRLRLDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEEIELRDVEFLRPLELPEKG
VVEVRLVHEPTARRMRIEAGGPRGWTPV
>MBL3561874.1 hypothetical protein JMM65_14060 [Rhodovulum sulfidophilum]AB16
MGKVLGFRRKGNWLYVGLVLDAGLFAATAGKLRHCAAILRAIGELHALRHCHPDKWHSNFLIDESNMAAPRWDFRGIARS
PDFRPSGDARRKRLSSFGNCDEQVGLPFSRTNFRDVDVKTADRAGL
>MBL3561875.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTGRHVFRLAMSDFGAALVLPVLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKQLLSPQDGSFPI
>MBL3561876.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>MBL3561877.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB16
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCTRYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFADDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MBL3561878.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MPVPSLATRLGLPSALAALIFGAATPAQAETAASAPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEVAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>MBL3561879.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MITVTDLSKTYGDKPVLSGVTAEIPRGQLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDSYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MBL3561880.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB16
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISQNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLLAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>MBL3561881.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB16
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVVLTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MBL3561882.1 cation transporter, partial [Rhodovulum sulfidophilum]AB16
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEA
>MBL3561883.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MBL3561884.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB16
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>MBL3561885.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB16
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MBL3561886.1 transketolase [Rhodovulum sulfidophilum]AB16
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAAPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MBL3561887.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB16
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MBL3561888.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB16
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGRDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MBL3561889.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB16
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MBL3561890.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB16
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDEAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MBL3561891.1 RNase adaptor protein RapZ, partial [Rhodovulum sulfidophilum]AB16
LYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAEMTARFAPGGAAPLAVS
LHSFSYKRGLPLGIDMAFDCRFLRNPYWEPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAALVLPAHRDEGRSHISI
GFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MBL3561892.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB16
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MBL3561893.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB16
MPPPRRWRPGANISTVSTQAACEDPLTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLL
MLAASKGTAIEVSTHGPEALKLADALERLVATRFGEDM
>MBL3561894.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB16
MHGQSAAEPPHDARELSYARTFPDPLRARTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVAEVAEFMIPVPFPHAEDARERSLEMRRAAMDHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPAVGAPICRDEIEPWARDPRGFMAWLRARTLALT
>MBL3561895.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB16
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EATYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MBL3561896.1 hypothetical protein JMM65_14170 [Rhodovulum sulfidophilum]AB16
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSLSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRSPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MBL3561897.1 FAD-binding protein [Rhodovulum sulfidophilum]AB16
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MBL3561898.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB16
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MBL3561899.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRANSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MBL3561900.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB16
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWARPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MBL3561901.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB16
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MBL3561902.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB16
MRLQRLSLDRFGHFTDRHFDFGSASDGHDFHIIYGPNEAGKTTTMEAVLRLFYGFPLREGYAFKHPRNNLQVSARLDIDG
VLRDFTRLPTRSGSLVDATGTALPEAALSAHLAGLSEEDYRRLLCLDDETIERGGEEIANAEGDIGRLLFSAAAGVADLS
TVLDHVRERADALWKKRGRTTRMAELKRALADVEKEIKDRDVTASAWKALKKDLRKAQEAEREARKTRDALNLTKAHVEA
QRRALPLMGEIQELEQAIAPFATYPDHLDFDPERLIELHRDRGLATQNIAGLTEQVARLRADRESLALDPKLVNLSTTLA
ALEDLAARDRTAQLDLDRREQERQAAQTSMQQAAWDLGLTSPEVDLQGLVLSGADIASLESARETLREAISQEEIEARET
AELKERVIAATEAMQDVAPQDEERPQVADILLRFDAETLAPAYAAAQQAIGDMKIKARRSLAALSFAGVTFDRLPACPTS
RHQATNWAERHQDLLHDLRTTTEKHDEHLEDAKARGAQAKS
>MBL3561903.1 DNA repair exonuclease [Rhodovulum sulfidophilum]AB16
MIKILHTADVHLDSPLRSLALRNSDLRDAVAAASRSAFRGLVDFAISEQLSAVLISGDLFDGKERSARTGAFLMAELDRL
GDAGIKVFYIKGNHDAENPITGTLDLPAHVHVFDARGGMEPLTDDIVIHGVSFADRHAPDSLLPRFKPPVPGAVNIAMLH
SSLGGAVGHDIYAPCSLADLAGMGFDYWALGHIHKRQVHSAAPWIVMPGTPQGRDIGESGPKSATLLTIDQGRIDISEVP
SSVVEFAQSELDVTETESDEALRALLKSHLNALRNQIAAPNGVIRLILTGTPKRHWQILRDRDVWIEQVNELAQATGELW
IDKLLFDLPPPDATEGASGAADELATIMATIRGEPGFAALARGEVETVLQDLPVALRDRLLPDEAARDAMVDKLAKAGAD
VVLAQMKGAGH
>MBL3561904.1 hypothetical protein JMM65_14215 [Rhodovulum sulfidophilum]AB16
MRRTSKTEFLRGLGEYNPGAHGPSGTSSEWQRLKEKIAAYDAQRGGVWNYEDLYHILTMILKGYPVNKARDTIAALDGPG
EAAAKLGIFDGICGYIPIGKANFIERERRTIAFGKHEVDISPDFSFKANQEIFEVFIYPYKSPPLKQQQRHAIVNAIAVT
ERQVPHFLILAEYPELSGIRKFRAETFNFRYRVTEEGFIKHMETFYDLLDERSKTGDLFGG
>MBL3561905.1 nucleotidyl transferase AbiEii/AbiGii toxin family protein [Rhodovulum sulfidophilum]AB16
MSEPFLSLPPGDRKEALAVAADRSGRPAHLLEKDVWVVWALQTLFSSELGEHLVFKGGTSLSKAYGVIQRFSEDVDLTYD
IRAVAPDLVGDCAEALPATRSEEKRWSKAVRDRLPKWVVEATQPLIQDAIAAQGVSASTRADGDRLFIDYEAASSGSGYV
APSVMLEFGARSTGEPASLRDVACDANGLIEGVTLPTATPRVMHAERTFWEKATAIHVFCVQGRLRGERFARHWHDLVRL
DDAGIADLAISDRDLASAVARHKRMFFPEKTADGTPVDYEAAVHGNLQLAPNGEARTALAADYAHMVHDGLLLEDAERFD
DLIERCASIAERAKLEAKNHHVRT
>MBL3561906.1 type IV toxin-antitoxin system AbiEi family antitoxin domain-containing protein [Rhodovulum sulfidophilum]AB16
MQHLAEQILTHAEGLPEGAPLAAKGLLHLGSRAGVDQALSRLAERGQLIRAGRGVYLRPIKGRFGTRAPSVEQAVEALAA
QRGEVIVPTGAAEANALGLTTQVPVRSVYLTSGRSRTLSLGKQLVELRHAPRWQLALGKRPAGSAVRALAWLGPEQAETA
LRSLKQKLPAAAFDELVTAAPQFPTWLARSVGKAAHV
>MBL3561907.1 hypothetical protein JMM65_14250 [Rhodovulum sulfidophilum]AB16
MTGKPPPLSIAEDRFEVSREQLFEEVWETPILHLAEKYAVSGSYLARVSTVLRVPRPPVGYWQKKAVGRAPRRPELPEAQ
PGDQQIWSKDRPLARPAREERGEEPQKAGRGAARPAVNALLRGTKSQFLKTRKIDANEFLRPYKQLLPDIVNCDFHPCVC
VW
>MBL3561908.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB16
MSRASRLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDLAEHPVAVQLGGSDPGELAEATRLC
CAAGYDEVNLNVGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAAAGVS
RVIIHARKAWLQGLSPKENRDVPPLDYALVAEMKRAFPVMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILL
GADEELFGLPGRKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALEA
LPRAA
>MBL3561909.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB16
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGVRPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MBL3561910.1 AMIN domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MKAVSVVLRAAVALWFGLGPGSADALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSVRAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPTDTGASGPERPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPG
>MBL3561911.1 TRAP transporter permease, partial [Rhodovulum sulfidophilum]AB16
FRGVSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVMLIFVGILSLI
LGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDAIRTGFIAFFY
SLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFRPDFVMDRLQP
PFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLAPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRVVLEEPMFGTP
FSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MBL3561912.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MBL3561913.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQSSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDETWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MBL3561914.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVINMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MBL3561915.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB16
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIIGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MBL3561916.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB16
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVASVLDNARRALPGLSDRPLPAEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAETGGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVETHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAALPRPAGVGRSVGQ
KPL
>MBL3561917.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB16
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MBL3561918.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB16
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MBL3561919.1 sigma-70 family RNA polymerase sigma factor, partial [Rhodovulum sulfidophilum]AB16
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEE
>MBL3561920.1 M81 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB16
MRIALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAGMAAAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVDSLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYSGLDAEDAVGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADT
>MBL3561921.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDD
RGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAG
GRAVLSALSDDAAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVA
GSLSEWTRDAFVRHAAPVATEAARAINGSL
>MBL3561922.1 hypothetical protein JMM65_14335 [Rhodovulum sulfidophilum]AB16
MSFPKKGKFFPKQNGYGGSGQSDPEKGFAAEIAAALRRSHINSRSGAKIVASWTGANEKTVKNWFAGRYGPSGAHLVSLA
RHSDEVLEAFLAAAGRQDLMVALKLAAAEDAIEELLVAVRSLSTREQ
>MBL3561923.1 recombinase family protein [Rhodovulum sulfidophilum]AB16
MSAVAYVRMSTDHQRYSTENQLDVIRKYAETRGLTILRSFEDSGRSGLRLDGREALQNLMAEVQSGQADFKAILVYDVSR
WGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVFAGQCRLVELGYRQGGAAG
YGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREIAEVLNGEGHRTDLDRPWTR
ATVHQVLTNEKYIGNNVFNKVSFKLRQRRVVNPRDMWIRAEGAFPVIVDKALFLRAREIVDARSRHFSDEELLDALRAIL
KRQGMLSGLIIDEADDLPSSSAYRSRFGSLLRAYRLIGYEPDRDYSYIEINRALRQAHPQVVAEIIAGVTRHGGRAVQDP
ETDLLRVNDEFTLSIVLARCAATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLPSIDMTFGKLKFAEQNGLA
LDAYRFDTLDFFYALASRARITEVA
>MBL3561924.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MPDDMEPISQKQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEYDLVCGQGRLEAFIELKQ
DNIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRERGYNDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKTDAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVTSGPSS
>MBL3561925.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MKRAADKRPASVNHGFEDDCVTLPIDLILPLRTLGKSAKSSRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPATGAVFDALRKMKTMRQIEAAELLVNANNYSVAYVKAILAGTPQAQLVDASKPKKVKGITPEAMARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYVVKLLGNARIVRYLMQTRPEFLSEFQTIAEMDSVAPAEAE
>MBL3561926.1 ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTAAELDRLTVHGKLPLAVGITITRESDAPMLAPIKAGSLLVVGEPGAGKTGALVHAARSLIAEGALVVFLSVDRFPGVA
IAADLNSELSLGHDLVEILSASPGSQPRFLIIDALYAARGGLSEGVFATLIERAMAELGSDWTVVASIRTFDLCNGRRYR
AAFAGPSANAEFAEPTLGTIRHFNIPRLTDRDVAAAGTASAEVAALLAAATEALAELLRNVFNLSLAAELLADGADPAGF
ARIATQSGLIDTYEDRRMLTTGMTQAAAEAVTAMAGSRRLAVRKVDIRHMDVDRVIQAGVLATAGDLVNFSHHVLFDHVA
GRFYLAYYDYYRLIAQLKGETSAALMLAPALRFAIERIWRVDAPGRPQSWRLVCEIFSTEKVDPVLGNVALRILSENVPT
SEISPGSSSAWRRRPTTRRLRAY
>MBL3561927.1 hypothetical protein JMM65_14370 [Rhodovulum sulfidophilum]AB16
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MBL3561928.1 light-harvesting protein [Rhodovulum sulfidophilum]AB16
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MBL3561929.1 light-harvesting protein [Rhodovulum sulfidophilum]AB16
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MBL3561930.1 PucC family protein [Rhodovulum sulfidophilum]AB16
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>MBL3561931.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB16
MTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVLYARGYYGPEVHV
TLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAKAGVDGWRAAGHA
KAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRSAERLRRTGAFRS
VRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGEDLSL
SARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFPVSL
TWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFFSGG
GGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPESWVSDGDWQSGAGLGLRYDTGIGP
IRFDVAAPVDGDTGDGVQFYIGIGQAF
>MBL3561932.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB16
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGPVTDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGIGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGE
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHVGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MBL3561933.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB16
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MBL3561934.1 hypothetical protein JMM65_14405, partial [Rhodovulum sulfidophilum]AB16
LPPDADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MBL3561935.1 glutamate--cysteine ligase, partial [Rhodovulum sulfidophilum]AB16
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEH
>MBL3561936.1 hypothetical protein JMM65_14415 [Rhodovulum sulfidophilum]AB16
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MBL3561937.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB16
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEDRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MBL3561938.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB16
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAI
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MBL3561939.1 OmpA family protein [Rhodovulum sulfidophilum]AB16
MRRLLQKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPEDTTCTLGLGAPSAEWGPAAARGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDRVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGST
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEAPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPGADGATEQAPPDADATEE
AATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>MBL3561940.1 hypothetical protein JMM65_14435 [Rhodovulum sulfidophilum]AB16
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MBL3561941.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB16
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKMEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPIRFRRATLVVLA
VAGLNLIRKGLMG
>MBL3561942.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB16
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEVIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVRAGESYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDAPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MBL3561943.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB16
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGTDAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPAQAEADCAAIEAA
IEARDFLRLGALTEANALAMHATMIAARPALCYLKPESWRVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAVQR
>MBL3561944.1 hypothetical protein JMM65_14455, partial [Rhodovulum sulfidophilum]AB16
IAAARAQDWTGFGAALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGL
VIDD
>MBL3561945.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MRFLLSLALLAALAWSGYWALAARGIERGLADWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGTLAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAI
KAVADRPWAQHLQLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDE
>MBL3561946.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB16
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MBL3561947.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB16
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MBL3561948.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]AB16
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDAQVEAARLAAARREALEALVADLRARNTEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDARERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MBL3561949.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB16
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MBL3561950.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB16
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MBL3561951.1 endopeptidase La [Rhodovulum sulfidophilum]AB16
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MBL3561952.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB16
MSGILPIAVKTVRDLSPSMMRLVFEIDGFERLRPTPHPDEWVSLWFPDATGALPRPLPRALAGPSGGRLPRARSRPYSLR
RIDPAAGTVSIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGRVLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGATAQLPCPAEAFVPGRDHVWIAAEASVVAGLKRHFLGQGATAGDLVAIGYWIRG
RSRR
>MBL3561953.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTLFSCHALERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMGRPIGGWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIAELHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>MBL3561954.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTRTIATPVLLACGLAALAFALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLRARVIATPLAGAVILLLADGVTQMLGRALSGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALGLLGAAVLLSVFETLHLPGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPMGALAGTGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>MBL3561955.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTGRGAHAEVPGRPERPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTADAGLRSWPNLEALRALRPD
LVVALAGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGLDAALAPPVPGQRPILIVKF
ADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPARLLHQSAIWQALPQQRAGR
VGLLPPAWVFGGVPSAIRFARLLEAA
>MBL3561956.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB16
MQGMTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIM
LGQSGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQA
EAQGARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYG
QATPGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTW
KFDPGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQ
VLRYSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALD
YVSMGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDREL
TGRLGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNT
SFNTQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGG
LRHVGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MBL3561957.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB16
MSAPDDQALEWLVRLNDDRADDKLHAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAVGAAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRARRDLTLHRGEAFFQVAPDAARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDRDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSQAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MBL3561958.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB16
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSASGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVLSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MBL3561959.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB16
AIRRDLAEARPEAFTPDLAGSLNNLANRLSGLGQREAALETAQEAVALYRDLAEARPEAFTPNLAGSLNNLASFLSDLGQ
REAALEAAKEAVALYRDLAEARPEAFTPNLAGSLNNLASSLSDLGQREAALEAAKEAVALYRDLAEARPEAFTPNLAGSL
NNLASFLSNLGQREAALEAAKEAVAIRRDLAEARPEVFTPNLAMSLNTLASSLSDLGQREAALEAAQEAVAIRRDLAEAR
PEAFTPDLAISLNNLANRLSGLGRREAALETAKEAVELYRDLAEARPEAFTPDLAISLNNLAIFLSDLGQREAALEATKE
AEILRSGVKA
>MBL3561960.1 hypothetical protein JMM65_14535, partial [Rhodovulum sulfidophilum]AB16
DDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAPETEAKTGLATDPSGKDKASPEALRLDAPILPMT
EARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGATRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFRR
VGRGQFELDKAAAPPQAAGANRTA
>MBL3561961.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB16
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MBL3561962.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB16
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MBL3561963.1 hypothetical protein JMM65_14550 [Rhodovulum sulfidophilum]AB16
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MBL3561964.1 hypothetical protein JMM65_14555 [Rhodovulum sulfidophilum]AB16
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQANFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MBL3561965.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB16
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MBL3561966.1 CTP synthase [Rhodovulum sulfidophilum]AB16
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELHDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MBL3561967.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB16
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGAMEGRLPGEHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMGPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALYHEVGFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTVPGHAG
>MBL3561968.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB16
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MBL3561969.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MBL3561970.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MBL3561971.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MBL3561972.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]AB16
MAGALEDLGRGRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQL
PDPGLAVTVEDRRLCVEGLNHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTV
NSGRLDLTLYRMSDRNLLRSVQDGYFAQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYA
LSAAIPGEAPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPG
LTRGRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIA
DLPLTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPE
APIDPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMTMIEGAGRTDAAGQAQIGLTL
PALKAEGKPVEARITLRLSEGSGRPVERSITRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALN
RVETRYQWYRVDGDWKWEPITSRERISEGETRPEDGRASIGVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTT
PDMLELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLP
AGHNPARALGLAHATVDPGPHRLSAAFEVPAEAGPRQPLDIALKVDGIAPGETAYATIAAVDLGILNVTGFASPDPDGHY
FGQRKLGMGLRDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGEDGVAHARLDIPAFNGTLRL
MAVAWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELAEG
GKTALSIPITAGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLA
LGPVARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGS
GDFWLDAYVTDFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMADLRYYADTRTGA
FATPLAAGQLGAALAAYGDPTRADRMFARAARMMAGRMGRDEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGY
LAATDRPLSTQEASWMLLATHELIDRPGTGAGGGGFTLNGAPLTGPLVRLLAPGDGPAVLGNDSGRPETLTVTSFGVPEV
PGPAGGNGYAISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLG
TTAEVRHSEARQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MBL3561973.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB16
MRALLPALAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAAHAARASRDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARATEPGGRLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAQGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPAPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNGALPAPLRHFARPGTSQGADPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MBL3561974.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB16
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQQRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLVPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MBL3561975.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB16
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIV
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGVRSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGR
>MBL3561976.1 hypothetical protein JMM65_14645 [Rhodovulum sulfidophilum]AB16
MNTHLHFFPDCTHDHPVPVGLPIHEHWRATAAYGACIVGAIRVGGSRCSILTLG
>MBL3561977.1 hypothetical protein JMM65_14650 [Rhodovulum sulfidophilum]AB16
MANIGPITPFGVLEPSAHFPHSAISQKFTQLNAALAHYIDCERDLEHVDCFDHAFMNWARDAEAARRKTLLLCGDIIRAA
ICRPEDRPLQRLALLTRALIESETSERFTTLHRALDLHADLFSCPGTTPTLARARHMLNRCHELLDAMAELGEFRDPAEI
SWAARSDAEPDALIATCAH
>MBL3561978.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]AB16
MAKTSAISVRVSDETKKAVEKAAAADGRSVASYVERLLTTHLKEQGFIPE
>MBL3561979.1 SH3 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTITGCAIGSGAVVKGVGTDDLLKLRDGPGLDHNIIIGLPDGTRLTRQSCLTANNGTVWCKVFLTDKPRVSGYVSAGYLA
QR
>MBL3561980.1 hypothetical protein JMM65_14665 [Rhodovulum sulfidophilum]AB16
MIDLQSCPMPLGARSAERGAGSVISFIGGGVQPANRGKAAMFGDDAPIWRFLEAVDARQDPMAVTHAEAGRFLIEVLPAL
ALPGFEPAFAGRFGAPKYNPGNRRRFRKADWRAVTDVVAQVAVRLDIAPMVH
>MBL3561981.1 hypothetical protein JMM65_14670, partial [Rhodovulum sulfidophilum]AB16
MKDVLDVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNENARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAES
>MBL3561982.1 hypothetical protein JMM65_14675 [Rhodovulum sulfidophilum]AB16
MIVGTMATYPPRQRSMLAAVARIAPQLDVLNVVLNEYASVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPETYVKDSVALMQALGPGRLVGSYYGVVYRKPKLRQKTLSGLNRYRKELFRRRGKVRNSLVVDAGLQQAIVVDELG
TGVMISRPEYLPDFESVRSAQKFIDVRMARLCFEKGITQVCLPRPAGYLGLVEHDETINTSFTIKRHAAVTREIQEYALR
NPLAGQPFECGR
>MBL3561983.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB16
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVDGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MBL3561984.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB16
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MBL3561985.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB16
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MBL3561986.1 hypothetical protein JMM65_14695 [Rhodovulum sulfidophilum]AB16
MNRLASIGTFVGGAATMGLALLGFYAFLYDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAARP
LDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGQAYLAFDGKDYRLGVGKFLSYESGADLCRLLLVRKV
DGDVYRLRWRCIPDHRDQL
>MBL3561987.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB16
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MBL3561988.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB16
MQAYRFLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYTPDLKLGEL
>MBL3561989.1 hypothetical protein JMM65_14710 [Rhodovulum sulfidophilum]AB16
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAFAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MBL3561990.1 CoA ester lyase [Rhodovulum sulfidophilum]AB16
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGGRFRIVRVNGFDTPWGR
DDVAAITGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MBL3561991.1 hypothetical protein JMM65_14720 [Rhodovulum sulfidophilum]AB16
MGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTFANGLTCLIASGEAYDPVAEPAGQAL
>MBL3561992.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB16
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAILGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MBL3561993.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB16
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MBL3561994.1 hypothetical protein JMM65_14735, partial [Rhodovulum sulfidophilum]AB16
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ER
>MBL3561995.1 AMP-binding protein [Rhodovulum sulfidophilum]AB16
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MBL3561996.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB16
MVFKIDFLGTRPVAELVAAAGNAAGALPPVGLVRGFRAGTRVATREGCRRVELLEPGDCVLTVERGSQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAETHAERFVLLPARMLAGVMGIRRVPPPAEVCVVSIAFDA
PATVYANGAARVHFPSWQGEGTGSTDRPEDLRSEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MBL3561997.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB16
MAEFHYKTDADGIATITWDVPEKSMNVLSLSGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDEKGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILDRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGPGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>MBL3561998.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGVSADIIATEYG
FSRDDVDGLAVESQKRAARSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MBL3561999.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB16
MTIRLYCFGESGNAYKAALPLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MBL3562000.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPGGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPAGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKTFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALGAANF
>MBL3562001.1 mismatch-specific DNA-glycosylase, partial [Rhodovulum sulfidophilum]AB16
GHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWGVDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQ
IFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGTALRRGG
>MBL3562002.1 hypothetical protein JMM65_14775 [Rhodovulum sulfidophilum]AB16
MRLSICLATLAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>MBL3562003.1 sterol-binding protein [Rhodovulum sulfidophilum]AB16
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>MBL3562004.1 U32 family peptidase [Rhodovulum sulfidophilum]AB16
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MBL3562005.1 U32 family peptidase [Rhodovulum sulfidophilum]AB16
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MBL3562006.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB16
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDSKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MBL3562007.1 peptidase domain-containing ABC transporter [Rhodovulum sulfidophilum]AB16
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMALFASKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRSAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRLDAVAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLARCETYAALWRQQT
EHIA
>MBL3562008.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEGFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPVRIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MBL3562009.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB16
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPADAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALFEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSVGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFAL
>MBL3562010.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB16
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>MBL3562011.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB16
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDPAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTTTSYEIVETLD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLADQSFAGRKIEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLAEVIDAADEIAGIRDHTGRTEPDVRT
>MBL3562012.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRTLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MBL3562013.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB16
MAYPRREPVTTEPRLARWTLIAAVLALVGILLFAPLVTVFAEALAGGGAAALAALGSPDARAAIGLTLTVAVLSVPLNAA
IGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGINGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVA
RELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEML
YNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MBL3562014.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB16
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPFGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MBL3562015.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRLRHPFRWRNGILTVLATFGLALGAPEA
AFSTATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHVPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWAKAQPVFFGDGGLFDKIYED
>MBL3562016.1 hypothetical protein JMM65_14845 [Rhodovulum sulfidophilum]AB16
MIDFFKGRMSAFSVVILENPSPAAAVDRGHMGEVGMGASFNTTKIVDILLNFGILIADSPVMGEAGSWEAA
>MBL3562017.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFLEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>MBL3562018.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]AB16
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MBL3562019.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB16
MMDDPATFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGV
>MBL3562020.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB16
MLDGVMRRLIDPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMIALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MBL3562021.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB16
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VTDPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MBL3562022.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB16
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MBL3562023.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MBL3562024.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB16
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MBL3562025.1 transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRENLT
TAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAGSDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGERAAAQALGTELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGF
>MBL3562026.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB16
MPRGQRACAGGDRTGRFLRGENVTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQV
RLARVDQTMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPI
PAHASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEIVCRDQMLA
AQKEWI
>MBL3562027.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB16
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEISA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGSVDLDGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MBL3562028.1 trigger factor [Rhodovulum sulfidophilum]AB16
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPEADLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MBL3562029.1 TRAP transporter permease, partial [Rhodovulum sulfidophilum]AB16
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAF
>MBL3562030.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB16
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MBL3562031.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MBL3562032.1 hypothetical protein JMM65_14935 [Rhodovulum sulfidophilum]AB16
MPPRLGARAAAMTGCSPCAPLSAPRASRSGNRRTRPGGKDRIGSAAPVHPSRRKDGRHAVFEPGAPPAISAPRRQHLAGP
IAPAADLTVFAAPCANSDRRFGKGRLAPGMTIRSASPAPPTSGHAARTRPRPGPDAGSPGRTSPPVWRRSGVLPQALRTL
QRDLRLTRREETTSTRQRMYRTFRTGCETPRKRPDPRPCCARRWPMSPSTTTPAPPKSNGRPSTRRHLAGNSPAVTSAPK
APGPHFSENRPPAATDVAGTGSFPNGRPPDDHIDLHFPD
>MBL3562033.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPMGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLKKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MBL3562034.1 transposase [Rhodovulum sulfidophilum]AB16
MRRYQRDRPGELIRLDIKKLGRFERPGWLMSRGYPMSARPRPPAFCCAPCAGSAPRASRSNAYGRAYRSRRFCKALRLLA
SRHICTLPYTPKTNGKAERFIQTLLRECAYGLAHQSSAAPNADLPRWLDWFNRSRPHSALLNGLPPLSAFFRAS
>MBL3562035.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MTIRKLCAAAGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKKARAAFLEANPLCVDCAGLG
LVTPAAEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>MBL3562036.1 hypothetical protein JMM65_14965 [Rhodovulum sulfidophilum]AB16
MLAAYYGMIVAVAVAALSAGLEALKIHWPFWIYTTLFLAILGHTHFALESPKSANRIIRLVQRRDGPMLYTATVSSALNV
MSHILTPENAEENPPSSKGILAKIAWWTTPRALDIADVARLQGNPWSWPVLDFALKLAVLYPLLLAFVQWGITGRPTGIV
GMPLFLEEERDPLRYAAVNVIALMLASRIVASATHRPVLKRGGEWLHRIAVALAGASAVAFALALAGAVAGAVALAVAGA
GAVAVSFAGAVSGAGAVAFVLALAIACVFALAVAGAFVLAFAVALAVAGAVAFAFAGAGAGAGVVAFAGAVAFALAFAVE
SIAGLASQRQKGLAGYAFLLCLLFSASVAAIVAVPGGTAEPGEFDPRILLLFLGVFPILNAVFDYLSYGVTVWLVRKGAS
KKGGGTLLLGAVDVLCAAMIFFALSASLVAIIEMINRLAGGTVIDVAALLDGIQNQPEDHWWVFGMIFSTLVPTLVHLFI
VALSAITWLPPWARHRIKAGIAAGRDDGGAFQVAAFATALIYTAYAALITYGVVAGLTWLWSVREPILTTYLNAITWWAK
LIGAIPAS
>MBL3562037.1 hypothetical protein JMM65_14970 [Rhodovulum sulfidophilum]AB16
MTAALRSPLQAASRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYVATLVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHPKTADAAMLGVEGWQPIPRRNRKGVIV
HDAVRFTPCHWDPTPSQIAAARRAYLNWWGYLLAVQAALTGADLTRIEVTRDLPPMRPWG
>MBL3562038.1 hypothetical protein JMM65_14975 [Rhodovulum sulfidophilum]AB16
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAGWLRDREARLAHCRSIADLAGASA
>MBL3562039.1 hypothetical protein JMM65_14980 [Rhodovulum sulfidophilum]AB16
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHPELAQNDAAILWMDDWLVEQGCGYRGSTWVERA
LAAWSSHMFDVNRAARARE
>MBL3562040.1 hypothetical protein JMM65_14985 [Rhodovulum sulfidophilum]AB16
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MBL3562041.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTGPTVSLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQKAIMAE
AKARGYDIKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>MBL3562042.1 hypothetical protein JMM65_14995 [Rhodovulum sulfidophilum]AB16
MEKSFLNMSDQQRRERKWFASLMWRIFSEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYLLAVLALAGA
ETVFELFDPEQKE
>MBL3562043.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTEKARPYIDIAQRLKWHRETIVGLSQADYAQSIGFKRSIYSLWEAGTHRLSLDGALALRSKYGLSLDFMYEGIDDALPM
TLRNAWRDRP
>MBL3562044.1 hypothetical protein JMM65_15005 [Rhodovulum sulfidophilum]AB16
MKTILITASALALLAAPVLAATDTSEDQAAAVSPDSAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGS
GEGEGGESSDT
>MBL3562045.1 hypothetical protein JMM65_15010 [Rhodovulum sulfidophilum]AB16
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLALARIAKASL
>MBL3562046.1 hypothetical protein JMM65_15015 [Rhodovulum sulfidophilum]AB16
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARKGGAA
>MBL3562047.1 hypothetical protein JMM65_15020 [Rhodovulum sulfidophilum]AB16
MSVFDSIVPPHDALAAFVAEWRGAAPDVRLVAIRGALRRHGIEIPALPGRVAFYEIQLFGLTVTGGDEAEAAQNWMEAAI
RLCPFD
>MBL3562048.1 hypothetical protein JMM65_15025, partial [Rhodovulum sulfidophilum]AB16
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PSNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRT
>MBL3562049.1 hypothetical protein JMM65_15030 [Rhodovulum sulfidophilum]AB16
MRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPGDETPAPDPDATAGLVAPSGADLSQAEAPGRKPPFDA
AAHDEPRAEGSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPPE
AGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTVPA
PGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETDPRPSARPAPRTAEASP
PAVVPADPAVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTHDTDAAVTAALEDLADGEGEAASDLP
ENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRFVKV
KVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MBL3562050.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB16
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEVRD
>MBL3562051.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB16
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILGTPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MBL3562052.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB16
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MBL3562053.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB16
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTAIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKVTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFVAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MBL3562054.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB16
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MBL3562055.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB16
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MBL3562056.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB16
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDEDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MBL3562057.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB16
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAAVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGVLLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MBL3562058.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB16
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MBL3562059.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MBL3562060.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MBL3562061.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB16
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MBL3562062.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB16
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MBL3562063.1 integrase [Rhodovulum sulfidophilum]AB16
MPRRAAGARLYWRERSDGQSVWEIRDTGGIRISTGARCRADAEAQLAAYIERKNRPTGPVAADELSVSMCLAIYAEEHAA
HISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTIRRELNVLQAAINYCHGEGYLITAP
KVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MBL3562064.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MPASKIPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVARLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETSIEAGFYPDEVDYTTQPL
>MBL3562065.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPEGLMGKAAR
>MBL3562066.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB16
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AAPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAVWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFVPQGLAGEIRRRWWRGLP
>MBL3562067.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSALLSTRALSRSFGGLRAVHEVDLDLAPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGPPAAIRADARVQAAYLGTAID
A
>MBL3562068.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLEGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPEFLRQELGV
>MBL3562069.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVGAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETEIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMDRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MBL3562070.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMIDTELAGDGIALELAVEIDSYSN
IKNLVAAGFGASVLPWHAVAPEAEAGRLVVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGGSPPDADS
>MBL3562071.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB16
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEEYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKVA
>MBL3562072.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB16
EDEPYQPLKSAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALA
ARGVVCLTDPVVRNYARACEHIAAAGYERLSFLLTRIYAGGELVEQNRARFPQARLIFNTVDLHGLRELREARIAGSSAR
EFSAQATFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHYPNVDAVEY
ILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPC
VATSLAAEGMGLQAGRDILVADTPEAFAEAVIRLHGDEMRWTRMSRAGYDFCEARYSRRVVAAKLNALLDGVPA
>MBL3562073.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MVTSFMYSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGSEY
FGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRAEL
APDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MBL3562074.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MSAGGGERLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPVRSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MBL3562075.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB16
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MBL3562076.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKSALICPGPGRSGTSLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYERNFDVDGDDADALRFEFSPRYTTVTAPSWHK
TVVERIRNGVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERHSAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGFHVPNSRRGAEIPQFSKAKGHPRYYYSQDHDICIRNREGREAYLSA
GQFYICNERGHEIISDMDPEVAASCTGAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYSDK
VFPCAEPDFDLLNDASPELKKASLSEM
>MBL3562077.1 hypothetical protein JMM65_15175 [Rhodovulum sulfidophilum]AB16
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDIVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVVSAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVIADFVAIAGLPLEPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MECPRFRGPFHMDLATQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPTCLEQDMKTILREFAQFEAVANHPLIAAL
ERGQMVAGEMPR
>MBL3562078.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGTANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRSTDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGSLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSHFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWQ
EELAALERSLPADLLARTVMANASDYALYDRYR
>MBL3562079.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MBL3562080.1 hypothetical protein JMM65_15190 [Rhodovulum sulfidophilum]AB16
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAAEARRRAEAADG
>MBL3562081.1 HpcH/HpaI aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB16
STETAGAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGEDGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDL
AGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEQEIEAARRIVEAFEADPTAGVVAIDGEMIDMPHLKRSRLILQR
AGEPA
>MBL3562082.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MTKAAVRLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>MBL3562083.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEAGE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDEGRYQCR
HICNDEMVLVVPPAHPLAKARTATLADLSQDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMALRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGASDRPSHPPSGKA
HRKA
>MBL3562084.1 DASS family sodium-coupled anion symporter [Rhodovulum sulfidophilum]AB16
MPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYQMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVSVFTWFKLLGYGL
>MBL3562085.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB16
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPSDDRLRELD
MGEWTGLRKDVLIAEKAELYRAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTLLDFEDVRDAAPPRLEAYNLGEFAPDTDVAD
>MBL3562086.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB16
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAMREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MBL3562087.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB16
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MBL3562088.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB16
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQDKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>MBL3562089.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLATGAQVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MBL3562090.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MBL3562091.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MDQFFTEEQRMVRDTARKLGDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MBL3562092.1 hypothetical protein JMM65_15260 [Rhodovulum sulfidophilum]AB16
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPKDVIVYFFDRDPGDAFHGGVASA
>MBL3562093.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB16
MKFRGSYTVCVTAFDGEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFSETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQDELRRILDDLGLLAEA
>MBL3562094.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKLYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MBL3562095.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWDDPFP
PPSLDHEEEAI
>MBL3562096.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKKGGPAYRETEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MBL3562097.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB16
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPRVLYEGAQEILFEEVDA
>MBL3562098.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB16
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWR
>MBL3562099.1 hypothetical protein JMM65_15295 [Rhodovulum sulfidophilum]AB16
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MBL3562100.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB16
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MBL3562101.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB16
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRED
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MBL3562102.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB16
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVTLQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MBL3562103.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVASEILSRTRKETAELRRLARTALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEISQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDQTMDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASHRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPAPTEPDERTRIIEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MBL3562104.1 DUF1989 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
EPADAAERRAAVPVVCYPPESLPAPPMALYDGLRVGMTRVAQLEIPARAFRVPAGHVLRISCTQGPQVGDLNLWNAHDLS
ERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMSTVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGGAPFHRCCHSN
LIRALAAETGLAPDAAESHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWGDCSGNSTDHA
RCHPLDVEIFAPAPGALDGWTPPPEPAPYDRSHGF
>MBL3562105.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB16
MSLHIGAQPGEIAETVLLPGDPLRAEWAAETFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRTAVAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>MBL3562106.1 protein meaA [Rhodovulum sulfidophilum]AB16
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLSLYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVGLISPEQVAAE
>MBL3562107.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB16
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MBL3562108.1 hypothetical protein JMM65_15340 [Rhodovulum sulfidophilum]AB16
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MBL3562109.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MBL3562110.1 autoinducer synthase [Rhodovulum sulfidophilum]AB16
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTVAPRELAVA
>MBL3562111.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGAHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MBL3562112.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
MTGRTILVTGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAGAVEAAFDAFME
>MBL3562113.1 DUF4175 family protein, partial [Rhodovulum sulfidophilum]AB16
RAPGSTGQVGTEDSMLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MBL3562114.1 hypothetical protein JMM65_15370 [Rhodovulum sulfidophilum]AB16
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIDEFLSDADGPRY
EALIGSDGGAQKLYVLRRRGGLVRAIERATDAATRALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGTGAAR
VDRPSDHRPIWVEIGRPLTG
>MBL3562115.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB16
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMQSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MBL3562116.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB16
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>MBL3562117.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB16
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>MBL3562118.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB16
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MBL3562119.1 LysE family translocator [Rhodovulum sulfidophilum]AB16
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
AILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MBL3562120.1 cysteine synthase A [Rhodovulum sulfidophilum]AB16
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>MBL3562121.1 acetyl-CoA carboxylase carboxyl transferase subunit alpha, partial [Rhodovulum sulfidophilum]AB16
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAV
>MBL3562122.1 nitroreductase family protein, partial [Rhodovulum sulfidophilum]AB16
KPALARLAELVRTQGPALGQPPEAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANW
LTGWPTHERAVLPEALGLGDAETIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MBL3562123.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB16
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLSLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MBL3562124.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB16
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MBL3562125.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB16
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MBL3562126.1 hypothetical protein JMM65_15430 [Rhodovulum sulfidophilum]AB16
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPPADPELAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>MBL3562127.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB16
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLA
>MBL3562128.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB16
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGPEKVILLKPETYMNLSGDAVQAAVQFYK
LSPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPAAPKAPAGSAAPRPSQAEAATEDSRTPLQKLADRFR
>MBL3562129.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDTKAPSVNVLGGPLVPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MBL3562130.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB16
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MBL3562131.1 hypothetical protein JMM65_15455 [Rhodovulum sulfidophilum]AB16
MRGLLGLIALLAVAGLGLAFTKPTETAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MBL3562132.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB16
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MBL3562133.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MBL3562134.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB16
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MBL3562135.1 hypothetical protein JMM65_15475 [Rhodovulum sulfidophilum]AB16
MNPTEIYDALAEIAAEPFDATEFPFAFAAATDGAKAAISKLRSGSTNKSDLPGVST
>MBL3562136.1 hypothetical protein JMM65_15480 [Rhodovulum sulfidophilum]AB16
MTEKSEPKRRAVRSICPRCGAEPGQPCLGKRGQSRISYHKERLEQTAEADRVAELMNNLDIPEVDGFVVYGIHNPDTETF
VYIGQTGRFRKRVRDHLRSGLKPHRFPPVKKWLYETLGSGRVPVFEVLQHCTSEQASLDAETALIRKLTAEGVVLLNNWK
IHRE
>MBL3562137.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB16
MANWYTADLHFGHERIIEFCKRPFRSVSEMNATIIANFQACVGHDDDLWILGDFAFGRADDTARFEGWFHSLPGRKHLII
GNHDDEAVISLPWHSVEYMAELQDEEQGLVLCHYPMITWNGARRGALQLFGHVHDQWQGSRNSVNVGVDQWDFRPVQIQE
IAQRAKRLSVNKHWADVEHGNELE
>MBL3562138.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MKLDIGLHKQLRAELRAKGVSLNQIAVEIDRSPALVTAVSQGRCKSHLAQSAIARHLERPPEEIWPDRYGREETA
>MBL3562139.1 TnsA endonuclease N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MYLGSHRQIVVYESLLELLCILLIISRGDVIDVWDQPPAIHFSRPDGSQHQHTPDYLVELADGTRFAVAVKPIEQVNRRD
FDIELSYVAACMPQSYADGLVLMSEADFTRAQALNAQRHHEFNKTPDALADRALAAVIDQQNEPTTLELLVEQVGLAGRG
FRAAFRAIIEGRLRQVAHGKIGLQTLVTAEGTA
>MBL3562140.1 hypothetical protein JMM65_15500 [Rhodovulum sulfidophilum]AB16
MIFPYEPDDTFIIHGTRYSCIRQTDALCVFEPKDPADGNTRTLSRTEISFLRRSNNWRYIPGPRTKERMRATASRGTKAL
QSAHPDDRASAIFAYMECMNLKTFHDARAVTLTKESLEENWPKIVGAFRANEEIRNVGDGPTRGGSSLPPQRKSHAPETL
LKLYRKLRKNKYDPSVFLPRYRVRKGEGRRFCQETEGFISENIRAYATLEQDTKSSVARQTRNALLEENNRRAELGQRPL
QVPSERTIERRIDFLDPFEVAVYRDGIDQARMDFGVSSGGLDLLFPLERVEIDEWKADIRTLFHRLGIWNELPADLREEV
PSGRRWVYAAIDCSTRCILALAVCDRPNADTARRVLGQILEDKTEAARAAGAEGVWDFFGTPHLICADTGSAFSADMFVT
AVNFLGSAILFPPVKIPELRSRIERLFGTMTRQITPWLPGRVFENPKARGDYPSEARTILTDEELTRILTIWVVDHYHQQ
PHRGLPGGQSPASRWRELVQKYGVTEPPDLNTRRVALGYEFERVPSSLGATFLSNQYSCPELVQFWRRNKGKPIKLRIEP
SNIGAISVQIETEWFLAPALNGEELEGMTLTNWTKVMRELRSTYAAEATATLPQRNRAIQKIKAIVDEARLREGLIDPEY
TAEHLEYLDKNLCGGLLFDHPDQPPVSTEGAPFGRLITPSTKVANPGPLKSQDEHPRPTSAAAPIGEPTWKLED
>MBL3562141.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB16
MNINAQISPAIHRELARLRNRFVPRGCYVQLTEAMSVLEDRRRAELAEGLNPEARGVAVIGNSGSGKSTAVAHFFRGHET
LRLLSHDAETADVASFLVPSPATLKGVGISCLNGLGYPLMRDRTAGIIWELVQSHLRELQIMFLHLDEAQDLMGSQSERE
MLAVVNTLKSVMQNRYWPVSIVLSGLPTLKTLLNLDPQLGRRFTPISFGQIDDIQDGQNVLELIQQYRQAAGLESSGSVE
TDDFAARLIHAAAHEFGILIEVIIGAIEICMRRSDSTLQLQHFTEEFLRRTGCAADLNPFIRRDFTALNPRLLLPGNDDI
QPSHVPPRRGR
>MBL3562142.1 TniQ family protein [Rhodovulum sulfidophilum]AB16
MKLTVSPREGETTLSVVSRLARRNGASFVQDFCADMGVSWRDAANGEAGEIHRLADLAGLDVDGLAAHSVVRVAHPGYRV
NKQYLTSKTLVRRELRVCPRCLCEDDRQGGALARHGRLEWLVATYRTCHIHQVPMLTLPDADYPRCRHDFSQRVRDHWRC
ISRAERELVPSSGLGDLETDIASRIRGLGGHDHARFLDLDLMCRLSEDLGVVLRFGASTYPSKLNRTELARAAEAGFQAI
AGGPDALTVAFGEMKVASSSPTPGF
>MBL3562143.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MYRIAVGMGLGTTEQAERIEFSTADHDDQLADYAACLSPKKSADHLGIRGEMLNRLVSAGLIAPRFDLPGLNPIYHPEDL
RLLIEPLVGQAALMDRLPSGYASLVSIGGHAKCRFETVMRLACDGKLTSLSRLNASPKLDGLFVNLDDLRDQLEEPAPSG
ITRNEAKRLLRINSSTVAWLIRQGWLPATTVKHHRHRRPVTLISREALEAFLADYATLGMMAATAHTQAIHVARRLEDAR
IFPLELDCRLSKLYPRTSRLERLFDPGRIPEPTPS
>MBL3562144.1 restriction endonuclease [Rhodovulum sulfidophilum]AB16
MGHIWMSSEAFVRSLSEDAGCRSGFALGETDILERLGADHQFVDEVTTRGFIRLASNDYADTVGDLLFALGTARTPGMPA
LSRRFLWNIGQESGESFDIWRLMEIEAVAHEYARRKLSHDESQGEVFQELRQLLGSNEENFIPRLLAAVDEEIALNPFYG
RDIAKSGLISLNDLFHSEKLPSNDGRLFDQRFVDFLNRNPEELLRMHWRQFEGLAAEWFQRQGYTVELGPGRNDGGIDLR
LWKDDVSQSGPPTVIVQCKRYKDKVDRVTVKALYSDLLFEKATGAMVVTTSDISRGAKQDIRAREYPITAANLEEVTSWL
SEMRTPGSGFLSFDDPPSK
>MBL3562145.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MTASVSLSGLSWSTPDDTPLLTDLNLTFGLERTGIVGRNGIGKSTFLRLISGDQHPTSGQVRVTGSIAMMRQEAIEQPDD
IIADLFGARPALDLLDRAEAGLADADELADADWTLPARMEEALLRCGLSVGPQTLLATLSGGQRCRAALAAPIFAAPDFL
VLDEPTNNLDRDGRKAVIDLIRSWKGGAIIVSHDRELLEEMDAIVELTSLGAARYGGNYSDFRQRKDTELDAAARDLAHA
EKTRADAARRAQQASERKARKDSAGHRARAKGDQPKILMDAAKGRAEASGGAGVRLRDARREAADKALSAAREKIEILQP
LRMDIPPTGLATGRKVLRLEKVTGGHDPDHPLIRDLSLTVTGPERIVITGPNGSGKTTLLKIITGQIVPQMGHAALSVPF
ALLDQHVQLIDPALSLRDNFRHLNPSADPHTAHAALAKFGFRAADALRYAGELSGGERLRAGLACALGATPPPPLLVLDE
PTNHLDLDGIAALEAALAAYDGAVLAISHDTEFFEALAPDRTIDLGA
>MBL3562146.1 EamA family transporter [Rhodovulum sulfidophilum]AB16
MGIGALCLLAILFATGQPLVLPEGGIYWTALVYLSVIGSIVGFTTYLMLVGRMGSAKAGYATVLFPIVALTLSTFFEGYE
WTALSILGVILAGLGNVVMFRRR
>MBL3562147.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB16
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLEAFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>MBL3562148.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB, partial [Rhodovulum sulfidophilum]AB16
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARM
>MBL3562149.1 hypothetical protein JMM65_15555, partial [Rhodovulum sulfidophilum]AB16
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIEVSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFALR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMSAYCLGSG
MLSGTPPGDARARTEPLPMPPALGLRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAAAAIAAARA
>MBL3562150.1 hypothetical protein JMM65_15560 [Rhodovulum sulfidophilum]AB16
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAYGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLRRIGVVPEAAARFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGVPQ
>MBL3562151.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB16
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAARDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MBL3562152.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB16
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFRAE
DAA
>MBL3562153.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB16
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MBL3562154.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB16
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGIATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVVATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MBL3562155.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB16
QTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAISTAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGD
QIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALTTAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSS
AISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAMETADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNI
TLSGLSSAQMAAMTTAQVGALSTRSLRGLSSTQTEGLTTAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSI
QIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLTTAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTR
AINGLGATQTAGLTTAQMAALSTDQIRRLGVSAIEGLGTASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTS
AIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNISTSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTD
DIAALSDAQTEAFTSTQLAAMSTAQLNALFL
>MBL3562156.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]AB16
MQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGLAEPMHFSAAD
FEYDGKAADLVPSDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRFSA
FWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFRHS
VHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTVRL
VEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFEGG
TLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVIDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MBL3562157.1 hypothetical protein JMM65_15595 [Rhodovulum sulfidophilum]AB16
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MBL3562158.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB16
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MBL3562159.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB16
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPAVVRLAGSRVA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDLVLLPWLLPPLGVAAMLVAAMLGQAARRDHRRVPLPVVDPVADPVTA
PAGPLPQAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MBL3562160.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB16
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLTVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVGLPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVMGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVSMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>MBL3562161.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB16
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATAARGRG
SNA
>MBL3562162.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MGPERSAGRPTGKLAGKLAGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDGLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEGFR
KALVPVVERWIEDAEGRGIDGAALVARARAAIAAHESR
>MBL3562163.1 glycerate kinase, partial [Rhodovulum sulfidophilum]AB16
LAALARWGVVPPPSVQSFLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEACDLAAAH
ADLARARQAAMAPGDPPLLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGALIGPS
TLAEAGRLGSDPARALSTNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>MBL3562164.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB16
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MBL3562165.1 glycosyl transferase [Rhodovulum sulfidophilum]AB16
MADFHQNGNVATLHNLRSAPSELLVRELANFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MBL3562166.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB16
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>MBL3562167.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB16
MSDPVSDAPSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLDAYFGAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MBL3562168.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB16
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVICPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDVDLAAHL
RRGGRVLGLCGGYQMLGRRIADPDGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDINALFALA
GDLSQH
>MBL3562169.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB16
TGGAEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPERLRQTGRLLGHEARAEALARAFEQDLARLS
QSGPPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEE
ILAHPALRALPAAAAPAFSGPDWVCGTPNALRALAKMTRRRDAGAATAPD
>MBL3562170.1 cytochrome P450, partial [Rhodovulum sulfidophilum]AB16
GIAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPGTPLLTRLMEEDLPETDPED
LKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELEGLISLCASPKYIYRMARGPARIGEIEIRTDET
LRLQLLSIDRGVGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCRLGPSGK
DRA
>MBL3562171.1 acyl carrier protein [Rhodovulum sulfidophilum]AB16
MTTTLTSPAPEIVNFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MBL3562172.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB16
MSSWYLGLSTSGHDPALALVDATGRVVFAEATERFMQDKRAWGVVPDHVPHLASALAAVGARPDDRIVPATSWASIKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARAHGAPVTDAADLAAAGQAAYAVWADRVLAAIAEDGPALILSGGCALNSSYNGTIAVRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHEDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPGP
P
>MBL3562173.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB16
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGRIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGDLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDALFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>MBL3562174.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MEETLERTELERLFAEAGIDYDFYSKKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDETFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MBL3562175.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB16
MTPPTETPASGSARSAVPFEAGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEVVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLASGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRVGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADAALTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPVAKEETRASSTA
>MBL3562176.1 HAD-IIIA family hydrolase [Rhodovulum sulfidophilum]AB16
MPTLTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIDELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPALINGGVYCFSRGIVEHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRWRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVSALAVSSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>MBL3562177.1 hypothetical protein JMM65_15695 [Rhodovulum sulfidophilum]AB16
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIALIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFSHALAHGADAGKVSGAGGGGFMFFLVDPPRRHGLI
AALRKIGGDADPVVFTRAGCQSWQMPCRR
>MBL3562178.1 hypothetical protein JMM65_15700, partial [Rhodovulum sulfidophilum]AB16
IWLAAAAEAGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQLG
RFAARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARALEP
LAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAASGTLPFESPGFAADLTGILAALEGFPALRAHPLFA
VCQEAGPCPIPP
>MBL3562179.1 hypothetical protein JMM65_15705, partial [Rhodovulum sulfidophilum]AB16
GTPLIGFDELYSAFSPLGLTFSDKVIDLTGEKVRIRGFMAPPLKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDR
SQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRTV
>MBL3562180.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAPLSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MBL3562181.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLALGDSLIPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDHDHDGHDGHGHATDGHDHDHDHDHDAEG
HEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATGDTLAVFPAEILTGLYAMLGDAKRVLV
AVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGTGILCGFGLGYVAADALSRSFALAR
GFPLPVAFTPADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MBL3562182.1 hypothetical protein JMM65_15720 [Rhodovulum sulfidophilum]AB16
MPIVFVLTSITGGVFSATIVSLILETGWGAILLSYWVGGMMWGGAAVSYMSLRSDDDSSEAEGHEYETSEYETSEYRAPE
YEDAGPGALGARSRTARSRAPEDVEEADRCGHFF
>MBL3562183.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB16
MATVKLWTDAEAEADPRVKTVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVMARESALDPLTRELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYRDFLAVIGLASQTNALVTALQVPVDPEFEV
>MBL3562184.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB16
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
LGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPTELRTRASELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MBL3562185.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB16
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MBL3562186.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB16
MAPRRPNGAGAFPKAVETPAPVPPDPARLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MBL3562187.1 hypothetical protein JMM65_15750 [Rhodovulum sulfidophilum]AB16
MNAHLGRAMMMAGLTAAMAWGPAEAKTMPPGALRLVPNLVFQSRSSADDETTADVAISLGVSVCRHAAAGVTPACALMFP
AAIASDDGARAWRRPELLAVLDDDRGPDGGAPFWPASAGGRGAACGGCDGALPWAPPSAVSGGSNGRQGDGDGDGGEDPG
NRWPVEPNAPLPVPLMPSAAFLLLAVAGFGAFVRRRRS
>MBL3562188.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB16
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKMEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MBL3562189.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB16
MAKDKKKKKVEVEEPGKKKKKKARIKSLKREVERMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGV
RYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVLDCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAE
AAGVPEARIFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVAESYAEEVAAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MBL3562190.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB16
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTTEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MBL3562191.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB16
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASGFDES
RPETWGNPSRNDPCPCGSGKKFKHCHGQLV
>MBL3562192.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MRFLTGAVLFCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGPGAQ
VTRIALSGSPALADMLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVM
ADREILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDLAVGLSQAALLGLLTGEIADWPGLGGPEAPITV
HLPGQAGQGLRQLPAARVLGGRRPVASARRHGRAAAVATAVAADPAGLGLARVSALGDAVQVPLADGCGTRLLASHQSVK
TGDYPYVAPLSLYLGSPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRL
VATLGGAVRLSETFRSGPRGPDARWRANAAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAA
TAADFDLVRLEVAGFGDLLPVMCDGGGRKTGPEQSGDRPSGDWAQRLNRRVEVWLR
>MBL3562193.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB16
MPRPTPPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MBL3562194.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB16
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLATMLRALNEMPKPLIGRIQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEIAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MBL3562195.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB16
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTIVEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MBL3562196.1 CvpA family protein [Rhodovulum sulfidophilum]AB16
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MBL3562197.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MBL3562198.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MBL3562199.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB16
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MBL3562200.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB16
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MBL3562201.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB16
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPVGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MBL3562202.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVVYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>MBL3562203.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MBL3562204.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRRDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MBL3562205.1 UTRA domain-containing protein [Rhodovulum sulfidophilum]AB16
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPAELRARLKLPEAEATLYVESLHLANGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MBL3562206.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB16
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGVGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGERSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRAGRHIRRDEIVAGYAAAMRRLRDGL
>MBL3562207.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB16
MTDLTLANATILPLGEDAPRRIERGWLRIEGGRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLTPGLRADLAVWDIVEPAELTYRIGFNPLHARYFEGRKC
>MBL3562208.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB16
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYQGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MBL3562209.1 N-formylglutamate deformylase, partial [Rhodovulum sulfidophilum]AB16
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPF
>MBL3562210.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB16
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQTAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRNALSR
>MBL3562211.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB16
MAQRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSGALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDRRGLRLQDMACLGLAALFLILPLAIVALRGLPGLAGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLRGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPQLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MBL3562212.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQNRAVEAALDRVGLGGFGDRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAHPPRPTDRLLADPPPALRAYLG
>MBL3562213.1 cytochrome c1 [Rhodovulum sulfidophilum]AB16
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MBL3562214.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLVGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MBL3562215.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB16
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MBL3562216.1 hypothetical protein JMM65_15895 [Rhodovulum sulfidophilum]AB16
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELDEGLAFRRDQEQVSGGARMRRIFRLGDTGPG
VEIDASALGRLRVRRV
>MBL3562217.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MRRHSFEHDGLVFSFLDAGEEGRPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFHLREDLENRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAINGDHRGVWLQSRCPALVVSGSESRVCDPAELQAIAQSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEGSCS
>MBL3562218.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB, partial [Rhodovulum sulfidophilum]AB16
RMPQVEGGAIRDRAARLRAAGEARVARHLAAQTGRSHRILMESPRMGRTEQFTEVDFGSDQPEGQIVTATISGRSDTRLR
AD
>MBL3562219.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB16
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRRPGRMPGLWQGARPVLSRAQFMT
LAARLGTRPGRLRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
GRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATPDPAGRARLATESARRCHTLRGGPDPAPLLELGRSLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGGGR
>MBL3562220.1 OmpA family protein [Rhodovulum sulfidophilum]AB16
MSAAAMLVALFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQV
NDWVLVRLREALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGA
LVADPARLSAEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MBL3562221.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]AB16
MWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRRAEALEDSLMAEPAG
DGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFGGTRNCDWWFAEEAV
LIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELHETLKIDV
PVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDGAARIAIF
GLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDL
LKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDD
SDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAI
YRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDA
IVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFFLDELTHARSRLKDD
RWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVDSPLARLVEEIGRQT
RLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAVSEDSQRAQVQRISD
DFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLGRMLSAVEAEFRSEA
QDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEPIPGSSIG
ERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPGSGVSLAL
FPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVSVEARP
>MBL3562222.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB16
MTVAGRASIGLLGKHPGYGDFLRAGLSDEVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDGSQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MBL3562223.1 serine/threonine-protein phosphatase [Rhodovulum sulfidophilum]AB16
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MBL3562224.1 hypothetical protein JMM65_15935, partial [Rhodovulum sulfidophilum]AB16
MTGPDEPRKEGQDGTGPDPDRTMVSSPPPSPSSAEEGAAPDRTRISVPPDASGDAGDERTAFMAPGGGEDATRISVPSAP
SGPDASPAAAETRVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLR
QLADDAIVRYYNYVHDHALERYFLVME
>MBL3562225.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MKFRLKELRLGRGLTQEQTAEMMGISVSLYNGLEKGKRRMNADYIESAAKIFLVPPSQLFEEEPSTIAIAGKVGAGARVP
VFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAIGRRCVCECEEGLGWVKVVRQG
RDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPTELARKI
>MBL3562226.1 TIGR04255 family protein [Rhodovulum sulfidophilum]AB16
MSDRCDDPLFGGIPERVLLSNAPLVRVLGQVKFPRIAKIAEESYIADFQEAIRGEYPHFQSDTIQGVNIVVNDNKVEPRQ
VTTVIWRFFDAHRVLRVSLGPEAITLETASYVSRDDFLSRFEFILRKLVETIRPSLVQRVGFRYVDRLQDPSDLAAISEF
VHPELLNVLQSGLVEHIDISMTEVRGATKEGKILARYGLAPPRFSHDVEMAPPVDVKSWVLDVDSYSTNCDGHSFDTQML
CAELDKVAARAYAFFRWSVTEKFLERFGAKQHVD
>MBL3562227.1 hypothetical protein JMM65_15950 [Rhodovulum sulfidophilum]AB16
MLIEQLSAGAASAVILVAPAVSGVTLFDEMAEATPEVAAPFSHRQSFKVFERDIQTFAMRQEYLEGSTALNIPVSFSVEE
NDPTTNTTPAELVHELRQISGLTWAQIAEVFDVSSRAPYHWASGKTVSAENHERLGQVVTALRFIDRGSAEENRNLLLSN
ARPGQTFLDLLCSGECELVRTLAGEGVGRPNLGPALTRDAERFNAPRHWGDAIEASSGIDETEILPLSQPKLRRAKARRN
KV
>MBL3562228.1 hypothetical protein JMM65_15955 [Rhodovulum sulfidophilum]AB16
MTEKASESDGVFLDRLTEWQQGDFSIGCGDLLFRDVSELTDEGEDDGGAVFDSEIVGFAVISQTCDVVREPGCVRYVSVC
PLVFVDAKRMGEIERGQAPRFGFLSATPDGVVVDFSRTMSVTKDLLVSWERQRGCEDERQQVEFARALETFFGRFAFPDA
FVASVASLRKAILSKHPKGGSDLGKALRSIREFRAYPHQSWSNKDAVPVSFIAILEDEEKRELANREEIRKQIWPKISAI
DWQGPFSLHEDGLHLATLNDLTAADYLNSYPLDVNSLSFARRYIA
>MBL3562229.1 hypothetical protein JMM65_15965 [Rhodovulum sulfidophilum]AB16
MERPEWHAQLLSADLEVKMNRALAAFALLSAGVLSACQTTQVGGDGGSSSKYSRVVARDLQGGFMPNETLEFWPTVVPGE
PVSAARVGIDPVSGGQYTYFSRGKSELLLPSGETWILGCRKDTIRGTTLCNMNFEPMDQGLIMNVTTSGAVRSICVGGHD
FPGRRALVRIDQHPAISSDSNGCFHGGSAQRVASQLNGAQVLQTEAVKWPYDSGIQRQFALSGSYPAAKRLFRYALNADS
TLFASPGE
>MBL3562230.1 hypothetical protein JMM65_15970 [Rhodovulum sulfidophilum]AB16
MKTLVSSAILAVVPVALQADVTQCHEIEDSMDRLACYDQQSEYAPERVEVSGVGNWRVISETSQIDDSTNVYLSLASDDN
TNCRYDTEVHRLHIACRENTTSLWVTFGGCFMSSIQGKGRITYRLDQEPAAKASFRESNDNMALGLWSGGQAIPFVKRML
GHEKLLIRATPFSDSRVTGEYDIRGIEEAIKPLREACNW
>MBL3562231.1 hypothetical protein JMM65_15975 [Rhodovulum sulfidophilum]AB16
MLALNGPHWLVMTDFGPLGVGSESDPATDWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEDRLAGMAA
>MBL3562232.1 hypothetical protein JMM65_15980 [Rhodovulum sulfidophilum]AB16
MIGPLRTAEALDPISTPQGRAEARDRRRAILHEAARAARWLAWTSVGLLVIGLLGHVADKAIGQVIHDMHGSEVSQWAN
>MBL3562233.1 ERF family protein [Rhodovulum sulfidophilum]AB16
MGELTKIPQDEAATPASFGAITPMGMISQAVATGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YESKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSRQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAPSLDDLGAVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MBL3562234.1 hypothetical protein JMM65_15990 [Rhodovulum sulfidophilum]AB16
MATEIKAAEKAVSTARDAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDAAARKARAEADRKRRE
AEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRR
HHKDRVIAGVRVWEEKEAY
>MBL3562235.1 hypothetical protein JMM65_15995 [Rhodovulum sulfidophilum]AB16
MPAADPLPAALEDLRASILCALDAGEGSKMRRLLDMRPVHQALSDVERLIRRAEEYRQ
>MBL3562236.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB16
MTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGWSPRN
PPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEILQE
TLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPAWIM
KYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIMPEQKIHACGYCLGGTILSIA
AATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVRRYLM
GKEDEAFDISAWNADATRMPARMH
>MBL3562237.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB16
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MBL3562238.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB16
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MBL3562239.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB16
MILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLGWSL
EAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLRVAF
TIGAIGAGLTIVRSLFRRSDFV
>MBL3562240.1 hypothetical protein JMM65_16030 [Rhodovulum sulfidophilum]AB16
MSIAHPEKIGLGTWDRDLRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGMSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGGDGNDRLSGGAAAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGTGDDLYAVDTSSDLILERPGEGWDRVCAGVDWTLEDNLEHLTLTGTAALEGTGNGL
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGAGEDRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHGLWVGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLSAVGALIDDLQIV
>MBL3562241.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB16
MLADRAAALAARPHVPTPVHQPDVLEKIDYDAHWKIRFRRDAALMLGKTPAQFFHLGTYFREPVKIFAVENGTAREVVYS
TDYFDMPEDSPAHALKSDAGFAGFRLMRPDMKTDWISFLGAAYFRSDGALRQYGLSARGLALNTGMSVPEEFPRFSEFYL
EPGPDGRTIVNALLDGPSVAGAYRMVLGDQPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHD
TDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRDITGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEI
PTDDEIFDNIVAFWNPETKPQAGDEMEFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDG
LTRKDAILPQVSAPEGVEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MBL3562242.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB16
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEEGRSVLEMLWSRPTCEINGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MBL3562243.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB16
MGLALGLALGLGAALTASAAPVDGKGARKLVFKPDGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRSRA
TLAAANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRW
AVIKGQGAASRALEACADQSGATDCRIAVEDR
>MBL3562244.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB16
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MBL3562245.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB16
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAVAQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MBL3562246.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB16
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MBL3562247.1 thioredoxin domain-containing protein [Rhodovulum sulfidophilum]AB16
MTRMTAAALMALGLAAPLAAPPAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MBL3562248.1 hypothetical protein JMM65_16070, partial [Rhodovulum sulfidophilum]AB16
LAQTRLFDAGATLDAATLDRISAELGLDPAEVTTRMAGADITAKLAETRALAEALELGPAPAQVLKRTMVRGDVPAIALL
RMVEAIRRKK
>MBL3562249.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB16
MPDPVSQPLSPPLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGVILADGYGAEILREAAERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MBL3562250.1 hypothetical protein JMM65_16080 [Rhodovulum sulfidophilum]AB16
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MBL3562251.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREDDRVIYLEALESRKGVRYSARPGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MBL3562252.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB16
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MBL3562253.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB16
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MBL3562254.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB16
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MBL3562255.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB16
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSGAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MBL3562256.1 CoA transferase [Rhodovulum sulfidophilum]AB16
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATERSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEARGVLGRMAGSDK
EEA
>MBL3562257.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB16
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>MBL3562258.1 hypothetical protein JMM65_16125, partial [Rhodovulum sulfidophilum]AB16
MPPLGADDVQSRQGGGVMRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARTCVLEALRAPRGSSRLWVRV
NPLQTSDFDADLDTALAGGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGA
>MBL3562259.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB16
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLTGALACLILRRRVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAVRLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGAPEALAQRGGPY
ARLLRLREAAQE
>MBL3562260.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPSPGEGVTPDGNRLCFEAVGYAYEDGTETLSGIELTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRPDATREEVTAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETIVGADRIVVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>MBL3562261.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTATQSSRLVFTVAYHCCAIADTSRSE
APDGEKIEPLHEFGLKALIAGAIALSGDDG
>MBL3562262.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MQIRLSSRAALMASALVAPVCIAPRAALAQEGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDSDGPLIAGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDIESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTHPDFDYNFASLNGRL
KLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNTSEYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEADY
DFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDTDADFANSYKGVPLGSADLSYRTRSLALFGEATW
RFASDWALTGGLRLQQDRIEIEGKTSYVVDERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKEY
YEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASST
LRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALA
NMRLSYRPRDGVEYFAYVNNVFDNRAELSVSTNDAAEIAQPRELGLGLRVTF
>MBL3562263.1 transposase, partial [Rhodovulum sulfidophilum]AB16
HRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILSYVHIYNSQLPQSALRARTPIDALKDWQRQRPELFRRR
VYNHAGCDT
>MBL3562264.1 hypothetical protein JMM65_16160, partial [Rhodovulum sulfidophilum]AB16
MAGQTEIEFPPLRRGAWRNRLHARLSAFGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVD
>MBL3562265.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLEGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAVALAAATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGAAVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPILFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MBL3562266.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MBL3562267.1 YrhK family protein [Rhodovulum sulfidophilum]AB16
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MBL3562268.1 sulfotransferase [Rhodovulum sulfidophilum]AB16
MTGKPFRSFVICTVPRSGSTLLCGLLAATGVAGDPDSYFHAPSLEGWLTDHDLKRADFASDRDAVRAVFEAALMRGKGDT
TMFGLRMRRGSFDLFMEQLKLLVPGEMSDAERIEAAFGPTLFIHLSRPDRLDQAISRLRAEQTGLWHRNADGSELERLAP
PQEPRYDAAAIRRHMAAQEALDAAWEGWFRQERLNPLRITYDALSTGPQQVLAQVLSALGLDPAQARSVLPPTAKLADAL
SREWRGRFEGET
>MBL3562269.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB16
MQMEMQHRIGAGRDCVNADAPERIAALAAAFRGKGLPVVHIRHVDADPRSPLAVDTEGCRPMPCAEAQGGEPVFVKRTSS
AFASTDLAAWLHENRISELVVTGAVAGFCVNSTVRNGADLGFDMTVVRDAVIGFDLPGPGLSARGIFDVTMAHLEADFAR
LIDTSGIIAMLG
>MBL3562270.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB16
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MBL3562271.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB16
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>MBL3562272.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB16
MRIRAALLLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGEALAFAMN
AGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAAVIETRAYLADPPDCRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPIIG
AVVPAGD
>MBL3562273.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB16
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARNPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MBL3562274.1 AarF/ABC1/UbiB kinase family protein, partial [Rhodovulum sulfidophilum]AB16
FEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMTEAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLM
IDMFEMSMEPLRRPGAFDFAENDVALRMRDAGMALGQDRDFWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MBL3562275.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB16
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADHIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMERAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRISLTGHAFEARLYAEDVPAGFLPATGTFAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVTHGPTRAV
ALNRLVRALEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVAGTLLFEGPARATVEIGQTVLDARLAPEGWRVDGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAAGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>MBL3562276.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB16
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTVIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGNWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MBL3562277.1 OmpW family protein [Rhodovulum sulfidophilum]AB16
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGAESHVGDNARPTLTFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNSSTVTPFLGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHAGLDYALTDHS
AIRTDVRWIDIDTKVKSDSLGDLGTAHIDPWVFGISYIWKF
>MBL3562278.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRLPLILAAALAVATPALAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MBL3562279.1 isovaleryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB16
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEEYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEEQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>MBL3562280.1 CreA family protein [Rhodovulum sulfidophilum]AB16
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MBL3562281.1 hypothetical protein JMM65_16245, partial [Rhodovulum sulfidophilum]AB16
IWPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSALHGGDRDALIVQ
QALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDAIYG
QARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQPLST
VHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MBL3562282.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB16
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIIHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGAL
>MBL3562283.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFA
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>MBL3562284.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB16
MDETHAPDAKPLRNGTAQPRALPAARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDQAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPDELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MBL3562285.1 hypothetical protein JMM65_16265 [Rhodovulum sulfidophilum]AB16
MPRHGMRNGTSLRRIPLHGAAGAGRIMGGPARRARRGLWQAHVIA
>MBL3562286.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MREVDLAVVGAGPAGMAAAAEAAQAGLRVVLLDAQPWPGGQVYRDIYRAGQEQEADLGAAPFEGRRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEIVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEDGVEGVFVAGDGAGIVGPRA
AELQGRISALRIAETLGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEMDGLDRDETGPGSPLPAFGTALPGGV
PGILAETGENGGKTVADAAGWLPVGGADDASPDVAEAEKAATGSACHAGEA
>MBL3562287.1 hypothetical protein JMM65_16280 [Rhodovulum sulfidophilum]AB16
MADASTPTRCYWLREEDGIEILIPMCIGAAIGGPAECTCNVPEKGDSGRRITRPWRGFRKTTITHPHFGPDPVEVYAIRV
N
>MBL3562288.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB16
MNSKELEKLLRSKGCTFETHKGGSGHKTVRLGDRKSQIPMHGGRKELGTGLVNKILKDLGLT
>MBL3562289.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB16
MLAYPIDLTPDDNGTLLVTCPDLPEVTSFSDTEAEVLRVAKGAISEALASRLSGFEDIPRPGQGLRRAAVPLQLQIKVLL
FWALSDAGKSRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGQAPGFALEAAA
>MBL3562290.1 transposase, partial [Rhodovulum sulfidophilum]AB16
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFI
>MBL3562291.1 PA0069 family radical SAM protein, partial [Rhodovulum sulfidophilum]AB16
MTRPHASSTASSTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRLERPRTAITRNSSPDLPFD
RSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPYQPIERTHRVM
RGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLAAAGVPV
RAMVAPVIPGLTDPEPEAILSRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCEIHGGKAYRSGWGH
RMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQ
>MBL3562292.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MBL3562293.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPAPGPHLWRKGVSHARTRPRPSSCRRADGCRPDNLARQPAASQRRCNTRAAGAAGRAGVASVAEAAVNAPDDHRLTETG
LPPEGRGRVLVIGCGALAHEILALKRMNGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTILVAYADCGTGGDL
QRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATVYFGNYRRLVYLAQ
TEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MBL3562294.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB16
MDASALTAFLRSAFPQIGEEFVVEEVATMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MBL3562295.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB16
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>MBL3562296.1 hypothetical protein JMM65_16325 [Rhodovulum sulfidophilum]AB16
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MBL3562297.1 hypothetical protein JMM65_16330 [Rhodovulum sulfidophilum]AB16
MTWHDPLWQRIWPPARRVAFVIVGRLWWRRPPEEIAARLEARPLREQALIVGTVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>MBL3562298.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB16
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGAAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYAPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MBL3562299.1 COX15/CtaA family protein, partial [Rhodovulum sulfidophilum]AB16
ISFAAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFLQILFGAMLGALDQGRSFP
DWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTRRAFDWLGVMIFGQAVLGV
GAVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MBL3562300.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB16
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MBL3562301.1 DNA primase [Rhodovulum sulfidophilum]AB16
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLIGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARESAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGSGGSGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>MBL3562302.1 hypothetical protein JMM65_16355 [Rhodovulum sulfidophilum]AB16
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>MBL3562303.1 hypothetical protein JMM65_16360 [Rhodovulum sulfidophilum]AB16
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNGKSTGDSPVSKFIRGIVTGEPQK
>MBL3562304.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRAIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVAA
>MBL3562305.1 hypothetical protein JMM65_16370 [Rhodovulum sulfidophilum]AB16
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLVPEIAPIDPLLARAHSLRDSSAAPDSLESRAARLRARAARLRA
RDI
>MBL3562306.1 homoserine dehydrogenase, partial [Rhodovulum sulfidophilum]AB16
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRV
>MBL3562307.1 DNA repair protein RecO, partial [Rhodovulum sulfidophilum]AB16
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSR
>MBL3562308.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB16
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAFQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MBL3562309.1 hypothetical protein JMM65_16390 [Rhodovulum sulfidophilum]AB16
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MBL3562310.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB16
MDSYAPPDTPLEILHHDHELLAVNKPPGLLSVPGKGPELADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MBL3562311.1 peroxiredoxin [Rhodovulum sulfidophilum]AB16
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MBL3562312.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MRSELILSTYNNPQSLTLCLESVACQRVAPGSICVADDGSGPATKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNEAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGAEGCGGKA
>MBL3562313.1 LysE family transporter [Rhodovulum sulfidophilum]AB16
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIARQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MBL3562314.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB16
MRIDYDALSQTLAALTEGETDPVATMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRAAAFDATDAEGLARLLAQTFAR
>MBL3562315.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB16
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MBL3562316.1 hypothetical protein JMM65_16425 [Rhodovulum sulfidophilum]AB16
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAVLLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MBL3562317.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB16
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MBL3562318.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB16
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGESK
GVGFRPSGGIQIAEGSDRA
>MBL3562319.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB16
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MBL3562320.1 riboflavin synthase [Rhodovulum sulfidophilum]AB16
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GGRINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MBL3562321.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB16
MKTLLARGARALVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMV
TRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGD
RILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MBL3562322.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB16
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAHAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAGAATRDHRGFLLNRCTGRPMVTLKLASSFDGRIATAAG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDQAALLSALGAAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAEG
RPSIGPLELAHLVEAPRFALTETRPLGPDLLHVWSRG
>MBL3562323.1 transcriptional repressor NrdR [Rhodovulum sulfidophilum]AB16
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MBL3562324.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MBL3562325.1 nitroreductase family protein, partial [Rhodovulum sulfidophilum]AB16
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVL
>MBL3562326.1 hypothetical protein JMM65_16475, partial [Rhodovulum sulfidophilum]AB16
MTANRAGRDAEPGGGSDPGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARAPGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDAL
>MBL3562327.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MBL3562328.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB16
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPA
LDPGHWAGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MBL3562329.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB16
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MAGRAVAMAREAPEDATVGLAEPSELARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRCLQPANDARDHLSRRVPSLLVEGMTLAGA
>MBL3562330.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MBL3562331.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MBL3562332.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB16
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGARLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MBL3562333.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETDLARDFASIEALRAHPGLAKFLAWV
ARRPPGFHSRTPGPRRRR
>MBL3562334.1 TIGR03862 family flavoprotein, partial [Rhodovulum sulfidophilum]AB16
MGNQNEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVVIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWHWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVGLRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAA
>MBL3562335.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB16
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRSRDDVHDRSHTPHRL
>MBL3562336.1 hypothetical protein JMM65_16525 [Rhodovulum sulfidophilum]AB16
MEHLLAILLKLGVGELSPLAYSFPMGLSSIWILSGWVWESTEKHFGKARQVAFFLLPLLLALCLNAFGLPMTGMEHSTHV
FASLLLLWGLARLSEGKGDTYVIAVYVGIFLCATIRFEGLALAFLGIGGLCLLKRWRDALANVTIIASALAIYAAYMNAH
GLPFFPSSVLTKSDIAVSASQGSLFDNLGDSISQLKPFLRKKWRMVLLFFTAYATAGFIFSNKTGRKYRIVLAICTLAIL
AHLIGGKYGAFNRYQVYAVGISIFSFATAIRAGLRFRNGLATFAFTAIVLGYVSDRYSGSLLDIPKASENIYQQQYQMGR
FVKEYFPERVAVNDLGWVSFKNDLYVLDLWGLGSEEARKLRNNGVWPPDDLASISRRHSVVFAMIYHEWIPDVPENWEHV
ATLETSQITAASPFVFFYLLDLTKRKEMKNALERFSETLPEGATLHMVSREANPL
>MBL3562337.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB16
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMECIRRMLKGEAVTQETSGMSKGEWREFEAVLAPAGER
>MBL3562338.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MKIRYLHTMVRVKDLDASMAFYRLLGLTETRRVENDKGRFTLIFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MBL3562339.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB16
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVSVPPSGG
>MBL3562340.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSPARSAWKYRLKRDGLASALLQPEVQAAFPHIPSAPVVPAIFEWSGMLDQRLILSWAVIDSPAALTGAADRLRRTGWHP
AAQSTAISAALDWGERLLAEGGACWQATLDLNADSTSNDGPQPRKVAIGEVTVNALAIGIGASVRVDHAETDLANL
>MBL3562341.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTITLAARRFFSSLPGELVDHFRAKLARGPGAFVETASGFSDVAETMERKLPRELQAIAVGQVPPRPGRPQRHRSQ
>MBL3562342.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSNVSYNLKKLVEKGYMH
HQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQIRYIY
>MBL3562343.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB16
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MBL3562344.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MBL3562345.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB16
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLDPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPASISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MBL3562346.1 hypothetical protein JMM65_16575 [Rhodovulum sulfidophilum]AB16
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAATDMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDDHIQWEANCDAGGGSKLLDALNRLPVGGLELHRTFGAFCGHWLEEGFNGTDEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARSGAS
>MBL3562347.1 HipA domain-containing protein [Rhodovulum sulfidophilum]AB16
MAEHGAQGKTDAQALYRRVVFSVRISNVDDHLRNHGFLWRGRAGWSLSPAYDLNPVPTDIKARVLTTNIDLDEGTCSLDL
LEEASEYFALTLAQARAIIKEVATVTATWRETARSVGARSAEINRMASAFEHEALRRALAL
>MBL3562348.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQAAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MBL3562349.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB16
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MBL3562350.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB16
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDIKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MBL3562351.1 hypothetical protein JMM65_16605 [Rhodovulum sulfidophilum]AB16
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MBL3562352.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MBL3562353.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB16
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MBL3562354.1 polysaccharide biosynthesis tyrosine autokinase, partial [Rhodovulum sulfidophilum]AB16
IALTQLAVPRDWVGLELTAIRTGPESFRLTDPEGRVHDGRVGVPLRLSEKGFTIEIGRLDGEIGRGFRIVQVSVSDMVRR
LRGMLGVSEKGRDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIREQLPEAVERVRQAELKLNRF
REQAQAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELQRRFTPNHPEYRNLLNERARAEQRRKRLEDEVGALPETQREVL
NLTQELELAREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPAPVSPRVGRTLLVALVLGAVAALAWRLLAQAIRRGI
RAPEEIEALGLPVFATVPLVGDMPRQRPGSPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSF
VSLNLATVMAQADQNVCLIDADMRRGELARRLGMPDGLPGLSDYLAGDTELDAVLRPAPVDGLSLIPTGIYPPNPSEMMM
RPRFAEMIEMLGRRFDCVIVDCPPVLVVTDAVIVARAVGATVMVARHGSTAPGEMAAAMRALDGAGQPAHAAVLNGFERR
HARPGREEGYYGYGYGYGYSYEAPIQRD
>MBL3562355.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDNLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRLGGASSPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRAHAAALAGGEGPVRTARDALVNALEALPDGFACFDAEDRLVICNARFREMLPMAGPPI
VPGLGFRELFESALTQAMRRGDPEQRARWIAGREKARCCGARILEGERCDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSVGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRTVSERPLQARGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPIEEAVNLVRAGAGSGLSLTLRLPREPMLAVAD
PTDVIQVFLNLLLNARDAICRRPPQACRGEIAVTAELAHGPALRRKLRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFSVFWPEAGEGAHEDLCAAGSPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAELAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTAQPDRHLRSGA
ARRDLFSGVLGKPVAPVDLVAGAVAAIGGRQTER
>MBL3562356.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MBL3562357.1 transposase [Rhodovulum sulfidophilum]AB16
MSRQPRRHFAAEFKEQAVARLSEPGASQTSVARELGVKPSPLKGRRLELAAAGSAEAIRRQQAKAAELCRENRRLREEVE
VMRKGEQARGYPAWWSATTGPN
>MBL3562358.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB16
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGRNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MBL3562359.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB16
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MBL3562360.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB16
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MBL3562361.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB16
MRPSSRPPAALSLALAVALGAATLPAAHAAGPRDRAEPLAEAQHRAWRAIGRVNVAGFDTGGFCTGTLIAPDRVLTAAHC
LYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFHPGKKPDSRSLRSDVAILLLETPITGIAPLALAQPERIG
PEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAGLGCPVTEGLSGAPVLQRAGQGWQVVGVISAALRGAGGIRSIAARPGA
AFLAGQ
>MBL3562362.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB16
MPDKRPDLIDWLGYNRSPDFTAARRFGRIIGLAVSALALALIAGTLLAFIMALVGLGDVAPAERRSEAIRNIGLVLAGLI
GVPFLVWRSIVAQKQVKLAEQGLITDRLNKAIEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALEQISRDSD
RDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAKASLSEMTDLTDVQTALTVLGRRAESRRRLETAAHYRLSLSRCN
LAKCDLSGADFSHAKFPGSNLNDAFLYRSRFRDCNFTSASMKRVQCCDCIFEGAVFENANLSQAIFNRSRFLFSPKTQIG
ANFSQAQMEDSVVAFSGVRGSDKWALGANFAEATWKNAIMIGFASQRDTKFGFRTARTGTAPLHVQRRSIRGSPSAIASS
AHTISGPSISNAASVMEQSS
>MBL3562363.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKAVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADETDNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEANLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MBL3562364.1 hypothetical protein JMM65_16675 [Rhodovulum sulfidophilum]AB16
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQNNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAAIAGAVLAGFLTVRAAT
>MBL3562365.1 hypothetical protein JMM65_16680, partial [Rhodovulum sulfidophilum]AB16
MGLLLTGPVTPGRPARLVRMPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAVVLALAA
RRLPELWAPVLIALALVAGGAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRL
RVALHGAGG
>MBL3562366.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB16
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVALEMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWREADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLTPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MBL3562367.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB16
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MBL3562368.1 hypothetical protein JMM65_16695 [Rhodovulum sulfidophilum]AB16
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MBL3562369.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB16
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MBL3562370.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB16
MPMPRRALIALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIE
AGDSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>MBL3562371.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB16
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRIVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGSYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MBL3562372.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB16
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAAVAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELGTEDHWRAALAATDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDDEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MBL3562373.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB16
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MBL3562374.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDDDTAPIETPCIRTCRVDPASRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MBL3562375.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB16
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MBL3562376.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB16
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEASLGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MBL3562377.1 sarcosine oxidase subunit beta family protein, partial [Rhodovulum sulfidophilum]AB16
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIATEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRF
>MBL3562378.1 hypothetical protein JMM65_16745 [Rhodovulum sulfidophilum]AB16
MIHDAPVAILASESELSVQRGIDAVVPDKTVVMIAHRVSTVEGATGC
>MBL3562379.1 hypothetical protein JMM65_16750 [Rhodovulum sulfidophilum]AB16
MVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDSTNIFTLRRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDA
SGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSIAREMRAGLPLLRAQDTILRLGFGAGLLGLLAPSPA
>MBL3562380.1 hypothetical protein JMM65_16755 [Rhodovulum sulfidophilum]AB16
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MBL3562381.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MTLFAADTIGLQYPGRAGPVFHDLSLTIRKGESLGLSGPSGMGKTSLMRVIAGLERPTSGRIPIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQNARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFT
>MBL3562382.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB16
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MBL3562383.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MRLLPLFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPLEGITFSFQPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MBL3562384.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRDMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPDARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAVGLVRPTSQHLST
AFGRFRLDAARKEV
>MBL3562385.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSADLDA
VAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGISGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGVDLTAITGFTTFD
RDFALDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEL
AANAGWQRARASSFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLGLSHQGEVWRARGSLHGSGSYWFDPGNTLKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MBL3562386.1 transposase [Rhodovulum sulfidophilum]AB16
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLDRHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADDLRREAGMLDKISETYAQAYARATGHPVERIRAWMAAEGLEKATGFARDVLDGSEP
DIPEIGQDVIRVLCRQLLSTDYLVRWHDLRLQAVARADHRMKLLQTIPGVGPVTASAIVATIGSGRQFRNGREFAAWLGL
TPRNNSSGGKEARAGSILGVPPPQNGRSVGPRGRRFLPG
>MBL3562387.1 hypothetical protein JMM65_16790 [Rhodovulum sulfidophilum]AB16
MTAASVLRAAGAPMSPFLRGMEEARFWASHANRAELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>MBL3562388.1 hypothetical protein JMM65_16800 [Rhodovulum sulfidophilum]AB16
MGTDDFKSALAIASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELANHQEPSEREADASRASAPSSEIED
AITLFKETAERVGLARGQKLTPARR
>MBL3562389.1 hypothetical protein JMM65_16805 [Rhodovulum sulfidophilum]AB16
MIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWAVALADFPYWAIERAAKWWKSADNPQRRKRPLEGDIA
ERCRIEMRAVRAARVRARSGWAGTEAPEDRERCSPEAAARAMPGRS
>MBL3562390.1 phage portal protein [Rhodovulum sulfidophilum]AB16
MALSAVWACANLISGTISSLPFEVRRRGGNGVDGLADMHPLHSVIYDSPNFDQTALDFWD
>MBL3562391.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB16
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>MBL3562392.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MBL3562393.1 FUSC family protein [Rhodovulum sulfidophilum]AB16
MIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNLV
FSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVFP
WHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIAV
LPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRDETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKLR
DLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACTIWIWTGWTYGAGLAQFGSV
FCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIYM
MTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLGL
IVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVDE
CLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MBL3562394.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB16
MSKTPETNTDSEPGRELGGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MBL3562395.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB16
IIEWRGEPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKRRGASRPPPSVTWCPKAQGGTDDEGNLQAICAYCHKAN
LRRQSLRRHPGGNLPPGSRGSGRKARPLHNGVRPHLRDSSPIDSSPID
>MBL3562396.1 hypothetical protein JMM65_16840 [Rhodovulum sulfidophilum]AB16
MNIHGNTAFAQRIATYSREADMAGIRSPDFENEVAETGETGPRVRPHGAAAIADIFARHDMTSISPREIDTMAEQLRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGTPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>MBL3562397.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB16
MKRILATTALATLMAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIADVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKAAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTETERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MBL3562398.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MBL3562399.1 phospholipase [Rhodovulum sulfidophilum]AB16
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEAREIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPYLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRQLAV
EGRAELENAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTASAHVDLIRRRVMGHWLPREGDGGVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MBL3562400.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB16
MTDPTIRLDPMSRVALLVLAVVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLSRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>MBL3562401.1 CsbD family protein [Rhodovulum sulfidophilum]AB16
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MBL3562402.1 hypothetical protein JMM65_16870 [Rhodovulum sulfidophilum]AB16
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>MBL3562403.1 hypothetical protein JMM65_16875 [Rhodovulum sulfidophilum]AB16
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TATGLALGSEATASETTATAEAGTGPDTGTGPQTGTETESPETPRETVDETTREAAARAPATAVPSPAPAPAPSPAPAPP
VKAAPPTPRREPTAPATPVADADAAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEM
TFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRR
LWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEES
>MBL3562404.1 flippase-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAV
>MBL3562405.1 hypothetical protein JMM65_16885 [Rhodovulum sulfidophilum]AB16
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANARVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTIANPRVAAIAAYNAANAD
>MBL3562406.1 CoA transferase subunit B [Rhodovulum sulfidophilum]AB16
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MBL3562407.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB16
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MBL3562408.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB16
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTGSRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MBL3562409.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB16
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGAARDGQPIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MBL3562410.1 DNA-protecting protein DprA, partial [Rhodovulum sulfidophilum]AB16
SPPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MBL3562411.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAAFGALTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRLELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVDTRVALRLLERIETEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MBL3562412.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB16
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALEAARG
>MBL3562413.1 hypothetical protein JMM65_16925 [Rhodovulum sulfidophilum]AB16
MSDHPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MBL3562414.1 SLC13 family permease [Rhodovulum sulfidophilum]AB16
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MBL3562415.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB16
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MBL3562416.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB16
MIAEAKVALRAEAQARRAEAHDPERGAAARSRLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWAPDCALETGAFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGSVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>MBL3562417.1 magnesium transporter [Rhodovulum sulfidophilum]AB16
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MBL3562418.1 hypothetical protein JMM65_16950 [Rhodovulum sulfidophilum]AB16
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPDGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDARTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>MBL3562419.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB16
MHSDITSRPGQGVPKDALQQIALGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYVAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGTHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MBL3562420.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB16
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFVAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEDDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MBL3562421.1 OadG family protein [Rhodovulum sulfidophilum]AB16
MLENLALIGTGFAVVILVLAALWGACALMGWGFTRAARKTTAAAPETPVAPGVPPHHLAAIAAAVAETLGPGHRIKRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MBL3562422.1 alanine--glyoxylate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB16
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSSYGQWFGAW
LRRAGAEVTEIAGRAPGRPVTAAAVAEALGADRFDLVALVHAESATGILNPLAEIADLTRAHGASLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWEWIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPE
>MBL3562423.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MSPLLDARDLAKTYPGPRRIRALDGVSLMIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWSALRGRALR
SARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIVPRPDWPEHVARLLSEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
EILRRLIAAVPEIPAEKALP
>MBL3562424.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTPLLTLTALGIRYPGARPPALSDLGLALFAGEKLAVIGESGSGKSTLARALTGLLPPGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MBL3562425.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MAGSIPGSAQAGEATVAKALLGRPEALFGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLL
AELIHGARTSVSVGLSAALVAVVLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALG
AWTGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSVTWG
AMIAEGRNQLRSAAYLSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MBL3562426.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MPRMIRIVLARIAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>MBL3562427.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MLATISRRSLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWAGSEDGHSITFTLREGVLWHDGTPFSSDDVAFSAMEVWKPLQNIGRALFVNLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPVGTGPFRWGTHRPGEYYLLNRNDSYWGKGLPLLGDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTALSQ
>MBL3562428.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSATCGYEEEGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVTVDKRHDALAADAPPFDMLCGATTATVMLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQAFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLHRRMELPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQIDRSFWFLMEFQSKVRDGNPLK
>MBL3562429.1 orotidine-5'-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB16
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATRY
>MBL3562430.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB16
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MBL3562431.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MBL3562432.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB16
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MBL3562433.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB16
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAVSAGADDLTPNSWDEITSYNNFYEFGTGKDDPSRKARAL
TTDPWSVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLAIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYIEGLRLDEAMHPLTIMATGLYGKPLPSQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPRVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MBL3562434.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ, partial [Rhodovulum sulfidophilum]AB16
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGW
>MBL3562435.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB16
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSL
>MBL3562436.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MBL3562437.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB16
MGSGLKLSHLVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSTRVRRPAAARP
>MBL3562438.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPLRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDEGPGAD
>MBL3562439.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFQASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARTDIAEMREINDGLRRAQSSDEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>MBL3562440.1 DUF2339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
SQIGTDHRGLWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETGLFAASALI
LIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAVGRAGTVDVLLAHLGPLA
AFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLPHDPSLLRPLR
IGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAVVFGAGAALLGRPGRPGARWLRPGLGGLSV
LALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVFLIDMSGLS
GLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MBL3562441.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB16
MAKSTKSSTSFAKPGVVRGSSKGNGMVPPKIIYATASPHSIGGASMFDAGEAVTSETAAAFTSEEALMSLAAQQLRSAGF
EILQITESTINIAGSAETYEKAFGAPIVVKTQQVIKEFGVEDEAEFLDCPNSDLFGLISTRGTKFESLLEGVALEEPRYF
MTANPFAPTKEYWHLDVPAGVSLGCNADRAHRAQLTGRGVTVAMVDSGWFRHPFFTARGYRADTAILGPGASNPNADESG
HGTGESANIFAVAPDVRLRPVKINFVNSVGAFNAAVGLGPDIITCSWGSSIENGPLSAANVTLANAIAAAVASGIVVVFS
AGNGHWGFPGQHPDVISAGGVYLAENNDLRASDYASGFASKIYPGRNVPDLSGIVGMRPGAKNIMLPVEPGDSIDVSSAG
GSHPSRDETASNDGWAAFSGTSAAAPQLAGAAALIKQACDRLTPAEIRSIMMNTARDVTTGANHPNFGINAGVGPDLATG
HGLVDAHRATLQARLRCRRLTPITPITPITPIRPIQPRAPIQPRAPIQPVQPINPIRPVQPIVRSDEAEMAEAQARPPEA
ARQGAALEEDELDAIEDMVKKGQIDPEDI
>MBL3562442.1 RiPP maturation radical SAM C-methyltransferase [Rhodovulum sulfidophilum]AB16
MRVLLLSMPFGALDRPALGLSLLKPALAAAGHKCDVAYAFEPLVETIGADTYQWLSDDVPYTAFPGDWCFTLPLYGRHPN
RDWAYVTDILRDEWQMTPAEIRRVVQVREATPAYLDRVEALYDWGRYDVVGFTSTFVQNLASLALAKRLKRRYPHLRLVF
GGANWEGQMGQALFETFEFVDHVCQGEADESFPALIGALAAGRMAPRIPGALSRGVDPVGARPFNAMDRLPLPDFSDYFA
MRERLVPDLPATLLMETSRGCWWGAKHHCTFCGLNGEGMGFRVKSPDRALAEFDHVGAYPGEMLSVVDNILDMSYFGSVL
PELAKSRLEQPIFYETKANLSRAQVRGLRDAGILTIQPGIENLSDRVLKLMRKGTTGLRNIQLLKWAREYGVGVEWNILY
GFPGETDADYDETFAILPKIAHLQAPSGIGPVRIDRFAPYFETPEAFGIRSLRPLRVFDHLYPVADDVKARIACYFDAEH
GASLASPELVARLGRAVEAWRGQTRAELRVADEAGRMILTDKRRGRPMRHTLTGADRLIYLACDKARSIGGIAKTLARHG
RDDVSEDRIAARLGDLAAADLVIESGGVYLSLGVFDRYPAECDPVYSDRIAEEA
>MBL3562443.1 hypothetical protein JMM65_17085 [Rhodovulum sulfidophilum]AB16
MIHKAATALLVIVLTLGDGADSGASDRETVMSVVSAAILLTPGADGDAVASRYAALGLQAQRIGGDTILLTGPLQQFEAS
FSTALSMSKSGVSTSEGGNKVPLSNLRGDLREGIAEISFETPPDFGPGNY
>MBL3562444.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MISTASPLMKEGGSIILTGSTTGVTGTPAFSIYSATKAAVRNLARSWALDLKGTGIRVNVLSPGATKTPWTAEYCGRRWR
QCDV
>MBL3562445.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MFDQLLAQTPAGRIAEPDDVAAVALFLASDDSRVMTGSEIFADGGMAQV
>MBL3562446.1 flagellar motor switch protein FliG, partial [Rhodovulum sulfidophilum]AB16
MIKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEI
EQFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAAT
ILGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFED
>MBL3562447.1 hypothetical protein JMM65_17110 [Rhodovulum sulfidophilum]AB16
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MBL3562448.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB16
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALRPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MBL3562449.1 hypothetical protein JMM65_17120 [Rhodovulum sulfidophilum]AB16
MPGLEDFEGCWRLERRIDDRLTGQVLRLTGRAVFAPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAGGLEVL
FEDGRFFHLIAPGARPEARHDCAPDLYRVRYDFSAWPRWSSCWEVRGPRKNYAMESSYRPES
>MBL3562450.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB16
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MBL3562451.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB16
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MBL3562452.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB16
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MBL3562453.1 NAD(P)H-hydrate epimerase, partial [Rhodovulum sulfidophilum]AB16
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPERLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSVFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGH
>MBL3562454.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB16
MKLRRMTAGELPAVLDWAAEEGWNPGLDDAAAFYAADPGGFFVAEAGGRIVAAISVVNHTEALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGMGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIG
>MBL3562455.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSGCPGRAKTGEDEENAVTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQL
AHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQF
HIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPV
PVPLTLREALTGE
>MBL3562456.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MRTELDLELVALTKRYGETVAVDGIQHLFSGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAAGGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MBL3562457.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB16
MTKATRTGLSRRRLLTGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRDKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MBL3562458.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSADPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWVFTLGIGFTVAYFLAFHIRSMTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGVQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MBL3562459.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>MBL3562460.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB16
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGSEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEGNIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MBL3562461.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB16
WGAGRDIDWHRRLGHIPPERAEALAAERAGQAQALGVRIGGVGIDALHAALAASPARLIALQTEDMLGATEQANLPGTVD
SHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>MBL3562462.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB16
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MBL3562463.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB16
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MBL3562464.1 YitT family protein [Rhodovulum sulfidophilum]AB16
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MBL3562465.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB16
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEIGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MBL3562466.1 hypothetical protein JMM65_17205 [Rhodovulum sulfidophilum]AB16
MSAIEDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GG
>MBL3562467.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MBL3562468.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MBL3562469.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB16
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRS
>MBL3562470.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MBL3562471.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB16
MTGGVVNLRQARKARERAAKKAKGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>MBL3562472.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB16
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARIKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHRNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MBL3562473.1 hypothetical protein JMM65_17240 [Rhodovulum sulfidophilum]AB16
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDDASDLPETEPHDNDTGNGDAQIVSLDKFRK
>MBL3562474.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB16
MPKATRLGDIGSGHGCHFPPTPSTEASPDVYVNGIAVVRQGDAYADHGCSVCPAPAHGRSLSGGSASVFVNGKPAGRIGD
AISCGGAADAGSPNVSFGD
>MBL3562475.1 hypothetical protein JMM65_17260 [Rhodovulum sulfidophilum]AB16
MDAENQVRLRAYCAILDVRESSTEPNPALALQILARMYLVPTIEDHGERNRALNEIRGNLRGEFGAWSPFATETARVAAM
MQELPNWFNHLNETTEALVERYKSLSTAIRILQYLGVGATGSAIAAGLAEGSKQNSVRAGVERGARRAAGQGPLLEEVQR
RARIRMTPARAGIVGAAIIIGGTLAYHNALEQQEQIREIIMHRFQEGEVTDAQFRDVFGDRIDPANLKKYWEL
>MBL3562476.1 hypothetical protein JMM65_17265, partial [Rhodovulum sulfidophilum]AB16
MRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYELPEHKTRSTFKTDTHLSQGFNEVRFE
DLKDQEEIRTIAQRDMNTLVKNNEAKVVFNDSSTAIYDNQLHEVFGNSILSIGGSAVTYVGATGAMALAQQDMGARRNIL
SKMAYALDRQNLKENGSPGDYTLVTDGSHETTIGQSQVNQVGCNQYNSIGKNHSLSVDGNSATRVGGDNSVHVQKNKTEV
IGDKYTIVCGASRIEMQRNGRVVIKGVDIEVSGSSSIKGTASRIDLN
>MBL3562477.1 hypothetical protein JMM65_17275 [Rhodovulum sulfidophilum]AB16
MDRENAHDRARSAYQETAETAPQDCYLTQPEVDKLLAAECDPHIRLANILMLSTAARVTASLELTWDRVDMAWVRSICAE
KPRARGRAAPCFPMNSGAHAALMAALSDHVIE
>MBL3562478.1 hypothetical protein JMM65_17280 [Rhodovulum sulfidophilum]AB16
MAQLGLGRAVASRRLKIEWNTAACPSGRAALPPGMSTTSSPDPFNALVEALDLPPVKDGPLRGARFTVKDNIDIAGHRTS
FGSPAWRDTHPAPVHNALCVDQLLAAGARCVGKAVADEFTYSLDGQSQFFGTPQNAKAPGRVPGGSSSGSAASVANGLAD
FSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAGVLPFMPSVSTVGILAASLPRLEAVARVLLHSQTTPVTAPRRLLVLS
DAVELALPAVQQQLRAALDEIARRTGLVAEPIRFAELVGEDAALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFT
LAYGNVQRFDRIVALESLARSERLFQQINAALPPGTIICFPTTPTAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPE
ISAPLLTVEDCPVGMSFAAGHYQDESLLAALSEMLGPQGS
>MBL3562479.1 transposase [Rhodovulum sulfidophilum]AB16
MPGPRPASLHASCKPPRGREDEERLTADIIELARKHGRYGDRRIVVLLRRAGWQVNHKWVARIWRREGFKVA
>MBL3562480.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB16
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLVPAGLSYYLLMLWLPSARRFRDD
>MBL3562481.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB16
MKLAVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MBL3562482.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIGGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALGLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MBL3562483.1 hypothetical protein JMM65_17310, partial [Rhodovulum sulfidophilum]AB16
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEP
>MBL3562484.1 hypothetical protein JMM65_17315, partial [Rhodovulum sulfidophilum]AB16
LMTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MBL3562485.1 hypothetical protein JMM65_17325 [Rhodovulum sulfidophilum]AB16
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEVPE
ESRA
>MBL3562486.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB16
MSGEPRDPPPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQTVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCLLD
RQDLTEAAQGLILIALPQAEPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRILSLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVPPVMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLCDLNHPLAGTIAAPRPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>MBL3562487.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB16
ISRHGEGVAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRRVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIA
PLAEPPHYAVRLSLPDPIGLVSDVMAGTGRLLDALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPL
FERGVAGVEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAA
WSEPGGAWIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMALETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGR
RLWLFHTPQAPGWFVQGEFA
>MBL3562488.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB16
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTP
>MBL3562489.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB16
MLAADRLIALALMGFSVIVMWYARRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAVALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MBL3562490.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB16
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MBL3562491.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGIEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIGVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRSFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MBL3562492.1 sugar transferase [Rhodovulum sulfidophilum]AB16
MLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFHVERCGGLVALWVRCAGLSRLPLLWSVLRDEMSLVGPRPATRADLA
RYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDDLRYGRIASPRVDLGLIAAALMRRWRSGRPQPDLALLSGTVPLIVS
SHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>MBL3562493.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB16
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MBL3562494.1 transposase, partial [Rhodovulum sulfidophilum]AB16
MMGPRQEAQPALFYEFSLEDHVPQNHLLRSIDRFVDLSAIRTYLVDFYSHTGRPSVDPELLIRMLLVGYCFGIRSERRLC
EEVHLNLAYRWFCRLDLSDRVPDHSTFSKNRHGRFRESELLRHLFETTVARCIEEGMVSGQRMAVDTSLIEADANKQNSS
PKEDWDVRQINPADAPRAVREYLDVLDEAAFGAA
>MBL3562495.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB16
MGTDRLRLEGCRGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWIVL
VALIGCIAPRPARSGGGSAKRSRAAGPESSAVSMSCGFDGSPRTTGLCSPPPRSGSWWR
>MBL3562496.1 hypothetical protein JMM65_17380 [Rhodovulum sulfidophilum]AB16
MEERLAIGLGLRIGADQPPDHRAFHDPRGHGELARDPQEGAHVVIDHRLEGQGDGAAAALDLQPLGLVLEPRLLILAILL
DVLQLEIAAEAHGMDLAEVRGGQPPRGRVVPMLDVFRTLWAIAGAFGFAVLARIGWECGGRIIRALTDTDPLVSEATVRG
GPRIRWFTDRTGRIVHIERVEGRDDG
>MBL3562497.1 DUF5131 family protein [Rhodovulum sulfidophilum]AB16
MGENRKIEWCAHTFNSWIGCTKISPACDNCDAAAWDARWGNSWGRCRSGAGCHGGPSGDTSKYLARGGAAQMYHALTHAS
QRDTSLS
>MBL3562498.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB16
MIQSAKGKFATNALQGKYGKGVPADLVKRTRAMLTALDAAVAVEDLRFPPGNNLEELKGDRAGQHSVRINGRWRICFVWT
PKGPAEVEIVDYH
>MBL3562499.1 HigA family addiction module antidote protein [Rhodovulum sulfidophilum]AB16
MSLLHDPMHPGEVLKELYLDPLDIGAIWLARRLGVPRTRIERLVKGATSMTPDTALRLARVFNTTPEYWMNMQTNFDMHA
AIQQIDVSEIEPLVA
>MBL3562500.1 transposase [Rhodovulum sulfidophilum]AB16
MKRKRFSEEKIIGVLKEHEAEAKVDDICRRHGISSATFYNEPLLRHWSEHNGECARSTAVWMRPKPSGCASSKPRTPSSS
GSWQIRCKT
>MBL3562501.1 IS3 family transposase [Rhodovulum sulfidophilum]AB16
MGFLITEMGLSERRACRIVGLARSVQQYRPVPKDDAAVVERMKALASENRRYGYLRLHVMLRREGLVVNHTRKALASRNA
RFVCRMTLFLEGRLKLA
>MBL3562502.1 hypothetical protein JMM65_17410 [Rhodovulum sulfidophilum]AB16
MKIKLLAGLTLPTVIFASSVAFSATISLVGTELKLDGITQATPTSPTATFAATVSAIVSETAVEYPNVNDFGITNTSVPG
FPLPMTTVPVAIDAGADFITIDFDNTAPFSQFTPAFQNTYVFTFADTVAPLITSAEIDTTVTTLGLAPEDITFSGNKLFA
NVESLYFDTSSFVRINLTAEAGVAPVPLPTGLPLMLSGLLGMRLFVGRKQKAF
>MBL3562503.1 transposase, partial [Rhodovulum sulfidophilum]AB16
MSRPAKTTDRRRYNRALRRRGSLTVRFDPSMQWEAIPSGRRGRQKAYSDAAIQACLT
>MBL3562504.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB16
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MBL3562505.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB16
MTETVAIIGAGLIGRSWSALFARGGFEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDLAATLARVRVCPTLDEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLGGRARCLVAHPVNPPHLIPVVELCPAPWTAAE
TLDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWARDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MBL3562506.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPESHAAMA
GRKAETHPLPAFLKPTDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIIIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALASDIDLRRKVLWL
>MBL3562507.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
IYLAITIAPFAGFFGALVLVPLLVAGLGMATERTLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILR
GQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLNRTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLL
APIYTIHPAMGAEIITLAFVVVVIGGLGSFWGVIIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERI
LRFE
>MBL3562508.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB16
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MBL3562509.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB16
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIADGAEMGFALGKKLREEAGEGFFDWD
>MBL3562510.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB16
MTEAHLDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGG
AYCDGALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGST
RGLCLGLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRL
QEATGGAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEV
LDAVIAQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVW
ASSGSADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPDGIMNPGKLVPPAD
>MBL3562511.1 arylesterase [Rhodovulum sulfidophilum]AB16
MPCRISTGPALPARVSVTSLSERIGSAIAHCLRCLPFPRYGAAGRALNLGASLVLALVLCAAGTARAGITLAALGDSLTQ
GYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLILALGGNDLLRGIDPAASRANLDAI
LSQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLTDLPDRGAAMARYMQDDGIHPSAAGVT
LIVEAMGPSVLELVDRAEAKGR
>MBL3562512.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MBL3562513.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAGLRRIARTAAD
>MBL3562514.1 universal stress protein [Rhodovulum sulfidophilum]AB16
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVSRLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRNALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLHDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>MBL3562515.1 hypothetical protein JMM65_17480 [Rhodovulum sulfidophilum]AB16
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAGDSGD
>MBL3562516.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB16
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVVPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MBL3562517.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB16
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
WHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGVIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MBL3562518.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB16
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MBL3562519.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB16
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MBL3562520.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB16
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MBL3562521.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MBL3562522.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB16
SRLAPEKAPEKAAAKGTRRAPLGSAPPKAAEAVVAELRAGRVETAEAKALALTRAHPDSALAFNLLATARTERGRTAEAG
ASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAHPPGQLALGKGLAQLGRKDEAEAALRRAVAADRR
YLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAEAQAKQGRTETARAGFDAAIAAEPGFALAYSLRGMLL
QTLGEFAEAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLAEMEALFDDPTLGDESRMHLGFALSRAMEQIKAHDRV
FTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSLRKIEGAPDYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGE
IGYVAGEGLALLHEAGGGLRSLERVGDAEIAALGARIEATFRERFPGSDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRD
PRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWRDKLPGGFHEIRYEDLIADPEAEARALVAACGLDWQDNC
LNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDAIGGENGA
>MBL3562523.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB16
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MBL3562524.1 GTP-binding protein [Rhodovulum sulfidophilum]AB16
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>MBL3562525.1 hypothetical protein JMM65_17530 [Rhodovulum sulfidophilum]AB16
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MBL3562526.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>MBL3562527.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRASLPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLT
RDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLTDGGWTDILLLKLGMA
MVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTA
PLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAACALVMKLDRVPAIHV
AALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGL
FRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQATVSAYNDVFALISALA
LCALAALLGHIARDWLRARMARRVPADG
>MBL3562528.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB16
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRV
>MBL3562529.1 hypothetical protein JMM65_17550, partial [Rhodovulum sulfidophilum]AB16
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMVPGPVSFPLVLFRDGPGEVPADRIQ
QALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALRQDPV
LAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKSSAMLDPCFGLARVAALRDAAAHVGRRDGPRMT
EAILRLAAPLARLGQPVFAAQGCALALSE
>MBL3562530.1 glycosyltransferase [Rhodovulum sulfidophilum]AB16
MTTSRLAAMRRVLRTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHP
PDAATGLFGTSPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDPAIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRSALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRANNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNG
AALVVRDAPDPDRLQVELYCREGITRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEACQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPSRIVPPPEGPLTVGVLGSIGHNKGAAILHDLAQHAAPDLGIVVIGKIDPAFAHHRIRVHGAYRREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQADAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVT
LPPALPA
>MBL3562531.1 CatB-related O-acetyltransferase [Rhodovulum sulfidophilum]AB16
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAAEYHNYRFANGKPPTRAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGA
DAP
>MBL3562532.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSPIVFLHIPKTAGQSIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLALSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MBL3562533.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB16
MQDELAEIIQRVRVLEASGASGPALELLAHALARRPDDLALRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLKADPRLRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEDPETDLARAQSLLDEDPEAALQLSEAVIARAPDHAGAWPLRIAAARTLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLTPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAASGRIAAAQELD
RVEP
>MBL3562534.1 aspartate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB16
GRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMPFSREHADLALDSLDRVLARTEVPR
>MBL3562535.1 phosphotransferase [Rhodovulum sulfidophilum]AB16
MTEAETLSLAEEAIAHWEGCTTPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAYLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MBL3562536.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MBL3562537.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB16
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MBL3562538.1 hypothetical protein JMM65_17595 [Rhodovulum sulfidophilum]AB16
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEKEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MBL3562539.1 hypothetical protein JMM65_17600 [Rhodovulum sulfidophilum]AB16
MITMVDLLGVMAVGASADPDDSTRSHAAGGTGSGDGPASDRTTDDLMAVMDLHAALAEAVPAIDGMSRADELLFSWLSGG
PDSMDADDLPFPADHVHDKDLPVAETCLADAALGVGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLRLGHLSLVPDTMLSDALAARA
>MBL3562540.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB16
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MBL3562541.1 hypothetical protein JMM65_17610 [Rhodovulum sulfidophilum]AB16
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MBL3562542.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB16
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGSPPPEAAAGEAAL
>MBL3562543.1 dTMP kinase [Rhodovulum sulfidophilum]AB16
MGRSARFISFEGIDGSGKSTQARLLAERLRGQGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPDEVARDIARLADEALA
>MBL3562544.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB16
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MBL3562545.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB16
MQAYRIARVVLLLGVAGGLSACQGAGFGLFKKGDTETMPVRAESSVAAEAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIQNSETGRSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEISVTALRRSPEAGGRKAEPAGAD
AGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MBL3562546.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB16
MAVILRGTTWSLRKRVPARYGEVEPRKEIWLSLHTDSKAEAEAKAPAIWRAQVEAWEAHLAGASEDAEKRFQAALDLAGK
RGFSWLPLKEVTHLPRNDLLKRIEAIPAHDKHPNRQEAAAILGAVPVPEISVSRALELYWNFTRDRVAGKSPDQLRRWRN
PRIKAAKNFITLIGDKPISAISGDDMLAFRSWWLDRIDDEGLSANSANKDLIHLGDILKTVNKKKRLGLVLPLSDLSLKE
GKARPRLPFSSTWIRDRLLAPGALDGLNDQARAIFLLMINTGARPSELAALSAQTIHLDANTPFIEIIGEGRQLKSVNAE
RKIPLLGVSLEALRAFPGGFDRYRTNSASLSATVNKFLKQNDLKETGGHTMYGLRHAFEDRMLEARIDERIRRDLMGHAL
DRVRYGQGGSLADVADRLAPISF
>MBL3562547.1 hypothetical protein JMM65_17645 [Rhodovulum sulfidophilum]AB16
MHAALRRDHRDSVIPPDQYRTWLRVKSEIYATGLEPTILELLDELDTGSSDPD
>MBL3562548.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB16
TGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEETGKPDIGSIRMVSWSGGSETAARQTYESARRAIVMCGSSGFP
LPVEKYDQWRQIEMTFDPGKMRIR
>MBL3562549.1 Tol-Pal system protein TolB [Rhodovulum sulfidophilum]AB16
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGQRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MBL3562550.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB16
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAEACYAKNRRAVSV
LAAGTGA
>MBL3562551.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB16
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSNLGQTSTLGGGAGPDMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGSRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGTAGCN
>MBL3562552.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB16
MAAALERACPGEAPLVVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARMRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPQRRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEVATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALEATLAALTRGPRATLHGCLLQRAKGQIRIGREPAAVAGLSC
APVSLWDGRWRLSGPEGPEGQEALEIRALGEAGLAACPDWRAAGLPRTTLIASPAVWRGGGLIAAPMAGQGKDWSAAVNC
SFTAYLLSH
>MBL3562553.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB16
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MBL3562554.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVARFGPRALRAFRARVQIVFQN
PQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRERAAELMAMVGLRTGHLRRFPHEFSGGQQQRIGIARALAAGPEMLL
LDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETGPAAQIFDAPQSAYARMLIAA
APELRQPG
>MBL3562555.1 RidA family protein [Rhodovulum sulfidophilum]AB16
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MBL3562556.1 amidase [Rhodovulum sulfidophilum]AB16
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDKARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MBL3562557.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MBL3562558.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MBL3562559.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MBL3562560.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MBL3562561.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB16
MTVRHMTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLI
NGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGGGNGIGSDGFDLPSWILK
GKYTFGEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDKRWA
VFAVDDMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSE
KARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARIKGLELEAAYSLPSGHYVDLNADIARGE
ITTPGVPDDWEGTPADQIRVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTLKLTLARTF
>MBL3562562.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB16
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRTLAPFCLRGLLNAL
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVVA
>MBL3562563.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPETITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MBL3562564.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB16
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWTKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MBL3562565.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPTEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MBL3562566.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB16
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGPSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALQDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDAGWCERLVGLDGARLSLGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MBL3562567.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB16
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRLWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINGE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGMEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRP
>MBL3562568.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB16
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MBL3562569.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB16
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MBL3562570.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB16
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDEAQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MBL3562571.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB16
MNEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MBL3562572.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB16
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAGTRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKISGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MBL3562573.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB16
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MBL3562574.1 hypothetical protein JMM65_17795, partial [Rhodovulum sulfidophilum]AB16
GLLSEIRVLLAETENPSGSDGEIGRHYQNSNPNLHESEPCQEMAKGAGVPCSETAGITGTASELEAGVDTRTDNGSEPGA
DPGSSPSVASIRSAGSKTPDLSAISGGTDGPPVLPLALVLKACPDILDYASSPPRHWHELVALAGFVRGMMGISADAWAE
AERAMGAETAAITVAAILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>MBL3562575.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB16
MNTQRIRYFLSTTALVSVAALPLAPAGWAQEVNTTSHWTGEVSDEYRDPDDAGANWDNGFNGADLVIDGKDAVVTARDKT
VATDFNSVFGDPNVGPRTITISGGGTLKAVSDAYTAVAIGWTPGDTESTMTVTGEGSKLVTSKLGSETEGAGWTTIGRQE
GTTGVLFIQDGGAFEADADVAVGYEADTTARIDVDAGSLETKDNANLRLGWIRSKGEVNLRNGSTATLSGTIFVGEGDGS
TGLIEVDDSRLTAGEGAELQLAYAVDSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETDGSN
ATFTVDGEGSTFISNGAFDLGYAGGATGKLVVGNKAEATFNDDLLVGLMGSGVIEVNTGGKVTANTDVHIGGTEGTLSGG
QGRLIIDGAGSSFTVNDNGLFIGFSTAGTESTPSGSVTVSNGGTMTLKAEAPEPQGNQKQMPDSRKSRGDLTLGYGEGTY
GVLAVRDNGSRVAVGGDLYAGYSGIGDIKVSDGASLAVDGTAYLGHGEGSSGVMTVADADVTLNGKTYIGYGGQGKMSIE
GGGKVTAQDDVSLGHDTGAATETGTIMVNGVGSELDMSDSLLTVGYDSAGDATDGLNGGAVTIFGGASATVGELSVGHEA
GGGGTVGVFGSGTDGNESTVASRLTVRDDATVGLGGKGVLMAATGASVDIGGGLAIGVNDGSNGTMRVSRGATVSVGTED
GEGNYDGTISVAQNSGSTGTLIIGGDRIGGGNYEPSEAGRVNAATLAFGNGNGSLVFSITDTDYTFGLDVTGGGAIEAYN
GTVSLTGDYSQYDGDTNIHGGTLSVDTGTFTHSAIKVMDGATLAGSGTVSDVTLQDGSTVAPGGKGISTLTVSGGDLSFA
DGASYAVTVSSDGSSDLLAVKSTEEDEAPGFAVNNIGGAGGSVTTGGTVTLGGSSSLSVSRLASDATGDFKVNTWYTILT
ADQGITGEFSEVSDDFAYLDTTVDYDDDTKVLLALTRNNTDFEDVVGSSNTNARNAARAVGSMDEDNPLYEKVLFLEEGD
VDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPVAGAAPAAVTRNAIYYGAEAGSFFRDPEVWGQAYGSWSKL
DGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQMALRMGASYSWDD
VSADRTVTVGGVRQDLEADYWARTAQAFVELGYRTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGITT
VGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGYE
GTLSENSQSHGLQATYSIRF
>MBL3562576.1 5-oxoprolinase, partial [Rhodovulum sulfidophilum]AB16
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGEVLVPLDEDAARAALTAAHARGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVRTAEAAGFDRLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMQEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPQAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQAGF
>MBL3562577.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MBL3562578.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGAPPGRDGAELRRGLAEAGP
>MBL3562579.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB16
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGSALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDRGGKAADGRRAS
FDFPPVDRDRAHEAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MBL3562580.1 phosphomethylpyrimidine synthase ThiC, partial [Rhodovulum sulfidophilum]AB16
TEPDARIDIAAGLAPVRLPFARDRGEAETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTP
EMEFAAIRENEGRTAAHSRDGEPFGAEIPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAIT
SSMEEEVEKMVWAIRWGADTVMDLSTGRNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQG
VDYFTIHAGLRRGMIGLTARRVTGIVSRGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADAND
EAQFAELRTLGELAQVAWAKDCQVMIEGPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIG
WFGTAMLCYVTPKEHLGLPDRDDVKTGVVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFH
DETMPKAAHKEAQFCSMCGPKFCSMKISQDIRDAAAAEAGTCPNGLSPED
>MBL3562581.1 hypothetical protein JMM65_17835, partial [Rhodovulum sulfidophilum]AB16
MAECLPGQAGVEAALPRLGAALPDCRAAVVPVARTEGPKARRAAEFRAGRLAAAAASASLT
>MBL3562582.1 isochorismatase [Rhodovulum sulfidophilum]AB16
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MBL3562583.1 (2,3-dihydroxybenzoyl)adenylate synthase [Rhodovulum sulfidophilum]AB16
MDDFTPWPEDLARRYRERGYWRGLPLSDGVRAQAATRPGACAILCGNRSFSYGALDRLSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLIGARAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAVDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWLEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDRDGRPCAPGQTGRLWVRGPYTFRGYFRSP
AHNAAAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>MBL3562584.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB16
MYDLTPMQAASWVNGHAGARAAQGPSAHLYVELDRSDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFL
PRHDLRRLGTLDCQLALERIREDQGHQRLALERGEAVAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYEDGP
GCDMPPAGDFATHLGVRRSDPARPEHEAAARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERLDPARTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPESETTVIGDFSDFALVGVAGAEPDLSVLARRVQADLAGAIGHS
AHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPCGSILSERARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKALMDRLRALSDAAPAPRSRPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAA
HPALGLRIDASAGRQYLARRPGLPLLTRDLRAAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPPPRPASAPLPVPQPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTVLGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIAIDHDATSGTPRERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLDPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALHRGCGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLALHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSE
EDLPGRPCLRPGDLPRPGGALPDAAMLRLRSLDTGPGYYLFTSGTTGTPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIGPEIVSAAEDMTAGGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQAMVVDLAPGDGRETTL
>MBL3562585.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB16
MVPPLLEIRDLHLRMTTGDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEM
>MBL3562586.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSARHVFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGH
>MBL3562587.1 ABC transporter permease [Rhodovulum sulfidophilum]AB16
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLARGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLAAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MBL3562588.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTETPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIRNYVFTPVASNAIECWPLSLT
>MBL3562589.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB16
RPASLKGSRSCLFEQGRFETAIHDRYALGPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAG
MSRAEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAV
KALLARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPM
KLFDGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQRLSERAMRAAIRALPD
GEYRSTIVSAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRV
TAPEGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHG
DGHSALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLF
GGQPGGKASGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMP
HAVPDDETVG
>MBL3562590.1 hypothetical protein JMM65_17880 [Rhodovulum sulfidophilum]AB16
MKVVSIILLSIALGCGIGYLAAKNYIRIEGLQASIEEPKIVTRVETTEVVSRNTAVAIYENTTVIGSENNAAMMLEWTSV
AQIGVDFSAPNWKWTSLSGIGKPIPKTGVIRVHGVLPPLKILNSFSQIGDEKETMISRIVKISEESVLGPILRKKKADLT
ACVGKQVLYRKESIDNAHKVILSLLTAAIPPRADGTPVVDFDLKFENEDELLSEISKLNGQPPSCEGTVIVNP
>MBL3562591.1 hypothetical protein JMM65_17885 [Rhodovulum sulfidophilum]AB16
MAIQIRSEDDAWEVLKGLTQGQIKIDNIDEIELGDWVKSTLYIPEQRYDSALNAYMMRGWIDAQAAIYRSYALVTHGEAN
GRLLTDAEKEDLELIIKVKSGSSDQEAQLMDVIKEVLVGAVDKMDPTTLAILIVSLALIWAGQSTMRNWLNNRKEERLAE
SNNKTLIKALETIQTVAAGDQEKQAVIQKAIAQQPVLHGLKAEADDAKKSLVRHASQTDAVVNGVSVPAGAASALTTSSR
TSPEETRKDGAYYIRKVDTTVPDGFRVYVEEMNTKETFQASVQEVMSSLEDRQIIQDAEWNKVPVSLQINAKVKKGHVLE
AIILRADKYEEPEATTKIRNSDAEKQRVRRED
>MBL3562592.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB16
MAGFIDGIDRDQVTLFPDRLEDWIGEDHLVRVVDLFVEELDLPALGFERCVPARTGRPGYHPSVLLKLFIYGDLNRLPSS
RRLEREAGRNIELMWLTGRLAPDHKTIADFRRDNGSAIRRTCAQFVELCRRIGVLRGACVAIDGSKFKAVNNRDRNFTKN
KIASRLAHLETDVERYIKEMVRIDRQEDGEARADKVAHLARRYGRIRQEITRLKAMDQALADAPDGQISLIDPDARAMAT
SARHGGMVGDNLQTAVDTETHLIVAHDVTNQGFDRDQLSPMAAAAREALQRDDLHAIADKGYFSGSQILACHQAGITTTM
PRPETSGNRRKGMYVKADFAYDTARDVYVCPAGEELTYRYTREEDGLRVGRYWTNECQHCPVRHRCTTSKERRITRWDHE
HLVDTMRERLGGHADPMTLRRCTVEHPFGTLKAWMGHTHFLTRRLKNVRTEMALNVLAYNIKRVVALIGIRGLMRAIPA
>MBL3562593.1 hypothetical protein JMM65_17895 [Rhodovulum sulfidophilum]AB16
MDGTVLDENVREILRRFEEEDAKDEGTVQFLRKIGLNKLAQQVKEDRQLTRYLDLRESQDKALGWEQAIFKLQETHEARV
ISNLSAQFEKSTTYSSAVLTLGYAGLFGIWNFLADQLDNWDSALIGFTLGLSLFIYVIWTLGGIFFHSKMAIRVSKVLAR
EYDDWEKREDAVLDAIQGSQKASLLMLRFWQPIFLLSLIPGLLAAIILLSLAFLRVLNIEFSYSIVWDCVWRFLARI
>MBL3562594.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB16
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFT
NSEEDGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MBL3562595.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MAQTDTVNRRYVLARRPKGAPDENTLRLETAEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGAGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGGEKCCHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MBL3562596.1 hypothetical protein JMM65_17910 [Rhodovulum sulfidophilum]AB16
MAGKALNKKNLLELGADTLADLLLEAVKGDGARQRRVRMALSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGAIGEVMGEAMAAIERLAPRLGKDPAALAETVFEAILDD
GYGAFDDVVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAARARAGRNRSLDMILRDVADAEGDVD
SWLARYTPEQLTCSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ERRLCPDALRRHLRLLPDFEDIEAEGRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALERRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKTAFWERLRTG
>MBL3562597.1 alcohol dehydrogenase catalytic domain-containing protein [Rhodovulum sulfidophilum]AB16
MKALIYTGPRLLELRELPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEATGIVVSAPPGGPAAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLSVPARNLTPVPECISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTGPGTGPEGVDLVIDGVGFGATRA
AASAALRPGGAMVHIGLGDAGPGFDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEAAPKIALLPDG
>MBL3562598.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
FLAQALVPGMRDRGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQLTRAMAEAWSRHGITANALAPGFFPTELTGPVFDD
PERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDGGFTAK
>MBL3562599.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPAHGIAMYGAPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALEHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLSPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGVDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MBL3562600.1 entericidin EcnA/B family protein [Rhodovulum sulfidophilum]AB16
MTRLLFILLALTLASCSTVEGVGKDISAGARTVRNAL
>MBL3562601.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MBL3562602.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB16
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQSMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEATLAAFAAERLARYKQPRLYV
HLDELPKNANGKLNRRLIRQTHEAAHDPA
>MBL3562603.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB16
MIRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>MBL3562604.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB16
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQT
>MBL3562605.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB16
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MBL3562606.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB16
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MBL3562607.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB16
MEAVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MBL3562608.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB16
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MBL3562609.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB16
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVVVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIVPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>MBL3562610.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MPESIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGADTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAVFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MBL3562611.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB16
MIWAGLLVLMLLAAWPLAEALRRPMAARARSEAPGEIAALPRGRTHLVWEGPAEGPVLVLLHGLTIGSHMLDRLAGGLAA
RGYRVLRYDLYGRGFSDRPRG
>MBL3562612.1 5-(carboxyamino)imidazole ribonucleotide synthase, partial [Rhodovulum sulfidophilum]AB16
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGHVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAV
>MBL3562613.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB16
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MBL3562614.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB16
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MBL3562615.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB16
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MBL3562616.1 DUF1150 family protein [Rhodovulum sulfidophilum]AB16
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MBL3562617.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRSLGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNAGLDVASAAFSAPMWGIRLGPVA
APLVWALSGIGRGAARVPGTGARAYVLATDFEANDLTGDRAIYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MBL3562618.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MBL3562619.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB16
MANTLRFLNLALAVFSGAALIAGQGIADSARAEDLLEELQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDAIEAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPHHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>MBL3562620.1 NAD(P)H-hydrate dehydratase, partial [Rhodovulum sulfidophilum]AB16
LAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRISALGLGPGFGTGSREAELLRLALDSDR
PLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHGPGFSRIDAVRAAAARSGAVVLLKGADT
AIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLGAWLHVEAARVFGPGLIADDLPESLPAV
FRGLGL
>MBL3562621.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB16
MGPRRVMSVMSVMRLLALIAFVLAGSSPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMSKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGAVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGPGGTGG
ARPREPHPPRTGKPPAPQPVIADTAGQDMVDLSPPETGPGGPYTPSGGRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKA
>MBL3562622.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB16
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWTPETDAERERTGVMIGSGIGGLNSIADTAVLIQKKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MBL3562623.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB16
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGTGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEAREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DRLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MBL3562624.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB16
MLLLDDTALACLLKRDGAVAAAAFSASGRRARIVSVALRARGSGIVCGTEEAARMFVLLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVDPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAER
>MBL3562625.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MRSTGIFSENEYRLRRLVRAGLVWLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IQTLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQT
VSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIIAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTVELSGVVGDVMKDLAADIVASGARLHVGDLPRLTGNPRQLHQLIQNLISN
AIKFRLPDTTPEIDIETVAAPQGMVAFAVSDQGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHTDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MBL3562626.1 response regulator [Rhodovulum sulfidophilum]AB16
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MBL3562627.1 response regulator [Rhodovulum sulfidophilum]AB16
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MBL3562628.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB16
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDVDPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMTQLIQNLVQNAIKYSGGGLPNIRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MBL3562629.1 transposase, partial [Rhodovulum sulfidophilum]AB16
MSRPAKTTNWRRYNRALRRRGSLTVRFDPSMQWEAIPSGRRGRQKAYSDAAIQACLT
>MBL3562630.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB16
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGHCSGFDTLAWKPAAVGPAGLGGASDMLPLLVGGGFQKSAE
>MBL3562631.1 hypothetical protein JMM65_18095 [Rhodovulum sulfidophilum]AB16
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRPARDRDETDEDVNTEPPRDETPSEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAQKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARAALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDIRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MBL3562632.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB16
MTQHPPLLLLTRPKVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MBL3562633.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB16
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFVR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLAGTSGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MBL3562634.1 glycerol-3-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB16
MTGIGIAGAGAFGTALGVVLAQSGRKATLWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLT
>MBL3562635.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
ILIKALPISHAGPRPLDEAISTAGGLGWEALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGRRAAARLG
RPV
>MBL3562636.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB16
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MBL3562637.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB16
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADTAALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTIEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQLWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MBL3562638.1 hypothetical protein JMM65_18130 [Rhodovulum sulfidophilum]AB16
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAGGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVST
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MBL3562639.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMATFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDESWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>MBL3562640.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTISSFSRVALIAVTTAGLSGCGGGWFGGDSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFNGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MBL3562641.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB16
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MBL3562642.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB16
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MBL3562643.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTAADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRTFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFDLAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTLWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MBL3562644.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB16
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGGLCEMTAALRENGLLGGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPETTGVLAVRGARRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGPEPHP
>MBL3562645.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB16
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRRE
>MBL3562646.1 cytidine deaminase [Rhodovulum sulfidophilum]AB16
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MBL3562647.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB16
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MBL3562648.1 response regulator [Rhodovulum sulfidophilum]AB16
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSESPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MBL3562649.1 response regulator, partial [Rhodovulum sulfidophilum]AB16
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLD
>MBL3562650.1 hypothetical protein JMM65_18190 [Rhodovulum sulfidophilum]AB16
MSETSPVQAAIWWVVAPASAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNMLDNPTRFDGEWVGLSLARRHVNKL
ATSAFFDDCVAWSPVAITAPSSSPECTLQRSETTSRQGCRISDLVLSL
>MBL3562651.1 phage Gp37/Gp68 family protein [Rhodovulum sulfidophilum]AB16
MSEIEWTDMTWNPVAGCTAASSGCTNCYAMHMALRLEAMGMEKYQGLARRSGKRTVWTGAINLDEKSLEAPLKWRKPRKI
FVNSMSDLFHERVPFDFVERVWQTMKKTPHHQYQILTKRPERMLEYTRDHLDAVLPNVWLGTSVESAETAARIDALSAAP
AVIRFISFEPLIAPVGGVDLSAIHWAIVGGESGSQARPIKEEWIDEIHSLCQRYGTAFFFKQWGTWGKDNKKRSKKANGR
LFRGKVWEEMPAISVSP
>MBL3562652.1 three-Cys-motif partner protein TcmP [Rhodovulum sulfidophilum]AB16
MVKRQYDWENGAKIGPHSKIKLEIIKEYIHEYVRVRCSLPQQERFRLSFVDGFCGAGSYECGTLGSPLMAMQTLKSVSAE
VNLRRKVDGFKPISFEFYMYFNDLSSAAIQNLQGRVDAFLQEHQDESSGAIFCVKYFEGDFGRNLPSISQMVLASRVRNT
IFNLDQYGHADVSEDHLRAALALTRSSEVFLTFSIKSFLAFISPAVRQDTRIFDGQISDISLHKTKKEWLAAVEKVVFEE
FQTLANFVSPFSINNQNGWEYWLVHFANSFRARQVYNDILHRKKNSQAHVGRSGLQMLRYNSIEDASLYLFDANSRRGAR
EELLADIPKFLKDCTPEASLSVAEFFGQTYNQTPAHSDDLNSALIKSPEVEILTAAGGKRRKPQMIKRTDTIRLTRQRSF
HFL
>MBL3562653.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB16
MDWSKLMSSTRRKDIGGAEGQPLNAGGDRTEIERDYDRVLFSTPVRRLADKTQVFPLEKNDSVRTRLTHSHEVSNIARSI
GVALAHRDETRFNSAEYQRDLPSILATVGLAHDIGNPPFGHQGEYAIGDWFKRNKARAFRFLDSENLDFSPAVKKRMRLD
FENFKGNAQALRVLTKLQIMNDNFGLNLTCGSLAALMKYLGTSEQQNKSNIATKKFGYFHSETDVVMDVWKETGLKEGLR
HPLTFLMEASDDIAYSVLDVEDAVKKGLVSYRDLISYLETGVSGESETDAVIKNVCERADAQHKKHKDAKLSPNEVNDLS
TQMFRVFAIEKMVSAVIEAFLEKQSDIETGALTYDLISVSSAALLCRKLKDFAFENAYKHRSVLELELEGHKVIHSIMDM
LWPAIVSRGDPRKATKGHPGTPFEKYAYGRISENYRRVFESPNEDLPLGYRRCQLLADMISGMIDGFALSFERELRELRC
>MBL3562654.1 hypothetical protein JMM65_18210 [Rhodovulum sulfidophilum]AB16
MKPALDQEAAKKRIRRFFDEPMAERSAVGRFIDEVSVCADIFVFGGALRDISLLGAPSFTSDVDTVVQAHDHEALMDILG
QYEAVQNKFGGHRVRFGRWNFDVWELSRTWAFAEGVVEAHSPLSLLETTFFNWDAILYDWRSGSLHHGQNYFSDLSQKYL
ELVLEDNPNAVGALVRTLRTICLSDEVLTGPRLSAFVVGELEGVSNEEILSYEANRFSRKRLSEALLSDMRARASEWDQS
NAFQWLPKRQLSLFDSLAN
>MBL3562655.1 transposase, partial [Rhodovulum sulfidophilum]AB16
HRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILSYVHIYNSQLPQSALRARTPIDALKEWQFQRPELFRRR
VYNHAGCDTYSESTTEAILPPIEDPE
>MBL3562656.1 cobalamin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB16
LDKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHRGTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAI
ATKDLP
>MBL3562657.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB16
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MBL3562658.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB16
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMDEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPGEGADLVWLPGGYPELHAGRIASATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MBL3562659.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB16
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILSHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
AHDA
>MBL3562660.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB16
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MBL3562661.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MPLFEIDGLVFGYPGRPAILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGHIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MBL3562662.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB16
MSEILTADRAGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMILAELAHALV
>MBL3562663.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB16
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTTVSAATAIASGTVPMDARVKAKMQGYEGDP
CGDCGNYTLVRNGTCMKCNTCGATSGCS
>MBL3562664.1 hypothetical protein JMM65_18265 [Rhodovulum sulfidophilum]AB16
MRRERPLQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKA
TGARSMH
>MBL3562665.1 DUF1624 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
SGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPRAFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILHA
IAAASLLGLLLVRLPPLVPGMLALGMLLMPRPSPLPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRAG
LWHRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRFAPV
>MBL3562666.1 DNA-protecting protein DprA, partial [Rhodovulum sulfidophilum]AB16
MEIVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARA
RKLGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLARRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARG
IDRAAHIAAIETGTVAVQAGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVESASR
SGSLITARAALDQGREVLAVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGP
>MBL3562667.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB16
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MBL3562668.1 threonine synthase [Rhodovulum sulfidophilum]AB16
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFAISQGALEFLREMFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MBL3562669.1 insulinase family protein, partial [Rhodovulum sulfidophilum]AB16
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDE
>MBL3562670.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB16
LTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAFRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHF
EGRARVEIEEMVPGWLDFEPGTESRLGLGAASLGRDAHLGARARTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCR
WYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDNPEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MBL3562671.1 type VI secretion system ATPase TssH [Rhodovulum sulfidophilum]AB16
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRNDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVETCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRA
EAGQDLARLEELHDEQKALVEQILGLRARIAGAAAEDMAGEAGTEGGAAGEDKEPLDIDALRAEMHERLATLEAGDPETR
MVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEKPIGVFMLCG
PSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLLDEVEKAHPD
VHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPALLGRVVSIP
YLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSREVLGRMVSGE
GIARVEILLQDGALAYSFEGENA
>MBL3562672.1 hypothetical protein JMM65_18305 [Rhodovulum sulfidophilum]AB16
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETNRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTGPGTG
PGSAARAAQSQARDTASLWVMREVMRRL
>MBL3562673.1 hypothetical protein JMM65_18310, partial [Rhodovulum sulfidophilum]AB16
EAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGPDLTGELIVLLAQ
RMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLAGATAGIDDDAAVETLVARIV
HVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARENAAYLAARGHGL
TPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGTAAPAVVSPEIRRYRETVD
AILATG
>MBL3562674.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLARISDGRSVFVAVTGSDAPIAFMELEQDGHI
DCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTMVKRREFERNAVRIHNYLMEKTLR
>MBL3562675.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB16
MTVEAFAPAKINLTLHVTGQRDDGYHLLDSLVVFADIGDRLTLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGAGK
GARIRLDKRLPAAAGIGGGSSDAAAALRGLAELWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKANAPMPDLPGWGSATGLADWLAGQRNDLEPPARAEAPVIGGVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYRL
>MBL3562676.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB16
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALRAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MBL3562677.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB16
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDSELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MBL3562678.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB16
MAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDRGGSGAGGHGYGQGPSGGPAGGYGGPDLDDEIPF
>MBL3562679.1 hypothetical protein JMM65_18340 [Rhodovulum sulfidophilum]AB16
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALERDIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>MBL3562680.1 hypothetical protein JMM65_18345 [Rhodovulum sulfidophilum]AB16
MGKGSKTRARAVKLAKKAELAGVPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQLGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEIARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGDLGQLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>MBL3562681.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB16
MPVHEIGEPGSYRQLETRQRSAEAALFLVASAMVGALQDEDRNNGAEPVRTLQVTWGATGARDIIDRLQATYGRLNRLLF
AGGNFSWADLSWADLSWADLSGADLRGAHLSDANLSGADLSGANLRGAHLSDANLSDAHLSGANLSGANLSDAHLSGANL
SGANLVRADLSDANLSGANLSGANLSGANLRGADLSDADLSDADLRGAHLRGAHLRGARLSGADLRDADLRDANLSGANL
DQSTNLKRCTFAATRFRLVDLSVASDIGSEIVKSSFGVRAGFGLVHLPPGVPYPDHWHVANEAEEDSEDLQDAFQADYEI
WLRQRRQSC
>MBL3562682.1 DnaJ domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQK
>MBL3562683.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB16
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAVQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MBL3562684.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB16
MSETERPDRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIEAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MBL3562685.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB16
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MBL3562686.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB16
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVIMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLERLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MBL3562687.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB16
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MBL3562688.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDLPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MBL3562689.1 hypothetical protein JMM65_18390 [Rhodovulum sulfidophilum]AB16
MGEMQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPL
QLEAERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MBL3562690.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB16
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQTGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGACNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MBL3562691.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMNREGHPFLCAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLCAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGAGLDLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MBL3562692.1 methionine adenosyltransferase, partial [Rhodovulum sulfidophilum]AB16
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGM
>MBL3562693.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB16
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MBL3562694.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB16
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>MBL3562695.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB16
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYTTFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MBL3562696.1 heme-binding protein [Rhodovulum sulfidophilum]AB16
MNRDETQLIERLVTAALERRGVTPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>MBL3562697.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB16
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MBL3562698.1 hypothetical protein JMM65_18435, partial [Rhodovulum sulfidophilum]AB16
LVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRDRKARGLTGNEAYREMLTGHLLRLQSYGVE
LAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLDADVLITPLAAEELRARHVRVVRA
>MBL3562699.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB16
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MBL3562700.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB16
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGATLRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MBL3562701.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB16
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MBL3562702.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB16
MTGTILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MBL3562703.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVSAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MBL3562704.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB16
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAEAGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MBL3562705.1 hypothetical protein JMM65_18470, partial [Rhodovulum sulfidophilum]AB16
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAPAARPEISAAP
EAGPATDIELPPGSEFNRSR
>MBL3562706.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB16
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTVEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MBL3562707.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB16
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MBL3562708.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB16
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRASNTVKVTIGGCGG
>MBL3562709.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB16
MRGMGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMSAGQIEDVVAYLMTLTQ
>MBL3562710.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB16
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETLPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MBL3562711.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB16
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MBL3562712.1 hypothetical protein JMM65_18505 [Rhodovulum sulfidophilum]AB16
MAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGTMLQQQPEWAQTDEDEGG
>MBL3562713.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MBL3562714.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB16
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
SGAALTGLPPLALALGLAALAAGWGLWHRD
>MBL3562715.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANGR
>MBL3562716.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB16
MAADFFDTNVILYLLDDGPKADRAEALLAQGGMISVQVLNEALLNCLRKARMSHDEAGEFLFGIRDLCETVELSVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MBL3562717.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEETVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MBL3562718.1 DMT family transporter [Rhodovulum sulfidophilum]AB16
MPGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHLARGGLVIVAALMF
FTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVLPVLAALFYAVLML
SARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAPAVVIAPLDYTALL
WATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MBL3562719.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB16
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIL
>MBL3562720.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB16
MAASRPSCYAGRLKKYGRTFHLPFSPGATSDDKVMSSLEGLMSEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWL
KAFAAGISPYLAEGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQPVATLYRGAYRTGLFE
DLVRALDLSRQEGFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGRADS
>MBL3562721.1 AraC family ligand binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGS
>MBL3562722.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB16
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELESEAAGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPEPAPEAPAPASAPAAMAPAMGPAAEPERPRASPLARRLAAQAGLALDGLSGSGPKGRIVRVDIERLIASAPTQTTP
APAPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRTQVNEGREGPARISVND
FIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGTLRPEDY
QGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPLMSLTLSVDHRSVDGALGAQLLAEIRQGLE
DPMSLLL
>MBL3562723.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEDTFSGALDPNAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>MBL3562724.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRAAFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MBL3562725.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
GARICQQIDAADPDAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSS
IVTLSSMAAYRGALTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLGRLGQAE
EVAAAIAFLCSDAAGFITGETLQVNGGLHMA
>MBL3562726.1 divergent polysaccharide deacetylase family protein, partial [Rhodovulum sulfidophilum]AB16
GLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGEALDRIDGSVALVTPEEGGFE
GDRDLSGAVLGLLEASGHGLVTADNGLNDTLRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQNGQAVIVGH
SHPETVTAIYAWALLSGPADAVLAPLSAVLRQSRP
>MBL3562727.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSTAILVTDAGFAPAGPAEDWLSPADLDGPARPDPVRVALAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRRGYLARLRRAVA
>MBL3562728.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB16
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MBL3562729.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB16
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLSEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPSGSPAFRAWADTNLAA
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHIRKDDLPAIFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MBL3562730.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAEAETGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MBL3562731.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB16
MQFFPIFLRSEGARIVVSGGSETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAAGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEETEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSDLRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFIQGRLMMHGAEAATPVS
VVENAGRPDERILAATLGTLATEIASAELTGPAVILLGLAPRAAARSLPLLQEAAR
>MBL3562732.1 CsbD family protein [Rhodovulum sulfidophilum]AB16
MDKDRVIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MBL3562733.1 hypothetical protein JMM65_18610 [Rhodovulum sulfidophilum]AB16
MSPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MBL3562734.1 hypothetical protein JMM65_18615 [Rhodovulum sulfidophilum]AB16
MEEHFWTSGADNARATTATNAVIVFPYPPGILQGDQIWTHLKQSTGWRSVVMAERRVTRCQDIAILTYRVSAEKADVPIY
KALCASTYLNDDDTWLRIFHQQTIVA
>MBL3562735.1 hypothetical protein JMM65_18620 [Rhodovulum sulfidophilum]AB16
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFMLFQMLMVGGSGSGE
>MBL3562736.1 hypothetical protein JMM65_18625 [Rhodovulum sulfidophilum]AB16
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MBL3562737.1 hypothetical protein JMM65_18630 [Rhodovulum sulfidophilum]AB16
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MBL3562738.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB16
MTLTAVSFELLAIYRLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAA
AILLLSISALVIIWAIGQQAARLHPS
>MBL3562739.1 hypothetical protein JMM65_18640 [Rhodovulum sulfidophilum]AB16
MLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEETIRAVMLLGEVRAPKSTETDVTGKQPMP
PRSKGKKEPCMDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>MBL3562740.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
RLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDED
ACAGLELPRT
>MBL3562741.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB16
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MBL3562742.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MBL3562743.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB16
MPGAEPVRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLVADMFEAQIWRNDPLDPLAGNSLDVDAMLNGLELAQGAEVFVFDTAGNLVGHARGLVRTDWAVEEYEG
DSWITVITDALYRAWLGGVSLFAQEEGSDAEGDPQRRLTDQVAITLTDGLQVATGVDSSGHTTFSVTAQILRDRRVVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MBL3562744.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPESIRGLIEARRVGLL
RADALASAPVVLAVDLDTSETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MBL3562745.1 RNase adaptor protein RapZ, partial [Rhodovulum sulfidophilum]AB16
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLD
>MBL3562746.1 DUF4445 domain-containing protein [Rhodovulum sulfidophilum]AB16
MKQDDPIVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQIALGTGSFPKHGITVTEQALSPKNAVEQRY
DEKRGLPPARRLGCQARILGDAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPTTKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLVGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MBL3562747.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB16
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MBL3562748.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB16
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDIRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MBL3562749.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB16
MALLNFRKCDRATGRTAGQTSGKTADQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MBL3562750.1 virulence factor [Rhodovulum sulfidophilum]AB16
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MBL3562751.1 flagellar motor switch protein FliG, partial [Rhodovulum sulfidophilum]AB16
GLRETDAELAEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINE
RDAPGAEEAEAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>MBL3562752.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB16
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLISPVAGYRSRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELRFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MBL3562753.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB16
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MBL3562754.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB16
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPTPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEREYVEHGGVLHYVLRNLAKAG
>MBL3562755.1 elongation factor Ts [Rhodovulum sulfidophilum]AB16
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATATKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MBL3562756.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB16
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MBL3562757.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB16
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>MBL3562758.1 amino acid transporter [Rhodovulum sulfidophilum]AB16
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MBL3562759.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB16
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MBL3562760.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MDGQALGPLQDTSRQDTSPQDAPPARRKRVSPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELERRADLPVAAPEGAPALSFEGVHFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLKARGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MBL3562761.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB16
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MBL3562762.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB16
MARKDLLKGLMDPGKPVPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLGQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGCED
>MBL3562763.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB16
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADG
>MBL3562764.1 hypothetical protein JMM65_18775 [Rhodovulum sulfidophilum]AB16
MMRFSHFIQTLAFALVPCHAFAATVPGIADPTLAGMPDGTTASSGDVAPDHSPVLFPGVDLSTMTALSFHVTGSVSHTPS
PSGLSPDGGGNIGFESFNGISGGYGPINSLLGVFLTDDAPNTGPAPSALDFSSAASRDFASLSPELKQVFFIGDGLNSSG
DFQSFIVPDGATRLYLGTLDGNGWYNNSGAFEVTLASGLPDPAPVPLGASFPLLIFGLASLRIFKRPCPQKAI
>MBL3562765.1 hypothetical protein JMM65_18780 [Rhodovulum sulfidophilum]AB16
MQERAMMMDRQMQMQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELENGWQPIPRRN
RKGVIVQDRARYTPCVWEPSPVRIAAARRAYLDWWGYLLEVQAALGAADLAQICVTGDMPPMTPWR
>MBL3562766.1 hypothetical protein JMM65_18785 [Rhodovulum sulfidophilum]AB16
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPDDPGSAPGDGAEPPHPPDGTAAKDPLGPIRAAAGQPLNDYGNGQRFCI
HFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVKVLEPTKSEKKVIAEERRLRERFDRLDALPEAER
AEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFS
TVAAEGMSPVAELRVQRKHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYG
GGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMI
RALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEG
GLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHP
HTGKSFIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>MBL3562767.1 hypothetical protein JMM65_18790, partial [Rhodovulum sulfidophilum]AB16
SNTARNVFNCRHCGGGDAIALVGLVKGCDFRAALDWLMGTREVETDPAELARRKAAREKEARQRIRQAEAARRNAIAQAR
AIWHDSRPAEDSPVRDYLARRGLTRALLPELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRT
WLDLGQPKGKAVIAHEGETLAAKKTLGSVKGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAFWAGISLGNMAGR
RITRGKGMRFAGVPDLDDLQAWLPPAGVEHLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVL
MGEGEE
>MBL3562768.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB16
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERRAREVEPAPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDMPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRSDPERGA
VLARRGDFARALPACGACHGGEAGASGLGVPRMAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPADDPLVPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQI
>MBL3562769.1 putative zinc-binding metallopeptidase [Rhodovulum sulfidophilum]AB16
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGLCLSCAHSAVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MBL3562770.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB16
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAPGAEARALIDILRNDSAREALISELEQAAGRGAADQDRAAAPPSEA
AGQGLGRRVAEATSAAVEDIAGRIAAGWGALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVLSAPGTEDAPEPQTAPETGAPRRHGRLALALAQNWHWAALAYLAVLAVIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVRLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARAAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>MBL3562771.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB16
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>MBL3562772.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB16
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWMSVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MBL3562773.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB16
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARQAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLQGADALEDGSFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAAA
>MBL3562774.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB16
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPTSEARRGAGEASGMT
>MBL3562775.1 GMC family oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEATGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHL
>MBL3562776.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB16
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELASKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDSRRWR
EIRP
>MBL3562777.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB16
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMEGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MBL3562778.1 glucose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB16
MQRSIGRSNDVTLSTIWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPI
TDVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMA
ARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWR
>MBL3562779.1 pyridoxal 5'-phosphate synthase, partial [Rhodovulum sulfidophilum]AB16
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRI
>MBL3562780.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB16
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MBL3562781.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MBL3562782.1 aminotransferase [Rhodovulum sulfidophilum]AB16
MAASQPPRGGTAATFAPPVMQARRWLEGVSFAADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHQLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMTALPGWELM
GAGAFFAWLRHPFDIGSEPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MBL3562783.1 SurA N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVAAIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYAYIAERRSVSLIHLTADALDVPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRR
AETARRLADKAEALKTRIDDGEEMTVLGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DAED
>MBL3562784.1 hypothetical protein JMM65_18875 [Rhodovulum sulfidophilum]AB16
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>MBL3562785.1 hypothetical protein JMM65_18880 [Rhodovulum sulfidophilum]AB16
MTPDPGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPEHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGFALLGLVRAHPANAPVSPVLH
>MBL3562786.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB16
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MBL3562787.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB16
MTAELTVIPSSTGPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRR
AALAEMLEGVTDLLISIPPGEGGCPALSALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVDDAAGAILAAMSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPLAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MBL3562788.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB16
MTVQNVRPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGIERGRLDPAPVDRALADCG
LAHRFEDLAAPLLAQWQEAGLMTAETGALPLTLAGRFWQVAMTARLIAWTDQAVREHTSAKENAG
>MBL3562789.1 hypothetical protein JMM65_18900 [Rhodovulum sulfidophilum]AB16
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MBL3562790.1 hypothetical protein JMM65_18905, partial [Rhodovulum sulfidophilum]AB16
MPDLVASDGDAIAYTDLAPDDNLFAAFDVAFPADPEGVIWEQGGSYFEAYLGVTGADLVFRAFSGAVSGAEVARATLPVS
EFAGRSGTIYVEIDMADKSVALWFKGRRYSNNPALCLRDYALTPELFGGIGWRAEDLDDAALLALANLAEEQVPLASGRT
ENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQY
ADPETEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIR
VSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYET
RGGGGVKTRVRLAATTDNPFIEAWQFAWRPVAEADPTLRPLTDSPEDQIEDVAPGPYVFGARARNGRGMWSDWAWSGATA
VQGINAAPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQ
>MBL3562791.1 hypothetical protein JMM65_18910 [Rhodovulum sulfidophilum]AB16
MALTVELEVVNGSDATIPLPQKPSQTGDTDVAEYVPEGMSEEDREALRTAGREWVGTLGGFLARFHPTKAAAAENISHFM
NGNGSDKVFGAGDTDDLLVSLVPTGAAVAKTLPELFVDLIYQYIKNSSDTIRRYLARNAGSSVNNGMNWFGVTAESGTKW
FYAVGSFLMSCGAYSVKRRGEVVVFYRIYIYDRYNWDVEDGVEKETAAPKFPLSWFLDDDVMNEIGDIKLKNEKQFYFRT
GTGYDGESEAYIVNDALMGAQVESGDASNFDITGAGSVHWVRFSSPPGAGTSAQIKRSAGVVR
>MBL3562792.1 hypothetical protein JMM65_18915 [Rhodovulum sulfidophilum]AB16
MRTTPCQGANLMIFEGRFKRVLNSVPLLEGEPICKKGEYSSDMISAARLSPEIDLRGVHFGDAVEAEEVPLEFLFESWPN
IFGGISPGDLKISTQYDGAGRANVSLVKLQSGIVFVLISDAM
>MBL3562793.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB16
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSEDRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEGIRGKH
>MBL3562794.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB16
MKPITYRPAALKVLRKMPQTTAKRIISKIEAYAIDPASQANNVKALKGREGIRLRVGDWRVIMDDNGDVLDVLEIGSRGS
IY
>MBL3562795.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MNDMVSIPRKEYERLREAAEDLEDILAYDRAKGRDEESVPHEFVTRIIDGEPPVRVFRDWRGMSAAELSRASGVNRVQIH
EIETGKKNGSAQTLKKIADALGVTVDDLI
>MBL3562796.1 putative addiction module antidote protein, partial [Rhodovulum sulfidophilum]AB16
MPIETTRFDAVEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRA
>MBL3562797.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB16
IWAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSAVIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAER
AAGD
>MBL3562798.1 hypothetical protein JMM65_18945 [Rhodovulum sulfidophilum]AB16
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MBL3562799.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MYLDVRPDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEVECLSLFIDPPESANLPKDCCTITVSRFFRELLMRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGD
PRLKKLTDLLIAAPADHASVAKWASRVALSERSLSRLLAEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESA
SSFVTMFRKMVGKPPSRYLLERSRLR
>MBL3562800.1 hypothetical protein JMM65_18955 [Rhodovulum sulfidophilum]AB16
MPLDIKNFPLVWMSYDEAPDHDHDEDFAALEVCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKAELRTLVL
AMIVIEPSAAKRLTFKTFSAVFSKFWGFPLKTAVTRKEAMDVAENLLSEGMGPGGSASQRRCAQTS
>MBL3562801.1 integrase [Rhodovulum sulfidophilum]AB16
MVSKRYLWRHPSGRIYVRLRGRLCRIMAPEGTAEFDREYWEILTGKRMQAKTSWNALMDDYRTSDRWLGLKPRTRQDYDK
VMAYLREKIGTRDVKALTRADVIAAQKANAHRTRFANYIPQMLVILCEHAIDLGWLANNPAKGVRALKTPEKRRKQHLPW
PDWAVEKFRSEADELPRLIFEIGVGSVQRPGDWVGFRWGDYNGESLTLRQNKTDKSLVLPCTPQLKAALDRAKGALGAVP
IAGRPILMKRDGNPVSYRYMAQIMLKERRRLGLEAYDLHALRYRGVQELALHGCTDDEIAAYSGHATKAMIEKYAGEARQ
IMRARQAAEKRR
>MBL3562802.1 hypothetical protein JMM65_18965 [Rhodovulum sulfidophilum]AB16
MVPNLGAAAGGSDAAWYLISSDLPPVSVAWLDGYESPTVQTIEGMNPDKVTMNARHIFGVAATEHRGAYKTLGRHLHIVT
ATEAPTPAFRQSVTLWPRLRRPVAPGDPVAMRAPFGSWALAGPETVLSVSQARVRTRTLQIREAL
>MBL3562803.1 hypothetical protein JMM65_18970, partial [Rhodovulum sulfidophilum]AB16
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQVTSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRK
>MBL3562804.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLI
>MBL3562805.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMRDFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MBL3562806.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MSLKMTRLMGMAATAGLMAGSALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGEVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGARYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>MBL3562807.1 transcriptional repressor [Rhodovulum sulfidophilum]AB16
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MBL3562808.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB16
MTTEDTSSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFM
GMLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIE
HKPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPAD
MVIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDS
IRSKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MBL3562809.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB16
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRHTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYEDFDEETPFETAPSVAEAAPAPAIPVAEPRRVVEQS
VRKPVAPSRRARDEAQPGLKFDESEEGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPV
VTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGK
DIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAV
VALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMA
DLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDM
LYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKD
RKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MBL3562810.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB16
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWIGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKARATKAGATKAGARPVILTPNPFYQVYAVAALAVAAEPVYVPAIAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MBL3562811.1 amidase, partial [Rhodovulum sulfidophilum]AB16
DAGLLLAALEGGRPADLGGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVRQQAPEVAEALALAGVLFA
TEAYGTWRDRIEAEPDKMYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADP
DFFMAENLLALRNTRIGNLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MBL3562812.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPAVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MBL3562813.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB16
MSDRQIFSEFSDSPFPRDALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETSGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MBL3562814.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB16
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGVGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERCHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELAPDQTAPAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRE
>MBL3562815.1 histidine phosphatase family protein, partial [Rhodovulum sulfidophilum]AB16
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESRPN
>MBL3562816.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB16
MTPAASLREEARLVVLALQFVTRLPLPTDAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPSVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGPDGMAIAWATGGALMLGLWVGAGLAAALTVLALTVAVTLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWV
>MBL3562817.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALDEGRRLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MBL3562818.1 DUF2094 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTAATGYFGKIPSAGNVVTQGVPGLVRIALERWMTTHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSKRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVLSGDAPEPGLWVANPPDEEDRPVAQILTDLMGP
IGAV
>MBL3562819.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB16
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
AMPAITTPVLPPETATTPRPTAEVLQR
>MBL3562820.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB16
GGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHAASETDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MBL3562821.1 phosphopentomutase [Rhodovulum sulfidophilum]AB16
MTRAFLVVLDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGPLKLPHLDALGLGAAIRLASGEGAPG
LDAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRFGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWVQAAERRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALLRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MBL3562822.1 adenosine deaminase [Rhodovulum sulfidophilum]AB16
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDAYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVDHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEVFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MBL3562823.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB16
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MBL3562824.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB16
MRFPRYCQAVTVALALCAGGTGAARADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PARRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MBL3562825.1 hypothetical protein JMM65_19080, partial [Rhodovulum sulfidophilum]AB16
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATLSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>MBL3562826.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]AB16
MAETPWLTIVGVGEDGPDGLPPASRRALKAAEIVMGPARHLALLPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVADFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERARRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MBL3562827.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB16
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVETPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPARRVFLAVGRMHLQAFAAQPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MBL3562828.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB16
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>MBL3562829.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB16
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPAGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAQAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MBL3562830.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB16
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MBL3562831.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB16
GAEARRDAQGIRDRVAGAQAFVHAQDLPETDLLLAVDYARHEAGFAAAQDVTGSEAGSRAALYHLDNTDPARPRTRTLTE
EIARVVRARATHPAWLAGMQRHGFRGAAEIAATLDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAM
RAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MBL3562832.1 NnrS family protein [Rhodovulum sulfidophilum]AB16
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWSGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGVIALPAWAVMALDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHLEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRHRPGPLPAPFGRFDRLALMASAAVLVLWSLAPGLPGLSAAF
AGLAGLHLARLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLGGISGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>MBL3562833.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGEIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MBL3562834.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB16
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVAEMVAEAKSGGM
>MBL3562835.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MNLLPILEEAGIAADPGGKITVIDFTAGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRV
EDETAQAFVRAHLPGGYADDFLLTPLGVQNAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEVLTRH
PDLASSVPALANHALVSLPAYYDSAVVDYPLILGRWAAAFTSLIEG
>MBL3562836.1 chorismate synthase [Rhodovulum sulfidophilum]AB16
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MBL3562837.1 hypothetical protein JMM65_19140 [Rhodovulum sulfidophilum]AB16
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MBL3562838.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB16
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MBL3562839.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB16
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSERSRPDARPDR
APRPPRPAPAEAATGASTGTA
>MBL3562840.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB16
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MBL3562841.1 bacterioferritin [Rhodovulum sulfidophilum]AB16
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MBL3562842.1 c-type cytochrome [Rhodovulum sulfidophilum]AB16
MGSAAVAGPLTQAVTGPALPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLTAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVTLSEGESAALRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGEGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>MBL3562843.1 imelysin family protein [Rhodovulum sulfidophilum]AB16
MIRRTVLAFALALGAAPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLA
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAKASPYGCA
LIRAEARDIHALASAILADWRDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPTSAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEITEES
RASLGPALGVAAGFNSRDGD
>MBL3562844.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB16
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPTDWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGAAPVWLAAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTAQQAHAFDNHLVTVGAA
>MBL3562845.1 cobyric acid synthase, partial [Rhodovulum sulfidophilum]AB16
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLAPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEM
>MBL3562846.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB16
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLIKHPFRSGIKGQPGVEF
>MBL3562847.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB16
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>MBL3562848.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB16
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRIAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MBL3562849.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB16
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAANAMVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAADTGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGMADRR
CNAAALAQDLL
>MBL3562850.1 hypothetical protein JMM65_19210 [Rhodovulum sulfidophilum]AB16
MDDSGLDSVKFAEKEGVYILWHKSDYCTEHELFHMKGLYVGKGDVAKRLRQHWKTKNTAEEVLIYFTFLPCENRKSKYIE
QLLLDIYDLPLNTAENIGTETLCAYFTQSEVD
>MBL3562851.1 hypothetical protein JMM65_19215 [Rhodovulum sulfidophilum]AB16
MDVAWFFRKRTRLIRFTYERAAKPFIEMKQQIEGGFPPFDDPPHSEDPELPFMAEWSDAETAIVVLGRSCVSMLSASLKL
YFKTWEKELDVPRENAKAWRKGFTDGYLSKLCDTLSIDPNDCPADLAVIEQVFLARNRDQHPESIQSMNVKHSSSDRAKH
PNPFFISEPERAMYVGDELGDISFMSPSVHVDAEMLHRAIEEAERLVDWLEPQFFALKYPSSGAPKA
>MBL3562852.1 hypothetical protein JMM65_19220 [Rhodovulum sulfidophilum]AB16
MGEAKRKAADLQKWLDALTEDERVVYDTARALFDCFIRPNHVGGMCYQSAFFLHEYIKNSHGIIVEPVIGYVNDGTDDVL
MSHAWLEFRGKKTDVSLSFTSRPEINPPGQLIYLGRVFGKGQVYSYHREMSETGRSALEKLRITYIGALVDHKEREHAQM
LAMAEDRSRIRAYLDSDPNGLTYEELVARISD
>MBL3562853.1 AIPR family protein [Rhodovulum sulfidophilum]AB16
MKELFDKSDALADSGNFRLQESVRQIWDLHNKGKICRYKAIFCSNGGGFSTSALGIIDSVKASYSSVSFEFYSGHDVVQA
MAIEGRDAEDGQLQVIGKEILERSDGDVRGAVASVDAKSFVDLITAEDGETIKRNLFDDNLRVFLGANGGYNQAIISTAT
SSDSYLFWYLNNGVTITCKSFSYNKGHTNPKLIFKDFQIVNGAQTSHSLVEAARTNPEALADVVVMVRMYATDRADIAER
VAVATNSQARIQSRDLMSNHETLKKLELAFKERGYFFERKKNMHSDKPEGSRIDALKLGQIILSYELREPDKSKTESDSI
FDSRFHQIFDNRQSIDELIRLYQLYEIIEEMRDGYQAEFGSSPESGHEHQYLVYGHWFVLFACKLLHVKSQKPELPTGDE
ARALVEEAIRRVAAACSQQKAVAHYQMFRSPRTRERILGEISAKQIDFFDLLAVS
>MBL3562854.1 hypothetical protein JMM65_19235 [Rhodovulum sulfidophilum]AB16
MGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARGPAGFPEHGPRYFTTRFRFCAWALLYGSVIAGAFLV
VVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSASPGGGTQWSLAAAVGIAAAFYTSDWERMLRERFQNNALIPRQAEQ
LFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQAELAQMRLERLARVEFMLWRMTQGDLPAEVAARLAE
HVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLAEAQRPDFLQRLGQAAGLDCEQDRIETFPVSRLDDVIPVLEDE
LRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLRALLPLCVTGLEVQRGRLRDLSARLEDLWCETLRFAICIGLAAP
YASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQSSDHAAGANPEGAELWQRVGMLLGGMKIAATERPL
WLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPGALRPLDYLTSFVMIWSVLVPGVAALIYVLGFSAAFRDVYVGAL
AYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAGGVVVAEIWIGSVDPESDTPFNAGRFWNLLFLASALT
MVLIGAILLATSSKVSGKLQRMQGARLTPLRPAYPA
>MBL3562855.1 adenine deaminase [Rhodovulum sulfidophilum]AB16
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETVDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMVALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLAAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAELVLSGGRVASAAAFAAREVVAPVGRGSVKAPKVTAASFRAASNAAETHVIGIMPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIGSTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MBL3562856.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase, partial [Rhodovulum sulfidophilum]AB16
PADVEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQI
RFCPTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>MBL3562857.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB16
MALPEIASYPLPAPDALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARASGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILSELAPAKGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALAALPAEAACA
>MBL3562858.1 isochorismate synthase [Rhodovulum sulfidophilum]AB16
MTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDVDDDGALIGGALPFDKARPDCLWQ
VAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGL
MARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDDPEEDARNANALARSEKDRREH
GLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAARLIRDLEP
VARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDAALSDPSL
HNQPNG
>MBL3562859.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MVQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRVKRRASLMASGAVAPDLAARIALDYSARDNYIDYVGPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATKPFSDYDSTVDQNPSWKQFTNTTILDLRQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLISREW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYYEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYYSDDDNLSTTFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYIRGSRSVSGDEATLVEPREIGIGVKMTF
>MBL3562860.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB16
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MBL3562861.1 hypothetical protein JMM65_19270 [Rhodovulum sulfidophilum]AB16
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MBL3562862.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARGRVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MBL3562863.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB16
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTEHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARVAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>MBL3562864.1 autotransporter-associated beta strand repeat-containing protein, partial [Rhodovulum sulfidophilum]AB16
MVLFTEAGLGRSEGVRRPFSLQFRKILRQALRSTTALAAGLTLGAAAAGADTFHWTGTAEDGFWANPENWQDAMGDPIEG
DAPGLDGMPVGIVLGEAATGPIGLETGRATLSALELTDNSGTTLTDGTLAFSLPEGASGTAARLTVAGSGDFMDESLAFD
LEDDLLVEASVDTGLAGNISGTGALRLRAAGDSEITLSGTNSQTGGTVIEAGTVAATGGEALSEAGTVTLAGGIDGRAVS
VLRIEQDETVGGLASAEGARGGIELADGSLTVSGGPASSFGLGISGSGGLAVSDDADLTLAAANSYEGGTVVSGGALTVT
AGGSLGSGDVSVADGSLLTYGAALGADQTVTLGDGGLWTLAGDEPVRGLDGTGTADLGGNRLDIALPGTETLAFAGSLKG
GADSLLALTGGGEYMLTGSLADYRGGFRIEAGRLGLSDAGGALNDNALTLAGGTLVTNLENAFGGTIATEAGSTSTVTAA
AGTTLSLTGGMALAGDLSFSAEGEDAVIGLKMASVTLQEGVSLGFDRARFSIGSEAAAGMFAADGGTRLGADAVLDLAGY
DVGIAALTGSGRILTGSGDAVLGLGDGTDFGGVLADGAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDI
EIASAGRFVLEDGSAGAVVNSGTGSSNAGTIAALTQKAGSFGNSGTVSGATSVEGGDLSNTGSLKDVSVSGGALSSSGSI
GGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTA
LNLTDDGGFTNNGSITAEDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGA
GNDVENAGRLELGADLSFTGVGQVSNRGTVEIGANGRLQAERIGNAGRLNLGAGAALEGTGNTLENTGTITVGDGGSVTD
AGAIENRETGLIEFTGGGTIASDSDQSGDEPIRNAGRIVTTDDGDDTITLGGSNPNLLENLASGSLEIGDSDSVIGSATT
LDNAGSVTIGSGSTLELAALATKAGGSVTNNGMLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTA
TSSGSLQDVSVSGGSLTSSGSIGGKLDVSEGEARIDGSVSGAVDVSGGSLEAGKDSALKGGLGVSGGSAETAGTVSGGVS
VTGGRYDNSGSVSDGLDLADGSVGNTGTIGGAVTVGGGELTNTGTLSDDVSVSGGALSSSGSIGGDLDVSEGEARIDGSV
SGAVDVSGGSLEAGRDSALKGGLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSDGLDLADGAVGNTGTIGGAVTVGGGT
LTNGGTLSGDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGG
>MBL3562865.1 flavin monoamine oxidase family protein [Rhodovulum sulfidophilum]AB16
MIGTAAGSAVMYGAMSKMGLAKESTWKGRLELQGDPKGASVLILGGGLAGMTAAFELRNAGYKVKILEYREKAGGRCWTL
RSGDTYTELGGFTQRVDFAEGNYINPGPWRIPSDHFAVLDYCKRFGVELEPFQQVNYNAYVHDTNAFDGKPQRFKEIDAD
FRGGVSELLAKVADQGMLDEMVTKEDAETLVSALKSWGVLDGDLEYVTGEASSSHRGWKLPEGGGTTGKPVPSEINPLSV
ILQSGLWSKISGGHHLHMQTTMFQPKGGMDMIARGFEGEVGDLITYGAKVTRIENTETGVRATWIPSEGGGAETVEEADY
CICTIPFSVLGQIKTNFSSRMTGIIQNMPYYSATKVGLEFKRRFWEEDEHIYGGISYTNLPISQISYPSTDYFSDGPGVL
LGAYVWGAYSYQFNSLPGEQRVEKALEYGAQIHPQYHDEFKAGVGVGWHRVPWTLGCFGQWKDRDADYMDACQMDGRTLM
AGEHISYLPAWMEGAILSSLDAVKRLHETVTAA
>MBL3562866.1 cytochrome c [Rhodovulum sulfidophilum]AB16
MKIKAIATLFCAVVALPAAADEPPRVDTTGWFENPAKLDQVEGEDIYNAICAACHMPDGKGAVGAGMYPALAGNENLLGA
DYPIHVILNGLRAMPALDGQLDHDQVAAVVNYIRTGFGNDWSENPATAETVAASH
>MBL3562867.1 RidA family protein [Rhodovulum sulfidophilum]AB16
MKLAATLAAACVAFGTIAHADEVIRHPIPNSDFPILQAVEVPGDATTVYLSGVVPAKKADAGDATGIEAYGNMEEQTVSV
LTRIEATLASLDLDMGDVIKMQAFLVAEDGQPVDFSGFMAGYTQFFATEAQPNTPTRSAMVVDALASPAWLVEIEVTAVR
P
>MBL3562868.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB16
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTVGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQE
>MBL3562869.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB16
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLVGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MBL3562870.1 PQQ-binding-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB16
MQAEAGQGRTAVKDGPRIKGTATVKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPA
PQAVADMPQLGGNPEHLTPHAALSAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADL
RPEGKRGKDVSGGGLAYGDGRLFATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGR
VQWQIPGTPAPAAMLGGAAPAVTERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYA
GNQSGRSVALDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYG
PILAGGRIWLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MBL3562871.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB16
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQQTPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MBL3562872.1 transposase, partial [Rhodovulum sulfidophilum]AB16
HRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILSYVHIYNSQLPQSALRARTPIDALKEWQFQRPELFRRR
VYNHAGCDIYRPRLCGNAVP
>MBL3562873.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB16
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MBL3562874.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB16
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>MBL3562875.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB16
MIMYQVDAFAEEVLSGNPAAVLLLPGWLGEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAELAAQFPGGVSAAFRNFENVFVELEGADRVRDFV
PDLAAIARLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>MBL3562876.1 HAMP domain-containing histidine kinase, partial [Rhodovulum sulfidophilum]AB16
IAELRRTFLSLLAFSLGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSAGDLSARLPPDPAPADDLSRIGAGVNRLATR
QEAATEALRQVTADIAHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQ
PFDLGLTVRQVVELYQPSVEDAGHCLTLNCPHTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVAD
DGPGVPEDERGKVLRRLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MBL3562877.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB16
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MBL3562878.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB16
MNIERLLQEALGSGQARGQEPGQTRGQGGSALPGGFAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPADSGFDMAEERDSTGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKAA
LFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARCQAGS
>MBL3562879.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB16
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVVSCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVA
YWR
>MBL3562880.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSAPEPAAVELLVCTTCKRRQPTDPDAPRPGSLLHDAVRSHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MBL3562881.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB16
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWGPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MBL3562882.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB16
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARAHGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPIEALFEAFRARGCTVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAAAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLAQAGLPGTPAEELTGDLAETLGRETLSWPLPEYDAALAALPAPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGGPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEAR
>MBL3562883.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MSYSQFYIKRLRVMQGGDPVYDQGFHKGVNIIRGENSSGKSTIADFIFYVLGGEFDNWKSVAANCDEVQGEIGTASGVLT
VRRAIGKAQTPAMVFFGTFEEAAAQGLDGWQSYPIRRTAGGNESFSQIMFRASGIPEAQSQGAANITMNQLLRLVYADQR
TPASFLFRYESFDTGEIREAVGDLVCGIRGYESYEIELELRKLNKQFDDLDAQYKALLKSLPEDEALARVESVDVRLKEL
EAEYGRLSAEIENADEVIDEEEVKGFLAESKRAAADIRKVRDRIADLEQQIHTNDLEVDDLTNFIAHLEELSGKLPKAQR
SSEIIGSIEFTHCPACLAPLNGTSDPDHCVLCGSDTDPEQERSRYLQIKLDLDIQIRESRQLLDDKEAGTAHAKKELRRL
RSDYREQLSEFTVRYEISNGPRESFVAERYQRLGQIDRELTQLSRLRERAGELEDLSTRKSAMQAEIDKKKDRQRALEAA
SALRRRIALTNVSEKAKAFLRQDLDRQDEFRHADSVEVNFRDNSILVDGDLNFAESSNVIVKNSVILALFAAATQDEEFL
HPRFLLMDNVEDKGMEEKRSHNFQEIIVKASEAAKLDHQIIFTTSTINPELDDDELTIGPHYTHQRRTLGDVS
>MBL3562884.1 hypothetical protein JMM65_19405 [Rhodovulum sulfidophilum]AB16
MTGRLWFPQLDVYDAVRRLGGLLGLWQGKTLPSPERLFIMDFFLANAPLLHKTHMPQEIRKAFGALGVPRPEKAFVSYPS
AQILFQKMDEVQRQAFRTLSGKGLIELSQLESGNVAPSEEGRTLFQEEFLLIFSDSERQIGAFLVGRYAPETRSISEIRQ
STGLRRLVR
>MBL3562885.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB16
MSDGLQFENVCGRKDAAVLDIVFIHGLTGDPKETWTNSDGTFWPCWLVDDLSGVCIHTAGYPSSVFAKWAKKEMTLHERA
SSLAEYMVSHGMGKRPLIIICHSLGGLLAKEVFRACCEAQDEDWNALGDQLKLVVFFATPHKGAALAAIVKALIPRVSST
SIEALSNDTGFLTNLNNGYRDLAVKKGLTTIAYYEKYKTKDAALVVSEESSDPGCTKTRPIPVDADHVAICKPASKDAMT
YLSVRRHIEKVLAGCPAASDDDQNSGLGPDDYSVPSEDDRRTLQEKLIDAGREYEYANANNLQNRFARRYHKLGLFTEAK
TLHDTILSAVEQRFLTHVYGPKICAGAPETEIAAAVQEQVIDPLCASSENGKLTNSTILQALYYLTEQCHIQWDKP
>MBL3562886.1 hypothetical protein JMM65_19420, partial [Rhodovulum sulfidophilum]AB16
LFGVGLVLLVVPSLLAIGQDVGQALRALRRALGRRGRRALPVPAVIALALAAVFAATLLPVLATGRLPGILLAVLPPLGA
VSAAAAGLILFLAGGGLVALAAWALSRPLRLPGAPDR
>MBL3562887.1 hypothetical protein JMM65_19425 [Rhodovulum sulfidophilum]AB16
MLAAFAATTTATAPAPVAAGAAARQDGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSANL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDAGPAEPIRAA
LASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDMVPADGAP
FALDRSALRITLLGQDRAIDIRGCDAAR
>MBL3562888.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB16
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MBL3562889.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB16
MSAELLRPDTGGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAVRHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRLLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRK
>MBL3562890.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB16
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVDNGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPII
>MBL3562891.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB16
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPAGADPAADPALRTRQRV
>MBL3562892.1 isocitrate lyase [Rhodovulum sulfidophilum]AB16
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKTLDAARAA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MBL3562893.1 malate synthase A, partial [Rhodovulum sulfidophilum]AB16
SEFAQDRVGLPRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHSDYVLPDRAEVVMDEAFL
AAYAARLVKVCHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPN
QIRTPRQEYRLLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVA
ARDGTERRMDAAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MBL3562894.1 arylamine N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MLRLLGPILRFLLDNRRDLPKMRIMTTGGRLVLSRCEDAGADLDDAALLSAIEHEIDAFWRSVPFHTLFLGYAMPIESSP
HGGTCSDRAILFHARLTERFGARLKARLHRCRINGRETHTAILVRLRAGDYLIDVGSNWPVMRPIPCFERSAFSAFGIQF
RAVPEGSMLHVEMKRPEQQEFRPFLSADLTPQSRAQVQAAIADRYSGHHELPFAGKLRFACIHGEAFYTLRDEGFTSGDV
ERTELWKAHRAKNAGTALP
>MBL3562895.1 asparagine synthetase B [Rhodovulum sulfidophilum]AB16
MRHALNRLIHRGPNAHALVPIGDLVFGFTRLAINAQGTEGMQPLRHGGLIGVINGEVYNHLSLRDAFGLTEVGASDMAVV
LPLFARLGVGLLDRLDGFFSGVIHDSEAGRLFALRDGMGKKPLFLVRSQGSFLLTSALKSAFRVETFEEVPLGLCEIDMD
SGTITRRVAPPTPAPPSERPSLVATMRRSIDKRTACMDPTGFAVFVSGGLDSSIVAALVHEGPDSDRAHYYYFDDAESED
ARFAALLLARLGVPASRIHPVPIPTPVEMPDLISQVVEATESRNPSIISNGIGTYVLARQAAADGLKVALGGDGADEMFC
GYFDPPHFGPDSTWEASRTRLMSDLRRTELRRVDGAAMAHGIEIRCPFLDRDLRDLAQGFNETDFYGDGPDPVRKMVLRQ
AFAAHLPPENAARPKQSFDRGTGIQRRVIACCTREGDSETAYLRKIWHGHFGDLLGHLDSDPYFHAYPAFDMFIPTRGQR
PTPPPDQNGPM
>MBL3562896.1 DUF1768 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
TLDELIGSCVFNSLRQSLMVADAPDLAAALHARATAMLDRVAQYFDEIDTALAALDRLEIPEVAHLTRSLRGRLDDSFRS
GLTKGLSALKHPETASRIAAQFEAFAGPSSSAQPSCKLVRPRSQMTLSSHFDDTIQLLQLGDLADAERPLIRLHSSCQFS
EVFGATDCDCADQLDAALTEIEARGCGAILYLAQEGRGHGLRDKIRIVDRMQETQETTYEACDALGLAHDVRRYDRAAAL
LRELGVEKLCLLGNNPSKSRALRDHGFDVREKWLRGMISFENFDYLASKKAHGHRALLLRPEALAVEGLRETDPVIIDST
RGPFGELSNFAPWPIFAEGLIWRSSEHLYQACKFAMPDVRDRIRRAKTPADAKAIAHAHRDQVIADWNDRRLSVMYSTAR
LKLKQHPEILESLLSTGHREIVERSKTDSFWGRLPDGRGDNFFGRILMLLRSEMGEDAMTQATQRAAPQMESV
>MBL3562897.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MBL3562898.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB16
MQNCVWITGAGSGIGAAMARAFSAVGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MBL3562899.1 VOC family protein [Rhodovulum sulfidophilum]AB16
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVTPAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>MBL3562900.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>MBL3562901.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB16
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MBL3562902.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB16
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAGGGMPDMGGMGGMM
>MBL3562903.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB16
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MBL3562904.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB16
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MBL3562905.1 acyl-CoA/acyl-ACP dehydrogenase, partial [Rhodovulum sulfidophilum]AB16
LAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSDLMILLARTTPLAEVAKKSEGLSIFLVDIR
EAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLNAERTLIAAECIGDGYWFTDKVSAYVRERQ
VFGRPIGQNQGVQFPIAESYIEVEAASLMRFEACRLYDAGAPCGAQANMAKYLAAKASWEAANACLQFHGGFGFACEYDV
ERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MBL3562906.1 CoA transferase [Rhodovulum sulfidophilum]AB16
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MBL3562907.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB16
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTASP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAADLKGTCPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MBL3562908.1 UPF0104 family protein, partial [Rhodovulum sulfidophilum]AB16
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALVGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLR
>MBL3562909.1 ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTGQTQEPRFGPEAADSLKRIAEALERRFPAPAAAPDFASAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPSNVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MBL3562910.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB16
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>MBL3562911.1 twin-arginine translocase subunit TatB [Rhodovulum sulfidophilum]AB16
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPDKTPDRTSDA
>MBL3562912.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB16
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MBL3562913.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB16
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MBL3562914.1 hypothetical protein JMM65_19570 [Rhodovulum sulfidophilum]AB16
MAKRKAVGFLMTEKGFSPRRACRIVGLARSVQQYRPKPKTDVALVTRMKALAAENRKRRLSAPARHAAQRRARPEPILLK
NNGLRAQNVGD
>MBL3562915.1 hypothetical protein JMM65_19575, partial [Rhodovulum sulfidophilum]AB16
GPLEWLPPDPGFRCQYVLRFRRIAASYGLVHSAAEERELVALTGRLCGA
>MBL3562916.1 hypothetical protein JMM65_19580 [Rhodovulum sulfidophilum]AB16
MDDDFNPNFENRLYPELFSVHLELHELGRDLSDLPRLLNIQKTLISLLLETEREIRKAKSSSGNTKEWQYIRYNLLCIGD
SLAFLYADRFSLKQTYFDIESGNPKQGSGFLIDKSGAELEREILEAVLTEENIPAVLCDITNVLRYGDVAILGTRDPSIL
EVKSGKGKDRRAKRQERKMSLLSQFFQTDHGPGYPGIPGDRIRVEAISEPSTYAPQLRAAISDADTEGSASFIIDNCLKV
LVIFGEDADYARHLNGFLSPGILANSVNQIKSNRIWGCYYPYPLTFSDPAHFEGFVRGEIHIFTFLDMAAFESELSSEAV
SLSVEADELSIQCAIRFRGLPDEEDGAFCVIGDHMMARMWTDFISPRWIVNNSSDSFLKAIRNDIHG
>MBL3562917.1 RNA-directed DNA polymerase [Rhodovulum sulfidophilum]AB16
MKTHQALLARGYFPKELPPVFTTQDFGEHVDEILQDWEKSGLFRQSKLSDELAGGKKRSGAYTYKLGNAEAERLSKPKRG
YERREIHITHPLPQALLAREIGAHWRSVQRWLSRQTYSVDEIRVGSEYERAIKGINFALHEAKKSYLQAASDWVVTTDIT
RFYPSIYTHSIVWAAYGKERVKQNLNMYKGSLADRLDFLVRSCNRNQTVGIPVGPETSRIIAETISARIDKNYSARFPDS
DKNNIDRLQDDWMVGTSTLEGAETVLSAISGHYRDYGLDINGSKTSIDRIAGERENAWISEMKAFLSHRSGDLADSRLRE
FLELTLILQSQNPMASVVSYALSVIEGVAIKTADIPIVESFLIKAAVIAPGSMDRICRVILDVQNRTNALSAKRIGSRFI
NLVKTSLEKGHHYEAIWLLYTLRGLKRPVDIRSLKELIADVESAAIALILLDMKSKGLCIGKLPTQVWEDKISEDSVKSD
WTWLLAYEAYRHGWMVDHNKLLNKPLFKAMSSRNVIFYDPKRNINTSSSESDKRSVRRKRSLLEVKTLLESLRGVVAAGH
QSRDY
>MBL3562918.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB16
MKERIDPLIEERAPWLFADHPWSAPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MBL3562919.1 aminopeptidase N [Rhodovulum sulfidophilum]AB16
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVTPEITAA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGTKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
GLYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MBL3562920.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB16
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPV
>MBL3562921.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB16
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDDSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWL
>MBL3562922.1 hypothetical protein JMM65_19620 [Rhodovulum sulfidophilum]AB16
MRTKPVPAGAANGDFASDPETAMEPRIATPRAFDHTGGVLAAETRPTDYDLWLDERLSQGIATDDTWLASQPVFPAITFC
EFIGAALLRKQGEAPDDRRAKATGFAFVSQGPHGIRAALDILMRSQDGGHIVTQGELGPLFKHLKGIYLDDDAFAGFRSI
LRDYFLEIWPLAPGDDLLGQAVTERRLHSLTSASKETGIGPAVLDDFLTEAGAFAPSDARADARKTFDAKAWQNILDEIP
TLVGPIALRRAIGATLAELNGLKADGVLVPRTNVATIKSPWRIADGQALLEELEAYAQPVAPEEPGWETIQLAHKRLDFP
VGGIIAAIRTGTLRLGQRPDVFGYHGLVVNISEVAAFKARVAPKRKPSTNEGEVTAAAFARSAGIRGKGQFLALIEGGYT
PAMLVVNPTTSRREWRMSRDDIAAFEANYTTPSMLSAETGAHLNTIQAVLQSEGVQPFHRTAWMSGRSIFATLLSRLWHS
>MBL3562923.1 tellurite resistance TerB family protein, partial [Rhodovulum sulfidophilum]AB16
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACE
>MBL3562924.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB16
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPSRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAREGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MBL3562925.1 hypothetical protein JMM65_19640 [Rhodovulum sulfidophilum]AB16
MGERARIWALYGGGLRPMQRGLERSFERARKGRTAAVNTPEVAAIHDWRKRLKYRWITPACCGR
>MBL3562926.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB16
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFATRDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTVEELGA
>MBL3562927.1 peptidoglycan editing factor PgeF, partial [Rhodovulum sulfidophilum]AB16
LTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIETPTATP
MRADAMVTRQPDLALGVLTADCQPVLFADRGAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTISQRAY
EVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEADYGRL
ISTIRL
>MBL3562928.1 hypothetical protein JMM65_19655 [Rhodovulum sulfidophilum]AB16
MLEMPDGNIVLPRPPQNARKVAKGRRNHFTGQTNVGTDEEGGMDIESYTELQVLLALLARPGTVHVENQVKFEFTGPDGE
TKDHFFDFRVTKADGLRTALMVKAAYRFRQAKIRDELVYIASKVPKSFADKVEVVTEQNLVPSEIYNAEMMHQMRRPVPD
ADAAARRAIRDIRGDVQIRDLVEIIGHAGAGFQALVRLIRTQELTLTRQERISYETYVTRNHHDA
>MBL3562929.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB16
MLDFVKSAFAPRYTFENADTILIRGRQYRYISTHGDSHYFVPADGQGPREKYENATIAEMLETGHFDHRPDREFSYLTEL
SPHMLTLLSDEEKQRASEREAIVLAAFEKYQAGDLKRTDASIRKNSDSILGAATRMLNTYDAETNSLKMPSPRTLRRWMS
AYEKVGLAALYDNVSQRGNYGRKLSEEQRFFMYSKLPGYLTELKKTPANIVKDVRNAFTAENEKRKGEGRTDLLECPSRV
TILAAIHHLAPFRVKLAREGVDAAMRAFSPVGEGIDVERPLQRVEMDEQKIDLISLMEDSGLLQMMTDDEKAQLGLDGKS
GRWWMTVLLDVRTRCMLGMILSRTPSSKSGLRALEMAMRDKGAWLDAQTLDQATRATELLGVLVARGPAQKLPELTSDDW
DHAGRVGFQFTSRGEEGIREALEAQFRKFDGATGTPGARKIFGCFYNALAHSKSLKEPGDIARILRNVITENIAMPAGTT
VLGVELPERRLYTVASLAKEQCLDSRTLSNVLVAAGAIPERAPAHFPIPVDKGREIAGHMKRTVSVISLWKDMDFTRPII
DQLFYDRLLTPIYFGKPGLKGRTQKAVDCEEVAMLVGKLHAKAVELDTETDGLVPVSKAAEKAKVPAITVVHMILGGFLE
RVFRLAGQDGVAALRVDPVEIKQHRSACSEGSSPTEAFSSLKISKTIGWCLSA
>MBL3562930.1 thioredoxin, partial [Rhodovulum sulfidophilum]AB16
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEI
>MBL3562931.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB16
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MBL3562932.1 hypothetical protein JMM65_19675 [Rhodovulum sulfidophilum]AB16
MTVTSIAVAFGLVAAFRLRNSCAMSGRLTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAEL
AVACGPEGQPLMGVLTDGAEPPDGDFERPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRMGATLVLYDYLGAPVDFRL
SGAADALDSALAGCPPPLAVRPDPAAMRRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVTVDFSYVSC
RAGPRLHRDFCTEAGCARQRYLPGASAYVLIEDGDPE
>MBL3562933.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MBL3562934.1 GTP cyclohydrolase II, partial [Rhodovulum sulfidophilum]AB16
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLEEAALA
RAEGTTLAEVVSARVPLEVSKAGR
>MBL3562935.1 hypothetical protein JMM65_19690, partial [Rhodovulum sulfidophilum]AB16
MPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGS
>MBL3562936.1 hypothetical protein JMM65_19695 [Rhodovulum sulfidophilum]AB16
MAVTYTLGHAAASPYPMTHARILWNKAAGSVGATSEAEGFEAGLADTVETNSWWKPEAVPASWRIEYGESRLIDAIGLAA
HDLGTAGSHARIEYKSPKAHGNLLLYSQEIQLWPVLLRAELVPTLAPDGSMDARWLVEDETDGAHLTGIEFQAVAGRMYT
FSIYVKPNANGRRLRVSMEGAAYPDQATVNVGGDGAIASAAGAAATSSVAVGDTGWFRVSMSAEAQVTGFAGIRLLILGP
NSELSYPGTGEAIGLFGGQAEWRLGPSPYVRSASSPAVSNWWAVSDDWLLPSDDSAILYLFDPVETDGIRVSVSQLARIG
VVYTGKALGMPRMGYTSLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEPFF
IAARPEGYPTDCAYAWVDDPIVPARQGVRNFVSVGFTATGHADAAA
>MBL3562937.1 phage tail length tape measure family protein [Rhodovulum sulfidophilum]AB16
MTKVASVEAIISGEAGGLKASIAEAVGLVGKFKNDAEKSARAIERAYAQQEKSVDRLRKSLDPLYASSKRYESALAQLDK
ALKHGVISQAEYNRTLGLAEKAYLEGGKQAAAAGGALGVLGNMSDQTRYRVQNMGYQVQDIAVQLQMGAKASSVFAAQGS
QIASMFGPVGAVVGTLAAVGLPLLSMAFTSAAKDGRAFSEVLDDLESSVAALDAVTRSYSAKGLVELKERYGEVNAEILT
LIERQKQVAIADSVRDADAAAQGFADQLERISDLVARAEYQFSPIDKLNEEFGLTLGTAQQLKIAFDQLAAAKTFDGQAD
AMARILSLMEGTKLETDEVFKELVRAEGAMRQLAASAPQAGWMSGAIGEVKTLATALWDAAKARAAAEGAANTDAAGNPI
QPGVSRTSRPRAAPPGTGGVEWGLPPQTGGGGGANKVQTDLDALRQSLMTQEEMQIASYDRQRETLLQARQQELIDQQEY
DALIEQTRQQHQDRMAQIDAYRYGNGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAKAMELPFPANI
AAAAKVIATGMSFVSAIKSGSKSAAGAGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLN
LDWQGAAG
>MBL3562938.1 phage tail assembly chaperone, partial [Rhodovulum sulfidophilum]AB16
LYQAARDWGVQPSEFWAMSPAEWWAEADAKIRESRAAAGGPRVKWTAEEIERVKRGGRA
>MBL3562939.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB16
GLVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLAGPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALA
APQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAILPIGQVTGVIGGLYLIWLLTRKRRRG
>MBL3562940.1 hypothetical protein JMM65_19715 [Rhodovulum sulfidophilum]AB16
MGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRTGTGLAPAPERSAAPSDRAPLSLAQASLWKIYEALGF
GPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRLADSPDGVLQEAVPMAELDRMGWFMPSDDVEDPAPVLAAEAA
HDFDLARELPVRLRFIRTGEGQLLSFLFHHIVLDEWSVNLMMDELARAYAARAAGRPPLWAGPAAPFHAFARRQAARGPD
PRALDHWLDALRDAPPPCPIRRPDAPPLHRDPDAADCAANDAEGAWCEIALEPAVSDGLYALSKACSASLFNTVYAAISV
ALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHLTPRALIGTVRDMINGSLPHCEIPIDLVEERLSDG
TAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGLQFEVVEDVIGGKRGLRMMMSYRHAHYSADDVA
ELVAAVTRSCTAFAREGAADRPLDALLS
>MBL3562941.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTRPDPGPFTAQISAQISGQIPADIPAAGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGSPRDLMTPALLRRVFGLDALILDDPVSHTPLIVAR
>MBL3562942.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB16
ARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQILVIEDGRLAQAGRHGALIGQGGR
YARMWAAQGARKRWSVAG
>MBL3562943.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB16
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEASELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDQLGVDKGYEKALGAALADDLRAPLVQNGTASGWLALPPYPAEQPL
PEGAAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELDRAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAREADHAAREAERRAE
>MBL3562944.1 hypothetical protein JMM65_19740, partial [Rhodovulum sulfidophilum]AB16
RGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRHDGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MBL3562945.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB16
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MBL3562946.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB16
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MBL3562947.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MBL3562948.1 hypothetical protein JMM65_19760 [Rhodovulum sulfidophilum]AB16
MFIRNACPAFFKPAHAVDHVDEASRSILSSVLAYDQGLINLFPEQAFPAPRHGFLRVRSRLERNRRACFPGSDAMQAGAG
RAGKDMPEKARTPAAGRPVSC
>MBL3562949.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB16
MNTETDPRSHTFGSPQKDAAAIIGIGVSTGGSAALETFFENCPTESGAAFVVIQDIPTKHESLTAGLLAQCTRMSVEMIE
TDTRVRPDHVYLNPPGTAMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRDRGRPACLQERC
ALGRDRGDLQGARGFCLKWDDIMRRPPSRPQKTVGRVTSGRLRPGLPANRSSWSSRPSPVSLPPAGPTHLRPVPTGST
>MBL3562950.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB16
MLEAHAASERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFATTDRLCNRSVYRMLDETARSRLHACLATPPS
GTEEGPAPATAIPVHVGRPRDGGYLSYDAHLARLPACSEEDARVHMLLVDRHSDDRQEHERHCHQMLSESTSTLIHAFDL
TGNLIFANRAASAYLDGAETLSVEQRRAFDGLLATAMGLRSVSCGRCWPWPRACSSRPWQRGSRPRNNWPGWSKTAANSV
RAFWSARGLKSRPSKPSSARKTAPGGEDRPARATTRPEQNRAEPEKLTGR
>MBL3562951.1 acyl-CoA dehydrogenase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
QGVQVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWT
AAEALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAG
DLYELSDAALSA
>MBL3562952.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB16
MRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSRGIWAALLAGPLGGRPVERVILTHHHPDHVGLAGWFQAEAGAELW
TSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRALAEGDRIRAGGRDWDVRL
GDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWLDSCTRLAAHAREDHLVLPGHKLPFTGLPTRL
VQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAVGHLNHLYLTGRATRRRRPDGAWLYRRSGAV
>MBL3562953.1 hypothetical protein JMM65_19785 [Rhodovulum sulfidophilum]AB16
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPSSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRM
APERNDVIYGITPTMLGFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MBL3562954.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB16
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MBL3562955.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB16
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MBL3562956.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB16
MADATIGLSDLAGRCLARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALSLAGDATIYNRAGATMSSEYNAITATSGVGYLE
NDGSLTSTNTTYNRTAAAAFYKSGTVVNSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKGQYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMNSSFAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSENEDLKGFGSLTMAGNAWTLSGGVQADALTVSSGTLTLTGTDLSFGSVDLASASTLIVNG
NFNSSGETTVARGSRLGGSGTFGEITVQSGGILSPGNSIGTLSVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDNVTSDYAYLDPSLVYDRVNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYASRAATGA
DMVRAADAPEIWVEGFGAWERKDGNDNAAALRENTGGFLIGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEAGGAAALAGQSQDMSTLFTTLGTRGSAQIEIGKLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>MBL3562957.1 hypothetical protein JMM65_19805 [Rhodovulum sulfidophilum]AB16
MIETLRIPFFVLALVLLAFAVSFEIGLGLVWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALALLWPALAGR
VQAAIGILLALIGGLLVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIASSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>MBL3562958.1 hypothetical protein JMM65_19810 [Rhodovulum sulfidophilum]AB16
MGVKGAVALLLVFGLVFYLTLGAGLMTGRGGGPPEADSFSAPGWTGALDRIVAPFRPRLKLSRTRFVFTEAGFIEVPRIS
GDAMRRASFALEGRGQLVYSCPGCDGDQVWPDEGTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>MBL3562959.1 hypothetical protein JMM65_19815 [Rhodovulum sulfidophilum]AB16
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPLEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSVGARFSRI
ADWAWYCIAALVVVGIVLSFVI
>MBL3562960.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]AB16
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIASEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGRVDRRESGSAVPGTVLAQDPGEGVELAPGSAVSLTVATEPARAEVPNLVGLSQDKARNVLRDRGLRMGG
TETRESGSVAPGTVLAQNPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDRARNVLRARGLRMGGTATRESGSVAPG
TVLAQDPGEGVELAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGTDADSAKKVLAVLKA
YGADRICYVSRPQPPMMYILNGDRAPIRTPATRLQLMTAGLVREDCIGFDPATLDLESGGAGVTLVSDRGRMIRFRNMDE
AKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>MBL3562961.1 hypothetical protein JMM65_19825, partial [Rhodovulum sulfidophilum]AB16
PFHVVIEYPRPPRPARALIRDVAELEKPVFVSFEIVELSATEDSEEGA
>MBL3562962.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB16
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTASIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLSSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQIAALSSTQVAAMETGDLVRLS
TLAVKGLGSEQVGGLTTAQVAALTTAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLT
>MBL3562963.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB16
MPQTVFPPSGGPTPPAGFLSGNGGAKDLPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAWAAW
FNLSVLLNTAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKR
LDASAEELRASLLIDPQQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARN
VPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGA
LGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDGITVPEAETTSYAPAPLR
IEGFYQANDGRAPELPEVSRASEGLPEDRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIEDTPESVAALSERWQA
AGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATD
PEDYMRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFARRFEAALISVLKRP
>MBL3562964.1 hypothetical protein JMM65_19840 [Rhodovulum sulfidophilum]AB16
MALKIRPDPRRPSGGYAELSAEAGALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAKTPTEATADTTGLLTGKLPEPGAPPPAAQTEAPAPEE
QRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARVTP
QQALAALEAGADAGDADALLLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAKRLERLCPDLRAAS
DTLSRSAAEEYCRP
>MBL3562965.1 hypothetical protein JMM65_19845, partial [Rhodovulum sulfidophilum]AB16
LRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVSVLARPENGRLVADFQGPGGQLDYIREINPEGEGEST
GLVTRFTMTKAPCPDGFPIRLVLLSEADVARTIVNSFYMDGDQSEPVPEPEAITAHLDAFRAKTGGADVPGLSHDDVLEI
ADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILWGGHGALTDLYIRLGQALQQIGNAEEVHAPLAALTPR
ETSIIDVKTLHGLDSETGDSLPLCLPSGARVELPRALVCALAAELVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTL
AEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETLDLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFD
KHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRPFDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEAR
LAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLAEVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDI
GRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDRISRVPSSIRISQAVSSAATARPAAEISRPAAPARPG
RPLRPGRPAPAADLALAEPPSAKANRTTTGNGADIRTMSAEAFQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLS
AELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAEHINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPG
ADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSVNVAQNQKLGEILAEFGAGGA
>MBL3562966.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB16
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLDTELDAVR
AAWRTRARAERTVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAR
>MBL3562967.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB16
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>MBL3562968.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB16
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSDGAARASLGPADTLEIDFEITFA
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MBL3562969.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB16
EAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGSLINRMSGHAPEQTERNPHTF
RQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>MBL3562970.1 MFS transporter [Rhodovulum sulfidophilum]AB16
MTQAQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVILASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFIMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVQGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MBL3562971.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB16
MAGGWARDGAVNDQIDASIEDELNRMKAERAPQGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MBL3562972.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB16
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>MBL3562973.1 adenosine kinase [Rhodovulum sulfidophilum]AB16
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGAGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MBL3562974.1 endonuclease III [Rhodovulum sulfidophilum]AB16
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MBL3562975.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB16
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEINMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGRALMMATARGICGIGFAAETGSDAVMTD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKTAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADADIEADTRVG
>MBL3562976.1 OmpA family protein [Rhodovulum sulfidophilum]AB16
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSGRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MBL3562977.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF, partial [Rhodovulum sulfidophilum]AB16
APMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSVIGSALVLISFGVMRRALAAFWLAVAVMEAG
AAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALIVALIAGFGFMLFFAHKETPYAHELWWQFAV
NERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAAGGDNPDAGFALTGDKSILVSDDGRAFVMFA
VSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVMLDLGLSLHKMGEEAVVDLTAFSLEGSARKK
LRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSVGRFDPDWLNRWPVATVRQDGRVVAFANVLV
TDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLSGLSPERSRRLWDRFGALIYRHGRSFYNFEG
LRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKADRGEET
>MBL3562978.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHGKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MBL3562979.1 TonB C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
HLALWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPPELAPPELLPELTDPAPR
RPDLPRLAALAAPEPPPEPERRPDPRPEVRQARADTPRPVERPDPKPEPTPAPKPAPASQQPVRAAASQSSDMQPAEKAA
GAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTLVSVRVVRSSGNARLDGL
ALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MBL3562980.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB16
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLITWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAALIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>MBL3562981.1 acetate--CoA ligase, partial [Rhodovulum sulfidophilum]AB16
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKTRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACAR
IGAIHSVVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVD
VLDLMEHASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYI
VYGPLANGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWE
WYNTHIGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATRPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQM
RTIWGDHDRFQETY
>MBL3562982.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB16
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNSVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNSAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MBL3562983.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB16
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>MBL3562984.1 hypothetical protein JMM65_19955, partial [Rhodovulum sulfidophilum]AB16
MKKVLVTIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEQGRAPGGTGQDIPAAESQTDAGMPRSEGDTRPDTG
PEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAID
>MBL3562985.1 TolC family protein [Rhodovulum sulfidophilum]AB16
MTIRTSFAAVIGCSLLWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTE
SASLRSERDSIAAEEALEMARYAAAVSALAELTGTVVREIKPIRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENEHRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESARQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MBL3562986.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB16
MGGCGLILAVAVAVLPAAASAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLE
>MBL3562987.1 hypothetical protein JMM65_19975 [Rhodovulum sulfidophilum]AB16
MVGFLVGISINALIIPKSIVDFKNHFAEARMYVSDLMYRTEIWTGVFDTFPEGFVDMNDMEISSLVDAALEIEVVEGNRL
DGRVWWEKSCDLGSPYSGLLLEGCISISGSSANVIVYDFRGGQRINYFSGTCLMMGFLFTFLDFRTSQISTAAASHITRS
LPK
>MBL3562988.1 hypothetical protein JMM65_19980 [Rhodovulum sulfidophilum]AB16
MSDLDPQSYLCEVIEALEKATEHAVALSESRLGVVHTGRQNRVLMAYSKTIVHAMSIQLLHRNSMNQKPEFDLLDHFSIA
ALTRTLADASIMTLYLSEPSLSEAEWDLRRHVLFLHDASNRKRFLKAMHKHAGEVLFAEELDAHRQDKIDILKIITQRSK
ELGLDENWIDELSKGQLVFMDGVRGAVREAGLDTNEFDFMHVYLSSHVHSHPVSLLRQEKISFEAPTDFQMIFCGLCLEA
ATIYLENVNSRVKEFTGDMVRDPNGHID
>MBL3562989.1 hypothetical protein JMM65_19985 [Rhodovulum sulfidophilum]AB16
MTSIGNSSPARRTALVPLIGYLIIYNQFIAEFFFLSNSGTASDQPTLSVLDLLRDLNPTFLYFGLVFFGIGAILYAFFAP
RSIRKYKTPEEFFLAMGGAQTEWLIVDNLTRVGGAAWEGNWHNDPDSYGRTSLSFSEDTLYQLDAILEHAGHNAFVDEEE
SGEPTQDELDTGFYNALGNVMTDRVLECILSKRRVDRALWHNAIGVIVDDRARDVSYMAYSFDEWSKFGARLPCSAMFTF
GGVLLTIPTIITSVEVVSQIGK
>MBL3562990.1 EamA family transporter [Rhodovulum sulfidophilum]AB16
MGIGALCLLAILFATGQPLVLPRGGIYWTALVYLSVIGSIIGFTTYLMLVGRIGSAKAGYATVRFPIVALTLSTLFEGYE
WTALSILGVILAGLGNVVMFRRR
>MBL3562991.1 orotidine 5'-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB16
ISARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASSEAGRA
>MBL3562992.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB16
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFAGGAREGRESPAACVLRETREELGLVLEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKARLAEYLEVRPGG
>MBL3562993.1 hypothetical protein JMM65_20005 [Rhodovulum sulfidophilum]AB16
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MBL3562994.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB16
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MBL3562995.1 heavy metal translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB16
SLEAVAADRARAGIRALSALVPRSARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLP
VTRGPGDTVRAGSIATEAALRVEVTRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAF
GQDWGTFIYRALALLLIGCPCALVISVPATIASALSSGARRGLLIKGGAVIETLAKVQNIAFDKTGTLTEGRPQVTGIVP
LEGRAADEVLRLAGAVETGSSHPLARAILAAAEARGLDLPQARGARSLPGRGAEAEVAGAAIWVGAPAHAPEGIGEGQEM
VAAVAEIEERGGSAVLVVAEGRALGVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPE
DKLAAIAEMADRGGVAMIGDGINDAPALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVAL
ALGLKALFLVTSVTGLTGLWMAVLADTGATVLVTANALRLLAFDPRRAARD
>MBL3562996.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB16
MKVQATSPRARTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYVDGAGEELVLVEVTAADGTVLAETRDDRSADRDLLGVLSGRAIESGEVVYSDDGLTIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEVSDAMTMVADGVLDRQVPYTERKDEIGVIA
RSLEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSEQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQ
VARFQLQSGPSGGGSRRAERISVRDASVASDRSPAPRASQKRAVNDAGWQDF
>MBL3562997.1 hypothetical protein JMM65_20025 [Rhodovulum sulfidophilum]AB16
MLALRVVCLALLGGGYACVAQAGEFDSQMRAFYEASVTFWSDAPQILDAVAAQNARTANMTQDDIDRLDRQWVVEIGAVS
EPLIESVTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSM
KYQAQISFTLVDPASGSPIGAMTVAVDAEEFL
>MBL3562998.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
TIGASTSFAGAYISYFLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MBL3562999.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB16
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCALAMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MBL3563000.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB16
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGAGLEDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MBL3563001.1 malate synthase A, partial [Rhodovulum sulfidophilum]AB16
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFE
>MBL3563002.1 hypothetical protein JMM65_20050, partial [Rhodovulum sulfidophilum]AB16
NGGTLSGDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGDTGSGAGTLRLSGT
TTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNNGSITAEDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLEND
LRDTLRTDEDGVTRIVASLDGAGNDVENAGRLELGAGLSFTGVGEVSNSGKVEIGANGRLQAERIGNSGTLTLGAGAALE
GTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDASGDEPIRNAGRIVTTDDGDDTITLGGSNPNVL
ENLASGSLEIGASDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVT
SSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGALTVTAGSLTGLSVSGGSASLEGGSLSGDLEVSGGAADVDVAVG
GTADVTGGRLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAVTGGRTENTGTIGGDVAASGGTFL
SSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDLQSGTVTMADGMDAVNDGTAIIGD
GTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGAGAEIDGTVAGAVENDGEIALGGTIDGTLGNDGTVTVAAGDTAG
ITGAIAGLGSYRVAGRLDFGGSFDLGREGETEGSLALGENATVSGDLVRSYGTVTLANGSRLEADLVSSGRLTASGSATV
NGDLTLSDGAVLSLSDGTDGTADDRLHVTGDARLNGTIEMDIDLTDGAQSADAIHIDGVASGNVLLAFNDLTARDYGQIR
DRLDLLSYGSDGGLSVRSSGLPTSGGILYRLDRNAGGDGWGLISGANPAFGGLSSGLALTQSLIGSVVNRPTSPYVSGLA
STEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGWNLSFGTIFGLNDGSIKQPVY
LFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAAAGAYGERLGVDDQS
>MBL3563003.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB16
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRTHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAVDAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MBL3563004.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDQHIDRNMRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MBL3563005.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MBL3563006.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB16
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQLSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADTAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MBL3563007.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB16
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEDKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQQMPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAK
>MBL3563008.1 hypothetical protein JMM65_20080, partial [Rhodovulum sulfidophilum]AB16
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENAPTAPAQGPRKSPRPATEAKPAPETKPEAEPEPEAKTVPEARPAPKAEPAAKADPAPPPMPERKPADAVAPPS
PPPAADPAPTATAAPAAPASPAARPVSSVGPASPV
>MBL3563009.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB16
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNVKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>MBL3563010.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB16
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRDADV
>MBL3563011.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB16
MSSLWEYANPQKFMRTSSVLLPVFSVASAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MBL3563012.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB16
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MBL3563013.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB16
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVCAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLAWLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFV
>MBL3563014.1 hypothetical protein JMM65_20110 [Rhodovulum sulfidophilum]AB16
MKTALLHAPKVRAARAPLKEKAFPMDKRLFMHMARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVV
ALQKATGDIAFANFLRRANEHCGAVPAVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAAS
LKTGTTA
>MBL3563015.1 hypothetical protein JMM65_20115 [Rhodovulum sulfidophilum]AB16
MTVASAKSLFRATKPKARIDLRQADAFVDLPIQRAPEEGRDPLDYDPTPPDATAAFLAVEGARIRQLGGHIWEPAAGGGH
MVREMRRWGFDVTASDLVGRGFPGVSPRSFYDFDTAPAPVIVTNPPYCEINARDGGGRWLRHTMSLRPRYTAMLLNADWP
AARINGMDALHEQFPMSRVYICCWKIDFRGGGSPPQRNIWAVWDADWQGETVYRRLFREGGEQQEALL
>MBL3563016.1 hypothetical protein JMM65_20120 [Rhodovulum sulfidophilum]AB16
MTTRTLKVSIENAEAVIRMPLDEVHGLRVALHPRLAGEPESNSTKAIREAFDKALARAQIGAGRV
>MBL3563017.1 hypothetical protein JMM65_20125 [Rhodovulum sulfidophilum]AB16
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQDSGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRAQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIEIRGTVR
>MBL3563018.1 hypothetical protein JMM65_20130 [Rhodovulum sulfidophilum]AB16
MSDPWLKFYTSDWRSDPGLRMCGLAARGLWVEMICLMHEATPYGHLLVNGQSPTDAQLGVLVGAAPDQITAMLGELEAAG
VFSRTRAGVIYSRKLTRMAKKAATARNNGRRGGNPTLSKGKGNPVTDNPPDKGRDKPQKPEARVQKREDTNVSLSPGDDL
GFHPVDEISEAVAAFNVAASESGWPQIRVLSKARRSALKARLAECGGLDGWHAALHRAQSSPHCCGQNDRGWVANFDFLT
RQSSFAKLMEGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRAGRA
>MBL3563019.1 hypothetical protein JMM65_20135, partial [Rhodovulum sulfidophilum]AB16
MIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKWWKSADNPQRRKRPLEGDIA
ERCRVEMRAVRAARVRARSGWAGTEAPEDR
>MBL3563020.1 hypothetical protein JMM65_20140 [Rhodovulum sulfidophilum]AB16
MHTDLEGRPLAEEIRALEARWQRQRDREETNALLRERRADIKTVLQRVPR
>MBL3563021.1 hypothetical protein JMM65_20145 [Rhodovulum sulfidophilum]AB16
MDFWNETWKAEAVAKAAGLPKEKLQLWLGRNHVLGQGMGGGGEKGRHRRFEFRNVMEIAIARALVDQGHRPADAFKAAAV
FAYSAVQHPGTPGLPLDPAGGDTFMAVAGDKVTINYMPAGRGAMADFLADLTGSEGNERDLEAFTMVNASAVFRVVCRGL
DLDASAILRGVYS
>MBL3563022.1 hypothetical protein JMM65_20150 [Rhodovulum sulfidophilum]AB16
MSARTAIVSQSEIKRTLQAALSVGLRIGRVEVDHATGRVVVFPEGTAPQAAGPDPDDLLK
>MBL3563023.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB16
MTRRKNPYPGVRKNVVKGRIYWRFERGDFRTNIPGPYGSPEFLAAYEAALAGSKTTNASTALPGTLAWLIEEYLRSLRFQ
GLSVSRKRTIRLELDWLRKEAGKYQFERLEVRHVEALMAKKKGPTAANTVKKNMSMLFNFAAKKLGYTGSNPARYAERMK
TNPDGFHTWTEEEVDRFLKRHGPGTKARLVMLLALNTGMARQDLACVGRQHIKKEGRIEYRRHKTSVAADLPILPELAEE
LRHVPRDRMLFVTQDNSDKPYAVASLGNWFRDRCVEANVPGSLHGLRKAGATRLADAGASEWEIASYLAHTDTTQAAVYT
KRANRARLADSGFAKLRAVKMSNLSEGLDGNGRKANE
>MBL3563024.1 single-stranded-DNA-specific exonuclease RecJ, partial [Rhodovulum sulfidophilum]AB16
IWVNAGGRIGKADLGARLLSTADPDEAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGI
VASRLKEATNRPAVVIGFDGDEGKGSGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLAR
QGAGTMGPADLRLDALLMPGAATVELIDEIERAGPFGAGAPAPRFACPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAF
GAFDGPLGPLIEAHGGARFHLAGRLEINSWNGRQSVQLRLEDAARAI
>MBL3563025.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB16
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MBL3563026.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATIQRRDDGVRAWLHHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAPDPGGLSRALLLLKDGAAVA
AHLGHAEDPVADARAGAEAILTATLPAARQYGLPAARTGAPP
>MBL3563027.1 hypothetical protein JMM65_20180, partial [Rhodovulum sulfidophilum]AB16
PDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>MBL3563028.1 serine hydroxymethyltransferase, partial [Rhodovulum sulfidophilum]AB16
GRRYYGGCQFVDIAENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWF
NPVQYGVRESDLEVDYDQIEALAKEHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPH
AHVATTTTHKTLRGPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAA
LVEGGLSLVTGGTDSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQ
IGRWITEVVDGLAANGEEGNAEVEARVKSEVEALCARFPIYPGL
>MBL3563029.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB16
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFDGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MBL3563030.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB16
MQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPSPDPSHTPAQV
MLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRPEG
>MBL3563031.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB16
ISGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSAGMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSR
YLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQVTVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRA
TGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTPANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGL
NLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTFLQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHA
GAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFRYPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSF
GTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLAREHEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRS
MVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAALRA
>MBL3563032.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB16
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVIAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MBL3563033.1 AMP nucleosidase, partial [Rhodovulum sulfidophilum]AB16
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVMIGPSTTPIPIHFAMG
>MBL3563034.1 copper-translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB16
EARALARRAWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMN
ALVALGTAAAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTENGL
EDRPVEQLAPGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALA
QIVAMVETAQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMV
GTGRAAEMGVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFGKGDVLAVAAALEARSEHPLAQAILAAAP
DHPEAEGVEALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAQAATLAASGATPVFVAIDGGAAGVLALADPIKPGA
RDAIAGLHRMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLA
IGTGTDVAIEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACS
SLFVLSNALRLRGLGPLEARS
>MBL3563035.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB16
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKERASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MBL3563036.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB16
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTG
>MBL3563037.1 ribonuclease J [Rhodovulum sulfidophilum]AB16
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MBL3563038.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB16
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MBL3563039.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum sulfidophilum]AB16
ARRQTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGI
LLESEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSA
WLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIETPGGRRAIAAADVFF
>MBL3563040.1 hypothetical protein JMM65_20245 [Rhodovulum sulfidophilum]AB16
MSARSSRSSALVSSRSRWRAARSSARWRCQRASRARISSASRAVSRSSAAVLVRARASILSTLDAGEGSEMRRLLDMRPV
HQALSDVERLIRRAEEYRQ
>MBL3563041.1 hypothetical protein JMM65_20250 [Rhodovulum sulfidophilum]AB16
MHLVPQWPALIRRAWSIRLILLAGLLSGLEDGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3563042.1 lysozyme [Rhodovulum sulfidophilum]AB16
MCRILKRGAAATVLALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEVETGLDRLIADP
VEALIPERSYVGILDWAYNVGLGAAPRSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
EVPFRWKGA
>MBL3563043.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB16
MRGLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSSGESARGSE
>MBL3563044.1 hypothetical protein JMM65_20265 [Rhodovulum sulfidophilum]AB16
MISLPFLDSISEPSVWNSCFNLTSEKRYLTRFPDAPFSLKDMDGASSSVEVVGASAIFVQWETISFALPKSEGDKFPPVE
MGSASRGFALPGTSVGKYSCRWKVLEWKDSFYARRPYRKRGENSIFTSNIFPLHLPPYSGYLFRTRDEYIKFFPDRSYLF
WQDLFPQINESLEHFMDNEWAGSVGGWVGDVPNSYIEEFGSDAQ
>MBL3563045.1 hypothetical protein JMM65_20270 [Rhodovulum sulfidophilum]AB16
MSNIFPFGRDLRKVRDWIGRYDCPSNTWHIQYLGGAASLDDCEFHFIFNGMDNLVTAHVVLSGGGLGLPIGPGGKVSIPR
KASDLRDLLHGEVVEDSHQQMKRKELRSDLSSISRFYFGA
>MBL3563046.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALE
>MBL3563047.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MBL3563048.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB16
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATASPRPLSEAS
VFSTFPEVGSPEEGRAFATLAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MBL3563049.1 8-oxoguanine deaminase, partial [Rhodovulum sulfidophilum]AB16
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGCGLPPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGHIVTHDLGAAVTAQTRIARRL
>MBL3563050.1 hypothetical protein JMM65_20295 [Rhodovulum sulfidophilum]AB16
MLARAENALVSGMLAVSEILFAGNRRKSFFGAVAEASCVETIDSAHVLLAELGYVPADVKCAGSTVSFPRKPGGMGADDV
CVRIETYEGKQVRQ
>MBL3563051.1 hypothetical protein JMM65_20300 [Rhodovulum sulfidophilum]AB16
MTVVANMATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEEPLEEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVD
DDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQIAT
CAAIMHAEDFPSFEFMRDSQKFVDVRLARWCFERSITPIALPKPAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKV
KGRGLPPKPCASQT
>MBL3563052.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB16
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MBL3563053.1 hypothetical protein JMM65_20310, partial [Rhodovulum sulfidophilum]AB16
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVMAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGQ
>MBL3563054.1 acetyl-CoA carboxylase carboxyl transferase subunit alpha, partial [Rhodovulum sulfidophilum]AB16
VAMLEHSVYSVISPEGCASILWKDAEKMREAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIDRVGRNLATMLGE
LVGKEPAALVAERRRKFLDIGSKGLAA
>MBL3563055.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB16
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMTQLEETVETASDRLMAEAGF
TTGA
>MBL3563056.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB16
MLLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEA
VLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDHTRWRQ
PLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGM
GAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>MBL3563057.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB16
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLVELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MBL3563058.1 zinc-ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPYGPAPRDPLAGFAVPRAPEPMASGPEGADA
>MBL3563059.1 hypothetical protein JMM65_20340, partial [Rhodovulum sulfidophilum]AB16
ILDEIAARWLGSPADWRWLAFVNDLADPLRLEPGTVLTLPPPGSGPGAPTTGAAP
>MBL3563060.1 hypothetical protein JMM65_20345 [Rhodovulum sulfidophilum]AB16
MTEMLRPGRARERKLTVRLDGVPLAAGAVDALTGIELRQTASAPALCELCFEAGGALPLDPGALAGQRLEIAAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALPARHEANGLDALARTLLGRHGLELRGESGAPCPAVLLQYGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGLGAPLPLSFEGGLLEAEIEENALAGFAATRQTLWDTGLNRPLAGESPGAVPDR
AGEVTLAAGLYEPPVAPERLTEARAAQHGAAARRISGIALGDVALRPGRRIALELEPGRSARGTIAETLHRVEPGLGWVT
EFRTGLPAWVPCEGMLAAPGTVAEVSGGDDPLLRLKLDLCDGLETDWLAVALPGAGADKGVIALPETGDRVLALVFAENP
AHGFVLGGLYGEQEVPRLGRGPGGVRPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPGRA
ITIRAASIGFEEG
>MBL3563061.1 hypothetical protein JMM65_20350 [Rhodovulum sulfidophilum]AB16
MRVLVEPATIVCAHGGTIPQRASQCFVTVMGAPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVTAGYSRFVTIGRRPVCI
DTLAGLTEGSPVGTWRVLASGQALVECSG
>MBL3563062.1 GPW/gp25 family protein [Rhodovulum sulfidophilum]AB16
MIGRTVMLQGLDFRLGAGVGASRAAGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDET
LAGLAIHYVRQAVARFEPRIEILRLDAGRPAEAGAGNLLEILLSYRIRRSRTEDGLVLQVDLDAGGTP
>MBL3563063.1 hypothetical protein JMM65_20360, partial [Rhodovulum sulfidophilum]AB16
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAATAMLEFHREGGEAVDATPLAVTIPAGTRIGGRGEGAPVFVTLDQAVLAADAQSVTVRAIHAAWVEGDLLSEGVEGPG
AVLALARGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPE
>MBL3563064.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIVDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>MBL3563065.1 response regulator [Rhodovulum sulfidophilum]AB16
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQELLCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MBL3563066.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB16
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MBL3563067.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB16
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MBL3563068.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB16
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPESGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MBL3563069.1 hypothetical protein JMM65_20390, partial [Rhodovulum sulfidophilum]AB16
CSTLRPPPPAIDSAEQAAGTLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MBL3563070.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB16
MASADQRPRKTLAIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRILACIVA
LLAIERLFEASVPGWIRIVGHPRLEHALKSTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGMLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLSDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIANRNIRESDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGRAIRRADTALYAAKIGGRNRVMSAAALCEAEAAVGPLARRTPPRLVS
>MBL3563071.1 hypothetical protein JMM65_20400 [Rhodovulum sulfidophilum]AB16
MFTPTASPAQPLLPQALRLLCLALLLTAVFGALHYIVVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLTDGLLPGGPYLSGAVPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSAMT
DLFEAAIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGPRMRILLVLALIGPWLVGIATLHAVPETVSARL
LIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADE
RAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQR
AESALYVAERRGGGTLVRVSDLAETGQGAEARNSPRDMGGAARPP
>MBL3563072.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB16
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MBL3563073.1 hypothetical protein JMM65_20410 [Rhodovulum sulfidophilum]AB16
MTLLREAACQRCGDRRVRKVSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGD
CIDLTGQIRALGDAMGMISLSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MBL3563074.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB16
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAMAGRLPEGAWHLETALTGADLEAEALGLLLAGYRFDRYRTQSGAPRASFKAPSGVDAARLEAMAAGEVLTRDLINIPA
SDMGPEALEEAVAELAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGRSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MBL3563075.1 NLP/P60 hydrolase, partial [Rhodovulum sulfidophilum]AB16
MSRPAGRDRRETPANDRVAAARLRSEIEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGVAFGWAA
RDGFVGYVA
>MBL3563076.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
LASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQLVLNLSPNPYATADIVFWLMGSLADRSFTHVWLALP
LTVLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGIAASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARL
LPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRLIYRTRAEAGA
>MBL3563077.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHRGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MBL3563078.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB16
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKFWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MBL3563079.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB16
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPATLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPRGGAELQRVIEVIEALSAAGYSQPVLVE
>MBL3563080.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB16
MHLSMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MBL3563081.1 cobyric acid synthase CobQ, partial [Rhodovulum sulfidophilum]AB16
RSLFGADGFRRHWLTAMGGRASGLDHAARVEAALDALADQLEHDLDLDALLALAR
>MBL3563082.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB16
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEAGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPKGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLGGIGADLSPEAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>MBL3563083.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB16
MARGEEIAAGNRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRID
>MBL3563084.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB16
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYSVFEGKQVKGLPRYTLSRGRIAVADGEVTPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MBL3563085.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB16
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERIDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLAACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MBL3563086.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB16
MAEEIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQV
TVPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFK
KPGVAETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MBL3563087.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDTPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRL
>MBL3563088.1 hypothetical protein JMM65_20490, partial [Rhodovulum sulfidophilum]AB16
MRRFSVNPEPPGLLTRSVLFAALMIAALVSRGDAQPVHPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILRE
>MBL3563089.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB16
MTPSPDTAATIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGNVILEA
KGPLPEGRVAQGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPAQLAAFD
ALRARLAQKQMAGTSATSVGMTEAPELP
>MBL3563090.1 hypothetical protein JMM65_20500, partial [Rhodovulum sulfidophilum]AB16
ILCMPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCKTRRGREAVG
AIPSTMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MBL3563091.1 TRAP transporter large permease, partial [Rhodovulum sulfidophilum]AB16
ISLTAIPLFILTGDVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPR
PYACALVAAGACTGILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANL
GRALARGWYAFIVPGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLRLADFPSMMVSSAKVNGVIVPIVAMSLPLAQ
ALSAMGVPQSFVYTMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFI
TPPLGLNLFVVSGLTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MBL3563092.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB16
MTVTYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAAISDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>MBL3563093.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRADWCDGTNAVALSADLSDPGRAHGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQAL
>MBL3563094.1 ATP-binding protein [Rhodovulum sulfidophilum]AB16
MTNPFIIPSLANLNADLAQRHFPLARGEELQQTFAQLFSRHLGRLQSGKGFEARSLLVTGLSGSGKTAEISDMLNRFNES
AVRMPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRKTQFEIWDLVIKQAKLQGVIGIYYDEAQHIMRGKSDV
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGDYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYETLNEIVGSYAISAG
LDVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVARREGVVEWSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MBL3563095.1 hypothetical protein JMM65_20525 [Rhodovulum sulfidophilum]AB16
MSYPFLPGGICLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFEWYDADG
EYYTHYVDLVCRLRDGRGIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALRDRIGMEGTGLRAVVRHIGSGHLQLLRQEKISETSQVIRVMALH
>MBL3563096.1 hypothetical protein JMM65_20530 [Rhodovulum sulfidophilum]AB16
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MBL3563097.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB16
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRTDLRKALGAGPVTTAAVCVYHEMIAPALAALEGSVLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTATDALDWLGLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHATG
>MBL3563098.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB16
MAPNALDRGPFRAPDAEARAWIGQHDGAFGPWIAGSLRPGADAILSPASGAELARPADASPADLADARAAAATAQPLWAA
LPGVKRARKLYDWASEIAAREACLTQLLALETGRPVRACRRGLSAGLEALRQVAGSLLAGAADRPGHVPLGVVAPGLSFG
PSPDLSLGRIAPALAAGNAVILAPGPADGKLAMLCLAEAAGTAGLPPGLLAVLSGAAGALSDLAQPPVATLRGPCLHLVL
EDADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARQIIGDPLDPATDLGPLSGPALRDRLTAALAET
RGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMETGLPGPVLLSMTFRTPAEAIRLANE
>MBL3563099.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB16
MTRSSFCLGLGLAALAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVSFS
QNGGLGQTGTLRIRGLDSGYIATRINGMDFTDPTNLPPSLNFGTLSSGLADRIEVLKGAQSALYGSNAIAGVVDITTWRP
TTLGTSGQASVEAGTYGTYSGKLSFGHMSERGEISATLSRVQTDGFSTLSGNDEPDGYDEDVITLNAAYDLTDSLRLGIS
GLYSDGTADYDPTPTGTDPAIRSDTTRRGLRAYAHFVLGSVENELSLARTQTERTDHGSFGTSHWDGSSRTLGYLGSTTL
GDRTDLSFGADWKQDKAIQSGSTDTEISRAAFAELRQAATDAIDLSLSLRYDDFSSFDEQMTGRAALAWRIGPDLIFRTS
LGTGYRVPSLYELYGTSEGDTVGNRGLSPETGTSFDIGLEKRLSGEGFLKATAFFTEIEDKIDWNPTPPTGICTSAYGCY
DNLDGTTRSQGFELSGRFELTPATAIYGAYTYTDARWKGDRLLRVPRHDLGLGLSSELSPRITADLSYQYLADRLDPGGA
LPDAGLGTARISYTLDSGAELYARIENLFNEDFYTALDYTGAYHYNTSGRALYVGLRASF
>MBL3563100.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB16
MRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAM
>MBL3563101.1 hypothetical protein JMM65_20555, partial [Rhodovulum sulfidophilum]AB16
MDASGDRILGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLAGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVAD
>MBL3563102.1 hypothetical protein JMM65_20560 [Rhodovulum sulfidophilum]AB16
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISAWIASLNGPVGRFELDMAAM
EYDGPHGMISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPWGSWALAGPETVLSVSQARVRTRSLQIREAL
>MBL3563103.1 hypothetical protein JMM65_20565, partial [Rhodovulum sulfidophilum]AB16
SNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADVKVATIADAVKGLGLSAGEATAVLRDLGVRNREMALVMIQ
GGAAIRAAREDVEDYGLSLDAVEAGKIETANDRIARLGLISRYAGQQLALRLVPALGRAAQAMTEALREGGLLRRVIDGL
TENLARISTWIATAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELVYQLGRLVTATGGFGEAL
DLMKDVAAEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPGAKAMKAAADGAADGLTA
AKEAAAAAGDEAQRLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATNLARIGDAAGGDGGTSAVTQATGQLAD
TAKTASDSFKTFFKDVISGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGGGGASGGGGTVTQLFPS
GGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVQGSNASPEQIAAAVRAESRRQ
ASEMYDRRERMARAGGAA
>MBL3563104.1 hypothetical protein JMM65_20570, partial [Rhodovulum sulfidophilum]AB16
FRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>MBL3563105.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB16
MSLFSRPFSGLQAGLLVIFIAIAGLAPAVPVPAQTFEKNILTGGPTGTYIQFGRDIAAIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PGFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>MBL3563106.1 SEL1-like repeat protein, partial [Rhodovulum sulfidophilum]AB16
ISISEPLSASSSVSVSGAVSAPGPSPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLAG
AGAVPESRRAARLSDRSQAAGTVPGAGSAETDSTETDSAAERLARTRTRIEAAETRLKDTLSELDRLAARLRDATKETGA
AEARRDAARDAAKRAEADFAQLQDRIAEAELRLDALDRRLDEGDADRLTGLQATAAAPTPKPRPDPAPAPAPATSPLELD
AAPPDPRVAQRQYRHALGSTDLLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQVRLE
DLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPAARFATALTAARLTLPAHPSLLWWRIRAGRSAP
TEWQRIDPR
>MBL3563107.1 autotransporter domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
QSYDSTGHTVSGTVGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPINNEVGFASVTLSRSRV
LPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQAGAARQMDASV
RVDSRFGDDLDGWGVTAQMRFQF
>MBL3563108.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB16
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MBL3563109.1 DotU family type IV/VI secretion system protein, partial [Rhodovulum sulfidophilum]AB16
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQDSSGTERTAFGQTASTPGPGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEA
>MBL3563110.1 hypothetical protein JMM65_20605 [Rhodovulum sulfidophilum]AB16
MANLLQFKGLSLRVGEAASKPESYLSALSEGEGKLKAKVEWNGVKVNYKFQTQAKLFGFSAGAKRAQGERPVFGPETIYE
STL
>MBL3563111.1 hypothetical protein JMM65_20610 [Rhodovulum sulfidophilum]AB16
MAGEITLSNTAILMDLSITSGAVDIRVEDVPLFDPAAPISASQTLDTQFSINQAFHPGENTMTFRVRFTPSSDPVVNPSL
NVAIGAYTGTSWPSIGESRPLVSDFKIRPASTPDGGYLLEVKEHHSEQEALRAGELVHISGDGTPESWNTYRLIFKVDLP
LPEFAWQQGQSLSATPDTEQSLAAEYQRLLHVLAQKDRALYRQALWPFLRNMAAAQGLDTEAYAAMSLDPVLGPESEYDP
VPYSAARSRVELFGGGRLAALVPIPLKFRHREWDDEATLFIYFWKDQTGQWQIIH
>MBL3563112.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB16
NRLDLKSFRERIAARDPDRQTAEIHIRVALINRFNALGTAEIVRVA
>MBL3563113.1 nicotinic acid mononucleotide adenylyltransferase, partial [Rhodovulum sulfidophilum]AB16
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGN
>MBL3563114.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB16
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MBL3563115.1 DUF3800 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MAHFTFFADESGHVTQEPGISDEVGPSQYLCMGGALIPKARESEVAERLDEIQKKFKKKKFLHAADINHVQKIYLIRQIL
ALDIDVFGVVSDKNTLGGFRTRSRGNPQQYYNRTALYLLNILGRHLRDRNIPGDAVEIVFERREHDYEQLQRYIKKVAGN
PTGDDVDSIPHISASSIKARKKEDSHI
>MBL3563116.1 sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB16
MTTRAVSLRHLIRSTPVRQALVLVAVVALANLLSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGAHPLGAAGYLHETRRLAGGLLI
>MBL3563117.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB16
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MBL3563118.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB16
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MBL3563119.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB16
TLSRPPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAASGPLPD
FHAGREDHRLALMQEFERIAREQETAAMPAPTPGRTQPVSEPQAAGPRQAVIEQGVDPKAEAVRTAIAVEPRDGRLCLFM
PPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEEARQCR
LGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEARHDSLY
ELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMSLAQQV
LIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYEGVHLE
LRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTTPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPAEALHP
VLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEFPMTLD
LRRPPGP
>MBL3563120.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB16
MTAPEDTAEDPFLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVLD
>MBL3563121.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB16
MTWDISRLAEPARALATFAGANELVGLLSKGVVEQSHLNRLVSDHLLSDPRRMPPADLMGAGRLLPRYQAVPFLLREAEE
RDFLDWCSVSSKKLAIRLVTGGSGRGKTRLMIELVGKLRDGALVAPGLTRSNWVAGFLATDLLERLNGMHPRYEVPFGAR
GDLFIVLDYAENKRREVTALLKAALAAHDAGRGDRVRIVLIARHNAEVFQDLMRQESEFAGRGLIQMHVDPLAPVPEPQN
FYAAACEAFGVADDARAYPDKINADFGLLSIAAMLASTTGDAPPSNQTAILEDALSHERRYWIAAARAKALPEALDEAVL
EGVAAVTLFGLQGAIPDITAAAELLAALPRLADQDMNTRLKIAQIAAELYPHPAGHVEGVALDLLGDQAATSILTARLEA
VKGLRSEQVTDAQLTSAFTRVGWMAARDGDAVRPLLGALYDRFGERGLRAIVDVAPNVGHQLGDLAADWALASKEFTVSA
DLVFGLPERTVALRKLAAVLTRKALEASSGATTEMRATLTNNLANRLSDLGQREAALEAAKEAVAVRRDLAEARPEAFTP
NLAMSLNNLANGLADLGQHEAALETAQEAVALYRDLAQTRPEAFTPNLAISLNTLANRLSDLGQREAALEAAKEAVAIRR
DL
>MBL3563122.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB16
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVSEAFTRRRA
>MBL3563123.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB16
FQTVSTGDILVRLDDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRK
GVISASDAEDAELRLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQV
NVRVGQYVTAGTALVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGN
FTKIAQRLPVRIEVDPGQEGQDRLAPGMSVVVHIPRDRG
>MBL3563124.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB16
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADIAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>MBL3563125.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB16
IFARNHLLGREAEALDGGYTRLLDLSDLQIWKPMIAAVNGYCLGGGLELALQCDLRIASTSASFALPEVKVASVPAVGGA
QALLRAIPSAHAMKMALTGDRIDAQTALDIGLVSDLTDPETLLPEARAIAARIAANGPLAVQMVKKLSQETAHLSPPEFM
AQSNTAWGLLRDSADRIEGRTAFGEKRAPNFTGN
>MBL3563126.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB16
MLTDSAKRLSEDTLMPILAREAADKPLSKPVMLEIYGHLAEFGITAARLHEDFGGSGLSMLDYGLIMEQLPPAIALSLLS
HDGSTVRFNAGADEAVRDAYLPDFREGRKIVCTANSEPNAGSDSNTISTKLEIEGDRAFITGTKMWITNASVCDCMIVSC
SAGNDERGRPVPQRVLVDLSQSKVGLAETPLAGLKQGHLCEVTFDRTEVPLSHLIGSPGDAGKYMTIVWNANRPLIGLMA
LNIARRAYDMALAHVTDRKQFGSPLAAKQLVQQDLSDMEAAITSARLTCLMALATLDTGARSNGISAMAKRLATENANRV
VHTAMQLCGGMGVTEELGLAQLWADARVFQVPDGTQGILALIHGRDITGTAAWR
>MBL3563127.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB16
MNILHWSPRSPYVRKVMVAIHEKGLLDSIETVRTLADPMCPPRDFFATNPLAKIPTLERDGASPIWDSRVILEWADLSSE
SGPRLFPVDPETRLQALTDEALGTGMLETGMALLIERHMRAADRQDARVFDVCAAKFGACLDYLEANAARLAARDFDAGH
LSIGVALCYLDFRFGDLQWREGRPGLAAWHDGFAARPSVLATTFRDDPRPTE
>MBL3563128.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB16
IVTAADFRFIVIEQLAALEIAPADILIEPSAKNTAAAICAAALALEARAPGALVLVAPSDHVIPDAGRFRAAVQAAAPAA
EAGQLVTFGIRPNRPETGYGWLELSTPTPNFASLPQPLRSFVEKPDLETAKVLLAGGMHLWNAGIFLFSTTAILEAFAAH
APEVLTTTRAAFESAEKDLSFTRLASDLWADLPDISIDYAVMERAPNLTVVPYAGAWSDLGDWQAVWREAEADTTGTVTA
GPATALDCHDTLLQATNEAQQLVGIGLKDIIAVAMPDAVLVAHKDRAQEVKQAVAALKAKAAPQAETLPRDYRPWGWYES
LVVGPRFQVKRIVVHPGAALSLQSHHHRAEHWIVVEGTAKVTVDTEVKLIAENQSVYIPLGAVHRMENPGKVPLTMIEVQ
TGSYLGEDDIIRYEDVYARGQGAKG
>MBL3563129.1 hypothetical protein JMM65_20710, partial [Rhodovulum sulfidophilum]AB16
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGRGGGEAEGKGRGTAGDSRPRPE
>MBL3563130.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EETFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MBL3563131.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
RLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDED
ACAGLELPKT
>MBL3563132.1 TRAP transporter large permease, partial [Rhodovulum sulfidophilum]AB16
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIP
>MBL3563133.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB16
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MBL3563134.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MBL3563135.1 hypothetical protein JMM65_20740 [Rhodovulum sulfidophilum]AB16
MKFFGMAAFGASALLLAVFAINLIGARAGAAFIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGPEVSRRS
>MBL3563136.1 hypothetical protein JMM65_20745, partial [Rhodovulum sulfidophilum]AB16
LARLDNVLGDLARLGAALAAAGWPAPTAQALAAAETAFREAAKA
>MBL3563137.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB16
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLEELRAGGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGLAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>MBL3563138.1 hypothetical protein JMM65_20755 [Rhodovulum sulfidophilum]AB16
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQPSVKV
>MBL3563139.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB16
MFEVGPRDGLQNEPRAIPVAEKIALIDLLSAAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALAPNIRGYD
RARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAALAERLLA
LGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAAGGLGGCPFARGAPG
NVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGSSGAGSFA
>MBL3563140.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB16
SEAEAGREIGLLHRVTQQFHWENRDYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDAFWRFYQD
TGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYRAIDFAIA
HGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEEEQQ
>MBL3563141.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB16
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MBL3563142.1 peroxiredoxin [Rhodovulum sulfidophilum]AB16
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MBL3563143.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGTLGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHATHGVQIREATGLVRLLGETRVSGAE
>MBL3563144.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB16
MARTRRLRPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPR
>MBL3563145.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB16
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPTRILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAEARARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLARATGREAE
AEALLTGFAETLDATRAALTLPEGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQHGQVYGLGKNSFRIDYYSAREVVDGVARQFGGA
>MBL3563146.1 hypothetical protein JMM65_20795, partial [Rhodovulum sulfidophilum]AB16
ILGWPDLLTLLSAAWIARNRPGGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRHGETLGAYLERSGRALRGLRR
HGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDADPAAAE
EVAAAARTLVPFLVRACAPGARDRPLADLLAEGPAAPAPCRTPRTARPIASRQEKT
>MBL3563147.1 polyisoprenoid-binding protein [Rhodovulum sulfidophilum]AB16
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVAVQISIEAGKVAD
>MBL3563148.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB16
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALSHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHRVWVDGQAVTWNDRGERTDHKGRADPAFYSAGHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDCSAPDFLARKG
>MBL3563149.1 ACP S-malonyltransferase, partial [Rhodovulum sulfidophilum]AB16
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAV
>MBL3563150.1 hypothetical protein JMM65_20815, partial [Rhodovulum sulfidophilum]AB16
MMDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLR
LLGGARAIPPMAAPGETDIDGVLARH
>MBL3563151.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB16
MSTDSTLRNFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIDDGAVVDVGGGTTGISVLQGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAETEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MBL3563152.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB16
METGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEET
VILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLPE
TAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDMVRILRD
>MBL3563153.1 hypothetical protein JMM65_20835 [Rhodovulum sulfidophilum]AB16
MGKGSKTRARAVKLAKKAELVGVPGLAPVERREKDGRIRRSTKLSYERTKDDVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGYVRLHSCC
>MBL3563154.1 hypothetical protein JMM65_20840, partial [Rhodovulum sulfidophilum]AB16
APFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVYDGFAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLR
LTDQSRAQFPRETEMRLSGDIAADATGIVIEAAREADLSDQFGNTETRYLCIGSEIIGYTGYSGAEGVWTLSGVTRAALG
TKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVQQHEWSRT
>MBL3563155.1 DUF2339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAAEALS
PELAPPVVSPAPEPSAAAVARPAEDAPPVEAALKATPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQYGVEQ
GLLTPPLRVLGALVLGVALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAAVS
LVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFVMVGLAGLGIDTFRRWAWVSGLALGLPAGALGLLWLH
EPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGGALASGAGLVLMLDGSSPAAAALGY
ALLLLVFAGR
>MBL3563156.1 RNA-binding transcriptional accessory protein, partial [Rhodovulum sulfidophilum]AB16
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRAAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAI
>MBL3563157.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB16
LACPHDFAAAAAARTVYLFPPPLAAVARLAGRPVRSLRALAYVLGLSETPWRRRLALVGLIASASALGRVCRRERLGHVH
IHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGTDHAAKMARAGFVAAVTRPLAAQIAAVSPGTPAPVIRMGVDTDRFH
PPASARPGGEALEVVTVARFNHTKGHVHLLNAMARLRTEGVAIRYRMAGSGPERAGLEAHVARLGLQDEVRLLGPLSEAG
VIDLLHSADVLALTSFGAGEAAPVTVMEAMAAGLPTVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALHRLAADPALRA
RIGQAARKTALARFDYRAQARALLEALTVGG
>MBL3563158.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB16
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDTSGTKAVE
IVEKPQHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEED
>MBL3563159.1 sugar nucleotide-binding protein, partial [Rhodovulum sulfidophilum]AB16
ISPDVSWADFAREIFRQAGLSTAVEDIPSSAYPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAAKA
>MBL3563160.1 hypothetical protein JMM65_20870 [Rhodovulum sulfidophilum]AB16
MEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTLSTFKTSTHQGVGFNELRFEDRAEEEEIRMIAQRDLNVLVRNS
EARIVMNDQSTAVLDNSLDEVMGNALIVIGGSYTLYTGHSGTSALAEQGLGAQRNLLSEMAGALDKPAFKNNGMPGDFSI
VSDGSHEVKVGGSASQTIGGNTETMIGESCAERIGRNASLSVGADASTNVGRNKVEMVGDRNLVVCGQSRIDMRSDGSIT
ITGTDITLNGTRIEVNGSENVSIKAPRIDLS
>MBL3563161.1 hypothetical protein JMM65_20875 [Rhodovulum sulfidophilum]AB16
MNAEYTARLKNLCEALDIPYASTSPAPELAFNVLSRMYLVPTIKSHDERNKVLNEIRGNLASKFDANSVFVSATARLAVT
MQEFPQWYNHLNKSTTELVEMYKDLERARYIVGFLAIGVGSTAGGAAAAGAGEVLKSGGTKEAWQRGAMKVGRRLTGQGP
ILEELSKKAVPRLGAARAGVIGVVVGVGATVLVAHASERMEEIRTILKDGYQKGDMTDDQFRIVFGEVIDPTLVKKYWEM
>MBL3563162.1 hypothetical protein JMM65_20880 [Rhodovulum sulfidophilum]AB16
MSLTAVYALGFVSMYLNGLLAFHLIDFLRDNTAHPVIYSLFLFPSSGLVIFFGFMMGFSRLCGMKLSGDAGLFGVFAYPI
TLISAASAASSGGMAAYGLSMLVSAIVFLLFFAITFIGIGAALRWISDG
>MBL3563163.1 chromosome partitioning protein ParB, partial [Rhodovulum sulfidophilum]AB16
STGTDPRRGGRPPKRARQGAVRRISGGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MBL3563164.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB16
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEEYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPERKTPRADVRGPQTATVAGEGEVDCDEYARILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLK
>MBL3563165.1 hypothetical protein JMM65_20895, partial [Rhodovulum sulfidophilum]AB16
HPDSARARRDVELIRDLDLTGRHDAARKLLDATLRIARGTPNLFLANELTARGRPEDATVILPRVVRSRRNMIGAPDRAT
TGAAQLARLFDFETGPPLAPSVIPPTGPLAWHLARDRSHGQREWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRL
RALPRPCILAATHFGPLVFSILHELYDDFHYLGARSAANPATDNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPG
PVMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQPLWRDGRISFDITPLPRPETGEDGQAWLDRWAAAYLER
IEWMMRGAPENQTLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>MBL3563166.1 glyoxalase [Rhodovulum sulfidophilum]AB16
MNRKAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPA
DLPRPQAWLEFDVENIAVATEGLLARGCQLLVSDRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MBL3563167.1 hypothetical protein JMM65_20905, partial [Rhodovulum sulfidophilum]AB16
ISIERLAEAPDEARALAARNRSALIAEDACGRQQRLWSDLLGMDLMDLRGVPAEPG
>MBL3563168.1 molybdopterin-guanine dinucleotide biosynthesis protein MobB, partial [Rhodovulum sulfidophilum]AB16
LLGADFAFGYPAGLAEALTGSASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTR
PPEPGFARHRRVERALRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAERFGADLAVWPFDTEEAPLTLAEIYPA
MIGPEVAEALAARPGQIPDEVQVRLMAGAVLAAEDTDALLGVPSVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MBL3563169.1 hypothetical protein JMM65_20915 [Rhodovulum sulfidophilum]AB16
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTPGGDGALDTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGPPPARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MBL3563170.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB16
MTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKLSGPIK
FGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MBL3563171.1 type II restriction endonuclease [Rhodovulum sulfidophilum]AB16
MKFGLLADYFEGAGAKYLTEVEVNKLRSKQHEFQGIGSFRQFLGQPAEKKRFDATFYWLDDEEASEFISLQSFCTWSDVR
RDNPDRAAEYHLYYAAESEPVVHMARAGDLLVIAKTRHDTLLVMICPAGTTIARQLLWLFGLDLLAHRVDAKELDAGDSV
RLGFAARAVLDDLRIELEEPEPDALERLIDTFGLAFPGTQEFSAFARETFGAADPLGAPDETLVAWMDHEEVLFRHLERH
IVSDRLERGFMADGVADVDGFLSFSLSVQNRRKSRAGWAFGHHVEAILSAYDVRYTREATTEKRNGPDFLFPGEAEYHNP
EFNTALLTMLGAKTSCKDRWRQVLAEAHKIREKHLLTLQPGISETQTAEMQTERLQLVVPRPIFGSYLPAQQAWLMDVKA
FLDLIRARQD
>MBL3563172.1 DNA mismatch endonuclease Vsr [Rhodovulum sulfidophilum]AB16
MPDIVDRETRSRMMSGIRGKDTKPELLIRKGLHARGFRFRLHSSRVPGRPDLILPRYHAAIFVHGCFWHSHACHLFRMPG
TRTEFWKAKLERNRHRDAEVREVLLKNGWRILVIWECALKGKYRLDPDEVLDRATAWVRGDETEGEIAGRSV
>MBL3563173.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
FLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIASVGRSKATVFITGESGTGKEICAQAVHAASA
RADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTLFLDEICEMDMGLQTKLLRFLQTSTVQPIGA
SHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGEDVVEIAQSALEKLSAEEEHNFDRLAPEVAD
LFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASGHRMPEEIGGAAKPIQIEDLIGRTLAEIEQM
VIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDLHATH
>MBL3563174.1 NAD kinase [Rhodovulum sulfidophilum]AB16
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPGKRPVMTEGDSCGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MBL3563175.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB16
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDALAAMLDRETWIGGQAALDQGFADSFLPADQLETATGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MBL3563176.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB16
MPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDVSAEVKASADKLLAEFH
ALSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVVLRPKNAITTATGSAGG
LIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAAAPVSSYGWSQADAPVRKITHVTHISD
EALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYVAPEGLPDETRIDRLR
>MBL3563177.1 excinuclease ABC subunit UvrC, partial [Rhodovulum sulfidophilum]AB16
DIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAETAAQGKLLAGLADSFGLEAPPKRVEIYDN
SHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDLLLIDGGAGQV
GAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRAKRAKAMGATP
LDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MBL3563178.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB16
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MBL3563179.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB16
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MBL3563180.1 molybdenum cofactor biosynthesis protein MoaE, partial [Rhodovulum sulfidophilum]AB16
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETIAAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGMDGVAWVAAREADEDALARW
>MBL3563181.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB16
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVASGTAAILIFAGQVYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGKKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFILIAVLLPRRIIGRNAARAAEAAAAGRADPAE
>MBL3563182.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB16
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIITRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MBL3563183.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
IYRRRRWPDLVVLCDISGSMSQYSRMVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDW
EGGTRIGAALHAFNRDWSRRVLGTGAVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAML
PHVDCFRAGHSIRSLEDLARAVSEARDTGERDRMLAAMRHSGPI
>MBL3563184.1 hypothetical protein JMM65_21010, partial [Rhodovulum sulfidophilum]AB16
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKI
>MBL3563185.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MNAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRTAYAERMLQRDLRSYEDAQAHSGPV
VFDRGIPDTLGYLTLCSLPVPPHVAAAAKAVRYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMLETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>MBL3563186.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB16
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTP
>MBL3563187.1 heme-binding protein [Rhodovulum sulfidophilum]AB16
MLSRATKVIAAFAGLLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTAKGAKIAMTVPVLQTQEGSREMIFILPDTLTLDSAPAPTDPRVSLARIPPRRVAVVRYSGSMSKRA
SAEETRLRDWIASKELTPTGPAEVAGYNPPWTLPSYRRNEVLIPVKKD
>MBL3563188.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB16
MKLYAITAVLFLFIDAVMLSLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVFLVAAPALRDAVPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMIMMRLQG
>MBL3563189.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB16
MVFENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEE
VRLNYSVSKSGATAARELIIANREVRVGLV
>MBL3563190.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB16
MLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHKVAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPS
PSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMVAEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKA
DGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVEERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAE
EVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEMLTALGVSA
>MBL3563191.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB16
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASA
>MBL3563192.1 50S ribosomal protein L28, partial [Rhodovulum sulfidophilum]AB16
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKD
>MBL3563193.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB16
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MBL3563194.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB16
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MBL3563195.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB16
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MBL3563196.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB16
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIRRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVASLPALRRRFIREAAGLTGGLP
RLMTGRPL
>MBL3563197.1 amidase, partial [Rhodovulum sulfidophilum]AB16
MASDWLGMSAGDLGRGIEAGKIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARCRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRVPAVWNDLVGLKTTAGRISLKGVVPLCPKFD
>MBL3563198.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB16
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MBL3563199.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
GALTRHVVTHPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLA
RALEQLAHDRGVRFTFGSRATRVEIQKGAAAAVHLDSGPRLAADAVVFNGDPAALAAGLLGEGLRETMAPEAIRPRSLSA
YVWSYAAVPHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDE
EQETCRTRTFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPG
AGIPMATLSGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MBL3563200.1 cytochrome c [Rhodovulum sulfidophilum]AB16
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MBL3563201.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB16
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MBL3563202.1 C40 family peptidase, partial [Rhodovulum sulfidophilum]AB16
SGYVAEAAMAADGPAPTHRVAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFLPRPHLRPLNVPFRDP
VTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAVDAEV
LIHANGHTMSVAYERIADAIARIEAQGEGRPTGHRRMPVGAD
>MBL3563203.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAESLKPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMGMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MBL3563204.1 hypothetical protein JMM65_21120, partial [Rhodovulum sulfidophilum]AB16
EAEREQRAREEEATAETFSEQADLGLASPPAPVRAKAPEPAPSPEPEPDPAPAEPSRGAARRDLLPDVEKITSTLSASTD
RGAESIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAARAWLAGLVPADPVDR
EPGR
>MBL3563205.1 SulP family inorganic anion transporter, partial [Rhodovulum sulfidophilum]AB16
IAIASGVPPDRGLITAIIGGFLVSALGGSRFQIGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVK
FIPYPVTVGFTAGIGVIILASQMRPFLGLTLDGPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPG
MLMAIALAGLTVWLFKLPVPTIGSAYGGIASSLPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHR
SNAELIGQGAANIASACFGGFCVTGTIARTATNVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLH
MIDIRAIRTLARTARAEVVVLLATLAMTVLRDLTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQT
VVLRLTGAYFFGSAPVIENVLDRIAARPRHLILDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPKHLQLLRAAG
LPQGIHITADVAEARASADTA
>MBL3563206.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB16
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAAVSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWAL
>MBL3563207.1 hypothetical protein JMM65_21135 [Rhodovulum sulfidophilum]AB16
MNTGSLPFPPLRRGRAHEVCGPGSVFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNATALSIIADRLENGGAGSNAAETRWHCAPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MBL3563208.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB16
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>MBL3563209.1 hypothetical protein JMM65_21145 [Rhodovulum sulfidophilum]AB16
MIDLRIGVDYASDLRWVPEAKPSWRNLWRKQQDILAYRGRTSGTNSENAEQNESSRYYQIWYDPEAGEPLQKTELDCTGE
KGVSTSVQTVPERGAVVFHCAKPDRERDVMVNSVIVVDPEGETQEYDLPLPIDVIEVSQDGRFAAIRESEADSPTISLWR
LDDLLHRK
>MBL3563210.1 hypothetical protein JMM65_21150 [Rhodovulum sulfidophilum]AB16
MIVGSTSPAVDWSAITPSDSTNLATVPRALDCAVSGDVVIVSASGNEITITLTAGAPYPVRPVRVKATGTTATGIIGMW
>MBL3563211.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MQRDSWLCQPCLRRGRVTPATECDHVVPKAQGGTDDEGNLQAICADCHKAKTEREAAEAQGRRLRPSFGEDGWPIGPE
>MBL3563212.1 hypothetical protein JMM65_21160, partial [Rhodovulum sulfidophilum]AB16
MANSRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGEPPAYLGEIKQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMVFRQADAGAGAALRTDGRACRDQPVSDAALGLGPVEQDQRVLD
>MBL3563213.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB16
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWL
>MBL3563214.1 hypothetical protein JMM65_21170 [Rhodovulum sulfidophilum]AB16
MRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHVALINEVDPLHPVILCAEGRLMDGMHRVVKAIAEGRTHV
PAVRFSRTPDPDFVNVPLDELPYPDEVV
>MBL3563215.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB16
LRLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYD
RQEHEVLISSEHGNNFIDGMKTMKGSKRLALANKRPAALVTGGFTFA
>MBL3563216.1 hypothetical protein JMM65_21180 [Rhodovulum sulfidophilum]AB16
MRLTLTRTQKTALGLLQRGIPYEFDLNKLAERAVAEDLRARNVATETPAETPAPKRKGKPDPAPDPDPDPDPAP
>MBL3563217.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB16
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPAGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MBL3563218.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB16
MAAPLAGELTRVVRFERATLVDDGLGMVERWAPHGRSQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>MBL3563219.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB16
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTLSNPPQPWARPAWEAEKDPLLDRLREELKAEIDKSVRRAEARAARAAARG
>MBL3563220.1 DUF3168 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAW
>MBL3563221.1 hypothetical protein JMM65_21205, partial [Rhodovulum sulfidophilum]AB16
MTTTPLPRASRVPIEEGLAIIDPAHGLLSYLAQSVLAPFWGAFPGGLTGPLPPAREAARAAIRLWNEDGSDDTLAQFRAA
LAADDSAQAEAWEAFMRAILWREDNRDLRGWRMWFSGNQHRQGPVGRVPGAVADGLRHAYRDEVVARGRAIEDLLEGLR
>MBL3563222.1 hypothetical protein JMM65_21210 [Rhodovulum sulfidophilum]AB16
MGGKRTDGGKDRAEQLPVPPPAPALIALARLLAMRTQQQRLRDAVEEYDDNDCGDKVSDPTAARRSMRDMPRMAYSVSVP
VSPGDDKGPPVPDNVSMPRTMGQAVGDFGRGICLSASQAGGTLIGGGAGAIGGGVVGGVVDGAIGAGAGTLVAPGLGTVG
GAATGAGYGAATGAVAGGLAGGSMGYNVGTTLGNWLCY
>MBL3563223.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB16
DKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALGQEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLT
GPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLPPDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFR
IKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGDVALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELL
DILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYYTARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQR
LQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLACRAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLG
GRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVETRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVL
DRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGPIL
>MBL3563224.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB16
MTGESFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERF
>MBL3563225.1 hypothetical protein JMM65_21235, partial [Rhodovulum sulfidophilum]AB16
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3563226.1 hypothetical protein JMM65_21240 [Rhodovulum sulfidophilum]AB16
MCDIREFIQTLGGCRVVAERVGAKYTTMHSHLAAGLFPAKYYDALCALALEAGCEPPSRRLFSFVRMPEANRSNEINAFS
DREPTGADDQLKRGST
>MBL3563227.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MTSNSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFGALSSSRP
>MBL3563228.1 hypothetical protein JMM65_21250 [Rhodovulum sulfidophilum]AB16
MKTILTAAALTLLAAPVLAGTDTTEDQATAMSPASAPNCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDRAASGEGEGEG
EGEGGESSDT
>MBL3563229.1 hypothetical protein JMM65_21255 [Rhodovulum sulfidophilum]AB16
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLTLARIAEASL
>MBL3563230.1 hypothetical protein JMM65_21260, partial [Rhodovulum sulfidophilum]AB16
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAA
>MBL3563231.1 XdhC family protein [Rhodovulum sulfidophilum]AB16
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGSALPGDLLTDLVAARAARRAVACLVDTESWARRLAGPEDPVLGQAIGERMRADR
SGFEGQVFVSLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGLDARSA
VVTLTHDPKLDDPAIMAALDSEAFYLGCLGSSRTHAGRVARLEAAGAAPGRIAAIHAPVGLEIGARTPGEIAVAILAEIL
QRLRCG
>MBL3563232.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB16
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRPARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGIALEAVRVVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALKD
>MBL3563233.1 hypothetical protein JMM65_21275 [Rhodovulum sulfidophilum]AB16
MRPLRDLPGDHLARFATSRWLGPLERVCLPHHVIDLSPSDLALICAHAAGERPAGRFSGALREDLAAALAELPQGAHLRL
EGCSLRARGQVPCLLTPDDGLAALSQPNGRVAACQRLLAPYLPDQSLHLFAWADIPPWSEFRVLVAGGRLLGITQYHLDR
GWPEVAAAAARIEAALMRAAKVLIKQVPESDFAADLFLDSHFVPRLIEINPLGRNTGLGLFAARDFDGGFRYVTPIVAPA
RRDEDDYWQL
>MBL3563234.1 LysE family translocator [Rhodovulum sulfidophilum]AB16
MSFAILTALLGFAFVMTVTPGPNNLMLMASGANFGFRRTLPHRMGIVGGMSVMALLVGAGLMALFDAVPVLNLVLKVIFA
GYLLWLAVKIATAAPLEERDADSRPMTFLQAATFQWVNPKAWAMCLSAITLYAPDRSLLSVAIVAAAFTLVCFPAISVWA
WLRTAVRQWLSSATRLRVFNLTMAALLVASLYPLLGLGA
>MBL3563235.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MDAIDHKILPELRRDGRISNVALAERVSLPPSACLRRVQELERTGVILGYRVVTSPERVGRGFAAYVMVGLSSHTKAAQE
GFERAVAVAPEVVECHNIAGAFEYLLRVESADLSEYKRFHTEVLGTQSHVNAITSCIVMETPKDERAT
>MBL3563236.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB16
YFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3563237.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB16
MIDVLSALSQFTTCGNPVILAVRQEQAERRQTERHSHEQGQLLGSLQGVVSVGTDQGHWIVPPVNAVWLPPDAEHWLTSS
GAFRGWSVYVAKEACATLPNSVRVISHSGLLREAVARAATWKDPPSTQAQGHIAGVILDEIASTPEEPFSLPMPLDPRLQ
KIARALVDDPSERRPMKAWAAWAGVAPRTLSRRFVLETGLTFTVWRQRSLLLRSVEMLIEGRPVTMVAFDLGYETVSSFI
DLFREHFGTTPGRYLKRPSAPCP
>MBL3563238.1 hypothetical protein JMM65_21305 [Rhodovulum sulfidophilum]AB16
MTTDKAMTPSEACDLLQRMFAVFMDPNTKQDDLAEFLTPDYVQRVDGKQFDYNEFLMHHQALQGTISSGSVNFEHFVTDG
VSAATVHIAEAVKRNGERIRLRVIAYYQFCGNRISLVDELTQLLDGDQKDRDLGSRTVPA
>MBL3563239.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB16
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWSRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEDALI
NAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MBL3563240.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB16
MGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQPKGLLVTLV
VNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLVQVSVNDLVMVVAFA
PIVALLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRALGTEKAISAFTARIKPVSMVGLVATVAILFGLQGDTILSR
PGVIALIAVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVVGVLVEVPVM
LSLVAFANRTRARFPEGERGA
>MBL3563241.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB16
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRA
>MBL3563242.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB16
MKTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALELPEGMRFSLFPMRSV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPVVVAASG
>MBL3563243.1 chemotaxis protein CheA, partial [Rhodovulum sulfidophilum]AB16
MMKKITEYFRDLAAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMMLRSGALEGRASSPAPGAPAPSVQPPRI
DEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDNHGATREPPPPDGPPEARKTEITASEEAAAPSSDE
>MBL3563244.1 GTP cyclohydrolase II, partial [Rhodovulum sulfidophilum]AB16
SSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAALAQMGAEGAGVLLYLNQEG
RGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKIEMMRARGVAVTERVPLKV
GHTPENARYLAVKAQKSGHLL
>MBL3563245.1 hypothetical protein JMM65_21340 [Rhodovulum sulfidophilum]AB16
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MBL3563246.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB16
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGQGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MBL3563247.1 hypothetical protein JMM65_21350, partial [Rhodovulum sulfidophilum]AB16
LRPRKPRPGPERSGPRSDAGGPRPKEGRKDGWKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGGA
RDWPKDKRPAGNDAAPAERRRADAADTSKRFERPGAPKGKGAKPAGGGKRGAPKSGRSSGNAPPRRPR
>MBL3563248.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB16
MLKADADPRLPWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGK
>MBL3563249.1 HNH endonuclease [Rhodovulum sulfidophilum]AB16
MRRLLSLLLLSLTLLTCAPVAQAPDSISPALPYERAAFGSGWTDPDGDCLNTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTNAGDLDIDHIVPLRYAWGHGAASWSAEKRARFARDPVNLLPVSASANRSKGARGPLGWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3563250.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB16
MLPLSQTETRRRLDAAQRLQRAGRTEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEEAAARFEAARKARPHEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPAR
>MBL3563251.1 porin [Rhodovulum sulfidophilum]AB16
MKKVLFATTALVASAGFAAADITFSGSAEMGIVGGGKDVPGVSSYKGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDKATTTTAEPVPGVPGGIKFDEVYNKNNADNGYALAISYKTEMGGANLGFGLGYQYLEAGIG
GWAPGNIKDYGVSWDQGTEVDIIAATVSADFNNGFTAGFEYSNYDPDVPTGSPYDNDIDHYALGLGYSVNALSLGASYGK
FDTKGADADGWALTAAYDLGGGASVVAGYSDSDINGAGVDNNDYETYSLGVVMNF
>MBL3563252.1 hypothetical protein JMM65_21380, partial [Rhodovulum sulfidophilum]AB16
MARPPLLGAPKRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLK
>MBL3563253.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB16
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MBL3563254.1 hypothetical protein JMM65_21390 [Rhodovulum sulfidophilum]AB16
MLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVSQLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRI
VVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MBL3563255.1 hypothetical protein JMM65_21395, partial [Rhodovulum sulfidophilum]AB16
GATEAARPDPALPVPMAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRLAPRFDAAADMAPPPRPPFRQDVAAGAGL
PEQVDSENYLIGVYR
>MBL3563256.1 AAA family ATPase [Rhodovulum sulfidophilum]AB16
MTKIKFIDARFADPDENEFALKRRFEWHLRKLRALQEGLSPKVPGDFEDELRWNEDLIAVPLSEKDRNKVLRRARRVMGA
RAKASGLSHLSSDDRRALEVFRGGADLVGIASEHRADGIAAAIHAEMPWMAAATDFLWKAMRRSVRAGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLGVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTK
GQAYGLADGLLPLLERSSAVAWKCPYYQVGFDMSWISWVLTSNSLRTLPAPFLSRLDILRLVGPSKGDLISFAEREGARR
GLSDAALGAICEVIDHVAEAHELNLRHVSRMLSRAEAMASSPLSH
>MBL3563257.1 hypothetical protein JMM65_21405 [Rhodovulum sulfidophilum]AB16
MLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEAGRPVCLSARHLDAEARQDLFRLEEILSAPGLLAY
GALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALAANLRLLSEHPGSPEAVEQLRDRLQA
RAGLMLGLLSFDEPVLPAMAVIAA
>MBL3563258.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB16
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRVEIAGR
>MBL3563259.1 hypothetical protein JMM65_21415 [Rhodovulum sulfidophilum]AB16
MGYLSVPEGDDVDIAVAAQAHVAGSFSAGMAGIETPVLSGFGIGPETLHLDSAVALAVEPGGWADRQNFRPPAKVIRKSP
VKTRQQPGSGDHRASETDPERFRGSPRGFQMAARAFEVLQAFRAL
>MBL3563260.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB16
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALETVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MBL3563261.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB16
MMIANILTIAGTDPSGGAGIQADIKTFSALGTYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVKAVGAAKTYL
HDALAASEALDVGHGHGPVHHFHALWSDHPAM
>MBL3563262.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB16
MPAKGQDRDAFLPLPAAAYEAALTSHSIPERPTPAAIAVVIRAKQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRE
LAEETGISADPLRVFTAVDAFDREASGALRRHFILIAILCRWTGGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAA
QAAMLMQEMQS
>MBL3563263.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB16
YRETLRRGFAVVRAGGQVVTSRAAAEQAGALEIEFRDGRLSTAGRPPRRSRKTDEPPEQGTLL
>MBL3563264.1 hypothetical protein JMM65_21440 [Rhodovulum sulfidophilum]AB16
MPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGHRVIWTFLDGDCSEGVWFEADGQICFRYDHDP
EDPQCWSFFESGQGLMARFENDPDQTELI
>MBL3563265.1 hypothetical protein JMM65_21445, partial [Rhodovulum sulfidophilum]AB16
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEAEPEPEPETEARRDETGPEPEPSPAPAPEPEPEPEPAPTPAPEEPAPTPEPEPVPKPDPE
PQPAPAPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVSPSVPDEIPADIPTELRSDPAPVSSDEFRVDLPGAGDGDETG
EEMGQETGQETGADAPRRG
>MBL3563266.1 plasmid recombination protein, partial [Rhodovulum sulfidophilum]AB16
GQVRNENARLREKAGRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLVVHLDETT
IHAHFTLRAYTNAGLSMSEAAKRGTLSRLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRSVRELHYDLPGELE
SLRQRRAEEQKALVQATNERGVQQTKLDAILVEIDELEAELDFAREELQSRQLELARLKTDEKAHQSELDALRASAEKTR
RHLAELDAKAVEEEKKEKRRRTYQLRLEKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREADLAHREQHQTQQA
EVAQALAADLDARAGEISLREGEVAAARTELVSEAQEVRAQKEELDASLAAIDHVVAEIETGGIQMLNDGKLQFRDPAPI
RVAPRPLRVRLLPIIRRLVRKIDETEKRASFVEEMMRRMQRLFGRPDLPEDVEHEAREIEADWQGGHL
>MBL3563267.1 hypothetical protein JMM65_21455 [Rhodovulum sulfidophilum]AB16
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3563268.1 hypothetical protein JMM65_21460 [Rhodovulum sulfidophilum]AB16
MDDIFAIWQSLAEMARDMGEKYPTVAAWKRRGIPARRDADVIAAARRRGVDLTYEQIGLARAAFLAPEREEGTAC
>MBL3563269.1 hypothetical protein JMM65_21465 [Rhodovulum sulfidophilum]AB16
MTDLDQAERLRLARRRAGFREASDATERFGWKYPTYAAHENGSRGFKSRAAEYARAFKVDLSWLLTGQVAPAARETDGRV
TGMTEPEVQALRPGQKHYPIDLDHAARILAPESSRPAFFLLSRDLPEMSLRSGDLLVCDLHPPTDPGPGSIVLVQIVDEA
TGAAETVARRLYPPYLTGDPAHNARPLRFDPVSMSIMGRVVASFRYCG
>MBL3563270.1 hypothetical protein JMM65_21470 [Rhodovulum sulfidophilum]AB16
MREPDSFEHVKTGVGPVTDGWHTIRMVYRARNGFGGMNVGEAVGRYRNDDCSVEVLSLE
>MBL3563271.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB16
MATIAYLLLCRGSPAATVALAERLSAAGDLVALHVDRRARPADIAAIRAAIAGNPSVVLARPVRCDRGEWSRVQAVLNTA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDFQAVGGGGQMALRPICRQDVAAPRRRAGIPAAVTT
GKPPGRAPPGDLRGVTGSRWWCLRRSTVEAVLAFLAGRPDVRRFFRVGGWVEAPLSATLFQTLVRHLVPGDEIRSRAPTF
ELVTGNGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGAS
>MBL3563272.1 hypothetical protein JMM65_21480, partial [Rhodovulum sulfidophilum]AB16
MDRVTLLVDETGDQISALLNPASLSFRRQSGMRPRRRIGTAVAGGTGRDAPLVFAGDAVTELDLELLFDADFAGSATPAP
SGPPRDSLDVRGLTAPIWRLSEAAEAHGEALDDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLALRFRVFQ
EAEEDPRGYLPLPAPVESFLDEVPGALAGPQDPDLPDLLDQSPGVTVIGGERLDEIA
>MBL3563273.1 hypothetical protein JMM65_21485 [Rhodovulum sulfidophilum]AB16
MAFAGVAPTPWRPPDVDLVAASGTALAEGWSRRGFAPTPAPTGAGLSLVADAAGRFPAMDPVREAEPLPFFERRLDGPEA
RRARFAREQGGELWTV
>MBL3563274.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB16
MSYLPYGPEPRRGWALAGLAALAAHGLLGVAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEEGEDGPAPATGPDSRPEPRGEARVDAVAEPRAEMRDGTAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAV
AVAPDRIAPVGTGAGAGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMA
ASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGHLRGVGGRYVLLL
LIDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARD
>MBL3563275.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB16
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALSGASRVYLLIDRSAAARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MBL3563276.1 hypothetical protein JMM65_21500, partial [Rhodovulum sulfidophilum]AB16
ISALLLGIRSDWAIFSAYRNMFSLEAIATFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVS
ARRRHRIAISLAGIVVDVTVGLIAFVLWYLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATR
ASATLADLRLWAMTTGLAGNRPREPRHWGLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDE
IPRVHLDDAARRRRRWMRAGLAGGLVVALGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALEN
PALRDRAEVLDANLAGARAAYESVRGDHPAKAAMAARQVMSLSDQVAVSTREIAGLTLTAPGDGVFVPSRLDRAGAFLPS
GTALGAFLPVAGGAVLSGPFPERYVDKFQQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPAS
LAGRPGALRLTFAAEPLVCHIKFLIQGLAARFREAQMADRSG
>MBL3563277.1 type VI secretion system ImpA family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGTLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVA
>MBL3563278.1 type VI secretion system-associated FHA domain protein TagH, partial [Rhodovulum sulfidophilum]AB16
PAPRRQPSGAPPVAPEPQPFHPPGRDPAVAQAAPSPTGPDRDEAFLRAFCEGAGLDPDLAKGADAEALARDLGRVARVAT
GGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEVLFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQ
PALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALAGKGENGMLDAFLEAFSEAYARAQGEMPD
>MBL3563279.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB16
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKVDADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGK
>MBL3563280.1 hypothetical protein JMM65_21520 [Rhodovulum sulfidophilum]AB16
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MBL3563281.1 hypothetical protein JMM65_21525 [Rhodovulum sulfidophilum]AB16
MAEILTRSFGRFHAEVTPAEARLIVRDECKDVIRLFGRDLIRGSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKPVEEPADKAFREAVAE
LVDCAMKEGKVDA
>MBL3563282.1 FAD/NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB16
LAPTSPRSRPLRLAIAGLGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNFAPGQSPLMLLNIPIRAVDIDPPG
PAPARISSFGTWLMSPSDDERFPARAELGAYLAARIRTLAATLPEGVALSRHETAILRLERSGTGWYLESAAGRFGPYDE
VLLAPGQPRSAPDPQLARWQDHARRTGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGRY
LPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRAFEAALDRGLGAAPEAALEAISAALEPAARRVLEAAGAD
PGGVAAWLAAERAAPASQESRDAAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVAALIGFDEG
LKRYSYGPPAETAEELSILIAAGIVDMRTVNDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRDA
GRVAAVGEGLGIRTRPDAQVVE
>MBL3563283.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB16
ALSGLNLNFNRVHFEWRRASDGYAVTMDARARHYSPEVGVARMLVVDRKAPVYTYASKGGIDEWTVARGALGAEGARWLP
VRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGMLKYSTNVTAEAVGLAATIARGGQPKDL
AQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRPLLKDVPLRDASGRPMRAHPVKVEAKT
GTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRARMLQHELLRRWAETYA
>MBL3563284.1 hypothetical protein JMM65_21540 [Rhodovulum sulfidophilum]AB16
MIPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MBL3563285.1 2-dehydro-3-deoxyphosphooctonate aldolase, partial [Rhodovulum sulfidophilum]AB16
LYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>MBL3563286.1 histidine phosphatase family protein, partial [Rhodovulum sulfidophilum]AB16
YESRPHGGESVGMFFARVVPFLEEMSGPGRALAVSHAGLMRAALHHAGREGAWQMKFPYGSFIELP
>MBL3563287.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB16
MTAATPFEIFLAALPGLEPLLAEEARAAGFASPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACDFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFENFASFDADAWATMRAPA
PAIPAAARFFGSDRDDGAIRMATANAARASVADRTDFRRQAVSDLIRPEGSAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLS
>MBL3563288.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB16
MSTFRQLADSVGPEDAPGLRRALAGLIAAAAFQGFGLAAIAPLFTAAATGPGLGEALFWFGVMVVLMGTASALRWVAQGF
DFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNLVFTAVVTPFCAALGILLFDWRL
GLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGEKAERLSATFRKLEQIQIFGHRK
GAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYTAMLEVMEAALERIAALMAIRPA
PQMDPPAMPQSHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLTRLLLRHFDPQKGRVTIGGVDLR
QIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEASDDEVRAAAAAAQCLDFIERLPQGWHTPLGEIGGRLSGGERQRI
SIARALL
>MBL3563289.1 hypothetical protein JMM65_21570, partial [Rhodovulum sulfidophilum]AB16
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGA
>MBL3563290.1 hypothetical protein JMM65_21575 [Rhodovulum sulfidophilum]AB16
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARSPAARG
>MBL3563291.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB16
MANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDILS
EDPRVLLRLFRAASPELAQDEPEDGPEDGPGKPLPAPAAG
>MBL3563292.1 hypothetical protein JMM65_21585 [Rhodovulum sulfidophilum]AB16
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MBL3563293.1 hypothetical protein JMM65_21590, partial [Rhodovulum sulfidophilum]AB16
LAGALARAAIACLNGLSESVIRGLWLDSQRRDRAADPDDKTWLYRVSMDFSATWRER
>MBL3563294.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB16
MADGQDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSTAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGGCPENVLVLRSFGKFYGLAGLRLGFVLGPEALIRPLAGRAGPWAVSGPALEAGALALA
>MBL3563295.1 cobalamin biosynthesis protein CobD, partial [Rhodovulum sulfidophilum]AB16
VSILPGGWAGAVLIGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASD
GIVAPVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRD
AGAHRSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MBL3563296.1 pyridoxamine 5'-phosphate oxidase, partial [Rhodovulum sulfidophilum]AB16
EIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MBL3563297.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB16
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MBL3563298.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB16
MGKCARAGRVIGWITGAAAAAGLFASVAVFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHL
AGSAGMLFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTE
LRHPAFGPDAAWPCN
>MBL3563299.1 ComEC/Rec2 family competence protein, partial [Rhodovulum sulfidophilum]AB16
RIAMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAA
ILTGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSG
GNVATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGVWRPPR
WAQGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWIL
WVAERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWSGRARALGLVPVLAAFALWSAAQRPALLIAESGGLMGAMGPEG
RALSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWA
>MBL3563300.1 polyketide synthase dehydratase domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MAVARLFSATAARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAG
LHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTAT
PHDFWDERLVPLAGDGAATALRAAKALCGTTETASDADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSR
DVRSPDLPSDCPWPTADALLTMLPEVAPGASAELKSALAAAAGEDRPADPLPQAARTLETLLDSAAPLGRIALAGLPDLG
LVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPLRFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGAL
IAAEEAPDLFALMTRRHRDADALDRLEHALHAAGLDTASAPASGSEALRLIRATRPA
>MBL3563301.1 AarF/ABC1/UbiB kinase family protein, partial [Rhodovulum sulfidophilum]AB16
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMALLVSLLFRELFE
>MBL3563302.1 IS110 family transposase [Rhodovulum sulfidophilum]AB16
MTVNTVGLDLAKDVFQVHGISANGRVIFNKTVKRAKLLQFFEALPPCVVGMEACGSAHHWGRELGKLGHDVRLMPAGYVK
PYVKRGKTDAVDAEAICEAVRRPTMRFVELKTEDQQAILAIHRTRDLVVRQQTQIVNMIRSILREFGHILPTGVGAILTF
AKRHLGGDHPDMPELANGILGTLCHQLVGLNTRVAGYTRMIEQHAMMTADARRLMRIPGIGPITASAIIATIGDAKQFRT
GRDLAAWLGLTPLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKA
ARIVWAMLTKQQDYRQPGT
>MBL3563303.1 IS110 family transposase [Rhodovulum sulfidophilum]AB16
MSAKTRQDFSAVAVIGMDIGKDVFHLVGFSSDGSLVLRQKIKRMAFVATFQTLPPCIVGMEACLSAHFVSRTLRGMGFEP
RIIPAIYVKPFNKGQKNDYNDAEAIAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLRAVRNSLLSLLDERQDEISPRMRHIILDLHDDWMRLDARIEAVSGEIEDIGQSEAHCRALRTIPGVGPIISTALVAA
VGKGEAFERGRDMAAWVGLVPRQYSTGGRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMHRN
KLAVALANKLTRIAWAVLRYGRGFDARRDPVAEAL
>MBL3563304.1 hypothetical protein JMM65_21650, partial [Rhodovulum sulfidophilum]AB16
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELSARIEAARAELAGLEAEHSALTARIETATEAAETAERAADAARAARDAAGTEAADLA
ETVERAKAAAETAQAERRETEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAARERAATASAAADAAEARAAAQAQEIAEAKARHEALLAEGQETETALAALREELEAA
TGARDAAEAARQAAETAVEDGRARAATLVEEARVMAEERERAAEAKVAALKARAAQLAADIEAARRLLPATGADTTEAPE
AAPPER
>MBL3563305.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB16
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGTGAWQGPPRLIEVRPDGLSLNGQAMVPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MBL3563306.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB16
MFTFGEDDRQRIRGESIVPMINVVFLLLIFFLISARLVSPAPFEAEPPCADGAEPAAGEMLHLSAAGDLAFGAARGEAVF
AALAARSEAAGPLVIRADAGIEAAALARLAARLTAEGQGPLRLVTVPR
>MBL3563307.1 hypothetical protein JMM65_21665 [Rhodovulum sulfidophilum]AB16
MSRAGELLAFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEAPAMQATPVDLPAPEVS
PESDPAATPERALAPVPALPKLAAIQPEADIPDPPERPERIRAEPDPALALRPEPRPDRPGRTG
>MBL3563308.1 NAD-dependent protein deacylase, partial [Rhodovulum sulfidophilum]AB16
ILDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALPPGSVRIVTQNVDDLHERAGSRA
VWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIWEALRAADLFVSIGTSGSVYPAA
AFVQDAARAGAETLELNLEPSEIAGDFDRGLHGPASEIVPVWVEEYLGARR
>MBL3563309.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB16
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNGTDMPMKGHM
AH
>MBL3563310.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB16
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGEAGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPRRLALIGEGR
>MBL3563311.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB16
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MBL3563312.1 Trm112 family protein [Rhodovulum sulfidophilum]AB16
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MBL3563313.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB16
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MBL3563314.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
WVVATDTAAAIEALAERPGAAAWLPCDLRDPEAVGAMVTNAETCAGPLSLGLHAAGVLATGSLLEMSPEDWRRVQGINLD
GSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLTMLTRCLGLELARHGVRCNVIAPGSTLTPMQTGM
WQDGDGAHRVIAGDPGSYRAGIPLGKLATPQDIARAAMFLLSDEAGHVTMADLYVDGGATLRG
>MBL3563315.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB16
SLTGMPCLAGRGTDGAPLWPAGLTGSISHSGGQALALVGPSARRAGLGVDIEGPLSPRIAAEIAPVALTPEERACFGTDP
VWVGLIFSAKESLFKALSPRIGRRFDFDAARLLPGGAARPPLLCLTCDLAPGWEAGRRIEPVLIAHQQGVMTAVALQPRK
VAPPST
>MBL3563316.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB16
MKTSKTFFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPDYRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPA
>MBL3563317.1 nicotinic acid mononucleotide adenylyltransferase, partial [Rhodovulum sulfidophilum]AB16
ISLKAEGPAPMARRLAAAEAVMQHPRVAITDLEARIGTRYTAETLERLMRLYPRVRFVWLMGADNLISFHRWERWRWILD
NVPVGVLARPGQGVAARRARVALTHERYRLDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MBL3563318.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB16
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKL
>MBL3563319.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLR
>MBL3563320.1 hypothetical protein JMM65_21735, partial [Rhodovulum sulfidophilum]AB16
PLASAATATDGTPAARLLPAVLEEIAGRGGGAGVAVAHLELLPPGPAEDG
>MBL3563321.1 methylhydantoinase, partial [Rhodovulum sulfidophilum]AB16
ILATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVRRFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDE
VGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGRMALDAGAARRAVARVADPLGLSVEEAALGIHK
VVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIARVVVPPASGAASALGFLAAPLSFEAARTLRVAL
GDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMRLRGQMHEISVPLPEGRLSPEDGPRLRTAFEAA
YAARYTSPFEGAEIEVIALRARVSGPAPALGTGSAGGGATP
>MBL3563322.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB16
AAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRVLATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMG
QPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIAAYLGQHGWVAGRDWGFEVRLPARVSCTLEGPDRGRSIADWEALG
VTRVSGRPFPAHERRGEGFLMLPAGRHGPAFLVTPNFYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGIDRS
GIVAIQRWLEARGRDVGGVDGLPGYKTRREIGRWQEASGRAATCFPGPGMAAAMAR
>MBL3563323.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB16
LRGRTALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRD
PGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPDNTVVTDGLWWPSGYDGPPQVSFAREEAGEIGL
KLGDEITVNILGRDITATVTSFRDVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRI
KDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVA
ILAGGVAGWAVMRFVMEGEYRFEPV
>MBL3563324.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB16
AYALALEEIAAADGACSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDH
YVIDGAKQFITSGKNGAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGA
EGEGYRIALSNLEGGRIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELRE
AGRPCLTEASMAKLFASEMAEEVCSAAIQIHGGYGYLADYPVERIWRDVRVCQIYEGTSEVQRMVIARGL
>MBL3563325.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB16
MHEEEGAMKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSEVAFCDGRPVARIGSRTDHGG
QITTGSELKTC
>MBL3563326.1 FHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRIGPYVIAVAEGSEGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVPAGTGAVSGAVSGALSGGPAPR
>MBL3563327.1 iron-sulfur cluster assembly scaffold protein, partial [Rhodovulum sulfidophilum]AB16
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARKFDAKAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGE
>MBL3563328.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB16
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MBL3563329.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB16
MPRAPLACPALLCALMAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MBL3563330.1 hypothetical protein JMM65_21785, partial [Rhodovulum sulfidophilum]AB16
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVAGARIASPAPAE
>MBL3563331.1 condensation protein, partial [Rhodovulum sulfidophilum]AB16
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGP
>MBL3563332.1 hypothetical protein JMM65_21795, partial [Rhodovulum sulfidophilum]AB16
WLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAARALALSPAAPCSDGLGREVLDIYLRQTGPDPEATIDSPLIELGLLP
GHLIPVAAALNARFGTALRPSRLIPARTARQAAQLIPPRSEPEDLG
>MBL3563333.1 hypothetical protein JMM65_21800, partial [Rhodovulum sulfidophilum]AB16
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLGRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGDIRPDWDLPGLV
PPGTRPGR
>MBL3563334.1 N-acetylmuramoyl-L-alanine amidase, partial [Rhodovulum sulfidophilum]AB16
SEADLMLTFGRELAEALARAGIEPVLTRDADVFVPLETRIDIARAARADVFLSLHADALADGYASGATVYTLSETANDSA
SARLAERHDRDALLAGVDLSDQDDVIAGVLMDLARTDTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPS
VLIETGFLSSADDRERLISPEWRARAAAGIVEALRGWAEADAAAAALLRR
>MBL3563335.1 hypothetical protein JMM65_21810, partial [Rhodovulum sulfidophilum]AB16
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEI
>MBL3563336.1 hypothetical protein JMM65_21815 [Rhodovulum sulfidophilum]AB16
MSIMDSIAPPPDALAEFVVEWRGASPEVRLVAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>MBL3563337.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
SEAAVRDLGYTPNFGGQALASNRTNTIGAIIPTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARG
VDGLALIGSQRTAAADALLETRGIPFVILWSAPSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLTHNDRAQAR
LAGVRETLCAAGLELAPGDLRECPYTLADGEAAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDD
IELATAVHPPLATIRVPHRGMGEAAGACLMDWIDSGRRPASRLLPTEFVARKSLGPVG
>MBL3563338.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB16
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVAHDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIG
>MBL3563339.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB16
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSD
>MBL3563340.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB16
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MBL3563341.1 hypothetical protein JMM65_21840 [Rhodovulum sulfidophilum]AB16
MGIMEMLALILGIQVSGGALFLGVLIWGMRHMTETSRRLDAKAADFDKEHARFLRTMHRLR
>MBL3563342.1 hypothetical protein JMM65_21845 [Rhodovulum sulfidophilum]AB16
MTIHSQALAYLIWRHAEPRAWDCTVSEIAEAIGSHPIAVGRVCGAKGWSNRLRTSEMDRFAHLCHVRWAA
>MBL3563343.1 hypothetical protein JMM65_21850, partial [Rhodovulum sulfidophilum]AB16
MTAPQDATVTLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVAADELR
>MBL3563344.1 hypothetical protein JMM65_21855 [Rhodovulum sulfidophilum]AB16
MAIIIAKATEDLPADMPLKDRKAAVNRARPHWASITSHAEKSWQAARRDYLVRFGYVPMTKAAREAEKAGLPLFDEPERG
AK
>MBL3563345.1 hypothetical protein JMM65_21860 [Rhodovulum sulfidophilum]AB16
MLMQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKQRKGRTIPRNAAYWAGLTTAIENAEAWPTTRHLHDDLKR
LCGYVDRYHNPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MBL3563346.1 hypothetical protein JMM65_21865, partial [Rhodovulum sulfidophilum]AB16
MSLRDLPGDHLARFATSRCLGPLERVCLPHHAIICRRLPKTAGSAPARPIGAPFRLGRYFAPIRVSHPAGGIGFDGPRPG
VLSGARQERDMSNPYEDVRGEDFARIAKGFDFQSPHLGKVDFPDQFVADYVAQIVRGESQDESEIDYSVARLGAQYEVIM
YWGLLGPGYIYSINRILDESLYAEKGSIILPPGLYVFGECYGDRGIVYLTVNLDQGSGDYGKIFFWRKAHDALGTGDNTD
PPAFAADTLGAYFAGLKTEAEAQAELVRLNRP
>MBL3563347.1 N-formylglutamate amidohydrolase, partial [Rhodovulum sulfidophilum]AB16
RHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAALADTGA
>MBL3563348.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB16
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKALH
QTEADPEQKAAFEAAMAARPEPGKT
>MBL3563349.1 hypothetical protein JMM65_21880, partial [Rhodovulum sulfidophilum]AB16
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIE
>MBL3563350.1 hypothetical protein JMM65_21885, partial [Rhodovulum sulfidophilum]AB16
MSGLTAVALLGATLIAFVMMLVGLAMMLFRPGRRKRGLTIFLATPVIWVWVMVAMVSWSSTQAGFDGFMDQNEARSAGID
DPVEWAAIRAERDAEEERIAAEAAAAAAAR
>MBL3563351.1 hypothetical protein JMM65_21890 [Rhodovulum sulfidophilum]AB16
MKLLSTTTAALALLAAPVLAATGTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDRAASGEGEGS
GEGEGGESSDT
>MBL3563352.1 molecular chaperone DnaJ, partial [Rhodovulum sulfidophilum]AB16
YSGLQKTIKVPSSVACDVCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVER
ERSLSVNIPAGVETGTRIRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGG
RSRVKVPGGSQSGKQMRLRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWD
GMKS
>MBL3563353.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
LKALLRLGGETLLERAVGRLGPQVERLALNANGPEAAYCAAGLAREDAVLPDPPPGDLGPLAGVLAGLDWAGRGGADWLV
TAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGLRKLGAFGAARGAALAEFAT
GPGPDPFFNINTAEDLAAAGAALR
>MBL3563354.1 precorrin-8X methylmutase, partial [Rhodovulum sulfidophilum]AB16
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLEGERRAGRRALLGA
>MBL3563355.1 hypothetical protein JMM65_21915, partial [Rhodovulum sulfidophilum]AB16
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKR
>MBL3563356.1 hypothetical protein JMM65_21920, partial [Rhodovulum sulfidophilum]AB16
REPGEEAAGQAYRVGRGEREPGLTAREQARDQDETDRPGAPDQRAPLGHEVHFGLLRLKLYAIGAIFGLPKLRQWRIYLD
MKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIRFGLRNKGKSGGGRAIYFLMVNDDVAIMITA
YMKKEQSDLTTTQRKAILKMLEDLHDD
>MBL3563357.1 hypothetical protein JMM65_21925, partial [Rhodovulum sulfidophilum]AB16
IFRSLNDGASWESLARQEGCPATAVRPHPRRPGLVAAVWAEGGNHTEDGSRLAVSFDCGETWQSDAIRFDSWIYDLAWLG
TAADPVLLIATRAGLYSWQVRSEALQRRLPVAAGVDAVGLYAVLSTGTALGRPVVAVAAREQRGVWISYDPLEPGSFVTT
GLDGSDIRVLDAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDTWQPLRARWRGGSCLGFAFLGTRAWAGSFDR
>MBL3563358.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
DEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAGRLAVPCIYRTGAPDDTLLP
ADARPGAVAPEARIGNGWLLDEPGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDAERALYLIRPDRVVAARWIT
AEPRDITAALRAMWEGRE
>MBL3563359.1 DUF2783 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVR
>MBL3563360.1 glucose-1-phosphate thymidylyltransferase, partial [Rhodovulum sulfidophilum]AB16
DATAPERARAVRPSARGELEITTLLESYLHDGILNVQKMGRGYAWLDTGTHASLLDAGNFVRTLTERQGQQVGSPDEVAF
ELGWIEAGQLQARAEKFGKNGYGDYLAQLSRSVS
>MBL3563361.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB16
MANLIHPVLLCGGSGTRLWPLSRKSYPKQFVKLTGAESFYQASARRLSGTGFAPPTIVTAADFRFIVIEQLAALEIAPAD
ILIEPSAKNTAAAICAAA
>MBL3563362.1 transposase family protein, partial [Rhodovulum sulfidophilum]AB16
MLNIVDDHSRFCPGQIVDVSIPGARVARFLDDLALRFGLPEEIVLDNGPEGTSKAMFEWSERTGVRLRFIEPGKPVQNAF
VESFNGKFRDECLNLHWFRSLRHAREEIGRWRHHYNTARPHSALGYLAPTEFLTKTT
>MBL3563363.1 hypothetical protein JMM65_21965, partial [Rhodovulum sulfidophilum]AB16
GLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAPEARPQRPAPPVPQEASEPDPAP
EALEPPAEADVAETVTAPEAPDIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDSVLAEQPSQATRPDPAAESPVPEADE
AAPEEAATQTVTEAEEQPETGLALAASPRPRTRPSRPAAPPPEDTTAAPEAPEA
>MBL3563364.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB16
MPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVEAGLDRLIADPVEALIPARSYVGILDWAYNVGLGAAARSTLI
RKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARD
>MBL3563365.1 hypothetical protein JMM65_21975, partial [Rhodovulum sulfidophilum]AB16
FASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQARTRKSLPNGPARPEPMEELHHG
>MBL3563366.1 transposase, partial [Rhodovulum sulfidophilum]AB16
ERLIADTAYGTGPMLGWLVDRKIAPHIPVIDKSGRNDGTWTRADFEWDAENDKYICPEGHELKQFRRNYSDPTRGPTGKG
TARYRALKEVCQACPSKAMCCPNADARKITREEHEDARQVAREIAKTEQYVISMKLRKKVEMLFAHLKRILGLNRLRLRG
PCGANDEFLLAATAQNLRKLAKVLPATQKPRNA
>MBL3563367.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB16
EGEVLQLTAAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAAST
GKNIGDDFRERKLTLPIIKTIAKADEAERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLL
PEHEIRDMLSDLADYVVARIS
>MBL3563368.1 ribulose-phosphate 3-epimerase, partial [Rhodovulum sulfidophilum]AB16
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHLEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKR
>MBL3563369.1 lysozyme, partial [Rhodovulum sulfidophilum]AB16
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEVEAGLDRLIADP
IEARIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
EVPFRWEGA
>MBL3563370.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB16
RALATEMLERVGIASARQRLNAWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGV
ILITHNMGVVARTCSHVAVMYAGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGALKGLPGTVPDLMAPPPGCRFA
PRCPRAKAACRAALPATRRIGPGHEVACLDPVAEAADA
>MBL3563371.1 hypothetical protein JMM65_22005, partial [Rhodovulum sulfidophilum]AB16
HNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVKYSTNPALCLRDY
MLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTV
GGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNTVKAQYADPENEHV
>MBL3563372.1 DNA repair protein RecN, partial [Rhodovulum sulfidophilum]AB16
GLGRAAAEARAGYDEAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAEPGPDGRDAVAFTVATNPGAPAGP
LNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARSAQVLVVTHSPQVAARGAHHWRVE
KRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MBL3563373.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB16
WHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRTLMWMMTSSAGGLSFSVGSVLGVLAGA
WLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLAWSAPVTLAAIAAGAVFGLRRLIAGFQ
PD
>MBL3563374.1 hypothetical protein JMM65_22020 [Rhodovulum sulfidophilum]AB16
MTVRAEVAAEFQATALAMQSQQRPVSILDRLRLALAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCATAPT
RHAWQDRADLDG
>MBL3563375.1 hypothetical protein JMM65_22025, partial [Rhodovulum sulfidophilum]AB16
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTTRRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFEK
>MBL3563376.1 hypothetical protein JMM65_22030, partial [Rhodovulum sulfidophilum]AB16
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLR
>MBL3563377.1 DUF2312 domain-containing protein, partial [Rhodovulum sulfidophilum]AB16
SRGFIERFETLAEEKAAIGDQQKAIMAEAKGRGYDIKALRRIIALRKRYAEDIAEEEAVLQLYREALGM
>MBL3563378.1 disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB16
SIPVMQGVSDEVHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGER
PKVKASAATAEQPTETAAESAAETAVDMTAESATQNAEESAPGTASETAAPETPADPPVAEAPPEAPEAQPAETKADTPS
DTPAEPQADTPADTEAETEAPDAASAEVETEVFYTFT
>MBL3563379.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB16
DLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRACDYGAPTIRKRW
FCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRSAADCIDWSLPCPSIFDSSAEIMARHGLRAQRPLAKNTLARIARG
MRRYVLEAERPFIVNLTHGARTEDLARPLRTITGANR
>MBL3563380.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB16
DCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTEARWLGSGDNGHRYRLRLRPRAFLASLRRNQRIFHNKTVVEIL
TELLSAYADAGALTVELANDYPELEYTVQYRESDLAFACRMMERHGISYHFRHADGGHEMVLTDQVEAHDSIGARPFRPA
EGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPV
>MBL3563381.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB16
LVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLSE
EEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLTH
MLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPK
>MBL3563382.1 hypothetical protein JMM65_22060 [Rhodovulum sulfidophilum]AB16
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRKRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3563383.1 baseplate J/gp47 family protein, partial [Rhodovulum sulfidophilum]AB16
RAAGGRDAEPLEAALERIPREVFSDRRAVTARDFEAIATGEGGVARAQARTGVQLWAHAEPGSVELLLVPDPAPGQSDAV
GRRAGIEALQTEELRGRIARLIAARKPLGVTVNVAWARLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPG
RPIRPADVYGTVLAEPGVRSARSVVFEVAR
>MBL3563384.1 hypothetical protein JMM65_22070, partial [Rhodovulum sulfidophilum]AB16
MTRHEIAALLPEILREADRPASPFRALLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPAL
>MBL3563385.1 hypothetical protein JMM65_22075, partial [Rhodovulum sulfidophilum]AB16
DAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPGGPGLMMAAGPRGLYARGEEGGPFAATSQTLFE
NEVRLPAPWLFASEPHLVRVIGSDDTP
>MBL3563386.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB16
EVDRLLAGAVEPHIRLAMLLMLTTAGRKGAVLDLTWDRVDFKNRMIRLATADISPRKKRALVPINDTLMAALQEARQAAV
SDYVVEWGGRRVASIKTGFNAAVARAGIAHCTPHDLRRSAGRFMAEAGVSIEEIAEYLGHTNPNITRSTYARFSPDYLRH
AAGSLEFGKPKLVQRTKVQSSRGR
>MBL3563387.1 hypothetical protein JMM65_22085, partial [Rhodovulum sulfidophilum]AB16
GAAGWYGWTAGLIGPGKTPEGGIGARLPPRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYGRRRGDAAEDNAALA
EAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPDGAVYD
LTDRIGPDGRLRFGLSLPEG
>MBL3563388.1 hypothetical protein JMM65_22090, partial [Rhodovulum sulfidophilum]AB16
MKGGQQGERKRERRERREKGRRKRGREEEGERERRKRKRERGEGGGGEKGEKGRRRERRRKREEGREGGERKKEERERRE
KEGRRREREKKGKEEGGRRGERKRGREKRRKEEEGKGGGRERRRKEGGRREGEEGGREKKERKGGRGRRRERIINTDRA
>MBL3563389.1 triose-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB16
EIFATSNVDGALVGGASLTAADFSAIIAALEAAPAA
>MBL3563390.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB16
ILGEMATARLGRRWIEGGTRRLAEPLLRAAGLGLAALAAAAVILGLAGLALWSVAGFWGFPDALPEGIGLRSWVRHGPAL
IAPARETLVLGALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPLLVPQVAFLPGLQTLALSLGAGTGRGTVVLAHL
VFVLPYVFLALD
>MBL3563391.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB16
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MBL3563392.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB16
LIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLVTLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGF
GGSGAGVVPAALAGALLTGICVYLLARKDGRVGAYRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVE
>MBL3563393.1 hypothetical protein JMM65_22115, partial [Rhodovulum sulfidophilum]AB16
MQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKPRKGRTIPRNAAYWAGLTTAIENR
>MBL3563394.1 hypothetical protein JMM65_22120 [Rhodovulum sulfidophilum]AB16
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MBL3563395.1 hypothetical protein JMM65_22125, partial [Rhodovulum sulfidophilum]AB16
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPTPPALP
VRLLRARPLGHRDRRRAAC
>MBL3563396.1 lysozyme, partial [Rhodovulum sulfidophilum]AB16
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECRAMFADRLAGFEAGLDRLIAAP
LEDLIPDRTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRD
>MBL3563397.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB16
ISAGPARLKRVELRDLRAWMAHERGRGLGPRSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAR
EVIADLGTTPAAPWIAARDAAVATLLYGSGLRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVD
>MBL3563398.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB16
SIRRDLAETRPEAFTPDLAESLHTLANRLSDLGHREAALETAQEAVALYRDLAEARPEAFTPDLAMSLNNLANRLSGLGR
REAAQETAQEAVALYRDLAEARPEAFTPDLAMSLNNLANRLSDLGQREAALEATQEAVEVRD
>MBL3563399.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB16
VIVVLSGVATAAAGPITFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVF
VALARRMRMNAL
>MBL3563400.1 hypothetical protein JMM65_22155, partial [Rhodovulum sulfidophilum]AB16
MSGVAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGP
>MBL3563401.1 hypothetical protein JMM65_22160, partial [Rhodovulum sulfidophilum]AB16
SENRLRADRVETVIVNVIPPWIVLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3563402.1 hypothetical protein JMM65_22165, partial [Rhodovulum sulfidophilum]AB16
LLIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3563403.1 hypothetical protein JMM65_22170, partial [Rhodovulum sulfidophilum]AB16
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRAMFADRLE
>MBL3563404.1 cell division protein FtsH, partial [Rhodovulum sulfidophilum]AB16
SDSDLAQASALQLQFDRAFGLGIHGNAWLGTADMKLLSDDDRARLRVKLEQFERRARALLAPHRDLLERLAAHLLAHRDL
DETALAPWLSELAAGAAPAAPS
>MBL3563405.1 hypothetical protein JMM65_22180, partial [Rhodovulum sulfidophilum]AB16
MLKLRRDDLSATRPPDEDAEQSAPGLGPAETDEAGAAAAAPVRLTDPAPARSRSADLADHELALQRLLDEANTKLAGAEQ
RRRQASIAHLKAAVAATVAERRVD
>MBL3563406.1 hypothetical protein JMM65_22185, partial [Rhodovulum sulfidophilum]AB16
GAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGTANADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATL
GADSRSVTAPLGADSRSVTAPLAVTVTPVTDPPRL
>MBL3563407.1 hypothetical protein JMM65_22190, partial [Rhodovulum sulfidophilum]AB16
SVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLLVTQARLLIGRPLIEAL
EVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARAC
>MBL3563408.1 transposase, partial [Rhodovulum sulfidophilum]AB16
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPAAYGPHKTLYNRWKRWSDKGIFAKMMAGL
VAEHGEKQTVMIEVSRRTPCVRV
>MBL3563409.1 hypothetical protein JMM65_22200, partial [Rhodovulum sulfidophilum]AB16
FVKPTQALVPLYERTGEHVATNPFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARS
GSFWAKWCARNPFYANMFLRVY
>MBL3563410.1 transposase, partial [Rhodovulum sulfidophilum]AB16
MSKPKPARFRTTNWSAYRAIAAPSGSSPMARAALRKRGPLMVWLDKEMAWHAPHEGRPGRPPVFSDAAIQFCLSIKVLFK
LPLRQ
>MBL3563411.1 transposase family protein, partial [Rhodovulum sulfidophilum]AB16
LQRAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEDVLQSHRFH
SGEDLEQTIL
>MCE8438209.1 hypothetical protein LZ187_00005, partial [Rhodovulum sulfidophilum]AB17
FHRKNRRQPALPLAMEHRDMLQSTMAPWAPFARTILRRLRTAEADNRYDLDLGSEGDRIDPAGRPNNQSAVALLDDLELS
QRHDTSDLDAMRAAGIHGWTLDEHGTYTPAQFIEPGKQALDRAAVRSDVP
>MCE8438210.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MTALQFAATFRDALQLRKITVIDGIDPQQLAGTATSIGRLLLPEGWAAHMQAPRAAESGILQLLRPIDSSNRMVPEQAYT
KLEAEILAAQALAHLLMILLPTGDRLPVRLRRVLPAALRFAALDREILLALLAQTHSATGRIDREQIRSLLPSDEILADL
DTLGLFAALWHPQAAAVTQALARFTSPDDTKADDMNLEQSGGDTDAHRAAKDLVADLTAWHRGEARWTEINASLLHGEPG
TGKSVLARAIAVSAGVPLVEGSFGTWQSADHLGEMLREMRRSFAEALRKKPCVFFIDEIDAVGWRDSADRHATTYRTQVI
NQFLQEIDALWRAEGVLLIGASNHREALDPAILGAGRFDLHPALGRPTQAQIRHMLRRSLPEVEETDLAALARAYAGETP
AAIDAILRAAKSQARRTGQALSVRQLMSDRPTAPQAYDRRVALHKCGHALTATLLGACPVRRTQPSRDGGSTSRGSAIRE
GTPLEFEHELTIIIAGRAAERLCLCSISAAAGGSPDSDLAQASTLQLQFDQEFGLGSTATPGLEVRICRSCRPTNAAGCE
QSPTSSSAVSAVSSPRIVIGSSGWPHISSSTASCTMPTFVPSSLGCSRWFPRSHA
>MCE8438211.1 hypothetical protein LZ187_00015 [Rhodovulum sulfidophilum]AB17
MARDQEHIATLHKRMSFLYVSPMTKAGGEINEMHIGLGGTMSTLFLKNLAHKTHRGLEGRVRGGK
>MCE8438212.1 recombinase family protein [Rhodovulum sulfidophilum]AB17
MKIARIFENYADGLSARSIAAALNAEGIPSPGTGSGRWSFSTISGNRKRGTGILNNELYIGRRVWNRQRFIKDPETDKRQ
ARLNPPDVWVIENTPELRLEEDALWHRVRVPCGRR
>MCE8438213.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB17
MKPVGIKDAVLQPERARRPTYLLSGLMKCGHCGASYMLINKARYGCSAARNKGTAICTNRTTIRRDAVEERVLAGLRERL
LHPALLDTFVEEYRTAWNAAQASRARAERELAQVEKKIAGFLSAIEDGMYHPLMKERMSVFEDRKRSLTTQLAEAQEPAV
LRMHPSLGDLYRQN
>MCE8438214.1 HAMP domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB17
MQATSPQNRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAEIE
AEMAQYVDGAGEELVLVEVTAADGTVLAETRDDRSADRGLLEVLSGRAIESGAVVYSDDGLTIAVPVRYGKSGRVVGAFA
ATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEVSDAMAMVADGILDRQVPDTERRDEIGVIARS
LEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVVEN
ATEITTRSEEISGASDNLSQRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAMSE
IKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSEQVESGVA
LVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQVA
RFQLQSGPSGGGSRRAERISVRDASVASDRSPAPRAPQKRAVNDAGWQDF
>MCE8438215.1 hypothetical protein LZ187_00065 [Rhodovulum sulfidophilum]AB17
MSPSMRFPMLALRVVCLVLLGGGYACAVQAGEFDSQMRAFYAASVTSWSDAPQILNAVAAQNARTADMTQDDIDRLDRQW
VAEIGAVSEPLIESVTRNPVSHFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGE
VEFDESSMKYQAQISFTLVDPASGRPIGAMTVAVDAEEFL
>MCE8438216.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB17
MIRRLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MCE8438217.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB17
MSLISMGDLAQGLGLRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAVGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSITELQALLGVRQEKIETIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MCE8438218.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB17
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDNAASISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPEMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQSDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGAPGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MCE8438219.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB17
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGVWDPATGILTVQVGPNSDTMSIDIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MCE8438220.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB17
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGTSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MCE8438221.1 hypothetical protein LZ187_00115 [Rhodovulum sulfidophilum]AB17
MENLADFVLADIGTPIQNFVLLCAGLLKEEGTPGLFVALLFAALFFACTVTVAKMKRRAAMLRKMSHLIKANYPEDASAD
GMVEKLGATFRSELAGADGESLREAWSEFVETTFYDDSNGPVILRNTVRPVAFFNVEDLGFGPAFLRIVPGLFVSTGLAL
TFLGLIAALHQLGADGRITDRTMADLMTIASAKFIMSLTGLVCSITFTIVLRASTGKVDRELHTLVRGLEKRFEFASLEE
LTFRMFRAQREAQEAQRKLGYELVAELGRPLKEEVPQAISNAISEGLQPILDKVGQQGTDSLSTMASDLSQQVTSGVERA
LTTASERIAQAGDRIAQLATRMDESSGRMGSEMDQAVSGMTGAVQELREQMSAAAQSTSGVFTAGAEQLLGVMNQTLEGI
RDNTGAGAQAISDAASDMRAAAQSMREEMEGAAKDGAQAAQKRMQEAGQSAGAAIDGAGKTVLSAFEEASSKIAGISGDM
LSNAEESLLAPVRELAGQLDSLAAALKDGTQASRTMSQNMRDGAQASADAANTFRTASQDLSSAALPVRASIEAIETAMR
SLGDSTRSIAQGAEANAQSAKAALQSAQETLGGQRRAIEAALKGVEELVRRMQGQGDKLDMIDEKLGKAFEQYANQTEAA
MQAIRSHVGEMSEGLNAALSTLQSIVDNLQEFQPQQRRS
>MCE8438222.1 OmpA family protein [Rhodovulum sulfidophilum]AB17
MLRHPRKISQEEEAESVFVSMTDMTVGFLFIMILLLAFFASQYDDTETVPRPVYNSALDERDAALAEVERLKQQLEDLQD
RIAELERLNTRKDARIAELEKKLAELQDRLKAKDPIELYNAQSARTRRTIIEALARAVKKDIDEEQIAGLDVSTQGDALR
FQGTGLFASGQGTLSGASLRIIRQLGQHLSRELPCYSIGPRSDIRLDCNPGLVLIETVQVEGHTDSDGSETTNLQLSSQR
ALSAFAQIAPDTNGTGTPSMLDFRNLLDQPVMAVAGYGEMRPIADNGTVRGKAANRRIDLRFIMYVPPGKDLIPNTVSDI
SRISAALQAREAEQ
>MCE8438223.1 EH signature domain-containing protein [Rhodovulum sulfidophilum]AB17
MNQPPLSELLGRRRPLRLPPPPDFTQLRRSVERVLERHGRAEPPERNPERLLAEMARRIETDDWTRVPMSFATRTARVAF
SADWRDRKAFDPVRTFLLAEIEASTRTGFLNPMVRIYLENFAADAPAIRRLGHALARSSGKIGAQWRQLLENVPRLFDPA
SAPTDLAERMDGMDDIWNGLRKLGIRQPHAPGLMADAHLALIRRLAPRLDRAEDIERLLSWLRPQGHEPLSAGAPEAIGA
LLAHWLRRSPPEDVKRLLVERLTELYGHPKANRNAVWNTVPEECERLFLHWITGAHIRLLFRILAEVEQKHMWRDREDFW
WTLYEQGRLDEVWIAFNPEGYRAALSRLPPETRESSVPFGRQVGEKDKSLLIMRIGHKIVVEGTYNFKVHIFDIKSPSAP
KLYLRKYDVADLRSRRGAESRAHHGDAWQSWVRQRI
>MCE8438224.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB17
MDFDFSPNDDGITLKVRPQRAGLLPWFRTRHAPDINYLPREEREVAFAMADLRMMADQMQEPLEIAVDSITLTHRLAAVL
DAKTGAALGLPPLTDHTLRTDAEGIVGDPGFRLHAEWIYRGRHVRPTRQGAILHTEHGAQRLPLWILDALDIAERHHSGQ
GDAADWEALARFRRALDPGVAESVNARAAKLSMTDFLSGLEVSLVDRFSISPDAQGRDFEVVPFSGETIGDETEIREDMA
ELNSAALTDFQRKLRQRGALNSFRLGPGKFLVVDRSAAPVLDLMARMQRAPAERRAEFIRNPRPAITEMIEKDLDACGAL
KGLSDAAREERIEDAAGPAFIETTEYGAFSARVTGVEVYAPPTMSQPDGSGTTWLPEFFPEVPARQIKALSDDDLRRLGE
DMRKAIESGQETVPLGNLELPATPEAERQITAILDARKETGQSDMPWDESVPEQADSDAQTGPIVLKTAENFNVVSWRPA
QPRRAPAIPERLPQSIRTQLKDHQVESFEWQIAAWKAGLPGVLNADEQGLGKTLQTISFLVWLNGHMAQAPGSRGPILVV
APTSLLQNWEAEVDRHVERPGLGHLIRLYGSGIGARRLPGGSGVETGTGEDRLDFSDLERAAEAGAGHLTWVLTTYTTLT
NYQHSLGRVPFAAAVFDEIQAIKNPVSLRAGAARAIKADFRVALTGTPIENATSDLWAIMDQLAPGCLGSLAEFRTRYGT
PDEGNMAELYNRVFCSQETLPPLAIRRVKETAAQDLPAKSRVLVPREMPPRQARVYDLARRRLAEGTRGSALKLLHHIRS
VSVHPSLVDGMTDEDFISASARLSATMEILHRIRDRKERALVFIEHRRIQYRFVELARAEFGLNRVDMINGETPIRQRQE
IVKHFQRHLEADGGFDLLVLGPKAAGTGLTLTAATHVIHLSRWWNPAVEEQCNDRVHRIGQTRTVSVYIPMAIHPAYRGQ
SFDCLLHSLMQRKRHLASSALWPMGDTQEDAARLQGMVIQDATNAISGDAVTEAVEATFKRDCAACPHPGQFGEYPFG
>MCE8438225.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMTLRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MCE8438226.1 hypothetical protein LZ187_00150 [Rhodovulum sulfidophilum]AB17
MAGTTMNANEALLWAVGSDMPKPPMMLNTLTMYPPMIEAETSPGRRQMLQRQLDQAVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPSMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPATRAEEEQGESTPLISFIEDIQDAMNGLAG
RTRSPDAPRAPQQDDFGSSIGIELKLGLKIGNLELKGKEASPDLALTLSGCEVTYGLAVTGKMDLLDLFLSRFPKGPEIR
RRLADPENAMTAEAKCSITVKGSGDLSYGIGDIADLTIGNSGDWEARMEDIEQTFAATAKITGKITAYASLDADVWFFEA
HASAGAEVSTGWHFGGRVVREAGGSRKTERLYYFEGIILRAHAKVTLSHEGKSEISDDYFGDATQATTASKSSAKATTVL
ASSETEVPLMDPEGEEDGWT
>MCE8438227.1 hypothetical protein LZ187_00155 [Rhodovulum sulfidophilum]AB17
MAEYMQHSYGLSCMARNATVELFVNGAPTALHASLEDMVWSWPVRDFLRDGTNRIDIAYEPINVAERNYTPNPDVAIQME
LSRGRLPAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDD
PSLRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDE
AGGMRPLLSRDEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>MCE8438228.1 hypothetical protein LZ187_00160 [Rhodovulum sulfidophilum]AB17
MVGLPSRPWAQGSEGPQNNYTLSCFARNATVELYVNGAPTALHTSLKDMAWTFFVPDFLRDGANRIDIAYEPLNPEERNY
TPNPDVAIQAELAQGREEPAILFNASYDMEEGRLAPRETEIFSGIPVRRDAGSISRVRAGSEEPFVIRSGKGNATRPEYT
RILGVEFQIDDPSLRDVAWAGTEPLTDTPEMREALWQAMAQLYQAVERKDRAAFVEIARPYLSRLAYILGKPDAEAAAAM
ILESAPWASDKVASLRPLMSRQEARDAALLFGSDRRLVCFADHRLTALDAGGDFLAALPLYFARQPGGPLLVSFSRHMK
>MCE8438229.1 hypothetical protein LZ187_00165 [Rhodovulum sulfidophilum]AB17
MPERGRSDAGRRHFLATAMGMAALSGGAARLLAGPATGAASKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPA
TELLRDGANRLDVVYEPLDVDKRSYTPTPEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTIS
RPRPEAEQPFTIWFGDGKPSREFTRIVPVGFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVERRDRDGFVE
IARPYLARMARIWGKPDAGAAADAILAKAPWASERAAGMVPLLDRQEARSATLAFGSDRRLVEFSDRRVAATDAGGEVLS
ALPLYFARWPGEPFLACYSRDMNIGL
>MCE8438230.1 hypothetical protein LZ187_00170 [Rhodovulum sulfidophilum]AB17
MLACNVDFSVDGSRLPSLVQCLININNSFRPEDVLPRIIKAAADPRDFIHEPERHAAILDYLNRALRFDGFEIQQQGGRM
HLVEAGKGVPVLSELAGLSEVIDFDTVRCRWEAIQAGA
>MCE8438231.1 WGR domain-containing protein [Rhodovulum sulfidophilum]AB17
MEIVQGLFGDWGLVRNWGRVDSAGQLRTDWFMPAANSTPDGTLSILMRTGMRLARRTHEKVAATFGSPRRTLRVRQAWIA
ASL
>MCE8438232.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB17
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCDTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGADQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MCE8438233.1 hypothetical protein LZ187_00190 [Rhodovulum sulfidophilum]AB17
MTRYADKIARIRAGSYRKGDYMIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNM
AALREAGVFDGSAVQPAFRANETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFR
REARAAGVRHFLEVFNPNVPGAVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGA
GATHRDTFELIAQSERHGARLALFGRKINQAEDQCALIAWMRRVADGEASPSEAVRGYHAELARRGLQPDRALDDDLKIT
AESLHFDADCAPV
>MCE8438234.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB17
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHLSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEPYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPGALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHAFDPQSGQTLRKD
>MCE8438235.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB17
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHTLARHARRYGDDVQFFVLSLRFMPPVAIAIPFIVIYLDLGIYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLFGALVFTFVLVWNELLLALTLAAQNATLPVVAASITSLGKEVPWGVI
NAATVVLVLPPLVFIGLLMGLLNTMVRSGPK
>MCE8438236.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVLLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIFTTVAFTIIWKAGKKWAK
>MCE8438237.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFEEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IEPPTTLDEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGVKATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCAMAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDAYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDNLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMRAN
>MCE8438238.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB17
MSAPVLIAIDAGGTAVKVVAFDLSGTEIAAEAADVPTQHHPDGRVERDLDIFWAGTVSALRRLAADCAGREILGVGCTGF
GNGIFLVDAQGEATRPGIVSVDHRAQPLVDTLCASQAAREIAAVTGNRIWGGQTLMQIARLAQTEPEIMACTRWALACKD
VIRFRLTGAALTDPSDASGGGLMDLAGGDYARDVLERLGFGAHLHRLPPIVPSDAVAGRISRAAAEATGLPEGTPVAGSM
MDVAACALGAGAVDAPVLTMIAGTWSINSLECAGPPGDEAPILNLLYRGGKRLVAEGSPSSAANLGWFLDRALGRRVGVD
EANALVAACPASQDRCQFLPYVFGPEPRRGGFVDLGASDDLGTMLRAIYEGVAFQARRHAEDAVALAGQPFPGTLRLAGG
AAKSPVWTQIFADICQRPVEAVRATEVGALGAAICASVAAGAYGDLGEAAARMTGVARRHEPDRELAALYDRRFCTFRRL
DAGLAALMTA
>MCE8438239.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB17
MISPHTLHPRPATQRDESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHVVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPKGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEENRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCTPGELDLPLSQAARLIGRYGALARKVAPLCRGQGATPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRPMDELAAERQAALREPRLMGTRAGPAQ
G
>MCE8438240.1 hypothetical protein LZ187_00225 [Rhodovulum sulfidophilum]AB17
MAKLMKNDQIFPPRRGRRVPRTTDSRHNLGIAPNLLRRNFRAEEPDRIWLADISYEPTDEGWLYLAAIKHIP
>MCE8438241.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB17
MTIKAFAFACAATALTALPAAATDLRLLSSWPDNQAYTENVALPLAEKVSELSDGALTISVVGPDVVPAFEQLEPVQAGV
FDMLFTHPAYHIGTASIGLGVEGTRADPTLRRSSGIIDTLDEYYRTLGLKALAVAPVGSVAFNFILREPITGDPSLGGRK
IRGTQTYNPVIEGTGGSPVIMPMTDIYSSLQTGVIDGAGTTLTGIAEQKWYEVSNYLSRPKFGTVGLFIFMNIDSWDSLS
PEEQDILTRAAMEIELESTDRFDTLAAEEEAFLIEQGMELTEFSAADAEQVEQVFSDGAWATARITGGDLAEKMHQQAEE
AGLLQ
>MCE8438242.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MIRERAHSRQVGGIVDLLVRICFLISCTSLVIILMITIFEITMRYFFDSPTKWVSDSVRYLLAFMIMLGLPDVTRRNEHV
SISLFLDKLRLDHPLRRLLFVISACVCLFVTYLAVDIALTQFSRNLYTQGTWRIPRVWITGSVATGFSVAALAFATLAIW
PNRKE
>MCE8438243.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MEWALILLTFFSALLLLMLTGINVFVAFLTVNLTATALLIGERGFGLFVNSVTDSVSNGGYATIPLFILMGEILFRSGSV
DVLFDSVDRLVGRVRGRLYAVVIVIATIFGALSGTAVAVSAMLGRSAMPTMEARGYSPRLSATVILAGASLAPIIPPSLL
AIIIGSLADVSIAGLLIAGIIPGIIISIMTGAYVTTSVMRNPELAPPQSDDDEKDRGSALGAVLRMMPFMFIIFMVMGMI
MLGIATPGESAATGVVGSVLVAILYKRASAQMLISALASATRLSVMIMVIVASSTLFSQLVAFTGASRALVAWATDLGLS
PMVMFFILMALPLVLCMFIDQIAFLLMAVPLYEPLVSALGYDPIWFWTIFLINLTVGGVTPPFGYTLFALSAAAPNISVG
QVFRASYPVLVIFLLAMLLLTFVPGIVTWLPSVI
>MCE8438244.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTDLTDAYIVAPLRTPIGKFGGALRPLTADALMVHVVHALLARTGIPAGTLDDVIVSQSYASSEAPCIGRYGALAAGLPI
EVPGYTLDRRCGSGLQAVINAAMSVQTGQADAVMVVGVESMSNIEYYSTDMRWGSRAGSVTLHDRLDRGRVRSQPQARFG
VISGMPETADTLAREYDITRDQADAFAVRSHANAHAAWENGLFEAEVIPVDVPGRKGAVTTFERDEGIRPETTMDTLSGL
RVIREGGVCTAGNSSQQNDAAAGCLVVSGAYLEQHGLTPMARLKGWGVAGCDPARMGIGPVPATRKALARCGLTLDQMDL
IELNEAFASQALAALKGLGVADMDRVNVNGSGISLGHPIGATGVRILTTLLHEMDRRDARFGLETMCIGGGMGLAAVFER
P
>MCE8438245.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB17
MSYRVPLDLGALRAESPFLADLGMTFLSLDDSGAVFELEIAERHSNAEGRMHGGVIASLLDAACGLPVRFIAPETDLVRA
VTLTLSVSYIAAPKGPRVRATGRITGGGHRLVFSSGEVRDTDGSLIATATGSFKRLAPTAPGPTSKEPT
>MCE8438246.1 thiolase family protein [Rhodovulum sulfidophilum]AB17
MRDVIISGIGMTAFGKFMDRNLRSLSEEAVSLALADAGIAPAQVDQVIFGNAAAGVVTGQEMIRAQSSLRNTGLDGVPMF
NVENACASSSSAFHLGWLMIASGQAECVLVMGSEKLTHEDKAVSFGAFSRAVDLEEPLPEGYQAGSGSLFMDLYAVKARK
WLEKTGGAPEDFGRVVVKSRHAGSLNPVAQFRKETTLDEVMASRMISDPLTLFMCSSIGDGAAAIVLTSPEFAKKLDTPD
IRVRASAVVSAKAHGERDLVAVSASRKAYEMSGIGPEDLDVIELHDASAPAELIHYENLGLCAPGGAIEMIRNGDTAIGG
RVPVNPSGGLLSRGHPIGATGAGQIIELVQHLRGTAGARQRDGAKVALAENNGGQLAGDSAVAVVTILSL
>MCE8438247.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MSDKVAIVTGGAQGIGLGITRALLDKGHRVAVWDRDAAALAALPEGVFGQEVDVTNGAGVSAAHAAVTARWEAPSILINN
AGIARDKRIVNMKESDWDAVLNVNLKSQFLCCKAVIPAMVDAGFGRIVNIASRAWLGGFGQANYSASKGGVVSLTRTLAI
EYARKGITVNAVAPGIVETPLMASYTDEQRARLEATVPMGRMGQPDDISKAVAFFADAANAYVTGQLLYVCGGRSLSSPS
V
>MCE8438248.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB17
MTVNMSTADHITVLELNDAPALNALTPEGLMDLRRALRAAQDDDAVRVIILTGAGERAFCTGANLKKTFPPKNGFARNHL
LGREAEALDGGYTRLLDLSDLQIWKPMIAAVNGYCLGGGLELALQCDLRIASTSASFGLPEVKVASVPAVGGAQALLRAI
PSAHAMKMALTGDRIDAQTALDIGLVSDLTDPEALLPEARAIAARIAANGPLAVQMVKKLSQETAHLSPPEFMAQSNTAW
GLLRDSADRIEGRTAFGEKRAPNFTGN
>MCE8438249.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB17
MIFELNGDQAMLADSAKRLSEDTLMPILAREAADKPLSKPVMLEIYGHLAEFGITAARLHEDFGGSGLSMLDYGLIMEQL
PPAIALSLLSHDGSTVRFNAGADEAVRDAYLPDFREGRKIVCTANSEPNAGSDSNTISTKLEIEGDRAFITGTKMWITNA
SVCDCMIVSCSAGNDERGRPVPQRVLVDLSQSKVGLAETPLAGLKQGHLCEVTFDRTEVPLSHLIGSPGDAGKYMTIVWN
ANRPLIGLMALNIARRAYDMALAHVTDRKQFGSPLAAKQLVQQDLSDMEAAITSARLTCLMALATLDTGARSNGISAMAK
RLATENANRVVHTAMQLCGGMGVTEELGLAQLWADARVFQVPDGTQGILALIHGRDITGTAAWR
>MCE8438250.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB17
MNILHWSPRSPYVRKVMVAIHEKGLLDSIETVRTLADPMFPPRDFFATNPLAKIPTLERDGASPIWDSRVILEWADLSSE
SGPRLFPVDPEARLQALTDEALGTGMLETGMALLIERHMRAADRQDARVFDVCAAKFGACLDYLEANAARLAARDFDAGH
LSIGVALCYLDFRFGDLQWREGRPGLAAWHDGFAARPSVLATTFRDDPRPTE
>MCE8438251.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MSHLVERLSLRGEGVTGDGLTVALALPGEEIEGTPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAAL
>MCE8438252.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPGATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDISCVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MCE8438253.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB17
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAEAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACATNSAGIETLSCERIGAELKKLLAASDPGPSIAAMAATGVLARTLPGAD
PRVLPVMIHLEAALGLAPDPIRRLAALGGEDVAGRLRLGKAEARRLWRLAEGAAAGDGPAVLAYRVGPEEARDSVLLRAA
SLGADLPEGLGAEIARGAEARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MCE8438254.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB17
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MCE8438255.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB17
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHHYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MCE8438256.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB17
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQIR
>MCE8438257.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB17
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSPDQNIALEPAPGGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LDCLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTF
FAGRDEFPDDVSAVLFEFG
>MCE8438258.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB17
MIDWTRVDELRCEVGEDAFEEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MCE8438259.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB17
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MCE8438260.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB17
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MCE8438261.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB17
MAEGAKAKAAETETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVADPSYRQVARGGTGHVEAVEITYDPAVISYEKL
VSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKTDAGQALGAPVATEIRPASTFWPAEAYHQDYYRSRAL
ILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MCE8438262.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB17
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MCE8438263.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB17
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLREMVQRKVFEEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MCE8438264.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB17
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVTAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGSPFIANDCDLAEAGSSAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MCE8438265.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB17
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MCE8438266.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB17
MNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDGLLEV
RDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHVENRL
FHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGRANLL
SDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIGPTRL
NYGRIVPIVDYTAQLVGKLIADRGKG
>MCE8438267.1 ribonuclease PH [Rhodovulum sulfidophilum]AB17
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MCE8438268.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB17
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEKANAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>MCE8438269.1 radical SAM family heme chaperone HemW [Rhodovulum sulfidophilum]AB17
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQDAYLSEIRRLGAEVGPRVLNTVFFGGGTPSLMPPELV
GAILETARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDSDLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVERKGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDGSKIKELSDLGLIETEADHLRTTAAGRAVLNAVIRALLPD
>MCE8438270.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB17
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGSGGED
>MCE8438271.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSNLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MCE8438272.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB17
SWVDLGSGGGFPGLVIAIIAEEHAPNLRVTLIESDQRKATFLWTVARELGLRRVEVIDARIEAADPQEADLLSARALAPL
DRLLGFAERHLSPGGVALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MCE8438273.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB17
MSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLAGGGMSSLIARHLGAGSRPEAGAVFAGAHGLALAISA
VLIAGALAVGPATVLALAAGNATVAEAAQSYLLILILGAPIQFGLGLHADALRNEGRAGQIAMLSVLVNLLNIGTNYVAI
VLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWLSGWGRILSLGLPLCLNFIGMALVAGMVLLLIGT
AAADHATYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMDRAGRALRLAMGSAFLWCLGVALTGAFAGAPLGG
LFSGDPAITEAVAAILRPMTALYAITGPVLVLALHFQAMGYPIRTAALTLIKPWLLTPALLVVMNALWGIEGLWLAFPVA
DAILLVLAVTLVLRTRPIAPVPAPCL
>MCE8438274.1 hypothetical protein LZ187_00395 [Rhodovulum sulfidophilum]AB17
MTQPSLETVKTQARALRQALQAQGTAISHAQALELIARQHGARDWNTLHARLGQRNAPAELALGSKVTGHYLGQAYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDRRSSRKTSDGSPHLTVNIAPS
>MCE8438275.1 hypothetical protein LZ187_00400 [Rhodovulum sulfidophilum]AB17
MGRAAPKARRPLDHFEPIDRQVIRLSVEAKRLLADKGRDADRGRKA
>MCE8438276.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB17
MILYAVTAILFLLIDAVMLTLVMEPLFTRHIGTAMRDGLMIAPASLFYLAYVAGLVFLVSAPALRDRAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMILLRLRG
>MCE8438277.1 hypothetical protein LZ187_00410 [Rhodovulum sulfidophilum]AB17
MSTTSSPDTFNALVEALDLPPVKAGPLNGTRFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAASLPLLEAVARVLLHSQTTPVTAPHRLLVLSDAVELALPAVQQQLRAALNEITRRTGLVAEPIRF
AELVGEDVPLSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLARSERLFQQINAALPL
GTMICFPTTPTAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTAEGCPVGMSFAAGHYQDESLLMALSEM
LGPQGS
>MCE8438278.1 hypothetical protein LZ187_00420 [Rhodovulum sulfidophilum]AB17
MDVPQIMPPNDWDGPVLLENSGCDRHAARTWTVVLHTGEKSQPARQGSKKSRTIFIEIVLREQISEFSTWGNGVVASSTE
AARFGFIEERRGEERRGEERRGA
>MCE8438279.1 hypothetical protein LZ187_00425 [Rhodovulum sulfidophilum]AB17
MTPEERQHLYLLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDGLFSFSDYPAGSRNMLWMY
FADDRLSRRVQDWPRQASQIVASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMADRGPVAF
DHTTLIVDQDRHLRLVYYAAVERGEAGRKPMDGCSTDHAAE
>MCE8438280.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MTVPARRTLGATPLFALLLGGFITIFDLFVVNVALPSIRADLRASLAGIGWVLAGYELAFGVTLIAGGRLGDRYGRRKVF
MLGMAGFTLASVLCGLAVTTQSLIVARLLQGATAGIMFPQIYAMLRVLLDAEGRRRAFGLLGMALGLAAIAGQVLGGWIV
TADIANLGWRMIFLINLPVGIIGLLCARKLPETGQADAARIDWAGTLLATIALILLLFPLLEGAHSGWPFWTWGSFIASA
AALTLFVAWERRVKLQGGTPAVDPALFTNRSFAAGSIIVLLVYSTSTSFFLGFALLVQEGLGLSAFAAGTLFAPASVAFI
AASMTAPRMVARFGDRAIAGGAGIYLFGTAAVALTALSGAHEAWLIPSLILFGFGQGLSMTPLLNFVLGFTAEREAGMAG
GIISTMQQVGGAIGVAMISILFGQILGEAGYARAFAGGLTYNIAALLFSALGISLLIRREAREAREA
>MCE8438281.1 hypothetical protein LZ187_00440 [Rhodovulum sulfidophilum]AB17
MKFLLKTMISGPVSTVGIILSGRKGLVAILSHDDQLGRRMKAVRFERLSPTAWPKLGIARSTGLPSSALAFALE
>MCE8438282.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB17
MTAAEFANVRERMEPWIRAAGASLDRLFGAVGAAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNG
IGTCVIERRPVTVHRDQHFLARNGALGCIAAPIHDHDGNLVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRS
FAHARILALPGLEHNPAALVAVTADDLAIGASHSARVALGIKGNLAKAPVPASDLLSVPGVESLEEAERAVLARALARTG
GNVSAAARILGISRATFHRKLGHRKSGAKRPEAATQDPAAPCRIPATDAPSFPRGGG
>MCE8438283.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MNQLERSFDQTRPPFAARYDNYIGGKWVPPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MCE8438284.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB17
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MCE8438285.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIIAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQAQIPETAPPAAGTNAVGLDTAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLIDMGYADYGPLGRWLEFGINTHMGQTFGMLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFVGLFVLLGIGGILFPLTGMSLVAMLVLDLTWQRFRAAHAT
>MCE8438286.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTLFAADTIGLHYPGRAGPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRISIRPRRIAMAFAEPRLLP
RLSAMENLSFIAPKAHAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPR
>MCE8438287.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB17
MTRKLAFLTGGAAIVLFWSLAAQANLPAILPGPLAVARALGLMLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
GWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFHVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MCE8438288.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRLLPLFLAMLPLPALAEEILLSGPPIWESAPLIALAEDQPIEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEIAELADLQGASLALPFKGYLPDLMMRRIAEPGAGTWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRSATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MCE8438289.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRDMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFGEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLHITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>MCE8438290.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB17
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDITYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSPDLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGVSGSDAGASPIGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTLLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEVGVKHAFTNGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASAFRTTSMDLGTGSLTPVDWSGNALPMAPETTWGLALSHQGEVWRARGSLHGSGSYWFDPGNTVKQNGF
MTVDAEISRSLGKGELTLWVTNLLDEEYFSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MCE8438291.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAESLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDDGPATGDPALLIARVTAFLSDNLANPITISGIAQEMRMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MCE8438292.1 hypothetical protein LZ187_00525 [Rhodovulum sulfidophilum]AB17
MAELDRFWEKEQTKADVEVFILDEVFASLPSPPFTPDEKKALAASVYAHVWQQAVNGGFAQAA
>MCE8438293.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB17
MTDPLYRSDPYLREAAALVTAHADGGVVLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTDTVKGEAGAELLLAPQGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTVLLGA
>MCE8438294.1 DUF3772 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKTRFLAVLLLAMAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDA
QNINSSRIKTLRDQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLL
KLGPSPVNPVNWPAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGR
GRGRTLFSGIASLGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPE
RRSEGRFNSWILGLILALATLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVA
AFFGRAAIGAGLIGPLLGAVGYAEAGDFFVYPSIMTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMIL
ALLALPVLALIWGARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTA
LISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDI
SVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQG
FGPDALEFELRVILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQQAPGPFLPRQSAEP
QPEPLDDLGGDADGDGGDGPR
>MCE8438295.1 cysteine synthase A [Rhodovulum sulfidophilum]AB17
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALARTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRKDGNGCRPALPEVFAG
>MCE8438296.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB17
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDEVTVETAAGPVAAGIYARARSGIGAGEAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVEIGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEQTVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MCE8438297.1 cyclopropane-fatty-acyl-phospholipid synthase family protein [Rhodovulum sulfidophilum]AB17
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDGDVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MCE8438298.1 DNA photolyase family protein [Rhodovulum sulfidophilum]AB17
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGGAP
GVLRAVAAETGAAAIVWGRAYDPAGRDSDKAVEDGLDGTGIELRAVAGALLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGAAVLARHASVGEEAAQGRLGAFAAQKVADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGQGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>MCE8438299.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB17
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MCE8438300.1 BCCT family transporter [Rhodovulum sulfidophilum]AB17
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITLIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MCE8438301.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MCE8438302.1 hypothetical protein LZ187_00580, partial [Rhodovulum sulfidophilum]AB17
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRTAYAGPPETWPRPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANTDLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLD
>MCE8438303.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB17
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQYNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCDTPKAARSAEDYNACIKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGNFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDNYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSRLKNSLTNEGTNEYQSISLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPEYGWQ
PHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MCE8438304.1 FeoC-like transcriptional regulator [Rhodovulum sulfidophilum]AB17
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MCE8438305.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB17
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MCE8438306.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB17
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAVDQ
>MCE8438307.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB17
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MCE8438308.1 hypothetical protein LZ187_00610 [Rhodovulum sulfidophilum]AB17
MRIYLIAPAPDDKTDTAAETSMAGVETPFTLSAAAGIVSVAAWLPRGTHIRICDEAVQEVDLGAEVDSVGLSINVSQIAR
GLDLARAFRRRGVPVVLGGAHVSLAPDIFRGRADCLVIGAFDTAAPNVAADLLAGALKPEYRCGKADMVAMPLPRRDLSP
NDRAIAGVVQTSRGCRFDGTFCDVIQYVGRKQRHKPPEKVLTELCQLYRLGYREVSLSDDNFTVFRKRPRALLVALIGWN
SSAGRDPVRFSTRISIDADLLARCNRAGLRQVFVGLETSDPAALVEANKRQNLHVGLIGECRKLVAAGLTIRGGRIVGFN
VSAPVAPYATPLCAEMKRAGRIVDADTHRVSAAGARLTNMLPAQMTREELAEGRAWLKAALLAPDAALVRFEAYAKTSGP
PSQDMGSTAWVKSGARRHPLHELLPLMMKDKGTRRVILAVREMIAERPETGYDLTSTLTLHLSECARAANRAEAPLEAAQ
>MCE8438309.1 AMP-binding protein [Rhodovulum sulfidophilum]AB17
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRAWLGPPPRTLVLALPAGADFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPAGLPAPAPGRPPE
GAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRAPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGDGYGGVAPCGLTPDLAAGLAIVDPETGARRPDGAEGEIWLCGASVGAGYLGPPEHGAGSFGA
SLDGHAGWLRSGDLGRIEDMALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGHAVLIAETR
TARLPPDAEALARAIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>MCE8438310.1 hypothetical protein LZ187_00620 [Rhodovulum sulfidophilum]AB17
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALASLETSRSPDLMRDYCETAFLDFIRAFCGCPGGADDRVPDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLAPGLVSFPAFLGHRADRLTHPEAAPYIALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDTGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFQVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTRLASAPAPDLIADY
AAPLFRGIAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPTTEGLPGTPLLTRLMEENLP
ETDPEDLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELEGLISLCASPKYIYRMARGPARIGEIE
IRPDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYLDMTQTVALATLPCR
LGPSGKDRP
>MCE8438311.1 acyl carrier protein [Rhodovulum sulfidophilum]AB17
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MCE8438312.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB17
MTSWYLGLSTSGHDPALALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALATVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARERPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARPHGAPVTDAADLAAAGQAAYAVWADQVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLDETDLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPGP
P
>MCE8438313.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB17
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGEIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDALFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>MCE8438314.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB17
MEETLERTELERLFAEAGIDYDFYSKKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPLCPRTGPEPQGRPACRTTSTVSATASGSSGAMCST
IRSTAM
>MCE8438315.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB17
MTPPTETPASGPARSAVPFEAGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRGRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRAEAALTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETCASSTA
>MCE8438316.1 HAD-IIIA family hydrolase [Rhodovulum sulfidophilum]AB17
MPTLTAPLPRQAAILCGGLGSRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGGAGRGAKTGPVLINGGVYCFSRGIVDHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQ
SLVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMY
RDLAAAGAHIDDERHCPTHPDGTVPALAVSSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTG
GNLDLLVEQVLQSRGGAP
>MCE8438317.1 hypothetical protein LZ187_00655 [Rhodovulum sulfidophilum]AB17
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSERAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MCE8438318.1 hypothetical protein LZ187_00660, partial [Rhodovulum sulfidophilum]AB17
ILASARPDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGIVAALEGFPALRAHPLF
AVCQEAGPCPIPP
>MCE8438319.1 hypothetical protein LZ187_00665, partial [Rhodovulum sulfidophilum]AB17
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAARVLVSD
>MCE8438320.1 hypothetical protein LZ187_00670 [Rhodovulum sulfidophilum]AB17
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>MCE8438321.1 hypothetical protein LZ187_00675 [Rhodovulum sulfidophilum]AB17
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGAISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEDPTAAFRQSVTLWPRLRRPVAPGD
PVAMRAPWGSWALAGPETVLSVSQARVRTRTLQIREAL
>MCE8438322.1 hypothetical protein LZ187_00680 [Rhodovulum sulfidophilum]AB17
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELV
YQLGRLVTATGGFGGALTALKAVAAEVWERIAEGPHLVTLAVRQMSWAIRADFLEAMADIQQRWSGFIGRLATVGKLIPG
FGASFRTLAASVAGSAESMRALREESRRAAQYATDYGTQVEGMFTNMTRPLETLKALREALAETPPGGPGRPRLPEDEDD
QTGLGGIGTATERLSETARKTGDSFKTFFKDVAKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGG
GRASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPHGAQVIPNHRLGSLGGGSIRMGDIHVSVQGSNA
SPEQIAAAVRAESRRQASEMYDRRARMARAGGAA
>MCE8438323.1 hypothetical protein LZ187_00685 [Rhodovulum sulfidophilum]AB17
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAPQP
ATEMQAMFDTVATAWARSPAARG
>MCE8438324.1 GTA-gp10 family protein [Rhodovulum sulfidophilum]AB17
MMANRFKGEVAIGCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAQDEPEDGPGKPLPAPAAG
>MCE8438325.1 hypothetical protein LZ187_00695 [Rhodovulum sulfidophilum]AB17
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQAKILEAE
>MCE8438326.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTMERLLRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALAR
ATIACLNGLSESVIRGLWLDSQRRDRAADPDDKTWLYRVSMDFSATWRER
>MCE8438327.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB17
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPLLDRLRDEMKVEIDKSVRRAEARAARAAARG
>MCE8438328.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB17
MAAPRAGELTRVIRFERARLVDDGLGMVERWAPHGRSQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>MCE8438329.1 head-tail connector protein [Rhodovulum sulfidophilum]AB17
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGTSA
EVPLGVRDLLAPYRDLG
>MCE8438330.1 hypothetical protein LZ187_00720 [Rhodovulum sulfidophilum]AB17
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAETPAPKRKGKPNPAPDPDPAP
>MCE8438331.1 phage major capsid protein [Rhodovulum sulfidophilum]AB17
MKIMMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLSEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAAAPVSSYGWSQ
ADAPVRKIIHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRL
RLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDR
QEHEVLISSEHGNNFIDGMKTMKGSKRLALANKRPAALVTGGFTFP
>MCE8438332.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB17
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEPSISVLDPIGADPWGDGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDELAAMLDRETWIGGQAALDQGFADSFLPADQLETATGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MCE8438333.1 phage portal protein [Rhodovulum sulfidophilum]AB17
MIGRAFQGAMRGAWQGLRQALREGESGWEVVSAAGAHPFAGLGRKSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVVPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>MCE8438334.1 terminase large subunit [Rhodovulum sulfidophilum]AB17
MTPASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGAR
KVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQTMIAADDWLSDRFKVNEHKKEITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPKSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLEALIASSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>MCE8438335.1 hypothetical protein LZ187_00745 [Rhodovulum sulfidophilum]AB17
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREVPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MCE8438336.1 HNH endonuclease [Rhodovulum sulfidophilum]AB17
MPPRLTAMPPRLATLAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDSAKQRAERAAGD
>MCE8438337.1 hypothetical protein LZ187_00755 [Rhodovulum sulfidophilum]AB17
MTAAARIRVPPAPLTRRAMPVREALEWAFGTECARLDHDEIKAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATRVADLARAGRTPDWMPDARPHCVPVKWRPSPAGPRAAQDFGDTWRYRAGRGRNGNKLVELRA
PCCPVTYYPTAGQIASARRAWLDWYGYLLEVRCALEAAGLRSLRLTDDMPPMTPWKNSS
>MCE8438338.1 hypothetical protein LZ187_00760 [Rhodovulum sulfidophilum]AB17
MSIRAIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPGCEAKRKATGMTKTT
TAPASNPDGALRQPTRAQKREIMDLLEGVYDTTAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAGALGR
MEALERDMRAVAEEAARQRAAAEKKLAELSVLKVELDRIRVAVGPRALRKAGVAA
>MCE8438339.1 hypothetical protein LZ187_00765 [Rhodovulum sulfidophilum]AB17
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>MCE8438340.1 hypothetical protein LZ187_00770 [Rhodovulum sulfidophilum]AB17
MTLAASRLRPVDAAELPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHP
ELAQNDAAILWMDDWLVEQGCGYRGSTWVERALAAWSSHMFDVNRAARARD
>MCE8438341.1 hypothetical protein LZ187_00775 [Rhodovulum sulfidophilum]AB17
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MCE8438342.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQKAVMAEAKGRGYDTKALRRIIALRKRHAEDIAEEEAV
LQLYREALGM
>MCE8438343.1 hypothetical protein LZ187_00785 [Rhodovulum sulfidophilum]AB17
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MCE8438344.1 hypothetical protein LZ187_00790 [Rhodovulum sulfidophilum]AB17
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCE8438345.1 hypothetical protein LZ187_00795 [Rhodovulum sulfidophilum]AB17
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8438346.1 hypothetical protein LZ187_00800 [Rhodovulum sulfidophilum]AB17
MEQLIAEIEAYAAAWSKSPQKVLRDAIGASWGQWEAWKSGQASPTMRVADKLRDHMRTNPAPAIPEDAARC
>MCE8438347.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTEDPFIAGLRKVFEADPQLRPATISAKAGLDKSTIRRMFEGAIQSPRRTTTAKIANALGMSVEEIENGAPRTADAPTIA
IAGKVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECE
DGFGWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>MCE8438348.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]AB17
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>MCE8438349.1 BrnT family toxin [Rhodovulum sulfidophilum]AB17
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMLGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>MCE8438350.1 hypothetical protein LZ187_00820 [Rhodovulum sulfidophilum]AB17
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MCE8438351.1 hypothetical protein LZ187_00825, partial [Rhodovulum sulfidophilum]AB17
MAATLTIAPQIADRLAAEAAAARAQAHTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALA
>MCE8438352.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB17
MYSINGFFKRPQNLAYDAITARAEYDRILTLASILKRYNSDFADFAFNNEDAQHRYAEIGDEILKTDEPPSDLLAELEIL
GSQKTIPVEGNEDQHFKTIWETSQSINSKYGSHLLFIELKGHQTYAAKIQATIDFQSARFGGVEINLPMKGDTDFWYQHW
TTMRDIMFAAMEIWEFDWIVAQPTMYVGLQKNLFVDRRSFGWMGWTPQDLPRGVNSALARMEPHKSGTFMLLQERMMNMK
APDIEACNKAEAYLLDHGALALL
>MCE8438353.1 restriction endonuclease fold toxin 5 domain-containing protein [Rhodovulum sulfidophilum]AB17
MVAPAVVWGGIWLAGAVGTRLAARQVIRMVVRRAAQMAASKAAQAIYSAAVAAGTLAPEDYRDIDDQFADDQAKADALAK
EMEAACAADPAKCEACEANRGHPVARNWNMSARARQYQQFITGFPQRVEYSYNGVDFDGFWQPICTLVEAKDNYAFFLDV
KTSEGGFFSSPSITGVDWKEKIGDNREQAFLAQATAQKNAATPTPPVMLQWHCSQIALTIILTRTFSKLSTPVIYTPHPT
ETDPHGHLIGN
>MCE8438354.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB17
MQLQPEITDLSPGDATPILELLFNDGRNVYVMLDSALQTNISERLEDHEQEASCLIPSSEGDTATALPWIIRIKRQDPLV
AELFSDKMPSGLWSIDPGIFFLTNRNLADLTRHLRKFHRPRVVDTQSSLFLRYWEPGLLGQMLKAGIPHTQGIIAPDLSV
VCRVGSDVYRFDTIEEARDRPGHLTQDHVRQIGRMLTIRRRANLSDKIIETFPDQVSHLKRSAVEREVQDAWMAANDFGL
HNGKIRAKFIITAVALAPGFHREAIIEQLFMNSSDPDQTFRDYEAVMKRQFPTIARKEAG
>MCE8438355.1 hypothetical protein LZ187_00845 [Rhodovulum sulfidophilum]AB17
MYDGGMPPPGNGRWPRKHYDKAPAKGEITTYWAETPKKIGFDECSFNLKLPT
>MCE8438356.1 IS3 family transposase [Rhodovulum sulfidophilum]AB17
MKKSRFTEAQIMGVLRQAEGGMPVAELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLSMQADLL
REALGKKLTRPAQRRELAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIADLLVGLTNAHKTWGFGLCFLHLR
NVKGHVWNHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPEVPNLVWSMDFMVDRLADGRQFRLLNVLDDFNREGLGI
EVDFSLPAERVVRSLNQIIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNAYVERYNRTVRHEWLDL
HIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MCE8438357.1 very short patch repair endonuclease [Rhodovulum sulfidophilum]AB17
MADIVPPEVRSRMMASIGRRDTKPEVMVRKALHAAGFRFRLDVRDMPGSPDIVLPKWRTAIFVHGCFWHRHPGCARATTP
ATRPEFWQRKFDANTARDARVEAALVERGWKVGIIWECALENGTSEQSLLALIEFIRREYDAACRVEIPKAPVLLPMTR
>MCE8438358.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB17
MSRQFGIIDLFAGPGGLGEGFSAAGRETGTSMKIRLSIEKEATEVRTLRLRSFLRSFEDGFPPPYYTALNNGSGLPDWST
LYPVAWARAENEVRQLELGRPGVFEEIAAVLDRTREGHHGDTILIGGPPCQAYSLAGRSRNAGKAGYVPEEDKRHFLYRE
YVAILNRLRPAAFVMENVKGMISSKVGGGDIFQRVLEDLRNAGDGYTLVPLAASRESADIRARDFIVRADEHGVPQARHR
VFVVGIRNDLAPPSGAAPLLKIAGEAERADVWSVIAAMPRLRSGLSRRGDDHESWQVIIHEHADRVIASTEVAADIRAAM
GRLKGEGLATATQRSATRYVGPGAIQQAALDRWLLDPFLERILDHETRAHIPGDLGRYLYAALFAQERGKSPRLADFPSF
LMPEHRNRDSGKFADRFRVQVGGRPSSTVTSHISKDGHYFIHPDPSQARSLTVREAARLQTFPDNYFFCGNRTQQYHQVG
NAVPPFLALKIARVIREIIGGSS
>MCE8438359.1 hypothetical protein LZ187_00865 [Rhodovulum sulfidophilum]AB17
MTGTKLLPRLSPIGVDKCLADIAAPGDGRLRPGSGLDHRLKAYDAHLWYAASGGSVDSVLVAGIMDRIAEIARDCGFPDP
ATDRRKSDFDKQVAAYFGQHPELSGGEPLRDDVWAFMSCVLLQEFVIWRYSAGQKARFAGGVRNTFQRLWMRGRTLDLGE
GSPDRWRLLNALSEDAMVQIFERASIAGDARLSRAIAECWISTSERIGRGKMEDVMRRATKLVRLRNQVLDLAFLPEDRL
AKEISAVFDKVAEEAGNARGDQEDPPMISRITRAIFKARKGGTAFPT
>MCE8438360.1 hypothetical protein LZ187_00870 [Rhodovulum sulfidophilum]AB17
MTASFALPFLTLPDEVVGFRDWLIGDPEEPLFHISRQLDAWDYARDLQLDTRLDLDLTAAAASLQIPANQLKLAVVVAIG
SGTGRFARRMERVCTKVICAPLDAPLGIRFPVDSRNLSGRLLVRLEILLAEDVAPGADLSPRLAGSRLWSDTSNVHLEDG
GDTRFPLEVLSFHRAFPGQRQETAPWYLHWRPGSMQADFTGSVRLYVNADHEALTQRVSEGDPVTLQAILGDVMVQMCRG
VLEDDEAREAISDCEEGSVGSQVAGWLEMSFPGMKPDEIRGLMTATPGAFHAALHASADMGASE
>MCE8438361.1 hypothetical protein LZ187_00875 [Rhodovulum sulfidophilum]AB17
MRPLTLYSEPFARTGNIAGEGFRRLLGRPALGLLQTVIREALQNSVDAASPGNGVEVKLRYRVLGGEQLEQFRTLAFSDL
PPGVAEQEDVEAETPRSLRSVLGEDKLGIFEIADFNTSGLGGPTRADAVSEGEELDFVNFLRNVGAARDTNLGGGTYGYG
KTSLYALSRCSTIMADSQTTFAGQPVRRIMGCHLGNAFEDDSEGLPKRYTGRHWWGRDDGEGGVDPLEGQEAVHLACALG
FPERDEARTGTTIAIIAPHVDDNADLPSDLVEALLWNFWPRMCATTPHGKRLRITLEIHGEEIPLPAPEQFPPLDLFARA
LELARAGKGKEIRSQKPKALLGNLAIVHGLCSPRSEIARKDESLIPRQSSHIALMRPVELVVRYQPGEAYPDDRLEWAGV
FICSDETEIERAFADAEPPAHDDWSPDMLPKGRQKTFVNVALREIRQEAQTFVLPKQANSRTEEKGPSVAETATKLGKLL
GQTSSRGPGRVARPGGGARRKKISISPPRFIRLETVDGQRTAIFEADLKNDGSKPGMLLHATPQLVIDGSLEDAADLPPG
YTVTLLDMSLNGDTAPPGGIRIGHKGGNVVCRVTMPEDAAVGIKFTFDEGETA
>MCE8438362.1 PD-(D/E)XK motif protein [Rhodovulum sulfidophilum]AB17
MPEAIRLSREWDLIRKSGKGDGVLEVPSRATQISTGFGLVRVATGPAGEPRLLIPVARPARNRMPTGNRNLSVGHASYRS
SGKGLHFIDLMLTEPRLAGVFADLSEKILERIETGEGPENAVRGTIEDFRKLLAASAATEVPLNELAGLVGELMMLERLC
TGNPDAVRAWTGPLGQRHDFRSGDVALETKTSTRADATRVQIHGADQLLAPAGADLYLAHLRIEQTDGGTLSVAGLRRRI
IELGADEVLLDTRLAAIGCRDPQGDAWNDTAFASEGIDIYCVRDGFPRIVSSSFSGGSLPDGIVGLEYALDLSHARDHLL
DEVAMGELIRSFAA
>MCE8438363.1 Z1 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTSPQVESFATQLRQRHVNYGSLEETADAIRSELSIWRPFDDVMNSDLAAAIEIVRGELQDVEILRPFSIVDKRPEWYKG
PTAGDRHWPALHEYLKTKGWEPDTVRSLDDASSEVVSLLGNPNEETFACRGLVVGYVQSGKTANMTAVMAKAVDAGYNLA
IVLGGVTNKLRQQTQDRFERDVLRYRSRWQLYTTSDRDFVQPANGGFTMPAEGHAQLVVMKKEGSRLKQLRRTIDRTPAA
IMRKLKVLLIDDECDQASVNSSRGEFDMTRINEEIRRVLKALPAVSYVGYTATPFANVFINPYPHGVGEDLDDLYPRDFI
TALERPSGYFGAHEVFGSDSDDDDSRERDMIRILSEDEPDQLRPRSPKEKETFRPVMTPSLAEAVLWFLASCAIRRSRGQ
GDKHMSMLVHSSQYIAQHDYMSELIREWVNSRRDDFLSERGEAAEQLRTVFESERARAATADGKGIAENYDAVRKYLPEV
LDQLTYPVENGVTDQELRLDFSGKPVTCIVVGGTVLARGLTLEGLSVSFFLRTSKQYDTLLQMGRWFGYRHGYEDLPRLW
TTEDLASKFRSLAVIEDEIRDDIAVYRKNELTPSEFAVKVRAIPGMAITSATKMKHAFPTSMSFAGKHVQTIRFNHQDSE
IVGGNWDAASRLVDAAIRTAERSERKRGTLFENVPLTDIRRFIRETDISEEHMDLKKEYLLQYLNDATSGLEIWNVAIIS
TRSETRSRRPLGRLGNVPTMRRSKLRDASVQYADIKALMSRADILIDAEEDPGDREDWNTYKACRPEKPLLLLYLIDAES
PPHPGRKASSRVPLDAVSDLVGFGIVFPGRKDRSGSYFSVEIDGRSVEDTEEGSDELAELEQDGADA
>MCE8438364.1 hypothetical protein LZ187_00890 [Rhodovulum sulfidophilum]AB17
MAKKTAYPFKKLVNLTEQQAERIADYRFVNRISSENEAIRQLIEYGLRVVEAEGTDQS
>MCE8438365.1 hypothetical protein LZ187_00895 [Rhodovulum sulfidophilum]AB17
MATCAFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VARPSDLPLKRAAILTRAMIESESAEAFTALYRLPGSHVHLFACTEGGVIGARARRALAAHQAHLDAMAGLGEFNDLGEG
WDEEAPEASSMPTPLTCAH
>MCE8438366.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB17
MNTHLPPFPDSTHDHPVPVGLPIHEHWRDVAEAKGFEITARVDDRYHLMLMCNSCGGAHRSKLHVLMTSQPLCPHCMDAR
WRKDAEAAGLIWLGRDPDDRHYGFYQAPCGHKLRRQFELVKRIAAGECEHRCEACQHEKEEAEARARGWSLIGPAPTKGP
GYRRYRHACGHEQTIARANMQSGRFNCANCGEGWSTAPSFIYCMRFTLPGLAPLVKLGFSRNPDSRLHWQLKRSPDIEGT
ILRSVPIRNGHTAQSLEKKMHAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLEPTILELLDELDTGSSDPD
>MCE8438367.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MPKTTAAPWGPYARTILRRLREAENDSTFDPDIDMDGDTIAPRSKRAPSAVELLDALEHSQHQDSRDIEDLRAAGIDGYA
MDDRGSDRPKVVIAPDQILMALRLAATFGSQERFGSALDQRACTVITGFEPIQLSGAGTAIGRLFLPDGWTSQARPPRHR
DSAVLQLLRPMETGNNKITEHVIAKIEHEILAALALPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTH
SATGKVDRMLITPLLPENDALATMDMPSLMSALREPNPPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSD
LAAWKRGAARWSDLPHSVLLTGAPGTGKSVLARAIAVTAGVPIIEATLGNWQSAGHLGDMLREMRRSFAQAIRLKPSVLF
IDEIDAAGSRAGKDQHNANYRANVIDALLTEIDRLTRAEGVILIAATNHTDALDPAILRPGRFDLHLSLPLPTQAQIRHM
LQRALPGERTEDLSALALAFSGQTPAAIDARLRAARAAARRAGGQLTARALRTTLPAAEPGRAGPDRRIAVHECGHAIVA
SLLGAVPVRRMQISRDGGSTSRASAIHEGTVPEFENELTILLAGRAAERLILGSISAGAGGSPDSDIAAATQLQLQFDRA
FGLGIHGSAWLGTADMKLLSDDDRARLRVKLEQFERRARAILAPHRDLLERLADHLLAHRDLDETALAPWLSDLAAGAAP
AAPS
>MCE8438368.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MQPTQRNSKINAAFPPLPLAEARVPIRQILEEVGLSDPDVRMRQHPHQMSGGIPQRIAIVAARLAEPRQLIADTPTTALA
RKDRGADSRNHSCRQNTTEGRKDPSIYGLSVVELFCARIAVVYAGEIETGYVAEVPGDPLRPDTRVLLDRNMARIEKTAG
RLPIIGGTVPATISLPSGGTFVPRCSPRPGRTSLSYVARVNWFFSTP
>MCE8438369.1 ester cyclase [Rhodovulum sulfidophilum]AB17
MPDISFNIAVLVCAPPMIAGRLTFDETQAGQLFGMAVNGTRIRFDENVF
>MCE8438370.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB17
MIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYATGLVEAWIGIGLFLGALVNWIVVAPR
LREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQFGVWLTLGVVLAYTV
VGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGFISLLAWGLGYFGQPH
IIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLFPGLITGFFLAALLAA
IMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVANAWAGFGAAFGPLVI
LSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEFRSTISAPAE
>MCE8438371.1 IS110 family transposase [Rhodovulum sulfidophilum]AB17
MGSKTRQDFAAVAVIGMDIGKDVFHLVGFSSDGNLVLRQKIKRLALVATFQKLAPCIVGMEACLSAHFVSRTLRGMGFEP
RIIPATYVKPFNKGQKNDYNDAEAIAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLRAVRNSLLSLLDARQDEISPRMRHIILDLHDDWMRLDARIEAVSGEIEGLGQSEAHCRALRTIPGVGPIISTALVAA
VGKGEAFESGRDMAAWVGLVPRQYSTGRRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPQLSFGTWLAEADQRMHRN
KLAVALANKLTRIAWAVLRYNRGFDAPRDTVATAL
>MCE8438372.1 hypothetical protein LZ187_00945 [Rhodovulum sulfidophilum]AB17
MALPYRDRVASLIRRHGEAAGMEGAKETRRAFVDRIELAPASESDGLTIDLHGALAALLRLATGGEGTDAN
>MCE8438373.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAARGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MCE8438374.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MCE8438375.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGAGDKPLQ
>MCE8438376.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAIARHAGTGTMKRPIEIAADL
>MCE8438377.1 AMP-binding protein [Rhodovulum sulfidophilum]AB17
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHIDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MCE8438378.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB17
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATTRVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MCE8438379.1 LuxR C-terminal-related transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MCE8438380.1 YqiJ family protein, partial [Rhodovulum sulfidophilum]AB17
MALVLLAGMLVLELAFALMGGTLLGMGGSPDGPDLPETDLPDPGVLGLDPGIDPGEFELADPDGFSGSSPADGGTGALGG
VAALLGLGKMPLMIWLASVFMAFGIAGIAIQTAAYGLWE
>MCE8438381.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MEDAYESLQRTRAAPRGKIRVSAPVIAHHLLMPLMPDFTERYPEIEFDLDFSDRVVDLIDEGIDVAIRSGPLPDNRFMVR
RLPPFRLLLCASPKYLEQHGFPKTIGDLASHRGIGFRFPNCGKLFEQTVQNPEQHLDLNLPHVMTCNSLEAVREAVIRGI
GMGCMPDFLARAPLSTKAIVPLLMDDLEVFGQLNLIWPSSRHLSPKVRAFVDFIVEKLFTENE
>MCE8438382.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MNILIITVHPDPTSLTHSLSSVATDQLKLDGHKVRVSDLYAMNWKSAVDHDDFPALSASERLKVGPASKQAYSTGSLTED
VVQEQEKLLWADAVIIAFPLWWFSMPAILKGWVERTLSYGFGYGRGEHTDTHWGDRYGEGLMAGKRAMLCIMIGGWEPHY
GPRGVNGPVDDILFPMNHGVLYYPGFTVLPSFLVYRSDRLDEAGYNIAVERMRDRMKNLFTAEPIPYRIQNGGDYLIPSM
QLRPELNPGITGFAAHLKPTDEENS
>MCE8438383.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MIPNLASSSASAGRLPDKIVVASTRPCRPQNVIPHPLHYKELAAGWRVAKNTALLFLSSIWSLCWRGRLTPGWSCKKHRS
ARSQPAPGEVLTLHLRQEIVMRVLAVLAALAAATPSLAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDT
LLESAGSLPLGTPAHLVDENPCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTI
GADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETV
GAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRHATASVPALSGIPAVAADAILPLPAYSDMDVVGYPYT
LEAWTRAFSEIAMAAVSAPAASR
>MCE8438384.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB17
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPNGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYANILGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYESFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPTYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MCE8438385.1 hypothetical protein LZ187_01030 [Rhodovulum sulfidophilum]AB17
MRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHIALINEVDPLHPVILCAEGRLMDGMHRVVKAIAEGRTHV
PAVQFSTTPDPDFVNVPLDELPYPDEVV
>MCE8438386.1 hypothetical protein LZ187_01035 [Rhodovulum sulfidophilum]AB17
MQNLPGNWRFATTASDFRQPAELIPGDDRYVFGVEVWFSRQKRDGRRKDVFHYIFGLIVIPVFFGPAMLWRWAIKSTAWF
YLPLLWSRRGWRRLEGEELRIWANAYSSKILNWVWLIFGGLSFAAVAGTLFSLQKYLSLKDRLSAEGAPFTVLGFLSSLD
WADLLHQPWLWFYIPSYALTIIIFFALDNIAKDIRVGADPASRMTHMERWMWASNLRSVLTNIGLGIALWYFLDAVDAWG
KAKTFAANLLAV
>MCE8438387.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB17
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWSDDRINQVCHAIEAHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>MCE8438388.1 autotransporter outer membrane beta-barrel domain-containing protein [Rhodovulum sulfidophilum]AB17
MTQSWRNVFIGSTRTDGAQTDVTATALPFGNSGVDEHIDVTLQFDRLTLENTNAMVLPGTKNTNVLETGAIEYFILGSAA
NGSQGGGLTLNNAALAFNQNSLIGATQFLMAGPTGSVPFIRAEAGSNTLSIGSQPNFAERVTVSVDGGASLEFTGTEMST
RIEGNLNIAAGGRLSLINNSVLSLLQNDSTQLPRTSVTGGSIDLDGINTELLLTAPEIIDGGINLKNGATLTIRERDTGS
SSISFSGDNLITLDGPQTSIRGNADAPDELMLEIGAGTTRFVGAVAPTLGRGLNVNAISIDGGTLDWDDMVTNNAQQDAI
ESIAIANGGVFQERSSRFGQLEGLVVSDGTLRTHGVLGSYTVNNGINSADFTDSVIDVMGASSIQPGVSAGLRATVINAN
HLSFSGRNRVEIGISPVGECFLSAGACIPGSTRYAGQLVTNVGNDPQANLSGYDRLLFVPHAVNTTATAADYIGGGVNGR
YTVATANSSGALTTHLQGFDAAPMTPTAADLSAAGTNLPANLIYTIVNDPVADGRVDIAFHDVGLTNHPQVATGYTPQFT
NTVLIEPDTSNTQAITVSVLPDPVGTDPSVWTVVEPETSNVTTITQTVQVDPDTGVGTQEITTVVTEPDGTQLAEETVSV
PLDTIGGGATQVITTTTTEPSGAHVWTTSVVVPLDPATGTPNTSRFGNLMTAGGGTLTHGTLSTVATLHPEAYASYMTVA
LEHSDHLRNMVLSNAMGRVYGDGRASETLRSGRRIWLDAGVMQGSVSPSGYLSGFDYNLNQLVGGMDLINTGKATLGVYA
GYGAYSFGSHEFASSVDVDTDAYHVGLYGSREWANWSLTGMAGVSWGTTKGRRGVVLAGVSEEHRATFDSQAIAAGIRAE
YRGLPSVGAWRLAPEFGLGYTHYEQNGFVENGAGATALRIQDAQTESLVASVGLNLAGPTSGAGLAPLAFIRYEHDFLAS
DQQVHNITAALAATPGITQSFIGTHRGADALSLGLGLAIMESHSVDASAGVVYTKNTHGEEVGGGLRVTWRF
>MCE8438389.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB17
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWMTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MCE8438390.1 ribonuclease E/G, partial [Rhodovulum sulfidophilum]AB17
ISMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQGLLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAP
GLNVSRAIRDEDARDRLLELLHDGMEGAPDGLGAILRSAAELADPEAVAEDIAAQLALATAILAEPVDGAPELFLDGPDA
HALAWRDWPGPDELDDSAGCFATRGVLEAIDALSGPETLPGGGSVHVEPTRALTAVDVNTGSDSSPAAGLKANIAAARAL
PRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTFVGWTPLGHAELTRKRERLPLTETLPR
>MCE8438391.1 hypothetical protein LZ187_01070 [Rhodovulum sulfidophilum]AB17
MTEPRQTHMVFVDIDPEEDAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MCE8438392.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MCE8438393.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB17
MQSKNAAFPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLD
CGAAGVIVPHVDSADEARRVVWACRFAPVGRRALPGPLPVADYVPLPADALVGTAGGGKVMAMIESAEALAAVEDIAAVP
GLDALIVGTNDLADGMGLRGRVGHPGIQAAFGRIAAAARARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGG
AALLAALRGPAGS
>MCE8438394.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>MCE8438395.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MCE8438396.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPENIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLEALTG
K
>MCE8438397.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB17
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQDKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISGEAFPG
>MCE8438398.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLATGAQVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MCE8438399.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MCE8438400.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MCE8438401.1 hypothetical protein LZ187_01120 [Rhodovulum sulfidophilum]AB17
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>MCE8438402.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB17
MKFRGSYTVCVTAFDGEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGRGIYVKCLPLIN
ALAGDLYVSATKAAMAMIDRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>MCE8438403.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETMD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYAELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MCE8438404.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWDDPFP
PPSLDHEEEAI
>MCE8438405.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMVIAYVHAKRGGPAYRETEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MCE8438406.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB17
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPRVLYEGAQEILFEEVDA
>MCE8438407.1 AMP-binding protein [Rhodovulum sulfidophilum]AB17
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLAGSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISETPGGGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLAATGARLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPAGDKDGPGSPPSGD
>MCE8438408.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSRTTFISRDDLQKRLAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAETLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTTPARRAPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSRADLPSPRPAFTLDAAELAAIRGARVEDDLIEMERLLVETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEAKG
>MCE8438409.1 DUF2235 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
FWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSRGAAAARHFVNSI
RAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGDEYRRNFRLNR
NLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSRGEAEAARNAELPDDLAELRQIFIREGWISPDETEGGVV
RDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVEGALLDLPTKNENYSIPDALRP
YEPRIRSGSLTGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRIEYPNRPGLAV
>MCE8438410.1 ribonuclease R, partial [Rhodovulum sulfidophilum]AB17
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGDSAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWMVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGAREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLGEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLHRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLS
>MCE8438411.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB17
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MCE8438412.1 hypothetical protein LZ187_01180 [Rhodovulum sulfidophilum]AB17
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIGEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MCE8438413.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB17
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MCE8438414.1 LOG family protein [Rhodovulum sulfidophilum]AB17
MHDDARRPLRDAFRDIESARETPETSQTGSPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIETWTPPS
>MCE8438415.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MTSIAETAGRLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRTPRIWVAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGS
NALAQLAVLGGALSYACAAVFGRRFRRMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGALVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MCE8438416.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB17
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MCE8438417.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB17
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGVVHVPLDSADDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MCE8438418.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB17
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MCE8438419.1 asparaginase [Rhodovulum sulfidophilum]AB17
MTGAVGMVEVLRGGMVESRHRGHAAICDGSGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRHEADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAAFAAARPNAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPKHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>MCE8438420.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB17
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MCE8438421.1 phosphotransferase [Rhodovulum sulfidophilum]AB17
MTEAETLSLAEEAIAHWEGCTTPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFTELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRVYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MCE8438422.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MCE8438423.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB17
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSEGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MCE8438424.1 hypothetical protein LZ187_01240 [Rhodovulum sulfidophilum]AB17
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MCE8438425.1 hypothetical protein LZ187_01245 [Rhodovulum sulfidophilum]AB17
MITMVDLLGVMAVGASADPDDSTGSHAGGTGSGDGPAPDHATDDLMAVMELHAALAEAGPAIDGMSRADELLFSWLSGGP
DSMDADDLPFAADHDHDKDLQVAETCLADAALGAGDEIFSVQDLFEDGAALPTVIDDYDQTADALFVVYDSTTHPAPVLS
IDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>MCE8438426.1 HupU protein, partial [Rhodovulum sulfidophilum]AB17
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVR
>MCE8438427.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB17
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPAGTGACFRLDLPLAGDRP
>MCE8438428.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB17
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGKV
VSETPRADARLDLPGRPTGVRRRHHVN
>MCE8438429.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MCE8438430.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MCE8438431.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSLWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MCE8438432.1 BMP family protein [Rhodovulum sulfidophilum]AB17
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFTVEINDKEPKSS
>MCE8438433.1 hypothetical protein LZ187_01285 [Rhodovulum sulfidophilum]AB17
MLNRIVIWPDATHGLLKANAYNSQLIEDWPLSAKLRFVLEGRYAYASGALDAIMDWMEGRCQDGKASWR
>MCE8438434.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MCE8438435.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MSYRVQVVNCFLQQIDRLMRTPGVILIGACNQISRLDPAITRPGRFDQTVRMPLPSIADISRIPGKVLADKLSESAIDTL
ARAAVGKTPAELDAALRAATADVRLQRLPMSSDLLRRHLGIEQTNPELLRRIAVHEAGHALAAKLLVPGSVVKLSLSDRD
GRTERRLTFVELTVQEIENELLILMSGRAAERLALGTISGGAGGDRESDLDLATSLVLQMDRELGLGCNGGAWLGPSDMP
KLTEEEKQRVRAKLGQAMKRAEKLLTPHIDLLREVAAALIGVRELHGSAMRLLIAGPDRVPPLDLS
>MCE8438436.1 IS3 family transposase [Rhodovulum sulfidophilum]AB17
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIGVTQFTYYRWRKERAIVRHRSEDNGKCGLKTDQVKRLKDLEKENE
RLRKAVSDLTLEKLILREAAFGKLLSPARRRRCIDHTRQKFQVSERFACRVLGQHRSTQRKVPRGRADEAALTADIIALA
TQYGRYGYRRITALLREAGWTVNARRVERIWRREGLKVPRKQPRKGRLWLNDGSCIRLRPERPNHVWSCDFVESRTHDGR
KLRVLNVIDEFTRECLAIRIDRKLNSTAVIDVLTDLFILRAVPGHVRSDNGPEFIAKAVRDWIDAVGAKTAFIEPASPCE
NGYCESFNSKLRDELLNGEIFYSLAEARVVIQAWRVHYNTARPHSSLGYRPPAPEAIRWPSKRNGSPPQLAQALAPRPIM
H
>MCE8438437.1 IS110 family transposase [Rhodovulum sulfidophilum]AB17
MPPMYVKPYVKRGKSDAVDAEAIYEAVTRPTMRFVEIKSEKQQALLSLHRARDFVVRQRTRLINMLRSLAAEFGIAIARG
VARAIDFAKGIIEGKQSGLPELAQDVLRVLSRQLVDLHNRLGWYEITMRIQARLSRQAQLLQTIPGVGPVTASAVAAMIG
SGRQFRSGRKFAAWLGLTPRNHSSGGKERLRKITKMGDRYLLQLIVVGMTSRVRQVANHPERADPWLTKLLQRKPVRLAA
VVMANKTARIMWAVLTRDEPYKPHAA
>MCE8438438.1 DUF1284 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTVRLRPHHLLCILTHVGEGYSPAFTANLAVIIGRIGAGEDVVIVDGPDEICAPLLDGSEPHCHRKSVVARDRAAADDIG
ELLALPLEPGTRLSLDEAVIQRFRREFAAGRIRSACGGCDWNPLCSSVAEGGYPGAFL
>MCE8438439.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB17
MTASTTAPAGAALNPLGLQNRPLAWKIGAVILGTVLLAAASYIEVPMFPVPVTLQTFAVALVGALYGWRLGGITISAWLI
EGASGLPVLAGGAAGAHHFVGPTAGYLFAFPVAGMIMGWLAERGWTGQRVGLAFVAMLTANLVCLTVGAAWLTTLVGAEQ
AIVAGVMPFLLGAVLKSALGAMVLKLICGRMTRKGG
>MCE8438440.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB17
MRAPPAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRR
LQRVGGGVRVTARAGETWDDIVRWTVGQGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTEDWTQRRLAA
AECGFGYRQSRFKEDPGRFLVTGITLYLPAAWRPVLSHEGLSRGGLSGGASLTGAAQVMGAVLARRGERLPDWRLTGNAG
SFFHNPVVPVAAAARIPDVCGHPAPGGVKLPAGKLLDLCGFRGRRRGGAAFSEINALILVNAGGATLRDVDALAARAQDA
VRLRFGVDLFQEPSRVGN
>MCE8438441.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB17
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHTVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>MCE8438442.1 transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSSDNLEKEGRPPRSAAERILMALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEK
GQSRFPDTHAALTVEILRSISDVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDG
GLLLVENHCPICAAASFCQGFCRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MCE8438443.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB17
VIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGALLGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQ
AVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVALLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAG
VELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPVAGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLLVPVL
LVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEATGYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSI
GDVYIAARQLEADQGAAVIAAGKAAFSATHSVLLTTAALLMGLLAVLVFFLLAQGRRAVAFQH
>MCE8438444.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQVVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLNHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVDAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACAEATGAEMIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDAEMIV
VMQQGRMVETGTHAALAAKGGVYAGLLTGT
>MCE8438445.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYTRLIEHVDHLSALVEELRTLALSNAGQLELNRDRFDLAGEVGAALNGLEADLTAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGETDD
>MCE8438446.1 response regulator [Rhodovulum sulfidophilum]AB17
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGVGYRLDMPHVR
>MCE8438447.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB17
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MCE8438448.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MARRNILILPVLGLMAGTLALFQLADRPDAAPAEQSGTEMAVQVTVETIRPEPIMLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTQISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLATAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPAGDLDAVLMAAEEGLGP
VLILRDRDGAVPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGTQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGGAVSVEARPAET
>MCE8438449.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB17
MGVPVSKAELLDAISTTFGNLIYDLERVPSELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MCE8438450.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MSDHFFVVTGGPGTGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPSHVAAAAKAARYNARVFLAPYWDEIFTQDTERTQTRAEAEATGAVMRDTYTALGYEIIE
LPRTDIARRADFVCEQLAI
>MCE8438451.1 hypothetical protein LZ187_01380 [Rhodovulum sulfidophilum]AB17
MANWYSADLHFGHHRIIDFCKRPFASTAEMNAALIDNFQACVAHDDDLWILGDFAFGRADDTAQFESWFHSLPGRKHLII
GNHDDEVVISLPWASTEYMAEIQDGQHSLVLCHYPMIT
>MCE8438452.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB17
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGHAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMANAVAKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MCE8438453.1 HNH endonuclease [Rhodovulum sulfidophilum]AB17
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTAPDGTPKKGGAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGT
LHWMFDRGLISVAEDCETVLVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHSENLRWHRENVFGRSLPGGPAPYLPA
>MCE8438454.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB17
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MCE8438455.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB17
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDNETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MCE8438456.1 SseB family protein [Rhodovulum sulfidophilum]AB17
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRVAPSVFELEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAAMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPIATHLAR
LGLRIELPAPEPMTETPLIDPDAPPRLR
>MCE8438457.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB17
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLER
>MCE8438458.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MCE8438459.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB17
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKIADEVEFVV
SGLPLRVK
>MCE8438460.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB17
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>MCE8438461.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB17
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGT
>MCE8438462.1 hypothetical protein LZ187_01440 [Rhodovulum sulfidophilum]AB17
MPKPDRTEPSCRSLCTLPPTQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MCE8438463.1 hypothetical protein LZ187_01445 [Rhodovulum sulfidophilum]AB17
MRHAFGLNSGGEVMDDIAAATRNAAVRRPPGQAGGGQGLHRPARCWDLVLARGIAANGRSGGRGIAP
>MCE8438464.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYTIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHMAA
>MCE8438465.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB17
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAIAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGLGLAATVFALVYMATNRRNRRAHDFPVKPRWAEAVLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MCE8438466.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MQGRTLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRDALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGTVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLSTVT
DAGWIGVEALCQGVTDGPAPCN
>MCE8438467.1 xylose isomerase [Rhodovulum sulfidophilum]AB17
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MCE8438468.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGNEGRFPATMVDRIVPATSAEDIARVETLTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TVQAD
>MCE8438469.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB17
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGGDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MCE8438470.1 S41 family peptidase [Rhodovulum sulfidophilum]AB17
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MCE8438471.1 peptidase M23, partial [Rhodovulum sulfidophilum]AB17
TALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTIAAVLDARREEIARLVGVLAGIERNPETLV
LLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADDLAAGLAGVQTARTELSQAIAERRDLPQRF
AADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPVEGTLLRGFEQADAAGIERPGLVLATRPLA
LVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPGGAPVGLMGGADPNRAAFLDAAAEGGGNDR
PETLYMELRQGGSPVDPAPWFARQ
>MCE8438472.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB17
SIRFTLLQALASAALSTLLAVPVARALARRHFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVD
IYGPFGVVLAHVFFNLPLATRLVLQGWLAIPAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVAL
TLGGGPRATTIELAIYQAFRFEFDLGRAAWLALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDMAC
LGLAALFLILPLAMVTLRGLPGLTDLPASVYAAALRSIAVALGSAALTLGLALPMAIAIDRLGGLRGRTIQAAGTLTIAA
SPLVMGTGLFILLFPLADPRLLALPVTATVNAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRP
IGFTLGLSAALSMGDLGVIALFSDPGHATLPLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MCE8438473.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>MCE8438474.1 cytochrome c1 [Rhodovulum sulfidophilum]AB17
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MCE8438475.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MCE8438476.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB17
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MCE8438477.1 hypothetical protein LZ187_01520 [Rhodovulum sulfidophilum]AB17
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MCE8438478.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB17
MGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDILAYLSDAIALLDHLSIDRPVPVLGHSFGGVVACHLAAARPDR
VSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLAPYLQNSIRRVADGWTLNFEPAEFLLSERAVNGDHRDV
WLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHIDAPAEFARHLRAFLEDSCS
>MCE8438479.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB17
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVARHLAVQTGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>MCE8438480.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB17
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAEDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEAG
>MCE8438481.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB17
MRLTELSDIHSGFTARGKLDPVPEGGVPALQLRDVGTTGEMARSDFQRYHLNKLSDRYFVRGGEVVFRSRGEPNIAVAIP
DPLPEPVAVIVPLVIVRPDRGRILPEYLAWAINQPDAQRQLGAEAQGTSLRMIPKTVLENLEIAVPDLPTQKSIVELNAL
ARQEGQLLRQLAARRETLLSAILGEAAKAADQKEVA
>MCE8438482.1 type I restriction-modification system subunit M [Rhodovulum sulfidophilum]AB17
MTDQITQQQINQTAWAACDTFRGAVDAGQYKDYILVMLFLKYISDLWNDHLETYRKQYGDDEARIRRRLERERFILPEGA
SFYDLHAKRNEPNIGELINIALEKIEDANRAKLEGVFRNIDFNSEANLGRPKDRNRRLKNLLEDFAKPALDLRPSRVTED
IIGECYIYLISRFASDAGKKAGEFFTPAPVSRLLAKLAAPKPGNTICDPACGSGSLLIQASQEVGSENFALYGQEVNGAT
WALARMNMFLHATDAARIEWCDTLNSPALVEADHLQRFDVVLANPPFSLDKWGAEDAAGDQYNRFWRGVPPKSKGDYAFI
THMIEIAKRQSGRVAVIVPHGVLFRAGAEGRIRQQLIEENLLDAVVGLPANLFTTTGIPVAILIFDRSREEGGANADRRD
VLFIDASRAFTPGKTQNVMDETHVAKVLETYGTRAEVARYSHRASPEEIAENGFNLNIPRYVDTFEPEEEIDVAAVQKDI
LRIEAELAEVRAKMSGYLKELGVDA
>MCE8438483.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB17
MRDGTTSAKETARSRAAERDLGRLGVTTVPDRWKLSTVGKACTIRNDLRLPLSVETRAVMQGEYPYYGPTGILDYIGEFR
AEGEFALIGEDGDHFLDTEKKSQTVRVSGRFNVNNHAHLIASGKSCAVDWFFQFFRHRDISHSLTRQGAGRYKLTKQALE
KLPILLPTLPEQRKIAAILRTWDEALEKLTALRAAKARRLEGIAQQLLAPSRAIGRGVPQSNWASSSFGEVFKERKDKNA
GLSSDDVVTVGKYAIRKQSEHFTRSVASKDLSNYWTISPGDFVYDPMSAYYGAIGRYSGSADGIVSPAYRVIKLSPDVDP
KFMVALLRTHHIRFLLETRSSQGNKEGKRRLLQRDEFESIEFKLPSREAQREIAAKLAVFRGDLELTEREIEALTRQKRG
LMQKLLTGEWRVNSEKELV
>MCE8438484.1 hypothetical protein LZ187_01560 [Rhodovulum sulfidophilum]AB17
MKVLGFRGDPKAPRYAVVSEVGGAYTLENATSDNKLSVPASITEDADAERLDWMYRELLAVFDAHPGIDKVMIKQNEFTR
QDTKAKRRSAYNDAAVVLACAHRGIPVEIKIYGSMSTTSKDTKRHAESRVGKTDKYWDTKMADAVNAAWWGLRHP
>MCE8438485.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB17
MNQLVPVILTPGMNLYKYHLVSKIGAGSFGEVWLAHDVAVQREYAVKVLQPGVSVDERLREAQIGNRLEHNNLVYVHQAD
VVPVAGDHAVILAMDYQPNGSVETLANPAGYLPLPAALRIARDILQGLEYLHARSFYHNDIKPGNILLGSQQQAMLSDYG
ITGVSSNGAPVAAPNAYVLHRAPEVVATGNIGVSSDIFQVGMTLARLMIHLDHLRAVRASIGSAQYEQDIASGKLLQAKD
FGCHIPAAVRRVILKAVHPDPAKRYTSALEMRRALEKLDYPGHWTVDAAGNEVGKCGTYEYAHSVSPVAGGKFDVTCSKR
NVVSGNTQRVTQFCKRGLTQKQAEKLVSGFKQFVVTGK
>MCE8438486.1 HsdR family type I site-specific deoxyribonuclease, partial [Rhodovulum sulfidophilum]AB17
MTFNAAEKHQSQVPALQLLVALGFTPLSQEEALRLRGGRLRNVVLDDVLADQLMRINRFTHRGREYSFDLEDSHEAMRRL
KPTPDRLKGLRGTNQDIYDTLVLGTTITKSIDGDSKSYSFRYIDWDQPENNVFHVTAEFSVERTASSQTKRCDIVAFVNG
IPILVIENKRPTESLKKADSQLIGYQNEDNIPQLFHFAQLLVSMNRNSARYATVGTKSKFWAEWRDEEDTDEAIAPFANR
VLAAAEKDSIFSGDFVGARVYFDSMEAEGDRAVTVQDRTVYALCRPTRLLDLIRRFTVFDGGIRKVARHQQFFGIRRAVE
TVKQHDISGARKGGVIWHTQGSGKSLTMVMLGRSLALERSIENPQIIIVTDRDDLDKQIKDTFKSCDLEPVRATSGSHLL
ELVQNKAALVTTIINKFDTALKHSKQADDDPNIFVLVDESHRTQTGRYGGHSEFAAKMRRLLPKACYLGFTGTPLLKKEK
NTLSTFGRLIHRYAIDEAVADGAVVPLLYEGRLVEQQVSGAVIDRWFDKISEGLTENQKRDLKRKFSRMDALAKTDQAIR
AKAFDISEHYRQHWQGTGFKAQLVAPSKAAAVRFKEVLDEIGHVASAIVISPPDENEGNEEVDQESKDLVRKFWSKMMAQ
YKTEDEYNRQIIDAFKGSGDPEILIVVSKLLTGFDAPRNTVLYVCKPLKEHNLLQAIARVNRLYEDGGTEKQFGFIVDYE
GLLGELDSALTTYSAFEGYEAADLAGTVHDVREEIRKLPQLHDQLWDLFKPVRNKKDMEQFEQHLADEALRHEFYARLKA
FSRCLHISLSSDKLFDVFDEAKIDALKRDWKQFSELKRSVQLR
>MCE8438487.1 hypothetical protein LZ187_01575, partial [Rhodovulum sulfidophilum]AB17
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPREPRHW
R
>MCE8438488.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRISAADLEEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDLIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVAAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MCE8438489.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDDKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MCE8438490.1 hypothetical protein LZ187_01590 [Rhodovulum sulfidophilum]AB17
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIHEVGGSGFTEIEANTSYDLFQLDFTGTLD
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFTNIADTFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRIASDEQENDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLGWVNSELSQAWEGAALELTEDGALVFVLPEATCTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRAL
AFDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPCLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDTLADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGASRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGSLALTATGYDTALSYDTIEFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDTTAATGGLIDIFNGNLGGLTGLDLTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEDALEYASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFAEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTDFLTYLNESEGVVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGNFGEFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPDWAADIVSSIFEAGIEARFVAQIEVGYDLGGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGLSVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDN
DILEALGYIFYGEASYGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGRKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVDYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTILGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPNLAAGAGTSTHVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTQGSNILIGDFAVLEGSIILDAV
TKIATLASDMGGDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIWGDSTAADGNDTITVGNDDGTSG
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGPDPSDDDVAADLKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQITTGSGSDVI
VGGEGSDEIRAGVGDNAILGDNGTLSRDDTGDTLSLTLKSAYLRTDGDDLVVTGSGDDAAVLGGGDDTADLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGNGGNAVIGDNGHLKIDEAGIELTSADPSLGGN
DKITTGSGNDAVLAGVGSDTVDAGNGSNTVIGDNGHLQIDEAGIELTSTDPSLGGDDKITTGSGNDAVLAGVGSDTVDAG
NGSNTVIGDNGHLQIDEAGIELTSSDPSVGGNDKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLKIDEAWIELTS
ADPSLGGDDKITTGSGNDVVLAGLGSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDDDVVIGGTG
SDTIALGDGDNRALGDSGYYRSHGELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAALGDGANRAIGDSGRIVWSATEI
GTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQVVARRVVTKDVAQGGGDVLTTG
KGDDIVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGAGADIVMGSQGNDRIEVGEGED
VALGDDGTVTFINRTDVQMLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAMAG
QSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTNFA
YKTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRA
QQDDSIGSPLDLILEEMDAANEGRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQALEA
AIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MCE8438491.1 BamA/TamA family outer membrane protein, partial [Rhodovulum sulfidophilum]AB17
MTTDAPRRLAQLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MCE8438492.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB17
MSLAEVVDLFCGVGALSHGLLRSGMEIRAGYDTDRRCKHAFETNNQSKFFCRDVARLEADEISSHFSGKLPTVLAGCAPC
QPFSTYKHRYGEDPRWDLVESFARLAVNVRPDFVTMENVPSLLKYKDGQVFRRFKELIEDAGYEVHWQVARCEDYGVPQR
RRRLVVIASRHGLPPKLEVTHSDPLTVRQAIGALPPTSAGRSEPSDRLHVSAALSNKNMERMRASKPGGTWRDWPFELRA
ACHQKSTGSTYSGVYARMEWDKPSPTMTTQCYGFGNGRFGHPEQDRAISLREAAILQSFPADYSFLPEDEAPTFSEVGRW
IGNAVPVGLAEAIGASMNHVIETSYDD
>MCE8438493.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB17
MRKVREAEGHSQAKCAALLDVSERSYKTYELGKREPPLRVVIDFAEKLNANLLWLITGKESISAPELVDLTERVAAALFE
QTDPGAMSPKKFGRITRYVLEQIIVKGTDPYAEVHEVLSVFQDATEE
>MCE8438494.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MANFKLLSPRELAQQSGWPERRIRNLMASRQLKHIKIGGAFYLPDDAISDFIERNMICPVQAPGDPNA
>MCE8438495.1 hypothetical protein LZ187_01615 [Rhodovulum sulfidophilum]AB17
MPRHFLKLAVSDKEAPQMLSLSTTVFKELVREGVLPGPSANFAGRKRWSMASLSAIAEGARLQEEDFEP
>MCE8438496.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MRRPNLPYLEFKTIKGRLYIYFRKGSSRHRLPNDPDSVEFSREYWRIRSGRREVTCNTTWNNLIVEFYKSPRFRDKAEGT
KANYRRHCEEIRMKNGAKNMLNFKRRDALKVQFALQDSWSKANERLAVLSNLCQLAVDLDWIQFNPVMGIKPLKGGSYEA
WPEHFLLSYEHHCIEHSNTTARTIYELSIGTGQRLGDCIKMQWSDFDGEYMRVEQEKTGAKIEVFCPTRLQAYLGTLPRS
GSHILAKNLTEPLGKRQVQKAIEDVRRAIGVMDGASRLVPHGWRYTAAKELCDAGVPDSQIQAVTGHRSMAMVAKYRAQR
DQKAASRSAQLKRERNKNGT
>MCE8438497.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB17
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSSLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPRYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RIVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>MCE8438498.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CMRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEETPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MCE8438499.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB17
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MCE8438500.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB17
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFGLELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MCE8438501.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB17
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLDGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MCE8438502.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB17
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEAGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MCE8438503.1 purine permease [Rhodovulum sulfidophilum]AB17
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MCE8438504.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB17
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MCE8438505.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB17
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYRRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MCE8438506.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB17
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTVRTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MCE8438507.1 proteasome-type protease [Rhodovulum sulfidophilum]AB17
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPDERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>MCE8438508.1 hypothetical protein LZ187_01685, partial [Rhodovulum sulfidophilum]AB17
MTSKHPQKGKAWPSAYRRASDAALSFTRRAAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLMAGEDPARAAPLVPVARPAAFARPDAGPLSADGLGPVAEARVLQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADTAPEGNTLAQLRPPRRPLAAADPKRPRPRPAAIGNSAAPTGPAAAATADLVVAASDRPRSRPASA
AMVSSAPDLAGLRPVSRPLVLSEAAPAAPDALRPSARPTAPAEAASAAK
>MCE8438509.1 TerB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
IALLIVAFGLQGWPVGGQMLFAFGIPVILVWWQEKRRSRKVAAKAQAEVSSETRRSQSEPVARPSAYEKRIERERERTRE
VIASQAPAAVQTYSPPKQDYAEIVRAGKSAAPTLAAAAERNQPLRMASSVPFRSTKSGWVPSGETASVADRNIGGMVYVG
TPPLLNTYGYRDKCRAYIDPSLSVARSGADKAGEGMPYWPGYSDISPQCRATYLDWLASGRNDASYNPGYMFLYFYGLER
RFFVDQSNEDAKDIVQEVRRLQSLYSDNHSVRRYLGEFLDIAMLAETDVDAIEPIFERQGWELPFSLKYAIGARIDKGEN
LNADWLLSWFICHPEKNLRTPATRCRDEFIALFRMRFDRRFPDGLKVTKPRKSLTASYRAASSEFQGVLNPTVDGKPVPD
ISGLRKPVEIAQELADEVMNELDKLSRFLGRNPDARGSMPAHALLPSELWQSFPSEEMGRLKIWASDTVERGGLVPLKEV
IVRLEGETSGKIGKRQMTGAADALARLGFGLAPDPRFALRSPKAEEPVVLFSLGEPIERLEDVSDNYRSALMELALGSFV
AHADGRIAEPERKALEDQVSTTALSDQERLRLRANLEWFLAVPPDMTLLRRKLKEVGQDSQAAIRAALVDAAHADGIIHS
DEVASIEKVYKALGLDPALAYSDLHAGEIMDGPRTVRASQSGRAGESIPDLEKASGPKLDASRIAAIRSDTERVSSVLGQ
IFDIEEEESGVSVSANKSQFAGLDPKHGALVLEVINREHWSEIEFEKICTSQGLMASGALEVVNEWAFENYDEALLEEYD
GYDVSPDIAEAVKEKMNAEGGDVEAETT
>MCE8438510.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSKLKPRERDAIVQALRAGVVPKLGLRHIQVGRVQEIEELVKDMDRISDGGSAIRFIIGEYGSGKTFFMNLIRLVALEKG
LVVMFADLAPDRRIQATGGQARGLYAEMARNLSTRTKPDGGALASVVERFVSQAHRDAEERDLPTGSVIRERLGHFEELT
GGFEFAEVIRRYWESHETGDDELKSAALRWLRGEFATRTDARKALGVRTIIDDASVYDHLKLMSAFVCEAGYKGLLVGLD
EMVNLYKLTSSQARNANYEQILRILNDVLQGSAENLGFLMGGTPEFLMNTRRGLYSYEALQSRLAENTFARDGLVDLSGP
VVRLASLTPEDLFVLLANVRRIMQDDAGALPDSALEAFMAHCSDRIGEAYFRTPRNTVTAFVNLLSVLEQNPGVEWSDLI
EKIEVAEDRGEDMTEVDESTGAQDPGDDDLISFKL
>MCE8438511.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB17
MSSAFDELARPVQKWIRQQGWRELRDIQARSIRTICETNADLIVSASTAGGKTEAAFLPLISQVRDEPFDGTGFDLLYIG
PLKALITDQAMRLEGICQEAELPVVPWHGDVSQSIKTRALKSPKGILLITPESLEALFIRRGLEIARLFGATRAVVIDEL
HTVLDSERGVQLRSLLTRLELAIRRPIRRIGLSATLGDMDLAKAYLRPDAANAVELIEEDGGEAELRLQLRGYLSGDEDE
NSPSATDAIAAHLFKHLRGRDNLVFAGARQRVEIYADRLRELCEREHLPQEFYPHHASLSREHRDFVERRLKDAAKPTTA
VCTSTLELGIDIGDVTCVAQIGAPFSVAALRQRLGRSGRREGQPAILRQYAVEAKLTPESSFVDRLRLGLIRSIAMIDLL
LDGWCEPPKPEALHLSTLVHQILSVIAQRGGASANVIYNVLCREGPFRKVTTEVFANVLRAIGHPETGLIEQSGSGLLLL
GKTGERLVEHYSFYAVFQTPEEFRLVADGRDLGTLPVDNVLAPGMLLIFSGRRWVVQEIHDLEKVIVVKPAKAGVPPVFG
GDPGDIHDKVIGQMFAVLEGDFKPVYMDAVAHAILEEARAHYDQLEFKANNIRSLGERTWIIATRFGTVKTSTLALALRS
EGLLVEQHDGFLVVEAGDETPDLQMVLARFSAGYTGDVFAGAENLITEKFHVYLSRSLLELDAVSSRLVPDLLPGMASRI
LQL
>MCE8438512.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPT
MFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYVALGYEIIE
LPRTDIARRADFVCEQLAI
>MCE8438513.1 TniQ family protein [Rhodovulum sulfidophilum]AB17
MFSTVKPLPLNVKYQHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRNTPALA
SPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTSG
FSPPEPQIANDQDLLFEHYLRNRIKKGAGNTWLDRLPFHVAAQTCEGFGLLLTLGPKTRRETATPAQWAAAGTAGFIVLR
RGPDAFRQKLKDIQQTHPVDNTLYRTRYRVFFEWLRRRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHSL
STARSRYGMSGWKLARRLASMGLAERKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGLV
EKYFDEKNASPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRVRIPTERVVEIILRNRLPLYAADPTTARLPDFRL
SLAELREVIATDHQGTIRPTWAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHISVVELAAQ
NRRLPGVEAVIQLDRGAKPLPLGPRANMIFRRSDVL
>MCE8438514.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MMKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAITHLLAQEGQR
LADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELD
SVTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCERANLEPEDDVLEL
SHGERVVHAAANQFGIAIVLILDAIEDAYLQGQETLNRQNFIRAYDRRTSCDAEFNPFVVPDFMRIDARQVFSRENRT
>MCE8438515.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB17
MTLRFRFSKSDMITTAGVAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVEV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTRESYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWIRAYQSASCSPLALIPETHRSGNRTRIWCPRSEALMNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAM
VVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSSNGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNF
EMGRHWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQIFEDKTPLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQA
TVASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLLAGRTFFDTVDRGDYPSEMLACLCDDDLIKILLTYIVDIYHNQ
PHGSLDGETPNAAWKRLVSEHGTPPVPDGLTLRKAFGRPMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQ
DIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAVRHAHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTD
VEVGRADAALRYPLRSDAQRLGRVPPSSDLLNDAISITPPHDKDESEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>MCE8438516.1 hypothetical protein LZ187_01725 [Rhodovulum sulfidophilum]AB17
MKKNLIYRGPEPSHATRVPARRSKGSLRGSMVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSD
GRPARHIFDFLITKTDGERIAVAIKPMQRVMKLNFASELEAVSAAASKSLADRVLLVTDQHIDRVAAAEAARTLAWSRPS
LTEVTA
>MCE8438517.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MPHTVNPAHERLKMELRLRGKSIASVARELEVLRSTVTLVSQGLRRSSKIEKALADAVGTTPAELFPDRYPAEESSAARK
T
>MCE8438518.1 hypothetical protein LZ187_01735 [Rhodovulum sulfidophilum]AB17
MAVPRNYLASSGDCIIIVSGERGERVHHAELLKMMMRSRSLAEVRRRFHGSRSNLLKMLAHFGYDFDMLLREQFQEGHRD
AQLARLHRVDQKWIAEKRRALGFASRKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSD
RPRPAVELTDAEGLARAKRS
>MCE8438519.1 hypothetical protein LZ187_01740 [Rhodovulum sulfidophilum]AB17
MSDLTAVINDTARQVGLLFKFVRRMSELDFAGSLSGEFRGAQDAGWSTTITAEQVFEELSERLATRRVESLADMRIILLL
YSQLSEAGGVYETLKNMMGIVESVPYSLWPFQDLVRVKQNPKRIIGPNANATFRDLAAHAHKIGMTGLSLAFENVFRDDV
RNGVCHADYVLWNDGLRLRKRNGGYATRLDYGEVSDMVGMGVAFFQTLQELRRLAILSFHPPREIIGRFSANPPMPTTVG
YDPATGAFTISCSSPGPMTSPEYLAQEAINKYLSGRVLAIFRENGASEPVDIGFADHGFDPAEVDLSQDRFAELVKDIEV
RNLWDVREHDAKTDGLLTLSPWGFRYLQDTDDFVSLIGEPEFPLVFDPPQ
>MCE8438520.1 hypothetical protein LZ187_01745, partial [Rhodovulum sulfidophilum]AB17
MQYLPVAVLGAISIATTLSAQEIDIGALMADIETRSGQYEQLIGILQGTDANRALAAFDAMVATGDPTMIEVAVNTGLSA
TDSRLRARALWEALSRKDAITLIIETSEIGEDDKAALDDWYGEIQTWPLNQKYPETQC
>MCE8438521.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB17
PESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLMIASGDPR
AFFVLAWSMGPTYRAEPLGALAGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLTGIATLAV
GPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGRNR
>MCE8438522.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTLFSCHALERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMGRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPRAAAE
>MCE8438523.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB17
MSGILPIAVKAVRDLSPSMMRLVFEVDGFERLQPTPHPDEWVSLWFPDATGALPRPLPRALAGPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGRVLVFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGDAAHLPCPAEAFVPGRDYVWIAAEAAVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>MCE8438524.1 peptide chain release factor-like protein [Rhodovulum sulfidophilum]AB17
MSDREALLLSSGNGPGECRQAVGHLLSWLSTKVTQYGVDLDVSTRDAAHGPASAVVVLSGARAGDLVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAATDAVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTSEDGKVYAVAVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWVLHGQLQRGEPRRIFEGRQFKEVK
>MCE8438525.1 RNA ligase RtcB family protein [Rhodovulum sulfidophilum]AB17
MGTPISGERSAARARISKFYNRATWIDGRAEEQLEQVAGWPGMMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGC
GMALFRLDLPRRRFKLDKAARRLAVLEDGADPERALAALDDAGLTGSIGPEALGTIGGGNHFCEVQVVDAVFDPSRTDLR
KDELCLLVHSGSRGRGAGIFQGLDDSWKQGFAAESDAAARYLALHDAAICWAHVNRSLIASAASEALGSEARLICDAVHN
HVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLLEVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTR
FGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSASGLASAVARLLPLVTFKTTGVAI
>MCE8438526.1 RNA polymerase sigma factor SigJ [Rhodovulum sulfidophilum]AB17
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLSGIDRPARWLSTVVMRLCLDHLRSARVRRETY
VGAWLPEPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGLLVGKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRTLPP
GPCPPLRWINGSPGFVSVEGGVLQTTALSIRRGRIEAIWIMRNPDKLRHVCLQM
>MCE8438527.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB17
MAFKPDHSRGAAQDIAGAQHAASGVTNLDPVSSCEYRQKTETMMTPRMNYYKAAPDAMKAMRAAEETIKDLSLPEALCEL
VKMRVSQINGCAFCLDLHAPAARQAGLSQQKLDVLAAWRESPVFDDRERAALAWAEALTRIEQTGAPDSDYRLLAASFDE
RERVELTFVITMINAWNRFAVGFRQPHTRREARDAAG
>MCE8438528.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MPASVSLSSLSWSAPDGTPLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRVGVTGSVAMMRQEALAHPEE
TVADLLGVRPALELMDRAERGRATSEELAEADWSLPARIEAALARCDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLEEMDAIVELTSLGAARYGGNYSAFRQQRESARAAAAQDLAHA
QKVRAEAAHRAQQAAERKARKDSAGRKSRAREDQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAREKVEVLTP
IHMNIAPSGLPAGRTVLTLDRVTAGYDPAAPILEDLSFTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGAAQLCVPW
ALLDQHVGLLAPDRTLCEVFRDRHPQASTQMAHAALARFGFRADDAQRLAGGLSGGEKLRAGLACVLGGTPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIMSLKG
>MCE8438529.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQTLPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MCE8438530.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAAPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSKGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAKIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVEKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVT
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MCE8438531.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB17
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIASGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDGRDPYDGAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLETRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGNVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDSWRKASSSKAGSANSILSADPALA
AH
>MCE8438532.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLGEMDAIVELTSLGAARYGGNYSAFRQQRENERAAAAQDLAYAQ
KLRAEAAHRAQQAAERKVRKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDVRRDAAEDALTAAREKVEVLTPI
HMDIAPSGLPAGRMVLTLDRVTAGYDPAAPILEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGLKGSTPALA
SLGRSACHGIPSSTARPRGVTNRPWKAARSSGDKSAAERWS
>MCE8438533.1 substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MCE8438534.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MCE8438535.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MCE8438536.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MCE8438537.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MNVKPDFNKNANQAATAPAFLSVYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MCE8438538.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB17
MTEHIYPPDPDFVSGAHIDSAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDDPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVDVLDLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIY
AYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEE
LVDNRRNRG
>MCE8438539.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MCE8438540.1 cation acetate symporter [Rhodovulum sulfidophilum]AB17
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MCE8438541.1 DUF294 nucleotidyltransferase-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGELPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVESGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MCE8438542.1 hypothetical protein LZ187_01860 [Rhodovulum sulfidophilum]AB17
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>MCE8438543.1 response regulator [Rhodovulum sulfidophilum]AB17
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MCE8438544.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB17
MHERLGLRLRFALFFAALALGGMAMLVLGLWFGHARAGGPVDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTAST
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAQHRHTA
LGDAMATAEVFRQMLGMLQVSGGRTLGEAVARSNEMHGIRRAQSY
>MCE8438545.1 glycosyltransferase [Rhodovulum sulfidophilum]AB17
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAADAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETDESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALVHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSVAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGARARDHAAAHYAQSVLHPRREA
FFRAVIEGRDLPGQ
>MCE8438546.1 hypothetical protein LZ187_01880, partial [Rhodovulum sulfidophilum]AB17
LGPQRPALAAVSGKPDRQGNPAHGTRRSRCDDPSLPGQARRGADPAKASPDDRQSPSALDFAAALTEA
>MCE8438547.1 hypothetical protein LZ187_01885 [Rhodovulum sulfidophilum]AB17
MDWLAVLCGVFVFVLMAIIVWKFFALVGDMAKDRGHSPWPWWILAVMWSPFGSIIILWAFFNLVEDNDEEQATF
>MCE8438548.1 hypothetical protein LZ187_01890 [Rhodovulum sulfidophilum]AB17
MSGKVIGKRFSHVYLVRGEPERDSKKARFRLAKLAERSCPPAKPLRHGSSVDYNKNAQEKIENELGVRFGTQSTAGALIR
SWDWYFNKVTVTEMLDTITVVAASLHNQYTNDDKRGRFLSEARRILKEENLAYEIDEIGGVHPLVDATFSVAMETAISGM
DTPRYAASAECINRIDGYLLQNPQDFIGAIRAVFGACENTFKLMYEAPRLDARAAGERIGGDQQRLYAEHPTLQAASAKM
LEAFKQWVNAAHFYRHEQGVEEPNQPAPEVAILLISQGLSFARWLTVLDRKKDKY
>MCE8438549.1 IS5 family transposase [Rhodovulum sulfidophilum]AB17
MSDLYWLTNEQMAKLAPFFPKSHGKPRVDDTRVLSGIIFINRNGLRWRDALESYGPHKTLYSRWKRWSEKGIFARMMAGL
AAEHGEQKSVMIDATYLKAHRTATSMAAKKGGCARLIGRTKGGMNTKLHAICDSKGRPLNLFVTAGPVSDYIGARALLGT
LPKVDWLLGDRGYDADWFRDALKDKGIRACIPGRKQRKTPVKHDRRRYKRRNRIEIMFGRLKDWRRVATRYDRCPKVFLS
AIALAAVVIYWL
>MCE8438550.1 DUF4760 domain-containing protein [Rhodovulum sulfidophilum]AB17
MEAEIVSVDSLDVFLHLAGPLAILTGVFVSALMIFRQMRLNYVLAQENYKIAIRSKSLSYSLYSNEHLRDARIKVEQVFG
PMFAIKEAIPMAEINEKIKRSSGDAKGRHGNDTELYASILTLLAHWENMALSIDAGLADDDVCFEMVASTLIQHVKIFRN
FIEERRARNPRIYDHLMGLRRRWEERLIRIQRSNFQPILTAEKQS
>MCE8438551.1 hypothetical protein LZ187_01905 [Rhodovulum sulfidophilum]AB17
MLKRRNHDAGFKARVALEAVKGERTMSELVAEYGVHPTMSHQWTKALLEGASDIFERGGKKKAEVDGETVRSLHTKIGEL
AVANDFCHESSSPGPASGARDDRTLAPHAVGR
>MCE8438552.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGHAFGEARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHLLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRMPSRVESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKMNRKG
>MCE8438553.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB17
MILTISTVTFLPPMAKAQEQVSSEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGT
NLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVQEG
YLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQK
IEALPNLIMLKPYDRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGE
FWNIDEAREKVFNQDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLS
AGLRQNWTESSYDGAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGAT
NDTVEVGFATAFADGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEI
TSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLG
LTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MCE8438554.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPEQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSLALLLAVG
FGRSRAAG
>MCE8438555.1 hypothetical protein LZ187_01935 [Rhodovulum sulfidophilum]AB17
MIENGMHDPLMKMRMEELKIERTRLASYLARPPEPPMLRLHPGLAESYRAKVADLASALSDPEIQLQASETSRGLILEMR
LVPDAGAQDGLHIELVGDLSSILSLQEGGKQKARGLRGAVPVLMLTCNRYWLRGPALDTVSFRHRKMTLAAVGSEYGQGA
GSNAYTPAPLARPPRHVGRKQ
>MCE8438556.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERHLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYIAALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPREMRR
>MCE8438557.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB17
MVRPFLERIRGKSGVYVTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQT
VHVIGLQEMEDRGAETVTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHIRYQPFGLERVETL
QGPASVLYGANSPGGVMNAISKRPTSEPRREVGLSFGSFDKAEARLDVSGPLNADNTLRGRLVALRRDSGTQYDEVPDDT
TYFAPSLTWAPSDDTSLTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDV
WSLEARARYTRNELMTQTLSGMSLAPDMRRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYSLN
YGPAAGIDIYDPVHSAPFSATTPYASTDQTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLAGTSTHQEDDAFT
YRIGATWLAGNGLAPYASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPL
NRIQTGEVTSRGLELSASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQRGPLEGASLGAG
LRYVGETYADASNTITVPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MCE8438558.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MTPLSMPQGLRLLLLMLVMAVPLGARAAPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQD
>MCE8438559.1 hypothetical protein LZ187_01955, partial [Rhodovulum sulfidophilum]AB17
EVFHKVSGFAPLDEASSILQRLPYLGRVGSGSANRRFVDDYAKSGLRGVALIEAFMTSDKSVADDNYKKPVGPFGAKFLV
AHGLIGTEAEKYAKLCTSRGNTQIAADYLCSAIEGAAESINFSQVQVTNASIDRLEFVDLRVSGLHVSDTFFELLNLDGA
EFIESSFENCAFQHISGVSDRSKLPPAFSDSCDFDGFSSADNVSRISELPLSNAQKTLVAIIRKLFFQPGSGRKEEALLR
GTSSYWDRVAADSAVRYMLANDIISEVPGNRGKLYIPNRKFTRRMGMIRSLLRNCGDELWDVVSQS
>MCE8438560.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB17
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIVPA
>MCE8438561.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTLMSLEASVALRDLG
ASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAATHWNYADRLRQRFPRVEVDAD
AIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLTGQMAGHGARPSSMKDVLSWM
GERLDQSLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMKTVAFRAGFRTDEQMRKAFRR
RFSLSPRDYRARFATAGT
>MCE8438562.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIIDEARELKQCTQVASGPEGLAAIHQSGIAATLWERAPLDRFQAWIDALPPDQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHVDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQERGTAYIH
>MCE8438563.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB17
MKITEEEIAQALVTWGNGKIAISRAFEEGGIEAARQVASANLDAYYGYTLGPVLFKPTMASGEQTFRPTKPGALAYFCGH
SEEYPLDNGFAIMGWRACEHITSASFIQGDIAMWMGWIKLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSSLPYQPPED
GA
>MCE8438564.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MIHVHLPDGAARPLAPSSSAADLASTISPSLARRTVAALIDGTLCDLSAPLPDGASVELLSRDDPRALELVRHDLAHVLA
EAVQALWPGTKTAIGPAIEHGFYYDFERDMPFTPEDLPAIEKKMREIIAAKAPFTCEEWSREEARAHFEAAGERYKLALL
DAIPQCEPVKIYRQGDWLDLCRGPHMRTTADAGTAFRLTRVAGAYWRGDSNNTMLSRIYGVAFADKAALDAHITMMAEAE
KRDHRRLGREMNLFHFEEVAPGSVFWHPKGWRLFQTLIGYMRDRQEAAGYVEVNSPDIMDRALWETSGHWQNYRANMFLA
ETVDDREYALKPMNCPGHMLIYGQGTKSYRDLPLKLAEFGKVHRYEPSGALHGLLRVRSFTQDDAHIYCTPEQLTEECLK
VNDLVLSIYRDFGFEDVRIKLSTRPENRIGSDESWDQSEGALREALDRAGHPYTIFEGEGAFYGPKLEYVLRDAIGRDWQ
CGTLQVDFNLPERFGTTYVAPSGEKLAPVMLHRALFGSLERFTGILIEHHAGHLPLWLAPVQVVVATVTGAADGWAVEVA
QTLKAAGLRVEADLRNEKIGYKVREHALTKTPVQIALGGHEAEERTVTIRRHGAPDTRTLSLEDAVQMLLTEARAPGAAE
PVQSE
>MCE8438565.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB17
MATGAVWLLKLPVRVYRLLWSPWVGHACRFQPTCSAYAIEALEGHGPLRGTWLTLSRLIRCHPWGGAGYDPVPPPPAPTY
QRKTPE
>MCE8438566.1 GTP-binding protein [Rhodovulum sulfidophilum]AB17
MAWDDDRLPVTLLTGFLGAGKTTLLNHLIRDPEAGRIAVIMNEFGDVGLDHDLIEEATEETILLQSGCLCCALLGDLAET
LGALEERRRAGEVDFDRVVIETSGIADPAPIIHTLAADRLLAQTFRLDGVVTLADAATGMGTLDRQFEAVQQVAMADVLI
LSKTDLADAVTLARFETRLAGINAGATRIHARHGRVPPGTLFGLSAMRLGADAPEIDGWLGLMEQTAKVDPLAGLSGLKP
PSDTPAAFSPAAPIRQGRHDQRIVSASIEVSKPIPAEAFDLWLDTLIAFKGPNVLRMKGLLHVEGLPYPFVFHGVQHIFD
APVPFKAWSGDNTTSRVVVIARDMEEGELKASLGMLLLQPTKDHAAPGGLMAETTEMPF
>MCE8438567.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB17
MEFHERRSIEQVEEGTELAPKFGPDGLLPCITTDAASGEVLMLGWMNAEAFRLTIDTGEAHYFSRARQVLWHKGATSGLA
QKVVEARIDDDQDALWLRVAVASSGASCHVGYRSCFYRAVPHGDEAGRLLTFREDHKIFDPMAMYGDAPNPTLL
>MCE8438568.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB17
MSGQVWPNPPVGCVVVRQSQVLSEAATHPGGRPHAERAALEQAVDAEGATLYVTLEPCCHWGQTPPCTDAIVAAGFTRVV
CAMKDSDPRVNGGGFARLKDAGIMLSVGLCAREAGLVMSGFLHRVRTGQPELCILAGPAYAIPDGVDALLVTVDGRVAVR
TRTQQDLTVPDSEYPITGDLLTVLGRMGLTSVAVPARDPIAAILRRDTAALAPSDRI
>MCE8438569.1 hypothetical protein LZ187_02005 [Rhodovulum sulfidophilum]AB17
MSDQSALQTAKVLWHLQRIKRLVRDRLGRGSAQLVSVRGTVCLDPGYPGPATEIRVVNLALMQTRFVIHKPADQVSAADV
STLL
>MCE8438570.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB17
MCQRDLRQEKKDEGNGQSHGAPLEGPAGLLKPRFREPGADGRNPATAGPAGSSLAITLPHPASKALRGARIWSAQPDLAT
PIGVGCKICDRRASPRRAFPMTGRPVRPDPGVSRLAPYSGA
>MCE8438571.1 DUF1007 family protein [Rhodovulum sulfidophilum]AB17
MRLTVAFILLFLPQIALAHPHVFIDASAGFRFDDDGRLAKLRIVWLYDAFTTLNLYVQLGLDADGDGKLDADDLEKIARG
ETDWPPDYPGDTYLFQNEAPVALGRPQHGTARMIGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAPGS
MPRDCRTRLIPFTPDAADAATQKLLASLSVEQLPSNPDIGARFADELRLTCD
>MCE8438572.1 hypothetical protein LZ187_02020 [Rhodovulum sulfidophilum]AB17
MRLMLAIIGALALFAIITWLATGTQSVALFHWAAMQQRAVQEAMAGSLQAIRAGNPLALAGLCLLAATYGFLHAVGPGHG
KVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAISGGSASLTEDTLADISRWAIAAIGALMLWQGGRR
LWRLHRPPDATQHHHHGEGCSCGHAHGPTVEQVTSLGSTREAAALILSIAIRPCTGALVLLTIAFGFRIPLAGILATLAM
GAGTASLNAIAIFGGNAIGRLSALETRLGLAAAPGISGAALRIAGGLIIIVLTLGFGL
>MCE8438573.1 hypothetical protein LZ187_02025 [Rhodovulum sulfidophilum]AB17
MLIIDRDSRNGSCGLRWGRGSVGEVVKEAFARSGLPMIFNIYHDSAGVPVRLVEAPETDEVEVATEAVRTPSGQSLVSGR
APAAFDPGKRRLKDRSQGSGR
>MCE8438574.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAGAVIGGVRASYSFDTP
TGPTIVCVVAVLFMLSLSVSRMVRQH
>MCE8438575.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRILRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVRPAQIAQALAEAGVAGLERRQISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYR
QIEQVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>MCE8438576.1 transcriptional repressor [Rhodovulum sulfidophilum]AB17
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAARRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFAPSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>MCE8438577.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETDGTTELEFRENATFEPHSHDHGQEHAEEDHDHEHAEAGHDHDHDHEHAEDHDHD
HEEHDHDHDHEGHHHHGHDPHAWLDPENAKAWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRGKH
FIVFHDAYHYFENRFDFPASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLG
ADLAIGADLYPHLLRNLSSSLTDCLE
>MCE8438578.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB17
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSPAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MCE8438579.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB17
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MCE8438580.1 ribosome biogenesis GTP-binding protein YihA/YsxC [Rhodovulum sulfidophilum]AB17
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MCE8438581.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MCE8438582.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB17
MRRQTAMNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVL
HQLFAAGMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAG
GMIPKTETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MCE8438583.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB17
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MCE8438584.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MCE8438585.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTESDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPMGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>MCE8438586.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGIELTSDLKHIDQVRSEVGMVFQQF
NLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQRVAIARALCMRPNIMLFDEPTSA
LDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAFFNAPRSERTRLFLSQILGH
>MCE8438587.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSDAPSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLMSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEARGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPAAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MCE8438588.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB17
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGNLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELKGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MCE8438589.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKKSIIPGALTMVACAAASAGAATLDDVKGRGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MCE8438590.1 ATPase [Rhodovulum sulfidophilum]AB17
MSEWALKRFWTEAGVAPAEVGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRVEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRIRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARASL
>MCE8438591.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB17
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
VPERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MCE8438592.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB17
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MCE8438593.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB17
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MCE8438594.1 replication-associated recombination protein A, partial [Rhodovulum sulfidophilum]AB17
SKVTGPLAPADLARRLQKRAAQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGL
ADPQAQTVCLDAWSVYERLGSPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGF
GAGYQYDHDAEDAFSGQNYFPESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MCE8438595.1 hypothetical protein LZ187_02135, partial [Rhodovulum sulfidophilum]AB17
MNARHIFLALALFTCQPVLAQQVEIRSGEHPDYSRLVFETEVPQAWTLGRGPDGYLLRFDNRALR
>MCE8438596.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB17
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MCE8438597.1 hypothetical protein LZ187_02145 [Rhodovulum sulfidophilum]AB17
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTAADPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MCE8438598.1 hypothetical protein LZ187_02150 [Rhodovulum sulfidophilum]AB17
MALISDILLIAGALGATLYCYVLARRLRRFNDLENGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAAAAAPETAPTTQPPTATADGEPMVLFRRTAREAAE
>MCE8438599.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB17
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>MCE8438600.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB17
MWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSSQRDALR
MTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVRPSAAVT
VAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGPGRSIVE
VSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNYEVSQTE
REILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDAGGSGPQ
SSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGMEDDLGL
PAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MCE8438601.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB17
MSRLFLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKALQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARWGLAPKVVEIAREMAETEAERPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MCE8438602.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB17
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MCE8438603.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB17
MSLRLAPAVLFLFALALPTQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRIIDPFRNFMAGRADAETFERLLSLRPQADPSAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MCE8438604.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB17
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGSGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MCE8438605.1 S49 family peptidase [Rhodovulum sulfidophilum]AB17
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLASDRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARFLWSRYGL
>MCE8438606.1 hypothetical protein LZ187_02190 [Rhodovulum sulfidophilum]AB17
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>MCE8438607.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB17
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MCE8438608.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MALHLAERGHDVAVHYAGSAEAATETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVLVNNASIFEYDTI
RTATRESWDRHLGSNLRAPFVLMQCLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLAKMGLWALTRTAA
QALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDGGQHLGWRTPDVL
GVE
>MCE8438609.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB17
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSSRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTVKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MCE8438610.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB17
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MCE8438611.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB17
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MCE8438612.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB17
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAAREADEDALARWSDS
>MCE8438613.1 hypothetical protein LZ187_02225, partial [Rhodovulum sulfidophilum]AB17
IYPDGFQIRVLDHFNGAGSKAAKTRTACQGCDTRGLRPVRPRFRQCLTATYPLCRPEDIFT
>MCE8438614.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNGAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGS
QTASTRSS
>MCE8438615.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPATLASDDPADVIAGLRCLIVDDDAISRFVTVEHLRRLG
AEPAEAASIRTALDRVADREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRHHPPADDLSLWRRRLMPLLDTAPARASGLAKAHPC
>MCE8438616.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMETLTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVRWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MCE8438617.1 selenate reductase subunit beta [Rhodovulum sulfidophilum]AB17
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALATLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MCE8438618.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB17
MTAQTRRLPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLNGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
VGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>MCE8438619.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB17
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTHDTSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MCE8438620.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB17
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPEAAPPVAEALAAIVGACAALGSAGFQDAAVRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MCE8438621.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB17
MSGAAPAEAALSRRNLLRGKLAEGPPVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSSEDCPVATTIHSALALAPDNVLLAGGRYFLDAGGFRGD
LLRWDGKGFCKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRHWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWRAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MCE8438622.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDGVPEGAWARRG
>MCE8438623.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB17
ILIASGLLVYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAAAVAVGYALIIGFIYREL
TPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIFLLVLGMFLEPISILILT
MPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAICLLVLAIIALVPQIALF
IPRFMV
>MCE8438624.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRRFSVTPEPPGLLMRSVLFAALMIVALVSRGDAQPVHPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDRFDRTRPHRDPMNLLPILEETGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEEDTRQAFVRAHLPGGYADDFLLTPL
GVENAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLASSVPALANHALVSLPAYYDSAV
VDYPLILGRWAAAFTSLIEG
>MCE8438625.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB17
MMTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEVTLVPGAAFEEVMAEIARWGDITLVMNTGDVILE
AKGPLPEGRVAQGFFNLHGRPIGGHIRAGAGAQVAFVARSLFGTDTRSMQFLDARGGVLFKIYLGRDAARALIPTQLAAF
DALRARLAQGQMARTSATSVGMTEAPERP
>MCE8438626.1 hypothetical protein LZ187_02305 [Rhodovulum sulfidophilum]AB17
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCETKRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MCE8438627.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB17
MNTQRIRYFLSTTALVSVAALPLAPAGWAQEVNTTSHWTGEVSDEYRDPDDAGANWDNGFNGADLVIDGKDAVVTARTRT
VAADFNSVFGDPNVGPRTITISGGGTLNAVSENWAVVALGWTAGDTESIMTVTGEGSKLHTSALGSQAEGAGWATIAYND
GTTGVLYIQDGGTFEAEADIAVGNGEDTTARIDVDAGFLETKENANLRLGWIRSKGEVNLRNGSTATLSGTIFVGEGDGS
IGLIEVDDSRLMAGEGAELQLAYAVDSTGKVTLKNGSSATLGGNVLMGRNTGTTAAFNILSGSEATSNGQVVVGETDGSN
ATFTVDGEGSTYISNGAFDLGYASGATGKLVVGNRAEATFNDDLRVGLTGNGAIEVNTGGKVTANTDVHIGGTEGERKGG
KGSLSIDGAGSSFTVNDNGLFIGFSTPGTAGAPSGSVTVSNGGTLTLKAEAPEPRGNQTQMPDARESTGDLTLGYGEGTY
GVLAVKDNGSRVAVGGDLYAGYSGTGDIEVSGGASLAVDGTAYLGHGEGSIGTILVNGVGSELDMSDSLLAVGYDSAGDT
QDGLNGGAVTIFGGASATVGELSVGHEAGGGGTVGVTGSGTDGDESTVASRLTVRDDATVGRGGKGVLMAATGASVDIGG
GLAIGVNDGSNGTMRVSRGATVSVGTEDGQGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYERADAGRVNAGTLAFGDGT
GSLVFSITDTDYTFGLDVTGGGAIEAYNGTVSLTGDYSEYDGDTNIHGGTLSVDTGTFTHSAITVMDSATLAGSGTVSDV
TLQDGSTVAPGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKSTEENEAPGIAANNIGGAGGTVTLGGSSSLS
VSRLASDTAGDFKVNTWYTILTADQGITGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNALNAAR
AVGSMDEDNPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAGAASAAVTRNATSY
GAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQ
LGVYTARSFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYRTWAGSTSLEPFIGQAILYQEID
SFTETGGSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVTGSALDR
NQAVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MCE8438628.1 replication initiation protein RepC [Rhodovulum sulfidophilum]AB17
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAETDPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREELTLLKRDAVKLTVYGRESGLPGDWEGIEGRLLDIHRQMRRRLDRAELETLKAALSGLLSEIRVLLVET
ENPSGSDGEIGRHYQNSNTDLNEFEPCQEMAKGSGVPCSGTAALAGTGSELAPGVDTRTDSGSELATDPGSAASVASIRS
AGSKTPDLSAIPGGTDGPPVLPLALVLKACPDILDYAPSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKAAQGEFSPGPMVMALLRPMAA
>MCE8438629.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB17
MARKDLLKGLMDPGKPAPSTEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MCE8438630.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB17
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MCE8438631.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB17
MDGQALGPLQDTSRQDTSPQDAPPARRRRISPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAVGFPARFSWLVLSPMPTLTLLLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELKQRADLPVAAPEGAPALSFEGVHFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAP
>MCE8438632.1 prepilin peptidase [Rhodovulum sulfidophilum]AB17
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>MCE8438633.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB17
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MCE8438634.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB17
MRSTTRSRTQISDRLRRGAVLVAIFCTACSASGTLSPAYRGLPAPTGTAHPATAVDGLVVGHRLMAAGEYDLALKAYYRA
AAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
RNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>MCE8438635.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB17
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLIALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRHASGPDRLDR
FSTLLEPRDETALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQENLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKVGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKASKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>MCE8438636.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB17
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAIAVAVFLVVNVIFMRVMINI
KV
>MCE8438637.1 CpaF family protein [Rhodovulum sulfidophilum]AB17
MFSRYRKSEPGKVAPAPPQPQAKTPPEVPAKASAPVLPALPIQAAPNEKDRKRKERLGELKAELHKTLLESLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MCE8438638.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANISAIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDFGTAAAAAAQ
>MCE8438639.1 OmpA family protein [Rhodovulum sulfidophilum]AB17
MRARLVFLTLGTALALTGCSPQQREAFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRAAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKSGLIPEPLQAEE
>MCE8438640.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB17
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLNFSGGTNTIAEGNNLGNIFDGDPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MCE8438641.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB17
MRLIFGLVLLVGVGLAGCAVYLAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTRGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGATDDVVAKAVEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MCE8438642.1 hypothetical protein LZ187_02390 [Rhodovulum sulfidophilum]AB17
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDSLSRATVASPGTLGWSD
>MCE8438643.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEAKGAGTVIGVGSVAGDRGRIGNYVYGAAKAGFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKIADDILTALEKRHNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MCE8438644.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB17
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSDGAATEMTRMDRLLAFAPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMMPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMAGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPGSM
AAMYPELEAWRAEADKADPGQRLATDLVRRLQLRSA
>MCE8438645.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFLMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGVAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MCE8438646.1 hypothetical protein LZ187_02410 [Rhodovulum sulfidophilum]AB17
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANARVAKIV
ASLAAESDNGYVAAHGHRDNGPAAQTITNPRVAAIAAYNAANAD
>MCE8438647.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB17
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MCE8438648.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB17
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MCE8438649.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB17
MPELPEVETVRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGQLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIATLVPAIRTVLSEAIEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSSGCIGRIHRVVQSGRSTFYCPQCQR
>MCE8438650.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB17
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MCE8438651.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB17
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWIQPLLWMGAGAALTWIGAGLALLLS
>MCE8438652.1 hypothetical protein LZ187_02440 [Rhodovulum sulfidophilum]AB17
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSAQLTILPEIEADASFAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MCE8438653.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB17
MQVPFPIDTLGASASSRPDRSASNAGAADPDGSDFRSAFDETRPSDRNETAREAARRDTPKTSAASDRAEETSSSAPPGA
RKNSEDSAEEVDETAATKAGSDTVKNDPADASDAIIAELPAMAGFSTTPQPGTGAATKTQALPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSVESQPNAALPASSPMADARPAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSSPEITDATPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAARTIASDDPATDPKGDQKGHASAHRENTSTTPTAPTAPHAMAAQPDAAATAPPIAGAAIDIQTAIDGARGDPTA
ATDSGASERSGSDQIRGSETARHTTAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNIS
ADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEETETGLLSANRTSPRTAGGGLDL
RL
>MCE8438654.1 rod-binding protein [Rhodovulum sulfidophilum]AB17
MLPSSPTPIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQTTEMAR
AGGIGLAESIFESLKERMDDPD
>MCE8438655.1 hypothetical protein LZ187_02455 [Rhodovulum sulfidophilum]AB17
MTPIDMIADLLEREYQALRHSDFEALRALTDEKEQLVARLQLPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MCE8438656.1 flagellin [Rhodovulum sulfidophilum]AB17
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKAVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MCE8438657.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB17
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MCE8438658.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB17
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MCE8438659.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGIEDKGALANKLADKSYYKLAEAFRFVSSGAAAATAEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDGEGDTNKEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDKLIKLYMIRSEANTGAGYSSGQIALRLLGG
>MCE8438660.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB17
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSENAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVIDPFGQPLDGQPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAIWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MCE8438661.1 FlgB family protein [Rhodovulum sulfidophilum]AB17
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MCE8438662.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB17
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MCE8438663.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB17
MDLKSSTAALGYTTARPATLPQPGDDGAEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MCE8438664.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB17
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MCE8438665.1 flagellar hook-basal body complex protein, partial [Rhodovulum sulfidophilum]AB17
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGV
>MCE8438666.1 BamA/TamA family outer membrane protein, partial [Rhodovulum sulfidophilum]AB17
SLLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGL
RYDTGIGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>MCE8438667.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB17
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEAELALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EGEPRVTGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGAATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALEADIAFRATGIGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIVAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGFAQIDRLIGGKTTIAAAGARKAGD
LTVGRLNIETPRLTVKAEDGAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLMLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MCE8438668.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB17
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MCE8438669.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEDNIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRR
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGADMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MCE8438670.1 aminotransferase [Rhodovulum sulfidophilum]AB17
MAASQPPRGGTAATFAPPVMQARRWLDGVSFLADRPLLNVSQAAPMDPPPEALRRAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRGGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVAEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSDPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MCE8438671.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MCE8438672.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB17
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MCE8438673.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB17
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MCE8438674.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB17
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MCE8438675.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB17
MGKCARAGRVIGWITGAAAAAGLFASVAVFASVAAGSAQAAECAENRVDLRGDWGTARFSVELADDEAERALGLMNREHL
AGSAGMLFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTE
LRHPAFGPDAAWPCH
>MCE8438676.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB17
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMR
>MCE8438677.1 hypothetical protein LZ187_02570 [Rhodovulum sulfidophilum]AB17
MLEILVLIIVLILVFAILSHGISGTIEGAKKTIRTKDWRGAAMRGGAVVVILIVAYVFAG
>MCE8438678.1 hypothetical protein LZ187_02575 [Rhodovulum sulfidophilum]AB17
MDDVFREYYKRFGDLPSSRRMPDEVLGKLDELCAMAVARGRKLTDEELELAPEPPLNAMS
>MCE8438679.1 minor capsid protein [Rhodovulum sulfidophilum]AB17
MCEACLKVNAAHRYDPTRTTTLRRQFEAAAARRFRNLAAKIWEEVDRQDGFGLKTNRGRFDQPRSDQKVVAFMDWLQQQQ
DAGILEVRRGERLDSAGSRSWASFYVRNAYQKGVAQAASRMRAQGAHVAPEWVEKAFTRPFHVDRVALAYTRAYSDLRGI
TDAMDQQISRTLAEGLSQGLGPREISRALTDRVHKIGITRARMMARTEVVRAHADASLNAYQEAGVAGVALEAEFATARD
NAVCPQCEALARGGPYTLDKARGLIPVHPNCRCAWVPIVPRTRRGETSAAAQAAAQGRPMTAAQAMQAMPVARANSHNAF
DGAPEPALRMIQKTPDLTGMVRGKPGAYMDHEGRMSMGKHTPGTVAYKRVFRHEFGHHIDRNLGDGQRFASFAAVDELAA
DNKAAAEQEFRRVILAADAGGYVTDAKRILDEMTPLGEDGVKALYGVNEIRPTDAIAFVAAWNRKDVYQLLHDLPNRFGR
RVLHDSPLAGMQDVFEAGTAGKIRIAFGHGEGYYKTRLAYDRYIGAAKKIGARTFTGSQLAEAFANWFEAYGSETLADYQ
TFKHLWPSMSQRFEEIIGGGEDG
>MCE8438680.1 DUF1073 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSRKILAGRAGQSFNGARDLYETLGYPLGLMPEDYVDAYLRQDIAARIVDAYPDATWREAPKVNGPDEVREAFGKLDARL
HIWRALHRADRLAGLGHYGVLLLGLDGGQPMDQPVRGNRFTLLYLQPHSERTAQIVRWEDNPKSPRFGRPLLYRITSGVN
WTGAGAGQKSFIAHHSRVIHIAERALEDESIGTPRLERVWNRLMDLDKLLGGSAEMYWQNVAMLMHLKADLAVQWDPDEA
EALKAQVEEMQHGLRRWLRTRGVDASNIAPGLQGADPANHIDKQLDMIAGATGIPKRILIGSEAGELASSQNENNFVGRV
EERREQFAGPSIAMPFLTRCTELGILPPGADGIAWPENDTLGEVARAEIAEKNAQAIATYANAPGAELIVSPAEFRETLG
YKAAQPKVAEDDDLGAEGVIQFNAARHV
>MCE8438681.1 phage terminase large subunit [Rhodovulum sulfidophilum]AB17
MTARLTPKQREANRLLAGPARNIMLRGGSRSGKTFILVRAIIQRAINAPGSRHVIFRFRFNHAKTSVWSDTLPKVLKLCF
PALMVRFDKTDFYVELPNGSQIWIAGLDDKERVEKILGQEYATLYFNESSQIPWGSVEMAMSRLAQKCALAPEIAAATGR
AFLTLKAYFDCNPPSKLHWSYQLFRAKVNPGTKEALPKPGDYAEMRVNPADNADNLPPEYFEVLASMSAAKRLRFEAGEW
ASDVNGALWALEDRKSPDGKTMPGLDSLRVAAAPELRRIVIAVDPSGTRGDGGGDNIGIIAAGVSFDGQGYVLQDGTCNL
SPEGWGRRAVDLYHRHRADRIVGERNFGGDMVRFTVSTADKDASFKEVSASRGKVVRAEPISALYEQGRVHHVGDFPDLE
DQLCNFTASGFIGEGSPDRADELVWALTELMLGPNHTKVTW
>MCE8438682.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDRDESGRFQAGHSLPGPGRPSEYDPSMNDQARKLALLGLTDAEIGEFFGVTEQTLNNWKAQFPAFFESLNAGKVAADA
NVAESLYRRATGEFVKFEKAYKKGDGEIEVITLKSWNPGDPGAAKLWLTNRQPERWRDKREVNATGAINLTIGKEDAEL
>MCE8438683.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB17
MALTAKQQRRYYVYTLADPRDESVFYVGKGTGNRIKTHAARVARGLFDNGAKCAKILDIHRAGLSVVENIVADCLTEAEA
FAEEKRLIVKHRDHGITNISQGTVTAEQASVARASALLKSTKPYEEWVADLPDETCGQVCRVFGSTEKFYRWYVGQLGKL
SEHPQVRELRFPAQS
>MCE8438684.1 hypothetical protein LZ187_02605 [Rhodovulum sulfidophilum]AB17
MTDTVRLLVKSDGLDLGVYDQDGRRIEGVLDLAVEREHEGLTFITMTVIAGKPRGAQIIGGIAPPPSEK
>MCE8438685.1 hypothetical protein LZ187_02610 [Rhodovulum sulfidophilum]AB17
MNQEKLQRIVERVNGLETQLASFAPDAIKEAKGLADTVLDPKTASRSDIWSRIWDKPLYANAKVAVADRWAEQLRPFVPS
ALAEWGGEGATFRVTKLGKGMSNDSYGLEGSLAGRIGKEVRTARYRLYRIQGAAIGLRSMPEKSPFKVFVGQPLGNVVST
LSKAFGEGWGAISILHALTDVGLAAKPDLHLVRTSEVIGLLDGLHVSDIPSPKQCLEINQRISALCIAKYGSTNAWQLRY
IDKLFMEISRSGLLDTQEGKDAPLRSRHTAGSDGREGWKPAIPAQPELPGDSWERGAQLEYLEICKLEKSEGAFKLSIEF
PGGAPFLRAGYIAPQDLVRLTAVAANSDGGEIRGDEYPLEITGMEINCLERAVKLRARQMVR
>MCE8438686.1 hypothetical protein LZ187_02615 [Rhodovulum sulfidophilum]AB17
MAKARAQSLECDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSE
EEKARAAVTNWMRWQGDLGHLDRWQQAAIWGALWGQTVLTRDGAGTDEGRVYVAALRKLADVVD
>MCE8438687.1 helicase RepA family protein [Rhodovulum sulfidophilum]AB17
MATDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAEVTKQRDGPTGYRFCYQ
LRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSFDLWRDACMTEGELSSSENRDTRKRAFNRCREELETAREIVVRDDL
VWVVQ
>MCE8438688.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB17
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>MCE8438689.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MCE8438690.1 FUSC family protein [Rhodovulum sulfidophilum]AB17
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRDETDALLFDIDAEQRRLDDQPHSWDGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACTIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPDLNFSDRGTLA
>MCE8438691.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSKTPETNTDSEPGRERGGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MCE8438692.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
CTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEAGEHLRQMDDPLAGTIRFGASNFTGIYLM
PAFLGRYRQAAPDLEFELEIASSAQLLADLDTAKLEFLILSDHIAVDERRYQCRHICNDEMVLVVPPAHPLAKVSSATLT
DLSQDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMHISSTEAIKQGVLHGLGISVLSRFVVAQELADGRLKEVPMALRPF
RRGIRAINLRDKLLTPAASEFLKRLVESGGRAEALPWAAEGAPDRPSHPPSGSAHSKA
>MCE8438693.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MSGQAVLLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>MCE8438694.1 CoA ester lyase [Rhodovulum sulfidophilum]AB17
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVATSEKAAARSCVLEALRAPRGPNRLWVRVNPLQTSDFEADLDTALA
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSNLAGLTWGAEDLSAALGSARSRGE
DGTLTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEQEIEAA
RRIVEAFEAAPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MCE8438695.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB17
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRACKQDGTLVAQCRRSALMMSSLDKEAV
>MCE8438696.1 CoA transferase [Rhodovulum sulfidophilum]AB17
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATERSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGSEAIRGLEARGVLGRMAGSDK
EEA
>MCE8438697.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB17
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MCE8438698.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB17
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRIVSPETGATQIEVLIGRIEPGEGASPHLHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MCE8438699.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHVIVLALLVAFPQLVLWLPGTTQ
>MCE8438700.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB17
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MCE8438701.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDLVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MCE8438702.1 DUF6324 family protein [Rhodovulum sulfidophilum]AB17
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MCE8438703.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB17
MPDPLSPLLAPGQLLARGVCRHLRDLGFACVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLDWCDR
FFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MCE8438704.1 hypothetical protein LZ187_02710 [Rhodovulum sulfidophilum]AB17
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRH
>MCE8438705.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB17
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MCE8438706.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB17
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MCE8438707.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB17
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTDAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MCE8438708.1 riboflavin synthase [Rhodovulum sulfidophilum]AB17
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVIDRGTSGDGAWFDVSISAETVSKTNIAGWVE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MCE8438709.1 polysaccharide biosynthesis/export family protein, partial [Rhodovulum sulfidophilum]AB17
MKTLLARGARALVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKK
>MCE8438710.1 hypothetical protein LZ187_02740, partial [Rhodovulum sulfidophilum]AB17
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRE
>MCE8438711.1 AMP-binding protein [Rhodovulum sulfidophilum]AB17
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MCE8438712.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB17
MVFKIDFLGTRPVSEMVAAAGDAAGARPPVGLVRGFRAGTRVATREGCRPVELLEPGDCVLTVERGSQPVRRIERGCLWR
GPSTCPPPLWPLEVPAGALGNRRRLTLLPEQRVLIEAAHAAETHAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PATVYANGAARVHCPSWQGEGTGSTDRPEDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MCE8438713.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAKILGRITATTDYGAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDTVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMAAKGESFYA
RFAPDAQAA
>MCE8438714.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MCE8438715.1 glutathione binding-like protein [Rhodovulum sulfidophilum]AB17
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRNWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MCE8438716.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDSEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMEQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
DTTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKAFIAEHEDDAALKE
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MCE8438717.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MCE8438718.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MCE8438719.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB17
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MCE8438720.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB17
MSRRTPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MCE8438721.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB17
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARIFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGR
>MCE8438722.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB17
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MCE8438723.1 DUF3883 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSNGPWTDEENDLIVADYFAMLVDDLAGRPFNKAASYRRLADRINRSAKAIEYKHQNISAVLKALGETWLIGLAPAFNFQ
GSLEHAVLRWFKSHPDWLGRLPGPRPANGMREAAQLWIGPPPTLSNQPPPQELDQMLRIARKFDVAGRDERNRALGRAGE
ERVLAHEKATLKAAGRDDLARKVRWVSEEDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHISRNELAVADERRTEW
CLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>MCE8438724.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB17
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTTSGPCYACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFLRGIDAPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVKTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLIGLFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPAAAVPSRT
>MCE8438725.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSKGASSGDENGVDGRFLKKYDFHMETKNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSE
RLGVARPQLSKALRVLKDLGLVDQFPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAV
RGLQAEVNGND
>MCE8438726.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB17
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGEPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLW
AEMPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFCLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>MCE8438727.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB17
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>MCE8438728.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB17
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEASFQA
RARAEALKNGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQLAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MCE8438729.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB17
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIRRLARRLAETTDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MCE8438730.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLSDELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALGVVLVRFRKVLSG
>MCE8438731.1 ribosome-associated ATPase/putative transporter RbbA, partial [Rhodovulum sulfidophilum]AB17
LHPFPDRRSSDLALIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMSDPAARRALAPRIAYMPQGLGRNLYPTLSVREN
LEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLGLCSALIHDPDLLLLDEPTTGVDPLSRRQFWEL
IDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKAKAGAATLEEAFVRLLPDRPEAPPLVSRPLGEG
SGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTMKMLTGLLDPSEGEAELFGRKLRASDIESRMRI
GYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDRLADRLPWDLPLGQRQRLQLAVATLHAPQVLIL
DEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISLMHAGRVLDVGTPAEIVARRGAASLEEAFISCL
EAELTPDQTAPAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPIRVFFALAGPAILLLTMGYGISFDVDRLSFAVR
DQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEIPDEYGRDLRRGDVPEVSLWIDGAMPFRAETAR
SYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVILMLIPAIMSAISVVREKETGTIANFRSTPVTR
IEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLYVFATTGFGQLISAFTRSQVAAVFATSVLSIIP
AVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIAPNAAVLAGFCMIYLSLAILGLRKQEA
>MCE8438732.1 hypothetical protein LZ187_02850, partial [Rhodovulum sulfidophilum]AB17
ISMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERKARGLTGNE
AYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGRGTATPPVPGSRVFGWSQAKTYDSAELKLDADVLITPLA
AEELRARHVRVVRA
>MCE8438733.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB17
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MCE8438734.1 heme-binding protein [Rhodovulum sulfidophilum]AB17
MMNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAA
LAPGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGI
SNE
>MCE8438735.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB17
MSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPIDDIVNDLVSQALGDKKPCSVCPHSDSSDGVAVSDDE
ATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREVILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEK
TPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIICNSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLA
TLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGC
SFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVIKQLEGVVINEKGGPKTSCVGKSAAHLLGLIGITAGDDV
KVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENGNRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAG
LAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MCE8438736.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB17
MDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGETSAVRMAMAAIE
AAAQPAAF
>MCE8438737.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB17
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MCE8438738.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB17
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGQLPWLRP
DGKAQVTFEISADGRPAVLRSLVLSAQHDPKIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MCE8438739.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGLVDFA
APIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASHIVEE
SYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFADMMRY
ILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVEIRAY
RDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLPTGFD
EATAQARQD
>MCE8438740.1 response regulator [Rhodovulum sulfidophilum]AB17
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MCE8438741.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB17
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MCE8438742.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB17
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MCE8438743.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVHLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRIFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTLWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MCE8438744.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB17
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELCEMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRALFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGPEPHP
>MCE8438745.1 GTPase HflX [Rhodovulum sulfidophilum]AB17
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVELVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDAGS
TLTVNWTARQEQRFRSL
>MCE8438746.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB17
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MCE8438747.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB17
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MCE8438748.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB17
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MCE8438749.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MCE8438750.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB17
MTHAKGLLALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDA
HTLVGYLAAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGSGEAVVI
QDWDNNEFRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMR
KRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIE
SLREKGEPKGYLPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHRGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MCE8438751.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MCE8438752.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MCE8438753.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB17
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVQMITIHGRTRCQFYKGRADWRAIREVTEAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGAGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
AEGRVAA
>MCE8438754.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB17
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTIEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGET
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARISVKATTSERLGFTGREEGIAALATVTLVAP
>MCE8438755.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB17
MSLALNIATVFGVGRLRPAPGTWGSLAAIPAFWALDVTGGALLTALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MCE8438756.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB17
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLAYGFVRDLARA
PEEAVPDLPPAALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRARQRG
>MCE8438757.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAT
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WIGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDIALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>MCE8438758.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTFGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCVGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVLRLAGTCPASEIPLKNMEIAE
>MCE8438759.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB17
MMRSLLNTACVAALAFGSLAFGARPLEARDRSADGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDADDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTDLSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDESNSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MCE8438760.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVILGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRMMETTR
>MCE8438761.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCALM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPAAIFLVLLARDPLLALATAVSAVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDMIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAHAHEFITRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEGGGIV
ERGRHEALLAQEGLYARLWSHRAKAAGWQIGG
>MCE8438762.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB17
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRVSGKGDEQSL
QIAQLRYHY
>MCE8438763.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB17
MMHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTER
DIDL
>MCE8438764.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB17
MSGFFRQDARMGRISTMLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATITLTTKEGARPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
MESDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>MCE8438765.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB17
MPPIARVGDTHVCPVKGHGSNVIVTGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>MCE8438766.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MCE8438767.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB17
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>MCE8438768.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MCE8438769.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB17
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MCE8438770.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB17
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MCE8438771.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTGPATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGDVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MCE8438772.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSQMDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQH
ALWNSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MCE8438773.1 host attachment family protein [Rhodovulum sulfidophilum]AB17
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>MCE8438774.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MCE8438775.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB17
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMAWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITSYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MCE8438776.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB17
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAALAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPGDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRTRLEQIIAGMPPRGPLRLSQALPFDDWEDLARTRSAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTLDAVMIYAQAGHGRRATLYTDFTFAVWDGNRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MCE8438777.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB17
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLVGLGNGAEPEPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGLDA
GIVATAWEGETTEGGEE
>MCE8438778.1 hypothetical protein LZ187_03080, partial [Rhodovulum sulfidophilum]AB17
MADVHVTEPIHPDALALLASAGLSVSCGWKGDDPAAGLAAARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANAHAVAEHTMMMLLALTRQAVAMDRVARAGFD
>MCE8438779.1 SurA N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAGRGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVD
>MCE8438780.1 LPS assembly protein LptD [Rhodovulum sulfidophilum]AB17
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRESESNATIPSIVGDVDYRRRFAPALLGGMASLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGGITLDHYEIGDDAVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MCE8438781.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB17
MTLHFYIARKFTLYLLGIIGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSISGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MCE8438782.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB17
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAITLLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>MCE8438783.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB17
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MCE8438784.1 VOC family protein [Rhodovulum sulfidophilum]AB17
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPAGRAGSGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGLGGSAFSVADPEGHVWTFGSYNPLSRD
>MCE8438785.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB17
MGQALFYHLTRHPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALDRVCILFDGNDPAAVERARAQWRALTGAGLAAQYWSEESGRWQKKAESGG
>MCE8438786.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB17
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLSLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MCE8438787.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB17
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MCE8438788.1 MarC family protein [Rhodovulum sulfidophilum]AB17
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MCE8438789.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDEVLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MCE8438790.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB17
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLMVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPKGIDRTIWNKDIAAERG
A
>MCE8438791.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB17
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MCE8438792.1 flagellar biosynthesis protein FlgA, partial [Rhodovulum sulfidophilum]AB17
AFEAGAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGD
QPSLLIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRA
VPDLCEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHAD
TWEVLREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSI
DAVSARILPGGPLYEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MCE8438793.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAQDGARRQRAMNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>MCE8438794.1 cyclase family protein [Rhodovulum sulfidophilum]AB17
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGCREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MCE8438795.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MRPARLAVLAVRVADRVLAAVEALLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLVCCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
LGLTGGIMASGKEDPGA
>MCE8438796.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB17
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRREKMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MCE8438797.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB17
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPADEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVIDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MCE8438798.1 aldolase [Rhodovulum sulfidophilum]AB17
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEEQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MCE8438799.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MCE8438800.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB17
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MCE8438801.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB17
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MCE8438802.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB17
MRVVVSEFMDTEALAGFGEDVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKSGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNLRVSTVTVRNVKEALADAPA
>MCE8438803.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB17
MPRPDADMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGT
NPIAFAAPRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGQPTTDPEAALAGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARAPGFGERLEGLLAAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>MCE8438804.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB17
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKETPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPGFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MCE8438805.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB17
MLDFLLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEE
>MCE8438806.1 malate synthase A, partial [Rhodovulum sulfidophilum]AB17
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHGEA
>MCE8438807.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB17
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQTEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGDGFGAGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MCE8438808.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB17
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGVISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MCE8438809.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MCE8438810.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MKDELQKTGAARPDATDPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MCE8438811.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MGMAATAGLMAGSALAGEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADLILSNGLNL
ELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVRNASAYKDE
LRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVVFCESTVNT
APAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLSATTN
>MCE8438812.1 transcriptional repressor [Rhodovulum sulfidophilum]AB17
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MCE8438813.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB17
MTTEDTSSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFM
GMLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIE
HKPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPAD
MVIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDW
IRAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MCE8438814.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MVGKLDESLLQDVGAFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDSYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLELIGDGR
>MCE8438815.1 hypothetical protein LZ187_03265 [Rhodovulum sulfidophilum]AB17
MVFAPAFARAGPDDTSRVAPTGTGPGIDGMLPAGRAAVGGAPGRKVEPDVTGAGLSGTKGPPPVATCMAPPRIGGPARHH
RGRTAGPVGDLVAQVVQ
>MCE8438816.1 NnrS family protein [Rhodovulum sulfidophilum]AB17
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWSGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGTRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASGAVLVLWSLAPGLPGLSAAF
AGLAGLHLARLARWRGWRCGPAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLDGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>MCE8438817.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGGISFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLTDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MCE8438818.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB17
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MCE8438819.1 hypothetical protein LZ187_03285, partial [Rhodovulum sulfidophilum]AB17
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPVAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
E
>MCE8438820.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCNFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MCE8438821.1 hypothetical protein LZ187_03295 [Rhodovulum sulfidophilum]AB17
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGGANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRSTDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLALKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTMMANASDYALYDRYR
>MCE8438822.1 hypothetical protein LZ187_03300 [Rhodovulum sulfidophilum]AB17
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARGLIGPRDIVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVVADFVTIAGLPLDPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRTLREMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MCE8438823.1 sulfotransferase [Rhodovulum sulfidophilum]AB17
MKSALICPGPGRSGTTLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYESNFDVDADDADALRFEFSPRYTTVTAPSWHK
TVVERIRNSVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGLHVPNTRRGAEIPQSSKAKGHPRYYYSQDHDICIRNREGREAYLPA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSEFWLPGSYAGAVPDYFNWSYRDK
VFPCAEPDFDLLNDASPELKKASLSEM
>MCE8438824.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB17
MPKRALITGITGMVGSHLTDFLLAETHWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTSKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MCE8438825.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALDAPVRSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRRDDRFIRKGDMRFQACDSARARRLGHLPRHDLEDTLSWMLAAAPAVPEPVEMRLP
>MCE8438826.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB17
MIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPALERM
IRTYNITELCTAIKPYCFLREFARGPEAGAGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAE
RAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAY
WNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFF
WNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGR
HPMVTSFMYSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGS
EYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRA
ELAPDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MCE8438827.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB17
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDHGGAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMVPGPVSFP
LVLFRDGPGEVPADRIQQALALTTGAVHVLSRNAGRRHGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSP
AISAWHFLEAALRQDPVLAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKPSAMLDPCFGLARVAA
LRDAAAHVGRRDGPRMTEAILRLAAPLARFGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYARACEHIAAAGYERLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEVFAEAVISLH
GDEMRWTRMSRAGYDFCEARYSRRAVAAKLNALLDGVPA
>MCE8438828.1 glycosyltransferase [Rhodovulum sulfidophilum]AB17
MATSRLAAMRRVLKTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADRP
PDAATGLFGASPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDASIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRAALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNG
AALVVRDAPDPDRLQVELYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEDCQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLARHAAPDLGIVVIGRIDPAFAHHRIRVHGAYHREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHMRRHLGAGVT
LPPALPA
>MCE8438829.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPAPLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MCE8438830.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILGMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MCE8438831.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSFEISEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTSAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MCE8438832.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MSKKAILALGSAMLAVSGVAVQAATDYPLTIENCGHSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACATTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MCE8438833.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>MCE8438834.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB17
MRIPASVLSRVAAGLSLGLCLASASLAQTSLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGSPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>MCE8438835.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTLSRAPRGEAPPAAEDTSSRQPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRAMPGEGLPDAEKTNADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MCE8438836.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB17
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MCE8438837.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB17
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQARACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLKVHAAAGGEEFLALDGKTYVTEPGMTVISDATGVESLG
GVMGGETTGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASEMVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MCE8438838.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLASGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYTDFAPVGDDEAVRLLDELLARR
>MCE8438839.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB17
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGMGIDRIAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MCE8438840.1 hypothetical protein LZ187_03390, partial [Rhodovulum sulfidophilum]AB17
YAVGAAALAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLASGDMLPGFNGASLAFKQDLGD
NATVALILDEPIGADVSYDSTNNYPLGSPITTLDGANADVNATGVTALLRYELPSNVSLIGGLRAIRTSGTVSLPGVGAY
SLNSSTETDFGYILGIAWEKPEIAARVVLTYSSAIDHSFDTVETAGSSSFSNDLDVTVPESLTLEFQTGVAVDTLIFGSV
RWVDWTSFDITPDLYTGRVVPGGSLVDYDHDVITYNLGLGRKFNENWSAAILVGYEKHEGTYTGNLGPTDGFRSIGLAAT
YTTGKVKVTGGIRYVEIGDAKTEFGPDTTRFKGNDGVGVGLRVGYYF
>MCE8438841.1 ATPase [Rhodovulum sulfidophilum]AB17
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRVPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>MCE8438842.1 hypothetical protein LZ187_03400 [Rhodovulum sulfidophilum]AB17
MRGWKSGAGWSAAAFAAGLMAAAGAVRAQQEGPEWDLQRCIWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGHGAYAGVRAEGGQDVIFYVFCARGGERLLQLDGAGGEAGPNVLSLIIDGQGFPVTFGGSSEGGMLARLPPSAPVLG
ALQRGQTLEIRSGAGQGQGLGRFPLAGAGAAISGALALCR
>MCE8438843.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB17
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHLHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MCE8438844.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRWLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPQGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHAAA
>MCE8438845.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB17
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKRDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKAAGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MCE8438846.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRRAALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MCE8438847.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTLEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MCE8438848.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MCE8438849.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIRRLRAMG
>MCE8438850.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB17
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MCE8438851.1 hypothetical protein LZ187_03445, partial [Rhodovulum sulfidophilum]AB17
SGASLFAGRGGTSLFATYPVRAQQMAAPGTAAQFAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPT
RLTIAEIYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHN
LSRIWAGLPTASGRSYYHGVAGNRATMTWPQFEAAMSRIAPGPGGAPKDG
>MCE8438852.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB17
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVPLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELATGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNKLEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATG
AQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEA
>MCE8438853.1 hypothetical protein LZ187_03455 [Rhodovulum sulfidophilum]AB17
MSPYDIDNFTACWADSLSQDYMAPFVFPPGIFLLSFPMGLLPEAGARLYWSAIGAVTVPLLALALWQIARVTAVDGPARL
LRACWVTLGVSIGGTAGALYVGQPSVLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARAK
GLLAGLVLLAAAALTLVDPQVFSDYLHALEVHAGSPASKLARAELLYGLPGLLDWGRSHPRGIAILAIALVTSAAAGRAL
ARRRPAQCDWSIPMLAGACLAGAFVSAHKGYDFAVYALVLALAAHLPRTVQALLLVPALLIWRPALLDLLPVPGTANHVV
LLDAVLACSAGFLILYGLGRRARSQQSRAAAPVAPRI
>MCE8438854.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB17
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERNVPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQVWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MCE8438855.1 YcjX family protein [Rhodovulum sulfidophilum]AB17
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAAMAGIDPGAPFDEATAQLLAAQFTEALNTAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MCE8438856.1 YcjF family protein [Rhodovulum sulfidophilum]AB17
MTRRPVVFDLEDEEKVSARPARNSAPRPDPFSDPQEDEPPRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAERRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MCE8438857.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB17
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MCE8438858.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGS
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPILVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MCE8438859.1 hypothetical protein LZ187_03485 [Rhodovulum sulfidophilum]AB17
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPSPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MCE8438860.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB17
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFETTPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MCE8438861.1 DUF484 family protein, partial [Rhodovulum sulfidophilum]AB17
SRSYAGNGTNRPPRRVVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGA
VERVLRRWLA
>MCE8438862.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
ISLHINLSPGTPAMHAVWIVLAAGDALPPGTRLWSSQRPDPGASAQIAPVEFAPTTWLSALRADLAQTPERAAYDPEALT
PARRAALDRLARYALVPGVPLLILGERGVGKTRVVESLVVKLKGDRHVVTLSCGQLRGEGAEALLFGRAAGTDDKASAVD
EGLLHEADGGILFLDEVQDLPRDIQRLLLRALQGRVRRWRRLGETGQQEAQFDLVCASNLPVAELEKTLDPDFFDRIAHL
QVELPPLRECVADLEADWRRVWLEIGFPGDAPWSPTLERALSESTLPRNLRDLQRLVAILVSTRREGPWPISLQRKALEE
WRVVGANPPEAFGIGSRNERIKWFRKRLAHWAKERWGTWEAAAVELKCNESTLRTDVKGD
>MCE8438863.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPAAAFRKRADMGDAGQIAEFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTI
SGQAISVCGDCQMLT
>MCE8438864.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPLMTAAEFADLTLVRMLNEGQAARLAAE
RSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLITMLWLKAGPIINFDIGVEAGLPAEQQ
SAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDSRRRIIS
>MCE8438865.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>MCE8438866.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MCE8438867.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPETHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSISVRDRSLHGLIGPNGAGKTTAFNLLSGLYEPSAGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>MCE8438868.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB17
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTAGLPGRARCLVAHPVNPPHLIPVVELCPAPWTAVE
ALDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWARDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MCE8438869.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB17
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MCE8438870.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB17
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPVVEGNPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVELGVDGLGIQRQVCVADI
>MCE8438871.1 hypothetical protein LZ187_03550 [Rhodovulum sulfidophilum]AB17
MQTIEHLLRLADAYKQAAGVAEDITVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNVADAHPTPQISGDAA
>MCE8438872.1 phage repressor protein [Rhodovulum sulfidophilum]AB17
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>MCE8438873.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB17
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MCE8438874.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB17
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTCAIIPNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAY
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MCE8438875.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB17
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MCE8438876.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB17
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MCE8438877.1 hypothetical protein LZ187_03580 [Rhodovulum sulfidophilum]AB17
MLALNGPHWLVITDFGPHGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>MCE8438878.1 hypothetical protein LZ187_03585 [Rhodovulum sulfidophilum]AB17
MTCPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGREVSQWAN
>MCE8438879.1 ERF family protein [Rhodovulum sulfidophilum]AB17
MGELTKIPQEGAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSSVD
YASKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSQQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAASLDDLGAVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MCE8438880.1 hypothetical protein LZ187_03595 [Rhodovulum sulfidophilum]AB17
MNDMTPSSSKEGANPRAVIGGNAPPDPLDEALAPYGDFITEAEGWLDGTQVTTAAQMKAVDDLAKEIKAAEKAVSTARDA
ATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRREAEEATRTAAAGDIEAQRA
AAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEDYVRRHHKDRVIAGVRVWEEQEA
Y
>MCE8438881.1 hypothetical protein LZ187_03600 [Rhodovulum sulfidophilum]AB17
MPAADPLPAALEDLRASILSTLDAGEGSKMRRLLDMRPVHQALTDVERLIRRAEECRQ
>MCE8438882.1 hypothetical protein LZ187_03605 [Rhodovulum sulfidophilum]AB17
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MCE8438883.1 hypothetical protein LZ187_03610 [Rhodovulum sulfidophilum]AB17
MLMQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKPRKGRTIPRNTAYWAGLTTAIENAEAWPTTRHLHDDLKR
LCGYVDRYHYPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MCE8438884.1 hypothetical protein LZ187_03615 [Rhodovulum sulfidophilum]AB17
MTDLSARGPLGLKAPRVPDDPAHLARIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MCE8438885.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSEEAEPDATYRVTAGELRQFIERFERLEGEKKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MCE8438886.1 hypothetical protein LZ187_03625 [Rhodovulum sulfidophilum]AB17
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPKGRSWQDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MCE8438887.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MAERLLPIPEAARILGVPTESLRRAADCHGKTIRIGRAVRLHPKDLEELIELCRVPQKEPAFTSAKTPANGSSSTARSSA
ERARQTAERLRRSSRATSSTEDAQPVPLNLTR
>MCE8438888.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MKLPEKRAPRDRWLTRAEAARLLRAARSHPKSRRLAPFILVALYTGTRKEAILALRFAPHTTGGWIDTERGVLYRKAQDM
RETKKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHTAVTWAMHKGVPLADA
AGFFGTTVATLESVYLHHHPSFQEATAKALDGWK
>MCE8438889.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRHPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDEIPDATTLIGATVIAASGSILFLREGRAQVSGNRPALHATDRAGVAPGPVRPGVEESPE
>MCE8438890.1 hypothetical protein LZ187_03650, partial [Rhodovulum sulfidophilum]AB17
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
DIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLASGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSQALLAQLELISFPERRTVWTTFQRIGDSAEAVRAAERDAVGHILRRLGAAHRMGPDQVGSPPPRQSAGGLPELSCLLG
VHRYLATPSAPAHAELGLCLGRLVERHPGLGEAWAALALVRLDEARFGRNLRPGPDAIAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAAREAVRPLDPSGSRVERLLVGLAAARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDA
>MCE8438891.1 response regulator [Rhodovulum sulfidophilum]AB17
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESAGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MCE8438892.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB17
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LDLRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MCE8438893.1 hypothetical protein LZ187_03665 [Rhodovulum sulfidophilum]AB17
MIDAPIDLDGHRSAAGQHDAEMRRRPLNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MCE8438894.1 hypothetical protein LZ187_03670 [Rhodovulum sulfidophilum]AB17
MTTSIKTTAVFLRPFRLPSFNETLPEGEYEIETELSQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRRHAGPDGRRPAREAGNTGPGAEGRHAGIGK
>MCE8438895.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB17
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPTGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>MCE8438896.1 hypothetical protein LZ187_03680 [Rhodovulum sulfidophilum]AB17
MNGFIATAGLRIPGTSLWMLAVGMVASLAFPALAQDGTGTVPENAVARNYDGGWDCTPGYRVAGAECVAIELPQNAYPNG
RSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRGFTV
SSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLPANA
HLDRSGNSWRCDRSFQLSGGGGCVLGR
>MCE8438897.1 hypothetical protein LZ187_03685 [Rhodovulum sulfidophilum]AB17
MGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDLARACPAAPGVAASPRRPDVTGENA
>MCE8438898.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB17
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGRDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKERKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKTPQKRRTRQRSAGRSDRLA
A
>MCE8438899.1 cold-shock protein [Rhodovulum sulfidophilum]AB17
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MCE8438900.1 hypothetical protein LZ187_03700 [Rhodovulum sulfidophilum]AB17
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVEPQADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MCE8438901.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MAYSSGKLTKNLVRTLGPGRHGDGNGLYLVVDLSGARRWIVRVTVKGQRNRQGQPNRTDFGLGGADIITLTVARERALEY
RRLAKQGLNPKYHCDKEVPCFEEVARQVHIERLPTWKNPKHGQQWINTLADYAFPKIGRLPVSEIDQPEVLQVLSPIWTV
KHETARRVAQGMKAVLDVARSRGFREGENPVTVVMDARVLPRVKAKVKHHNAMPWRDVPAFYAQLSEQNGMAAKALTFTC
LTGCRTSEVLKAVWDEFDLTELIWTIPEDRTKTGVEHRVPLTDEMLGIIEPLRALRSKCVFEGQRRRQPLSNMSMLMLLR
RMEIEHVTVHGFRSALRDWAAEVGNYPREVAELSLGHKVGSEVERAYARSDLLEKRRALMSAWSKYVAGKACRCWSAPIW
WSGFNLSA
>MCE8438902.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>MCE8438903.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MCE8438904.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRRDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MCE8438905.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLANGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MCE8438906.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB17
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVVGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MCE8438907.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB17
MTDLTLANATILPLGEDAPRRIERGWLRIEGGRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGQRADLAVWDIFEPAELTYRIGFNPLHARYFEGRKC
>MCE8438908.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB17
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYQGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRRLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MCE8438909.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB17
MSPVEITRGDSAVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGILP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>MCE8438910.1 CoA transferase [Rhodovulum sulfidophilum]AB17
MKPLEGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYAKAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWSGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATARGLVSELPHPWLGQAPVVGQPVRFDGQAPLAETGAPALGEATRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MCE8438911.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHAQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLASRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MCE8438912.1 urocanate hydratase [Rhodovulum sulfidophilum]AB17
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLDEALAMIGRWTEAGAAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVVAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MCE8438913.1 HutD family protein [Rhodovulum sulfidophilum]AB17
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MCE8438914.1 hypothetical protein LZ187_03780 [Rhodovulum sulfidophilum]AB17
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MCE8438915.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB17
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLTGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVEAFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAKDVAALEDLLEIQRAAAATAIEAVIARSPAEEKADAD
>MCE8438916.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB17
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGATTADFTQ
>MCE8438917.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB17
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARAVIAHGTSAERQRNAHAAALATGADSEEAMRAVVRLLIEEFGADL
>MCE8438918.1 hypothetical protein LZ187_03800 [Rhodovulum sulfidophilum]AB17
MADFRRRCRRTDCSFLTTGFDLADQRGSDPMKTTVTREDAAGSVGMRFRVGAAVNQGDIAAGRFDPGGDGVVNSILWSEA
GPLPNFETDMRNVQAGTIGARFDFGVTIGAVG
>MCE8438919.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAGGWVLTGTKAFISGGG
YSDAYVVMARTGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPATNLLGEEGQGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MCE8438920.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB17
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVAMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRIGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MCE8438921.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB17
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAAAAQGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MCE8438922.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MCE8438923.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MCE8438924.1 excinuclease ABC subunit UvrA, partial [Rhodovulum sulfidophilum]AB17
EQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRDRKGEYRKE
FVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETAPKEGDPDR
IVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSPYFRQTIEA
IARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREEFENYQNNR
PCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVGLDYLTLAR
NAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREADYVLDIGP
GAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKFVCVTGVSG
GGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFAGLPEAKAR
GYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDAQEFFKAVP
SIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLHELVDQGNT
VVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MCE8438925.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB17
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MCE8438926.1 DUF6314 family protein [Rhodovulum sulfidophilum]AB17
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFAPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVF
FEDGRFFHLIAPGARPEARHDCAPDLYRVRYDFSAWPCWSSFWEVRGPRKNYAMESSYRPES
>MCE8438927.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB17
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MCE8438928.1 hypothetical protein LZ187_03850 [Rhodovulum sulfidophilum]AB17
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MCE8438929.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB17
MIKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEI
EQFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAAT
VLGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAE
LAEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEE
AEAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>MCE8438930.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB17
MGKRNKPSRRLGDWLTDRAARLLIATALALPYERRVPFGGWVTRRLIAPVAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTETFLARMAGTEPKGPGLVALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELRFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MCE8438931.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MCE8438932.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB17
MTVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKTAR
EIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIERY
TFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAEAA
MLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATCGF
FPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFFNV
VSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELGLN
RKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAVNDNDLIATSVLSGNRNFEGRI
SPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGDEK
WQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQVP
VREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSRDW
AAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGTEK
TVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MCE8438933.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB17
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVDIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>MCE8438934.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB17
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MCE8438935.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MCE8438936.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB17
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MCE8438937.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB17
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGFVSAPPESIAYAAHADGLKSTLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MCE8438938.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB17
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPDLAGIGALKALSPEAGEIKSMHT
AAARRGRGVGAALLAAIRTR
>MCE8438939.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB17
MRLFSVLFACLFAVTVVVAGPITGPALAQSGPAVPGQGQPSPIQNILQENRALIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTVNRQDLDQLRPNSGVRALIGAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLGALRGAIASETDPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAV
TTGAPPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLEDLNSDAARERAYAAL
AARGLVPPTATTEEVQAALDAHSFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFGTGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAA
QTYMILFIILFIQIRPRGIVALRGRAAGD
>MCE8438940.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFESAESPENRTFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MCE8438941.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB17
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MCE8438942.1 urease subunit gamma [Rhodovulum sulfidophilum]AB17
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MCE8438943.1 urease subunit beta [Rhodovulum sulfidophilum]AB17
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MCE8438944.1 hypothetical protein LZ187_03930 [Rhodovulum sulfidophilum]AB17
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSADPAVEAAAETATETAAEPAVAASARTSGQPSVAAAPAASNAPVGSPPVTAPNRASEA
SPAPGSEPEPEPAMAAAAPAAATTSGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>MCE8438945.1 lysozyme inhibitor LprI family protein [Rhodovulum sulfidophilum]AB17
MRHLEVTLAALLACGGLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MCE8438946.1 urease subunit alpha [Rhodovulum sulfidophilum]AB17
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEADGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MCE8438947.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB17
MATPFMTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MCE8438948.1 urease accessory protein UreE [Rhodovulum sulfidophilum]AB17
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHGHDHSH
DHPHDHSHSHGHGHSHDHDHGHDHGHGAGGCCGGSGQGGCGCGHGH
>MCE8438949.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB17
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVSDGTALQDWLADILRFGAGRSDTIFLKAAHEACPEDLPRIDA
LARAFQPSAERRTETAAQGAAFAQVTSAVWPGDLPGFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MCE8438950.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB17
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMERDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MCE8438951.1 NnrS family protein [Rhodovulum sulfidophilum]AB17
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRVGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWVIPAAIAFLGLADAAFLATALGYLTYPGDDAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLSALGYAPALMLVLAFAWAPLGLALTGLAALVSLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKTGFALLWGAVWLRLAAPAIPSLYEPLLDATAAAFCTGWALFLAG
YLPSLRGAVINPVFNAGGHGHGHGHGHGHGKGHGQGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>MCE8438952.1 ModD protein, partial [Rhodovulum sulfidophilum]AB17
PERRVVVEVKTLAEAEAAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAGGITPENAAAYAATGMQVLVTSAPYYA
KPADVSVTLAPA
>MCE8438953.1 DNA topoisomerase IV subunit A, partial [Rhodovulum sulfidophilum]AB17
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVD
>MCE8438954.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLQLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MCE8438955.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB17
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MCE8438956.1 FAD-binding protein [Rhodovulum sulfidophilum]AB17
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MCE8438957.1 DUF6473 family protein [Rhodovulum sulfidophilum]AB17
MIFDNPGGGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPKALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRDLHAI
>MCE8438958.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB17
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EQTYRSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MCE8438959.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB17
MHDRPAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQRFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHTL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MCE8438960.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB17
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDAAAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>MCE8438961.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB17
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQEEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
SPGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MCE8438962.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB17
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLIRALAAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MCE8438963.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPEAIRGLIEARRVGLL
RAEAVASAPVELAVDLDSPETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MCE8438964.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB17
MRDSKRRAEDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLSLRESGM
VAETNLIADMFEAQIRRNDPLDPLAGNGLDLDAMLNGLELAQGAEVFVFDTAGNLVGHARGLVRTDWPVEEYEGDSWITV
ITDALYRAWLGGVSLFGQEEGSDAEGDPQRRLTDQVAITLTDGQQVATGVDSSGHTTFSVTAQILRDRQVVGVVAMVSAS
GEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDEIGRLSG
ALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASRLDSE
LVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRVWARKRD
NRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQLGARFVV
GLPI
>MCE8438965.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MCE8438966.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB17
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MCE8438967.1 SCO family protein, partial [Rhodovulum sulfidophilum]AB17
LFTLTDQTGTTMTEADVIAGPTLIYFGYTFCPDVCPFDNARNADAVDLLEGRGYQVRPVFISVDPARDTPEALAAFASMM
HPRMLALTGTPEQVQAASRAYRTFYRIRDPDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDQARTRR
>MCE8438968.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MCE8438969.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MADIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MCE8438970.1 HD family hydrolase [Rhodovulum sulfidophilum]AB17
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRAAYTARHAALMARL
>MCE8438971.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB17
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLTGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MCE8438972.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB17
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIREAYDRISKSADFIGELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREAKANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MCE8438973.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB17
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MCE8438974.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGAQRGIGARVIEVQALWRGLYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFLRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRLFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MCE8438975.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB17
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKMGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MCE8438976.1 YciI family protein [Rhodovulum sulfidophilum]AB17
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MCE8438977.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB17
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGISLQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MCE8438978.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB17
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFSD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARTSGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MCE8438979.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB17
MTQHPPLLLLTRPRVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTFLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MCE8438980.1 hypothetical protein LZ187_04110 [Rhodovulum sulfidophilum]AB17
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDDTPAEEVSETGPSEAAVSPAP
AAAAVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MCE8438981.1 heme biosynthesis protein HemY, partial [Rhodovulum sulfidophilum]AB17
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTL
>MCE8438982.1 glutamate decarboxylase, partial [Rhodovulum sulfidophilum]AB17
MPIHTVRDHSHSDIEDIYSTRLSEHGLPKYRMPEGTSEPHAAYALVRDELLLDGNARQNLATFCTTWVEDEVKQLMTEAV
DKNMIDKDEYPQTAEIESRCVHILADLWHAEKSWDTIGCSTTGSSEAAMLGGLALKWKWRARREAEGKDTSKPNIVTGPV
QICWKKFARYFDVEIREVPLKGDALGLRPEDLRDYCDENTIGVVATLGVTFTGVYEPVEALARELDAIERDLGLDIPIHV
DAASGGFIAPFIQRDLVWDFQLDRVRSINASGHKYGLA
>MCE8438983.1 IS5 family transposase [Rhodovulum sulfidophilum]AB17
MPKQPAIPGLRDAMKKKVTRREQFLAEMDAVVPWGRLLALIAPHYPKAGPKGGRPPMPLETMLRVYLLQNWYALSDPMAE
ETLYDSEAMCRFAGIELGDDRIPDETTILNFRHLPERHGLTEAIFADVNAHLADKGITLRSGTLVDATIIDAPSSTKNKA
GARDPEMSSTKKGNTWHFGMKAHVGVDAESGTVYSLETSTAKVHDSRIWDKVLHGEESSVCADKGYVSAEREAAFVAVGG
AWGVMRKAPRGGKLHPEDETINRIIAMVRARVEHPFRVLKRQFGHVKTRYRGLAKNRAQLFTLFALGNLFLVRRRLMA
>MCE8438984.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MCE8438985.1 type II toxin-antitoxin system HipA family toxin [Rhodovulum sulfidophilum]AB17
MADFEVHVDLKGRLHPVGLARSNRVRGGETILFEYDPAWLKDAERFSLEPALPVTRGAFAPPAGLSTFGSIGDSAPDTWG
RRLMQRSERRSAERDRRAVRTLTESDYLLGVADETRLGALRFRRVGEEPFLAPIRAGVPALIELGRLLQVTERILRDEET
DEDLQLIFAPGSSLGGARPKASVIDQHGHLSIAKFPKETDEYSMETWEEIALRLAGQAGIVTPHHELIDVAGKKVMLSRR
FDREGAVRIPFLSAMAMMGVKDGERGSYPEIVDALAEHGAQGKTDAQALYRRVVFSVLISNVDDHLRNHGFLWRGRAGWS
LSPAYDLNPVPTDIKARVLTTNIDLDEGTCSLDLLEEASEYFALTLAQARAIIKEVATVTATWRETARSVGARSAEINRM
ASAFEHEDLRRALAL
>MCE8438986.1 hypothetical protein LZ187_04140 [Rhodovulum sulfidophilum]AB17
MATKGEMVRALAQRFDLNPNKVDAMTRAMARAGLRTPGGRGRAAADMTGEDIFHLTLALVMGLETKDAPEAVRELSQLRL
VRGNLFLDGHIQWEANCDAGGESKLLDALNRLPVAGLQLHRTFGAFCGHWLEEGFEDADEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARELRTPEWERRTILSDKLFRRLSQLACSGAS
>MCE8438987.1 hypothetical protein LZ187_04145 [Rhodovulum sulfidophilum]AB17
MKMTIQKISEAHSARVSGGARELPVIFSQNLLDDLRIVGEHISDLEAGICENSAPQTSHSRRSGQVEPVSLMGNSRIRG
>MCE8438988.1 hypothetical protein LZ187_04150 [Rhodovulum sulfidophilum]AB17
MSDLSIGGGVRLPEPSRGNRATQVGSTQHFTGGIVLGSGPGFRTGLESHLEAQGTLLLAARPEVQDLVEQVLFEWFDEDG
EIHKHYIDLVATERDGTVIGYAVRPMGRVKDAYLAQLARVKEQAIAQGVLDDFRLFTERDVCPVEFFNAKLFHSVRRPDC
FGDPVARDVVGRMTGVVTIESLVEQTGLDGMGFRALVRLIRSGHLQMVSYERIEHSSLVFKAKGGCA
>MCE8438989.1 Mu transposase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MDLSFTTENFRYAFNSFDRVTVDGTAFRLHMETEVGVVMTQDDDTGFSRQFSHQDLSRLGSLGRIRVERNYFNPDAARKR
QLAHGVSLSALSGRPLRRFVRKDAYCQAAIDMHREKLLKFTDASIEASMDMLVGRAAQLASKHIPAGGMNVLPSENMGEA
PSARTLRRWLAERNDLNLIGHLDNMDRRGWRGTRLDPEVAAIMHEEVQGYLSRDKPTMQQIYENVALAIHERNEHYTEEN
DHLSVPSRETVRRAIRALDPFRVEVARNGEAAARKRFRPVLNGLNVTRPLERVEIDEWTVDVSTLLESTNIYGMLSDDEK
RQLGLYIKGDEEDPRYKGKARRRDRWTLTAAICCATRCIVGMVLSRSANSEAAVQLLQMITTNKGAWADAVGALTPWDMH
GTPELIVFDGGSAFKSMRFRMAAEELGVMWETAMNGVPENRGTIERAFGSFRSDFAPRLSGHTFSSIMEKGDADPEKRAA
LTLDDFTFALLRWVIDIYHNTPHHGLGGETPVKAWRHLSKLHGVTPPPDAEMMRVCFGQEREYRLDKTGITVLGVRYQSE
EMQTYLRREHPEKVSVRWHPKDIGAISVKWGKTWCNVPALDTSLQGVAAQTWLTAVRHVRDANPKSSRLDNVAVRDAITA
IKARNEAAMAAAGLNLEDWSEKRCAKEEKKLLAGIEFVERKELRQVKDGLGMEIPASSELTVAAEKPSTPVTPAKPAKPA
KRAAKGRGVTPTSPKSNMTIEED
>MCE8438990.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB17
MAHADTAKSALERVRSLHIGSARDAEAAMHTTRLLATDEQGALTPVAKRFTRTGETRGVMLIGGPGSGKSHLLERTLSKL
TVLQEGEYGRPRYLGCSVPSPATFKSMTLALLAESGYPDANPRKEAWSLWQDLRHRLQLLGISVLWIDEAQDLFCADRKL
ILRALKSLMQGDDPVIVVLSGTEDLAKVIRTDPQVQRRFTAMVLPDLVEQVDGDSFRDIITQYCERVGLGAPIEADLIGR
IFHGARYRFGRALELLLQAMEIAIGRGDDDLDIGHFAAAYAMNEACTAADNVFYAEHYWLLKPDAVDEEEQPRRKKR
>MCE8438991.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB17
MSALFPMLPFADDETPLSWAARQAAFHTRGRALAFLTDLGIPLVDLARGDEPAVLRLCERAGHDPAAVLRNTISAVGGRR
YQLRGLEFAAEFTTGPVTRICPACLDDDLTGAHLPGTALRHRLIWRLAPVRTCPIHGTALRDLRSGKWDDIAHELQAMTS
LIEAERRVPGRARVVSPLQAYAVARLEGCPGPAWLDGQDIDQAVRATEMLGAVDAFGPKLKASDMSEDMWDAAGRAGWPI
VSEGGAAIREYLMARVTASRGKRAAPRAAFGMLHAWLSGSRLSKNPGPIRDMLRDVILETTPLSKGHMLLGKPVTDPHLC
SVASIAKAEGLDARTLRNVLQVAGLLNPAEAEQGSNRLVVDYTAARDLIDVVKHAVPVTRLPNMLGASRPLVALLIEIGQ
LHRVQDHGALASKIGKAVDGRGVKPILRFLETRFQAVDEAPEGFVHLSKSAEKSRAGVKFILELMFLGHLKRVYRVTGAH
GFAAVVVDPEEIKALLESPPS
>MCE8438992.1 hypothetical protein LZ187_04170, partial [Rhodovulum sulfidophilum]AB17
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRGGLVRAVERATDAATRALTEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVE
>MCE8438993.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB17
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGSALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREAGAEGAAAAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGETTITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQILRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AETQTELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQKDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTEGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MCE8438994.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB17
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MCE8438995.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MCE8438996.1 hypothetical protein LZ187_04190 [Rhodovulum sulfidophilum]AB17
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MCE8438997.1 hypothetical protein LZ187_04195 [Rhodovulum sulfidophilum]AB17
MTRGARLAALLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGVGPNGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>MCE8438998.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB17
MTKDQTDAKTQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGA
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALM
TVMKGLPLAYSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHH
VTGTLVAMAEKKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MCE8438999.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB17
MILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRALPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREI
GRLMGEADWNSPGAKALLGRLIEGS
>MCE8439000.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB17
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTSRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>MCE8439001.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB17
MPDDSHENDVGSTEGAENPLARAGAEDDRNFMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>MCE8439002.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MCE8439003.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB17
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIIKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFV
>MCE8439004.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLVFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MCE8439005.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB17
MTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRID
VLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIR
LALDRLRHEMT
>MCE8439006.1 ChrR family anti-sigma-E factor [Rhodovulum sulfidophilum]AB17
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
EETHIRAPEPDALADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MCE8439007.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB17
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MCE8439008.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB17
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGSGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHDADLTRMGLTVEPFGPGAIAVRETPALLGEVDAGALIRDILDELVDQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MCE8439009.1 insulinase family protein [Rhodovulum sulfidophilum]AB17
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATAISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRLAAELLDPAHLQFVVVGQPQGLRTTN
>MCE8439010.1 insulinase family protein [Rhodovulum sulfidophilum]AB17
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MCE8439011.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MCE8439012.1 signal peptidase II [Rhodovulum sulfidophilum]AB17
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MCE8439013.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB17
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGQANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MCE8439014.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB17
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPDLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGAVDWRAETGQGGHALTTWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMDRAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MCE8439015.1 16S rRNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
PEEGEAQLAAALERHPDLSPIAFEASWIEPGWRAAHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MCE8439016.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB17
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MCE8439017.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGRLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MCE8439018.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MCE8439019.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MCE8439020.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB17
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLAPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MCE8439021.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB17
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MCE8439022.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPAAFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MCE8439023.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB17
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>MCE8439024.1 histidine kinase [Rhodovulum sulfidophilum]AB17
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>MCE8439025.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB17
MRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDPDGALAAHLSEKPHHD
GRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLNDADDIAMTDPVTLAG
LSSKRPA
>MCE8439026.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB17
MEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MCE8439027.1 response regulator [Rhodovulum sulfidophilum]AB17
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MCE8439028.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MCE8439029.1 DUF883 family protein [Rhodovulum sulfidophilum]AB17
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MCE8439030.1 hypothetical protein LZ187_04360 [Rhodovulum sulfidophilum]AB17
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRPHAGPAAVTGRATDRPRPAPRLHEAAGPVQRLAWPILRPARVSALP
>MCE8439031.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB17
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPEALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILRTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMGRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MCE8439032.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB17
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MCE8439033.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB17
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MCE8439034.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB17
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MCE8439035.1 DUF1150 domain-containing protein [Rhodovulum sulfidophilum]AB17
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MCE8439036.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB17
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRALGDASLGHVARFADFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNEGLDVASAAFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLARLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MCE8439037.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MCE8439038.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB17
MANTLRFLNLALAVFSGAALIAGQGIADSARAEDLLEELQRPDLPNWQRVEDALWSEWSKSGSAAMDLLLKRGRDAIEAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>MCE8439039.1 helicase, partial [Rhodovulum sulfidophilum]AB17
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPAETAAESPAETAADMTTESAAQNAEESAPGTASETAAPETPA
>MCE8439040.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB17
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMARGRG
>MCE8439041.1 usg protein [Rhodovulum sulfidophilum]AB17
MPLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MCE8439042.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB17
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAARIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MCE8439043.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB17
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGITNRLMNHPKIRREDTEITSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAATILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLDAAG
>MCE8439044.1 hypothetical protein LZ187_04430 [Rhodovulum sulfidophilum]AB17
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MCE8439045.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB17
MHTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDRARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGTMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSQAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRGMVGL
>MCE8439046.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB17
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MCE8439047.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB17
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEASASCA
>MCE8439048.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGDWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MCE8439049.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MCE8439050.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MCE8439051.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGL
LLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQADLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSAR
LVRAHLPDWIDVHRQPVEA
>MCE8439052.1 hypothetical protein LZ187_04470, partial [Rhodovulum sulfidophilum]AB17
MEQRLAPAQVALPRPGQKHVDKGHGKRPQPADLADSVFCLLDFHAWPDIRHPEGDCTGDDILRLQRSVTTIGPPQAGFGK
TE
>MCE8439053.1 hypothetical protein LZ187_04475, partial [Rhodovulum sulfidophilum]AB17
SELRRDCEFIELLEFNLVRVVQANQVRADVTLDVRGKTLKGPVEGRIDAMAVCYLPNGDPAMPTDDGGTWCVQQNCIYKV
MHLDKPSEE
>MCE8439054.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB17
MPKLSEAVRSGKLVGNLQAQECPSRDILKHVTGRWAVLTLIALQGRTIRFAALRRTIGGVSDRMLTQPPQTLEADGFVKR
QAFKVVPPHVEYSLTPMGEEVAQHVRVLCDWIEDNTSAILSIRQDIAAE
>MCE8439055.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTVAITGATGQLGRLVIDTLKDKIAPDGNVALARSTDKAADLGVPARVFDYDAPETLAPALDGIDTLLLISGSDIGRRVP
QHAAVIKAAKSAGVQHIVYTSLLNAPTSTLGLAPEHVETEELLAASGIEHTILRNGWYTENYTMGLPSALEHNALFGAAK
DGRISSATRQDYAEAAAAVLMDAGPRGKTYELSGDDNFALSDLAATLSAQAGKDIPYVDMPEADYAAALAGPGLPAELAG
FLAHCDVEASKGVPFEEGTQLSTLIGRPTTPLATAVATAIL
>MCE8439056.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB17
MGHFRASALVLIASLNLMSTASETRAQDDVVVLPPVVLTSEGEDSDSYVAETSRAATKTATPLVETPQAISVVTEAELET
RQVQSVGAAIRYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSKGRFAGLGRPEPFGLERIEVLKGPSSVLYGQN
APGGLVNLVSKKPTSETIREINTSVGTFGRRQGSFDFGGEIDAEGKLQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTP
TSDTTFTLLGSYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDKFIRTSRSIGYEFEHHFDDVWTVRQNLRFD
RQDADYRYVSYSGAALAGTTMPRKRSFVDQSLESFAVDNQAEAEFTTGRVSHDLMVGLDYRYIDSAFRFGTASASSLDIE
NPVYGAPVSMPPTTRSEKTDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAEN
GLAPYASYSTSFEPTPGSDFAGEAFKPTTGEQFEIGVKYQPVGFDGFVTLSTYELTQQNVTTTDPVNTRFDVQTGETRVR
GIELEGVAALSDSLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDVGPLAGLEIGAGVRYVGGRFGDAA
NRMDLPATTLVDASLRYDFENLSPDLEGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MCE8439057.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MSDMDTITRRGFVCGAMALAAPGLARANPGIVVRDLLGREVRLARPAKRVVLGQGRFLSMIGMVHPDPVAILAGWADDLN
RTFPNEAEAWSSRFPALKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDSDGSTSFIRSLTQAGLTVAVVDFAQ
DPLKDTVPSLRILSQLLGQETRGEDTISFYQATLKRITGAFGDQSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGG
HSIAADVLPKAVGPINLEYMLTRQPDVYVATGGLKGDAAGGISIGANVTEAQARESLIRIVSDPGIAELNAVRNKRAYAV
WHGLNETPLHLVALEALAGWLNPGIKDVFDARKTLAAFRKRFPLLPQDGVYTVALDLSA
>MCE8439058.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB17
MTIRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAVPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTRLDYDDLTDQRWRDRMFIRSADHMFNTGLIAAYLARYGQEKTEA
WLAGIAANNPLGNGGDRNAARAIAEGRALIGVANSYYFGEMQAGIGGSEQKAWSESLRAIVPTFDDGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPASERVAPNPIIRKAGELRPDTRPFPAIAAFSETAEAYARDRPWNRIRM
KDPLL
>MCE8439059.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
MLGLLVIAFICDVFTGPAALSPGVVITGLLDSAGLPSSMHYILFNVRLPYAVMAILVGASLGLAGAEMQTVLNNPLASPF
TLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVLAQTQANGADSVVLFGIALVFAINSVVALLQF
LADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTALRAGEAQAESLGIDTKRLRLTVMLRASLLAA
VAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIASKMVIPGVIIPLGIVTSIVGVPLFLSLLIAR
ERHA
>MCE8439060.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTGLEIHNLSAGYKRRPVIENLSLSSVAPGSLVGLLGPNASGKSTLLRAIAGLGAGSGRVELNGVDLAASDHKTRVETIG
YLPQSLPPASPLLAYEAVLAACRAVRALDTPTAEQTVENAFAALGISHLALERMDRLSGGQRQMVGLAQVTVRNPKLLLL
DEPTSALDLKWQLAVINAVRDLLRETGAIAMIAIHDINLAIRSCDQLAVLSEGSLIAFGPPEEVISSPVISRAYGVPARI
EHCAAGIPLVLVDHATP
>MCE8439061.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGLHLAFQSRPDPVPRMTLEQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLF
LDEARAVLARAEQATRLLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLG
IVEGEIDDTALAIHSLSGDRLALVVDPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFEL
PSNEAVRVAVESGAGAAILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>MCE8439062.1 YeiH family protein [Rhodovulum sulfidophilum]AB17
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALIQFLA
>MCE8439063.1 endoglucanase, partial [Rhodovulum sulfidophilum]AB17
TETGGDPSRIASTYRLDGSIPPDGRWTGELGWISMFAAGAIAGSGDPDSDQVWMDALWAAMVAISIEDGDYFGNTLKLLA
MIDLAEM
>MCE8439064.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B, partial [Rhodovulum sulfidophilum]AB17
RSAEGEIVWLSAAEKELKKIPFFVRGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MCE8439065.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB17
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELQARRDDCDAMIGIIADKQIVRLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKEASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MCE8439066.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MCE8439067.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB17
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVKR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MCE8439068.1 PucC family protein [Rhodovulum sulfidophilum]AB17
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MCE8439069.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB17
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MCE8439070.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB17
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MCE8439071.1 pullulanase [Rhodovulum sulfidophilum]AB17
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MCE8439072.1 hypothetical protein LZ187_04570 [Rhodovulum sulfidophilum]AB17
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MCE8439073.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB17
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVVGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MCE8439074.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDALHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MCE8439075.1 c-type cytochrome [Rhodovulum sulfidophilum]AB17
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTDFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MCE8439076.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB17
MTQQSPSRTPDKEAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAESGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKTDIDITLF
>MCE8439077.1 CheB methylesterase domain-containing protein [Rhodovulum sulfidophilum]AB17
MRVMIADERTGTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTAQNASRKQSDSAMSFQHGRLILLGASTGGVDALVKVLE
IFPPNCPPTLIVQHTSESFSSGLARLLDRNSAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALRCRLREGPLQAGH
RPSVDALFLSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>MCE8439078.1 hypothetical protein LZ187_04630 [Rhodovulum sulfidophilum]AB17
MTRHDLQLVNDGPRLPEIMDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGARELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRTVMGGAEIRDAPHSGGDIDVF
>MCE8439079.1 response regulator [Rhodovulum sulfidophilum]AB17
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MCE8439080.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB17
MNAPSPSMTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFAEYDKYLKANIEAESEHF
ISALTTNVTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGVWADQVFEKTGGKRSEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQ
TQQTLWRRLAEQLVPCGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MCE8439081.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB17
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MCE8439082.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB17
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQIEEGPMSVAEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPPQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>MCE8439083.1 response regulator [Rhodovulum sulfidophilum]AB17
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MCE8439084.1 hypothetical protein LZ187_04660 [Rhodovulum sulfidophilum]AB17
MRALPVLGVIEIRPGGGACVSALDASSLLSQLNVFLGLFEISVDQLCQARRLIGGDLAARQAKAADPLFLARAAQSLNVP
GLEFRKAAIHTDGMPRRSIADHGRPYGTGPDLTPRHKPDPARKRIFPNDWSPGMSRRPVVETDDIFPERTVAELSGAEFL
AHQSQDPADVAKAIRGADMAVVQFAPDDDAEVITGMAEGGALIRYGIGFGNIDVTAANDRGLPASHMPSCGIDEVAGPSV
SALLRKPPALAPSARAGGGDRALCHLARAARADRFPAEQPGQGQHRHQAACE
>MCE8439085.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB17
MQTAPHQNEQIGSALGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLFTELLCLSGRHPAVPG
GPRCLEVLVFCRSELARGDYPARAEFVYGEWLREAFEAGESPVPERDPEYSLVLAQAWQEAIALCGPPGNELLPEVPPEH
VRQAMRDALPELLDGSHGDARNVLLTLARMWYTARTGKFVTKDAAATWAIARLSGPDAMTLDHARGAYLGELAEDWQSRA
GAARQVAGRMAEYVSRSL
>MCE8439086.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MFRALRLAAFAMLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHMGDAAGQPPGASQDRILKNRPAQAIAALDAALRDVRLAPHADPARIG
MIGYSAGGYTGLILAGAKPDFDHAAAYCAKEGRDDTGSCGEARFIGMSEKLATWSAPSEPRLKALVLLDPLAVMFDATGL
ADVGIPVLLFRPQEDVYMRSAANAVALARDLPRAPQEIVLPGTHFTFVAPCPEDIAGKAAMVCNDPPGIDRPAIHRSLED
DVIAFLHETL
>MCE8439087.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MCE8439088.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB17
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEKRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MCE8439089.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRERLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSGEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MCE8439090.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MCE8439091.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB17
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTAWALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MCE8439092.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB17
MTDHPATMPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>MCE8439093.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB17
VAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGIPGTPPDAVILGALLVQGVRTGPTLFADGSSIVY
TFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIGSFAIRNSLSDVGIMLALGVVGWVANRRGFSVSP
IVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLLSFVYPFLPALTRTLRRRGTTLPAPSEKREPADP
AAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCGLAALETVLTRRVVEDRSYGSTGRRAGVVLSMAA
GIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVIIVFTIGFREALSVPLPGGLIF
>MCE8439094.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEH
>MCE8439095.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB17
MVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSIDQGDGTAVFTGDVVVGQGQMRLAAGRMLV
VYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRGTGSMEGRVR
TVLTPSDKP
>MCE8439096.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB17
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTIGPDPEHEGRYLLVFKDGVRLVYEPRN
>MCE8439097.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB17
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTDPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MCE8439098.1 ribonuclease D [Rhodovulum sulfidophilum]AB17
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MCE8439099.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB17
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MCE8439100.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB17
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAAMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MCE8439101.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MCE8439102.1 GFA family protein [Rhodovulum sulfidophilum]AB17
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MCE8439103.1 glutamate synthase large subunit, partial [Rhodovulum sulfidophilum]AB17
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPENVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANF
>MCE8439104.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB17
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQ
>MCE8439105.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB17
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACEMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MCE8439106.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB17
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAVPAIWLADAERRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MCE8439107.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB17
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDIVFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKEAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGAEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRW
DESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCSWLVEDASCDR
>MCE8439108.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB17
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLAAFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVEGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGKIVTLSPG
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MCE8439109.1 hypothetical protein LZ187_04790 [Rhodovulum sulfidophilum]AB17
MTGPTLLLAYGSWAAGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MCE8439110.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB17
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLFYLGRWLNRRRR
STGE
>MCE8439111.1 hypothetical protein LZ187_04800 [Rhodovulum sulfidophilum]AB17
MLTAFGAAVARQRFGRAAGPGGRGLMMAAGPRGLYARGADGGPFAATSQTLFENEVRLPAPWLFASEPHLIRVIGSDDTP
>MCE8439112.1 hypothetical protein LZ187_04805 [Rhodovulum sulfidophilum]AB17
MTRHEIAALLPEILREADRPASPFRGLLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPALLPRRGTQAGLRDMLAAASGLDALRLRESLPGDGPGFRPFHVVIEYPRPPRPARALIRDVAE
LEKPVFVSFEIVELSAPEDSEEGA
>MCE8439113.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]AB17
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIASEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPVGTAQVPGLSGLTLAAAE
ARLEAEDLAVGRVDRRESGSVTPGTVLAQDPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDKARNVLRDRGLRMGG
TETRESGSVAPGTVLAQNPGEGVELAPGSAVALTVATEPARAEVPNLVGLSQDRARNVLRARGLRMGGTATRESGSVAPG
TVLAQDPGEGVELAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGTDADSAKKVLAVLKA
YGADRICYVSRPQPPMMYILNGDRAPIRTPATRLQLMTAGLVREDCIGFDPATLDLESGGAGVTLVSDRGRMIRFRNMDE
AKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>MCE8439114.1 hypothetical protein LZ187_04815 [Rhodovulum sulfidophilum]AB17
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPLEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSAGARFSRI
ADWAWYCIAALVVVGIVLSFVI
>MCE8439115.1 hypothetical protein LZ187_04820 [Rhodovulum sulfidophilum]AB17
MGVKGAVALLLVFGLVFYLTLGAGLMTGRGGDPPEADSFSAPGWTGALDRIVAPFRPRLKLSRTRFVFTEAGFIEVPRIS
GDAMRRASFALEGRGQLVYSCPGCDGDQVWPDEGTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>MCE8439116.1 hypothetical protein LZ187_04825 [Rhodovulum sulfidophilum]AB17
MIETLRMPFFVLALVLLAFAVSFEIGLGLIWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGR
VQAAIGILLALIGGLLVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIASSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>MCE8439117.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQVHGGYGYLADYPVERIWRDVRVCQIYEGTSEVQRMVIARGL
>MCE8439118.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB17
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MCE8439119.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MQDVATCPHSAWIGELPGGLRRRFEPGTAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MCE8439120.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB17
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFLFMMVAYGLKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALAAVLLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALTAAAVAVALLAALL
VSARWLLAAGGSPLWGALSFPMAAFASLMLALAATLEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MCE8439121.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB17
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTGGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMGATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQ
>MCE8439122.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLTAPVAVPLVVSAADQAASEATHVSGADD
>MCE8439123.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDAEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALVHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MCE8439124.1 hypothetical protein LZ187_04865 [Rhodovulum sulfidophilum]AB17
MQVGLTVRYRLQDRAGKTRRERRIVTRHTARLGEAFLGSERLRYANEGAARENIAAFLRALGAGARAGGVAGVS
>MCE8439125.1 hypothetical protein LZ187_04870 [Rhodovulum sulfidophilum]AB17
MPRSMARRSLLVALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVANPLWTAEFSEAGFRSDLASS
LTRAGILTPGGANRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAVRGIDRLRIASENAA
KDNIALLLRALGASAEGAPTGGPF
>MCE8439126.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB17
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLEGITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAIPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTAGGGTIRAQVPTEPGDKGRRVRVGIRPEDMAATDGENYAFEGRVEILEALGEVTQLYFKRE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MCE8439127.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKALRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPGGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKETGWRV
>MCE8439128.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB17
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDREDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGSPFGRRGPAIYFEAARPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MCE8439129.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAIRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPVDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILMLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MCE8439130.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB17
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIM
>MCE8439131.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMTWYGWDFAERMQTQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MCE8439132.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDMRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRRAGLVGLSIANTGQRHFLSID
RNVASIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATIEYAKQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>MCE8439133.1 hypothetical protein LZ187_04910 [Rhodovulum sulfidophilum]AB17
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAVPGASFDRVAQVDEYCV
LLPKGGATIEWNGSVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNADGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPVPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGSGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MCE8439134.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLAQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTEATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MCE8439135.1 DUF6282 family protein [Rhodovulum sulfidophilum]AB17
MGGERVKMQGTMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHH
PDLTTRVFSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKML
PELHDILDVCAATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSK
FRNHTTEQLGEYIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MCE8439136.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB17
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDAQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>MCE8439137.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB17
MSFRDRLLAGEGLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMAPHVLDPESAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAETVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVGACKHAGCAVGLFVGDAAAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMAAR
>MCE8439138.1 hypothetical protein LZ187_04945 [Rhodovulum sulfidophilum]AB17
MAALCEAFLVLDPPFWLMILIMAIGVASLDAIRATMLASAVDHSERSEGTTLALAFVMMDEVGAFGAVLARMPVGVAWQI
MFALAATFALTAYVLSAKC
>MCE8439139.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MTAANLPAIRACRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTRQPVRFEITDGTRKSLAAWLDDPFMVGSEHLWPGRFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSM
RRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAISEAVEI
>MCE8439140.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGVFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>MCE8439141.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB17
MPLPRPDPNRWQVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTAVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIR
>MCE8439142.1 nitroreductase family protein, partial [Rhodovulum sulfidophilum]AB17
GLDLRYSCRSFRPGAPSQEMLGAWLAAARLGMQEDMPVGGWGSAGAAFPLDLWSLMPEGEGYRWWLYRPAVHALRPGRMA
DLTPQDLSPMNGWVSEAHGLLAVAADMSRLAPLYGGDAARLALLEAGAASQTLELSAAAAGLGCCQLGDIDRVRTARSFG
AGEAVFVLNAMAFGLPDPDARATRRSKIAPIPAQAGAPPCAMLIGGADHGDLAFGDLRAALPAGWTVLATPEREPALPPV
AWAAGIDTGTLPGDLLLVGHSLGGLHAWALAERLEAEGRPARAVAVIDARPFDAELVAQSGGPLQLFAMLNGSAARAESL
EALWHRLPAGHPARAGGLSAFARRHAQFAEEIAACTGYAPALLAATPAILLAAGDNNPARIADGWRALGLVPELLPGDHL
SCLCGAGAGRIAACLRAAASGNGKETET
>MCE8439143.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MTSTDWLIRGPGRTEARLRLFLFPFAGGGASIYRGWAEAAPGDVEVIRVQPPGRENRAAEPALDSVEALAKGFIGAALPA
MDRPFALFGHSLGSMVAFRAAALLRERPQGARLCRVFVSGARPPHLPDPEPIHGLPDPVFREALRARGGTPDAILDDAGM
FSFFAPTLRRDLRAAETWFDPDAPAPGVPLVVLNGRGDRVVKAEPAAAWARYAPTEPGLHEFDGGHFFVQARGAEVREAV
FAELARGPGPRDYSACRSATGIPSASPGGG
>MCE8439144.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MAGKVTRRILTVAVLATVAGGVALSFRPSPELVDLAEVTRAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLADGMPVAER
QAE
>MCE8439145.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPGI
ARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLNG
GRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRYG
SLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAML
IALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPPAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPPA
YGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTRA
VGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVAIALPPAGRITLSQAAARMLEAR
PGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIAI
KTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLALP
LGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>MCE8439146.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKRP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MCE8439147.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MLQNHKTEEIAPGLVLSLFNASFSEPFSIEREHDPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAAC
SCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHPA
>MCE8439148.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MSESGSGLSATKATGPQPMLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWA
PLMDRYQPFGGPAYRGWLIGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNA
VQTAGGLIGALVGAGGAVLAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLA
VLVVAEFGLGAQIALVNPMLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYH
AAAMADWQMVVVLALYYTGWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGAC
SCLLAAILAKGKGAIKAP
>MCE8439149.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB17
MTLLSNAFPKAAGLGPQIEALLADPAAKPEAFAALPLPTAMRALVIDARDEARTMALPEAERDPAQTLRLREVPLPPMAG
DEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVLGSDAAGVVLRVGSQVTNCKPGDEVCVHPG
VVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGSNGARMHLGE
SVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPNERGIARLRGRIRAAA
GDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHP
VLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPRDGIRDPGLRRAAGVDPFLQKLMVS
>MCE8439150.1 acyl carrier protein, partial [Rhodovulum sulfidophilum]AB17
TQGFFDLGATSVTLIALHRRIAEEFGTELPVTLLFRLANIRALAAHLEGGADSAALREAAETRARLRRSHAARRRGGQAQ
SPQGRA
>MCE8439151.1 response regulator, partial [Rhodovulum sulfidophilum]AB17
HPARLALGPAHDRALNLLIAEDNETNRLLISDALEMCGHSVTTVENGAEAVAVVKENDFDAVIMDMQMPIMDGVTAARLM
QTEDGNGPPIILLTADALSRKSFENENVFVAVLTKPIDWKQLFSALNEFARSDGEASADAQQHDKRSNFICASKNNSEAG
EEASSTEPPTLSLEWLDVLHQTIPPDRVNSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQC
CQNISIASESGDVAHQSPLLERFDIEISSARRALKNHLGTQPKPFS
>MCE8439152.1 hypothetical protein LZ187_05025 [Rhodovulum sulfidophilum]AB17
MATTPYLLQRGSTWSWRRRVPEFSTKTRHWQLSLRTTDRSIACIIARRLNYECDRMLDAVTDGKLTPVQAKAWLTSVVRG
ELDRIKRQRRVSRMDPVGSSEEDQRLDWATARAWSHLASKGLHPELSDHDRRTVLKEGSSEADIAPLETMLGVLSRDVLS
ETGVNKMLRTARESIQTATGETLNPAAETILSLRQLLLAGKAAAWSASEGREDPSLEQARAFAQEILDSAPTEITETRAP
LPAPQEATLIEAPAPIQVFAQRPEFSFDPDIVAVVEGINAERDRDHIKEDTRKQLSSQARLFIKATGVTDVRNINQGHLK
FYKSVLQRLPKSYGKSPKDADRTIDELLARAEDLPEKKVGLSPRTIKGHLDRFKLIFQFAKSESITISDTIELGLLRVRE
EKRNRDKREAFTLPELQQVFRHPIWTGCRSTSRRHERGNIVKADGLYWGPILAGYSGARREEVLGLEPRDVVPVDGIPCY
HIRDNMHRGVKTLSTERLVPIHEHLMEPGFLRHVEEMRQSGATVLFPDLIATNDSQSFGDKIYYNWAKALVLQLDGNPRE
LCFHSFRHYTIVHLKELPEVSEKQRRDLVGHSGGDVHDEQYDVATSMTVMRGVVAKLPRLF
>MCE8439153.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MMDEPAAFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMG
NHLCLAWSGLDPEGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRA
RGARLLALLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELKDKSLAVAEDGAVTEAVWRLV
>MCE8439154.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MCE8439155.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALEHTSDW
RESFLETVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLARMLA
>MCE8439156.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRLRHPFRWRNGILTVLAAFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQVWWEAGDHVPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MCE8439157.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB17
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LALAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MCE8439158.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB17
MTTEPRLARWSLIGAVLTLVGILLFAPLVTVFAEALAGGGAAALAALGSSDARAAIGLTLTVAVLSVPLNAAIGIAAAWA
IARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGINGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVARELIPVMI
EQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEMLYNEYLSVA
AFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MCE8439159.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGRDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQIGKPAEIRARPACAFVRDFVVA
>MCE8439160.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MIKKIDIPSIRDSVYMQMREMILDGVWAPGTRIDLNQLAAEFGVSKTPLNEAIQMLIREGILAVKPRSGTFVSALDLDEI
LETFDFRLILEKGAAEAILANASAPILRGLETLNDRMAEIAENPGSLEDYRRMLRLDDEFHQKIMFLSGNAQLIEHYEQL
SARLMLMRMIGTFSPKDYKATISDHRAILAALRSGEWEAFSAASATHVANAKAKVRRGLGSASTK
>MCE8439161.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB17
MAQWYFDEDGDLSVLAGKTVGVFGYGNQGRSQALNMRDAGIDVIVGSRSDASAEKSQEDGFETLPLAEAALKADILFVLV
PDEVMPAVYAEHIAPNLVPGNVVNFASGYNVHFKKIVPQDDVDVIMLAPRMVGQGVRDTVVAGVGFPSLVAVHQDATGHA
WSTLIALAKAIGSTRMGVIESSFEEETVADLFNEHFGFLHAVRQGVEVLVEKGVSYEAAILELYASGEMREIGQYFVDHG
LFDQLKLHSRTSAFGQLAWARPSPEAEQASKDHLRNVIDRIKDGTFASKWQEVQEGGMKEFEAAEAELQQQPFWQEELKL
YKRLGRI
>MCE8439162.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MRNLAKFHINGTWVSPRGTDLHPLIDPASEEKIADVPMGDGRDVDAAVAAAKAAFPAWSVTPVARRAAMLRRLLALYIEA
YDELAELMTREMGTTIGFSKAAQAAVGQMHLEAAIAALEAETFEELRGTTMISKEPIGVCALITPWNWPMNQLVVKAAPA
LAAGCTMVAKPSEYAPLSAVRFAELVDAAGFPPGVYNHVLGAGTVVGDALSRHRDVDMVSITGSTRAGIAVAKAAADTVK
RVAQELGGKSANIILPDADLEKTVTAGVNECFINVGQACRAPTRMLVPMERMEEAKAIARKAAEAHDVGHPMGNAALGPV
VNAAQFRHIQSLIEAGIAEGATLVTGGPGRPGGLDRGYYVRPTVFGDVRNTMTIAQQEIFGPVLAIIGYASEEEAIEIAN
DTVYGLSAYVQSADLDRARTVARRLRVGSVWINGAAWDARAPFGGYKQSGNGREHGEWGLHDYLEIKSVAGYA
>MCE8439163.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MTGSPTMTRAMAGWRMLAIICLGVVGVLATWFSATAIVPELIRVWQLTPGQAAWLTNAVQLGFVAGALGASLVNLPDILP
MHRLMTGAALLAALSNAALLVVGPEGAMIARFITGVALAGVYPPALKLMATWFVKGRGLALGVLIGALTFGSSMPHLVRA
VADGVDWHVVVWATSATALGGALVFGLLVREGPNPFGRATFNPRQSLAVFTDRPLLLANIGYFGHMWELYAMWAWILAFA
AASNVEPFPFGSPSMLSFLVVASGVIGCLAGGWLSDRIGRCLTCAGMMIVSGACAALIGFYFDGPPLVLALLALLWGVTV
IGDSAQFSVSVTELAESAFVGTALALQMGIGFGLTVVSIWALPLFAEWIGGWQWAFLFLLPGPLIGTCAMLALRRCPEAA
ALAHGAR
>MCE8439164.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB17
MSDKNGWTGTVNGMPREGQSAERSRTTRMEDIHAFTDMTGDRNPVHYDEELAKKTSFGKLIVQGGVTTGILNACVAQDLP
GPGTVFLNTNLNFRKAVGVGETITGRVEVVKVREDKPLCTLKVMITDAGGAVCVEGEATTYTMPLEGL
>MCE8439165.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDLSTLKVPGPTVIALTAPFWEAAAEGRLVIQRCGACGDAVFYPREICPHCWADALSWEEASGAGRLKTFSTIWKPGHP
GWIPAAPYVVGLVELAEGPTMLSHILGKAPEIGMDLTLAPTNTGGRVLPCFRPKRG
>MCE8439166.1 thiolase family protein [Rhodovulum sulfidophilum]AB17
MRPHAAIVGAGSLAPQRRTEGASTLGMLARAAKAALDDAQMEKAEIDGLLVGPQVGETPQHVPATVSEYLGLHPVMSNVV
DLGGASGPGMVWRAAAAIQAGMCETVLCVIGNHRNPEVPRSPNRNPIREFDVPFGASGANVSYALLKQAHMARHGTTDED
FALIAHWARANAQNCPEAIFHGSPASVEEVMASPMIASPLHLFEIVMPVAGAEAVIVTSAGKAKGRRAAWLLGAGEKITH
RAVSQAPSLTSGPLKPAMERAFGQAGVSVDRMSLLSLYDCYTIMVATTLEDAGLCPPGGFGEFMRAHDFGPGGDMALNTH
GGQLGYGQPDLAGGMTHVTEAVRQLRGSATGRQIADPEFALVTGNGATMSEAVALVLGAEA
>MCE8439167.1 acetoacetate--CoA ligase [Rhodovulum sulfidophilum]AB17
MDRSVLWRPEGEALRDSALARFSRDCGIDPGDYETLHAWSIADPGAFWSRLWDFAGVKGERGPVALERDPAAPMTGARFF
PEARLNIAETLLAGAHPERAVLELDETGARAELSADALKAEVARVARGLREAGVMPGDRVGVVLPNRIGCLVTHLASLAV
GAVWTSCSPDFGLAGILDRIGQVSPRVMFVQPRIRYGGKDIDLAGRLGDLAGRIDGLETLVTIGEGEVKAPMPVIAWDDF
GSEGPLEFEPRAFGDPCYILYTSGTTGAPKAIVHRTGGVLLQQLKEHMLHGDLRPGDSFLWYTNTAWMMYHWAIAGMGCG
ATTVLYDGAPILRARDGLDCSPLWKAVEAETLTHLGISPKYLSSVMEQGYRPGEAHDLSSLRWLMSAGSPVSPQQYDWIY
DAISPDMGFASISGGTEIMGCFLLGSPLHPVRRGQLTVKGLGMAVNVFDERGAPVLGRPGELVCTEPFPSMPRTFWGPDG
DARYRKSYFSERAEIWTHGDHATFHPDGTAVIHGRSDCTLNPGGVRIGTADIYNVCAQFPELEDFIVFGRPVEGDEEIVL
CIKMTEGARADADLARAIRSKLRSECSPRHVPGAIYCVADIPMTVNGKRVEGAARSVVSGKAVANRGSLANAGCLDEYAA
LSERTAL
>MCE8439168.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB17
MLYRLGGACSTFTRAFIPNPFIFAIILTGLTALLAILMTPTGPAEAVGLWYDGFWNLLTFAMQMTVILLFGYVLASSPPV
GRAIDRIARLPKSAAQAIVMITGLAVIFGALSWGLGLIIGAISARRISQNCLERGIKVHYPLAAAAGFSGLIIFNCGLSA
SAPLLINTPGHFLEADIGLLNLNETILSAYNILTLLAYLAIIPFVYAAMQPPEHERQLVAPDAAPAAEPPDAGGEASLTR
DGDTTLAARLENSRILSWLVVLTGLGYILWHFATKGFDLNLNLVNFTLLILGMAAHGSPISYVRAVDEAIGACGQIVLQF
PFYAGIMGIMSGSGLIAIFANGLVSISNEFTFPFLTMLSAAVINLFVPSAGGQWAVQGPVLIQAAQDMGADIGQTVIAFG
YGDQLTNGLQPMWMLPLLGVTRLRAGDILGYTAVMMLFSLVIFGAGVTLLPLIF
>MCE8439169.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MKTAADLFARKGYGGVGTAELCAATGYGKGALYHHIRSKEDLLLDIMTVYLRELLADAEAILAQEAEAEARIQGLSLSLM
RAVVQDNAQMTVCFREVHALSLDHRRGVLRLHGDYFRLWERMMNEARDAGQLRSVDADEIKGLLGMYFYR
>MCE8439170.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB17
MLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGALKRRVAREVVPMAPKG
PLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVDLSNLQRQVIHTDTRL
GMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGKPLIAGAITQWEGQIS
LYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLIYDALYGESRMITLHP
RSGCPDCGAA
>MCE8439171.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB17
MPETSRLNLSAGLASVATAIVLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFAGADVIIHFDPVR
>MCE8439172.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB17
MAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDR
DGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDE
IRE
>MCE8439173.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB17
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MCE8439174.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB17
MDDAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLASLRAQILRRRALIAPAIAAVIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRSKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVSFVGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAGNL
AARQPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLARAGWPVSARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MCE8439175.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB17
MTEAPASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALSLGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAEQA
AAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTKRLEHPTGRVLVIEEKRRDGEIIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MCE8439176.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEARAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHTYDEDFLLKAVEYKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VKMFDALWTAEVVGDSPHDPSNARIRADG
>MCE8439177.1 hypothetical protein LZ187_05155 [Rhodovulum sulfidophilum]AB17
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MCE8439178.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB17
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MCE8439179.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MPKRLTLPDSASLATPGAGGRLSAPSALRNAEAICATLERVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDPQR
RASIDAWAAEAALPNLRPALALDACQPGWAASHAGQDLIFASNILHLVPDAQAETLIAEAARALAPGGVLAIYGPFLRDE
GFASPGDAAFHAGLIAQNPGIGYKPVAWVADRGKAAGLRCEAQISMPANNLTIIFRQPSVIAQRNH
>MCE8439180.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
WQVRTGDDIAEGRILVNAAGAWADEVARLAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCKPEAGKLLVS
PAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQGGFGIQTSPA
ASELAADILGDRASELRRSLAPAFSPARFG
>MCE8439181.1 ATPase [Rhodovulum sulfidophilum]AB17
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGNLILPDALLDQLGPAVGAGR
SILMYGPTGNGKSSISNGICDALEDLIQVPRAIEYAGQVITVHDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEDFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPCQMSPELIDRAWANMFVRDAPILH
>MCE8439182.1 dipeptidase [Rhodovulum sulfidophilum]AB17
MDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDSYDLPL
PEPVPQDRALQVAMTQIATLERLQELGALKICRSAAELHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALRIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAICPHARN
LTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGAMIPSAIGTAAGLPALR
QAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MCE8439183.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNRLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKTLLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MCE8439184.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIAGERASPEVYARVHQELGLDRPLMVQFWFYLQDVLRGDFGTSLLTARP
VSADIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYSMPIFWLGLMGLLIFYGILGWVGGPG
RQSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSER
AVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLY
KVFDPRAK
>MCE8439185.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MCE8439186.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKTGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MCE8439187.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>MCE8439188.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRLVLAIAPALAIALAAGLLGPPSAAFAASGNDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRKVVL
DSVDDGYEPARSAAAVERIVSEDHHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGNTALPVVAEYQAALKEVDAEARPDFVSLEGY
LAGRIALRALQKAGPFANRGRMREALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTRIGADGAFEPLPPAAVDPKL
>MCE8439189.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB17
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEKTAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIADARDRLTEMSGHVHLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLRAIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWLLIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARSAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSS
>MCE8439190.1 hypothetical protein LZ187_05220, partial [Rhodovulum sulfidophilum]AB17
MLRDILILGTAAAGLLLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLA
>MCE8439191.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB17
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MCE8439192.1 hypothetical protein LZ187_05230 [Rhodovulum sulfidophilum]AB17
MIVANMATYPPRRAGLAKVVAQLAPQVDRLNLVLNQYEAPLEEFAAFSNVHQIIPDTDTKDTGKFYPDVSGADYVLMVDD
DIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQVASG
VAILHAEDFPPFEFMRDSQKFVDVRLARWCFERSITPIALPKPAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKVK
GRGLPPKPCASQT
>MCE8439193.1 polysaccharide pyruvyl transferase family protein [Rhodovulum sulfidophilum]AB17
MTVPDEAIVWGSGIISETDRFARPLETHAVRGPRTRKRMLDLGYECPEIYGDPAVVLPKYFCPQEAAPDYKVGIIPHYMD
LSVVRDRVAEGVLLVDVTQAVEDVIRDIRRCEWSISSSLHGVIVSHAYGVPSVWVDSVTKLHGNGVKFSDYFEGAGLLGV
EPSEVDLSASERDLAVTRDLATLPDLTRQRAELLASCPYMTGEMQ
>MCE8439194.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB17
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVDGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MCE8439195.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB17
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MCE8439196.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB17
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MCE8439197.1 hypothetical protein LZ187_05255 [Rhodovulum sulfidophilum]AB17
MGLALLGFYVFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTGTATRAAIVSEAARVAAEAARPLDDATAVIAHVSFGVF
DLPVLETWEVEASDGRVIPLTVLRGGSGHADLAFDGKEYRLGVGKFLSYESGADLCRLLLVRKVEGGVYRLRWRCIPDHR
DQL
>MCE8439198.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB17
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MCE8439199.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB17
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>MCE8439200.1 NnrU family protein [Rhodovulum sulfidophilum]AB17
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MCE8439201.1 CoA ester lyase [Rhodovulum sulfidophilum]AB17
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MCE8439202.1 hypothetical protein LZ187_05280 [Rhodovulum sulfidophilum]AB17
MRAPRLFRHPAILPVLAALMILLPQLALPQNQGQNQRQNQGQNQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGDNA
VVEIFANTRTGTWTVTGTFANGLTCLIASGEAYDPVAEPAGQAL
>MCE8439203.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB17
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MCE8439204.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB17
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MCE8439205.1 hypothetical protein LZ187_05295, partial [Rhodovulum sulfidophilum]AB17
LERFAHALEETMNEMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARNPEAGRKEGRDPAFHHGSPEEIAASA
AASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MCE8439206.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IDIET
>MCE8439207.1 J domain-containing protein [Rhodovulum sulfidophilum]AB17
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MCE8439208.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB17
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MCE8439209.1 hypothetical protein LZ187_05315 [Rhodovulum sulfidophilum]AB17
MRRPDAARSRPAAALAVLFLAAPAAFAQGADATFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFRDAALAEGAD
RDGVDDRIAALRPVYLLLLQRYLLDGERRARDQYVRLSGLCDDLGRASGLKGHRHAPR
>MCE8439210.1 hypothetical protein LZ187_05320 [Rhodovulum sulfidophilum]AB17
MTRVTLVAATGFATAFILATAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MCE8439211.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB17
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDAKLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQNPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MCE8439212.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB17
MFQHFDSTTRPEDGPIRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETRPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVTDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVTKRAGDGLSERARAWLAEATQPL
>MCE8439213.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MCE8439214.1 chloride channel protein [Rhodovulum sulfidophilum]AB17
MQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFTPDARVRSV
ADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAVAAAVSASF
NAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCGLVAVILMR
AIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVAVSMTMAGR
MGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGLAVMVAVSL
STALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPGAASPGACAELIGQGVMFEADTTLVEALPVF
EKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MCE8439215.1 FAD-binding protein [Rhodovulum sulfidophilum]AB17
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MCE8439216.1 peptidase domain-containing ABC transporter, partial [Rhodovulum sulfidophilum]AB17
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMALFAAKELRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRSAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRPDAVAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVS
>MCE8439217.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB17
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDSKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MCE8439218.1 U32 family peptidase [Rhodovulum sulfidophilum]AB17
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSEVVIKR
ERNLLRQWAEQESRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKAGELGV
GVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADMKALGV
THFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MCE8439219.1 U32 family peptidase [Rhodovulum sulfidophilum]AB17
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MCE8439220.1 sterol-binding protein [Rhodovulum sulfidophilum]AB17
MTTAPQTPRLPGGSGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDF
KALNRRRALPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>MCE8439221.1 hypothetical protein LZ187_05375 [Rhodovulum sulfidophilum]AB17
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>MCE8439222.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB17
MGSEDILPDFVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLVVGDEARLLAQGIGLTDLAKGAWG
VDAAVPATAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRDG
>MCE8439223.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB17
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MCE8439224.1 DNA primase [Rhodovulum sulfidophilum]AB17
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGGGGGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILA
TLIVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGMSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHE
KAALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAF
ADLLGRINYGKGRT
>MCE8439225.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB17
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MCE8439226.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB17
MLDYSEILTDHFLNPRNRGTLGSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARRLDANAIEAALGGLPAEDRQAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MCE8439227.1 homocitrate synthase [Rhodovulum sulfidophilum]AB17
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLATQAGFEVSVGAEDASRADIGFLA
QLSQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILAPGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MCE8439228.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB17
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDDDVRAAAREALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MCE8439229.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB17
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALARLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MCE8439230.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB17
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MCE8439231.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MCE8439232.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB17
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MCE8439233.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB17
MMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASDKP
SLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCLRL
QAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDGTW
AVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGTED
VAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEAKA
AGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MCE8439234.1 HpcH/HpaI aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB17
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MCE8439235.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMAELPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MCE8439236.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MPERIRPTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDG
ATLDQYGPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQ
RQRLALARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDE
VLRSVVRNAPEVQRAMGAVRSTAVPKREARG
>MCE8439237.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MCE8439238.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB17
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLETILITHHHHDHVEGVAELRARFGASVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MCE8439239.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB17
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MCE8439240.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHSARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MCE8439241.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB17
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MCE8439242.1 hypothetical protein LZ187_05485 [Rhodovulum sulfidophilum]AB17
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MCE8439243.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB17
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGAVFSASASSAPSGMAVPLGAICR
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRSAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPLSAS
HARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMLEFRALQALLQRLRAGTGPEGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTVRARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRSRLSAGPGPSALTGCDAVIEAGSGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGSRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGDLAGRG
YYRYGAGGAAEPDPQVAEIVAAAREVLAVGTLRDFAEAEIQARVLAGMVQVGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKILRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>MCE8439244.1 hypothetical protein LZ187_05495 [Rhodovulum sulfidophilum]AB17
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MCE8439245.1 trypsin-like peptidase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MLAGLMVALAAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLPLA
GLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVSRVRYDLALLQLDRAIRLPGLVPFGIGSQPGRGDAVGVVSHARD
RSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEGGVPRILSVVSAKAEMGARKVALGTVIHDGLEVLRARLAP
DEPGGPMPRFGPGTAR
>MCE8439246.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB17
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRAEEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALAAG
>MCE8439247.1 FAD-binding protein [Rhodovulum sulfidophilum]AB17
MRPETEAELAGMVAAAEAPLGIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHRPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPLAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAVRAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLATMAARLKAAFDPKGILNPGAMG
>MCE8439248.1 FAD-binding protein [Rhodovulum sulfidophilum]AB17
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVVLGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEAGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MCE8439249.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB17
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAILAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFAATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MCE8439250.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB17
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAMLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPNADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIAVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MCE8439251.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB17
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MCE8439252.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
VAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLVHRMALSFAARARGEDLPRIIETVARETVRVEAAA
>MCE8439253.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB17
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MCE8439254.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB17
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFFGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MCE8439255.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB17
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMASLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MCE8439256.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB17
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MCE8439257.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB17
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MCE8439258.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB17
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MCE8439259.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB17
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MCE8439260.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB17
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MCE8439261.1 hypothetical protein LZ187_05580 [Rhodovulum sulfidophilum]AB17
MAGLALAVATGSAAGCSPLPGASAPGRTPAYLGAETVALKDGLVEVALRMRAPDGIGGLDDYGRCAVARHALDNGYGFAR
HLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>MCE8439262.1 NADH-quinone oxidoreductase subunit NuoG [Rhodovulum sulfidophilum]AB17
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVSGLI
GDLAPVEAVFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGGDRAALVRLAGSVEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIDAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>MCE8439263.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB17
MPTRSEDARRLILTGVTLAGMLTAAALHWAPFPATGWPHLAATAALALVYTAGGIPAGARALHALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGETEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWFGLGWHGALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLGVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGGLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MCE8439264.1 hypothetical protein LZ187_05600 [Rhodovulum sulfidophilum]AB17
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRSEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MCE8439265.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB17
MWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPITDVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHA
QVQGHATRAVLPYDQRLARLPAYLQQLDMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLV
AARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQ
IVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGPRPETLDGSTAQLLDFIAAAG
>MCE8439266.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB17
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTVALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVSPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MCE8439267.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB17
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELTAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MCE8439268.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB17
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEATGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRSRRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPKPEVFLDGVGGGGHHMGTVRMAETPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MCE8439269.1 hypothetical protein LZ187_05625 [Rhodovulum sulfidophilum]AB17
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNEAPEAKSPEALATATQRDFAA
GDTVICDGWVLARSEADFALACLRDDTA
>MCE8439270.1 PLP-dependent aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB17
LYLAARATLAPGAVVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDADPQIGAVCVTPHHQYPTTVTMGA
ARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLSPGIRLGYALAPEPLLSRMAEARA
AIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLPAGGLALWMRSAQGGADLWAMRA
GQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSCPQA
>MCE8439271.1 betaine--homocysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITE
>MCE8439272.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MCE8439273.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB17
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MCE8439274.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB17
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MCE8439275.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICARQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MCE8439276.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB17
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGAAADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MCE8439277.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEAALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MCE8439278.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB17
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MCE8439279.1 Rne/Rng family ribonuclease, partial [Rhodovulum sulfidophilum]AB17
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAERNADGAEDRGDHVAPAASDE
DAAPTDAAPTDAEPADGVQSADGETRPAETDASEAEDAAPAEDAEEDATDRGGKDDEPPTTVMAMAAHSDDPVETREPSA
GIPGMDVVDLGDDEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEADDTASSGDETGEDGPEEIHHDDQIESVAEEDVH
EEIRPRKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEI
AAEMDVPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGE
GGYRLAKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSI
EETALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPG
MIEATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEAD
PFLISPDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQG
GDDQGYEAGQDESDDADSDTDAEAPEAVTA
>MCE8439280.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB17
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGRPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MCE8439281.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB17
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEAGALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MCE8439282.1 aminotransferase [Rhodovulum sulfidophilum]AB17
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILRKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKTTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MCE8439283.1 PqiC family protein [Rhodovulum sulfidophilum]AB17
MKHRLLPAALVPLALALAACSGSPERYTVPDTAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MCE8439284.1 MlaD family protein [Rhodovulum sulfidophilum]AB17
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLGEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GSVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDAAPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MCE8439285.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB17
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MCE8439286.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB17
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MCE8439287.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB17
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>MCE8439288.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB17
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARAHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MCE8439289.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB17
MMHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGV
EDAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFK
KPIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPG
AGLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAA
EHPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MCE8439290.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB17
PAPEPRAPREPVPASEILFTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALV
LVGMGMAGLGRAALGTLPGLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGD
HLVEELMASLPGGGMAAIFLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFAL
FYFRSVAPPDITTLDTYRGVLPFVALQLVALGVLVALPELATWLPQAIFR
>MCE8439291.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]AB17
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGRLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYFAV
PLGGLHFVMQSKGWQMEPLVYLGAILGLLALRFRSSRGRVAA
>MCE8439292.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB17
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGADDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
KTDPWSVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MCE8439293.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB17
MGWAYYALQVLAGAFALVIGTLLMVSLVLFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSRGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MCE8439294.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MCE8439295.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB17
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLQDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDAASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MCE8439296.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB17
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>MCE8439297.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB17
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFPGGAREGRESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRPVWFFVARIGADEIARIRFGDEGQGWAVMPVCDYLAHPKGIGQLKARLAEYLAVRPGG
>MCE8439298.1 hypothetical protein LZ187_05770 [Rhodovulum sulfidophilum]AB17
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MCE8439299.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB17
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MCE8439300.1 heavy metal translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB17
IRALSALVPRSARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGS
IATEAALRIEVTRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALA
LLLIGCPCALVISVPATIASALSSGARRGLLIKGGAVIETLAKVQNIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLA
GAVETGSSHPLARAILNAAEARGLDLPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGS
AVLVVAEGRALGVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRG
GVAMIGDGINDAPALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSV
TGLTGLWMAVLADTGATVLVTANALRLLAFDPRRAARD
>MCE8439301.1 branched-chain amino acid aminotransferase, partial [Rhodovulum sulfidophilum]AB17
PGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPNNARMLAEARAKGFGNALVADALGNVAETATA
NVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDVRQADEVFLSGNMMKVTPVKAFDDVQYPAGPL
TAKVREIYWDWAHSAA
>MCE8439302.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MCE8439303.1 NifU family protein [Rhodovulum sulfidophilum]AB17
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MCE8439304.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB17
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLEWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRGLAYVQPLRAGKLGAARMIDPEGPAPLAEIGAEGIAHV
TGFAAQRLGTAFGTGWHEAVPAEIAPAIAREAAALLSGGTVSPRPAPLYVRPADAAPPTDPPPVILP
>MCE8439305.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTPAVLAALHARCFTTPRPWSAAEFETLLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRERLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>MCE8439306.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTKMQKAMAAATALALTAGHALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MCE8439307.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MAGAALSGTDAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRQVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALGQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSRTSP
AELAERMVGRQVLLRTDKSPARPGRIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAVGIAHVPEDRQREGLIMPFHAWENSVFGYHTDPALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>MCE8439308.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPTGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRIPLERLFVALRKGSA
>MCE8439309.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPTGARFEAITLPFAETLRPVPGLGPIYAELISGHTLLV
YVALALVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MCE8439310.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB17
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MCE8439311.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB17
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MCE8439312.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MTGRTILVTGASSGIGRATAELFLDHGWRVGLLARRVDLLDEIAAGREAALALPADVTDAAAVEAAFDAFMEWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRRFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MCE8439313.1 ATP-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SKPGFSIMHVIGAEDPRLSVASIVKIEMPEEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGR
VEAGQPLWKRLAYVAITRAEERLLWVTRYRLARPAGALSADDLTAAPAPLTLTAEEARP
>MCE8439314.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB17
MERMEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVN
VGQALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRIL
TRMEMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFL
VEAADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTLAEHVGHLRARAVHGAIRASVAAFLDHHDEILA
GRFSTELTDVFALKEAFAAISEVANARIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAVMAEKKPYLRKLV
TSTGMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MCE8439315.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB17
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVVELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MCE8439316.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB17
MAWTLDLALERRMPRRGRLWGEVVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTAIVGTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNVVRPF
>MCE8439317.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB17
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MCE8439318.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB17
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MCE8439319.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB17
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFTDVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRKRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MCE8439320.1 polyketide synthase, partial [Rhodovulum sulfidophilum]AB17
MTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAGAFDFDAGCFGITPREAEQ
MDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNTGSIMANRISHQWNLQGPS
YIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFAKGADGYVRSEGAVAFVLE
RLDSAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGDYDPEALAFVEAHGTGTAVGDPREADAIGRI
YGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNLDVARSTRALPAADRPWLA
AVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLANLARSWLTLAETAPADLGARIATANWRRARHR
HRLCLAAGRADALAQGLA
>MCE8439321.1 hypothetical protein LZ187_05885 [Rhodovulum sulfidophilum]AB17
MGARFGSAPALSRRPPDRRFRTGPPRCRTGCDRLLWAGLALTQRHGIGCRPEVEDERPKRKLKTCPIGCFHIDITEIRSG
EGQSHLFVAIAKARKTLSSGVTGRPKIWRPRNASEIPSRRCHIALIDQEIGMPLVRMTMAHGTQLANRPQDRRAMAQFPG
SGREGTRVKHQTHIQPIAFAAKTQGFSSASQIEGLNLSVEDAEVGRPHHATKAAPQCPSAQPCSPVATPDD
>MCE8439322.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MQHMHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEA
LAQIRTVLAPEGFDPTARHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELS
SRCAADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIR
GTDLILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMDRTKLLLTPQGRSFPI
>MCE8439323.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MPLVLLIVFAAFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILIALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTFAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>MCE8439324.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB17
MQNFFESPFRGVTLDEQVDNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MCE8439325.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MPVPSLATRLGLPSALAALIFGAAAPTEADTAASIPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPGLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>MCE8439326.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MITVTDLSKTYGDKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVADIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MCE8439327.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB17
MRHGLVLTALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMAAILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHALLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>MCE8439328.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB17
MPLSPATPSLARRAALPTAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MCE8439329.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB17
RGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASVVLNGWALQAVFAAMLLVALRL
LDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRAEHPQPPRDSSVALEDVTFRYS
PDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGDVDVRDMSEEVLSAQISQIFQDTYLLEGT
IAENIRMGRPDAGAEEIAEAARLAGVDEIVRRLPQGLDSATGEGGVRLSGGERQRIAIARALLKDAPILLVDEATAALDA
ENRALVTETLARLRGKRTLIVIAHQLSTIRMADRVAVLEAGRIVEQGPPEALAQRGGPYARLLCLREAAQAWRMDSPE
>MCE8439330.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB17
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVVRDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLSEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>MCE8439331.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB17
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MCE8439332.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB17
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGTPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEARFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MCE8439333.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB17
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MCE8439334.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB17
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTTIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MCE8439335.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB17
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MCE8439336.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB17
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILGTPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MCE8439337.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB17
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>MCE8439338.1 hypothetical protein LZ187_05970, partial [Rhodovulum sulfidophilum]AB17
EPAARANTAAKAEPAPKADPVPAPMPERKPAAAEAVAPPSRPPAADPAPTATATATATATATAAPAAPASPAARPVSSVP
ASPVAAAPAAAPPRAGTERRASGALRPEPQPMRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPGDETPA
PDPDATAGLVAPSGAELSQAEAPAPQPPFDAAANNQPRAEGSGSAPLAGTATGAGMPASPVPAPLSEAEALEAYASTGMW
QRAPDPMSAPPQDRIEDLYVAGIDQAVRPPEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPD
GVTVFRGAPAVVPSARPADLVPEPEPMTVPAPGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAE
APAGEDATAAPGETDPRPSARPAPRTAEASPPAVVPADPAVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENL
APPPTHDTDAAVTAALEDLADGEGEAASDLPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAI
NLRDLNLIGVYGTSADRRALLRLPSGRFVKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MCE8439339.1 glycogen debranching enzyme GlgX, partial [Rhodovulum sulfidophilum]AB17
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
>MCE8439340.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB17
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLSKVGTGETLWESHDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MCE8439341.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB17
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPRGEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MCE8439342.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB17
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGATTLEAVSGGKTHPLARNPEAPDLFAG
PVPGKAPYLLRAHDGSGNCWEFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAGEGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNTLCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MCE8439343.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB17
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQNFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MCE8439344.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLELDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAEGLSPAPD
ACPVLPAIPAAPLDIGLALG
>MCE8439345.1 hypothetical protein LZ187_06005, partial [Rhodovulum sulfidophilum]AB17
MPADPPIRRSTLSTARLLRARRLLPHSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGNDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAV
>MCE8439346.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLRDYQKSMIKSPSRHAATDSPVRAVHKTALDTSFVSFAPLDPQFGIWPIRTIPQPLEQAIWPDGETTGRKLFALLDASK
FADLPLLLAGEGLPHRCLFRGDASQVWGGVAPWLVELTRGSGLLRNLMTRSDRPQHLWDARPGIFICGDLDLEALWRHLR
RFTQMPGPDGGRIFFRFWDPKILPLLLQGIDSDQQWLRAFGTVGEVPLTFVTP
>MCE8439347.1 hypothetical protein LZ187_06015 [Rhodovulum sulfidophilum]AB17
MVELLREQRWSEFQIRLCQQLHKQHPQAIEPLSEDELREFSNQGYARGFRIEKANFNYVLAAALCLRSGRDLLRITHSIP
DWGQLTELDRSYALVAACKVEMEAS
>MCE8439348.1 hypothetical protein LZ187_06020 [Rhodovulum sulfidophilum]AB17
MTDPAPLSETRAADELTSACDEDIRPIFPVRHALTEEALFNIARDGTSPGEPGAIGAQGSYELRRLRQGYVYIYARNGHP
DRLSSDSKGT
>MCE8439349.1 hypothetical protein LZ187_06025 [Rhodovulum sulfidophilum]AB17
MTWIDGGVGGRWEVTDRRRYPYAFVNKQVSEIEIAYSEERWPGHLLLMAELDAGLRARLMTKVNIVTETTKQSAPLSRLG
EHVAEFMPEAEANPEGNAIRYTAFQPEAVSAVVQCANSRENGRLVAVKDHLGELLDIQAAHLAKSESLKTFSAEYQYPLL
IGMGVENLKPHIDQDGNSFNKPPLDPELKTVLDKLRGEEQDLENEIRALVNAYWQVAGRRGHCALLEELEVVLAGLDEVK
ADDSKARRTDYVFFVLGKVFQTLGTSAHGSASLTVAFEGGATDRSKEWSRIFSQAANAMATAVPEVLTRYRTHMNLTFAV
TSKELAMSWVRRESGLVTRETVERILGVQTVSRPVNPNNVDDVLKEIFASVGLTGQRPRSLEMSGLTAFFDGGGLRPDQL
IAVPFYEITGTGTLTARGETFSNAYRASDLADKGGSMVLGLYSAFVAANNWNTISPSITRAGAVAQDPRVQIASALLDAM
AGLNAMHQVPNAAIYARDVGQQVFDRLFKAGSGRFFGPANAAAQLRDGAQGTANNFLRYATLGKLAGAVGVVLAGMQAFE
GFKADDLAKSYGNAMIAAGGLFLIFLGETGVGAVIGGLMIIAGVVATFFGDDSATYWARHSFWGSSGKYWERKGRENTTR
RLERAKLLSEGAEPYRSAFESELNAYQDLKSFLQIEDATSGDMRFEIHCPSIRSVADLSKLSATVRFISPVIGIGGGGLS
GPVVPASPRFISSGLVHLQLAEKPGRDGDRISELRVDASYPKLTGGKFTDRLSIKVRNL
>MCE8439350.1 hypothetical protein LZ187_06030 [Rhodovulum sulfidophilum]AB17
MSIWRALRTWGHLNAPTIGDDLNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLLMYFVVLSWWEQSILWDNIQI
WLNPEAYFRKQYDFWVQQDGGTRFTGTFSTWYQDMMEMHSDRGIGGAIFLALPTFFFIAACIWPRYRPIRFNRKLGIAYT
WSWRRFFLSRSDPSLGLGRGVGDFDLMLRRFTIVRAGVGSPESHSIGALVLRLRHHRWTRYKESWTLGVFPPACFYQNSQ
ISIAISDFLTNPVRPDWCEALERQPSPLSWAHRLALRVVNFSLLPAWWPRRTQKMIRRHLEIRTAEEKVAAEAREALRRR
ANGMD
>MCE8439351.1 hypothetical protein LZ187_06040 [Rhodovulum sulfidophilum]AB17
MFANSHTLAGTSVNLNAARFFNLSNTTRIREVAKIELSDRSYLPKVDDPRSDWVASVAVPAFEVLAQAGVEAPNFCSIGT
GAGLDALAAIEILNARNVFVTDLHDDVVTLAHENIVNNVANGRKVTVAAGVGDLLSPIIGKNLDLDLLYKNLPNIPMSEN
ENLYDGQTSSTFIKQRGEQIPDFIRRYLDELHYVALRQAFPLLKSGGRALSSIGGRIPLDVIVQIGRNLGYRSQILTFTW
KIQSEPAEVIGGYAQWEKQGFGPFRFYSAEVLAETFSAVADVASGAQVRQIELSLFSHEMSATSALAAMSAGVSVGHTVA
ILESLKP
>MCE8439352.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MQRLIFSAQIVIFSLIWSSAFIAGSLAIKDFDPFTLLVLRFALSALVLLPFGWVAHSLFDADVVRHGLMLGLLNNAVYLG
LSFSALRLIRPEVVIVIISSAPFVTTFVATRLGLEPLSKRIIGGIMLGFVGVLVISGIATSEPPNIWGLFLVAFGMLAFV
AGTIIFRKKSSGLPILQTNFWQSVAGAVALLPLAAVSGHPIGAPSGQALFALLYLVFVVTIGGMALWLLLIRTSGASSAS
SYHLLNPFFGVLLAHLVLGEAVHTTDFIGAVLIGIGLILTTKSGKSHVRKQPHLGRHVR
>MCE8439353.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTSSTPLGDRRITFDQLRGFILIAEASGFQHAATRLGRSQSAITQSLKRLEDIVGCRLVERRQGRVVGLTPDGERFLPAA
IEIVARASEAVSAMQKPQITGQIVLGVPDDFQIFDLHGAVSRASNLNPRLRIEVRSALSSDILQMFDRGDLELAIVKRVA
TDPIVQKSKASHLLRKEPLYWIANEKRSLESLNDLPLAIFPEGCSYRRVALEAVASIGKNAYSAYTSASYENIRSAVSAG
LAIGVLPRSALSKDHVILSDEEGFPSLPDVHLIMIQATRCTMVNQLAEFLQYSTVHP
>MCE8439354.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB17
MKAWLAHPAHTVMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERRVGSGSFVAE
MTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKETGTLALLHG
DPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAGLECVPVRVD
RQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACVQGLDPNDRT
IYTGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMAQLTLARFMEGGHFGAHIRTMRGIYAQRLAVLSDLVR
RHLSDFVDPRVPIGGLQMPCVLTCEISERAAIEAARRVGVELTGLSALHAAGDGKAGFLMGFAAYTPAELEGAVRKLAAA
LQMVRMPA
>MCE8439355.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB17
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGLSPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPATFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAYAVLNGTFPHRRAVETATSGSAAE
>MCE8439356.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MCE8439357.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGKPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYATCLDIPQTTPQEVVNNMVGREI
SHLYPDKATAPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTRAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPRVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MCE8439358.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MCE8439359.1 hypothetical protein LZ187_06100 [Rhodovulum sulfidophilum]AB17
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEISGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAVQMLSPMFAETEEQHAMICGMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MCE8439360.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
MTLSIVPPMSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEF
DLVREALDERNRLLRNAPHLVGPLRTVVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHA
FWSAKTAQARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALSD
>MCE8439361.1 hypothetical protein LZ187_06110, partial [Rhodovulum sulfidophilum]AB17
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQS
>MCE8439362.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB17
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGI
IEALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGS
IYAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MCE8439363.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB17
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MCE8439364.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB17
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGGFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMVRFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MCE8439365.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB17
MTDSASEPEASVLSRIEGVRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSARELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MCE8439366.1 heme utilization protein [Rhodovulum sulfidophilum]AB17
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQVRQLS
SRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGGSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSIQLAALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQVAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALT
TAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGFSSAQMAAITTAQVGALSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSSQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSAQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAAFSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>MCE8439367.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB17
MTDMPQTAFPPSGGPTPPAGFLSGNGGTKDLPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGTRPDAW
AAWFNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLEL
DKRLDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWI
ARNVPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMRD
>MCE8439368.1 heme biosynthesis protein HemY, partial [Rhodovulum sulfidophilum]AB17
FLNGDETAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKK
LLGDDRTRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLLLQASAEDWKGARKTLNAKLRHGNIPRDLH
RRRDAILALCEARDLMVDGDEPRARDLAMEANKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAE
LVPEETPQERIQRFVPLTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRG
YLAKAIGAPQGPQWVCESCGTAHSAWTPVCGHCSGFDTLAWKPAAVGPAGLGGASDMLPLLVGGGFQKSAE
>MCE8439369.1 hypothetical protein LZ187_06160 [Rhodovulum sulfidophilum]AB17
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MCE8439370.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB17
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLRNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGISRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MCE8439371.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB17
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MCE8439372.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB17
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MCE8439373.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB17
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MCE8439374.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB17
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MCE8439375.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB17
MTRDTIARYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRETLTDLVIFTGDEGDRAAAEFVV
NGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MCE8439376.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MSLGIRTLTGAGIEAALDDLARLRIAVFHDWPYLYDGDRDYERRYMAGYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFADSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLCRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>MCE8439377.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB17
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAW
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPSTG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MCE8439378.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB17
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MCE8439379.1 Maf family protein [Rhodovulum sulfidophilum]AB17
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAATGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MCE8439380.1 ribonuclease G, partial [Rhodovulum sulfidophilum]AB17
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPG
>MCE8439381.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB17
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRVGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MCE8439382.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB17
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MCE8439383.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB17
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MCE8439384.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB17
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MCE8439385.1 arginyltransferase, partial [Rhodovulum sulfidophilum]AB17
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAIGGRHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAR
>MCE8439386.1 RDD family protein [Rhodovulum sulfidophilum]AB17
MSAMTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVT
LARGSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MCE8439387.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB17
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MCE8439388.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MCE8439389.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB17
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MCE8439390.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB17
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MCE8439391.1 hypothetical protein LZ187_06270 [Rhodovulum sulfidophilum]AB17
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MCE8439392.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB17
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MCE8439393.1 hypothetical protein LZ187_06280 [Rhodovulum sulfidophilum]AB17
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFSPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MCE8439394.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB17
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MCE8439395.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MCE8439396.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB17
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPTVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MCE8439397.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
SFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLDGLLVASPANPSGTMLDRDAL
AALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMVVPEDHIRRVERLVQNLFICA
PHASQVAALAALDCGDELEANMEVYRKNRTLMLEGLPKAGFTRIAPPDGAFYVYADVSDLTTDSRAFAAEILEKAGVAVT
PGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MCE8439398.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB17
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSVLQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>MCE8439399.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB17
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MCE8439400.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MPERARKAPIRGSVWTWVILGGEAVLVLMVAAWFLGRDDERKSDRPQAEQDAAVTSPDTADKAPDAANTEAQTPAADDRS
EAVPPAMPLFAPPAFDLVRVTPEGSALVSGRAGAGTVVAVLVEGREVARAKADAAGDFAVLFDLGQSDDPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAEGVRLLEPPNSHEAPP
VSGLTLDAISYDAQGAVRLAGRGQPGAALRLYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGGVAARIET
PFQRAPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>MCE8439401.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MRTIRKVAPYLWPQGQGWVKRRVVLALAALFLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGLVV
ERGTHETLLVHGGRYAAMWQRQQAGEDGDIAAE
>MCE8439402.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB17
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEIEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGLMATAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTAEGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTITTMAGLLSMMLGVSFDFANGGYTIGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRADRDLALARAAGQLDLPEIVWSEHQGPTPPGQAAQDSKDGDGKGLRAAE
>MCE8439403.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB17
LEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGSSCATVTALDPIRLVGAVPETEVDKIRTGAA
ATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDIRIAGPARDGHLVPQSALTLDDSGRLGLRWV
DADSRARFAPIEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHRREPPQ
>MCE8439404.1 hypothetical protein LZ187_06335 [Rhodovulum sulfidophilum]AB17
MLQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPMMQPLDSYIATRSDEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARSHSDEASQSRNGHWHQQIHGYEDRHPDLVGMVR
DTLIDDGYTLERPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGVVLLVVSFGKRISARQARDATDGAT
>MCE8439405.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB17
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNHVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKSVLAQSGVDDVASIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRE
>MCE8439406.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB17
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDDGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEASHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNMQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGTLAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MCE8439407.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPEDPFANVVGWGNNFR
AADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPVLFVDFRTRMF
ENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIQPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGELIRAAGGDNL
GAHFLHGSFGTLHPEQVIESDPYVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLRAVTAGRVHAI
WHPFYDNPYYFIALQRVAKWLHPEVFAELDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MCE8439408.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSITLGLVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MCE8439409.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTGLLSLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIADQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRHVEANGSPVDILTPALLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGEEHD
>MCE8439410.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB17
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRTATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MCE8439411.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MCE8439412.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB17
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIETPPLLSETELAEAIAQFTGGYGQGDPTAT
>MCE8439413.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB17
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGELHPVIAAMNAIGYDAATLGNHDFNYGLDFLLDAIAGARFPVVSANLLPGPLAPPGLTRLQRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MCE8439414.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB17
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLMAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLLPVEAELAATAKGLFDWHRGHGFCARCGEPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRSNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MCE8439415.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB17
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEGLTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MCE8439416.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB17
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MCE8439417.1 COQ9 family protein [Rhodovulum sulfidophilum]AB17
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLHAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MCE8439418.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB17
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDQVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MCE8439419.1 ribonuclease T, partial [Rhodovulum sulfidophilum]AB17
LYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCHSTEADPSRSQIARLAELTGSPRAAW
HQWKKHGRCSGLSAGDYAAAARRAYEAVSRPAAFGKLTAPVRLPAGVVEEAFLQANPGLLPDMLTVTCKAGRIREVRICL
TKALRPRPCAPDTVEDCDLRDALMPPPR
>MCE8439420.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAM
DAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAIFDAPWDRRAIEERRPQVRRGGIARVDAQWGG
L
>MCE8439421.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB17
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWRRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MCE8439422.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB17
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MCE8439423.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]AB17
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRTRNTEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPSDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MCE8439424.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB17
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MCE8439425.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB17
MTTFGFTLHATDGAARCGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAAGRFEDWQAGFHAARAEGDIEPL
>MCE8439426.1 endopeptidase La, partial [Rhodovulum sulfidophilum]AB17
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VA
>MCE8439427.1 glycosyltransferase [Rhodovulum sulfidophilum]AB17
MTANVRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLM
ALRRPGALPGVLRLAWQTRRPGPRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHG
PADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRAPAPATGPATARELLFVGRLA
AVKGVPLLLEAMARLGPEHPGARLTLIGDGPERALIEAEAARLGLGDRVVFAGYRSQAEVAGALARSDLFVLPSFAEGVP
VVLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSAAALTAAIGAVLADPEGAARMGAAGRDRVRAGFDARAEALRL
ATLFRDGAAAGENR
>MCE8439428.1 hypothetical protein LZ187_06460 [Rhodovulum sulfidophilum]AB17
MIDGGTRSMTVSRRIVRTLCLYIAPPAFPSSVLHNRRLFRWEFAARRGLQQRDNDDEFRAEVMHNGATSLVRVSDMSSPS
FHRFANFVGRRILPFSNGRVVSPPGAIGHHERRCIVVATTMRSGTHVMIDLLLNNLPAYRNRPLYIDLDQHLRRGEMPVD
PQAGYVVKTHYPFTMPGGKFPEDRLMGLFENSLVITIQRDQAEILRSLARWHAATSDQILSRFGDGFDRFNAFWPGRDRM
AIDHRTLFDRDAMQMLIRQIAERTGTEPARRFVPPPARNATQRIYLMKATTRLLGARAPRINTTIFTLK
>MCE8439429.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB17
MPAMPSASPFIPPILETRTIFVHVPKAAGTSVKVEFYGRPEGGHRRIIEFAAHDPGRTDDFFKFSFVRNPWDRLLSAHAY
LTDGRKATGRDRRFARDVLALHPGFEAFVLALEDPGFRRQVMAYDHFRAQTYWLCMPGARDHAMDYLGRFERFDEDMETL
RHRLGRPGRPAVRARPSHHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>MCE8439430.1 hypothetical protein LZ187_06470 [Rhodovulum sulfidophilum]AB17
MAKFDIKGPSAGDAVSATLRNSASGEVLLRLDRTDWGNVGSSGAALAFDVDFGAVHRIPASAFGAGIESITVTSQPGVGH
VSVQGTDVLVNTVDEGEIRADFDASHLGSKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLSVKSVGQGPVAVTVT
ATPALHRQMCGWSCGRGIKLSVDETDATVLEPAERHADLYTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTVGGGV
VSGRTVAHDPTTYFGSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGAR
PLMPGMAYNGGKKHGMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGL
QRDGEHWSGKYRPSCIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYF
DSSNRHILWRDNWTFGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSKDPACGYQYGYGNGHRSLCQDVVYTH
AGYMSGAGAGMAQSEGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAEFENLEGRE
RAVICADWGPGINPDYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPEIQALVRDFIAFMQAPLG
IAPAWRTSAGPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLN
VSAAPTCTGGGAITTDESGQVWIGGYAGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRS
GRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTA
GSHVLIAADSVTGSFGSVTGAIDPGLDATVAVSATGVSLTVTAGSGLIALA
>MCE8439431.1 hypothetical protein LZ187_06475 [Rhodovulum sulfidophilum]AB17
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLDGEDRRSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSEPVTARLGDVPRAFSAADWSVDETGVQIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQPPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPSGGTPVTRDSAVSPVVVALNFRAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLGALETGPVCLVRPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGPT
HTVISADAGTDLQYIETGTQSGAAAPVTAASPAVRIGDAAPTSYSPQTSTSALAWWDASDEATINHEAGTVSQFADKIGT
AHLTGSGTTGVSASEVNGLNTILLDGIGNYFERSATALFPADGDWVLTIVASIDEVNHINDALVSAINGDNTFAIVGFNA
SEFAGRLAVSGEAVSFDGGPYGGLHVFQVKADLTGQATATVYVDGIPVAFVPYSAAVDATTLRFFRSYVMGGRFCEAFLD
RDLSSQAAAFAYAASKWGIS
>MCE8439432.1 hypothetical protein LZ187_06480 [Rhodovulum sulfidophilum]AB17
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MCE8439433.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB17
MATYAQQLKARGHEVTVVSRPRPRRTPLDRLRAWLRGRPLPPHPRSPLFDALGDSHKVLDRWRPVVAEDLPDADVVIATW
WETAEWVAALPASKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVREEAPGSEIDLLPNAVDHAVFDAP
PRGRGTPFTVGFLHSIAPRKRIDLAFDTIGKARLRLPDLRVVSFGTTPATEDFPRDLIYRRAPPQQEIPKLYAACDLWLF
TSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAEWRAMSDAAHATAAAHSWE
>MCE8439434.1 N-acetyltransferase family protein, partial [Rhodovulum sulfidophilum]AB17
VENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNMGSIALHRALGFRDAGVLRSVGWKHGRWLDSVEMQ
KPLGPGDTAPFDGLPGDRPQGQRSGGAGTDDPPNRP
>MCE8439435.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDMSNMNRRSFLRRSALAGGLAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQNEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>MCE8439436.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB17
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MCE8439437.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB17
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MCE8439438.1 amidase [Rhodovulum sulfidophilum]AB17
MKDLETALDLGAVELRDRLARGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRARINMAEMARHYYR
YDRDGRDLLGAETRDAIDEGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MCE8439439.1 hypothetical protein LZ187_06515 [Rhodovulum sulfidophilum]AB17
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MCE8439440.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB17
MKTTLIGAAIWVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIVTFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MCE8439441.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPAATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLMLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>MCE8439442.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB17
MAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRYPGRMPGLWQGARPVLSRAQFMTLAARIGTRPGRLRLHAGMPPGG
GAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPSPGRLLWAPRAARVLGRLPPEPAFEVVGGFCGKGQRT
DPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPAPLLELGRNLGALGLVVAHTGAAQGLLFAPGTAP
AGTEAALRAAGFEQVLRFRTGGGGR
>MCE8439443.1 cobalamin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB17
MSAAAMLVALAIEGVAGWPDRLHARIGHPVTWIGALIE
>MCE8439444.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB17
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGLVISGGEPLLQR
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESLGLLRDSGVDADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MCE8439445.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB17
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIA
RGLSEFRTALEATPDGFAPVLAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQVNARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MCE8439446.1 hypothetical protein LZ187_06560 [Rhodovulum sulfidophilum]AB17
MAAGHRNAELGFRLPIKTPHRHGFPREHLLAPRLMLTAFFEQVQNSFLESLKDRMRDELRNEAVLRNLAYADGVIAV
>MCE8439447.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVKISLHRGAQVLAYTAEE
AENLFDLIAAIESLAAERLAGRIGVEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MCE8439448.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB17
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDVQHSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MCE8439449.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKLLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFKGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>MCE8439450.1 hypothetical protein LZ187_06580, partial [Rhodovulum sulfidophilum]AB17
WGLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVV
ALGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGD
HPAKAAMAARQVMSLSDQVAVSAREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDK
FQQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQG
LAARFREAQMADRSGI
>MCE8439451.1 IS3 family transposase [Rhodovulum sulfidophilum]AB17
MANLLKDKDIRPLCKDRRFPRTTDSRHNFGIAPNLLRQTFMASEPNRIWIADISHVPTDEGWLSLAAVRDMTTMEIVGWS
MSERLKGSLAVYAMRMALRNRRPAPICHSDRGIQYASGDYRQLLDAWKTAASMIRKGDCLDNAPMESFFGSLSNELVHRA
SFRSRRDAKAALFEDIATFYNRKRRHSSIGDRTPKQARIDMAAAMAA
>MCE8439452.1 hypothetical protein LZ187_06590 [Rhodovulum sulfidophilum]AB17
MNAKLEFIAAHAVSLMCRGLSVRTSRFHSWRAAAPKRAERLAAREALLAGIGAIFEASHRRYGAPRSCH
>MCE8439453.1 transposase [Rhodovulum sulfidophilum]AB17
MTLRTDPGQGVKVLPESGTPDEQTASRHFTAEFKEQAIARLSRPGASQTSIARELGVTPSQLKGWLLELTAAGSAEAIRR
PQAEATELAELRRENRRLRKEVEVMRKGEQANAMRSSEPVNAFFAQWAAKQ
>MCE8439454.1 recombinase family protein [Rhodovulum sulfidophilum]AB17
MPTPRRAAIYARYSTELQRDASIEDQIRACRTQADRQGYEVVKVYFDRAASGASLMRPGIQSLLQDAREARTFDIVLAHA
LDRLSRNQADIASIYQQLQFVRIPIETVSEGEIEEMHIGLKGTMNALFLKDLAKKTREGLRGRAIAGKSAGGLTFGYRAV
RAFDATGERIRGDREIDPEEAAVVERILRDYAQEHASAWIWSAGSSMRWNTT
>MCE8439455.1 AAA domain-containing protein [Rhodovulum sulfidophilum]AB17
MAFLPFAAIEPDLPDMLMKNVFYGLKAPYDYLSGAKKRMEDPDNLPRAAWSAEQKESTFEQRKPKQSKEQQETPPSQKAS
EGFWVCLTKPDGAELSDEEIRLFTDPEVRKISWIEASLQENGRGKPKFAEIDVLAHDPDAGRLHLAELPPAGKILTLRPN
TYQLRKQLDVIAALQNIPNPAHRPLLRLLQPEQFANWPSMWREPEPDWMVLTDPDRSGASEQRDFVRRALATPDFALLEG
PPGSGKTTVICELIAQMARRGKRVLLCASTHVAVDNVLERLMAESNAHRDLVIPLRIGRDESLSDEAKKWTLERLTMRER
KRVLDYLRKVSAPDAAQIRLQDDLRSAQGDHIVERMLLEGSNLVCGSTIGILQHPDIKKGDQATPSFDMLIVDEASKTTF
QEFLVPALLAKRWVLVGDPKQLSPFVDDDGVAAALDDCLPDEDRRNACIDTFLAMTGKRGAAAVVANAKQEEIWREEAAH
RGVAIRAPADPDAALADIVTGSEASLDARPQALRIDIETIRAADDALPVLRRRHAANGAKEPPVWGQELAWRQVTLYSLR
GETGGNADGLRRDAANLLPASADEKLKNAIALIRRVALPSVIEILRHGFERSGDRDRGNALTDGIPKKVLKDRHVLLSWQ
HRMHPEIADFPARDFYEGQALRSGDAMSSRPWGWREDEPRMTWRDVRGRFVAREGGNRAEVDEALRELRAFAAWSKTNPP
PGSRDWEIALLSPYRIQERALRKAVQKLAGGASGSRRLRLSAHCIADICTVDRFQGQEADMVLLSLGNTRGTHFLRAPNR
LNVALTRARHRLVILGHRAGMKGAGGALGRLAEAAPWGRSVAQGEKE
>MCE8439456.1 hypothetical protein LZ187_06615 [Rhodovulum sulfidophilum]AB17
MIPAFTLTRSIDILVNRFAGEVAKEEKRPELMPFLLMARDHGEITDRSAAGHLLGASEGRRQVARRLLEQLERSGALEKQ
EKDRWKLTEAGREAVETEVVFIAERGSWEVWHACDPLLPHGLIQLTPYKEPKAFDEVRKDAPKRKATPLHRTLEALKDLP
LSPIMGGARRRIGELPTKVEELGSKTGTLAWEVASRRLSVTIDEKSFDLAAPSLSHDATFEALLATAGLTSDWDKGAEVL
RRSFGDLPEASRRSMCEDVTFPGRIRLLDYGGFDMTTVRGIRINARTRTDAEAWASWRLEDKIDDIACTRRFAEWSEWAQ
APFEYFAPIKLPLRSDLAARTRPAEPSTLRSAVAWNLIAAEDWNL
>MCE8439457.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MMDRDFDFDAHQIKTVSQIGRPLGMAWVSRTRFVSEPDLGSEGLLPADASRRLEDALVKMIGAAQEMVVLCSFLVASDRL
TEALETAARRGVRVYMMLASEARLGQEREEDDFSKRCRKDHEQMLRRLAPHAMIRSAAHYHAKTVLIDPKHPNAQGWLLT
ANITDEALTRNEELGLRLTIEEVRSVFAELRHACWERAEHRMIGTDFKPTKPLEAVEPPSEGLALVTSPTHRSIRETALH
LVEQAETRIIVASFGWALDHPVTKALIARAKAGVKITILARIRPTAMPALAALAEVGAEVCGFEWLHAKAIWTDRGRAMI
MTANLERRGMDEGFELGVKLEGARASTLRQILDVWEGAAKHRLDPAAAIKPETEAVKRWRNGALSDLQIPKSRSVDLGSV
AMCSLLDPIPGCPSPEDELPLAHEVILQWRVVPPRVSANASPVDAEEKTDKKDKTPETFPALMREVSGRRVVVISDHAQL
DAAARIAEERGAKAVVMNRSA
>MCE8439458.1 hypothetical protein LZ187_06625, partial [Rhodovulum sulfidophilum]AB17
MSCETLLCWESVNHGTLVLTGALEALAERGHRIGRVLLLVQEGRGAPPEGLLQGLRIEPVALPVPDPTDHAALYQTLRAK
LLPRLSGIEEPLHINLS
>MCE8439459.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB17
SLTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MCE8439460.1 aspartate kinase [Rhodovulum sulfidophilum]AB17
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MCE8439461.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB17
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MCE8439462.1 CVNH domain-containing protein [Rhodovulum sulfidophilum]AB17
MSFQKSCGRIMLHPSIAGVELTASCRKTDGSFEDASISIDGIRNENGTLSD
>MCE8439463.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGIAGAVSRA
RPD
>MCE8439464.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB17
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MCE8439465.1 hypothetical protein LZ187_06665 [Rhodovulum sulfidophilum]AB17
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVRQHGGEAGSGKKK
>MCE8439466.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MCE8439467.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
LLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQIMETGPAPAIVTLERMRAIRAVHADENVLVAEAGCILAEVQAA
AEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYGNARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEG
TLGLITAATLKLAPRPAATGAALLAVRDPAAALALLAMARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMV
LIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQSEAQRQDFWTMRETIPLANRRIGSIASHDIALPLSAIPDFIAAA
GPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRADHEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDP
ARLAAMRAIKAALDPAGILNPGAVIPPP
>MCE8439468.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB17
MNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHYASEEQDTVAVLDPEGAYALA
IDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGNGTQEYLLDPDSKQFVLVAEA
IKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILTRGGVFLYPGDARKGYARGRL
RMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPDEEVNALFGNRGLFRV
>MCE8439469.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB17
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MCE8439470.1 transketolase [Rhodovulum sulfidophilum]AB17
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MCE8439471.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB17
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MCE8439472.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB17
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGTELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MCE8439473.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB17
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPDIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MCE8439474.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB17
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MCE8439475.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB17
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MCE8439476.1 fatty acyl-AMP ligase, partial [Rhodovulum sulfidophilum]AB17
MEDLTYRNDLFAQTLLGNLLEHARINGGKTAFSFYGGPGAPEATLDFAGLEQSVARMTAALSRRGLQERPVMLVYPAGIE
FAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCMPAAAIGPAKTLGGLDFGQTVPHVLAHEDLMAEDPGDFSL
ADAAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGFDLSSWICGHSAAEPIRREVVECFLERFAPCG
LRPETMRSAYGMAETVAVVTGGRLTGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDS
VAKGYQGHARGVEDTFRAETADGDGPFLRSGDLGFLDQGDLFVTGRLKDVIILNGENIWPQDIETVAQAADPALRSDGGT
AFDAADDAGRTRIVLVQEVRAAKEDLPDIAARIRTALAGRMGLARLDEIVFIRSGAVEKTSSGKVMRSRMKTRWQAGDLE
ILARDRLPETAGECSHEDVLAALGLGPEALESPASLTALGADSLRCASGAEALRRRYGLDMALSDLALTTGIELADLLRN
RPQEDPGPTEPDAAAAAPQGPAAPTPLD
>MCE8439477.1 hypothetical protein LZ187_06735 [Rhodovulum sulfidophilum]AB17
MAKQAGFWSVDDRLAEISAGGETRLSMTIFKDQSLEEAIEIMESAMKSNPSLRVLHEENLSEATQRRTTESGFLRDSRDP
LSYRKIEQLRRRAEKLH
>MCE8439478.1 hypothetical protein LZ187_06745 [Rhodovulum sulfidophilum]AB17
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGDRNPLTRSDTVKRVSTALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDCMVVCT
DDYTRAYRDNLRRIWDYLQVKDDEADALVEDAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MCE8439479.1 Mu transposase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MTSQPLYNIPRGSILQLDGRELTVSDREESGYAVECKETGECFTLSLERVETAIRNRDCEVIKPAAVEKRKALLEYTGGL
ECVEQLSEDDQRIVQARLALVIAQDELRAEGVKLTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQG
RTLASYRDVYHRFEQNPVVLADRDRMKGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATKVFHRSPREMAQEIN
FPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEAPQEL
ADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTKEKVRYGCKQDPAPPVRLGLALADNGTATRNAE
VYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSRPGELTGYDPKASAELSHDQLYGTITRYFVDEY
PFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQATTTSEGVRAFNIPFNSTALQNLAAGTEKEVTVH
LDPDDLREVYVTAEGVKEVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRATESGFFPDSRDPL
SYQKIEQLRRRADKLHQVEARPPAYIGATAAPGQLMSRGRTSGVVPARPAGAAPFKPPSPSTPPRASAPPPQSAGPTDVA
PEKGSTSAPGPDDIKTMTFGPIKDSKL
>MCE8439480.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTNPFIIPSLANLNADLAQRHFPLARGEELQQTFAQLFSRHLGRLQSGKGFEARSLLVTGLSGSGKTAEISDMLNRFNES
AVRMPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRRTQFEIWDLVVKQAKLQGVVGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIVGSYAISAG
LNVDTGLPTGDFLHRLATAGAFRWGLVIDMVVDAIALAVARSEGVVERSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MCE8439481.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB17
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MCE8439482.1 hypothetical protein LZ187_06765 [Rhodovulum sulfidophilum]AB17
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MCE8439483.1 DUF6497 family protein [Rhodovulum sulfidophilum]AB17
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPSQVVITLMDRPVPFGQSEPEATQFFEAYRPEAGRCIWEGF
>MCE8439484.1 hypothetical protein LZ187_06775 [Rhodovulum sulfidophilum]AB17
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADVGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MCE8439485.1 hypothetical protein LZ187_06780 [Rhodovulum sulfidophilum]AB17
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MCE8439486.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB17
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRPGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVARINAGPGESLAVDEVIMEFE
>MCE8439487.1 restriction endonuclease [Rhodovulum sulfidophilum]AB17
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSALFELTPEDRAEVLPSGRQGKMANRVHWARGYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPAAPIASDATPEEILASAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>MCE8439488.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MCE8439489.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB17
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGGIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MCE8439490.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGTDELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MCE8439491.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB17
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLARALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGARLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVADCADADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MCE8439492.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB17
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRSSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATEAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPHDFDIPRA
>MCE8439493.1 hypothetical protein LZ187_06820 [Rhodovulum sulfidophilum]AB17
MTQEDIAPSQREALSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MCE8439494.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB17
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MCE8439495.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MCE8439496.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB17
MSTAPLQPLAAFDIGSDGTTSPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MCE8439497.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB17
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MCE8439498.1 YdiU family protein, partial [Rhodovulum sulfidophilum]AB17
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNTFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAETRMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSQTGADDLRAPPAAGEEVLQTFCGT
>MCE8439499.1 nucleotidyltransferase family protein, partial [Rhodovulum sulfidophilum]AB17
DGLAEIPERIFSLNRLWDGMLAKGRLYGILHAGGWCDVGHPGGIAEAEALLAGQGDV
>MCE8439500.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB17
MFEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELDLRRNGPAFPDGPALTRWAEGHEDGREAWAAWLAEALEGTDRAGT
EPLSAHVARHRQLAETLAAGPETEGSGALWLEEAGLQARAAQDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>MCE8439501.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB17
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGPDLASLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGGDWYSRIRRGTEALGPVPR
DFGFGEGLRYQRGLWPEDRVLAAPETAPPETALPDWALRDAPRPERPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGPGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>MCE8439502.1 thioredoxin [Rhodovulum sulfidophilum]AB17
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MCE8439503.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB17
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>MCE8439504.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB17
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADARDQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MCE8439505.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB17
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPQPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>MCE8439506.1 23S rRNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDR
>MCE8439507.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB17
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MCE8439508.1 hypothetical protein LZ187_06895 [Rhodovulum sulfidophilum]AB17
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPG
NRPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MCE8439509.1 virulence factor [Rhodovulum sulfidophilum]AB17
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSAPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MCE8439510.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB17
MADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATARRLTEEGFVPMPHFAARSIADRATLADWIA
RYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGHPEGSRDIDPDGSERNMMEALGWKQAFAART
DAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYAIACGVGPSLAVLQRRARDVSKLVLPFTPDG
FLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MCE8439511.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB17
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MCE8439512.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB17
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEHEIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MCE8439513.1 ASKHA domain-containing protein [Rhodovulum sulfidophilum]AB17
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGSFPKHGITVTEEALSAKNAVEQRY
DEKRGLPPARRLGCQARILADAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWQIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPDTKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEIVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MCE8439514.1 SMR family transporter [Rhodovulum sulfidophilum]AB17
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>MCE8439515.1 hypothetical protein LZ187_06930 [Rhodovulum sulfidophilum]AB17
MNTGSLPFPPLRRGRAHEVCGPGSVFFALAQAARIGGPLLWVTESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIADRLENGGAGSNAAETRWHCAPVFDTVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MCE8439516.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB17
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGSERIHCLNLAAVSHGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGETEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEE
>MCE8439517.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB17
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MCE8439518.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB17
MTRRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTITVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MCE8439519.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MSRLLALALALLPMTASADSHACSEGSAEIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLERAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPKDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGAACLGEGQTVGPMVAP
>MCE8439520.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGAALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSHVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAARRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
IGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MCE8439521.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB17
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERVAVWYGLGYNFMAFLAISLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RAATADTGIRRRA
>MCE8439522.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLARGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTVALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMAQDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MCE8439523.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHPFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MCE8439524.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MAPPLLEIRDLHLKMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVAQTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGALKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHEVACLDPVAEAADA
>MCE8439525.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MPEPLLEIRGLTHRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRERAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MCE8439526.1 RidA family protein [Rhodovulum sulfidophilum]AB17
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MCE8439527.1 amidase [Rhodovulum sulfidophilum]AB17
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLGG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDDAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARSLVPEPQQ
>MCE8439528.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTEKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRTGLPPVMTPAPRRRVACLRAD
EAVPAE
>MCE8439529.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MCE8439530.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MCE8439531.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MCE8439532.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGRVSVDV
>MCE8439533.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB17
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MCE8439534.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB17
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MCE8439535.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB17
MAGLVYFSSRSGNTARFVERLGLPSLRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MCE8439536.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB17
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGAIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAGLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MCE8439537.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB17
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDTLTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MCE8439538.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB17
MEWTIDDTCRHSVLCWLATVDGEGQPSVSPKEIWHHDEDSFVIADIASSGSVRAIREHPRVCVSLIDVFRERGHKLIGGA
EIMKDGTSRFEELVPPLREKAGPDFPIRNVIEVRVERIAPILAPSWRFFPERDADEHMRRSQETYGVRPR
>MCE8439539.1 LysE family transporter [Rhodovulum sulfidophilum]AB17
MAGLSVFLERIGWLTRSVQIAGGLYLVWLGIQSWRHAGARGSEDGAEGVSMERHGTASFFRGLRLGSLVNLSNPKGIVFF
VGLYAVAVPPDAAILTKATILAASFMVEIAWYGLVLVLLSSPPARAVYIRAGTWIERTIGIVLVAFGIRLATARA
>MCE8439540.1 hypothetical protein LZ187_07065 [Rhodovulum sulfidophilum]AB17
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MCE8439541.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB17
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>MCE8439542.1 acylphosphatase [Rhodovulum sulfidophilum]AB17
MTDRIAVRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLAGPEDRVARMLDALQEGPAPARVETVETTPG
DWPAEAGFRISR
>MCE8439543.1 hypothetical protein LZ187_07080 [Rhodovulum sulfidophilum]AB17
MSGVLAEIREWTGGKLDWGVPTGLGYLALHDTKIRQVIDAAEAWLKTL
>MCE8439544.1 hypothetical protein LZ187_07085 [Rhodovulum sulfidophilum]AB17
MPITDRESAQAWLKGQPHQVQVAFAARSALRALPAIAQANDATLREIALPVLRAILTSGVAGTCPTPEVMRADAMSDGEG
ESVDVFLRPLWPGGALPEGLARQYEKLRSFWKDDAPVWTFWQSWYEDMLAGRPVDWDLLRQVVLLPDEDWKAGPERIADR
IEELQTRIKL
>MCE8439545.1 translation elongation factor 4 [Rhodovulum sulfidophilum]AB17
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTSEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
ADFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MCE8439546.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB17
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MCE8439547.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB17
MAENSPTEILTGAAVLALAAGFFIYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MCE8439548.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIRVALALALIATPLLAQQEWSPEGWTPDGWEVAPLEEMPRAEEMMDALGLGDTTLADRPLPLVSRPDPLELQEHRTETR
SAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIA
SSPALNPLDNARYDVWVLRCRSS
>MCE8439549.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB17
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRIRTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MCE8439550.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB17
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MCE8439551.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB17
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEVGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MCE8439552.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MCE8439553.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB17
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MCE8439554.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB17
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>MCE8439555.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRVLKPGGVFVSSTACAAGAPRLFRWVIAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MCE8439556.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB17
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MCE8439557.1 transcription termination factor NusA [Rhodovulum sulfidophilum]AB17
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MCE8439558.1 RNA-binding protein [Rhodovulum sulfidophilum]AB17
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MCE8439559.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB17
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRRDEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MCE8439560.1 hypothetical protein LZ187_07170 [Rhodovulum sulfidophilum]AB17
MTGSEPVALFTCATSPYLELGLDCFDWRRDARTYRGSGRVIAHPPCRTWGRYSHRAQAPAGEKELALWALDLVRENGGVL
EHPASSQLWAHLRPGETSILIRQADFGHRAEKRTRLFYAKMPRVPLLPDPVEGPFVPVEHMGRQERERTPYPLAQWLVTW
CRA
>MCE8439561.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB17
MIYQGNERLPVREAVLHCAAIKSGQFSHMRPFQVFATVNRWHTERGFSNGFGYHGLFMPDGTWFPGRPFEMIGAHVKGHN
TGTLGFLLIESRQITDMGRFEDFFTEAQRCALTAKLAELPGLETVSGHNDYAPKLCPGFKVRSDDWL
>MCE8439562.1 hypothetical protein LZ187_07180 [Rhodovulum sulfidophilum]AB17
MSSRRYVKRTWRVPKDRGALECFATLVVKALRKHGWPAKAEWHNGIATGLDSFTIRHVDGGEELPPDFEEAVGIAVRITA
RTYRVDVEQIGNWVWINRRYRIGAGGHFIEEK
>MCE8439563.1 hypothetical protein LZ187_07185 [Rhodovulum sulfidophilum]AB17
MSAEITRKTRLVSAKGGTLEIVDPMGEIVAEIAVPPGNVSAVSYLDLVPDGCALFVADGLAALNPRHRIGIQPHPHARET
GANPDYVPTSATRLEREMRLTLARMQTATKRVEARERALSAIERVPQAPADVPPVEEPPVEVIEDGEGQGVE
>MCE8439564.1 hypothetical protein LZ187_07190 [Rhodovulum sulfidophilum]AB17
MSYQNARNVRRESRTLVGRFRGGKLAPVMAVPVRGNEGGFLSQQITLELDPIAGRMITPITCEFISVFNPVQAIDAIKDP
EAAYAGMTEVLREKLLSGNPLFDLEPESEISQRCGVNPRSIGGVKKVNEIVRLGHNAAVNFLRQRKYVKARQVLHSNTAI
TPALISQTVLDRLNGVLDPEDRVNGAIRFDGQIPVKGLAVRPGVTFETSASSSFELQQAGETERTQEGDWNKVAEGSATG
ALYVREDPLNSGSPAIYADLGGAAEISLSDFYNAETMDRFTRSMRKIVDDNPQYGEEMALRWAHGLSVDTGKVPFIISQQ
SRVFGRDIVGATDTAGVEGDVMRSDMMAQLSFSVPIPRTELGGVIITFATIKPDETLSSQPHPYLSDVWGADNFVADELA
LDPVPVTVRELDSDCAAADESTVALYVGHNGLKRTYVHYGLGRQLDPETVENKTAVWQLEVPMSVTPESVIYPEELEHYP
FADQQAEVCTYVINSTAVIQTPTIFGPTPVEELAILEDENVFGDSEE
>MCE8439565.1 hypothetical protein LZ187_07195 [Rhodovulum sulfidophilum]AB17
MNWGAVIGAGASLLGGAMASRSSGKHVVPDYAKIRRKAEAAGFNPLTALTSAPGSTVASQNYMGSAIADAGLILADGMAK
KAEKAGELQKAREQNAQLKERVQQLTIRPRVGGIYANNVNTPSIRAAVGVRDENAVQDVAVGDHHGASADDVDAAGWFPR
ALEATSPVDPRRKVDNAPVNSTSGFMEVDNPYLPVPLRVPTLDGDEALQWYDYPSLLLPGAIALGEGGYKTGAWLRDRQR
SKGSPIYTLEDGQRYALQPPGKPSLFQRFNTYRKWWER
>MCE8439566.1 hypothetical protein LZ187_07200 [Rhodovulum sulfidophilum]AB17
MQADRAPLQTYEQAIWRLVQSVVSERFEAAEIDLAVDIVADIFWVADKKVLEDVAKASSGLGLPSAEAPAPRSHIRGYA
>MCE8439567.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MCE8439568.1 hypothetical protein LZ187_07210 [Rhodovulum sulfidophilum]AB17
MFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSTMT
DLFEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGFRMRILLVLALIGPWLVGIATLHAVPETVSARL
LIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADE
RAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEAELARVGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQR
AESALYVAERRGGGTLVRVSDLAETGQGAEARNSPRDMGGAARPP
>MCE8439569.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB17
MPSADQRPRTTFTIRVLGLTILMAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLPRRQPSGLCGPVRMLACIVA
LLAIERLFEASVPGWIRIVGHPRIEHALESTALQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGMLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVAGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIANRNIREGDLLVRWGGEEFLLVMASSAEVLLMQMAERLRQGIAAHAPMRIGAMPHPVSASFGVSMVQPG
EGGIGRAIRRADKALYAAKIGGRNRVMSAAALCEAEAAVGPLARRTPPRLVS
>MCE8439570.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB17
MPDLIMSLMPEDGSSIGNGAMIALLRETLPDLKDGTYARVRDTLVDEGLLGRGRGRGGSIFRIDVSNDDGGADERFELTP
TEHSTPRQRHASGHKKPAQKAKGPVEVLSYRHGDTRVNNPEVGMVHAGTDPDGDKTVWAYDPHLDPVLNFDSARAGIERL
IDDALASDDPERMRDALQELKRLQAPYLNWTGKAERTSVEVDTVSLHVHERVDPATILANAAKRLKGKDAPTQWRQPDLF
AAPFENLPLRQALDFYHHEKGWSNRLVAGDSLLVMNSLLTKESMGGKVQMIYIDPPYGIKYGSNFQPFTNKRDVKDRSDD
DLTQEPEMIKAFRDTWELGIHSYLTYLRDRLMLARELLADSGSVFMQISDDNLHHVREIMDEVFGAEQVVGIITFKKTSG
AGSPTGGTEVLAEVSDYLVWYAKDRKQVKYRQVYRDKKVGGDGGSGYSMMQDESGERRRLRDEDGPDARAFTPDNLTSQS
SGGPQFFDWNFDGQTFSNTKSGWKTTRDGMQKLNRARRLYAAGNTLRYVRFVDDFPKFPINRLWDDTTTAGFGDPKNYVV
QTNSKVVERCMLMTTDPGDLVLDPTCGSGTTAFVAEKWGRRWITCDTSRIAITLAKQRLMTASFDYYALRYPHEGLGGGF
DYETVPHITLKSIANNPDIDTIYDEDHPKIAAALAALNAALTAAPPKPLKPAQGARKGKPVNFAKGDTLHEWEIPFDWPD
DWPEAARAAFEAFHTARQAMQRRMDQSIADHAEQETLYDKPRIDKSKLRICGPFSVEAVPAPTVLSLDESMPPQEADETV
ARSGETSRQALWRDELLKTGVRGKGGAMLRFAEFETLPGLKYIHASGSLAETGERVVVSFGPEHAALEQRQVELALTEAE
TLRPSPKFILFCAFTFDPEAAKDIDEVNWPGVTLLKAQMNTDLLTEDLKKKRASNQSFWLMGQPDVELRKRKDGLWEVEV
NGFDYFDPKAGDLVSGGKKQIAMWSLDVDYDNRSLMPHQVFFPMADAKGGWNRLRKTVRAELDENLLEQFHGTFSLPFEA
GENRRIAVKIVDDRGIESLKIMPLED
>MCE8439571.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB17
MSLIINTPFQCPAQHWVEGKGGKLEIKPERRPASYEVFDARNNTKRTEVLDLVNTIRARVDHWRADGWPGVTIVTRKLLE
HWHDSEVRQHPFYFCQIEAIETLIWWIEGTEAYKQGIAIPGDGGTWERLCNKMATGTGKTTVMAMIITWQVLNALTYPKR
NKDFSRAVFIVAPGLTVKERLQVLMPSEGSYYDEFNLCPSEALRQKLNQAEVLIENWHTLMPLKEADRSVVRKGRESDEA
FTRRVLGKLATHKDIIVINDEAHHAYRKPPEVKISKKAAAEQGIDLDDATRWIEGLDRIHKTRRIQRCFDLSATPFAPTG
KKSTDTALFDWIVSDFGLNDAIEAGLVKTPRVVVRDDAVPDAKTLRSKLYHIYRNPSVSEDLNRAKAEPHEALPKLVQDA
YTLLGADWRETRARWQEAGHQSPPVMLTVCNRTETAARIENYFNKGDAHWPELHAPDRTLRVDSRVLEKAEVGEAATSDK
DYEARLKQIVDAAGLPETRRQQFLALKKEELLREIVDNVGKRGAAGQDLQNVISVAMLSEGWDAKNVTHIMGLRAFTSQL
LCEQVVGRGLRRVSYDTDENGLFLPEYVNVFGVPLSISETSEGGEAPPPPKPATQIEVVLDRSHLELRWPNVLRVETVVK
PMLSIDWSGVKPLVLDPANTPISADLAPALGGAMDLGKVTEIDLEKLPEGFRLQRIVFQAARKAFAEIRHSFKGSQEYLA
AQLVRIVEAFLKSNRLDIPSMFHSDPLRRRILIALNIDLVVQHVLSNVTEQNTERLTPVFDDENPIGATGLMRTWYTTKP
CFATTKSHISHLVGDSSWEGHAANVFEKHEGVLAYAKNDHLGFQVHYMWAGSRRRYVPDFLVRLAGGSILALEIKGTDSP
QNKAKRDALEEWVKAINAAGGFGRWVSDVAFKPSDLQDIISRHAAAAGT
>MCE8439572.1 site-specific integrase [Rhodovulum sulfidophilum]AB17
MGDRRQGEKMDFAAKVILPAFGHLSVDQISVADCRGYIAKRRMAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMP
PTPAPRERYLSRDEVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFASRTIRLAANDLGPRKGRATVPINDT
LMAALQDAQRAAVSDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAGYLGHTNPNITR
STYARFSPEHLRRAAGSLEFGAPKLVQRTRVQTPKGRVSL
>MCE8439573.1 DUF2090 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LAEVASWPRDHVIKCLVFYNPDDPEALRRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRP
DWWKLPDQSAAGWAEVSAVIERNDRWCRGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDD
AAKDRMQARFEQLIDCWQSARQAKAA
>MCE8439574.1 hypothetical protein LZ187_07245, partial [Rhodovulum sulfidophilum]AB17
MHQALGVLAAVETGRGQHGTVKRGLQPRAFLIGAEEIDGHAAGDQHAHESEQEKDDKRPALVAAEAAKPVPDGPKETVAT
LMHPFSTLSRPCSVPCSETRRPLSAATLLFQQRLSFRWFPCFRCAPRFRWRPAAFGGTRRSAPARDRISPECGTNRPKAG
KTDGIQVAFGNSSTGLPRQTGHRRADERKSDHLPAALPPGGNPERDRTFFPQWTRPPETGAGPPKRTEKKMIRTSLLAAL
LGATIAAPALADDIPMI
>MCE8439575.1 hypothetical protein LZ187_07250 [Rhodovulum sulfidophilum]AB17
MHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIESLTSGASGVAREHVPDSEISLVLDISGSMAWDR
RMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMPD
TVVKVDEFPDADTPGHISNDPDDFFAGMVELIRSAVPALAPATVIGARVKGGIQTTQYYAVAANANGDAPDPDPLVSGDG
QNGGKKNSEAKADYTLMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDTA
IQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTDG
QITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPLY
FFDATPANIEEVFSAISGKINKLRLIH
>MCE8439576.1 pilus assembly protein [Rhodovulum sulfidophilum]AB17
MIGATGRFARDRRGSVAVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFEGFRDRICETAA
IIRNCRDVLRVEMRSLPAAAWTTMTAAPKCIDRAETIDASLDFRNGVGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>MCE8439577.1 pilus assembly protein [Rhodovulum sulfidophilum]AB17
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVGYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MCE8439578.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB17
MTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTP
QGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKD
ASDFTSGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRF
GEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPG
SSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRTGVEYIRKERLDAASAPGGTDKRWALFAVD
DMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSEKARTY
ELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGKITTPG
VPDDWEGTPADDLRVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDY
TPHLATRPAPGRTFKLTLARTF
>MCE8439579.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB17
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDTGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRSGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVAA
>MCE8439580.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MCE8439581.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALVAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWTKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MCE8439582.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAG
>MCE8439583.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB17
AMRVTANMAEGRFGKRLSVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVI
VAAGDTFRAAAVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIR
KRDETAPHNTLLVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEP
EDFANALAGLDE
>MCE8439584.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB17
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MCE8439585.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MCE8439586.1 septation protein IspZ [Rhodovulum sulfidophilum]AB17
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MCE8439587.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKSGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLENVAARPGVQRGRALAAERKADLSTDRKAQAMLFRRG
>MCE8439588.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MPLIQVNAAGERPEPQGGAVRLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLIEAIRARAPGRRVDLLAHSLGARVALSAMGALAEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRFELPLPFAGNAPS
>MCE8439589.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB17
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MCE8439590.1 GTP cyclohydrolase FolE2 [Rhodovulum sulfidophilum]AB17
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADDAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>MCE8439591.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB17
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRGQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MCE8439592.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB17
YGVLADLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAAPGGARQLPEQVRYAADASAVGAFLTANGIEPRTS
SATGALPPAELSRRAADMTVPVSCWN
>MCE8439593.1 ParB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MARRKRLSPITGPAEDTGPVPPGPIPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSALAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVKGL
>MCE8439594.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MCE8439595.1 replication initiator protein A [Rhodovulum sulfidophilum]AB17
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERDTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MCE8439596.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB17
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGNAPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MCE8439597.1 hypothetical protein LZ187_07360 [Rhodovulum sulfidophilum]AB17
MSRIAFYRLAGLVGLLFAAGTLYRLFPVVTGRPALSEFFMTEDGYLMLTVARNIAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGALLVRTLAARILDPGRQAPALPWIAALLWYLSPLLVLHMMNGLETGLYSAA
VLAVLLMFLRLLWREAPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARILPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGL
CVLLLGRLLMPGVQEQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAETFELIEHRKSPSLAVMRRRVLHEPG
>MCE8439598.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB17
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMTGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTVLNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFLVNQADRA
ILGKFITLDKLGVYTIAFFFGSLPVLMARATLNRILGPLYRMRPPAESAANRRNVLMARRLAVGGLVALTVPLAYGGIFL
IETLYDPRYALAGPMVVLFALATPAQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVMTIGIPGVILAPALAA
LLVYPLRTRYLRLYNADDPLTDLAILAVSLVLNGHACWLAWDRILPLLG
>MCE8439599.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB17
VVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGLARLTETGPLPRHVQ
MVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAMMRLEALVAVGFYDP
ALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERHNIAQMRRALIWGPG
VPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRNARLIEYK
>MCE8439600.1 amino acid adenylation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MYLETTGGPQAGELIPAYGENAVAIVGMALRVPGADTVPAFWSMLREGRDGVVELGPSDLERSGLDPALIDCPGYVARAA
VLSDPDCFDYALFGLSRREAEGIDPQHRLFLQCLWSAFEDSGRDPRHIRELCGVFASARLSMRLMRGGSDFASPNAAGLM
QTLIGADKDYLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRD
GICRPFDAEASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPGVEGQIAVLTEALAAAGAAPE
SLCHVETHGTGTGLGDPVEASALAGAFGPMEGRRVALGSVKANTGHLDAAAGVVSLIKAALALQHAEIPPLAHFKNPHPD
LALDGTGFYIPLRPEPMTGPGPLRAGVSSFGFGGTNAHAVLERWAGPGDAASAEETPGGKGTGESRDAGPAVLPLAAPDP
EALSALKEAFRARLFGEPEADARAVARAAAARPHVSDPGLHCRAAVIALQPGDLAAGLSGEGPALVLEGEALAEPAPVFV
FSGQGSQRPGVSAELFDRSAAYREMLQRCAAVADPVWPPGDLVGQVLSAGEERLGEPEITQPVIYAAQVASAAYWQALGV
TPAAVLGQSFGEFAAAVVAGAMTPETGMRMILARTTAIAALPQTGAMASVHGDEVALRRALAECDGAGIAAVNGPGLFVI
SGLREAVEQIAARLDAEGVSVRPLRIAHALHGALMDPALAAFGAAIEELPVEAPRLPFFSSALGRRFGPDERPDAAYWVQ
HMRQPVRFAEAAAALGDAFAGPYLDLGMDASAVKLLARNGLPEAYCIPTLDPQLPAGIRAATSAAWVWMAGVPLDWSGLQ
GGAPQNLPGIPGYPFAKTRLPAPASAPSGALTGPALHRAAQAAGAAALRGAQIVTAEAFGRGRAALEHLARLYLCDALSR
VDGGSAVPRFRPFVRRVSAMLEAEGHGLSAAEPGEIAAAEARARATAGDSPGITGALEAVGRALPDILTGARDPLEVLHS
AGTVDQAFAIYSETPTARFFNPVVREAFRALLEGFGTGRALSVAEIGAGTGATAARLLPLLRPEIDRYLFTDIGPAFVEA
ARQTFVEYGQAEYAVLDIGQDPEGQGVAPGTADIAVAVNVLHAAPDIDAALAHTAALLAPGGFLILDELTSADCLSELST
GLLIPSVTDARREGQPFMTPEGWRAALEAAGFEDIRILPDPGGPLDLAGEHVILARKAGELVVHEDPRPMLIEGGLRCYA
WQWLPGEAAPWAEDPADLVLGLPGEGLPAGAVPAGTAEDIRSAVAEMARSGGAGPLRLLDLRALKAVEEGPDPADTACLR
LLDLVTALEGGPRVQVTLVLRNGALGLDGDAADPVQAALMGLARVIAIGHPELDLRICDTGDLRPDAALARLRPDAAISA
LRAGEMRVPRIAERPMPGAAPFRAGPADAALIFGGAGGIGQKLALWLAGMGCGRIFIAGRAPAATPLPDALAPIAARITR
LQADARNPAAMDRMEADLAEAAPDLSLIFHCAALTEAADLPEDPRAAFSEILAPKTRGAAALDRLSRRFPVRQFVLFSSS
VSMAPTYGLPHYAAANAYLDGLAARRRSEGLPGLSVSWGAWSDAGVVAREGEAGRLEKGGLRGVASDLAFGLLARAMGGN
GTPAHIGLIDMDWKVFLRAFGEGNAPDIYAGLAAAPAAPRDDGAPQLDQALRRAVADASGAEAPRLVLPLVAEAVGAALG
REGAALDPDVQLTELGLDSLMFLDCVSKMSRDWGVKVSPNAMFRDFTLKGIARHFAAAMREGAADLPVQIGHDAARRHDP
FPLSDVQEAYWIGRAADMDLGAVACHGYSEIDCPDLDLRRLEAAWNAVLVAHDMLRAVVGPDGRQRVLPMAETGPYRIRR
EDLTDLSEPDRQATLQEIRQSLSHKVTDASCWPLFEIRATEIGPGLTRLHFSLDNIVADGRSIGLVLQQWMEAYGQAEPH
VEAPAIGFRDYMIALSELRCGPDHAAARDYWQGRLDDLPPAPALPLDARTEPGPFRRLSLSLPSEDWARLRGLAAETAGL
TPSGLLLACYAEALSRYSGQSRLTVNVPTFNRQPLHPDINEVVGEFTSMILLGLDLEGPAFADRARAVQERLFEDQRHDG
YSGIQVMRDRARRAGDPAAARMPVVFTSTFGLTASLDGTYSGGADRIAALGTEVFTISQTPQVLLDCHVHDRDGRLNVHW
DYRSGRLPAAVVEPMFEAFSALIWRLAEGPGAWAEADPMPLPAGQAALWQAFNRTAAPALLPPPEETLTSGFLRSLADRP
EALALAAGGQRLDYAGLAARAGQWLAALKGVGAGPGTRVAISLPKGAEQIAACLAVVLSGAAYVPVSPGQPALRRQAILE
HAAPAAVIADDGGTGQNRGGHGGCGGEGRAEVPVLTPAEAAAHAPAPLTDSARAEDLAYIVFTSGSTGTPKGVAVRHRAA
LATLRDVQKRFALSPTDRVFGVSDLGFDLSVFDIFATFAAGAALVLPDPCDRPDPTAWAAAMQAGGATVWNSAPAVMEIA
LCEPQGMDALRLVMLSGDWIPLNLPGRIRAAAPAAEIHSLGGATEAGIWSVGYPLSEGIPEGWSSVPYGRPLANQSLHVL
DARMRPCPPLVPGDLYIGGTALADGYWQSPEQTAAAFLQGPDGGLLYRTGDIARLHPSGVIEFLGRSGSQLKINGRRVET
GEIEAAFLALPGVTRAIVAARPAERGAAEGPSGRGVALVAWVLGDGLDPVALRAALARRLPPELLPGHIAILARLPVTPN
GKIDMRALPDCMCDDMPGPVSGTVPAAGQEGGLAARLCAALGVRPEDRHRNLFELGVTSLAMARAVAGLRAEGLSLQLAD
IYAAQDLETLASRLTGPQQAAPDKACRQDEMALWCAAQEIAMTPEARREVKARNAAGIAGGRSGDVPLPQVFDPR
>MCE8439601.1 hypothetical protein LZ187_07380 [Rhodovulum sulfidophilum]AB17
MNKRIELKVCEPEAQKAVKAKALRYLPMLPVLLNLLPYSLCVYFEREHLSDLWNVARPAMLGFNAFIAFMFFSSIALYYY
LYFSKRAEAVIVGLLLFSTVPMHLMALGVSVFILKSFAFTAITLLATLFAASNFRKANKAIDDEALHRYAQGVIINDDGR
LKYCHGVDFEDSLLAVKSVGRGRYVMECALAIPMILLMLLVWPVVFTDDNFQNNIPVSTLFWFMFVVFGVMLRGVALSQA
WLLYRVLRLVRSPEWDLK
>MCE8439602.1 hypothetical protein LZ187_07385 [Rhodovulum sulfidophilum]AB17
MVECNDPLQRCFEGNLFRVNMPRSKVAIEGAVDGDFTGPLPNGEIFKLNKSLAQTVNKLEVKVGNKTFPIVDDLGGSNIT
RPEQVGFAISEISTVDDNHGGSSSSENEEILVLQVPPSLLATAPELGDHDVDTASEDVLLWIATAIVTSLELIDESAGLA
GLYAWSEGYVDLQLTGTDSSPVLAELANLIRHNDIRNGLRAVLRGVAGLFKIGMNAAGFIFIAFRQSRKMGIFVAGAAAA
LVRSRANTIIAGIKGALSRSATSVRGIPMAGFVIVGVVDFMEWYADPEARGDWVNLISVLAVDATALTISTLAGGIVATV
AAGIASTTFSASVIGVLTIAGAGIIAGLAVGMAVTALANKIGLSEKVEEGLQALGQGAETAIKYVVEVVERIADFATHAS
PGDGQITGPTDYLMEVDRGIIDYINSRISLSRR
>MCE8439603.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRQQDDDYWVNLSDTFAAVGDAGDEERSVVMEEICGVVPLDAQFGVWPKRTTPETLYQPLFGVTETQRDPNTPLNTYAIL
DAVKFAGGASDFTESGAPSRCLFKGEAAEQLRDVTPYLLGLSNDAELTRRLMTHLPDKPSALTSLHMWGVDPGIYIRSEL
EFDEIWPQFRKFTRIWGARHGWLYFRFWEARALRKLLEILSNKPKHWIWRMFEGVDSFVLIHTGRAFRVSVPQSYCEASR
GVKICAEDIFDDLRAVQHSIFCEDLALKLGDENALSFCAYEGGDLASRISRLSMNANSYGLKDRKSVERYILSCHILGKP
AEVIPEVDSILRGKQHELDRSQRLLNFALEYLENISG
>MCE8439604.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB17
MADATIGLSDLAGRCLARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALSLAGDATIYNRAGATMSSEYNAITATSGVGYLE
NDGSLTSTNTTYNRTAAAAFYKSGTVVNSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKGQYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMNSSFAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSENEDLKGFGSLTMAGNAWTLSGGVQADALTVSSGTLTLTGTDLSFGSVDLAGASTLIVNG
NFNSSGEMTVASGSRLGGSGTFGEIAVQSGGILSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDNVTSDYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYTSRAATGA
DMVRAADAPEIWVEGFGAWDRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEDGGAAALAGQSQDMSTLFTTLGTRGSTQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>MCE8439605.1 hypothetical protein LZ187_07400 [Rhodovulum sulfidophilum]AB17
MCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCRGEGYLITAPKVVLPVRPDPVERFLTRQEAAWLLRAARNL
RRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYRKPMGKAETKKRQRPARLPPRYLAHLRRQAANG
RRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIAIDLTMPDGKGGRKYITPHVLKHTAITWAVQRGAFLPDVASYFS
TSLETIERVYWHHSPDHQRSAVEAMDRRK
>MCE8439606.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMVDTELAGDGIAPELAVEIDSYNN
IKNLVAAGFGASVLPWHAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGGSPTEADG
>MCE8439607.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB17
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MCE8439608.1 CoA transferase [Rhodovulum sulfidophilum]AB17
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLADGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MCE8439609.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MCE8439610.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]AB17
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPATVQVLALVGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEET
>MCE8439611.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQ
>MCE8439612.1 lysophospholipase [Rhodovulum sulfidophilum]AB17
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWFGQNGRPKAVI
FLHGFVLGAAQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDS
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MCE8439613.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB17
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MCE8439614.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB17
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIAKGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLGEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MCE8439615.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB17
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGAAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MCE8439616.1 sigma 54-interacting transcriptional regulator [Rhodovulum sulfidophilum]AB17
MVARGHFVRKADWARFLETGLVPGNLDPDLAASWLRSRDCGVLPDRISAPQVATEILSRTRKETAELRRLARTALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEVLRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDRPVDRTMDQTGP
RGGGAVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRIS
TIQFRLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLP
DKIRDPAAPPASAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MCE8439617.1 dihydropyrimidinase, partial [Rhodovulum sulfidophilum]AB17
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSTKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGVGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYNVFEGKKVRGLPRYTLTRGRVAVADGEVTPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGE
>MCE8439618.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB17
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGGRKMHAYYELHIEQGPILEAEGREIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGSVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MCE8439619.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB17
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDRNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MCE8439620.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MKPSHPRTRIQRRNREAILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFDGADRHLAMLFRRLLAP
>MCE8439621.1 hypothetical protein LZ187_07485 [Rhodovulum sulfidophilum]AB17
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MCE8439622.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB17
MADLSCDFVGIKSPNPFWLASAPPTDKESNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREIATVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MCE8439623.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDAAVEAVEFAYTRETGTGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MCE8439624.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB17
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MCE8439625.1 hypothetical protein LZ187_07505 [Rhodovulum sulfidophilum]AB17
MSRARDLGFDPFPRPLTGAEAGRGQSRSFPSFTAGSPEDGFAGALASKGALDPTAEGCIAIISLAGDLSDIGVRGCIAVK
GRVVMKPSMACATCLTCIHNSQMHSQGPRTGRFAYGRGAILRAIPFFGLRVGRREVSRERGTRDESRMSVFPDQELPRTD
TRHGVLFPLHAEEGKPVAATAPHSIPHVLIASLCK
>MCE8439626.1 sugar transferase [Rhodovulum sulfidophilum]AB17
MSIAVLQAPDAEAGAMPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLWAETGQGFARRLRIGHGGRPIRCLVFH
VEPSGGQVGCWVRRAGLTGLADARDGGRFCDRVHDDLRYGRIASPKVDLGLIAAALMRRWRPGRPQPDLALLSGTVPLIV
SSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRADN
>MCE8439627.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB17
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MCE8439628.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB17
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHTLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MCE8439629.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB17
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAMLARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MCE8439630.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB17
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MCE8439631.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB17
MTLQTISDLLHGQDGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFSFYLEDLKARAIVLPEGYDGPAAAAAERLGLVVLRLSVDPSEPAGRFSLKAGGAGCECDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPADRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEASAGEIRDFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MCE8439632.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB17
GVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGLDAAALSELAAFRAA
RGPELELFAIHQALSDRFGPYWPDWPAEYRTCTAPAVAEFAAANGGAVAFHAWLQFLAETQLAAIREAGAAAGMAQGLYL
DLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQLRFAGLLRIDHILGF
ERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAMFDPGIANWPEPVLG
SFGSHDLPPFAAWGAGRDIDWHRRLGHIPPERAEALAAERAGQAQALGVRIGGVGIDALHAALAASPARLIALQTEDMLG
ATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>MCE8439633.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB17
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDAAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MCE8439634.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEYARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>MCE8439635.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSADPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLTIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MCE8439636.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB17
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MCE8439637.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRKRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAESGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MCE8439638.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPR
TARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQA
MCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>MCE8439639.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MKLRRMTAGELPAVLDWAAEEGWNPGLDDAAAFYAADPGGFFVAEVAGRIVAAISVVNHTGALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>MCE8439640.1 DUF1513 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIKLMPDGKSLVIANGGIET
HPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPRAELPPLLGLHRRGAAPV
WLNAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPAAGGGFVATTGTGAVMGL
RDLHPVWTTQQARAFDNHLVTVGAA
>MCE8439641.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB17
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MCE8439642.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB17
MPSDLVIVYHRQPYEEVEEGGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MCE8439643.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB17
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MCE8439644.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB17
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MCE8439645.1 LrgB family protein [Rhodovulum sulfidophilum]AB17
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MCE8439646.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB17
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MCE8439647.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPD
>MCE8439648.1 ribonuclease D, partial [Rhodovulum sulfidophilum]AB17
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTE
>MCE8439649.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB17
MVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGVDHRPFGKDRAGFEAALMARLSEARPDILCLAGFMRVLT
PGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPVLAGDTADSLAARVLVQE
HALYPAVLRRFASGDRTPLYLP
>MCE8439650.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB17
MSERKNCLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTV
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MCE8439651.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB17
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MCE8439652.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB17
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MCE8439653.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB17
MRRKLAAGNWKMNGLSGSLGEAVALAAAHSAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVILGHSERRADHGESDALIRAKTEVALAAGLVAVVCVGETEAQRDADETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MCE8439654.1 hypothetical protein LZ187_07650 [Rhodovulum sulfidophilum]AB17
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGPAAEEAMPEEGRAPGGTGQDIPAAESQTDAEMPRSEGDTRPDTG
PEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAMQEVPAAEAPEMAPSDAAGAEPDPEMRDAGAAAKGAVVPEAE
E
>MCE8439655.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB17
MGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVKEIKFRPNTDSHD
YEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGKVENMPKLEGRQMVMMIGPAK
>MCE8439656.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB17
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVEVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MCE8439657.1 chemotaxis protein CheW, partial [Rhodovulum sulfidophilum]AB17
FHDGQLVNAVDPAALFALGGLPVAARFRRDERPRNGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDC
LGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIVVFGFGDDRLIGLAVDVISRIATFRTDDLQPPPALLGSGAGAIASLA
IAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSPKPAAHTSAPARPAAAAMPARPSGIGAKPVPDTIPASAPGAPSDHDA
GEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAVVRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPR
KGQPRRILLVGPVERRIGFQVSSVDGIEPANWRALNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIY
A
>MCE8439658.1 SMC family ATPase [Rhodovulum sulfidophilum]AB17
MRPVRLTLQAFGPFPGREVVDFRAAVTAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGARRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAEAAATREAAAARAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASGRMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALALRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETNEAVARLVRAQEH
AARRSSAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIQATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATDAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIVRLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALRDVLAAAE
TRHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHARAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MCE8439659.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB17
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>MCE8439660.1 hypothetical protein LZ187_07680 [Rhodovulum sulfidophilum]AB17
MKPVASREAIDGVQQMHRALHMALDALENRNEPERAAEILRQIDVAMVDWIEAARFMR
>MCE8439661.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFVELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MCE8439662.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MCE8439663.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB17
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>MCE8439664.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB17
MAAADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWSAGWGDRLQ
LVEGVFSELDLHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MCE8439665.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB17
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MCE8439666.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB17
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRQTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRAEEADLRIMAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIFGDAVYPFDDA
EQASVAVAALDGRLA
>MCE8439667.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB17
MSALWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPRAADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGVAVYPGDLETTPMLAAGAAGRASTD
IRFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MCE8439668.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB17
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MCE8439669.1 hypothetical protein LZ187_07735 [Rhodovulum sulfidophilum]AB17
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MCE8439670.1 hypothetical protein LZ187_07740 [Rhodovulum sulfidophilum]AB17
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAATVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMDRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADPSGYRPGAVRSYIGYFA
FERGPTDCPSAWPTLRWDFTALQPLWRGYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MCE8439671.1 hypothetical protein LZ187_07745 [Rhodovulum sulfidophilum]AB17
MTVPFLRPILALTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEMAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MCE8439672.1 hypothetical protein LZ187_07750 [Rhodovulum sulfidophilum]AB17
MSDTIPAGLDLAGLDAVTASRHGAGQVAAPGPALGHDMEAMVLGSAFEPGR
>MCE8439673.1 hypothetical protein LZ187_07755 [Rhodovulum sulfidophilum]AB17
MTITRITHLPPGSDFRPLFPRSAVETGFLLTLEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MCE8439674.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB17
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPPNVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MCE8439675.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB17
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVADGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTRPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MCE8439676.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB17
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MCE8439677.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB17
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MCE8439678.1 type I secretion system permease/ATPase, partial [Rhodovulum sulfidophilum]AB17
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGD
>MCE8439679.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MCE8439680.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB17
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MCE8439681.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB17
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLMLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEEIPFFARQTRLAFARCGIAEPLDLDAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGDHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MCE8439682.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB17
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLERAGSVQWPCNEAAPKGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MCE8439683.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB17
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MCE8439684.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB17
MTPEKLAYMANQIAIAFARLPGEEAEAAIAEHIDQFWDPRMRARLLVLAETPDADLSDRVRGAAALIRRPETA
>MCE8439685.1 response regulator [Rhodovulum sulfidophilum]AB17
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MCE8439686.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB17
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGLDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRGDNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVTGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MCE8439687.1 response regulator [Rhodovulum sulfidophilum]AB17
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MCE8439688.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQREELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGDGLPNIRIVARRLDNGDVLFEIADRGVGVPEQYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MCE8439689.1 response regulator [Rhodovulum sulfidophilum]AB17
MTLSGGLHEKPDAPASKQKVERMAQSAPTCLVVEDAAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLD
NSLPDGKGANFALELAAHRNWMKIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MCE8439690.1 response regulator [Rhodovulum sulfidophilum]AB17
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPRHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MCE8439691.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
AEIRNLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRI
GKMRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNS
RADLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRF
QTVSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRNGRQDTFDGLSGLRVGTWRAGVANTVAKRNAS
DIRHFDDYRDLLTALFEDRIDAIIAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLAS
QRYQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNS
AAKAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTIL
VMVLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIED
MHEILDRMARMIRDVLDYTRAVGVGGEQTSATIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLI
SNAIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRI
MVQSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGGH
>MCE8439692.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB17
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGI
>MCE8439693.1 hypothetical protein LZ187_07855 [Rhodovulum sulfidophilum]AB17
MLAKQRNVLPRKPLGDARSFDRATKPIEAEEIVPDLLAAGTEAYAPPEDAVFQFNGNDHSGVPEFVRGAGWLDLELEELC
PSCGWFGGVHYQESPATEICLRCGYMPLFDEP
>MCE8439694.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLD
HTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDD
AAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVAGSLSEWTRDAF
VRHAAPVATEAARAINGSL
>MCE8439695.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAEAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIISDEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEADIARRVRDLVGPDVPVVAALDLHGNISAPFVDSLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLTAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGSLQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MCE8439696.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MLTLRPNIRGTRRLATALLTGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>MCE8439697.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MCE8439698.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MCE8439699.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB17
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYG
>MCE8439700.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB17
LSDRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHF
SAADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFP
RFSAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDD
FRHSVHDSEMLIMNTRDGETCVRPLKNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRG
TVRLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVD
FEGGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MCE8439701.1 hypothetical protein LZ187_07895 [Rhodovulum sulfidophilum]AB17
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MCE8439702.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB17
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILVGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MCE8439703.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB17
MSRPDPVPLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALNVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFVAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGVVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRVA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDLALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVEPVADPVTA
PAGPLSQAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MCE8439704.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB17
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWVRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVSMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRALGG
>MCE8439705.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATAARGRG
NA
>MCE8439706.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MGPERSAGRPTGKLAGKLVGAFAAATAAIWAAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLRPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETAAFR
TALAPVVERWIEDAEGRGIDGAALVARARAAIAAHESR
>MCE8439707.1 hypothetical protein LZ187_07925, partial [Rhodovulum sulfidophilum]AB17
MSAQLTPPGRERVEVIERPVDANAAIRAVDDRSMSLIHRGEVDEPPLLSARAPDAVGGPSAETMEVWRAEETTTMSVSDF
GPMPSLSSSAPVSGAVFGTTALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTSADGADFPNQDVTAPLAVT
VTPVTDPPRLEVATATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEG
>MCE8439708.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPIDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQENIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKAPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MCE8439709.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWDAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLLGEPRFLRMRAADARPSVRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGQIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAVIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEADEKDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGAVRFFGSAEKVRDRIPKGL
I
>MCE8439710.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYEGLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
LPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
AVVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPSPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTIEGTF
>MCE8439711.1 ArsR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
RLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDED
ACAGLEQPRT
>MCE8439712.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB17
LLRPVLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIW
VALLTTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>MCE8439713.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB17
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MCE8439714.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB17
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MCE8439715.1 TonB family protein [Rhodovulum sulfidophilum]AB17
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEEPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVSAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MCE8439716.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGARLAGFRQRRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MCE8439717.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB17
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEEFGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MCE8439718.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MCE8439719.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB17
MKLSARNILAGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLGLKVGDKASAIIKSSDVLVGKD
>MCE8439720.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB17
MTHPSPDLLVDGATILTSDPVRPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRYEDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDDVGLLDESLIGAHCIHLTDDDIVRLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDMLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MCE8439721.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVSDLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRELTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MCE8439722.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB17
HPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIPHGIRR
GVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSALHLLLF
ALGGPDIWGDDAWKETAS
>MCE8439723.1 DNA polymerase III subunit epsilon, partial [Rhodovulum sulfidophilum]AB17
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELI
>MCE8439724.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB17
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MCE8439725.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB17
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETAFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MCE8439726.1 Maf family protein [Rhodovulum sulfidophilum]AB17
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARGQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MCE8439727.1 CopD family protein [Rhodovulum sulfidophilum]AB17
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MCE8439728.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB17
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MCE8439729.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB17
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLADADGVPLDEALVLCFVKGASFTGEDVVEFQC
HGSPATVSALLSALGCIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPGPEDIVLRG
KADLADGAAHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVENLLDEIFSRFCLGK
>MCE8439730.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB17
MFHVKHRAFDVIVVGGGHAGGEAAHAAARLGARAALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAVPGLEIVEGEAADFLQRDGHIAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDHQPGDDEPVLFSFLSSHVEARQ
VACGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
TVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGLEIGCVGERRRASFEAKMERLSAGRAR
LESMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDPELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSSELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MCE8439731.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTIAAGEFPDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHVADSAQLFDLAPAE
>MCE8439732.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB17
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPASAPR
>MCE8439733.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB17
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MCE8439734.1 hypothetical protein LZ187_08065 [Rhodovulum sulfidophilum]AB17
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WLLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MCE8439735.1 dihydroorotase [Rhodovulum sulfidophilum]AB17
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDAPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MCE8439736.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB17
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MCE8439737.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB17
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILDARDRLKDQGVRVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MCE8439738.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLSRDHAAELHAAQLLDGAIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPVEHHQEDQG
>MCE8439739.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB17
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MCE8439740.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB17
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MCE8439741.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSTAILVTDAGFAPAGPAQDWLSPADLDGPARPDPVRVVLAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEAD
>MCE8439742.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB17
MRPETGFERVEPQLAALNRHLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MCE8439743.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB17
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLSEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVICDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALAEIRAAFGAPGFRAGGTAIPPGSPAFRAWADTNLAA
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MCE8439744.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAETESGRVVGPYLAEVAPAPQGPAPLHFR
EVFRVRGPAHASDHPDQRLDQRPGE
>MCE8439745.1 siroheme synthase CysG [Rhodovulum sulfidophilum]AB17
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLEGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEGINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFIQGRLMMHGAEAATPVS
VVENAGRPGERILAATLGTLATEIASAGLTGPAVILLGLAPRAAARSLPLLQEAAR
>MCE8439746.1 hypothetical protein LZ187_08125 [Rhodovulum sulfidophilum]AB17
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGILPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
TLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEADWQAGLRRFYSERYDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAATPRAVAVDPDFELARKLAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDSVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MCE8439747.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB17
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MCE8439748.1 hydroxyethylthiazole kinase, partial [Rhodovulum sulfidophilum]AB17
PAMVHAAEETGEFTPLAQALSINIGTPSPGWATGMRAAAAAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGN
ASEILALAGVEARGRGADSADTVEAAEAAARALAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALV
AAFLAGGGDRAEATVAALACFGLAGEQAAEGAAGPGSFAVALIDALHAMTPETLERGARVSAA
>MCE8439749.1 dihydroorotate dehydrogenase (quinone), partial [Rhodovulum sulfidophilum]AB17
LSRHAPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNTTLARTGLKSAGAGQTGGLSGAPLFARSTRVLARLSAATGG
QLPLIGVGGVGSAEEAYAKIRAGASALQLYTGLVYGGMSLVGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>MCE8439750.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB17
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MCE8439751.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB17
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MCE8439752.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB17
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MCE8439753.1 hypothetical protein LZ187_08160 [Rhodovulum sulfidophilum]AB17
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTPAEGGRRSLLIEETGALKDISARAFRS
>MCE8439754.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB17
MEPEWLELKELSPYKETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MCE8439755.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB17
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MCE8439756.1 DinB family protein [Rhodovulum sulfidophilum]AB17
MGQAVVTVGWCRLMARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSA
GFVADWSEYRSKRQITDARISRWSQGLSEADLAEDLSWYSVAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLT
APTDLFLMPDLVG
>MCE8439757.1 oxidoreductase [Rhodovulum sulfidophilum]AB17
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MCE8439758.1 hypothetical protein LZ187_08195 [Rhodovulum sulfidophilum]AB17
MRAKAPEPAPSPEPEPDPAPAEPSRSAARRDLLPDVEKITSTLSASTDRGAASIPPAAAARNGLSGAFLAGFLVAVLVAA
AALAAYLKAPAIAALNPALEGQVAAYVETVDAARAWLAGLVPADPVDREPGR
>MCE8439759.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB17
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPKHLQLLRAAGLPQGIHITADVAEARASADTA
>MCE8439760.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB17
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKAMH
QTEADPEQKAAFEAAMAARPEPGKT
>MCE8439761.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB17
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARTLAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEIARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPTDQAAWAARLAPILEAA
LADTGA
>MCE8439762.1 pyruvate kinase [Rhodovulum sulfidophilum]AB17
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MCE8439763.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB17
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MCE8439764.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB17
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MCE8439765.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MCE8439766.1 lipoyl synthase [Rhodovulum sulfidophilum]AB17
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGEDFARMRMARESRLAQG
>MCE8439767.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB17
MIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYEPNQRVTTTEL
FDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPVEPDPDSYEHFHVHTD
VLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRLRCQGAGIYDH
GFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPGRRSVVLTNND
DAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYPTDRIACDAVA
MSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGQTFVHAAGSANGALLAKRCQLDAGRAGAAAALAAGYDAE
PVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATDQGKISNVNGL
AVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYCYPARGESHGK
AVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKIGRCRYGLMCSENGFLMDDGVVVRLSEDSFLCH
TTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKARQVLERLGGMDLSKEALPFMAWAEGELGGFPVRVY
RISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGLDWAVSKKKDD
FIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALGLVLHGPERMD
EVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MCE8439768.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB17
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MCE8439769.1 superoxide dismutase [Rhodovulum sulfidophilum]AB17
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MCE8439770.1 acetyltransferase [Rhodovulum sulfidophilum]AB17
MENLRPSTPKDMPRVLDIWRRAVDATHEFLAPEDRAAIERELAAFLPTVPLCLAVDDADVAQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRYRSAASAASDT
>MCE8439771.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB17
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTAHGKPAEGAPKA
>MCE8439772.1 DUF5930 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRQTLTARFLHRIDVALERYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWAMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MCE8439773.1 peroxiredoxin [Rhodovulum sulfidophilum]AB17
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MCE8439774.1 hypothetical protein LZ187_08275, partial [Rhodovulum sulfidophilum]AB17
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALL
>MCE8439775.1 DJ-1/PfpI family protein, partial [Rhodovulum sulfidophilum]AB17
SHLFRLTAAFGLIEPDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVA
PEIRAVGGTYVAVAPEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MCE8439776.1 glycyl radical protein [Rhodovulum sulfidophilum]AB17
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MCE8439777.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB17
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PDTIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MCE8439778.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB17
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MCE8439779.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB17
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MCE8439780.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB17
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MCE8439781.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB17
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MCE8439782.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB17
DVIVETVSVSVIWEGAGPEEVDAGIVQLLEPELRAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDL
PEETEEPEVTRGAWRDRVTDVVITGPVAVDQLGRLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEI
AAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAASIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGLHPAISLRV
DRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRIDLIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGI
PVAMLATAALMFAAGLTINMISLFALIITLGIVVDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVA
FYALVVIGGRMGHLIADIPFTVIAVLTASLLECFLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLV
IGGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFNAPEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTD
PVTYALAEMGGNAGRGLAGAEIKDPDLLGAISLELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALD
VEFFGAEARVLKAAAERLKTELSRFGEVSALEDSLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGP
RSATIRVELPEAELTADFLDRLQVRSPQGVYLPLADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELK
DAILPGIERDLGVSWRLGGLSEQERDFLADARLGFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVP
LSMFTVVGLIGMTGIIINDSIVLVGTVDEYAERRALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTV
ITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALRALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPGILLA
VLPPLGAVSAAAAGLILFLAGGGLVALAAWALSRPLRLPGAPDR
>MCE8439783.1 hypothetical protein LZ187_08325 [Rhodovulum sulfidophilum]AB17
MLAAFAATTTATAPAPVAAGTAARQEGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSSNL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDAGPAEPIRAA
LASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDMVPADGTP
FALDRSALRITLLGQDRAIDIRGCDAAR
>MCE8439784.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB17
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MCE8439785.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB17
MSAELLRPDTEGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAETFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATAPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRK
>MCE8439786.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB17
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIVGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGACDLY
ELSDAALSA
>MCE8439787.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB17
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQARPRPETLDFYRG
>MCE8439788.1 cytochrome c biogenesis protein CcsA, partial [Rhodovulum sulfidophilum]AB17
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYR
>MCE8439789.1 holin family protein [Rhodovulum sulfidophilum]AB17
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>MCE8439790.1 holin-associated N-acetylmuramidase [Rhodovulum sulfidophilum]AB17
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MCE8439791.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB17
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MCE8439792.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB17
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MCE8439793.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB17
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSSREDGRQDWDGPWG
TCLECGYSGGGWALSHWANKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYEDGSAGAPDIAPVPLPAGGLLLVSALGAA
LLLRKRGRKAA
>MCE8439794.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB17
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGAGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MCE8439795.1 hypothetical protein LZ187_08385 [Rhodovulum sulfidophilum]AB17
MMVAEPGWTMSSVCFEGRGALPARHLRLVLLPSGAWPVLSAASESPRLEVKAAMDFPGNSTYELSPQPLKPFDCGCEFDQ
KCRA
>MCE8439796.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB17
AAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLDMKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRR
IYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSDRLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRV
PEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEAPFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKIL
YNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDEKEDLDPRGFPAAVACHPRADLMAVQTRLSGIGGVTALVYI
QTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQSNCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTL
KGARPRKEASAEVEIGTLPAPALPGIEGTWNLVIAGVGGTGAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIHCR
IAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQGRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKD
RLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHEAIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASE
TVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFEDPFLRAAVAKGYHKLLAYKDEYEVARLHLDTAARARAEFEG
DLEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAALRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEVLARLS
PATLTAATALAELPLSVRGFGPVRAEAERAADDRRAALLAEIRAGGVALDTAAE
>MCE8439797.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB17
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKITYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGSGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTTDRPAAPNAPLPAD
>MCE8439798.1 NAD+ synthase [Rhodovulum sulfidophilum]AB17
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALACDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTREGWRADRGARAGLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSTGSLKDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLERDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MCE8439799.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB17
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDQAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MCE8439800.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB17
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>MCE8439801.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFLEDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MCE8439802.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB17
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MCE8439803.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB17
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVRDEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWSLCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTRA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MCE8439804.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB17
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MCE8439805.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB17
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MCE8439806.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB17
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MCE8439807.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB17
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MCE8439808.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MCE8439809.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MCE8439810.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB17
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIQKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MCE8439811.1 dipeptide ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB17
SFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQRVMIAMALANG
PDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAEIFRAPQHPYTR
KLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGSGKTTLALAIMR
LISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSAREDVAQILTEVGLD
PAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISHDLRVVRAMSHK
VAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MCE8439812.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB17
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGTLAATLIPTGSTVFIDAGTTTCAFARALARAGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPGL
>MCE8439813.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB17
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSSCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHRAMLERIARLRAGQAA
>MCE8439814.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MCE8439815.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLQGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MCE8439816.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MCE8439817.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGAGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDTDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAQPETATETPHA
>MCE8439818.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB17
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELSARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDTAPRPDLYLEIHIER
>MCE8439819.1 NCS1 family transporter, partial [Rhodovulum sulfidophilum]AB17
ETLFDYSNLWAFFIGFQFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGAT
MLFLGIYSTMMLNVSDYSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLL
FIAFAQVTTNILNNVVPPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDY
YILRRQQLDLGKLYDAAGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MCE8439820.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB17
MRYLLVVSLAALSLTACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRKIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>MCE8439821.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB17
MTSMADEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDTEMVRFLRAHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTPRQGNEALEALVPHLHAAL
PGLAFADARGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFSAAYERYFQDHSDGTQI
MLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MCE8439822.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB17
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGAEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLSARKAA
>MCE8439823.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB17
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MCE8439824.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
ILRPEIVVNATGAWIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIK
VPDPDKVRCEADEQAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWT
TFRAFGELAADDVMARLGLTRRTGTGDLPIGGGAGYPADPDAWCAEQAAVSGLSQARVATLLARYGTLAGALAPSFAGER
MLPGLPGYSDAEIDYLIAHEQVETLADLALRRTVVALAGGLDAAALEALADRLAAARGWSAARRGEELHRFRVKLATDHG
ADPERIGLHRKGEVAAQ
>MCE8439825.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MAVILRGATWSLRKRVPARYGEVEPRKEIWLSLHTDSKAEAEAKAPAIWRAQVEAWEAHLAGASEDAEKRFQAALDLAGK
RGFSWLPLKEVTHLPRNDLLKRIEAIPAHDKHPNRQEAAAILGAVPVPEISVSRALELYWNFTRDRVAGKSPDQLRRWRN
PRIKAAKNFITLIGDKPISAISGDDMLAFRGWWLDRIDDEGLSANSANKDLIHLGDILKTVNKKKRLGLVLPLSDLSLKE
GKARPRLPFSSTWIRDRLLAPGALDGLNDQARAIFLLMINTGARPSELAALSAQTIHLDANTPFIEIMGEGRQLKSVNAE
RKIPLLGVSLEALRAFPGGFDRYRTNSASLSATVNKFLKQNDLKETGGHTMYGLRHAFEDRMLEARIDERIRRDLMGHAL
DRVRYGQGGSLADVADRLAPISF
>MCE8439826.1 hypothetical protein LZ187_08545 [Rhodovulum sulfidophilum]AB17
MPLNPDTLILPEETEILLSALKLTDGKVEQLLPLLALLQTETGERSELGEALLNALLRIQSELNAFQILRQDLEAHIATL
TSTLNALQNEDRESLRMIREMHGALMVPVKD
>MCE8439827.1 hypothetical protein LZ187_08550 [Rhodovulum sulfidophilum]AB17
MTSPASDTTAQRTITMKVRVNEAESREIDRHARQVSLRKAEYLRKAALQGGGHAALSEMIGMVGLGLNQLEDAPANSLNR
IARQLDEIIFLMRGTDR
>MCE8439828.1 hypothetical protein LZ187_08555 [Rhodovulum sulfidophilum]AB17
MQALSEAERQRARVRLEKAERSATGLLRPHIQLIKNLADVLVRERELKEDALEEWLASICSNGPS
>MCE8439829.1 IS3 family transposase [Rhodovulum sulfidophilum]AB17
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGVNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDDWASLALVIDCHTRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYALKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNNRRPHQALAMRTPAEAFTLAA
>MCE8439830.1 transposase [Rhodovulum sulfidophilum]AB17
MSKTMDDSIKRWTAKRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>MCE8439831.1 hypothetical protein LZ187_08575 [Rhodovulum sulfidophilum]AB17
MAQTKRHLLGADRAPLLDGDLNGQEFQCAWSLDSLDEVDVWVRNVARHPDSFWLPRVGARFYPDFIARLTDGRIFVVEFK
GEHLVGAPEAREKDRIGRLWARTTGNVFLMVRQVTHGVDAEGQMRGSVS
>MCE8439832.1 immunity 52 family protein, partial [Rhodovulum sulfidophilum]AB17
LEAHQRKVADDPQTPIFLSVRTDGTYEGEIKRTVYRHGRSFGSLVLQMPMHDKTDFWYQHWTTMRDIMFAAMEIWEFDWI
VAQPTMYVGLQKNLFVGRRSFGWMGWTPQDLPRDASSALARMEPLKGGTFMLLQERMMNMKAPDIETCNKAEAYLLDRGA
LAIL
>MCE8439833.1 5-oxoprolinase, partial [Rhodovulum sulfidophilum]AB17
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGFGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDAARAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFDRLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQ
>MCE8439834.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MCE8439835.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGQQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MCE8439836.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB17
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PRDEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAHYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MCE8439837.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MCE8439838.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB17
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEAMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MCE8439839.1 cytosine permease, partial [Rhodovulum sulfidophilum]AB17
MTMPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAI
GCTVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLF
>MCE8439840.1 hypothetical protein LZ187_08625, partial [Rhodovulum sulfidophilum]AB17
IEEAEEETSVTSQNAEMIAGAYIARAMQVELHAVWIIRDDLLAFFHDRLKVHLRDQGIRHDIIDACLAMPGNDDLTLLVR
RAEALQAVIGTEEGENLVQGFKRANNILSQAEEKDGVEYSFGADRKFADDPAEQALFDALDAAEAAIGPAMGAEDFAKAM
AAMAALRAPIDAFFEAVQVNSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>MCE8439841.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB17
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MCE8439842.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB17
MTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDPKWLDAQPVAKGGEAWTCLSEALYFEAR
GETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEHISDQRTYRRMGKIARMMLDGAPRALTG
GATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MCE8439843.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB17
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>MCE8439844.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB17
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VIDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MCE8439845.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB17
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAAQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>MCE8439846.1 hypothetical protein LZ187_08660 [Rhodovulum sulfidophilum]AB17
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDNDIAVRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MCE8439847.1 flagellar type III secretion system protein FlhB [Rhodovulum sulfidophilum]AB17
MSDEDPGDKQFEPTQKKLGDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLMPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRAHRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MCE8439848.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB17
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MCE8439849.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB17
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MCE8439850.1 hypothetical protein LZ187_08680, partial [Rhodovulum sulfidophilum]AB17
NRALRFDLGDVFDRIPRRRLTDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSGADTPAEE
EVPPAPAEPVRPDATPAVDIAAQSPSPSPESPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMR
SELMKQIGRATAQGLLEPAIDLPTQPDPGPAETVSNAQDAQPDSGQRAEDSGQAETQIAEDHTPSDWRNMRVETSMDRGL
DILSDDSTLAADGTRCLSDDNFDVIGWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAVTA
TETPVVPLLREMAAIVDTGQANHPELFDSQISCPTRAALWAALARPKLGDISDFNRTALLQSFSELPIHLRRHLGPRLAE
RFLEAGDQATALQIRNAVARTGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLNRGQPP
SEDSLALAESLAFERRGTASGSRLLTLAIRGHGVRGDFETAFAMLAHHGLEGQTELSSELLDELARRGSDEEFMREVYLG
ALTLPDLSADTEARLAVADRLTAMGFQDRAATVLQPLAPQGTPRERLVRARMALAQGNAGEAKQYIAGIDTPEADSLRAL
IAQRQGDLKSAADYLGAVGDAEAQSAMAWRARDWSGVESSGDPNQRAFVQTRRDREPADLTMEPSLAVARDALGTSEIMR
ERLRALLDQPSTQP
>MCE8439851.1 RIP metalloprotease RseP, partial [Rhodovulum sulfidophilum]AB17
ISDDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAAQSALREGDTILALDGRATP
DYSAFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVVTAIDGKPIRAFSQLQDVVT
ASEGAPIDLTVWRDGETLSLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLEALSYGADQLGFIVQSSLSG
LYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGHLVFYAYEAVVGRPPSDKAL
RVLMAAGFALLIGLMVFALSNDIFCP
>MCE8439852.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB17
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MCE8439853.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB17
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDQKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDVQAPDAPATGGEPSSDPAPETGGALLRPMPAPAPLRGATEGGD
>MCE8439854.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB17
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MCE8439855.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB17
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFQELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MCE8439856.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum sulfidophilum]AB17
MTEIPTALIAGSGTLPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGGSDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRIDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLDPEETLARADALGLFLWVREP
>MCE8439857.1 lipid-A-disaccharide synthase, partial [Rhodovulum sulfidophilum]AB17
MAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDALITIDSPDFCLR
VARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEALAFRD
RHGIAREAPLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVAELTAAWPVAPLVIDPRGDPDGA
AGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQPGPI
AAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARA
>MCE8439858.1 DUF6478 family protein [Rhodovulum sulfidophilum]AB17
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAAERLDIPDLTALPGRAWRLRHRRDRAIHGADARRAAFHAAAETARL
PLGSHWGFRPAPFAERVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSRAGEGAPFGLALEVSGFDGGFLSVVF
ELPSRAVEGLGRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>MCE8439859.1 hypothetical protein LZ187_08725 [Rhodovulum sulfidophilum]AB17
MMPEQTPDIFRKILPPRRAVARALPCWLFTAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDEGASRDDGDGAFV
LLASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLV
HSVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFASRPIGDRAARALLQDLAGRSRAATESLSDPTMAQP
>MCE8439860.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB17
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFVTTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAAIGQFVRVLRAVALLYLVLWVVLPSGPEKLAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MCE8439861.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB17
MRSPLFEAYIEPARLYPEIWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWIGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MCE8439862.1 acetyl-CoA carboxylase, carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB17
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MCE8439863.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB17
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALTAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPQLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEPAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGARLDAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MCE8439864.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB17
MSETLKHLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPGELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MCE8439865.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB17
QLEALLDARGVGGDLTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLGQTPPRLADLAVRLPGVGDWLMAVIGGVVLR
RMARAADRAYGLPGTLNAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHRRLAKAGVPVLAIWGGQDEVIAAGARAGLAA
INPAAVQLLLPEAGHGLPVTHADAILAEIPAAPVQ
>MCE8439866.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB17
TEVAGRFLYHAGALPKIPAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDR
KAPVYTYASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAE
ILRGMLKYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAP
EGQLRPLLKEVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGR
AWLTRARMLQHELLRRWAETYA
>MCE8439867.1 hypothetical protein LZ187_08765 [Rhodovulum sulfidophilum]AB17
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MCE8439868.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB17
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDV
AAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>MCE8439869.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MCE8439870.1 hypothetical protein LZ187_08780 [Rhodovulum sulfidophilum]AB17
MGKRARIWALYGDGLRPMQRGLERSFERARKGRTAAVNTPEVAAIQYWRKRLK
>MCE8439871.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB17
MATRDTFRPADATACALARKLIAGARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFATCDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>MCE8439872.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB17
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTETPMRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MCE8439873.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MTGTPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPEQDIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDTGWCERLVGIDSARLALGLSAPLPLAALEHRLVDTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPILDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MCE8439874.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB17
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGAHPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKHAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRVAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MCE8439875.1 accessory factor UbiK family protein, partial [Rhodovulum sulfidophilum]AB17
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAR
>MCE8439876.1 cadherin-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
VAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIPPSGFTGDF
DLEIAAIASHPDGGVATTNNLLPVIVLAEEPSLPPSSQVIELNGLITPEDTAVALELGQAFLEATGFSNLTFATISGLPE
GTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITISGASSDDVSV
IPFNIGGGLSDVDGSETLTRFVSGLPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDV
AVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGIFLLLFDLAGFASIAVEGVPEGGALSGGYLDENGDWIIAVGLLQ
DLTYTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALSLTINGALVDTDGSETLSFAVL
GLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQLTFDVRANSLEDEGNAASTTETITINILPVTDAASLIVQ
AAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLSAGTALGAGAHAVQPEDLAGLTITPPANFSGQFDLQVTA
TLQDGTADPVTVSGTLTVTAAPVADAPVLNVTDALGVAGEPVDLSISAATVVADGTEVLSIVLSGLPKDAFLTAGRNMGG
GVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPEPAPIAMEVVVDIAPGFTVDSTASLSR
IVVTLADDPLFAEDMLALSDETASDPVISDALNGGALSPRFENDGRQAILEGDAPAELFEQLVRGLQLHTSSDQGSRTVS
IDVYDTAGELLPLDSVNLTLNPNDPAASTDPGDLFAADTSFDAETDTTSLDWDAGSDALDTPTTDDPAPYQEMST
>MCE8439877.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB17
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFDLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQKLLHEAEGKPLDDVVPAVKQAVISWHGGDEFDDDISIIVLENCEATPEAP
>MCE8439878.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB17
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKEHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAAGRSDAIALLESA
>MCE8439879.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLEGGLFLCLSYAG
PVFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MCE8439880.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB17
MIVFLTVLAIANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAASKAPDPQEMKAAMASLHGA
GRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQGGVGLISRTPVFLEDGSYW
GILSLVLDAESVFAQAGILPLQNNLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPGLVWQIAATPREGWTHSIG
HLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNAAAETMFGRPTAQAKSMPV
AEMFQVETILANASVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENALRKSEERFRNITSQVPGV
IYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGEDWQFEGRFLRGDETRWWRA
FSRPQRSVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVILSANAAAAQIFQYSAEELV
GQNVSMLMPDAIASRTERYLGSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCGSAYTGVLRDITDRVAAER
ELEAARFGLEQKANDLEILADERDLARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLLLSETQSARHRKWINTLRR
SGVSLLSLLDDILDFSKIEAGKLTLESTAFLPDIVMADVCELLSSTAQEKGLDFKMEQRISPSPTLIGDPMRLQQILLNL
TTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTRRFGGTGLGLAISGRLAEA
MDGEINVSSVEGEGSVFRLTIVLPEATEMTGNISHPARLALD
>MCE8439881.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTL
SQTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYN
VIAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVG
PDTEYEGKELSQDAVLWIRAFDLK
>MCE8439882.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB17
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MCE8439883.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB17
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMNAEDVAAILDSPAARAAAEAAADTGGITGTGQAEAASDGGNPSTFPLDAASGTAAVGASAVP
LAAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MCE8439884.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB17
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
VLLLAMILAELAHALV
>MCE8439885.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MPLFEIDGLVFGYPGRPAILQGAGMTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLNRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MCE8439886.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB17
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEDASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MCE8439887.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB17
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPAHTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
AENA
>MCE8439888.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB17
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWHRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAAATRFFDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGTRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTPLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGLVTGSFFHMIAEDPR
>MCE8439889.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB17
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MCE8439890.1 cobalamin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB17
AAGIAALAARLALPLCPVAGAELTRPATPTRSAHSLAHRGTGSVAEAAALAACGEGARLLGPRRVSNDRMSTCAIATKDL
P
>MCE8439891.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB17
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MCE8439892.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB17
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVAHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MCE8439893.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB17
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MCE8439894.1 kynureninase [Rhodovulum sulfidophilum]AB17
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MCE8439895.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGAPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGKDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMELEL
>MCE8439896.1 cytochrome c [Rhodovulum sulfidophilum]AB17
MKRPFLIGVAGGAAVAVGLGGWLWLRHPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MCE8439897.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB17
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRTLVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MCE8439898.1 FAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SAADPAPVAAPPDPAADARLAAWARGETGLPAVDAAMRALIHDGLLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADY
DPRLQGAQFRAAAARRVDPLRWGRAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGPGRPAGS
RSASPAARRQDSRQLAFDL
>MCE8439899.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB17
MSIRKPNFLIIGAQKAGSTWIYDVLRKHEKVFLPRRIELLFFNKVGYQSPSRMEAYLENFRDATERHQWVGERTPGYFWS
SRAKHYKDQPPSGHNLEIPQSVARVLGRDLRLILSLRHPVSRAISAYGHHGARGRIKGHECLCDTVGRLGRRVRSGRPDR
YRRRRASAGAPADVDHLLELYRPTITALKDRFGPRLDAWDRKTAAFEEFDRKHIHLAAAPDPAKVSAPSTLDNLYKRMGS
AGLDRRVA
>MCE8439900.1 glycosyltransferase [Rhodovulum sulfidophilum]AB17
MLDDAPIATNVVADRHRKDVEDAGIGSGRFGFTCPVPADRPLEGARLEVRLAATRKILLTKRVTPQMLPAKPGSIREVSP
TDHPKQDPVIKCEGRLENLTDDCLRGWASDTLNRGRLFEVEVLVDGVFLTRIRNDRPRGDLARHGKSKGLGGFELKLFLF
ELEPGTHSVTVVLPDGQKLTKTVTSTGNRRGYPLNVGATQIAISETAVIVPIYNAAEDVETCIRRLVEHTPPELEVVLID
DASPDPRIAEILADAVSLPCFRILRNETNLGFTRTINRGLEEIGQKHAILLNSDARVTPGWAQGMLRAAGSRPRVATVTA
MSDRAGAFSAPNIGNDNRLPDGVDEITYARAFRRRSLGVYPVVPTGNGFCMFVNRACIDEIGPLDAEAFPRGYGEENDFC
MRAGRAGWTHLIDDRTYVFHDRSKSFGETKTDLMTAGRRIVDERYPEYKLAIRVFGAGPDLMMARYRAAQALADCSRPDA
GLPVILYVVATQTGGTPQTNMDLMAEVSDEMAPWLLHCDSRKMTLSRLDGSRMTEIRSHELAEPVDPLTHRSGEYDAVLQ
DWLDIANPRVVHIRHLAWHSLSLPALAKAWGSRVVFSFHDFYTLCPSVKLLDECNVFCGGTCTKTSGDCAIELWDPKSMP
RIKGTWVHVWRQRFAEVLRDCDAYVTTSESARELILRHLHLDPRRFFVIPHGRSFTEMEKLREHPSHGKPVRILVPGNIS
TAKGRDVIKALLEHDSAGLLEFHILGKMSDPEELAHHKRLVMHGTYKRNEFSRRVAGIRPHLGAVLSIWDETYCHTLTEL
WSAGVPAIVFDFPTVATRTRASGAGWVVPHDDIPRLYERLLAISFDEEEQRRADMAIMRWQKGHGVGRTTKVMSTAYREV
YRNASAQQLDRPVIAVVCPASPEQDRANASTEIRIWQRTINGAGRKCLFVRMTPDSLMANLRDGIVDGVILQRDVIPATM
VAPLLNEMRRSGISHILDIDDDLLAVPSDKDPTGKYAAYRPALEALIDSAAMVTTSTEPLRRKLMARNPHTLLLPNRISE
RLWRGSIPPRKKDDTVRALYMGTATHREDFNMIVPALEALMEADPGFRVSIIGIQGDALPSWAERIAVPDNEKSYARFVP
WLKSISGRFDFGLAPLTDDPFNLFKSNLKALDYGALGLPVLASDIPVYRSIRGRIPGLRLVKSRPVSWTHALTDMVAEVR
SGAIDRAGIRATTMEGYGMAATLGDFDDLLLSIARPGDMDRLAAHPEPADDNIQHLKSIA
>MCE8439901.1 transposase [Rhodovulum sulfidophilum]AB17
MKRTNFTDEQITSIQAEHEAGAKCPDLYREHGMPEGTVYNSKAGFGGITVSKAKRPKALENQTAKLKKRPAGQMLDLAAI
KDLITKKWYGPP
>MCE8439902.1 molybdopterin-guanine dinucleotide biosynthesis protein MobB, partial [Rhodovulum sulfidophilum]AB17
LLGADFAFGYPAGFAEALTGSASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTR
PPEPGFARHRRVEHVLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPA
MIGPEVAEALAARPGQIPDEVQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MCE8439903.1 hypothetical protein LZ187_08955 [Rhodovulum sulfidophilum]AB17
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDVIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARPASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MCE8439904.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB17
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MCE8439905.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB17
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDSELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MCE8439906.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB17
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VGKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIIYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MCE8439907.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB17
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GAGIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAGAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLANPGVEVPTPAVFRGLARKTNAPMPDLPGWGSAAGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYRL
>MCE8439908.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAVWSPAPVPAEQFLARISDGRSVFVAVTGSDAPIAFIELEQDGHI
DCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLLKRREFERNAVRIHNYLMEKTLR
>MCE8439909.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB17
SLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWIVLVALIGWIAPSPG
EIGRRVREAVTRRRA
>MCE8439910.1 HigA family addiction module antitoxin [Rhodovulum sulfidophilum]AB17
MTHPGILVRRECLDPNGLSVTDAAQVLGCNRQTLSNLLNGRSGLSPEMALRLEKAFGTSARSWMERQMNHELETVMARAH
EIEVQPFTRQTP
>MCE8439911.1 lactate dehydrogenase [Rhodovulum sulfidophilum]AB17
MNPVEIEQAISDLAEAPFDAAEFPYAFLEAFGRKATEIKKLRKGDTNKSDLGGVLQRNNIHMATCALGEVSQTLAALKDS
PATTKHKAKFILATDGQTFEAEDLIGGDTVACAYKDFPDSFGVFLPLAGISTVKQIKESAFDIKATGRLNRLYVELLKDN
PDWGKAERRHDMNHFMARLIFCFFAEDTDIFTTADLFTGTIDRMSNRDGTNTHEVISEIFRAMNVATKDRASANLPRWAD
AFPYVNGGLFSGSTEVPRFSKIAQRYLSHIGGLDWTKINPDIFGSMIQAVADEGERSVLGMHYTSVPNILKVLNPLFLDD
LNAALEEAGDNARKLLNLRNRIAKIRVFDPACGSGNFLVIAYKQLRTIEAEINRRRGEADRKTDIPLTNFRGIEIRDFSA
EIARLALIIAEYQCDVTYRGQKEALAEFLPLDSQNWITCGNALRLDWLSICPPTGTGVKVKADDLFQTPLDQAQIDFENE
GGETYICGNPPYLGSQWQSTEQKEDLGRIFDGRTKNWKSLDYVAGWFLKAADYGMHTPTVSALVSTNSVCQGRQVETLWS
LIFDTGNEITFAHDSFKWANLASHNAGVTVVIVSISNRLSTTRRLFSDGDSGETTMREVGNINPYLISGPNILVKSATKP
LCAQQEMSFGNMPNEGGHLLLSLSEAEQAINDHRVPRKFIRPFIGSQEFIRGNERRCVWVRGDELPETYGNEWLDRRFAA
VAQQRSKSDRATTKALSEIPYRFGEVRQSGDEQIIAVPAISSENRDFLPCGLLPSGNIMSNKCYALYDAPLWNMSLIASR
LHWVWIGTVCVRLEMRFSYSNTLGWNTFPVPKLTEKNREDLTRCAEDILLAREAHFPATIADLYDPEKMPADLRAAHDRN
DETLERIYIGRRFKNDTERLEKLFDMYTKMTTKVS
>MCE8439912.1 BrnT family toxin [Rhodovulum sulfidophilum]AB17
MNTFECDKAKAKSNFEKHNLKFTDAARGIKAGFALTAKSPLSDEHDEERNLSIIGRAGRRAMVAIWTPRGGNVRLISVRH
ARDKEQEAFDAYIRQTN
>MCE8439913.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB17
MPISGKPTEGSSLHDDDIDTSEVPELTAAFFSGAILSRPGESLVQKVRTARRGVPSVSVSYPANGSSTMSNELGMRTMQE
RAYEKRGEQYLLIKSPPASGKSRALMFIALDKLHNQGLKQAIIVVPEKSIGSSFSDEPLSKFGFWADWTVAPRWNLCNAP
GGDSGKVGAVGTFLEGDDQILVCTHATFRFAVDKFGIEAFDDRLIAVDEFHHVSANPDNKLGAHLGTLIARDKAHVVAMT
GSYFRGDTEAVLSPEDEARFETVTYTYYEQLSGYTYLKTLDIGYFFYSGSYADELLKVLEPTEKTILHIPNVNSRESTKD
KHREVEHIIDALGDWQGTDPVTGFQLVKRPDGKVLRIADLVDDDPAKRDKVSASLKDPSQKNNRDHVDIIIALGMAKEGF
DWIWCEHALTVGYRSSLTEIVQIIGRATRDAKGKTHARFTNLIAEPDASEEAVREAVNDTLKAIAASLLMEQVLTPKFEF
KPKTPASTAQDGFDYGENGYDDSKCNVGFNEQKGTFQIEIKGLTQPKSPEANRICENDLNEVITAFVQDKTAIERGLFDE
EMVPEELTQVKMGKIVRDKYPELEEADQEAVRQHAIAAMNFTQQAKKTLLGDGTDAPSNTAFVDGVRQFAMSVKELDIDL
IDRINPFSEAYAILAKTMSEESLKEVAAVIEAKKIKLSPEEARDLAKRAVKFKQERGRLPSLTSTDAWEKRMAEGVAFLT
RMKQEAMNG
>MCE8439914.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB17
MANMFTDDDDALLSELGIEVEKKKLVTRTPREERIIAGFEDIQKFVAEHGRLPQHSEDGDIFERLYAVRLQRLRELPEAA
DLLADLDADGLLSGAEVTPVADDLDDDALLAALGVEVEASPITELKHVRSNAERKEAEDIANRQRCEDFETFQPLFEKVQ
RELDSGQRETRPFELKAEIQKGRFFIVEGQKAYVAEMGEETLTDQGRRDARLRVIFDNGTESKMLMRSLQRALNKDESGR
RITESVAGPLFADAPEEGDSTTGTVYVLRSKSDHPMVSENRDLVHKIGVTTLGVEKRIAGAQLQPTFLMAPVEVVATYEL
YNINQTRLENLIHRIFGNAQLDIEIPDRFGRPVTPREWFLVPLFVIDEAVQKIKDGTITKFRYDPEKASLVSIG
>MCE8439915.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB17
MFQSSLKSAAERIETRLTEALAGAAEQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARL
>MCE8439916.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB17
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MCE8439917.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB17
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQGYIDAVKAAIPAEGTASLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MCE8439918.1 response regulator [Rhodovulum sulfidophilum]AB17
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MCE8439919.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MCE8439920.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB17
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEQIDAA
KAEVMKANGLSDCYVRPLAWRGSGPEMGVAAAQNPVRMAIAAWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>MCE8439921.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGADAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MCE8439922.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB17
MGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMAWRGNPAALWPEARSVVMFAEPYTQAHDPLAALDRPDRAAISVYA
QNRDYHDVLKKRLKRIGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRRLGNWFFLGVIFTTVELPA
DAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYGCDDCLGICPWNKFAVAATET
KYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRDAVARLLEDADPVVAEAARWAV
ARLSRG
>MCE8439923.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB17
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MCE8439924.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB17
MPLAQRLRRAARRGALAVLALVALVLIAPSLVNPPTTPTMMSERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHW
GFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRKALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAA
AWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLRRADQVEEGAATILADGRSDCFDH
>MCE8439925.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB17
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADLDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANEYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLT
>MCE8439926.1 hypothetical protein LZ187_09070 [Rhodovulum sulfidophilum]AB17
MVLHPGLADVYAAKVSDLAAALNDPESRPEAVEILRGLIEKVVLRPDADAANGHVIELYGELGSILSLCGSGMCQNANAR
GVSTGVRQVTMVAGARIGHCFIPAQENDVSSRRI
>MCE8439927.1 hypothetical protein LZ187_09080 [Rhodovulum sulfidophilum]AB17
MMAGAIWALAGGGAAAPLPKGEGLKVIRKECTRCHPLRNIVNSDGFTAPQWRDFIVRMTDLENRPENLDAVVAYLAEHFP
PYAPDD
>MCE8439928.1 PhoX family protein [Rhodovulum sulfidophilum]AB17
MTRITFLLATTALLATPAFADSFEFSAVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPLGKKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYSFGHPTEVTVSEDGNANAAKHYA
MGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDGVKKII
DDKPGFFDIFETADPAEGGTCGEGFTSINTTSGHECLKVRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMARETKYDIGGPDSVQVAENKCGAVYQLSVAPDVAIGSDFVLQDMASLVEGTPTKYGADSEFAGNSCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMASGALTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>MCE8439929.1 hypothetical protein LZ187_09090 [Rhodovulum sulfidophilum]AB17
MRRLSSALAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAHPPAAWDENGDGAWAGYVPDCYYDFDAEGFD
RAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTAEGSYDPTIYKVNLAIAEALIKRADVPLDPVDETRLG
VDLDRDGTLGSATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSSGEAAMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLDVADAHAGGWYHWPQKSLAGTPDPIRADGRRELLTYLQENGAGDEFRNNAEVKARFIASDGSVKPEAAAALRDD
ITTLIMPSPERARMLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVDQNQPTGIEMPVDASHW
>MCE8439930.1 hypothetical protein LZ187_09095, partial [Rhodovulum sulfidophilum]AB17
SRPPAARWPGIRPQREANRPFAWRQSEAFHPASSDPSEASPKSRFCSPRLNLDQIEEGNDLTPPFDTDGLLPVITTDADS
GKVLMMGAVTRSIETGRTHCWSRSRQCLCHGRTTSGLVQHIVETRIDDDQDADWLAAQPMEAPTAMSAIGRASIAAGQWV
APACWPSPKARRSSMAMLRPHAARRWMERALPLARRRIWPPLRSAASLSMTKRGRQRPRPSLAVGSITRRGRTHGRARNC
TVYVMLESCRNWGRTLPCAEAIIATGMARVVVAMMQAPYPRMSGNGLARLRKVSIAVDIVEAAEAARGIIAGLLQRVTAG
RFQG
>MCE8439931.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB17
IFNAAAEAIFGYARDEVLGYPLEQTLALSAAVRRGGEATGRIELPAQRKSGTGFPAEISFGRAVTDDGTVFVIFLRDISE
RKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLDIMSCSGEILLHHVEDVLEV
SRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRLRQIVINLISNAVKFTRGGR
VTVSAMRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQVGLLGGRIEVSSQPGQGSTF
TVTLPLPEATAAAEAAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDGLDGVETAAARQFDVILMDI
SMPRLDGVEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEILGEVPGAATQYKTAPAAMVP
EPERDAPADKPHRAAS
>MCE8439932.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB17
MCGGESRENAAGPGRGPADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAVTGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCSEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRSSG
>MCE8439933.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB17
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGDVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGNRSNRNAA
>MCE8439934.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MCE8439935.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB17
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MCE8439936.1 hypothetical protein LZ187_09125, partial [Rhodovulum sulfidophilum]AB17
GQLSAEVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADP
A
>MCE8439937.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB17
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MCE8439938.1 dihydroorotase [Rhodovulum sulfidophilum]AB17
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTAAEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MCE8439939.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MIPSTFPDQSEIARLSARMLLEIGAVHFNAQEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDAATLAEVEAFLDAPRAWQEARRQQ
>MCE8439940.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB17
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNDIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MCE8439941.1 alanine racemase [Rhodovulum sulfidophilum]AB17
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MCE8439942.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MCE8439943.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MCE8439944.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB17
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYDLA
SARLLPAIHVMGKLAMADVFLIAIYIVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRG
>MCE8439945.1 hypothetical protein LZ187_09170, partial [Rhodovulum sulfidophilum]AB17
LIRLTESMAMWPGSSVSGLYFAHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MCE8439946.1 hypothetical protein LZ187_09175, partial [Rhodovulum sulfidophilum]AB17
MKDGPDISPIIAARIDAPRRAAILTAHLAGRALSTAGITPAIGSEHLPPQAEAGPIRPRKQNRHRHFSQARNAADRLRRP
SAGAICIQ
>MCE8439947.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB17
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDVARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MCE8439948.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB17
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRIGSGGTTLAVRGDVSVDTVQFGGERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDPGFEAL
FPTDMVDTLNRASEDLSALAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGTTDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MCE8439949.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB17
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MCE8439950.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB17
MAEEKKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MCE8439951.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLAGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASCAEARALAEAMVADVGLPDPARILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEGMRHPYTQALFRAIPRPGSDKTTARLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDPTTRQS
GHEARCLRFEEIDWQSRATRPANAPQGEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTG
RARRERMFELLDLVGLPRDFAERMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGRTAEVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGGLCARELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>MCE8439952.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWIFVALFAGQIAPFDPVTDV
IAGMKNKPPGTPLPGHNATVYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTGLT
FLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLAWD
ADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRSEGAWYIMLWEILPNARGPLLVDFCLRIG
YTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MCE8439953.1 squalene/phytoene synthase family protein, partial [Rhodovulum sulfidophilum]AB17
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGSGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVQ
>MCE8439954.1 citramalate synthase [Rhodovulum sulfidophilum]AB17
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVAQGREALFDAEHFFDGYKDNPAYSLSCC
QAALEAGARWIVLCDTNGGTLPPEIGHITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPDEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MCE8439955.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHDLLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGRKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEATLRKWRGLVAGIEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGAGDLAGLKASAGLLGLLGEDMGVWAEMP
EADLGGWTERLAAARAAAMDSKDFSEVDRLKALLIDAGVEVRMSKAGVELLPGAGFDQARLEGSE
>MCE8439956.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB17
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGHAEKAPYLP
RGGWISVGFGAQNADEMAHRLRESHATVRASLPRRVREGLD
>MCE8439957.1 porin family protein [Rhodovulum sulfidophilum]AB17
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MCE8439958.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MCE8439959.1 hypothetical protein LZ187_09240 [Rhodovulum sulfidophilum]AB17
MSPRQNRVTPLGEILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLVEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEDFPHLILGAAALPWRP
AGYGAPRARPAGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>MCE8439960.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB17
GGRSKPAASADAGAGAKKAAGLSYTEKHRFDALPGEMERLEAEIGRLEALLEDPELFTREPVKFRKATEALMARQEALAK
AEEDWLELAEKAENAG
>MCE8439961.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB17
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFAGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MCE8439962.1 hypothetical protein LZ187_09255 [Rhodovulum sulfidophilum]AB17
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MCE8439963.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTVQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVDVRPDSMEVVIDGMTETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVCAALTGARAFPAKYSNTCWSLIDSEDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MCE8439964.1 cytochrome C [Rhodovulum sulfidophilum]AB17
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPGAQASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECSTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MCE8439965.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB17
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MCE8439966.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB17
MIARRDFLQAALAASAIWGASGMGDWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MCE8439967.1 hypothetical protein LZ187_09285, partial [Rhodovulum sulfidophilum]AB17
LRLKLETHRQDLSDAAPEKTGDLEAALLSAELIAARLPDWQTFQKETADERSPVAEHEKEISEAIESAAEEMREDPAHFA
PTLPERVSEYLNTATIEGYLAATALLNDLAFVVMAELRRLVRDTGNEARKLAVKGLALSVVTGLGATLTKLAGILPAEFE
WILPWLRYIPTLFG
>MCE8439968.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB17
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MCE8439969.1 hypothetical protein LZ187_09295 [Rhodovulum sulfidophilum]AB17
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIGKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVALNTWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MCE8439970.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB17
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSLPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAR
>MCE8439971.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB17
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MCE8439972.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB17
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAAQAAAAPASPERSEEPRESARPPRNERRPERSERTKRSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMG
DHMPAFLLRSFKPRTEAEPAAADEPVEQDAE
>MCE8439973.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MRDAPVAFVYAGNGAMWAGAARTLIERDPTFRTAFNDIADAFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVAL
TEALAEAGLRPDAVLGHSMGEVAAAIAAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEIS
AENAPDSVTVSGSDDALKALTRIARAHRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAP
LDGVYWWRNARLPVAFRAGVQAMAEDGIRVFMEISPRTVLRSYLRDTLAELDCETRVLESLDSTRAEARDAGTIARAALA
AGGAADRARILGPEQPVADGLPDYPFDRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVG
GRVLLPATAMVEMFAHAGCEILKTEEIELRDVEFLRPLELPEKGVVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSA
TAARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRDGTAVRTALAPRDGTEGFRFDPAVADAGLHGAVLLFG
GRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTTTPHDFWDERL
VPLAGDGAATALRAAKALCGTTETASDADVLRAALGNRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPS
DCPWPTADALLTMLPEVAPGASAELKSALAAAAREDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAA
GHVTVLAEDKDALDRLRARLDTGLPLRFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDL
FALMTRRHRDADALDRLEHALHAAGLDTASAPASGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSEAAV
ALHCAVPEEGDPLAAARIFRALPDTDGTLWIAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVAPERIAALAATSPE
TEIRLTATGAAAPRVVPVRPLSAETGPRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPP
EALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYAL
TEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDV
VLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVY
QPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAARPAAAPIRGGWLVVGGTRGFGLETARWLAAQGAEHLWLMS
KSGTVAPGTLDGLGTAAEALACDVADAAALDAALTRIRSAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLMPKLVGGQV
LDQLTRTDALDHFWVFSSIAARFGNPAQAPYVAANRGLEGLARARREAGLPALAIAWGPIADAGYLARETGLREALARRL
PPMTTAAALDRLDRALAAGACGPTLTVAPMDWSRMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVL
TRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAG
DAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>MCE8439974.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB17
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPQRVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDVIDAAVASAAARIREVGGARF
>MCE8439975.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
SRRMLLMGRDAQRLAEAAGAARARGAEVETAAVSLTETAALSRCLHDFDAAHPVDLLIANAGVKTGNRGGIEPAVQAERV
IAVNLTATIHAVQALLPAMHARRRGRIAIVGSLAAVAPHGDLLSYSATKAGLQAYATALRRSLAGSGVGVTTVIPGFMDT
PMTDRQKGPAPMLMPPARAARIVARGLERGRTTIAFPLPLIIGAWLGERLPAPLADRIMARYRAEILPDPDEAAGG
>MCE8439976.1 bacterioferritin [Rhodovulum sulfidophilum]AB17
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MCE8439977.1 GTPase Era [Rhodovulum sulfidophilum]AB17
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MCE8439978.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB17
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPGQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEISELNIGHFLIGEAVFLGLEASIAE
MRSRMEAARG
>MCE8439979.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB17
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKVEDRG
>MCE8439980.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB17
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MCE8439981.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB17
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MCE8439982.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB17
MPQPEKSTPPRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAKEMLAALPAAEIACISPFAGPWAGVSALVKSYPSP
>MCE8439983.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB17
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MCE8439984.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB17
ILDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAITPVAEPPHYAVRLSLPDPIGLVSDVMAGTGRLLEAL
CARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAGVEAGFGIDRLRLEAVQVEPLPPCQPGFH
GGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGAWIVPPPRPLRLFPPEPIAGTEPQPPGRF
RWRRMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHTPQAPGWFVQGEFA
>MCE8439985.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB17
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQTVGDPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPSDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQADPETCAEPVREMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGTRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIIAARGNGYRDPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRREVMGGR
LLQVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>MCE8439986.1 hypothetical protein LZ187_09385 [Rhodovulum sulfidophilum]AB17
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVIAEEPEESRA
>MCE8439987.1 hypothetical protein LZ187_09395 [Rhodovulum sulfidophilum]AB17
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPPR
>MCE8439988.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB17
AFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MCE8439989.1 hypothetical protein LZ187_09410 [Rhodovulum sulfidophilum]AB17
MSDSFTFFNAPVINIQTVGAHLIIYQNHHVISSEAFDGSTFMKALAKAGLWNQRDYHLSRLLKNFGLAALRGT
>MCE8439990.1 hypothetical protein LZ187_09415 [Rhodovulum sulfidophilum]AB17
MPASRPMNYAHLISSNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVSEVIGMFTGPFVLAP
ILREFLETHEPGVHRFFPVRILTEKPENGATEHGLHWLLLPPPPVDCLDFEGTVFMDDIRGNTWSRRRDDRKYWGGGLPS
QDPDDPCAFHGDKVQGRHVWRYAIGITEDRFNSEYACSMEFWQFYRSHRMLGWGSDKICTVT
>MCE8439991.1 YoaP domain-containing protein [Rhodovulum sulfidophilum]AB17
MSIVTLTPGSLSNEHICCAISDKKCVTGYKAKKRWLSDQYEHGYRFSRLDERGKVFIEYGPGEHTWMPVEAPDWMVMGCF
WISGRFKQQGHGKALLQTALDEARAAGLAGLVSVVGKKKMHFQSDGKWLLRQGFREVDETESGFSLLALGHEDDGAVGIP
RFSESAKRGLPSDTKGITVFYSERCPFTDFHIGSSLRETCKKRGLSATVVKLDSLDKAQNAPTPATIFSLFVDDRFVTTD
LSVCMDSRFDKIIEKAGEGKALGL
>MCE8439992.1 hypothetical protein LZ187_09425 [Rhodovulum sulfidophilum]AB17
MGETGALEHILGDDSLTELLAENRVSDCTEALNTIFQDAGLSHLPDASELSVLNSPEATDLRNLSLETLRPSRNAFMRYR
VIDMTPDGVAIGRDDPSINTPLNYLSDAQKPSTIPFSDLTILRAHDGRLYLILPSTQDLDMSMLPAAFSAPSSEHSFWSR
SDSKSMSSELYLRLRWVRASRLFSPMTDLEMSQYAGVGIVAFPRAPNGSLSTRATLLCEAFSLAMETVEFVSDRSFGPDK
QVATVWPMTPKATIAELNGNGAHDDDHDISCAEAIERYDWHEGSAALLQAADYYLSRGKIDVAERVGAADLDGPWLLAWA
PGENKGSSTDDVLVLAYDLSNVETELQAERVFQSWRITIERNADLWLKPQIANEHWTSAFVRFVNMLGDNTDFYKLMIES
>MCE8439993.1 cyanase [Rhodovulum sulfidophilum]AB17
MKDLTMSEDITKEDVTVLIIRAKKKAGLTWEAIAEKIGMSAVWTHSAAMGMNAFTEEKAKALVALLDLPEEAADAMVESP
TKVWQQTVPTDPCIYRLYEIVGVYGPTIKALINEKFGDGIMSAIDFDMTVERVANPKGDRVKIEMSGKYLGYNAW
>MCE8439994.1 hypothetical protein LZ187_09440 [Rhodovulum sulfidophilum]AB17
MADASTPTRCYWLREEDGIEILIPMCIGAAIGGPAECTCNVPESRIETTERGRAEAERQVLRLMDERDRRLEAQAVTWRE
NKRLRQWIAELGTLLAEKASC
>MCE8439995.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB17
MPILHLPLKGVYFDQIKSGEKIEEYRLVTPFWAKRLEGRSYDRIELAKGYSPKGDTGRRITRPWRGFRKTTITHPHFGPD
PVEVYAIRVN
>MCE8439996.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB17
MNSKELEKLLRSKGCTFETHKGGSGHKTVRLGDRKSQIPMHGGRKELGTGLVNKILKDLGLT
>MCE8439997.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB17
MLAYPIDLTPDDNGTFLVTCPDLPEVTSFGDTEAEALRVAKGAISEALASRLSGFEDIPRPSQGLRRAAVPLQLQIKVLL
FWALSDAGKSRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGQAPGFALETAA
>MCE8439998.1 hypothetical protein LZ187_09460 [Rhodovulum sulfidophilum]AB17
MKYRISLLVMAVVCGGSEGSATEMAWLEVDTLESRLAGSDHTEVPVSELLPEGRILCAVGSYASDLPEGYDTAKEDLENA
GLLPVAEGNGLLFSVDEERHLHSAFALSVWPDTVILDVAEPLCIPAASAQIDLRKDTRSLIIKLERRE
>MCE8439999.1 hypothetical protein LZ187_09465 [Rhodovulum sulfidophilum]AB17
MNPLAITRLAANLMVTAFGVGLLGVYAVTQAVTAELVVWLGGLAVLGGVAQFLVSVFFPRSIRPTWDEMAVASHRGAYQF
GYWCAVLSFWVFFFSAQYTTANLDGAFLTLGVLLICAPSAWMAVAALRK
>MCE8440000.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MVEVSRKTINTVENGVFVPSTTLALRLARCLGVSVEDLFTLSD
>MCE8440001.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
AIGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGPDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAILLLVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERLEDRWLE
FGESGLVLAAASLLGACVNSLLLRRGSPPRGLVGYGVLLLAIGALVLSLLASDPAFVIGMAVVALAYAMAIPNILAEALQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLRRK
>MCE8440002.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB17
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDETRVAAPFAGTAIVAMTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>MCE8440003.1 hypothetical protein LZ187_09490, partial [Rhodovulum sulfidophilum]AB17
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
LARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGD
>MCE8440004.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB17
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRAPETRGAHVAATLG
RFLPLAAAPPLSAPEAMARRADVPTDTPPDTDGSAPPAGGATTGATVAPGPVPPEPAARAWPGAIAWVPLLALLLIAGGV
LVWLLLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPTNPAD
APGSRAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTN
NHVVAGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGD
WRGGTDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEF
LESAALTPATVTRPCQPQLLRPVAPPASAGPPAEAAAGVPDFNLRPSSDE
>MCE8440005.1 hypothetical protein LZ187_09500 [Rhodovulum sulfidophilum]AB17
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPAP
TPEPAAPPDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>MCE8440006.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB17
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>MCE8440007.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB17
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALSYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGAMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSAAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVEFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNAQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MCE8440008.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB17
LIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSD
HVASGVAMVNRGAAALSDIVERVSHIAELIGGIATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEAS
SLQRLVSRFRLRGVPGAARATRRAEPAPSPDDGRMPTELRKPAVNDGGWQDF
>MCE8440009.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB17
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MCE8440010.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB17
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIESHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MCE8440011.1 phosphate ABC transporter ATP-binding protein PstB [Rhodovulum sulfidophilum]AB17
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MCE8440012.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB17
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MCE8440013.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB17
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MCE8440014.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB17
MTRTGTGTGLTLAAALLACGAASADPEEGAYRSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTRAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPSDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRHLRGEAQLTDKEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAGPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASARTEGTDTDR
>MCE8440015.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB17
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKARLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDGS
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MCE8440016.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSRHRVRIGGFVLALALAGCTAMGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGQVPPAAEPDLVALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTPRAWIDAIETALGPGASSSRRVAAARTAVEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>MCE8440017.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVGLVHFIFHRHCWKPE
NVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKYVRG
>MCE8440018.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MCE8440019.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB17
MFKPDGAEVAVVDLSFLSETDRETLVVVGAQQPYYGAIAVAPTEGLRSKATLAAANYHDVDAARVAALKGCDAARKPEGA
PCVIAAEIRPKGWVPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIKGQGAASRALEACADQSGAADCRIAVE
DR
>MCE8440020.1 arsenate reductase [Rhodovulum sulfidophilum]AB17
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNATTEAALAG
>MCE8440021.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>MCE8440022.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREAFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVGFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MCE8440023.1 xanthine dehydrogenase family protein molybdopterin-binding subunit, partial [Rhodovulum sulfidophilum]AB17
MERTFGKSQTGPRFEDWRFLTGKGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLSAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAKTLPAAKDAAERIVFDLHDLDPHLTLTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPSGESYDVGDFPRVLARVETMADRAGFAARKAGSAARGRLRGLGLCYY
>MCE8440024.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSASCGYEEEGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAADAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLHRRMVLPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSLWFLMEFQSKVRDGNPLK
>MCE8440025.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MLATISRRDVLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWEGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYEGTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLSIEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRLRLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MCE8440026.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MPRMMRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGENYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>MCE8440027.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MAKALLGRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSVSVGL
SAALVAVVLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAWTGPARLARARVLS
LRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDSNSVTWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MCE8440028.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTPLLTLTALGIRYPGARAPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLLETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MCE8440029.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MSPLLDARDLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWGALRGRALR
RARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPEHVASLLSEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLATPRS
EILRRLIAAVPEIPAEEALP
>MCE8440030.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALATDRFDLVALVHAESATGILNPLAEIAALTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLS
RVEAEGPEAIR
>MCE8440031.1 DotU/TssL family secretion system protein, partial [Rhodovulum sulfidophilum]AB17
SRKMDEAMKAPGQRYHLLELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWAAVPLDARRRG
GQTPLWVIAAIAAAMLVALFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPIE
TGRVEVDQVNDWVLVRLREALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARA
ETVAERLGALVADPARLSAEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MCE8440032.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]AB17
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFG
GTRNCDWWFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVR
TRLAELHETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDR
MTEEPDGAARIAIFGLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPA
FLSGKGRSYFLHDLLKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYR
DAARNELARTVIDDSDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALEN
RLPQLIADDDTAAIYSALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRIT
IGIDPEIVRKARDAIVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFF
LDELTHARSRLKDDRWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVD
SPLARLVEEIGRQTRLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAV
SEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLG
RMLSAVEAEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTR
GPDGLEPIPGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGE
LSWPGPGSGVSLALFPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELS
QFSCPVSVEARP
>MCE8440033.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB17
MTVAGRASIGLLGKHPGYGDFLRAGLSDEVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MCE8440034.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB17
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDTEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MCE8440035.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB17
MTGPDEPRKEGQDGTGPDRTMVSSPPPSPSSAEEGEAPDRTRISVPPGASEDAGDERTAFMAPGGGEDATRISVPSAPSG
PDASPAAEEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQL
ADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPG
GAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAE
RRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGLTLPPGLGRPGAARPAGAD
>MCE8440036.1 DUF2213 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSLHRITANFSPAGGIRHEQFEGRDHLVVPVVMICEGVLNGALVPLAEFSRFPEAWNGLPVPVLHPEEQGQAISANRPDV
IERNTIGTVFNARTEGAKLKAELWLDTEKACRLGFCDLMKRLEAGECIEVSTGYFADDDPQAGEFNGRPYSMIHRNIRPD
HLALLPGQIGACSIADGCGTRTNSKKGPLAMKVNEAWVVMGKALGLNTNCQCEDEDKGMDISKQAEALVKANALDAKQLA
AIQGMSPEDRAVMAAFVEALGKSTAAPDAMEGDDPAPDAPADDKPAPFAEKAAKPATNGRIAVNAADLNKLIANGVQEHL
RRHDVAARLKANAANKLTDAQIAAMPVEQLEAVEQMIRPADYSGQGGFAANSDAIETNVTPLTPRGVLGGKKKEA
>MCE8440037.1 hypothetical protein LZ187_09670 [Rhodovulum sulfidophilum]AB17
MSSADTPKTIELYGFAVMTEALAFGPITPGMLVEPADDRVRPDATAAGTAAPSFAVENGMTGGGIDDDYQEGDPVLIKTF
APGSRVYALAAAGADAIAKNAGTLAPAGDDEIAVARAVEALDNSGGATPARIRVVVIPAQRTAAV
>MCE8440038.1 bacteriocin family protein [Rhodovulum sulfidophilum]AB17
MPFDTLDAFNGSGLTGGENAILARRPYIATNGRHAGRPVITVNTGTLDASGNPVYTERPINTNATLRKDEWVDLEDQIIE
AARERLVIVDDFHAAGLTYNVGGLGTLVSEWETGSEITDAQITMDGETETEKDRQEFGLAGVPIPIIGKRFSIGERMLLA
SRQRGASLDVTTGAEAARAVARASEKMVFFGARVAAADSAGNRFNIPGLTTMDGRVTFKLSDWLDTEKVTPQMIFREILQ
MVALMEAKQRSLGPFTLYIPGAYASRFREDFKEHGDKTLMERVLDEDVIRAVRISDVLTKGNVLLLDMQRRYMDLGVAAD
VTTVQWQSGSGFTNHFMTYAAWAPRLKADFDGRCGICHGAVGG
>MCE8440039.1 DUF4054 domain-containing protein [Rhodovulum sulfidophilum]AB17
MAGVCIAPYEPARQAAIVKWLAAHLIASTNGAAGTGAGSLTSMSLGDASETYAKAALTGEGLRATHFGQQALLLDTLGGL
ARLGRPRASAEVI
>MCE8440040.1 hypothetical protein LZ187_09685 [Rhodovulum sulfidophilum]AB17
MAVYTRGLTQAATYFPPAGVNGFGDPQHGAPVAVVCRWQDKAVLFRDEQGREVTSEAVVYVSQAVEVGGRIGLGALTDPA
KAREIRQAGSSPSLRGGTEIITAWL
>MCE8440041.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB17
MAIKVEGLDDLNRQLRKIARDAPEAAQRGAYAGGLLIQSEAQMLTPVEHNNLRGSAYTQKIPKGAEVGFSAEYAIFVHEN
LEQKRKGKPRPSGLGTYWNPGGPKFLEKAVDENVEAIRDLVEAEIRKALEQ
>MCE8440042.1 minor capsid protein [Rhodovulum sulfidophilum]AB17
MRSPAHDTALFLAAQGATGAFGGAEGWPVYVGREPLQPVDVVTCYDTGGEPGLLVDLRCPRVQVRVRSASYDAAWQRAAA
IYKALVPPVVLAVPGAAILGWMPSSEIAFIGRDDEDRALFTLNFEILRDSAQPA
>MCE8440043.1 phage tail protein [Rhodovulum sulfidophilum]AB17
MAASSGRAVLVSMGDTDLADELRTKTINFNGELIDVTADGDDGWTATLDGEFATNNVSVALEGVLKGDTLADMAFKGAQN
DFTITVADLFTLSGRWQFQAGFSIAAPYNDGTTFTGTLQSVGEITKGAVS
>MCE8440044.1 hypothetical protein LZ187_09705 [Rhodovulum sulfidophilum]AB17
MSDVFREQSFRFQGRDLTVVPSLALLRRIKARGVNNVALANKCIRGGVDLEDLAAVLFEFLRAAQVPEGEERPAVSEDES
YAFLIDGNQTEIAGFKMAYVQAVLPTVDMGKKPAAPGKKGRKKARPTKAS
>MCE8440045.1 hypothetical protein LZ187_09710 [Rhodovulum sulfidophilum]AB17
MHEFEWRRPSTKGDYAGGMTEGDLQAIEEESARLRAKVKAKRDAISQAA
>MCE8440046.1 hypothetical protein LZ187_09715 [Rhodovulum sulfidophilum]AB17
MPFLKPLNVEITGETEGLERAVDRAGRSLRGIGTAAVAASAAVVGAFGVMAVKGMNAAKSINILAQRANATPEAFQKMAF
AARTAGVEQDKLGDILQDVTDRVGEFLSTGSGEMSDFFEKIAPKVGVTAEQFRNLSGPQALQLYVDTLEKAGVNQQQMTF
YMEALASDTTTLLPLLRNGGREMRKLGDAASDAGQIISDEMISDLQDANRSMSRVSATIEALEIKIAGAFAPTLSDAADK
LDDLLSSADAADAISDMAEAFDGLSEAILSEDFLGAAASGIATVTDLAAGLARGAVTLSDNLELVTTAASAAAVAFTLMG
GPLWAIAGALGTALVGISKWREKAEDAAEGSKTAAEMQAELNRVLGVFTETGSPEAGKAAVDLARDNYELAKSALAAAEA
ELAKAKAAQAAVPRNSFNYRGGTADRGEVAYRMADRAEAAAERLAAAQEQLAEAKAKLEETLNTVGNGGDGSEDKPGDKP
TKEKEDPILPGLPGADEIKESLKERLEALQEGLKTENEVLQEW
>MCE8440047.1 hypothetical protein LZ187_09720, partial [Rhodovulum sulfidophilum]AB17
GDLGHLERLVVEGPERAQNVLRCSKRLCLAALVRKPLDVRKPVLVLLFQLFLEGLIFLVVDRLGFSRLLKCLQALLLPFL
KNFVLGFQPLLQGL
>MCE8440048.1 hypothetical protein LZ187_09725, partial [Rhodovulum sulfidophilum]AB17
MRFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PARRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALV
>MCE8440049.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MCE8440050.1 adenosine deaminase [Rhodovulum sulfidophilum]AB17
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEEAA
AEGVIYLETFLAPDFCGGCDLSAWVDHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MCE8440051.1 phosphopentomutase [Rhodovulum sulfidophilum]AB17
MTRAFLAVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETCRSGPLKLPHLDALGLGAAIRLASGEGAPG
LCAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFARTAHRHDYAMAPPA
PTLCDWVQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MCE8440052.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB17
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDVEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MCE8440053.1 cytidine deaminase [Rhodovulum sulfidophilum]AB17
MPLLTAARAVRENAHAPYSRFKVGAALLGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MCE8440054.1 propionyl-CoA synthetase, partial [Rhodovulum sulfidophilum]AB17
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRL
>MCE8440055.1 hypothetical protein LZ187_09760, partial [Rhodovulum sulfidophilum]AB17
MAECLRGPVGVEAALARLGVALPDCRAAVVPVARAEGPKARRAAEFRAGRLAAAAASAALTGMP
>MCE8440056.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB17
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MCE8440057.1 (2,3-dihydroxybenzoyl)adenylate synthase [Rhodovulum sulfidophilum]AB17
MDDFTPWPEDLARRYRERGYWRGVSLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLQPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDREGRPCAPGQTGRLWVRGPYTFRGYFRSP
GHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>MCE8440058.1 AMP-binding protein [Rhodovulum sulfidophilum]AB17
MYDLTPMQAASWVNGHAGARAAQGPSAHLYVEFDRSDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPDPGPFL
VRHDLRRLGTLDCQLALERIREDQSHQRLALERGEAVAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYQDGP
GCDLPPAGDFATHLGVRHSDPARPEREAAARAWWQDRIAALPEAPDLPRPPGRREDAPRTARLAERLDPARTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLPALAGRVQADLAGAIGHS
AHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPRGSILSELARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKAFMDRLRALSDAAPAPRSWPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAA
HPALGLRIDASAGRQYLARRPGLPLLTRDLRSAPDAEARLQALWQDFARSPCPLDGPLWPVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPPARPASAPLPVPPPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTALGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIAIDHDATSGTPRERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLDPATVKAILDASLRALETMARTGELSLSDPLVPVELPPQSPHVADPAPHLLRIAEALDRGRGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSG
EDLPGRPCLRPGDLPRPGGALPDAAMLRLRSLDTGPGYYLFTSGTTGTPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQVESLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIGPEVVSAAEDMTARGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQTMVVDLAPGDGRETTLAALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAAR
ALALSPAAPCSDRLGREVLDIYLRQTGPDPEATIDSPLIELGLLPGHLIPVAAALNARFGTALRPSRLIPARTARQAAQL
IPSRPEPEDLG
>MCE8440059.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLID
>MCE8440060.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB17
GIITPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQGGGNRSAGAPHHTICASKKDQNSLLAATMVHVGN
GERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAREPMSTILKEGSHQTPVAAWFAKYYATGDGARMD
APCHTVTVKDRMGHMQADLAAPPFAREHEARAREVAEFLRAHGAWDGGEFVTLEIDGQSFVVIDIGMRMLSPRELFNAQG
FPPDYVIEGAWEGLDSDDPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCKHLAENHRETA
>MCE8440061.1 hypothetical protein LZ187_09790 [Rhodovulum sulfidophilum]AB17
MMAEIQWPREIWAAQPDPDDADGRHVFSEHATVPRWEGDRDCAFHRYVDGDIVDSADRYHREMLTALRARAETAEAERDR
LRAEPERLREVEAEYRIITETTPDTLTRSFGRFEAEATPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALR
WGLDRIEAELGEDLRYRAGVMAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRAS
DAFPKPVEEPADKAFREAVAELVDCAMKEGKVDGEAWGGIPDAHA
>MCE8440062.1 site-specific integrase [Rhodovulum sulfidophilum]AB17
MKYHRATGIRLPDLPETHPDFVAAWAAAEAGSADPLAKAARVAPVAIGSLSASIRAEQAGRDWKSLSAVYRSAMKREFDA
MSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQVKRRIVKSEGFPAWSAAEIASYR
ERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSALPAFASGWAVELSQVKDALQVT
SGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIMAWGGHQTLQEAERYTRAAQLKK
LVMGDEHIENSVSLEIRDTKTAKT
>MCE8440063.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB17
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARRDVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MCE8440064.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB17
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MCE8440065.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB17
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKSPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYIARSDGAPIAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRSDGPELIEAI
>MCE8440066.1 hypothetical protein LZ187_09820 [Rhodovulum sulfidophilum]AB17
MPIVFVLTSIMGGVFSATVVSLILETGWGAILLSYWVGGMIWGGAAVSFVALRSDTDSSEAEGHEYETSEYETSEYGASE
YGTSEYEDAGQGALGARSRTARSRAPEDVEEADRCGQFF
>MCE8440067.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFVAEGEAVIGSAVDLALGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDHDHDHDGHDEDGHDGHATDGHDHDALAA
TSADHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRAT
GDTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALL
FGTGILCGFGLGYVAADALSRSFALARGFPLPVAFTPADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MCE8440068.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAENSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MCE8440069.1 hypothetical protein LZ187_09835 [Rhodovulum sulfidophilum]AB17
MTDPAAPDRTRRLCLALAPGLLLPGLFLTTTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>MCE8440070.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB17
MAKRRKLQAPSAEELIRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAETIAEALRRTTGKSIGVVSTAEIEDATPAAVVAHT
RKRGEKADIVGMFHDVRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAARGSDAERLLGLFHT
GNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVIDTIEFDQAIASAR
AFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSRRLAIFSSNFPDHY
ETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEFKGYMEQSDVYRVL
VDAFALGAPRN
>MCE8440071.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADVATEEV
>MCE8440072.1 hypothetical protein LZ187_09850, partial [Rhodovulum sulfidophilum]AB17
IYVLGFSAAFRDVYVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAGGVVVAEIWIGSVDPESDT
PFNAGRFWNLLFLASALTMVLIGAILLATSSKVSGKLRRMQGARLTPLRPAYPA
>MCE8440073.1 adenine deaminase [Rhodovulum sulfidophilum]AB17
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGADYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAELVLSGGRAATASAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MCE8440074.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB17
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGASFGVSPGATPALLVAARAVDLPLLPGAAPATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPTNAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>MCE8440075.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB17
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKSLLAVGRAPNLGIVTAYNDMLS
AHQPFERYPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWTEGAG
ESLNDKILRTVADPFQKTGGLRALDGNLGRGIIKISAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAANGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAKGAGIVV
>MCE8440076.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB17
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDS
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLILTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFSHVGGFALAALA
AGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MCE8440077.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB17
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAVIAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MCE8440078.1 hypothetical protein LZ187_09880 [Rhodovulum sulfidophilum]AB17
MRDDGEPGIDRAVDAAEKESQMPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPE
ILDARVPSGDVFLEVLAPLEPMDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRI
LDPLAMSLPFGVMAPAELYDVEAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVA
RELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRP
DELVDFAAQLHNFPGMPKKLILDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRV
DGAQDFKWWDASTQTLRHDDDYLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLT
FAHNTPFLYTFWLSKFWRIREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVAL
PGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEV
TEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYA
GRDSFDYLRPIAGRTLFTALRHGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSD
SMALVFSRHLPE
>MCE8440079.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB17
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADAGAHALVLAPVPDCPGL
FTGPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVS
VVGPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSD
GDWMRDRAGCNARTAPISIYEVHLASWKRRSDGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLT
ANALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVT
RPVDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKF
SNLRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPEHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWI
EADDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQSACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQA
ASAEICLPPLSTVILVQEDV
>MCE8440080.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB17
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIHFVAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADGGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAGDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MCE8440081.1 OadG family protein [Rhodovulum sulfidophilum]AB17
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRATRKTTAAAPQAPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MCE8440082.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum sulfidophilum]AB17
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHPEGHRRGGDAVRLVSGSARAETELGWVPTRSDL
>MCE8440083.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB17
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLR
SKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVA
AMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAI
AQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MCE8440084.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB17
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MCE8440085.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB17
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERATD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFGLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MCE8440086.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB17
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAVPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLTLWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MCE8440087.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB17
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAVQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MCE8440088.1 type II toxin-antitoxin system Phd/YefM family antitoxin, partial [Rhodovulum sulfidophilum]AB17
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKG
>MCE8440089.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELERDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MCE8440090.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MCE8440091.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGASGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKAPPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>MCE8440092.1 c-type cytochrome [Rhodovulum sulfidophilum]AB17
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDEETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>MCE8440093.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB17
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>MCE8440094.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB17
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPMPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GENVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDA
CEREIAEHTNVLGVVLNAYRQADAKG
>MCE8440095.1 chain length-determining protein [Rhodovulum sulfidophilum]AB17
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQGAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPRERGSRLRRRNR
KEPPPSGSIMPG
>MCE8440096.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRSPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLPTTRAYILHRLKHAGGSGKEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MCE8440097.1 sugar transferase [Rhodovulum sulfidophilum]AB17
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEIYDRDMSLRTDLDVLFKTVSVVVRATGC
>MCE8440098.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB17
MPAPIRLVATAALLSASLMLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNR
QQAYSQYLRLAEQYPDDLEVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAATDDASARREAAA
RAEALLAEQPDNALLHVTLLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKGAETLLREMVAKFPKD
KENKAALIRFYLAQKDLDGAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLD
FEAGRRDQAISTLETILNGAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAA
IAGLRTALDHAPNDSQAMTLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAP
DNSDLLNTLGRLYLQMQDYGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALI
RARLATGDVDAALAQAQELRQDQPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDPTRPGIWLELSNLQMRQGDRAAA
AASIGKGLEQTPDDPRLLWAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFR
DTKVPAMQDTYGWIALRRGESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKTVEIAGPADRRPQIEE
ARAQIGA
>MCE8440099.1 hypothetical protein LZ187_09990, partial [Rhodovulum sulfidophilum]AB17
GSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MCE8440100.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB17
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQP
VALAGLPEALAGASRVHLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MCE8440101.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB17
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPAAGPDSRPEPRGEARVDAVAEPRAAMRDGTAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAV
AVAPDRIAPVGTGAGAGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMA
ASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLL
LIDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRARIGRRADEVFSSGRRTALGSAALAL
AGFDLR
>MCE8440102.1 hypothetical protein LZ187_10005, partial [Rhodovulum sulfidophilum]AB17
MRSTTALAAVLSLGAAAAGAGTIYWSGLGREGIWSDPDNWADAEDNPIEGDAPGLDGMPVGIVLGEAATGPIGLETGRAT
LSALELTDNSGTTLTDGTLAFSLPDGASGTAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLSGNISGTGALRLRAE
GDSEITLSGRNSQTGGTVIEAGTVAATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASVEGARGGLELADGSL
TVSGGPASSFGLGISGSGGLTVSDGADLTLGAANSYEGGTVVSGGALTVTAGGSLGSGDVSVADGSLLTYGAALGADQTV
TLGDGGLWTLAGDETVRGLAGTGTADLGGNRLDIALPGTDTLAFAGSLKGGADSLLALTGGGEYMLTGSLSDYRGGFRIE
AGRLGLSDAGGALNDNALTLAGGTLVADLDNAFGGTIATEAGSASTITAAAGTTLSLTGGMALAGDLSFTAEGEAAEIGL
KMASVTLQEGVSLGFDRARFSIGSEAAAGMFAAEGGTRLGAEAVLDLAGHDVGIARLTGSGRILTDSGDAVLGLGDGTDF
GGVLADGAAGRLALETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGT
IAALTQKAGSFGNSGTVSGATSVEGGDLSNTGTLSDDVSVSGGSLTSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVL
VSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGNIETAGGKDTALNLTDGGGFTNNGSITAEDGSLTVAADTI
TISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENDGRLELGADLSFTGVGEVSNSGT
VEIGANGRLQAERIGNAGRLNLGAGAALEGTGNTLENTGTITVGNGGSVTDAGAIENRETGLIEFTGGGTIASDSDQSGD
EPIRNAGRIVTTDGGDDTITLGGSNPNVLENLASGSLEIGDSDSVIGSATTLDNAGSVTIGSGSTLELAALATAAGGSLT
NDGMLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGALTVTAGSLTGLSVS
GGAADVDVAVGGTADVTGGLLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAVTGGRTENTGTIG
GDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDLRSGTVTMAADTD
AVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGARAEIDGTVAGAVENDGEIALGGTIDGPLGNDG
TVTVAAGDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETEGRLALGENATVSGDMVTSYGTVTLADGSRLEADLVSS
GRLTASGSATVDGDLTLSDGAVLSLSDGTTGDRLDVTGDARLNGTIGMDIDLTDGAQSADAIYIDGVASGSVLLAFNDLT
AGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAAGDGWGLISGANPAFGGLSSGLALTQSLIGSVVN
>MCE8440103.1 DUF2254 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
APRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGSFLVAGRALAHVNPPGDIDHDAICAAFEIEAVRSFEQDARFALAVLS
EIASRALSPGLNDPGTAIDILGRLEQLLAECPPAGDEIRYPRLHAPPLRAYDLVEDAFAAIARDGASMREVARRLIHALN
TLRQGDDPALARAAEAMTRRALAHAEAALVLDEDKAGLRQLAGL
>MCE8440104.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB17
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNIAVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMNRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>MCE8440105.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB17
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MCE8440106.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB17
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MCE8440107.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB17
MQDPFFFGYGSLVNRATHDYRDAVRARISGWRRVWRHTALRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALHQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQMLDAAERDTVDAGLKARGVRQFLPG
>MCE8440108.1 response regulator, partial [Rhodovulum sulfidophilum]AB17
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIADDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARLRPPRARRM
>MCE8440109.1 chemotaxis protein CheR [Rhodovulum sulfidophilum]AB17
MSASSLAPMQTGRAENGDRIDDKSFSRIAALVNRQTGIRLPPSKRTMVEARLRRRMRACGKPDLAAYCRFLFDEGGIERE
TLHLIDVVTTNKTDFFREPDHFRFLAGPGLEAMLARRGRPCRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGT
DISTAVLARARMAIYPTGFAAPVPEPMRRRYFMAARDPARQELRVVPELRARVSFARLNLMDAHYGVDADFDAIFLRNVL
IYFEREVQIAVVGRLIRHIRPGGFLFLGHSESSVGSELPLRQLAPATFQVL
>MCE8440110.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB17
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAPVDFLGMIDVRGQSVPVMDLRRRLALQAAEDSHSTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDDESMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>MCE8440111.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB17
MKLSLRAKLSLAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLASYLENSGRILRYSRSNQKDLAGRQMSDSLGLFDTVTSDLT
QLVAFNSTGAKSASAEGDIAYATSQKVVFGVIALALLIGIGTAVFLIRNITRALGGEPDYARAVIREIAGGNLEVEVATR
AGDRDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMASTAE
ELESQSGQLQQVIGYFRLALDDLAGRTGQHHAGALRGGRTDSSPVEEAIRKTVRHSAPARGAATGGFTLDMGGDDEIDGQ
FLRNGAA
>MCE8440112.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB17
MSGAGKDSAPAAMRALTIGLRGEVFALPAETVSEILDMGPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPTLVGIIADKVHDVTEISEASVEEAPKVGMRWPAEFLRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FATDERTVK
>MCE8440113.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB17
MTRSADPVETFRQEARDLLDGLEQTLLDLEQDPGDGALVDASFRALHTLKGSGAMFGYDEVADFVHEFETAFDRVRKGKA
AISPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGSGAASGEAAAAAEASAESVRLRFRLPPDAIAFGTD
PLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPGQIDDVFLFVRDGMELTLEQLHPPKAAEELSD
TAAPADAARRGREAGGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGEDLNLKAVVEELERLSSGLRDTTMGIR
MVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEAPGARGHAGKPARGRVRL
SAAHTGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKRTIEG
LRGSIELTSTPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPAAPEGRETGRNFLNIRGRLVPFLRLR
ELFGTRAERAEHQKVVIVSAGEARVGMVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFVQAY
ESRLRGEQLERVA
>MCE8440114.1 response regulator [Rhodovulum sulfidophilum]AB17
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNPIDAVITDLNMPRLNGLDFIRKYRSHGASAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>MCE8440115.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB17
MDPEKTDGIGPGKLCLAHELGLRDAAGIRDRLLAALNGEGAVVVDTSPATGMHAAILQILAAAARDAARQGRSFTLIAPP
GGACATAFERAGLDLPGQAPAA
>MCE8440116.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMDLYEARAAIECEAAKLAAR
RADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIHFVRLIDLRTLSQRDGPEV
VTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MCE8440117.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>MCE8440118.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB17
MNRADPQTAARSVPDPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTG
YPPVQGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLE
TRWDDNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQT
SEAMKARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRA
LGVQLINETEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIE
VLEEACLKLRAAVARLTPAKEGPSA
>MCE8440119.1 RraA family protein [Rhodovulum sulfidophilum]AB17
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIAKGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MCE8440120.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB17
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYAKENPKVVTMATGNFGGD
DHLAGLQLEKLTGAQFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLAAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MCE8440121.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB17
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MCE8440122.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB17
MDLFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAI
LLRIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAV
FLGEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQP
FLKTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPT
VTLGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIIC
LSIVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALL
VLTTVLPPVWKHIRARRAREA
>MCE8440123.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB17
YSAEPVRLKKSGWWGPGLVGISYESLPWFTGAAVLSAGAPSVYIVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPV
TMGPEKAAWVASVVMAVPQAVVIGLLALWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAF
AIRSLGGA
>MCE8440124.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB17
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MCE8440125.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB17
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MCE8440126.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB17
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDMNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGELASA
>MCE8440127.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSAARLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MCE8440128.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>MCE8440129.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIAIELAS
>MCE8440130.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
PPPRRSSGSAPPEGISAKKKTPFGMEVEDFILHEMTEALARNADYTARRNAVAEWNARHAVLKKGIALTPVKFGISFTLT
HLNQAGALVHVYQDGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKA
ACDEIRGRIAAHLAATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYF
AYGAAVSEVVLDTLTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVG
DRPQVFNVALWDGANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MCE8440131.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB17
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLQASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVSPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPATAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MCE8440132.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLEPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>MCE8440133.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRIIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVTICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MCE8440134.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPPTARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MCE8440135.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKLNAILAGAALALGLAGAAQAQDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MCE8440136.1 hypothetical protein LZ187_10190 [Rhodovulum sulfidophilum]AB17
MKLTRQPLTFVLSPRQMSDATGALALLDALPPVRMLRKDNGCNAGWLR
>MCE8440137.1 hypothetical protein LZ187_10195 [Rhodovulum sulfidophilum]AB17
MQLADVNVDVDMPDIQSVIRARRFRWYGNIPPMPARKRRSGKPGWFRTIAKAKPESAKVRTRKQNITVAAMQMVERKSPL
PSVVAGGHAVPALETGEHVLNPMTLLVEFPVMLRSLLATAPGWALVVEEMHFYSEA
>MCE8440138.1 acyl carrier protein [Rhodovulum sulfidophilum]AB17
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MCE8440139.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB17
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MCE8440140.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB17
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAASGQVVQAAN
DNDPGQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MCE8440141.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB17
MRGLFNRPITKLSFVPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALSHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEGSEVEDCSAPDFLARKG
>MCE8440142.1 YceI family protein [Rhodovulum sulfidophilum]AB17
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MCE8440143.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB17
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MCE8440144.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB17
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MCE8440145.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB17
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MCE8440146.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB17
MSDSLIDPADPPERQAEKLREIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRTAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLGETAAPKPAPKALPAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAAD
>MCE8440147.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MDRNATPARTLSRQPPLVREAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQEAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGIRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRVGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQVPPCP
TA
>MCE8440148.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MSPDPIRPTVPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MCE8440149.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB17
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEEGAE
APKGKGWLGRMMTRKAEAE
>MCE8440150.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB17
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGCEVATIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MCE8440151.1 xanthine dehydrogenase family protein molybdopterin-binding subunit, partial [Rhodovulum sulfidophilum]AB17
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQVHAWFVRSQVAHGRLTSIDTAAAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGF
>MCE8440152.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB17
SAWVEMSFFAMWNSPWARAFGAPEAVRRTRKTTAELRAMPIVQTVLSHVDQGDFVEAVIRMLILLAESRGSVRRDRLERS
AWVLNHDEPFASLTAECRARILHEQTLIATHDPEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRA
VLGLSPLAEDVVEDPLASHGTVVHDADMARSGSAATGVPGAEAGVGDAPKTVSERKTSE
>MCE8440153.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB17
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MCE8440154.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB17
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MCE8440155.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB17
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MCE8440156.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB17
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVDDILAATSAALIVPDDVAEMVLG
>MCE8440157.1 hypothetical protein LZ187_10295 [Rhodovulum sulfidophilum]AB17
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAETG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>MCE8440158.1 terminase family protein [Rhodovulum sulfidophilum]AB17
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRSQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>MCE8440159.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB17
MAAPNIIEIPDNGGMVAVIADLHLRSYLRHGSNPLQFHGLQDRPLQENVDALIVAGDLSDTFGPSLQDALAYLTRYVPAD
RIYIVPGNHDYYSGRLDDENRLRDLVHASGSWFAQKTELRHRSDRFLCATLWTDFDLLGDREAAKNFAPRFMRDFDMISI
EVPGHELLDPDEVLPRRIVPITPEDIIAVHWEHRAWLEERLATPHFAGSGRTFVVTHHGPHPSAAGPIEGLTPAFHSNLT
EVLERSDIDTWFFGHSHRRLSCTVAGTRIQNVSIGYPDEDHGDDEDDLAEVCFIAAALDAQCSNEVRELPAVEQDFEYAL
RCSETGSPVLVDKLTPSTRAFLRHALRGRACPVVPEGDAYYAIDVIVALGRTARF
>MCE8440160.1 hypothetical protein LZ187_10315 [Rhodovulum sulfidophilum]AB17
MMPFDAIIAISGILVCLVGLVHVVIAYRGATRSAEPDPERVKRFVESAPPIPGHLLYAHQDQCPEARPSHMEEAESGKEN
QKDHEAPC
>MCE8440161.1 TniQ family protein [Rhodovulum sulfidophilum]AB17
MLTTPLPLAPDLQDRETAFSFVSRLAAMNGVDTAGFCTDMGLSFNKVIDGNPEALARLAVLSATDVEDLRHWSPRYLGNR
EHEFRGNRLHAKAIKASTVRGCPACLREDTEATPGRVEGGMYIRGHWLFRPVTLCLKHQHPLVPLWTEANVSCRYDASAR
LAEISPAISAGNLDKELRAPNPFDEWIEARLAGTPIESWLDQFDLYAAAHFCELLGRAIWAVRFPKWKKFGPERAWMSFE
MGFRFATKDEATVRDTLMQLQETIGEPTDGPKKKYGALYDRLAFDLLGEAYAPFRELLRDHIASTWPLGPGDDLMGEPVL
QRKVHSVRTAARELGMDPRRLRKLLVDIGLVRPAETGRDDQWELFDAKAAQPHLDRINTLVSAKDFQEALSMSRSQFELL
RKEGHFPPAIDGGEHKPLWDVRAAHLHLESLLTGAAPIYVTMHGWDDIPTTAQSLKVSPGTVLKLLEGGRVQRIGRHTNR
DGYASIVVTKGEIERLLERPEAPGLSIDVFARQCGLTRSAAMRLVREGHVTSTEGRHPKTNARQRFLAPGDLAAFHERFV
TLRGLAVELGMPWQALRPKLAAAGLEPFSPDGQDYGAVYERSAATAADLAVAKPRSHQNKEKDGE
>MCE8440162.1 hypothetical protein LZ187_10325 [Rhodovulum sulfidophilum]AB17
MKYLITTYDRHDVTDHANYCEAHQIPCIYALVLGEKCTVFVHCEKLTGPRSQAIKAHEAEFAEFIARLDNTYAKPAWIQS
TLPMSFWYHDLPASAAEDVAEETYEFLRTILAPFDDK
>MCE8440163.1 hypothetical protein LZ187_10330 [Rhodovulum sulfidophilum]AB17
MDYSPDDWVILKVSFATRDRAFTRLRVLGGWRGGYLDGDAWRINSGIQAIHADDIEYRFLGQSGSVYLCRRGGYRMSRIM
ASGLEELKRQPTVVDAEVLEDRNWSEPGLLETFHSTTADDTAAR
>MCE8440164.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
SKITAIRFRNYKRLQNFTLRAQDGNILVGPNNSGKSSILDAFRLLEAGIRYSRRKRPSLLNTPEGVFDGYEIPEAACPFH
LVNVITNYDDNEAVIEFDHENGATAHLRLTNDRTVRFFIDARGRRFGTSKQFREAFPVDLIVVPTLSPLESYEPLIQQET
VRRNRTTRLAARSFRNIWYLEDDAQFKVFKERVERAWDGVSLQPPELVRDTPARVEMYFEENRVTREIQWAGFGFQVWLQ
IHTHLIRGNQGSILVLDEPDIYLHPDLQHRLYKDVKELFGQYFLATHAVEIINVAETSEILMVEPDRRMAKRIKRDADYD
AMLNYIGSAENADFAKIARIQKVLFVEGQDAKILRRFARRLGLENLASEQKSPVFQLGGFSQWRRAESTIWAFKNLLDIE
VATMCLFDRDYRSSEEVQNFIAYMGSSDLECRVFGRKEIENYLIIPKAISKSVSARLERAGKDAAAVTPEAISSIVDSIA
SELKNSVSAHITSNVLRFAREQKSKEDDATIISRALATFEDKWGKFEGRCTLIPGKETLKKIFQRIQENYGVSITIAMIQ
DQIRPEDLDDELREVLNQLDGFFAG
>MCE8440165.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB17
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGVAPPGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MCE8440166.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB17
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVKGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVITGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPDAMAGDPVERALDRLAEEIEADLDLDEL
LTLAR
>MCE8440167.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MARGEEIAAENRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPEG
>MCE8440168.1 di-heme-cytochrome C peroxidase, partial [Rhodovulum sulfidophilum]AB17
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKPGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
ELDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILHVGTDERECEILTRTARTGVLEGAKVPLSSNAL
GAEAPAFDLLGASVIGAIIQNAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAEPCKYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSR
>MCE8440169.1 glycoside hydrolase/phage tail family protein, partial [Rhodovulum sulfidophilum]AB17
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
SWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVSDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAID
>MCE8440170.1 NlpC/P60 family protein [Rhodovulum sulfidophilum]AB17
MIDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEEAAEGDVILFRMRDDTVAKHLGLQGRVSGMPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MCE8440171.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB17
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPQQNALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>MCE8440172.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB17
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MCE8440173.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB17
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MCE8440174.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB17
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MCE8440175.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB17
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MCE8440176.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB17
MTAQNGKDILIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MCE8440177.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALIGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MCE8440178.1 head-tail adaptor protein, partial [Rhodovulum sulfidophilum]AB17
SELALSRVLYRVVVRGAPPGAPSRPAAGQRFREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>MCE8440179.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB17
MPTVRPTAHRFLTSILFAAATSFAAAPFALADQASAPTIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVENGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVAGAYRMVL
GDQPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEMA
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPEVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MCE8440180.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB17
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYGADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGVSVEQALDLWGALQATGLRLVSPAASQEQTLGDTSWLGRFIAGVETRSMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGGDGDDRLSGGAAAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGTGDDLYAVDTSSDRILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGL
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGAGEDRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHALWSGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLSAVGALIDDLQIV
>MCE8440181.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB17
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGLMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPKLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>MCE8440182.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB17
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MCE8440183.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB17
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MCE8440184.1 hypothetical protein LZ187_10440, partial [Rhodovulum sulfidophilum]AB17
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQNNPPVQPAGYTFAIWSVIYVWLLISAGFGLLRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAAIAGAVLAGFLTVQ
>MCE8440185.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NESLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLVELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MCE8440186.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB17
MQTCGSPRVRRADGPPRFQSRRTLSVGLLLGKALRRGFKWRPDQGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAG
PRDRAEPLAEAQHRAWRAIGRVNVAGFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRT
ARAVRANPDFHPGKKPDSRSLRSDVAILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRDRDHVNVMEIL
CAYICENSHRPPSSQPLSRSEETGAAKASLSELTDLTDVQTALTVLGRRAESRRHLETAAHYRLSLSRCNLAKCDLSDAD
FSHAAFAGSNLNGAFLYRSRFRDCNFTSASMKRVQGYESIFEGAVFENANLSQATFNRSCFLFSPETQIGANFSQAQMED
SVVAFSGVRGSDRWALGANFAEATWKNAIIIGFESQRDTDFGFRTARTGADTPPRPATIHQGLAFRDCILGAHHIGTLDL
ERCFGDGTVVLIGPIIRPPHWPSEALSPAAFDRECARWRADPASYVPPQDRA
>MCE8440187.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB17
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MCE8440188.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB17
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPSGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEAGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MCE8440189.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB17
MRLKLVPSNTNWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MCE8440190.1 TIGR03862 family flavoprotein, partial [Rhodovulum sulfidophilum]AB17
KSGLNLTRAEPFDRFLAAYAEAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGA
SLRRRWRWAGWDGAASVFDTPDGPRRVEADVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMA
RHYGAPVKGVALRAGSGAWHRGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLR
KALGLDPVRLALLMEFGRPLPGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYAAGEMLDWE
APTGGYLLTACLATGLWAGRRAAARLGRPV
>MCE8440191.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB17
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MCE8440192.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB17
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALTDWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLIDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MCE8440193.1 LPS assembly lipoprotein LptE [Rhodovulum sulfidophilum]AB17
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MCE8440194.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADIPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDGRGRPVYHLPEEVENGRLKASGAAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MCE8440195.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTISSFSRVALIAVTTAGLSGCGGGWFGGSSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MCE8440196.1 multidrug MFS transporter, partial [Rhodovulum sulfidophilum]AB17
IFFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAACEVVASPVARNATLVQTFIFAGFFGFLTSTQQIYDIYF
DRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSITFFGMN
ALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPRR
>MCE8440197.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB17
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGVPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDTAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MCE8440198.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB17
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVATEAGLWI
AALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAVRGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MCE8440199.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB17
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKKEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQDVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MCE8440200.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB17
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MCE8440201.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB17
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPAIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MCE8440202.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB17
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARTKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MCE8440203.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGADAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAARETVGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTPNRRLVRLPHNINDAAFSDALYTHWKEIA
>MCE8440204.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMSAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MCE8440205.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPELGLARCHYPLETE
AEETAR
>MCE8440206.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB17
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MCE8440207.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB17
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MCE8440208.1 hypothetical protein LZ187_10560, partial [Rhodovulum sulfidophilum]AB17
MRSAALCLSLLLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEM
>MCE8440209.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVRFATLKTRSIFDYVNVRATGGRGRQEALIAPSGKGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLAARLAGILPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTLASTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTALAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MCE8440210.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETAGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLDPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAT
ADGQVAA
>MCE8440211.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB17
MSPFRLRPALSAFAIVLFFAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHETPDGPETRRYPAFQPLYVFARQEGWVEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MCE8440212.1 hypothetical protein LZ187_10580 [Rhodovulum sulfidophilum]AB17
MALKIRPDPRRPSGGYAELSAEAKALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPEAPPPAAQAEDPVP
EEKRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRHEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDDAANDDPVETEIGLSLTPSASKAAEYYARARAAGSAAATRRLERLCPDLRA
ASDTLSRSAAEEYCRP
>MCE8440213.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB17
ISSLLEKFGRGKDPWVDSWTPGRPFDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFAD
PAAAWDAALGLNDGGVSYLIGRLAEVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEI
ALQRHRFGAVLAALMVDQDLVQDRISRVPSSIRISQAVSNAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPP
SMEARANRTATGNGVDIRTMSAEAFQAESAVEVWIEGLKRFREDVGTAGHFGLSPAAVATLSAELTHALRRIGVVERIRT
QLKAMAFGLTVDKQAEPAAIVCAEHINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEET
WTDWVFALDAMFVANARDGDAGSVNVAQNQKLGEILAEFGAGGA
>MCE8440214.1 site-2 protease family protein, partial [Rhodovulum sulfidophilum]AB17
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRD
>MCE8440215.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB17
MQRRRITVFGATGSIGENTIDLLTRQGGADTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALGGSGVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGQRITIDSASMFNKGMELIETKEYFGIAPDKIETL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPGRAALPVERLDLTNIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MCE8440216.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB17
MATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLLPPYAAFPLLAIPCVIGAWQ
LPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFWPKVSPKKTWSGILGGWFAA
MLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRFDGLLGASLFMLLVAQLVYV
PEVRF
>MCE8440217.1 polyprenyl diphosphate synthase [Rhodovulum sulfidophilum]AB17
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNELVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MCE8440218.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB17
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MCE8440219.1 UMP kinase [Rhodovulum sulfidophilum]AB17
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MCE8440220.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB17
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPSAAQPVVIEAGRDWLNARIEARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGSWPRWPAG
>MCE8440221.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MCE8440222.1 NAD-dependent dehydratase, partial [Rhodovulum sulfidophilum]AB17
ITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKRLKSVS
>MCE8440223.1 glycosyl transferase [Rhodovulum sulfidophilum]AB17
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDRLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPIFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKADRLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>MCE8440224.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEG
SDPEGFSRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWRPGGIARLHATLPALCRPCPAG
>MCE8440225.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MCE8440226.1 AAA family ATPase [Rhodovulum sulfidophilum]AB17
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPPQGARQGEDT
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSTVRLQPMTAAETADYIRSRIVAAEGDADALFDAGALALIHDHAHGLPRLV
NTICDRSLNAAFGAGRTRLDGAFIREVLAEWNDSGDALCLLECPASSPPRAPQTAPPGARPRPVAQPPPPDAAAVASIPP
PPISEPLSASSSVSVSGAVSAPGPSPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTQIDATSPRLAG
AGAVPESRRAARLPDRSQAAETVPGAESAQTNSTETGAAAERLARTRTRIEAAETRLADTLSELERLAARLRDATKETGA
AEARRDAARDAAKRAEADFAQLQDRITEAELRLDALDRRLAEGDADRLTGLQATAAAPTPKPGPKPRPDPAPAPVPATSP
LELDAAPPDPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQ
VRLEDLPEGPADPDRATARPLASSRSEGVIELVWQGSGPFVVELAAEPGPPEARFATALTAARLALPARPALLWWRIRAG
RSAPTDWQRIDPR
>MCE8440227.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB17
MSLFSRPFSGLQAGLLVVFTAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAAIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTGPVEAVAVKAVLMTYDYRLRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>MCE8440228.1 hypothetical protein LZ187_10660, partial [Rhodovulum sulfidophilum]AB17
APPEPPAPAARAPGARPAFRAGPAPSAEAVSRAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVSL
IRGLGRC
>MCE8440229.1 hypothetical protein LZ187_10665, partial [Rhodovulum sulfidophilum]AB17
AAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPH
RRYHSVMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQVGSDYRGRVRLRVHNGGEDQAAEARYVAAAR
EWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVKYSTNPALCLRDYMLTPQLRGGPGWRPGDLD
EDTILALANLAEEQVPLASGRTEDRYAFNGVLETEAPAAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLV
GGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRR
QKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPT
LPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDNPFVDAWQFAWRPVAEADPTLRPLTDSPEDQIEDVAPGPYV
FGARARNGRGMWSDWAWSGATAVQGINAAPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHAGALSGASWQSS
TGIGKAVSGDVTEATLPLKTGTYLARPHDAMGIPGPVTSVALRAASIIPTTTVATVTEAPNFAGAAEGCSAADSALSLDP
GQTRARYACAGRIDLGRVQAVRLVSAVDVLIGEGDDLFWGPEAAPMWRPPDALAWRGTTDAYGDLDLQVSVTDDDPSGDP
DWGPWQSFDAADFSGRAFRFRAILTVENADYTITVTGLTVTALQAA
>MCE8440230.1 hypothetical protein LZ187_10670 [Rhodovulum sulfidophilum]AB17
MTQSTYLLDASQTKAQAFAMLQGALLALQSNNADAAEPVETAPGMFWLDTAARALKMRNPANSGWITLGALGSGAFIPSG
VNKLTEAQAKDALSDIYGAVTGEILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSVQNVETPEFEDGYEY
ALVFEAVATNRKRSALQISVRPEVTGTWSPFTSFPGAGFAWDDICSGMLRLPMPRQPRLVHRCIWDAPLKAEMEDIVVTT
GASEASALSAVRVRWAEGSIINEVFRTGRVRLFKRREHLTG
>MCE8440231.1 hypothetical protein LZ187_10675 [Rhodovulum sulfidophilum]AB17
MTVTPTEIPGPFPLSGKRFSQTAAEIGEILEDALRGRNNLSDLKDRDLAEMLRLFGNNNMQYDTVAYVADIEADLPGRGS
GFVFCDTKTSNTPVARNWHVGFWVRRYRHARGFLIIQTENTGEVWLRSYNSAVYGWGNYVCINRHLSDTLARDDGSTEPG
LLSGAVLGAWRDAVCLGHGQRWTDVKADRAAGVTYQNSSKRPILVSIGVGGGTGAGFVYVSADNETFVRTSVIAASGAPS
CASFIVPPGHYYHITNWSGTIWSELV
>MCE8440232.1 hypothetical protein LZ187_10680 [Rhodovulum sulfidophilum]AB17
MEQGFYHPERGYWQTIGTPSAEIIATYPEGTIDVPLRPGPDHALVDGAWVPVEPDPAERLAAWRASATLTRLELASALIA
AGILTQGEAEDLAAQRMPGALAALVETLPEDARSAVRLRLVGLAEFARADPIWDALLGPELADAVFGRQDGE
>MCE8440233.1 hypothetical protein LZ187_10685 [Rhodovulum sulfidophilum]AB17
MIEATESALRTALAILGAILLVWLRTDGLAVIARMGITLASAAIGYAAGPEIALWMGTPERLTIVGVTVLGPLALETAAA
TLLWLKRDPRHLAEVFRLWRGGK
>MCE8440234.1 hypothetical protein LZ187_10690 [Rhodovulum sulfidophilum]AB17
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8440235.1 lysozyme [Rhodovulum sulfidophilum]AB17
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEFGDSYTPAECGAMFAGRLAEFEAGLDRLIADP
VEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIPA
DVPFRWGGA
>MCE8440236.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB17
MRALLLVLLLVGCGGLPVPLGPSVAANVQAGAENVQGQKIENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8440237.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB17
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIEALEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MCE8440238.1 hypothetical protein LZ187_10710 [Rhodovulum sulfidophilum]AB17
MPGEAKPASSSSPETRALFRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQD
LTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANL
TNSVN
>MCE8440239.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB17
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MCE8440240.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB17
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MCE8440241.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB17
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MCE8440242.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB17
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>MCE8440243.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB17
MMDPAEKERLARLEARLAELRKAEATPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MCE8440244.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB17
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MCE8440245.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLFLRQRVTPRIAAALVLGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLKDG
>MCE8440246.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
AQVTADQFSQLAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQP
DEPDNIVQRLYTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAA
GAGIGFVPVWWAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MCE8440247.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB17
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSDWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MCE8440248.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB17
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MCE8440249.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB17
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MCE8440250.1 CTP synthase [Rhodovulum sulfidophilum]AB17
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MCE8440251.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB17
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEAPLPGDHPYLR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMAPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGIDAEAAALGRLFGTAPGHAG
>MCE8440252.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB17
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MCE8440253.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQKVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MCE8440254.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MCE8440255.1 ChaN family lipoprotein, partial [Rhodovulum sulfidophilum]AB17
MRHVARIAALAAALTATTAGAEQIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQATKVTP
GLRLDGVALGQALGWAESGWPDFAMYFPIFSAAPEAKIYGAALSRDEVRRAVTEGAAVVFGEAAALYGLDTPLPPAELDQ
RIDDQREAHCNALPEHLLPGMVEAQRL
>MCE8440256.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB17
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MCE8440257.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB17
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPQPEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MCE8440258.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB17
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISHQRPFRYLHHTASPAAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EIIVSRANAHGRYPCRFLLVAAANPCKCGYLADPARACARVPQCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQIAKRVAAARALQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MCE8440259.1 hypothetical protein LZ187_10815 [Rhodovulum sulfidophilum]AB17
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGTFLGLALLATGGWLAVSQDTRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MCE8440260.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSVSAPTSRTRFAALSDQARACWLDPAEMEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
DGTTEAIAGAERQAYWTRIAELCRRLAGALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDD
LPLGLLADVALNLLVTVDRWFAINASELAEGQEARLAERAFSLLMTPLLPPDYSGKTDT
>MCE8440261.1 AsmA family protein [Rhodovulum sulfidophilum]AB17
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPQQGSLAGFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSRLSGDLHELQAYAGNVTGSFEVDGREGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGRGRVDI
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAASVRSGRRIC
>MCE8440262.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB17
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERLLTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVLREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MCE8440263.1 hypothetical protein LZ187_10840 [Rhodovulum sulfidophilum]AB17
MQKVNSVVRISFASGMIGLVFGSTGGKVDRILQGQNRMGWNVAEVIPAPPSSCCGLSLVATPGLWTISSGYLFIMEKSR
>MCE8440264.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB17
MIHVTTTCPDTDTAKDIARAALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAQRPALVALIEERHPYDLPV
IHWENAETTPGAATWLDSETG
>MCE8440265.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB17
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MCE8440266.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB17
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MCE8440267.1 hypothetical protein LZ187_10860 [Rhodovulum sulfidophilum]AB17
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>MCE8440268.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB17
MAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVARAAARR
HGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALAAYNAG
PAAVERHGGVPPYDETRTYVRRIWGS
>MCE8440269.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB17
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYV
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDDEI
PF
>MCE8440270.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB17
MPRPTPPPCPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MCE8440271.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MRFLTGAVLLCAALFLSATRPASAGEVTLMPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGEQVA
RIALSGSPALADMLMPALIKGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSAPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPITVHL
PGQAGQGLRQLPEARVLGGRRPVASARRHGRAAAVATAVAADPAGLGLARVSALGDAVQVPLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARGFLDYLATPAAQIAIRRGGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAATA
ADYDRVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRPSGDWARRLNRRVEVWLR
>MCE8440272.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB17
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTVEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MCE8440273.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB17
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQTIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MCE8440274.1 hypothetical protein LZ187_10895, partial [Rhodovulum sulfidophilum]AB17
MAKDKKKKKVETEEPGKKKKKKARIKSLKREVERMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIE
>MCE8440275.1 MetQ/NlpA family ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
SPYVNIIVVRDGDQDQPWVEALVEAYHSPEVKAFIDEKYDGAVLTSW
>MCE8440276.1 HNH endonuclease [Rhodovulum sulfidophilum]AB17
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MCE8440277.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB17
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPTEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MCE8440278.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB17
MDQPIPPSAKSAATPPGTEEKETVQAAAPTDAEPAAVSAPLRSTPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEAQ
KARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAGE
MVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPID
KASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKAPRIAHAPDPLIVGRAEHVIHKAE
HMLGTSLHPDLRRGRED
>MCE8440279.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MCE8440280.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB17
MTSAQSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWV
>MCE8440281.1 MAPEG family protein [Rhodovulum sulfidophilum]AB17
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSDQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MCE8440282.1 MAPEG family protein [Rhodovulum sulfidophilum]AB17
MTPELAALAATAFIHLAAVLWSQRALEADVGRKGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MCE8440283.1 hypothetical protein LZ187_10940 [Rhodovulum sulfidophilum]AB17
MILSLGIDGQWTARSLAAVLDSLEAMSGYLETGTLQQLNRDRYHATGRALSIVFSVEDHLPPQLQIKRMSYASPGCIDFV
GLGKALEQIRLFLEFLIEHCASRNDRELDREERKIQLAQKRLELLGLLQSQHPAIASFVEENAADALIEAVFDKRICSAE
ISSLEKSP
>MCE8440284.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB17
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGEGAAVSATDDKPAAAASKGSSGKDVEDAPSARKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEPPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MCE8440285.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB17
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MCE8440286.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB17
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MCE8440287.1 succinate--CoA ligase subunit alpha, partial [Rhodovulum sulfidophilum]AB17
EDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MCE8440288.1 hypothetical protein LZ187_10965, partial [Rhodovulum sulfidophilum]AB17
NPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAIDALIAGRYDLRPMRLN
ALEVEGRTLFFGR
>MCE8440289.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MCE8440290.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB17
MKMPPDMPGQGAGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTAF
>MCE8440291.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB17
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MCE8440292.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDRLFEEGAEVEIGDALYKIDP
ASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQVAEAQLLSAEIDLERTTIKA
QLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANADVSVDLNLPDGSGYEHKGTL
TAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRPTAMVVNADDVVEARVLTVL
RDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MCE8440293.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB17
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESATYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MCE8440294.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB17
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGARVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVREYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MCE8440295.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB17
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MCE8440296.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LIEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDGRQI
>MCE8440297.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTRQRGRPPRADAPVSRDEMLTAALTLLDDEGAEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLSDRKRRLWLDILVDVTHGAALATAMA
GRKAADDPAGGQGYGAALDELLSRLGDEAAVRTESG
>MCE8440298.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]AB17
MITGHVFIATSLDGFIARDDGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
ELPEELGSKVRVTDLSPTDAMRMLQSEGHRRVYVDGGRVIQSFLRADLIADMVITAVPVLLGEGRRLFGSLAGDIRLQHE
KTKSYPSGLVQSRYRIAA
>MCE8440299.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB17
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MCE8440300.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTVREAMGILKAYGVVTVRPKVGATIVDDRMER
ALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIAEMREINDGLRRAQSSDEIAEIDFGFHTRLIAVMGN
KAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFDP
>MCE8440301.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLIVFGSIYGLLVLVGLPALMFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAAEALSSEF
APPPVASPAPEPLTAPVARPAEDGAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQYGV
EQGLLTPPLRVLGALVLGVALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAA
VSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGLLW
FHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGGALASGAGLVLMLDGASPAAAAL
GYALLLLVFAGVALGLARAPAFEDLALIPGGAALVGLGLHAALDGPLYSAFRAGLDRLPESPAPTTVWWLVAGGAALSVI
AFLRLARQIGTDHRGLWALGAAVLLPAAILVLEFLWAPGDVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETGLF
AASALILIGLALFLVLTKTALTLALSAMMVAAVAMDRQRPMRPLGWLAQLGAAVIGYRLLVDPGIDWAIHGAGTLDVLLA
HLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVVLRRGLGAGGFETHWAQGLTATVWILAAFAQIWRLPHDPS
LLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAVVFGAGAALLGRPGRPGARWLRPG
LGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVFLI
DMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MCE8440302.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB17
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLEPLAEAIMADRAAAPERLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGTEAASRDGATGKGPGRGAGGKGAQGKGPGKGPVKGSGQKPGQKPGRKPGQGTERQGPGGGKGGGASGAETGALGAALL
EAMKRR
>MCE8440303.1 hypothetical protein LZ187_11040, partial [Rhodovulum sulfidophilum]AB17
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKELGLVEEIERKPSR
>MCE8440304.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPAGSLPETVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIIGFE
>MCE8440305.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MCE8440306.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFRRLGIRPGTVFD
>MCE8440307.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB17
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MCE8440308.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB17
MHDHAPSDSSHPPRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGHAHGAHAHADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGAKVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>MCE8440309.1 SLC13 family permease [Rhodovulum sulfidophilum]AB17
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRHLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MCE8440310.1 hypothetical protein LZ187_11075 [Rhodovulum sulfidophilum]AB17
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSATGQSQSPGH
>MCE8440311.1 Rrf2 family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFL
>MCE8440312.1 hypothetical protein LZ187_11085 [Rhodovulum sulfidophilum]AB17
MPVTAKDVYADTMGVFGDGVDLDPVERGLKRQKVISGRRLVTFLVRHQREIRPE
>MCE8440313.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB17
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEEGAALDEAALDALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>MCE8440314.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB17
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGMILARQSVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAASAQEDDLPPQLMAALAEIGVR
>MCE8440315.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYNDTDRTNLRALLDRLGLTA
>MCE8440316.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB17
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MCE8440317.1 His/Gly/Thr/Pro-type tRNA ligase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
IQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQTMVGELRSAGIRAEVYLGNPKNFGNQLKYADK
RQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEAARADLVAEVRRLLAQGEG
>MCE8440318.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPSVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANE
>MCE8440319.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>MCE8440320.1 hypothetical protein LZ187_11125 [Rhodovulum sulfidophilum]AB17
MGNTGTDRSAQMAPGVDRNGMALLIGFDRVDQPQRGMPFIGARCEHLPYDLVQAALSSLQGVEMIVSPLLTDQFDAMDLA
QQLQLGGYRGLYVVVTPVLPNTEIVRREIAALCPGMTVQMIPRTRH
>MCE8440321.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB17
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEVGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>MCE8440322.1 guanylate kinase [Rhodovulum sulfidophilum]AB17
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MCE8440323.1 YicC family protein [Rhodovulum sulfidophilum]AB17
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVTLRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKAAIDQMREQVQNVE
>MCE8440324.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB17
MVESETHPRAAVIALSGYRTGSALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MCE8440325.1 3-deoxy-7-phosphoheptulonate synthase, partial [Rhodovulum sulfidophilum]AB17
ISIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDVTECTGGVRAVTDEDLSSRYHTACDPRLNASQAL
ELAFLVAEELSARNDAAAAAAAI
>MCE8440326.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MKPTPEDQAQTCPEALPERAFLEGVAAILGCGQVALLCPDPAANGRLRVTAAAPAGLEGRSFPAEWGLLGAWRQDDLEKS
PGLTEMATLLPGMSSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSARALVHALPGSPDARMATARARPTAAPE
ASPNAACGLCDNTAAAEGGQAAAARIIASIGTQFDASHCVLWHHRDRAFRPVLIWKPPDMQTGPTQIPADAEMAAFLARR
IETFTSMRPVALEEDAALGRLGIGARLILPFRDGAELGGVLCIDRAAGQRPFARRDIAALSCLTDAVGLLVREQEARRLA
EAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRRSVRGRIDGLLGFRPEDCLPPATAEAIHALLDRAEAAG
FAALPELVHPPAPTAGPKIYTLSAATHAPAPAQASPGYVLLIRDVTEEIAQRRERDRLGRVVEHMTREVFLTDCSHRLTW
ANRATEEHIGRPADRLIGLSSRQAFGAVWSDATRLDRICEQLEADNGFAGEAAFLDHGGTKVWFDVAVTPLCDGSGGREG
WMWILSDITERRRDKNRLAQIAQKAREAEERVVQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEAIL
RYGLAHGEYPGDSRNDEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRLAA
MDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGEVWYRRPDGSR
VLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGIVG
PNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVALN
LLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFG
>MCE8440327.1 undecaprenyl/decaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase [Rhodovulum sulfidophilum]AB17
MFPVFLLSSFCCAALLLARPRALSPAHRDDVAAVQAAHRRPTQRSGGIAVFLALAAGAVTLPANLVQTYAALIAAALPLF
LVGLLEDIGQPMTPLRRLAAATASSLLATVLLGLWIERVDLAAADTLLRFAPIAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFVIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFLSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGLYALLFALTYLLGIRLLKRPRRGAIADGPFVPGARI
>MCE8440328.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB17
MRPRLRRYLEHLRRVPDDASDGAVQDMLDGARQLVDGSRIYVMLDLAPGATSALEGKPGRIWGDTGLIGRPPVRVAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRPSDRMLSSDELRCLHRLARRLGEILNARGLRPGVGAAQGAACRSALRHGLGTAP
CKDGGTVGVGADEDGRSRRPAPAGGGVPPGAERQAQMIEKFVHDMANLVAVIDGSARMLSEELGGSAHLKRILEANRQIL
AIMETLRGAGRHEIRHRWVDLGRLLRAAADLVQAEWPEGIRLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTP
GRAPEGRVRLSLRRQCDRPGAEDRAWYEFCIVDDGIGMDTDTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVE
TAPGRGTAICILWPEVFQ
>MCE8440329.1 OmpA family protein [Rhodovulum sulfidophilum]AB17
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLELVLEISAPRPIIAPFTLRFLMTEEGA
RFDACAADTEGAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAEADDATEAAPPDADAT
EEAATEDDDSGEAAPAAAEDETPAEAGAEDRTDGQD
>MCE8440330.1 hypothetical protein LZ187_11175 [Rhodovulum sulfidophilum]AB17
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MCE8440331.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB17
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MCE8440332.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB17
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGRFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDAPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MCE8440333.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB17
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVDPAEDGADAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGSDSFARPLPEIWSDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IEARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>MCE8440334.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B, partial [Rhodovulum sulfidophilum]AB17
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEA
>MCE8440335.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB17
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MCE8440336.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB17
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MCE8440337.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGGRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVCDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MCE8440338.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB17
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MCE8440339.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSR
>MCE8440340.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB17
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MCE8440341.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MCE8440342.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKPFIRTLATAALTICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQALR
MGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTL
DDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPIIV
SERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAWV
EEATGIMNDAIAAQ
>MCE8440343.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MCE8440344.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MRKFLGGRTPEEWLGAILMTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPT
KLRLCMLTLADLLWLGFNAVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPAD
ARIGD
>MCE8440345.1 hypothetical protein LZ187_11250, partial [Rhodovulum sulfidophilum]AB17
WALQAGDTRPDSTGVPTRDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQ
IDDFVRERANA
>MCE8440346.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB17
MSRQDLPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MCE8440347.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB17
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>MCE8440348.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB17
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTQKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
AGAFRPASLAVFRKGLAGWTGV
>MCE8440349.1 diacylglycerol kinase [Rhodovulum sulfidophilum]AB17
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAAA
>MCE8440350.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB17
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAEEASGMT
>MCE8440351.1 DNA polymerase III subunit gamma/tau, partial [Rhodovulum sulfidophilum]AB17
SNPPTGPAPSGPAPGGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVL
LVEVEAGVRLVSYSPGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLV
RAVFAAFPKAEIIDIKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>MCE8440352.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB17
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MCE8440353.1 recombination mediator RecR [Rhodovulum sulfidophilum]AB17
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MCE8440354.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB17
MPTPRSHPDSAACAAAARPFPTTPLMAPVLALFLAFGAGPAPAEEAATGMSGGKVIESFAYSALGAPKYGPDMAHLDYVN
PDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQD
GTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQ
STKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWA
TGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAAS
GTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQ
RDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRS
PAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRL
HASGALR
>MCE8440355.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB17
MGAYILRRVALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MCE8440356.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MCE8440357.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQR
>MCE8440358.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB17
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MCE8440359.1 TagF domain-containing protein [Rhodovulum sulfidophilum]AB17
MPARRHWRRCSRPGRKLRQTGGSLTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLTTRAAWPGCWPRTGLRATL
DLEKGTLTALILPSRDRSRRPFPLACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVLSGDAPEPGL
WTAAPPDEEDRPVAQILTDLMGPIGAV
>MCE8440360.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAVEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALDEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MCE8440361.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB17
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAATLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWA
>MCE8440362.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB17
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPIVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MCE8440363.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
LGLEPLLAEEARAAGFATPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKRARKVDWAAVLRPDR
PVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAITLKVRIDDNLVTLSLDSSGEPLHRRGHKQAVGKAPLRET
MAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFDAGAWTTMKAPAPALPAGVRFFGSDR
DDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGATLRDRFAGWRVGLV
TSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>MCE8440364.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB17
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MCE8440365.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB17
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MCE8440366.1 hypothetical protein LZ187_11355 [Rhodovulum sulfidophilum]AB17
MSGVYSDPSRSVASKGGLSHQTREELEAIRPLIANELAALRTAVDEMFAADLDRDLALVIRLGGLTEGE
>MCE8440367.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB17
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MCE8440368.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB17
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVDPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MCE8440369.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB17
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGHYGSDCSGGKITCYDPSGSAGALTEDLRAFDRNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKIYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAAKA
>MCE8440370.1 acyltransferase [Rhodovulum sulfidophilum]AB17
MPAEQKRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGHAPGRSQPWGVLLRSRAQRLLLPWLIWCAVYYV
LALYRGTAWLPGTPLELVSLAIGPAIHLWFLPFAFVCGLVFAALRPVWPSRHLAPDLTGLVLILAAGIVLNRYSDLPAPA
GQWLVSLPMAAAGFLSSVHRGRAEQAAILMGTMAVAGVGIAFGFVDGALQAFVAAPFCLIALLWRGRSNSGLVRAGETAF
GVYLVHPAVFLLLWKLVPALGQTPYGFGLTAFAVSVAVVALLRLWPPARRVL
>MCE8440371.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB17
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDEPGAEEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPETTTEPGSFVASAPSEGSVLSPTIVKFASLLGVDPWSLVSSDG
GSGSGSGFQTPPDDGVGSPPPGDGVPGDGDPGDGPDDGPGEGPGGDFGGEPPDQGPDEGQDGSGTSVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVAGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLNAVPGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYGDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGMALDN
VSNMLLSNLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSASERVLIENTLFDHNGWEDGY
DYARSVEQGQPPSMYSHNIYFSAANNDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASGNYSLML
GNLVTSAGYKRVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYNWTGSKS
AAKSGETEANIEGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFLGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>MCE8440372.1 hypothetical protein LZ187_11385, partial [Rhodovulum sulfidophilum]AB17
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAACRAVFPAPSARRERIFWSLVALVLR
>MCE8440373.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGSSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVRLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWN
>MCE8440374.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB17
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDDHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLKREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPELPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MCE8440375.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEVLNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MCE8440376.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFVDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MCE8440377.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
LEKPPGTRKMQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQ
LGRYMAKLIQFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPS
FFLSLMMILLFSVKLGWLPVGGLTDVAGFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARA
KGAGETRLMVHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNF
LTDLLYARLDSRIALK
>MCE8440378.1 hypothetical protein LZ187_11415, partial [Rhodovulum sulfidophilum]AB17
MTFTRPGQTIRGSRSATSHAGARAFGKLPAKGWPSKERLPLSETYKDRQWKTLDKDLKRLSRV
>MCE8440379.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB17
MAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHSIGSYEY
DKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLLGSD
>MCE8440380.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB17
MTADDAYAGLMAAAARSGQDATDLHAVASILALALSEAASPEDLPAHCGLDAGALAELLGALFPAAPPEFRRGRGAAPRG
VEEDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGTLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAGPPAPAQVLKMR
>MCE8440381.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB17
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVALVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPV
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAIEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGARHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPPPGPPVMATLLGEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDRPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MCE8440382.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRDRGVVTQQRLDQLTTQVAELDGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRIEILTGLEPGDRV
VSPDE
>MCE8440383.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB17
GERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLP
EQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPD
KPLVTGCVYNGTHDRPYVLPAHKTKSVLRSDSHKSTGHNEISLEDATGEEVMFLHAQKDQMTRILNNRGARIENSSVETV
GNNRLVSTGNNQQETIGGSLNRTVGGQLGSLFGAVGAVAAAGGQDALAGSEAVGSKAVTAFAASFAAAGAAIEAAAGSAR
ARFDTAGNHRAVGGAEQAARTDSIASLLSDVMPIGGVMMTMVEKFRSDTIGLARTEQIGAYKNTSVGHTMTVNVGQEFLI
NCGKSKFVMDAEGNVTIIGTKFNFTASGHVQINGKVIDLN
>MCE8440384.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]AB17
MAIPKEGSRDTSEGLIVSCTPDVCKTPVGSSLVPIPYTITAVQGDDANTAATVRMTGLRAHNTGSMTSCCSGDEPGTGTG
VKSGTVGSICEPKGHSGSVRIEGKWAVRHTDEWWMNKRNTVGKLTYVKSTEAWGPTPAVERAQNPKLEAPE
>MCE8440385.1 hypothetical protein LZ187_11450 [Rhodovulum sulfidophilum]AB17
MPGTLTIGQLIAQARTAPAASVLDSPLLNRVARHPAIKMALLLQSANADIATILNNPGYRTITGLLNHPAAQQIIADSNL
LYGRQTGLAGLKSLFTPGKYGVKFDSSELLPGLSDVLSIAAGHPVDAAAVTPEEAAAILDGYQARKEEEDENAKSGVTAG
SVRVTATEETEEPDPCEIGPYSEMSRKCASRGGQAHHIIPDYALRAGPRPRTIADDTERPANVPSLRDGMAICLTGHARV
AAEGNEHYAAHFTTDAAIMADGAGNTVLPGTTIWEEVRSASLDGISQAKPECYEAAVSAINAQFSSVPLDQIMRGAIDYR
TLSPAALSAIKSGSQMIDGTVVP
>MCE8440386.1 hypothetical protein LZ187_11455 [Rhodovulum sulfidophilum]AB17
MDHRTFYRGAALDRHRFAALANSDGSYSPNRPFSSSTHVVEFDLRTGAWQEIAHRKWFGVGVARWPGAGAAGAAGLMVLS
QQGDVLESGEETRDSRLTDGPLAWMVSIDCVAGGLYAIGSTGCHFRHSADGTWAPMSPEGYDPGYLLLSGVQRSMRLGGL
KNREEYRALPQSQEDAIRFRKVRLEAPFFGIDGPSPNDLYLAGQNGALMHFDGEHFHDIDPGERSSLVSVLCIGEDVLVS
GSSRGSVVLRGNARKGFTPIFRAPQKEVAIYGMTLFGGMPHFGDLGEETGGVYRLEDGVMRRLPGVNAPVVHVEAIDGVL
WALEQKAVNRFDGTSWSRFESPFA
>MCE8440387.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLHDNNTPFAAIGFEQWKPDGTPMACVAARCSLVLHEGAVHYAGTQALVLADEFAGDPHREPMLKAGDLVPFRPGADITV
IGSAHARESAREFEAAIRVGPLTKRLRLTGPRHWVHDGRWRLSEPEPVSEVPLSWRLASGGRIVGDPDGDADPRNPIGAG
IVHPLYTSEKLEIPAPQISSAEHPMSLDPARPSDPEGVGPVPPWWQTRVRHAGTYDRAWQETHHPLLPADFDYRFYQVAP
PGLQLAGFLAPGMPVEGEGLLPGAAPFRFRLPDLMPFAKFSFTDGREVTARLNLDGLHLDLREGVAFDLSWRAWIPSCPA
FYRIDLELGRWDEVMAMGLPVPGAEGLEIA
>MCE8440388.1 hypothetical protein LZ187_11465, partial [Rhodovulum sulfidophilum]AB17
MLDIVFGSSGQTPAETSLRDVLSAAEFEGTLYFAYPLFDSVDGQVSADALLITHDHGLVLFDLTAPPKGGRTKEVWREEL
LDRQDEIYRNISSKLFDNKDLVKRRDLVLKPEIITYLSEDPEIDDSDLLYATPETLVNLIER
>MCE8440389.1 hypothetical protein LZ187_11470 [Rhodovulum sulfidophilum]AB17
MKPLGNTRALKLAGLVYLAVLSLFLVLNSYARNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GGYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPLPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIASMLGVGAAAV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILDAYARGLQRLVSKDTGMIALFIGTAGFLAAKAMRGRLVP
FDKAVLAALGFVLLHFLAFPSGFVRHYFVAACLCLILWARLIDGWSARRHHRSPDDAERQAAS
>MCE8440390.1 AMP-binding protein [Rhodovulum sulfidophilum]AB17
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTTK
IKGMFVRPEQVADLVARHPEVTKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MCE8440391.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MCE8440392.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAADKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MCE8440393.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MCE8440394.1 hypothetical protein LZ187_11495, partial [Rhodovulum sulfidophilum]AB17
PGPAQAFRSTASGREGALIEDVRSARPSGPPAAPQVILHAPRVQLDIEAECARLTGLGAVEVTRVRDRGVRQAPSGHRFC
PVLPEGEFPKDAMEVD
>MCE8440395.1 alpha-D-glucose phosphate-specific phosphoglucomutase, partial [Rhodovulum sulfidophilum]AB17
KKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAARVIVGQNALLSTPAASHLIRKR
GTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVEARDLDLSAPGETTLGGTVVEIVDPV
ADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYAKAILEDLLGAPAGSVINAVPQPDFGGGHPDPNPIWARPLVD
LAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVARSMPTSRAVDRVAAAAGLDCYET
PTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVADTLRAHWAAHGRNYYTRHDYEAVDK
DRAEAMLEALRGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGARIVYRLSGTGTVGATLRVYLEEY
TDYPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MCE8440396.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB17
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>MCE8440397.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MTQTQRAAQTPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARATA
>MCE8440398.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB17
MAGGWARDGAVNDQIDASIKDELNRMKAKRAPMGESLTHCAECGDPIPEARRRALPGVKLCIECQGDRDRRPVTRGGINR
RGSKDSQLK
>MCE8440399.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB17
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>MCE8440400.1 methionyl-tRNA formyltransferase, partial [Rhodovulum sulfidophilum]AB17
RKDRPSPVQARAEELGLMVRHPKSLRATPEQTAFAALDPDVAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPI
HRAIMAGDTQTGVCIMEMEEGLDTGPVLLRETTAIGPEDTTGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTYAA
KIDKAEAKVDWTRPAPEVAHHINGLSPFPGAWCDVAGERLKLLRARAVEARMVEDSADPGTVLDGLTIACGEGAVEIIEA
QRQGKRPMSAAEILRGFPLPERLD
>MCE8440401.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB17
MELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRDRQQERAEIARQAATLVPP
GATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVIGPDTVDFLRRFHVGRAFI
GASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDASLPRELGGAISKGGARVL
>MCE8440402.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MIAGTAQAQAQNCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPFIEHLEEATGKDVRFFA
VQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDSMEDLAGKRVAHTSPTS
NSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPEEVRIVWESKPFPTTSF
TYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPEGLAAE
>MCE8440403.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAQDRAADAAAAPRLAT
>MCE8440404.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB17
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVTAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MCE8440405.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB17
MTEQDLTTGPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MCE8440406.1 hypothetical protein LZ187_11555 [Rhodovulum sulfidophilum]AB17
MRQGAEVLLPDAADAGGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLSEAAGDVDLVLLDAYGVLNVGETPIPGAAAR
ISALRAAGKRVAVVSNSAGYPKRHMMARWQRLGLDFSATEVTSSREALLETLAGDTRHWGIMLDDAHGSEDLGDLRVSFL
GDDPRT
>MCE8440407.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB17
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMSEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISSYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQPVATLYRGPYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGLADS
>MCE8440408.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB17
MSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMMLGYRHVRLPGPLA
RLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAISLFVAGVGMVEHD
GRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MCE8440409.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFGGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAVD
>MCE8440410.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVETFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MCE8440411.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB17
MPADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDIHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MCE8440412.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANAR
>MCE8440413.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MADGEAAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAG
ACLMDWIDSGRRPVSRLLPTEFVARESLGPVG
>MCE8440414.1 hypothetical protein LZ187_11595 [Rhodovulum sulfidophilum]AB17
MTGSAGSNGRPLPWLPIFWGGLVVAQITSCGPELWHNPWSIIQDDGRHFVAWLRQMSDPALFRDDPIATYFLALTPELFK
ALHLPAVWLGIDVGAWNLLVVSPLSIALFLAAANTFAARMQLARPERHALVLLLLAAVYSDVTSGLPRGFGPTIVLGLLG
LFMARRRIALGIAMAAGANIYPIAALVSGGAIGFNAVLRSMSVRRIDRNDVILVLIAAAAGIVGLSPFLASTDGAGATFT
LAEARDIPIFGPGGRTSFFRDSWVDMLLCSSQRSGLLPTCAGGPGWPPLVLTAAVFIMGALLLRRRDVPRDVGTALISLV
LSGLVLTALAYVFAFKGHLPGRYSRLSLEQVYAFSWVFAVTSGIVWAARRTGLAERRLFAGLVVLLLAAALVGTRPSAEF
IRDPAPLISAALRSQPPETVVAGFSRYVDSAPALTGRKVFVSLELTVPYKKPYYYRIEQKMADMGALYRGPVSSGWRALL
DRSGIDFFILDSEASARARQWYVSFPVLKGSREQSVFVSNPDAVRSCTFEAQGSLKMISASCFADRALE
>MCE8440415.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MKRLVSVLVSLAFLAVVYSLLDVDAIIGALRRTDPGMLGLSLILLVGLIFVSALRLSILSRTGGLPLGRRKAIQATFAAN
ALNMFLPGKLGDILKASLMAEDDSAQLAKATSLGIWEKISDLAALFLMASVPLALTSPSSLAWLPLGLLGLCGLAALLAP
RILQLPFGALRATRPLARDWGAVVRSLRSRPGSLTLCLALTALLWLGHLVQISLMAASLGVSGDARFWAHFMALMPIAIV
AGLIPLTFAGVGTRDAAIVMLIGAQAGPETAAALGVLFWLRYLVPGLIGSPLLPRFLRTAAAHRARFAK
>MCE8440416.1 hypothetical protein LZ187_11605 [Rhodovulum sulfidophilum]AB17
MTGSHPLRKRLERLGTRSLPKLLTLQDRNPHSPTYGCFDRNFWHLRITDFPSGMAQEFVLPLALAYSHRLEGNDFFGDPM
IREWVRAGISYAAQSAHPDGACDDYYPFEKAAGAAAFSLYACIEAIPAAGLDPAPFLPFLTQRAEWLARHQESGRLSNHE
ALIANALYRLSALVGEPRFAELGRRRLDRLLTWQSEEGWFFEYQGCDPGYLSLTIANLAELAELRPELPLKAPLLRAIGF
LHSLQPPDGWLGGEWTSRNTNNFFPHGFELLGKTIPEALDINTRAVGAMDPAPEYDDDHIIGHHCWSYIKTALSWRDTRP
EPSVSPDRDVVFPEAGLSLLRKGPMTLLTAEKKGGAFRLYRGDRLIHADTGVSLQLRRGDRTLTYVCHLWSDDNELERCP
ASVTVSGAMGRAKSSQMTPLKNLVLRSLMLTLGRFNPDLIRAILQRLLITGKPRSGLRFARHLALDDSGLTVRDRIEGGG
EIVDCGIGPAQTSIYTVMSRVYHPVQRQPWCDLSAEIMPGSALRLDHTRRIGEAE
>MCE8440417.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB17
MSTNVDSRIVVQIPCYNEEATLEATIAEIRKATAAFRNCLILVVDDGSTDGTVEVARKAKADFIARHSSNRGLARAYMTG
LAASLNLGADIIVNTDADNQYRAAGIPALIRAISEEQADVAVGARPIEQTEHFSLLKRRLQRLGTRVVRGLSGTDVRDAT
SGFRAITREAALRLNTFSDYTYTLETLIQAGRSGLRVTSVDIETNPPTRPSRLMRSMGQYILRSIGDMLRISTIYSPLRS
YLTVAAPPLAVAIFLGLRYVFLVSLVDPSRSHAPSLILAGILTGLAFLLCGLGIIGEIMTVNRRILEELRINQRRQLAES
GSLGGRVDFNLIEIPHGTSK
>MCE8440418.1 hypothetical protein LZ187_11615, partial [Rhodovulum sulfidophilum]AB17
MLPVGTVPAPYISAWRGGKKALHRQVVEQIEAFPQRTYVEPFPAWAAASCAGSSVQPLWVGCDHSLHRRGPLRAYSVEKP
GSAIAFLLAQD
>MCE8440419.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPER
>MCE8440420.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGRFYLVTPVE
KVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPNHEIRVSRDPETGEPTPYLHVRAGLEALIDRKSFYRLAE
IGETRPHEGQDWFGFRSQGAFFPAIPATELS
>MCE8440421.1 DNA polymerase I [Rhodovulum sulfidophilum]AB17
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAGTPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPALPEASPASADPADGTAPA
ALPFDPEAYECVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KALLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLSAKM
LLQVHDELIFEVEAGASEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MCE8440422.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB17
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MCE8440423.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MCE8440424.1 pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB17
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQ
>MCE8440425.1 hypothetical protein LZ187_11650 [Rhodovulum sulfidophilum]AB17
MPQGQERPENQAARQARRKPFRLHDYFSSLLRHVIADLEESRLHFKNKELLDSSSTIGQRTVSREELYEKVWLTPISHLA
AEYGVAGSYLAQVCTALAVARPPVVYWRKKAVRKAAPRPSLPTPKLGDQLVWSADTPFAPPVTPAARSLVSSPGRGKQRK
DARHPVRRDVEPHYRKTWKIDDYEFLRPYKLLLPDIVTSEAQLSRALDLASALYDAFERKGYCVTFALPDQPLFRAQIEE
LEVPGKDRKYGRYSYGRI
>MCE8440426.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB17
MAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMCEQGRITALGWRSRACTLGMASLGLVTEVAVGQCR
AEVAAAGAALWDLLQGQEQTFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MCE8440427.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB17
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MCE8440428.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MCE8440429.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQSRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVRFDESFEAMVATLRRLYRGEYNFDGAPKLCDEP
>MCE8440430.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB17
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>MCE8440431.1 ParA family protein [Rhodovulum sulfidophilum]AB17
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPVIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLVALAD
>MCE8440432.1 hypothetical protein LZ187_11690 [Rhodovulum sulfidophilum]AB17
MRLGAPPAPAASGMPDAFVAAIAAVGVGARRLALVLTASGAALGAAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATEIGWMPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKSTWLRFGGIFGI
HNDRSIGLVIGSRIEF
>MCE8440433.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB17
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGSPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGTQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MCE8440434.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MCE8440435.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB17
MTMNTTLRGATASICILFGAGTASAAVIDLGFVLDGSGSVTSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGTSSYT
VVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIKAKIDQVIDDTGGD
TGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>MCE8440436.1 hypothetical protein LZ187_11710 [Rhodovulum sulfidophilum]AB17
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMPPHCAVVDSSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLSQAQVVSSYGVWVAERGLFVRIERAE
>MCE8440437.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB17
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSENPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGRDISLPLGYGAEVPQDA
>MCE8440438.1 RES domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MIAFRGLVWRLLPIERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTADAPARALVPLAVAADRI
>MCE8440439.1 chemotaxis protein, partial [Rhodovulum sulfidophilum]AB17
QEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAATVSVRPRTETAIPAAAPTPAA
EFEPPKRAVNDAGWQDF
>MCE8440440.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB17
MAPFAALRSGRFLPPPLALMLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAG
LWASLFHAVSAFNNAGFALYPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVW
STASFAALEWHNPATLGQFDRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFI
MLLLATYSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGD
LDTGGRAVLMLVMFLGRVGPLTLGFLLAVRHPRRVSYPAGTVYLG
>MCE8440441.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB17
MLGSGPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVFSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MCE8440442.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB17
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPFDEWLRELD
MGEWTGLRKDALIAEEAELYGAWRAGRYTPAGGETWDGFVRRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDTAPPRLEAYNLGEFGPDTDVAD
>MCE8440443.1 anion permease [Rhodovulum sulfidophilum]AB17
MPVPVPETRTETAADPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVL
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVAVFTWFKLLGYGL
>MCE8440444.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB17
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRI
>MCE8440445.1 YggT family protein [Rhodovulum sulfidophilum]AB17
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MCE8440446.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB17
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRSGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAERPWPPMTD
>MCE8440447.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSALYVIGAAGLWCADPTGFSLPLVLCFFGLGLVSMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MCE8440448.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB17
MGTCLAVLLAVSLAVPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGAQAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRADRESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MCE8440449.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB17
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MCE8440450.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB17
MMRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MCE8440451.1 phosphoserine phosphatase SerB, partial [Rhodovulum sulfidophilum]AB17
SDLAAQPAEGRRKRLLIADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAQVIDKVL
AERISFMPGGHMLVATMKANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREV
TERLGIGLGDALAVGDGANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>MCE8440452.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKRFASVAILAASAAFLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFASGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGFDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWAMEDGLSYPGRSDGYTLAYEVTAE
>MCE8440453.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQ
AAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLR
QMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDE
ISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>MCE8440454.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MCE8440455.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB17
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MCE8440456.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSFDKLAERQILKAQAEGALDHLEGEGKPLSVRAHEDAVGIGMRIMAEAGTLPREFELKKAVDEQFLILQAITAALERKA
EMKKLADLTLRLEIEREARRSFFK
>MCE8440457.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMIEKTPNPDRARSFLYRLTPESAELI
AAIREREVRTFAAFSDRFTEDELLAFRKIMEALYANMLAGENRDTQQEDGSPS
>MCE8440458.1 YdcF family protein [Rhodovulum sulfidophilum]AB17
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWQAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILAQSGICRVTLVTDGYHVPRALFLARRAGLSADASCPARPPGSPGRRALVLLREAAAIAKALALSATGRP
>MCE8440459.1 hypothetical protein LZ187_11825, partial [Rhodovulum sulfidophilum]AB17
SSRPHLGAVRPPALRSKQATRSFHSQKLRPAPGRNSPVMGGRAPSGRAGPGQDLSGEDDFKRHVRGLELGRVRTSSGGRA
IRAR
>MCE8440460.1 DNA-binding protein [Rhodovulum sulfidophilum]AB17
MPMTLDFSPRLMPAGQAAHYLGISASKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQRNTCDALFMEKAS
>MCE8440461.1 site-specific integrase [Rhodovulum sulfidophilum]AB17
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRARRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGKVDVPFTAAAPEWAEPSDRVHLFSAL
REQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMLAGTDPEPKSSNSSDRVPTWMRK
>MCE8440462.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVE
KGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MCE8440463.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB17
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MCE8440464.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MCE8440465.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB17
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLCGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPAAAPG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRMSSFAINGTVALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRDVSIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNG
>MCE8440466.1 hypothetical protein LZ187_11865, partial [Rhodovulum sulfidophilum]AB17
RVAWHDPKTVLTRDRTGYHNRSLSRVEIGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYY
DPVLFWSAPWTDRAEYDGAGARTGWTRIGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MCE8440467.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MCE8440468.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDLDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MCE8440469.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MCE8440470.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MCE8440471.1 NAD(P)H-quinone oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
RTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVTRFAPGDRVMALVAGGAYAAEAI
VQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLKPGETALIHGGTSGIGVTATLLARAIGAEVITTCGSDQKCRA
SEKLGARASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQIAFQQGSRAELDMGPVLFKRLTV
CGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAHTGKIVLLTSAD
>MCE8440472.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB17
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAETDATSRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDKDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVAGRTVTGFT
NSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEAAARKLLSLL
>MCE8440473.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MAQTDTVNRRYVLAQRPTGAPDENTLRLETVEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPKALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFARQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MCE8440474.1 hypothetical protein LZ187_11905 [Rhodovulum sulfidophilum]AB17
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMALSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGEVMAAIERLAPRLGKDPEALAETVFEAILDD
GYGAFDDAVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAARAIAGRNRSLDRILRDVADAEGDVD
SWLARYTPEQLTCSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ERRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALVRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKTAFWERLRTG
>MCE8440475.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
RQILSMPPREGAFAGLLAVPARNLTPVPQGISPVAAALTEPLACGWHAVGLAERALELPLAEARCLVIGGGAIGLGAALV
LRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTAPGTGPGAVDLVIDGVGFGATRAAASAALRPGGAMVHIGLGDAGPG
LDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASIAGGGEAAPKIALLPDG
>MCE8440476.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTLVAARGLTVRYGGVAALTGVDFAIEGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPR
>MCE8440477.1 transcriptional repressor [Rhodovulum sulfidophilum]AB17
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>MCE8440478.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDGEAHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEEHHHHDGIDPHAWL
DPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVAGSIA
MGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTIAA
CVTGTEG
>MCE8440479.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB17
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEGLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>MCE8440480.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB17
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MCE8440481.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB17
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAATGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MCE8440482.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB17
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGS
>MCE8440483.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB17
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MCE8440484.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB17
MATRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGAHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDDIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDASEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MCE8440485.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MKLLVVEDDPTTAQFIARGLGEEGHSIDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MCE8440486.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB17
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFSGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MCE8440487.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVAGIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MCE8440488.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB17
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGAHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MCE8440489.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB17
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRTEL
>MCE8440490.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MCE8440491.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB17
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPAFKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLATEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLAGAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGLQQLKNREGWGEKSAANLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MCE8440492.1 ATP-dependent DNA helicase RecG, partial [Rhodovulum sulfidophilum]AB17
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHSAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGN
>MCE8440493.1 TrbC/VirB2 family protein [Rhodovulum sulfidophilum]AB17
MIRTLMRGYRFAAAAASTLAIGLMLAPAAHASGSSMPSEQPLQQILQSIEGPVAKTIAVIIIITGLSLAFGDTSGGFRRL
IQIVFGLSIAFAASSFFPSFFPLGGGPCGIPIGTIPNLSS
>MCE8440494.1 hypothetical protein LZ187_12015 [Rhodovulum sulfidophilum]AB17
MAGQGFGIAIVGAATALLPTTGVIFLPFTDEAEPVAFTAVCSAFATPKTCSTSRAG
>MCE8440495.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MAAAGEYGRLRIGIPALIPDSFLAGLVAQYRAEHPGSEVEVTEGTGCDAVMQLREDRLNVAFVIGKLELPGCHTRPIRTE
PLVAVLPDGHALLDNRQPLGPIWSARPSLFVMAAPACRCRTISFCASQGAGLSRRSCAST
>MCE8440496.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAQSVVSARVKALEEGLGILRFERHARGVRLTEAGRHFV
>MCE8440497.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MFLLEGKVAVVTGASSGIGRAVARMFAEHGAAVVLVARRQARLDEVVDEIRSKGGRAYASAGDIGLPETHERAVADAIRE
FGGLDIAINNAGTVGPAKPLAEIAPEDWQHTLTINLTAAYLGARSQIPAMLERGGGSIVFTSSFVGTSVGLPGMAAYGAS
KAGLMGLVKGITADYAARGIRANALLPGGTDTEMAGDQSQKDWAAGLHAMKRIAQPEELASVALFLASPMASFVTGSALF
ADGGNSALK
>MCE8440498.1 2OG-Fe(II) oxygenase [Rhodovulum sulfidophilum]AB17
MSGKDYIPKPSAVTSARNRLDKYDWETLAGEMNGYGCAVLPGILTQKECADLAALYPREDHFRSHIHMARHGFGKGEYRY
YKYPLPDLIGGLRTALYPHLADIANGWNERLGGDQLYPKEHADFLRQCHEAGQVRPTPLLLQYVPGDFNCLHQDLYGDLA
FPIQVAFLLSEPGRDFTGGEFVLTEQRPRMQSRAEVVAMRQGDAVAFAVHNRPVRGTKGDYRVTLRHGVSRVRSGMRHTV
GIIFHDAR
>MCE8440499.1 bifunctional DNA-binding transcriptional regulator/O6-methylguanine-DNA methyltransferase Ada [Rhodovulum sulfidophilum]AB17
MIETTTEQDARWNSVAARDAGADGNFVYAVKTTGIYCRPSCPSRTAKPQNVRFYETPAEAEAAGFRPCQRCNPNGQSLAE
VNATLVAEACRLIEASDEMPKLDELAARIGMSPYYFHRQFKAITGLTPKQWAAAHRSRRVRAELTDQTANVTGAIYGAGF
NSNSRFYEQSNKVLGMTPTAYKNGGKDAEIRFAVAESSLGAILVAQSAKGICAITLGDDPDELVRDLQDLFPKANLIGGD
AGFESLVARVVGFVEAPQIGLDLPLDIRGTAFQERVWQALRQIPPGQTASYAEIARRIGEPKAVRAVAQACGANKIAVAI
PCHRVVRNDGALSGYRWGVERKKALLEKEAQP
>MCE8440500.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
VQYWIFLKNALSGDLGNSFVYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSL
PTFWIGLVMIMVFAVQLGWLPSSGRGDTVDLFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVR
FARAKGLPERRIVRVHVLKNTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFS
LINLTVDILYSLVDPRVRLEGN
>MCE8440501.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MAAPSETARSVHTDAAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MCE8440502.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MCE8440503.1 ribokinase [Rhodovulum sulfidophilum]AB17
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDCASVLLLQMENDPAEIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQEIAIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEVALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>MCE8440504.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB17
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQEKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MCE8440505.1 alanine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB17
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLE
>MCE8440506.1 recombinase RecA [Rhodovulum sulfidophilum]AB17
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MCE8440507.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVE
RAGSGLFLWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLL
QLRMADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSD
WLADAAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNL
LTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMSELAHLLDRLVGEKVQLR
MRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRL
SKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVL
LVEDEAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYA
EDSFSEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGARDKGKLPEQVP
>MCE8440508.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
ALEGLLRESLGADFRPVMERFRQRAPVFLRVNTRLGDPAAVAAQLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEG
LVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMAAREGARHFAHDAAPQRMRDLPARAERAGVAVHCLDGTALED
AAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLDRLSALQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDA
FPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>MCE8440509.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MPPSSAIRLAAVLALAGSAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGGAEEI
FLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVTDRLRQTGRLLGREARAEALE
>MCE8440510.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB17
MTRSSFCLGLGLAALAPLHAIAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSGTPTALQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSARDGNRESDGFDQDLILLSAEFDATEQLTLGFS
ALYSDSKTDYDDNATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYDSPSWGRSSFTGKRRTLSYLGSTD
LTEAARLSFGADWSEQEADLSSGNVDTESRAVFGELQYALSDAADLSFSLRHDDYSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQLFDSAYGNPDLKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIGYDDDTFVTKQVPGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSEGRSTNVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSSGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MCE8440511.1 hypothetical protein LZ187_12100 [Rhodovulum sulfidophilum]AB17
MFGIDQPPREAVLMRDGGIELFLRAPRDPDEALCALVGPDTGVEAALSQMRRAIAEIVEIAAGAARHDTRRGGVG
>MCE8440512.1 hypothetical protein LZ187_12105 [Rhodovulum sulfidophilum]AB17
MPRTSTATRLPPVRVTYGTAPPCREDDRGRTAPVDLSRLSLADTRLIRIQAEAEAEILRHCDLIDTPAISDPEMGPDIWE
YATGLADGVLWCSHAPEAWRPSEAAIWDMFAPRLGGSRLLLLTRFDRLASEHKRERVLRRVRRETAGLFTGVLPIALTEA
LEALGHALMRILRGLGGGTGQDAGPMRLDPAWRVADPPDCGTHGTVRPRRVRVDASRSRSPRPTGTEPPGHERPGHEPHP
F
>MCE8440513.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB17
DGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPGWPGEALAAGPITEGAAPAYAQSGVHALVSSAPYHA
LPAEIDVAFEPG
>MCE8440514.1 VOC family protein [Rhodovulum sulfidophilum]AB17
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARSIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPV
>MCE8440515.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB17
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARSLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MCE8440516.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB17
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGGDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARSAGAEQAVLLSAICVQKPLLAFQQAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MCE8440517.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB17
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MCE8440518.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLISVS
CSKNFGLYRE
>MCE8440519.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB17
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQSAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPIVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MCE8440520.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB17
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MCE8440521.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB17
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MCE8440522.1 TrmO family methyltransferase [Rhodovulum sulfidophilum]AB17
MRPGELAAGDLGPADGPALRVIGRARTQWGPDDCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPVIVLYWMDRARR
DLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDTDTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGETG
>MCE8440523.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB17
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMSPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTRDRIDAALRHAGLLN
>MCE8440524.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDPTAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRD
>MCE8440525.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB17
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVHYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MCE8440526.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MCE8440527.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB17
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MCE8440528.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB17
MRRPAALVPGLLALCLAVPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAVAPQTGANAAQRGEPARDTAEWDDTPKDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MCE8440529.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB17
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTAQMGDAILAALDASL
>MCE8440530.1 rod shape-determining protein MreC, partial [Rhodovulum sulfidophilum]AB17
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDP
>MCE8440531.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB17
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MCE8440532.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB17
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIIFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MCE8440533.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB17
SSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEILAQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGT
GELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRSVGPPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVS
PRLAELVASDEDRLRRRPATEAYFFPGGAPVAAGTELVNPAYADTLRQIARNGSRAFYTGAIAEDIVAAVRGAEDNPGLL
STVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMA
DSDFVPVPAKGLLAPAYLARRARLLEGDDALPETAPGKPGWDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENG
FGSRLFVRGFLLNNELTDFSFRTHEDGLPIANRVEPGKRPRSSMAPTIVMTDGKPSLVIGSPGGSRIIGYVAQAIVAHLD
WGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALGFEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>MCE8440534.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB17
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERDRVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLL
>MCE8440535.1 hypothetical protein LZ187_12225 [Rhodovulum sulfidophilum]AB17
MLSYERSYGTGRFVCALIEIFGWLLVVVGGIVAIIGFGAGGVLGSGGFGSPRGAVISGFLSATPGLATVGIGLISIMLTQ
QTKATLDTAEMTRDLLAISRNSTHGPFGTASKSTGQASGVRQEPQLRRREPLAKGDIASDGQDEKNQKSPWK
>MCE8440536.1 hypothetical protein LZ187_12230 [Rhodovulum sulfidophilum]AB17
MQERAMMMDRQMQMQMQGQRKHPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDVS
RGRSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIP
RRNRKGVIVHDAVRFTPCVWTPTQSQIAATRRAYLDWWGYLLEVQAALVATDMTRICVTKDMPPMTPWG
>MCE8440537.1 phage/plasmid primase, P4 family [Rhodovulum sulfidophilum]AB17
MTDDPLDRVRATFAAAEDVDMGDIPAPDDAPNDPGDAPGDGAEPPHPPDGTAAKDPLGPIRAAAGQPLNDYGNGQRFCIH
FGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEFLEPTKSEKKVIAEERRLRERFDRLDALPEAERA
EDHDDELGTIRARLKSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFST
IAAEGMSPVAELRVQPEHLRGDLLSKIMPVAYDRAAKAPRWEAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGG
GANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIR
ALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEGG
LRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPH
TGKSFIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>MCE8440538.1 hypothetical protein LZ187_12240 [Rhodovulum sulfidophilum]AB17
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGAREVETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAHGGETLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MCE8440539.1 hypothetical protein LZ187_12245 [Rhodovulum sulfidophilum]AB17
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAYERWRRETGRA
>MCE8440540.1 hypothetical protein LZ187_12250 [Rhodovulum sulfidophilum]AB17
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>MCE8440541.1 hypothetical protein LZ187_12255 [Rhodovulum sulfidophilum]AB17
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCE8440542.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB17
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MCE8440543.1 DnaA/Hda family protein [Rhodovulum sulfidophilum]AB17
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MCE8440544.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB17
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASEERASHEDRD
>MCE8440545.1 proline--tRNA ligase, partial [Rhodovulum sulfidophilum]AB17
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFH
>MCE8440546.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB17
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDRRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHLLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MCE8440547.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB17
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGCARAVVLRD
FRHGNRVLKLDLGRQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGTRPALITAQGARASSDIMIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFAFYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MCE8440548.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB17
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MCE8440549.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB17
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDLSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MCE8440550.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB17
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTDVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCTLAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRNLLDEALAGR
>MCE8440551.1 shikimate kinase [Rhodovulum sulfidophilum]AB17
MGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANRE
AISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTR
PDVLEAA
>MCE8440552.1 hypothetical protein LZ187_12315, partial [Rhodovulum sulfidophilum]AB17
MPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGLFDNE
GREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRA
>MCE8440553.1 hypothetical protein LZ187_12320 [Rhodovulum sulfidophilum]AB17
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MCE8440554.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MCE8440555.1 hypothetical protein LZ187_12330 [Rhodovulum sulfidophilum]AB17
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>MCE8440556.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB17
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEEAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGVRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MCE8440557.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB17
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRVLAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICREAELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSALGLATLAAPLAVLLLLTLWTMLWMALGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTA
GKPA
>MCE8440558.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB17
MRGAADGFRIETPRLVLRAFRPADLDALLRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
L
>MCE8440559.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MCE8440560.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB17
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MCE8440561.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB17
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPSAEPKAAKAPKAAEAAAPAAGDDLKKLPGVGPAMEKKLH
EAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDLAGKA
>MCE8440562.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLRLVAATALIAVLAGGAARADEAAETASLQALVDALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPGIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGGEAVFEDISHELGLAAARFIAGQDL
>MCE8440563.1 hypothetical protein LZ187_12385, partial [Rhodovulum sulfidophilum]AB17
DHARGSGDFVPLKKGYPMQTRQRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAI
HRYFGKFLMRG
>MCE8440564.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB17
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MCE8440565.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB17
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDQLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MCE8440566.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALQE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MCE8440567.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MDRRSFLRSSALGGSAAAAGVLAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MCE8440568.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LADPPRLAALRLRPGGTRSGTGPEPEAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTPAKAPPRLLD
AVYGAALGAGLGPDLTGELIVLLAQRMDLGRPAAPGQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAG
TGSLAGSMAGATAGIDDDAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLAL
RTDPVLSVEMVYALARENAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVAANPFLTGKTIGEL
LAWADRKMTGSAAPAVVSPEIRRYRETVDAILATG
>MCE8440569.1 hypothetical protein LZ187_12415 [Rhodovulum sulfidophilum]AB17
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTGPGSA
ARAAQSQARDTASLWVMREVMRRL
>MCE8440570.1 type VI secretion system ATPase TssH [Rhodovulum sulfidophilum]AB17
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRA
EAGEDLTRLEELHDEQKALVEQILGLRARIAGAGDGAVAEDMAGEDLAGEAGTEGGEPGEGEEPLDIDALRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MCE8440571.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB17
FLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAF
RDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTESRLGLGAASLGRDAHLGARAR
TISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDNP
EQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MCE8440572.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB17
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MCE8440573.1 LysE family transporter [Rhodovulum sulfidophilum]AB17
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVAAILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNATIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MCE8440574.1 glycosyltransferase [Rhodovulum sulfidophilum]AB17
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAAAEGCGGKA
>MCE8440575.1 peroxiredoxin [Rhodovulum sulfidophilum]AB17
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKVIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRANKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MCE8440576.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB17
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTYRAPF
>MCE8440577.1 hypothetical protein LZ187_12455 [Rhodovulum sulfidophilum]AB17
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MCE8440578.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB17
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MCE8440579.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB17
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSK
>MCE8440580.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB17
MPCLAGRGADGAPLWPAGMTGSISHSGGQALALVGPSARRAGLGVDIEGPLSPRIAAEIAPVTLTPEERACFGTDPVWVG
LIFSAKESLFKALSPRIGRRFDFDAARLLPGGATRPPLLCLTCDLAPGWEAGRRIEPVLIAHEQGVMTAVALQPRKVAPP
ST
>MCE8440581.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAAAIEALAERPGAAAWLPCDLRDPEAVGAMVTDAETCAGP
LSLGLHAAGVLATGSLLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAQRVIAGDPGSYRAGIPLGKLATPEDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>MCE8440582.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB17
MALPEIASYPLPAPDALPRSRASWRPDPDRAALLIHDMQRYFCAPYPRDVAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILSELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALAALPAEAACA
>MCE8440583.1 isochorismate synthase [Rhodovulum sulfidophilum]AB17
MTLPFPYATLTEAPSLPPDQPFSFRNTRDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDADNDGALMGGALPFD
KARPDCLWQVAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVED
RMAFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDDPEEDARNANALA
RSEKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRA
ARLIRDLEPVARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPP
DAALSDPSLHNQPNG
>MCE8440584.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB17
MVQRRVARLFGGASIVALCAVSPTAIKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATVPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTVGAMVSKGYNPGGVTLGLTSGEW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>MCE8440585.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB17
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDAPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPIWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAARSGARIGIMGPGGGLPPATDRPLILMGDA
TALPALVRILEALPASAEGCVIAPLRPDDAHYLPSSPLETLLLGPERFAASAAGCFAKALAARPEARVWVGAEHALVHEA
RRIAAALPAEQKEIGTYWRRGRRGDARRDDHDD
>MCE8440586.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPVL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTEESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MCE8440587.1 AMP-binding protein [Rhodovulum sulfidophilum]AB17
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRELSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
LIRDADTPLPAGDINLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEYPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MCE8440588.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVDAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAIAINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MCE8440589.1 acetyl-CoA C-acetyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQ
>MCE8440590.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB17
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERGGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEISGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MCE8440591.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGSFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEEMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGASWFVELVESRLAAG
>MCE8440592.1 hypothetical protein LZ187_12530 [Rhodovulum sulfidophilum]AB17
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MCE8440593.1 hypothetical protein LZ187_12535 [Rhodovulum sulfidophilum]AB17
MGWTHAAWSALGSVLSGIGTIVGAFAVIWAARLGSGTLENWREQNISERILIATYDAERSLGDLRHAAANLFARGSAQRD
LQDGAEALTSEAAKAYRYYETFRETASLARRSLADCLPTAKALFDADLEQAIGELMKQFDIVFADVGWRAELSPDERQAK
WKKLTPGVPSEDRNTMDATIAAQVARIEDICLPQLRAAGRKRRDAGPSV
>MCE8440594.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB17
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSSYTAEDDFTGAAYCSPTLEQHNWPLILKAMLLSC
>MCE8440595.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB17
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLRAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MCE8440596.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB17
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MCE8440597.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MCE8440598.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB17
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MCE8440599.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB17
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGCGLAPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPEILDDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>MCE8440600.1 magnesium transporter [Rhodovulum sulfidophilum]AB17
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MCE8440601.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB17
MIAEEKAALRTEAQARRAEAHDPERGAAARSRLEAGLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWVPDCALETGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGAVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>MCE8440602.1 TIGR00282 family metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB17
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQA
>MCE8440603.1 Wzz/FepE/Etk N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTEPYPRSTTPPAATLWQAVPQQEDDLDLSTLFATLWAARGAMLKGVAAALVLAVAMLLFSTPGYRATALLQLEERSSQL
MLPTDMADLLKTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAGIVLT
QLAVPPDWVGLELTAIRTGPESFRLTDPDGRVHDGRVGVPLRLSEPGFVIEIGQLDGEIGRGFRIVQVSVADMVMRLRRM
LGVVEKGSDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNVDRNAAEAASSLDFIRKQLPEAVERVRQAELKLNRYREQA
QAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLEAEVGALPETQREVLNLTQ
ELELAREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGLTLLAALGLGAAAGLSSRLLAQALRRGIRAPE
EI
>MCE8440604.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB17
MKLRILTVCTGNICRSPVAAALLQALRPDAGLASAGLAAEPGRAADPLTAEVALDLGIDLSGHCARRFSAAMGRETDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGATGIPDPYGKPRAWHESVVDAILRATESWAERL
>MCE8440605.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB17
MRPRLAPMFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSSNIASFSQPARPPQPTTLPPARDWDYRIGEG
DVLSVVVFDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNS
QRVVVAGEVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGQLYRVDLDGFLTAGIARNNPLLIAGDTVAVP
RRRAKEAYLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLA
PRDVVYITRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MCE8440606.1 glycosyltransferase [Rhodovulum sulfidophilum]AB17
MTKVRVLLAHNNYTVQGGAEVFFHEVARVLEARGHEVALFSTAEDGLEAPHADLFPEAADYRHGSIAARAARLPAMIYNT
RARDAFARMIETFRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKHLCPNYKLFHHGRVCTECRGGRFHRALVNR
CCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWGPGRVDIDFLRNPFDVDAHRVAPNVGEYILYFG
RLIDEKGLDLLFDAAAEAPEVPVVVVGDGPDRARLEARAAGLANLRLVGPAWGADLARWLEGARAVAVPSIWHENFPYVI
LQAFAASTPVIATRRGGMPELVEAGPHGWICESGDAAALAERMRAACRLPAAEIARMGAAACAYAEREFADDAIYRRLLE
IYRRAGA
>MCE8440607.1 hypothetical protein LZ187_12610, partial [Rhodovulum sulfidophilum]AB17
MLRDPVTRFLPCHHFMHAMRKLPREISIDAYLAFSQDRTRRSCAAPCFGLAGGPCARELPTSTGRFGPRLGIAFFEDLAA
DPQDFMA
>MCE8440608.1 DUF4339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SWGARPEPAAAPAPPPPPPAEHVWHIAENGQTSGPFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVA
PPPPPPGV
>MCE8440609.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB17
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARQIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MCE8440610.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB17
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
AVDTVGAGDSFNAGILAGLAKAGALERTTLAEALPDSVLEAPLSLAIRAAALTVSRAGATPPWMEELT
>MCE8440611.1 D-aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB17
MRALVQRVSEAAVRVDGTTIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>MCE8440612.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]AB17
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLVFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPSARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRPGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPSRRGSPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRRLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHSAFADWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>MCE8440613.1 hypothetical protein LZ187_12640 [Rhodovulum sulfidophilum]AB17
MTGHDFTLAGARLTARASGALWWQDETLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPAPAARRLSALMAGRRWI
>MCE8440614.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MPENIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLVEAYRSAFPEAEFMIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRNEITLFKNGGGAHLDLMTARHILDAWRGA
>MCE8440615.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB17
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVVVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>MCE8440616.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB17
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKT
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MCE8440617.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB17
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFVSTFMEDHVAFHAEALYR
>MCE8440618.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB17
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MCE8440619.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB17
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MCE8440620.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
MIAATPLEGKVACVTGASAGLGRAIAEALVGAGAKVVAV
>MCE8440621.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB17
MTVSYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYDGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAATSDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFQDRSFDLGADPAAVQGSAKVSA
>MCE8440622.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRSYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILIAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MCE8440623.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MCE8440624.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTVNEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MCE8440625.1 hypothetical protein LZ187_12700 [Rhodovulum sulfidophilum]AB17
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGPEVSRRS
>MCE8440626.1 LacI family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPERVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVR
>MCE8440627.1 metalloprotease TldD, partial [Rhodovulum sulfidophilum]AB17
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHR
>MCE8440628.1 threonine synthase [Rhodovulum sulfidophilum]AB17
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLREMFASGRASEVETTETIRATFAATGLTICPHSAVGVKVAVDQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MCE8440629.1 insulinase family protein [Rhodovulum sulfidophilum]AB17
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MCE8440630.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKNLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MCE8440631.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEILVRNVPTDIRGRDGASVRQNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
EASRPGSSSLEVSLRTLPSRPTVMVLEPLSD
>MCE8440632.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB17
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MCE8440633.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB17
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MCE8440634.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB17
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MCE8440635.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB17
MGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVG
PSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MCE8440636.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB17
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETTPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MCE8440637.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB17
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MCE8440638.1 hypothetical protein LZ187_12765 [Rhodovulum sulfidophilum]AB17
MTPGIRAWICAAGLALMAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRP
RFTPTFVLLRDGLEIGRLEGYPGEDFFWGLIGAMLQQQPEWAQTNEDEGG
>MCE8440639.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB17
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MCE8440640.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB17
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGS
>MCE8440641.1 DNA polymerase III subunit epsilon, partial [Rhodovulum sulfidophilum]AB17
LETEAWRPRPRPTPLPSRLTGEEAAAHRAFVETMGDDALWKSFD
>MCE8440642.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB17
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MCE8440643.1 FxsA family protein [Rhodovulum sulfidophilum]AB17
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDKDGTLP
PSGWTRH
>MCE8440644.1 Tim44/TimA family putative adaptor protein [Rhodovulum sulfidophilum]AB17
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MCE8440645.1 elongation factor P [Rhodovulum sulfidophilum]AB17
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVAETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MCE8440646.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB17
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACKAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MCE8440647.1 hypothetical protein LZ187_12810 [Rhodovulum sulfidophilum]AB17
MSAALALSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFLTLVPVSTVTGGD
RAGRIAAAKGRKLALEARLESCG
>MCE8440648.1 murein transglycosylase A, partial [Rhodovulum sulfidophilum]AB17
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYR
>MCE8440649.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB17
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MCE8440650.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB17
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MCE8440651.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB17
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MCE8440652.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB17
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MCE8440653.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLAEATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDCGPPRQQAPSAPTPTP
TPSSPNGAASAEDDEILAPPPSDALAFDADPEQTAPEPSAARPPAAQAPTPAGMRQSPALDEGRPAPETATDSMPPEAED
LSSGMTEPAEAAPAPAPNAAPPEQPPIPQPIGADLPGTDPADDDPAFVPTGLPTRSRLLKHGLQRLLDADPDAATRAAER
LARLVLSIETAARD
>MCE8440654.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB17
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDELRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MCE8440655.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB17
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MCE8440656.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB17
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MCE8440657.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB17
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MCE8440658.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB17
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MCE8440659.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB17
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALVEALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADGTGRAS
>MCE8440660.1 HypC/HybG/HupF family hydrogenase formation chaperone, partial [Rhodovulum sulfidophilum]AB17
MCVGEPMQLSTVDGIVGRTGDGTLIDLSLTPDIRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFA
>MCE8440661.1 hypothetical protein LZ187_12885, partial [Rhodovulum sulfidophilum]AB17
GGSPRYGALLQAETTADLDLPPPDDELQPAHCRPAPRQGRHVVPPTLPCRPKSPLPARCHKGGA
>MCE8440662.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYTFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRSNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATQAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MCE8440663.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB17
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLIAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLLVDILYALADPRIRQATQAPQ
>MCE8440664.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB17
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MCE8440665.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGTSGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDQLRGRVVAS
ILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPERVLGLYAFEMSGGMLQRVAIALALLGGAPFLF
ADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRMLVAA
HLALYGKELPA
>MCE8440666.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB17
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGRETRVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPTENPREIPTAPVEADAAPSPIPVP
>MCE8440667.1 FAD/NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB17
IWSRPLRLAIAGLGPRGLGALEALAARLPQAGSSVAIDIFEPGQWPGAGPNFAPGQSPLMLLNIPIRAVDIDPPGPAPAR
ISSFGTWLMSPSDDERFPARAELGAYLAARVRTLAATLPEGVALSRHETAVLRLERSGTGWYLESAAGRFGPYDEVLLAP
GQPRSAPDPQLARWQDHAGRTGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGRYLPSGR
EPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRSFEAALERALAAAPEAALEAISAALEPAARRVLEAAGADPGGVA
AWLAAERAAPASQESRDAAELLCEGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVAALIGFDEGLKRYS
YGPPAETAEELSILISAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRDAGRVAA
VGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>MCE8440668.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMKRRDDGVRAWLRDRMLRQMLTAAR
PGYGWLSEETEDDPARLGAERVFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGA
ALRTSSRSALDGASVLAPRPALDPGHWAGPVPYLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGA
RISDRLGDPLAFNTPVPLSRGIVAGAPLLHAEILSRLA
>MCE8440669.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MCE8440670.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB17
MTANRAGRDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPALAPGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADSWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MCE8440671.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB17
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLS
>MCE8440672.1 nuclear transport factor 2 family protein, partial [Rhodovulum sulfidophilum]AB17
MSAETFLTAQDLVLRFWAVVDEVDDRPGAELFTPDGVLVIESFRAEGTAELSRYFAARRTLSTEQQRATRHLCTNLRVLP
GAGIRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGVPRS
>MCE8440673.1 VOC family protein [Rhodovulum sulfidophilum]AB17
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMTIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MCE8440674.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSENTENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPALPPIAHDTIVIASMP
ALGDIAD
>MCE8440675.1 hypothetical protein LZ187_12955 [Rhodovulum sulfidophilum]AB17
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETEMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQVSLTLEGDFEHFLRWPWTSDMTDWLPD
MHIRCASPSVTVLPPPAIHTTLWASETTQIVDIFSPPRMDFSTKNGWVLNAADYPLARTEIE
>MCE8440676.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MCE8440677.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDFAQQKTVRSVERTLQILELMNRVQVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKTEL
RAAAEACEKGEPYM
>MCE8440678.1 hypothetical protein LZ187_12970, partial [Rhodovulum sulfidophilum]AB17
MTVVEGRNNREQVATARSPECKGHLYVHVPDGRKLEPVLTGGKEDRLPDADRTVLCVRIELTRATFTDASSEMPQASLRP
FSAYSVEKLGLPEGPAADSIWLRQLEVNGDDGVPAG
>MCE8440679.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
YIESILGDPTEGAEIAFPEDGTIALYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQ
ASATLAAIEVMVAAFTPFLAAEMGVELSDLSFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNG
AHVAEVEVDPETGETRVLRYTVADDFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLP
FVQFGTELVPSTANPLGMKGCGEAGTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MCE8440680.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB17
MTAPRVSFEFFPPQTLEASFRLWETAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MCE8440681.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MCE8440682.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB17
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MCE8440683.1 hypothetical protein LZ187_12995 [Rhodovulum sulfidophilum]AB17
MTEDARGAGERAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAAGVVELGDFGRDD
>MCE8440684.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB17
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSQIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MCE8440685.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
GPETLDLPGPTGEANRLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALRDIEGISGALWWGDAEAGR
AYALALAERDGPILPLIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MCE8440686.1 hypothetical protein LZ187_13010, partial [Rhodovulum sulfidophilum]AB17
WDVLRAPLNVLLSPVLILTRLGAAAAARSRAPRLAAWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALAR
AILARPDLAALVEARSDAPALSARALGDYGGTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAF
PLGGLLGTAWYGIFPTAAPAWMTLAITLPLIGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAA
REHYFARLLDLSDAGLAAIRLIRS
>MCE8440687.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGVAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRVPAWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>MCE8440688.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB17
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MCE8440689.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB17
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MCE8440690.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MKIDRLFEGQEATWPPAARHVAGPWCLRDGQAGGKRVSAATLEGGFDPEAIAGAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MCE8440691.1 peroxidase-related enzyme, partial [Rhodovulum sulfidophilum]AB17
MVDPLPPETRKYFDICAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDLD
>MCE8440692.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGQSWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVGHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGK
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MCE8440693.1 GH1 family beta-glucosidase [Rhodovulum sulfidophilum]AB17
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPCPGRKTD
MGWEIAPMALPDLLRWISGSHTADLPLYVTENGMAAPDAIVMGEDGPEIRDEDRIAYLSSHLAAAREAIARGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MCE8440694.1 glucokinase [Rhodovulum sulfidophilum]AB17
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWATAGAGTPRKLDGHGVLAALDTDPEALRAAEAFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGRFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MCE8440695.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB17
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MCE8440696.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB17
MNVPNRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLATTHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>MCE8440697.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB17
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHEGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRKVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MCE8440698.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB17
MCLGIPGRIVAVTDENRMMALAEVSGVRREVNVACILEGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MCE8440699.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAAALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGADLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MCE8440700.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB17
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MCE8440701.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB17
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MCE8440702.1 HupK protein, partial [Rhodovulum sulfidophilum]AB17
VREGRVSSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MCE8440703.1 hypothetical protein LZ187_13095 [Rhodovulum sulfidophilum]AB17
MTIGQRSRHPKPEDISAIREAISRFDPSASTTIVGQDKAKLRDVFAPTAHSKALDPATTLVLGARGAGKSFWASVLYNKD
TRRLAGDLYPRLELGKLRVEIGFGGVSRAGVSKDQIDKLVPPGQEKTSAAPFWQAVIAGAALEVTEPDQKHLPTEMLKRF
ADPQDWADAMAEVDDELTNQGETLLIVFDALDAISEDWGRLSGLIDALMRSVWELRGFNAIRAKLFMRPDQLSELTLRFV
ELPKLRSGAAKLGWGQADLYGLMFARLAFDEEAAEAFGLFVDAQGLGKPPEKPEELRTWKLSSNTTLQEKLFEAMAGNFM
GAGPRKGKTFDWPYNHLADGLGDVTPRSFLILMQNAAERSQSRDAGALILLPQTIRDGLREASKVRIDQLNTEYPWIKRV
LQPLAGLRVPAEPQVFFDAWIENATVEAAVKIARKENALTPVPISPSRRHDLSDREPDLAERLTKMGVLTSRPDGRYDMP
DLFRIGAALLKKGGVTPKD
>MCE8440704.1 ParA family protein [Rhodovulum sulfidophilum]AB17
MRDPIRFDTSLPQFVASLKAAYPGDLAAAEPIVIRDFEGRLGVILDIAGADLDGLNSAVAERLGPYARPEDPVRGRDAAG
VSRIVAEAHTAPVLKIDGVNLRLLDRRIVGADWMARPVLEPGAIPRIAFVSIKGGVGRSTALSIAATHLARTGLRVLAVD
LDLEAPGLGATLLKPDELPTYGVVDWLVENGLSGTDGTFRADCIGRSSLLDGISVVPAFGSQTLAHPADALAKIARASIE
DMRAGTPVALRDQMQEMLNSFEATGDYDVVLIDGRAGLHETTAAPVLGLGAKVLLFGINEPQTFQGYAFLLAHIRERIPG
GTDWEDNAWFVQAKADPADTKIAQERFNALWSMDEGPLAKPEKLGPDDLELAWADNDAPAPLPKEPVPLLRILNDERYRS
FNPVENRVQLDEGLVRSTFGGLLDWFDDQMELGK
>MCE8440705.1 hypothetical protein LZ187_13105 [Rhodovulum sulfidophilum]AB17
MSQFTPNMTKAAHRNWAAAERNRNAAAPDLTTAGYLYGIAAECAVKAFFRNIPWTTDSTDGPVYAHFPQLKTKLRDAISG
RGASQLARFTDQHFMEGWAIDIRYSDGTRPNDATLEKWRSDAEVARAELL
>MCE8440706.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MLDLILDRWGDLDPAKIERRHFISLRDANANAVRFTNYSVQVGRVLMEHAIDVGWRADNPANGVQQIKGDTDPREAWPPY
LIEAYRATAEGRALLLFELCLGTGQRIGDVLKMRWSDIEGGGIHVKHGKTRKKLWVPLTASLQATVDAQERRSVFILTNS
RAIGPWSYRGAADAVMKVRRQIGAEKCDIHAPRYAAASELAVLGCDDGTIAAITGHTTRAMAAKYTAETRQKIRALDAQK
RRK
>MCE8440707.1 hypothetical protein LZ187_13115 [Rhodovulum sulfidophilum]AB17
MKRDLPKYTSRKKDVIYWQRRGEPCTRMRNQDLTPEFWAEYALCLKGPERAPASQTFASLIDSYRKSMRYAKLAPRTTKD
>MCE8440708.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDNTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWRTKFP
TAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLTLVRY
MGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRVLKED
GRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSSADG
>MCE8440709.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>MCE8440710.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA, partial [Rhodovulum sulfidophilum]AB17
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEAAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWEGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMVRLVKGAYWDSEIKRAQEAGIEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVNET
VPPEAVANDPLSELETLLDAEAPAGLRPGPALFEPDRRNSRGWDLTHGPHLAQIEVARAPGRSAHFNAAPRLAGPVRAET
ATPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAMLTSDRRVTGVAFTGSTETARLIQRAMAAHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELSPGAPWELSSDLGPLIDAEAHAAIASHVATARAEGRVIWEGRAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPEAR
>MCE8440711.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB17
MQRIEADISRRQMMGGAAAVLGMFAGFGLAPKEVRAQPPGRRIFLRNLRYFDGQTLSVKSGMEILVSGDKIEDIVPMGTG
PEDADVIDCGGRTVTPGLIDCHWHSTLVNVSQLAALTQDIGFIHLVAGQEAGATLMRGFTTIRDTGGPVFGLKLAIDSGV
VTGPRIFPSGAMLSQTSGHGDFRSLSALPRMPDDPADHTERSGVAMLADGRAEVLRRTREQLMKGASQIKIMAGGGVSSP
YDPIDTAQFLEEEMEAAVRAAADWGTYVCAHVYTADAIKRCLRVGVKSIEHGQLADPETIRMMRDEGAWWSIQPFLHDED
ANPKADPAQQAKQQEVAEGTKRAFVEGRAEGVKMAFGTDILMNPGGAPSQGRQLSKLARFMPPLEALRMATGAAGELLSL
SGLRSPYPTKIPLGVVAKDGLADLLVWDGDPEESIDFIGDPDANLHLVMKGWRVFKEVL
>MCE8440712.1 hypothetical protein LZ187_13170, partial [Rhodovulum sulfidophilum]AB17
SRGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRHDGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MCE8440713.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MCE8440714.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB17
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MCE8440715.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MCE8440716.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB17
MDTETDPRSCPFGSPPKDAAAIIGIGASAGGSSALETLFENCPAESGTAFVVIQDIPTKHESLTAGLLAQCTRMSVEMIE
TDTRVRPDHVYLNPAGTVMRIEKGVLRLTPCDEGQSLPIDSFFTSLAEEFGDRASGILLSGTGSDGTRGASAINAAGGLV
LIQHPGDPHFDGTPMSLRRAGIVDAALPATELARRALAHRQRSPRAPFGSAPTIEDARPDARNGAFSEEIEAILQALEEA
TGTDFRRYKSSTLLRRIGRRMQLLGQPDLQSYVRLMQSAPGEVAALTRELLISVTRFFRDEDAFRVIEDSVTPRIVKNLP
PGRTARVWVAGCSTGEEAYSIAILLHEAFHKAGRQPMVKVFATDINPDSLQFASAGSYPASVGAEIGTERLKRYFHTDGD
RLQVTNTLRQSLVFARHDLLCNPPFTRMDPVSCRNTLIYFRQDAQKDALLRLQYAIRKSGYLFLGSSETLSGLQNGFQPV
DARHKVFVRGAARPSARFDLSALKSSPPFDQGQKARHLSADKEIRPSMQASAPRSRGPLRESPGPQDSPKDTGQVDLATA
QARIDSLESDLDATRADLEATIQELETSNEELQSVNEELIASIEALQGSNHELQSVNEEINTVNAEYQEKMALMNRLDAE
LNSMIQSVGVATVFLDEALLITRFSPEACSVFKLRESDIGQPLGDIAHKLKYPALQEDIRDTIRTGVSLEREAAAEDGAL
YRVRITPYAIRSSGHRGAVVTLRDVTVHRDLARLQGAIDALPEHVAALDVDGTILLTNKA
>MCE8440717.1 hypothetical protein LZ187_13195 [Rhodovulum sulfidophilum]AB17
MRLVRASGDVATGHCGQGENDNEACLTQRQDLPGPFDPEIRRLSLQAHEGLRPALDGSQPLFSMEYPCHAPSARRWLRMT
AMPVPGGAFGAVIRHIEITPWVRKTPRT
>MCE8440718.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MGRHNAPAPLPAAEDGRTSDIGQAAPRPSGQSFELELQAFTRQLAACGPDTSATRSDRLDLIQVELDLQNRELREAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFAATDQLCNRSVYRMLDETARD
>MCE8440719.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLVDGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKL
>MCE8440720.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB17
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTVDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MCE8440721.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>MCE8440722.1 hypothetical protein LZ187_13220 [Rhodovulum sulfidophilum]AB17
MTTIPTQKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKIAIPYGIILLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDATFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MCE8440723.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB17
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MCE8440724.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB17
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MCE8440725.1 hypothetical protein LZ187_13235 [Rhodovulum sulfidophilum]AB17
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8440726.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB17
MNSKHRKTLLAVFTDPVSGTIEWTSIERLLVAAGAQVIEGNGSRVRFHKDGVIASFHRPHPSKEAKRYQVRDARDFLIQI
GVTP
>MCE8440727.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB17
MKNVMSYKDYSARVEYDDEDGIFAGRIAGIEDVVGFHAESVTELKAAFQEAVDDYLEICAQTGKAPQKPYSGRVMFRVSP
EVHRKAALAAELAGVSLNQWAEDVLRKAAS
>MCE8440728.1 hypothetical protein LZ187_13250 [Rhodovulum sulfidophilum]AB17
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8440729.1 hypothetical protein LZ187_13255 [Rhodovulum sulfidophilum]AB17
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPIAIAEGAPGAPVVAAGWHPFDKVSVGDAATGKVWSYDEDGQTSDLITPAF
EAGYEYMLYWDRISWNDDSSATAEVQVRYSGDFFQGLFSIRLGQLGQVRWNIGYVKTVLPPGIQTSIHTFEGGTADGRGA
YSDPIDFVVDQQTTLYTDVTYGRVTATAFRIVVPNRKALRSGAVYLYRRREFISG
>MCE8440730.1 hypothetical protein LZ187_13260 [Rhodovulum sulfidophilum]AB17
MPPREPIQVVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVY
EGVAGDAPADMERRLYVLDSVDGPDSDGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATGIVIEAAREADLSDR
FGNTETRYLCIGSEIIGYTGYSGAEGVWTLSGVTRAALGTKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPAEF
VDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPEFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFKTAP
RYLTATLADGSLQIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDEKLNGFWWADEDGLMPDGSEGYLWQ
>MCE8440731.1 hypothetical protein LZ187_13265 [Rhodovulum sulfidophilum]AB17
MTVTYTLGHAAASPYPMTHARILWDRLTGTVSATSETEGFEAKLADTVETNSWWKPEAVPASWRIEYGESRLIDAIGLAA
HDLGTAGSHARIEYKSPKAHGNLLLYSQEIQLWPVLLRAELVPTLAPDGSMDARWLVEDETDGAHLTGIDFQAVAGRMYT
FSIYVKPNANGRRLRMSMEGAAYPDQAIVNVGGDGAIASAAGAAATSSVAVGDTGWFRVSMSAEAQVTGFAGIRLLIRGP
NSELSYPGTGEAIGLFGGQAEWRLGPSPYVRSASSPASSNWWAVSDDWLLPSDDSAILYLFDPVETDGIRVSVSQPARIG
VVYTGKALGMPRMGYTNLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEPFF
IAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MCE8440732.1 hypothetical protein LZ187_13270, partial [Rhodovulum sulfidophilum]AB17
LAAMATVMAKGLALVAAIKSGSKSGSGGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLN
LDWQGAAG
>MCE8440733.1 tryptophanase [Rhodovulum sulfidophilum]AB17
MPGVRFFSGESVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MCE8440734.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB17
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MCE8440735.1 YIP1 family protein [Rhodovulum sulfidophilum]AB17
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MCE8440736.1 YIP1 family protein [Rhodovulum sulfidophilum]AB17
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMTPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MCE8440737.1 Fe-S cluster assembly protein SufD, partial [Rhodovulum sulfidophilum]AB17
SNPPPAENATFEELDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEVEGQDLSWAADLYGTLEARGQTPVPRPLAALNTA
FATDGVLIRATGRVGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRD
HDRRAATHIFARLGEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFK
KVLRKGATGVFQGKILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPK
AEAQDMMVLSFLAEAIEEIESEAVRDEVSASLAAWLERHRR
>MCE8440738.1 VOC family protein [Rhodovulum sulfidophilum]AB17
MRLHRGRLIDHIQLVVRDLGASERFYRAVMAVLEIPVLGTDRGYFLADELVVSSADSPTAAGALTGRHHLAFQARDRATV
DAFYRAALDHGGTDNGAPGIRAYHPQYYAAFVLDPDGNNIEAVYQGEAKRSAPSVTIEV
>MCE8440739.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MERCSTIRHIRQYDATARIVVFTMHLSAAFALKAIRAGATGYVTKSSDPKLLVEAIFGALRGQTVISPDVIEAIARDRIS
DAGTGLTDLSPRQTEILCLLARGWSVERIAGELSISPKTVRNNHYQIKSILGLETDVQLVWFALETGLLPAI
>MCE8440740.1 hypothetical protein LZ187_13310 [Rhodovulum sulfidophilum]AB17
MPYRPGDLHFGHHRIIDFCKRPFASTAEMNATLIANFQACVRHDDDLWILGDFAFGRAEDTAQFEGWFHSLPGRKHLIIG
NHDDEAVISLPWANTEYMAEIKDGDQSLVLCHYPMVTWNGARRSVISASTMPRRASWSSPCI
>MCE8440741.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB17
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWIVNDAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSKGLELSFD
GQAARHLRLGAAFGYADATFVDYPDSQIGDAGGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MCE8440742.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB17
LCCEYLAGRLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDA
IFKLCCTPVDRALIAADPDRTALRATLLFSAKEALYKALYPVFREVAPFEAAELTAPPSDGLLHLRLTAELHPSLPAGRV
FALRYLTWTATAQDSGQEHGDRQVLTWILHEPQQPGPAPKPKT
>MCE8440743.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB17
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNVNWGEGWLKRFARFDVRPVAAASIGQVHRAQTRDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIEMLTEAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MCE8440744.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB17
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTHLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MCE8440745.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB17
MAMRIRAALLLLAVLLPLPAAAEPSCHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAARGETLAFA
MNAGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRAYLADPPDCRYATQSGPMLVIDGA
LHPRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPI
VGAVVPAGD
>MCE8440746.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB17
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLATPGATPDGDED
>MCE8440747.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB17
MDSLPGIVVMGASGRMGQMLIAAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MCE8440748.1 YrhK family protein [Rhodovulum sulfidophilum]AB17
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MCE8440749.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
ISIIPGWNDAGRAEAKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMA
RAVAGEDPRGLALPVTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MCE8440750.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB17
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>MCE8440751.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MCE8440752.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MCE8440753.1 hypothetical protein LZ187_13385 [Rhodovulum sulfidophilum]AB17
MQISSNIDGGQRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MCE8440754.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGVDTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLEEGLAAYRKSIAS
>MCE8440755.1 hypothetical protein LZ187_13395, partial [Rhodovulum sulfidophilum]AB17
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPAVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAAEAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPAPRPAAPLRRIALI
MGR
>MCE8440756.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB17
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLIS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGGAEVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDSETGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLL
>MCE8440757.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB17
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRLRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGARDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MCE8440758.1 hypothetical protein LZ187_13410, partial [Rhodovulum sulfidophilum]AB17
WTGDRQRSERGRLTGAARIMPASAPAATENAPETGAAPADPIAAASARTGMALWPLLLWLGWLILALMLAAIVALLVPAC
GLRGVGLFSFCPGPPPEASAADAGTLILQDRIDRIERQIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLN
FSLFWSGPSDIDLAVTCPTGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFR
LLIRDAGSEVLQEGSLTRQGESWTTTINYPGLP
>MCE8440759.1 hypothetical protein LZ187_13415, partial [Rhodovulum sulfidophilum]AB17
QSGAWYYFRFWDPAIMRAYISARMEVRDTESAHKIATLFRDIIKRIVVSDMSGTSRFEMEAPSQPPYVPFILEQSDFDIF
AGVRWQRYKAKLLRILRRDHGGDFNIDPEQVDALSEQAYFRNFRTEIAAYNYVRSSLLCDQTDIDFEAILSHTSGGTPTE
HARHLWKTLTHKA
>MCE8440760.1 hypothetical protein LZ187_13420 [Rhodovulum sulfidophilum]AB17
MTDLDVDQPVAFCDPSVIALFPVRFALSADTLDRIAAGATTIATPQDKDSLSDHELRRIRAGYVYIFGDNDTWRVYRYLA
DPHNDENSTLDFDDAERRPDAHHQFYELTWTNGANSKWRQNGTPTSYLTVSSTVSKVWIAYSEERWPARMLELLQSNLGL
RAKVMREVDLSAPETPWSFKLDGLSSKVSEFMPSAETDPDANQMRYTQLSAESAASLDYLCERNRETARVIVLRDDLGEL
LDVGALHCQLAGTIQRLADEHYYATSMGDCVDMIRPQVDEAMDHWYKALNSHPLNPEFDTLRKQIADEMDAQETRAGGMI
VLMANIFARDGDFSPQTEIDVALNGISKVKDDKTGEAWAYCWFLLGRSWQFSAITKTGYKVMGEVFDQKGEEKTAEWFNI
MSKLLDATQEAEFTLSSRNLRHFNFAVSSQAYVMAQRWTQSEAGIIYLQKLAKPLGQMVNIRGIPAKDVAGVVRHQFSAL
NIPMGTTTFNAATGHFASPGTQLLHVPVVEGTASAHITSSGAQHFQALHDADNVLKGAGLMLGLATTYAALKHLSDPATL
AATGAGAFAQNTKVQLISELVGLAGALSDVKKMTRIANFGQIRADGLRALFRDGVRFNLGNANVLNMRLGVNGGAINLAR
LATFANVALMVGTAIAMSKSYEAFVRGDNSAALGNAMVGAGSLVLIGVDITVGTGGWGAVVGLVLIAVGTTFTFVADDKL
TKWLRGSFWGEGYYVYWDRNRDRYFSTQLEEAKKLASHDEEMVGFYQKELQDFLDLVCGITIENASRGDKAVDIYCGAIQ
APADIARLKVALKQVSRTAGLMGAMSTRTALAVDGVTVDIDYIEPQRVRARFRNFEPRQTSVHGPVVSYSTVDIEASYPN
FGGGTWTSTLTIEGSDI
>MCE8440761.1 hypothetical protein LZ187_13425 [Rhodovulum sulfidophilum]AB17
MSVVPKLSWNQRMHRRGWWRLGRANPHEPLNSPDQIRGLHRLIRVIDDDTIELRNFMSSIRWLWLFTAILIIGGWVWSGP
MTMNVPPLPRPLLGLVAPEWYGEWQTATSESHFPGGQFPDSLDRAESVRVNAQAAREEWKAGIVFLILFAVPPLYWLFAP
GPRGVRVDRRRKLVYGWKGFRFYCIKIHDFDLIEIDAHYTTRRGPEGEKYGHLVWGLPRADRPEKIGDFLLGRGPTPNWH
QFTLMHNAAGSFLWHKEDPDWLVKRKTTPRGRNNWIDWLAAIASFHLIPAIWPPSTERRLQQFDMKSRE
>MCE8440762.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB17
MAYSPITPMAKFELFSEQWQPKVVAEMNDYQFKVVRLEGDFVWHSHADTDETFIVLDGSLRIDFRDGAVELAAGDMFVVP
KGKEHKPFAASEVKVMLIEPSGVLNTGDEDQGERTAQNDVWI
>MCE8440763.1 Ppx/GppA family phosphatase, partial [Rhodovulum sulfidophilum]AB17
SPAYFFNEKVMCALGAGLSETNRLSPEGRSRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFCAEIERETGLKP
WVIDGTEEARLSAQGVLLGWPGAEGIVCDIGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLV
APMPIAPPRLYLVGGSWRAIARLDMERRGYPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQV
LRKLVAHLRPHEIAVSSYGIREGLLYEQMPADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIR
AACLLHDTAWRAHPDYRHEICFDSATQANLGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAM
RFGAMFSLHAPDSLAELRHYPKKKQLELILAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MCE8440764.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB17
MRHRLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MCE8440765.1 endonuclease [Rhodovulum sulfidophilum]AB17
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALIGFGNDTQ
QEIALLCDPERLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETAAGLRFRMIGVHAKSK
APHGARSPDEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEALIVLGDFNDGPGLDEYEKLFGRSGVEIVLGQEAPPERR
LFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYRIPELREALLTASDHF
PVSLDIAI
>MCE8440766.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB17
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MCE8440767.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB17
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MCE8440768.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MTAGRPLSRRQLVAGASALAMMTGRGAHAEVPGRPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTAD
AGLRSWPNLEALRALRPDLVVALEGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGRER
>MCE8440769.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB17
MTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIMLGQ
SGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQAEAQ
GARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYGQAT
PGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTWKVD
PGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQVLR
YSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALDYVS
MGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRELTGR
LGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNTSFN
TQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGGLRH
VGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MCE8440770.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB17
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQISRRAAMAVGAAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRARRNLTLHRGEAFFQVAPDAARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDRDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSRAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MCE8440771.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB17
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSASGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MCE8440772.1 pyridoxal-dependent decarboxylase, partial [Rhodovulum sulfidophilum]AB17
YGLAPLGVGWVIWASKEDLPDDLVFYVDYLGGNMPTFALNFSRPGGEIIAQYYNFLRLGREGYTQIQQACADTAQWLGEQ
LAEIGQFDMVYDGHGGLPAVAYKLTAGDHGFTLYDLSERVRMRGWQIASYPLPADREDTVVQRILIRHGVSRDLAALLLE
DIKRELDHLEKNPVPNSTAKPGFHHG
>MCE8440773.1 transporter [Rhodovulum sulfidophilum]AB17
MAEAGAFLRKMAPRGASALLAGLAMSAPAMAQESLATDAERVVGQIFERAEPVTEAGAHGFFQLLGNQPIAFILLALAVG
TFIGRFRFKGISLGSTAGTLLVGVVLSMIAEAAFGITYSIPGILSSFMLLLFMYALGLKVGPQFFSGLRRGGLAFVGIGV
MVWSLNWVICYFGAAMAGLAPGYATGLISGSYTITAILGVGQSALDSGAFTPPDGISAAEVGANMAAAYAISYVLSSVGI
ILLIRYLPRLFGRDATADAKRAEAEYSGGSTDPVPGAPGALVMNFSPYDLRAFTVTHESLLGRSVAQLAADFPEAPILRL
VRDGVIVNLEDNPTIAPGDIVTVRANVHDLILEDGELIGPESDEPLARNIPMEVADIHIGSHAISGKTLAELDTQAHGGV
EVQAHFRAGNELPLGPNSDVRFGDVLRLTGPDAALKAVARQFGGRAILPSFKSEVLYLALAMLVGYLVGIATVTIAGIPF
ALGTSAGCILAGVAVSYFRSRNPEFGGPVHEGARSFLQDFGLNTFVAVLSANVGPKVISALGGDTILWLALIGTAGALIP
PLIAFWVGIKVFGLNSVISDGATTGGRNSTPGLNAIIEESGSSVAAVPYPVSYALTTVLALIGGYFSMILS
>MCE8440774.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAESSDDPLRLDNQVCFPLYAATNLLQRLYRPLLAPLGLTYSQYLVMLILWERAPVTVGEIGSCLHLDNGTLTPLLKRME
RGGFITRNRDPRDERRVLVAPTPHGQELRAQALKIPEDLTRKITLSTGEIETLRSSVGSLVHLLADDIDRRKESNARVAT
Q
>MCE8440775.1 organic hydroperoxide resistance protein [Rhodovulum sulfidophilum]AB17
MSTIYSTTVTAVGGRAGTVKSDDGLLELNLSLPKKLGGKEEATNPEQLFAAGYAACFGNAVIHVTRNKDNRIKDDDVAVI
ATVGMTPNGSGGFGLTVALDVTIAGVDQASAEEIVADAHKACPYSNAVRGNIDVELSVNTR
>MCE8440776.1 hypothetical protein LZ187_13515 [Rhodovulum sulfidophilum]AB17
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAGDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSREAP
>MCE8440777.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MCE8440778.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB17
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGQGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDPGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MCE8440779.1 TIGR01244 family sulfur transferase [Rhodovulum sulfidophilum]AB17
MAEDMNRNAEGLDLPPMMWLDKEFAAAPQPGIETLAALGQAGFRSVICNRPDEEVAADACAAAMEEAARAAGLGFAAIPV
RHAPITPAMIAAQTEAMAALPGPVFAYCRAGLRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>MCE8440780.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MCE8440781.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB17
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGTEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWTETGQVLDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MCE8440782.1 agmatinase [Rhodovulum sulfidophilum]AB17
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPPRAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSAQAAAILRGLRGLNMVGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MCE8440783.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKILPLVLLVLGLAAIGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAMALAQ
PRTARIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MCE8440784.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB17
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYLRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MCE8440785.1 peptide chain release factor N(5)-glutamine methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDK
>MCE8440786.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
SEAAGRRLLAGLDAALAPPVPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHP
ETRLLVIEPAPARLLHQSAIWQALPQQRAGRVGLLPPAWVFGGVPSAIRFARLLEAA
>MCE8440787.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB17
MTRTIATPVLLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLTALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTALRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLGARVIATPLAGAVILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALGLLGAAVLLSVFETLHLPGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGRRNPNSGRSARRSVSLSAMPMARSPTSAVPSSATRSQPATPIRGMSGGGAPRQVVTPAPACSATGFSRSSAPCPSRGR
HRWC
>MCE8440788.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MCE8440789.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MCE8440790.1 histidine phosphotransferase family protein [Rhodovulum sulfidophilum]AB17
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>MCE8440791.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB17
MKDITEIHALMADLGARARAASAELAFAAPEAKRHALEAAADAVIDRKPQILADNAADMEYGRDKDLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDSILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MCE8440792.1 glutamate 5-kinase, partial [Rhodovulum sulfidophilum]AB17
CTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGPKGEGLGAGLSRYTS
AEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MCE8440793.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB17
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MCE8440794.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB17
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MCE8440795.1 elongation factor G [Rhodovulum sulfidophilum]AB17
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MCE8440796.1 elongation factor Tu [Rhodovulum sulfidophilum]AB17
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCE8440797.1 DUF3387 domain-containing protein [Rhodovulum sulfidophilum]AB17
MDVREFEPKIQKLLDDHVVAMPAETIIEVVNINDPDALKAVIEEAGVSEASKADRIASATRRAITEKMDEDPTFYKQFSE
LLEETIRAYREKRLSEREYLNSVVDLASKVARKDRRRDVPESIRGDEDAQAFFGVLDGQLKTKGDVSVTGVEVAAIAQQI
IDIIKSRLIVDIWSNEVAQNNLRNAIDDYFFDVLRDEKDIDLPVEVLDDLELKIMDLARARFAA
>MCE8440798.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MTRELHCLRYGEQEIQYEIIRRPRKTLEIAVEPDASVVIAAPEDATLDAIEARLRKRAAWVTRQQRYFSQFLPRTPERRF
VAGETHLYLGRQYRLKVVPHVQESVKLIRGFIVVQTHRPTRQEVTRELVETWYRDRAHIKFPERIEVCLGYFPDPEQFRP
KGLIVRQTRQRWGSMSPAGRLLLNRRLVQAPVDTIDYVITHELCHMAEPHHGAAFFELLDKVMPDWDCRKQRLERAMA
>MCE8440799.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB17
MIESDLNPEFENLKKDPLSCLQVPTYYPEAGTAEEGNMANWYTADLHFGHERIIEFCKRPFRSVSEMNAAIIANFQACVG
HDDDLWILGDFAFGRADDTARFEGWLHSLPGRKHLIIGNHDDEAVISLPWHSVEYMAELQDEEQGLVLCHYPMITWNGAR
RGALQLFGHVHDQWQGSRNSVNVGVDQWDFKPVQIQEIAQRTKRLPVNKHWADVEHGNELE
>MCE8440800.1 Tn7 transposase TnsA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MYLGSHRQIVVYESLLELMCILLIISRGDVIDVWDQPPAIHFSRPDGSHHEHTPDYLVELADGTRFAVAVKPIEQVNRRD
FDIELSYVAACMPQSYADGLVLMSEADFTRAQALNAQRYHEFNKTPDALADQALAAVIDQQNKPTTLELLVEQVGLAGRG
FRAAFRAIIEGRLRQVAHGKIGLQTLVTAEGTA
>MCE8440801.1 hypothetical protein LZ187_13640 [Rhodovulum sulfidophilum]AB17
MIFPYEPDDTFIIHGTRYSCIRQTDALCVFEPKDPADGNTRTLSRTEISFLRRSNNWRYIPGPRTKERMRATASRGTKAL
QSAHPDDRASAIFAYMECMNLKTFHDARAVTLTKESLEENWPKIVGAFRANEEIRNVGDGPTRGGSSLPPQRKSHAPETL
LKLYRKLRKNKYDPSVFLPRYRVRKGEGRRFCQETEGFISENIRAYATLEQDTKSSVARQTRNALLEENNRRAELGQRPL
QVPSERTIERRIDFLDPFEVAVYRDGIDQARMDFGVSSGGLDLLFPLERVEIDEWKADIRTLFQRLGIWNELPADLREEV
PSGRRWVYAAIDCSTRCILALAVCDRPNADTARRVLGQILEDKTEAARAAGAEGVWDFFGTPHLICADTGSAFSADMFVT
AVNFLGSAILFPPVKIPELRSRIEQMGWMAPAPGVAMRHSAGVRNCN
>MCE8440802.1 hypothetical protein LZ187_13650 [Rhodovulum sulfidophilum]AB17
MLIRLRELGFAPGVISDANARSPLRRLNLQDRYLQDPALARHLALRSRPDRFKG
>MCE8440803.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB17
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFDPPWTTVNLG
RISGGQVHNVIPGKAEVDWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQSRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>MCE8440804.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTIKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MCE8440805.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB17
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGLPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDALGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVSGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVLG
>MCE8440806.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAVWEQRRGEVHYRAADHHTLSLYLRGGSQVREVSSTTIRPSSEGSPGAICTLPAGDCFAWNNEGYLRWLHVYFRDRHLS
FATGSTATTPARVLFGCDPALRELCQRFLLVLDWEDPGQNNVLDHALMTLLERALAIEHVTSDFRAPNGGLTGAQRRAVE
DTVETSLADRITVRDLLADGQKAPDVAALCGFSSQTHMIHRFRAVFGYTPNAIR
>MCE8440807.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MTVVKGYSAWSARQTGILCLLWTTGLFLRIPVLAVSPLAGRIAEDLKLSTTGTGALTIVPVVILALAAPLAVWAIARIGP
ARTIAVGLLLSAVLSASRGWTSSAVVLFAATIGMGIGIALFQTALPSAVQGWLPAQAAMGSAVYLNGMMVGELLGARATL
PVVMPLAGQDWRMALALWAIPAAVIALLILLPGEQAKPGGPTPFSPDWSDGRTWELGLWLAGSIAVFFSINAYMDVTLSA
RGNAAWLGVLIVAYNATALLASLAMLWWKAAWIGRLGPDVMTGIAAAVGMIGFGLVPGPVGYLCALVAGFTASMQLILIM
SLPPVVTEEANVARLTGGITFVGYLVAFALPLLGGLLSDAVGGVGMVFIPTAVFILTLTGVGRKSGGYAECYSDIGGKV
>MCE8440808.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB17
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAIAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNETYRTYAAERKAAGL
>MCE8440809.1 VWA-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTSEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGRGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALGPSAVVMLTDLMGPFGPD
>MCE8440810.1 NADH-quinone oxidoreductase subunit F, partial [Rhodovulum sulfidophilum]AB17
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAARTGWDF
DL
>MCE8440811.1 endonuclease [Rhodovulum sulfidophilum]AB17
MATIGYGVGLWALGAFVGGFGTFVVAGVVLTWAFCHTDAEFSAMVAKKREAMAAMKPYRDANAAIVVPNRPKPGGPKVAP
TVPRSTPKAAAAPAARVAPKADAAETSSPKPEAAPTAAQEKVGNGPAALSAPRAGGADDLKKIKGVGPKLEKQVNDLGIY
HYDQIASWTAADVAWMDENLEGFKGRVSRDDWVAQARALAKEG
>MCE8440812.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB17
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFEIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFISKGHMLADVAAIIGTLDIVFGE
VDR
>MCE8440813.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB17
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MCE8440814.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB17
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MCE8440815.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB17
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MCE8440816.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB17
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLRVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARILRGPRRPG
>MCE8440817.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB17
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGGGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFVILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MCE8440818.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB17
MTRTKALIAGLSMTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MCE8440819.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB17
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRNYLPADYRAATRPWTIAAAVHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMAAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPDFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MCE8440820.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAASPNH
>MCE8440821.1 flagellar biosynthesis protein FlgA, partial [Rhodovulum sulfidophilum]AB17
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAEIAAEAMRDVGIPEDRIRI
>MCE8440822.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB17
MSIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDLPALSAPGAFGENISVGGPTETEVAV
GDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVAPGDSLKLTDRVAPDWTLNRLWHALH
VDRLNRGDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MCE8440823.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB17
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPQGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAGLILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRAEMSCAAGRRRIRH
>MCE8440824.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB17
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MCE8440825.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB17
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWRRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MCE8440826.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MCE8440827.1 hypothetical protein LZ187_13780 [Rhodovulum sulfidophilum]AB17
MARGRQPLPDDRPEAVAELARRGLARLASARRAGVPAQAVPAARAAWRTRAILSRAAADPGRVLEGGLEEAEIARRAGLL
WRALAGRW
>MCE8440828.1 CbbQ/NirQ/NorQ/GpvN family protein, partial [Rhodovulum sulfidophilum]AB17
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEE
>MCE8440829.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB17
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MCE8440830.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB17
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MCE8440831.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>MCE8440832.1 hypothetical protein LZ187_13805 [Rhodovulum sulfidophilum]AB17
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MCE8440833.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB17
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MCE8440834.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB17
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MCE8440835.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB17
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MCE8440836.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB17
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MCE8440837.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB17
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MCE8440838.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB17
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MCE8440839.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB17
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MCE8440840.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB17
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MCE8440841.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB17
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MCE8440842.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB17
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MCE8440843.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB17
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MCE8440844.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB17
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MCE8440845.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB17
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAIKGFEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MCE8440846.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB17
MANSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTMGLQRRGGGIARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVVVHHALLTFFLPTLIYPSGGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQMNLAQKEAEQLNVMEQFSAALTKLAKGDLATRIENVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTSNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIADLKHTMGELDQLTQQNAAMFEE
TSAATTALTDATNLLSEIVAEFQNASEPDDSAPLFRQIA
>MCE8440847.1 hypothetical protein LZ187_13890 [Rhodovulum sulfidophilum]AB17
MRIIAMICLVLGPLIAAPVLALTGRPIQTATTLLVVGPMNGLPDILHRAGGRPIGPTRAPLALLAVADDHPEGFPERLKA
EGAWLVLDGAIAAQLCGV
>MCE8440848.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MPHPYTAPAKTALPKIAFPVLASVQAVLIFTITLIAAPLPPIDEEFGLATADLVLLQVACGLPYSGLLLLGGALSDRFGG
PSLFRMGLGGVGLSSLGAALSSSFEMLVTMRALQGVAAAMVAPAAVAHVAALYPDPEKFDGAMARWGGISVLGAAAGTVL
SAVLTTWISWRWMFAPSCLTMFVALSLRSSLLPVVRGRMQAGRLDFLGALLALTALMSGGFALSTGSDHGWTSPRVCSGC
RAGKLRGGSPVAPRISTERQSHASGRSSATMPAHGDLERALFHKCRGGFIL
>MCE8440849.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MLDISELARPSGLPASTIRYCEEIGLIRSSGRRGLKRLFEEEVGTRLALISLGRTAGVSLSEIRGLVGTEGRPDLGRSTL
SRQADRLDEQIKELTVLRDGIRHVAACSAENHLDCPRFKRIMRIALMGGP
>MCE8440850.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB17
MKRIIAALSLGLFSTAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVEVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MCE8440851.1 alkene reductase [Rhodovulum sulfidophilum]AB17
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHDTLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGAIENRCRFLFEVVETVAGEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MCE8440852.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB17
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>MCE8440853.1 signal peptidase I [Rhodovulum sulfidophilum]AB17
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MCE8440854.1 ribonuclease III, partial [Rhodovulum sulfidophilum]AB17
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQ
>MCE8440855.1 hydroxymethylglutaryl-CoA lyase, partial [Rhodovulum sulfidophilum]AB17
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEE
>MCE8440856.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB17
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEVIRSMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARAIEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFEGPASATVEIGETVLDARLAPEGWRIEGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAASGVGADVIEAPMPGLLKTLAVSEGEHVAAGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVDAGAALIR
LTPEEEDA
>MCE8440857.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB17
MRLRSAALPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERADGTWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPETRFGLFRM
>MCE8440858.1 outer membrane beta-barrel protein [Rhodovulum sulfidophilum]AB17
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHLGVDYAVTD
HSAIRTDVRWIDLDTKVKSDSLGDLGTAHIDPLVFGVSYIWKF
>MCE8440859.1 hypothetical protein LZ187_13950 [Rhodovulum sulfidophilum]AB17
MAEIEAAERHRLIHLTSWERAVCILEQGPIHGTGFRASSTEAYPHFLMAGWHNVNWLHCRANPDMKPSHLAALCSLTTLL
GCASSGDRNVVQIEGRSINYGAANQTLWIAADC
>MCE8440860.1 polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB17
MDSARRIALTFDDAPTGPGAFFSGAERTARIVGHLSEAGVAAAMFFVRTDRIASHGGAARLAAYVAAGQALANHGHSHLA
LSKTPLDRFVDDLNRAADALDGIGPHAPFFRYPYLDEGRALEVQARMAEALEAKGLRPGHVSVCTYDFYLQDLVDQHLAR
GVRLDMDGLGAVYCDLMVRCAAFYERVARESLGRSPAHVLLLHENDLAALYLGRLIAALWAEGWRIVPAQEAYADPVYAL
SAETTFRNQGHIAALAHAGGAKRRDLVPLEEEEDHIAARFSIECVAPE
>MCE8440861.1 SIS domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDTSFSTANIEDYFGRVQRALGSVAPAAVARIAGCFEATRVASGTIYLCGNGGSAATASHAACDLMLFPGPSEPHLRAS
VLSDRTPLISALSNDFSYADAFAEHLRRHAGAADVVVGVSVSGASENVLRALETGQSRGAQTVGLTGDGTARMEAGSDVY
VPVPNSSIQAVEDVHMSIFHAVSLSLRHGLRGG
>MCE8440862.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB17
MDSVKVGLTAFSNARWPSVSRTYAFYERSLRAAFDTEIIAQDAIADRARDLDVLVNFHGAMAWTRRTEIDCAVVYGMHGG
MVVDRAFLAEHLGGCQSRDRFLINCTSDRAILAAASPARAAQADLLPLPVHARARPDRAVCREVLDLPGDTAVIGFVARL
LPAKNLHGFLEMLARIKTAIAPKEVRAIVVGNYWADYPVLPFCTDGYQAVIKDSLARLGLEPDLMYFPAALSDEYLDMVY
GALDLLIHPTFGIDENFGYVPIEAMAAGVPVVASAYGGVKDTVRESETGHLMPTWITAGGIRIDQETGIAAAVNLLSDET
VRNKMANAARTHAQTYYSEEICRAALIASVKVAAAPADDSPAVVTPWPNRDQRTILPEVSRGWDEFAPVVHHYVSTEPPD
ITPGDRVYLPAVLVFETDSTVRSTDPAWPAEAKLSPDAIAVLSDLTYGTSVPVTSTWPDRAIATALIADGWLVVQKAVQE
LGQNAGPLP
>MCE8440863.1 galactosyltransferase-related protein [Rhodovulum sulfidophilum]AB17
MTELSVVIPWRDRPELLQTLRDNAPHFTAAGAEVTVVNCGGDLASVPWSDLAGLGMPLARLDFERADFNKGCAINLGVHH
SSAETLLLLDADILLGPETLPTLQTAFTSRAFVTVAAVIDAGRDTGATPPSLAVARVTHAVEFGLPDGTVHRINTNTLYL
TDGARAGPGLVLLRRADFLAVGGMKNTLTGWGWDDIDLIARLQMALGLDRHETGRAEHVPHGAAPASLAQADKGASEARN
YRICLADYAVGDFQGTFETDVAETTVARHRL
>MCE8440864.1 hypothetical protein LZ187_13975, partial [Rhodovulum sulfidophilum]AB17
SKDEVAALKPALKAIHESAQVAFPEAHIVFDETWYRGRGRVVLGYHDRVGPEAIAKEARRFIDMTFPQLDQAISEL
>MCE8440865.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGSALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MCE8440866.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB17
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFAGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MCE8440867.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNEAARAYLDFLKSPE
ALAIIGKYGYGTED
>MCE8440868.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB17
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MCE8440869.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIQTRCLLDDADGDVAALTFVAGEPPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGVPDLLALTLCGGVAAERHWRP
ALVAARAVRRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRALDRPFPLERGLTGGVCALWK
>MCE8440870.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB17
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEDMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>MCE8440871.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB17
MQARQPVMDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQA
LAVTTNCSIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MCE8440872.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB17
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPKI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MCE8440873.1 hypothetical protein LZ187_14020 [Rhodovulum sulfidophilum]AB17
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVAILVPLALLAVLGLRLLQRRQ
>MCE8440874.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MCE8440875.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB17
MFQSFDMTRSHASSTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSS
PDLPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPYQPIE
RTHRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLA
AAGVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCEIHGGKAY
RSGWGHRMRGTGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>MCE8440876.1 type VI secretion system-associated FHA domain protein TagH, partial [Rhodovulum sulfidophilum]AB17
SASAVPGAPVAAGTGAVSGTGGPAPRRQPSGAPPVAPEPQPFHPPGRDPAAAQAAPSPAGPDRDEAFLRAFCEGAGLDPD
LAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEVLFLVPRDGFLDGA
GGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALAGKGENGMLDAFLE
AFSEAYARAQGEMPD
>MCE8440877.1 type VI secretion system ImpA family N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGTLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MCE8440878.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB17
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPESGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MCE8440879.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB17
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MCE8440880.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB17
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MCE8440881.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB17
MAAHPHGGLYAATICPMRADGALDLDSLEAHFSAVLATEGLDGLLLNGHAGEGIFLTRDEAATVVRHAKTIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDTHVRAGETAAAL
AIHRKLYPLAQAIYARPGHLAAARL
>MCE8440882.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB17
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISLFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFFAQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MCE8440883.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>MCE8440884.1 hypothetical protein LZ187_14075 [Rhodovulum sulfidophilum]AB17
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGRSLICHLAGEIDGQTVVTGEAVLVPRES
>MCE8440885.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGLDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MCE8440886.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB17
AGRYSDPGFCMGKDMGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRN
KRSLALDLKAPAALDAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAM
TGLAAHTGSLEGGPVAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRG
EAGLANWFSPAPYGIHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAA
GVWHTPVEDYDALPENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDAL
IETGAAAQTDRMRG
>MCE8440887.1 hypothetical protein LZ187_14095 [Rhodovulum sulfidophilum]AB17
MAEAGVPISEISQYLGHSNVSVTARVHAWDSPNRLRRAAGVPDFTTLRKVLGTWARFTIINTNHWKDGG
>MCE8440888.1 hypothetical protein LZ187_14100 [Rhodovulum sulfidophilum]AB17
MRIFTVQLRAVRRWPSAVQDEPSPLSDHAPGPEVPQRFLMAAQADDFRAAKPTLGQHVSGVGKLRFNYGPGLPV
>MCE8440889.1 hypothetical protein LZ187_14105 [Rhodovulum sulfidophilum]AB17
MRKVFDRPTRWTLNAFFLRRATKRKPEATVERKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGAR
LNAHGNLPAGQIQRALSNIGAQQDRAQNSTDGSRKRSARAARYFVPRPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARF
DMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MCE8440890.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MNAPYRLPDEFEIDRYHLRRVNLDDAQAIFDSYATDAEVTRFLGWTPHQSVAETTAFLKIAAAEWDSGKGFPLVAFDRRQ
PAELVGMFHPHLIGHRVSYGYVLRASAWGKGCASEVMGWLVDHALSHPSIHRAEAFCDVEHPASARVMEKAGMVREGILR
RYFRHPNISDVPRDCFIYSKVH
>MCE8440891.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MPQTDTPTEAVGASQPVGAKPDFFSSLKLLMRYGQGNGTVIAVSAVLATTAVALELVPVWAIWRAVTALAADEASAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPQG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPEAQKPGAPHEKHSVPRMETAQ
>MCE8440892.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MSDIEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGIAAGRPPTLAFIVGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAVPVFAATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEKVSFGYHPDRPVLHGIDFKVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEQAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLASDGLYARLWSHRAQAAGWQIAG
>MCE8440893.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHAKSRADIVSAAADLALSELDWYR
PEDGWHEVLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVPPANGRTVCPAAEGP
AGRSGRDGPQ
>MCE8440894.1 hypothetical protein LZ187_14135, partial [Rhodovulum sulfidophilum]AB17
MNGLRPESPDLQKCLAEEIARPQGLIAGIDALDPGIPGAVLLRARFRPDRYRPELFRELDLDRPEQLD
>MCE8440895.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
IGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVSDYAALSAALEAAGGNFDTVINNAGISPKHD
GVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMSSVAGKTFMPVVACHYAATKSAILGFTRHLAGE
LGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEAALWLTDAESSFVTGQTIDVAGGLLMT
>MCE8440896.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB17
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTRIVALCDR
LIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPGGMEACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQG
KAEDLAARVAQAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHTGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPKPTQQD
>MCE8440897.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVM
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MCE8440898.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB17
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSEISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALAE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MCE8440899.1 hypothetical protein LZ187_14160, partial [Rhodovulum sulfidophilum]AB17
IGAVVDRAEGKLRDQRIPRQIGVVAQSKKSAAAAACTTGFLPAKQRKVLPRKPHGDVRSFDCATKPGEVEG
>MCE8440900.1 hypothetical protein LZ187_14170 [Rhodovulum sulfidophilum]AB17
MGLLGEDAAVLCVLITDAKVADPEVTILSAGGYLRGMVRAHRTGSLNIMGSLIGLNERSRRRK
>MCE8440901.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB17
MVADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>MCE8440902.1 tripartite tricarboxylate transporter TctB family protein, partial [Rhodovulum sulfidophilum]AB17
IYPPSTGRKTGHRETDMTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFR
TRRAEASEEAADTGLLPVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGF
GWLFFDRLFGLTLPVWGF
>MCE8440903.1 hypothetical protein LZ187_14195 [Rhodovulum sulfidophilum]AB17
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MCE8440904.1 CsbD family protein [Rhodovulum sulfidophilum]AB17
MIGSAKVVKGTAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MCE8440905.1 hypothetical protein LZ187_14205 [Rhodovulum sulfidophilum]AB17
MSRHLLLILIGVLAVCLIGAGYLYYQERQSGIDIEISGDGVTIEGN
>MCE8440906.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB17
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MCE8440907.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFQDYGGLVELAEFDPAYLDQTG
PLLA
>MCE8440908.1 hypothetical protein LZ187_14220 [Rhodovulum sulfidophilum]AB17
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MCE8440909.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB17
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDIKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MCE8440910.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB17
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDEDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MCE8440911.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB17
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIEAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>MCE8440912.1 monovalent cation:proton antiporter-2 (CPA2) family protein [Rhodovulum sulfidophilum]AB17
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MCE8440913.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB17
LILHGYGREALMIRVHRPLNATDVPDALTDLFIQRGPPRFIGSDNGPRFIARKLRDRIEPIRAKTASMDPGSPLENCDRE
SFNARFGVNC
>MCE8440914.1 GTP-binding protein [Rhodovulum sulfidophilum]AB17
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>MCE8440915.1 DUF6525 family protein [Rhodovulum sulfidophilum]AB17
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MCE8440916.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>MCE8440917.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MPAAVPSDAPAPAPKAEPTGLTRPLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>MCE8440918.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB17
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEADLDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MCE8440919.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMG
>MCE8440920.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MCE8440921.1 hypothetical protein LZ187_14290 [Rhodovulum sulfidophilum]AB17
MADDASTARAPLRRPAPDHCRPEGAAAAAARGGGGGKYPVFPAGRPVAATYIGTCQ
>MCE8440922.1 hypothetical protein LZ187_14295 [Rhodovulum sulfidophilum]AB17
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVSVHGSCAESE
>MCE8440923.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MCE8440924.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPVSEAGA
>MCE8440925.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MCE8440926.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB17
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAEFDSPFIWTRT
>MCE8440927.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB17
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGKSIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPSRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MCE8440928.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB17
MSLLVFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFIHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAVKA
>MCE8440929.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB17
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVTFDASGTKAVE
IVEKPRHPASDYAVTGLYFLDGSAPERARRVTPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEED
>MCE8440930.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB17
ISHDFAAAAAARTVYLFPPPLAAVARLAGRPVRTLRALAYVLGLSETPWRRRLALLGLIPSASALGRICRRERLGHVHIH
SCATAAHLGALAAILDDLSYSLTLHGDLPVYGTDHAAKMARARFVAAVTRPLAAQIAAVSPSTPAPVIWMGVDTDRFHPP
ASARPGDAALEVVTVARLNHTKGHVHLLNAMARLRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVI
DLLHSADVLALTSFGAGEAAPVTVMEAMAAGLPAVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARI
GQAARKTALARFDYRAQARALLEALTVGR
>MCE8440931.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MCE8440932.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB17
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTASATA
>MCE8440933.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MCE8440934.1 DsbA family protein [Rhodovulum sulfidophilum]AB17
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MCE8440935.1 CoA transferase [Rhodovulum sulfidophilum]AB17
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTREDGAREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSEVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTPPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCGLLGLPELSADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFADPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAGLSEPSPAPAGRTPRR
>MCE8440936.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB17
VRDLSLVVVDAAKCFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVPVPRITGALHPLPTGMDWQG
LRALAFAGIGHPEKFFATLRGLGAELLRAEALDDHQPLTPALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPV
RLELDDWSAIDAAFDRLGLGSAR
>MCE8440937.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB17
MGVIVMSDTTETPEARRQTDGKVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDL
WIVLGCGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSL
ALVAIYPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARL
FAEDTPLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIP
VLCFGLAILA
>MCE8440938.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB17
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTDLQKLSALLDA
WPVGRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MCE8440939.1 hypothetical protein LZ187_14380 [Rhodovulum sulfidophilum]AB17
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDEAGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MCE8440940.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB17
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MCE8440941.1 siderophore-interacting protein, partial [Rhodovulum sulfidophilum]AB17
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHL
>MCE8440942.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB17
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MCE8440943.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB17
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAATDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDDEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGSFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MCE8440944.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB17
LYGRAPIRHDLFRVLATRGFMSPRADYFAEELVAALRIAEAGPVPRDQMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRA
DIWRSRPDTIASIAAYLAQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPGHERRGEGFLML
PAGRHGPAFLVTPNFYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPRGGIDRSGIVAIQRWLEARGRDVGGVDGL
PGYKTRREIGRWQEASGRAATCFPDPGMAAAMAR
>MCE8440945.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB17
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAG
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MCE8440946.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MCE8440947.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MCE8440948.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB17
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSSSDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALSVPGVTQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MCE8440949.1 3'(2'),5'-bisphosphate nucleotidase CysQ, partial [Rhodovulum sulfidophilum]AB17
MPARDLALLTTAALEAGKLARRYWCRDPRTWEKPGHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVD
>MCE8440950.1 permease [Rhodovulum sulfidophilum]AB17
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MCE8440951.1 acetate kinase [Rhodovulum sulfidophilum]AB17
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>MCE8440952.1 hypothetical protein LZ187_14445 [Rhodovulum sulfidophilum]AB17
MWIEDDDGRPGGRETRDQAQRWQTEAPVGGRHRRAPTFRRARDEEDRAVDPEGDGIEPWCKRTATAFRM
>MCE8440953.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB17
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNLVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIHLPQTAEAQSRVRR
VEVQGA
>MCE8440954.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB17
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MCE8440955.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB17
MLYPSAFAADPFALMRQMGRDLDRALGPRPGAGTAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>MCE8440956.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
LGPKDEAFDDLTGKGLINHLAELQNPDHHERERRKTFDHINEFIREVTGKPDAELEVPSGRQHLLVHMDDKVLPLSSLGT
GIHEVILIAAFCTIHQERIMCIEEPEIHLHPVLQRKLVRYLKEHTTNQYFIATHSAAFIDTPGASVFHVHNDGSQTYIKS
AILKSDRRRVVDELGYRASDIVQANAVVWVEGPSDRIYIRHWLHALAPEMIEGIHYSILFYGGGLIKHLSADDDAVEEFI
RLRQLNRNLAIVIDSDKSSAQARLKPAAQRLLDEMQDSECVVWITKGREIENYVEPAVLQEALKACHPTIYRNPDKVGQY
DHAFYFVRKNRRKSEDDVYTKGDKVGAALRVCEKPADLSMLDLKARIGELAAMIRRANGVS
>MCE8440957.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVSGGRFVFSVEHPACTANP
IGWHRSSDGVPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESYVMPLLTQGFRLDYLGEPKPLPEFLEARPELSETLRR
PPVLLLSATKQE
>MCE8440958.1 hypothetical protein LZ187_14475 [Rhodovulum sulfidophilum]AB17
MQDSDSELEYATQYRSVFDELRNVMPHGTFPQPQVGGDAPTSPTWEVLPALPTDVFGAVAHLLRVSGTIGWFEPSSAGLG
SDDSIFLSAEERIDLEELAKAWRTDGESEGVQDLWTELLSHKDACLRPRLLCQEGRGQGSLDWCKVAFKLILTADMAAEG
LGRPLGGDEERVNVMRDLLSAKNQPDRGGQDEKTIAGSSLRRRHRHPASMTERIDTDVVCVLPKGRIAQVGCTLRSLSAN
LALLPPRATVRCQWAEPVAPLRHDDRATLDILLIPAPFEIQGIDFEEVPSSNGGAARDWGNFSLKQSWIEDPSLLEDITI
KLIRQAKKQTKSLNAIIFPEYALDWGVFGKICDAAWRDAPELEFIISGSSNNCDQHEGNHVLTALRHEKSGRDNRPWISA
VSRRKHHRWRLDARQVSDYALASALKPTVACWWESHKIMTPELYFHRFRQSSTFVTMICEDLARSDPCHEIIRSVGPNLV
FALLMDGPQLPGRWGARYASSLADDPGCSVMTLTSWGLIRRVNQSGKYPPSRAIALWKDETGSVEQIMMPPGDGPAGVLV
SLAGKDTTDRTIDGRCVSNWSWRFHGQQPILLNQAENHPRHRLMGLGLRACLSSMLSTR
>MCE8440959.1 hypothetical protein LZ187_14480, partial [Rhodovulum sulfidophilum]AB17
SEEDPRGYLPLPAPVESFLDEVPGALAGPQDPDLPDLLDQSPGVAVIGGERLDEIAARWLGSPADWRWLAFVNDLADPLR
LEPGTVLTLPPPGSGPGAPTTGAAP
>MCE8440960.1 phage baseplate assembly protein V [Rhodovulum sulfidophilum]AB17
MTEMPRPGRARERKLTVRLDGVPLAAGAVDALTGIELRQTVSAPALCELCFEAGGALPLDPGALAGRRLEIAAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALLARHEADGLDALARALLGRHGLELRGESGAPCPAVLLQHGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGLGAPLPLSFEGGLLEAEIEENALAGFAATRQTLWDTGLNRPLAGESPGAVPDR
AGELTLAAGLYEPPVAPERLTEARAAQHGAAARRISGVALGDAALRPGRRIALELEPGRTARGTIAETLHRVEPGLGWVT
EFRTGLPAHLPCEGMLAAPGTVAEVSGGDDPLLRLKLDLCDGLETDWLAVALPGAGADKGMIALPETGDRVLALVFAENP
AHGFVLGGLYGEQEVPRLGRGPGGVRPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPGRA
ITIRAASIGFEEG
>MCE8440961.1 hypothetical protein LZ187_14490 [Rhodovulum sulfidophilum]AB17
MRVLVEPATIICAHGGTIPQRASQGFVTVMGGPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVTAGYSRFVTIGGRRVCL
DMLAGLTEGSPVGTWRVLAPGQALVECSG
>MCE8440962.1 GPW/gp25 family protein [Rhodovulum sulfidophilum]AB17
MIGRTVMLQGLDFGLGAGGGASRASGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDET
LAGLAIHYVRQAVARFEPRIEILRLDAGRPAEAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTS
>MCE8440963.1 baseplate J/gp47 family protein, partial [Rhodovulum sulfidophilum]AB17
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAATAMLEFHREGGEGVDATPLAVTIPAGTRIGGRGEGAPVFVTLEQAVLAADAQSVTVRAIHAAWVEGDLLSEGVEGPG
AVLALARGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPGLETPFELFSDGPGFYCARGAGRIFLPRAAPGSAG
VPRRDAQIRAWYLTGGGAAGNVAAGTLTDLRDPIPGLAVRNPERAAGGRDAEPLETALERIPREVFSDRRAVTARDFEAI
ATGEGGVARAQARTGVQLWAHAEPGSVELLLVPDPAPGQSDAVGRRAGIEALQTEELRGRIARLIAARKPLGVTVNVAWA
RLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPGRPIRPADVYGTVLAEPGVRSARSVVFEVAEAPDADVR
DAVPDLHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATAVRPHPRRPGLVAAVWAEGGNHTEDGSRLAVSFDCGET
WQSDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRSEALQRRLPVAAGVDAVGLYAVLATGTALGRPVVAVAARE
QRGVWISYDPLEPGSFVATGLEGSDIRVLDAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDAWQPLRARWRGG
SCLGFAFLGTRAWA
>MCE8440964.1 acetylserotonin O-methyltransferase [Rhodovulum sulfidophilum]AB17
MTEILSGPGPAPRRGSGWRRWRNRKIASRGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
VQSLAALAHRAAVPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILVTLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRTHRPFIASVVVGCKPGAT
>MCE8440965.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB17
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MCE8440966.1 phytoene desaturase family protein [Rhodovulum sulfidophilum]AB17
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVL
THPWLALDMAPHQSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETMAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGADPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MCE8440967.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB17
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWVGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MCE8440968.1 alanine--tRNA ligase-related protein, partial [Rhodovulum sulfidophilum]AB17
SETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLDLTQDALREKGRQVDVAGFDAAMAEQRAK
ARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVTEIAPGTTGWMIVNQTPFYGESGGQVGDT
GTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAIRANHSATHLLHEALRHTLGDHVAQKGSL
NAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIGAQALFGEKYGDEVRVVSMGRAATGKGHD
GQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIAQERRLAEVAEAVKAPASEVVARIRTLVE
DRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPIIDEHKARLGTGAILLIAEADGKASVAAG
VTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAEAVLEA
>MCE8440969.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB17
MPALWIAHVTVTDAEAYGKYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPDYQAALDHA
RGASERELMVVEINE
>MCE8440970.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB17
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVKMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MCE8440971.1 SMR family transporter [Rhodovulum sulfidophilum]AB17
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MCE8440972.1 YitT family protein, partial [Rhodovulum sulfidophilum]AB17
ISVFFLLNLPFYWLGYRRMGKAFVLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGV
GIMALWLQESRGIRAGWVQLGFDAVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MCE8440973.1 DUF3141 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MDMHVERRSDDDPADVMRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLME
AARNSKKEMTPGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVSFGRDPLPGQTLADVCRAEAEFVREVTRRHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDLD
>MCE8440974.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB17
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MCE8440975.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MRTRGLDHAARIVQGRVVPLDDARIAKAPAHGGVEHHQPVQIVVIAPGLRIGPVQHKRTGEPDMKRQNEARVTGPLQHLQ
KLGDLVYPVHEPPVATRKHTWYSAPVPDTKAPPCSRPSSRDAPRPMDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEIN
RLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADVFGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSD
RTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRLKEISAELEISMSAVKARLANAKRKLGAATTSQATS
MARSRGVI
>MCE8440976.1 H-NS histone family protein, partial [Rhodovulum sulfidophilum]AB17
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETW
>MCE8440977.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MCE8440978.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB17
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MCE8440979.1 Sec-independent protein translocase protein TatB [Rhodovulum sulfidophilum]AB17
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPDKTPDRTSDA
>MCE8440980.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB17
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAKGLWFDDDEDEPEEGPATEPEAEPRP
>MCE8440981.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTEQSAEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MCE8440982.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MMQIRLSSRAALMASALVAPVCIAPSAALAQEGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNE
VIADTPNVLIPGSTSAPIIRGVDTDGPLIAGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQ
GANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTHPDFTEPDFDYDFA
SLNGRLKLLWEPADIPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNASKYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQ
YSEADYDFTFALPYSGTAARDSATLSNELKLTLGQG
>MCE8440983.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPAPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MCE8440984.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB17
MQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVVGLSLLTLAEYLAHLADNSLTDTLR
NRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAAAFLALVDWRMAIVSLAPFPLYYLI
FGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHRFLDAFLRFTKPLVAPLATANALIT
PVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAAADRIDAVLNTPTLPVPAPGEGVTP
DGNRLCFEAVGYAYEDGTETLSGIDLTLEPGTMTAIVGASGAGKSTIARLALRFFDPTEGRITLGGADLRDIAPAELYRR
VGFVLQDVQLIHASLHDNIALGRPDATREEVTAAARAAQIHDRILALPQGYDSILGRDAMLSGGEAQRVSIARALLLAPP
LLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRIAETGTHEALLARNGRYATLWAQSG
SQLPAPTQDPEIAR
>MCE8440985.1 hypothetical protein LZ187_14615, partial [Rhodovulum sulfidophilum]AB17
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDVAAALPWLAALLAGALACLILRRRVEQAGIKV
GLAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGY
>MCE8440986.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB17
MTKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPAPAPGSFLRYAAYDVAYHLANVLFGPV
FYPRYRHYALDSPWAEWRGWVGKGLRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGTGRSQAEELVAVMAS
FAAHAPVGALLAVKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINSTVGLSALLAGVPVKV
LGRAIYDLPGLTDPDGLDAFWAAPARPDP
>MCE8440987.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB17
MLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLERWRRFVFRLIEREGVTDILYYADRLPYHAI
AQEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRSEIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQS
FGRPFYPLHVSDRPNWPAIEYLSWLPELLRERRRKRAAGALIERLKAEATPFNLIAMQLEVDYQIRASSDYPDLLTFLDE
TMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALRMGI
PVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDTDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MCE8440988.1 EAL domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LEAARLAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRQAIAASR
RGLTPFEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGL
YEFRRQADGSIDFPYTTPKFEDIMGLTREEIDMRGGDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWL
SGASAPRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQ
GPRDCVLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGAL
SRPLTYEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDE
FEPFFQPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNV
SSGRMHDPDVVSLARSMAGGGTKVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKI
DRRIVRPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MCE8440989.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB17
MGSTGRRPPPLVADRRYPKKTKRKPQPRNPKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPSIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MCE8440990.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB17
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MCE8440991.1 ammonium transporter [Rhodovulum sulfidophilum]AB17
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALIGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MCE8440992.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
SRDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRRTLADRLRDTSGSDRFAFLAGQKG
LFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>MCE8440993.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB17
MGPRRAMSVMSVMRLLALIAFALAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMRKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGAVVRQMQGYLQELRCRADPAWRAGLELATGGGLAKALGSGGTGG
ASPREPSPPRTGKPPAPQPVIADTAGQDRVDLSPPETGPGGPYPPSGDRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKA
>MCE8440994.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB17
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWTPETDAERERTGVMIGSGIGGLNSIADTAVLIQKKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MCE8440995.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB17
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPADYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEARETLLAEMAARQTALLDRLWETRAEG
LPLADKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MCE8440996.1 hypothetical protein LZ187_14670, partial [Rhodovulum sulfidophilum]AB17
MSFTKTFGKTLTMAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQD
>MCE8440997.1 hypothetical protein LZ187_14675 [Rhodovulum sulfidophilum]AB17
MLGWPERIEDAMAGAMREGGATRMISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDI
RAALHRDDTGRARELYAVLHCFLTTHPEAARGTP
>MCE8440998.1 RidA family protein [Rhodovulum sulfidophilum]AB17
MARRLISTGSPFEARIGYSRAVVVDGWAFVAGTTCYDYVTMTLPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPVLSEAFARARPAATMISAGLLEPEMKIEIEVTARLSA
>MCE8440999.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB17
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MCE8441000.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB17
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MCE8441001.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MCE8441002.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB17
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFR
>MCE8441003.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFLANMLFAPLLGKAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MCE8441004.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB17
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAEDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>MCE8441005.1 adenylate kinase [Rhodovulum sulfidophilum]AB17
MRIHITGASGVGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDPLA
PWFSHVVFLTLPPARRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPAALVETAIAALDQTVGAA
>MCE8441006.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB17
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEISLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAAASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MCE8441007.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB17
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MCE8441008.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB17
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVADGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MCE8441009.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB17
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MCE8441010.1 glyoxylate/hydroxypyruvate reductase A, partial [Rhodovulum sulfidophilum]AB17
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEVVTGTGDPAAIDYVVFAPKGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYIYATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>MCE8441011.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRALLVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDTDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MCE8441012.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB17
MEGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPATGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYTARLQG
>MCE8441013.1 malate synthase G, partial [Rhodovulum sulfidophilum]AB17
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGADFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPA
GGYDRGRGARVVARARVFLDQALD
>MCE8441014.1 alkylhydroperoxidase, partial [Rhodovulum sulfidophilum]AB17
SEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRVASASGMEPNPDYHGSHR
>MCE8441015.1 OmpA family protein [Rhodovulum sulfidophilum]AB17
MSARRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKAELIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLSAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDETALADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MCE8441016.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGAFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFREALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MCE8441017.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]AB17
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDTAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELARRVET
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADLVSMARPFLADPDF
VAKARSGRTREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPHRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESIALKLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MCE8441018.1 acyl--CoA ligase, partial [Rhodovulum sulfidophilum]AB17
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHG
>MCE8441019.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MCE8441020.1 entericidin EcnA/B family protein [Rhodovulum sulfidophilum]AB17
MTRLLFILLALTLASCSTVEGVGKDISAGARTVRNAL
>MCE8441021.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB17
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPAHGIAMYGAPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNRF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRTGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVTSAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MCE8441022.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB17
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MCE8441023.1 patatin-like phospholipase family protein, partial [Rhodovulum sulfidophilum]AB17
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGE
>MCE8441024.1 5-dehydro-2-deoxygluconokinase, partial [Rhodovulum sulfidophilum]AB17
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGDDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLG
>MCE8441025.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MCE8441026.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB17
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLNCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATALVTGAGVIGQMCATAARAAGAARILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLD
RPEEALARALDKTAALKVMVHFP
>MCE8441027.1 mannitol dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPGVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGEPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWLDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQA
>MCE8441028.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB17
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MCE8441029.1 EF-hand domain-containing protein [Rhodovulum sulfidophilum]AB17
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGPAAGAARQGMLFDRMDADGDGAISLEEFTARARARFAGLDTDGD
GMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMGQGMMGQMGQMGPGMGGACGGGPGGMG
PCGAMQGQGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRID
ADGDGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>MCE8441030.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MCE8441031.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB17
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPDMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MCE8441032.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB17
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVASVLDNARRALPGLSDRRLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEEVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGSGLDLPRTHLTEMPEATEALARIVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYVAGGASFFTVETHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARGHAGLPRPAGVGRSVGQ
KPF
>MCE8441033.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB17
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLMDGEDIGRLPAHEVPRRGIGY
IPQGRRLFSDLTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGF
>MCE8441034.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSALLSTRALSRSFGGLRAVHEVDLDLGRGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAYRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLSRVGLTGRADSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>MCE8441035.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPEARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MCE8441036.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MCE8441037.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
GGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRWYNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVE
KFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVSEGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVT
MIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSETSFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPE
IFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPGQTDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVI
KAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGAKIFNGKTHQVFGPQYISKVENGRLTVLEETSIEAGFYPVEVD
YTTQPL
>MCE8441038.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB17
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWVAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLAVRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MCE8441039.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB17
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MCE8441040.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB17
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MCE8441041.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB17
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MCE8441042.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDASGIFAVAPLYAKSHSQGEY
VFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSVHVTFCTEAEAEAGRE
IGLLHRVTQQFHWENRGYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDAFWRFYQDTGARKWGM
PYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYRAIDFAIAQGLDTVEA
GAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEEEQQ
>MCE8441043.1 phosphodiesterase [Rhodovulum sulfidophilum]AB17
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLDEVSGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAMLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPAA
>MCE8441044.1 RidA family protein [Rhodovulum sulfidophilum]AB17
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MCE8441045.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB17
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>MCE8441046.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVVARQASQAQLNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MCE8441047.1 nitronate monooxygenase [Rhodovulum sulfidophilum]AB17
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDLEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVAALHEAGITLLATATNLEEARL
IAGAGLDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPTAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>MCE8441048.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB17
MTKDMAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGA
VVWIFSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVST
LIRWFPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAA
ELPGGGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQF
WKLWVMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLG
TILYLSIPFFATAGAANPSILYLGGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAIT
SLRQMSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFF
ANLAIRPVRERHHHNEPELAAVPVE
>MCE8441049.1 2-dehydro-3-deoxygalactonokinase, partial [Rhodovulum sulfidophilum]AB17
SLSGLLIGSELAAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSM
L
>MCE8441050.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB17
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSVDPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELEIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWDLRRKAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MCE8441051.1 hypothetical protein LZ187_14945, partial [Rhodovulum sulfidophilum]AB17
MAARALAAQPRHDGHPGIGPPDFHKPLPIVRSVIPAHRLPAPDAIPTRDLTAPRQPEASDPQHRLGIDPETMVRLPRGKP
GPFFAMPLFDQPGHQSLSPDPGFAPHQHASHHPGAIPVTFPLQKERGGALETGAEQEPLTDPYQADHSEHPGPPDWRSSI
AILKPYYHQMHFGPFSCCGIVGRDPFPQVAGQPRTCRPATISRYSRPADPVRWTAKALCRNRGNDRLADRPCGPDIRADG
TVRPQGPLLRERHRPARGLPGLHGTKPPGDAFRILPDSKASGMGSAEAETNRRDAHR
>MCE8441052.1 ATP-dependent DNA helicase RecQ, partial [Rhodovulum sulfidophilum]AB17
IFGATKLERHGAEFLAVITGSGADLPHPARRKLAGGAAATLYDRLMETQSRLARGADGCEKPLSCTASQVAKLAEIRPAD
MGTLTRLLGERRADRFGAAFLDVLAEG
>MCE8441053.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB17
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEAAHLAGVAAQLSPDALKRLMHISDSLASLNADRFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLCILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDILVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MCE8441054.1 response regulator [Rhodovulum sulfidophilum]AB17
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDLTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNEAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAAPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDRCLPIRMAGTG
>MCE8441055.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD, partial [Rhodovulum sulfidophilum]AB17
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLL
>MCE8441056.1 hypothetical protein LZ187_14980 [Rhodovulum sulfidophilum]AB17
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MCE8441057.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB17
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MCE8441058.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB17
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MCE8441059.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB17
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MCE8441060.1 chorismate mutase [Rhodovulum sulfidophilum]AB17
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKRTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MCE8441061.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRNTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MCE8441062.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MSVMPVIPALMTERLTLRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASDRTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDSANAASARVAERLGAVYEGEVSHETY
GAIGVYRHPAPEACR
>MCE8441063.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB17
GPFSRRDAWTKFAARWGHWALHGYGMFTVTRKGSDEAIGVIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAY
DTLGWTTAISYIDARNDRSRALAERLGCSLDPSVPHPFEEDCVVYRHPGPEAAA
>MCE8441064.1 amino acid adenylation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LQRAYLAGRAAQGLDCALYLETGCPADLPHARLEDAWARLVARHDALRMIVTPEDRIEILSQPPGSHEIPRIYLSSAAER
RGIEAQMRRRTAPLAHWPLYGICRSTLPGEPTDRLHLCLGLIALDAPSILKLLLELGRLIRDPETPLPPVEGNLTQSLAA
LAGNPVHRQDTPQLPELPVLPGAARPDFVHLERNLDPGIAEAFRQTAANWSVSPAVLLAAAYAEVCRRWSGGAAETTLNL
TSVVPEPAPDGAIAPLADHTRTIWLKAAAGDGPDLRRRAQVLARRMLDRLERPGTDLGDLSGGVPLVLTSLLDAVPPRLS
PLRRIEGLGPVLSRVSQTPHVWIDAQAFDDAEGMVLSWDYDRTRFPEGLAAAMFGAWTGLIQRLARDPDAAASAPLPLPE
AQSLGRAAVNHRPMPEPQALLSDAVFAEARRRPGAAALICGEASISFAGLSAEADRIADLLLARGLPPGGIVAIDLPRSP
LQIACVLGVLAAGGVYLPCDPGWPEARIADILENAGAFARLGRRAAAAGDGGTIRIDPEAQDGARLQAAPPYTPHPRGPG
DVAYLIYTSGSTGRPKGVAVSHRAALTTIDDICDRFGIGPGDRGMAISSLAFDLSVFDIFGCLGRGAALVLPPEGAQRDP
QTLLALAETHRTTIWNSVPAILQMAAEFADETDRALPRNLRLGLISGDWIPRDLPTRVAALAPGMRLMGLGGATEAAIWS
NIFDTADTPCDWPSVPYGLPLRNQGYRVLDNTGLDCPDWVEGDLMITGGGLAEGYWNDPTRSAAAFPSDPQTGTRYYCTG
DRARYRPGAVLEFLGRRNQQVKIGGFRVELGEIEAVLSGLDGVRRGIALLRGAGESASLVAAVLPDPSGPVPDPADLGAA
LSERLPGYMLPRQIRLIETLPLSPNGKIDRKALAALFETCCPAEAAPGPRSPPAPRTRASGAWALLAGLLPPGTPLHEDR
PLIELGLSSLEIIRLATGLTARTGRPVNAADLARASGLGAIEAMLGGTAGPASPAPPADPIKAWCISQAGATLCDAAKRE
AFKAGHVLDLATAPLPDLRFGARPLSAAFDRRYSCRSFRPEPVGDADLGGWLSAACLAIRGNRLAGQWGSAGASFPLELH
LLRPGADGGWQWWRHDPARHGLSRGTAARTGPAGFSPMNGQWLAGATGLLVCAADMARIAPLYGTDAPRMVWIECGAAMQ
ALELSAAEAGIGCCQIGDLDRASATRSIGLADGCFALHALAFGRPEPGERSARASEIRPLTDSVEEGSL
>MCE8441065.1 hypothetical protein LZ187_15025, partial [Rhodovulum sulfidophilum]AB17
MTPQTLIETCLARGIRLWTDGTGALRFSALPGAMDNPLKAQLSENRSALAAHLSGRTDLPLNALQRAYLAGQAAEDLDLG
GIAPLYYLELAGERLDADRLDAALAEMTAVHAVLGMSLAGTADGSPVLRPVEGPVPRIARIACATPAERAALQARMMEGP
QDPERFPLFDLRLSRLAGTPDHLHILIDLTLLDAHSGALFISELLARSRGAEP
>MCE8441066.1 hypothetical protein LZ187_15030 [Rhodovulum sulfidophilum]AB17
MTVSIETAKRPAHAAHKSGTLSPREQGLVWDMEEHFWTSGADNARTTTANNTVMIFPYPTGILQGDQIWTHLRERTGWRS
VVMAERRVMRCRDIAIITYRVSAEKADVPIYKALCASTYLNDDDTWLRIFHQQTMVA
>MCE8441067.1 hypothetical protein LZ187_15035 [Rhodovulum sulfidophilum]AB17
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASAVADGRPGTNGAIWAVLAIIFLLFQMLMVGESGSGE
>MCE8441068.1 hypothetical protein LZ187_15040 [Rhodovulum sulfidophilum]AB17
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MCE8441069.1 hypothetical protein LZ187_15045 [Rhodovulum sulfidophilum]AB17
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MCE8441070.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB17
MISEDHRNPESFHSLDKASLEDIHPSDRSGNADISPPEGESGFGETLLARGLFHVIERLLLVIIVAMTLTAVSFELLAIY
RLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAAAILLLSISALVIIW
AIGQQAARLHPS
>MCE8441071.1 hypothetical protein LZ187_15055 [Rhodovulum sulfidophilum]AB17
MAPAASLSKTRPEATDLERRVLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEETIRAVMLL
GEVRAPKSTETDVTGKQPMPPRSKGKKEPCMDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>MCE8441072.1 ArsR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
RLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDTVNGLVRFLLEDCCGGDED
ACAGLELPRT
>MCE8441073.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MCE8441074.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB17
MSVHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNM
DGTEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MCE8441075.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB17
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAQPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MCE8441076.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB17
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFV
EGRFVDESVAAGVAH
>MCE8441077.1 hypothetical protein LZ187_15085 [Rhodovulum sulfidophilum]AB17
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MCE8441078.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB17
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MCE8441079.1 hypothetical protein LZ187_15095, partial [Rhodovulum sulfidophilum]AB17
QEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVAPRPRTETAIPTAAPPPAA
EFELPKRAVNDAGWQDF
>MCE8441080.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB17
MLTAIVDYESGNLHSARKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MCE8441081.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB17
MRTAKITRKTAETEISVELGLDGSGSYHMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MCE8441082.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MCE8441083.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB17
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MCE8441084.1 SARP family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGK
>MCE8441085.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB17
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MCE8441086.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MCE8441087.1 nitroreductase [Rhodovulum sulfidophilum]AB17
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLAELVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSVGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MCE8441088.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB17
MILSAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLIDQIRDSIGFLGVVLGVNLVTLVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MCE8441089.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB17
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MCE8441090.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB17
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MCE8441091.1 SPFH domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGATLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATG
>MCE8441092.1 DUF6338 family protein [Rhodovulum sulfidophilum]AB17
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAIYGSVVVASASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKSEDGPEGENDR
>MCE8441093.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MCE8441094.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB17
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRARIAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDSRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAQGAGAATGV
>MCE8441095.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein, partial [Rhodovulum sulfidophilum]AB17
LTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRVARAVEEAEKHLATMSEAIRHTGERSL
VDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSRDASARKDYETLLADLETHFAARTRAL
MQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MCE8441096.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB17
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWIGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGATKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGFIRVAMVAAEDEMRAALVRLRGC
LYD
>MCE8441097.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB17
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTYSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDIRIDVPEIDGYDDYDDFDEETPFETAPSVAEAAPAPAIPVAEPRRVV
EQSVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRP
GPVVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLA
LGKDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPK
KAVVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVD
EMADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGM
GDMLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIV
IKDRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MCE8441098.1 outer membrane lipoprotein carrier protein LolA, partial [Rhodovulum sulfidophilum]AB17
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQY
>MCE8441099.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB17
MRKLLVALLCTLAGPALATGLDIQIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MCE8441100.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB17
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MCE8441101.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB17
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIAPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MCE8441102.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB17
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MCE8441103.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB17
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MCE8441104.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB17
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAA
>MCE8441105.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDAIDQKILRELRRDGRISNVALAERVSLSPSACLRRVQEPERTGVILGYRVVTSPERMGRGFAAYVMVGLSSHTKAAQE
GFERAVAVAPEVVECHNIAGAFEYLLRVESADLSEYKRFHTEVLGTQSHVNAITSCIVMETPKDERAT
>MCE8441106.1 hypothetical protein LZ187_15240 [Rhodovulum sulfidophilum]AB17
MTDMPPTIPILCGKVRRNPKFAPDAISMRLFGPGVTVMTNAKPRRALRIAKLIARASDIADAQQYREQAAACRLIFQPRT
>MCE8441107.1 LysE family translocator [Rhodovulum sulfidophilum]AB17
MTVTPGPNNLMLMASGANFGFRRTLPHRMGIVGGMSVMALLVGVGLMALFDAVPVLNLVLKVIFAGYLLWLAVKIATASL
PEERDADSRPMTFLQAATFQWVNPKAWGMCLSAITLYAPDRLLLSVAIVAAAFTLVCFPAISVWAWLRTAVRQWLSNATR
LRVFNITMAALLVASLYPALGLGT
>MCE8441108.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB17
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>MCE8441109.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB17
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MCE8441110.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB17
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>MCE8441111.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB17
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MCE8441112.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB17
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MCE8441113.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB17
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MCE8441114.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB17
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPISEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MCE8441115.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB17
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TAPQQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGTRGGMPVQVFPSLTGLRAVDGFVRALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKAGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MCE8441116.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGLD
>MCE8441117.1 autoinducer synthase [Rhodovulum sulfidophilum]AB17
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDHYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSIGWFRASFSAPTAAPRELAVA
>MCE8441118.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MCE8441119.1 hypothetical protein LZ187_15315 [Rhodovulum sulfidophilum]AB17
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MCE8441120.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB17
MAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNGIWAGLGIP
VSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPDGSFAQFTR
VQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIGVISDESKR
DFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTFVVKRGGMV
VICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNEHKPGNMAV
LVQAPRTGLRTFADVLEAGPSA
>MCE8441121.1 HAD hydrolase family protein, partial [Rhodovulum sulfidophilum]AB17
VPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQGISGREGGRFLTLSFGAS
KAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEDTGRIQRIAAAGPKGWNLALRQVISDF
GI
>MCE8441122.1 glycosyl transferase [Rhodovulum sulfidophilum]AB17
MADFHQNGNVATLHNLRSAPAELLVRELANFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSAAE
>MCE8441123.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB17
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MCE8441124.1 glycerate kinase, partial [Rhodovulum sulfidophilum]AB17
DPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAASHADLARARQATMALGDPPLLLLSG
GECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAMIGPSTLAEAGRLGSDPARALSTNDSHG
FFAALGVQVVPGPTLTNVNDFRAILIRPQP
>MCE8441125.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]AB17
MTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEASEALPPETDGRAYLRLPTETEWEFAARGGAAVD
PTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEELMLEPYRLNAVGREHGQAGGLVTRGGSVL
SAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIKAGWIARTEKTARGGPDQTPLGTLAEMIDE
EIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQTEEARMSSELIGIADQTRLCARAEQCSALR
SAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGELSASGQRQILDNLARFAALLEAYRNKPDMS
EEELRLLVLSH
>MCE8441126.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB17
MYLDVRSDWLSHVDEVPRALVAASAVANLGALEQSPRHHHKKAQLLFTVRGVINCEVEDAVWIVPPQCAVWIPGGLPHTV
FGSGEVECISLFIDPPEAPNLPTECCTVTVSNFLRQLLMRANVLPELYDIDGPDGRIVSVIFDELAVAPVEDLRLPIPGD
PRLKKLTDLLIAAPADHATVAEWASRIALSERSLSRLLAKEVGMSFGRWRRQLHIVLALRQLSTGRTVQAVAMDLGYESA
SSFVTMFRKMVGKPPSRYLLERRRPVLHDRGEG
>MCE8441127.1 hypothetical protein LZ187_15360 [Rhodovulum sulfidophilum]AB17
MIDNTPVKLAFAWLIPAVGAAIFVTIQCFSYLNGYVSSGGTMQAMTFGPVALWGVSIFYGGWVVPPLLALAGRRATDWAM
LVLGGLLFLMSTLAGVSDGLRDGSHLVGLELLAVTLPGAVALIMSWRHIRSN
>MCE8441128.1 hypothetical protein LZ187_15365, partial [Rhodovulum sulfidophilum]AB17
MPLDAKNFPLVWMSYDEEPDHDHDEDFEALEACFGRGAPFVILTDNAPAEDHEHSQEEKRRTALWMKTHKADLRALVLAM
IVI
>MCE8441129.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARSEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKAAYG
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRAGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPAMARALEENVLS
TGGTSEPDALYTAFRGRLPGVEALLKGRGLDLEPV
>MCE8441130.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB17
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MCE8441131.1 succinate--CoA ligase subunit alpha, partial [Rhodovulum sulfidophilum]AB17
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAG
>MCE8441132.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB17
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAASHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPDGIMNPGKLVPPAD
>MCE8441133.1 arylesterase [Rhodovulum sulfidophilum]AB17
MVLALALCAAAGTARAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPE
VDGLIVALGGNDLLRGIDPAASRANLDAIMTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLK
GLTDLPDRGAAMARYMQDDGIHPSGAGVKLIVEAMGPSVLELVDRAEAKGR
>MCE8441134.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MCE8441135.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVRRDGETERGLTQVKAVDDAYPLYGQVALDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLV
>MCE8441136.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB17
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MCE8441137.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALNCLEDIEKRMGLPTVDPFR
QGAGRLADALDAI
>MCE8441138.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB17
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIKALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>MCE8441139.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB17
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMHSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKSGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MCE8441140.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB17
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSAMAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MCE8441141.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB17
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MCE8441142.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB17
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGPERPRHPAIWLHGASNGELASARPLIERLLARRPDLCIVATSNSRT
GRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQRMPA
LARRLTGAIAYLSAQEPASRNRFATLGLPPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGEEAPIL
EAFARRWRADPQARLVLAPRHPRRAAQIAALIERTGLGHATRSRGGRPGPDRPVLLADTMGEMALWYALAGVSFIGGSLV
DKGGHTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRAEAPG
PDTLIDALEGLMGAPAPTPPAEKEPGNG
>MCE8441143.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MAETQFSLDKLEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRSHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAER
>MCE8441144.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB17
MTIARRPLLVGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIQVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRADGRPLPRAGATAILAPAGRQGPAFALFSNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MCE8441145.1 histidine kinase [Rhodovulum sulfidophilum]AB17
MHRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNRPPEQVMAELSATLVEPR
HVRIALADARSGPLPVARAESRQAHDAAPQRRRAPGWFRDLVMPAERETRLSVLADGTDYGFVSITAAPQDEIDEVWEDA
AALLWAIGLGFGLTGVLLVLLIRRALAPLDMLRHGLGALRGGALTTRLPQVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRVGALQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGGGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MCE8441146.1 hypothetical protein LZ187_15455 [Rhodovulum sulfidophilum]AB17
MQGLGDDLQSRAETLCITGKSGSQIKRKLGPRGMTDLIHLAIATGPSTGATWARNRAAALSDRTMHGPSA
>MCE8441147.1 hypothetical protein LZ187_15460 [Rhodovulum sulfidophilum]AB17
MDDKILRYGAATAATLFTGIGFAFKFLLDAKDYPQLSLVLLAVVAMAIGSLALLAACGVSALLVTEFQKAWTDYRSNAQR
SKAKYVILLVAGAFLLPLIVMFLLIGFFSFHYSIENVADALARLRDQLLAQV
>MCE8441148.1 TniQ family protein [Rhodovulum sulfidophilum]AB17
MKLTVSPREGETTLSVVSRLALRNGASFVQDFCADMGVSWRDAANGEAGEIHRLADLAGLDVDGLAAHSVVRVAHPGYRV
NKQYLTSKTLVRRELRVCPRCLCEDDRQGGALARYGRLEWLVATYRTCHIHQVPMLTLPDADYPRCRHDFSQRVRDHWRC
ISRAERELVPSSGLGDLETDIASRIRGLGGHDHARFLDLDLMCRLSEDLGVVLRFGASTYPSKLNRTELARTAEAGFQAI
AGGPDALTVAFGEIKVASSSPTPGFQADFGVLARRIERVDHGSPRYAHFLDRLTEFAFNNYPYGKGDVLFGRTCPERRVH
NLASAASAHGLNYSRMYRIAVGMGLGTTEQAERIEFSAADHDDQLADYAACRSPKQSADYLGIRGEMLNRLVSAGLIAPR
FDLPGLNPIYHPDDLKHIVDPLITQATLMDCLPSGYASLVNIGAHAKCRFETVMRLACDEKLASLIRLNASPKLDGLFVS
LDDLRDQLEEPPPPGFTRSEARRMLGINSSTIAWLIRKGWLEARTVRHHRHRRSVTLISPEALEEFLIKYVTLGMMAAAA
HTQALHVARKLENAGIFPLDLDRKCSKIYTRSDRLDNIFSTKEI
>MCE8441149.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB17
MSVLEDRRRAELAEGLNPEARGVAVIGNSGSGKSTAVAHFFRGHETLRLLSHDAETADVASFLVPSPATLKGVGISCLNG
LGYPLMRDRTAGIIWELVQSHLRELQIMFLHLDEAQDLMGSQSEREMLAVVNTLKSVMQNRYWPVSIVLSGLPTLKTLLN
LDPQLGRRFTPISFGQIDDIQDEQNVLELIQQYRQAAGLESSGSVETDDFAARLIHAAAHEFGILIEVIIGAIEICMRRS
DSTLQLQHFTAEFLRRTGCAADLNPFIRRDFTALNPRLLLPGNDDMQPSHVPPRRGR
>MCE8441150.1 hypothetical protein LZ187_15475, partial [Rhodovulum sulfidophilum]AB17
NLICGSHQGQRCEPRKQAGHKTASEKVHEIIYDLLCGSHPHRLFGTMTRQITPWLPGRVFENPKARGDYPSEARTILTDE
ELTRILTIWVVDHYHQQPHRGLPGGQSPASRWRELVQKYGVTEPPDLNTRRVALGYEFERVPSSLGVIFLSNQYSCPELV
QFWRRNKGKPIKLRIEPSNIGAISVQIKTEWFLAPALNGEELEGMTLTNWTKVMRELRSTYATEATATLPQRNRAIQKIK
AIVDEARLREGLIDPEYTAEHLEYLDKNLCGGLLFDHPDQPPVSTEGAPFGRLITPSTKVANPASLKSQDEHPRPTSAAA
PIGEPTWKLED
>MCE8441151.1 arsenate reductase (glutaredoxin), partial [Rhodovulum sulfidophilum]AB17
WTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEDALIDAMLAHPVLVNRPIVCTAQGTRLCRPSEVVFDLLDQ
LPAGPLFKEDGQMVIDENGNRI
>MCE8441152.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MNALICLPIISERLVLRPFEPSDRPDYDAYHTRPEVYRFLYTPVPEADVRAEQFAAAMSTCLEEDGDTLRLAVIRRDASA
LVGEVLLKMANKAALQEEVGYIFNPTYAGAGYATEAVRMMLGFGFRQCGFHRIFARLDPLNAGSVGVVERLRFRREAHLL
QNDRFDGTWGDEFIYAMLKTEWEDRQGL
>MCE8441153.1 hypothetical protein LZ187_15490 [Rhodovulum sulfidophilum]AB17
MAEGDKNDDLKRRVRIMNKGHGYAGVFNHDDADDKRNVEEIIIEEWRTSIKAELGVEVGTPLSNINDPPDFFVPINGHQL
NVELVQLVEQEHKRRATRGETPFAGQLFLDMQWSKERFISKLQEVIYRKGNKYENVEITIDVLLIHTAETWLTSTAAKGW
LAGENIETHPSIRAVFLIFDYEPGVGVDHWPLLSVYGELPQ
>MCE8441154.1 TrmB family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MPFDKPLLSALTALGFTQYEAKAYCALQSGGPGNGNEVAKVSGVPPSKVYETLARLLEKGAVLKTQQEPVRYMARPWQEV
ASKLLQHLGSAAKTVETELGKLQHPESPKAIWTLPSRDAVLETARSFITDADVNIFASIWDDEIAELSPELEAAARRGVQ
VHVAVYGQTRLSSARGYDLTACGRSAMERLAGRRLMTLVAGTGQALVAELHPDGGVEAIRTNAPVIGLLVSEYVKADVLG
RLLIDDMGDARFEHLRRDPGLIEELLRG
>MCE8441155.1 RidA family protein [Rhodovulum sulfidophilum]AB17
MDRIFSSSPWEKRSGYARAVAGKDIICIAATAATDEAGKVLCKGDLEGQTRVILEKMSGILDQAGSDMEHVLHTRLYITD
ISSAAEAGRAHAEAFSAAPPAMSLVHVLPFVDPDMLVEIELMAERRR
>MCE8441156.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB17
MTASEARPDGAALAAAGLAVLMWGAVPVGTRYLVAPGGEALPPTLLVALRMVISTVVLLPVLFRARPWAWPSEDKRLAAL
SAGLGIVGYNLPVTLGQVEASAGVTALVIATEPLWILLLWSLKRREQPSPAQVVGALSGLTGVILLVAPSF
>MCE8441157.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB17
LRHWGALKVRIEVTGEQNHTGPTPMEDRKDAVLGAAHIIAEIRRLADIAEDTLFTSVARVDISPNSPNIVPGKAVLFCEL
RAPEPAMLDWSETSLRAALPELAAKAATRAEIVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAIL
PSLVFAVPSVGGVIHRNDEYTSPEDLAAGGDVLTDMVRRIDRAGGDLDLALGANA
>MCE8441158.1 phosphotransferase [Rhodovulum sulfidophilum]AB17
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMREGFDLDAAMTLARQAGAAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEAPVLAGAMAALKALHATPALANRFDPFAQIDALIAEYRRLGALL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMMGPDGAVLLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MCE8441159.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB17
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVRATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MCE8441160.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB17
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTGFRNTIGRSGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MCE8441161.1 ethanolamine ammonia-lyase subunit EutC, partial [Rhodovulum sulfidophilum]AB17
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRVGHALVVVVGDGLSAPE
>MCE8441162.1 alpha-2-macroglobulin family protein, partial [Rhodovulum sulfidophilum]AB17
MSAALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALDVMATALEDLGRGRDMIPALRLAQTLAPRDGLQARLEDA
IGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDPGLAVTVEDRRLCVEGLSHGESYRLTLRSGLPAAS
GETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSGRLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEED
VSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQQAGVYALSAAIPGKDPYERPAATQWFVLSDLGLASMSGTDGLH
VFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTRGRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDR
GVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAG
TAPRGTWTLDLYADPEAPALASAKVLVEDFLPERIDFELGLPEAPIDPTAPPLLSVEARYLFGAPGADLPIEGEVRLAAA
AGLPDYPGFVFGRYDTEIAPAMTMIEGAGRTDAAGRAQIGLTMPTLRAEGKPVEARITLRLSEGSGRPVERSLTRPVKPS
GPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVETRYQWYRVDGDWKWEPITSRERISEGETRPEDGR
ASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDMLELSLDKPAYRPGETATLRIVPRQPGKGLVTVMS
NRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGHNPARALGLAHATVDPGPHRLSAAFEVPAEAEPRQ
PLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQRKLGMGLRDVYGRLIDGLNGAMGTVRSGGDATAG
MRRQAPPPTEELVALFSGPVTVGADGIAHARLDIPAFNGTLRLMAVAWSPTGVGQAEADILIRDPVVVTASLPRFLAPGD
ESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELAQGGKTALSIPIAAGAPGVQHVKVALSTPDGKRLTRTLTL
PVEVTDPEIMRRSRFTLADGQSFTADDALFADMLPGTGRATLALGPVARLDAAGLLASLDRYPYGCTEQVTSQALPLLYL
DQLAEALGLGSRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDFWLDAYVTDFLSRARAQGVAVPDRAFGMALDNLQN
RVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTRAGAFATPLAAGQLGAALAAYGDPTRADRMFARAARMMAGR
MGRAEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAATDRPLSTQEASWMLLD
>MCE8441163.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB17
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIR
>MCE8441164.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB17
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>MCE8441165.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADYAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>MCE8441166.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB17
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRTPEPAGARMQAFLASVPREKMRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLE
>MCE8441167.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB17
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MCE8441168.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB17
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>MCE8441169.1 EamA/RhaT family transporter [Rhodovulum sulfidophilum]AB17
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMVAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASDDALMRALLALSCVTMMQTLAMAAWMVWREPGELARVARKWRAGLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEILGMALLLASILMLVLLI
>MCE8441170.1 2Fe-2S iron-sulfur cluster-binding protein [Rhodovulum sulfidophilum]AB17
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>MCE8441171.1 hypothetical protein LZ187_15585, partial [Rhodovulum sulfidophilum]AB17
MTNQPAPPAPLTLGDCTPADLPGVQAIYAEAVRTGTASFELAPPDLPEMQARWEKVTEAGLGR
>MCE8441172.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB17
MTLPSGKWRLGFDIGGTFTDFVLHEGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIIHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVAVARALGI
>MCE8441173.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>MCE8441174.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB17
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVAGRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MCE8441175.1 NAD kinase [Rhodovulum sulfidophilum]AB17
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSKVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MCE8441176.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEEVGGAAKPIQIEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MCE8441177.1 response regulator [Rhodovulum sulfidophilum]AB17
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MCE8441178.1 amidohydrolase, partial [Rhodovulum sulfidophilum]AB17
SLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVLRHYPGSARFVVLPMDLAFCGYGPVPVGLEAQHREL
CELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIYPRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGG
VRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLSYLGEGLDPLDPEARRRNWAISIADMIESGAYPNLF
TDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLSEKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MCE8441179.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB17
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAEVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGDATCATHL
DHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MCE8441180.1 GFA family protein [Rhodovulum sulfidophilum]AB17
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGSQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MCE8441181.1 cytidylate kinase [Rhodovulum sulfidophilum]AB17
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPAAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MCE8441182.1 hypothetical protein LZ187_15640 [Rhodovulum sulfidophilum]AB17
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGELWPGDLDNHLRRDIGLPPLPEPRAEPPR
WM
>MCE8441183.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB17
MSKPVPVLVTGGAGYIGSHICRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRAIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQVPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVRLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MCE8441184.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB17
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
ARLGIEMLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFMAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSSEDFTARLLRFLSSQPE
>MCE8441185.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MSRFSERFLFPAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRQRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPALGIWAVPALLGGLIWWRVTDPRASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWALMAGLCVVLWLIAIRLRPGQRITF
>MCE8441186.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDKRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLVSQ
GS
>MCE8441187.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MCE8441188.1 heavy metal translocating P-type ATPase [Rhodovulum sulfidophilum]AB17
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERRLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAVQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGIEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASALRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSGVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAQAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAISGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MCE8441189.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB17
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKERASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MCE8441190.1 ribosome biogenesis GTPase Der, partial [Rhodovulum sulfidophilum]AB17
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVIVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPALD
>MCE8441191.1 PQQ-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB17
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGIVYFVSRDNRAWAISAADGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MCE8441192.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB17
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GVEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MCE8441193.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB17
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSD
>MCE8441194.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARI
>MCE8441195.1 LysE family translocator [Rhodovulum sulfidophilum]AB17
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLA
>MCE8441196.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MCE8441197.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MCE8441198.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB17
AGAGADVGQVIAVLLAEGETLPEPAPEAPAPASAPAPAPASAPAAMAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLA
GSGPKGRIVRVDIERLIASAPTQTTAETTAGPAPEPAPEAAATPPGLGPYEVRPVSQMRRTIARRLSEAKQTIPHFYLEA
EADLEALMALRAQVNEGREGPARISVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGAD
RMSLGTLSAEMKDLAARARAGTLRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVM
SLTLSVDHRSVDGALGAQLLAEIRQGLEDPMSLLL
>MCE8441199.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB17
MSMESARNEWQAIAAEAPWNERDRPKTIYSFIARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGAGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALTEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>MCE8441200.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPEHPAPLPELARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MCE8441201.1 hypothetical protein LZ187_15735 [Rhodovulum sulfidophilum]AB17
MNYLPTAFAQLFFAWKLYNCALDGKISREELDIDLTFQSEDERTVFVLPRKIFDNDDDFILAFENNLTIAFGAAAITLDR
SRYEAGHDLPNPIATEEDQCISLIYQIRCAFAHDISEPRWKIKNRYRRVYNFGGMTFDLSELDGQIFKYDHIGGPDQLVA
IKDFAAPRLFQGRRVSRLAHVFAT
>MCE8441202.1 hypothetical protein LZ187_15740 [Rhodovulum sulfidophilum]AB17
MADITKFPMKHWQRIKNRRGTTSVNCIVSSRYLKVLGIAETGTADGAVVTIHVMVDKYEDGPDRRLCELILPIEELRAAL
SKAESKLR
>MCE8441203.1 IS481 family transposase [Rhodovulum sulfidophilum]AB17
MGQVRHGSATTTYAVRAAIQRSQASLAQLSQELGVNPKTVAKWRKRATVEDLKTGPREPRSTVLTEAEEAMIVAFRRHTL
LPLDDCLYALQPSIPHLTRSALHRCLQRHGISRLPDVEGDKPKRQKFKRYPIGFFHIDIAEVQTVEGKLFLFVGIDRTSK
FAVTQLVDKADRKTAWEFLEHLLEAVPYRIHTILTDNGIQFAEQPRNRNTASSRQMRFDMICQANGIEHRLTKPNHPWTN
GQVERMNRTIKEATVKRYHYDSHDQLSTHLADFMAAYNFARRLKTLNGLTPYEYICKIWTSEPERFIRDPIHQMPGLNT
>MCE8441204.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPDLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MCE8441205.1 ParA family protein [Rhodovulum sulfidophilum]AB17
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKAGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTARG
>MCE8441206.1 hypothetical protein LZ187_15760 [Rhodovulum sulfidophilum]AB17
MVYPAVQSAERTRCPGEAYANGRAECWYPTETAYRRLARGRRKQVPYERRLAPGYVFVRLDREPRWHLIREHCRGLLRGI
VSRHGMPLPIPEAAIAQMRCVPERIARIRDREMAARIIRPGDRAEIVAGPLAGWTVEVDWIDAGIAHFVLPLLGGQEASA
DIKLLGNKRNLA
>MCE8441207.1 hypothetical protein LZ187_15765 [Rhodovulum sulfidophilum]AB17
MTRADARSILAEIRRFGGREFTAGDIAHLVPDGTPPTTLTSAMTQAGFVTSRSLKDVQAYRFRPDVIAQFGRQNRT
>MCE8441208.1 hypothetical protein LZ187_15770 [Rhodovulum sulfidophilum]AB17
MTTDLAALDPRHPAEVDRGLAYLTRVLRSLRVAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIE
MEDWADALADFPDWAIERAAKWWKSAENPQRRKRPLEGDIAERCKAEMRAVRAARIRARSGWAGAGPAPKREPCSPEAAA
EILRQAGIGVKRMGGEPDKRGAA
>MCE8441209.1 hypothetical protein LZ187_15775 [Rhodovulum sulfidophilum]AB17
MTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAASLKTGTTA
>MCE8441210.1 hypothetical protein LZ187_15780 [Rhodovulum sulfidophilum]AB17
MRVLIGCETSGVMRRAFAERGHDVWSCDLLPAEDRSNRHMICDIREVLHLGSDLLAVMHPPCTRLCNSGVRWLHVPPTNA
PAEARPDERSAWPSLPEEARRAIMWRLLDEGPALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWFGEPV
FKATGRYLRGLAPLSATDRLTPPAPGTEAHKRWSAVHRAPPGPNRWKVRSRTFEGIAAAAASQWGGDARQEAA
>MCE8441211.1 hypothetical protein LZ187_15785 [Rhodovulum sulfidophilum]AB17
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MCE8441212.1 hypothetical protein LZ187_15790, partial [Rhodovulum sulfidophilum]AB17
MTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAAARPLRLPPGTLGALIEATVHSDRFLSR
SAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLEIDPSLTVTLPRAPKTIG
HPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAECHA
GDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEADIEKSR
>MCE8441213.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB17
MTWLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTLVLADARTLAEAPGTAAYL
AGSGRVRPTQMRRDLERLVDGMTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGFALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAINRAGFSIPKVSFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>MCE8441214.1 hypothetical protein LZ187_15800, partial [Rhodovulum sulfidophilum]AB17
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAETAERAADEARAARDAAGTEAADLA
ETVERAKAAAETAQAERREAEAALTDMQARLEAETARLAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAALERAATASAAADAAEARAAAQAQEIAEAEARHEALLAEGQETETALAALREELEAA
TGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEAQAAQLAADIEAARRLLPATGADTTEAAE
AAPPEP
>MCE8441215.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MFTNGNDHETIVPSGSAQTFDALGGVDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLAPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSVLDGGDGHDQIHGCSDYDILHGGNGNDTIYGYHYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTELGQDRIYGGTGNDTLVITAPYYHIDYDLDISQGGDIRGIEYAEITL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDVLNGEAG
NDTFLYGTGANGYDMVDGGAGAADRILATADNVTIGLGGLVGVEIVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGNGNDNLSGGAGGDILTGMGGADIFDFNVASHSNGANIDRITDFVRGDDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MCE8441216.1 hypothetical protein LZ187_15810 [Rhodovulum sulfidophilum]AB17
MRGQLAAVMAAENFARRLKTLGGDMSREEICKIRISDPVRSLLVPIRQMPGPDT
>MCE8441217.1 hypothetical protein LZ187_15820, partial [Rhodovulum sulfidophilum]AB17
HIPFRQDERQQAGPEAHPPKSDDRPGAKAAMPMTGDGAAIRRRPAVTAAGSNRVVTHFDPPGCAGDLVRS
>MCE8441218.1 hypothetical protein LZ187_15825, partial [Rhodovulum sulfidophilum]AB17
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTIPEYGGVRDVTITVDHLTADRVFLRYEGADFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGGPGRLVEDFGGLR
>MCE8441219.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPEGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGDAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRGAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MCE8441220.1 trimethylamine-N-oxide reductase TorA, partial [Rhodovulum sulfidophilum]AB17
SLFGRGAAAQAASKGVVSGCHWGVFYGIVEDGRAVEFKPWEGDPAPSPQLPGVLDSLYSESRIRYPMVRRAWLEQGPGAD
PDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKLHNCQTLLRRMLNLTGSYTNSVGDYSTGAAQ
VILPYVSGSIEVYEQCTTWDNLAENCELMVFWGANPLNNSEISWQVADHGSFSGVDQIKEAGVESICIDPVRTETAQHLD
SEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGDTDGTPKTPEWAAEICGVPADKLRDLARRFS
SKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSSGGSPTHTTPILKAVDDASGVKVEGAAWLAA
SGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQDRNEMLRAWRRLDTFIVHDFQWTASARHADI
VLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAKLGKGYEFTQGLSEMDWIRGFYEAAKVEARA
KSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGKFELYSTAIEKYGYDDCPPHATWMEPIERLG
GPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEARGLSDGEVVRVFNQRGQILAGLVITDVIRPG
VIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMAEVERFEGPLPPVTVFSQPA
>MCE8441221.1 pantoate--beta-alanine ligase, partial [Rhodovulum sulfidophilum]AB17
ILAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARDAEKLAPLGVDAIYVPAPDQIYPPG
FATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVRRLVRDLDIPVEIVGCPTVREPDGL
ALSSRNALLPGDVRAVAPALYHALAAAGKALEAGAGAGEALAGARAAILDAGFDEVEYLELRAAADLAPLDAAVVPARLL
VAAHLGGVRLIDNIPVAAG
>MCE8441222.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB17
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MCE8441223.1 hypothetical protein LZ187_15850 [Rhodovulum sulfidophilum]AB17
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MCE8441224.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB17
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MCE8441225.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
LAPAMPEMETGLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWSETLSTALDLATTLEAGTVCVNGTDLEPAPDPLELW
QRPAGLAPARPVARPVAAAAVPSAALTTARRAQSGWAGRSTTERAAILNRAATRLAESAEAPAARLAGAAGAAATASAAW
AETPGRATLTRHRPLGVIAALCPEVAPVLAMASILGPVLAAGNGALLHPGNTAEAEALIAALEAAGMPKGLVGIVSGPRA
ALACALAARVDLDALWCFGPGDLPEDLPARAAATGKALWLSEDGASETWTGPGGASDLFRVAAGRRQTLRLSWGA
>MCE8441226.1 SMP-30/gluconolactonase/LRE family protein [Rhodovulum sulfidophilum]AB17
MKDVAPNIAVAVRTKATIGESPLWSARRERLLWIDIMGRQLHTYDPATGRDDATELPTAAGLLAEDSSGEIVLGLEHGLA
RLGPDGEIEHFARAPHADPAVRFNDGKFDPQGRLWTGLMNKEGKKGSGVLYRFDPDGTWHVADTGFDLPNGLEWSRDGRT
FYFTDSHKCEIYAYDSNSVSGKVENRRQFFGMNPADGKPDGLTMDPEGYFLSVLFDGSAIARIAPDGSLERTIFLPVPRP
TSCAFGGDGRTLFVTTARIGLSDAQLDDAPLSGSLLQLDYDDALR
>MCE8441227.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MADISKVSSMSARGMIDLRKMEQFVAVAEERHFHRAAHRLGMSQPPLTVAIRRLEENLGVDLIERGGNRVLGLTAAGLTF
LHEARETLRQADHAIKTARETAAGRTGLIRLGYVGSALYGRLPDTIRAFRRARPNVRLELREATTAAQIAGLRGGTLDAG
IVIPPIAEAAGIELHDFDQDRLCIALSLGHHLAGKDDFCVADIADEDFVLWPMIEGRGFHLQVIRLCTDAGFVPRVTQEA
HGMHAVLSLVAVGAGVSVVPESMRQFRPDQITYQPIAEAGADFPLSLALHKPGPATAAFTEIASHGGSA
>MCE8441228.1 zinc-dependent alcohol dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
IYPPHPMRTSFIYRTFGAPRSTLEMLNRELPPRPPSSFRVAVSHVPVNPSDLIPITGAYAHRISLPAVAGYEGVGRVVEA
PDGLSHMVGRRVLPLRGEGTWQTQVDCPAHHAVEVPDAVSDLVAARAYINPMAAATMLRLWPVRDKVVLLSGAGSSCSEH
LGRWAISQGAKLVMGIYRSENRKDRLHRMGIEPISTANISAILTASAQADVAFDALGGDIARCVLERMRGETDFVAYGLL
TGKPVNIGAGVRATYHRFHMRDHFPVLAGQGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQALAEVEKPGGQKPILDLSS
LA
>MCE8441229.1 DUF1013 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>MCE8441230.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB17
MAQADAAAGKRVFNQCKSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTA
MTFAGLKDPQDRANVIAYLESVVE
>MCE8441231.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB17
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPEVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MCE8441232.1 hypothetical protein LZ187_15905 [Rhodovulum sulfidophilum]AB17
MRRSENGKTAYLENVSVWFNEDQDHIHIAVSDLEYFHTTVNSDAASKRGHPNLFLKLSKALRDAGVPHPPIPEEKMQKGR
E
>MCE8441233.1 DNA polymerase III subunit gamma/tau, partial [Rhodovulum sulfidophilum]AB17
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGP
>MCE8441234.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB17
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDEHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MCE8441235.1 4Fe-4S binding protein [Rhodovulum sulfidophilum]AB17
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIEAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MCE8441236.1 hypothetical protein LZ187_15925 [Rhodovulum sulfidophilum]AB17
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>MCE8441237.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB17
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MCE8441238.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB17
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MCE8441239.1 SIR2 family protein [Rhodovulum sulfidophilum]AB17
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIL
QEAFAARPEPGPLHRWIVQVRPPLVVDAWYDGALLDAASAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLEELGIERLDLPLAGLAEALAATA
>MCE8441240.1 SLC13 family permease [Rhodovulum sulfidophilum]AB17
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQSLGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MCE8441241.1 hypothetical protein LZ187_15950 [Rhodovulum sulfidophilum]AB17
MAATLALVAGAGARFVPGSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALAGLGALHLRQSLP
AQPGRAPDLRILFFNVCIENDLPAETIVRAVLRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETAGGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQI
HRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MCE8441242.1 sulfur transferase domain-containing protein [Rhodovulum sulfidophilum]AB17
MTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRTVISLRGGNRPHSHWL
LEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHAEGTPVAQARKMLSWR
FLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MCE8441243.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB17
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGANCPYPPATTALHHEA
ELVIALGQGGADIPAASALTHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALVPALRIGHPSRGRILCHV
EDQLRQDGDLSDMIWSVPEIVSHLSRLVVLAPGDLIYTGTPAGVGPVGRNQTCSVEIEGIGRVTTRFS
>MCE8441244.1 serine hydrolase [Rhodovulum sulfidophilum]AB17
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPETPEDTPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MCE8441245.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB17
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAELRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAARAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHTRFAELQHLGELPDLIARLG
>MCE8441246.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB17
MADNSGDPEGETGVITKAKPKSKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MCE8441247.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB17
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRAQIVQGFAPDHDAWAARGWDVAVAPEGAFAAALVVLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRRGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RD
>MCE8441248.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENTDRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEQPL
PEGTAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELDRAAALPEER
>MCE8441249.1 hypothetical protein LZ187_15990 [Rhodovulum sulfidophilum]AB17
MGLSIAIEEPTPADGCAPIAGSAAMPPKVCPPEERFPMTAEDLASPGAGSWRRVSAAGLSEAWRCWGGAAMAIKRLYVEE
RTRSGRRPRAGPRGRLETGPELAAAMRLSRGFGHTDCGGFCGSADIAPILFMERCLPLQDPVQVSLA
>MCE8441250.1 hypothetical protein LZ187_15995 [Rhodovulum sulfidophilum]AB17
MLRLLALALSLALSACDSPGMDYAGIPPVRIEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>MCE8441251.1 amino acid racemase, partial [Rhodovulum sulfidophilum]AB17
MKTIGILGGMSAASTALYYEVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YD
>MCE8441252.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB17
MIDVLSALSQFTTCGNPVILAVRQEQAERRQTERHSHEQGQLLGSLQGVVSVGTDQGHWIVPPVNAVWLPPHAEHWLTSS
GAFRGWSVYVAKEACATLPNSVRVISHSGLLREAVARAATWKEPPSTQAQGHIAGVILDEIASTPEEPFSLPMPLDPRLQ
KIARALVDDPSERRPMKAWAAWAGVAPRTLSRRFVLETGLTFTVWRQRSLLLRSVEMLIEGRPVTTVAFDLGYETVSSFI
DLFREHFGMTPGRYLKRPSDSCP
>MCE8441253.1 hypothetical protein LZ187_16010 [Rhodovulum sulfidophilum]AB17
MTTDKAMTPSEACDLLQRMFAVFMNPNTKQDDLAEFLTPDYVQRVDGKQLDYSEFLMHHQVLKGTILSGSVNFEHFVTDG
VSAATVHIAEAVKRNGERIRLRVIAYYQFCGNRISLVDELTQLLDGDQEDRDLGSRTVPA
>MCE8441254.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MARAKQLRSVKTRERLLGCARELVSASGFADLRVEQVVTAGGVAKGTFFAHFSDKDALMDILIGERVDALLDDLDAVGAF
RSVAHLVESIMPLLSFLSSERYVFDIFLRLSGALAVEKVGAIAKAICRYDRILVQKLKGGPFRQDISAELQSEGIQAFSV
SSVALSLCAEHDDKTLRDRLAIQLQAWLSPEQMPDRDM
>MCE8441255.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MAPRRIFVLNGHPGETSLSRLFSEDYAQAAVQAGHELRITHLHDLDFDPDFGGGGYRAAKPLEPDLEAVMANMDWAEHVV
LLSPMWWGGLPAKLKGLFDRVLLPGSAFDTRAKTWLGSPRPLLAGRTARLIMTSDTPHWFFRLVHKAALVRQLRTQILGF
VGISPLHVTHFSAVINSSPETRAKWSRRVASLGAQGA
>MCE8441256.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB17
LMARNFDSQVAELQVRIAVLNGYTALGIPITEAAG
>MCE8441257.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB17
LMTVTAAPFAAFALGFGGLAAVAALAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>MCE8441258.1 DUF3833 domain-containing protein [Rhodovulum sulfidophilum]AB17
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MCE8441259.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>MCE8441260.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB17
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MCE8441261.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB17
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGEEGRAAHLRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVR
>MCE8441262.1 hypothetical protein LZ187_16055, partial [Rhodovulum sulfidophilum]AB17
SETQCINLYGSSSGCYLGRSLSVSGLRVDIKYDPNPGIAGQFALDEAGKLVGRVTSNESRHTYPATIEFR
>MCE8441263.1 hypothetical protein LZ187_16060 [Rhodovulum sulfidophilum]AB17
MKRIATILITACLASMASAQVTLEEADALMDARDKELQAFQERLNDADPDRALAVLKLLITKGDPEQRRLALRHGLQSTD
MAIRATTLRAILDSAPTLVMKFEPVSEEPDTYYFRTIQQSGGVVAEDNSSEVLRKLSGYNEEEECWTYVHGVYTPCFARM
RGEVVSLNFGDSWGNYTLNNSGQLAGQQAINNNLTNATVDLYE
>MCE8441264.1 hypothetical protein LZ187_16065 [Rhodovulum sulfidophilum]AB17
MAIRQHALACLLALSAFAAEAQVSLGDLDAAMSARDDEMAAFRERLNDPDPDRALTAMRLLIAKGDADQRQMAIEHGLSS
TNTDIRLAAVGAILGSRPILVSRWFPEDGEMPNNFRNRVSAFNGTTNTDKSARVPLQIGKYLDEANCWLINDAAASPRNC
LFRINSGEISTYVGGSWAQLDLDEAGRLVGSPMIGGIRTEIVVDLGL
>MCE8441265.1 hypothetical protein LZ187_16070 [Rhodovulum sulfidophilum]AB17
MLKRRNAKKITAFLLIWLALAPAAAARVIGIEDGAGSGFLFSHRGNCFLILPGHVHGNYRRGIRVGTQAGGAIGSADIVY
QAPGEADISLALVKGGVTRDCGPAWADLPRSLSGALEIGRIAIIERARQRSAEGRRVVLHSIDFRQVRLVPAEGEKPDLF
GGTSGATVFLDSTPIAMVLEAEAADAVWATRMDEIVNLLARFMGEVPPVQSCGEGVLSAACAESRAPVEGDPFEVLAWSV
HPVEGASDPSAMVAGDAPYVAPLVPGEPIVLELALTGTDRLSRVRIVSEPSDDASVPKDIEVVTDISEGAVRRPNPMPRR
DMSPQGVYDNRVGERFAKTVTIRISSSWGGGSPVRIDSIVIE
>MCE8441266.1 hypothetical protein LZ187_16075 [Rhodovulum sulfidophilum]AB17
MKPVHIKIFPAALALFTTVSGTSLAQGIALEKGPFQERVSEYSKVSGDIVMGVMLTGDEASTREPSIVTGVAPDWTASSA
ASPVCVRIVTKDGRYEAENTYLIAPGYAGTRAPFPYEGQQADLLAERSAVALVKAGRCGDRSDTFIPVHWKAEPGAQPKT
LHVYVNSAGNPVSIAWGRGADAIRNCANVTELAGLKYTARCDVQIDELPSEATVRLTLFVARSNSEEVFDIRILPVFARG
>MCE8441267.1 hypothetical protein LZ187_16080, partial [Rhodovulum sulfidophilum]AB17
MADAKAKRGSTRGRSAGWPLWFKLALLLALVLAAVIGNVLYDRFAQRTIIVEADTGTLRITLERELSGKFFQNALVCRQR
KRPDLTLRGSSFGCISRTHMLTPSAAARQDEAEGESFDLALPAGTRILLYSEPDRISLVVEKIPDGYSGTDVARLEGGGI
TLNAAAAKSFGSLVVTGRAVIGASPSESDRISVVAGNYQIRGGTWPTSWLTQERQILRSGELRSGAYFYK
>MCE8441268.1 hemerythrin domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MHDIYALDPRGDLPDALRDLLDDCPRELWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADCGTLAETPTEAPAEA
AIRAVRRDAAILLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQR
>MCE8441269.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MCE8441270.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB17
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>MCE8441271.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB17
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MCE8441272.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB17
ARPRPVFCGNPDLVAPREAGLSLEPGYWAHRLADATGQAPLFCGKPFPSIFDLARLRAGAGIPPNRVLMVGDTLHTDILG
AQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>MCE8441273.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB17
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MCE8441274.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB17
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGHSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MCE8441275.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB17
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPAWDGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MCE8441276.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGSDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MCE8441277.1 acetyl-coenzyme A synthetase, partial [Rhodovulum sulfidophilum]AB17
VTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELI
DNRRNKD
>MCE8441278.1 hypothetical protein LZ187_16135 [Rhodovulum sulfidophilum]AB17
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MCE8441279.1 transposase, partial [Rhodovulum sulfidophilum]AB17
MSKPEAARYRTTNWKSYNEALKRRGSLLIWLDKDMVWLAAKAGRPGRPPVFSDAAVQFCLMV
>MCE8441280.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB17
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MCE8441281.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB17
MEFDDLSVRGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MCE8441282.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB17
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MCE8441283.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB17
MARILVTRPMPERVVEAVRTLGQTEIRQSTLPLSPDELRAALTDYDIVLPTLGDVFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYYTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MCE8441284.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB17
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MCE8441285.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB17
IGFFLATAVAVARDSRFLAVRKPAEWFIFVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALI
VLFLNTAAYSGEIFYGALRSVPKGDLEAADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQ
KGDALYYANYFADKTFNPFIPYPIVAFYFILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MCE8441286.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB17
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MCE8441287.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB17
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MCE8441288.1 glutamine synthetase family protein, partial [Rhodovulum sulfidophilum]AB17
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGI
>MCE8441289.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTLSEHRRALLDKLLAEAGEPVRKSAPPSPTAVPDIENRHAPFPLTDIQLAYWLGRDAQTELGGVASHGYQELAHQELDI
ERYRSAWNRIIARHGMLRAVILPDGTQQVLAEVPPFGIAVEDYRESSSDTAEAARLATRQRMSHRVFDPLEWPSMEIAVT
RMPGGHDIVHMSADALFGDIYSSFVIFHELRQFYDNAGAVLPPLDFTFRDYVLWLKDCETGPGFQAARAYWEAKR
>MCE8441290.1 acyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ILEEAPEAPSAPATDNALRLYPVSARTPGAVADHAARLAACGETGGPSMALMLCRRAALPVRRCVAARSGADAAGALATA
PSLQAPADPRPVFAFSGIGRAAPSTGRGLFAALPAFRAAIAEIDDLAMDLAGIRIAPFFHSGGPLESRDPGALMLAHFAL
QTGLASAYREAGAAPKAMIGHSLGEYAAACLAGVFTLPQAVRIVAERAALLAETAPGAMCVVPAETGEEIAAVGRGICIA
GWTTPGHVTLAGPRDEMETLRQELRARKVPAVPLAAARAGHSALLDPILPRFRAVFDGMTLGQPDLPFISNLTGDWADPQ
EVARPEYWVRQLREPVRFAQGAARLAEWGATSYLDIGPGGGLAPLLTRHPDLQPETVISALPDHNAAQDEETGFHESLAR
LWCLGAAEKAPRARLGGAAEVQPASLPGYAFQRQSYWLPPSAVADATDELPLLPFEDWLHQPQWAQYRPLPAETPRPHAI
RAEPGDTLAAALAQALPAQFVTGDMDAGSLADHTAIWDLRTLRRTAGPPELDAALAARKDLAELIRALARTGKPLRLIVP
TQGLARVTGGETLAPEYALLQGIVLSAAHENPHLSCETVDLDPEDDPLSALCDLGAAAPAETPMDALLAVRMGQLWRQEL
RPVPGRPFPAALAPKGRFVLAGGDGGIARTLAEALAEASPGAHLALIVRPHPDRAAERAAFAGNLQNRVGASLSWHAADL
ADAAATEAALRAAANAACGAADRAEDEAQDGRAHGIDGIVLAAGVAGGGLIEAELPEGAQSNTGPKAGLLAAVEKVFAGT
PLGFLAMCSSVGASFGATGQADNMGANRVFDLYAQSDRLPLCRRKIAIGWDYWRDTGMIRILGPRHKALTGEEIRHGMTA
KEGAAWFLRCLGAPLPVPVISTLPTDWIRTALARRLGEAMAVYERAAPAAGAQVRAPRPPLGTPFAAPEGALETLLARVW
AETLGFEEIGRGDSFLELGGDSLAALPMLARIRDALDCELPVSALYRSLSVAGCAAHLRAADPGDIELRARLYLHVQMLD
EDALAGALAADASGPAQREPHR
>MCE8441291.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTEPRDMTGASDRPALARLLGGAGLAFVLRAFGAACAFALNVAIGRLLGAEGAGLYFLALSLASVGAVVSRLGLDHALLR
FVSRGAARRDWPGVRGAFALGLGLSLAAGLGLALGLGLAAPRIAAGLFGQPDLAGPLRAIAPSICGFGAMLVIAESLKGL
GRVRDAMLVSGVLYPVVALALIWPLAGMFGPSGAALAYALGTGLAAFYGLRAWRRE
>MCE8441292.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB17
MRILVLGGSGFIGSHVVDALLARGHRVRVLDRSPERFRPTPAGVDFMPGDLSDSAALAEALAGSEMVFHLISTTVPATAN
LDPGADIRGNLLATQRLLELMRAQGPRRLLYLSSGGTVYGVPQHLPVPEAHPLDPISSYGIVKVAIEQFIRMEARLHELQ
AVILRPSNPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLARLCVAAAETGASGTFNAGAGEGRSI
REILDLIGEVSTLEVTPEIRPGRNIDIPRVVLDIAAARQVIGWQPEIALCEGLAETWAWTCAELAPTPPHSLAGPAPLRR
VGAAE
>MCE8441293.1 sulfotransferase [Rhodovulum sulfidophilum]AB17
MVAQIDRAYLGARPGRAWPRLLAYGLFEGRPLTTRGRWINPAVFATARLLCRLPALGPVEAPAFILGTGRSGTTALGVTL
SLHREVGFLNEPKALWASLSETEDLIGSYHRGPARYRMGAADADPALCRGARRIYAGYLRAAGARRIVDKYPEMIFRTGF
LCAVFPDARFLFLSRGGAATAVSMTSWSRRHGRSVSGEHHDWWGADGRKWRLLTEQIVPEHPDLAAHAEAMAGLDLAGRA
AVEWIVTMREGLALCAADPRGTLHLPYESLCAAPALWAAELERFLGLAPDPGFPALAATRLRPPAPAPAPPSLPDWLRGP
FQATEAALARHRPPCPTSSGKPS
>MCE8441294.1 DUF1972 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MSTARIAILGTVGVPAAYGGFETLAENLVRHRETLKTPPDLTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVIADNAAIAR
HVATRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGREL
>MCE8441295.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB17
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
SHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGVPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVEAYAEEVRSRRFPGPEHVFADEIGGGA
>MCE8441296.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTALEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLARPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAQAGQTDLTLHLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRH
DFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>MCE8441297.1 aminopeptidase P family protein, partial [Rhodovulum sulfidophilum]AB17
SAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSVLIGAGID
AGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELDTFLAPAAMVDLAPATMEQRMRKSPAEL
DLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTGRVLQRGD
LLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERELLQYRSFGYGH
SFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPGFNVID
>MCE8441298.1 7-cyano-7-deazaguanine synthase QueC [Rhodovulum sulfidophilum]AB17
MKTLVICSGGLDSVSLAHITANEHQLTRLVSFDYGQRHRKEVDFAEAASRRLGVPFHLIDMRGIGAVLSGSALTDDIDVP
DGHYAEETMRITVVPNRNAIMLSIGFGIAAAQGDEAVATAVHGGDHFIYPDCRPAFTRAFDAMQQAALDGYAEIRLYTPF
VEHSKAEIVRQGARHGTPFAQTWSCYKGGEVHCGRCGTCVERREAFHLAGVSDPTVYADPDYWTEALAARGQS
>MCE8441299.1 6-carboxytetrahydropterin synthase QueD [Rhodovulum sulfidophilum]AB17
MFRIRKEFHFSASHQLPHLPEDHQCARLHGHNYILVVELAAETLNADGFVRDYHDLKPLKTYVDDHFDHRHLNDVIEGPS
TAENMARHFYDWCAARWPETSAVLVSETPKTWAEYRP
>MCE8441300.1 7-carboxy-7-deazaguanine synthase QueE [Rhodovulum sulfidophilum]AB17
MTLRIAEIFGPTIQGEGALIGEPTVFVRAGGCDYRCSWCDSLHAVESRYRHSWATMTSETVWEQVRRLSGDRPLTVSLSG
GNPAIQDFGSLIAMGRAAGYRFACETQGSVARPWFADLDTLVLSPKPPSSGEEVDWDAFDACRNLGVGARQQVMKIVIFD
ETDYQWARDVHARHSDLPLYLQPGNTEVNPAAPVDLQALADRLGWLIGKALADGWFAPRILPQLHVLIWGNKRGV
>MCE8441301.1 preQ(1) synthase [Rhodovulum sulfidophilum]AB17
MSEDIYSNLKQLGGATRIPTSPEEAELERVANPQADVTYNVRFTAPEFTSLCPMTGQPDFAHLVIDYVPGLWLIESKSLK
LFLTSYRNHGAFHEDCTISIARRLVEFLDPQWLRIGGYWYPRGGIPIDVFWQTGPLPKGVWIPDQGVPPYRGRG
>MCE8441302.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB17
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGTATLYLIRKG
>MCE8441303.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB17
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MCE8441304.1 sulfurtransferase [Rhodovulum sulfidophilum]AB17
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRELADALDASAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTAIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWSAAGLTVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAAKHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPIRNLWNRLRGRY
>MCE8441305.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB17
MTDSSQAMPLSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRTIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFE
>MCE8441306.1 L,D-transpeptidase family protein, partial [Rhodovulum sulfidophilum]AB17
GLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQKAVQAFQ
FDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSVVGRNARD
YRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDLKQPPSNG
NALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRETRVNLDPP
LPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MCE8441307.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB17
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAGGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MCE8441308.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB17
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MCE8441309.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB17
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGGVLGTSGGGMNTLDESYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECASVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLALR
KV
>MCE8441310.1 hypothetical protein LZ187_16325 [Rhodovulum sulfidophilum]AB17
MDAVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MCE8441311.1 ceramidase [Rhodovulum sulfidophilum]AB17
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYLFVANRAYWGLGLWSSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLGFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSLI
>MCE8441312.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB17
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGSDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MCE8441313.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB17
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MCE8441314.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB17
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEIEELRGRVLRDQL
GLAAPEGEATAKPKPARRKLRNRPAEAPEPRPARKPPRGPGPGPASPPRGARRGKAPPG
>MCE8441315.1 Holliday junction branch migration DNA helicase RuvB, partial [Rhodovulum sulfidophilum]AB17
LEDFELDLVIGEGPAARTVRIELQPFTLVGATTRLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGI
REIARRARGTPRIAGRLLRRVVDFALVEGDGRITRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAA
LSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQKAWSHLGLAPPRVPGQTAQTDLFDEGA
>MCE8441316.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLVRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDSDLSQMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MCE8441317.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB17
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MCE8441318.1 protein TolQ [Rhodovulum sulfidophilum]AB17
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKVITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MCE8441319.1 protein TolR [Rhodovulum sulfidophilum]AB17
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MCE8441320.1 hypothetical protein LZ187_16375, partial [Rhodovulum sulfidophilum]AB17
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEATEPDPAPEALEPPAEADVAETVTAPEAPDIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRADPAAESPQPEADEAAPEEAATQTVTEAEEQRETGLAMAASPRPRTRPNRPAVPPRETPPPEQTAAAPEAPE
EPASE
>MCE8441321.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB17
SRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRRDGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAE
AIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARIARVFSRGLGTPAGYALPIQRWQSKAAAGRWRSER
WKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAASGPLPDFHAGREDRRLALMEEFERIAREQETAAMP
AATPGRTQPVSEPQAAGPRQTVIEQGVDPKADAVRTAIAVEPRDGRLCLFMPPVEALEDYLELLAAAEDTAAALGLPIHV
EGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEEARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPM
DSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEARHDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRN
ILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMSLAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRF
MLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYEGVHLELRQALEPWHVLGERGAIGGTVRHTDSSVE
RMQVRLTTTNPGRYSVTCNRRSVPLAETGTSGLRVGGVRFKAWQPAEALHPALPVNAPLVFDIYDTWSDRALGGCTYHVA
HPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEFPMTLDLRRPPGP
>MCE8441322.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB17
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVD
>MCE8441323.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWTEI
>MCE8441324.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MCE8441325.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB17
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MCE8441326.1 hypothetical protein LZ187_16405 [Rhodovulum sulfidophilum]AB17
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GG
>MCE8441327.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB17
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPTAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MCE8441328.1 DUF3971 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSAQSQFTYDAREG
RIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPEGLFETPAAFPGGALDIKIALDPFEAQIGQLV
LSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHERLLALWPVGMAKGARDWLSANLQGGVLYDAHLGLRRSPGGPSRLA
LGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEAVFALKTEGTIP
AALSLIDLPPLTLAHRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSETLVPGRRLSSPRLDLRADD
EEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGAFTLDLAPDAPPKLDLSSD
LTGLGLRLDAVGWSKPAARAGQLTLEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRLGGWLDAAVTLT
GQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAIALDRVRVGNGLQLTGVRGQLSGSSGGFEARVAGRAPISVS
LMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELLSAISVIGILEL
LDGEGLSFSDVEAQFRLVPGAVEIRQGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTRKGEGLLGFNF
SLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MCE8441329.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB17
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGAEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAADAEDRIAPWRGETDIFIRPGYRFRLTGALITNFHLPRSTLLMLVSALMG
RARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MCE8441330.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB17
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>MCE8441331.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB17
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPCPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEAEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIR
AEAKRLAGRAPGVPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRGVHGAAIAWTDICEWSRREARVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDEGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MCE8441332.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MCE8441333.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLTGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MCE8441334.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB17
MDTRVCRLHAPHDIRIETLPLDGPAPGEVMVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MCE8441335.1 galactose mutarotase, partial [Rhodovulum sulfidophilum]AB17
MTSATDTALDTARSDGPASGRRPLGRAPDGSPVEALWIGQAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEADRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
ASYSIEDEGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAARTYLPVDAALIPLG
>MCE8441336.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB17
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGGDLDGFQAALLARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILHGLPYDRAQTTMAGFSICPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGMVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLTAVCTPSAADLARLRDPAAPIVLVLGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLV
MTSGNLSGAPQAVGNDEARAMLGGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPEVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAMADYGALFDHRPALVACDAHPGYRATQHARALGLPVIEVQHHHA
HLAACLAENGWQRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAE
>MCE8441337.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB17
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIGASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALAGGGVMARVAGRLLDLARTQIFMEDLLRGLDPATEFMRPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MCE8441338.1 HupU protein, partial [Rhodovulum sulfidophilum]AB17
AAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVAGCPTHPDWVTETLMLLAAGAMGPEDLDALARPRF
YAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDCNIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFT
ETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIEVLPRPGKPRG
>MCE8441339.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB17
ILLAAIRTEAKRRGYRALWLETGTSAPFAAARALYQSQGFKPCGPFGDYRIDPHSAFYTMRLAPQEASL
>MCE8441340.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB17
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPTRHGADPGPDD
GSFRDREASE
>MCE8441341.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB17
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MCE8441342.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB17
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRTERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MCE8441343.1 hypothetical protein LZ187_16490 [Rhodovulum sulfidophilum]AB17
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>MCE8441344.1 alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
SRVLDWIGAAFGGQGAEALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>MCE8441345.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWAL
>MCE8441346.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB17
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPAGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLSDYPGRTAPYFSIVLVHGQGR
RP
>MCE8441347.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB17
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MCE8441348.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB17
EADPACRDGAFHFAATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPG
KAVALSAACWPEALIGDLPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRR
RDRLMADIRAEAQALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAKAGSGAGTEAGSGFDTA
PSVAAESAALLGALQGAPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQL
VVDLWGSATMRTAGEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRA
LSRRDEAADWNPYAGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQA
FVHAQDLPETDLLLAVDYARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQ
RHGFRGAAEIAATLDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSI
AAALTDLETPNAS
>MCE8441349.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
SIFDPAVSAIEAIDPAATGYLGGLGLPVLLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLS
RGVKNVNGIPRPVPYEVDLQASAAFVEKAQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRD
NETAAAAMGKDVTRRHLQVFVLGSAICGLAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFL
WVQVEPLGAWFMGAITSGMADGSALKTHLLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MCE8441350.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB17
MHGRDKLLECIGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRSEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPDAWAAWRARSGH
>MCE8441351.1 hypothetical protein LZ187_16530 [Rhodovulum sulfidophilum]AB17
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYVYARQMRVAGEI
>MCE8441352.1 hypothetical protein LZ187_16535, partial [Rhodovulum sulfidophilum]AB17
GLGMPGLVMPGLGMAGLLLALAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEAS
APVFGFERDLGVTTASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLIS
LTNLKVYASE
>MCE8441353.1 chlorophyllide a reductase subunit Y, partial [Rhodovulum sulfidophilum]AB17
GTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCPAFGSLRVGLRMRRVATV
LSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTNLCVPTASGVPLRLLPDE
INGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMFPADPIVIGQMLDPLGLA
CGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGDAFGLSADKVAKAQNMFL
PTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKGVKVVFRASLEDDKAAVD
AIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMKEFFEGVGEGDTAGVWEG
DPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MCE8441354.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB17
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MCE8441355.1 protein PufQ [Rhodovulum sulfidophilum]AB17
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MCE8441356.1 light-harvesting protein [Rhodovulum sulfidophilum]AB17
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MCE8441357.1 light-harvesting protein [Rhodovulum sulfidophilum]AB17
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MCE8441358.1 gamma-glutamyltransferase family protein, partial [Rhodovulum sulfidophilum]AB17
SLIKPAGEDRIVALNGSGRAPQGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETG
VPVAPRTAFDWARAADHLQGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGGHT
LEDFAATACDYGSPVSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADP
AHMTRLDHMLAPGTAAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQN
RGAGFSLTEGHPNEAAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQG
ELLVERGYAEEVRAALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MCE8441359.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB17
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MCE8441360.1 AEC family transporter [Rhodovulum sulfidophilum]AB17
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MCE8441361.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB17
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MCE8441362.1 outer membrane lipoprotein carrier protein LolA, partial [Rhodovulum sulfidophilum]AB17
QYPLKRTPLNLILERNVDLGRARMVVGHEEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQWIITDEAGSQTTVVLGQ
LKTGMPLGARMFNIIQETADRMKRR
>MCE8441363.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPAEGSTEGKVTVSYTVNTAR
WMPVYDIRLDRAESRVMIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPILRRISDPAEEAEAPVVRGDMMRLA
PARGAIAAAAAPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRTVQDRNEGDRGVLTKSNERSEAVRIAVENLTGETWP
LRLLDRVPYSEQEDLKISWRADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MCE8441364.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB17
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKASKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVEPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MCE8441365.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB17
QAGAEALSDTGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHPSAKTSLAEPLAAALADAG
GRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTSPADSAAALAALLAAPGDLGFDPALRA
AFMTYLDRVYYPKIEETPDGVHIDAAALARILASARS
>MCE8441366.1 DUF1989 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
FRVPAGHVLRISCTQGPQVGDLNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMATVIADSLGWYGFDADG
AGVHDVIGTRCDPYTNARLGGAPFHRCCHSNLIRALAAETGLAPDAAEAHVHDVLNVFMCTGFTRDSHRYFTKASPVRPG
DHLDLFAEIDLLCALSACPWGDCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MCE8441367.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB17
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSNDDRQSGFGEMVEIALEAAFS
>MCE8441368.1 protein meaA [Rhodovulum sulfidophilum]AB17
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>MCE8441369.1 methylisocitrate lyase, partial [Rhodovulum sulfidophilum]AB17
ARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQIARASGLPLLVDGDTGYGEALN
VMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFIIARTDAAASEGIEGAVARAKLYV
EAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIWPVSSLRVANKAQERLYAELVRS
GSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MCE8441370.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MPGPVDSKGLPVQLEVSGVSVRFGRRTVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRGERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNIFEVEAEVLRDGGHGVHINVLGRPRPA
>MCE8441371.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSTDAVSGAVAPAGGLFAAHDGAVRRRCVRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALGGMGDTDAAVEVIVWQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPHVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>MCE8441372.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
RILGQLLGEQDRTERFIRFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFIAAAGGRNIGADVVPGA
IGQMNPEAVIAADPDIYLAGGGSTVAPDGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLFVL
GVEEMARAFHPELFADLDPEASLDELNRRFLPFDLTGSFAVTPAVQGQ
>MCE8441373.1 50S ribosomal protein L4, partial [Rhodovulum sulfidophilum]AB17
SKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAPIFRKGGVYKG
PTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNENFAMAARNIE
GLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MCE8441374.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB17
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MCE8441375.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB17
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLALGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MCE8441376.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB17
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MCE8441377.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB17
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MCE8441378.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB17
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MCE8441379.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB17
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MCE8441380.1 hypothetical protein LZ187_16680 [Rhodovulum sulfidophilum]AB17
MPVFEQGRQGASFILHLGVKRRQRPKTVNRVLAGCGVGFWHRWILRDAGKDHNIWRAHAYVISREAARRTVAAETPIRTV
ADGFARRGQEGLHDHFLYSEPGLFLLAPEARSMIDPNGTLRKVNRKKRKSWKKPEKPNAMGKLKIMDRLRRLSSETFHL
>MCE8441381.1 pyruvate carboxylase, partial [Rhodovulum sulfidophilum]AB17
LLTYIADITVNGHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEALAEWMAAQKQLLITDTTMRDGHQSLL
ATRMRSIDMIRVAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNV
VQGFVRQAAETGVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVL
GLKDMAGLLKPASATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRN
TPRETGIDMGAVREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMF
GDIVKVTPSSKVVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKH
VPAADIDRIRSELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEI
RLQAVGETAEDGEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTI
EAMKMETGLHAERDGMIKAVHVAPGQQIDAKDLLIEFE
>MCE8441382.1 hypothetical protein LZ187_16690, partial [Rhodovulum sulfidophilum]AB17
LGARVASGHPLMSVGPREAGRARPKTFGRIIPRPVAASGQARGQSLALCMTGSLNPDGRRNPAEAYQLTDNMNYVSNRDE
RCAGKGASSPRDRRAVPGSVAVPTAQPDRRKPCRKLDLGMPELHLGAARSVSEFKQDDPADPMNDPSRAASFTSSSAPDP
TRTKRRFATAEERSYLRRFNRLRRLRRLIFATAFVWPGLGIGVLAWIGIEARTLDGYVVSALVFLTLCVLVGVFVFSGWG
AALVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDSTNIFTLRRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLP
DASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSIAREMRAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDD
RQDEMAGLRSTVTRIVGTYGGGAEIPAEALAARGLDDLRPDPEFGHRLLHAGPVSFRTVSLSPGTDPFLMSDEEIVAVNR
IGRVFPYKLVGMASAEPALIADYRDQLMKRARSLSAVIPDLPDRIAALSDTLIASQLRAMSFGSPPDSDFVEAVLPRPTI
RTPRRSSFLISVEPSCLMQDFLCGQRDPAEVYENPVFVSGPRGILLRDGADLDRLAEARDRLRAMEAETWPSIAMAVCAI
SVLLPVLCLLAWAEANRRIRRWYRSGGPMR
>MCE8441383.1 hypothetical protein LZ187_16705, partial [Rhodovulum sulfidophilum]AB17
EGPASAGPCRFRGAHPEKECGIPILDQPGVAALLRDKRRSPLTLAFSCESFDLGGAECVEAVHE
>MCE8441384.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB17
LEARGVSVTVADARFAKPLDTDLIARLVKEHEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASP
AEMYAEAGLTAQDIAATALQALGVAPAQFGQASA
>MCE8441385.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDRKALTEALALARGR
>MCE8441386.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB17
MAYDDKPLPYSAAPGLSGPEPRHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGVRSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPADARPGAVAPEARIGNGWLLDEQGTGPMVLAINCAAPEGLPVPALALRTDPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MCE8441387.1 beta-ketothiolase BktB, partial [Rhodovulum sulfidophilum]AB17
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLMPLARIVGYAHAGVAPEVMGIGPVPAVEALCARTGLTVGDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALD
>MCE8441388.1 PhoH family protein [Rhodovulum sulfidophilum]AB17
MGISALTPPPQTEDVHEMLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAIVLQQLYARL
ETGQPVEAGDIDGALRLGETAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTY
IAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMR
GRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRH
PLVARIIEAYDADDAKT
>MCE8441389.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB17
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEVD
GDAPVPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MCE8441390.1 hemolysin family protein [Rhodovulum sulfidophilum]AB17
MGDETDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>MCE8441391.1 apolipoprotein N-acyltransferase, partial [Rhodovulum sulfidophilum]AB17
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLSGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWVREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPV
>MCE8441392.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB17
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>MCE8441393.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB17
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRGKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LSPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPASPKAPAGPAAPRPSQAEATAEDSRTPLQKLADRFR
>MCE8441394.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MCE8441395.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB17
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MCE8441396.1 hypothetical protein LZ187_16770 [Rhodovulum sulfidophilum]AB17
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MCE8441397.1 hypothetical protein LZ187_16775, partial [Rhodovulum sulfidophilum]AB17
MAAGGGLPPHALAGDNARGAVMRGRAPGRRGQSHHGPDRASRARRAPILLRRGGIGQVPIAHRGSEPRFPLSFWAGRPPT
RSRGARNAS
>MCE8441398.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNESPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>MCE8441399.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>MCE8441400.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MSLLLFCLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLRTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MCE8441401.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB17
PAPSAPGGSALAETRIGALHFRHIAIPGEKNEISGHYHPKSRISLGVRRLARPCFLIDAARAILPAFGAYTGGLATSDPT
LDRLMRPEALAVLTGQKALAFPMRS
>MCE8441402.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB17
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MCE8441403.1 chorismate mutase [Rhodovulum sulfidophilum]AB17
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>MCE8441404.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB17
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLSAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQVEGLF
>MCE8441405.1 Fe-S cluster assembly protein SufD, partial [Rhodovulum sulfidophilum]AB17
MGLPQAKLTATEARLAALAMPVQVGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNS
>MCE8441406.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB17
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MCE8441407.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MCE8441408.1 hypothetical protein LZ187_16830 [Rhodovulum sulfidophilum]AB17
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLHDQDRFDKDRRDKEDRT
>MCE8441409.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB17
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MCE8441410.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
LNLIAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIR
VSMGPGTTEEDVRRFAESWLAAETKFRARTG
>MCE8441411.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGQVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKRGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINDLMTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRQVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVALDARGVLSVANGGDPVPAPDLARLT
ARFARSNGGTEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MCE8441412.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MCE8441413.1 hypothetical protein LZ187_16860, partial [Rhodovulum sulfidophilum]AB17
MTAIAICLVGAATITAGAAAIRHICFTNLQRREGLRGSARSRDALNFPRSLGQGRLFERQD
>MCE8441414.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB17
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETEIDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARADYDAAAATLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MCE8441415.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB17
MVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRALIMQAYTYHQAKDYE
TARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQSAILKFDLAFNHLAA
KEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNFQGTDWYADGYKLLQ
AKGLEPEAKGEGWLRSVYRQMIKGEWL
>MCE8441416.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB17
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSDGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MCE8441417.1 DUF3429 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MCE8441418.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIASLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MCE8441419.1 ribonuclease HI [Rhodovulum sulfidophilum]AB17
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MCE8441420.1 acyl dehydratase [Rhodovulum sulfidophilum]AB17
MSEPADTSGAGEDAPKEAVGKSQVATDVLDPTRIVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHI
GGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPAQKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPD
PDRGRPRPPAPVAPETWEDAVELTFTPTLLFRYSALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTI
RHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPGAL
>MCE8441421.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLVN
AINLEALEALMQALKAEISR
>MCE8441422.1 thiamine pyrophosphate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAF
>MCE8441423.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB17
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MCE8441424.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB17
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTMRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISYPIFLLVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MCE8441425.1 hypothetical protein LZ187_16920 [Rhodovulum sulfidophilum]AB17
MHDLIEHAAAQSEPLRDHETPHTSGRSRQHEIHYRPECRIRRDDLIAARRATALGYGKAVKKQLDIRKLRPGETFVLLNA
FKDNRLVRDQEPSACGRLPRFFSAIVARPDAIPRRMKIP
>MCE8441426.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB, partial [Rhodovulum sulfidophilum]AB17
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPH
>MCE8441427.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB17
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MCE8441428.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB17
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDG
DALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFPEE
EPDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKG
NRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTA
VSAALDA
>MCE8441429.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB17
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHE
>MCE8441430.1 hypothetical protein LZ187_16950 [Rhodovulum sulfidophilum]AB17
MGQSREACVTLGEVRNRFSGSAEAQQAASAMGTAGCN
>MCE8441431.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB17
MQLTARAAPLAAALDRACPGEAPLVVAVSGGGDSLALLLAAAVRAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRG
IPHETLVWQGWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVT
WLRPFLDISRADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAA
RLVREEAGDLLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTLAALTRGPRATLHGCLLQRAGGRIRIGRE
PAAVAGLSCAPGSLWDGRWRLSGPEGAEGQEGLEIRALGEAGLAVCPDWRAAGLPRTTLIASPAVWRGGGLIAAPMAGHG
KDWSAAVNCSFTAYLLSH
>MCE8441432.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB17
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MCE8441433.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MCE8441434.1 hypothetical protein LZ187_16975 [Rhodovulum sulfidophilum]AB17
MLRRLLRGLHGSTRAKGAAPQTAGARAAPLPDDTPFGEDLAGRVVAFLETTSAVWGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADAARFRRWLAAQSDASLSGQVPSGIPGFERDPGNQRITRSFVEDYLRRHGNGGASGRQGS
>MCE8441435.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB17
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MCE8441436.1 hypothetical protein LZ187_16985 [Rhodovulum sulfidophilum]AB17
MRNTLKTFGSVAALGAATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQIEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MCE8441437.1 hypothetical protein LZ187_16990 [Rhodovulum sulfidophilum]AB17
MTMQMALFASATGLVLAVSGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTISRVNSAPNTAGGALDTTATTDL
GDSGVTVTRDVSGGALFNGEPTVVNGLPNLKVSFGIAYGGR
>MCE8441438.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MCE8441439.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAWGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MCE8441440.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB17
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MCE8441441.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB17
IRTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARF
HWADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAG
FKLLLARRPSRRPR
>MCE8441442.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MCE8441443.1 hypothetical protein LZ187_17020 [Rhodovulum sulfidophilum]AB17
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARTLADCAARYPAQAEAPAGTKK
>MCE8441444.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB17
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MCE8441445.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
SSASPPSGLKRRGLTASYSAIARPACRGFMALPSRDHSVSDLRLRAVDAAIAVMQARGDADFAMAELAAAAGLTEARLAV
AFPDRDALLAELRRVSYDRLADRRSAIYEAPGGDPATRLMRGGQDYLDFARANPALYRLMFCDPADGGIARIIAEAMPAE
ALDALTEGVRRCQLQRGRRTDRARDLAFLLWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MCE8441446.1 adenosine kinase [Rhodovulum sulfidophilum]AB17
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGKIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MCE8441447.1 endonuclease III [Rhodovulum sulfidophilum]AB17
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MCE8441448.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB17
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETADALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKTAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADADIEADTRVG
>MCE8441449.1 OmpA family protein [Rhodovulum sulfidophilum]AB17
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MCE8441450.1 adenosylcobinamide-phosphate synthase CbiB, partial [Rhodovulum sulfidophilum]AB17
SGALIAALEARLNRPGDAPATRRRLGALAVAVTLAAAVLPAWALVSILPGGWVGVVLTGILAAPLVASRSLFDHVARVAK
PLAADDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVAPVFWGVLLGLPGIAGYKAVNTLDSMIGHRNER
YEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPVRAARTMMRDAGAHRSPNAGWPEAAMAGGLGLRLSGPRIYGARVSD
EPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MCE8441451.1 threonine-phosphate decarboxylase CobD [Rhodovulum sulfidophilum]AB17
MADGEDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYATDWPLLPL
AGAQAAIQLLPVVAPEGTVRVLGPTYNEYAGAFEAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGGCPENVLVLRSFGKFYGLAGLRLGFVLGPEALIRPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALADAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MCE8441452.1 hypothetical protein LZ187_17070, partial [Rhodovulum sulfidophilum]AB17
LRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASI
IPTTTVATLAEAPGFAGAAEGCSAAGGVLAMAPGEIRARYAFAGRIDLGTVQPVRLISDIELLISEARDLFWRPSGTAMW
TPPDARLWLGSTDAYGDVDLQVSVTDDAPAAARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>MCE8441453.1 hypothetical protein LZ187_17075 [Rhodovulum sulfidophilum]AB17
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTATRTLKMRNVPNNGWITLGRFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGEILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKKGSWLQISVRPEITGTWSAFTSFPGASFASGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGLEDLAVPT
GAPEASALSAVRVRWAEGNRINEVFRTGRVRLFKRREHLTG
>MCE8441454.1 hypothetical protein LZ187_17080 [Rhodovulum sulfidophilum]AB17
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8441455.1 hypothetical protein LZ187_17085 [Rhodovulum sulfidophilum]AB17
MHLVPHWRALIRRAWSIRLILLAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8441456.1 lysozyme [Rhodovulum sulfidophilum]AB17
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECGAMFADRLAEVEAGLDRLIADP
VEALIPDRTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWEGA
>MCE8441457.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB17
MRVLLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAATRRRA
>MCE8441458.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB17
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAV
>MCE8441459.1 type IV secretion system protein [Rhodovulum sulfidophilum]AB17
MGIVTFIVEAADKGLDTVATSQFAAVAEISGTIIMGAATLAIIALFINMAWQIRPMDGREMLVLLFKISLIKAFALNWAN
FNFVSQHVIDGLDELAGSLIGSATGEDAIGSAYFAARFDLQMDRLAEYGNEAASHMSRVSKALMGVFFMALIALVGGLAG
AVLVLAKMMITLLIGLAPVLILCSMFDVTKDYFHRWVSSLASFALYPVVIAGVFSMVFGLVTLLVSDLGSVDTADKAGKM
VPFLGVVILSLVMVVAIPIIVPMISGNLHAGWAASVTAGSVQKMMSQSWHPTAPREFSKSTSALDRRANGGEASSATKSP
PPSPSTGAKMQRTLERTERLKVNIK
>MCE8441460.1 hypothetical protein LZ187_17110 [Rhodovulum sulfidophilum]AB17
MKLLTTLILIASAGPVYADTATPLLSASSARTDRYGCTERQRPDGMTYSGFRDAWRNTAADDLYSLRRHQAALEAGSCAC
DALWPDWSSIKEEFDALGFADPQATDSLHVTWAAAEYFPVISNLRAALRE
>MCE8441461.1 hypothetical protein LZ187_17115 [Rhodovulum sulfidophilum]AB17
MRSDTKPRFPVNPWLAWRPGSDRALDALERIGVLIRSGASWDDSYAFELGAQARHYANQCPKGFRQGLEIVLSEHGNLAA
IQGWLSAAPSRDFTHIDQSPRSAD
>MCE8441462.1 relaxase/mobilization nuclease domain-containing protein [Rhodovulum sulfidophilum]AB17
MLIKFFPNGKGGGTGPVEYLTACTVLAYDDNRDLIRDAAGQPMTVVREPLPEVMRGDPQGMIDLINACPHKWAYRAGVVS
FAYEDAPSEDQQQEVIDRFEEIAFAGLDADRYACLWVRHTHEDRVELHFCTPRMELYGGRSLNIAPPGYERAFDSLRDLM
NGTHGWADPLDAARGLDFKEVRESVERKQARAEIHDWLRDHISVGLITDRATLITAFQDAGYEINRQRGDSVSVVDPISK
EKFRLKGTCFHENWRAETTAERETERGHGADQGRERRLDRHTVAELQDRFEGHCRKRAGYNQDRYGRLPAAREETPHETE
RERSTARVESPDVADTGSLLPDDQHWDFDMVGHDLADAEPEHDGAASDRPSRGDIPDPTRWPGDTGPLPIGGGAGGLSRS
AEGVSDAWSDSVRARITELRRAVDGSLEGIRAGIDNLRRGDADGAGWVTQLRDRVAQITALLGRSVERLDAGFRATQRQH
GTGAESEEAPRDALSEDREDAHALRH
>MCE8441463.1 MobC family plasmid mobilization relaxosome protein [Rhodovulum sulfidophilum]AB17
MCLSAAELLREALWATQSRRRKPAPRVDPSLVLAVARYGGNLNQIARWLNTATRAGRSSEVEALRVAAALVSIERRLVEI
LAQHRRPPGC
>MCE8441464.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVIIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVKD
>MCE8441465.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB17
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MCE8441466.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB17
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLSGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MCE8441467.1 hypothetical protein LZ187_17145, partial [Rhodovulum sulfidophilum]AB17
PISAPAGRNARIFNMAPPAARMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKP
GDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVI
YGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLHEWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MCE8441468.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVGADIRPVVE
QIFAE
>MCE8441469.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MCE8441470.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB17
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MCE8441471.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSRPPPPTPRAGKSSMAREAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLASLGACDPDEAAP
>MCE8441472.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB17
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPTVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MCE8441473.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB17
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAAAGIAVDDATLAVA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MCE8441474.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGTAADASQPVLD
>MCE8441475.1 hypothetical protein LZ187_17185, partial [Rhodovulum sulfidophilum]AB17
LAHAAAERCGDTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGE
TALGRALSVEHRSPAVLRQLIAAGANPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPL
HRAVLEGSPPVLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGVGVLPYLEGQLG
HHLAFDGLGELYRSEVEIAMRTIRNWPPRS
>MCE8441476.1 AEC family transporter [Rhodovulum sulfidophilum]AB17
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MCE8441477.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWAMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MCE8441478.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB17
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MCE8441479.1 arginase family protein, partial [Rhodovulum sulfidophilum]AB17
MAGGVVSVAATGRYAASLATLPVVARHHPGACIIWLDAHGDLNTPETSGSGYLGGMALSGPTGLWKTGLGAGLCPGQIIL
AGSRDLDPAERDLTRRHAIPVIPPGADMAAALRSVIAGPPVYVHLDCNALRPGIVPTGYAVEGGLSLDELNACARAIAEH
RLLGLEIAEFEAAWKEGAG
>MCE8441480.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB17
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAETQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFETREGIRPHIAEYFLHL
PDAYDDWEGIPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRISLALLDPAAPTDDEIADWTREAFTGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EGSVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPAAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVTKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MCE8441481.1 glycosyltransferase [Rhodovulum sulfidophilum]AB17
MAALAWLGAAVFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQAYFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPF
DILRGTLSAMLAQDWSRDWAHDTWLADEDPAPETLAWCAAHGVQVSTRKGRADYHRPDWPRRTRCKEGNLAFFYDSIGYE
RYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNAADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSH
YAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAIGAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDL
PLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTYPAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLG
WERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEARLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLL
SLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVLAMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVS
GAGQGGRKRLHYVLDFGRSSGARRP
>MCE8441482.1 beta-mannosidase [Rhodovulum sulfidophilum]AB17
MRPDPAIAAPRLAALGLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDADAYAR
ARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDPATYKA
AYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAAFGKPV
VVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MCE8441483.1 hypothetical protein LZ187_17225 [Rhodovulum sulfidophilum]AB17
MLLGAAVSGLAGAASSEGVREGVRSEQAIVGASAMRWLAPEPKSKPSRSSKSGRKAAALALDRRQGRGSHICSASGFGQR
PRCVAR
>MCE8441484.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB17
WGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGI
NLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGF
FEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQ
ELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQ
YTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAAE
>MCE8441485.1 hypothetical protein LZ187_17235 [Rhodovulum sulfidophilum]AB17
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MCE8441486.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MNRMAPPQPDEGLPTENGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MCE8441487.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIMLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MCE8441488.1 hypothetical protein LZ187_17250 [Rhodovulum sulfidophilum]AB17
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MCE8441489.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MQTDDLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIGGSRDPDAIVLRCQLCEAFYWLMPRLSRFHAQHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEALLKRPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYTAVDRLIAWLRSELS
>MCE8441490.1 DMT family transporter [Rhodovulum sulfidophilum]AB17
MLSLSDALVKLQNGGLSLGQVLMVRSATAVLCLAGTLWLFAQAGGAARGVTRWVWARSLCLALMWGCYYAGLPGLSFSIA
AACYYTAPIWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGFDALSPVIALPLLAGFLYALAAVITQGRCRDVPPI
SMALNLNLVLVLAGAAHLAVLLWLGAGDEAGFLRSVWPGLGMHGWALLIGLGVALAVITALVAFAYQRAPVPVIGLFDNG
YLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRPTGGGEDARAPRAQPRRV
>MCE8441491.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHAAKAGKKILISGGGRCNFTNTGAEATCFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLEECARGGVDIRLATQIGEIGHGDGRFRVAGARAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVQPRPALVPLTLGPRDGAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
TPGMPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLASLTLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKTLPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MCE8441492.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB17
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFGQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKGSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MCE8441493.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB17
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MCE8441494.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB17
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAGGGMPDMGGMGGMM
>MCE8441495.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB17
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDETGRPTPIAIPKEEKTQ
>MCE8441496.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB17
MKDGAPQIELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCH
PYKRGATVFGMPRDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQV
NLVKAICLHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVD
RAMRGEGAPSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVE
SIVIHTSHHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPE
WTRRYHSRDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLAD
IPEAGLGILNFTVAPEKLGAPRPRGLFDRS
>MCE8441497.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB17
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MCE8441498.1 hypothetical protein LZ187_17300, partial [Rhodovulum sulfidophilum]AB17
AARSGLDPERARRPDFELAEAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQRARYLEDRLDYFAGDAAPEVLA
PMTEIAARLTGDERAALADWFAARPPLAK
>MCE8441499.1 MFS transporter [Rhodovulum sulfidophilum]AB17
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTEIA
>MCE8441500.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MSDRQIFSDFSDSPFPRNALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPGTPWPADLQVQLPD
>MCE8441501.1 chorismate synthase, partial [Rhodovulum sulfidophilum]AB17
ISARVAAGGVARAALAALAPDLRISGYMVQIGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVV
EVVASGVPAGLGAPVYGKLDTDLAAAMMSINAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTG
QDVVVRFAVKPTSSILTPRRTITRTGEETEIVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MCE8441502.1 hypothetical protein LZ187_17320 [Rhodovulum sulfidophilum]AB17
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGVSTGTEISDKPVQLPALREPAPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILP
EWPLLSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MCE8441503.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB17
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MCE8441504.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB17
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSR
>MCE8441505.1 HNH endonuclease [Rhodovulum sulfidophilum]AB17
MSGSTGSESFGVPAAAGWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRKGRVTPATECDHMVPKAQGGTDDEGNL
QAICADCHKAKTEREAAEAQGRRLRPSFGEDGWPIGPE
>MCE8441506.1 hypothetical protein LZ187_17340 [Rhodovulum sulfidophilum]AB17
MADTLSLHIKSDGVDMGVHDQHGRRVEGVTALETRMEVDGLTHITMTVVSGTPSGKGQEDEAHVRLHWI
>MCE8441507.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSDMGTIPRHEYERLRAAAEDLEDILAYDRAKADLAAGRAELVPAEFADRLIDGESPVRVYRALRGLTQAALAEKAGVNR
VTVAELETGRKQGSAQTLKKIADALGVTVDDLI
>MCE8441508.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB17
MPIERTHFDAVEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARRIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTRALGLTLKVEASA
>MCE8441509.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB17
MASQIQTINPATEKVIATYTRMTAAEAERAVEACQAAFEKWRLVSLEDRAAMIKAIGQTLRDNREEFAALMTREVGKLIG
DSRDEIDLCAAICDFTAEHGPEELAPEEREIPGGTGVITYAPIGVIYGIQPWNFPCYQAVRYSVANLMAGNGVLLKHASN
CTGSGLFLRDLFERAGLPKDLFTVLVIDHDLSDEIIAHKLVRGVTLTGSGDAGRAVAQKAAWHLKKTLLELGSNDAYLVL
DDADLDLAVECCAQGRLYNNGQTCVNAKRFVVTEKNYDAFVERFTEKMRACKMGDPASEDTELGPMSRTELRDELAQQVK
ESVEKGARALCGGEVPDRTGAFYPATVLVDVKPGQPAYDDELFGPVASVIKAKDDEDAMRIANDSRFGLGGGIFSKDVAR
ARELASTYFDTGMVSINSYNVAIPNMPFGGVKDSGYGREHGGFGMKEFVNAKSLYIG
>MCE8441510.1 3-phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
GFERLAPLELSGMRMLILGFGPIGQRVAQLARAFEIEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRG
LIGAAELAALPEGAILLNTGRGGVVDEAALVAAAPRLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMG
MMAAEAAIRALGA
>MCE8441511.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB17
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MCE8441512.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB17
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MCE8441513.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB17
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MCE8441514.1 prephenate/arogenate dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
MALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVL
>MCE8441515.1 F0F1 ATP synthase subunit beta, partial [Rhodovulum sulfidophilum]AB17
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLR
>MCE8441516.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB17
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MCE8441517.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB17
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MCE8441518.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB17
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MCE8441519.1 phage tail protein, partial [Rhodovulum sulfidophilum]AB17
ILARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEAIFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESR
VARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIEAVRVERGLYLPPRVDDRGVVQPAFAAPLPVHALFLD
LPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAGYTLNTTLERSAVIGLAETPLHAAAPGRWDRGPGLRV
KLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAKLVEAGTYDLRMRLRGQAGTEADMPELWPVGSTVVLIDAR
LSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLRPYAPCHLRSRKGPGGDLTLSWIRRTRIDGDSWASVE
VPLGEAREVYALRVMNAAGDELRAETVTAPVWTYTTAMQMADGAVAPFAVEVAQLSDQFGPGPYRRIEIDG
>MCE8441520.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB17
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTAPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGSGWTMVGGAVAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSAEGGSFSGGMVRLAVHFTELSLPASV
>MCE8441521.1 hypothetical protein LZ187_17415 [Rhodovulum sulfidophilum]AB17
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNMDLPPEPSLDDTDYCRC
LAQVLGALATWREWKVALSAGG
>MCE8441522.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB17
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAIVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MCE8441523.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLSFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGTELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MCE8441524.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MCE8441525.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>MCE8441526.1 pseudoazurin [Rhodovulum sulfidophilum]AB17
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGAQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEARP
>MCE8441527.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MCE8441528.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB17
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASVWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MCE8441529.1 glycine betaine/L-proline ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB17
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSV
>MCE8441530.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRLPLILAAALAVATPAMAQQYDFTPDATLACMKKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MCE8441531.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEEIARASASVSLSYGAHSNLC
VNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKYWITNGPDADTLVVYAKTDP
EAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVLMSGLDYERVVLAGIGTGIM
AACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQDAAACVLYASEEAMKQAHQA
VQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMA
>MCE8441532.1 CreA family protein [Rhodovulum sulfidophilum]AB17
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MCE8441533.1 hypothetical protein LZ187_17475, partial [Rhodovulum sulfidophilum]AB17
SAGHSMATVPVVPPAAKAAETAPGLRASLRPQTRPAALARLARGALVPDGHQAVAPRAEPFAHTDIARGAHGCSTRLARG
IPGRPRGALSGNAIGARMSGLHGGDRDALIVQQALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADF
VRVPMGLPAAARIADRFGFLLPTTRMVDAIYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKD
LVLTNRLRSHPGRVAIYGWHKPDGHPIQPLSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPI
AAPERLMASLYR
>MCE8441534.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB17
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MCE8441535.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB17
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAVGCMLVEFRPSARTEASDTPAVSRASSG
>MCE8441536.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARNGDEAADILAANGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MCE8441537.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB17
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MCE8441538.1 catalase/peroxidase HPI, partial [Rhodovulum sulfidophilum]AB17
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRV
>MCE8441539.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB17
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLACDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSE
>MCE8441540.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQARGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MCE8441541.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB17
MTVLPKIQDFAAELTAIFEDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVEARLAPTG
>MCE8441542.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB17
SGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEPTTALDVTTQARILDLLKALVAETGMGLLLITHDLAVI
SGLADRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHSPATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRAPPQR
AVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEIRLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHS
VARLIAEPFHLTGRPADAAARIDETLLAVGLDPTDRTRFIHEFSGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQ
ILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVEEGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MCE8441543.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEDE
AVAIANGTGYGLVAAVWTRDGARQMRMARTLRAGQVYLNNYGAGGGVELPFGGVGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MCE8441544.1 hypothetical protein LZ187_17530, partial [Rhodovulum sulfidophilum]AB17
MAETVSVTELTPANLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPACPERLRVEGQGWAVEAAVGRTRPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYGPGDLARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMR
>MCE8441545.1 cytochrome c [Rhodovulum sulfidophilum]AB17
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MCE8441546.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MCE8441547.1 C40 family peptidase [Rhodovulum sulfidophilum]AB17
MSRPAGRDRRETPANDRVAAARLRSEIEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGVAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVGAD
>MCE8441548.1 leucyl aminopeptidase family protein, partial [Rhodovulum sulfidophilum]AB17
SHLETALTGADLEAEALGLLLAGYRFDRYRTQSGAPRASFKAPSGVDAARLEAMAAGEVLTRDLINIPASDMGPEALEEA
VAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGRSGPRLTLVGKGVCFDTGGLNVKPASSMGLMKK
DMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLADALAYAAEEESD
ALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAPKGGFAGSITAA
LFLRRFVGAARYTHFDIYGWQPADAPGRPKGGVGQGARATLGALPGVLEL
>MCE8441549.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLTSGRIETNTRRAGSLCDAIQ
>MCE8441550.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB17
MTRFAADDGRMLAYDDRGSGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MCE8441551.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB17
MPITTCIFDAYGTLFDVSAAARRAATEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLGDAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MCE8441552.1 VOC family protein [Rhodovulum sulfidophilum]AB17
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETEQGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MCE8441553.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB17
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCADAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MCE8441554.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB17
MQVTTVGLDLAKNIFHVNGVTKTGEVAFNRPLRRAQVLAFFERLSPRLIGIESPASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGI
>MCE8441555.1 hypothetical protein LZ187_17585 [Rhodovulum sulfidophilum]AB17
MAGGSRIGPWTSENLAAAAIPGPAEDAPQEYRNILCNKEPDYRRDPPLALLNAADVSEPGGFSRAGSWTHIKMSEPTIDG
LRQAFLAADSRIRLSSQALDDDSTEIAAIAWDGGFLDGQAIRFNNGLNVLVGGRGAGKSLVIESLRYAMDAPVAGTLARG
NHEALTKKVLGPSTKVSVLLRDAPPSSRWYIVERTGSAKPAVRGSDGTVIPGLDPMSLVEGLEIYGQHELSELTRDKKLL
AKLLSRYIQQQDGGAATHARFHSDLSESRDDIEMCLDAIDRLEGEVGSLPKLRHQLEKMDELGARRMLQEKISFQETVDA
CLARKTALEELQSRVKKLADDLRGLRMDHPDEDGRNTMAHIGKIGGNQADNLVETINRGIDDIKVRLSELEAERPGLEGR
LRPIEEALRTEGVEASAYEQIATDIKALTNKSKKLKDKREELVRHHEDRARLLDEVAEQSAEHLKMSERAAKKAGRELKG
RVRVTVRPSDDLSELFRLLKEHVSGTGPQNTIDRVSDREDFTFRALASAVRSGEAALRNQFQLTEASARNVAAAGEALAL
RIEELNQAPAAYVQLNVGEVGSERWKPIEDLSAGQKATAVLLLLLGGSVAPLVIDQPEDDLDNRFIADTIVDTMRREKCR
RQFVFSSHNANIPVLGDAEQIVTLQPSVTDGREHSQISRTETGSLDQEKVRAAVERLLEGGRVAFELRRAKYGY
>MCE8441556.1 hypothetical protein LZ187_17590, partial [Rhodovulum sulfidophilum]AB17
MQNNDWRNGFTLGLIIGATASVILLLIVSTVPVGGSNSTSDWLSSISSVLSVLISAIAVVLVAATLTATEETLKETKKIS
VNQTRAWLLVKSVEVSQSQQLNKISFRITLQNYGPSPATNIRSEIYIYNDPYPFLYARAWDDL
>MCE8441557.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
PRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEARGVWDSLSGQRSFAGFFSDKTRVIQ
TVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MCE8441558.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB17
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPAQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELETSDFAVFRALCDQPMAMTAHVVYDALDPDGPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARASIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKVAHG
>MCE8441559.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB17
MAEQGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MCE8441560.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB17
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAGRALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MCE8441561.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB17
DPIMALMLGALVIHGVQPGPLMLETRPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFLCLGVYS
VRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVGLLALAL
WQAWRRRAAARTG
>MCE8441562.1 [protein-PII] uridylyltransferase, partial [Rhodovulum sulfidophilum]AB17
TALEAELTRLMDQDIGSKALRDAVVQYLSEARQKGRSAIAAAFADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRP
NPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAESVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIR
TALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAERSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKY
VYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIANRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYF
RHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHP
DAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLRRMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQ
CVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDIGKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVR
YHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNR
DRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDH
PGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDGSPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKR
ERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQ
ESLERKLREAIVKGTERANK
>MCE8441563.1 lipid II flippase MurJ, partial [Rhodovulum sulfidophilum]AB17
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMRWPVGDALVWTVPLAGIAQMALVWTAAAKAG
>MCE8441564.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ISKAGFRLTFRRPRLTPELRRLAIIAAPAALAGGVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLL
PDLSRRLGAGDTAGGRDAFNRAGEFALALTLPAAVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQK
VLQPLFFAREDTRRPFHYALGALAVNAGIAIGLAPLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLHRTGR
IALASALMGAILWLAARGAQPWLAAEGLRYPALAGLVALGVVSYFGLGHLLGAFRLSEFRRAMRRQR
>MCE8441565.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB17
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPAAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MCE8441566.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB17
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADAIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIATPIVRRARDIVGMVGA
>MCE8441567.1 VOC family protein [Rhodovulum sulfidophilum]AB17
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLTEAG
PQADTEFTEPTQA
>MCE8441568.1 PhzF family phenazine biosynthesis isomerase, partial [Rhodovulum sulfidophilum]AB17
MIMYQVDAFAEEVLSGNPAAVLLLPGWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEIAAQFPGGLIAAFRNFENIFVELDGADRVRDFV
PDLAAIAGLGPVGLVITGRERPGGRAD
>MCE8441569.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB17
MHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEETQRPAIILAPNKTLAAQLYGEFKGFFPENAV
EYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDVIIVASVSCIYGLGSPELYMAMTLDLEAGKT
YDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSFFGDELESITEFDPLTGKKTDGFDKVRVYAN
SHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEMLEASGFCNGIENYSRYLTGRAPGEPPPTLF
EFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRPLKFEEWDAMRPQSVFVSATPSAWEMEQTGG
VFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTKRMAEDLTEYLHEQGIRVRYMHSDIDTIERI
EILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLIQTIGRAARNAEGRVIMYADRITGSMERALR
ETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEKPMHGGNLEAHLDGLRTSMRKAAENLEFEEA
ARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQRGGTRRRHS
>MCE8441570.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB17
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSNDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MCE8441571.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB17
MRAGFPKAGAGQKIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MCE8441572.1 hypothetical protein LZ187_17670 [Rhodovulum sulfidophilum]AB17
MGKIKASLREQRFIGNRLRLTCSVKADWGLPDELFFDIVSDQAVAPPAGMNHFALALLVPAMRAGNDLEIEGAVSARLLQ
ALNGELQVALATFKKSLSRISVSASTILPEMASSRALNRGCATGFSAGVDSFATISLYGFEGSRRIKCLSLFNVGAFGQA
GAVGVSEVFEKGGLQLREFAKNVGCEWVLVDSNLDAFYAKGLNFPSTHTIRNASAALLLESMVDEYLYSSAFPYNEIAIK
PSPCIATMDPIILPLMETESLRFRSAGAHLSRFEKTEIVSRNDMSFSWLNVCVAPAADRMSMGRNCSRCWKCNRTLVSLD
LIGALEKYDRVFDLEYYRQNKRSAVRSAALRALKGSKIDREIVEHVKRSGYPLPSKAELLVVKTFARLRRLVEKKLRRAA
>MCE8441573.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKIDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEI
>MCE8441574.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB17
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MCE8441575.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB17
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTEDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MCE8441576.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB17
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MCE8441577.1 hypothetical protein LZ187_17695, partial [Rhodovulum sulfidophilum]AB17
MTDPVALNTPLVKEAADQMAASMVPNIREVVARDGLPHLAHAIVGWGDGRLDGLSLCDRIAEFATAGDAGPVVPQCDPEG
DFHPWQSFAYSAMAGCDGDRPLGTFDFSMRGIIRASRVLQTSENRELGHLLYALATYDPDPNGPPFVMDGVEVPVAELPE
RAVEAHIYGGFQVCRKFHLTEGLCAAVACIPGFEAWRPHAEGFLDGQMTVMEVFALIMELAGAVERGGGDRAPLARWRDA
LRIGNNLENHIYYAGHLVELAALARMHGYSLRPSQLNAANYVVNATNRTVMSWQKHLNFGDSFLALGHLRRASTLWMALE
NGEITEPGQRKEVLRRFVVDFDATNTRVPAPEPVPVPEGSVYAVARTVPEPRPIFAQMIAAYEKTAPPAGLGTRGTFDHF
RRIGPPHWPRSVHYELLDHEHAIGVEIHLEKD
>MCE8441578.1 hypothetical protein LZ187_17700 [Rhodovulum sulfidophilum]AB17
MKNGMYELEDIIKAKTAMVDHLAKLSGGELLRGCCTQGCCGDVVQSPLIPRLETTYTKADLMDAKRAMLSTLEELTGGPV
IAGCCTQGCCDDQAIAALINVP
>MCE8441579.1 HAD-IIIA family hydrolase, partial [Rhodovulum sulfidophilum]AB17
MINREIDGVTRAQDLHLLPRAAEAIAKLNAAGLPVILATNQPGVAKGILSLDELDEIHAHLDAQLAAECAFLDDRYVCIH
HPEHGHPGERTHLKIDCTCRKPKGGLMRMAVQDHNLDLSRSVMVGDRDVDMAAVTSVGGRGVRVASNGENPPGHAGHIDA
ALLHNRRNQRLQRLVRRVSCSPSSAMSGLESHSATQDPSIMQQS
>MCE8441580.1 molybdopterin molybdenumtransferase MoeA, partial [Rhodovulum sulfidophilum]AB17
MIPVNEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFA
>MCE8441581.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB17
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAYE
>MCE8441582.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB17
MTGTILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MCE8441583.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MCE8441584.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB17
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MCE8441585.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB17
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVL
>MCE8441586.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB17
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCASCGRPGEAVMAARA
SLPGGADPHWT
>MCE8441587.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB17
MDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLIVVTAGRA
PETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARAW
RAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALD
LGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETGRSFALMI
LDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERRPVALPGG
AGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MCE8441588.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB17
MADPAETAGPRRGLNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAEMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHSR
>MCE8441589.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MTAAEREAVILDATEKVLLASGLAGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRERIELAVDVFLSGADGRV
>MCE8441590.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB17
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFKQHYPASGWVEHDADDLWTSTAGTSREVIERAGLTSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGELAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MCE8441591.1 iron-containing alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPMLEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALE
>MCE8441592.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB17
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MCE8441593.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB17
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MCE8441594.1 lipopolysaccharide assembly protein LapA domain-containing protein [Rhodovulum sulfidophilum]AB17
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSTR
>MCE8441595.1 phosphoribosylanthranilate isomerase, partial [Rhodovulum sulfidophilum]AB17
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPAHVGEG
>MCE8441596.1 transcriptional repressor [Rhodovulum sulfidophilum]AB17
MNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAGLMQ
EVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MCE8441597.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB17
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MCE8441598.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB17
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MCE8441599.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB17
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSFLVDVDVTDDASLDAAFGRIE
KEWGKLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MCE8441600.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB17
AAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQNVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEG
QVLLILS
>MCE8441601.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB17
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRQVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MCE8441602.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MTLHTFLTTSALALSLASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVVPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MCE8441603.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB17
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFRGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MCE8441604.1 hypothetical protein LZ187_17835, partial [Rhodovulum sulfidophilum]AB17
MQDELAEIIQRVRVLEASGASGPALELLAHALARRPDDLALRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALAARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAQRPGDPETDLARAQSLLDEAPEEALQLSEVVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALNGPEAALALLPDAPLPPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPTAAGGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGADTSLLHLQARASLALGRTAQAETSLR
RLLMLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSARARRDVELIRDLDLTGRHDTAQRLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPTGPL
>MCE8441605.1 hypothetical protein LZ187_17840, partial [Rhodovulum sulfidophilum]AB17
MGLLLTGPVTPGRPARLVRMPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRASEPPLWALWAFAGAAAVLALAA
RRLPELWAPVLIALALVAGGAALAGARAQD
>MCE8441606.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB17
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPTTHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLTPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGDRPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MCE8441607.1 citrate synthase, partial [Rhodovulum sulfidophilum]AB17
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRD
>MCE8441608.1 glycine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB17
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLETTIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDCAVRLKRARVMLDQDERADQIWHDATNAAFALGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFHSALGSQADQIGRMAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPSEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDRLTGFWAIDEKPTGSKDPFALRR
AALGVIRLVLTNGLKVSLSELIQEARETSIQKWSTRKTAELTTQLLNDYSAATQTIAELRALRREEITHINDIWAGIEEA
EE
>MCE8441609.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB17
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MCE8441610.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB17
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGTSYERRVWPAGARMQDPASETVTQPPTQ
>MCE8441611.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB17
MNFDEIIDRRGTHSSKWDMMEPIYDVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MCE8441612.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB17
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELRGGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MCE8441613.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB17
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVR
>MCE8441614.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB17
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MCE8441615.1 chromosomal replication initiator protein DnaA [Rhodovulum sulfidophilum]AB17
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAATAAPDAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MCE8441616.1 short-chain fatty acyl-CoA regulator family protein, partial [Rhodovulum sulfidophilum]AB17
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIIYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLP
>MCE8441617.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB17
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGTLLKPGTGAWPLLFIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGP
>MCE8441618.1 DMT family protein [Rhodovulum sulfidophilum]AB17
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MCE8441619.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MITTCRSAGRPGWGWLLAGAALATLAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MCE8441620.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MQNCVWITGAGSGIGAAMARAFSAAGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MCE8441621.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB17
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYR
>MCE8441622.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB17
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MCE8441623.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB17
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MCE8441624.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB17
ISWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFLLSINDRPEIRDLFGAFRIEEVRLTY
SVSKSGATAARELIIANREVRVGLV
>MCE8441625.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB17
MRRLLSLLLLSLTLLTCAPVAQAPQSIAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAADERELVALTGRLCGA
>MCE8441626.1 hypothetical protein LZ187_17945 [Rhodovulum sulfidophilum]AB17
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRASLSKPLRRL
DLALPRPRRRGGAAVRRSRL
>MCE8441627.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB17
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MCE8441628.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MRRFVPLAVTLGLLAGPAVASDPADWPALLSQAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNASARAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARFGMA
P
>MCE8441629.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB17
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIRLSIGTGLAATLIALATVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELAAARLGRRWIEGGTRRLAEPMLRATGMGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATVLALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQALALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGADPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLV
>MCE8441630.1 DNA polymerase III subunit alpha, partial [Rhodovulum sulfidophilum]AB17
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERVHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVD
>MCE8441631.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum sulfidophilum]AB17
QTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLE
SEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFAPLRSAWLE
RAARLGDTITARMGAEEVSGRFLTVDEDGQLVIETPGGRRAIAAADVFF
>MCE8441632.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB17
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MCE8441633.1 ribonuclease J [Rhodovulum sulfidophilum]AB17
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MCE8441634.1 hypothetical protein LZ187_17985 [Rhodovulum sulfidophilum]AB17
MQGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPEEEAGEETGEDGLRAVLRLGDIASVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLILEGAGHPAFAVEAVSRPDAPLPGLAIRACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>MCE8441635.1 phage tail sheath subtilisin-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MVMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFADEDSSSTDLSNAAFGAFANG
LRRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYATKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARR
GTATQEDATPSPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANETVLAAID
AERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKL
DVRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>MCE8441636.1 phage tail protein [Rhodovulum sulfidophilum]AB17
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>MCE8441637.1 hypothetical protein LZ187_18000, partial [Rhodovulum sulfidophilum]AB17
MVGRRGFLAGTVSALWRLLGRIAALLSGRGRAAGAGDGQGEDLPPAHWLAAIRAAVPDKLDGTRLIADFAGRAPDPSAGE
CRAETGTGFAPPSFPARPVGVERMLAR
>MCE8441638.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB17
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFETASHFAVN
ILAHDQIELSNHFARRSDDKFAEIKVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVAGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MCE8441639.1 transporter [Rhodovulum sulfidophilum]AB17
MKTTYTLGAIAISLTMAAVPAQAIDVGPADYTIVPSGTAVGMIYYQRLSSDRLDVDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDNPETDTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGLYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MCE8441640.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB17
MSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAIVNITTGGGLGMSMEARIAPA
LKAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLVKLSETGTRFEFECYDTGHLYNLA
HFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPLVTMGAIVGGHVRVGLEDNLY
IAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MCE8441641.1 hypothetical protein LZ187_18020 [Rhodovulum sulfidophilum]AB17
MRAGFRARLRVPEPILGTFLKIPSTRPAEILGSLGFDFVVIDEEHAPLNPETTDAILLACRVHRMAGLVRVRQPGDILRA
PGSGADGVLVPHVTSAAVAH
>MCE8441642.1 aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB17
MAAQDARSAVIAMIEDAEALDRIDEIVATEGLDAIFIGRADLGASMGEAAEDGGLDRAVAHLLTAAKSAALPALALATDR
ADAAEMRALGATGFLKGSNQGFLRSAAKAAR
>MCE8441643.1 autotransporter outer membrane beta-barrel domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGWNLSFG
TIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAAAGAYGER
LGVDDQSYDSTGHTVSGTMGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPINNEVGFASVTL
SRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQAGAARQ
MDASVRVDSRFGDDLDGWGVTAQMRFQF
>MCE8441644.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB17
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MCE8441645.1 DotU family type IV/VI secretion system protein, partial [Rhodovulum sulfidophilum]AB17
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQNPAGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKME
>MCE8441646.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB17
LGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREAWKYGDAQNHELRLALAEAHGVAPDCIMVGEGIDGLLGY
LVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVYLSNPDNPMGTWLPAGQVQA
MIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAPLITAFEKVRNHFGMCRISQ
AGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVLAGLAERDVFVRMPGVAPLD
RCIRIASGPEDQLTVLAEELPKALAAARG
>MCE8441647.1 hypothetical protein LZ187_18050 [Rhodovulum sulfidophilum]AB17
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MCE8441648.1 SLC13 family permease [Rhodovulum sulfidophilum]AB17
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MCE8441649.1 hypothetical protein LZ187_18060, partial [Rhodovulum sulfidophilum]AB17
WHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVELHRWPAEMLVAFENAWQAVV
AEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MCE8441650.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB17
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDQVGRLYERGALVDAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEEAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFGLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCIQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGAALQGGRGVA
>MCE8441651.1 hypothetical protein LZ187_18070, partial [Rhodovulum sulfidophilum]AB17
MSRPVQGSPGEAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARL
>MCE8441652.1 hypothetical protein LZ187_18075 [Rhodovulum sulfidophilum]AB17
MARRAKRIYGTKGDARSEVLPLIVAFLAGTTGSILLKIVTINPFAGAVWAISVLLAYALYAYNATQLRLDAETIGDNCYY
LGFLFTLTSLAVTLYFVVQTPTSQRADVIPQVISGFGVALASTIGGVFLRVLMLQFKVDMESRERQERQYLNETSRRFRA
ELGMSLDQIKAFSTESLQQSAEREVRMREAFDKLLSDMQGELLKSAADFGPALRESVKIQTQSSLEMVTSSAREASDVAA
RSIEAAMSEMTSVVTEIASHNSATADRIRQSIEALTTSTEILVTGADEIVQRVSQTQQAATQVTEAFTREVNDGTDGMTR
AMKNARSRLENGARRFAEATNRAEVSLELGVERIGQSFEATAVRVSEAGGRLVSSLEATQLGTESKHKMSNGSGPSSASD
VAK
>MCE8441653.1 hypothetical protein LZ187_18080 [Rhodovulum sulfidophilum]AB17
MTAVLLDLTDPLSPAQHSQLMAWLEEEIDAAPRGTQFTMGVVSEDHANWGATEPLCKPQTGASANSLTQNARLIDDRYHE
LFLAPLNARLESMVSASGADRSPIMESLQALVSDSAGFVTFKGDRRIVIVSDLLQHSATLSFYRGGDWESFRSSPDFQRI
GTTLNGAEVQIYQIPRPTEGGRDPAILDDFWVNYFERQGSHRPLVKRLGDL
>MCE8441654.1 hypothetical protein LZ187_18085, partial [Rhodovulum sulfidophilum]AB17
RLYETFQHRKDFRERHSLKRPAKRFEGWLKLGLVTVIFVGVEAALNAVMFSRGNEQGLVGGLLTALIFSAVNVIGSLMLG
IAACGLNHSAWARKLFGFLAFLIWVILAAALNLTVAHFRDLIDAEIGWSEAVRMAIPALQSDPFGLTSMDSWFLLAIGSL
ISIVACLKGWNTFDPLPGYSRVERDLQLARAQHQEDFDEAVEELTIKREKAIDELRDADQQVRDGISQAIDALYGHSTLN
SHLKSFLAQCDTKLAYLLAVYRDANISVRTEPKPPSFSISHAFPTFETAVLADESRRAAAETEADKVTAAVDAAVREIFQ
SFRTAVEEFALPEEVQQGQTTASVGPRSEEAV
>MCE8441655.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB17
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVAL
>MCE8441656.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB17
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGIGAVLGLAPAGSDVGSGPSGPHGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRARLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWSVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MCE8441657.1 cold shock domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MATGTVKWFNTTKGYGFIAPDDGGKDVFVHID
>MCE8441658.1 methionine synthase, partial [Rhodovulum sulfidophilum]AB17
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRVLPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
RDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARD
>MCE8441659.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB17
MKILTLPRPMLRRTMLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVT
GAQSGIGTLRLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAARSA
PGTLKIANVGTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEER
DPKFPDVPTFRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQEAAEKSAMGAHWMDAEATAAYVKAAQA
KAFALIDELVAEGVLQK
>MCE8441660.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB17
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPALDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAARKKKLPYFT
>MCE8441661.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MRYKAKKRPSEISGSPRTKPAEVRLDELMSAAEKLFLSQGVEATTVNEIVESANVAKGTFYHYFSSKNEILEALAKRYTE
RFLESVQKAIDGCSPDDWEERLRVWVHANIETYVKTYRTHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGVWAPN
QPKIVALLIYSGVHGATDDIIASKTTDCTSFARNVSDACLHMLPRITEPTK
>MCE8441662.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB17
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MCE8441663.1 amidoligase family protein [Rhodovulum sulfidophilum]AB17
MDGITQLVPRDRFLPLRPRETRAGAPRRAGIEIEFGELTEAEAADVVARTLGGTPHEIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>MCE8441664.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB17
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MCE8441665.1 cytochrome c [Rhodovulum sulfidophilum]AB17
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MCE8441666.1 hypothetical protein LZ187_18160, partial [Rhodovulum sulfidophilum]AB17
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPG
>MCE8441667.1 hypothetical protein LZ187_18165, partial [Rhodovulum sulfidophilum]AB17
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIPEPGARL
>MCE8441668.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB17
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDAAGTLQYSLTAIGRSANTRYRDVDEKRYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVNAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MCE8441669.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
PDFVADQLIAALVLGPSNAALMGDDALADPAARED
>MCE8441670.1 30S ribosomal protein S11, partial [Rhodovulum sulfidophilum]AB17
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLD
>MCE8441671.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB17
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MCE8441672.1 adenylate kinase [Rhodovulum sulfidophilum]AB17
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTDFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MCE8441673.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB17
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEVLRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MCE8441674.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MQWTLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGHWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIMCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRARETALAGGEGSVRTARDALVNALETLPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGFRELFESALTQGMSRGDPEQRARWIAGQETARCCGARILEGERCDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRTVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGDDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVAD
PTDVIQVFLNLLLNARDAICRRTPRACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQ
>MCE8441675.1 hypothetical protein LZ187_18205, partial [Rhodovulum sulfidophilum]AB17
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLELERPGRQPETYHLENPAPLTRDVSLSDDPAPALLLTEGQAQIKCRPWAVATPELSDAKASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQVLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDATTGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQSYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRD
>MCE8441676.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB17
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MCE8441677.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB17
MMQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRGVSGIAPTGAPPG
IAAILNQGDRVLALAVNTISGLARLPDTAVQPLAAGGAETPF
>MCE8441678.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB17
MCTLLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAGALEI
ATDITRDRRDLDRMRARQAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFTGSRRYDDFWDRL
SRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSAGRIL
SANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPEGHSD
RIIQIAVDITDTKRLMLDLDGKWKAALNNQAVVEFDSDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSPAYTD
FWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGGLHEVND
MLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHGAGFS
IVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATLARLA
EELGQAAGPNGQ
>MCE8441679.1 hypothetical protein LZ187_18225, partial [Rhodovulum sulfidophilum]AB17
LPSGRRGFFIASIPDATAAQAVPSERRSIGAAAVSPFPDGADRFRRAADNFGNLVLSVAY
>MCE8441680.1 ComEC/Rec2 family competence protein, partial [Rhodovulum sulfidophilum]AB17
ISILTGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLAL
SGGNVATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRP
PRWAQGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAW
ILWVAERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWSGRARALGLVPILAAFALWSAAQRPALLIAESGGLMGAMGP
EGRALSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGDQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYV
DDPPAGCRIFARAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MCE8441681.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB17
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MCE8441682.1 molybdopterin molybdotransferase MoeA, partial [Rhodovulum sulfidophilum]AB17
EGEAAAGSGWTGTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLG
PADLALAAAMNLPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVF
ALAEGADLVVTIGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALR
AFQGLPKAPLPTARAPLAAAVEANGPRTHYLRARLTPDGLLPFDRQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLT
LR
>MCE8441683.1 flagellar biosynthesis protein FlgF, partial [Rhodovulum sulfidophilum]AB17
FPADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSS
S
>MCE8441684.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB17
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MCE8441685.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB17
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEGVGTLVAPEEAIGQEARINLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MCE8441686.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB17
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MCE8441687.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB17
MSKLLPVIIALVGLAIGGGAGFLLKPAPPPPDPTGHSASQGQAEDGSHMSADGQLAAVPSAAGNGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MCE8441688.1 hypothetical protein LZ187_18270, partial [Rhodovulum sulfidophilum]AB17
ILGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAMRRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYTE
VTVDFSYVSCRAGPRLHRDFCTEAGCARQRYLPGASAYVLIEDGDPE
>MCE8441689.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB17
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MCE8441690.1 thioredoxin [Rhodovulum sulfidophilum]AB17
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MCE8441691.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MCE8441692.1 Trm112 family protein, partial [Rhodovulum sulfidophilum]AB17
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLA
>MCE8441693.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB17
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRS
>MCE8441694.1 VOC family protein [Rhodovulum sulfidophilum]AB17
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MCE8441695.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB17
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYRVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGSAMDCIRRMLTGEAVTQENSGMSKGEWREFEAVLAPAGER
>MCE8441696.1 hypothetical protein LZ187_18310, partial [Rhodovulum sulfidophilum]AB17
IIASALAIYAAYMNAHGLPFFPSSVLTKSELAVSASQGNLFDNLGDSISHLKPFLQNKWSMVLLFFTVYATAGFIFSNKT
VRKYRIILAICAIAILAHIIGGKYGFFNRYQVYVTAISIFSFATAIRVGLRFRNGLATVAFTAIVLAYVSDRYSGSLLDI
PKGAENIYQQQYQMGRFVKEYFPERLAVNDLGWVSFKNDLYVLDLWGLGSEEARKLRNNDVWKPDDLASISRRHSVVFAM
IYREWIPDVPKNWEHVATLETSQITSASPFVFFYLLDLTKRKEMENALERFSETLPEGATLHMVSREANPL
>MCE8441697.1 TRAP transporter small permease subunit, partial [Rhodovulum sulfidophilum]AB17
ILQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRVDLVYSEVSFRAKRVIDMLGALFFMM
PVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNGYFLFKVLLVAFTGLVFLQAIAFFYR
SFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MCE8441698.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB17
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MCE8441699.1 hypothetical protein LZ187_18325, partial [Rhodovulum sulfidophilum]AB17
NANDFRRRQRETSGEAAVGLCQTPMAGLALQGYVPKEIVAALYAFDAIMALQNLRDSRDGASFEPKQCIGTGLDMGTPLK
VIPVPKVALEGSVEVFLHVTLALTGIFADAGISGSMTGRYGTTAITVKETAKRSGGNPSATGGESSKVSPPGEKDENGGM
IGLMQDMFGKINRYMEEGVDSSDKSTETPLERARAAARFTSAIEFSQKLEFGVTGLDLVPKSGSPDLLLKLGGAHTTLGI
GVTGRLDILDMVATCVLTPASAKLLKETRVKIADGKVVNGTVEAFLELSSNGQVGFAINGTSGITIPADPDVEAELDLAS
SQTLSGEVKIGGKAEIKLHVEGKVWVLAAKAGLRGTIHTSWTWAARIRDGNRERSHAFEGLKVSGEAYVEAKIVGDSGDD
VRNVESEGASFGGKATRDLHADDVFESVQENITRANEQYATRQGMQPAEGGKDGYTLWDPVPAKWLAY
>MCE8441700.1 hypothetical protein LZ187_18330 [Rhodovulum sulfidophilum]AB17
MATLFGTLFPPSGWRIDLPRRLVLILALFMTGGAAMADIPNRQHYLDFDVQGASWVLRVNGVDLWSRGSTGLYSSSLPIN
DLVKKGENTVSLVHVPTRKLDPETGAFLLEHHDHFGAEIRLQAIARDGSREEIHLLSVRYEVDGGPLKRLPQPLAGGEFV
TETAHLKTEGDLRGTFSPVEEGGILVLGSGQSDPAETLTARFTVDDDLPGDFFWEDKAVPLLDTPEMRAGLRRAYRDFYK
LVEQGRGDEILELARPLWARAGTTLAGGKSAEDYIGGKDGLRRFSRNPGDGSTLAPLGISDDPTGDSLEFMADHRLVRIR
PDPLRWRFPPEQNRNDMRSSLVFFRDAEGGWHLGDIVRN
>MCE8441701.1 chromosome partitioning protein ParB, partial [Rhodovulum sulfidophilum]AB17
ISPKRARQGAVRRISGGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MCE8441702.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB17
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVELLEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTVEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEEYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQTGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MCE8441703.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB17
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MCE8441704.1 FHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSDGAAAGEAGGGPLPAEDDPWDFGALAE
>MCE8441705.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB17
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MCE8441706.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB17
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MCE8441707.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB17
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MCE8441708.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB17
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAASALADEMGLVSAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIEAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVAQAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDRGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARVGITV
TDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEQIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYAKLLAAGQPGTA
ESSAKLSEPEAKARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFDRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAEMVVIGYPARDIGFRRSRDRGDQ
PRNRHPAARDLRHRLRPQIRGAGPRHAGTGPASGRQRRLGRQS
>MCE8441709.1 hypothetical protein LZ187_18380, partial [Rhodovulum sulfidophilum]AB17
MQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFTATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGAT
>MCE8441710.1 heavy metal translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB17
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHQ
>MCE8441711.1 FixH family protein [Rhodovulum sulfidophilum]AB17
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTATAEDGTPFRQRLQLHVDG
>MCE8441712.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB17
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MCE8441713.1 hypothetical protein LZ187_18400, partial [Rhodovulum sulfidophilum]AB17
ISIRMSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPEWHKGHYTYLIRTFWIGLLISFVG
LILTFVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>MCE8441714.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB17
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKAENPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEDAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAK
>MCE8441715.1 hypothetical protein LZ187_18410 [Rhodovulum sulfidophilum]AB17
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRGESQQLMDLGLMEPGTWF
>MCE8441716.1 cytochrome c biogenesis protein CcsA, partial [Rhodovulum sulfidophilum]AB17
YYELGWGGFWFWDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPE
RGVFLLMILLVFMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPF
FDMAFTPFMVALALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLG
LRAGRGKGLAARAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNY
ISTMATVSVWRGDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMA
LGGLLSLSDRRVRVAAGARKERGPTLPQPAE
>MCE8441717.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB17
MPRRALTALVLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGE
>MCE8441718.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB17
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEDGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MCE8441719.1 hypothetical protein LZ187_18430 [Rhodovulum sulfidophilum]AB17
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MCE8441720.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB17
IYFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRALAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQ
LLSSISPNLGVYATEPLNDPVAGWLDSCTRLAAYAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTA
CDCFGVLYRREIGTGEYGLALAEAVGHLNHLYLTGRATRRRRPDGAWLYRRSGAV
>MCE8441721.1 hypothetical protein LZ187_18440 [Rhodovulum sulfidophilum]AB17
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKMMEAFANLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MCE8441722.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB17
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MCE8441723.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB17
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MCE8441724.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLARE
>MCE8441725.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB17
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MCE8441726.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB17
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKHFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALSAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MCE8441727.1 hypothetical protein LZ187_18470, partial [Rhodovulum sulfidophilum]AB17
PNELLGVWTERKPAASGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGA
LAFRIGLLSDEYEALAQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIEEGRLGEAVLAA
IDLLTDGAQGDILDVTRGLGLLRRLGLEDAARKSALQLMLLERRG
>MCE8441728.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB17
MAVLRRGRAVLIGLIALCTLLELALSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGGAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDCHALGPEDA
>MCE8441729.1 hypothetical protein LZ187_18480 [Rhodovulum sulfidophilum]AB17
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSADSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MCE8441730.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB17
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MCE8441731.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB17
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MCE8441732.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIGLRLDALPAGVLGLSLYGAAY
FTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVILSMITVPEIMFQTQTMMSET
FAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MCE8441733.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MCE8441734.1 lysophospholipase [Rhodovulum sulfidophilum]AB17
MRLFALLSLFCPAVAMAGPVQIEGPAGPLEAEVLAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQAAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVDGR
>MCE8441735.1 cation transporting ATPase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ILIWHIVLVSGLFVLAVFGIFAYATERGHDPALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVT
GAQVAVTYLPLLQPVFGTRPVPLEDGLLIVGIGVIFFALIETEKQMRLAFRRGQNGT
>MCE8441736.1 RlmE family RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
IELDDKYRFLVPGARVVDLGCAPGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADQLVKG
WLGGSADVVMSDMAAASSGHKQTDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPA
SRSDSSEKFVVATGFRG
>MCE8441737.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB17
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
LGQRVAYTTQTGACTTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPTELRTRAAELFAAVADGKLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MCE8441738.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB17
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVMASESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MCE8441739.1 cyclase family protein [Rhodovulum sulfidophilum]AB17
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFEE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPVNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHRGGTGGPARIFALV
>MCE8441740.1 glutamine synthetase, partial [Rhodovulum sulfidophilum]AB17
ASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVAEALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWER
EHLLLNV
>MCE8441741.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB17
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDTLERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRDALQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MCE8441742.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB17
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVIHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFDSHDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGVDAR
AYGT
>MCE8441743.1 DUF2207 domain-containing protein [Rhodovulum sulfidophilum]AB17
MATDVETFTGPLGSREQDAFEQIEDGGGTVYVMADGALDWHEGLTTAIAFPTGIVTRPSVIDRILFTFRDRPADMIALFG
TLLLGAALRLIWWRKGKDAPLGRIRERSTPPEGISPALAQYIRANGGVTNSAMVAATINLGVKGFVVISQSDTTWSITRA
GKANDGTLPVGEAAILAHLDGLEGPLVISPDNRKAVLALLDVFSAAMRDEHGETFHISHANWIMLAGVGGYGLAFAIMWQ
ALAGQNWLMHVMPALPLAIPLLTALFGGTLRDVALMMGIALGISCLMWLILGALAGALGLLSGAGLIALPVIFALFAARI
GLTTATGRAHKIEIEGFRRYLSAARLKGRSRRNARHQFEAFLPYAIALGVEKQFAGAYEDALTRSMSRGRVPTHVWMPAW
YHGTNINGGPFGGGISAACEAMTSGVNACTTSGSGSGSSGFFGGGFSGGGGGGGGGGGW
>MCE8441744.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB17
MKALVIIDMQIEMQHRIEAGRDCVNADAPIRIATLAGAFRQQGLPVIHVRHRDGNPKSPLHADSVGYSPMPCAEAIEGEA
VFVKQTSSAFASTDLAAHLQNEGITELVVTGAVAGFCVNSTVRSGADLGFNMTVVRDAVIGFDLPAAGQTAQMIFDVTMA
HLEADFALLVDASAVMAE
>MCE8441745.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB17
AYLSNDQRLAVARAVIRAAKGRVPVVPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEG
LPVVLYTNPNFQRSDLTLPVIDRLSRVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPA
CIVPEQSIALYEAARAGDWERAMDLQRPLWRINELFARYSLAACIKAALEVQGFEVGDPVAPQTPLDAVARGELAQALGA
IGAL
>MCE8441746.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB17
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MCE8441747.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB17
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSSVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKM
ETE
>MCE8441748.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVR
>MCE8441749.1 Lrp/AsnC ligand binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ILGYSVEVSLRFSLDKTDPRAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALM
HVADIKRAEALPL
>MCE8441750.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAGALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MCE8441751.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB17
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEESAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGLRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MCE8441752.1 hypothetical protein LZ187_18610 [Rhodovulum sulfidophilum]AB17
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MCE8441753.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB17
SWARFGTTLTGLMELHGVEPGPYMTHVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVF
GVEDAGYVPKPRRESFETIAALGGIIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MCE8441754.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB17
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFR
>MCE8441755.1 hypothetical protein LZ187_18625 [Rhodovulum sulfidophilum]AB17
MRGLFTTLRFLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGAASDEASAPASIPGAEVVTTPLDDPLDAPPGPSAAKPGEAPSRA
N
>MCE8441756.1 DNA topoisomerase IV subunit A, partial [Rhodovulum sulfidophilum]AB17
ISVDFRPNYDGTLEEPAVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTG
GVIVEPKDSIAQAYRTGRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDV
RLVLEPRSRNVDPEVLMSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEV
LAGLLIAFLNLDRVIDIIRYDGDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEI
ELTAERDRLTEERAGLLELLEQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSK
MGWIRAMKGHLADGSALKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALF
IHRPGEKLLVASSAGDGFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKG
VRLQKYKDGGLADATTFTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MCE8441757.1 tol-pal system protein, partial [Rhodovulum sulfidophilum]AB17
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSSGSTDGMELAVGERA
DFDAGKAALASGENEKAAEIL
>MCE8441758.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB17
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MCE8441759.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]AB17
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MCE8441760.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB17
RRSVPTRRSSDLGAGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEETGKPDIGSLRMVSWSGGSE
TAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MCE8441761.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB17
MMDWTDRHCRYFHRLMSCSALLYTEMVTAPALVRGGALHLLDHNPAEHPVAVQLGGSDPDELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAATGVSRVIIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEELFGLPG
RKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALAALPRAA
>MCE8441762.1 hypothetical protein LZ187_18660 [Rhodovulum sulfidophilum]AB17
MEELNVSDPPQSKAIERYTEEAVKDIGPTKAQVLRTIATYPIAGLPCSTIKSKDIIEFLQSLPGQPQTVGNYASHLTSIF
AIDRPMWDFRLDDREMRDAITVARRMGIISRSAQRNRKPSLDELDRLLAHFIDRRQRTPQTMPMHKVIVFALFSTRRQAE
ITRLT
>MCE8441763.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MKHPGEKLGNDIWVDLPEEAIRIIDSMRKSKAEIFPYSPDALTANFTRTCKPLGIEDLHFRDLRHEGISRLFEMGWNIPH
VAAVSGHRSWVSLKRYTYIRETGDKYAN
>MCE8441764.1 hypothetical protein LZ187_18670 [Rhodovulum sulfidophilum]AB17
MASLLTYRIRKVNPAGRVFCNSAHIMADWTKALSVEMFFAEAEKRMQMVDGEGRVHLESRLRLARSMLGTLDPLSFIEQW
ISPEERYQR
>MCE8441765.1 transposase, partial [Rhodovulum sulfidophilum]AB17
PRIVSGSPLLREHDGTKRCLWRKIHIGADEQTLEIRAIAITGSNAGDAPMLPELLDRIPADVEIGTVPTDEVCNTHKFHD
AVADRGADAVTRHLGRECRRWTGDHSRSRAEARMNCLKALGERLMSRGPDRQTAEIQIRIIRNCRSDQWRDMAHS
>MCE8441766.1 ClpXP protease specificity-enhancing factor SspB [Rhodovulum sulfidophilum]AB17
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDDASDLPETEPHDNDTGNGDAQIVSLDKFRK
>MCE8441767.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB17
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPAAIIRALGVIKKACALVNIDQGGLAPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSTKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVVGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MCE8441768.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
PEGLYLVPPFHRELVRGVASYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGD
LVETPTAQTFADGLAVRVPVAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRV
GVILCGGNIDSARFATALGGGVPDP
>MCE8441769.1 hypothetical protein LZ187_18695 [Rhodovulum sulfidophilum]AB17
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MCE8441770.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB17
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFIGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQARLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MCE8441771.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB17
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MCE8441772.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB17
MIRYALTCADGHRFESWFQSASAFDTLLKSGHLSCSLCGSRDVSKALMAPSVATDRPEGSGAPAPDEGSE
>MCE8441773.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB17
MVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLDETTGAPIIAEG
ARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MCE8441774.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB17
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MCE8441775.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB17
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARAHGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGTVPAPDLSPTDAPRVVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLARAGLPGAPAEDLTGDLAETLGRETLSWPLAEYEAALAALPAPLRDALSDVWGA
>MCE8441776.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB17
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSDAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARVAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MCE8441777.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB17
MLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDDRFLIERPLLQAMRPQAGGAPVLLIDELDRTDEPFEAFLLEALGDFQVTIPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFKKPGVAETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MCE8441778.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDRPDPETGEEIEIDAAGTQSARDRLKSLDFEQMRD
>MCE8441779.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB17
MIQTRQIGRARVTRVLEYSAPTHDPAFLFPDLAQADLDAMAAKLAPHHFVPAMNRLVITIQMWVVQIDDKVIVIDTGVGN
GKPRTAPRMKNLNIRVGEWLEAAGAGFDKVTHVVQTHLHADHTGWNTVLQDGKWVPTFPNARYLMPRGDYEYWTDAIAKA
PDIAMDNSWEDSVLPVVEAGVVDFIDADAGQILGCLAVEPVPGHTPGMLSYRLQSEGEEGLFCADVFHSPVQIYDPQINT
AYCVLQDVARETRARVLSEAAERGTLIMPMHFGVPYCGYIRRDGDGYRLEPADWPDLTLPG
>MCE8441780.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB17
MTTDIETRLKLLEDRAEIAQLRAAYCHVLDHRDWDALVQMFTEDGEFNGLAHARGRAEIHQFFAGFVDGMAEGFWHFCTN
PTIAIDKDTATGRISMQYLSVKKGVSYVSAGHYDDRLERVDGVWKFRERKISFYYHAPLSEGFVGKPTYIHIDGTPRVPQ
PA
>MCE8441781.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB17
MTQTNWTPLDRNAIAKRVAQDIPEGWYVNLGIGVPTLVADNVPADREVVFHAENGILGIGPAPEPDKVNPWLINAGKQHV
TLMQGGAYFHHADSFAMIRGRHLDLCVLGAYEVSASGDLANWARSSTDTAPAVGGAMDLAIGAKRVWVAMQHVTKDGTPR
LVESCTYPLTSMSCVKRIFTDLAVIDVTPQGFAVREIIDGLGFDELQSMTGAPLIRQNAA
>MCE8441782.1 3-oxoacid CoA-transferase subunit A, partial [Rhodovulum sulfidophilum]AB17
LGGFGAVGQANLLIEGLLETGVSDLTIVANNAGYGKIGLARLLREGRVRKLICSYPRIVGSTIFEELYGAGKLELELVPQ
GTLAERMRAAGAGIPAFFTPTGAHTLLSEGKEIRDYNGLPHVLEQALHGDVALIEAWEADRWGNLTYRDAGRNFNPVCAM
AAKLTVVQTQHVRELGELNPEHIVTPGIFVDRIVHIPCGDPVG
>MCE8441783.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB17
MIHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MCE8441784.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB17
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTQVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEDIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MCE8441785.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB17
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFAALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
WLAGCVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLTPGAKEVLDF
PSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELAAAEPACEAE
EGAADEAPAVPTRRAVISGGLATEAPGE
>MCE8441786.1 hydrogenase expression/formation protein HupK, partial [Rhodovulum sulfidophilum]AB17
MTTALHIALGSAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPAQERMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAMAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTAR
>MCE8441787.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB17
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MCE8441788.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB17
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MCE8441789.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB17
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MCE8441790.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEVVGYLAVSMSRIGAESNWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSACKGAALVGDPGYYARFGFRPYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MCE8441791.1 YjhX family toxin [Rhodovulum sulfidophilum]AB17
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MCE8441792.1 HEXXH motif-containing putative peptide modification protein [Rhodovulum sulfidophilum]AB17
MTFLDFSAFESFACADNARSGGLFNLVAQGYANSVISRTVEQPIPDDVASSLKSWMERLQPLDMTWRASVSKLGRCIFDE
GKRPDREILGRFLLDLSDGLEEVDFIFELASGLPILQGNRIHAAKGPVHLVKENGQATVHGFDEGVLLSSDGLIRIVETK
QSVESLCHDGDPAVPLDLSRVADYGWASQVSEGLILMAEVNPSYEVWVRRLLNTLILTERLENRTCSGSWSDTSGTIYMS
QPNSLLEVGEVLIHECAHQHFHLACRVLPMKTDGENGRYFSPPVGRDRPLDMILIAYHAFANVLTYYENAFEMSLGDQLS
HNRYRSFSQEVAVLEGYLDDNAGLSELGRTIFSMLRKGRQERFCSMPTNAADA
>MCE8441793.1 radical SAM protein [Rhodovulum sulfidophilum]AB17
MEDAYSGIVLMRAPLRWIILKIHQRCNLNCSYCYVYNRGDDSWKSRPKQMGDAVIDRVCHLIVDHCATYAIDEFVIELHG
GEPLLVGKSRLIEIMDRIRGTCAPLSIKFLLQTNGTLLDQEWCDIFAEYGVAVGVSVDGPAEFADLKRFYLDGRGSTDEV
LRRLSSVKSHPDRPFTHGCLAVIDPTIPGNRMIDWLVENDILYADLLLPLGNRANPPDGWIGPEPYTAYMLDAFERWWAL
DGDAPHIRIFEMMIRAHLGHKPELDALGGDLGALCVVETNGAIGISDVISVCGGYDGTDLINVWDTKLDQHVDKLDVDLV
QDPCITCKSCPEFSACNGGYLPHRWDGTGFDNTSLYCETLFALSARIREAIASALPANMIKTKEVAT
>MCE8441794.1 hypothetical protein LZ187_18820 [Rhodovulum sulfidophilum]AB17
MADLDRKNLKFDVDTASLADLQKIQSMIMGRIVQDIQSKADPAAMYDSHGSNHTNHSDAVAAAGLAARVNPRNR
>MCE8441795.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MIGFVLGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVSRWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFHQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTISIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>MCE8441796.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDPRTYDWSEKANESRGIVEYLAELKRDG
TLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEGNSMPSRMAAMVENGQAAEGAIEIVDD
LTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGERIVLVRNPEHSYWGDGAWLDRIEFLD
YGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQEAEIEGIRPYADPRVRRALALAVDNAV
PLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEHELISIDDDYRKNTTDAVAAQLRDAGF
KVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNAEFDALLDQATAIADDTARREVMARLE
QMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MCE8441797.1 hypothetical protein LZ187_18835 [Rhodovulum sulfidophilum]AB17
MKKLALAAAFAATASTAFAGGYAEPVIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MCE8441798.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB17
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MCE8441799.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB17
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>MCE8441800.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB17
MIDRRAFLTLTALAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVI
DIFP
>MCE8441801.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
LTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRPLLASELAR
FEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQFSR
>MCE8441802.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
MAPNALDRGPGRAPDAEARAWIDQHDGAFGPWISGSLRPGADATAICSPASGAELARLANASPADLADARTAAATAQPLW
AALPGTERARKLYDWVEEIAAREACLTQLLALETGRPVRACRRWLSAGLDALRQAADSLLAGAADRPGHAPLGVVAPGLS
FGPSLGPSPDLSLGRIAPALAAGNAVILAPGPADGRLAMLCLAEAAGTAGLPAGLLAVLSGAAGALSDLAQPPVAALRGP
CLHMVLEDADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLSGPALRDRLT
AALAETRGVTIQPLPRLPDRGAFMAPALIT
>MCE8441803.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB17
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRTALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRTYCEATGVDVGFKPAGGISTAPDALDWLGLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHSRG
>MCE8441804.1 hypothetical protein LZ187_18870 [Rhodovulum sulfidophilum]AB17
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MCE8441805.1 TniQ family protein [Rhodovulum sulfidophilum]AB17
MLRKLALTVEPVDRETLPSLFSRTAILNGTNVVNFALDLGTTFRRILEQDEEAVAIFAERAGLSATQLAELLSWTGERIG
DVRMRFRKEVFVSRALRNPIIRGCPHCMREHAADQPHPLRHIALRGDWLCRGVDICHQHHHPLVPLWSSSRPIERDDIGA
RLAEILPDLRAGSFDCARIDPTDYDLWLDKRLSQGIAADDTWLASQSVFPAITLCEFIGSALLRKQGKAPDDRRAKATGF
AYVSQGPDGVRAALDILMRSEDGGHIVTQGELGPLLRHLRGSYLDDDTFAGFRSILRDYFLEIWPLAPGDDLLGQAVTER
RLHSLTSASKETGIGAAVLDDFLTEAGAFASGDARADARKTFDAKAWQHILDEIPTLVGPIALRRAIGATLAELNGLKAD
GVLVPRTNVATIKSPWRIADGEALLEELEAYAQPVAPEEPGWKTIQLVHKRLDLPVGESIAAIRTGSLRLGQRPDVSGYH
GLVVEITEVAAFKAKVAPKRKPSTNQGEVTAAAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAF
EANYTTPSMLSAETGAHLNTIRAVLQSEGVQPFRPNGLDVGPVYLRNAVEPVVALLKTQGEK
>MCE8441806.1 hypothetical protein LZ187_18890, partial [Rhodovulum sulfidophilum]AB17
HLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPRIEPRRRFLCLLLAAWLFGTLVLAKTVGALAIGLLLVPVALFFSTR
LQILAAAVLAATVLFYPLLRSADLIPTERVLGLFEKYSNEDRVGSLKYRLKNEDILLDKAMQRPALGWSSFARNRVFDPK
TGRDISVTDGIWAIVIGESGLIGYMAQFGLLTVPILLLVRRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTL
AGRLEQARAPAAATAGPTSDPPARNRPPRLRGGQAAEEEAPLPAMRTTPYTRQTTLHSRSRRG
>MCE8441807.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB17
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLGAHPGVPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTTAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MCE8441808.1 sulfotransferase [Rhodovulum sulfidophilum]AB17
MTHPDFIIIGAMKSGTTTLAAQLAAQPELFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLRADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRNALARVFPDDPALGLCYPFLAP
>MCE8441809.1 DUF1194 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ETDLDELVDHFRAKLARGPGALVKTASGFSDVAETMERKLPRELQAIAVGQVTPRPGRPPRHRFQ
>MCE8441810.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB17
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>MCE8441811.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB17
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MCE8441812.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MCE8441813.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB17
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPETLEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MCE8441814.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB17
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MCE8441815.1 amidase [Rhodovulum sulfidophilum]AB17
MASDWLGMSAGDLGRGIETGKIDPIDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MCE8441816.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB17
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAYLVPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLALLAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MCE8441817.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB17
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPLFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
HPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARHDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MCE8441818.1 peptidyl-prolyl cis-trans isomerase, partial [Rhodovulum sulfidophilum]AB17
ISQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAGQVLALGPG
KVSAPIEMDNAIVLFQLRSVREGKATSQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPERLLRETRPV
ADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAELKADAIIRE
P
>MCE8441819.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKDGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MCE8441820.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB17
EYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSAGMAYEALNHAGHLGKRLIVILNDNEMSIAPPV
GAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQVTVGGTLFEELGFSYVGPVDGHDLDQLLAILRT
VKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKAPANAPSYTKVFAEALIREARTERKIVAVTAAMP
DGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTFLQRGYDQIVHDVAIQRLPVRFAIDRAGLVGAD
GATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFRYPRGEGVGVELPEKGVPLEIGKGRIIQEGKRV
ALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLAREHEALITIEEGAIGGFGSHVAQLLAERGVFDNG
LKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAALRA
>MCE8441821.1 zinc-ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAGFAVPRAPEPM
>MCE8441822.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENVTLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MCE8441823.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB17
MLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEAV
LQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGVDAEALRLRLAAEAPGAVLDDHTRWRQP
LVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMG
AVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLKRIT
>MCE8441824.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB17
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
SRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGT
>MCE8441825.1 DNA repair protein RadA, partial [Rhodovulum sulfidophilum]AB17
LVFAGIEGTRPVLTEIQALVAPSPLGTPRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVA
AALLSAREDVALPPDCVLFGEISLSGALRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFG
AG
>MCE8441826.1 CvpA family protein [Rhodovulum sulfidophilum]AB17
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MCE8441827.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MCE8441828.1 hypothetical protein LZ187_19000 [Rhodovulum sulfidophilum]AB17
MAMIWRRVMALCGAMEMWLVSPKVGSARLTGLLPSAWLFALKYPTVRRVFMSFRAMFASAIAQISGVVPPAVMAFSGPFP
RSGLRWPGAAEPPPAEPVSDRAPGRFWNYLGCRRGVPEMV
>MCE8441829.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MCE8441830.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB17
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPARPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMMRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MCE8441831.1 CDP-alcohol phosphatidyltransferase family protein, partial [Rhodovulum sulfidophilum]AB17
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
R
>MCE8441832.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB17
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MCE8441833.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ, partial [Rhodovulum sulfidophilum]AB17
RRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELRRALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRL
AFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKTESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVA
FGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGRDGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGL
AEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPERFDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKL
PTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERHGALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAP
LLSALKAKRRALAEAAGVPEARVFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVE
GQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITD
LRSAAGRAFQEALKGVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIG
KSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MCE8441834.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLSARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRAAFDDPAQTEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLA
>MCE8441835.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLRDGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLGRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MCE8441836.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MGRDLPDDIAARLGRRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MCE8441837.1 GFA family protein, partial [Rhodovulum sulfidophilum]AB17
MSGVHEGGCLCGAVRFRVTGDFEHFFLCHCARCRHDSGSAFAATLFSGAARLDWLEGRDEVRTFRLEGSRHGRAFCRRCG
SALPLETEGAG
>MCE8441838.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB17
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGASLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEDFRAELWNAFIAPAGTAPAVIERLNSEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>MCE8441839.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB17
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MCE8441840.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB17
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLSRAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMAL
>MCE8441841.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB17
MVSSSDEFEAGHGRRRPDGAVSRVVGGLNQFVGLAVAQFYIVVVAVTVWEVFARYVLGSPTRWAFEVVIIFCSCAWMLSA
GYVTLFGRHISITVLQDLAPPRTRDLLSKLAMIVGIFALTLFIDDNMMRALGAITSGERSGASFNSPLPMVLKCALTIGS
MLYLSQLLLNLHRATLAPLGRLIIAIVAAAVALRFAANALEHFGLLEPLVAPFQSFVTSATSPLNPQQYVDARSYDLGIV
TLVMVGALLVLMMSGIPLGIVTLVVSIVSALFFFGPNGIYIVSSNAFGLGEQYAMIAVPLFVLMATILERAGIARDLFDG
MAVFAGNLRGGVALQTTVVAVVLAAMSGVMGGEIVMLGLVALPQMLRLGYDSRLAAGIICAAGSLATLIPPSIVMIIYGL
SANVGIGDLFLASFVPGLMLAVMYAAFVLIRCGLNPSLAPTVSELAAKSGRRIELSRSQKAAVALCILLVIGVMGSIYGG
IATVTEAAGVGVLGALLIAAVRFQMNWRMLQSALVGTMSNVGSIFWLVIGAVSFVGIYNLIGGTRYMQAMFDALDMNPIL
LVLMMMLVLAILGTFMEWISITFLTIPVFVPVIRDLAPELGLSPGDAALWFGVLYAMNVQVSFLSPPFGPACFWLKSVAP
REVSLQQIFAGVLPFIGLQLIAIAVVVLFPQIPLFLTWF
>MCE8441842.1 hypothetical protein LZ187_19070, partial [Rhodovulum sulfidophilum]AB17
AAVTAASKSDRSNTSGDAVIAAFQGSTGAPQALSAGAGPYRSGSAGAPRRHSQRGFGQA
>MCE8441843.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATAAHPEGTDADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MCE8441844.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAFVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELVPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESE
>MCE8441845.1 elongation factor G [Rhodovulum sulfidophilum]AB17
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDYLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIEDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYAILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRVAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSGLKGQVLGFAAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MCE8441846.1 hypothetical protein LZ187_19090, partial [Rhodovulum sulfidophilum]AB17
ICRFPVPRCSWHDARATTIRVSRGGIWMGPSPRFKKTLQSTWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGT
AYAINAFLVGSIGGAIAVVLGKALQIIARDGRQSR
>MCE8441847.1 Fe2+-enterobactin ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
PRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQWQAVARARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADS
ALAQRAALAEVAPVLVLDYGAMAWEDLTARLARATGREVEAEALLTGFAETLDATRAALTLPEGRANIVSYNGPGAPNPI
ARAKGAHGRLLTGLGFDLEDPPTGWQSAAMPASADVVRASYEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRG
QVYGLGKNSFRIDYYSAREVVDGIARQFGEA
>MCE8441848.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB17
MVRTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>MCE8441849.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB17
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAF
>MCE8441850.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB17
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRRAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MCE8441851.1 hypothetical protein LZ187_19120 [Rhodovulum sulfidophilum]AB17
MNALIEALGAILAEFSPGPGQTVEAAPPDSSVGPNTDQKKKIETCRPQASVRITPAQVLTLADGDLREVIAIYAEAAGET
HLPSLPTIFLAARERAQMLGISCMEWDAVRDQLGELRTVLCLLIADRNSVRMGRFAVRNPAAAFIGLARKTTRGDEVIAA
LIAELRNFTVGVPSHDR
>MCE8441852.1 hypothetical protein LZ187_19125 [Rhodovulum sulfidophilum]AB17
MSTTLTHSGLPAGVKPFELLDILAKLRTDLGLRDEDLTYLRSLFRLARAEDFLPGRICAVWERVAGLADRMNFQIRRITR
IETRLEQRGLILRTGAANGRRFGRRCDDGRIVSAGGVNLAPLIDRASELLARIGKHQ
>MCE8441853.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MVEMLSILARHARDLEWIDFNPAENVEKLKGGSYEPWPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWSHYDG
DAIAVVQGKTGQRLWVACPADLREYLDALPRTGRFILAKNLTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLA
EAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQAQDRWGRK
>MCE8441854.1 acyltransferase [Rhodovulum sulfidophilum]AB17
MPIEALRVLAVLLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLQHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRRNRRPKPAAARPGFDPQH
>MCE8441855.1 acyltransferase, partial [Rhodovulum sulfidophilum]AB17
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEINSVIALIRMPLFFFCAGITASFAVHRRPRAFWHKRLLP
MVWVLAIWTLIYVAADQILPMRRDGLPVRFDLLHPQMNLWFIWVLAIFTALAPLLIRLNGLAVIAVFLVLVGLWHVGLLR
YEGALIYPKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLAGAGTVFAGLVLGAAMMPATDEILGKAARFAGVAF
GAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIAGAGVMIVALGWPGVATGIVLTPAIALFAVAGSILLKDGISAAR
MDFIYAPPRSLAHRPTRPSERSPARPPVRAAQD
>MCE8441856.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB17
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRSVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MCE8441857.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB17
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MCE8441858.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB17
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLLGLAAITLGTGLVWLAQSLWG
>MCE8441859.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB17
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLEQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATASDLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MCE8441860.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MCE8441861.1 DUF4169 family protein, partial [Rhodovulum sulfidophilum]AB17
KKAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>MCE8441862.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALSPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGALADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQTVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MCE8441863.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MCE8441864.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB17
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAA
>MCE8441865.1 DUF2026 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLIKLADYKRIFEIISGVVESEDVDPAHACIYYSFFGAIILVDHFELDAKVRCGLAAYYLGDDNEVLCFGEITDAGVTSS
NEGFHCWVEADGWLLDFMTPNFGKLKKTDFTARPKMFQKRLSDMAGHPNEMSHAGEFFLHHNPELSEKILPPFIEKLGNQ
DLAKLCSQWFRKTPKKIRTSVATIDQNGKMRPVLLKDVSLRSNW
>MCE8441866.1 KAP family NTPase [Rhodovulum sulfidophilum]AB17
MKLFPQDNEVVLYETGFEDDVLERKAISKQLSELVERIEDPIVLALDDKWGSGKTFFLKRWVAAHTAQNNGTATTIYFDA
FENDYLTDPLVSIISAVSSRLPAAQAATVKKWKSAAAKIAKPALGVALAVATFGAKQYLDEIGDVIADAASSEARDATQS
LWNIEKDRKEAVDYFRSLLSDLTQETAAPIVIVVDELDRCRPDYALTVLEVIKHFFSVPKVHFILGINGIALENSVKARY
GAEIDAERYLRKFINVSFSLPRTLGERGEVEAVARYASHLISDMELPKRVSGRCLSILKCVAKSGDVSLRDVGKILSKIA
LLPNAVHETNYMEGYIDIICALLVTSVVDPRLHMKLVSGDTQTSELRTYLSAPRERTVDRIGDEYNSEYDHEVTVLLATM
VFCCGIETLEDVEDLPVCSKQIANRFDIFGVRDRKSIAKQIQKDWIELFRI
>MCE8441867.1 hypothetical protein LZ187_19215, partial [Rhodovulum sulfidophilum]AB17
NLICGSHQGQRCEPRKQAGHKTASEKVHEIIYDLLCGSHPHRSFAASWSSDSFTQFILAENPTWVDEVHLLRQYLKKQML
WRGGE
>MCE8441868.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MCE8441869.1 hypothetical protein LZ187_19225, partial [Rhodovulum sulfidophilum]AB17
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKT
>MCE8441870.1 ectoine synthase [Rhodovulum sulfidophilum]AB17
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MCE8441871.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB17
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKH
GALFIVDDIQAGIGRTGSFFSFDHMGVEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGHRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>MCE8441872.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB17
MTFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDPETLFVWQVAVSDKAR
GRGLGRRMLFDLLDRDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGRHATEHMVTIRLVEAL
SRAA
>MCE8441873.1 folate-binding protein [Rhodovulum sulfidophilum]AB17
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MCE8441874.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB17
GWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFGQRVLMARA
GLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLMAVALSIDWAWTLIAM
AGIPLLVVPIIVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVTSQLRARAGQAGMP
ALVDVVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEERATILAPA
RPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAIGGVAVADL
ALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGGQRQRVAIA
RALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDQLLARDGLY
AGLYRLQFTAES
>MCE8441875.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB17
QVAPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRTKFATLAREVAAETGTPERSPED
MAEGFLRIAVYNMANAIRRISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFLHPFAGVLSAYGMGLAEIRAMEE
GQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRRLARAHLRYEGSHQTLEVPFGPAAAMQAGFEELHRARFGFA
SPDRALIVDMLDVEAIAETGTAPAAMAPEARAEINDRVPVHLGGKTVEVPLYARATLGPGTRIEGPAIISEPTGTDMVEP
GWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSWSVNIKERLDFSCAIFDARGDLV
ANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLGDEILFWLGSRGHHADIGGRTPG
SSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIAANETGRRALLEVVERYGRDVVA
AYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSPQHEGNYNAPFAVCRAVVLYVFR
TMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVAGSQATMNNFVWGNDRFQNYETI
AGGTGAGPGFAGCHAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGDGAIRRLRFLEPVTVTTLCAHRE
IPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGG
>MCE8441876.1 putative lipid II flippase FtsW [Rhodovulum sulfidophilum]AB17
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MCE8441877.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB17
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVIAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDCVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MCE8441878.1 Mur ligase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLEI
>MCE8441879.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB17
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MCE8441880.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRNKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MCE8441881.1 DUF6476 family protein [Rhodovulum sulfidophilum]AB17
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MCE8441882.1 RluA family pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB17
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGNSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRL
>MCE8441883.1 metallopeptidase TldD-related protein, partial [Rhodovulum sulfidophilum]AB17
YAHSSDISEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTAS
LAASLQEVVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEP
APAGTMDVVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTV
LIEDGVLVGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGK
FVFSCTEAYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MCE8441884.1 DNA-processing protein DprA [Rhodovulum sulfidophilum]AB17
MVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARK
LGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLARRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGID
RAAHIAAIETGTVAVQAGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSG
SLITARAALDQGREVLAVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAPAKPPPRMTEVPETPAEARRA
APPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MCE8441885.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB17
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGPKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLAHGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>MCE8441886.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLDETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGTLGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MCE8441887.1 peroxiredoxin [Rhodovulum sulfidophilum]AB17
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDRLTAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPVGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MCE8441888.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB17
MTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTR
ENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTMRREEILRESRLEL
SAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLS
RIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>MCE8441889.1 transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
SEGRASGSLRQSVYELKGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDW
LTMERSAWERLRETLTAAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQI
VDLREAGEAEPRPGEPDFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKI
IGGTRDGPSGIRNDYSALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRER
TEALAMDLLQANPFNSIALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNL
GKYSPISYTYETTACMVATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGAELLRLDPGFGDRET
REMRFRLPCREASAHVLEGIERAGF
>MCE8441890.1 hypothetical protein LZ187_19330, partial [Rhodovulum sulfidophilum]AB17
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGK
>MCE8441891.1 phage major capsid protein [Rhodovulum sulfidophilum]AB17
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEMKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVPEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKLLKFSVS
>MCE8441892.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB17
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MCE8441893.1 hypothetical protein LZ187_19345 [Rhodovulum sulfidophilum]AB17
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MCE8441894.1 hypothetical protein LZ187_19350 [Rhodovulum sulfidophilum]AB17
MSAVPVQLRLVEPSAPPAAEPPVAETPVAETIAAETLAEIASGRFGGGIAGPRETIEQAFLAMGSGLMAGARLLSDISDA
HRDMALEFEGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAGIG
SDQNDLNAFTSEMAGIAAEALGAVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEH
AGKSAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAAEQLRATHEDFTAELAQF
VAALEAMRVDADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAARRLGERAADAMQQMMSRIDVLER
TEHDVRLLGLNMAIRCSGLGDRASGLRVIARELGGIAAETSAAALRIRALLVGAQQTVADTRRRAAEGRGVEGDPAVAAG
QLETVLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQ
KERDLHDAVLGLPGPAEEEDEAPAGAADEGGIDGFLF
>MCE8441895.1 CheB methylesterase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SRARRMQVEKKLSADAVLPARAGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLD
GICAMTVREAGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLTGMG
EDGAQGLWEMREAGAATFAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQVGAGK
>MCE8441896.1 peptidase M3, partial [Rhodovulum sulfidophilum]AB17
GPVVTLSRSVIVPFLQFSPRRDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPADVPFRWDGA
>MCE8441897.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB17
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGQRVREAVRGEWFERL
>MCE8441898.1 hypothetical protein LZ187_19370 [Rhodovulum sulfidophilum]AB17
MSSAEDQLAAVLREAIPMLRTLKEVVSKLDVSDEARSQLQEHEDRLNQVIINGKPHTWDM
>MCE8441899.1 hypothetical protein LZ187_19375 [Rhodovulum sulfidophilum]AB17
MALILHVGDGKCGSSALQDSLHISRDYLFDKGFLYETGPKRRNHFLVGNLLGKKTRSLEVNQDTSAREILEAVAQRSKGV
SHTIISSENLFLTDPDKVLSLLRDYKIDTTEIYVIAYVREPTSMYASLIQQELKASYRFQRPQDYCRPIDRFASLWKDAV
GADSFDLRLFDRKRLVEGSIISDFTAWLNQVISGAGINLPRRESNGSVSAEQLISLQRMRKDLPNHIEGKFHPKSNAIIS
AFMQMNKSGIIGNKVKLNHATRETILLKNTGVAKRINDMVKEDFFPVADQATKPSHNMKGVEQENVSDVSVVLDNVDTNL
VELFSRVITDQGATSERSQLVLRSGENASKREAVLRGLTFLDESVFTPRNS
>MCE8441900.1 hypothetical protein LZ187_19380, partial [Rhodovulum sulfidophilum]AB17
MELMEMAQRARPDGPFINARVEKYQRCIEEIENRNRREINRLVTSGELAIIPAGFRCFTKAKLKEMIGLSQPSLPFDSGF
FPPESIAKILSGGL
>MCE8441901.1 MetQ/NlpA family ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGIYSDKIDDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVN
>MCE8441902.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MCE8441903.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGEAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MCE8441904.1 hypothetical protein LZ187_19400, partial [Rhodovulum sulfidophilum]AB17
MSISDKCSQYGREILGGAVASGGVATSDTPKHEELYGMINKFSQDIAEALADVPDAATVLLGGFGAVGQANLLIEGLLET
GVSDLTIVANNAGYGKIGLARL
>MCE8441905.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MSAKHEDAEAGSDLRRSDFVSAVGRAMSVLECFTSDEAIRQRGRLTLTDAAKLTDLSRGTARRLLLTLAEIHYVDTDGKF
FWLTPKLVNLSRGFLMPLGVGEGSAAILKELTGKLDESASVGILDGEDIVYIERVEVRRIYSSRIVNGTRLPAACSSIGR
VLLASLSDSDLHNWMRSYPLRRLTEKTITDPDAFWEEIRAIRTRGYAIIDEELEIGIRSIAVPIQSPNGRTMAALNGSTI
SARHSVEDLREAFLPELLDASRKLSGTMGW
>MCE8441906.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB17
MRWFETEGAVLRYDIRHGTGPYLVLLHEMGGSIESWDRVLPHLSADQGVILPEMRGMGQSQKISRTSSFAQIATDVAALL
DHLGIDGPVILAGCAVGGAVALRFALDYPQRCLGVAPLDPALNVADGGHAAVLALADRMAAAGMGPMEPILLDRTYPERY
RQRHPGHFAAVRGRWYANDPVSFAHFFRMLAASDLRDELGDLRCPVWYGSGQYDVLRPPEYVRDLAERTPGARVCDLDAG
HHVADHAPQEVAQMLTELVSEVSAAHRC
>MCE8441907.1 CoA ester lyase, partial [Rhodovulum sulfidophilum]AB17
GQDRRSELVLASRLAGIAPPLDGVTTDLTDPGVIAEDARHARQLGMGGKMRIHPAQVAAVRMALRPTDAEVDWARRVMAA
GDSAVTLDGEMVDIPVRLRAAAVLRSLSTGEPR
>MCE8441908.1 PucC family protein, partial [Rhodovulum sulfidophilum]AB17
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGA
>MCE8441909.1 light-harvesting protein [Rhodovulum sulfidophilum]AB17
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MCE8441910.1 light-harvesting protein [Rhodovulum sulfidophilum]AB17
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MCE8441911.1 hypothetical protein LZ187_19435 [Rhodovulum sulfidophilum]AB17
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MCE8441912.1 primosomal protein N', partial [Rhodovulum sulfidophilum]AB17
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQALCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWI
>MCE8441913.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB17
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MCE8441914.1 DUF484 family protein, partial [Rhodovulum sulfidophilum]AB17
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAGAALAAPGDAVRIMSAGFR
>MCE8441915.1 hypothetical protein LZ187_19455 [Rhodovulum sulfidophilum]AB17
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MCE8441916.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB17
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRQGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAAVDRALADCG
LARRFEDLAAPLLAQWQEAGLMTVEAGALPLTLAGRFWQVAMTARLIAWTDQAVREDTSAEENAG
>MCE8441917.1 hypothetical protein LZ187_19465 [Rhodovulum sulfidophilum]AB17
MTAELTVIPPSTGPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRR
AALADMLEGVTDLLISIPPGEGGCPALSALTAAGALPSGLGWIGYLSSTGV
>MCE8441918.1 hypothetical protein LZ187_19470, partial [Rhodovulum sulfidophilum]AB17
RDPDRQTAESHIRIIRHCRSDQWRDMAHSSTASTNSAKPRSSTSPKFSGEGGSSSSPRVLQQRLTDPAKLFRLIAGC
>MCE8441919.1 hypothetical protein LZ187_19475 [Rhodovulum sulfidophilum]AB17
MPIRHTIKYPLNPCLHAAQHKVENALQRLKRLRRIARHCEKTKAAAMGFVHLAATLAWLR
>MCE8441920.1 glycerate kinase, partial [Rhodovulum sulfidophilum]AB17
ISALLPPRPERRRLVIGAGKAAARMAEAVEQSWGPCEGLVITRDGYERPCRGIEIVSAAHPVPDARGREATRRMLDLLEG
LGEDDAVLTLISGGASALLVAPAGRVTLEEKRAINAALLASGAPIEAMNTVRKHLSAVKGGRLAAAAWPARMTALVISDV
PGDELAAIASGPTVGDRSTPAEARAILDRHGIAVPASVAELLDGPSGGIAPDDARLARCETRLVAAPSQSLAAAAAAGRR
AGCRVEILGDAIEGEARDVAAEQARLARAWQAALRPGDAPLLLLSGGECTVTRRGEGSGGPNAEFALALALALREQPGID
AIACDTDGVDGAAEVAGAIVGPRTLERARRAGRSPEAALAANDAHGFFAAVGGQVVTGPTLTNVNDFRAILVRA
>MCE8441921.1 pyruvate dehydrogenase complex E1 component subunit beta, partial [Rhodovulum sulfidophilum]AB17
SAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRRDGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRV
IDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAKTLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDY
AAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVPVMDDFTVPFGKARIWREGKDVTLVSFGIG
MTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGFPVCSIGNHISAVLMQEAFDWLDAPVINCT
GKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MCE8441922.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB17
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPTPAPEAPKADAGDKAAPEGGSGRDSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEKASAAPKAPAASAAPVASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHF
YLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTPV
LMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEI
EVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MCE8441923.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MISFAGGIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MCE8441924.1 3-deoxy-7-phosphoheptulonate synthase, partial [Rhodovulum sulfidophilum]AB17
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTI
>MCE8441925.1 hypothetical protein LZ187_19510, partial [Rhodovulum sulfidophilum]AB17
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSR
>MCE8441926.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB17
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MCE8441927.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB17
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMKPGTPLTETERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MCE8441928.1 hypothetical protein LZ187_19525 [Rhodovulum sulfidophilum]AB17
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRARPHGTAAIAEIFARHDMTSISPREIDTMAEELRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGPSTAESLVLARAT
>MCE8441929.1 DNA helicase II, partial [Rhodovulum sulfidophilum]AB17
FLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDETGLKGLEEERRLAYVGLTRAEELCTV
SFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIEARASRADVYNSPGWQRLQSRNAGRA
PAAPSRGARGGGVVIDAEAVPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAGAKKVVARFVVAAASADDVPF
>MCE8441930.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB17
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSAHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MCE8441931.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
IFKQRLASPARLVSLTGIEELKGVRTTDDGVLCIGAATPHAVVAAEAAAIYPALADLAGHIGDPAVRNRGTIGGSLANND
PSACYPAAVLASDATIRTHTREITAGDYFDGMFATALEEGEIITEIRFPVPRQAAYVKFVQPASRFALVGVFVARFADGV
RVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDLHGGPDYRAHLVRVLTGRAVAGAS
>MCE8441932.1 hypothetical protein LZ187_19550 [Rhodovulum sulfidophilum]AB17
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAAEDEAEVGPDDPGLEAGLPEEEAETVPAGDADETAGMPDEIAADAAAEDELSDPGLPMPEEAED
ETAAETVVAEEDASDLDSAQDQEFDAPDTEASLGEPMPEAAAEEELPNAPELETGDETATGLADLPEGAGSGPDIGLGED
GILPDMPEAEAAAEDDLAATDSSDIATLDETENESPDDTAEPAEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEDDTDSSQAAIEAIEERIEAIAERLGD
VQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGQGEERQGNLDAVLDRLNATQESI
AAMVSQLLEGSSAAERRFGA
>MCE8441933.1 NnrU family protein, partial [Rhodovulum sulfidophilum]AB17
MMGGWGEFAAAYALFLLSHALPVRPGVQAGLRRRFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVL
VMPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSR
AIDRRNRRLMGAEWDRLAARTATL
>MCE8441934.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB17
VLASRMLARAPGTGAGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRSVALLSIQA
PQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRLREVIGVRA
YAIQPNSLGIRGAGSGISVALTGESYDRLAGTAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADLGIDIAGLG
DALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRLDQSRAVSI
SADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISAIVVMATVP
LGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTMVSTVLGGV
PLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MCE8441935.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB17
MTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVILGTAAAYMLGAAIA
GLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMAGFGWRGI
>MCE8441936.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB17
MIRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGAAPKAGLQ
>MCE8441937.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB17
IPDRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGV
RPDDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSG
SPARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGA
IAYLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRL
YVHLDELPKNPNGKLNRRLIRQTHEAAHDPA
>MCE8441938.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB17
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGETPGG
>MCE8441939.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB17
MSPLSRLIALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPER
>MCE8441940.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB17
MPPGMNGASETSESVKASPAASSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVARN
RAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MCE8441941.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB17
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MCE8441942.1 TVP38/TMEM64 family protein, partial [Rhodovulum sulfidophilum]AB17
MARTRQQRPRRRGLARYLLLAAIAAVALIGALTLNDRLSFEALAAHRESLIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFL
>MCE8441943.1 polyribonucleotide nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB17
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAV
>MCE8441944.1 hypothetical protein LZ187_19610 [Rhodovulum sulfidophilum]AB17
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MCE8441945.1 30S ribosomal protein S15, partial [Rhodovulum sulfidophilum]AB17
KDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQDLIKRLGIRR
>MCE8441946.1 DUF1045 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSVRQRKLLEKWGYPYVMEEYRFHLTLTGPLKVAE
AEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MCE8441947.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB17
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPPED
>MCE8441948.1 alkylphosphonate utilization protein, partial [Rhodovulum sulfidophilum]AB17
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHR
>MCE8441949.1 threonine/serine dehydratase, partial [Rhodovulum sulfidophilum]AB17
MARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALDRHGDAA
>MCE8441950.1 hypothetical protein LZ187_19640 [Rhodovulum sulfidophilum]AB17
MAERARGVNRRDAGSGHHREMVRNDPGGRRSGPRDQLLQRREDADLLKGRNVGFHADQLSCQPVPLSGICGGTVFFESII
SLIGRSGLGPGMLQW
>MCE8441951.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB17
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDIRGHGLSSCPPGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDLYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MCE8441952.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MSRFLLIHGSCHGAWSWRDVLTALHRSGAEARAIDLPSHGTDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPEKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSEDGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERCASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MCE8441953.1 COX15/CtaA family protein, partial [Rhodovulum sulfidophilum]AB17
LGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGTILGIGAADWVMGPAGLLPAPFDAASLRLA
AMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFLQILFGAMLGALDQGRSFPDWPLMAGGILP
PEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTRRAFDWLGVMIFGQAVLGVGSVLYAGQWHM
ALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MCE8441954.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB17
MTAFDELMSFQRETEALGQVAMRQGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLECDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAKPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MCE8441955.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB17
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MCE8441956.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB17
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MCE8441957.1 methyltransferase [Rhodovulum sulfidophilum]AB17
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSTAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RNGAALSWPG
>MCE8441958.1 DUF465 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQI
>MCE8441959.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB17
ALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRLIYRTRAEAGA
>MCE8441960.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MCE8441961.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB17
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MCE8441962.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB17
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGDWQGPPRLIEVRPDGLSLNGQAMAPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MCE8441963.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB17
MFEFGEDDRQRIRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSASGDLAFGAARGDAVF
AALAARSEAAGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>MCE8441964.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQDEAAETLQSRRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGVFVAGDGAGIVGPRA
AELQGRISALRVAETLGRIDRNTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEADGQDRDEVGLGSPLPAFGTALPGGV
PGILAETGENGGKTVADAAGWLPVGGVDDAPPDAPEAEKTATGSACHAGEA
>MCE8441965.1 c-type cytochrome [Rhodovulum sulfidophilum]AB17
MPSLPFTALPFTAAEQARIAQATALPRDFTRPQSFEALAGGAGTVAGAAAFSSPLANLPPGEGLDFRGGQALFDRGWVSA
PASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAGIEGYLTAHPDPVYGRQIQPLGLPGQTA
EGRPRVAYDEIAVPLSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIPEQAILALADPDDADGDGI
SGRASLLPGPEGEPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTRVQTGCRAAPDGGDPEQDGFEISAT
ALDLVTQHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIWPHTDLLLHDMGAGLAGGG
AGVSGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAATARDRVATMPASDRAALIRFLESL
>MCE8441966.1 imelysin family protein, partial [Rhodovulum sulfidophilum]AB17
MIRRTVLAFALALGATPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLA
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALASAILADWRDDYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVD
>MCE8441967.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB17
LGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAILPIGQVTGVIGGLYLIWLLTRKRRRG
>MCE8441968.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTTHGPEQALPTRPSRPGEGRAWLAHQQSEVGLAPRIAQVSLPDHLEPGAVAVALAEALAGRAELTRLYRFDEECGLLVG
PGRGRPDLRLRWAASADGIGPVIDSCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAGLIPGAPPA
LAGETGPGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRS
GTGLAAAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPG
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFIRTGEGQLLSFLFHHIVLDEWSVNLMMDE
LARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPDPRALDHWLDALRDAPPPCPIRRPDAPPLPRDPDTADGAANDAEG
AWCEIALEPAVSDGLYALSKACSASLFNTVYAAISLALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPG
HLTPRALIGTVRDMINGSLPHCEIPIDLVEDRLSDGTAAPGTHMFEVFIQIHARNALNGALERPDGPVRFRQVDPDKTDS
VLGLQFEVVEDVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRTCTR
>MCE8441969.1 amino acid adenylation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MLTLFSELLARFAGDEAFTLNVTTFNRADIHPQVRLIAGDFTQTMLFAVRTPARGPLEERLRALQADFAQDFEHRAFGGV
RTLREMNRQGGGGAGRALMPVVFTSGLGAGDLAEAIPRESRDFVRRVHEITQTPQVTLDHQVFEENGALVVQWDHQPSAF
PPGLPETMMEVYRTGLGRLAEDPGLWRCDRLFEPPAVQLSKRARVNATAAPVPPARLEEGFLRQAGLQPNASALICGETE
TTYAGLLAQAQGWAAALDAAKAGDFVAVSARDPVMRVAGVLGTVLSGRAYVPIEPDWPAERRHSVASAAGIAHAVTDAPG
SWNGIAVPLAPAAPDRYSAARSRAPGDRAYTIFTSGSTGVPKGVVLDHAAAWNTISSINTRIGIAPCDRLLGVSALGFDL
SVYDIFGPLAAGAALVLPPAEQDRDVPAWLRLMRTHRVTIWNSAPALFDLLLGARDADQALALLHHVLLSGDWIPPDMTK
RLFAAAPGARLLAMGGATEAAIWSVAHEFSTAPGNVAAIPYGTPLPNQSLHVRDGAMQPVPDWVPGDLYIGGAGLAREYL
ADPGKTAAAFAADPLTGARLYRTGDLARYREDGVLEFMGRRDTQVKIGGRRVELGEIEAVLARDGRVERAVVRLCSGKGV
TAWLRATPGKTLPDPDTLARHAARYLPAHMVPAHFLAVRRWPVSANGKLDIKALPQPADAPAEALPEPAAGSAEARLLTL
LSEELG
>MCE8441970.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase, partial [Rhodovulum sulfidophilum]AB17
AEGFVPVDPTRAGALDGVASLIVSPGIPHLYPSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDGFDVAPKVIAVTGSN
GKSTTSALIHHVLEHCGRPSQLAGNIGRGVLDIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHDGRGG
YFAAKRRLFAEGGPDRAIIGVDEDEGMFLANQLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLR
AIAGLPGAHNHQNACAAYAAARCLGIGPKQIEEALVSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRW
ICGGLEKEGGLGPLLPHLGHVAKAYVIGREAAAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDS
FERRGEDFIARVQARLGG
>MCE8441971.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB17
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MCE8441972.1 cysteine-rich small domain-containing protein [Rhodovulum sulfidophilum]AB17
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAEDSGD
>MCE8441973.1 universal stress protein [Rhodovulum sulfidophilum]AB17
MKTILVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAETLRAHDGLDCSAHVVLA
DPFAGLIEAVPQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>MCE8441974.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB17
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVI
>MCE8441975.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB17
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATATKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MCE8441976.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB17
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MCE8441977.1 phasin family protein [Rhodovulum sulfidophilum]AB17
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MCE8441978.1 class I poly(R)-hydroxyalkanoic acid synthase, partial [Rhodovulum sulfidophilum]AB17
MKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSA
EAISSAVKDIEGLNPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLAD
REAFAVGRNLATAPGKVVFRNRMMELIQYSPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVN
PDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKVNAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVG
VFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGL
CQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHY
VNDAPMKDLAADRWREDAAFTEGSWWPRWDSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKAT
>MCE8441979.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB17
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MCE8441980.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB17
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAE
>MCE8441981.1 dTMP kinase [Rhodovulum sulfidophilum]AB17
MDRSARFISFEGIDGSGKSTQARLLAERLRGQGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>MCE8441982.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB17
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MCE8441983.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MCE8441984.1 hypothetical protein LZ187_19815 [Rhodovulum sulfidophilum]AB17
MSDPWLKFYTSDWRSDPGLRMCGLAARGLWVEMICLMHEATPYGHLLVNGQSPTDAQLGVLVGAAPDQITAMLGELESAG
VFSRTRAGVIYSRKLTRMAKKAATARNNGRRGGNPTLSKGKGNPVTDNPPDKGRDKPQKPEARVQKREDTNVSLSPGDDL
GFHPVDEISEAVAAFNVAASESGWPQIRVLSKARRSALKARLAECGGLDGWHAALHRAQSSPHCCGQNDRGWVANFDFLT
RQSSFAKLMEGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRAGRA
>MCE8441985.1 hypothetical protein LZ187_19820 [Rhodovulum sulfidophilum]AB17
MPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIEIRGTVR
>MCE8441986.1 hypothetical protein LZ187_19825 [Rhodovulum sulfidophilum]AB17
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRTQAA
ASARKAGQLPVVV
>MCE8441987.1 hypothetical protein LZ187_19830 [Rhodovulum sulfidophilum]AB17
MSNSIHVSVRDGRAHIDLPLDEVHGLRVALHPRLAGEPESNSTKAIREAFDKALARAQIRAGRV
>MCE8441988.1 hypothetical protein LZ187_19835 [Rhodovulum sulfidophilum]AB17
MARNNPHDSIQDAVYRAYEAAGGLKTSSSILNLAMSTLSSFSELPRSGKRSGGLGLNYAHALSEARPEAAAVFAHHFAAL
AGGVFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>MCE8441989.1 YdcF family protein, partial [Rhodovulum sulfidophilum]AB17
RPAAIPEANVAAALLLRAGLDPSRLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYP
VDFRTAPGFRASPGLPENLGLLTLTLHEALGFAVYRASGLAADPLPEGCLAG
>MCE8441990.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB17
MSPRPHLVLIGGGHAHALALRGAPLPSGLSVTLLDPSPKAAYSGMLPGFVAGHYPRAALEIDLARLATAAGARFVTGRAE
GIDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGHSAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGAEGVTLATGETIPAAFVI
GAAGARPQRWLAETGLELTDGFVTVDRTLRSVSDPRVFAAGDCAHLSHAPRPKAGVFAVREAPILRRNLITALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRP
>MCE8441991.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
FYRAEGRLIFHDRTVRVTGRAWLDREWSSQPLAADQTGWDWLSLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLP
PGAVEMIPKAETELDGRSIPTLWQIRLPARGLDITVTALQPGAWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MCE8441992.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPA
>MCE8441993.1 LysE family translocator [Rhodovulum sulfidophilum]AB17
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGHDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMVALGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MCE8441994.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB17
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPTEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVDEVVTADESIEFRLPRIVRELA
>MCE8441995.1 DedA family protein, partial [Rhodovulum sulfidophilum]AB17
FGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPASEAQLDRAQRWYGRWGVW
TLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>MCE8441996.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB17
MEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVE
MAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPSQSGARSRMLEEL
SNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVE
QNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEEAE
>MCE8441997.1 YraN family protein [Rhodovulum sulfidophilum]AB17
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MCE8441998.1 glutathione synthase, partial [Rhodovulum sulfidophilum]AB17
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLAD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTN
>MCE8441999.1 phospholipase D-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
FSPRPLVTEIERAHLSRIGAAERLIYLETQFFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHL
QSRCLSLLYDAFGPDRVLVLSPVQPRRLAVEGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTA
PAHVDLIRRRVMGHWLPREGDGGVDPAALDPRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MCE8442000.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB17
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>MCE8442001.1 CsbD family protein [Rhodovulum sulfidophilum]AB17
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MCE8442002.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB17
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTRLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MCE8442003.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB17
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MCE8442004.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
MPTRIAEGTAKDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGG
>MCE8442005.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB17
MSQTFRVPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLADLAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MCE8442006.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
CAPGDAPEPKTDPEAEPQAEPEPPAADTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARPGAHRED
>MCE8442007.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB17
MTGNTIADRTGLSDSDLLRDRSRIGGDWVGSETRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQAAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCSRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MCE8442008.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH, partial [Rhodovulum sulfidophilum]AB17
SFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLGSPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAET
VLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MCE8442009.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB17
MTTPKPVVLCILDGWGIGPTRDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKETPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPGGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MCE8442010.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB17
ICYFKIINRSVPAALEALGYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWT
LGEEFCTKVLGIPAAKMADPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDS
HIRMMAAAQSFVSGAISKTINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPA
EKAQVLAEKVVEKVVVKEIVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAI
AVSVGLQYGVPLEEFVEAFTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEG
KANVTPVSESAASKSLEVLRQISSTGYLRKRLPQELVVLQGGMNAVDFAGTATPVAAVPGSASAPAPTVSAATAIASGTV
PMDARVKAKMQGYEGDPCGDCGNYTLVRNGTCMKCNTCGATSGCS
>MCE8442011.1 hypothetical protein LZ187_19955 [Rhodovulum sulfidophilum]AB17
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKTTGARSM
H
>MCE8442012.1 hypothetical protein LZ187_19965 [Rhodovulum sulfidophilum]AB17
MTGTGFDAEIDAVLGPASDDFIPVPDAVIRRWTGRLPNALIRIWTTRGFASLAGGRLHLADPARLAGLMSHIFENDPDLG
GDTHAIAYGDLGELVLWSERHGYGFLMPTLAALEVPNLTGPEAMPPDQQFIEYVLRMPPELIEAFDPEQQMVHARLVERL
GPLPAGMIYGTTPVPPPAGGTPVENYVLAEVEDWLEAVYTELRVSLVDWSRTSPQIRFIGDGLLGQSKGSGSR
>MCE8442013.1 hypothetical protein LZ187_19970 [Rhodovulum sulfidophilum]AB17
MTAPSSGFGLLCAGLLVFFCPAHAVEAAESLTLGFGSGSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGVWSLSAQWVELPTGKSWRASVEIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAER
VPSADKDWKAQTGYFPELPYVMKFSHQDYLAGLEAAKCPSPMEE
>MCE8442014.1 hypothetical protein LZ187_19975, partial [Rhodovulum sulfidophilum]AB17
MGLMDIDTAASAAAGKAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYRNALSNPALLYDLYKRGTKY
DEPNACGGAARSFWSVYV
>MCE8442015.1 DUF6477 family protein [Rhodovulum sulfidophilum]AB17
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MCE8442016.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MCE8442017.1 polyamine aminopropyltransferase, partial [Rhodovulum sulfidophilum]AB17
ISGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRDTQQKYDVIVIDSTDPVGPGEVLFTDSFYGHAKRALTEGGILV
TQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGTDGPGRAVPLAELEARAAAAGLSTEYYTPEVHK
AAFALPGYVRRLMP
>MCE8442018.1 polysaccharide pyruvyl transferase family protein [Rhodovulum sulfidophilum]AB17
MGKIAKAAELLDFLVNPFRDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLDYVEMRSRQGARVSFFGTGMAFTDEQIAGESEAFRRWRAVLDRSQEVHLRGPQSVELCRRMGVQADIFGD
FAFLLHRPDIPVRDHGARSDAIGLNVGNCLGDQAAYEEACVALVRHLHSSHRLVFYVVVDTDMVATRRVIERAALPEDGF
SIERHYFDPYGFMRSIRNLRAFIGLKLHAAGLAMIAGVPALMVAYQPKSRDFMAPLGKAEQLLIDLPVEAGEFLSRAADL
LDRPEDFLVEDRIAAIAAGQRKKLEAVYMPG
>MCE8442019.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB17
SFPFGRVYDPAELPFGIRFLPSDRIPGAPEVSGQDVVLCSGDNHDYLHLAALCRRSGQKLVFIIEYVPETRRQILFLDRS
RSLPKKIRSLIWMLGQEIRRRRAFGLADGLQANGYPAFAAYEAINPNAMMYLDNRIGSDLLATGDEMAARRRRIGEGAPL
RLVHSGRLERMKGSQDLIPIAARLAARGIDFELDIFGSGSLEAGLRRDIAAQGLSGRVRLNGVVDFETELVPFARQQADL
YLSCHRQSDPSCTYLESMGCGLAVVGYANRMWAALCRASEAGWAVPLGRVEALADALAEAASDRPRLAACCDAARAFAGA
HAFEHEFEHRIEHLRRLA
>MCE8442020.1 hypothetical protein LZ187_20005, partial [Rhodovulum sulfidophilum]AB17
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAEALGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAG
>MCE8442021.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB17
MFKTSYAAAAAVMLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDRSVYQGSH
GLGVAGFLDGPYIDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFIDGELVSPEERSGPNPYPLSGLSGTSISFGA
DAWNDSYKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MCE8442022.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB17
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMICELAGRHDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRTLGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHINVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MCE8442023.1 alpha-E domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLPLVARLGAFIEGFGVDIGEPV
PAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRKLAGFSGLVHENMFRSSGWRF
LTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLLGLDIGNPRSVLFQLDLLREQ
ERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MCE8442024.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB17
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MCE8442025.1 protease modulator HflC, partial [Rhodovulum sulfidophilum]AB17
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGR
>MCE8442026.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB17
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MCE8442027.1 NADPH-glutathione reductase, partial [Rhodovulum sulfidophilum]AB17
MMKLIVAAESRKVLGCHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MCE8442028.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB17
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MCE8442029.1 apolipoprotein N-acyltransferase, partial [Rhodovulum sulfidophilum]AB17
TAVPFWLENAGDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGAGGRLLGLYDKHHLVPFGEYIPGAALLGRFGIRG
LAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARPRWILQVTNDAWFGTRTGPYQHLALARLRAVETG
LPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYARTGDAPVLILLCLGLAFFVATRAMK
>MCE8442030.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTPWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGHGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MCE8442031.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNILNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>MCE8442032.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MIEIERLSVSIGGMPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDL
>MCE8442033.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MPDFTDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCATMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEDSFSGALDPNAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGSRLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLER
>MCE8442034.1 hypothetical protein LZ187_20075, partial [Rhodovulum sulfidophilum]AB17
MPRRLTAFLAMTALAFIGGLLTTPAPADGSRQQPDHGTRMAAADPAAHGSAQHGSAQHGPAEAHGAGPAASVPADGICRG
>MCE8442035.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB17
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MCE8442036.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB17
ESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQPGGKASGRVLDPSGRVL
RDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAVPDDETVG
>MCE8442037.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB17
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIQNYVFTPVASNAIECWPLSLT
>MCE8442038.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH, partial [Rhodovulum sulfidophilum]AB17
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGD
>MCE8442039.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB17
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MCE8442040.1 heme-binding protein [Rhodovulum sulfidophilum]AB17
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSIERQTGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVERFSGRATAERLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MCE8442041.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB17
ISWGLWVYVTLYVIGLDDEAAAVLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLI
VKILQMSLYGAAVFLGLKLAGFDLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALG
ARYVSVVTREGKEYLIPNEDLITSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGF
GDSSVDFILRFWIVDPSEGLTNVRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAEPLPDTVSDDPLPEKEP
>MCE8442042.1 glycogen debranching protein GlgX, partial [Rhodovulum sulfidophilum]AB17
WGDDAPPATPMAETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVDKGLTNYW
GYQTLAFFAPDPRYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDT
GCGNTLNTGHPMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGG
YQLGAFPPPFSEWNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNE
ANGEDNRDGHSANFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVD
WQGADEAFLDFTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRY
AALEYAIFAVFNAGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MCE8442043.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB17
MSSLAALARATGILPGYRDLTGTERPTAPETAQALLAAMGLAATTEAEAAASLAALEAARAARHLPDWLVLDEGRAPALA
VPAAWRIELETGGVIEGRAEDPLPDLPLGIHRLSVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPR
>MCE8442044.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB17
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQVYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFID
>MCE8442045.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB17
MKPIPLNWKIGGPLLGVVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIITRTAEGVTSTNAYLAKSDGALAAGAAD
PLTYPVVFVLAMMVGALLSSLIRSTVPRGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQ
SSISGFVFAFGAFLTAFPTAMMLLKKEG
>MCE8442046.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMHDFSTKNRRRRWPDLVVLCDISGSMSQYSRMVLHF
LHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGSGAVVLV
ITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEARDTGE
RDRMLAAMRHSGPI
>MCE8442047.1 acetylglucosamine transferase, partial [Rhodovulum sulfidophilum]AB17
MSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGALGDEEAARRIRADEIDILIDLNGLTSGGRPGI
LRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPEAETTSYAPAPLRIEGCYQANDGRAPELPEVSRASEGLPEDRFVF
VCVSHHYKITAPVFAAWCRISAAAPEALFWLIKDTPESVAALSERWQAAGLAPDRLIFAPRVDPARYRARLALGDLFLDT
TPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATDPEDYLRRAVAMATDPSRRPGLRGPALAARWRA
TLGDGAAFARRFEAALISVLKRP
>MCE8442048.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPTDAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>MCE8442049.1 secretion protein HlyD, partial [Rhodovulum sulfidophilum]AB17
PVVVIAPTGGAMHAEIGLLSRDVGLVHPGDTVRIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAA
LPEGLMPGMTLTSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MCE8442050.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSYARYLGLDPEWAYRRFCEEGDFATVNAMDAA
ASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLIAVLGYGGWSVLKEIQQVRLAPLDDQPGLMA
DVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIATIDPGEIGVLVSDRSQRAVERSFDTAVATAL
AEAGAV
>MCE8442051.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB17
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MCE8442052.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MCE8442053.1 AbrB family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQT
>MCE8442054.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB17
MTRRQLLARASAAGATLMVGAGFIAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGYDTAEAAPAI
EAGIAALDELARGHGFPDYLGTGWERDRAEILCEIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSKGGYLHRGFD
DIAWL
>MCE8442055.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB17
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARILHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARSI
>MCE8442056.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB17
ISAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAATDLEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGR
DEDLQGKPFVGRAGHLLDLMFGRIGLGRGDPAAERALYITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLM
GNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLLRTQLAKRDAWHDLLMLQARLRGG
>MCE8442057.1 LysE family translocator [Rhodovulum sulfidophilum]AB17
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MCE8442058.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB17
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MCE8442059.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKR
>MCE8442060.1 hypothetical protein LZ187_20205, partial [Rhodovulum sulfidophilum]AB17
ETGVPKRITPEMLPQAPEASAPACSAEMAARFHQPEAGIFQVGTGPTAAGVWIDMKMAGRDGTWRCQTTRDGRVVTVTPI
PST
>MCE8442061.1 response regulator, partial [Rhodovulum sulfidophilum]AB17
GLQSRRGCGSRFIVFWPEAGEEPHEDLCAAEPPYGRLAGRRILLSDGDQEALRILSVHLETAGAEVAASNNPEDILEAVR
SDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTTQPDRHLRSGAARRDLFSGVLGKPVASVDLVAGAVAAIGG
RQTER
>MCE8442062.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB17
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MCE8442063.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB17
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MCE8442064.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB17
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDNATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MCE8442065.1 hypothetical protein LZ187_20230 [Rhodovulum sulfidophilum]AB17
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDSFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MCE8442066.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSPLRATLTCLRRFARFGGRAARAEYWWFIPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATAGSALDVILLGAPLVSLLACIWLIVQLARPGEPHENRFGPVPE
A
>MCE8442067.1 hypothetical protein LZ187_20240, partial [Rhodovulum sulfidophilum]AB17
KLRSQRHFVDGREVGLSRRWSREGALIRETRFSDDGKVLHDRHWKDGKLVHERMPVTVGGHGAGEKIVERYGSITETDIR
AEGYRLTTRHRGDELIDRSEVIDGQIQGRYILTGRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRT
ERYGTTIHEVYDPEGRLDGPRREIGANGQLRRLETYVHGTLDGPWEERDREGRLLSGGAYSEGQKTGPWREGGPHGEAYW
QGSYAAGLRNGPWERLDAQGYRLERARYEDGARDGLRYLFRPDGAVGEVQSWKNGERDGTTTRYEHGLPVGRDLWRDGRP
VATGLSPEVE
>MCE8442068.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB17
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MCE8442069.1 ribonuclease HII [Rhodovulum sulfidophilum]AB17
MTAVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MCE8442070.1 flotillin [Rhodovulum sulfidophilum]AB17
MSSFAIPVIMGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEG
ALITQDRMRVDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQ
NAVSEDLTKNGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSKMEGEREKISI
EQDEEQARIEQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQA
RASADTARAEAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARL
RAEAQKAEMLAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGT
ETAAGPESPVNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEDVPVNGAAARGGPAEKAGSLAQ
>MCE8442071.1 YqiJ family protein, partial [Rhodovulum sulfidophilum]AB17
GLVAIPSAALAILFTRSFGAVFARLLPRTETQSVRARHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDED
SIPAGCEVLVMRHRPTGSFRLISLDN
>MCE8442072.1 glycoside hydrolase family 15 protein, partial [Rhodovulum sulfidophilum]AB17
ILSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAIAAEPEAAAFWRQAVVDHIRFSLAISD
PNRRGPELNPLKATATEAFRPYLRPDAELAALGGPDWLAEPRCAADGGPDLERWGRPQFDGPALRAAALIRLGELMPEAQ
GPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARHLGRADLAEAAATLEGLIAGAADPVSGGW
RESLEAAPGTLDAATVLALVQAGRIDGPFALTAPRSRATMAALETLFAGLYPLNRGRAAPALGRWAGDVFFGGNPWFPVT
LGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAARDQALASR
>MCE8442073.1 hypothetical protein LZ187_20270, partial [Rhodovulum sulfidophilum]AB17
LRVLPFMAGDDGGDLVETAFLLTGLLGAAAFFTEAPEIGARIEALYDAVNWTAHLRADGAVMWHRHPERPWPGNALPIRG
WNEAIPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGGPLFLSQYPFLGIDPRGLKDAYADYGVQ
ARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPTAALSSLAYAPAEAMPVLRHLHDDLGDR
IWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIRRGLSRLGFSAPYLDASA
>MCE8442074.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB17
MYATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDPDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MCE8442075.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB17
MKGLRLQDIAIARGAEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRDRKARRARVEAALDEIGLPGFAERDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDATLRDQIRALVFARARDRGLPALLVTHDRADAEAAGGPVIGLGA
>MCE8442076.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB17
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLRDHPDSNAPLIGAIRGAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MCE8442077.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB17
MNKTALTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEARTFTEADRKGLNRFVARLYDISICA
ADMGPANFVHGYRGASRPGSNRVPQWVLVEGFGDRYAITARSYSRRIRLRGMDSRFRKGKKVRGLRWCSDERQFEFEKDD
RPAT
>MCE8442078.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB17
MHVGRPRDGVYLSYDAHLARLPACSEEDGRVHMLLVDRHSDDRQEHERHCHQMLSESTSTLIHAFDLTGNLIFANRAASA
YLDGAETLSVEQRRAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTDVSTLM
AGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMGHEIGDAILSAFAQ
RLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDLLRAAD
MALYSAKSNGRDRISHFKESLRFTSERRLLVFSALRKALCEDSFRLVFQPKFDISDRRRIIGAEALLRWRDPQLGDISPA
EFVPLAEANGLHNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITETGL
MNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLHPSELKIDRSFIAHLDPGDGDGASERIVRAMLALAESLQLS
TVAEGIETEEQLAWLAENGCEFGQGFLVSPGLEIAAFEALIGA
>MCE8442079.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB17
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHQMRVMREESFGPVVSILPVKDDDEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MCE8442080.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTEAAYIVAARRAPIGRLCGAYTGMAAARLGAQVMRAVIDDAGIDPAIIDEVIAGQVLQGGAGQNPARQAAIYAGIPDHV
PAMTVNKVCGAGQKSIHLAAQSIRAGDAHVILASGQDSMTEAPHLLPGVRTGRKMGDMTAKDMMIVDGLWDVFNDIHMGR
TVESLARRYQITREEQDRFALASQQKALAAREAGRFEAEITPITVPDRKGDRTVRRDEQPRETTLERLSGMAPAFDREGT
ITPGNASGLNDGASAVLVVSETKLRELGLKPMARIASYAAAALDPMDMGLGPVEASRKALEKAGWAAQDLDRMEINEAFA
AQSLAVNREMDWDPAAINVNGGAIALGHPLAASGNRIVTTLVHEMARSGTRKGLASLCIGGGMGVAICLERA
>MCE8442081.1 hypothetical protein LZ187_20315, partial [Rhodovulum sulfidophilum]AB17
MPADLPDELAYRQQVIRTCWPKRAATFWLTGSLGLGALGEAVHLRGGDGEAGRQKDAGPDTVDALADVADPGAATA
>MCE8442082.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB17
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALELPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMRPVVVAASG
>MCE8442083.1 chemotaxis protein CheA, partial [Rhodovulum sulfidophilum]AB17
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKQITEYFRDLSADDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSTAPGAPAPSVHPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESEPRGTTREPSPADG
SQEPRKTEMTVSEEAAAPSSDDRESRDRATDSETPPHPGR
>MCE8442084.1 hypothetical protein LZ187_20330, partial [Rhodovulum sulfidophilum]AB17
MDAFSFPVWPESPRGPFGYFFPAASEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGFAE
AAAAPDIGRFDPLPRGRAAATLCNRHTGRLALDSLYGGVTREAPDRTPAALVRLRTDAGSPAPLGIAGSGGQDRNGRPAE
ADAAPFRIVRTKVGTEIGAEADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFARGEVCKHFQW
LVINDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARSGDDWLARLGSGRPLPGGL
AVFPRLIDARVPPPDRRARGPNAGPDTWFAPDLLCLREKLPVPNARRRRLAGRRLHRGLRLNLPSGQGCVAGMARLGVRI
APLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAR
>MCE8442085.1 hypothetical protein LZ187_20335 [Rhodovulum sulfidophilum]AB17
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MCE8442086.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MCE8442087.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB17
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPERMQVTLPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAG
>MCE8442088.1 hypothetical protein LZ187_20350, partial [Rhodovulum sulfidophilum]AB17
MIPLAITCAAVPAFVLAGASGPRQGLFLLVALFPLLPYYFAIPIGGGGAGFAAARLGAYALCAMILVQLALAPGGWQPAF
RALLRQSWILWLAAGLALARLVSTLAHQPLGALYYWADELVLLGMVFLLSVRTFLDLPQIERLGRLLAAAALLQVVLVLV
ETALGHHLLSGLVDIEVSTVGAEVLDGRIRDGLHRAQALFDNPLSLAEYLLYMALGVVFLRDLRRPRRRAGTWALLGLIG
LAILQTRARFPVL
>MCE8442089.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB17
MDILMIMNGLGIGGAELQFLELARCLARRHRVRLICLQGDAALGHGAQSGGIDTLRFCYRGRVRVRAAGQLAAAVRTARR
LPADVVLTTSFIGNAVGLAAAAGTGRRLVSLQTVSACKRYRRADRAILRRFDLLIAGCEDIRQFLLSHGQDPQRLRTVNN
WVDFSARRQTASAAATRARFGLPETGALVGCIGRMHVQKGQEFLIRAFRSLSAAETGATLVLVGDGPRMDEMRQEAAGDP
RIVFTGTIGGDDYTNLLAAFDIYVQPSRFEGLPRTLLDAMYLGRPVIATGVNGNRDAIRDGVNGLLVPPCEPAALAAALG
RMLDDPALAARLGARAAEDARSGFAMETQTARIEEILCAR
>MCE8442090.1 hypothetical protein LZ187_20360, partial [Rhodovulum sulfidophilum]AB17
RPIAPARGGGAAGLGRWQRAELAAICNRELRAAGYPPVAAPTLLRLLARLTVWPYHPALRPVFARIRAFVRRRTARWTS
>MCE8442091.1 DsbA family protein [Rhodovulum sulfidophilum]AB17
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MCE8442092.1 DsbA family protein [Rhodovulum sulfidophilum]AB17
MKLVLCLAVAVATATPGLALPLSDAERTAFRAELRAYLLEHPEIIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQS
RLFDAGARLDAATLDRISAELGLDPAEVTTRMAGADITAKLAETRALTEALELGPAPAQVLRRTMVRGDVPAIALLRMVE
AIRRKK
>MCE8442093.1 hypothetical protein LZ187_20380, partial [Rhodovulum sulfidophilum]AB17
SGGSRSPNDRPYIGAKGIGKLALLSCASRVSVFTKTVRTDYTGGVIDNEGLDDAITGNRSTEEYPLEGLNFELISSLREN
HESGTIIYFQGANDQLRNSDTYLRKLIALSFKFSLLDENFNIHVNGTPVTIDDLKSLSDATQFLWVLNEYTDPYTEGLPN
LELPRAELTSPLAIKGFVGSVKKPAMLKITGTEERATIDLFVNGRLREKNILRHIPSQRIVESYIYGQIHFDTLDRDGVD
PFTSSREGVVEDDEKFRSLMDYLKRELLVKIIDDWDKFRLEVKQEGDDENQRKSKRDRKAQALISEAAKDFEPRDDAPGK
DDVDNWLEEILPDAEFNTSAYVDCFLSENLVRKYIAHKGLPVKENILNQVEKYKEQENQYKGAANISFPIRQASFDLSYV
DMNDLAFTAEGSKKIPSPSLTSDAAAFRPVRNAVGHTGRLTKTAKSHLNLTLENIKGRLRTLLSNG
>MCE8442094.1 hypothetical protein LZ187_20385, partial [Rhodovulum sulfidophilum]AB17
MPQDDNEEDQFETEVVNRSFSERIVLIVSKFWSEIGATTQVVVSCISIIFAATSIAAAFFIGYNWSLRGFSILPGGGVHP
SSYLRLTCFAVFIPGVLSTVAYGLLRISFRQVTRDRNWVTKAMLKLRQFTYRRKFVLIFCLWSMIAIGLYLPVSFFLEVF
FVISAWAWILYISAYAGEFRFSIKE
>MCE8442095.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPASPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARD
>MCE8442096.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ISSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLSPETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKL
AAADGVVAQLPRGLNTRLGETGVGVSGGEARRLIVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVA
THDPALAARMDRQIAIKPEHAA
>MCE8442097.1 patatin-like phospholipase family protein, partial [Rhodovulum sulfidophilum]AB17
RYLQPSGDMAPLFDLMIELMELQQKEKKPNRLQIFRKIIWPKLKNYRGKATQNGSIIAGASVVAGFAGLGFGLGALGVAA
GGIWFVAQTAYSVLTGVQAQLVKNDFGMVPGTTRKETKYGHSPAISDWLAEKIDRIAGLWEDGPPSKPLTAGDLKNGRTQ
APGSKIDVPGIAFAAMTTDLTSQRPFSLPLQMPDLFFFNPEELEMVIPKRVVDFMVDVANGEKVSGPDGKSLVPIPVGDD
FPVVLMARMSLSFPFLLQTVPLYRRYTNASEKVSWERCLFSDGGISSNLPVHFFDAWLPRRPTFAISLGRFEKDRHTRAD
GTEERIVFEPDKRNRRHIQVRDVSSISGFILSIIDAAKDWQDSLQGQIPGMHERVVTVRLASDEGGTNLTMPEAVITKLR
NYGVMAATSLLDGFDFDEHRYRRAICLLSELEKILPTTTDTIRIHRPEPDAKTFEELARVYQSHHYPNDPEWMLNVLVPA
LQELADLGEQIKAKSDGSKVSGGLIPDYNARLRLVASPDLTEDSSPRSSVSV
>MCE8442098.1 transposase, partial [Rhodovulum sulfidophilum]AB17
MSKPEAARYRTTNWKSYNETLKRRGSLLIWLDKDMVWLAAKTGRPGRPPVFSDAAIQFCLMV
>MCE8442099.1 nickel-responsive transcriptional regulator NikR, partial [Rhodovulum sulfidophilum]AB17
LLDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAAIAALSVPLDHHAAV
EVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MCE8442100.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB17
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGNKTATCSALRDIQNGEPMPMIGRRDIALNWDGTPALVIETVEL
VQCRFEEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDALGTAAA
>MCE8442101.1 DNA polymerase III subunit alpha, partial [Rhodovulum sulfidophilum]AB17
LQMSDPTGLFEVTLFSDVLEVARDHLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAV
ATLLDRARGESGARGRGPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MCE8442102.1 hypothetical protein LZ187_20425 [Rhodovulum sulfidophilum]AB17
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTETAEVAP
>MCE8442103.1 histidine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB17
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVR
>MCE8442104.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALTLHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAAKRYAEFHTMPDGRIPATVEMIYLT
R
>MCE8442105.1 double zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB17
MRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLYRGRAR
GLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLVRLRAT
RPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MCE8442106.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB17
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MCE8442107.1 carbon-nitrogen hydrolase family protein, partial [Rhodovulum sulfidophilum]AB17
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAGDPTLAALRQEAASL
>MCE8442108.1 EamA family transporter [Rhodovulum sulfidophilum]AB17
MPRPLDLLLTALAPTVWGSTYIVTTELLPEGYPITAAMLRALPAGLLLLLLVRSLPHGRWILRALVLGALNFSLFWWLLF
VSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLVASIVGVVGVGLLVLTPEATLDTMGIIAALGGATSMALGTV
LTKAWQPPVSPLTFTAWQLTAGGLLLLPAAFLFVPPLPPLSASNVAGFVYLGLIGGAITYILWFRGIALLGPSAVSPLGR
LSPVAAVLLGWVILNQTLSPLQIVGMVLALASAWFGQKGERTPTLVAQPAQQTQGTPDSA
>MCE8442109.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSPPASGRISVTGSVAMMRQEALEHPEE
TVADLLGVRSALELMDRAERGRATSEE
>MCE8442110.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB17
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALWPRLGLSLTVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWITGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADSSGSVFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MCE8442111.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB17
MSALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGLAMDTALG
VAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATASGLDPGR
ERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAGPSIVVAA
SCAFALSLAVPRRA
>MCE8442112.1 glyoxalase [Rhodovulum sulfidophilum]AB17
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRR
>MCE8442113.1 cysteine synthase A, partial [Rhodovulum sulfidophilum]AB17
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGREAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTP
>MCE8442114.1 LysE family translocator [Rhodovulum sulfidophilum]AB17
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MCE8442115.1 sugar kinase, partial [Rhodovulum sulfidophilum]AB17
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGTR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVPVARD
>MCE8442116.1 TIM barrel protein [Rhodovulum sulfidophilum]AB17
MRFSANLGFLWRELELPDAIRAAAAAGFAAVECHWPYDTPRSAIRAALDETGLPMLSLNTRPGDPAVGEFGLCALPGRAG
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAAALAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAASAG
>MCE8442117.1 hypothetical protein LZ187_20510, partial [Rhodovulum sulfidophilum]AB17
PHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQVGSDYHGRVRLRVHNGGEDQAAEARYVAA
AREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVLDPREWLTPMAMARAETPGTLWAGQDPGAVGTTAGGA
IPTGEDGGDWNGGKITARFHCGRLYPGGETPERGLGPDLEAASGDVLEASALDRGANLFAAFDLDFAGTPSGTIWEQGGS
GYGVYLGVTGEDLVFRAFMAGGADPPPASPVLLDGDGAALLDAEGHVLKAWIEGLGGARLTLPRATFAGRRGTLYVQIDL
AAGTVALWFRGGKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGATEDRYAFNGVLETEAT
AAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVL
DSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEV
TGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEELYETRGGGGIKTRVRLAAT
TDNPFVDAWQFA
>MCE8442118.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRA
>MCE8442119.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB17
MSDPCTPAPMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQ
PRGLLVTLVVNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVN
DLIMVVAFAPIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTETAISAFTARIKPVSMGGLVATVAILFG
LQGDTILSRPGVIALIAVPILIQSYAIFALAYGAAWLLEVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>MCE8442120.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB17
MIVIHHNPDCSTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEDALI
NAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MCE8442121.1 aspartate kinase, partial [Rhodovulum sulfidophilum]AB17
LNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEA
QSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIA
ALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTL
IDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVENDLEA
RFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVEEDSR
QEAMAA
>MCE8442122.1 phosphopantetheine-binding protein, partial [Rhodovulum sulfidophilum]AB17
VVFTSLLGRGSAGPVSLIPEGMTQCAALSQTPQVALDCQVHEDRGALRISWDHAADLFDTNGLAEAFSAHLGRLEALAAA
PDWTALPPASFRTPAAAPDAPRLGRMPAATRPAFEAALDAGRIAECWAEVLPGFDGRRDIGFFEAGGSSLLAVRLQAALS
RAAGRDVPIHIVFDHPTVLAQAAAFSPKPQPPARAASRRRFRQMAQSRGSTTRG
>MCE8442123.1 polyketide synthase, partial [Rhodovulum sulfidophilum]AB17
MTETTGKIAIVGMAGRFPRCPDVAAFWSALVGGDVPLEDFSRDELDGVPPGIAEHPDFVAQGFCLEGIDLFDAQFFGYSA
AEASRLDPQQRIFLETCWHAMEDAGQAPGDSPDRRTGVYAAANFDTYGAERPSGASLADPETYLRGVLAGDKDYLAARVA
HRLDLHGPAISMQTACSSSLVAAATAVTDLLTCGCDLAIAGGVGIRSRQKVGYLRREEGALAAPGGCRPFDAAASGMIDG
SGAAAVVLRRLEDALADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQAQAIAMALDMAGIGGDQIGFVETHGTGTPIGD
PIEYAALVEALGARPGARRLLGALKANFGHMSAAAGVAGLIKAALALHHGLVPPHPRFDRPNPRCGMEPAGFHVNTTPEA
WPRGSAPRHAGVSSFGIGGTNAHLVLEEA
>MCE8442124.1 DUF5928 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRGRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MCE8442125.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB17
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MCE8442126.1 pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB17
YWAQVEGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVG
HPTLRLIRYRVGDWTLDGIETGTWRPA
>MCE8442127.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MTAPNGHSKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGWSARN
PPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEILQE
TLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPAWIM
KYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGTILSIA
AATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVRRYLM
GKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMT
>MCE8442128.1 alanine--glyoxylate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB17
RHARAAAAARAGARALTGTEWVPPAEASALVTALALPEGLSAAGVLAHVAGDTLSAGTGAAGARVIRLNHTGPRARLDNV
LGDLARLGAALAAAGWPAPTGQALAAAETAFREAAKA
>MCE8442129.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB17
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLAELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>MCE8442130.1 hypothetical protein LZ187_20575 [Rhodovulum sulfidophilum]AB17
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTSPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQSSAKV
>MCE8442131.1 hydroxymethylglutaryl-CoA lyase, partial [Rhodovulum sulfidophilum]AB17
LEAGLRVFDAAAGGLGGCPFARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MCE8442132.1 hypothetical protein LZ187_20585, partial [Rhodovulum sulfidophilum]AB17
GRPDGGQAAAGPTYSMNRHSLVGITSHECRNIRQREIFCLRFGQPGSKKRNMSCHFVPFRTRPWTSTGMHRTLQPEA
>MCE8442133.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGASGNGAGG
NGAGGNGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVH
SPYVIGVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIK
GIIGDSPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFT
GAMAQKKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLY
FRICVVPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQ
ELACHQGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAGACPAG
>MCE8442134.1 putative zinc-binding metallopeptidase, partial [Rhodovulum sulfidophilum]AB17
SHYREGPPPGWEATHVTAYATAHPWEDFADTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALS
VALNAVNEAMGHGRFYPFVLSPAVLEKLEAIRRLLPVAG
>MCE8442135.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB17
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASIERRAREVGTGPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVSGTGAPPAMAWTRRGPQMPVKLHDEAGPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPEQGA
VLARRGDFARALPACGACHGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPAGDPLVPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGR
>MCE8442136.1 nucleotidyltransferase family protein, partial [Rhodovulum sulfidophilum]AB17
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETD
ALLDTGGGLRNALPVLGEAPVFTLNSDAVWTGPNPLCTLTNAWDPAQMDGLLLLIPPERATGHSGKGDFLIGPDGRLRRG
P
>MCE8442137.1 phosphotransferase [Rhodovulum sulfidophilum]AB17
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPDGLAPYGPAEMAELGCLPFRWYLPGQGLSAPEE
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGIARVGLLDFQDARIGHPAYDLVSLLQDARRDVSLEVGDRM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMTDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>MCE8442138.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE, partial [Rhodovulum sulfidophilum]AB17
LGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGPLEIWHADLYRLGHPQEVMELGLDEAFET
ALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTERLSPILTEIQTGTAPDA
>MCE8442139.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB17
MAPGAAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRVALRSLGALLHAASLPFIWILARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGATALPARRRVLLWAGVTLGAASAFYAHSISVLYPIL
>MCE8442140.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB17
SRAAVKRLLAGRAPLDPAALPYDAAVLERVRSWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAA
FLTRRFGAGRYAYIGDSPADLAVWRDAAHAITVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFL
PMVAGHQLQAGVLLQSLLAFLAFSLVASSVYVLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAA
LGPAFLGVMAVYYLLTTVYSFDLKRRPIVDICALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDI
AARGALGASGRGYQVGDLAVVSQMSVASGYVSVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHD
DPVVYAAKDRVSQVCGLLIFALALIATMG
>MCE8442141.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB17
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPSVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MCE8442142.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB17
MQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGEIDWPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMRFD
KSFWSHMAAAALARGFAAV
>MCE8442143.1 putative zinc-binding metallopeptidase, partial [Rhodovulum sulfidophilum]AB17
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGTGGDLACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVLD
>MCE8442144.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPTSEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
EAGGLGGKGGAALRKLIEAIWRWHDDVRAAAPSVVPDEAALIDDEAVPLETGRGAPTHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFL
>MCE8442145.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB17
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>MCE8442146.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB17
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLAAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MCE8442147.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRVGTACSAAGTGHLSPPRAVFPRAAELAGFAEWSLDPDC
GRIRVADGMLAMLGHAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWVEASARRVEPG
PGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDEVFSRTLGYRP
GAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPLVCGISRDITP
RKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYPPGRRFTAAEF
RNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTALKANETRLAE
ALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHEEDSVEAVALM
RDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEA
>MCE8442148.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB17
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALEL
>MCE8442149.1 TolC family protein, partial [Rhodovulum sulfidophilum]AB17
LWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGAALPDLLKTALDRNSK
IGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQPIYDMSRIFGIRYAR
NAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTESASLRSERDSIAAEE
ALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVVGAGLDRHRALAAETM
PVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYARRRAVETEIRSTHSRM
AELRRAIFRSSEAAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTRLHYLMGADLTKLEL
>MCE8442150.1 cobyric acid synthase, partial [Rhodovulum sulfidophilum]AB17
ILLKPETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLAAGRDLIIVEGAGSPAEVNLRPGDIANMGFARAA
EVPVVLVGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYGLIEARTGWPGFGVIPWFSEACRLPAE
DAVDLGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDL
AAHLRRGGRVLGLCGGYQMLGRRIADPDGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATD
GPDRARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDAL
FALAADLPAP
>MCE8442151.1 hypothetical protein LZ187_20685, partial [Rhodovulum sulfidophilum]AB17
MPAKRENFAEETAAEIFVDRNDPKRVFENAARSIPAQGCLIHTWYGPGGQGKSALARELFRMSAAEAEPSYAHLRRALVP
LQGKPKTDPIFLLIWIRNAFAKAGVSFRAFDLSLAFMWEKTRSGDPFPTLENPWLHRAGNAMSDALPDGVGLVREALEDT
AGTIPLLGFLAKRGTRWAFDKGKKTWLEKSRPQLQAFYRNGALIEDHEMPGRLPWMLAQDLNRHLKDHSEDRFVLLVDEY
EGLIEGAGTGPRWQENVFDKYLRDFVKETDGLLLLIFSRERLHWEDHPDWRADLDGNQHLLGGLPDEDAEDWLRKVPVDD
AEIRTAMIEGR
>MCE8442152.1 hypothetical protein LZ187_20690 [Rhodovulum sulfidophilum]AB17
MTAALRSPLRPAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSSPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELKDGWQPIPRRNRKGVIVH
DRARYTPCVWEPSPARIAAARRAYLDWWGYLQELQVALGAAGLIRIRITRDMPPMTPWR
>MCE8442153.1 trigger factor family protein, partial [Rhodovulum sulfidophilum]AB17
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
>MCE8442154.1 S8/S53 family peptidase [Rhodovulum sulfidophilum]AB17
MYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGAFPCHPGDHRLRLD
PPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAAEYRGAGAQALSVP
LPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDLGTLATQVEIPPRE
RALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGATVLAPGNDVETFDR
VSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFGGSSAASAIVAGFV
SLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MCE8442155.1 GtrA family protein, partial [Rhodovulum sulfidophilum]AB17
IQHLRRLYLFRFANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGR
QFLGFLGASLVGLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MCE8442156.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB17
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGQRAVGPGV
IEAFYAGLDRVEQGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MCE8442157.1 sulfotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFR
>MCE8442158.1 hypothetical protein LZ187_20720 [Rhodovulum sulfidophilum]AB17
MRMLIVTLIGAAVAGCIPQSRRAQIDVGGGASVALIVSPMFGWHSDWHRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHE
SGLYVLHEGQAGCIIFSVSPPKLVNDPAISCDKSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFI
GADKQPEAEPSDIL
>MCE8442159.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MLLKTDIQPTSQGGGSADGQAPGLSDELFRELFGLTTDAEGQPASGSDLRCYAVLDAACAPFLLTGLLETSDLTFQSLFQ
GSTQEEVQEYAPYLVELDPENSFCARLFMSPDKMGLWESEPGIFLRSHVDFQTL
>MCE8442160.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB17
ILALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMRLRGQMHEISVPLPEGRLSPEDGPRLRAA
FEAAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGATGGGATPAKGDRPASLKGTRSCLFEQGRFETAIHDRYALGPG
ERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSRAEAVARIEADPIGLEIMWARLVNVVEEM
WLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKALLARYPAETLKPGDVLITNDPWLCAGHLF
DIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLFDGGRPNETLIELIRQNVRHPDQVLGDIF
SFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEYRSTIVSAPQGEALEFPVRVAVEGDAMLV
DFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAPEGSVLNPAFPASVNMRTRTGWYLAPNIF
RAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGHSALLWPTSAR
>MCE8442161.1 hypothetical protein LZ187_20735 [Rhodovulum sulfidophilum]AB17
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MCE8442162.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB17
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRS
>MCE8442163.1 GTPase ObgE [Rhodovulum sulfidophilum]AB17
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRATLEAASGGPVLLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MCE8442164.1 glutamate 5-kinase, partial [Rhodovulum sulfidophilum]AB17
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPL
>MCE8442165.1 aminopeptidase N, partial [Rhodovulum sulfidophilum]AB17
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVTPAITPA
GLSCEVPDAPFTWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTRFKRWYSQAGTPRVKVTEDFKDGTYTLHLEQETPPTPGQDKD
>MCE8442166.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB17
MGVTILSFGRDLRVQDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPVVRGLALGAQPPAED
>MCE8442167.1 plasmid recombination protein, partial [Rhodovulum sulfidophilum]AB17
MKDVLDVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNENARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLVVHLDETTIHAHFTLRAYTNAG
LSMSEAAKRGTLSGLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRSVRELHHDLPGELESLRQQHAEEQKALV
QATNERGVQQTKLDAILVEIDELEAELDFAREELQSRQLELARLKTDEKAHQSELDALRASAEKTRRHLAELDAKAVEEE
KKEKRRRTYQLRLEKKEA
>MCE8442168.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]AB17
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>MCE8442169.1 hypothetical protein LZ187_20775, partial [Rhodovulum sulfidophilum]AB17
MANWVFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VARPSDLP
>MCE8442170.1 NADPH:quinone oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB17
GLAGTRVAVFAGAVGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVE
IGKAMGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAILALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFAS
GEVPQIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLAKLFRWHAEGRLHPHVSHVLPLERAAEGLELLRQRKATGKVV
IAME
>MCE8442171.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MCE8442172.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SIEHLRRAPALSLSGGERRRVEIARCLAADPSYLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVD
RAYILHDGKVLMSGTTQEVIRDENVRRVYLGQSFRIT
>MCE8442173.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB17
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MCE8442174.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB17
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MCE8442175.1 hypothetical protein LZ187_20805 [Rhodovulum sulfidophilum]AB17
MAIMLGAINAVFIGGMTILVLYAQEILALSATGYGVLLTFGALVGLAGGLLAPALAARLGMRRSLLAALGTFAVVNLILG
LFSHLLWQASSCFGKRRRECCGMW
>MCE8442176.1 DUF6280 family protein [Rhodovulum sulfidophilum]AB17
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MCE8442177.1 elongation factor P [Rhodovulum sulfidophilum]AB17
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MCE8442178.1 fructosamine kinase family protein, partial [Rhodovulum sulfidophilum]AB17
KAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEHLDERAASGPGWAALGTALLRLHGTTGAAYGWDEDHGFGPAAI
PNAACADWPGFWAARRLLAWPEALPAEIARRVETLAARLDGLIPRHPPAALLHGDLWTGNVLFTAEGAALIDPACYHGDA
EVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLWPALVHLRLFGAGYRGLVERCLATLGA
>MCE8442179.1 hypothetical protein LZ187_20825 [Rhodovulum sulfidophilum]AB17
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8442180.1 hypothetical protein LZ187_20830 [Rhodovulum sulfidophilum]AB17
MEQLIAEVRAYAEATNKSPEKVLREAIGASWGAWAAWQAGTSGPTMRSADRLRAFMTANPAPAKQEDTAC
>MCE8442181.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MQQETSPYFRPVSLCNLSSMGEIGDDFLAGLERIMDARGLRAAPLSEAAGLSKSFIRDLRRGKAASPKLDTAMKVARALG
ISVEEILAAANGSVAGVPTISIAGRVGAGAKVPVFEAYERGAGPQVECPVGLSPQGIAAVEIVGESMEPVYSAGDLLFYS
RPTHEGVPSEAIGRRCVCECERGFGWIKLVKLGSQPGYFHLIALNPDAENQHDVRLKWAAPVRLHWPADLAKRV
>MCE8442182.1 hypothetical protein LZ187_20840 [Rhodovulum sulfidophilum]AB17
MKTILAASALALLAAPALAATDTTEDQATAVSPASAPDCFAPINGTNAFQPSNAPGCIYYIAPTGNDRDRAASDDGEGSG
EGEGGESSDT
>MCE8442183.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB17
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAG
A
>MCE8442184.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB17
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MCE8442185.1 phytoene desaturase, partial [Rhodovulum sulfidophilum]AB17
QARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVEGLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MCE8442186.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB17
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVTAALSG
PGSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAGTAFPRATLALTGPEGSDPEDAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGERAQYLEVRETDGTSLIERMDGPCPRSA
>MCE8442187.1 hypothetical protein LZ187_20865 [Rhodovulum sulfidophilum]AB17
MTLAQNFPDQAGIDTVCAATLRVSAEPLKPPQEVSRGGYSGDYADTDGHVRELPHTPFRPLYAEGRLTAPCPPAS
>MCE8442188.1 LysE family translocator, partial [Rhodovulum sulfidophilum]AB17
MLYPGADLTLFLTHGPVRLAITGCTLSGGSAAGVAMGDAFSPPLTIFALLRPAASAFFLTMGD
>MCE8442189.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB17
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGMTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTICHGDRIAQMIVAPVVQAAFEVVEELDETLRGAGGFGSTGRG
>MCE8442190.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB17
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPALVPP
PDGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPDLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>MCE8442191.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB17
MGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEIPHRWPGVLVVLLALMLGMV
GRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQFISSELGVWFLGLLAVPVYL
EGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNAVRIAIAGWMVDEFGVEWVE
GFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSLALIAAAGLMFAGVGVLQML
PDRSATAVVRDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGVFLAWYADQSHGGVHPPEVC
LPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKLWLIVDALRTGRTDGALVRL
TTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MCE8442192.1 trigger factor, partial [Rhodovulum sulfidophilum]AB17
EETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKG
SKAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDV
KVKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQ
LYHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQA
LQQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MCE8442193.1 hypothetical protein LZ187_20895, partial [Rhodovulum sulfidophilum]AB17
IFGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATAHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVAAHLGHA
KDPVADARVGAEAILAATLPVARQHGLPSARTGAPP
>MCE8442194.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB17
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MCE8442195.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MSIMDSIALPHDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSV
TGGRPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYE
LWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRSAADCIDWSLPCP
SIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLAQPLRTITGANRGEKALVAPSLT
RFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQG
GGNRSADAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAR
TPMSTILKEGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARARER
>MCE8442196.1 aspartyl/glutamyl-tRNA amidotransferase subunit A, partial [Rhodovulum sulfidophilum]AB17
WSASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPK
DSTSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAE
ASSNLARYDGVRYGRRAKLGQGDGIAEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFA
GGVDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHV
LERAAGFVSKPAKWW
>MCE8442197.1 hypothetical protein LZ187_20915 [Rhodovulum sulfidophilum]AB17
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTSRETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MCE8442198.1 ATP-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SKESFDGACTELLQVIGKRTAPRELYDAILIDEAQDLPVSFFRVAYSACKSPKRIVWAYDELQNLGEYSMPSPEALFGDD
EHGQPLVQLRKDPNRPPQDIVLPVCYRNTPWALTVAHGLGFGIARETPAGSTSGLVQIFDEPELWEEIGYEASKGTLALG
KHVSLTRKPECSPSFFTDPQNALVTPEDAVGFYNFDDVSQQAEWVAEEVERNLLEDELLARDILIILPDAYTSKSQFSII
FKALLRRGIQSHLAGVNSSRDEIFVENSIAVTHIYRAKGNEAAMVYVLNSDYCFSGLELSKKRNTLFTAITRSRAWVRVC
GVGPSSQRLTAEFIRISKGKFALDFKYPSADEIKKMRRIHRDRSEAEQKKINRSVSEFSGIIEQINKGELSTDALPEDLL
EALAKIVPRGPE
>MCE8442199.1 hypothetical protein LZ187_20925 [Rhodovulum sulfidophilum]AB17
MILAFILRIEFEPKWRSNTQPSLQIFRRQFIDEVFQRVYFRSDLKLRSVETHRARNIIIPTFRDLISMKRCGNLKKAAVL
QKQGKVAVPQAVQVFLEIQIQRSPIFSGLNWGPFD
>MCE8442200.1 hypothetical protein LZ187_20930, partial [Rhodovulum sulfidophilum]AB17
MAGSKKDGDKIANNPSTANLATMLPIVDGMAAAPGFLKLLGISHDAISELQQSAQELKDQASILTLPDEFNAHFANQGWI
ATGALSPEVMRNALAYSREGNSEAAEAEILSWFTEDNIRLFAITRGKRFNKAQERYHQMVEALTLYKEERYISAVPLILI
VCDGLASDVLGSSPFEKDADLSCFDSITGHPTSLPTLIKLVTKGVRKSSDDALSLPMRHGILHGRSVNYASKAVCCKAWL
LFIALVDWAYDKVDEEARRDRHETEQRETLLGSLSKLRKTQEDRRKLDAWVPVVLAAPFDQPFEPGSPGEAFQQFFSGWQ
AKNYGMMAAHAVNLTGKSLGAM
>MCE8442201.1 DNA repair protein RadA, partial [Rhodovulum sulfidophilum]AB17
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTIVEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGR
>MCE8442202.1 crotonase/enoyl-CoA hydratase family protein, partial [Rhodovulum sulfidophilum]AB17
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDGAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGI
>MCE8442203.1 hypothetical protein LZ187_20945, partial [Rhodovulum sulfidophilum]AB17
FGVPEMPGPAGGNGYAISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSEDRARLMVADPIPAGFEIDNPNLLRAGDIR
ALDWLGTTAEVRHSEARQDRFLAAIDWGSSDPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MCE8442204.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPETRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTIRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEA
>MCE8442205.1 hypothetical protein LZ187_20955 [Rhodovulum sulfidophilum]AB17
MATQIQREPKPMLTELRSVLTRCRATLWQDAAGAAALMVLLIAGLHLPGLV
>MCE8442206.1 thermonuclease family protein [Rhodovulum sulfidophilum]AB17
MAEAFILLSFILLLLFTWWQADTEKRSLRLADSVGEMSEDQKVEIISGLTDGTFEIARALRAAGIGLQDQQAIEDTEKYS
RFMREEDMQRLMNGAVELPPGTLLKLGEVVEITPETRLRVALDKLLQPEEPAITASRRLAEAAAAEEGLVDLLDRELGER
IRAEGGDILADGTIILPQKVLFEAGSDKITNPDFLREFCAPWVRTLRTSFLDISDLKIEGHASSEGRLNQTPQQAYLYNL
DLSQRRAQNALQVCLSSLTDPSVMNWARGRLSATGYSSARLIENEDGSENREASRRVEFSMAMNREKLLDEIRGDLASAE
SRVSLPKPALLANLGPDEELGTRGIPRVVDGDTLVIGDRRWRLSGIDAPEKDQSCPMLGGGVIACGKIASKALTDLIGSR
DVRCEEIEKDRYGRSVGVCYLSDVDLGREMVRRGLARAYLKYSTAYAAEEEAAKTEKIGFWAGEFQDPAEYRHSR
>MCE8442207.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB17
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAVQAEADRLTAEGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVAEDAEIKAR
>MCE8442208.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB17
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MCE8442209.1 dihydroorotate dehydrogenase (quinone), partial [Rhodovulum sulfidophilum]AB17
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRD
>MCE8442210.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB17
MARTEDFSQDSIGRMREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIA
LIAGQMLVRRRHLWAPDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELV
PFSSSLLGMTVVTLSVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MCE8442211.1 C4-dicarboxylate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MLAPGRAEAHPTGAPSANMQGGMSGPDQLRIASFFPVDMPVLGRAALDLAERVERMSGGTLRLSIASPSAAAPALDIIVE
MNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQDLYRPYGVQHILCGIIPSEASGWFPREM
TSVDDLAGLRMRFFGLGAQVMQRFGVEVVLLGPEQMFEAVESGRIDATEFSLPSMDVPLGFHKILKYYYR
>MCE8442212.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB17
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGTAKTYL
HDALAASEALDVGHGHGPVHHFHALWSDHPAM
>MCE8442213.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB17
MPSHSIPERPIPAAIAVVIRARQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRELAEETGIFAEPLRVFTAVDAFD
REASGALRRHFILIAILCRWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>MCE8442214.1 signal recognition particle protein, partial [Rhodovulum sulfidophilum]AB17
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVP
>MCE8442215.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHAQ
>MCE8442216.1 radical SAM protein [Rhodovulum sulfidophilum]AB17
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYESVLRHATAVSGARVVRDLRRK
VAAARSPASAGAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCSVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGSGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDRYPNRIVPMMTGRGCGWGVCT
FCSDVQTTSGRSFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLETGLMDHENETFRSAGHLSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>MCE8442217.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB17
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAVEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKE
>MCE8442218.1 porin [Rhodovulum sulfidophilum]AB17
MKKVLFATTALVASAGFAAADITFSGNAEMGIVGGGKNVPGVSSYTGNNDGSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDERNTADAGDPPVTSDADNGYALAVSYKTEMGGANLGFGLGYQYLETSAAWAPGNLKDFLAGG
DQWTAGTEVDIIAATVSADFNNGFTAGFEYTNFDPDNGFSDVDHYAIGVGYSINALSLGASYGKFETELANVGDADGWAL
TAAYDLGGGASVVAAYSDSDIDGDAYDDNDYETYSLGVVMNF
>MCE8442219.1 glutamine synthetase beta-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAY
>MCE8442220.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB17
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MCE8442221.1 NAD(P)H-hydrate epimerase, partial [Rhodovulum sulfidophilum]AB17
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGVPERLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSVFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYS
>MCE8442222.1 chorismate synthase, partial [Rhodovulum sulfidophilum]AB17
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGD
>MCE8442223.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB17
MRIPFLAAALAATALPASAAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRA
DLVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQ
DPRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARF
DEGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQTAIPTTNWMYPAVTPEAGLPTGFETLIQPDTALLFPADEAARVR
DEALAEWRDALSR
>MCE8442224.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB17
LGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDPGVSRVETAP
MLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPDNTVVTDGLWWPSGYDGPPQVSFAREEAGEIGLKLGDEITVNI
LGRDITATVTSFREVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALDRVAEV
LSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWA
VMRFVMEGEYRFEPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MCE8442225.1 AbrB family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAFIAMGTLIGTRFSGVTPRMLLQ
SLGAASLLTGFAALVSLIAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAYVTTHHVFRLLMLTVALPLLVA
RTRAVIAREAAAAPPDKTPD
>MCE8442226.1 hypothetical protein LZ187_21065, partial [Rhodovulum sulfidophilum]AB17
LEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSDRSRPDARPDRAPRPPRPAPAEAA
TGASTVTAAPSGRPDSPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEAPKPRAPRREVDAAPVERPRKPRPGA
ERSGPRSDAGAPRPKEGRKDGWKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGGARDWPKDKRPA
GNDAAPAERRRADAADTSKRFERPGAPKGKGAKPTGGGKRGAPKSGRSSGNAPPRRPR
>MCE8442227.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB17
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MCE8442228.1 hypothetical protein LZ187_21075 [Rhodovulum sulfidophilum]AB17
MKTILTTASVLALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGE
GEGEGGESSDT
>MCE8442229.1 hypothetical protein LZ187_21080 [Rhodovulum sulfidophilum]AB17
MSDQQRRERKWFASLMWRIFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYLLAVLALAGAETVFELF
DPEQKE
>MCE8442230.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB17
GLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAGGRNSDLLREMGLPREGG
LGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGPSANTLMFFLERPALLQF
DIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGASIFAGTAWLALFSMWLGA
MATDYLLDRPTGAARPV
>MCE8442231.1 primosomal protein N', partial [Rhodovulum sulfidophilum]AB17
NRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCGVEGKLAPVGPGVERLAEEAVALFPE
ARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDADLGLQGSDLRAAERTFQLMRQVAGR
AGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGIILSAPEARPAFDLGTWLARNDGALR
RVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLAVDIDPQSFM
>MCE8442232.1 response regulator transcription factor, partial [Rhodovulum sulfidophilum]AB17
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKR
>MCE8442233.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB17
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLEEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MCE8442234.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB17
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIEATETSSGVEAAE
>MCE8442235.1 DUF4115 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LGAVAQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAADGTVLLEKILDAGESYVLPRTEKPPRLRAGNS
GSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLAVALAQNDVPTTRAGGPSR
>MCE8442236.1 malate synthase G, partial [Rhodovulum sulfidophilum]AB17
IFFLDQAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVELVFDRTHPVGARDQAG
LADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFVAPDGTPCTVKGRALM
LVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPEEVAFADETFTRVEEL
LGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIKRKSWITAYENLNVDI
GLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQAGLKAGGRRAHVDGI
LDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQHIANWLHHGVVSEDEV
AQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAELAAEG
>MCE8442237.1 hypothetical protein LZ187_21120 [Rhodovulum sulfidophilum]AB17
MTQAALDEIVRDRIQDTLSIKLRDDHAPVPEKADPSHAAADAEIETTDEEREGFMIVRAIAAKIAPIERITITDAKSYCA
ILMNDNNRRPICRLYFNSPTTKNIGLFNAEKVETKVRVDGPANLYAHSDAIEAVVRSHLTA
>MCE8442238.1 hypothetical protein LZ187_21125, partial [Rhodovulum sulfidophilum]AB17
SLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATMVL
YETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSSTG
ECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAARFVEEVELAGGAAKICGAGSI
RGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPEGAAFGAPQ
>MCE8442239.1 hypothetical protein LZ187_21130, partial [Rhodovulum sulfidophilum]AB17
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLGGGMTAYCLGPG
MLSGTPPGDARARIEPLPMPPALGLCYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAVAAIAAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARAMPGL
>MCE8442240.1 HRDC domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPRNRVYKDDALLELA
STKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVLLKAKSEQAGVAQK
LIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MCE8442241.1 hypothetical protein LZ187_21140 [Rhodovulum sulfidophilum]AB17
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYLRD
RNKRLIARAYECRRPS
>MCE8442242.1 hypothetical protein LZ187_21145, partial [Rhodovulum sulfidophilum]AB17
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MCE8442243.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB17
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLVACPAGSRVLVGRDLRASSPRIAEDAIVAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALEWPVATPAPAAGQGARSFASEAGEAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGALTARALGAEAICTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGSGVAG
>MCE8442244.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB17
ISERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQAMRQSDVFVFPSIRELGAGVVIEAMASGMVSL
VTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPGAHAEMARRAEAHAVAHYTWAAKAGHTAEIYAALQAGR
GLEGLHPYG
>MCE8442245.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB17
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKHKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWIRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MCE8442246.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MCE8442247.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB17
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MCE8442248.1 cadmium-translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB17
SRTGDGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGEVNLTGPLAVTVTAA
GQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVAVLIITCPCALGLAV
PAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALAEGSAHPLARALAEA
ARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAVPGSETASWLRVGARAPVAFTFADRLRPGAETAVAEL
VALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAALAAAHVSISPASALD
AARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSASSITVSLNALRLR
>MCE8442249.1 DUF4153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVEPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISE
>MCE8442250.1 DUF2254 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVP
>MCE8442251.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB17
PVHVWVGADERPAFVDQARWLAEAWTGAALTVDPGHHHFNVIDGLAQADSPLATALFDGL
>MCE8442252.1 P1 family peptidase [Rhodovulum sulfidophilum]AB17
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPSAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFEALRLGHAAAICLARAIARGVYLARPAPSDPK
PCWQDRFGA
>MCE8442253.1 hypothetical protein LZ187_21210, partial [Rhodovulum sulfidophilum]AB17
SVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFKHRFLRQ
DAGYWHCAAVSTGWKSGVRLTMPGSDDVDAPLKALLEDVLGGGRAPS
>MCE8442254.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB17
MANTPEPPRKPAVTAPRSLRLAGRRGREPVDFVLTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATV
VQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAV
FAAPGVAPMQDAELKPFAALARLRPSRDDAEGGGTPE
>MCE8442255.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB17
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MCE8442256.1 peptide-methionine (R)-S-oxide reductase MsrB, partial [Rhodovulum sulfidophilum]AB17
LACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALGERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVA
LEFKPEDTAEGDT
>MCE8442257.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB17
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLAGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYKTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGRTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MCE8442258.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB17
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADAL
>MCE8442259.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB17
MPDLAKWTGAGEVESRCLYASPDPARRAIAPWLLRCVPGSAFWDCLRAMPPHSHWGIWLRSDRDADELRTHQRRFTMLWT
PANDHSPVYFRFYDPRVALDMSMALDPGHYRRLMACCSEVILPAGPELSPVDGIDRDDFLAPPDRFRDRYLRIVPPAPEP
EARGRTRRPESFRVSQAEFGRFETLHAARARRRMAARLAGLYGRVDGEGLIDAVALAQKTGRRHGLSTQGQVFLLARYIC
EFGPEIFERDRRTAGILRDSDRAHWLREEDLRKRLPVMRAAWTGGLSAPGTAVVRPIPEGSRP
>MCE8442260.1 hypothetical protein LZ187_21245, partial [Rhodovulum sulfidophilum]AB17
MTYAPSADDLIYLARFKPENFSSPYQTIASLRDGDPVVEDITVANHYADYLRNGGQPLTETPIPADADADADGVIDPEFA
VACPDCETTKPCCITAGSITDAADGSRQLFWPVGKDGPRRMLVVADRMEGRHLSGKVRVDWSGREACPQGWPDRPAIGIN
ANE
>MCE8442261.1 adenylosuccinate synthetase, partial [Rhodovulum sulfidophilum]AB17
GALLDIDFGTYPFVTSSNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRK
RRCGWFDAVLVRQTCATSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGA
RSWADLPANAIKYVRRVEELIDCPVALLSTSPERDDTILVTDPFAD
>MCE8442262.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB17
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MCE8442263.1 hypothetical protein LZ187_21260, partial [Rhodovulum sulfidophilum]AB17
DLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRRDDDSHMRPYRQALAEVVRGDRKTPPT
GDGNRLAPLILVTEQRIDRPAPETEAKTGQTTDPSGKDKASPEALRLDAPILPMTEARLKGFAAATAGHDPADLTGLLAA
AAAYLTRQADGQEGASRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFRRVGRGQFELDEAAAPPQAAGANRTA
>MCE8442264.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB17
MIAIILYLVTVLVFLALDALMLRHVMQPLFARHLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MCE8442265.1 hypothetical protein LZ187_21270 [Rhodovulum sulfidophilum]AB17
MQFVSALIKMGKTLYQTDEPKQISSTKPFSKPISFQIFSTALVALGSAFIIFLSIYNSDGKLVYTLDDPYIHLAVAENIL
NDTFGINSDEFSSPSSSIIWPYLLAIPLKLGGGELSPLAYSFPMGLASIWILSGWVWESTEKPFGIARQVAFFFCLCFLR
FV
>MCE8442266.1 hypothetical protein LZ187_21275, partial [Rhodovulum sulfidophilum]AB17
MEHSTHAFASLLLLWGLARLSEGKGDTYVIAVYVGIFLCATIRFEGLALAFLGIGGLCLLERWRDALANFTIIASR
>MCE8442267.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB17
MTDQIPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAVDMVTLERVMAEPRFARLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETTARSGRAAFIAATPRLNRRFTGYDLERA
>MCE8442268.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGVAHRLAGRNAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEQ
>MCE8442269.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB17
MELEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQERGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MCE8442270.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB17
DLMRARHPYDISERRAEIDAVMAAFEGTDFSVRKIEGAPDYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEG
LALLHETGGGLRSLERVGDAEIAALGGRIEATFRERFPGSDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSI
YKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWREKLPGGFHEIRYEDLIADPEAEARALVAACGLDWQDNCLNFHKTER
RVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDAIGGENGA
>MCE8442271.1 biopolymer transporter ExbD, partial [Rhodovulum sulfidophilum]AB17
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIR
>MCE8442272.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB17
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MCE8442273.1 hypothetical protein LZ187_21310 [Rhodovulum sulfidophilum]AB17
MIRIPRFVSVLTALALTSAGTALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVS
QLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MCE8442274.1 hypothetical protein LZ187_21315, partial [Rhodovulum sulfidophilum]AB17
IFGLLDTMPKLAAGLKLPSLMLQPLWRDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLW
RWLLFTPLSGKLRDTPAAKASTA
>MCE8442275.1 glyoxalase [Rhodovulum sulfidophilum]AB17
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPS
DLPRPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MCE8442276.1 hypothetical protein LZ187_21325, partial [Rhodovulum sulfidophilum]AB17
HARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDYLGWLRTARADIGLVPHFASRDFNAARS
GSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLAVPPDPAAWVAAIERLAEAPDEARALAARHRSALIAEDACGRQQRLW
SDLLGMDLRGVPAEPG
>MCE8442277.1 hypothetical protein LZ187_21330 [Rhodovulum sulfidophilum]AB17
MTRRLGLLALCATLIASPAMSQTLSQANAQMLREMQSARGVSTAAIARIEAIFARSTVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSVSGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSNRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MCE8442278.1 hypothetical protein LZ187_21335 [Rhodovulum sulfidophilum]AB17
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MCE8442279.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB17
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>MCE8442280.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB17
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVPPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>MCE8442281.1 hypothetical protein LZ187_21355, partial [Rhodovulum sulfidophilum]AB17
MGKGSKTRARAVKLAKKAELAGMPGLAPVERREKDGRIRRSTKPGYERTKDDVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLVDRPDEVARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEK
>MCE8442282.1 hypothetical protein LZ187_21360 [Rhodovulum sulfidophilum]AB17
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEALRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>MCE8442283.1 single-stranded DNA-binding protein, partial [Rhodovulum sulfidophilum]AB17
LVNKVILIGHLGRDPEVRTFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYVEGK
LETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRREGGGGDRGGSGAGGHGYGQGPSGGYGGPDLDDEIPF
>MCE8442284.1 RNA pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB17
LAAAAFPRQALHAATLGFVHPETGETLRFAAPLPADMAELMRRLGG
>MCE8442285.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB17
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MCE8442286.1 hypothetical protein LZ187_21380, partial [Rhodovulum sulfidophilum]AB17
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLR
>MCE8442287.1 XdhC family protein, partial [Rhodovulum sulfidophilum]AB17
ILACGGRIRVLVEPVGPVGRALPEDLLADLVAARAARRAVACLVDTEGWARRLAGPEDPSLGQAIGARMRADRSGFEGTV
FVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGLDARSAVVTLTHD
PKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVVPGRIAAIHAPVGLGIGARTPGEIAVAILAEILQRLRRG
>MCE8442288.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB17
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHTVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRAA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGR
>MCE8442289.1 SufE family protein [Rhodovulum sulfidophilum]AB17
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MCE8442290.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB17
MAERPYVIDELLSAKTIAARVESLATEITAHFADTEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGDSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MCE8442291.1 type II toxin-antitoxin system RatA family toxin, partial [Rhodovulum sulfidophilum]AB17
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNR
>MCE8442292.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB17
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MCE8442293.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB17
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVQLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MCE8442294.1 hypothetical protein LZ187_21420, partial [Rhodovulum sulfidophilum]AB17
MIAGAFLVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSLAAAVGIAAAFYTSDWERMLRERFQNNA
LIPRQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQAELAQMRLERLARVEFMHWRMTQGDLPA
EVAARLAEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLVEAQRPDFRRRLGQAAGLDCEQDRIETFPVSRLDD
VIPVLEDELRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLRALVPLCVTGLEVQRGRLRDLGTRLEDLWCETLRFA
ICIGLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCLFCAVALLSGQSSDHAAGANLEGAELWQRVRKLLGGMK
IAATERPLWLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPGALRPLDYLISFVMIWSVLVPGVAALR
>MCE8442295.1 peptide deformylase [Rhodovulum sulfidophilum]AB17
MSIRPILIHPDPRLKTVADAVPDISDALQNLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MCE8442296.1 peptide deformylase [Rhodovulum sulfidophilum]AB17
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MCE8442297.1 peptide deformylase, partial [Rhodovulum sulfidophilum]AB17
MIRPILPWPDPCLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
AD
>MCE8442298.1 hypothetical protein LZ187_21440 [Rhodovulum sulfidophilum]AB17
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLSRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>MCE8442299.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB17
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTSESLTSSKGARVSGRAEIAGR
>MCE8442300.1 DUF1045 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLD
>MCE8442301.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase, partial [Rhodovulum sulfidophilum]AB17
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARI
>MCE8442302.1 hypothetical protein LZ187_21460 [Rhodovulum sulfidophilum]AB17
MKTIKPTQVVATIQSRCQRRRNCQVPVTATDVYADAIARMCGEDVDLEPVKRGLIHLKRQKVISGRRLVTLLACHQREIR
PE
>MCE8442303.1 hypothetical protein LZ187_21465, partial [Rhodovulum sulfidophilum]AB17
MQLIDKVKSVLKSDDVLPTLSVFPEIDQEKLRRDLDLDAQGEQRGKRNLPAADTKLADNVEANIISRIEALRRTGLENYE
NSRQIYNERLSRAGGLRKDVEFVAHNASADYLTAVRGWRAAMTGSTERLYE
>MCE8442304.1 hypothetical protein LZ187_21470, partial [Rhodovulum sulfidophilum]AB17
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPATDATEAADAPA
AEEAAAEEPAAEAADAPAAEDAVEDAAATQEAVAAAPAAEEAAAEEPAAEEPAAEAAEAPAAEAAAPTEEAAADAPAAAE
EDTAEEPR
>MCE8442305.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRSILMRYATPSTIGLFLISLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEVARASGKSPMALAR
VLINRPR
>MCE8442306.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB17
MFEKLIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPITSRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MCE8442307.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB17
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MCE8442308.1 LysE family translocator [Rhodovulum sulfidophilum]AB17
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAA
LNALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MCE8442309.1 phosphoadenosine phosphosulfate reductase, partial [Rhodovulum sulfidophilum]AB17
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTV
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARFDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELR
>MCE8442310.1 outer membrane protein assembly factor, partial [Rhodovulum sulfidophilum]AB17
MTDTRFFPSLAVLTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTDLPDGFAPGKPAEAATVRAAAK
AGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRS
AERLRRTGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGI
GGQDDGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGD
RKMTHLTFPVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLR
>MCE8442311.1 DedA family protein, partial [Rhodovulum sulfidophilum]AB17
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYL
>MCE8442312.1 aspartate/glutamate racemase family protein, partial [Rhodovulum sulfidophilum]AB17
LCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MCE8442313.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALDEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLDNR
HPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAPDV
VAALARSGPPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRGPG
TQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPGRV
SGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MCE8442314.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB17
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKTRGDQDAIIFVPDAPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACAR
IGAIHSVVFA
>MCE8442315.1 M48 family metalloprotease, partial [Rhodovulum sulfidophilum]AB17
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLITWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAALIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPA
>MCE8442316.1 sulfotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
AYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTPELCLAGSDYLLQIETYLACFPHERF
LFLTFEAFRDDPCATLRRITGFLGLDPLPEAAFGGGAEARNVSRAHFDQLGAAAGAQRLRGRVGPLWALRRLLPDPLRAA
LRRRVLPAGGGRAHEPPPMEPATRQLLTERFHPQIPRLEQLTGLSLASWQAERLC
>MCE8442317.1 glycosyl transferase family 1, partial [Rhodovulum sulfidophilum]AB17
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAR
>MCE8442318.1 hypothetical protein LZ187_21550, partial [Rhodovulum sulfidophilum]AB17
GDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPSRRATLH
>MCE8442319.1 peptidase, partial [Rhodovulum sulfidophilum]AB17
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPT
>MCE8442320.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB17
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MCE8442321.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB17
SREARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAETIEHEVTRLKRQRESLGAVNLRAEEDAR
AVQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIM
CQPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALT
MSRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MCE8442322.1 hypothetical protein LZ187_21570, partial [Rhodovulum sulfidophilum]AB17
PLPEECKGKVADAAERVKHLFGRLKKDDDFGSESEISQISNDFAKCGEDFEDVMNSICEQGAGLISQREKCAYYLLMEAA
LCYYWAGRVLVAISDTSSRMMTAEEASSYYSKSISLYNRVSSEIQRSKDAILAYRMATVLSAQGHEDIALEKFREAVGYL
QKYEQENLTENHFLRIRIPRQLGIAIWEEAERFRLKGEAIGATDFLVSRRRNLYLEAIEVTHPLLDNDIGLDPDSIELEP
EGLNREMLMTANNVLDYSLCYLRSGGSISTLEKHGLGLSKLKRFVDALEGPEGIESVRVPVWADTLRAAKMELLDDIEGA
CVAARRVQEMLTKNREKWVIEYDERIVDEMLEDAKKTLDKAH
>MCE8442323.1 carbonic anhydrase, partial [Rhodovulum sulfidophilum]AB17
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDK
>MCE8442324.1 hypothetical protein LZ187_21580 [Rhodovulum sulfidophilum]AB17
MTLLREAAGQRCGDRRVRKVSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGD
CIDLTGQIRALGDAMGMISLSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MCE8442325.1 leucyl aminopeptidase family protein, partial [Rhodovulum sulfidophilum]AB17
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAMAGRLPEGE
>MCE8442326.1 hypothetical protein LZ187_21590, partial [Rhodovulum sulfidophilum]AB17
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLD
>MCE8442327.1 glycoside hydrolase family 3 C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGPLADDRANMLGTWSVSGRAEDVTP
LLEAVGALAGPPPSHAAGCNLVEEDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAKAADVVLVALGEAKEHAGESSSRL
CPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEGVADLVFGRAEPSGRLPVTLPAAP
GQTPLCHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSATEARPGERVSLSVTLTNTGARPA
IETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLEAAEWVRDPGRILLHVGPNSRDTLS
ETLTWLA
>MCE8442328.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB17
RDPDRQTAESHIRIIRHCRSDQWRDMAHSSTASTNSAKPRSSASPKFSGEGGSSSSPRVLQQRLTDPAKLFRLIAMVDGT
KWIMLGADVKGDIYEGILERNAEDTKSGAGQYFRPRSLIQAMVECARPEPGKTIADPACGTGGFFLAAHDFLTDPDNYAL
DREQKEFLKNGMFHGNEVVAGTRRLMNMFLHGIGEMSSEPSVSPADALISSPSDTVDLVLANPPFGKKSSMTFTNAEGEQ
ETEDLTYNRQDFWATTPNKQLNFVQHIRTMLKTTGRAAIVVPNNVLFEGGAGETIRRKLLQNTDLHTILRLPTGIFYEQG
VKANVIFFDNRSASKELQTSQVWFYDYRTNVHHTLKQKPMTYAHLEDFIACYNPANRHERTATWTEDTPDGRWRAYSREE
LLSRDKASRDVFWLKDSSMTYLDSLPEPDVLLDEILENLGAAMENFAAVRQAS
>MCE8442329.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB17
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AISLLAEHAHQIALYSKELQDEIWGDDPDTLSSSSIAPYGQAIEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MCE8442330.1 amidase, partial [Rhodovulum sulfidophilum]AB17
LSDLGGSLRTPAAYCGVVGFRPGFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDARDPFTTVIGGRTPWDA
ADFARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSVLRAVMFQATHARFLD
ETPDLVGALVAENVREGRRYSATDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAFPAEIDGQPLQSYYHW
LALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIAGIPDLAPCRPDIATLSAAPPLRTAPG
FLDVP
>MCE8442331.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB17
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITL
>MCE8442332.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB17
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>MCE8442333.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEVFRVKMRETFYETVEALQADLDAWLVHYNTEPPHLGYR
SIGLSPIETVMSVVGQEG
>MCE8442334.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB17
PRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALFWFGVMVVLMG
AASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNLVFTAVVTPFC
AALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGEKAERLSATFR
KLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYTAMLEVMEAAL
ERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLTRLLLRHFDPQ
KGRVTIGGIDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLPQGWHTPLGEI
>MCE8442335.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MCE8442336.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
QTTGRGDVFIAGTRFFSDQLEAEGRISGVVALGIHGAAIGVSKAAATKVADIADLGRPGLRLALGDPQAMALGRTADEIM
ARCGDPEAIRANTVVRATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATA
FIALLASPEGRAAFEAAGFGAE
>MCE8442337.1 FAD-dependent tricarballylate dehydrogenase TcuA, partial [Rhodovulum sulfidophilum]AB17
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPTPLWGGNTRHSRNIRLAHDSETRWQRGG
YPAAEFAADIERLVPSDTGLAGVLARGSADLGSWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLRLTVQTADGQHSLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AEGAARLPPLLYPPLTAENPADLARLCGIEPGGLAATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLADSGSAHRVFA
>MCE8442338.1 hypothetical protein LZ187_21660, partial [Rhodovulum sulfidophilum]AB17
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENAPTAPAPGAGKSPRP
>MCE8442339.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB17
MRLVPLAPLALAVSVLVAPVAADAAPELRVTGTGSATATPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADSMPMAEGELELDATVTMVFELGDTE
>MCE8442340.1 LysE/ArgO family amino acid transporter [Rhodovulum sulfidophilum]AB17
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MCE8442341.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB17
MARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDIRGLGVIFFLVFTLVVGWMAKGMVGRS
FIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIAFVSTNAKGEIRRLVPADDPILSVFLP
TTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAPRPIQQTARRARDREKIGA
>MCE8442342.1 4Fe-4S dicluster domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGRARPVAFVEDCVVPPGNLPAFLDDFLAVLDAH
GLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYLRDWIGPEAYAALQGVKAAF
DPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPSFKATADLRQSPKGRADALR
AWREARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPLADRLMLLAERESLRVQALV
PLLRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSALFDGAARADALAGLKALGYR
PRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAGLALPPVLLPQEFLR
>MCE8442343.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGRQYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAR
>MCE8442344.1 FtsX-like permease family protein, partial [Rhodovulum sulfidophilum]AB17
GVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAWLDQRLPSELYVTGRTEDEARRLAEWLAPRTE
ALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARGEGVIVNEQLWRRAGLQLGDPVTLPGGAIRPLI
GVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAIEDDFGLPADNMISQQEVKQVSLMVFERTFAVT
AALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELLRAVLLALLTMALAVPVGLLLAWVLLSVINVE
AFGWRLPMQLFPKDWLWLGALALIAAGQAAAWPAWRLARLAPVHLLKVFADER
>MCE8442345.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB17
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWIHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MCE8442346.1 5'/3'-nucleotidase SurE, partial [Rhodovulum sulfidophilum]AB17
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVAHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TW
>MCE8442347.1 hypothetical protein LZ187_21710 [Rhodovulum sulfidophilum]AB17
MIRGTATALALLLAVPGLAAPETGAPPAEAAADGQAADIRTEHWP
>MCE8442348.1 hypothetical protein LZ187_21715, partial [Rhodovulum sulfidophilum]AB17
EFDHRAAQWRNIGRFALSDLRLFAGDRALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSEDLEAATELRADL
DWYPVAPFVMSLVPDATGHAEASRDGARAELAPAPEGYVLTLSGAETDVFSWALPEGSGAQGMIFAGDRGPDWLTPGESL
ARRIASPDYSAIRVLLRMEAPPEELTVRVDRYAEAPAASREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAAEEVAPEGL
ESGALRLPLAPAQAAHCTASLVPPATEGAETLVFVRRKAEDADVLELQTGDGQRQHFYGLGSREVTLSCDATLAWTEAGV
QPSSDRPWRIDPAALDIADDMTVAEVTEQLRFVDAEGVPLALSAPGGGALSPDDGIREAMFPDGTLRVAGPPAKILRAEL
KPEPLSRSFAVSFPDLPVPEAAAQ
>MCE8442349.1 COX15/CtaA family protein, partial [Rhodovulum sulfidophilum]AB17
MSKTRSKPKTRSIFEEVGTDAPPDRPVFQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLD
>MCE8442350.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB17
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MCE8442351.1 hypothetical protein LZ187_21730, partial [Rhodovulum sulfidophilum]AB17
ETAARSSASAAVPSPAPAPAPSPAPAPVAPAPRAEPPAPPAPRPAPPAEPPVSAPPVKAAPPVKAAPPTPRVEPTAPATP
VADADAAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASI
GEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEEL
LQDPVGGLTPPALLPEDLRPVEEN
>MCE8442352.1 hypothetical protein LZ187_21735 [Rhodovulum sulfidophilum]AB17
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>MCE8442353.1 hypothetical protein LZ187_21745, partial [Rhodovulum sulfidophilum]AB17
MAHALDRLSRNQADIASIYQQLQFVRIPIETVSEGEI
>MCE8442354.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB17
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLD
>MCE8442355.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB17
MSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKKGAVDWQV
LKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSVLMGIGGG
SFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLGVRLAHAM
DPKPLKRVFAVFLILVAGNMLRKGAGL
>MCE8442356.1 AMIN domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MKAVSVVLRAAVALWFGLGPGSAGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVHTARAGAIRAGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLTPADTAIGGAVRPPAQT
ALWGLPEPEK
>MCE8442357.1 malate synthase A, partial [Rhodovulum sulfidophilum]AB17
ESHREAAFWNSVFEFAQDRVGLPRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHSDYVLP
DRAEVVMDEAFLAAYAARLVKVCHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVA
MAVFDAEMPGPNQIRTPRQEYRLLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQ
IWQWIRHGARVAARDGTERRMDAAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLN
ALD
>MCE8442358.1 isocitrate lyase, partial [Rhodovulum sulfidophilum]AB17
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARG
>MCE8442359.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD, partial [Rhodovulum sulfidophilum]AB17
PHYTRPAEWRGRAIPEVLLSGNHGAVERWRREMAERLTEARRPDLWAAYRRGTD
>MCE8442360.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB17
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MCE8442361.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB17
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MCE8442362.1 polyprenol monophosphomannose synthase, partial [Rhodovulum sulfidophilum]AB17
MSIGEDLAQIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLMLEVLFMDDDSRDGSVEAVAASGFDWVRIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSAVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQ
>MCE8442363.1 chromosome partitioning protein, partial [Rhodovulum sulfidophilum]AB17
SLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGLKADPKLADRLGATLAKAQPADAEAERRLIERALR
KAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLAARDPLE
>MCE8442364.1 hypothetical protein LZ187_21800, partial [Rhodovulum sulfidophilum]AB17
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPSPAVPAATPVATPVAGARIAGPAPADP
>MCE8442365.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB17
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MCE8442366.1 hypothetical protein LZ187_21810, partial [Rhodovulum sulfidophilum]AB17
MRIGKQARTRWPAAAGLALWLLPAIALASETPQQAETAPAPRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTKDLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVAR
>MCE8442367.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB17
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MCE8442368.1 Lrp/AsnC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MTIPLDDADRRLLRYLQAEPALSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWR
>MCE8442369.1 cation transporter, partial [Rhodovulum sulfidophilum]AB17
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQAAGGDCDCHCGCGGSGTAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALS
>MCE8442370.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB17
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MCE8442371.1 hypothetical protein LZ187_21835, partial [Rhodovulum sulfidophilum]AB17
MRGGLEVLAFGGLALVLHLALWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPEVLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPD
>MCE8442372.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB17
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVSPVELVAAAR
>MCE8442373.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB17
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MCE8442374.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB17
LTLQETGARADPSALAGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MCE8442375.1 CpsD/CapB family tyrosine-protein kinase, partial [Rhodovulum sulfidophilum]AB17
IEALGLPVFATVPLVRDMPRQRPGAPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLNL
AMVMAQADQSVCLIDADMRRGQLARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMVMRPRFA
EMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHARPG
REEGYYGYGYEAAVRRD
>MCE8442376.1 hypothetical protein LZ187_21860, partial [Rhodovulum sulfidophilum]AB17
MDRVTLLVDETGDQISALLNPASLSFRRQSGMRPRRRIGPAVAGGTGRDAPLVFAGDAVTELDLELLFDADFAGSAAPAP
SGPPRDSLDVRGLTAPIWRLSEAAEAHCGALDDLPQVFLIWGRATKLRCRLLGL
>MCE8442377.1 hypothetical protein LZ187_21865 [Rhodovulum sulfidophilum]AB17
MAFAGAVAASVRPPDVDLVAASGTALPEGWSRRGFAPTPAPTGAGLSLVADAAGWFPAMDPVREAEPLPSFERRLDGPEA
RRARFAREQRGELWTV
>MCE8442378.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB17
MSLVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRVVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRER
>MCE8442379.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ILLSGRVSGPLVQIVGLINEWQEAALSIRMLRKIMDHPPERQDDDKLAQPMLSGTLELREVGFAYPGAATPALDRVSFAV
APGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQVGIVLQDNLLFRGTVRDNIAVAVPGAPL
EAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPRILILDEATSALDPESEALVNRNLTAIA
HGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLARCETYAALWRQQTEHIA
>MCE8442380.1 methyltransferase, partial [Rhodovulum sulfidophilum]AB17
LSVARGNAGRLGVSAARFLQSDWYEAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIADGALA
RLAPGGRLLVEIGPTQAAAVSRIFAAAGLEIAAVRPDLDGRHRVVETRVAASGT
>MCE8442381.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB17
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPTGGGEGKSGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>MCE8442382.1 hypothetical protein LZ187_21890, partial [Rhodovulum sulfidophilum]AB17
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTS
>MCE8442383.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MCE8442384.1 dihydrolipoyl dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
PHKASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKT
VFDAGTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MCE8442385.1 isocitrate lyase, partial [Rhodovulum sulfidophilum]AB17
SRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARAAGDTAAEAAAIEAIDGFESHVVPIIADIDA
GFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIEKLRACRLAFEELGVDDGVIVARTDSLGAG
LTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPARLPNGLFPFMEGTGRARVVEDCIASLTQGG
ADLLWIETDTPNVDEIASMVSEIRAVVPDAKLTYNNSPSFNWTLNLRKQVRAQWLAEGKISEDSYPDGNELMKPDYDETD
LGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDRMLAYVATVQREEIRRGISAVRHQHEVGSD
LGDTFKEMVGGERALKAGGSANTMNQFAAE
>MCE8442386.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB17
MRGITLKQPVFVVGHPRSGTTLLATVLGRHSLLAMPPETQYLIEQAPLDGHRLGAEDLDAILANPRIADLGLDRDAVQAA
FGATDRSFGAAFAVLLDIYRRQCGKPRAGEKSPMHLAHAERLLEWFPDARILCIERNGADVIASLMRMPWSHRIIRRHGY
DWLQSLRRGRALEARHPAQAMRVRYERLTGAPEAEIRRICAFCGLPFEPSMLSPGAAGTVPDWERGWKADAARPR
>MCE8442387.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
WAPLFLLGIWGGAEEAGLLGAALRISVLVTFFLAAVNTVAAPAFAALETRGDREGLHRTASRLALAVLLASSPVLAAMLV
WPGRVMGLFGPDFVAGAPVLAILALGQAVNAATGSVGYLLMMTGHERDMRNAALLAAAVMAVAAFGLIPAFGAVGAALAG
ALAIAAANLTNAWQVRRRLGFWVLPR
>MCE8442388.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB17
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETKIRHAAQAALDAAGAAGVLAETRAFDYVR
REIYEDFEAFMGRISSFAPERGALSADLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MCE8442389.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MCE8442390.1 hypothetical protein LZ187_21930, partial [Rhodovulum sulfidophilum]AB17
SLGVEIDTPATGCCGMAGLFGHKTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MCE8442391.1 ferrochelatase [Rhodovulum sulfidophilum]AB17
MFDSKEGGASSATSGLTGARPEYGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MCE8442392.1 response regulator, partial [Rhodovulum sulfidophilum]AB17
GSLDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSAVDCGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDS
DRNAAPAAPHGSRRRARPLSGRLDGHMVLVTDDNPDVLRVISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYA
MPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHSGREFAAVLGKPISSADLLAAAEAAILDR
>MCE8442393.1 ABC transporter permease [Rhodovulum sulfidophilum]AB17
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPIWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>MCE8442394.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB17
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAASGAAPAAKEKPAPKPEASP
AAAPA
>MCE8442395.1 precorrin-3B C(17)-methyltransferase, partial [Rhodovulum sulfidophilum]AB17
SFAMAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDG
ARPLVYTPRSAPE
>MCE8442396.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB17
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAAGACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPPRRVFLAVGRMHLQAFAARPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MCE8442397.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHLD
>MCE8442398.1 hypothetical protein LZ187_21975 [Rhodovulum sulfidophilum]AB17
MQSERICCGSGWATASSFLYCMRFGLQNAPNMIKLGFSRNPRSRMHHQLMCSPEIGGTILRTITISTGRKALSLEKQIHG
DLKRAHPGAVIPPEQYREHLRVKSEIYSAGLEPAILAMLDTLDTGTDASA
>MCE8442399.1 hypothetical protein LZ187_21980, partial [Rhodovulum sulfidophilum]AB17
MRSALDPRARLGQDRFMHIRTGLLCLLLCLVPLRLAAENVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPA
KRSLPRLAMTSPGGPERSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAA
LRDNRLIAPTLQMILRRGYAPVRSRAAYFTAIAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLA
RLSERLFDTDGAIARIWRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGRRARIRV
>MCE8442400.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB17
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
ADRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MCE8442401.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
MAKFASIRTALIPEGVVVRSFFISAHAVSSLRATGKAQKVEVLEVKEFREKFVGKESYEYARRNVEFGSALDPYTNKSDT
GIFVDTGYIEKSTGRTYSVDEISQLLTNGKRIILLGEFGTGKSRCAKEVFEKISRNDILFPTLAINLREHWGHQSFDLIV
RSHLSSLGLSGLEDSAVRLVRSGALGFILDGIDEIGSQSWSGEPERLKEIRRRSLQGVRDIVSKLGGKGVLLCGRAHYFS
NDEEMLSCLGLKEDTILLSCPEEFTEDQAVDYLRLNTGLTEFPEWSPRKPLICQLFSKLEPETMRALIEGSSGEVDFFEK
TFQAICERETRIHPSIDSEVLRKVLLGIATASRRRNEVNEEISPVEINEVFHKE
>MCE8442402.1 glycerate-2-kinase family protein, partial [Rhodovulum sulfidophilum]AB17
MRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLVITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRL
LEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLASGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLI
SDVPGDAPADIASGPTVGHRGDAARALAALARWGVVP
>MCE8442403.1 Rrf2 family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
LEKRTPMRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDIT
VGEVFRHLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MCE8442404.1 cysteine ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MSRKRAKKDDPAAKRLSQMTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRA
LLDHRAGALSFRAADIVLALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGV
AFYFSWAIGLVLLFAGPLIPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRG
RTMEVLRVAFLSSTVLELFSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADA
NAVARELAELEARDETTFLGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFQ
>MCE8442405.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB17
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MCE8442406.1 30S ribosomal protein S11, partial [Rhodovulum sulfidophilum]AB17
AAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MCE8442407.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SLQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLGP
VPLGPAPNFRLR
>MCE8442408.1 extensin family protein [Rhodovulum sulfidophilum]AB17
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGALPAEAVAVRPEARPATVLARMMNGPRRSRPEAAAGRGLDRSL
RPVPRPSDLLAKLAAGPRSQPSAVSIPRRGVVCGDPAITGEMIAPIISRIAGCGVARPVRVSAVDGVALSQPVTVDCATA
RALRSWVSNGIRPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGRV
LKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MCE8442409.1 hypothetical protein LZ187_22030 [Rhodovulum sulfidophilum]AB17
MSVFDSIVPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>MCE8442410.1 hypothetical protein LZ187_22035 [Rhodovulum sulfidophilum]AB17
MADETIARDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPEPARRARFTWA
>MCE8442411.1 hypothetical protein LZ187_22040, partial [Rhodovulum sulfidophilum]AB17
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATK
>MCE8442412.1 hypothetical protein LZ187_22045, partial [Rhodovulum sulfidophilum]AB17
SFYIRDRGECVADDASCVSKFGSTPFGAPAAETRLNISVPDPDSHLFRVTAISESRPVLLTALYYLSEPVSIRPTIVNAL
LADPILVFFATLLTGGVAVLQFFAPRSGRG
>MCE8442413.1 ATP-binding protein [Rhodovulum sulfidophilum]AB17
MSIYLNAIALQFYKGIGPEMQYVAPFSEMNFFIGANNSGKSIILNFISQHLPFREGVAVSTSMGSNADIHRGSTTGNYMA
AVGVPATVTASRLEQKLQKAPIGRTNYLETVKEILSRLSLNDHLWIAPNNRTDADDFLHRPDIEDAATWVNKHAWRELWS
ALTRKERGELNKYWIPETLTHIAN
>MCE8442414.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB17
PHHTICASKKDQNSLLAATMIHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNGGPRMDAHAGHDPRAPL
STVAASGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGAF
VTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDDPTFRPFSKDVQISCCGNSVCPPVAAAIIAANC
PHLAASRQEQEAHDAV
>MCE8442415.1 hypothetical protein LZ187_22060, partial [Rhodovulum sulfidophilum]AB17
MPSETFTRSFGRFEAEATPAEARLIIRDECEDVIRLFGRDLVRSSLLGGSWTPDIERALRWGLELIEAELGEDLRYRAGV
MAAVKLCWRLRLANDPRRAEWLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFR
>MCE8442416.1 M48 family metalloprotease, partial [Rhodovulum sulfidophilum]AB17
MGAMTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLRDSSLNAFVLDSQTV
MVHSGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLF
FAHTRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSRSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDPE
ADYWFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESR
QFGPAVQAYARAVQMAPK
>MCE8442417.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB17
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAAQ
>MCE8442418.1 1-acyl-sn-glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB17
SWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDRREARAQADLFEARLKAGHRLVFFPEGTSTDGRRVLP
FKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLRVADFADRKA
LALACEEAVRSAAPKL
>MCE8442419.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB17
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVAALGALIAAMG
>MCE8442420.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB17
MATIAYLLLCREGPSATVALAERLSAAGDLVALHVDRRARPADTAAIRAAVAGNPSVVLARSVRCDRGEWSRVHAVLNTA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDSQAVDGGGQMALRPICRQDVAAPRRRAGIRAAVAT
GKPPGRAPPGDLWGMSGSRWWCLRRGTVEAVLAFLAGRPDVRRFFRAGGWPEAPLSATLFQTLVRHLVPGED
>MCE8442421.1 gamma-glutamyltransferase family protein, partial [Rhodovulum sulfidophilum]AB17
SETLSGPDEACPAYARALIAAYRDRLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARAVSPSTGLLLNN
GIMWFDPVQGRPNSLGPDRPCLMNVCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTD
RIVADDRLPGRICDALTAVAPVTVTRKSILPYTFACPSGVLQESSRRAGMTEPTSAWGDAVAEQG
>MCE8442422.1 amidase, partial [Rhodovulum sulfidophilum]AB17
MSDATDPADMGALEARRLIGRGKLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGF
>MCE8442423.1 hypothetical protein LZ187_22100 [Rhodovulum sulfidophilum]AB17
MAARATGASPSEAVGQAAALAARVIGQRGALAPGLFADGAEP
>MCE8442424.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB17
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPNLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMALGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATAETRRAMAELQLANIRAFLDGEPLPSPVN
>MCE8442425.1 hypothetical protein LZ187_22110, partial [Rhodovulum sulfidophilum]AB17
HAKANRLNAPPVIRFLCAGEQGDRNGRCHWHLIIYSNVDLLHLGEYRHRGRVVTKRPDMMSVGKRKIRLDWSLWGRGFVT
LQDPDEGAMHYVLSYCLKDQFTEENSKGTMRYASAENFSTGLFRMSKRPAIGEQWLFQKMDRLLSAGAVIPKLEFRVPGL
SGYWVPNGAFRKKALWALVALNKRILWTTGAPAPQWSSLVASLEGCEADLEILHGLPQEEEDESIEFQLERRAREEAQRK
RDAEIVRTCGRELPCRACLDNYSEEDLAALGVVRVPQEAGAFFAYRAAPGFEAPEARWKRPGKGINAHCRLSHLEDRKRV
FPASAGRSRS
>MCE8442426.1 phytoene desaturase family protein, partial [Rhodovulum sulfidophilum]AB17
AAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVFRELWAACGRDFDQDVTLAPMDPFYEIVFADG
ERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRPMNEWKDLVKVLHIFGMLRADRSVYAHAASRV
KDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAALAEAMAGVIEGQGGTLRMKTEVDEILVKKHRA
TGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWSMGLFVWYFGTKGTRGKWADVGHHTVLNGPRY
KGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNLHCDNPVDWKAHAESYRQSVQAVMEEKLLPGL
R
>MCE8442427.1 mechanosensitive ion channel protein MscS, partial [Rhodovulum sulfidophilum]AB17
MNRFFRRLFPLLLATLFLSSLPALAQTAPAVEDAPGAEARALIDILRNDSAREALIAELEQAAGRGSADQDRAAAPPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPQHRR
LGRKAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTR
>MCE8442428.1 hypothetical protein LZ187_22130 [Rhodovulum sulfidophilum]AB17
MRVNLRMALLNPKLFNLYVKEWHGRRVCEGYKAGVAALVAGGIVVLMLNDAEFAASMAPLVKWGMIAVPAGFSIYSIMAI
FFPSALFWLAHQHEDVKRALADKRHQ
>MCE8442429.1 NADH-quinone oxidoreductase subunit NuoF, partial [Rhodovulum sulfidophilum]AB17
ISYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGTKLFAISGH
VNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAAVIVMDQST
DVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAWPIQGLIRH
FRDEIEDRIRARKTGRTSAVAAE
>MCE8442430.1 DUF5333 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTAVISPLGRAAAFAAGLGLAATVSAAGAETRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAS
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSQ
>MCE8442431.1 F0F1 ATP synthase subunit beta, partial [Rhodovulum sulfidophilum]AB17
ISTLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVLIM
ELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFRDQ
SGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPATSF
AHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTVAR
ARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MCE8442432.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB17
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MCE8442433.1 glycerol-3-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
SKILPPTRSLDLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCE
TGAETTRRARILVNAAGPWTADLIAGALQQAPTDSVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGT
TDAEHADPDTPPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFG
GKITTYRRLAETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTEPWARRLVRAYGTEARGVLGD
AQAAADLGRDFGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MCE8442434.1 glutamine amidotransferase, partial [Rhodovulum sulfidophilum]AB17
LQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIEAAILGL
LPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEALPPGCA
HLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFVARHASA
>MCE8442435.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB17
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MCE8442436.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB17
SGLRALLLDDEGQPAGSAERPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPKALARVRGIAVSGQMHGATLLDAGL
APIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRHHEPEAFARIAKVLLPAGFLNLYLTGRAVADM
SDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIASGAVVAGGAGDNAAAACGTGALAEG
QGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAALGETLRPPGRVR
FLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPARLLAIE
>MCE8442437.1 hypothetical protein LZ187_22175, partial [Rhodovulum sulfidophilum]AB17
QQGLDQQIPHPLLALGLFPRIHLGSLLLSLAPPACRAPPSGAARPGCLFSFLLVSSPFSGDGNGAKKGGGPAETRNVP
>MCE8442438.1 hypothetical protein LZ187_22180 [Rhodovulum sulfidophilum]AB17
MAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>MCE8442439.1 serine--glyoxylate aminotransferase, partial [Rhodovulum sulfidophilum]AB17
MKDRPMHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNA
LRPG
>MCE8442440.1 IclR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB17
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPI
>MCE8442441.1 PDZ domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
VLALGGDPVNTPQEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVV
QENALPAGLSGVLVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAVAARKGGRRWYVEYLRNGRRGVLRFRV
>MCE8442442.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLM
>MCE8442443.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB17
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDSMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
TRFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDQ
>MCE8442444.1 carbon monoxide dehydrogenase, partial [Rhodovulum sulfidophilum]AB17
MYAFEFDRPTTLDAAVAALGQEEAQALAGGQTLI
>MCE8442445.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
KSRGRLRGLGLNCYIEACGIAPSQLVGQLGARAGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDM
VEIVHGDTANTPMGMGTYGSRSLAVGGSAMVRATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLA
AYVPHNYPLEELEPGLEETAFYDPNNFTYPAGAYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIG
QALMEAAAYDEYGQLLSGSYMDYAMPRADDVPFYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFT
DVAHIDMPLTPSRVWAAMQG
>MCE8442446.1 DUF3458 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
IWQDKKAPQVIPLALGLLSPNGDEVLPTTVIELTEARQEAVFEGLGAEPVPSLLRGFSAPVILERDSSSEERAFLLAHDT
DPFNKWEAGRSLAREILIAMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAA
RETARTAIARHLEQLWPGIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVE
TGGAEEALDRFARRWGDDRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAG
YDLLADWLIRLDGVNPQTAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMG
>MCE8442447.1 hypothetical protein LZ187_22225, partial [Rhodovulum sulfidophilum]AB17
SKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREADLAHREQHQTQQAEVAQALTADLDARAGEISLREGEVAAA
RTELVSEAQEVRAQKEELDASLAAIDHVVAEIETGGIQMLNDGKLQFRDPAPIRVAPRPLRVRLLPIIRRLVRKIDETEK
RASFVEEMMRRMQRLFGRPDLPEDVEHEAREIEADWQGGHL
>MCE8442448.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB17
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMARPVDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MCE8442449.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB17
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTQGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLCGG
>MCE8442450.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB17
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MCE8442451.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB17
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MCE8442452.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB17
MTARALALSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNLLPAQSGQVLLDGQNIARMPARALACQVGLLP
QSAQAPAGIIVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADLAGRDVDALSGGQRQRVWIALVLAQETPILLL
DEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIVMAEGALVAEGTPRDLMTPELLRRVFGLDALI
LDDPVSHTPLIVAR
>MCE8442453.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB17
IAPGVFDRAFEGARFQPDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGM
ETSYGSYRGSAPIISSLATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDG
RRDIWSEDPTDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQ
PAGARGAAFMIFDNFRVIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGR
IGPNTVSALRAYQSAVGMIPDGYASMAVLRRDRKRVV
>MCE8442454.1 type I glutamate--ammonia ligase, partial [Rhodovulum sulfidophilum]AB17
FFLFDDVRYSVTPNKVAYAIDVEHAAWNTDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHH
EVATCQHELGMIFDSLKNQADNLQKFKYIIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSN
EALWFIGGLLKHAKTLNAFTNPSTNSYKRLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFS
ALLMAGLDGIRNKIDPGEAMDKNLYDLPPEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYA
FEHTPHPMEYKLYYSC
>MCE8442455.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB17
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MCE8442456.1 stationary phase survival protein SurE, partial [Rhodovulum sulfidophilum]AB17
GTWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIA
VTPLRADLTAHDCIADVKARLG
>MCE8442457.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
VSLIERRAGALYAEALGQCAGPGPFLPFARYLEEETVYRAGPRHDRDRAHWAEVLRDIPDLVVLPKGAEDYAPTPVAAAP
DLPAGLDARLQRAARAAGMGWPDLLTLLSAAWIARDRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRHGET
LGTYLERSGRALRGLRRHGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSART
DGSDLALSIDADPAAAKEVAAAARTLVPFLVRACAPGARDRPLADLLADGPAGPAPCRTPRTARPIASRQEKT
>MCE8442458.1 hypothetical protein LZ187_22280, partial [Rhodovulum sulfidophilum]AB17
MSACRRLAALLVFLLLVLRAGLPLSVAMAQPLGRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGSRPGPQHQAEFE
>MCE8442459.1 N-acetylmuramoyl-L-alanine amidase, partial [Rhodovulum sulfidophilum]AB17
IYDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFVPLETRIDIARAARADVFL
SLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLARTDTQPRSDRLAEAIVAG
LRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRGWAEADAAAAALLRR
>MCE8442460.1 efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB17
VIPLHPRTVTPELTAFGEIRSRRSLELRAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAEL
RDAEKRLELAHDELAATELQAGLRQKALGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTAL
ARARIALADAERALADTELRAAFSGTLIDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVT
VTLDVYGANLTARGVLSRESGAVPEDQVGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAG
DRLVSVPVTLLRREGDRVIIRAPELAGREAVAEQ
>MCE8442461.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB17
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MCE8442462.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB17
LGQGEDIWSGVLGVYFSDEDADADFANSYKGVPLGSADLSYRTRSLALFGEATWRFASDWALTGGLRLQQDRIEIEGKTS
YVVDERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKEYYEFDPETALNSEIFLRGSALDGALDV
SANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASSTLRLSGDIGALQTEVTEFSDHDGTKYE
GNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALANMRLSYRPRDGVEYFAYVNNVFDNRA
ELSVSTNDAAEIAQPRELGLGLRVTF
>MCE8442463.1 spheroidene monooxygenase, partial [Rhodovulum sulfidophilum]AB17
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
TYRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQA
>MCE8442464.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB17
SDPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVPDIVFF
LFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVLYGAMR
AVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFAYPHPD
WRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MCE8442465.1 amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFL
>MCE8442466.1 xanthine dehydrogenase molybdopterin binding subunit, partial [Rhodovulum sulfidophilum]AB17
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRILAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFL
>MCE8442467.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ILGQVAFLSGCEDLTRIEITETEIRLGAGVTIARLREVMRTHHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPA
LIALGATLHLRRGARRRSLPLEDFFLDYRKQDRAPGEFVEAVAIPRQPDNLRCYKLSKRRDQDISAVLGCFNLIVRAGRV
ETARIAFGGMAGIPKRARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAKNMLWRFWHESRNDPTDI
DELAP
>MCE8442468.1 hypothetical protein LZ187_22330, partial [Rhodovulum sulfidophilum]AB17
MSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFEADGQICFRYDHDPEDPQCWSFFESGQGLM
ARFEN
>MCE8442469.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB17
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAVARADETATAPVLPADPEPAESAPERPPEPEPAAPREQDRP
TPLVLGAAEAVTHAAEPETEARRDETGSEPEPSPAPAPEPEPDPEPTPAPEEPVPTPEPEPAPEPLPMPDPEPEPD
>MCE8442470.1 alpha-ketoglutarate-dependent dioxygenase AlkB, partial [Rhodovulum sulfidophilum]AB17
MALAVSAAAKAGYPAFCPDAGLINRYDPGARLSSHQDKNERDFCNPIVSVSLALPATFQFGGSQRSDPVAKYALHHGDVS
VWGGPS
>MCE8442471.1 hypothetical protein LZ187_22350, partial [Rhodovulum sulfidophilum]AB17
SVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATLSDPLADLLRAAGPLATFRLLTTGTLPEAALSDY
AREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRETDPPISDGDWLRLQAICGG
>MCE8442472.1 trypsin-like peptidase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAWL
>MCE8442473.1 chlorophyllide a reductase iron protein subunit X, partial [Rhodovulum sulfidophilum]AB17
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEA
>MCE8442474.1 chlorophyll synthesis pathway protein BchC, partial [Rhodovulum sulfidophilum]AB17
EWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MCE8442475.1 cation-transporting P-type ATPase, partial [Rhodovulum sulfidophilum]AB17
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRDGRRVTVEAADLVPGDVVLIEAGDRVPD
>MCE8442476.1 NAD-binding protein, partial [Rhodovulum sulfidophilum]AB17
LGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEAAWMVSSVPILPGGLTQEDTR
RTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETERTAIPGIDSEAPQPA
>MCE8442477.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB17
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVITLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MCE8442478.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB17
MREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERES
CNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAED
LAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MCE8442479.1 CDP-diacylglycerol--serine O-phosphatidyltransferase, partial [Rhodovulum sulfidophilum]AB17
AGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHAA
LQARRPGDE
>MCE8442480.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB17
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MCE8442481.1 formyltetrahydrofolate deformylase, partial [Rhodovulum sulfidophilum]AB17
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMR
>MCE8442482.1 hypothetical protein LZ187_22405, partial [Rhodovulum sulfidophilum]AB17
SNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTKGFKALEGLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVL
TPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMRAAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGM
TAAVSPLLPLVLTVAALAAQFSASVADATGAGGLVAERSKGLIGNRAAYAVLVTAGIALTWTADIFAIIAYASRAFALYY
ALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MCE8442483.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MSTGRKTRGADRKSADMPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANV
GMTVFIGITAPRHETAWLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEEL
KFTTAVPSTYL
>MCE8442484.1 hypothetical protein LZ187_22415, partial [Rhodovulum sulfidophilum]AB17
RLYASGRVTPAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAGLALHSEDMAATAACLAASGVSPVETAR
GIALAPSDCAGAVLEFRQR
>MCE8442485.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB17
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGGLSEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFDFPVRLLQGTADEDVDTRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MCE8442486.1 hypothetical protein LZ187_22425 [Rhodovulum sulfidophilum]AB17
MSGRPVRSGAAQVRPVLARVFRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQKEIEGSG
RYLAGVIVSAEDFAGLPLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLAEPAGPADLEIALCRLAARG
>MCE8442487.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB17
LKARYGAHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDD
LIRAVNTLARRPDAARQTGARMREIAERRYRWAEVGAAYFALLDPAGAREQDVPAPDQTGNRAA
>MCE8442488.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB17
LSGSFVDLFYKDWAERFNRMTGEGRTQIEILPFQAVVPYRETLDAIGAGILAGDMQAVSYFAGRDQAFSIIGDLISGYDT
PDQVSMFCQYGGGKEVLQEAYDSIMPGQLHVVGCAAFTREALVSAVEINGVDDLKGLNIRAPEGLATAVFEAAGASPVPL
PYSEVFSALEQGVIDAADASSYADNARTGVHEVAPYPLYPGIHSMAVLQLVIGQRQWEAMSEADQLALDTWYTAMMTSMA
RASFIEDERVKAEELASGTVTVIDWPQEERDKLRAIAVGAWEAAAAQSDLAEKALETHRSFMKKIGLLD
>MCE8442489.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB17
FVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDFAKGIIEGKQSGLPELAQDVLRVLSRQ
LVELHNRLRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKSGREFAAWLGLTPRNHSSGGKERLGKI
TKMGDRYLRQLIVVGMTSRVRQVTNHPERADPWLTKLLQRKPARLATVAMANKTARIMWAVLSRNEPYRPHTA
>MCE8442490.1 SLBB domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
KKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIW
FEDLYDDPTLDIALRNGDRILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEI
ARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MCE8442491.1 riboflavin biosynthesis protein RibD, partial [Rhodovulum sulfidophilum]AB17
SGLVDELIGFTAGLALGAEGRPSIGPLELAHLAEAPRFALIETRPLGHDLLHVWSRG
>MCE8442492.1 DUF1194 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPFQGITVNGLAIGGGSPSDTEVFA
FYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>MCE8442493.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB17
MSDPVSDAPSDPGSSWPPGATDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLDLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRSDLEAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MCE8442494.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB17
MTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFSAPLMAALE
ALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRASAGPAPDETAFRKAATAFGYGAGWETG
HVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGPAGA
>MCE8442495.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB17
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MCE8442496.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB17
MTAAPIIDTARLRLRPHRVEDFGPYATLFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>MCE8442497.1 signal recognition particle protein, partial [Rhodovulum sulfidophilum]AB17
SLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMGGGMGGMG
GGMGLPPGLGGLGGFGKKK
>MCE8442498.1 S1 RNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
WRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFAVLTDILGDED
HLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIETMTIPTDKIRE
VIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGAFVNFFGKRDG
LVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMK
>MCE8442499.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
NAVALSADLSDPGRAKGVARAVSDPFGPPDILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPAMRDRGWG
RIVNFASLQSLRAFPGGIAYGASKGGIVQLTRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRN
GRLPDIVGPALFLCSAASDYVTGQVLPVDGGFTAK
>MCE8442500.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MKALIYTGPRLLELRELPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSAPPGGPVAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSM
>MCE8442501.1 pyrimidine 5'-nucleotidase, partial [Rhodovulum sulfidophilum]AB17
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRID
>MCE8442502.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB17
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MCE8442503.1 hypothetical protein LZ187_22525, partial [Rhodovulum sulfidophilum]AB17
MVPPMLALWSWVIVTVILFRVLRPAGALVACLLGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVAAGVQRPRPA
GTGGASRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRLLADE
AGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFHPASWIQHLD
>MCE8442504.1 WecB/TagA/CpsF family glycosyltransferase, partial [Rhodovulum sulfidophilum]AB17
CLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWIWRMLSDPARLGRRYLDCLLILPGLT
RRALCQRLRRGG
>MCE8442505.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB17
LPDETPLEARRSESRLDRQARMEIQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQ
IARLGMTPVDEPEAGIRIEMPMGLVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRER
SSRSFTLIGKNDRLQSHTYAQLTGGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSG
LEVRKPDATHSGFFVDPEGAVLTTTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRD
>MCE8442506.1 hypothetical protein LZ187_22540, partial [Rhodovulum sulfidophilum]AB17
MEKPTSSEKPDQIEVDCINALAGAAEVKNRVLSGLALGYPSIESSAYLIKCRVKEHSSLVEKVQNKRECGNPDYSAKDAT
DIVGLRLLALFRGDLPTLVNNLLNFLRAGQSDDFSLFVGNNLADACSEIIVYTAADPGDQVDQMVFDIFRKKGIRIQGDA
SQDAQDESKIIVKVVRKESRYSSIHLIVWCRNLISKQEKHKIPMEIQIRTSLEDVWGEIHHGLSYKNKSLHNNDAAREFI
DSAEEHLINLKAQLDICARTADLISKQMSYAGPAAGRSTAQVSAFSD
>MCE8442507.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSSIET
>MCE8442508.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB17
SVGFRAVKLIAESAAALPLICQDEDRRYETHPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHV
LRSDRMRLVPGTDGWPVAYDYMVGARKHRFDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDN
AARPSGAIIYTGSDGQSMLSEEQYSRLQDEMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAF
GVPPMLLGIPGEATYANYQEANRAFYRLTVVPLVAKVTGALAEFLGHFGSSAVSLKPDL
>MCE8442509.1 acetyl-CoA C-acyltransferase, partial [Rhodovulum sulfidophilum]AB17
GQGQAPARQAALGAGLPLGAGATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEV
KDHMFLDGLEDAYDRGRLMGTFAEECAEAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQ
PGKARPEKIPSLKPAFREGGTVTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKL
MERTGLTLSEIDLFEVNEAFAVVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGAR
>MCE8442510.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSR
>MCE8442511.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB17
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWA
>MCE8442512.1 hypothetical protein LZ187_22570, partial [Rhodovulum sulfidophilum]AB17
MRSTGIVSENEYRVRRLVRAGLAGLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPD
>MCE8442513.1 superoxide dismutase [Rhodovulum sulfidophilum]AB17
MAFDLPALNFAHSALEDRGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTAL
LGLDVWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MCE8442514.1 ferredoxin family protein, partial [Rhodovulum sulfidophilum]AB17
MTYVVTENCIACKYMDCVEVCPVDCFYEGENTLVIHPDECIDCGVCEPECPADAI
>MCE8442515.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB17
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>MCE8442516.1 hypothetical protein LZ187_22590, partial [Rhodovulum sulfidophilum]AB17
LVGQLVLAGLALALISVPAVLPMLHHAETTLKEFWIPLTTPGRLVSQMREAYPYPAPLLPVVLGLLGLGLWRLRGSGAAG
LLIPAMVIGQPTALALLGLVEPVFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLAHYQPSE
PERLAAFFDRIDPAETELILGRQNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIV
QQIRPPAPPGAEVTPALDRIAARGRLIAEARGA
>MCE8442517.1 divergent polysaccharide deacetylase family protein, partial [Rhodovulum sulfidophilum]AB17
AAGPLRPDAPLSMVGEQAAPVDAAPEAARPATPAMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLTFPFPVT
FVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLAEALDRIDGSVALVTPEQVGFEGDRDLTGAVLGLLEA
SGHGLVTADKGPNDALRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQNGHAVIVGHSQPETVTAIYAWALL
SGPADAVLAPLSAVLRQSRP
>MCE8442518.1 16S rRNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MDEARERGTERTRAAALDLIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLA
>MCE8442519.1 DUF1674 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MSDDAENTARKDLPPAARRALAEAAERRKAAEE
>MCE8442520.1 tRNA (guanine(46)-N(7))-methyltransferase TrmB, partial [Rhodovulum sulfidophilum]AB17
SKTLRPSQKDYLDSDLAALAPGAVDWDVNPDRVPIDLEARFGGREVWLEVGFGGGEHMVHQAATHRDAAIIGCEPFINGV
AMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKTRHHRRRFVTPEFLEPLARVLKPGSQFRVATDI
PDYVRQTLVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREGRVPHYLTFRRR
>MCE8442521.1 hypothetical protein LZ187_22620, partial [Rhodovulum sulfidophilum]AB17
DLYKNFQFPISNLQWGSLSGPMPTGRDGPGDPRCAAGGYSDAPVTTRMDSVFGQEDGRNDVGVSAA
>MCE8442522.1 hypothetical protein LZ187_22625, partial [Rhodovulum sulfidophilum]AB17
MKRFALGRTECGADRIEVAGQAGMSDRRKRPGPAFAMMIICVPAGWLTLIAALLLGGSLLAAVAAMIAAMWGLFVLGLVV
>MCE8442523.1 Bax inhibitor-1/YccA family protein, partial [Rhodovulum sulfidophilum]AB17
LTGLGQALYASPLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAG
LSLWGYTTKKDISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWL
GKSAIMGALSLYLDFINLFMFLLQFLGNRD
>MCE8442524.1 phosphoserine phosphatase SerB, partial [Rhodovulum sulfidophilum]AB17
MFVVTLLTSPAQPMLERGTVESLRDAWGGGAAVWLAPGIAAEFPVDSLPGNFREVWSDLQTLGIDLAR
>MCE8442525.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQPFARSSVIAAALLLHE
AGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIARSRHPVPTELVLSIVR
RESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEFGPNPVLVAAAYNAGPS
RAHRWIAEQGDPRAAGVDVIDWIEL
>MCE8442526.1 iron ABC transporter, partial [Rhodovulum sulfidophilum]AB17
PSPTLFRSQVWHPTAHGQPRWLFLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMA
QGAPAEVLCDELLSRAYMCPLRVNALPSDGPYLLPQASGPIAAE
>MCE8442527.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB17
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKR
>MCE8442528.1 hypothetical protein LZ187_22655, partial [Rhodovulum sulfidophilum]AB17
MTSAYQVGFEGSAELAVACGPEGQPLMGVLTDGAEPPDGDFERPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGST
LVLYDYLGAPV
>MCE8442529.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
TFKPAMKMLITEDDRKIRLTEKETNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLL
VTESGGYRLVA
>MCE8442530.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB17
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRGRDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MCE8442531.1 adenylosuccinate synthetase, partial [Rhodovulum sulfidophilum]AB17
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLD
>MCE8442532.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
LTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMGRIVGPKVAARFGRSILELGGNNAG
IVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSVGNPLETDALVGPLIDGAAYRAMQE
ALEAAGAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRYSDFDAVFEAHNAVGAGLSSSIFTT
DLREMELFLSARGSDCGIANVNIGTSGAEIGGE
>MCE8442533.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB17
MRLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTG
KVRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTT
PQDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEA
AAERFLCETKPNLQKASSVDLRRI
>MCE8442534.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB17
LGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLFEAIGRYRIDYVVFHNRLDAAAERAQDRPWPPPCRT
DRDGFAVAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPTTRRAAAAAKAMNDPVLLGAPD
VMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQRPAEILRLPDRGRLDIGKRADL
CVINERTRAVEMTIAGGRLTYLAGEAAHRFV
>MCE8442535.1 bacterioferritin [Rhodovulum sulfidophilum]AB17
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MCE8442536.1 hypothetical protein LZ187_22695, partial [Rhodovulum sulfidophilum]AB17
ISVRGAPGLPEGAPRMIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKIFRSLGKRADCGDCMTLFLDTMRANANLEVP
PDLQNLRPQHRKDKTSCKATPRSSNT
>MCE8442537.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD, partial [Rhodovulum sulfidophilum]AB17
CVLVREGRIVGRGWTAPGGRPHAEPQALAQAGGQARGATAYVTLEPCSHHGKTPPCAEALIAAGVARVVTALEDPDPRVA
GRGHALLRAAGIAVETGVLAGAATRDHRGFLLNRCTGRPMVTLKLASSFDGRIATAAGESRWITGPAARRHVHALRAAHD
AVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHGAGADPARRSAWQARGARLIEVA
TGAGGGLDPAALLSALGAAGLTRVFCEGGG
>MCE8442538.1 OpgC domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRISAIDGLRGFFLAMMTMAHLSRDGQTLVGTLNHHRLGWVEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRAR
TIYIYHALLMAVITMGVMLLYPRPADLNPEWSDAPLLYSLFGFLLISAPRYLDILPMYAILVALTPIVLIQLRKERYALV
MVTSFAVWALAQTGLPTHLLQAIGETTGLDARNIHLGLYFNRFAWQILYVGGLVAGMLMAQEKLSLVFLRRDDYRAIFLI
SLALK
>MCE8442539.1 hypothetical protein LZ187_22710, partial [Rhodovulum sulfidophilum]AB17
MKPPGFGVDPAFRAAAARARARRRRRLIRPVLLGLLALGLATAGWRLTRDRPETPPAIATGDDLAMVPEAEPDAETPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPDFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRSRSAPGDLALGLLPEAARHPFFADSLLRLGPGADLATALTGAGLGAEAASAATGALD
>MCE8442540.1 DUF3470 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTAAGEPPANADEMDGIPNKLQTHFSPEPGQKEAS
>MCE8442541.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB17
MTATAPAKTDQTTHAFREAMASLAATACVVTAADADERVGRTVTATLSLAVDPPSLLVSIAASARLSSLIRARGGFSFAM
LQADQPTVAEAFAGKVPRDRRFEHGTWEAWPSGHPRLRGAMVAMDCSLAGEIETEDHVLFVGRPQAIDLAETRQPLVWHH
RRFTTVRPL
>MCE8442542.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA, partial [Rhodovulum sulfidophilum]AB17
MSDLTRLTIADAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGE
>MCE8442543.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB17
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MCE8442544.1 tryptophan synthase subunit alpha, partial [Rhodovulum sulfidophilum]AB17
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKD
>MCE8442545.1 ethanolamine ammonia-lyase subunit EutC, partial [Rhodovulum sulfidophilum]AB17
DGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMCLMLIGERPGLSVSDSLGAYLTADPVPG
TRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPAGALAP
>MCE8442546.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLD
>MCE8442547.1 hypothetical protein LZ187_22750 [Rhodovulum sulfidophilum]AB17
MRPPLLTFAVAAAFAATTSPSSAQGALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSTLPESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEASKSYREALAPYCPGFNLDY
>MCE8442548.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB17
LDYAQGRSPKKIAEQLNREGVPGPRGGSWGASTIHGNRERGTGILNNELYVGRQVWNRLSYAKDPMTGKRVSRMNPEEEW
EITEVPELRIVDDELWQAVRSRQGALISKGTRVPVWDRRRPRFLFSGLMQCGCCGGGFAKVSRDAFGCSRARNKGSAICT
NMRTIKRVDLERRVLDALEHHLMDPGLVEAFCKEYTAERNRLQDAALAGRGNLEKELARVRGSHAKLVDAIMAGIPAEQV
KDRMLALDARRRELEA
>MCE8442549.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDPDKTVWEEVSDGLDIV
VLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETLQALEAALEDFAGCAV
IISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MCE8442550.1 methionine synthase, partial [Rhodovulum sulfidophilum]AB17
ILASARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLAAHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRM
LDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGTLATFYTLRQQTAKRPGVANAALADFVAPEGVSPDYLGGFAV
TAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAERMHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQP
DHTEKKTLFRLLE
>MCE8442551.1 response regulator, partial [Rhodovulum sulfidophilum]AB17
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFM
>MCE8442552.1 DUF2083 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGTVDLPRLAPQPVGTSCRICPR
RDCVARREPSILADGF
>MCE8442553.1 alkaline phosphatase, partial [Rhodovulum sulfidophilum]AB17
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAEAFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAER
>MCE8442554.1 hypothetical protein LZ187_22785 [Rhodovulum sulfidophilum]AB17
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPD
>MCE8442555.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNG
>MCE8442556.1 hypothetical protein LZ187_22795, partial [Rhodovulum sulfidophilum]AB17
NGSFIVRRSLKSDFGRQVARMHWSNRPFANRYDIVRISHKDNHIFVPVLGLGEDESGHIARLGYDLRRKLNLPKDATVKE
ERFNLTIEKAGFWGQLYWYLSANDPAVKVPAWLAFWSVMLGLAGFLLAILSLCI
>MCE8442557.1 hypothetical protein LZ187_22800, partial [Rhodovulum sulfidophilum]AB17
FYRFHNDWPIEKSERRRTRVRIRFSYKILDGTVVEEFAEWVLVKDESELYVRPAMPIDFESRGIGPKLN
>MCE8442558.1 hypothetical protein LZ187_22805 [Rhodovulum sulfidophilum]AB17
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MCE8442559.1 hypothetical protein LZ187_22810, partial [Rhodovulum sulfidophilum]AB17
RGWPRGGGAARRAGMTWHDPLWQRIWLPARRVAFIIVGRLWWRRPPEEIAARLEARPLREQVLIVGTVLAGFFLTSLLFA
HAGIPGLLSFLLLVILLIR
>MCE8442560.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAR
>MCE8442561.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB17
SLIGLVGLIDPPRPEAIAAVADCHSAGIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIF
ARTSPAHKLRLVTALQARGLTVAMTGDGVNDAPALKRADAGIAMGRKGSAAAREAAELVLADDNFASIAAAVREGRTVYD
NIKKVISWTLPTNAGEALTIVVALFAGMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIW
HIVR
>MCE8442562.1 hypothetical protein LZ187_22825, partial [Rhodovulum sulfidophilum]AB17
EPGARLAGWASVPRLDLGRADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWT
GGHDRALPPGDKLDRAMGFWGAVLDRPQTARGLAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGILE
IAGGRLLEASDGWGAKLGPEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSTATRAGRVHG
IWSE
>MCE8442563.1 FRG domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GLFRDDIPNIPKGNYRNIEDTLVPKFFQLAEAHLNEPEKRNPLRDRIIAQHYGLRTSLPD
>MCE8442564.1 murein L,D-transpeptidase, partial [Rhodovulum sulfidophilum]AB17
MAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEAPAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMY
LDYAHDASRGVLTPGAVVSDIKRKLDRPAPETLIAGLR
>MCE8442565.1 hypothetical protein LZ187_22840, partial [Rhodovulum sulfidophilum]AB17
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLR
>MCE8442566.1 hypothetical protein LZ187_22845, partial [Rhodovulum sulfidophilum]AB17
MRRRIIVRLFVVALGPVRAAFARIAEGTGFASSLPSEWRRLSARVVIVKGIERHVVRATRNGRRHPSPELPHRSRPGGPR
RPVFRAPAWPGSRPG
>MCE8442567.1 peroxidase, partial [Rhodovulum sulfidophilum]AB17
RLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWHPRDGARPAGEPITTVAALIRAAGMRA
>MCE8442568.1 hypothetical protein LZ187_22855, partial [Rhodovulum sulfidophilum]AB17
IGANFGAGMTGGMAYLYDPEGAAAEKINPETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVC
PKEMLPHLSHPLGIEERAVPAE
>MCE8442569.1 hypothetical protein LZ187_22860, partial [Rhodovulum sulfidophilum]AB17
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
>MCE8442570.1 phospholipase, partial [Rhodovulum sulfidophilum]AB17
IFATRLRSPEARAIGEDWFDLLVHTLERGVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQ
AGIGARLALWPGAHAKLRSVLDDLNARSEPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQL
YVGGLDLNERRYDSPRHCRAPERTWHDVHAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSR
>MCE8442571.1 glycosyl hydrolase family 8, partial [Rhodovulum sulfidophilum]AB17
MLAKQRNVRPRKPLGDARSFDYATKLIVWGDEVVASPPLTVLQGDASVIYPSVDKDHRRAALDRFWQDWKSVYLSEGCGG
AYVDIAGDGKPTYGDGVPNTLTVSEAHGYGMLALVRMAGRDSQEKPLFDGMLAYFRLHPAESGPGLMAWKQTRDCKDAPE
GGTTASDGDIDIALALQLVQETWGGYAED
>MCE8442572.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB17
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>MCE8442573.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB17
FMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MCE8442574.1 NAD-dependent protein deacylase, partial [Rhodovulum sulfidophilum]AB17
GLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALPPGSVRIVTQNVDDLHERAGSRAVWH
MHGELARARCASCGAGWQAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIWEALRAADLFVSIGTSGSVYPAAAFV
QDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPV
>MCE8442575.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
IFSFGIGPGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVA
RSLCEGPVNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQV
LELLDDVQARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIE
>MCE8442576.1 TonB family protein, partial [Rhodovulum sulfidophilum]AB17
DTPRPVERPDPKPEPTPAPKPQPASQQAVRAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAI
RARIQRRVPEGAGRGAALVELTVTARGTLVSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MCE8442577.1 protease HtpX, partial [Rhodovulum sulfidophilum]AB17
MFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>MCE8442578.1 ModD protein, partial [Rhodovulum sulfidophilum]AB17
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATSAAALVRAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDT
>MCE8442579.1 hypothetical protein LZ187_22910, partial [Rhodovulum sulfidophilum]AB17
LDEPFANLDRDTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>MCE8442580.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEK
>MCE8442581.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB17
LDRVPADLRLIEARGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGM
LASVETLTTPLVRQMDLFARWLTLFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMA
RRNAIVRRLPAIETLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEV
>MCE8442582.1 hypothetical protein LZ187_22925, partial [Rhodovulum sulfidophilum]AB17
MRHVTCATAPEVSTSVARIGATDVAEPQDVTTLARTNAAAACQAQASGRSGRPPCPGYLSRRD
>MCE8442583.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MCE8442584.1 hypothetical protein LZ187_22935, partial [Rhodovulum sulfidophilum]AB17
GSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGRIAGAGAASIADHGVGQAGPATDNLRQASAVPALQPAPPQPAAPA
PEPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGTGDLRHLAHLCHDCRSCHYDCQYAPPHALAVNLPAAL
AEARAADYAARLPARLPQAIFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIR
>MCE8442585.1 N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB17
RPMTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAP
GSQGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MCE8442586.1 winged helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MVRAPLALDIDRADGGPLFLVIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPATPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALL
>MCE8442587.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB17
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNGTDMPMKGHM
AH
>MCE8442588.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB17
MGSKTRQDFAAVAVIWMDIGKDVFHLVGFSSDGSLVLRQKIKRLALVATFQTLPPCLVGMEACLSAHFVSRSLRGMGFEP
RIIPAIYVKPFNKGQKNDDNDAEAIAEAALRPNMRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLLAVRNSLLSLLDARQDEISPRMRHIILDLHDDWID
>MCE8442589.1 type II toxin-antitoxin system RatA family toxin, partial [Rhodovulum sulfidophilum]AB17
NRVLQGVIGAVFNEAMLRIVRAFEDRARALYGSRP
>MCE8442590.1 CinA family protein, partial [Rhodovulum sulfidophilum]AB17
DKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAEMA
SGALAYSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETVTETVEFGALGRDRVRAATRDHALTLLLAALEP
RPSAN
>MCE8442591.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB17
LGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGKATFVSLLGLDGARARALALVEEAEAALD
PFGGRADPLKAAARFVISRES
>MCE8442592.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB17
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDR
>MCE8442593.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB17
ISNDLNGEITNLFRVLQRHYPQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSG
PLFSLARIGPLLDAAHTRLDGVVFENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAARLGRIEGAF
VLSINDRPEIRDLFGAFVIEEVRLTYSVSKSGATAARELIIANRE
>MCE8442594.1 chlorophyll synthesis pathway protein BchC, partial [Rhodovulum sulfidophilum]AB17
IYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNFKVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPE
GALLALAATARHALAGVDKKMPELIVGHGVLGRLLARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIY
DASGVGSLLDTLITRIARGGEVVLAGFYTAPISFAFPPAFMKER
>MCE8442595.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
LSSTGVYGDCGGAWIDETRSPAPQTADARARLIAERDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRH
GQVFNRIHVEDAAGAILAALSAPAGLRRLNLTDDLPAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIR
NDRLKALPGFALRHPTYREGLAAILADERASATTAAE
>MCE8442596.1 aminotransferase class IV, partial [Rhodovulum sulfidophilum]AB17
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGE
>MCE8442597.1 5'-nucleotidase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
KPLEEIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFR
NTLSTFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVR
NGGDGYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEI
>MCE8442598.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB17
GLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLDPAPAFREMMGDIEAGVPHSLVSA
RFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAEMLAALRGVKVLIHRETPANDGGLALGQAAIAAAGELPQM
ESF
>MCE8442599.1 beta-glucosidase, partial [Rhodovulum sulfidophilum]AB17
GEDPHLAGAIAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLETYLPPFADGVAAGAASVMAA
FNAVNKLPMHAHGPLIEGWLRGRTGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAEAG
LEAPEAGLALSAERVRALIDRACARVLGFKAGLGLLDDR
>MCE8442600.1 short-chain fatty acyl-CoA regulator family protein, partial [Rhodovulum sulfidophilum]AB17
LGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPGMQGVPFFFLRVDRAGNISKRQSATDFHFSKVGG
SCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSPGKAFAVALGCDIAHAGRLVYSKGLDLADPAAAT
PIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYA
>MCE8442601.1 TVP38/TMEM64 family protein, partial [Rhodovulum sulfidophilum]AB17
ICFVFTTFFGIMPGALVYTWVGAGLGEVFARDARPDLGIIFAPYVLGPLLGLAALAALPIAIRVARRKG
>MCE8442602.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
MAPMKTDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGG
>MCE8442603.1 hypothetical protein LZ187_23040, partial [Rhodovulum sulfidophilum]AB17
KHPDPSAQTHQVCIKTENSEIDGRKGISFTTSSYEEINQRVRDQSQGDINSFLDATFGYYTFDKSNGFVLAHYNWHKFAE
SDSGARKCNPAINLKHINKMLNHRIERMFEMCKLAKHIVFVLGETQGYSFMSVDEKLFEIMDTEKIFSSASVAFGGRVRV
LRLDEVNTATKILSLLAA
>MCE8442604.1 2-dehydro-3-deoxygalactonokinase, partial [Rhodovulum sulfidophilum]AB17
MEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIEVPYARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTE
PPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLAFRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAA
VDEAFCHPERIAGTLFSLRAGALLDPPT
>MCE8442605.1 hypothetical protein LZ187_23050, partial [Rhodovulum sulfidophilum]AB17
MDRNIFLIGPGGIGKTSSGRNLAELLGREFIDLDEKFMSGPGHIGQYISEHGYAKYVRENSNFFFED
>MCE8442606.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LDLLEKVAFVFQESFLFADTIAGNIRIGRPDADDEQVIAAARAAQADGFIRELPQGYDTPVGERGVFLSGGQRQRIAIAR
ALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATIRDADQILVFERGRIAERGSHDALLEAGGTYA
RLWQNYEKAQTWSLGAARAPVTEEVAR
>MCE8442607.1 hypothetical protein LZ187_23060, partial [Rhodovulum sulfidophilum]AB17
KALIVRSFSYELQGWRQSDRQVLPVAPVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRI
DFDAGFGADWAAVPEDLGHAVLLLAAHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MCE8442608.1 head-tail adaptor protein, partial [Rhodovulum sulfidophilum]AB17
MSRVPILNRQLVLEVPVPVADGAGGFSETWAPRGTLWAEMSPRMAGERAGE
>MCE8442609.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB17
ISPAPAAAPAAQAQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERAETARDGADLPPPAYQPEENPEAETFVAPQP
RNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGSLINRMSGHAPEQTERNPHTFRQQPPLYSRG
QVAQQEEEDLDPDQERIEIPAFLRRQAN
>MCE8442610.1 hypothetical protein LZ187_23075, partial [Rhodovulum sulfidophilum]AB17
MLWVDTAARALKMRNIANNGWITLGSLAGEAFTPAGVLQLTEAQAKDALSDIYGAVTGQILRAAILAHAPDAVIPGWHPF
DMLRPGDGATGLIWSYDKEGSIQNVETPEFEDGYEYALVFEAVAPNKTTSTLQISVRPEVTGTWSPFTSLPGAGFTRGDI
CSGMLRLPMPRQPRLVQRCIWDAPLKAEM
>MCE8442611.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB17
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPQAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTNDAVAQPDDR
>MCE8442612.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB17
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MCE8442613.1 hemerythrin domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LHLRELADAVSELVRGEPAGRDACIGRLQLRLQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MCE8442614.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB17
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLID
>MCE8442615.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB17
LAAIFAALADFVGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLI
GNPLIVLAIMGAMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLC
EPVLGIFERRGTPREPEAGAASGAARAGVLI
>MCE8442616.1 DUF1624 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MSETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAAAAALVSLGTWAVFPASFV
>MCE8442617.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB17
AWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLAWSAPVTLAAIAAGAVFGLRRLIAGF
QPD
>MCE8442618.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB17
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDTVED
>MCE8442619.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
RRDPLVALMATDAPLAQAPGPLTLADLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAF
LPRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPARTATDRGPD
>MCE8442620.1 DUF4760 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MTYVIEHLLTPIILVVSVVAAFLGIRNAREISRKKATIDLIDRFESTAFYQKINSTFSYYRNTDSFHRLHNPIEPKEKSE
RREVLDFLNHYELVAIGIEQRVLDEQMYKYWMCGPMVRDWNAAADFIQRERWKYDTIKCDWSYYEKPYENYERISHRL
>MCE8442621.1 catalase-peroxidase, partial [Rhodovulum sulfidophilum]AB17
RVSLADLIVLGGSAAVEKAAAEAGTPVEVPFAPGRTDASAEQTDVASFEMLEPLADGFRNYQKGACSVTAEELLLDRAQL
LTLSAPEMTVLVGGLRVLGANVGQSPHGALTERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVD
LVFGSNSQLRALAEVYAQDDAGPAFAAE
>MCE8442622.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB17
MYTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAARDVSLADVAAELARREGVSGIAE
KASR
>MCE8442623.1 hypothetical protein LZ187_23140 [Rhodovulum sulfidophilum]AB17
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWSYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MCE8442624.1 prephenate dehydrogenase/arogenate dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB17
LADLVVLAVPVGAMGAVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNR
WSLIVPVPGTDPAATARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRD
FTRIAASDPTMWRDVFLTNKEATLEID
>MCE8442625.1 hypothetical protein LZ187_23150, partial [Rhodovulum sulfidophilum]AB17
MAYRLIRGMTAALALVLLASLALILPATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPK
>MCE8442626.1 hypothetical protein LZ187_23155, partial [Rhodovulum sulfidophilum]AB17
ICTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLARLPVAGARRGDWVMTACEGAMPGA
MGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MCE8442627.1 DUF4760 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MSNDGILIFGIFFATFGWAYTARRSRILSRKQHTINVIIQANFNQEYIDARSKVASMIRSGICEPSVLDGTNEELLACLR
RVLNHSEFVAAGVRNGDLDEMLLKDSERALYVQLFSSCNEYIWGARDRRERQAIYEHLQWLY
>MCE8442628.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB17
NALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEMNTSAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRE
LRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEAIRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRG
GEGRFDLVLRLIELALARLARTGTT
>MCE8442629.1 hypothetical protein LZ187_23170, partial [Rhodovulum sulfidophilum]AB17
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGTFELDMAAM
EYDGPR
>MCE8442630.1 hypothetical protein LZ187_23175, partial [Rhodovulum sulfidophilum]AB17
HLSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNADPRQIAEAVRRVS
REEAQRVYARQRREGR
>MCE8442631.1 WecB/TagA/CpsF family glycosyltransferase, partial [Rhodovulum sulfidophilum]AB17
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFSVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQKVELVPGSDLIGPVFALAARHALPVAFLGSTAETLERAREVR
>MCE8442632.1 hypothetical protein LZ187_23185, partial [Rhodovulum sulfidophilum]AB17
MAKSLPAIPGTTFPKLPLTVRHAAFEPASSLLSRLAARNGASSMQRFCGDIAFPIDPLFRGEKVAIEQLAQLAGCDLSAL
ERVSIRHLGKGHFRLRDEFASLQ
>MCE8442633.1 inorganic phosphate transporter, partial [Rhodovulum sulfidophilum]AB17
SIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGANDVANNMGPAVGANALSMAGAIA
IAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATWIGAPVSTTHSVVGGVLGAGVAAV
GIAAVNWSTMGAIALSWVIS
>MCE8442634.1 hypothetical protein LZ187_23195, partial [Rhodovulum sulfidophilum]AB17
MHSGRQGPESGRSGRSVENQKCDKKERYSHRKAYQPSRHIPEFSVGFPMITQDEPAGVDGPFYEPSQP
>MCE8442635.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB17
MRVLLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSQNRFRADRVETVIVNDIPAWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8442636.1 hypothetical protein LZ187_23205, partial [Rhodovulum sulfidophilum]AB17
LIGPGKAPEGGIEARLPPRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYGRRRGDAATDNAALAEAYEARFGSRP
AVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPDGRL
RFGLSLPEGAAAAPQLL
>MCE8442637.1 arsenate reductase (glutaredoxin), partial [Rhodovulum sulfidophilum]AB17
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIG
>MCE8442638.1 arsenical-resistance protein, partial [Rhodovulum sulfidophilum]AB17
LILSRPGVIALIAVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGATLATVVGVLV
EVPVMLSLVAFANRTRARFPEAERGA
>MCE8442639.1 hypothetical protein LZ187_23220, partial [Rhodovulum sulfidophilum]AB17
SAEEAAAADDAVEAPAVDTPEAVASAMTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEELFGNIAA
AATEETTEEPAAEAPAAEEPAAEEAAAEAPAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDTREAITGSEEP
VIGGDAPEKAAAEPE
>MCE8442640.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB17
LGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAASHIPLIS
AVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPETLLNFAA
QRLDRAADPLPAAP
>MCE8442641.1 c-type cytochrome [Rhodovulum sulfidophilum]AB17
MVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYA
EDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>MCE8442642.1 cation-transporting P-type ATPase, partial [Rhodovulum sulfidophilum]AB17
LDVAPGPGREAGSGAATDPELLAALARAAALCNDAVLHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAA
HRYMAVLVDAPEGGAELLVKGAPEAVLALCADRMAPGGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHD
DLAGRLSLIGLRS
>MCE8442643.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SRPPAVTAAGLRVLEKESADDRAWWHARLADLPEAPALPLKQPLHELRRPRFARVEGILSAPGWQTLRDRAQEHGITPSA
CLGTVLAETLGIWAGSGEDCLLSLTLFQRPGTHPDRDAVLGDFTNLLPLACPVRAETPLAHMRQVQERLWQAAAHAGCSG
TEILAALARHRN
>MCE8442644.1 cache domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQTRVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLG
YVQE
>MCE8442645.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB17
GVAGLVAALPARHTAADRLQQVAPEAAAALLARLDASAGARAAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPE
FRVYAEADSPERAAAVLKLGLERVAAALADCGAQE
>MCE8442646.1 hypothetical protein LZ187_23255, partial [Rhodovulum sulfidophilum]AB17
MNADPNRRGSAAVGFLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDR
>MCE8442647.1 DUF1269 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
RSSDLNLTAAGAVGVSFCGLLIGLLFLNPLLGLAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGD
RVIERLREVNVEGRILRTSLSKEDEATLREVLEKSRATAE
>MCE8442648.1 NAD(P)H-hydrate dehydratase, partial [Rhodovulum sulfidophilum]AB17
GPGFGTGSREAELLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHGPGFSR
IDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLGAWLHV
EAARVFGP
>MCE8442649.1 lysozyme, partial [Rhodovulum sulfidophilum]AB17
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIIGVPTVCFGETRGVEIGDSYTPAECRAMFAGRLAEVEAGLDRLIAGP
VEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQR
>MCE8442650.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB17
MKSSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVA
>MCE8442651.1 tetratricopeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB17
AEAEPLHRKALEIRERVLGTDHPSTAASYNNVAYNLDAQGRAAEAEPLYRKALEISERVLGTDHPSTATSYNNVAANLDD
QGRAAEAEPLYRKALEFRERVLGTDHPDTAASYNNVAYNLNAQGRAAEAEPLYRKALEIRERVLGTDHPSTATSYNNVAA
NLNAQGRA
>MCE8442652.1 OpgC domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
SLALTAAFAITAIRLRYFNAVPRTGFFGELSYNRNHLSALRLLNFVADLYVVAWLLIVGRTDRNPILRGAAHALHALASF
RPLVFIGQHSLQVFAFHVLLAYAAMFLSLSEAPRLLREIVVLASPVYLLMPAYLHARYRDRSQRLRLSGAKP
>MCE8442653.1 galactose mutarotase, partial [Rhodovulum sulfidophilum]AB17
ISVAGTRFDFRRPHPVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIVLDLSSTEPGLQVYDGGGIDTGPFPGHHGRPY
RAHAGLALEPQRWPDAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MCE8442654.1 hypothetical protein LZ187_23295, partial [Rhodovulum sulfidophilum]AB17
MLALEWNFLRKLRTGISEPIYENFVMKMLKITKIKARPFQFLGSVGKDWAGRICRATLRLFAA
>MCE8442655.1 hypothetical protein LZ187_23300, partial [Rhodovulum sulfidophilum]AB17
ISSIFGWKTKTPEEFCRESMKELENQKLQAERRLQHSLESNLSDLEAQRAENQNAIEEAQKRVAEAQAAKEKATQRAERY
ETERREAEAQRSRDRLTREKPQVTYPLGPSGPPMIPFR
>MCE8442656.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB17
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MCE8442657.1 hypothetical protein LZ187_23310, partial [Rhodovulum sulfidophilum]AB17
MTAPQDATVTLTGPNGTTTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVVADELRGFIERFETLAEEKAAK
>MCE8442658.1 inorganic phosphate transporter, partial [Rhodovulum sulfidophilum]AB17
APLVISAGLLSFAHGANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNP
MRAYCVALSAAMTVIVASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMT
V
>MCE8442659.1 transposase, partial [Rhodovulum sulfidophilum]AB17
MSKPKPARFRTTNWSAYNAALRKRGPLMAWLDKEMALHAPHEGRPGRPPVFSDAAIQFCLSIKVLFKLPLRQTAGMVASL
LRLAGLVWPVPDCSTLSRKQKTL
>MCE8442660.1 hypothetical protein LZ187_23325, partial [Rhodovulum sulfidophilum]AB17
MDPSSPSALWADRAERLRADDPVPVVMADPDIAPRGTVLLVHGRNGAPDQLQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAEIGTAHHLLAAS
>MCE8442661.1 hypothetical protein LZ187_23330, partial [Rhodovulum sulfidophilum]AB17
LGPLAWHLARDRSHGRLEWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHEL
YDDFHYLGARSAANPSTDNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLD
>MCE8442662.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MRLFQLERIGEPPRLTETACPVPAAGEVRVRIAACGLNFADLLTIEGRYQERPTLPATLGMELAGTVEALGEG
>MCE8442663.1 hypothetical protein LZ187_23345, partial [Rhodovulum sulfidophilum]AB17
SPVLLMGGSLLVFWLLALSARLAPGPRLLLRAGLLAGGSAVAVVAWGVVTRPDRLLALFGGDVASDASLVSRGLQYALIS
ESILSQSGGLLGEGYRSDLIERLGLKLDSFYLRLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLALVADEQRALV
>MCE8442664.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB17
NPAAAEEVLESALAAGHDRAIIRVRLAEAQAKQGRTEAARAGFDAAIAAEPGFALAYSLRGMLLQTLGEFAAAEADFRQA
IALDPRNGEHYRTMLATYKVTPDDPLLAEMEALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMR
>MCE8442665.1 DUF4131 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
GARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPDETPRRLRVALHGAGGVTAPPPGARIAMMAH
LSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAILD
>MCE8442666.1 polyamine aminopropyltransferase, partial [Rhodovulum sulfidophilum]AB17
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEF
>MCE8442667.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB17
VERQKAALEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARH
DIVVNDDVAHPLPVRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYD
>MCE8442668.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB17
MTTPLPLAPDLQDRETAFSFISRLAAMNGVDTAGFCTDMGLPFSKVIDGNPEALARLADLGATDADDLRQWSPLYLGNRE
HEFRGNRLHAKAIKASTVRGCPACLREE
>MCE8442669.1 BAX inhibitor (BI)-1/YccA family protein, partial [Rhodovulum sulfidophilum]AB17
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLT
>MCE8442670.1 hypothetical protein LZ187_23385 [Rhodovulum sulfidophilum]AB17
MRDIGLTAEQARAEARRSAWDVPQSWLR
>MCE8442671.1 Ig-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPA
PGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDQLDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPL
>MCE8442672.1 Ig-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
LSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSA
GTETADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATG
>MCE8442673.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
SIPDLARKARGSGASAIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRF
ERRYTAAYGEPAHPAAGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVE
>MCE8442674.1 hypothetical protein LZ187_23405, partial [Rhodovulum sulfidophilum]AB17
MAEILTRSFGRFHAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRHAEWLLLGDPEAGQPPAEPRICPACGELVTDSLGCGD
>MCE8442675.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB17
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MCE8442676.1 hypothetical protein LZ187_23420, partial [Rhodovulum sulfidophilum]AB17
SNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNEVELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLT
VKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDHIDV
>MCE8442677.1 hypothetical protein LZ187_23425, partial [Rhodovulum sulfidophilum]AB17
PGPAPPPMGSDAALDLGGAASPAAEDPPPAARAMLGPAAPEAAAAPVPEPAAPEDPREAAPATPTDASPAMPADTSPDGS
AATSPESSSVAETPEAAAGPAPETDRETVSETAPETAPETALDSAIVPEIAADPETGPEAEPEVVPEA
>MCE8442678.1 patatin-like phospholipase family protein, partial [Rhodovulum sulfidophilum]AB17
MKGGTTSGVVYPPAIALLGDKYRLRSVGGSSAGAIAAAVAAAAEYRRQTSDMRDDMK
>MCE8442679.1 mechanosensitive ion channel family protein, partial [Rhodovulum sulfidophilum]AB17
MLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLRRLRIILLVILAWI
TVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWV
>MCE8442680.1 zinc ABC transporter ATP-binding protein ZnuC, partial [Rhodovulum sulfidophilum]AB17
LLARALLGRPELLILDEATQGLDQPGTAAFYQLIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTA
APEYRALFGHGTQGTMALYQHQHDHAHDGCHGQGHAHGPEPGRGGAGHRTEPEAADA
>MCE8442681.1 hypothetical protein LZ187_23450, partial [Rhodovulum sulfidophilum]AB17
SDYDRDLFPSGAPQIRVRARGKRVLDPREWTSSALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETATPWTGEAIAAR
FYFGRRYPGGLDPEAGLSPDLTATRGEILEASRMERGADLFAAFDVAFPDAPEGVIWEQGGAVYGR
>MCE8442682.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB17
RLRQTGRLLGREARAEALAHAFEQDLARLSQSGPPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGG
FDLALEELVMADPELLILSRPYPKTSRAEEILAHPALRALPAAAAPAFSGPDWVCGTPYALRALAE
>MCE8442683.1 DUF1513 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEG
>MCE8442684.1 DUF1643 domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
ISALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPL
YCFGLNQDGSAKHPLYLRNDAPLLPF
>MCE8442685.1 hypothetical protein LZ187_23475, partial [Rhodovulum sulfidophilum]AB17
IFSKEFYKFFSRKSVSRYRVICAQASWVGLTILSSSFVLGYYTLRMSLDGCVDIQSISGDALSDQAIVGMTDNKLFLADC
LSEGSFLKGFPSIEGVTLLDIRSVVSLTQRVGD
>MCE8442686.1 hypothetical protein LZ187_23480, partial [Rhodovulum sulfidophilum]AB17
LLERRIAELEAAMAGVDADWDPECEEGVPAAPWVGKAQAMSAGPAAGLGDEAALRLMVSDIVREVVRQELRGTLGEGIGR
NLRKMVRRELGRALAERDLD
>MCE8442687.1 isopropylmalate isomerase, partial [Rhodovulum sulfidophilum]AB17
LLVLLGLAINKQLDLQSALTATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVS
GFVLIRAAGFHHFDHLLGMPTLLSVRANMVLELTGPLLIAAAALALKHDDRGPDTSGRPGDC
>MCE8442688.1 hypothetical protein LZ187_23490, partial [Rhodovulum sulfidophilum]AB17
LVSEGGSFGDDLTIQGDTGKGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDGGGFTNNGSITAEDGSLTVAADT
ITISDGASMKGDIDFVGAVVNKGKLDLENDLRDTLRTDEDGETRIVASLDGAGNDVENDGRLELD
>MCE8442689.1 penicillin-binding protein 1C, partial [Rhodovulum sulfidophilum]AB17
DAFARLGPPEALPPPPPGTLIATNSALPAPLRHFARPGASQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLAD
GRPIATGLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MCE8442690.1 precorrin-6Y C5,15-methyltransferase (decarboxylating) subunit CbiT, partial [Rhodovulum sulfidophilum]AB17
ICIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRALTLSALAPLPGEHLWDIGGGSGS
ISIEWLARHPRMQATAIEADPERARRIAANAAALGVERLRIVTGRAPEALDGLAAPDAVFVGE
>MCE8442691.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB17
FTSHSDPASQWTGARGGPAYFAYSTNYLIDTDNSVILDVEATRSIRQAEVGSVRTMIDRVNDTFDIAPERLIADTAYGTG
VMLNWLDRQRGIAPHIPVIDKSGRRDGTFERADFAYDVERDVYTCPGGKELKQSWGSVAQIPW
>MCE8442692.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB17
PNVAANVQAGAENVQGHKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWIVLVALVGWIAPSPGEIGRRIG
EAVTRRRA
>MCE8442693.1 hypothetical protein LZ187_23515, partial [Rhodovulum sulfidophilum]AB17
MSRTRALTQAQLDTMRGDTGTILPEGLHHPAHWPDPEPPQVSIESDAPPPLPEGVAPEDVAEQDGQLFLVNIAPPPRSDL
ETIHGDLREDLAALLASGAFNNISKGLGTR
>MCE8442694.1 hypothetical protein LZ187_23520, partial [Rhodovulum sulfidophilum]AB17
LTLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASHRPAHREVGGDENA
FGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGFALLGLVRAHPANAPVSPVL
>MCE8442695.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB17
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHVRLTETDLARDFASIEALRAHPGLAKFLAWV
R
>MCE8442696.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB17
MGNENEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLME
>MCE8442697.1 hypothetical protein LZ187_23535, partial [Rhodovulum sulfidophilum]AB17
SLDTLYKIATQGLEVPFSSLFSEPEDHDLDNEIMEAIRCLPTSERSRILAVVRAFSVDV
>MCE8442698.1 hypothetical protein LZ187_23540, partial [Rhodovulum sulfidophilum]AB17
ATFAGRRGTLYVQIDLAAGTVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALVNLAEEQVPLASGR
TEDRYAFNGVLETEATAAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDM
>MCE8442699.1 hypothetical protein LZ187_23545, partial [Rhodovulum sulfidophilum]AB17
SLLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSLAEILDQIDRSFDAPALAPLRSVSVEGLALTYVDA
RADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTSFRGSPAARLR
>MCE8442700.1 DJ-1/PfpI family protein, partial [Rhodovulum sulfidophilum]AB17
MLRDPANTYSPSNDAAHREGNGMFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEG
DQTYSEKPGHLFRLD
>MCE8442701.1 hypothetical protein LZ187_23555, partial [Rhodovulum sulfidophilum]AB17
LVTGDWNDGPGTDFFERSYLTHNVADIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGL
TPWVQAAGIGHDAYEAGLTGAGAARVERPSDHRPIWVEIGRPLTG
>MCE8442702.1 C4-dicarboxylate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB17
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRI
>MCE8442703.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB17
ILGAFFWSAYSVVVVPLVQKYGAFAVSATTVSIGSLPLTILAIPEAHGMARISGSGALVILLLALGSTVVASLAWNSAVS
RLPGPVSGQFLFGIPLVGVVAGHVLLSEAFFANTWFAVGFIAFGLWVSRHRSRSQ
>MCE8442704.1 molybdenum cofactor guanylyltransferase MobA, partial [Rhodovulum sulfidophilum]AB17
PTAALWPVGLRDELAAELAGGLRKLGAFGAARGAALAEFATGSAPDPFFNINTAEDLAAAGAALR
>MCE8442705.1 precorrin-8X methylmutase, partial [Rhodovulum sulfidophilum]AB17
MSTLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLEGERRAGRRALD
>MCE8442706.1 cell division protein FtsH, partial [Rhodovulum sulfidophilum]AB17
LLRPMQTGTNKITEPAIAKLEAEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTHSATGKV
DRTQITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDID
>MCE8442707.1 XdhC family protein, partial [Rhodovulum sulfidophilum]AB17
MQIAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLL
EFGVSDGDAFAVGLA
>MCE8442708.1 molecular chaperone DnaJ, partial [Rhodovulum sulfidophilum]AB17
SNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMRLRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKE
LLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>MCE8442709.1 hypothetical protein LZ187_23600 [Rhodovulum sulfidophilum]AB17
MSAIDFDMTVERVANPKGDRVKIEMSGKYLGYNAW
>MCE8442710.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB17
IWVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEG
>MCE8442711.1 hypothetical protein LZ187_23610, partial [Rhodovulum sulfidophilum]AB17
MTGFRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQTIEVDASGHPTGPPHICPDGIAALAALAPTPPTLP
VRLD
>MCE8442712.1 hypothetical protein LZ187_23615, partial [Rhodovulum sulfidophilum]AB17
ILASGRTENRYAFNGALETEATAAENLNHLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQF
NTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFA
>MCE8442713.1 hypothetical protein LZ187_23620, partial [Rhodovulum sulfidophilum]AB17
FLAAGQVQQLAGHDRIDALGGTAQRLPATTFTLGLAGVALIGLPPSGSFIGKWLLLEAAIDQGQWWWILPVLAGTLLAAA
YVFRVLARAFNQEPTPLHFVTQVRAELPGLVLALLAVAGLGLAAGGLWG
>MCE8442714.1 hypothetical protein LZ187_23625, partial [Rhodovulum sulfidophilum]AB17
MQAGLGANFWACFCLEGVLSSTHSRQIQLISMNSHVIRVPEGDGGRTDQGAHKETPKDQETVSYRQD
>MCE8442715.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB17
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILD
>MCE8442716.1 hypothetical protein LZ187_23635, partial [Rhodovulum sulfidophilum]AB17
SVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQVGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYF
EADYDRDLFPSGAPQIRVRCRGKRVLDPREWLTPMAMARAETPGTLW
>MCE8442717.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB17
GLDRLIAGPVEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLC
HEGLDGVPAEVPFRWGGA
>MCE8442718.1 sulfatase-like hydrolase/transferase, partial [Rhodovulum sulfidophilum]AB17
MHEADPTIAGLLKAQGYATGQFGKNHLGDRDEHLPTNHGFDEFLGNLYHLNAEEEPENLDYPKDPAFRERFVPRGVIHAW
ALPDGTQKIEDTGPLTKARMETIDDETVARALGFIEEQTKAGKPWF
>MCE8442719.1 hypothetical protein LZ187_23650, partial [Rhodovulum sulfidophilum]AB17
PYQALFRSGETEPADLSDEVATARLRAGILCTSWARDLISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPR
IDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLPGVFGSIDP
>MCE8429913.1 hypothetical protein LZ186_00005 [Rhodovulum sulfidophilum]AB18
MGPLLRHLRGSYLDDDAFAGFRSILRDYFLEIWPLAPGDDLLGQVVTERRLHSLTSASKETGIGPAVLDDFLTEAGAFAP
GDARADARKTFDAKAWQNILDEIPTLVGPIALRRAIGATLAELNGLKADGVLVPRTNVATIKSPWRIADGQALLEELEAY
AQPVAPEEPGWETIQRVHKRLDLPVGEIIAAIRTGSLRLGQHPDVFGYHGLVVKISEVAAFKAKVAPKRKPSISQGEVTA
AAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAFEASYTTPSMLAAETAAHLNTIRAVLQNEGIQ
PFRPNGLDVGPVYLRNAVEPVVALLKSQGGK
>MCE8429914.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB18
MEIRVRLSINMRRLRQSKGWSQEEFAHEAGLHRTYVSDLERGARNPTITVVGKLAIALGVKVGELLDEPCETSA
>MCE8429915.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB18
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPMVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGI
>MCE8429916.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB18
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTAPPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPIEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADATMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MCE8429917.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB18
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MCE8429918.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB18
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHNLWLLLGDANHVPHDPPVMSESIEVTVE
>MCE8429919.1 TrmO family methyltransferase [Rhodovulum sulfidophilum]AB18
MGPDALRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPVIVLYWM
DRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDADTGQVEVDALDCYDGTPLIDIKPWLPSIDLPPGET
G
>MCE8429920.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB18
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRILGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAQGGRGCISVTANVAPRLCAEFQEATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTRDRIDAALRHAGLLN
>MCE8429921.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB18
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIATGDDPSAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEADEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>MCE8429922.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDSAATSFFWTGITGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MCE8429923.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB18
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MCE8429924.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRAEEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYGTDARLDAVIDRARAVCPVLAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MCE8429925.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB18
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MCE8429926.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]AB18
MRQGAEVLLPDAAEAGGRDAAWAFAAYQAIRPRLPNAQAGGAAREVASLSEAAGDVDLVLLDAYGVLNVGETPIPGAAAR
IAALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLETLAGDTRHWGIMLGDEHGSEDLGDLRVSFL
GDDPGPYARVDGFLLIGASGWNEARQSLLARALAARPRPVFCGNPDLVAPREDGLSLEPGYWAHRLADATGQAPDFCGKP
FPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>MCE8429927.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB18
MTEQDLTTRPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MCE8429928.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB18
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MCE8429929.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTEEAMDE
IYSGIPSQDRAADAAAAPRLAT
>MCE8429930.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MIAGTAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPFIEHLEEATGKDVRFFAVQ
SNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDSMEDLAGKRVAHTSPTSNS
GNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPEEVRIVWESKPFPTTSFTY
AHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPEGLAAE
>MCE8429931.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB18
MELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRDRQQERAEIARQAATLVPP
GATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVIGPDTVDFLRRFHVGRAFI
GASAVSCHGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDASLPRELGGAISKGGARVL
>MCE8429932.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB18
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTQTGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSTMGARLVVAALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTVACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>MCE8429933.1 peptide deformylase [Rhodovulum sulfidophilum]AB18
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGAPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAGRCG
>MCE8429934.1 peptide deformylase [Rhodovulum sulfidophilum]AB18
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MCE8429935.1 peptide deformylase [Rhodovulum sulfidophilum]AB18
MSIRPILIHPDPRLKTVADAVPDISDALQKIAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MCE8429936.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB18
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKREGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWSREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLIDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MCE8429937.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB18
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRVLFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MCE8429938.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB18
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFSGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWVRLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MCE8429939.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB18
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MCE8429940.1 chromosome segregation protein SMC [Rhodovulum sulfidophilum]AB18
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERASQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEASELTAEHEGHDAALDEAADAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEQPL
PEGSAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKTASEEELDRAAALPEEIAEQREALAGQIETAGTRRAAAAETLATAESRAREADHAAREAERRAGEA
REARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEEDARA
VQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MCE8429941.1 hypothetical protein LZ186_00155 [Rhodovulum sulfidophilum]AB18
MLRILALALSLALSACDSPGMDYAGIPPVMVEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCVIRPDT
LSGDPAMAYAKLTCTGS
>MCE8429942.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB18
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWEAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MCE8429943.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB18
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTTPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MCE8429944.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MSDHKLLGIAGSLRKGSYNRMLLREAARVFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTWGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MCE8429945.1 acyl dehydratase [Rhodovulum sulfidophilum]AB18
MSEPADTSGAGEDAPKEAVGKSQVATDVLDPTRIVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHI
GGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPAQKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPD
PDRGRPRPPAPVAPETWEDAVELTFTPTLLFRYSALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTI
RHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPGAL
>MCE8429946.1 ribonuclease HI [Rhodovulum sulfidophilum]AB18
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MCE8429947.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIASLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARAIRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MCE8429948.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLFLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MCE8429949.1 LysE family translocator [Rhodovulum sulfidophilum]AB18
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MCE8429950.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB18
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MCE8429951.1 DedA family protein [Rhodovulum sulfidophilum]AB18
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>MCE8429952.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB18
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSETAQND
>MCE8429953.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB18
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>MCE8429954.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB18
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MCE8429955.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB18
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MCE8429956.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB18
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>MCE8429957.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB18
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>MCE8429958.1 GTPase Era [Rhodovulum sulfidophilum]AB18
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MCE8429959.1 bacterioferritin [Rhodovulum sulfidophilum]AB18
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MCE8429960.1 ribonuclease III [Rhodovulum sulfidophilum]AB18
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>MCE8429961.1 signal peptidase I [Rhodovulum sulfidophilum]AB18
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSDPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MCE8429962.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB18
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAERTKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRHAAPPTR
>MCE8429963.1 alkene reductase [Rhodovulum sulfidophilum]AB18
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPANGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVAGEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGSYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MCE8429964.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB18
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEELAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MCE8429965.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB18
MSMESARSEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPKDPAETLSWTEFQGRITQAANLFRGLG
IGPGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRRKSPGHYHADVLDFHRALAAEPADRLTFEDPEKDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDDLPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDH
>MCE8429966.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPEHPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MCE8429967.1 DUF4172 domain-containing protein [Rhodovulum sulfidophilum]AB18
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAAAVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMHRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWDFNALQPLWRDFRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MCE8429968.1 hypothetical protein LZ186_00290 [Rhodovulum sulfidophilum]AB18
MTVPFLRPILVLACLAAIAGHPAVAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRLLGRSTKGLER
DVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARREAEMAALEDE
VAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQYYGVFVVMAEL
QVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERILDRQKARSAEA
MEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVGNS
>MCE8429969.1 hypothetical protein LZ186_00295 [Rhodovulum sulfidophilum]AB18
MSPTIPAGLDLAGLEDVTASRHGAGQMAAPDPALGHDMGAMVLGSAFEPGQDGAAGKDARRTDP
>MCE8429970.1 hypothetical protein LZ186_00300 [Rhodovulum sulfidophilum]AB18
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRLGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MCE8429971.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB18
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MCE8429972.1 heme-binding protein [Rhodovulum sulfidophilum]AB18
MLSRATKVIAAFAGFLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTAKGAKIAMTVPVLQTQEGSREMIFILPDTLTLDSAPAPTAPRVSLARIPPRRVAVVRYSGSMSNRA
SAEETRLRDWMTSKELTPTGPAEVAGYNPPWTLPSYRRNEVLIPVKKD
>MCE8429973.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB18
MKLYVITAVLFLFIDAAMLSLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVFLVAAPALRDAVPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVKIMMRLQG
>MCE8429974.1 hypothetical protein LZ186_00335 [Rhodovulum sulfidophilum]AB18
MGLRCAHWQPGKRRWRFRKGGFSGEFGSDYSSEDFIRRYEAALEGHRTLGGVGAGHAKAGGVGLLVSKWYRSQDFSKNRA
TALRSRQWQSKKVGPCYPLAAAM
>MCE8429975.1 hypothetical protein LZ186_00340 [Rhodovulum sulfidophilum]AB18
MPELKQVSIVPAFTRDGRLLNENGFDEESGIFLDLQVSVDVPENPTRRDVRAALRQLWLPMSQFPFEHKSDKAHALEVDN
LH
>MCE8429976.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MPKRESSKAGSELFIVDNSADEWRAIRYLRDWCQLSKSIDIATGYFEIGALLALGDEWQKVDKIRILMGDEVSKRTKRAF
EAGLQEIALRLDKSIEQEKEKNPFLRNVPAIVDAIQSGKIECRVYRKDKFHAKAYITHARLEVVGSSALVGSSNFTVPGL
TQNIELNVQITGTPVAVLQEWYEERWEEAEDVSIEVLKTLERHTRNYSPFDIYARSMQLYFSGHEETATEWEKNSSRLYP
ILAKYQRDGYGALLKRAGKYGGAFLCDGVGLGKTFIGLMLIERFVQYENKNVALFVPKSAKSPVWERELRNRLPDVFKGF
SRLKIFSHTDLMREKMQEELEQVRAQADVIIIDEAHHFRNTGTRGEEGAKRKSRYWHLYDLVGGKELYMLTATPINNSLL
DFQHMVELFSRHRADHFRKNLIHDLDGDGFADMFAQTIAYGMLAARISRPMGIIADNLADMVPKTNPFLKELFGNFLKIG
GRDKRTGLDFDELGIRDIVDVLNDADMEAVLRDFGDRNPKEDPIIHFYELFLKEYDPQKRMQRGVFYTPRPVVNFIVRGV
DEILRTEFQLPLGLADTSTWAEVAARNDRITIPAHVQPDAPFVQILDPATGTGTFLVEVIDLKGVRFV
>MCE8429977.1 hypothetical protein LZ186_00355 [Rhodovulum sulfidophilum]AB18
MTGHKTLALVQHYTAAAEREGLADSAFEKLLARPNGEQNLANLPDWFANIDTKSLKVKGN
>MCE8429978.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB18
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVELETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>MCE8429979.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB18
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVARHLAAQTGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>MCE8429980.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIALLDHLSIDRPVPVLGHSFGGVVACHLAAARPDR
VSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQNSIRRVADGWTLNFEPAEFLLSERAVNGDHRGV
WLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHIDAPAEFARHLRAFLEGSCS
>MCE8429981.1 hypothetical protein LZ186_00380 [Rhodovulum sulfidophilum]AB18
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MCE8429982.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB18
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MCE8429983.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MCE8429984.1 cytochrome c1 [Rhodovulum sulfidophilum]AB18
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MCE8429985.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MLNLEGLAIRQGNFVLEADLTVVPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>MCE8429986.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB18
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSGALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDMACLGLAALFLILPLAMVALRGLPGLAGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLAGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPQLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MCE8429987.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB18
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIIEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAATETGLFAPHDQHPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQSAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MCE8429988.1 chorismate synthase [Rhodovulum sulfidophilum]AB18
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAIDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVATLSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MCE8429989.1 hypothetical protein LZ186_00420 [Rhodovulum sulfidophilum]AB18
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MCE8429990.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB18
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MCE8429991.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB18
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKSDRPKSDRPRSERSRPDARPDR
APRPPRPAPAEAATGASTGTAAPWGRPDAPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEADAPKPKAPRREA
DAAPVERPRKPRPGAERSGPRSEAGGPRPKEGCKDGWKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGPKTGPKTG
AKGGARDWPKDKRPAASDAAPAERRRADAADTSKRFERPGAPKGKGAKPAGGGKRGAPKSGRSSGNAPPRRPR
>MCE8429992.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB18
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARAGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MCE8429993.1 hypothetical protein LZ186_00440 [Rhodovulum sulfidophilum]AB18
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MCE8429994.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB18
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPGRLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVAVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MCE8429995.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MCE8429996.1 hypothetical protein LZ186_00455 [Rhodovulum sulfidophilum]AB18
MTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGKPVMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVTVDFSYVSCRAGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>MCE8429997.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB18
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MCE8429998.1 thioredoxin [Rhodovulum sulfidophilum]AB18
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MCE8429999.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MCE8430000.1 Trm112 family protein [Rhodovulum sulfidophilum]AB18
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MCE8430001.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB18
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAAGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MCE8430002.1 phytoene desaturase family protein [Rhodovulum sulfidophilum]AB18
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFTFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MCE8430003.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB18
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MCE8430004.1 acetylserotonin O-methyltransferase [Rhodovulum sulfidophilum]AB18
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRTHRPFIASVVVGCKPGAT
>MCE8430005.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB18
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MCE8430006.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB18
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MCE8430007.1 hypothetical protein LZ186_00510 [Rhodovulum sulfidophilum]AB18
MTMFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAVAPARELEDA
>MCE8430008.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB18
MTEEVKYDEAHTAEVIEGTPREAGTPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGPAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MCE8430009.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB18
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLEADLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MCE8430010.1 protein PufQ [Rhodovulum sulfidophilum]AB18
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MCE8430011.1 light-harvesting protein [Rhodovulum sulfidophilum]AB18
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MCE8430012.1 light-harvesting protein [Rhodovulum sulfidophilum]AB18
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MCE8430013.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB18
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MCE8430014.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB18
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MCE8430015.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB18
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVIAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MCE8430016.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB18
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVSE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MCE8430017.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>MCE8430018.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB18
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPAEARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWIAAEPRDITAALRAMWEGRE
>MCE8430019.1 tryptophan synthase subunit beta, partial [Rhodovulum sulfidophilum]AB18
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMIVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTEK
>MCE8430020.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB18
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MCE8430021.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIVLGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFLRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MCE8430022.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB18
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MCE8430023.1 YciI family protein [Rhodovulum sulfidophilum]AB18
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVADKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MCE8430024.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB18
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIAEIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MCE8430025.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB18
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MCE8430026.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB18
MTQHPPLLLLTRPRLQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPSGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MCE8430027.1 hypothetical protein LZ186_00610 [Rhodovulum sulfidophilum]AB18
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDSLAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MCE8430028.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB18
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVPLTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPAAAGPAGLGGASDMLPLLVGGGFQKSAE
>MCE8430029.1 hypothetical protein LZ186_00630 [Rhodovulum sulfidophilum]AB18
MAYDTDPALTTVGIDLDISSGELDFRVNDVPVFDPQSPLKTDARITTQLSLNEAFSRGQNTINLAFRPLSSDGLAPGLHT
RFRFWEAGSPPAVFEGDGYALDISLAPSPANPDQMSLIASPSKDQPLIMFSKPVRIAAVGDADGWATWQIQADVRLDLPQ
EAWRGGQRLQASGALRQELVREYRELHAELASGEETARDALRPFLHRLAQSIGASDEEYYDAGYRQLLSGEASFSLQAFD
VAETEVELFGEGKLAALLPIPITFENSETSQRAKLFVYFWKDQDGTWQLIH
>MCE8430030.1 replication initiation protein [Rhodovulum sulfidophilum]AB18
MRSVVWEIGAALDEARIPLGHRDAVWLSIPTRRVRGADARNDNAHLKVTLARLAGVYLTGEHKGDEWGAVILAEWHLEQG
GTMARLFIPPSAVAAIQTPRTFAKIEARAAHSLTGHGRQLYVLLADKKNMQQSHWTYTVAEMRALMGCEDKKTYQVWAQF
DKWVLQPALKQVNDFGTVSVKMTAKRLGRTVEWIRFDWNWKDPHEAGGYQSRIEAEAPVGGAAIGSVIGAP
>MCE8430031.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB18
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDEPGPEEDPASAA
AGDETGNVAAGGSGATGRNASDGDAFDAAHADAVALPDTTTEPGSFVASAPSEGSALSPTIVKFASLLGVDPWSLVSSDG
GSGSGSGGQTPPDDGVGSPPPGDGGPDDGDPGDGPDDGPGEGPGGDPGGEPPDQGPDEGPDGSGTSVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVSGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLNAVAGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYDDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGFSMFN
SKNILLSDLTITGDSLIIKTADGFTLRNSSVYDIWREAPANDGDTWAQHLNRVSGFFLTQSDGVLVENNVFDHNGWQDGY
DYARSVEAGQPPSMYSHNIYMTATNGDVTLRDNIIMRAASYGAQFRMGGVVEDNVFIDNNGAINPAKGGSDASGNYSLVL
GNVVTSGGNKTVDDSEGALSQGINVQGWDESLVDNIITHLADPNNAADQAEKEKGHFALAINGSLYYNDTVIYNWTGAKN
ADKAGEIEANVGGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGDATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILNDESDGSGMTHYQEILEALQADYGAPITDPIAAPP
TGASASILDW
>MCE8430032.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB18
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALHAVCRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIALAALRLPRLRHSQGHGIAGKP
>MCE8430033.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB18
MRVVFVQHGNYAEAYRRMCAGEAETYRDQFRSVSLVAGLAAAGPVVTVALGDAHHDAQLAPNLRSIGLPRADIDRAGSLL
DDLAPDRLVCRTPHTRLLAAAAARGIATLPCFADMMRPPSPLGLWRHWRLRKALRARTVPCVANHSLNASRSLVEAGLVS
ADHVVPWDWSRLVPNPDPKPGMPDPQNPTILFAGKMTVEKGLGDVLAAMSVLAGQGLNARLTVAGGGDVRPWQAEAARLG
LAERVDFLGLVPNTEIRHRMRAYDIVVVPSRHDYPEGLPNTIYEGLASRSVLMLSDHPAFRGRVEPGRHCLMFRAGNPAA
LGAEIRKLCAAPELYAHLSRQAPEALDSLYVGLAWGDLVTYFLDDPANLTGWVERHSLCALGLSG
>MCE8430034.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB18
MSIFNEAFALRRQSRAFPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVARDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MCE8430035.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB18
MRKPTVLVIAEAANPEWVSVPLIGWSLASALGEVAETHLVTQIRNREAILRAGLVEGRDFTAIDTEHLMRPVWKLASLLR
MGKGKGWTTTTAIAALAYPYFEHLVWQRFGAGIQAGQFDIVHRVTPLTPTTVSPLAARTAAAGVPFVLGPLNGGVPWPRG
FDAARRREREWLSYVRGAYRMFPGRRRMLTATAAVLAGSHHTASEIPDACADRVVYLPENAIDPARFNRLAAQDISGPLR
AVFIGRLVPYKGPDMAIEATAPLLASGQLQLDMIGDGPMQAELEAQVAALGLGGSVRFHGRLDHARVQDVAAAANLLLFP
SIREFGGGVVLEAMSLGVVPLVVDYAGPGELVTTETGYKVPIGPRAEIVRDLRARLEALTEDPSELPQLGRAARDRVLTG
FTWAAKAHQVGEVYDWVLGRRPDKPAFAF
>MCE8430036.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB18
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARMTRGEGFSVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQKVELVPGSELIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVATLAPPMGFDPDGAAADEMIEELR
RSEARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWIWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MCE8430037.1 hypothetical protein LZ186_00675 [Rhodovulum sulfidophilum]AB18
MVPPMLALWSWVIVTVILFRVLRPAGALVACLLGAYLLLPTRTSFDLPLMPTLNKHSLPAIVATVMTATVAAGVQRPRPA
GAEGAGRILPGWFPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLAMAVTLLPFLLGRKMLADE
TGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFRPSAWIQHLRGNGYRPLVFLEHGLRLGIFLTMATLVACGLSR
IDRRRRIVCLLAAAWLFGTLVLSKNLGALAIGLLLVPVALFLSTRLQIVAAAVLAGTVLFYPLLRSADLIPVDQVVGLFE
KYSSANRIGSLNYRLKNEDILLDKAMQRPALGWSTFARNRVFDPKTGRDISVTDGVWVIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADMIPNSSLTPISWLIAGTLAGRLEQARAPAAATAGPPSDPPARNRPPRLRGGQA
AEEEPPLPAMRATPYTRQTTLHSRSRRG
>MCE8430038.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB18
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAEPEAGLFAPRILRDSGEIQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTTAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MCE8430039.1 sulfotransferase [Rhodovulum sulfidophilum]AB18
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLRADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MCE8430040.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>MCE8430041.1 capsular polysaccharide synthesis protein [Rhodovulum sulfidophilum]AB18
MAEIRSRGGEPMTPRAPDTIPKIVWIYWAQGLDEAPPVVQRCIASWRAANPDWDLRVLDRDAAGALVDLSDLPAALPRRH
EADFLRLRLLERFGGIWADATVFCHRPLEDWLPLLAGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWARQYGEYLIAR
RRPPGPYFMVMYAFQFAVSRSPELMREWRCCSGLWAVPSFRLMAALDGQVGAEEAAVESLRRGLPVSKLNWKKPFDQVRF
DTILGAAGIKRDVG
>MCE8430042.1 hypothetical protein LZ186_00700 [Rhodovulum sulfidophilum]AB18
MTIINRIELDTYDLRMACLAYNSGRAEASTVRAELDRLVQRVAGSEHPVLITDEAFFGPHVGQDGETRLFPRAHEVTQMM
VEAFAPHPVEILLYTRDEFSWLKSVHNQSVKQDRYAGSFEEFLAEIGGGADLDAVATRIAATIGPEQVRVFRLEDDRHHP
FGSGGALLDHVGIPREVQQDLKRASGINQSLDARHLRIMRRLNGLALPDFLYSRLRRGVLRLQRRARS
>MCE8430043.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB18
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGMMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFAMNQADRA
ILGKFITLDQLGVYTIAFFFGNLPILLSRATLGKILGPLYRMRHPSKSEANRRNVLKARRLAVGGLVAMTVPLAYGGGLL
IELLYDPRYVLAGPMVVLFAFALPPQLVSVAYGGILLAVGDSRRQFYLTALTAGLQVALMLVGVMTVGVVGVILAPALAA
MLIYPLRSRYLNLYNADDPVSDMMLLAVSLVLNGYACWLHKDGLLQLLS
>MCE8430044.1 hypothetical protein LZ186_00710 [Rhodovulum sulfidophilum]AB18
MSRIAFYRLAGLVGLLFAAGTLYRLFPIVTGQPALSEFFMTEDGYLMLTIARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGALLVRALAARILDPGRQAPALPWIAALLWYLSPLLLLHMMNGLETGLYSAA
VLAVLLMFLRLLRREGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARIVPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGIF
TRASRPVRMMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWAGSAAIGL
CVLLLGRLLMPGVQDQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MCE8430045.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB18
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
SAGATPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIEEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVTDGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MCE8430046.1 replication initiator protein A [Rhodovulum sulfidophilum]AB18
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERDTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MCE8430047.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MCE8430048.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDRMHHDAEDMAALKASLAARGQQTPI
EVTDLGQGRFGLISGARRLAALSELAAETGEPRFGKVLCLLRSPEGAAEAYLAMVEENEIRTDLSFYERGRLVAEAVRMG
LFADPAAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGLKADPKLAARLGATLAKAQPADAEA
ERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLAARDPLG
>MCE8430049.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB18
MSVGEDLARIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLTLEVLLMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLAVGATGAVVNLAVLSGLQLAGLAAWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMLFNFLGNRYIVFRKRYIRD
>MCE8430050.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB18
MKCGTSTVSAYLEDHPEVFMLPGQEPNFFSHDKVHDRGAEWYERLFDGAAGARRIGEGSNDYASGLMYPDTAARIAAYSP
EMRLIYMVRDPVARLASAWVQNRVDQGDQVPPTLERAVREMPDLYLGQSLYWHNLQLYRTHFPDDRIFIGFMEDLKTDRF
AFFARLCGFLGIEPMNEIPRGHINPSRGKAVPGQLYSALNALPGIGRLKALAPKGLRSTVKTRLLSRRIGETPEIPAALR
RELTERLGPDTRAFLAHCGRPTDFWGL
>MCE8430051.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB18
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MCE8430052.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB18
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRSFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRERFLFLTFEAFRDDPRATLRRITGFLGLDPLPETAFGGGAAARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLTERFHPQIPRLEQLTGLSLASWQAGLG
>MCE8430053.1 phosphomannomutase [Rhodovulum sulfidophilum]AB18
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLVACPAGSRVLVGRDLRASSPRIAEDAIAAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVATPAPAAGQGARSFAPEAGEAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGTLTARALGAGAVCTPVSSNSLVMRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGLLAPLMTRDAMLPLVTVLAAARAAGGGVAGLVAALPARHTAADRLQQVAPEVAAALLARLDGSAGAR
AAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPERAEAVLKLGLERVAAALYA
>MCE8430054.1 acyltransferase [Rhodovulum sulfidophilum]AB18
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSVLSIDGAFYLLPYFLFGTLCHRHADQLLQHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRR
>MCE8430055.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MTPTAIAYLVPEFPGQTHAFFWREILALEEAGLRVRTLSTRSPAPGACPHDFAAAAAARTVYLFPPPLAAVARLAGRPVR
TLRALAYVLGLSETPWRRRLALVGLIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARARFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDADRFHPPASARPGGEALEVVTVARLNHTKGHVHLLNAMAR
LRTEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMATGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTVGR
>MCE8430056.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB18
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPRHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTIEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQIGAPEEIAYRQGWIDRAALLAHAAFFGKTRYGTFLARLAEEG
>MCE8430057.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB18
MLLVFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAAM
AWACAKKGIPFVHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTMLR
LGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSAY
PTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLAQVLSDLEAAKA
>MCE8430058.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB18
MRLSYFILSVYSALLRIITPNSGITKLTFNPFTNWLFANVTAKSSSMLRTRTSDGVPIEVDITDHDGRILWMCGSNDFKV
SRVANALLSQNMDFLDIGANYGTIGFSAACRMKPGDTVHLFEPQPRLSGQLRKAIEASGLDAVIKLHEVALYDRDVKIPF
SVPLQHSGKGSLVNSAPANESLTVQARSTASYVEPLIGDRPFGVKIDVEGAEAVILPDLIALKDQMRFCIFEGSSNQEAL
YEMFNSSGFLVFGLCRTVLKVNLSFVSSREELHSFHDFLAIRLSTRPTQKRMTLDNLVKCVRSPS
>MCE8430059.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB18
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGQPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLGHEGVGVRMGCFLENASGKGN
>MCE8430060.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB18
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSAKDSTAPPLAEFDSPFIWTRT
>MCE8430061.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB18
MQHAIWPDRVLVVDLDGTLIRSDMLYESLWGACRADWTAGFAVAAALPRGRASVKRLLAGRAPLDPAALPYDAAVLERVR
SWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQIWGC
>MCE8430062.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB18
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRFALRSLGALLHAASLPFIWILARRLGGPRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGAAALPARRRVLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKEFWIPLTTPGRLVSQMRDAYPYPALLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLPHYQPSEPERLAAFFDRIDPAETELILGR
QNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDRIAA
RGRLIAEAKGAWWRAELYERTGPE
>MCE8430063.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB18
MRILKTLAASVALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSSGKTTCYDPSGSAGALTEDLRAFDKNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLNFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKALKA
>MCE8430064.1 transposase [Rhodovulum sulfidophilum]AB18
MRGSDKVTGSLFSYVDLEERIPARHPLRKIRSVVKDALRSLDAEFDRLYAGEGRPSIAPERLIRASLLQVLYSIRSERQL
MGQMDDNLLFRWFVGLSLAADRGCDSADFVAKLRQMVVTPHVAQKSRHSAIDGRTTRRPGYAKFQRRRKKQEEDRGGFVQ
ALRQVCVTPYVAQKASLSAINGLTIRHGAYKIARRCRKKIKEPFGWAMTVDKMAQTMLCSVKHVDAQTRQTWGRTFLS
>MCE8430065.1 acyltransferase family protein [Rhodovulum sulfidophilum]AB18
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEVNSVIPLIRMPLLFFCAGRARFGTSACCRWSGCWRRC
>MCE8430066.1 hypothetical protein LZ186_00825 [Rhodovulum sulfidophilum]AB18
MVWVLAPLLIRLNGLAVIAVFLVLAGLWHGGLLRYEGALIYPKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLA
GAGTVFAGLVLGAAMMPATDEILGKAARFVGVAFGAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIAGAGLMIVAL
GWPGVATGIVLTPTIALFAVAGSILLKDAISAARMDFIYAPPRSLAHRPTRPSERSPARPQVRAAQG
>MCE8430067.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MTANVRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLM
ALRRPGALPGVLRLAWKTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHG
PADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPGRYRRDPAPATGPATARELLFVGRLA
AVKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVP
VVLMEAMAAGLPVVATRIAGIPELVEDGVSGRVVDPGSAAALTAAIGAVLADPEAAARMGAAGRERVCAGFDARAEALRL
ATLFRDGAAAGEDR
>MCE8430068.1 hypothetical protein LZ186_00835 [Rhodovulum sulfidophilum]AB18
MIDGGTRSMTVSRRIVRTLCLYIAPPAFPSSVLHNRRLFRWEFAARRGLQQRDNDDEFRAEVMHNGATSLVRVPDMSLPS
FHRFANFVGRRILPFSNGRVVSPPGAIGHHERRCIVVATPMRSGTHVMIDLLLNNLPAYRNRPLYIDLDQHLRRGEMPVD
PQAGYVVKTHYPFTMPGGKFPEDRLMGLFENSLVITIQRDQAEILRSLARWHAATSDQILSRFGDGFDRFNAFWPGRDRM
AIDHRTLFDRDAMQMLIRQIAERTGTEPARRFVPPPARDATQRIYLMKATTRLLGARAPRINTTIFTLK
>MCE8430069.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB18
MPAMPSASPFIPPILETRTIFVHVPKAAGTSVKIEFYGRPEGGHRRIIEFAAHDPGRTDDFFKFSFVRNPWDRLLSAHAY
LTDGRKATGRDRRFANEVLALHPGFEAFVLALEDPGFRRQVMAYDHFRAQTYWLCMPGARDHAMDYLGRFERFDEDMETL
RHRLGRPGRPTVRARPSHHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>MCE8430070.1 hypothetical protein LZ186_00845 [Rhodovulum sulfidophilum]AB18
MAEFGIKGPLVGSTVSAQIRTRSTGRALLDIDQTNWGVIPEEPTPPVGATLEVDVDLGVVHPIPFSAFGGNVVSASIVEQ
PEAVPVHVSVLDGNILINSVDWPEVRQDTTRKKDENGKDIFTLYAGSDQDDVTFNPLTYMVNKKEKSAPGFSFTFRVLVT
RSGEDPVTVKVTATPVAHLTLSGWSAGRGYKLAVDENDATLLEPGERHADIYVSLSAAAYSKDDVISEIGSWLEVGQVEH
YIATQLTPGGGNVSGHEVAYNPMTYYGSQAKPFLPDAVKGIVSELLNSHGFDTVYLHYERGYDYSAVPKAFAAFPGGQGI
LHPNAILAWGEGDQPVMYRTFINGSVKKHGLILRDMAFTFPSEVGGGGVSDLLVENCTSLAKIYLYGQHLGEVPRVTVRN
CILPQAFDPSEVKDGFWPGNYRPSNLKPGGGCNGIIIQGNFIAWGGAGPEYLNTLGPDGVPSKDDTYGYEQIGSDPRWGL
NGFATPGPNLLTHPIYFDSFTRHILFRDNFVFGSGGSLIQLRGGAVMRQCAFTYGNQAFMFGQGTFDNYAPTQFPDRADG
HRSLGQDVVITHAGFMDGPNAGNAMNWGLQVSAPLVPLERCLVLHDLNPNDPSDASRLTSDWNGDLHNRADGLVYARGSY
GSGAPFEHWKGRERDIAISWGEQTYNPDGLDLSDVNDATIFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPEIQALVRDF
IAFMQAPLGIAPAWRTSAGPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGH
VHAVNGRLNVSAAPTCTGGGAITTDESGQVWIGGYVGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAY
GEASMTIRSGRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAAL
VLDLTGVTAGSHVLIAADSVTGSFGSVSGAIDPGLDATVAVSATSVSLTVTAGSGRIVLA
>MCE8430071.1 hypothetical protein LZ186_00850 [Rhodovulum sulfidophilum]AB18
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGAVDAAPATLTVASFTLDGEDRQSGLA
GLAWSSAGETAWGRAGVLRLQTRAESSGGVVLSAPVTARLGDAPRAFSAADWSVDETGVRIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNPLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPSGGTPVTRDSAASPVVVALNFQAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLSALETGPVCLVRPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGST
HKVISADAGTDLQYIETGTQSGAAAPVTAASPAVRIGDAAPTSYSPQTSTSALAWWDASDEATITHEAGTVSQLADKIGT
VHLIGSGTTGVGASKINGRNTVVMDGLSDVLTAHGLIYPASGDWVMTIVAVIGTVNNITDGLIDGRGGDSSINIVSYKND
AFNGHLLVSDISSHFATPPYSGLHVVQIVADLTDTGTLKVLIDGEEVASVSYDTPIQTDLNRFFRFGESKHLGGQFCEVF
IDSDKNVQAATYTYAARKWGLS
>MCE8430072.1 hypothetical protein LZ186_00855 [Rhodovulum sulfidophilum]AB18
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRIWATGTSAT
GIVALF
>MCE8430073.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB18
MVATYARLLKARGHEVTVVSRPWPRRTLLNRLRGALRGLPLRPHPSSPLFEALGDRHRVLDRRRPVAAADVPDGDAVVAT
WWETAEWVAALPVSKGRKFYLLQDVELFDHLPVDRVRATYALPLHKLAVSGYIRDRVRKEQPGAEIGLLPNAVDHALFTA
PPRDRGRPFTVGFLYSSAPRKRAELAFATVEAARVRLPDLQVLAFGSKGDPSEIPPGIVYRRAPPQQEIPKLYAACDLWL
FTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAEWRAMSDAAHATAAAHSW
EAATDRLLRYLGEEARS
>MCE8430074.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB18
MEKLQAALEKARQTRAVRSSTVPTRQQLRITPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GGNVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAEATRHAQFDA
CEREIAEHTNVLGVVLNAYRQTAAES
>MCE8430075.1 chain length-determining protein [Rhodovulum sulfidophilum]AB18
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRRGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFTERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLKTLQEEIDTTNSEIDKLQEAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPISTIPYMKPPKERGARLRRRNR
KVPPPSGSIMPG
>MCE8430076.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLTTTRAYILHRLKHAGGSGEEFSASAIRHIHEEARGIPRMVNK
LCDLALVYASSADAPTVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MCE8430077.1 sugar transferase [Rhodovulum sulfidophilum]AB18
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEIYDRDMSLRTDLDVLFKTVSVVVRATGC
>MCE8430078.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB18
MPAPIRLVATAALLSASLMLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNR
QQAYSQYLRLAEQYPDDLEVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAA
RAEALLAEQPDNALLHVTLLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKAAEALLREMVSKFPKD
KENKAALIRFYLAQKDLDGAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPETARAAIDEAIAERPDPLPFQVIGAGLD
FEAGRRDQAISTLETILNGAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAA
IAGLRTALDHAPNDSQAMTLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAP
DNSDLLNTLGRLYLQMQDYGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALI
RARLATGDVDAALAQAQELRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQALLMSDPNRPGIWLELSNLQMRQGDRAAA
AASIGKGLEQTPDDPRLLWAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFR
DTKVPAMQDTYGWIALRRGESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKTVEIAGPADRRPQIEE
SRAQIEALATAVPAEN
>MCE8430079.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB18
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGPASPYDGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MCE8430080.1 hypothetical protein LZ186_00895 [Rhodovulum sulfidophilum]AB18
MRRRRTYRLTGGLATAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSVDSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHSLAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MCE8430081.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB18
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEDV
>MCE8430082.1 ParD-like family protein [Rhodovulum sulfidophilum]AB18
MAQSVKLSDDVMALVRREAELQSRSVAGLLTHWVRLGRAIEQSGTYDHARVTAAIDGRLDTVDLLEDKVIAWLDPFTEKC
PSHL
>MCE8430083.1 replication initiation protein [Rhodovulum sulfidophilum]AB18
MGATKQKSYDRFNTFRQRVLDPAVDAINDYGTVTVRMTPEKRGRSVHAVRFDWRWEDLQT
>MCE8430084.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEGGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRIEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MCE8430085.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MPKRLTLPDSASLATPDAGGRLSAPSALRNAEAICATLERVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDTQR
RASIDAWAAEAALPNLRPALALDACQPGWAASHAGQDLIFASNILHLVSDAQAETLIAEAARALAPCGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRGKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>MCE8430086.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB18
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MCE8430087.1 hypothetical protein LZ186_00935 [Rhodovulum sulfidophilum]AB18
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQARRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MCE8430088.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGHYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MCE8430089.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB18
MTEAPAPRAAFLFLLTIAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKPAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPVLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAVEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRRDGEIIGAMREQGYRGETPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MCE8430090.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB18
MDDAADRRVTAIFLLAISVYFSAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAVIVALPYRWIIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGKAVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVGFLGLVALLVFTGLTYDRFKEGARRDVDFSLLPERLAAIEDSEGLPVIAEFYTAGNL
AAREPRRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MCE8430091.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB18
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MCE8430092.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB18
MAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDR
DGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDE
IRE
>MCE8430093.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB18
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTTGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFPGADVIIHFDPVR
>MCE8430094.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB18
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRRLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAT
>MCE8430095.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB18
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MCE8430096.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB18
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPTLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLMTAAGVETWPRLPKDEVAARLARRIAEALT
>MCE8430097.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB18
MRHVARIAALAAALTATTAGAEEIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVQALAPKALVFEMLTPGQAAKVTP
GLRLDGVALGQALGWAESGWPDFAMYFPIFSAAPEAQIYGAALPRDEVRRSVTEGAAAVFGDAAGLYGLDTPLPAAELDQ
RIDDQREAHCNALPEHLLPGMVEAQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQ
IEGAATGLPPYDSWLVTGVAERDDPCAALTGG
>MCE8430098.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB18
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MCE8430099.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB18
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPAHFLEINGAVIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MCE8430100.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB18
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGMVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHGRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARARQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MCE8430101.1 hypothetical protein LZ186_01005 [Rhodovulum sulfidophilum]AB18
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGTFLGLALLATGGWLAVSQDTRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MCE8430102.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSVSAPTSRTRFAALSDQARACWLDPAEMEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
DGTTEAIAGAERQAYWTRIAELCRRLAGALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVEAVRDD
LPLGLLADVALNLLVTVDRWFAINASELAEGQEARLAERAFSLLMTPLLPPDYSGKTDT
>MCE8430103.1 glutathione synthase [Rhodovulum sulfidophilum]AB18
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRRGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERSDLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MCE8430104.1 YraN family protein [Rhodovulum sulfidophilum]AB18
MSGTVSYHAGRAAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKKSRSFSSAAERVTRRQMNRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MCE8430105.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB18
MRQARKTANMNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAE
DTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPG
PSAMLAALVVAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKR
FEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLR
EKRDAGPEEAE
>MCE8430106.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB18
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MCE8430107.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB18
MDQDIGSKALRDAVVQYLSEARQKGRTAIAAAFADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAV
FSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAESVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLG
GYMPLAKTLDSALWDDLFKGTAAEFIEAKLAERSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQL
VKLGFFTRDEFTGFVEAERFLWAVRCHLHLIANRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLT
RIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANL
RLIDDDVRNAPEAQRIFLDLLLKHGNPERSLRRMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIER
GELIEELPIASRILKDGVNRRVLYVALLLHDIGKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQ
KRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRA
LREALSGWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGA
LALVGANVVDARTYTTKDGYATAAFWIQDGDGSPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSI
TFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREA
IVKGTERANK
>MCE8430108.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB18
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAEMGWPVGDALVWTVPLAGIAQMALVWTAATKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGVVSYFGLGHLLGAFRLSEFRRAMRRQR
>MCE8430109.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB18
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGKFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MCE8430110.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB18
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MCE8430111.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>MCE8430112.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB18
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MCE8430113.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MCE8430114.1 NifU family protein [Rhodovulum sulfidophilum]AB18
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MCE8430115.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB18
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLAMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAADLPAIGVSMFQVLRRSAPGPETDLLSLAAPRGLAYVQPLRAGKLGGARMIDPEAPPPLAEIGADGIAHV
TGFAARRLGTTFGTGWREAVPAEIAPAIAREAAALLGGGEVQPRPAPLYVRPADAAPPADPPPAILP
>MCE8430116.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGIFLCGDAQAVALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAE
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>MCE8430117.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTKIQKALAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGTEMKTGSFRLGLADDAVGYAMDDNNRDLVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MCE8430118.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MAGAALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLAKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRQVLLRTDKSPARPGRIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>MCE8430119.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLSTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MCE8430120.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPTGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALWLVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MCE8430121.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB18
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MCE8430122.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB18
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MCE8430123.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MIGRTILITGASSGIGRATAELFLDHGWRVGLLARRSDLLDEIAAGRKAALALPADVTDAAAVEAAFDTFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLGVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGQPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MCE8430124.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELRRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MCE8430125.1 autoinducer synthase [Rhodovulum sulfidophilum]AB18
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQQAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MCE8430126.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MRGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MCE8430127.1 hypothetical protein LZ186_01140 [Rhodovulum sulfidophilum]AB18
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MCE8430128.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB18
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MCE8430129.1 protein meaA [Rhodovulum sulfidophilum]AB18
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVGLISPEQVAAE
>MCE8430130.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB18
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>MCE8430131.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPTEPRPEPADAAERRAAPPVVCYPPESLPAPPMALYDGLRAGMTQVAQLEIPARDARAFRVPAGHVLRISCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEPLVHDVLNVFMCTGFTRDSHRYFTKASPVRPSDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MCE8430132.1 hypothetical protein LZ186_01165 [Rhodovulum sulfidophilum]AB18
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MCE8430133.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB18
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MCE8430134.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MNRDVRLCLPCPDPRPGKIWGDWFFAQSLARALERAGRGVRLATAKRRSGGVWMRAVPQRWPWQDEIDLVIRGGKAWPKL
GRRPLFIWLISRPDSLTDREISEAEHIFVASELYMAELERRGARAVSFLPQCTDPDLFSPDRAEKTLASEILFVGNRRKS
FPRAVVERALATGRSLSVWGRGWHDALPPGTLRGVEIPNAELGRHYASAGVVLNDHHPDMLAHGFVSNRVYDVLASGRPV
LTEDMLGLPEDLRPAVFAYSDGTFAERLGTALDDDRQDRSEIAAHVRSRHGFDNRVRSILEVIGHA
>MCE8430135.1 hypothetical protein LZ186_01180 [Rhodovulum sulfidophilum]AB18
MERGISDSEALLRRSIPVFVNSFEQPSYLKRTLDWFRLNGFGHVTVIDQCSKYPPLLDYYGSDDFHSCAVLHRLPKNVGP
RLALDVLPACYAGRTFRIFTDPDLELPERPAPDFVSRLIEVALRYSVHKVGLALDISEPEKLHQRKVKLPGKEPALTVFE
WEQRFWKKPLEPDVYLADVDTTFHLYNPFFRLSLRNRTRLLRGKKPKLRGVRLAGEGFLARHLPWYLDDQFPVEEKAFFT
SRAERWSNWVNADAANE
>MCE8430136.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB18
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MCE8430137.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB18
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MCE8430138.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB18
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MCE8430139.1 hypothetical protein LZ186_01200 [Rhodovulum sulfidophilum]AB18
MNRLASIGTFVGGAATMGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAARP
LDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGHAYLAFDGKDYRLGVGKFLSYESGADLCRLLLVRKV
EGGVYRLRWRCIPDHRDQL
>MCE8430140.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB18
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MCE8430141.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB18
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>MCE8430142.1 NnrU family protein [Rhodovulum sulfidophilum]AB18
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MCE8430143.1 CoA ester lyase [Rhodovulum sulfidophilum]AB18
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MCE8430144.1 hypothetical protein LZ186_01225 [Rhodovulum sulfidophilum]AB18
MRAPRPFRHPAILPVLAALMILLPQLALPQNQGQNQRQNQGQNQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGNNT
VVEIFANTRTGTWTVTGTFAHGLTCLIASGEAYDPVAEPAGQAL
>MCE8430145.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB18
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MCE8430146.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB18
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MCE8430147.1 PAS domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB18
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSKDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPACAAPPATQKAPAEIDSALASLRYDAEGHIQK
VSAPMCTLLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGEHTVLDIPHRHSGQGTVWTRSHLLPLTDAEGEFAG
ALEIATDITRDRRDLDRMRARHAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFAGSRRYDDF
WDRLSCGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAAPNGQ
>MCE8430148.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB18
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPGI
AAILNQGDRVLALAVNTISGLARLPDSAVQPLAAGGAETPFFVGGFFHDGQLVNAVDPAALFALGGLPVAARFRRDERPR
NGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATLRTDDLQPPPALLGSGAGAIASLAIADDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAEPVPETIPASAPGAPSDPDAGEAPTLSPDSLIRDRRRYLTFQAGIAHAAPIEAV
IRIIEPPSAITPMMHRVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MCE8430149.1 SMC family ATPase [Rhodovulum sulfidophilum]AB18
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPFDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLVEARTAEAAATREAAASRAGLSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARHTSANRVLLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTREQCREVIAE
RESEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEARESASAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEALEGRTRPDLPELREVLAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MCE8430150.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB18
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAEGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>MCE8430151.1 hypothetical protein LZ186_01260 [Rhodovulum sulfidophilum]AB18
MKPVASREAIDGVQQMHRALHMALDALENRDEPERAAEILRQIDVAMVDWIEAARFMR
>MCE8430152.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDERMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MCE8430153.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRIDVLALDRAAADGPGRLA
AIDAERAVLSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MCE8430154.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTPASRGMDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSE
RPTALIFQNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAV
LLLDEPLSALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFV
GEMNRLPGRIEQAGGATARIATAGGSFVAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLI
VETPAAALTVQQVNAGAGSLPEGALRLGFSEAAGVILPEGETADDAA
>MCE8430155.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB18
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTRETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MCE8430156.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB18
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRADGRPLPRAGATAILAPAGREGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MCE8430157.1 histidine kinase [Rhodovulum sulfidophilum]AB18
MLRLHLRWQIVLCVGLMQLAALALAALVLFQKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSTTLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRELVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGPPARAVEGRGLTAMRDRVDALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MCE8430158.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB18
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MCE8430159.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB18
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETCARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAEAEALSDAGPFLFCPLQVPNDSQITMFAGWVQSVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPAESEAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETLDGVRIDAAALARILASARS
>MCE8430160.1 beta-mannosidase [Rhodovulum sulfidophilum]AB18
MRPDPVIAAPRLVAPRLAALGLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARNRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ETYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MCE8430161.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MPGAPEARQGGPPPGAGNGGPFLVSLFTRGQRWRYGLAALAWLGAAVFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWCREWPHDTWLADEDPAPETLAWCAAHGVQ
VSTRKERADYHRPAWPRRTRCKEGNLAFFYDTIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
AESWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
AMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVLDFGRSSGARRP
>MCE8430162.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB18
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYRPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRTIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLDRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVRLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MCE8430163.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
ARLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSET
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQANLCVI
EGAAHISNADSPDDFTARLLRFLSSQPE
>MCE8430164.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILIGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPALGIWAVPALLGCLIWWRVTDPRASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVLAGLVVSYWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MCE8430165.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MCE8430166.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MLSRRSLLALPFYGACLTTPVTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYTFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQALYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MCE8430167.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB18
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLMVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MCE8430168.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB18
MSLELNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFVEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MCE8430169.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPERLRGRVVAS
ILQNPRSGFNPLRTMRDHMRETCRALDRPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAPFLF
ADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRMLVAA
HLALYGKELPA
>MCE8430170.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB18
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLDDIRRQSGIACLFITHDLRLVNRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPSEIPTAPVEADAAPSPIPVP
>MCE8430171.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB18
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHALVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIDAARKLGRTGVALKDESGTRPA
GALAP
>MCE8430172.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB18
MPRYSATAGGERFVFDSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALERGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MCE8430173.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB18
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MCE8430174.1 phosphotransferase [Rhodovulum sulfidophilum]AB18
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASVLTAGGVFLKVMHPEMREGFDLDAAMTLARQAGEAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEPPVLAGAMAALKALHATPALTNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRTGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDVGTLLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MCE8430175.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB18
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATHAE
IVSIDRRPAGKFDPRLARLTERVADDFGLARMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MCE8430176.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALISELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRLRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAPPETATETPHA
>MCE8430177.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MCE8430178.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MCE8430179.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPDECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MCE8430180.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB18
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHRAMLDRIARLRAGQAA
>MCE8430181.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB18
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETWPGL
>MCE8430182.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB18
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MCE8430183.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB18
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMSEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MCE8430184.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MCE8430185.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB18
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGARLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MCE8430186.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB18
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MCE8430187.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB18
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MCE8430188.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB18
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAEGTASLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MCE8430189.1 response regulator [Rhodovulum sulfidophilum]AB18
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MCE8430190.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGS
>MCE8430191.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB18
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEAFVRA
>MCE8430192.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLIGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MCE8430193.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB18
MGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDPLAALDRPDRAAISVYA
QNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRNLGNWFFLGVIFTTVELPV
DAPETGHCGNCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPELRPLLGNRIYGCDDCLGICPWNKFAVAATET
KYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRDAVARLSEDADPVVAEAARWAV
ARLSRV
>MCE8430194.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB18
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MCE8430195.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB18
MVKRRGLGYHPGMAKPTKSAGTKRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLARRLRRAARRGALAVLALVALVLIAP
SLVNPPTTPTMMSERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKN
VYLWQGRSWPRKALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKD
RDPNHLSPTLLRRADQVEEGAATILADGRSDCFDH
>MCE8430196.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB18
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLIPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MCE8430197.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB18
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGSQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MCE8430198.1 GFA family protein [Rhodovulum sulfidophilum]AB18
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MCE8430199.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGSEAADSILDFLAQPAQVAAE
>MCE8430200.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB18
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGAKAATETDMAVLRDGAIAAGFTFVAALAALAAMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MCE8430201.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB18
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEAARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MCE8430202.1 ribonuclease D [Rhodovulum sulfidophilum]AB18
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAILEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MCE8430203.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB18
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MCE8430204.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB18
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNPGRSEASNIQARLDLPDGSSAEIKARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MCE8430205.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB18
MVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAAFTGDVVVGQGQMRLAAGRMLV
VYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRGTGSMEGRVR
TVLTPSDKP
>MCE8430206.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTSLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MCE8430207.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB18
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MCE8430208.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB18
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MCE8430209.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB18
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFEQGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>MCE8430210.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB18
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSL
RSKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMV
AAMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDA
IAQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MCE8430211.1 hypothetical protein LZ186_01570 [Rhodovulum sulfidophilum]AB18
MEKADRKTAREVFEYRLTMPDHPSSGEKNGPEAVFPSGGPAERMGRSVREVGGKCFHHDPRDQLRAQLAAVMAAENFARR
LKTLGGDMSREDICKIRISEPVRSLLVPIRQVPGPDC
>MCE8430212.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MADNVTIGLGGLAGVEFVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDGGSGSDTIIGSAGDDVIIGGKGNDNLSGG
AGGDILTGMAGADIFDFNVASHSNGANIDRITDFVLGEDLLDLSGIDANSGLAGDQDFDFIGTAAFSGTAGELRADLTAV
PGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MCE8430213.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDR
>MCE8430214.1 hypothetical protein LZ186_01595 [Rhodovulum sulfidophilum]AB18
MTKDARARDHSSHRFRISRDPTRASEQASELLANDVLLHLAVEGMRSWLGLDQGEDRSLRHHEALSGRKERQTEPEAEQG
SAPRLTLRLRAALSGIDRQAFSERMAEHRQEQQAEPQRTRKGHQRETETERGHDRAATCHIPRDCRPAS
>MCE8430215.1 hypothetical protein LZ186_01600 [Rhodovulum sulfidophilum]AB18
MEAARISSDLAIQVGLMVKAFFACRDRKRPGGLGHFADRQAGWAGFRCFRLRRRHKANAAEVSSRPARRLGPGARAVGGS
GVRKITLTWLPMHRFDPQEGLIYAEFRLAGLISAVFLNVCLCNDTVAANIRMARSDATEAGLRTSVDTAHSEGAGRLRPA
IPAGGLREASCNGSRSRPLPKDAPIMIHDAPLAILASESELSVQRGIDAVRRW
>MCE8430216.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB18
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKEDDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFT
NSEEDGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MCE8430217.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MAQTDTVNRRYVLAQRPTGAPDENTLRLETAEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYTLSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFARQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MCE8430218.1 hypothetical protein LZ186_01615 [Rhodovulum sulfidophilum]AB18
MTAATPFEGKVACVTGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKASRARSRTRSARPIAPRSKLAIAVLLL
>MCE8430219.1 hypothetical protein LZ186_01620 [Rhodovulum sulfidophilum]AB18
MSCSAVGPTGFGCGASAAGGGSRSRLRDCRGRGSDPSRSGRPIAEATARISRLQGMEGHARTADIRLAKYFPDRSFDLGA
DPAAAQGSAKVSA
>MCE8430220.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANGR
>MCE8430221.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB18
MAADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDIHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MCE8430222.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MTRTLFITGASSGIGAATARAAVGRGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVETFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MCE8430223.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFACIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MCE8430224.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB18
MSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMMLGYRHVRLPGPLA
RLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAISLFVAGVGMVEHD
GRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MCE8430225.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB18
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMSEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDVIQSWDLTQARFEELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPKRMGKYVREGHVQSELHWMKAELIANGLADS
>MCE8430226.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPARPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDTLADPVARDVWFDRAWRLFVEGAAPGRG
>MCE8430227.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB18
MDRGTLGRTTAALAAALGTAATAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFDD
QNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSAL
LYGPSSPGGVVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAPV
LVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLRS
KLRYGRIDADMRGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSAA
PLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAALL
YLFDNGAAPYVSYSTSLEPTSGVDAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTGK
IRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSSY
GDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MCE8430228.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIAEPGARLAGWASVPRLDLG
RAAWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQTARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPGQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGANLDPRRTLTALNDRFARPLPGPLWLSLDAA
>MCE8430229.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB18
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVAGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAANPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDTHYLPASPLETLLLGPKGFAASAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGRRGDARRDDHDD
>MCE8430230.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRVGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MCE8430231.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAEGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRAKLDEIPDCPPVA
VIRDADTPLPAGDIDLCAERATAATEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDVRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MCE8430232.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSAEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MCE8430233.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB18
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKTAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAETYQFTREAQDAYAIASLDRANAAINEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MCE8430234.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDNMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEIAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>MCE8430235.1 hypothetical protein LZ186_01700 [Rhodovulum sulfidophilum]AB18
MPGALSGPQDTDLPDQLDQSPGVTVIGGERLDEIAARWLGSPADWRWLAFVNDLADPLRLEPGTVLSLPPPGSGPGAPTT
GAVP
>MCE8430236.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB18
MPPIARVGDTHVCPVKGHGSNVIVTGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>MCE8430237.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB18
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGARPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGLRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>MCE8430238.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB18
MHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTERD
IDL
>MCE8430239.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB18
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRVSGKGDEQSL
QIAQLRYHY
>MCE8430240.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCGLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPAAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQRVLRDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVA
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFISRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MCE8430241.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVILGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MCE8430242.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB18
MMRSLLNTACVAALAFGSLAFAATPLEARDRSAGGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGDGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MCE8430243.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAALAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPALMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAVAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLISALPLVRRLAGTCPASEIPLKNMEIAE
>MCE8430244.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MGLQIETRQLAHAEPHEVAVLGPQPLTSSFGGRPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCIALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKRSFRAETGCAVYGFLQERRLGEARRLLMEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTR
>MCE8430245.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB18
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQIISAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPLALETLSARAGFVDALCGALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRG
>MCE8430246.1 isocitrate lyase [Rhodovulum sulfidophilum]AB18
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSCGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MCE8430247.1 malate synthase A [Rhodovulum sulfidophilum]AB18
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNSRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHPDYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMSGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTEWRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MCE8430248.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB18
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGAGFEDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVRPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MCE8430249.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB18
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVGMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MCE8430250.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MCE8430251.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MKDELQKAGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MCE8430252.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTRLMGMAATAGLMAGAALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADLILSN
GLNLELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVRNASA
YKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVVFCES
TVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLSATTN
>MCE8430253.1 transcriptional repressor [Rhodovulum sulfidophilum]AB18
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MCE8430254.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB18
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MCE8430255.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MVGKLDESLLQDVGPFRRLDRGQIREVLDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGNAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVARYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGKEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLELIGEGR
>MCE8430256.1 hypothetical protein LZ186_01805 [Rhodovulum sulfidophilum]AB18
MRHPVALPLAAAPTARAASAAPLDVKMPDRGNAGGSVFKSVFARTKPDDTSRVAPTGTGPGIDGMLPAGRAAVVGAQGRK
VEPGVTRAGLSGTKGPTPVATGMAPPRIGGPALPHRGRTAGLFGDLLAQVEQ
>MCE8430257.1 NnrS family protein [Rhodovulum sulfidophilum]AB18
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGVLALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHLEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLVLWSLAPGLPGLSAAL
AGLAGLHLARLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPAQGLDGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>MCE8430258.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLASILGLPGYRITRGGIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MCE8430259.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB18
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MCE8430260.1 hypothetical protein LZ186_01825 [Rhodovulum sulfidophilum]AB18
MLILDGRVEENTAQAFVRAHLPGGYADDFLLTPLGVQNAAGPLADQGVNGFAALVGLDGLQALRPDVIVMTGESDAVQRQ
LAEALARHPDLAGSVPALANHALVSLPAYYDSAVVDYPLILGRWAAAFTSLIEG
>MCE8430261.1 hypothetical protein LZ186_01830 [Rhodovulum sulfidophilum]AB18
MRRFSVTPEPPGLLMRSVLFAALMIAALVSRGDAQPVYPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEEAGIAADPGGKITVIDFT
AGLEAAIRQIGTVLGCEAQAEDLIAARRAQLDAVMAGLPLGTGPA
>MCE8430262.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB18
MMTTSPDTAAAIRADLAEHPGATLEDAAVRTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILE
AKGPLPEGRVAHGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPAQLAAF
DALRARLAQGQMAGTSATSVGMTEAPELP
>MCE8430263.1 hypothetical protein LZ186_01840, partial [Rhodovulum sulfidophilum]AB18
PEKPSGRAFAFLGQGASGKASGHATVTRNRSERICNLRQVKLVDGDEAPGGRWQKSCAFSISMNNGENNLRNLCMPAFLA
GLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVAEIPAVVSVRRSDDALRYDCETRRGREAVGAIPSTMGGK
IVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MCE8430264.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB18
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGTSYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSETQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYSIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MCE8430265.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB18
MAEEIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQV
TVPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELDILQARAPEAAETLSREIVAFVQKLRAEDLFK
KPGVAETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MCE8430266.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB18
MADLPALDIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVASDRPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
VEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRVGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEELARAVSEA
RDTGERDRMLAAMRHSGPI
>MCE8430267.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB18
MPLNWKIGGPLLGVVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAQGVTSTNAYLAKSDGALAAGAADLLT
YPMVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFAFAFGAFLTAFPTAMMLLKKEG
>MCE8430268.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB18
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILLFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAVGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>MCE8430269.1 XdhC family protein [Rhodovulum sulfidophilum]AB18
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPLGRALPEDLLADLVAARAARQAVACLVDTESWARRLAGPEDPALGQAIGARMR
ADRSGFEGTVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDA
RSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRRG
>MCE8430270.1 molybdopterin-binding protein [Rhodovulum sulfidophilum]AB18
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVAEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHTVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRAA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>MCE8430271.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB18
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNSVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERARSFSDSIRVAVTEQTQAAQHISQHAVSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MCE8430272.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB18
MRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVKEIKFRPNTD
SHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGKVENMPKLEGRQMVMMIGPAK
>MCE8430273.1 hypothetical protein LZ186_01890 [Rhodovulum sulfidophilum]AB18
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEAMSEEGRTSGVTGQDIPAPESQTDAEMPRSEGDTR
PEAGSKPDAGPETEAPGSGDGSVKAMAPEEETLSAPGAMKEAPAAEAPEAAPSDAAGADPDPETRDTGAATEGAAAPEAE
E
>MCE8430274.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB18
MRRKLAAGNWKMNGLSGSLGEAVALAATHSAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLAAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MCE8430275.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB18
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPTTA
>MCE8430276.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB18
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MCE8430277.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB18
MSERKNDLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MCE8430278.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB18
MVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLSEARPDILCLAGFMRVLT
PGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPVLAGDTADSLAARVLVQE
HALYPAVLRRFATGDRTPLYLP
>MCE8430279.1 ribonuclease D [Rhodovulum sulfidophilum]AB18
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPETDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MCE8430280.1 hypothetical protein LZ186_01925 [Rhodovulum sulfidophilum]AB18
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYLRDRN
KRLIARAYECRRPS
>MCE8430281.1 hypothetical protein LZ186_01930 [Rhodovulum sulfidophilum]AB18
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MCE8430282.1 SufE family protein [Rhodovulum sulfidophilum]AB18
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MCE8430283.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MCE8430284.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB18
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGARP
>MCE8430285.1 CinA family protein [Rhodovulum sulfidophilum]AB18
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLTETLDAHGAVSEQVAAE
MAAGALAYSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETITETVEFGALGRDRVRSATRDHALTLLLAAL
EPRPSAN
>MCE8430286.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB18
MSLAINIATVFGVGRLRPAPGTWGSLAAMPAFWALDVTGGALLTVLATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSLGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MCE8430287.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB18
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTIEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDENPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHAGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTQMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MCE8430288.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB18
MAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDWMARAARMVEEQGARIIDI
NMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRAEAAGVRMITIHGRTRCQF
YKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIGARIAGRPAPAVPEGAPLA
DMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALAAEGRAAA
>MCE8430289.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDAEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MCE8430290.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MCE8430291.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB18
MTHAKGLLALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDA
HTLVGYLAAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVI
QDWDNNEFRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRIFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLDKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMR
KRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIE
SLREKGEPEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHCGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MCE8430292.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB18
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MCE8430293.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB18
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MCE8430294.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB18
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MCE8430295.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB18
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MCE8430296.1 GTPase HflX [Rhodovulum sulfidophilum]AB18
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>MCE8430297.1 hypothetical protein LZ186_02010 [Rhodovulum sulfidophilum]AB18
MTLLRNRALAPVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLGPGPEGAPGRVSGAGGASLF
AGRGGASLFATYPVRARQMAEPGTAAQVAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIASGPGGAPKDG
>MCE8430298.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB18
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDSEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRALIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MCE8430299.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MARVAFLGLGVMGHPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSAMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYGKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLNGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MCE8430300.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MCE8430301.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MCE8430302.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKEQKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MCE8430303.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB18
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MCE8430304.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRGLGLGPAVLVGHSFGGAVALAWALDHPDRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>MCE8430305.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB18
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MCE8430306.1 hypothetical protein LZ186_02055 [Rhodovulum sulfidophilum]AB18
MRGWKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGRGAYAGVRAEGGQDVIFYVFCARDGERLLQLDGVGGEAGPNVLSLIIDGQGFPVTFGGSSEGGMLARLPPSAPVLG
ALQRGQMLEIRSDAGQGQGLGRFPLEGAGDAISGALALCR
>MCE8430307.1 ATPase [Rhodovulum sulfidophilum]AB18
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIARAIDRAPARR
>MCE8430308.1 hypothetical protein LZ186_02065 [Rhodovulum sulfidophilum]AB18
MKYAVGAAALAAVTTGPALAGGIERSVPSVGILFEQGNYVELGFSRFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADIAYPAGTGYPSLAGASADVDALGTTLMMRYEMPSNFSVIGGVRSLRTSGSVDLPQVASYRLNSS
TETDFGYLIGVAWEKPEIAARVALTYYSSITHDFTADESFRFPGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TEWSSFRITTPKYEGIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAILFGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSNSTRFDGNDGVGVGLRVGYYF
>MCE8430309.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQIGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVND
>MCE8430310.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB18
MGVTVTGWIEATPDRLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MCE8430311.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB18
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACVLRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MCE8430312.1 hypothetical protein LZ186_02085 [Rhodovulum sulfidophilum]AB18
MPRRLTAFLAMTALAFIGGLLTTPAPADGSRQQPDHGTRMAAAHGSAHHGSAEAHGAGPAASVPADGICRGFGPQAPRDI
SAPAGRNARIFNMAPPAARMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGD
TIEVHWVFSSCEVAPGKGLGACMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGNQVNGLHQPRALPAGTGTPVIYG
GSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLYEWAALGNVFEEDHSHGVRPLVTVEELLSQIR
>MCE8430313.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB18
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVADNTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MCE8430314.1 DUF6477 family protein [Rhodovulum sulfidophilum]AB18
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MCE8430315.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MVTHRQLQSTPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MCE8430316.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB18
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHTSVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLLTEYYTPEVHKAAFALPGYVRRLMP
>MCE8430317.1 hypothetical protein LZ186_02110 [Rhodovulum sulfidophilum]AB18
MKDGPDISPIIAARIDAPRRTSILTAHLAGRALAAAGITPAVASGHPPPQAEAAPIRPRKQNRHRHFAQARNAADRLRRP
ERGRHPHPTPAGAHAPAGAFQT
>MCE8430318.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB18
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MCE8430319.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB18
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGDLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPAFDGVRVESGLAGDAGFEAL
FPTDMVDTLNRASEDLSMLAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MCE8430320.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB18
RLLPHLPEWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSG
HGAKPGPGQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAA
GRG
>MCE8430321.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]AB18
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLVVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>MCE8430322.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MCE8430323.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB18
MKMPPDMPGQEVGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVPLPGGAALVNLSLGISLVDAVGSFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTVL
>MCE8430324.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MCE8430325.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MCE8430326.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MCE8430327.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB18
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGELCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGELAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MCE8430328.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB18
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPALEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALVPSDRPVFDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAALLAEA
>MCE8430329.1 hypothetical protein LZ186_02170 [Rhodovulum sulfidophilum]AB18
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>MCE8430330.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB18
MLKTTGLTLHYGGSQILHGVDIEARTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLKDMAQRRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MCE8430331.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB18
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLRLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MCE8430332.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB18
MKDSLFARNPSVLIFLGVLALFVAAVTLLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALVFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPARHGADLGPDD
GSFRDREASE
>MCE8430333.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPDLAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRVLWLETGTSAPFAAARALYQSQGFEPCGPFGDYRIDPHSAFYTKRLAPQEASL
>MCE8430334.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB18
MRLFSVLFFCLVAVTVVVSGPITGPALAQSGPAVPGQGQPSPIQNILQENRSLIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADADAGTANRQDLDQLKPNSGVRALIGAALVPYQLTDPDPAVR
SGALDAISRNGEAAHLGALRGAIESETDPDLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTR
AVTTGAPPEGENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLDDLNSDAARERAYA
ALAARGLVPPTATTEEVQAALDGHGFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAI
TFGVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIA
LQQLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGI
DPDRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTL
AAQTYMILFIILFIQIRPRGIVALRGRAAGD
>MCE8430335.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILKAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MCE8430336.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB18
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCHLERSLVAELVPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MCE8430337.1 urease subunit gamma [Rhodovulum sulfidophilum]AB18
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MCE8430338.1 urease subunit beta [Rhodovulum sulfidophilum]AB18
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MCE8430339.1 hypothetical protein LZ186_02220 [Rhodovulum sulfidophilum]AB18
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAADPAADPAVEAAAETATETVAEPVVDAPARTSGQPSAIEAAPAASNAPAGSTPV
TAPKRASEASPAPGSEPEPEPAMAAAAPAAATTSGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEG
DR
>MCE8430340.1 lysozyme inhibitor LprI family protein [Rhodovulum sulfidophilum]AB18
MRHLEVTLAALLACGVVLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFR
DAACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MCE8430341.1 urease subunit alpha [Rhodovulum sulfidophilum]AB18
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSVEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MCE8430342.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB18
MATPFMTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MCE8430343.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB18
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MCE8430344.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB18
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMERDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MCE8430345.1 NnrS family protein [Rhodovulum sulfidophilum]AB18
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWVIPAAIAFLGLADAAFLATALGYLTYPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKTLPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLSALGYAPALMLVLAFAWTPLGLALTGLAALLPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGALWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGKGHGHGCGCGGHGGGGGHGGGGGHGQHGGPGRGGGPFRMPEAS
>MCE8430346.1 ModD protein [Rhodovulum sulfidophilum]AB18
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGPAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATSAAALVRAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGTLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MCE8430347.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAIDAGRLNERTPLPCCPSTTRPSLAF
>MCE8430348.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MCE8430349.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLAEAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAATKVADIADLGHPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGGRIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>MCE8430350.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MCE8430351.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MCE8430352.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNEAARAYLDFLKSPE
ALAIIGKYGYGTED
>MCE8430353.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB18
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGSVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MCE8430354.1 hypothetical protein LZ186_02300 [Rhodovulum sulfidophilum]AB18
MKGLMENRATGLISHKNKAIQQENLSETARVAPFFGGVEAGGATVPLLFAMTSRLPNPRAAAPAEAEREPAWDGWCRDFD
I
>MCE8430355.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIQTRCLLDDADGDVAALTFVADETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGAPDLLALTLCGGVAAERHWRP
ALVAARAARRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCALWK
>MCE8430356.1 hypothetical protein LZ186_02310 [Rhodovulum sulfidophilum]AB18
MRILRLPIIGPGRIEAGGELKKRRDLIAPGKLSPSCIRREGLAMTNLPRVDASRAEGYNRALTETAAQGR
>MCE8430357.1 hypothetical protein LZ186_02315 [Rhodovulum sulfidophilum]AB18
MDPASPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAEIGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MCE8430358.1 glycoside hydrolase family 15 protein [Rhodovulum sulfidophilum]AB18
MSPRPDPDWIEARRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRLASWDPEPDYFHHWTRDAAIALAAIPA
AMAAEPEAAAFWYQAVVDHIRFSLAISDPERRGPSVNPLKATATGAFRPYLRPDAELAALGGQAWLAEPRCAADGGPDLE
RWGRPQFDGPALRAAALIRLGELMPEAQGPEADRLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGAQH
LGRADLAEAAARLAGLIAGAADPVTGGWRESLEAAPGTLDAATVLALVQAGRMDGPFALTAPRSRATMAALETLFAGLYP
LNRGRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPS
SCLGLSWSAAAYLAAAAARDQALASR
>MCE8430359.1 hypothetical protein LZ186_02325 [Rhodovulum sulfidophilum]AB18
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALYDAVNWAA
HLRADGAVMWHRHPERPWTGNALPIRGWNEAMPVFVLGAGSGTFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGVQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPPHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFTAPYLDASA
>MCE8430360.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MGNRSSEDAVVRLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRAGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLAAPEAGLT
LSAKRVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGLAEPSGRLPVTLPAAPGQTPLCHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGQSYTQIDYGPPRLSA
TEARPGERVSLSVTLTNTGARPAIETVQVYLSDPEARVTRPARRLVAFRQVDLAPGERREVTFEIGAEMARYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MCE8430361.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVQQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDARPFVEVQRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MCE8430362.1 di-heme-cytochrome C peroxidase [Rhodovulum sulfidophilum]AB18
MFTRSVIFSLLFSGAAAPVTAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLTWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFSRPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNAL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQQDDKFMAEFDDLRGAFPRSGDGSALETAAAPCAYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYNLEAVGMATEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MCE8430363.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MARGEEIAAENRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLSFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPES
>MCE8430364.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB18
MTAGRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPDAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>MCE8430365.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB18
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MCE8430366.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB18
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MCE8430367.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTL
SQTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYN
VIAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVG
PDTEYEGKELSQDAVLWIRAFDLK
>MCE8430368.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB18
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRIAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MCE8430369.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB18
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAETGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LTAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MCE8430370.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB18
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLTMILAELAHALV
>MCE8430371.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPLFEIDGLVFGYPGRPAILQGAGLRLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREVAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MCE8430372.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB18
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLDTEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRD
>MCE8430373.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB18
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
AENA
>MCE8430374.1 cobyrinic acid a,c-diamide synthase, partial [Rhodovulum sulfidophilum]AB18
IFALARDAAFSFAYPHLLEGWHRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIASATRFLDGLRAHAETRPVH
GECGGYMVLGEALIDKDGTRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQPDAALGR
VTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MCE8430375.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB18
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MCE8430376.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB18
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMICDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MCE8430377.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB18
MPELPEVETVRRGLTPAMEGRRIVATRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILADLSTGETLILHLGMSGRV
LISGLALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLAPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIAALVPAIRTVLSEAIEAGGSSLKDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>MCE8430378.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB18
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MCE8430379.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB18
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWMQPLLWMGAGAALTWIGAGLALLLS
>MCE8430380.1 hypothetical protein LZ186_02430 [Rhodovulum sulfidophilum]AB18
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEGAAPVAVKYDGSTQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFKSGSIVNSNDVSALRDPV
>MCE8430381.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB18
MQVPFPIDTLGASASSRPDRPASSAGTADPDGSDFRSAFDDTRPSDRNETAREAARRDTAKTSAASDRAEETPSSAPPDA
RKNSEDSAEEIDETAETKAGSDTVKNDPADASDAIIAELPAMAGFSTTPQPGTGAVTKTQARPTETAAAGAGTTAASVDS
DMARTTSVPLTADPRQQSVESQPNAALPASSPMADARPVIATGGTTAQQTAAQQAEDTGPQSDTAPSGSKDAKAAAASSS
TAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSSPEIADAPPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAVAARAIASDDPASDPKGDQKGRASTHRENTSATPTAPTAPHAMAAQPDATASAPPIAGTAIDIQTAIHGSRGDP
TAATDLGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVN
ISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANTTSPRTAGGGL
DLRL
>MCE8430382.1 rod-binding protein [Rhodovulum sulfidophilum]AB18
MLPSSPTPIGPTSPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQAMEMAR
AGGIGLAESIFESLKERMDDPD
>MCE8430383.1 hypothetical protein LZ186_02445 [Rhodovulum sulfidophilum]AB18
MTPIDMIADLLEREYQALRHSDFAALRALADEKEQLVVRLQMPSEGDREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MCE8430384.1 flagellin [Rhodovulum sulfidophilum]AB18
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NASIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MCE8430385.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB18
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MCE8430386.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB18
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLREQ
>MCE8430387.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGAAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGQIVTAEGYTVASIADTSLLRGSDGEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKLVDREAAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGVGYSSGQIALRLLGG
>MCE8430388.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB18
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MCE8430389.1 FlgB family protein [Rhodovulum sulfidophilum]AB18
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MCE8430390.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB18
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MCE8430391.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB18
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MCE8430392.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB18
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MCE8430393.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB18
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLVDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVAADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MCE8430394.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB18
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEVQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MCE8430395.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB18
MRLLVLLAVLGGVLPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MCE8430396.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB18
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MCE8430397.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB18
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPSDPIDYSASQGQAEDGSHMMADGHAADAASAAGHGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MCE8430398.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB18
MLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIERRPVTVHRDQHFLARNGALGCIAAPIHDHD
GELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILAVSGLEHNPAALVAVTADDLAIGASHSARL
ALGIKGNLAKAPVPASDLLSIPGVESLEEAERAVLTRALARTGGNVSAAARILGISRATFHRKLGHRKSGAKRPEAATQD
PAAPCRIPATDAPSLPRDGG
>MCE8430399.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MCE8430400.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB18
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MCE8430401.1 hypothetical protein LZ186_02540 [Rhodovulum sulfidophilum]AB18
MTLKVLFGHAALLAKDKWQGRAFHPDPSARMGLRPCAPILNDGNADLPRWLDWFNRSRPHSALNGLPLLSAVNSIMRSHS
>MCE8430402.1 hypothetical protein LZ186_02550 [Rhodovulum sulfidophilum]AB18
MLSQRADGVGVAVRGLVVEHDGGGGRDQRVRRQPAISVCVPQLPNGASMLSLSPRGARPRRRVRFVFTAVSSKNTTGSGR
AAMAGRRGFVAQIA
>MCE8430403.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIIATALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQAQIPETAPPEAGTPAVGLDAAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLLDMGYADYGPLGRWLEFGINTHMGQTFGVLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFTGLFVLLGVGGVLFPLTGMSLLAMLVLDLTWQRVTARRAI
>MCE8430404.1 hypothetical protein LZ186_02560 [Rhodovulum sulfidophilum]AB18
MLLPFALASLVAQGVMPAKAGDGTVSLIICTGDSFVEMVFDPVTMEPVSENKGRDEREDAPGHCAWAAAHPVCAEPVATE
MKAPFSQALTVLSPPCQTVLRVAAATGLPPSTGPPYSV
>MCE8430405.1 hypothetical protein LZ186_02575 [Rhodovulum sulfidophilum]AB18
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDDDIATRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MCE8430406.1 flagellar type III secretion system protein FlhB [Rhodovulum sulfidophilum]AB18
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLVIPALAALASVLAQRSLVVAPEKLMPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAVAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MCE8430407.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB18
MTLELAPALEIWRPLAWASFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MCE8430408.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB18
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQQEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDQLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MCE8430409.1 hypothetical protein LZ186_02595 [Rhodovulum sulfidophilum]AB18
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETEAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPTAPAEPVRPDAPPAVDI
AAQSPSPSPESPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPVQPDPSPAETVSNAQDALPDSGQRAEDSGQAETQIAEDHTPSDWSNMRVETSMDREFDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRPPGDLLAEKRRALLDMRDGTDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVTR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDALALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAAKVLQPLAPKGTPRERLVRARLALAQGNAGEAKQYIAGIDTPEANSLRALISQRQGDLKSAADYLGAVGN
AEAQSAMAWRARDWSGVEALGDPNQRAFVKTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDRPGTQP
>MCE8430410.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB18
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MCE8430411.1 hypothetical protein LZ186_02605 [Rhodovulum sulfidophilum]AB18
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MCE8430412.1 hypothetical protein LZ186_02610 [Rhodovulum sulfidophilum]AB18
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MCE8430413.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB18
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>MCE8430414.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB18
MWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSSQRDALR
MTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVRPSAAVT
VAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSRLSAAGEDRAEILKARLERLLSARLGPGRSIVE
VSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNYEVSQTE
REILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDAGGSGPQ
SSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGMEDDLGL
PAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQDKA
>MCE8430415.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB18
MSRLFLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARARIGADFEKTLQELSFGYHEARIHVL
EALEPLLSVMVERVLPELARGGLAPKVVEIAREMAETEAERPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRGALNDFMTTEEEARRHG
>MCE8430416.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB18
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MCE8430417.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB18
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAERADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MCE8430418.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB18
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MCE8430419.1 S49 family peptidase [Rhodovulum sulfidophilum]AB18
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKSED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>MCE8430420.1 hypothetical protein LZ186_02650 [Rhodovulum sulfidophilum]AB18
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>MCE8430421.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB18
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MCE8430422.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVLVNNASIFEYDTI
RTATRESWDRHLGSNLRAPFVLMQGLAAGVTDPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLAKMGLWALTRTAA
QALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDGGQHLGWRTPDVL
GVE
>MCE8430423.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB18
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLSGLADSFGLEA
PPKRIEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MCE8430424.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB18
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKLP
>MCE8430425.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB18
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MCE8430426.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB18
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETIFAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>MCE8430427.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB18
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MCE8430428.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MCE8430429.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB18
MPGAEPVRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLVADMFEAQIRRDDPLERLASNSLDLDAMLNGLELAQGAEVFVFDTAGNLVGHARGLVRADWPVEEYEG
DSWITVITDALYRAWLGGVSLFGQEERSDVEGDPQRRLADQVAITLTDGQQVATGIDSSGHTTFSVTAQILRDRQVVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTDRPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARRDDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MCE8430430.1 serine kinase [Rhodovulum sulfidophilum]AB18
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPEAIRGLIEARRVGLL
RAAAVASAPVVLAVDLDTSETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MCE8430431.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB18
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVPAMRTGTGA
>MCE8430432.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB18
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MCE8430433.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB18
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>MCE8430434.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MCE8430435.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTKPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MCE8430436.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFKGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MCE8430437.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB18
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLRREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAAAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MCE8430438.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATATGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHKLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MCE8430439.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB18
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>MCE8430440.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB18
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MCE8430441.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MCE8430442.1 hypothetical protein LZ186_02760 [Rhodovulum sulfidophilum]AB18
MQISSNIDGGQRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSLDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MCE8430443.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MCE8430444.1 hypothetical protein LZ186_02770 [Rhodovulum sulfidophilum]AB18
MNRGPVFGQPGFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPASRSAAPLRRIALI
MGRSHARDAAPLWVPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWNDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLAVPPDPAAWVAAIERLAEAPEEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLLGVPAEPG
>MCE8430445.1 glyoxalase [Rhodovulum sulfidophilum]AB18
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPHGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPA
DLARPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MCE8430446.1 hypothetical protein LZ186_02780 [Rhodovulum sulfidophilum]AB18
MQDELAEIIQRVRVLEASGAPEPALELLAHALARRPDDLALRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEDPETDLARAQSLLDEDPEAALQLSEAVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLAPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAASGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICTRLLDRQGPDTSLLHLQARASLALGRTAQAETSLR
QLLALDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSARARRDVELIRDLDLTGRHDTARRLLDATLRMARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPSGPLAWHLARDRSHGQL
EWTRRAERAGAIWHWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>MCE8430447.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB18
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCRAGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLGGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MCE8430448.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MRFLIWHDVRSGREIRVPLYRAHDYVLGGLRAALSLILFPFRHGTDLIGYFLKGDSAAGDRLERALLPQLAAADHPPDAA
TGLFGAGAMPPLTEPVDIILPVYNAADVLALCLERIAANTPEPHRLMLIDDASPDPRARPLLEDFVRRHPQARLLVNPQN
LGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDAAIASVTPLSNDAEIFDVPVECRARPLGPGEAEAADRA
AARLNWRSALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFGAEKA
ERVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTENGAGLV
VRDAPGPDRLQVELYCREGVTRSVLDASDLAAMLAGLDARHLVYSNLVAAEDPLGLMERALSWLAPGDRLSVLFHDFLPL
CPSYTLIGNKGRFCGLPGPETCQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADDLIVFSEDSRSQLIRVWPDLAGRIE
LQPHRPQHLPRRVAPPKGGSLTVGVLGAIGHNKGAGILRDLAERAAPDLGIVVIGKIDPAFAHRRIRVHGAYGRDEIADL
AEKYRIRCWLIPSIWPETFCYTAHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGEALDRHLRRHLGASAAMPAA
RLA
>MCE8430449.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB18
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDQGGAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMVPGPVSFP
LVLFRDGPGEVSADRIQQALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSP
AISAWHFLEAALRQDPVLAHVGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKSSAMLDPCFGLARVAA
LRDAAAHVGRRDGPRMTEAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYAQACEHIAAAGYERLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLH
GDEMRWTRMSRAGYDFCEARYSRRAVAAKLNALLDGVPA
>MCE8430450.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB18
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFARGPETGAGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHV
LKPAERAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPG
YNVAYWNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQL
PYAFFWNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPKGRREAFEFTCYCA
VCGGRHPMVTSFMYSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFS
RLTGSEYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYP
STIRAELAPDGQIVHHLPAEIHGNPVDEKGGALCFRYFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MCE8430451.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPRREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQSPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPARSLDAINVSSGRATAIAEILETLTRI
TGHTPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MCE8430452.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB18
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MCE8430453.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKSALICPGPGRSGTSLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYENNFDVDADDADALRFEFSPRYTTVTAPSWHK
TVVERIRNSVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERYSAKQRCLSAPYRRTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGFHVPNSRRGAEIPKFSKSKGHPRYYYSQDHDICIRNRKGREAYLSA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFSAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDK
VFPYAEPDFDLLNDASPELKKASLSDV
>MCE8430454.1 hypothetical protein LZ186_02825 [Rhodovulum sulfidophilum]AB18
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARGLIGPRDVVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWEHIARRSEWRLYDRARLVEGNVIADFVTISGLPLEPSRVEVDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRTLREMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MCE8430455.1 hypothetical protein LZ186_02830 [Rhodovulum sulfidophilum]AB18
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>MCE8430456.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MCE8430457.1 hypothetical protein LZ186_02840 [Rhodovulum sulfidophilum]AB18
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>MCE8430458.1 hypothetical protein LZ186_02845 [Rhodovulum sulfidophilum]AB18
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MCE8430459.1 HAD-IIIA family hydrolase [Rhodovulum sulfidophilum]AB18
MPTLTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEEFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLTDLAATQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPVLINGGVYCFSRGIVEHLVEDGSFEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVPALAVRSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>MCE8430460.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB18
MTPPTETPASGPARSAVPFEVGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGTCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIVPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAEARGLNADGLAANLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADATLTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETRASSTA
>MCE8430461.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MCE8430462.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB18
MQDEIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLDQHWRVVHSDPAPAHQPDGLIVAVRD
>MCE8430463.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB18
MSSWYLGLSTSGHDPALALVDEAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYASESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLAGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLTRPPGAPVTDAADLAAAGQAAYAVWADQVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGHSAEAAAGLLARGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAETDLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
S
>MCE8430464.1 acyl carrier protein [Rhodovulum sulfidophilum]AB18
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MCE8430465.1 hypothetical protein LZ186_02880 [Rhodovulum sulfidophilum]AB18
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALASLEASRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPGLVSFPAFLGHRADRLADPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDAGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGEAAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRTALTRLASAPAPDLIADY
AEPLFRGVAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQAVIGEILAGLGPPATEGLPGTPLLTRLMEEDLP
ETDPEDLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELERLISLCASPKYIYRMARGPARIGEIE
IRTDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRA
>MCE8430466.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGDREVFTGTRLGTEAGALAETFRTWLGPPPRTLVLALPAGTDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPARLPAPAPGRAPE
GAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRDPTTWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRSEAVFA
CYGMAEMTLFAAGLPGTRDGSGGVAPCGLTPDLAAGLAIVDPKTGARRPDGAEGEIWLSGASVGAGYIGPPEHGAGSFGA
RLDGHAGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETR
TARLPPDAEGLARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>MCE8430467.1 B12-binding domain-containing radical SAM protein [Rhodovulum sulfidophilum]AB18
MRIYLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIVSVAAWLPWGTDIRICEEVVQEVDLGAEVDPVGLSINVSQIAR
GLDLARAFRRRGVPVVLGSAHVSLAPEIFRGQADCLVIGEGETAAPDVAADLLAGALTPEYRCGKADMAAMPLPRRDLYP
NDRAIAGVVQTSRGCPFDGTFCDVIRYVGRKQRHKPPEKVLAEPDQLYRLGYREVSLSDDNFTVYRKRPRALLVALIGWN
GSAGRDPVRFSTRISIDAARDADLPALCHRAGLRQVFVGLETSAPAALVEANKRQNLHVGLIGECRKLVAAGLTIRGGLI
AGFDHDDLGCFERQFAFAQALPVVGFNVSARVAPYATPLCAEMKRAGRSVDADTQRGSAAGARLTNMLPAQMTHEELAEG
RAWLKAALLAADAALVRFEAYARTLAPPSQDMGRTAWVKSGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPETGYD
LTSTLTLDLSECARAANRAEAPLEAAQ
>MCE8430468.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB18
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MCE8430469.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB18
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MCE8430470.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB18
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MCE8430471.1 FeoC-like transcriptional regulator [Rhodovulum sulfidophilum]AB18
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MCE8430472.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB18
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQYNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCDTPKEARSAEDYNACIKGGYGSRYYSDLRNRLGMLVSGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDNYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSRLKNSLTNEGTNEYQSISLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPEYGWQ
PHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MCE8430473.1 hypothetical protein LZ186_02920 [Rhodovulum sulfidophilum]AB18
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRADTLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MCE8430474.1 glycine betaine/L-proline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MCE8430475.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASAWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MCE8430476.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MCE8430477.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB18
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MCE8430478.1 HD family hydrolase [Rhodovulum sulfidophilum]AB18
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MCE8430479.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTQPGHRPPRLRAFIGWLRQAAGPQAGI
>MCE8430480.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MCE8430481.1 SCO family protein [Rhodovulum sulfidophilum]AB18
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDHARTRP
>MCE8430482.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB18
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MCE8430483.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB18
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWNCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MCE8430484.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB18
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>MCE8430485.1 phosphotransferase [Rhodovulum sulfidophilum]AB18
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPDGLAPYGPAEMAELGCLPFRWYLPGQGLAAPEE
EIAAVRAGLETLLDEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGARM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALTGLRETLLRLLPPP
EPDGLDRIASRCAPRR
>MCE8430486.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB18
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLAGRPGLTVLRETD
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLAGAWDPAQMDGLLLLIPPERATGHSGKGDFLIGPDGRLRRG
PGAIYSGAGILKTEALVEIPERIFSLNRLWDGMLAEGRLCGILHPGGWCDVGHPDGIAEAEALLAGQGDV
>MCE8430487.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB18
MFEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRVLHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPA
AIWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATD
ALTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFG
RALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTRWAEGHEDGRKAWAAWLAEALKGTDRAG
TEPLSTHVARHRQLAEILAAGPDTEGSGALWLEEAGLQARAAQDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEP
HPGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIR
TAEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDRRPEQLSVTAVE
RLIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGQPLDPDPDRAQADLMAIADKVLATEAPWPAARALW
RARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLL
LEACIAERGGFKEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYD
LLSRFGEWDETDPPEPEDVG
>MCE8430488.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB18
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGAEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGTVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPETALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPLAPAETEDVRARGT
WMHLLLEHLPGTDPTDRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPPRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>MCE8430489.1 thioredoxin [Rhodovulum sulfidophilum]AB18
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MCE8430490.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB18
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAEDI
ARKAMAIAADICVYTNGNLTVESITR
>MCE8430491.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB18
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMLSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEQVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MCE8430492.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB18
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRSR
>MCE8430493.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB18
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELTLALLPGG
>MCE8430494.1 hypothetical protein LZ186_03025 [Rhodovulum sulfidophilum]AB18
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFPTLVPVSTVTGGD
RAGRIAAAKGRKLALEARLESCG
>MCE8430495.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB18
MTDTPWWNPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQNCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MCE8430496.1 elongation factor P [Rhodovulum sulfidophilum]AB18
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MCE8430497.1 Tim44/TimA family putative adaptor protein [Rhodovulum sulfidophilum]AB18
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELTLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MCE8430498.1 FxsA family protein [Rhodovulum sulfidophilum]AB18
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MCE8430499.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB18
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MCE8430500.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB18
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTEAWRPRPRPTPLPSRLTEEEATAHRAFVETMGDDALWK
SFD
>MCE8430501.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB18
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHRDAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MCE8430502.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB18
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MCE8430503.1 Maf family protein [Rhodovulum sulfidophilum]AB18
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVFAKAETREEARGQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MCE8430504.1 CopD family protein [Rhodovulum sulfidophilum]AB18
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MCE8430505.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB18
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MCE8430506.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB18
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVSALLSALGCIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESTDEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPSPEDIVLRG
KADLADDAGKGVSGLTGEGVAALVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVETLLDEIFSRFCLGK
>MCE8430507.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB18
MFHVKHRAFDVLVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQRDGRIVGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDGFCLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSQVEARQ
VACGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVRSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
SVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGERRRTSFEAKMERLSAGRAR
LEAMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDSELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLDGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MCE8430508.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB18
MTIAVGEFPDVSRETSERLANYAALLRKWNPAINLVSRTTLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIAEEYAPDLQVTLIESDQRKATFLRTVARELGLRRAEVIDARIEAADPQEADLLSARALAPLDRLLGFAERHLSPGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MCE8430509.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MCE8430510.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB18
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGATTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGGED
>MCE8430511.1 radical SAM family heme chaperone HemW [Rhodovulum sulfidophilum]AB18
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCQTAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLKRYERIANSHIDGSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MCE8430512.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB18
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALGGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>MCE8430513.1 ribonuclease PH [Rhodovulum sulfidophilum]AB18
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MCE8430514.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB18
MNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDGLLEV
RDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHVENRL
FHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGRANLL
SDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIGPTRL
NYGRIVPIVDYTAQLVGKLIADRGKG
>MCE8430515.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB18
MAEPEKTEFDDVATETAAETETPEITPEDVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MCE8430516.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB18
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MCE8430517.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB18
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQPGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMIQRKVFEEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MCE8430518.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB18
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MCE8430519.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB18
MAEGAKARAAEAETAVFAGGCFWCVEADFESVPGVSGVISGYTGGDVEDPSYRQVARGGTGHVEAVEITYDPAVISYEKL
VSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKAEAGQALGAPVATEIRPAATFWPAEAYHQDYYRSRAL
ILTRFGPKTKAEAYKLYRKACGRDERARALWGDAAPFAGS
>MCE8430520.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB18
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MCE8430521.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB18
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLACAAEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLEGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MCE8430522.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB18
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MCE8430523.1 response regulator, partial [Rhodovulum sulfidophilum]AB18
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALDICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSSDQNIALEPAPGGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LECLGDGGLPLGLIPE
>MCE8430524.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB18
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADID
>MCE8430525.1 cytochrome C [Rhodovulum sulfidophilum]AB18
MREELCLILALALGGAGAGRAETQVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWSLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MCE8430526.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB18
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MCE8430527.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB18
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIEPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MCE8430528.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB18
MKTMRGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MCE8430529.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB18
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MCE8430530.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB18
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MCE8430531.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB18
MGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVG
PSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MCE8430532.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB18
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MCE8430533.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB18
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MCE8430534.1 hypothetical protein LZ186_03230 [Rhodovulum sulfidophilum]AB18
MTPGIRAWICAAGLALMAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRP
RFTPTFVLLRDGLEIDRLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>MCE8430535.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB18
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MCE8430536.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB18
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLTAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MCE8430537.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAVAAALVSLGTWAVFPASFVYFGILHAIAAASLLGLLLVRLPPLVPAMLALGMLLMPRPAPLPDLGWLDWT
GLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRF
APV
>MCE8430538.1 hypothetical protein LZ186_03250 [Rhodovulum sulfidophilum]AB18
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKATGARSM
H
>MCE8430539.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB18
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTAALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPASKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>MCE8430540.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB18
MGKCARAGRVIGWITGAAAAAGLFASVAASSAQAADCAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MCE8430541.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB18
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGS
>MCE8430542.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB18
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MCE8430543.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB18
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MCE8430544.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MCE8430545.1 aminotransferase [Rhodovulum sulfidophilum]AB18
MAASQPPRGGTAATFAPPVMQARRWLDGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSGAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNQKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFNSRDGAPHRLFVDPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMTALPGWELM
GAGAFFAWLRHPFDIGSEPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPDLQALFGRLAAFRP
>MCE8430546.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDAQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPSEDQIKAQYEATPAAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQAAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAAEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFRAAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRQ
AETARRLADKAEALKARIDDGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MCE8430547.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB18
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MCE8430548.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB18
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGPATDLEVDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQVAVTLDGLASGPLSLAHADLTGTGSIRPQD
PALEADIAFRATGIGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDFSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MCE8430549.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB18
MTDTRFFPSLAVLTAVFLASGPPPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAK
AGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRS
AERLRRTGAFRSVRLTEAETLGLGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGI
GGQDDGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGD
RKMTHLTFPVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASD
GVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGA
GLGLRYDTGIGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>MCE8430550.1 PucC family protein [Rhodovulum sulfidophilum]AB18
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>MCE8430551.1 light-harvesting protein [Rhodovulum sulfidophilum]AB18
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MCE8430552.1 light-harvesting protein [Rhodovulum sulfidophilum]AB18
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MCE8430553.1 hypothetical protein LZ186_03330 [Rhodovulum sulfidophilum]AB18
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MCE8430554.1 hypothetical protein LZ186_03335 [Rhodovulum sulfidophilum]AB18
MASAFSTPQSSRPAAPQEPARDASASRPAPRPTPADGYTFRDWASI
>MCE8430555.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB18
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MCE8430556.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB18
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPDIDPRGIDRTIWNKDIAAERG
A
>MCE8430557.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MCE8430558.1 MarC family protein [Rhodovulum sulfidophilum]AB18
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEEQPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MCE8430559.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB18
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MCE8430560.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB18
MTDEPRATDRNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRA
>MCE8430561.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB18
MGQALFYHLTRRPLEDTLPMLLDKALKHDMRVAVRGSDPDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALDRVCILFDGNDPAAVERARGQWRVLTGAGLAAQYWSEETGRWQKKAESRG
>MCE8430562.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MCE8430563.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB18
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDALKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MCE8430564.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB18
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAITLLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRTRQERPA
>MCE8430565.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB18
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MCE8430566.1 LPS assembly protein LptD [Rhodovulum sulfidophilum]AB18
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSLVGDVDYRRRFAPALLGGMASLGFSADALHRSSEEATDGPDFDS
YGDGMDMARLSIEADWRRDWTLGNGMVLGALGAITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGDDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MCE8430567.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIRKP
>MCE8430568.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB18
MTGLPIALSCGEPAGIGPEIVLRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSADLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAAAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MCE8430569.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB18
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRWTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAQRS
>MCE8430570.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALSEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MCE8430571.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB18
MTGPRFTPLANSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEDTAPAIDPEDTRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGAFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MCE8430572.1 hypothetical protein LZ186_03425 [Rhodovulum sulfidophilum]AB18
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGTIWLALHIGAP
>MCE8430573.1 SLC13 family permease [Rhodovulum sulfidophilum]AB18
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MCE8430574.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB18
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MCE8430575.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB18
MIAEAKAALRAEAQARRAEAHDPERGAAALLRLEEVLAPQRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWVPDCALETGAFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGAVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>MCE8430576.1 magnesium transporter [Rhodovulum sulfidophilum]AB18
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MCE8430577.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB18
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGRVAEIGCGLTPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAHGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>MCE8430578.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB18
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
KSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MCE8430579.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MCE8430580.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB18
MRLFQLERIGEPPRLTETACPVPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGEGVDPGLAG
SRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATGKVVIAME
>MCE8430581.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MCE8430582.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MCE8430583.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB18
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MCE8430584.1 hypothetical protein LZ186_03485 [Rhodovulum sulfidophilum]AB18
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARSPHRF
>MCE8430585.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB18
MNVPTRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>MCE8430586.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB18
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHEGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTECTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MCE8430587.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB18
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MCE8430588.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGADLKALVATGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MCE8430589.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB18
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPVWLDWLDAHSAGKAAGAAV
>MCE8430590.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB18
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MCE8430591.1 hypothetical protein LZ186_03520 [Rhodovulum sulfidophilum]AB18
MTTALHIALGSAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPSQGRMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPTATAESLA
SGAAQENSPWLRHRDSSLLGGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRQGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MCE8430592.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB18
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFAALPEDWTCPTCDAPAAQFMVRDDPGAVDAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>MCE8430593.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB18
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLMRVAAACDRAAATGEGEVFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MCE8430594.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB18
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYRQGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MCE8430595.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB18
MCVGEPMRLNTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>MCE8430596.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB18
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSEALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADDTGRAG
>MCE8430597.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB18
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MCE8430598.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB18
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALQRRVWAGAATFMGAMIAGAALSW
AGVPILGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMVRGAAGGTLLASGAWLLAG
>MCE8430599.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB18
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MCE8430600.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB18
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MCE8430601.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB18
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAEVARPLV
MTSGNLSGAPQALGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPEVLALG
GQMKSAICFVKGGQALLSHHLGDLDEADSWDAFLCAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRLLTEYPLAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFREMMGDIEAGVPHPLISARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>MCE8430602.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB18
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALTGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMCPAPKIREGAGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MCE8430603.1 HupU protein [Rhodovulum sulfidophilum]AB18
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MCE8430604.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB18
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEVG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>MCE8430605.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB18
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
RAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGKV
VAETPRADARLDLPGRPTGVRRRHHVN
>MCE8430606.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVVLVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MCE8430607.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MCE8430608.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MCE8430609.1 BMP family protein [Rhodovulum sulfidophilum]AB18
MATTRDGIAIGRRGLLLGGAGAAAGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENTTN
TDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMTKT
GNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKGVL
AIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQKE
AAIKAGDFTVEINDKEPKSS
>MCE8430610.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MCE8430611.1 hypothetical protein LZ186_03625 [Rhodovulum sulfidophilum]AB18
MLIYCISQCMAALIDAPPDRA
>MCE8430612.1 IS3 family transposase [Rhodovulum sulfidophilum]AB18
MKDDQISPPRRGRRVPQTTDSRHALGIAPNLLRRNFHAEEPDRIWLADISYVPTDEGWLSLAAVKDMATMEIVGWSMSER
LKGSLAVDAMRMALQNRRPTSGLICHSDRGIQYASGDYRQLLDAWKTTASMSRKDDGLNNAPMESFFGSLRNELVHRPRF
RSRRDAKAALFEDIAIF
>MCE8430613.1 IS3 family transposase [Rhodovulum sulfidophilum]AB18
MAGSGGEVKTQADAIAAIAPKIGCIPQTLSGWVKQAEKDSGMRDSVTTEERDRIKALEREVRELRQANEILRKASAYFCT
GGTRPPTETMVAFIEDQRVVYGVASICRVLPIAPSTFYHCLACRADPSKASSRSRRDTELRPETKRVWDENYQVYGVRKA
WHHLKREGFSLARCTVERLMKQIGIRGAVRGKALKTTIPETSAPRPRDKVNRVFRAPAPNLLWVCDFTYVSTWQGFVYVT
FVIDTFVDRIVGWRVSRSAKTDFVLDALEQALHDRRPAQKADLIHHSDRGGRYVSICYTDRLAEAGIEPSVGSVGDSHDN
ALAETINGLDKTERVHRQGPWRNMQDLEVATLGWVDWFNNRRLLGPIGNIPPAEAEENF
>MCE8430614.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB18
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQYGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYESFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDEMNEVDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPVYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MCE8430615.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MIPNLASSSASAGSSASAGRLPDKIVVASTKPCRLQNVIPHPLHYKELAVGWRVAKNTALLFLSSIWSLCWRGRLTPGWS
CKKHGAARSQPAPGEVLTLHLRQEIVMRVLAVLAALAAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQT
DSALDTLLESAGSLPLGTPAHLVDENPCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIE
TVDFTIGADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDR
IGVETVGAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDAEQVRAALRRATDSVPALSGIPAVADDAILPLPAYSDMDV
VGYPYMLEAWTRAFAEIAMAAVSAPAASR
>MCE8430616.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB18
MNSGARAALMTAKEAALSDRVIEWAGAPVTSIRKGVQRAVNSACLKDVSPDVLRQTSAVHMADAGMPVSEISQYLGHSNV
LVTARFHAWDSPSQLRRAADVSDFTTLR
>MCE8430617.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB18
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVKAMVPE
TDPQQRNTDGRQVNLLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVRALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKAGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MCE8430618.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB18
MTDSEIPLKIAIATNDLEHLDAHFGSAAKLAVYEVTTASSRLVEVLEFDALTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MCE8430619.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB18
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MCE8430620.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB18
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MCE8430621.1 LysE family translocator [Rhodovulum sulfidophilum]AB18
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEVPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTLAGGGALIGMGALTASAARS
>MCE8430622.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB18
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLST
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESEAVSGHIAGITGARADLDRRLRRHRPADPA
>MCE8430623.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB18
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MCE8430624.1 dihydroorotase [Rhodovulum sulfidophilum]AB18
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATLGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTLSCLAEVFEREVALDRLEAFASLNGPAFYGRPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MCE8430625.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MCE8430626.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB18
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MCE8430627.1 alanine racemase [Rhodovulum sulfidophilum]AB18
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEAEPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MCE8430628.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MCE8430629.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MCE8430630.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB18
MRVLRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARILKRG
>MCE8430631.1 methionine synthase [Rhodovulum sulfidophilum]AB18
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVFALNEAGARLGRRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWVAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAEQAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKAGDAAAA
>MCE8430632.1 hypothetical protein LZ186_03745 [Rhodovulum sulfidophilum]AB18
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MCE8430633.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB18
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRSL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAETAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLARLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPSEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MCE8430634.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB18
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MCE8430635.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB18
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRNAHAAALATGADSEEAMRSVVRLLIEEFGAAL
>MCE8430636.1 hypothetical protein LZ186_03765 [Rhodovulum sulfidophilum]AB18
MSELTKIPQEEAATYLQRYTLHQGVPLADAAGFFGTTVATLESVYLHHHPSFQEATAKALDVWK
>MCE8430637.1 hypothetical protein LZ186_03770 [Rhodovulum sulfidophilum]AB18
MTCPLRTAEALDPISTPQGRAEARDRRRAILRDAARAARWLAWTSLGLLAIGLIGHVADKAIGQVIHDMHGSKVSQ
>MCE8430638.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGHRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGGRAPA
>MCE8430639.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB18
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVAVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMR
LRGQMHEISVPLPNGRLSPEDGPRLRTAFEAAYAARYTSPFEGAEIEVIALRARVSGPVPALGTGGAGGGATPGKGARPA
SLKGSRSCLFEQGRFETAIHDRYALGPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKRDADGTPMQVLLHPEGTARPIPGLFGGQ
PGGTASGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETVG
>MCE8430640.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDGLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIRNYVFTPVASNAIECWPLSLT
>MCE8430641.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMTRDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MCE8430642.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHVFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKISLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MCE8430643.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MVPPLLEIRDLHLRMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATCRIG
PGHEVACLDPVAEAADA
>MCE8430644.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MPEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGEDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRAGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MCE8430645.1 RidA family protein [Rhodovulum sulfidophilum]AB18
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MCE8430646.1 amidase [Rhodovulum sulfidophilum]AB18
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPASFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MCE8430647.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELDGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MCE8430648.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MCE8430649.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MCE8430650.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAAEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MCE8430651.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MCE8430652.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]AB18
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEET
>MCE8430653.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTASP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MCE8430654.1 CoA transferase [Rhodovulum sulfidophilum]AB18
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGETRRYGPVPALKPREA
>MCE8430655.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB18
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAESYIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MCE8430656.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB18
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIG
>MCE8430657.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB18
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MCE8430658.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAGGQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MCE8430659.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB18
MSLNSVRPWRSIDRRKSRKIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MCE8430660.1 DsbA family protein [Rhodovulum sulfidophilum]AB18
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIYEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MCE8430661.1 DsbA family protein [Rhodovulum sulfidophilum]AB18
MLSLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPDDWT
GGAPDSDVTLVSFVDYRAEGARRALDAAREAAASDGQLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEATQTRLF
DAGATLDAAALERLSAELGLDPAEVTTRMAGADITAKLAETRALAEALELGPAPAQVLKRTMVRGDVPAIALLRMVEAIR
RKK
>MCE8430662.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB18
MGAMTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTV
MVHSGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLF
FAHTRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAAQSDPE
ADYWFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESR
QFGPAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVAT
AERYAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MCE8430663.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MKVSSRGEVDPFIVMDVMEAAARAESQGRSIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELEANMDVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MCE8430664.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB18
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSIRAGTSDTMRT
>MCE8430665.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB18
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MCE8430666.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MPERARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERNSDRPQAEEDAAVTSPAAAGQAADAANTEAQPSAAGDRS
EAVPPATPLFAPPAFDLVRVTPEGGALVSGRGGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDEPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRRSQSGAPSSATIGPPPADAAAILISDAGGVRLLEPPHPHEAPP
VSGLMLDAISYDAQGAVRLAGRGRPGAALRIYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGGVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDIPHVE
>MCE8430667.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPVLLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGQVV
ERGTHEALLAHGGRYTAMWQRQQAGEDGDIAAE
>MCE8430668.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERRLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTITTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGRLDLPEIVWSEPAGPTPPGQAAENSKDGDGKGLRAAE
>MCE8430669.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVVAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>MCE8430670.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB18
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MCE8430671.1 PQQ-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB18
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MCE8430672.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB18
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQQTPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MCE8430673.1 hypothetical protein LZ186_03950 [Rhodovulum sulfidophilum]AB18
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQISPFWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>MCE8430674.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPVGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MCE8430675.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB18
MTGKHARVVDWTSHLWRPDFKRFTGFGWIVRLVVALIVLALAIIAFGAAVLTLAQYVGALVLAQRFASVEGQYEAIRNAG
LVLAGLIGVPFLVWRSIIAQKQVKVAEQGLITDRLNNAVEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAQASLSELTDLTDVQTALTVLGRRAESRRRLETAAHYR
LSLSRCNLAKCDLSDADFSHAAFAGSNLNGAFLYRSRFRDCNFTSASMKRVQGYESIFEGAVFENANLSQAIFNRSRFLF
SPETQIGANFSQAQMEDSVVAFSGVRGPDRWALGANLAEATWKNAIIIGFESQRDTKFGFRTARTGTDTPPRPAAIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVVLIEPIIRPPDWPSEALSQTAFDRECARWRADPASYVPPQDRA
>MCE8430676.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB18
MGLLLGKALRRGFKWRPDPGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAGTRDRAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFIAGWYKGSYAAHRTARAVRPNPGFNPGKKPDSRSLRSDV
AILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRACRVLVQSPGMAGLGCPVTEGISGAPVLQRAGQGWQ
VVGVISAALRGAGGIRSIAARPGAAFMAGQ
>MCE8430677.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB18
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MCE8430678.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB18
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MCE8430679.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB18
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTRFAN
AER
>MCE8430680.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MKLTDMTIPDGLPIDGYGPGFFRISGEIHEGGALVAEGTLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MCE8430681.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB18
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MCE8430682.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB18
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MCE8430683.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MCE8430684.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB18
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MCE8430685.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB18
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPSTTSN
>MCE8430686.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB18
MTVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKTAR
EIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIERY
TFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAEAA
MLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATCGF
FPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFFNV
VSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELGLN
RKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEGRI
SPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGDEK
WQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQVP
VREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSRDW
AAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGTEK
TVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MCE8430687.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MCE8430688.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]AB18
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARQEGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MCE8430689.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB18
MIKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEI
EQFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAAT
ILGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAE
LAEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEE
AEAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>MCE8430690.1 hypothetical protein LZ186_04035 [Rhodovulum sulfidophilum]AB18
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MCE8430691.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB18
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MCE8430692.1 DUF6314 family protein [Rhodovulum sulfidophilum]AB18
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFAPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVL
FEDGRFFHLISPGARAEARHDCAPDLYRVRYDFSAWPCWSSLWEVRGPRKNYAMESSYRPES
>MCE8430693.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB18
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMIGSTGGYLVGYALAALTLGTFARAGWDRSMGRMAVAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MCE8430694.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB18
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALDSLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MCE8430695.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB18
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MCE8430696.1 NAD(P)H-hydrate epimerase, partial [Rhodovulum sulfidophilum]AB18
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGA
>MCE8430697.1 hypothetical protein LZ186_04070, partial [Rhodovulum sulfidophilum]AB18
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPTETAAESAAETAVDMTAESAAQNAEESAPGTASETAAPETPADPPVAEATPEAPEAQPAETKADTAADTPTDAPAEPQ
ADTPADTEAEEEARDAASAEVETEVFYTFK
>MCE8430698.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB18
MANTLRFLNLALAVFSGAALIAGQGIADSGRAEDLLEELQRPDLPNWQRVEDALWSEWSKSGSAAMDLLLRRGRDAIEAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLELNPRHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>MCE8430699.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MCE8430700.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MDRAPLYADVADGPEDGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRALGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNEGLDVASAVFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MCE8430701.1 DUF1150 domain-containing protein [Rhodovulum sulfidophilum]AB18
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MCE8430702.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB18
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MCE8430703.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB18
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MCE8430704.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB18
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MCE8430705.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB18
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQTRIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MCE8430706.1 phage holin family protein [Rhodovulum sulfidophilum]AB18
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGVGLILWAMSLRPRQPE
RTAPSADPYTPFIHMAEGFAAGLEAGRAARRPGSSDRARD
>MCE8430707.1 DUF883 family protein [Rhodovulum sulfidophilum]AB18
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MCE8430708.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB18
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MCE8430709.1 response regulator [Rhodovulum sulfidophilum]AB18
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGSEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MCE8430710.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB18
MEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MCE8430711.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB18
MRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDPDGALAAHLSEKPHHD
GRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLNDADDIAMTDPVTLAG
LSSKRPA
>MCE8430712.1 histidine kinase [Rhodovulum sulfidophilum]AB18
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPSEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>MCE8430713.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB18
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>MCE8430714.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB18
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTGIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MCE8430715.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MSGGTLRLSVASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQDLY
RPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVETGRIDATEFSLPSV
DVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVGLPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVELHR
WPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MCE8430716.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB18
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGRLYERGALVDAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLASHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFIDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLFSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGGALQGGRGVA
>MCE8430717.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB18
MSRPVQGSPREAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPGAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GIERDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRIGTACSAAGTGHLSPPRAVLPRAAELAG
FAEWSLDPDCGRIRVADGMLAMLGHAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGLRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEVARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPRKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRVAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTKVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MCE8430718.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB18
MLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPYHAI
ALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQS
FGRPFYPLHVSDRPNWPAIEYLSWLPELMRERRRKRAAGALIERLKARATPFNLIAMQLEVDYQIRASSDYPDLLTFLDE
TMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALRMGI
PVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MCE8430719.1 hypothetical protein LZ186_04180 [Rhodovulum sulfidophilum]AB18
MAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAVTTDTRPELPVPVPAPGSFLRYAAYDVAYHLANVLFGPV
FYPRYRHYALDSPWAEWRGWVGKGLRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGTGRSQAEELAAVMAS
FAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARVAGIGDRVAVFTGGRVEALYPKLAGIVTINSTVGLSALLAGVPVKV
LGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIAGERPQ
>MCE8430720.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMCARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MCE8430721.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MPGTRDTLDRLRALHVGTPRNVAAPKPAASGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHALEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>MCE8430722.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MISRQTSGSEILTDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPERVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDSAQAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPAADRPWLAAVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLADLARSWLTLAETAP
ADLGARIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGATAETALRDAPVAFVYAGNGAMWAGAARTLIE
RDPTFRTAFNDIAHAFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRAQIEALIATERIAAEISAENAPDSVTVSGSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYEAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSARAEARDAGTIARAALAAGGATDRARILGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGIVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATAARPAPVTAPEAMGEAEPLYAGLRA
AGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIV
CARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLAGDGAATALRAAKALCGTTETAS
DADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPEVAPGASAELK
SALAAAAGEDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPL
RFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGL
DTASAPASGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEEDDPLGAARIFRALPNTD
GTLWIAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETG
PRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGIQ
AGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAAL
QVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVEL
GKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHV
GKIVLRAPQEHGAPRPAAAPIRGGWLVVGGTRGFGLETARWLAAQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVAD
ATALDAALTRIRSAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQALDRLTRTDALDHFWVFSSIAARFGNP
AQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALHRLGRALAAGACGPTLT
VAPMDWSRMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLE
LMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIR
TLSQGRTGGR
>MCE8430723.1 hypothetical protein LZ186_04200 [Rhodovulum sulfidophilum]AB18
MGWLLWAGLALTQRHGIGCRPEVEYERPKPKLKTCPIGCFHIDITEIRWGEGQSHLFVAIAKARKTLSSGVTGRPKIWRP
RNSSEIPSRRRHIALIDQEIGMPVVRMTMAKGVQLTNRPQDRRAMAQFPGSGREETHVEHRLEYNHLELPEKQSKRLFFK
RRSDREVEPLGRGR
>MCE8430724.1 hypothetical protein LZ186_04205 [Rhodovulum sulfidophilum]AB18
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGEVTATPVDLPTIPF
AAIYAKRRRSDPALRWLMGRTKQLLAPQDGSCSI
>MCE8430725.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLAGALACLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLSPAQGLSLVVALVLAQRFIEPMTELAGYGEVLRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDAGAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MCE8430726.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSGAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVAAPGEGVTPDGNRLCFEAVGYAYEDGTETLSSIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRSDATREEVTAAARTAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAKGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRI
AETGTHEALLARNGRYAMLWAQSGSQLPAPTQDPEIAR
>MCE8430727.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEDDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRRTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MCE8430728.1 hypothetical protein LZ186_04225 [Rhodovulum sulfidophilum]AB18
MDDWDSALPAFASGWTAELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNFIAESARTAGIRKSAHGLRKSRLTAIAEAG
GTAHAIMAWGSHQNLQ
>MCE8430729.1 hypothetical protein LZ186_04230 [Rhodovulum sulfidophilum]AB18
MRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHIALINEVDPLHPVILCAEGRLMDGMHRVVKAIAEGRTHV
PAVRFFRTPDPDFVNVPLDELPYPDEVV
>MCE8430730.1 hypothetical protein LZ186_04235 [Rhodovulum sulfidophilum]AB18
MKKSYKPESEDRKYFKRILSERIHEEYKDVNPAEWLYMHDGGAFEEQVAYMAVNWDEARALVDALENTHLDDDYLPTKQY
SLGHLMDAYARSERFDDKSGDPYEIVRSQKTRAEILARLAEIAHFDLGDDPDEWRRWFKAWDEDDFFPPVR
>MCE8430731.1 hypothetical protein LZ186_04240 [Rhodovulum sulfidophilum]AB18
MRLPLLTFAVAAAFAATSSPSSAQGALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSMLPESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEASKSYREALGPYCPGFNLDY
>MCE8430732.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB18
MSGGSASVFVNGKPAGRIGDAISCGGAADAGSPNVSFGD
>MCE8430733.1 hypothetical protein LZ186_04255, partial [Rhodovulum sulfidophilum]AB18
QLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDTWADAKNPQNVS
>MCE8430734.1 DUF1851 domain-containing protein [Rhodovulum sulfidophilum]AB18
MADIEKNYRARAEKLGEPAARDPMPEAELAYCEGRLPPGLIRFMDELGYATFQQGGVTIAKPSILAPVLALVFKSDPDLR
HDDCTVVSYNPFGDLLVWSDRLKTFRISLAEGRISSQELAPTRFGPSLQRSKPAYPPDPNLIARSAVMVRPDDFDFLDYA
GQEMLARCIAMHGPIDLGECYGFFPALALAGVESPMRRVENIRRVPALEHFAFLAQAQPFYLTKVGPAGIEKVREIG
>MCE8430735.1 hypothetical protein LZ186_04275 [Rhodovulum sulfidophilum]AB18
MPMAQGINFPSITTVRTCAKAISDVVAVLGRGGTRHGTNTKGAGSNDVRALAFGKKFKLDQCLLSIFISGDGVVLAEVIN
PKEAPQELADNEIRRCCLHVILYVAAREVLGWIISETTAVSSSVTVVFIGSLPC
>MCE8430736.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MDFAPSEEQRAIFDLAREFGAEHIAPHARSWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEKGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLAYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MCE8430737.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB18
MSDIDIRKQGRIGRITLTRPKALNALSYEMSLAIETALDAWAPDPEVAMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMSPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSADGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MCE8430738.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB18
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGHEVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMVGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MCE8430739.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSWLARAEGLGRIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAN
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLGRIAAADGIR
>MCE8430740.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB18
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MCE8430741.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB18
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEALARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MCE8430742.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MCE8430743.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB18
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVRTDKGTEELTANAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKASVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGGEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEAKAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AGTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MCE8430744.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MCE8430745.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLCQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSAASGGSQTPG
>MCE8430746.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB18
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MCE8430747.1 DUF3971 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKIAL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTGGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAP
GAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGRLTLEARLGETPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGAVAVALDRVRVGNGLQLTGVRGQLSGTSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MCE8430748.1 peroxiredoxin [Rhodovulum sulfidophilum]AB18
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGTRVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGTGRIARIWRKVKVPGHAEEVLEAVRAL
>MCE8430749.1 DUF5930 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MCE8430750.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB18
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRTQQAPAA
GQAQQPRPQQGSAAAAPTAAGKPAEGAPKA
>MCE8430751.1 acetyltransferase [Rhodovulum sulfidophilum]AB18
MENLRPSTAKDMPRVLDIWRRAVDATHEFLAPEDRADIERELAAFLPTVPLCLAVDDADVPQGFMLLHQGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSTASAPSDT
>MCE8430752.1 superoxide dismutase [Rhodovulum sulfidophilum]AB18
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEDIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MCE8430753.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB18
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLTDAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLAAAAAAPPVGYFPAGG
>MCE8430754.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB18
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQARSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLKRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MCE8430755.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB18
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MCE8430756.1 hypothetical protein LZ186_04380 [Rhodovulum sulfidophilum]AB18
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MCE8430757.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB18
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MCE8430758.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB18
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSDRMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MCE8430759.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB18
MSVHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNM
DGTEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MCE8430760.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDDDTAPIETPCIRTCRVDRESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MCE8430761.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB18
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MCE8430762.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB18
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDAEDHWRAALAASDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDDEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MCE8430763.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB18
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGTRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLAQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPGHERRGEGFLMLPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGLDRSGIVAIQRRLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPDPGMAAAMAR
>MCE8430764.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB18
MKAVSVVLRAAVALWFGFGPGSAGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPTDTGASGPERPPAQT
ALWGLPEPENLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFAMELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSERLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MCE8430765.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB18
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MCE8430766.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB18
MMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPDELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAAAGVSRVIIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEDLFGLPG
RKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALAALPRAA
>MCE8430767.1 site-specific integrase [Rhodovulum sulfidophilum]AB18
MGSITTRKRKDGSHSYRARVRVMREGTVYHETKTFDRRPAATTWIKKREKELAKPGALEELNVSDPPLSKAIERYTEEAV
KEIGRTKAQVLRTIATYPIADLPCSTIKSKDIIEFLQSLPGQPQTVGNYASHLASIFAIARPMWDFRLNDREMRDAITVA
RRMGIISRSVQRNRRPTLDELDRLLAHFIDRRQRTPQAIPMHKVIVFALFSTRRQAEITRLTWDDFQKEHKRVLVRDMKH
PGEKLGNDTWVDLPEEAIRIIDSMRKSKAEIFPYSPDAITANFTRACKLLGIEDLHFHDLRHEGISRLFEMGWNIPHVAA
ISGHRSWVSLKRYTHIRETGDKYANWPGIQLAIGNT
>MCE8430768.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MRIKKVAIRNFRRLENVEIDFEETETVFVGSNNSGKTSAMVAKADACNWQTLSDARVFSMRLTYWRITCCRLRAVFRASL
HICRLFPGCAYSVSS
>MCE8430769.1 hypothetical protein LZ186_04445 [Rhodovulum sulfidophilum]AB18
MFDALVCGARIAVHHAWFRAFVTSSGTPDEIDHIYAMTTEGIRELGTQWSPILRSKGLSLRLTGVFCHQTPKAHYVHPFD
GPKSPELGDLLIVHEHKNTDPGGTIEITRRAVLVQAKMVDKGVPGGGKVDQYQEYLYEHWPAFELKGRGPGTVRFLSGQR
DFRPGIDPGRYGLIERTPHAGHKTIAPPYCCAFPWTYSEPRKPVRSAGGEDAGAFIANMLYDSGWLRGRVALIPPTPLAL
ASGTKNDHFDVTVEELLTLTAMKTLRFRRKSYMTGPRGYPVLVCFQKSYGVPGLLSDTGVGFAETDFEGKGIPPEEEAEP
DFDDGISVLLVETGGEGEARLD
>MCE8430770.1 hypothetical protein LZ186_04450 [Rhodovulum sulfidophilum]AB18
MDWVGATTDQQKMLHEIFKFSVTTILVGGAALLYGALQNRNDERQEQAAQAREAKAARRHRLEEFLREYTDAYNGIKFIR
RELRNALIPSADGAFEINAQRYAELLRELNQGQLKLEQYRRLLESKPAYLAFFGDEGAAWLSSAEKYLRHVTREYEYRRL
EKTEGTDENLTVPPDSRLFQYVVSRKNTYHDRTSVEEHFVPLEIFFRKMALNIEAQD
>MCE8430771.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB18
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKL
>MCE8430772.1 DUF5928 domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
CGGGVVVPLRVARRARPADIAAIRAAVAGNPSVVLARPVRCDRGEWSRVQAVLNTARAALAAFPQATHLYLLTDECLPIK
PAARLRAALDAEDCDHIESLDFQAVGGGGQMALRPILRQDVAAPRRRAGIRAAVTTGKPPGRAPPGDLRGMTGSRWWCLR
RGTVEAVLAFLAGRPDVRRFSRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTFELVTGNGRPVTFYNDHFDLLTVQE
GFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRAWERGASLGPGHDLMLAICKKRGVA
RRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDSYGTDRLLLCLDPSDLDVMTDLHGDGA
RVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIREESARLRAAGFPALYRLEPGLALSEAALVLAKF
LEIPYDTARGIADTATLFDD
>MCE8430773.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB18
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MCE8430774.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB18
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPAVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDTALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MCE8430775.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MCE8430776.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB18
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MCE8430777.1 DNA polymerase I [Rhodovulum sulfidophilum]AB18
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLRRVADGLGAEPPALPETSPASADPADGTAPA
ALPFEPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MCE8430778.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEGGRFYLVTPVE
KVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPDHEIRVSRDPETGEPTPYLHVRAGLEALIDRKSFYRLAE
IGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MCE8430779.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB18
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MCE8430780.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB18
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLSHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGESAQGALLWIYRALERGR
>MCE8430781.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB18
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDLPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGVRPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRADEAVPDDALGLRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIQVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MCE8430782.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB18
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGAPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKRGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGALDTVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MCE8430783.1 FAD-binding protein [Rhodovulum sulfidophilum]AB18
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MCE8430784.1 FAD-binding protein [Rhodovulum sulfidophilum]AB18
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGMAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPLAGAALWRRVRDVEDFADRSGDVWRISVRPSDGPRAAQAARAEAAVYDCGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>MCE8430785.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB18
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRTDEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKEAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>MCE8430786.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB18
MGPRRPLLHRSAGFRRGLGPRGLRLGVAVLAGLMVALAAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGGGGFCT
AALVAPDLVLTAAHCLFDGTTGGRLPLAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAI
RLPGIVPFGIGSQLGQGDAVGVVSYARDRSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSA
KAEMGSRKVALGTVIHDGLEVLRARLAADDPGDPLPRFGSGTTRSAGAKFLRP
>MCE8430787.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB18
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDSSQPEGTAV
>MCE8430788.1 hypothetical protein LZ186_04540 [Rhodovulum sulfidophilum]AB18
MDLSPRFKKTLQSTWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGTAYAINAFLVGSIGGAIAVVVGKALQII
ARDGRQSR
>MCE8430789.1 elongation factor G [Rhodovulum sulfidophilum]AB18
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQSSYLCEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDPLDPGMAYGAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRVAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MCE8430790.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB18
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVEAHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MCE8430791.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAAPGELDCPYGEHPRQRFDLFLPEAEPRGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVLEGPLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDAESAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLAQAESPLATALFDGL
>MCE8430792.1 P1 family peptidase [Rhodovulum sulfidophilum]AB18
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQKVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPCAEPRPEAAPGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>MCE8430793.1 hypothetical protein LZ186_04565 [Rhodovulum sulfidophilum]AB18
MAETVSVTELTPANLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
HPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEAAVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPGDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVSCPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLEDVLGGGRARS
>MCE8430794.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETIPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEDE
AVAIANGTGYGLVAAVWTRDGARQMRMARNLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MCE8430795.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHS
PATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRTPPQRAVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTALRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MCE8430796.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSTPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MCE8430797.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLAGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGFGPGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MCE8430798.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB18
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDASQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAAMVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTSPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MCE8430799.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTALEADDVVFTLDRARGPNSTNAQKALFEGIESVAAPDPLTVTVTLARPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNTRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAEAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRH
DFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>MCE8430800.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB18
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>MCE8430801.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB18
MSAPILRSLAELRALRAAWRAGGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGRALEAGAGAGEALAGARAAILDTGFDEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>MCE8430802.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB18
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPAGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MCE8430803.1 hypothetical protein LZ186_04615 [Rhodovulum sulfidophilum]AB18
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MCE8430804.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB18
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDDNPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MCE8430805.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MAPNALDRGQGRAPDAEARAWIGQRDGAFGPWIAGSLRPGADATAICSPASGAELARLADATSADLADARAAAATAQPLW
AALPGVERARKLNDWAAEIAAREACLTQLLALETGRPVRACRRGLSAALDALRQAAGSLLAGAADRLGHVPLGVVAPGLS
FGPSLGPSPDLSQDLSQDRIAPALAAGNAVILAPGPTDGKLAMLCLAEAAGTAGLPPGLLAVLSGAAGALSDLAQPPVAA
LRGPCLHMVLEDADLDAAADGIAGMLGDPPPGTAGHRLLVQEAVAERVHARLAGRMARLIIGDPLDPATDLGPLPGTALR
DRLTAALAETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMATGLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWS
ETLSTALDLATRLEAGTVCVNGTELEPAPDPLELWQRPAGLAPARPVARPVAAAPVPSAALTTARRAQSGWAGRSTAERA
AILTRAATRLAESAEAPAARLASAAGAAATASAGWAETPGRATLTRHRPLGVIAVLCPEICRQAAPVLAMASILGPVLAA
GNGALLCPGAGANAEAEALIAALEAGGMPKGLVGIVSGPRAALACALAARVDLDALWCFGAGDLPEDLPARAAATGKVLW
LSEDGASETWTGPGGASDLFRVAAGRRQTLRLSWGA
>MCE8430806.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB18
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRKALGTGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHATG
>MCE8430807.1 hypothetical protein LZ186_04635 [Rhodovulum sulfidophilum]AB18
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MCE8430808.1 chromosomal replication initiator protein DnaA [Rhodovulum sulfidophilum]AB18
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPEAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVISDGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MCE8430809.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB18
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MCE8430810.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB18
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLNG
PRSGHEIETWAMPGGNRQVRLDGKAAAQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGARAQYLEVRETDGTSQIEGMDGPCPRSA
>MCE8430811.1 hypothetical protein LZ186_04655 [Rhodovulum sulfidophilum]AB18
MAPGRCLRHRTLAQSFPDRIGIDAARAVTLRTGAEPLKPPQEVFRGAYSGDYADTDGHVRELPHTPFRPLYAEGRLTASC
PPAS
>MCE8430812.1 hypothetical protein LZ186_04660 [Rhodovulum sulfidophilum]AB18
MRYAGADLPLFLTHGPVRLAITGRTLSGGSAAGVAMGEAFSPPLTIFALLRPAASAFFLTMGTLLNRQAGYSTAADRRLT
RPGIAVGFFSGMTAHRHPTDFPFHMSLLPASSSSAALGAST
>MCE8430813.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB18
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQPAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MCE8430814.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB18
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEERRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALAGSAPGAAAMPAA
>MCE8430815.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB18
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALVGHPGLTLQPTEFRYRVSFYMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MCE8430816.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB18
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MCE8430817.1 LrgB family protein [Rhodovulum sulfidophilum]AB18
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRIVSG
>MCE8430818.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB18
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMVAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MCE8430819.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLDDLRAMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTAEGPEQD
>MCE8430820.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB18
MLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGARFQ
PDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISS
LATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDPTDALAST
AAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFDNFR
VIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAV
GMIPDGYASMAVLRRLR
>MCE8430821.1 ribonuclease R [Rhodovulum sulfidophilum]AB18
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGAREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLHRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>MCE8430822.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB18
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MCE8430823.1 hypothetical protein LZ186_04715 [Rhodovulum sulfidophilum]AB18
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MCE8430824.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB18
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MCE8430825.1 LOG family protein [Rhodovulum sulfidophilum]AB18
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIETWTPPS
>MCE8430826.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MTSIAETAGRLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALLLWAAVAATGRRLPRAPRVWAAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGT
NALAQLAVLGGALSYACAAVFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MCE8430827.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB18
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MCE8430828.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB18
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADQGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MCE8430829.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB18
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEARVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MCE8430830.1 asparaginase [Rhodovulum sulfidophilum]AB18
MTGAVGMVEVLRGGMVESRHRGHAAICDGTGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVEPDHP
VQRAVRTAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAAFAAARPDAGDARTRAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALAPDHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>MCE8430831.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MTDPLIERRARLLGPNVPTFYDEPVHIVRGESVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVNETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MCE8430832.1 phosphotransferase [Rhodovulum sulfidophilum]AB18
MTEAETLSLAEEAIAHWEGCTAPRLLSHRENAVFAIALSDGRRGVLRLHRRGYQSTDAIRSELWWMQALAGAGVAVPRPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFVELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MCE8430833.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MCE8430834.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB18
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MCE8430835.1 hypothetical protein LZ186_04775 [Rhodovulum sulfidophilum]AB18
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARTRGRQILTRIAARRELRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MCE8430836.1 hypothetical protein LZ186_04780 [Rhodovulum sulfidophilum]AB18
MITMVDLLGVMAVGASADPDDSTRSHAADGTRAGDGPAPDRSTEDLMAVMDLHAALTEAGPAIDGMSRADELLFSWLSGG
PDRMDADDLPFPADHVHDKDLPVAETCLADAALGAGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLRLGHLSLVPDTMLSDALAARA
>MCE8430837.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB18
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MCE8430838.1 hypothetical protein LZ186_04790 [Rhodovulum sulfidophilum]AB18
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MCE8430839.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB18
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIVSLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MCE8430840.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB18
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEILKIGPYQGGHGCLTIPFSRGVCGAAAR
NGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MCE8430841.1 LysE family transporter [Rhodovulum sulfidophilum]AB18
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIARQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MCE8430842.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MRSELILSTYNNPRSLALCLESVACQRVAPDSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
VSSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSGNRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAVAEGCGGKA
>MCE8430843.1 peroxiredoxin [Rhodovulum sulfidophilum]AB18
MSLRINDIAPNFTAETTDGPIDFHEWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHQKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MCE8430844.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB18
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQAKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MCE8430845.1 hypothetical protein LZ186_04825 [Rhodovulum sulfidophilum]AB18
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MCE8430846.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB18
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLGADGLA
>MCE8430847.1 DNA repair protein RecO, partial [Rhodovulum sulfidophilum]AB18
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLMGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LVFVSPKSG
>MCE8430848.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB18
MTDSASEPEASVLSRIAGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
DGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MCE8430849.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB18
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVAARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MCE8430850.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB18
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MCE8430851.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGI
IEALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGS
IYAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLGVLVLFALFPELVTWLPETLLPSLK
>MCE8430852.1 hypothetical protein LZ186_04860 [Rhodovulum sulfidophilum]AB18
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAAQFVDEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPVMERLMEGHPDLRWAPLHVAPAGAAFGAPQ
>MCE8430853.1 hypothetical protein LZ186_04865 [Rhodovulum sulfidophilum]AB18
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPERRLEIVSEIAEPASVALDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMSAYCLGPG
MLSGTPPGDARARIEPLPMPPALALRYAGYKTPTAEVLARIARAMEGREVEFAALYDRMGECASAAIAAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MCE8430854.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB18
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGTDAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGARENGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IQTRDFLRLGALSEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>MCE8430855.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB18
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPLEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGESYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MCE8430856.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB18
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MCE8430857.1 hypothetical protein LZ186_04885 [Rhodovulum sulfidophilum]AB18
MDRIEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MCE8430858.1 OmpA family protein [Rhodovulum sulfidophilum]AB18
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTETGA
RFDACAADTEDAAALIVAAAREAGAPEDTTCTLGLGAPSAEWGPAAASGIEALAQLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAGADDATEAALPDADAT
EEAATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>MCE8430859.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB18
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAV
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MCE8430860.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB18
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEGRRLMFCDEALVGAAQVLGAAPKGPWAILIGPEGGFSETERTRLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MCE8430861.1 hypothetical protein LZ186_04905 [Rhodovulum sulfidophilum]AB18
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MCE8430862.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB18
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MCE8430863.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB18
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWEDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVA
YWR
>MCE8430864.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB18
MNIERLLQEALGSGQARSQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGA
>MCE8430865.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB18
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MCE8430866.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB18
MATRAVSLRHLIRSTPVRQALVLVAVVALANLLSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGAHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPDTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERDKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MCE8430867.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MCE8430868.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB18
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPRAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MCE8430869.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB18
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MCE8430870.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGAGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MCE8430871.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MSRLLALALALLPMTASADSHACSEGFAQIRPVVSEKVSADPTHQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDTAEARSEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGAACLGEGQTVGPMVAP
>MCE8430872.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIESRPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAAQQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MCE8430873.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB18
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLASGVMVVCALVFALR
RAATADTGIRRRA
>MCE8430874.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSEDGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MCE8430875.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB18
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDEVIERLPAGLRAIRYDMRGHGLSSCPAGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLIRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSRRYCQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MCE8430876.1 threonine/serine dehydratase [Rhodovulum sulfidophilum]AB18
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQADDEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLASGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEAMRAMAAAFERLRVVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>MCE8430877.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMANIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MCE8430878.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB18
MPITTCIFDAYGTLFDVSAAARRAAAEPDHDCLVGHWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLQDLAEIPSLVEALS
>MCE8430879.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MCE8430880.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB18
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MCE8430881.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB18
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MCE8430882.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB18
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEAGEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MCE8430883.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB18
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MCE8430884.1 transcriptional repressor [Rhodovulum sulfidophilum]AB18
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MCE8430885.1 hypothetical protein LZ186_05030 [Rhodovulum sulfidophilum]AB18
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHTGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MCE8430886.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB18
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSVE
>MCE8430887.1 hypothetical protein LZ186_05040 [Rhodovulum sulfidophilum]AB18
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>MCE8430888.1 PhoH family protein [Rhodovulum sulfidophilum]AB18
MGISALTPPPQTEDVHEMLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARL
ETGQPVEAGDIDGALRLGETASPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTY
IAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMR
GRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRH
PLVARIIEAYDADDAKT
>MCE8430889.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB18
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MCE8430890.1 hemolysin family protein [Rhodovulum sulfidophilum]AB18
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>MCE8430891.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB18
MRPARFRRVFDRPAWPTWAAFGLGLGFALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDARGRVLASLPLGRAGQITAPLPPALDETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MCE8430892.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB18
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MCE8430893.1 tRNA (guanine(46)-N(7))-methyltransferase TrmB [Rhodovulum sulfidophilum]AB18
MSDETRKSPDHTPDTESGAPTRAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRAPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>MCE8430894.1 amidohydrolase [Rhodovulum sulfidophilum]AB18
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRLWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MCE8430895.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB18
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGGATCATHL
DHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MCE8430896.1 GFA family protein [Rhodovulum sulfidophilum]AB18
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLLIEGEQCWFASSAGAQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHVFCADKGAYYEITDGLPQAPGLSEDIA
>MCE8430897.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB18
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MCE8430898.1 hypothetical protein LZ186_05095 [Rhodovulum sulfidophilum]AB18
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELWPGDLGNHLRRDIGLPPLPEPRAEPPRWM
>MCE8430899.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB18
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MCE8430900.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB18
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MCE8430901.1 lipopolysaccharide assembly protein LapA domain-containing protein [Rhodovulum sulfidophilum]AB18
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MCE8430902.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB18
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MCE8430903.1 hypothetical protein LZ186_05120 [Rhodovulum sulfidophilum]AB18
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAENNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MCE8430904.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB18
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDSEALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MCE8430905.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MCE8430906.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB18
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRGKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LSPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGAAPAAPKAPAGSTVPRPGQAEAATEYSRTPLQKLADRFR
>MCE8430907.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB18
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKRA
KGPSDMYLEPPELEVFESVQSLV
>MCE8430908.1 hypothetical protein LZ186_05145 [Rhodovulum sulfidophilum]AB18
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSGVPPVDPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>MCE8430909.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB18
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MCE8430910.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB18
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MCE8430911.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB18
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MCE8430912.1 nitroreductase [Rhodovulum sulfidophilum]AB18
MPDPRPEVLDFLLTRRSRPAKTLATPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADLVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MCE8430913.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MCE8430914.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB18
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MCE8430915.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB18
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAVAATRDHRGFLLNRGAGRPMVTLKLASSFDGRIATAAG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSVWQARGARLIEVATGAGGGLDPAALLPALGAAGLTRVFCEGGGSLAAALLGAGFVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>MCE8430916.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB18
MLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGSDTIRAGDTLGLTVFEN
VDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGV
GKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDFTALGA
TGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDF
AIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MCE8430917.1 riboflavin synthase [Rhodovulum sulfidophilum]AB18
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GGRINLERALKVGDELGGHIVSGHVDGVADIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MCE8430918.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB18
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MCE8430919.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB18
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MCE8430920.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB18
MTGARKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MCE8430921.1 hypothetical protein LZ186_05210 [Rhodovulum sulfidophilum]AB18
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MCE8430922.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB18
MPDPVSQPLSSSLAPGQLLARGACRHLRDLGFACVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MCE8430923.1 DUF6324 family protein [Rhodovulum sulfidophilum]AB18
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MCE8430924.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB18
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPR
>MCE8430925.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB18
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATSISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MCE8430926.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB18
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAVPAIWLADAERRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVIALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MCE8430927.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB18
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDVAFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRW
DESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>MCE8430928.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB18
MTQMPGPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLTFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPE
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MCE8430929.1 hypothetical protein LZ186_05255 [Rhodovulum sulfidophilum]AB18
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MCE8430930.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB18
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>MCE8430931.1 hypothetical protein LZ186_05265 [Rhodovulum sulfidophilum]AB18
MISCPVIAICGPAPLAGIPGLRNMRRTAPPVTAGLLLAAAAIPVPPATAQAAFGPGAALTGPPRVSAFRPVARPAGTGGA
PEALSRDRGAEGGEQ
>MCE8430932.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB18
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MCE8430933.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB18
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MCE8430934.1 putative lipid II flippase FtsW [Rhodovulum sulfidophilum]AB18
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MCE8430935.1 FAD-binding protein [Rhodovulum sulfidophilum]AB18
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYSGADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MCE8430936.1 chloride channel protein [Rhodovulum sulfidophilum]AB18
MQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFTPDARVRSV
ADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAVAAAVSASF
NAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCGLVAVILMR
AIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVAVSMTMAGR
MGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGLAVMVAVSL
STALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPGAASPGACAELIGQGVMFEADTTLVEALPVF
EKWGHGFVPVVARVAAGREPEVLGALFHVDALRAYSRALATTAAEEHS
>MCE8430937.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MCE8430938.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB18
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPKDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVTDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTPAELEGSRA
AHARDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDML
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARSSTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVTKRAGDGLSERARAWLAEATQPL
>MCE8430939.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB18
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRSLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPHEPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MCE8430940.1 hypothetical protein LZ186_05310 [Rhodovulum sulfidophilum]AB18
MTRVTLVAATGFATAFILATTPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALERRLSDCTGLLLGG
>MCE8430941.1 hypothetical protein LZ186_05315 [Rhodovulum sulfidophilum]AB18
MRRPDAARSRPAAALAVLFLAAPAAFAQGADPAFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALRPTYLLLLQRHILDGERRARDQYVRLSGLCDDVGRASGLKGHRHAPR
>MCE8430942.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB18
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MCE8430943.1 J domain-containing protein [Rhodovulum sulfidophilum]AB18
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MCE8430944.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIEA
>MCE8430945.1 hypothetical protein LZ186_05335 [Rhodovulum sulfidophilum]AB18
MIMPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWIYLRAESLPSEDRQGLFGGRSRALRNVLVFRRA
REAEAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MCE8430946.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB18
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESATYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MCE8430947.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB18
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MCE8430948.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB18
MHRLALVLAFSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MCE8430949.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPDTAMWLTIRRDRCFVFPASGQDGDGRQI
>MCE8430950.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTRPRGRPPRADAPVSRDEMLTAALTLLDGEGVEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMTERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLPDRKRRLWLDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGAALDELLSCLGDEAALRAERG
>MCE8430951.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]AB18
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIARIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
DLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHE
KTKSFPSGLVQSRYRIAA
>MCE8430952.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB18
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MCE8430953.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB18
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLCDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDSVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLEKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTDPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MCE8430954.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB18
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MCE8430955.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MQCAPGDAPEPKTDPEAEPEAGPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARSGAHRED
>MCE8430956.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB18
MSRQDHPSAQDRASVDPPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRNAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MCE8430957.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB18
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>MCE8430958.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB18
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDRQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIDGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MCE8430959.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB18
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKVEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLKMTLDGERQELHTPLAFIANSAYQLRQFNLEGTDALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAPA
>MCE8430960.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB18
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAGEASGMT
>MCE8430961.1 serine/threonine-protein phosphatase, partial [Rhodovulum sulfidophilum]AB18
SLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDV
SAVLFEFG
>MCE8430962.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB18
MIRRYGETVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQSR
>MCE8430963.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB18
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAEADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MCE8430964.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB18
MPSDPFDALTAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MCE8430965.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB18
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACATNSAGIETLSCERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHLEAALGLAPDPIRRLAVLGGEDVAGRLRLGKAEARRLGRLVEGAAAGEGPAVLAYRAGPEVARDAVLLRSA
SLGADLPEGLGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MCE8430966.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRCGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MCE8430967.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB18
MSHLVERLSLRGEGLTGDGLTVALALPGEEVEGAPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MCE8430968.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB18
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVI
DIFP
>MCE8430969.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB18
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDTAVPDA
>MCE8430970.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB18
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MCE8430971.1 hypothetical protein LZ186_05465 [Rhodovulum sulfidophilum]AB18
MKKLALAAAFAATASTAFAGGYAEPVIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MCE8430972.1 ferrochelatase [Rhodovulum sulfidophilum]AB18
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MCE8430973.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB18
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATVGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>MCE8430974.1 double zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB18
MRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLYRGRAR
GLVLAFKHGDRTDLARAASGWMLRAGRPILVPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLVRLRAT
RPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MCE8430975.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB18
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MCE8430976.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB18
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAGDPTLAALRQEAAALGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPVSQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MCE8430977.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MCE8430978.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB18
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLQIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MCE8430979.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB18
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARVWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>MCE8430980.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MHVNARFWDRLAPRYARMQLRNPEAYEKKLAMTRAWLGPGAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIDNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVIAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MCE8430981.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB18
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MCE8430982.1 transcription termination factor NusA [Rhodovulum sulfidophilum]AB18
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MCE8430983.1 RNA-binding protein [Rhodovulum sulfidophilum]AB18
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MCE8430984.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB18
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MCE8430985.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB18
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MCE8430986.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB18
MRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGVRYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVL
DCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAEAAGVPEARVFTASTGVIGEPLPHERITAVLGDLT
ERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDE
TFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALRGVMLDLAQQVVKDGEGATKFVEVAVTGAASPADA
RKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRV
DLGLGKGSSTVWTCDFTKRYIEINADYRS
>MCE8430987.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB18
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTTEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MCE8430988.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB18
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVMDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLAAAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MCE8430989.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MRFLTGAALFCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGAQVT
RIALSGSPALADMLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDLAVGLSQAALLGLLTGEIADRSGPGGPEAPVTVHL
PGQAGQGLRQLPEARVLGGRSPVASARRHGRAAAVATAVAADPTGLGLARVSALGDAVQVSLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAATA
ADFDRVRLEVAGFGDLLPVMCDGGGSKAGPEQSRDRPSGDWARWLNRRVEVWLR
>MCE8430990.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB18
MPRPTPPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIETACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MCE8430991.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB18
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>MCE8430992.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB18
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MCE8430993.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB18
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MCE8430994.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB18
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MCE8430995.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB18
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDVLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MCE8430996.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB18
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDQ
>MCE8430997.1 lysophospholipase [Rhodovulum sulfidophilum]AB18
MQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQAAGIASLRIDKRGFGGSAGAIAD
PNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGRPVGQLLVEQMRALPGNAPL
MPEIEAMVATLEAGDRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQGGADMQVRPEDAGLLATAM
PQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>MCE8430998.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQHPTDQRLASFLQGYRERNSLDF
>MCE8430999.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MCE8431000.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MCE8431001.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MCE8431002.1 HutD family protein [Rhodovulum sulfidophilum]AB18
MRHIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVASDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAVHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MCE8431003.1 urocanate hydratase [Rhodovulum sulfidophilum]AB18
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MCE8431004.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAIA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDIDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MCE8431005.1 CoA transferase [Rhodovulum sulfidophilum]AB18
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHANARGLVSELPHPRLGQAPVVGQPVRFDGQPPLAETGAPALGEATRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MCE8431006.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB18
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYADLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGKPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAKAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALEPELSS
>MCE8431007.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB18
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALGAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMDE
>MCE8431008.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB18
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTIEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MCE8431009.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB18
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWGQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MCE8431010.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MCE8431011.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVI
>MCE8431012.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGEAG
>MCE8431013.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>MCE8431014.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB18
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFTHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MCE8431015.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MRSHKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPPRA
RLMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAV
AAHLGHAEDPVADARAGAEAILAATLPVARQHGLPAARTGAPP
>MCE8431016.1 FAD/NAD(P)-binding protein [Rhodovulum sulfidophilum]AB18
MPAPTSPRSCPLRLAIAGLGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNFAPGQSPLMLLNIPIRAVDIDPP
GPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLAANLPEGVALSRHETAILRLERSGTGWYLESAAGRFGPYD
EVLLAPGQPRSAPDPQLARWQDHARRTGAAVLPAYPADRLLKAAEGWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGR
YLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRAFEAALDRGLGAAPEAALEAISAALEPAARRVLEAAGA
DPGGVAAWLAAERAAPASQESRDAAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVAALIGFDE
GLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRE
AGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>MCE8431017.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB18
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAHGAEARALIDILRNDSAREALIAELEQAAGRGSADQDRAAAPPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWGALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPEAQTEPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARATARGVQLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYRENVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRIINGEAQAAEQGA
>MCE8431018.1 putative zinc-binding peptidase [Rhodovulum sulfidophilum]AB18
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGRCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MCE8431019.1 c-type cytochrome [Rhodovulum sulfidophilum]AB18
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASIERRARELGPDSETAPD
LTDPGLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEI
WAVVAFLRQLPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDVPVAYC
AACHGADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDP
ERGAVLARRGDFARALPACGACHGGTAGASGLGVPRLAGQGAGFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAA
VATYLAGLPAGDPLVPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPV
GSMQQAAHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAGAGKLAEEGDPARGLPACLSCHGARPTAAVGLLPR
LDGQRARYLEDRLDYFAENAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>MCE8431020.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MCE8431021.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MSDRQIFSEFSDSPFPRDALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETSGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MCE8431022.1 ribosome-associated ATPase/putative transporter RbbA [Rhodovulum sulfidophilum]AB18
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRADMPGMSVLVATAYMEEADRFDWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRCAASLEEAFISCLEAELTPDQTATAAPVAAPQTETIPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGDGPAVGIENRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>MCE8431023.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MCE8431024.1 SIS domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEGALKLKEISYIHAEGYASGELKHGPIALVEKTV
PVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWETLIMPEASDLFAPMLYALPVQLLAYHTAVAKGT
DVDQPRNLAKSVTVE
>MCE8431025.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB18
MTEHIYPPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIIFVPDEPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLH
>MCE8431026.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MCE8431027.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MCE8431028.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAIMAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLENFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGRTGGPRRKDPEHRPHTPP
HVAE
>MCE8431029.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MCE8431030.1 substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MCE8431031.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB18
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MCE8431032.1 response regulator [Rhodovulum sulfidophilum]AB18
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSPAFARVAEPRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MCE8431033.1 hypothetical protein LZ186_05775 [Rhodovulum sulfidophilum]AB18
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPRETAE
PSREAP
>MCE8431034.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSASLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MCE8431035.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB18
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAATLRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWACGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEEFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MCE8431036.1 TIGR01244 family sulfur transferase [Rhodovulum sulfidophilum]AB18
MAEDMNRNAKGLDLPPMMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPV
RHAPITPAMIAAQTEAMATLPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>MCE8431037.1 hypothetical protein LZ186_05795 [Rhodovulum sulfidophilum]AB18
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MCE8431038.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB18
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLHDVLDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGTAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPFSAS
RARQTGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRLMPEFRALQALLQRLRAGTGPKGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEHALTARARDWAEAGPEPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSDRQVRFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSQVLLLG
ALDAADGMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIVAAAREVLAVGTLRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALADERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>MCE8431039.1 hypothetical protein LZ186_05805 [Rhodovulum sulfidophilum]AB18
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MCE8431040.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB18
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MCE8431041.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLMMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MCE8431042.1 hypothetical protein LZ186_05830 [Rhodovulum sulfidophilum]AB18
MLSGQPFAVTADTNADAVDQSTAGVPFSGETAPRTVSSSLKPLGATNQATFAIALEPMAINGSSHFFRAHAGRGAMRLEI
LAQAHLNAWHSPV
>MCE8431043.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB18
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAISRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MCE8431044.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB18
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWALDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGAIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MCE8431045.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MCE8431046.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB18
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAVGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSEAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MCE8431047.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB18
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MCE8431048.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB18
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MCE8431049.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB18
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MCE8431050.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB18
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MCE8431051.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB18
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFF
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MCE8431052.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKTFASHRATPPGRSNAAIARDFLDLAFRMESGRPLPYMTRFQEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRV
AADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYRRGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEEL
AQSIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYAPELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTP
RAWIDAIETALGPGASSSRRVAAARTAIEIARNQGWRDTRLAFSLFAFGRLSLNRNASESSLAAFLEAGKIYAANPVTRV
QSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAALLASMLLMRAEALDMLGRDAEAGATRRDALGWARYGFGSE
DEIRARIAEIAWLNPARSD
>MCE8431053.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MQASDSPLPPAKGPIVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDITFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEVRGRGVGRALIEAVYALADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>MCE8431054.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MCE8431055.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB18
MSNSTLSSLEIAQAKGLRLIGYLNVLLTPVPAVGAWLAGLAPWPFLAVSVAIAAITIGLQRLGGGIARIAVSLGAMGQLP
LLTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALIAASVIVIVHHTLLTLFLPTLIYPSSGLLVDLGRLALHGAVWVAE
TAGLFYLLRMQLSQRDQIEQEAVRLSDALKSSQELQLNLAKKDVEQRNVMEQFSVALSKLAKGDLATRIETVFPDQFEPL
RNEFNSAVNSLSVAMTSVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARQVAVTTAE
MRADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSD
AAREISALINESARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIVDLKYTMGELDQLTQQNAAMFE
ETSAATTALTDATNFLSEVVAEFQNASEQHDQTQLLRNIA
>MCE8431056.1 hypothetical protein LZ186_05915 [Rhodovulum sulfidophilum]AB18
MSDLPDILRRAGGRPIGPTRAPFAMLAVADDHPKNFPERLKTEGAWLVLDGAIAAQLCGV
>MCE8431057.1 hypothetical protein LZ186_05925 [Rhodovulum sulfidophilum]AB18
MLQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPMMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARNHSDEASQSRNGHWHQKIHGYEDRHPDLVGMVR
DTLIDDGYTLEQPFLHVRPYSGSREAALAALATPDYIPVYVLLGVGAVLLVVSFGKRISARQARDAANGAA
>MCE8431058.1 hypothetical protein LZ186_05930 [Rhodovulum sulfidophilum]AB18
MSRAVNEGEVCAAMTGMRLRRFTWRSPDVWIIQKEKGEHSQMSSRIDHKDEPGLYRDAVFQEVRQQISFVGSAPESSHAF
LGDWVCRLQSINAEPLEYRSFFEDGRSPGKMVDGTSESPNDQWKLNEDGSFSEIAFIEVMPEFDMDEPSFDEQRYHVLFR
DKDTFVLFNGDGSLIKFYERVFD
>MCE8431059.1 hypothetical protein LZ186_05940 [Rhodovulum sulfidophilum]AB18
MNRSKNAQSSFDIRSRAKLVFIADTGLKHNQATMRNPFVDTFQTIMQVLQQYLLIAAV
>MCE8431060.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIQSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELT
>MCE8431061.1 YeiH family protein [Rhodovulum sulfidophilum]AB18
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEAGLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWIFISLFSLALILFLA
>MCE8431062.1 hypothetical protein LZ186_05955 [Rhodovulum sulfidophilum]AB18
MHQKKWFIGAAFTAVLATGVWLSLGKDGMDRNQTCQVMSADEWSAFMTDREGIVQPEARNPVAVNFHLDPGFEVPQGSVL
EIGLGTAPMPETITPEFNYSVEYLGPFRNELHIAVSRKTAAQPQVQVLPTFILITSARRAVCSWYGDRSITIEASDKPIE
IGVELLDHRITDGNGLPAAYRLSRL
>MCE8431063.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEAPGSGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYMRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDTDRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKAAWIKRLGPDRVFEMYGSGENTGQTVLAGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPARSCLKRRSQRRRDVMSMKPRKLSAVLS
>MCE8431064.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB18
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPRVLYEGAQEILFEEVDA
>MCE8431065.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKRGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MCE8431066.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MCE8431067.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MCE8431068.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB18
MKFRGSYTVCVTAFDGEGRIDLPAMRSYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFSETLDGDAAKGREIYVRCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQDELRRILDDLGLLAEA
>MCE8431069.1 hypothetical protein LZ186_06000 [Rhodovulum sulfidophilum]AB18
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPKNSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPKDVIVYFFDRDPGDAFHGGVASA
>MCE8431070.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MCE8431071.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MSLYYEDIEIGARFATASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRHESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MCE8431072.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MCE8431073.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB18
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEETGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>MCE8431074.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>MCE8431075.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGIFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPTVSLWLPALMMN
>MCE8431076.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>MCE8431077.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB18
MQSKNAASSEIGLAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSSDLARVLD
CGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLPVADYVPLPADALVGTAGGGKVMAMIESAEALAAVEEIAAVP
GLDALIVGTNDLADGIGLRGRVGHPEIHAAFGRIAAAARARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGG
TALLAALRGPVGS
>MCE8431078.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LAELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MCE8431079.1 hypothetical protein LZ186_06050 [Rhodovulum sulfidophilum]AB18
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MCE8431080.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB18
MAAHPHGGLHAATICPMHADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDAATRAKDTDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>MCE8431081.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB18
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPDTTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVVFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MCE8431082.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYASATRFGERLAPGILVAGICTSVLTAELVGTLGI
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKVDASLKFPRKKKVTA
>MCE8431083.1 hypothetical protein LZ186_06070 [Rhodovulum sulfidophilum]AB18
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>MCE8431084.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB18
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEIGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDQGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MCE8431085.1 CoA transferase [Rhodovulum sulfidophilum]AB18
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMEKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEAGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGVARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLNLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGAPMVMLAHPVRYDGEAPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>MCE8431086.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MCE8431087.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB18
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQATGGDCDCHCGCGGSGAAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAAGWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILAAAEARGLDLPQARGARSLPGRGAEAEVAGAAIWVGAPAHAPEGIGAGQDMAAAVADIEERGGSAVLVVAEGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>MCE8431088.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB18
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MCE8431089.1 hypothetical protein LZ186_06100 [Rhodovulum sulfidophilum]AB18
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MCE8431090.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGQWDFPGGAREGRESPAACVLRETREELGLAR
>MCE8431091.1 30S ribosomal protein S11, partial [Rhodovulum sulfidophilum]AB18
ESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MCE8431092.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB18
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIETDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MCE8431093.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB18
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>MCE8431094.1 hypothetical protein LZ186_06125 [Rhodovulum sulfidophilum]AB18
MRPMHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYAA
>MCE8431095.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MCE8431096.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB18
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MCE8431097.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB18
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINPAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGHRGVLRFRV
>MCE8431098.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]AB18
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MCE8431099.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB18
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MCE8431100.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB18
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLIMARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MCE8431101.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB18
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPARAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MCE8431102.1 ATPase [Rhodovulum sulfidophilum]AB18
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDRVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAVAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARAAL
>MCE8431103.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MCE8431104.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGFR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRTNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MCE8431105.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSDTRSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALCGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MCE8431106.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGIELTSDLKHIDQVRSEVGMVFQQF
NLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQRVAIARALCMRPNIMLFDEPTSA
LDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAFFNAPRSDRTRLFLSQILGH
>MCE8431107.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACTFYRGLGFVEISRRPDDDEGLPFETLRLRREA
>MCE8431108.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MCE8431109.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB18
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLETPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MCE8431110.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB18
MRRQTAMNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVL
HQLFAAGMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAG
GMIPKTETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MCE8431111.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MCE8431112.1 ribosome biogenesis GTP-binding protein YihA/YsxC [Rhodovulum sulfidophilum]AB18
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MCE8431113.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB18
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGQKLRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MCE8431114.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB18
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSALGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MCE8431115.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB18
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMRVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIPPGEPPDG
>MCE8431116.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB18
MSPLARMLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKR
>MCE8431117.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB18
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MCE8431118.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB18
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MCE8431119.1 VTT domain-containing protein [Rhodovulum sulfidophilum]AB18
MSRTRQQWPRRRGLARYLLLAAIAAVALIGALTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLATLAALPIAIRVAR
RKG
>MCE8431120.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MAPMKTDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIASVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGEVIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVVVIEAKRALGREDPEAAALVLDRLRAEGVELFEHAEVRRVTGRAG
AIAVETADGVLEGSHLLVAAGRQPALERLDLPAAGVEADAAGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGSTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTTGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGTILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MCE8431121.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB18
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTSALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTVRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAVLPGEDGIPN
>MCE8431122.1 site-specific integrase [Rhodovulum sulfidophilum]AB18
MVDRGGVLTFRQSKTRDPAYIPWSCPLPAWATTLADEREQMHRAIAATPGGQMTYLATARGQTRSSKALGTLIREAARAA
GIEKSAHGLRKARAVALAEAGATTHQIAA
>MCE8431123.1 hypothetical protein LZ186_06275 [Rhodovulum sulfidophilum]AB18
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8431124.1 hypothetical protein LZ186_06280 [Rhodovulum sulfidophilum]AB18
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEALAEKFLARFKGGRA
>MCE8431125.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MAAISFISLRISAQSGERSRRTILGSTPTTRLSQAQFAAAIGLSERALRRYERGERELPQATRLAVIERFKFDPLSTEVG
AAKVMLSPMATAAIREPRDFWVSLRHEQKVFREKNYTRLGQIILTWRDHAYFTATTYFAMKHLSLALDIPFGIEVHGIDW
MLLASAATILLLISSVVAEMPVFKVARHFLRMGKRSL
>MCE8431126.1 hypothetical protein LZ186_06295 [Rhodovulum sulfidophilum]AB18
MSVRPLLLLFCVALPTCTDPSEAIYLTGDAVPSWKFSATVPEAYRTTSLNIVGGKAFTVERDGLPGEPITASEASAKLGI
SRRVIAIHGTMYDPAGKGRANPHLTIYQVMRSKIAGRVRLTGIGWEAGGLGIESFRDAWAMGRMSVYGLAIENSTVVAER
LSEVLARPERHFDFICHSIGCDIVRQLVRRGAAAPDHVLMLSPDTDYADMARWARDTNTPVLHVTASTDGVLRFSQFASR
NRDFLPPQEVGPYRSILLEVDHIFPGRSRWSTDYVNPRRYLDHMATLETPRLWEMYLDFLDSPSSR
>MCE8431127.1 toll/interleukin-1 receptor domain-containing protein [Rhodovulum sulfidophilum]AB18
MSGNVFISYRRSLCADTAHLIAMHLRQYVPRARPYLDVEAIDPGTNFVDAIQSQLSKTRAVLVLIPLGWTTVKDASGATR
LRQDGDHVRREVETALKRRVPIIPVLLDGARMPTAEELPASLTDLALWNAIEISSDLSAVDLYKLTEAVRPKLPGRLVSW
LLAAIEVPVGTYLLPYFLFCCLMLFAAHLLDIHFIRMPANEYRDWPSDLGFFLALNWTIILFILWPFMLALIQRAMREAQ
DFFAAIKEKSLVIFVDADGKGQPRSPDVIWDQILTRTSIFIVALIFLSIALAASNWYKYVAQWPVESFPIVEFHKVSTGI
DWQVAWGLSPDFAPKALSIRIFSLICYELYNIGWILKFAVLIFAFILIAEIDDLSLGRGTYRSERLRFLDNGPGVTELVN
LRSLLALVALTSGVAMFIMAIRNQFLPPGCGALALRDGTELTAHCRSTIGTLATSFRIIADEAGALFSGDGLLGSQLTAQ
FAAESYNTWTLGPVFETLMTLILFGYVALRLIAVVRSGASNADRSEALQAVEKRMLLRSCLTIGVMVLACVSMIYPVFSL
LFVLSLALVLICRAY
>MCE8431128.1 hypothetical protein LZ186_06305 [Rhodovulum sulfidophilum]AB18
MSRLLKKPYALRHIATATPQGRTRPRIGSETERKLGLTLVLTVLMGTTTVATGTLGWMIYCRAAEDIPKIDFWEAFYRSL
QALTLADSYVPATVADTPLLFIARFTGFLTTLSAFIALVLGLLGAEVAIFAERCRRNHVVIFSDDGFVLSYFLSLNEKRR
KNITIFTRPEDEPALRDAHCPGLRVFPMPSSDTPIFGKPAEAVFADRNSIRNFELARRLRPRLKGASLTLRIEHAELSGL
KCGLPDELMSARVVSRNQITAEALIGSVDFGGIAEIRGNIAPHIAIIGFGSCAISIVEEIALRNHRPGQCQPVISVLDCA
PAEARRRLLMLRPGLLAALDIEFVPFDGLICNTEGGLETLERVERRSITSVVVATGQDELNMAIGLRLAQVQRQQLICKA
PIFVRNSRSETVSPEPLRDLTGGLYLFGGGQFDSESLAMQRISEHVARAIHEAWLQSQPAEDRGNKTWEKTTPRNRASSR
RAALSGIELLRAAGLAPEPGEGFCGFRSFRPHVERRINEQGHVAALAKTEHDRWMAEKLCDGYTRAPDGKRDDERRLHPL
LMPFHDLSQENQKKDCDQISTILNGSAARFDRRPESPCWRLRLRIGVTGCLQPSPETLKKLETIFQQLTELSLPVPISEA
TLEVVSPNAPGFDRIAATAILGQYRKATKRRGQLLLLQAIRAEALDGLAADQVNPKDASDQRHSLLAAAGRHVREVDLRP
AGMSDVDMLSADRLGVQLEHASQEMNRLCDLIVFGVRDRSAKHSRDLLELRRSKGRPSLVI
>MCE8431129.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB18
MLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHEAPDGPETRRYPAFQPLYVFARQEGWVEVGPSATAAPAGWVAAD
TVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAIEPENYVNIRDRFYIL
PILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIERTRKALARIIFDINGT
DIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLAGVEDAIRRTDWDRTG
SGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAERYRQLSRFAGRQFYY
PIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAPDVFESWVTEKAAEKP
RALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDADSLGGALEYLERLPY
RSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MCE8431130.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVSDLIARLGLGPVAGLRPERLSIGQRQRTAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>MCE8431131.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MKLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGRGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRIEIFTQAENRP
RQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MCE8431132.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]AB18
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQLYSEWLLTEAREAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPGLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MCE8431133.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB18
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDATPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKS
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MCE8431134.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB18
MTDTALSSRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQQAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MCE8431135.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB18
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MCE8431136.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINLHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MCE8431137.1 quinolinate phosphoribosyl transferase [Rhodovulum sulfidophilum]AB18
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVNPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAEAA
LVLSDCRALGGRAAPGERIAGLRQAAPAGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPGWPGEALAA
GPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVAFEPG
>MCE8431138.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MRSTGIFSENEYRLRRLVRAGLVWLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IQTLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQT
VSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIIAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAELAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDQGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MCE8431139.1 response regulator [Rhodovulum sulfidophilum]AB18
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MCE8431140.1 response regulator [Rhodovulum sulfidophilum]AB18
MTLSGGLHEKPDAPASKQKVERMAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLD
NSLPDGKGANFALELAAHRNWMKIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MCE8431141.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDVDPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MCE8431142.1 response regulator [Rhodovulum sulfidophilum]AB18
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MCE8431143.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB18
MPIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGREDNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPDFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MCE8431144.1 response regulator [Rhodovulum sulfidophilum]AB18
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MCE8431145.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB18
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLDVLERIKAGFDARATGGKRVSLADLIVLGGAAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDVASFEVLEPLADGFRNYQKGVCSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAAEFA
AAWAKVMNADRFDLV
>MCE8431146.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB18
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MCE8431147.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPATREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARSGDEAADILATNGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MCE8431148.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB18
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MCE8431149.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB18
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDS
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLARGARVLDVFAHVGGFALAALA
AGAQSALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MCE8431150.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB18
MPLHPVLEEVTQAIASRSAKTRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKNRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTVADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MCE8431151.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB18
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAARDWDAITALAREAAALPC
>MCE8431152.1 adenine deaminase [Rhodovulum sulfidophilum]AB18
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGEMVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAASAAAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MCE8431153.1 hypothetical protein LZ186_06430, partial [Rhodovulum sulfidophilum]AB18
NSGGLADLEGQLRAMPVGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARGPAGFPEHGPRYFTTRFRFC
AWALLYGSVIAGAFLVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSLAAAVGIAAAFYTSDWERML
RERFQNNALIPRQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQSELAQMRLERLARVEFMLWR
MTQGDLPAEVAARLAEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLAEAQQPDFRRRLGQAAGLDCEQDRIET
FPVSRLDDVIPVLEDELRRIAEAEPVPTGWQGGGDGAAGQAIEALQEQVASLRALVPLCVTGLEVQRGRLRDLSARLEDL
WYETLRFAICIGLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQSSDHAAGANPEGAELWQRV
RMLLGGMKIAATERPLWLILGGFFIGWPLLQGCYVGSALAHGRQIEGGFGRPGALRPLDYLISFVMIWSVLVPGVAALIY
VLGFSAAFRDVYVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAVGVVVAEIWIGSVDPESDTPF
NAGRFWNLLFLASALTMVLIGAILLATSSKVSGKLQRMQGARLTPLRPAYPA
>MCE8431154.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTETGEEAAFRVAAIPLSREQTVDALLATVEATLRAEGARLAGFRQGRGADGGIAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGADLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MCE8431155.1 energy transducer TonB [Rhodovulum sulfidophilum]AB18
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MCE8431156.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEESATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MCE8431157.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MCE8431158.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB18
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>MCE8431159.1 hypothetical protein LZ186_06460 [Rhodovulum sulfidophilum]AB18
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MCE8431160.1 hypothetical protein LZ186_06465 [Rhodovulum sulfidophilum]AB18
MLPSWIRGAVTLVPAATGTAELAEHPAVEPIILPEIAYRIWAPNRPPT
>MCE8431161.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB18
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MCE8431162.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB18
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGQIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MCE8431163.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB18
MVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRAFAGPAPDETAFRTAATAFG
YGAGWDTDHVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGPAGA
>MCE8431164.1 hypothetical protein LZ186_06490 [Rhodovulum sulfidophilum]AB18
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGAEP
PGAQGESHAGISDEQSFAAVTSRETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQAAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MCE8431165.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB18
MSDLTRLTIAEAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>MCE8431166.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB18
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MCE8431167.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB18
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MCE8431168.1 hypothetical protein LZ186_06510 [Rhodovulum sulfidophilum]AB18
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALEGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MCE8431169.1 ceramidase [Rhodovulum sulfidophilum]AB18
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYIFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MCE8431170.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB18
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MCE8431171.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB18
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MCE8431172.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB18
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>MCE8431173.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum sulfidophilum]AB18
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWTARKVARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARKDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MCE8431174.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB18
MTSDSSRHVAAQDIAEVEKVTATALPEPAQDLVAFDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAPGAGAATGV
>MCE8431175.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MCE8431176.1 DUF6338 family protein [Rhodovulum sulfidophilum]AB18
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MCE8431177.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB18
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MCE8431178.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB18
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTKTLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDAATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MCE8431179.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB18
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDIFGTRLAEVLAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLMTEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VLDTVGAGDSFNAGILGGLARAGALDRAALAEGLPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>MCE8431180.1 D-aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB18
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>MCE8431181.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]AB18
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIKEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAAHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAGGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACTAAGPF
EADALFDEIRSAGPYAGLTRPGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPSRRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRTLSRLPDPGRLLVETFAFEGRHHFCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHSAFAEWLAGNAVMKRSFRTSAVIAGLIERNLPGHRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDTAAARLMAEAGLA
>MCE8431182.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB18
MTGHDFTLAGARLTARASGALWWQDEALLVVADLHLGKAGRMARQGRALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPARAARRLSALMAGRRWIWIAGNHDPAPSAPGGSALAETRIGALHFRHIAIPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMRPEALAVLTGQKALAFPMRS
>MCE8431183.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB18
MNATLIDGKVFAASIRERVAAHVARLQAEHGLIPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPSVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGATEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MCE8431184.1 chorismate mutase [Rhodovulum sulfidophilum]AB18
MIAPDQCRSMDELRIQIDALDARLVALLTERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>MCE8431185.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB18
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIECLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MCE8431186.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB18
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MCE8431187.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB18
MQLTARAAPLAAALERACPGEAPLAVAVSGGGDSLALLLAAAARAEASGPEVSAVTVDHGLRPEAAAEARRVAAICATRG
IPHETLVWQGWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVT
WLRPFLDISRADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAA
RLVREEAGDLLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTLAALTRGPRATLHGCLLQRAGGRIRIGRE
PAAVAGLSCAPGSLWDGRWRLSGPEGAEGLEIRALGEAGLAACPDWRAAGLPRTTLIASPAVWHGGGLIAAPMAGQGKDW
SAAVNCSFTAYLLSH
>MCE8431188.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB18
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGAAGCN
>MCE8431189.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB18
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYAATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MCE8431190.1 Tol-Pal system protein TolB, partial [Rhodovulum sulfidophilum]AB18
APRFSPTGDRVLYTSYESGFPRIYLLDVATGQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTR
LSDAPSIETAPSFSPDGSQIVFESDRSGKQQLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMR
TDGSEERLLTASFLDEGPTWAPNGRVIMFTRETAGTAGAPGLYTVDITGRNLRKVPYRGQGSDPSWSPLQP
>MCE8431191.1 arginyltransferase [Rhodovulum sulfidophilum]AB18
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MCE8431192.1 RDD family protein [Rhodovulum sulfidophilum]AB18
MSAMTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVT
LARGSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MCE8431193.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB18
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MCE8431194.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGVE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MCE8431195.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB18
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MCE8431196.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB18
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MCE8431197.1 hypothetical protein LZ186_06655 [Rhodovulum sulfidophilum]AB18
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MCE8431198.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB18
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MCE8431199.1 hypothetical protein LZ186_06665 [Rhodovulum sulfidophilum]AB18
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFAPGAPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MCE8431200.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB18
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MCE8431201.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MCE8431202.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB18
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPTVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGHSAPLSDLTALYRSAFAEALG
>MCE8431203.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MCE8431204.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]AB18
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTVPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAQRLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQMRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGTLPAPALPGIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGRGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHD
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMEQGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEGDMEEVLARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDKRAALLA
EIRAGGAALDRAAE
>MCE8431205.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB18
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MCE8431206.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB18
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSTREDGWQDGDGPQS
QACLECGYDGGGWDLKYDPYSDPNNPYSDPNKISSDPNKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYDDGSAGAPDL
APVPLPAGGLLLVSALGAALLLRRRGRKAA
>MCE8431207.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB18
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVINKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MCE8431208.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB18
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MCE8431209.1 holin-associated N-acetylmuramidase [Rhodovulum sulfidophilum]AB18
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MCE8431210.1 holin family protein [Rhodovulum sulfidophilum]AB18
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>MCE8431211.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB18
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAARTVLPAALLAIALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGSYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MCE8431212.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB18
MPGRALTALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGE
>MCE8431213.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB18
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFARQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MCE8431214.1 hypothetical protein LZ186_06740 [Rhodovulum sulfidophilum]AB18
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MCE8431215.1 citrate synthase [Rhodovulum sulfidophilum]AB18
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MCE8431216.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB18
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLTPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAVVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MCE8431217.1 ComEC family competence protein [Rhodovulum sulfidophilum]AB18
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAVVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAVLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLLPILVALALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFVRPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MCE8431218.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB18
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MCE8431219.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB18
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRMVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDSPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MCE8431220.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB18
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MCE8431221.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB18
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MCE8431222.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLSVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MCE8431223.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB18
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MCE8431224.1 hypothetical protein LZ186_06790, partial [Rhodovulum sulfidophilum]AB18
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAPATRPEISAAP
EAGPATDIELPPGSEFNRSRPGTEAGPPEAEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPR
>MCE8431225.1 FAD:protein FMN transferase [Rhodovulum sulfidophilum]AB18
MPVAGVEAEMSVRRPDSDLMRLNRARGGIWVDRPEGLVTVLRTGLAIVRGSGEACEIGFGDATAA
>MCE8431226.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEIARASGKSPMALAR
VLINRPR
>MCE8431227.1 c-type cytochrome [Rhodovulum sulfidophilum]AB18
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPASDATEAADAPA
AEEAAAEEPAAEAADAPAAEDAVEDAAATQEAVAAAPAAEEAAAEEPVAEEPAAEAAEAPAAEAAAPTEEAAAAAPAAEE
DTAEEPAAAEEPAAEDAAAADDAVEAPAVDTPEAVASAMTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAP
ESVEELFGNIAAAATEETTEETEEPAAEEPAAEEPAAEAPAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDT
REAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEEPAAEEPAAEEPAAVEEPAAAPAAVVTGDAAKGEKAFIQCATC
HSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGL
MTYNARDPQEVKDVYAYISKLSEE
>MCE8431228.1 hypothetical protein LZ186_06815 [Rhodovulum sulfidophilum]AB18
MLGDDPGAGVQLVQRQPALDGISGRDDAGAQRVAIEMRIDRTSSNDGSQRRGHAGAGRYDGDGVPLGQIPFGRVEIAAAR
KDDLPGAKPGAEARLPKPRGTAQRHPAQIARAAGFGRVQIAMGVEPEDAGAGMMPRDDGQGDKRGGTAAGCRDRDGAARQ
NGVDPRLKLAEGRPRGGKLCSPAGVQRGLARAEGDRDSAALAGEGRTDGLCAPAMPRALRLPTRP
>MCE8431229.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB18
MATLADYAELLEDLDAPQRETLEQAWPEAVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWANWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFETREGIRPHIAEYFLHL
PDAYDDWEGIPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHRPTEDG
SMTARFGRIARALLDPAAPARDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGPAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
IMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGKVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVARTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MCE8431230.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB18
MLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYLLDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTT
VVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKDLKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDTTD
ADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAACRMALVRPITDDPDMRDALDAAVATYF
>MCE8431231.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB18
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MCE8431232.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB18
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MCE8431233.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>MCE8431234.1 hypothetical protein LZ186_06845 [Rhodovulum sulfidophilum]AB18
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MCE8431235.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB18
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MCE8431236.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB18
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MCE8431237.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB18
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MCE8431238.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB18
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MCE8431239.1 hypothetical protein LZ186_06870 [Rhodovulum sulfidophilum]AB18
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MCE8431240.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB18
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MCE8431241.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB18
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTAQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MCE8431242.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB18
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MCE8431243.1 chorismate mutase [Rhodovulum sulfidophilum]AB18
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MCE8431244.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MCE8431245.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MSVMPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSAEGAWRQLAAEIGHWALRGYGRWIVTESASGRTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETY
GAIGVYRHPAPEACH
>MCE8431246.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MKITIDCPEIETERLILRGPKASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAAA
>MCE8431247.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>MCE8431248.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB18
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MCE8431249.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MCE8431250.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLTRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRIAAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLRDG
>MCE8431251.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB18
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MCE8431252.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB18
MMDPAEKERLARLEARLAELKKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MCE8431253.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB18
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>MCE8431254.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB18
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MCE8431255.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB18
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MCE8431256.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB18
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MCE8431257.1 hypothetical protein LZ186_06960 [Rhodovulum sulfidophilum]AB18
MPGPSQSSSDRGPARWTVSARRPMPGEAKPASSPETRALFRPRTFSALLLGTGLVALLALTGVGPARRLLENHSEGIRAA
QHAAAIEAVMAEDPRRQRRQDLTGRARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVR
DELDFTTYWALYKRCRTHANLTNSVN
>MCE8431258.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB18
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSTAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MCE8431259.1 OmpA family protein [Rhodovulum sulfidophilum]AB18
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MCE8431260.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB18
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLKIRWGWVDSPFGPALMMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRVG
>MCE8431261.1 endonuclease III [Rhodovulum sulfidophilum]AB18
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MCE8431262.1 adenosine kinase [Rhodovulum sulfidophilum]AB18
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTDRAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDDALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MCE8431263.1 DNA repair protein RecO, partial [Rhodovulum sulfidophilum]AB18
LMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARAPG
>MCE8431264.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB18
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MCE8431265.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLSQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLASGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKVRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRLLDEQPARR
>MCE8431266.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB18
MKFTLSWLKEHLETEAALDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQARACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLGGGLRVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGETTGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLDE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MCE8431267.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB18
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MCE8431268.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTLSRAPRGEAPPAAEDTSSRLPADSPPPVIVEATPLGVRAALLEMRARFGPSVPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRAMPGESLPDADKTSANMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MCE8431269.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB18
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNIFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVIRD
>MCE8431270.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLSQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSTL
>MCE8431271.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MSKKAILALGSAVLAICGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNSVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAENKIDFLTSDPTVSQMTAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MCE8431272.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSFDVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVALSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MCE8431273.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQNIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTRDILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MCE8431274.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MCE8431275.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MCE8431276.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAVLGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MCE8431277.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDIAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGARILRFKPI
>MCE8431278.1 pseudoazurin [Rhodovulum sulfidophilum]AB18
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGSIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>MCE8431279.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB18
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>MCE8431280.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB18
MKDGAPQIELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCH
PYKRGATVFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQV
NLVKAICLHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVD
RAMRGEGAPSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGVPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVE
SIVIHTSHHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPE
WTRRYHSRDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLAD
IPEAGLGILNFTVAPEKLGAPRPRGLFDRS
>MCE8431281.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB18
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MCE8431282.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB18
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MCE8431283.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPRPVDRKGLAVQLEVSGVSVRFGRRTVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRAERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQFEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNVFEVEAEVLRDGGHGVHINVLGRPRPA
>MCE8431284.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSTDAVSGAAAPAGGLFAAHDGAVRRRCVRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALSGMGDTDAAVEVIVWQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPYVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>MCE8431285.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTPLSMPQGLRLLLLMLIMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQLLGEQDRTERFIRFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFIAAAGGRNIGADVVP
GAIGQMNPEAVIAADPDIYLAGGGSTVAPEGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLF
VLGVEEMARAFHPELFADLDPEASLDELNRRFLPFDLTGSFAVTPAVQGQ
>MCE8431286.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB18
MTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQTVHVIGRQEMEDRGAET
VTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHIRYQPFGLERVETLQGPASVLYGANSPGGV
MNAISKRPTSEPRREVGLSFGSFDKAEARLDISGPLNADNTLRGRLVALRRDSGTQYDEVPDDTTYFAPSLSWAPSDDTS
LTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDVWSLETRARYTRNELMT
QTLSGMSLAPDMRRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEEYYLNYGPAAGIDIYDPVHSA
PFSATTPYASTDQTGEEIGLYAQSTITLNDRFVLDFGARQDWSDIDTDNRLAGTSTHQEDDAFTYRIGATWLAGNGLAPY
ASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPLNRIQTGEVTSRGLELS
ASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLEGASLGAGLRYVGETYADASNTIT
VPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MCE8431287.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MPVSPQTFSRLSDVNLTHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERRLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYISALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPREMRR
>MCE8431288.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MRYKAKKRISENSGSPRTKPAEVRLDELMSAAERLFLSQGVEATTVNEIVEAASVAKGTFYHYFSSKNEILEALAKRYTE
RFLRSVQEAIDDCSPDDWEQRLRIWIHANIETYVKTYRTHDIVYTAHHHHNRANQAKSVILDQLMEIIEGGRLAGVWAPD
QPKIVALLIYSGVHGAADDIIASKTADCTSFAQNVSNACLYMLPRLTAPKN
>MCE8431289.1 transposase [Rhodovulum sulfidophilum]AB18
MKRKRFTEEQIISVLKESEAGAKTDDICRHHGISSATFSSWRKKYGGMEAGDAKRLSALEAENAKLKRIVADQMLGMSAM
KDLLQKHW
>MCE8431290.1 IS3 family transposase [Rhodovulum sulfidophilum]AB18
MGFLMTERGFSERRACRIVGLARSVQQYQLMPKDDAAAIKRMKELASENRRYGYLRLHAMLRREGRVVNHKRTYRLYTEH
GLQVRTKKRRKLPRRDRVAPQVPDRPMQR
>MCE8431291.1 hypothetical protein LZ186_07140 [Rhodovulum sulfidophilum]AB18
MIEVFPETAPARTSVASSSTTTDSRCSGVSGMDSTVSKILFPVRQLLVDEGRDRCIAELLWIASEFHDRSQPRHRLLAQG
CRVELLQDPGVEVGGLACDRFDQGGDGIHRRCLQSLDRRHQGRNRVAFLGKLGKIVA
>MCE8431292.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB18
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAITRRRA
>MCE8431293.1 lysozyme [Rhodovulum sulfidophilum]AB18
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEARLDRLIADP
LEDRIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWGGA
>MCE8431294.1 hypothetical protein LZ186_07155 [Rhodovulum sulfidophilum]AB18
MHLVPQWRALIRRAWSIRLILIAGLLSGVEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8431295.1 hypothetical protein LZ186_07160 [Rhodovulum sulfidophilum]AB18
MARVLGYALTYASFDGWDWFRLLAMVRLTARERASLAYAALRSLEPEQAEMTAAMVLRAAGAPMPPFLRGMEEARF
>MCE8431296.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRHPGWIALRTVAVMM
NILMAFYAFTAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDETPDATTLIGATVIAASGSILFLREGRAQVSGNQPALHATDRAGVAPGPVLPGVEETPE
>MCE8431297.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB18
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>MCE8431298.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB18
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHASPPVFDGSEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MCE8431299.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB18
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MCE8431300.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MCE8431301.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB18
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFAEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MCE8431302.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB18
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAEPLTDTVSDDPLPE
>MCE8431303.1 heme-binding protein [Rhodovulum sulfidophilum]AB18
MRLSAFPTGLVLAAALFASSLARAETYRGYPEVPYSIERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MCE8431304.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB18
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MCE8431305.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB18
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MCE8431306.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB18
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MCE8431307.1 peptidase M23 [Rhodovulum sulfidophilum]AB18
MPGPFFGPFSSGQALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLSHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MCE8431308.1 S41 family peptidase [Rhodovulum sulfidophilum]AB18
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MCE8431309.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB18
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVDIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MCE8431310.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSSGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEELTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALADRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGADTPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MCE8431311.1 xylose isomerase [Rhodovulum sulfidophilum]AB18
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMETTGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGILGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLNGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MCE8431312.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQGVDAL
LILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNADFLRA
GQQEVLQPAIDAGKIRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSGQDGD
HAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELADGTPMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLTTVTDAGW
IGVEALCQGVTDGPAPCN
>MCE8431313.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB18
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVLLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTLIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MCE8431314.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MCE8431315.1 hypothetical protein LZ186_07265 [Rhodovulum sulfidophilum]AB18
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCRLGLRGLAICGPALAALVL
LARRPQH
>MCE8431316.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB18
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGCYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>MCE8431317.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB18
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>MCE8431318.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB18
MGRIILVTGGARSGKSSHAEARVRAMPGAPIYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MCE8431319.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MCE8431320.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MCE8431321.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB18
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MCE8431322.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB18
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARILHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MCE8431323.1 hypothetical protein LZ186_07305, partial [Rhodovulum sulfidophilum]AB18
MSSLAALARATGILPGYRDLTGTERPTAPETAQALLAAMGLAAATEAEAAASLAALEAARAARHLPDWLVLDEE
>MCE8431324.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB18
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MCE8431325.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB18
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFANLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MCE8431326.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB18
METRYSRLASRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPRGEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAGNPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MCE8431327.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB18
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARSPEAPDLFAG
PVPGKASYVLRARDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRAMPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MCE8431328.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB18
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMSAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MCE8431329.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLRRHDVTQPMELDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAEGLPPAPD
ACPVLPAIPAAPLDIGLALG
>MCE8431330.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPADPPIRRSTLPTARLLRARRLLPRSRVEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGRPLEQTLALSAAIRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGRGSTFTVTLPLPEAAAAAEAAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LEGVETAAGRQFDVILMDISMPRLDGVEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEIL
GEVPGAATQYKTAPAAMVPEPGRDAPADKPHRAAS
>MCE8431331.1 hypothetical protein LZ186_07345 [Rhodovulum sulfidophilum]AB18
MRASLAASTGYVEDLTPPAGTEDKSKTVKDKPSVGVRACSAERSALQDRKADRRKLTRGQMNPISLLDEAIAQNRAGLA
>MCE8431332.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB18
MCGGESRENAAGPGRGPADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFDAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RQRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRNSG
>MCE8431333.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB18
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYRLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGDVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGNRSNRNAA
>MCE8431334.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTAQENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MCE8431335.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVKGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPEGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MCE8431336.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB18
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MCE8431337.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB18
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGERASNEDRD
>MCE8431338.1 DnaA/Hda family protein [Rhodovulum sulfidophilum]AB18
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MCE8431339.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB18
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MCE8431340.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB18
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MCE8431341.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB18
MRHRLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MCE8431342.1 endonuclease [Rhodovulum sulfidophilum]AB18
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGVPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSPDEEIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MCE8431343.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB18
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MCE8431344.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB18
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLSAPKGSKRATAAE
>MCE8431345.1 cytochrome c family protein, partial [Rhodovulum sulfidophilum]AB18
SKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQCKSCHRVE
EGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVITYLESVV
E
>MCE8431346.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB18
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>MCE8431347.1 ribonuclease T [Rhodovulum sulfidophilum]AB18
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCR
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MCE8431348.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB18
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDRICALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MCE8431349.1 COQ9 family protein [Rhodovulum sulfidophilum]AB18
MTDTPRGMDSITQELLDAAMIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MCE8431350.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB18
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MCE8431351.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB18
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MCE8431352.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB18
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLMAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MCE8431353.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB18
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDFLLNAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPQMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEEIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKSTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGATDQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MCE8431354.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB18
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRSDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGDPTAT
>MCE8431355.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MCE8431356.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB18
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIVAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MCE8431357.1 hypothetical protein LZ186_07475 [Rhodovulum sulfidophilum]AB18
MAPARRKADIRHGERLYPAAIPQQRNLLKPPHPHQGRPGQGMCPGTVAGLRDSTPERALTADHAGGVVSGDDRSGRARGL
ARHPRIMMLEPVRKRWICPHPRLRLGAQETVTGRAADPSETIGRVAPGRATDPGAGTFIIGTFIIGIEGGSF
>MCE8431358.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB18
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLKGAARDFYLLDGQAPRPGQVFRASKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGPHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVAMPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MCE8431359.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB18
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MCE8431360.1 AEC family transporter [Rhodovulum sulfidophilum]AB18
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MCE8431361.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB18
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MCE8431362.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB18
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKTLVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MCE8431363.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB18
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFVPEAYEEDYDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVMRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFETAPSVAEAAHPAPAPAIPVAEPRRVV
EQSVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRP
GPVVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLA
LGKDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPK
KAVVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVD
EMADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGM
GDMLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIV
IKDRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MCE8431364.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELCAAIAGWVGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGATKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRSYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPCSIGRIKQLRSYAGAPLPLPLQRVAERAWSEETHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MCE8431365.1 amidase [Rhodovulum sulfidophilum]AB18
MASDWLGMSAGDLGRGIETGKIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
GGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLADEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MCE8431366.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB18
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALSSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETLVAQETGPTGVTVTLASGRRLC
ARLLVGCDGRRSGTAQRAGIRRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQATAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRLALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MCE8431367.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB18
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAG
A
>MCE8431368.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB18
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MCE8431369.1 phytoene desaturase [Rhodovulum sulfidophilum]AB18
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
VEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSPLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQSRYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MCE8431370.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]AB18
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGLWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MCE8431371.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB18
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MCE8431372.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB18
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLRRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDG
DALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSTAVQLVLAPRATQFPEE
EPDEDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKG
NRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTA
VSAALDA
>MCE8431373.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNATGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIESFLAQHL
>MCE8431374.1 c-type cytochrome [Rhodovulum sulfidophilum]AB18
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MCE8431375.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB18
SYFHACNRGKRSVTADFRTPEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSEVNPRLIYCSITGFGQDGPYAHRA
GYDYIIQGMSGLMSITGETDGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLT
TGTPPGRLGNTHPNLAPYQVFDCIDGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALSDATRTR
SKADLLAACEAQGVPAGPINRMDEVFDDPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQHGAEIRAGLSEP
SPAPAGRTPRR
>MCE8431376.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB18
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALARDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVSVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSAR
>MCE8431377.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB18
MTANRAERDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDATPDWPARARGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MCE8431378.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MCE8431379.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB18
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPT
LDPGHWAGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MCE8431380.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB18
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALSVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGTLDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MCE8431381.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPKGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MCE8431382.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTSIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MCE8431383.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB18
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGARLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MCE8431384.1 HNH endonuclease [Rhodovulum sulfidophilum]AB18
MTRPPICPLCDRPIPPGTRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETELARDFASIEALRAHPGLTKFLAWM
ARRPPGFHSRTPGPRRRR
>MCE8431385.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]AB18
MGNENEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPISHAGPRPLDEAISTAGGLGWKALDSDLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MCE8431386.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB18
MYRVIGSGNSRARRVLWMLEELGLSYDHVPALPQTEDVVTINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MCE8431387.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB18
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAVLLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MCE8431388.1 LPS assembly lipoprotein LptE [Rhodovulum sulfidophilum]AB18
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MCE8431389.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MCE8431390.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTISSFSRVALIAVTTAGLSGCGGGWFGGSSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFNGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MCE8431391.1 porin [Rhodovulum sulfidophilum]AB18
MKKVLFATTALVASAGFAAADITFSGQAEMGVVGGGKDVPGVSAYTGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDGEDGNDQMDSNGNVELDNEAVFISGDFGTLTLGEIDGAVDARLTEVNNAIGQYSIGDDETVHAGFQGSYGDGEYD
NQILRYDYAFGDFGFSASMELNDDRQERSNAADSADNGYALALSYNTEMGGVGLGFGLGYQYLEVSRDDGWLPGNLTNFA
EAAFNAGGPDRRWAAGTEVDIIAATVSADFNNGFTAGFEYSNYDPSGNNKDVDHYAIGLGYSVNALSLGVNYGKFDTNFE
DADGYALTAAYDLGGGAAIVAGYSDSDVDDFDGDFETYSLGVVMNF
>MCE8431392.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB18
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGDAEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPVLLSALEARLAPEKTSAKGTRRAPLGSAPPKAAEAVVAELRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAAEVLESALAAGHDRAIIRVRLAEAQA
KQGRTETARTGFDAAIATEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATCKVTPDDPLLAEME
ALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMTAFEGTDFSVRKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGARIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWREKLPG
GFHEIRYEDLIADPEAEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDA
IGGENGA
>MCE8431393.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFIAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MCE8431394.1 GTP-binding protein [Rhodovulum sulfidophilum]AB18
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIFETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPDLWSGLPDPFPQWGEAA
>MCE8431395.1 DUF6525 family protein [Rhodovulum sulfidophilum]AB18
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MCE8431396.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>MCE8431397.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MPAAVPSDAPAPAPQPQPTGLTRPLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTVWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>MCE8431398.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB18
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MCE8431399.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MSRLGVAPDALSGGSMACVSPLTGERIADISPASVADAAAAIAAAKTAFRDWRMVPAPRRGELVRLLGEELRAAKDDLGR
LVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAVWAWNAALALV
CGNPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMGRIVGPKVAAR
FGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSVGNPLETDALV
GPLIDGAAYRAMREALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRYSDFDAVLEAH
NAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMRRATNTINYSR
ELPLAQGVVFDI
>MCE8431400.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSTGRKTRGADRKSADMPDFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANV
GMTVFIGITAPRHETAWLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEEL
KFTTAVPSTYL
>MCE8431401.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVAPAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLDASGVSPVETARGIALAPSDCAGAVLEFRQR
>MCE8431402.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALAEDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQKSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIRPEDMAALALHVAGMNPKVAIHEITLAPVQRAAR
>MCE8431403.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MCE8431404.1 topoisomerase DNA-binding C4 zinc finger domain-containing protein [Rhodovulum sulfidophilum]AB18
MQDIVIGKDHFSVVELIGKGGEGEVYAIKGRSGQAVKIYNANLRSKRESKVRAMVGEGLAVKTDLIAYPGEIVTDRAGNF
LGFVMRLVSGYRPLHELYSPKSRMRLFPKADYRFLIHAASNVARAVGKVHQTGCVIGDLNHSGILVAPDATVALIDADSF
QFRLNGTSYPCVVGVPDFTPPELHGKNLATVERTTAHDNFGLAVAIFHLLFMGKHPYAGLRKGSETSMGEDISQNRFAYS
LLRQKQTQTKPPPGALTLDLFPDDIRSAFESAFGLTPNARPSARDWIQTLSKLESSLNRCSKVKTHHFPSAAKACVWCKL
SAQSGLDLFPDHSAVAPNIPTDSKGTEQAIREIAAFRFPATNDLLPTVTVRGISPALSEARSGKRGRMLLGLLMMGGAVA
GFVFAVPAWFVWIGLAFWGWAMVSDREVSTASFVQAFKDADEKVQRELNDFVQRNGLVEVVKVRGDLDDAIAAYKGHDNA
LAREVMKLKSNREARQRQAFLDQFSVRRANISGIGPAKTATLISFGIETAADVNQSSVLRVPGFGEVMTGKLMAWRRGHE
SRFRYDRTPNAQDVADERVLRGRFMAEKAKLESTIRNGLGTLRNARAKIEALPARAKNDPALLNALKARAQAERDLIELS
ASVPPSTVSLSLVSPSRQQPKPQTYTTAPQQNKPRAYGVPSCPRCGSAMRQRSGRYGRFWGCSRYPSCRGTRKI
>MCE8431405.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB18
MVWRWVAASKIGTSHIRNGDRLQDAYAVSVVGDDYLLAIVSDGAGSAKFGAYGAWMVCRTLSVLARDWFRDTADTPNDDV
VADWIDTIRDRITGISERRGSTPRQFAATLVAVITTPQEVLTLHIGDSAAVGRRSGEWDVLCWPENGEYASTTFFVTDDP
EPRLNIQRFAADYDAFALFSDGIGDLALSHKDQSASPQFFNPMLRPVDSTPDAGCLRELSSKLGSYLSGASICERTDDDK
TLILISGA
>MCE8431406.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB18
MDEFEQEPFVDAVLQENPEPRCPVLLLLDTSYSMSGAPISQLNEGLATLREELLSDSLASKRVELAMVTFGPVETRCDFA
TVDHFYPETLEVGGATPMGEAIVTGLEMLRARKDHIRANGLKIFRPWVFLITDGAPTDSWEDAKRRVHEGEERKEFMFYA
VGVEDADMNVLGQIATRQPLKLKGLAFKELFQWLSSSLSAVSQSNPGDAVPLANPTAPDGWAVAE
>MCE8431407.1 ssDNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MKKDVYQKVTDKIVADLEKGELTWLKPWSAGNMDGRIIKPLRHNGVPYNGINILMLWGAALEGGFLSPYWMTYKQAKEMG
AHVRKGERGNLVVYANTITITKTEEQDDGSEEERSIPFMKGYSVFNVEQVEGLPEHYYVKPEPVIDPAERNEYADAFFTA
TGADIRHAGNSAHYAGGSDHVQMPVFESFHSPEAYYATLAHELTHWTKHESRLARDFGRKRWGDEGYAREELVAELGAAF
LCADLALTPEPGEDHAAYIQSWLKVLKDDKRAIFSAAAHAQRAADYLHGLQPVIDEEDSKQGVAA
>MCE8431408.1 type II toxin-antitoxin system HipA family toxin [Rhodovulum sulfidophilum]AB18
MGRRRSFAPLNVFLNTRLVGQLLREKSGAISFAYDASWLDWEHRMPISLSLPLREDRFLGGEAIPVFDNLLPDNPTIRRR
VAERVGAAGTDAFSLLSEIGRDCVGALQFLPEGEEPQSQDRLTGEPVDEAQIEAILNDLDRTPLGIRRESEFRISVAGAQ
EKNALLFHDGQWIEPSGTTPTTHIIKPQIGRLPNGMDLSNSVENEYFCLKLMQAFGLRAAEAEITTFGERKALVVERFDR
LWTKDGRLIRLPQEDMCQALSVPSTQKYQNEGGPGIVEIMDILRGSDEPTQDRLDFFKANILFWLIGATDGHAKNFSIGL
LPGGRFRLTPFYDVMTVQPTFDAGEIQRKDFRLAMRLGKSRHYRVLDIVGRHFRETGLQAGLSRQAIDDVFAEIRQTADV
AIAATVADLPRSFPEEIAASVQAAISKRLEQLTDKS
>MCE8431409.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MNQLARTPKDIGHAIREARKAKGFTQKDLAAKSGVWQETISKIENGVASTKLETLFDLFAALDLEIQVQPRSKGAQRGLE
DIF
>MCE8431410.1 hypothetical protein LZ186_07740 [Rhodovulum sulfidophilum]AB18
MADTLNTSSKPENTAPAASVRDRTPEARPDCVVWEHRLLWRDYVIKIIHTCGWCRQQGVDHLSITCLAPDRAPLPITETG
YKSHFLAEFEIAKAGGAVPYVEAWLNQEASTPEWHQQEQASRQMTLF
>MCE8431411.1 hypothetical protein LZ186_07745 [Rhodovulum sulfidophilum]AB18
MVTTSRIIFLKRRKALLCYPVGMDHKDYMHALRHKTPNHPYYEPEGRSYPNVSGVEELIFLPASTWAYADFLEANTDIRI
ADWVIDADELNRDDYTIAHILWFWLWENECDRFRNGLSTPNDMPPMGYEGWADEFHEKNG
>MCE8431412.1 hypothetical protein LZ186_07750 [Rhodovulum sulfidophilum]AB18
MPEKTPKNPFNLEAGSSLPPRENTALRDKDNGSHDMPPPSWVRKPAPNLAPTGMAGIRRNLPSKSQTTPEKPRFTLGEGG
KLKGLFKPIAAKAPDKGHGHDI
>MCE8431413.1 hypothetical protein LZ186_07755 [Rhodovulum sulfidophilum]AB18
MEHHVCNRLLGAEVTLLLSPEDFMKAAKLASMPLTDANVESIWSCITESRDLYADYAVAVAGILQTLLDEFAYEALFMNP
PPDFDNPDDEIPF
>MCE8431414.1 type IV secretory system conjugative DNA transfer family protein [Rhodovulum sulfidophilum]AB18
MKRFKLKRRVTLAVLAGTTVLAAGEAVAQSLFGNSSYGYGYGGRDLTLYLMMVRIATMGTSAALGFGIGWFLSPKARQFR
KVAALVALAVGGAIAVFNNGSLGWSMTTLLSAIGFFAALGYWLGTAVKALGEVPSTFGSAKWADAEELAERGLFNKDGLR
LGTFFNGEEDEAIAYKGDRHLLTVAPTRSGKGTTQIIVNLLSYPGSALVIDPKGENAKITARARRDMGQDVKIVDPWNIV
NDPEFEIARFNPLDWLEAGDVDITENAMLLADALIMQGSHGDRFWAEEAKGLLQGVILYVATDEREAGQRHLPRVRDLLL
LDGDNLKMLFERMLESPHHVVASTGARFLQRDEKLLSNVMASAQAETHFLDSARLRESLSASDFRFEDLKTEKMSVYLVA
PVDRLHAFGRWFRLMVQQAITVNARNIEVQPDKPILFLLDELAAFGRLTMIEQAYGLMAGFGMQLWGIIQDVGQLKTNYG
EGWETFIGNSGVLQYFGSVDRTTAEYFSALCGVTTVWNFSSAVSNAVGTSSGSGGLSSSESTTSSDTRAAAQRKLAYPDE
LMRMHDSKQLLFIGKANPIIARRVPWFEDPELKAKGVDIRAKAATTSLSTPWKPTVMQQFETEDLPWNTTFATDFSAPK
>MCE8431415.1 relaxase [Rhodovulum sulfidophilum]AB18
MILKGSQRAGATQLSAHLLNERDNDHVELLELRGFVAEDLTGALREAQAISKATQCKQHMFSLSLNPPKEAVASEADFIN
AADRAEKALGLDGQPRAIVIHEKEGRRHAHVVWSRIDADTMTAINLPHFKNRLTALSKELYLDFGWRLPEGLKTLGGKSP
LNFTLDEWQQARRLKLDPREIKDAFRDAWAQSDSLAAMGNALAERGYFIARGDRRGFVALNIEGEVFALPKWIGVKTKEV
RARFGAADGLPSVNEARAAIRSRLTTKLKAFIQEVNARHERDLAPPMQAKAEMIKAHRKERQNLKDRQEDRWQAEAWERS
ERYRKGLKGLLDKVTGKARVIRQENEAHTLACAKRDREQRDRLAFAQMKDRQELQKQIDALRRKHVANRRLLARDITRYL
RTSERSPETEADRSPRDRQREATPHRTRRRDRGPRFEL
>MCE8431416.1 MobC family plasmid mobilization relaxosome protein [Rhodovulum sulfidophilum]AB18
MTDRPFGKREAPFSLRLSFEEKAKLKQQAGGMPLASYIKSLVFAADAPKYRKRRQAAEADEKLLAEVLAALGASRIGNNL
NQLAKSANSGTLYFDDETKADIKRACEDVRAMRVLLMRALGLQDSNKPRPPESTSQSFARAANTKTTLPPKSRFTL
>MCE8431417.1 hypothetical protein LZ186_07775 [Rhodovulum sulfidophilum]AB18
MAPGGRNALRVAYLNAGSCNTFIPVRYVIESNAAAVLGERIPSRSTRRTWQSRPEAVEILRGLIEKIVLSPDADAANGHV
IELYGELGSILSLCGSGMCQNANARGVSAGVRQVTMVAGVRNHLNLPEGSEAKVSTKKQGFDLLFNAYDITDVHLRSQTA
>MCE8431418.1 hypothetical protein LZ186_07780 [Rhodovulum sulfidophilum]AB18
MATMAPAAPLLLGGPPGWIAFGLVGLATLGGGYLIYENSRSKTESGPATGAQTDTGRKSCDRPWSVRIHAQGNVIGGRGS
ATLGAPPILKTTAPVTVAEGLALSASTFALLSRGQAKALASAQMQANKWISQRPPGGYLGQKSFYGVGGQRGNDRFDVDS
YGCSNNFIV
>MCE8431419.1 hypothetical protein LZ186_07785 [Rhodovulum sulfidophilum]AB18
MDLVQILEHPLFPFSDFRTNDASFLMLELYWAAVAREALGDDVAARVEPLQETDRDTENWGDPLMLDFWIPDLRRGAKVE
LLENTEGLPLCRESDDKINCFPSIVVYSNRRGITGPDDEIDQVCFRADMGDVARSVISHVLRMFLIEKTTPDAIEPWYGE
FVLRTGEGPSKAQLAAWHASLEDEE
>MCE8431420.1 hypothetical protein LZ186_07790 [Rhodovulum sulfidophilum]AB18
MRNDVPQLWESAESFRRLVQVDTSLDGIAAAFDLENDDAQYRVFTEEEGIACVVVYFTGLYQLGVWVRPNLRGLRRSRAW
VGQAILELNVRPIFSVVKNHNDASLALFSSLGFRKLHQLPSKGADVVLTFDRL
>MCE8431421.1 APC family permease [Rhodovulum sulfidophilum]AB18
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASFGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRLQPEIYARLGQAFD
>MCE8431422.1 tyramine oxidase subunit B [Rhodovulum sulfidophilum]AB18
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPIVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDALGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MCE8431423.1 RidA family protein [Rhodovulum sulfidophilum]AB18
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTREVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTAFRGASNGAQKITLEG
>MCE8431424.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MEPLADLPVSTLDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLKAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLARGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
DGRITPFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>MCE8431425.1 hypothetical protein LZ186_07820 [Rhodovulum sulfidophilum]AB18
MFLVGDDIIEAISPAEVDYTNPQAILDALRVDRDTREQAGPTAHLYHISADLVVSELSVPDCSNVRGFAKVSQDAFGCSR
ARNKGSAICTNMRTIKRVDLERRVLDALEHHLMDPGLVEAFCKEYTAERNRLQDAALAGRGNLEKELARVRGSHAKLVDA
IVAGIPAEQVKDRMLALDARRRESEAALSSAPASGPVRFHPSMALTYRDRVGALIRGLGDAAGMEEAKEALRALVDRIVL
TPAAEGEGLTIELHGALAGLLRLATGAEALTQATMAGSTKGDRLESIDIIGELVFVAGARNRRNFPELSCAV
>MCE8431426.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTGLAIHNLSAGYKRRPVIENLSLSSVAPGSMVGLLGPNASGKSTLLRAIAGLGAGSGRVELNGVDLAAADHKTRVETIG
YLPQSLPPASPLLAYEAVLAACRAVRALDTPTAEQTVENAFSALGISHLALERMDRLSGGQRQMVGLAQVTVRNPKLLLL
DEPTSALDLKWQLAVINAVRDLLRETGAIAMIAIHDINLAIRSCDQLAVLSEGSLIAFGPPEEVISSPVISRAYGVPARI
EHCAAGIPLVLVDRIEDGS
>MCE8431427.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MLGLLVVAFICDVFTGPAALSPGVVITGLLDAAGLPSSMHYILFNVRLPYAVMAILVGASLGLAGAEMQTVLNNPLASPF
TLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVLAQTQANGADSVVLFGIALVFAINSVVALLQF
LADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTALRAGEAQAESLGIDTKRLRLTVMLRASLLAA
VAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIASKMVIPGVIIPLGIVTSIVGVPLFLSLLIAR
ERHA
>MCE8431428.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB18
MTSRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAAPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTRLDYDDLTDPRWRDRMFIRSADHMFNTGLIAAYLARYGQEKTEA
WLAGIAANNPLGNGGDRNAARAIAEGRALIGVANSYYFGEMRAGVGGSEQKAWSESLRAIVPTFDDGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPVSERVAPNPIIRKAGELRPDTRPFPAIAAFSETAEAYARNRPWNQIRM
KDPLL
>MCE8431429.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MDTITRRGFVCGAMALAAPGLARANPGIVVRDLLGREVRLVRPAQRVVLGQGRFLSMIGMVHPDPIAILAGWADDLNRTF
PNEAEAWSSRFPALKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDSDGSTSFIRSLTQAGLTVAVVDFAQDPL
KDTVPSLRILSQLLGQETRGEDTISFYQATLKRITGAFGDRSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGGHSI
AADVLPKAVGPINLEYMLTRQPDVYVATGGLKGDAAGGISIGANVTEAQARESLIRIVSDPGIAELNAVRNKRAYAVWHG
LNETPLHLVALEALAGWLNPGIKGVFDARQTLAAFRKRFPLLPQDGVYTVALDLSA
>MCE8431430.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB18
MGHFRASALVLIASLNLMSTASETRAQDDVVVLPPVVLASEGEDSDSYVAETSRAATKTATPLIETPQAISVVTEAELET
RQVQSVGAAIRYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSKGRFAGLGRPEPFGLERIEVLKGPSSVLYGQN
APGGLVNLVSKKPTSEAIREINTSVGTFGRRQGSFDFGGEIDAEGKFQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTP
TSDTTFTLLGSYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDKFIRTSRSIGYEFEHHFDDIWTVRQNLRFD
RQDADYRYVSYSGAALAGTTMPRKRSFVDQSLESFAVDNQAEAEFTTGRVSHDLMVGLDYRYIDSAFRFGTAAASSLDIE
NPVYGAPVSMPPTTRSEETDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAEN
GLAPYASYSTSFEPTPGSDFAGEAFKPTTGEQFEIGVKYQPVGFDGFVTLSTYELTQQNVTTTDPVNTRFDVQTGETRVR
GIELEGVAALSDSLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGVRYVGGRFGDAA
NRMDLPATTLVDASLRYDFENLSPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MCE8431431.1 transposase, partial [Rhodovulum sulfidophilum]AB18
MKRRGSLTIWFDPEMTWEAKPTDKRGRQPTCSDAAVQTCLT
>MCE8431432.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB18
TPPPEAAAGEAALLTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MCE8431433.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB18
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERHAPVFYAAGTHPMSAAEEPMA
TLEELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSMRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAVHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MCE8431434.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLIERETAAGVTRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAAPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MCE8431435.1 AEC family transporter [Rhodovulum sulfidophilum]AB18
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MCE8431436.1 hypothetical protein LZ186_07875 [Rhodovulum sulfidophilum]AB18
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRALADGGLQPELLREIAAERCRLIEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGVSVLPYLEGQLGHHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>MCE8431437.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB18
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MCE8431438.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB18
MSKPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>MCE8431439.1 DUF6476 family protein [Rhodovulum sulfidophilum]AB18
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MCE8431440.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MCE8431441.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB18
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGVDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MCE8431442.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB18
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MCE8431443.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB18
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MCE8431444.1 hypothetical protein LZ186_07915 [Rhodovulum sulfidophilum]AB18
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MCE8431445.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB18
MPIYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MCE8431446.1 Cys-tRNA(Pro) deacylase [Rhodovulum sulfidophilum]AB18
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALSVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MCE8431447.1 aminotransferase [Rhodovulum sulfidophilum]AB18
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MCE8431448.1 PqiC family protein [Rhodovulum sulfidophilum]AB18
MKHRLLPAALVPLALALTACSGSPERYTVPDTAVDGPRLPIAWRSVAIRDVSLPTYAASEEIYSRSASGALTSTSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MCE8431449.1 MlaD family protein [Rhodovulum sulfidophilum]AB18
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALTIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAGADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MCE8431450.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB18
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MCE8431451.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB18
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MCE8431452.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB18
MFFLAVWLLSLTAPALAQKAGIGAWENSHYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIALSD
>MCE8431453.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB18
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MCE8431454.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB18
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSVVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MCE8431455.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MCE8431456.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB18
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLAFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERDKDMQETL
>MCE8431457.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFERKVVTVFQGIQRRPTEIGYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGSRSGPV
>MCE8431458.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB18
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAENWPFDYPADLAEDLSIYRTPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWAEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRTAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLGTPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGRALPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVDYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPDRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDAWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>MCE8431459.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB18
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANIERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGVALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLLREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MCE8431460.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB18
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MCE8431461.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB18
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MCE8431462.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB18
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MCE8431463.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIVDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRAIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDVANRQS
GHEARCLRFEEIDWQSRASRPANAPQAEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGPAAQVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGDLCSRELPPMVELGPGHSILCHLPPETLGKMEPVFRSAAE
>MCE8431464.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MERLSWTGALGPWLVPALETALVVLALAALAHPVALLAGGRIATGSEAARSGPGMAARVTGGLFRLSLGVLAALILAFLI
GGMLAPPEAKGTLGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDATDYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLLALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MCE8431465.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPATAPRFCGVLQGDWGYSTKFRQPVSGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMR
EGSALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQLLSDIGYAALNPRIRVA
>MCE8431466.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDAARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MCE8431467.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MCE8431468.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB18
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGSERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIDARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRCEMPLAEAIAAAKIASRQYAKRQRSWFRSRLGGWPRWPAG
>MCE8431469.1 UMP kinase [Rhodovulum sulfidophilum]AB18
MSDGSADQPKPAYNRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MCE8431470.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB18
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MCE8431471.1 polyprenyl diphosphate synthase [Rhodovulum sulfidophilum]AB18
MDGNGRWAQMRGRPRLFGHQAGARRGREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNELVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MCE8431472.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB18
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGVWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIGTDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MCE8431473.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB18
MQRRRITVFGATGSIGENTIDLLTRQGGAETYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRTALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTTIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MCE8431474.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB18
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSAFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLSLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASLGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MCE8431475.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB18
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDTGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNARIKDEDLQRIIKSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLGRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MCE8431476.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB18
MRRSLTAPVLAAMLGLAASGASAQEGRTVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQRREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGGEPSSDPAPETGGALLRPMPAPAPPRGATEGGD
>MCE8431477.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB18
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MCE8431478.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB18
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MCE8431479.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum sulfidophilum]AB18
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAH
RAGLAGIAVEAGGVLVLDPEETLARADALGLFLWVREP
>MCE8431480.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB18
MAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDALITIDSPDFCLR
VARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEALAFRD
RHGIAREAPLCLALPGSRRGEVMRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAVLVTELTAAWPVAPLVIDPRGDPDGA
AGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQPGPI
AAALCLLLEDPTYRAPQIEAMRLTMERLGQGGERPGLQAARAVMDGLGAGR
>MCE8431481.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MCE8431482.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB18
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQREW
EVSVKVRSTRPPRGAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MCE8431483.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB18
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MCE8431484.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MCE8431485.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB18
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLATEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLADAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGVRQLKNREGWGEKSATNLFAAIETRRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGAVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MCE8431486.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB18
MSGRPDILFPLFGALDTLDGIGPKSARLLGQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGDHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGNGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGSGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDREAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDRVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLADDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MCE8431487.1 hypothetical protein LZ186_08130 [Rhodovulum sulfidophilum]AB18
MATQIQREPKPMLTELRSVLTRCRATLWQDAAGAAALMVLLIAGLHLPGLV
>MCE8431488.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB18
MLYPSTFAADPFALMRQMGRDLDRALGPRLGAGTAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>MCE8431489.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB18
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MCE8431490.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB18
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRR
IEVQGA
>MCE8431491.1 hypothetical protein LZ186_08150 [Rhodovulum sulfidophilum]AB18
MWIEDDDGRPGGRETRDQAQRWQIEVPVDGPHRQALTFRRARDGENPPRRSLEDRAVDLEGDVIEPRCKRTATAFRT
>MCE8431492.1 acetate kinase [Rhodovulum sulfidophilum]AB18
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPEHLL
TTPRGVSSRGYEQARPI
>MCE8431493.1 permease [Rhodovulum sulfidophilum]AB18
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MCE8431494.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB18
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MCE8431495.1 glycyl radical protein [Rhodovulum sulfidophilum]AB18
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDIDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MCE8431496.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB18
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MCE8431497.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB18
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MCE8431498.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB18
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MCE8431499.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB18
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDMVRILRD
>MCE8431500.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB18
MSTDRTLRDFAELIRSGDVLPADLRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIGDGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MCE8431501.1 hypothetical protein LZ186_08205 [Rhodovulum sulfidophilum]AB18
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEISALLTGALERGRRVVVARDGLCPASRDRKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>MCE8431502.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB18
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MCE8431503.1 heme-binding protein [Rhodovulum sulfidophilum]AB18
MMNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAA
LAPGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGI
SNE
>MCE8431504.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB18
MSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPIDDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDE
ATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREVILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEK
TPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIICNSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLA
TLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVKTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGC
SFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQLEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDV
KVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENGNRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAG
LAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MCE8431505.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB18
MDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGETSAVRMAMAAIE
AAAQPAAF
>MCE8431506.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB18
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MCE8431507.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB18
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIARGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPKIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MCE8431508.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MGADGSGGRLAEGFQLNPEAPPNSYIKNTPSPRGGGGETLEAKTARRQRLADLMSIDMLQKVQDNFSAAVGVAMVIVDPE
GEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGLVDFAAPIIMRGEYLGAVICGQVKLRPG
EMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASHIVEESYSSSVTQELYAKNLRLMEESKH
RAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFADMMRYILKKSGTQFVPLATEVEHVRNYL
FLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVEIRAYRDGQDVIVDITDNGDGISTERRI
EVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLPTGFDEATAQARQD
>MCE8431509.1 response regulator [Rhodovulum sulfidophilum]AB18
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVDALETQRLDLHSHFQVQELLCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MCE8431510.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB18
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MCE8431511.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB18
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MCE8431512.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLSTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRIFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPQEAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAHIEGRLAGLRVDTIWLDAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MCE8431513.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB18
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELCEMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGSEPHP
>MCE8431514.1 hypothetical protein LZ186_08270 [Rhodovulum sulfidophilum]AB18
MPARRGVPDHATEPRITHLGRKGEDSIRTNEWTSFRVLLCSDCQVFALRLRGVIGGMRDETGPVREALHHDPAKRGRNDL
MPMPAGCTGDRRKTVGALSRKTGVTPGDLDSARGFGRGRKRAG
>MCE8431515.1 hypothetical protein LZ186_08275 [Rhodovulum sulfidophilum]AB18
MPFTVTIQALLRAIPGCHAIAFVDLSARLALRSEAEEALPQDYYDALCIRSARLPGGQVSNVTQL
>MCE8431516.1 glutamate--tRNA ligase, partial [Rhodovulum sulfidophilum]AB18
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWPDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVRDEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQ
>MCE8431517.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB18
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MCE8431518.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MCE8431519.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB18
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVAQGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>MCE8431520.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB18
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVQGQAAWAEQLEKMAGIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDQAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MCE8431521.1 NAD+ synthase [Rhodovulum sulfidophilum]AB18
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLARRPAFLADVAARLEALARDCAD
GPALGIGAPVVEGGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMATALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLERDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MCE8431522.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB18
MTARLALVAALVAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGWLTYPDGAVYEGQFRADMPDGSGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPAAPNAPLPAD
>MCE8431523.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB18
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MCE8431524.1 adenylate kinase [Rhodovulum sulfidophilum]AB18
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWVLAGSLLGWGDPLV
PRFSHVVFLTLPPARRLAQLRRREHLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPAALVETAIAALDQTVGAA
>MCE8431525.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB18
MPTYSALTTLTAKEAAEALAEAIEERLNPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>MCE8431526.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MCE8431527.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB18
MDIVQLVDRLGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MCE8431528.1 primosomal protein N' [Rhodovulum sulfidophilum]AB18
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDAVPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQSLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEAKPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MCE8431529.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB18
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKALSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MCE8431530.1 DUF484 family protein [Rhodovulum sulfidophilum]AB18
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGNAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MCE8431531.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB18
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKAPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MCE8431532.1 hypothetical protein LZ186_08360 [Rhodovulum sulfidophilum]AB18
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MCE8431533.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPVVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVGDVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAAGAKERFLGN
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MCE8431534.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB18
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQHLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MCE8431535.1 YcjF family protein [Rhodovulum sulfidophilum]AB18
MTRRPVVFDLEDEEKVSARPARNAAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MCE8431536.1 YcjX family protein [Rhodovulum sulfidophilum]AB18
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MCE8431537.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB18
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDNGQVWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEGVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MCE8431538.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB18
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGHATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLV
>MCE8431539.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum sulfidophilum]AB18
SRGRAWGAPGGNLAATLVFAPGCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMT
GVGRLAIGLGVNLNALPEAAMIEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLG
DTITARMGAEEVSGRFLTVDEDGQLVIETPGGRRAIAAADVFF
>MCE8431540.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB18
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MCE8431541.1 ribonuclease J [Rhodovulum sulfidophilum]AB18
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MCE8431542.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB18
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAVQAAAPASPERSEEPRESARPPRSERRPERSERTERSESQDRNKPQPRHQSPRRSGGRGHRDEPVVGMGD
HMPAFLLRSFKPRTEAEPAAADEPVEQNAE
>MCE8431543.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB18
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MCE8431544.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB18
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGSRNMAPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFGTGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSVPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>MCE8431545.1 hypothetical protein LZ186_08425 [Rhodovulum sulfidophilum]AB18
MHGPSARLPLVRLMAVISVFLLCLMIGFSSLQFKQEKYIRGLPDEMETAREVFPELPPLSTDQSTVLQEDAASSIIEEPA
AVAVPRAQDLMTEYSFSEAGEGMTPTSQKPQANTSQGESDIATVIVGGAIHCAATSCLRGRNSSRPRAAASAARPQNCLR
YGVVGHCRDVDLILANLGTADIAYNKPDSMIRGKPGIISFVVDLSPQEVPSDAFDGLPGQIVRADVPVSRYISAELWGAE
DVFKISPAGPVRKQIFASSENRWDWTVKPLLGGAQVLKLKTYVHLTENGAPRGAIGWKTFEATIPVKVTTSDRIRDMAAE
IQPIHAIVLFVMSLAGGAWANLRRRKKTEPQEALTNGQAGKPFRPDAGEEA
>MCE8431546.1 hypothetical protein LZ186_08430 [Rhodovulum sulfidophilum]AB18
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPRAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVALNTWEAEKLAESIAFIQATMRD
AGTGPDKAV
>MCE8431547.1 type II toxin-antitoxin system death-on-curing family toxin [Rhodovulum sulfidophilum]AB18
MIESAISRPYSGYHRSIWRKAAALTQSMVGNHGFVDGNKRTALLLVETLIERSGYYLVLSGQDRFDDLIVGVASGEIDFD
ALVVWFEERVARR
>MCE8431548.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB18
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPRVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQV
>MCE8431549.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB18
MGNPQHLDWLLEGVEAWNARRKREDFVPDLSGMDIRGAFEKAGKLEEGRIPLLRAKLGGADLRGADLRGADLGEADLRGA
DLGEANLGEADLRGADLGEANLGEADLRGANLRGANLRGANLRGADLWGADLWGADLREADLGEADLRGANLRGANLGEA
NLGEADLRGANLWGANLGEADLRGANVQTVYSGVSTNDVGTPEYTNLSQTRALTQAQLDIMRGDTGTILPDGLHHPAHWP
DPEPPEPTRADSQEMRDSTTLPATRYTPPADFTTVGGKLDVRFTPTRPHPRQASSTPIDLRNRERTRAGLLELVKSLCRC
LRRYKREDRETSNRVRAAEQILATAQALADALKAEDETFLPTLLEDYIETLALGGCDDIEALEANDAALYRRVIKRGRQL
YGFYPELAELSDPANTRFIPDDFPYTVAELSAELHGIAFSDDGRIVFTEQTRTLIEAEEKALVPKGVDEEKTKLARLGAI
AGEMRREMSKYADKAQKVIDRTASFLKSYEKLQKIWEKIEPFIGFGNGS
>MCE8431550.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDAALPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MCE8431551.1 ParA family protein [Rhodovulum sulfidophilum]AB18
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>MCE8431552.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAAALDRGVAEAEGIALAEARTRREATIPARRYGSPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MCE8431553.1 hypothetical protein LZ186_08465 [Rhodovulum sulfidophilum]AB18
MPRRLLRVLHGGVRAKGAAPQAAGARAAPLPDDTPFGEDLARRAVAFLETTSGVWGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADAARFRRWLAAQSDASLSGQVPPTSRVSSAIPAISASPAASSRTTFVGTETAAHPAGKAV
TKPRTPAQSVALVAPPSRRMFWPTMNPA
>MCE8431554.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB18
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MCE8431555.1 aminopeptidase N [Rhodovulum sulfidophilum]AB18
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVTPEITAA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSEHYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRTALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEAAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
AIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDAVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MCE8431556.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]AB18
MGVTILSFGRDLRVQDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAPLQVEI
GPPVEVLDRLAARWPVVRGLALGAQPPAEDWARRRGLPWRPVAAPRRPAPPLGELTAPPGLVPGPIPEARDLGLGFDPCP
GRPRGGRSAAERALAAALAGSDPDAALSAHLAWGALSAGEAARAARLAPEEPGARRLASWLARRARFQRVPAADPEPVAA
PPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQFGLDPGACCRVLARLSADYDPRLHGAQFR
AAAARRVDPLRWARAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGPGRPAGSRSASPAARRQ
DSRQLAFDL
>MCE8431557.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB18
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MCE8431558.1 cytochrome c [Rhodovulum sulfidophilum]AB18
MKRPFLIGVAGGAAVAAGLGGWLWLRSPGADVGSRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPPLIH
PIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MCE8431559.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGRDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>MCE8431560.1 kynureninase [Rhodovulum sulfidophilum]AB18
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPDRRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDRALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRNPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MCE8431561.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB18
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALVFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MCE8431562.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB18
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHDMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGIGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MCE8431563.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB18
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLLGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MCE8431564.1 hypothetical protein LZ186_08520 [Rhodovulum sulfidophilum]AB18
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTAPVDWGLKVFEPNPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPPICFFTGPVLFGPEWRATPDCVKAA
APQSSAKA
>MCE8431565.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB18
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSAAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARTDGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAVGGLGGCPF
ARGAPGNVATERVAARLAAIGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MCE8431566.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB18
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEAGAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARAIEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFEGPARATVEIGETVLEARLAPEGWRIEGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGDHVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>MCE8431567.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB18
MRLRSAVLPTSDSFRANRAAHLEALREVAEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVSGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEDEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPETRFGLFRM
>MCE8431568.1 outer membrane beta-barrel protein [Rhodovulum sulfidophilum]AB18
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHLGVDYAVTD
HSAIRTDVRWIDLDTKVKSDSLGDLGTAHIDPLVFGVSYIWKF
>MCE8431569.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRLPLILAAALAVATPAMAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MCE8431570.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MVHRWAQERVRPMAAAIDRDNVFPAGLWREMGDLGLLGITVPEEYGGAGMSYLAHAIAIEEIARASASVSLSYGAHSNLC
VNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKYWITNGPDADTLVVYAKTDP
EAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVLMSGLDYERVVLAGIGTGIM
AACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQDAAACVLYASEEAMKQAHQA
VQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMA
>MCE8431571.1 CreA family protein [Rhodovulum sulfidophilum]AB18
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MCE8431572.1 hypothetical protein LZ186_08560 [Rhodovulum sulfidophilum]AB18
MTSKHPQKGKAWPSAYRRASDAALSFTRRVAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEGPARAAPLVPVARPAAFARPDAGPLSADGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDVDTAPEGNTLAQLRPLRRPLAAADPKRPRPRPAAIGNGTAATGPAASATADLVVAASDRPRSRPASA
AMASSAPDLAGLRPVSRPLVLSEAAPAAPAALRPSARPTARAEAASAASLVPSERAGRSMATVPVASPAPEAAETAPGLR
ASLRPQTRPAALARLARGALVPDGRQAVAPRAEPFVHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDR
DALIVQQALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRM
VDAIYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHP
IQPLSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MCE8431573.1 proteasome-type protease [Rhodovulum sulfidophilum]AB18
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDPYFERISTGWGEALKSALDSLPD
FEF
>MCE8431574.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB18
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGISRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MCE8431575.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB18
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYRRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MCE8431576.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB18
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MCE8431577.1 purine permease [Rhodovulum sulfidophilum]AB18
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSDAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVSAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGRD
>MCE8431578.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB18
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEGGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MCE8431579.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB18
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMSDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MCE8431580.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB18
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTESDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLWERPTAMDRDSFVARFD
GIFEQSPWIAEGAFGLELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENSADAEFAEACRQVERIALLRLKEILP
>MCE8431581.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB18
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MCE8431582.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MCE8431583.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB18
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWLGADLFLVDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGTIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPEAEAALPAPLA
RVVASAGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVQLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRALEALADQM
>MCE8431584.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB18
MHICKPLLVSLGLSTALVAPAMAQDATAKNVILLITDGAGIETWRAASYYRFGGLGHEVYDDFDVQVFASTHPLTTERQP
TMTDEGAVTFDPAELWNAEADSSVYEGNIADYPAYFAGYAYSRADYTDSAAAGTALASGHKTYNSALNWSNNDTRMKHIG
EYAVESGRALGSISSVEWTHATPAAFLAHNRSRNNYEEIAQEITDGGLATVVMGTGHPYFNGNGERVEAPSDKDFRYVGG
RDTWNRLVSGETAYKHIETRADFEALANGTLDMGGKDRLIGTAQNVKTLQFNRDGVAMGDLLENVPDLPTMTKGALNVLS
QDEDGFFLMIEGGAVDWAAHANNLPRIIEEQIDFNKSVEAVVDWVEANSSWDETLVMVTTDHGNGLLEGPDSDKVAYSPV
INQGAGALPLVRWHDDTHTRELVPVYAMGAGAEYLLDVAKPAPGLATYGVSEDSRVYVDNTDVFGAALHAFGLTEALD
>MCE8431585.1 hypothetical protein LZ186_08625 [Rhodovulum sulfidophilum]AB18
MMIGKLHLLGAILGFMAAMPALADDIGSLPATAGGHAQGRAARRPRKRPFIPAAACTQAAKVRRADEADSRVTLP
>MCE8431586.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB18
MKALVIIDMQIEMQHRIEAGRDCVNADAPIRIATLAGAFRQQGLPVIHVRHRDGNPKSPLHADSVGYSPMPCAEAIEGEA
VFVKQTSSVFASTDLAAHLQNEGITELVVTGAVAGFCVNSTVRSGADLGFNMTVVRDAVIGFDLPAAGQTAQVIFDVTMA
HLEADFALLVDASAVMAE
>MCE8431587.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MCISIIAAEGARLVLGARRADLLERTVNEISADGGEADFIVGDVEESGYAEELVKRAEERFGGLDGAFNNAGTTGDMGPI
PDMDESNWHKVMAVNLNSGFYAAKYQIPAMRKRGGGSIVFTSSFVGHTIGLPGMGAYAAAKAGLIGMTQVLAAEHGPENI
RVNALLPGGTMTPMAGEDAAVHEVVRDFHALKRMADPSEIAQAALFLLSDHASFVTGTAMIADGGNSINKL
>MCE8431588.1 hypothetical protein LZ186_08640 [Rhodovulum sulfidophilum]AB18
MTADLTELFSWIKANPGAAATISAAIIAVCGVIFSAFSAFVTGRRSVYISSVTAERSKWIEKLRSNIAELLQVCAAINNE
TQTGLAYDEKRNKADGLISLISLQLNPADEDGIDKNLIAHLRILVEATEKSGDEFRKEEKKFVRHSQFMLKEEWEKVKTE
ARGWIATLWNKVRGKKCARKCAYKRFVREELKWASKDQ
>MCE8431589.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB18
MRALLAALLLTGCGGLPGPLGPNLAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8431590.1 lysozyme [Rhodovulum sulfidophilum]AB18
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDRLIADP
LEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>MCE8431591.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MPASVSLSSLSWSAPDGASLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRVSVTGSVAMMRQEALAHPEE
TVADLLGVQPALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVAPDTRLA
>MCE8431592.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB18
MMGPRQEAQPALFYEFFLDDHVPQDHLLRSVDRFVDLSSIRAYLAEFYSHTGRPSVDPELLIRMRLVGYCFGIRLERRVY
EEVHLNLAYRWFCRLDLSDRAPDHSTFSKNRHGRFRESELLRHLFEVTVARCIAEGLVSGKRMAVDASLIEADANKQNSM
PQEKWDAARIDPADAPRAVREYLDTLDEAAFGAASEVRPKLASHSAPASQWTEARKGPAFCSYSDNYLIDTDHGVIVDVA
ETRLIRQAEAGSTKTMLKRVKETFDLHPERLIADTAYGTGPMLGWLVERKIEPHIPVFVGPLRDGPKGLETNAAVAIQPG
KIDRSPRGKGHELTQFRRNYSDPNRGPTAKGVAKYRGLKLTCQSCPSKPRCCPNMDFRSITRDIAKTEQYDVSMKLRKKV
EMLFAHLKRILGLGRLRLRGPCGAKDEFLLAATAQNLKKLAKILPAPQQPKKA
>MCE8431593.1 hypothetical protein LZ186_08665 [Rhodovulum sulfidophilum]AB18
MKLLRLSGCLGLALVAAPATYLLSCAVFRDVPPGGYAYSGPLPAHEKSGLWAHVWTMAPILTLLDDFGHKEDALLLPFGH
LVISWEGIRYYELSGEGEIRLRDWQASLSPDLQFKPFRMADRGLRARLETWREQRHERLKNLKDIAGVSPEPGDGRVKFG
DHSLELPLGFDLDSSPNSYGLQISVKDVPPRERASLYIERLDSDAALRHFRYLNPEGEITVGDWNASRTADGLWKAHAEV
ICEGQRIGFSMVADRLDLAKKLVATAKTFADDGAGYGLIGGSYDVPAKSTTIVPDALMRDLADWLALEKLLSSFDSSPAL
QGMPRTEGLPQYLTAGLGASFVQIHEGETRLPLHGNWNELFSAPGEGLSVDAPDSRNMCRTSLLWPFLTGQGEDPLAVNF
TFTAGNPAACAEMIGYFRGFDPTPILNMPEVAVAKAVLPYVNAFDRVGSYQDDVYAWNSGGTALFHARGDLLFSVKGEIS
PEYREQGLYTQKDAGKLGLVDRQGVQVLSVVYDAFERFSPDMEYERYQPDKDRGLSYILVRRGEAYGIFDLSGRRWVLPV
GMDDVSPLRKWNMFSATKAGTSNLYDLDGAVIPGTLHVDAIFNHLQTYRPLDSEFIALEHPDGTWTVRQRGDEPLLDQRF
QSVTREDRMVGPVYHFKTTDGDEFALDEWLEPYPEGD
>MCE8431594.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRCYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLGDVEAVLARLTS
>MCE8431595.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>MCE8431596.1 response regulator [Rhodovulum sulfidophilum]AB18
MTDALILIIEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPRPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>MCE8431597.1 hypothetical protein LZ186_08710 [Rhodovulum sulfidophilum]AB18
MKRFALGRTECGADRVEVTGQAGMLDRRKRPGPAFAMMIICIPAGWLTLIAALLLGCSLLAAVAAMIAAMWGLFVLGLVV
FLVRDALGRRRRGGGRREGDAVLE
>MCE8431598.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB18
MRPHLRRYLEHLRRVPDDASDRAMQDLLDEARELVDALRIYVLSDHVSDAASAVQGKAGRSGGDTGLIGRPPVRGAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRPSDRMPSSEELRCLHRLARRLGEILNARGLRLAVGAAQGAAGHVARRTGLGAAP
SKDRAPAGIGADEGAQDQVAVVRARSGGERQAQMIERFVHDMANLVAVIDGSARMLSEEFGRSAHLHRILEANRQILAMM
ETLRAAGHHEIRHRWVDLGHLVRAAADLLQADWPEGIRLDLDLPGHEALALADPVQVSRIVLNLLCNARDGVARKAPGRA
PEGRVLLSLRRQCDRPGAEGCAWYEFCIVDDGIGMDADTRRNMFLPHFTRKGAAGTGLGIAFLDCQIRELGGRISVETAL
GQGTTIRILWPEVFK
>MCE8431599.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB18
MKPTLEDQAQTCPEALPERAFLEGVAAVLGCGQVALLCPDPAANGRLRVTAADPVDLEGRSFPAEWGLLGACRQDDLKKN
PGLTEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRQPGVFTDAQIPFLEHSARALVHALPDSPDARMAIAPARPVAAPE
ASPNAACGLCDSTAAAEGGQAALAGTIASIGTQFGASRCVLWQQRERAFRPVLIWKPPDTQTGPAQIPADAEMAAFLARR
IETFTSMRPVALEEEAALGPLGIGARLILPFRDGAELGGVLCIDRAAGQRPFAHRDVALLSCLTDAAGLLLCQQETRRLA
DAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRGSIRGRIDGLLGFRPEDCLPQATAEAIHALLDRAEARG
FAVLPELVHPPAPAAGPKIYTLSAATHAPAPAQASPGYVLVIRDVTEESAQRCERDRLGRIIEHMTREVFLTDSSHRLTW
ANRATEEHIGRPADRLAGLSPRQAFRAVWTDATRLDQVCEQLEADNGFAGEAAFLDHGGTKVWFDIAVTPLCDGSGGREG
WMWILSDITERRRDKDRLAQIAQKAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEAIL
RYGLAHGEYPGDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRLAA
MDLSRDAIAIAGADGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPGLMTGTALPALDARGNWRGEVWYRRPDGSR
VLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGIVG
PNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVALN
LLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSVDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSAVD
CGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDRNAAPAAPHGSRRRARPLSGRLDGHMVLVTDDNPDVLRVI
SAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHSGR
EFAAVLGKPISSADLLAAAEAAILDR
>MCE8431600.1 xylulokinase [Rhodovulum sulfidophilum]AB18
MVFSLGLDLGTTGLRALLLDDEGQPAGSAGRSCAVAHPHPGWSEQDPADWIAALEGTMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFARIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLELPEGGELGAALGAARLGRVAATGAPPETVMTPPVIAATIAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>MCE8431601.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB18
MARDQKMGPGHVPRPRMPDMSRPPPPTPRAGKSPMARAAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLAS
LGACDPDKDKP
>MCE8431602.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB18
MRQTWRWFGPRDLGSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIACRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MCE8431603.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIVKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MCE8431604.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MCE8431605.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MCE8431606.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MCE8431607.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB18
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MCE8431608.1 galactose mutarotase [Rhodovulum sulfidophilum]AB18
MTSATDTALDTARSDGPATGRRLLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGPAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
ASYSIEDEGALEILLEGESGALTFCNLAPHGYWCLDGSGALDAHLLEIAAGTYLPVDAALIPLGGPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVSGIALDLSTTEPGLQVYDGGGIDTGPFPGHQGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MCE8431609.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB18
MAGVHWLAADWGPASLRVWAMTGHEVQAEGASDLSMEHLGPADFEPALLALADSMLPPGEVTPVLVCGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGSVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTATDAQASML
>MCE8431610.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB18
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKL
>MCE8431611.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB18
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MCE8431612.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB18
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRARRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALSSWLAERDAAEAAAEARGLAASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGRADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MCE8431613.1 hypothetical protein LZ186_08790 [Rhodovulum sulfidophilum]AB18
MSTSARTAALVAGALTWAVPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWRAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MCE8431614.1 shikimate kinase [Rhodovulum sulfidophilum]AB18
MGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANRE
AISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTR
PDVLEAA
>MCE8431615.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB18
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDAAFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MCE8431616.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB18
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MCE8431617.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB18
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MCE8431618.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB18
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGCARAVVLRD
FRHGNRVLRLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MCE8431619.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB18
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MCE8431620.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB18
MFKDESTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MCE8431621.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB18
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPYTDASLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MCE8431622.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB18
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVASEAGLWI
AALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MCE8431623.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB18
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTSARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALRDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MCE8431624.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB18
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPENLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPQPLAIGCFLSVGVALAVMLAVPKR
>MCE8431625.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB18
MVRLDIFADPICPWCLIGKRLLEAALAEHPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AVGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDPAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGAAPKAGLQ
>MCE8431626.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB18
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPEIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MCE8431627.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MCE8431628.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]AB18
MTRLLFILLALALASCSTVEGVGKDISAGARTVRNAL
>MCE8431629.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB18
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPAHGIAMYGAPALPAGFVALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALEHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRTGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MCE8431630.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB18
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGEECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MCE8431631.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB18
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MCE8431632.1 LysE/ArgO family amino acid transporter [Rhodovulum sulfidophilum]AB18
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARLAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MCE8431633.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB18
MFESKEPSAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>MCE8431634.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB18
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MCE8431635.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB18
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATATKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MCE8431636.1 hypothetical protein LZ186_08905, partial [Rhodovulum sulfidophilum]AB18
MAVMLRGATWILRKRVPARYGDVEPRKEIWLSLHTDSKAEAEAKAPAIWRAQVEAWEAHLAGASEDAEKRFQAALDLAGK
RGFSWLPLKEVTHLPRNDLLKRIEAIPAHDKHPNRQEAAAILGAVPAPEISVSRALELYWNFTRDRVAGKAPISFAAGAI
RASKPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKP
>MCE8431637.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTGLLSLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGLVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADRAVVLHDRQVEANGSPVDILTPPLLGKVYGVEAR
METSSQGHPFLIVERSIRNPLGNDTGRD
>MCE8431638.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTEPLVETPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLKVLSALWDADAPLSVRVILWDIRL
PVALAALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIH
RLSQKRGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWAL
TALRLGESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAAS
VLSKSLIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MCE8431639.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPENPFANVVGWGNNFR
AADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPVLFVDFRTKMF
ENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGELIRAAGGDNL
GAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLRAVTAGRVHAI
WHPFYDNPYYFIALQRVAKWLHPEVFAELDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MCE8431640.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB18
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSNLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MCE8431641.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB18
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNHVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKGVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFYEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRQ
>MCE8431642.1 hypothetical protein LZ186_08940 [Rhodovulum sulfidophilum]AB18
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESHADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MCE8431643.1 cold-shock protein [Rhodovulum sulfidophilum]AB18
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MCE8431644.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB18
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPRSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSRDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MCE8431645.1 hypothetical protein LZ186_08955 [Rhodovulum sulfidophilum]AB18
MTETALCRQLTATRTGFQSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATQSGVPASDRGLARSCPV
APGVAASPRRPDVTGENA
>MCE8431646.1 hypothetical protein LZ186_08960 [Rhodovulum sulfidophilum]AB18
MNGFIATAGLRIPGTSLWMAAMLAVGMVASLAFPALAQDGTGTVPENAVARNYDGGWDCIPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>MCE8431647.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB18
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFGHTPPGWARVQAICDFVHTSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPGILTQFDVWTWDAEADPTEAVPVFRV
>MCE8431648.1 hypothetical protein LZ186_08970 [Rhodovulum sulfidophilum]AB18
MTTSIKTTAVFLRPFRLPSFNETLPEGEYEIETELPQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRRHAGPDGRRPAREAGNTGPGAEGRHAGIGK
>MCE8431649.1 hypothetical protein LZ186_08975 [Rhodovulum sulfidophilum]AB18
MIDTPIDLDGHRSAAGQHDAEMRRRPVNTEPESGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MCE8431650.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB18
MPSVTILHATDYRYGTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MCE8431651.1 response regulator [Rhodovulum sulfidophilum]AB18
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESTGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MCE8431652.1 hypothetical protein LZ186_08990 [Rhodovulum sulfidophilum]AB18
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPAPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGWLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQVGSPPPRQGAGGLPELSCLLG
VHRYLATPAAPAHAELGLCLGRLVERHPGLGEAWAALALVRLDEARFGRNLRSGTDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVATREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAVAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MCE8431653.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]AB18
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPEGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MCE8431654.1 hypothetical protein LZ186_09000 [Rhodovulum sulfidophilum]AB18
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MCE8431655.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB18
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MCE8431656.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB18
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRAA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDMALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVDPVAGPVAD
PVTAPAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MCE8431657.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMSKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVSMAETFRGVLPFFLAELFRVGLLLACPALVLWLPRVLGG
>MCE8431658.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDAAASARGR
GNA
>MCE8431659.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MGPERSAGRPTGKLAGKLVGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGIALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFR
TALAPVVERWIEDAERRGIDGAALVARARAAIAAHESR
>MCE8431660.1 NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB18
MPIDSAGGRRRIAVIGGGISGMGASHLLAETARVTLFEAEGRLGGHARTVLAGRNGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQDILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLETALAAADVED
>MCE8431661.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB18
MTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRID
VLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIR
LALDRLRHEMT
>MCE8431662.1 ChrR family anti-sigma-E factor [Rhodovulum sulfidophilum]AB18
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHVTAPEPDALADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATARLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MCE8431663.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB18
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEELGADQDEMMPRLPGAAE
>MCE8431664.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB18
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGAHRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTIPSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYERLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLTVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MCE8431665.1 insulinase family protein [Rhodovulum sulfidophilum]AB18
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MCE8431666.1 insulinase family protein [Rhodovulum sulfidophilum]AB18
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MCE8431667.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MCE8431668.1 signal peptidase II [Rhodovulum sulfidophilum]AB18
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGINFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MCE8431669.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB18
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MCE8431670.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB18
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAACCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MCE8431671.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB18
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARARRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAVALAAATGGVALPTGSVRISGPVQVSALPGYGEGAWWVQDAAAALPARLLAAWPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGGDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGAAVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPGLSPILFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MCE8431672.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MCE8431673.1 YrhK family protein [Rhodovulum sulfidophilum]AB18
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MCE8431674.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB18
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MCE8431675.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB18
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>MCE8431676.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB18
MAMRIRAALLLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAARGETLAFA
MNAGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRAYLADPPDCRYATQSGPMLVIDGA
LHSRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPSLGRHDAGLPMGPI
VGAVVPAGD
>MCE8431677.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB18
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFAGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MCE8431678.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB18
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMNTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MCE8431679.1 hypothetical protein LZ186_09130 [Rhodovulum sulfidophilum]AB18
MQAFRLPAAMDAVRIDPATVERQAIRAGRPGGQHQNNTSSAIRARWTSADGKVYAVVVRDNRSQHQNRRLALERLAALAA
AEKAEADAAREGETWALHGQLQRGEPRRIFEGRWFKELK
>MCE8431680.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MCE8431681.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB18
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MCE8431682.1 Sec-independent protein translocase protein TatB [Rhodovulum sulfidophilum]AB18
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDRTSDA
>MCE8431683.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB18
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>MCE8431684.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTGQTQEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFTHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MCE8431685.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MKTDILILVPAAGASSRMHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVNPA
EGMAASLRAGAAAARAAGARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPGLEAVAG
DTGGRDMLAAET
>MCE8431686.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MCE8431687.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MCE8431688.1 hypothetical protein LZ186_09190 [Rhodovulum sulfidophilum]AB18
MADDASTARAPLRRPAPDHCRPEGAAVAAARGGGGGKYPVFPAGRPVAATCIGTCQ
>MCE8431689.1 hypothetical protein LZ186_09195 [Rhodovulum sulfidophilum]AB18
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEDDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVSVHGSCAESE
>MCE8431690.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIGEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MCE8431691.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGKLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>MCE8431692.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAKIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MCE8431693.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MISFAGGIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MCE8431694.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB18
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAI
>MCE8431695.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB18
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGAGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MCE8431696.1 YicC family protein [Rhodovulum sulfidophilum]AB18
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRMSARDSGHGGLQI
DPVALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRTSEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIGETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKAAIDQMREQVQNVE
>MCE8431697.1 guanylate kinase [Rhodovulum sulfidophilum]AB18
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MCE8431698.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB18
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEVGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>MCE8431699.1 hypothetical protein LZ186_09245 [Rhodovulum sulfidophilum]AB18
MPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGM
TVQMIPRTRH
>MCE8431700.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>MCE8431701.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MCE8431702.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB18
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MCE8431703.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB18
MTDIPVSDARPERAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MCE8431704.1 phosphate ABC transporter ATP-binding protein PstB [Rhodovulum sulfidophilum]AB18
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MCE8431705.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB18
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MCE8431706.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB18
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MCE8431707.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB18
MTRTGTGTGLTLAAALLACGAASADPEEGAYRSPEDFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLSKSAIA
ADETFTDYSYHNIGVPANTAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGVAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASPRAGGTDTDR
>MCE8431708.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWAKHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MCE8431709.1 hypothetical protein LZ186_09295 [Rhodovulum sulfidophilum]AB18
MFTPTASPAQPPLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPADLSTTYAILTLHLCLALQPFHRGAAMAVLVAAWTGIWWSTMTDL
FEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIATLHAVPETVSARLLI
APLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADERA
MRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNIEAALQRAE
SALYVAERRGGGTLVRVSDLAETGQGTEARNTPRDMGGAARPP
>MCE8431710.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB18
MASADQRPRTTLAIRVLGLTILIAIGLGLLQNLLDPPADTAAALHLLPAAGSAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWIRIVGHPRIEHALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAEIANRNIRKSDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQGIATHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGRAIRRADKALYAAKIGGRNRVMSAAALYEAEAAVGPLARRTPPRLVS
>MCE8431711.1 hypothetical protein LZ186_09305, partial [Rhodovulum sulfidophilum]AB18
AMVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRPVPARAMPVLLRGPLPQDPGAPALPVAREV
APSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAALRVMV
SDIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MCE8431712.1 DUF6280 family protein [Rhodovulum sulfidophilum]AB18
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MCE8431713.1 elongation factor P [Rhodovulum sulfidophilum]AB18
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MCE8431714.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB18
MAERAALEALAGAAIVRSRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHATTGGAYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPVEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGAGYRGLVERCLATLGA
>MCE8431715.1 folate-binding protein [Rhodovulum sulfidophilum]AB18
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPSGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGTAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MCE8431716.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MAGGAQIFGWLWRGYLRRHSMTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLMAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEIAGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVASQLRS
RAGQAGMPALVDVVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHSVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDA
LLAQDGLYAGLYRLQFTAES
>MCE8431717.1 sulfur transferase domain-containing protein [Rhodovulum sulfidophilum]AB18
MTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRTVISLRGSNRPHSHWL
LEEEACAALGLQLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHAEGTPVAQARKMLSWR
FLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MCE8431718.1 hypothetical protein LZ186_09340 [Rhodovulum sulfidophilum]AB18
MIWQPQASGAFAMAATLALVAGAGARFVPSSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALA
GLGALHLRQSLPALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGA
CQIVLAARSRPKRFWRMSLNPAWPDRYAVAEIETPSGKQVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDF
NAAPWSRTLSQIHRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MCE8431719.1 SLC13 family permease [Rhodovulum sulfidophilum]AB18
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVEWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQSLGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MCE8431720.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MCE8431721.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB18
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAATAKTA
>MCE8431722.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MCE8431723.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB18
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRVMADCGTPTEAPAEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MCE8431724.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MCE8431725.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB18
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARNVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MCE8431726.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB18
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVASVLYVRWVDR
RAGPILAMPPKDGA
>MCE8431727.1 DMT family protein [Rhodovulum sulfidophilum]AB18
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLIAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MCE8431728.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB18
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MCE8431729.1 hypothetical protein LZ186_09395 [Rhodovulum sulfidophilum]AB18
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MCE8431730.1 DUF6497 family protein [Rhodovulum sulfidophilum]AB18
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAETGPEPAQVVITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MCE8431731.1 hypothetical protein LZ186_09405 [Rhodovulum sulfidophilum]AB18
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MCE8431732.1 hypothetical protein LZ186_09410 [Rhodovulum sulfidophilum]AB18
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MCE8431733.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB18
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDISTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>MCE8431734.1 restriction endonuclease [Rhodovulum sulfidophilum]AB18
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSVLFELTPEDRAEVLPSGRQGRMANRVHWARGYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPADPIASDATPEEILTSAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>MCE8431735.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MCE8431736.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB18
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MCE8431737.1 hypothetical protein LZ186_09435 [Rhodovulum sulfidophilum]AB18
MATMTRLVHRVLPGDWWPELKDFRCNRSDFGPLTSAWARIPPGEIAPAAVALQETGSDMSWLLADLPRIYPGLLDGLDPN
KQRYARFRVEQTMYVISLVALESGDILFFMFDQGA
>MCE8431738.1 hypothetical protein LZ186_09440 [Rhodovulum sulfidophilum]AB18
MNDALLGTMMEFGEAKPFDIVGSGRIRSIFLKYASDKEERDELVLRESKGR
>MCE8431739.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMCVSEITPQDIKGALAPIWRTKFP
TAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLTLVRY
MGCAGARAAEVEGDVWTVPPDQWRPHRLTIGPPVRDLVGRGGRSAHPFQLLL
>MCE8431740.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>MCE8431741.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA [Rhodovulum sulfidophilum]AB18
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPPGLRPGPALFEPDRRNSRGWDLAHGPHLAQIETARAPGRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLQEAGVPPECL
QLLPGDGRIGAMLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELNPGAPWELSSDLGPLIDAEAHAAIASHVAAARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERIAERLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAARETIAAAVRAAQPAHGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALKDIEGISGALWWGDAEAGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MCE8431742.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB18
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MCE8431743.1 hypothetical protein LZ186_09470 [Rhodovulum sulfidophilum]AB18
MTEDARGAGDRAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVSAALDAVGVVELGEFGRDD
>MCE8431744.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB18
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNS
>MCE8431745.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAANRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MCE8431746.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB18
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFARRCGAHVPTHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MCE8431747.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB18
MERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLAAGDLRAAGIEA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLTLTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGSFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAESAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VEMSDLGFDEGRFRAPGSNLTPGLIEAAAMVRRAGRTDLLRHRADYSLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLRAAA
>MCE8431748.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYALEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAKGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGAFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWTA
IVPSVDGQIVNAQVNVGAGISAEKAKAFREKHTKEYEEEFGATLSRNGYLTAQICAASLDEAKEKVAAIWKERRGHVPVL
REVDSEPHDWPDPSFERDGICETPMWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMM
MQLAVVDQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTK
LWNATRFAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPL
LMDGTEAQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEI
RSARAQMNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAER
ARLEKTLSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MCE8431749.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MGQITLTFPDGNQRDFEAGITPAEIAADISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
TDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETATLDAIVATLTA
EAKAPDLA
>MCE8431750.1 arsenate reductase [Rhodovulum sulfidophilum]AB18
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MCE8431751.1 cold-shock protein [Rhodovulum sulfidophilum]AB18
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MCE8431752.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB18
MIAIILYLVTVLVFLALDALMLRQVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MCE8431753.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB18
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMDCIRRMLTGEAVTQENSGMSKGEWREFEAALKKD
>MCE8431754.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MCE8431755.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB18
MVRLASLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>MCE8431756.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB18
MLGANEFDDNARCNAFFSGLPGELADHFRAKLARGPGAFVKTASGFSDVAEAMERKLPRELQAIAVGQVSPRPGSPPRHR
SQ
>MCE8431757.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB18
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>MCE8431758.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB18
MTETTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELELFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MCE8431759.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MCE8431760.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB18
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMSKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MCE8431761.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB18
APASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGISYWLVGMPVSYGLGFGLGWGGIGIWLG
LALGLALAGVLMMARFWSRDWVPAAP
>MCE8431762.1 hypothetical protein LZ186_09565, partial [Rhodovulum sulfidophilum]AB18
SREIQKLHDPNRGNPHNGSFIVRRSLKSDFGRQVARMHWSNRPFANRYDIVRISHKDNHIFVPVLGLGEDESGHIARLGY
DLRRKLNLPKDATVKEERFNLTIEKAGFWGQLYWYLSANDPAVKVPAWLAFWSVMLGLAGFLLAILSLCI
>MCE8431763.1 hypothetical protein LZ186_09570 [Rhodovulum sulfidophilum]AB18
MQNNDWRNGFTLGLIIGATASVILLLIVSTVPVGGSNSTSDWLSSISSVLSVLISAIAVVLVAATLTATEETLKETKKIS
VNQTRAWLLVKSVEVSQSQQLDKISFRITLQNYGPSPATNIRSEIYIYNDPYPFLYARAWDDLTSDFAISNLPPGTDFYR
FYNDWPIEKSERRRTRVRIRFSYKILDGTVVEEFAEWVLVKDESELYVRPAMPVDFESRGIGPTLN
>MCE8431764.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB18
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYQRAAFGSDWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTNAGDLDIDHIVPLRYAWSHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVHSAAEERELVALTGRLCGT
>MCE8431765.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB18
MRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLAKIGPLLDAAHARLDGVVFEN
LPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVRLNY
SVSKGGATPARELIIANREVRVGLV
>MCE8431766.1 very short patch repair endonuclease [Rhodovulum sulfidophilum]AB18
MADVHDPSTRRRNMAAIRGCNTKPEMVLRQGLHARGFRYRLHSRKLAGTPDIVLPKYRALIFVNGCFWHGHDCPLFRWPA
TRPEFWHSKITANMARDRRNIRALEEDSWRVATVWECSLKGKRKLPSSEVLDCLSDWIEGHDRCLVVEGQEGDRS
>MCE8431767.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]AB18
MTPNTDFEGLLQRAGWSVAEAAKRLGYSEGHIYRWKRGEETPREAVYELLRGEAARRAPSKANGAFTFVDLFAGIGGLRR
AMESVGGRCVFTSEWDKYAQKTYLANYPDNRPIAGDIRDVSAEDVPEHDVLVAGFPCQPFSIAGVSKKNALGRKHGFLDE
TQGTLFFDVLRILMHHRPAAFMLENVKNLKSHDKGKTFEVISKALECSDTGLGYKIHTRIIDAGHFVPQHRERIVIVGFR
QDVPFSFDDLNLPTYGARRMKSILHPENGIEEPEGHFTEGADAAVSAKYTLTDKLWEYLQNYAAKHKAKGNGFGFGLVGP
EDIARTLSARYYKDGSEILVSRGCGKNPRRLTPRECARLMGYDDGFRIPVSDTQAYKQFGNSVAVPVFAEVARIMQPHIL
DLMAGEKVRQEPLAAVG
>MCE8431768.1 hypothetical protein LZ186_09600 [Rhodovulum sulfidophilum]AB18
MKTPIGNLKDINLADHEICAQVLSEDKHQLIEGLVFESYFDQFLMSLSEASGEQVKLVDVDTAVVSLPRNRRGLAAFVWA
RSKGDGLGRYLIALNRRMPVWLVSFSDGEFFAAPFSNGEIQDVYRPLQVVAEEVSGRTEVLFDRIEAAVRDRKRINQSFW
GYLSERHGDALGLNIVLPRIFLNWGIQPWFNHVWNVDRVFLHGDQLWHFEIKHKYPMERGQSLFFGINTGELRLMQNLVN
CGLRSMHTLIVKPNWSKFAGSMYIQNDMRSRARAAVIGREMKSDAIDAALLSKGGVSSSDTTFTGTGSVTFRSFAANTFH
RFGRLNDDYREVAGRIFQHMQTGDQPLCNDEDLFRLRINN
>MCE8431769.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MSKFRFKPQAPETAEDQGPDVFAERQELERSLKRSNYAIDKGLLRLRKQWRLSQTQMGKLMGVSLRTYRFYEQGERSVPS
EAVKELLITTDCDLEELFTGKPSVVAPEKAEALLQHYDRVQDELLSIHSNLKIDEVRRLARVYIAVSDAEQPIDLTKVSY
IYDAMFRGDSGDFE
>MCE8431770.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB18
MTRKKYLWQHQSGRWYVRKSGRYYPITATEGTSEFDAQYWQILNGRAAQARRSWSPLIAELKRTEKWAGFSPRYRKDLEP
ILLYLEDKIGSKDVSLLRPKHVYEAMDANTHRVRFANYIPVAVTLLARLARRKGWRADNPAENIERLAVPKHRQKPHYTW
PDDAVQKMRDEGAELPRLIFEIGIGSVQRPGGWVGFTWGDYDGKRLSLVQNKTGLPLKLPCTEELRKALNRAKKKLATPV
SPERPILARKDGSAMSYFTIARIMREERAKLGLSKYDLHALRYRGVKELAYAGCSDEEIGSFSGHISKSMIRKYAGEARQ
EMQAQKAHAKRERFRVKS
>MCE8431771.1 hypothetical protein LZ186_09615 [Rhodovulum sulfidophilum]AB18
MARVLGYALTYASFDGWDWFRVLAMVRLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASH
ANRAELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>MCE8431772.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB18
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLEQHGQVRVEVLGVAASAASLLVMGAA
EIAMPG
>MCE8431773.1 helicase RepA family protein [Rhodovulum sulfidophilum]AB18
MRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAEVTKQRDGPTGYRFCYQLRQVELGL
DQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEERGEAHRKPQYPSHAGVSFDLWRDACMTEGELSSSENRD
TRKRAFNRCREELETAREIVVRDDLVWVVQ
>MCE8431774.1 Mu-like prophage major head subunit gpT family protein [Rhodovulum sulfidophilum]AB18
MIAEDIRGAFASNPAQHSALTGRRGAGIARAEGSPSGAPANGSASVARNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVSAAQAEAVASGLAEFQKVSAPFVQGEQLDHAALMSIAKRAAMAGLALPETDAAAITKEIARVAANEAMALMASNEPPI
RPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQRHAVMWGGAMGADDFKTALAI
ASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHAGHGNLAETGAALSIGSLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>MCE8431775.1 hypothetical protein LZ186_09635 [Rhodovulum sulfidophilum]AB18
MAKKERKVNFANLTIKFGRADLLDYIEVVSRAFLMASHVRNTKSGSYFFLKTKIKELEENNPQSVVIYGRIVKHTKLTRE
QVIQGEELVENVAHIENSPSAFFVLFLSDHRIAYVPETKYAPSLKNFEAAVSLFVKREFKAFSKEIYRARKSEDAGFTWG
KFYEEHVPPTVNVVPLASPQGVKAFISKFDSINRITVHLLERNQDSEGRSIFEQLLDDTTPMNPTSAKYEVRAGGEGLKI
ENTKEFVSDATHGGYERVSIEGKDHTGAKLVGSNDTYKMSVATKLSDVDSTRARQLRQLYEDQKERGNIKVGPRDEGFIS
NAISKIWGNV
>MCE8431776.1 hypothetical protein LZ186_09640 [Rhodovulum sulfidophilum]AB18
MIKKSEIADELFSESSIWDILENYESAHQRPIKAKWQSAYVMVATSIFATAYYIDGPVLSDIQGAAGVLSGFAISLAGTI
FGVAIAGFSIFASTISSDILAKLASTKYKGGRVNNLTYIFSMFTYVLVTLFFVFLSTLLYEMMLGPRSAFVGMKHDLQLK
SPYSDIAVLSYIVLLVGQITFVFSILFSFIWNLFQVLMVVAGAKIASVIKE
>MCE8431777.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MARAALRLGVREVAELSGVSTMTISRFENGQSGGQAETLRKLQSAFEAAGVVFIPENGGGPGVRLKK
>MCE8431778.1 hypothetical protein LZ186_09650 [Rhodovulum sulfidophilum]AB18
MPNPFPAAVTALPAARLYEIHDCLALALDATERPGRYTQSEREARSYLRAALRHTLHLMEVRA
>MCE8431779.1 hypothetical protein LZ186_09655 [Rhodovulum sulfidophilum]AB18
MKRRTFFAAAPLAVLPGSGVALADAPQLDQASAVDPLVTLYREWLSARREWRELADLPGNENWDDPRSLAAEARENDAED
MMLALKPASLEGIAALAALAWSLVIPGRADAEVFEVQVQSYDCRAIAAIWKACTGLDGYPVI
>MCE8431780.1 hypothetical protein LZ186_09660 [Rhodovulum sulfidophilum]AB18
MKITEGTRNELDGGRRRGVLPIAQGDNFGFPDDEAVFSWADFTLSDALRMRVYFDLTRSGLKAQDVKSFVGNGFARVEHG
EIQRPFDFHNPGPKPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQGFDQRET
LSLQLYNLSLARQKVLDAAREINLPELDELEGGKA
>MCE8431781.1 hypothetical protein LZ186_09665 [Rhodovulum sulfidophilum]AB18
MACKPTSFTQADVARVLKACCGAEIPMGWGEIDPRTGKIAVIALGLGEA
>MCE8431782.1 hypothetical protein LZ186_09670 [Rhodovulum sulfidophilum]AB18
MTMERRPAAIRKSDLTPAFEAAKAAGYDQVSIVVETNDGKRFLITAVAAGDTATPDMTPLEKWRAGRAAS
>MCE8431783.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB18
MPQADLPKGVHRVRRKLANGKSRFHFYAWRGGPKFWEDEYCKPRDPAFYQAFADAAARPQPADYMTPRMVDDFLSSTAMP
KGERSRADIRKWALRFAEHFKDAPAVIFEERGARGEVNAWRALWKHSPKQHDMAGTHAVRILNWAVQEGKLTEHHCHKLH
RLYDVDRSEIVWTQTDRAAFNAVAPEWVRRILCAACETGLRPADLIKLTQAHVEQTPLGRRLRVRTNKRKRLAHIPITPE
LAEIIDTTPAGRLLILTNSRGNALTPHRASEGVRQWRDKAKLSDDLRLYDARGTAATRLLNAGLSLAEIANHMGWSVRYA
ANVIEHYARVSPDETDAVLIKLAHAKGGVA
>MCE8431784.1 hypothetical protein LZ186_09685 [Rhodovulum sulfidophilum]AB18
MIWVFSIAADITTPNPPEGYVRADTEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>MCE8431785.1 hypothetical protein LZ186_09690 [Rhodovulum sulfidophilum]AB18
MIEGTNTGRVRDENPPPLAPLSWSNWQAAIKGEGAIQTVEMRLYSDARFVGEAYGLGPYSFLNTVPRTRHRTMYELKPGI
VLRCDLQLRPYIGALTITDDTHYHGGTLFDEVTALASLLLGVRLKSGLIDREFGNDSDPLGKPRAHDASFEPFLPPLNEL
PQIPQLKRQCGLKDLDQLSTYPLLTNDAAIALVKAARLYQDALWLADTAPEMSWLLLVSAIETGANHWDGDTKTPVERLA
ISHGRLVSLLEESGAEALVPQIAKMMKGVIGATNKFLTFMEEFAPDAPVDRPSRGRIDFSSEKLSHALKRIYELRSRALH
AGIPFPFPMCRPPGVDEESVPEERPTGLGCGALGATWNVDDTPMLLHTFAYLTRGALLEWWKTLVPEGVEVQFPHFG
>MCE8431786.1 HNH endonuclease [Rhodovulum sulfidophilum]AB18
MIFNVVRQGSAFARNLEELFGDMRASSLCNPFPRFSNLHAFIEDVVTDILLEGIGTGRDEDCQILKDFLKHAGLPTDTLT
VIEERGLAEMWGEPLWVSAHENLVEEVFHILFRDVGLLSRFNQLTSGYIIRFGEYVDGTDTRFTKRGRLKRQHVPQIIKN
AIFHRDGGECRSCKRSLDRIVNPEVTERYDHIIPLAEGGANDVTNLQLLCEECNSAKSSRLDPVSPDYFRAYPLGASSYV
SDATPPRRGA
>MCE8431787.1 hypothetical protein LZ186_09700 [Rhodovulum sulfidophilum]AB18
MEIDIVSAFLTVISAGGGGAFIAFALFKRFGDAWLQAKFNEKLEAYRHDRAKELERLRAEIDGTLRARIRFQDKQFEACL
DIWNALKDAQSKLLSSISPLQQYSDIRRMSEEARTEYLSSLDLQKWQVSEILEDADVQRRFNQTMNLIRFNSATKAFSDF
DRVTRSYELFLEPKAFSLIRSIADTMHSSLVSKEISIDSEDPTLGRDAWKEYNEKCIPLIKELVAKFQEMLRVN
>MCE8431788.1 hypothetical protein LZ186_09705 [Rhodovulum sulfidophilum]AB18
MRPDEYWKNFNLGTELDISGRFLFNGLQAFHEMKHFAAEEDAFEFLYSVAVGVERLLKIAIILTEHDTAADQESFEKSLI
THSHQDLALRLREPQGLKFPARENEFIAILGRFYTSQRYGRYSLKSVFVPTQERDELVKFLEKHLEIKIDTSGWLTVTRN
ERKHRKFIGKVVSKIVNPVHKIIEEEARRLNIYTYEIDCQSKASKIFLSKKFDFEDEDILQAELMAYFLSSEARGPNAQL
IRDLIKPLSFDPALEGEYLAALRSDRKKIAVLDELESHYEDVTNFKERRDLLEASMSENLTYGEEVEDEGIEDFEIDNSE
DEDAK
>MCE8431789.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB18
PALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPLRYAWGH
GAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFTRIAASYGLVQSAAEERELVALTGRL
CGA
>MCE8431790.1 short-chain fatty acyl-CoA regulator family protein, partial [Rhodovulum sulfidophilum]AB18
DLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQAEALAETLSGSAAG
LTPGLVPGDPLPGLAAHLKTRHGIVLRRNETDGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGLIEAAGEIDRLVGD
GALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPGMQGVPFFFLRVDR
AGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSPGKAFAVALGCDIA
HAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEPPP
>MCE8431791.1 hypothetical protein LZ186_09720 [Rhodovulum sulfidophilum]AB18
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVIIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MCE8431792.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>MCE8431793.1 hypothetical protein LZ186_09730 [Rhodovulum sulfidophilum]AB18
MIRGTATALALLLAVPGLAAPETGAPPAEAGVAADGQAADVRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYI
LTGRIDNDVSRVTYVDNQPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTAIHEVYDPEGRLDGTRREIGANGQLR
RLETYVHGTLDGPWEERDREGRLLSGGAYSEGQKTGPWREGGPHGEEYWQGSYVAGLRNGPWERFDAQGYRLERVRYEDG
TRDGLRYLFRPDGAVGEVQSWKNGERDGYTTRYEDGLPVGRDLWRDGRPVATGLSPEAE
>MCE8431794.1 hypothetical protein LZ186_09735 [Rhodovulum sulfidophilum]AB18
MTYKTAGYGLILALAANVAGAETLTFAPAEGSERSYRVEISVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGAPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDATGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGTGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEVPPEELT
VRVDRYAEAPAASREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAPEEVAPEGLESGALRLPLAPAQAAHCTASLVPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRQHFYGLGSREVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDIADDMTVAEL
TEQLRFVDAEGVPLALNAPGGGALSPDDSIREAMFPDGTLQVAGPPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>MCE8431795.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MCE8431796.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB18
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWNNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MCE8431797.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB18
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTAGEAAAQPLHDPATARI
>MCE8431798.1 c-type cytochrome [Rhodovulum sulfidophilum]AB18
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWEYGQDTF
QKACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>MCE8431799.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGASGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATARMRAVARARVLATAPEDMTAPNEAPDA
>MCE8431800.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MCE8431801.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLIAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPRLGWR
>MCE8431802.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB18
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEASGIEATGIGR
AEVRPRDVRF
>MCE8431803.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB18
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>MCE8431804.1 replication initiation protein [Rhodovulum sulfidophilum]AB18
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MCE8431805.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MCE8431806.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB18
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MCE8431807.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB18
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAVFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MCE8431808.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB18
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVDGSDVAFCDGRPVARIGSRTDHGGQITTGSE
LKTC
>MCE8431809.1 type VI secretion system-associated FHA domain protein TagH [Rhodovulum sulfidophilum]AB18
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSDGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVAAGTGAVSGAVSGALSGGPAPRRQPSGVPPVAPEPQPFHPPGRDPAAAQAAPSPAGPDRDEAF
LRAFCEGAGLDPDLAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEV
LFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALA
GKGENGMLDAFLEAFSEAYARAQGEMPD
>MCE8431810.1 type VI secretion system ImpA family N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAGSDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARAESTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MCE8431811.1 transposase, partial [Rhodovulum sulfidophilum]AB18
MRWMAPASSHHWGRELTKLGHTVRLMPPMYVKPYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFV
VRQRTQLINMLRSLAAEFGITIARGVARAID
>MCE8431812.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB18
MSRLAVLVDGDNISGCHAERILSIASRQGSPTVVRVYTNARRTSEWHDACGFRMIHAGTGKNASDVLLVIDAMELALSGG
IDQFVIASSDGDFTHLAYRLREHGAMVTGVGEGKAPSGFRGACSDFVLIDPGPSIRLVRSAPPVADLDLKIRAIIAAAST
KGAGMRLAALGASMHSKHGIRIGALPEQTWRAYLAARPHLYDLGPRGPDCMVRFKPEGFPAAA
>MCE8431813.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
AIGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGTDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLLVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERLEDRWLE
FGESGLVLAAASLLGACANSLLLRRGSPPRGLVGYGVLLLAIGALVLSLLASGPAFVIGMAVVALAYAMAIPNILAEALQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLPRK
>MCE8431814.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB18
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDETRVAAPFAGTAIVAMTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>MCE8431815.1 hypothetical protein LZ186_09840 [Rhodovulum sulfidophilum]AB18
MTERVAFDPANILPVTSSANRSKGSRGPLDWLPPDRSFFCQYVLRFRRVAASYGLGFTIAKKEGLAALIRGVGCERSRRW
PGLARLLPEVDI
>MCE8431816.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB18
MPRPVAKRTALLLPNPSRLREIDGSADLVLMKPSYLGGGDCPGAHRHARGQFLFPRHGRFRVCIEGQSWLASSSQAVWIP
AGALHCVRPLEDTEIHNAYLCPDICRTLPGEPTAMGVSPLLAELIAFGLTPAACCRGPDCGRVANDQGEAEARRLQQVVA
DQIRRAGDRPGLHVPTSEDVRLAPVLRRVMDNPADNRPLEDWAETAHLSSRTLSRLFLRETGMTFGQWRQRVRIIEAISR
LGEGQPVLTVALDLGYASQSAFTAMFRKMTGRTPSEIRARRRGA
>MCE8431817.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTGLRTALALLAGLLPGLFASVPGSAEPGDRPFIIADATGNWGQPSPYLHMRRGPGYLLTSFLFDTLMWKDTNGELQPAL
ARRIEPLDGGLTYRITLAEGAAWHDGRPVTAEDVAFTFGYVERFPLMFGALDAIAGAEPEGADRVLVRLRHPMPSFLPMV
AGAMPILPRHVFEGIETPFEFTGPAALTGSGPYLLDRYDPAKGRYIFRSNPGYYGGPPAIDRIALVRMSPIAAIAGLKSG
EVDLATSVPVTAAEDLRQAGLALARHSSGHPVRLRFNHRTPRFAGRAVRQAIAHGLDRRRMAETAYLGEAEIWSAGLLAS
LTEGGTERYPYDPVRARALLAGAGWHPPVAPLRLLAPQSLDPITRLVAAQLAEIGVETRIVLLDQASFEGRIAAGDFDLA
MVTSSMLGDPDRMRLTVMGTRSNQDGYDADPALTAALMAQSREANPARRAELLAEAAGLYADALPSYPLVAARTLAAGRP
GRPPVYTPGGVAPGIPSILNKQAFTE
>MCE8431818.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTPAPVTAAPIPAAAQVLGRLAEYALTLGLLILLNYTALWALPGDPLMVLYDDLATGLNDAATQDRLREMHGLGHGYLEG
LIRYAGRLAQGDLGHSIFHARPVAEVILPVLPWTALLVVSTAILSLALGPLLGIELALRDRHRASKPVLAGLAVLDGIPG
FVKAIAILLVFSVWLGWLPVSGAESLIPAGTTPARALDIAHHAAAPILTLVASDLARFVYFGRAAGLRVIRRPMMAVAQG
KSIRGAPLRLRYILANATPELIARTAMMLNGLLIGTVFVETVFAYPGLGGLLFEAVYTRDQALAQAILLPVGALVLTINL
LADLAILAMVRRG
>MCE8431819.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MGAGRFLPLIAFAFLAALCGVLFPLTDAAMTGAPLVPPGWPHLLGTSPLGQDNLIRALRAAPASIGIGLVAGGGTVLVAL
VYGYAVASAPGWAGRVMLRISDLMLALPDMVLMMLIASYARPGPAGLALILIAFSWPSDIRPVAAMVRRERARDSFYLAQ
SFGAGAGYLLRRHALPPMLPVLAAMAVMNSRRAVMHAAGLAFLGLANPAIPSWGSMLAEALTQLQHPGILWLVAPPALFL
TGFVLVLGRIGLAAERDRSAPETTETAPC
>MCE8431820.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MLTIENLSLYQGPHRVLANVRLSLRPGRPLALIGESGAGKSSLALALMRLFGGRAEGRILFEGEDVMGFGRARLGRYRGG
EAALVRQSLGDALNPQMRVAAQVADAMEAQGTAPGTARERALRLLDGQGVGHLADRWPAGLSGGEIQRVLIAMALANGPR
LLVFDEPTAALDPATRTHVLSAIAREAPDRMVLLVTHDLDAAEEIGADTAVLYGGRLIEHGPTPAVLRRPRHPYTRGLIR
GRVAAHRGKDLQGIPGQYRPCDRGCVFANRCVQALPFCHDGAHPELEEEGKHRVACLRCGIVPVLRVRGLSRSHGARPVL
KGVDLTLYSGETLALHGASGSGKSTLARILAGLDRADAGEVAHDRTRPDQASAISLVPQHPRQSLPLHFTVAEALAEPLR
FRPGLSREDIRTRVEAGLSEVQLPAAPPFTLRPCAELSGGELQRLAIARALIRDPAVLIADEATSALDLSVQAKIVRLLL
NLQERRGLAMLFISHDHALCQRIADRMAHLENGVLLD
>MCE8431821.1 phage terminase family protein [Rhodovulum sulfidophilum]AB18
MRRFRTTYLQVAKKNGKTTDTAVPMLYTQLFDGEAAPQGFCTATTRDQAGLRSRTG
>MCE8431822.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRTIIREEMQSGGDALPWADRTAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPRHVATAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTETEATCAVMFETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>MCE8431823.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB18
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPVDSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MCE8431824.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB18
MSTIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLVFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MCE8431825.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MCE8431826.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB18
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGIEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MCE8431827.1 MAPEG family protein [Rhodovulum sulfidophilum]AB18
MTPELTALALAILVQALQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MCE8431828.1 MAPEG family protein [Rhodovulum sulfidophilum]AB18
MTPELAALAATAFIHLAAVLWSQRALEADVGREDNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MCE8431829.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB18
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPAAGVLKE
VLAAEGTTVEAGGQLAVLSSGEGAAASATDDKPAAEASKGSSGRDVEDAPSAKKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MCE8431830.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB18
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSEASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MCE8431831.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB18
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFTLAVFVPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MCE8431832.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB18
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MCE8431833.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB18
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MCE8431834.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]AB18
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAIWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPAIARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>MCE8431835.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB18
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADASGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MCE8431836.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB18
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MCE8431837.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTLVAARGLTVRYGGVAALTGVDFAIEGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHT
HGHAHGPKPGRGGAGHRTEPEAADA
>MCE8431838.1 transcriptional repressor [Rhodovulum sulfidophilum]AB18
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
QA
>MCE8431839.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPYAQAVALIEAPGTYRRSYDDEAHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGIDPHA
WLDPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVAGS
IAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTI
AACVTSTEG
>MCE8431840.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB18
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGMLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQFMDAHVRPGTHLACMGTDTKGKQEIDPAILARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGLAVEVD
L
>MCE8431841.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB18
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIAKAIDVAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKVEELACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MCE8431842.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB18
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MCE8431843.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB18
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
TGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>MCE8431844.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTQPRPRGRPRAFHDKTDQNTVRALDRAMRLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILETQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPVAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTASTGGISPTEKSA
>MCE8431845.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB18
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGEVLVPLDEDAARAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRTLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAIAETGTAPAAMAPEARAEINDRVAVHLGGETVEVPLYARATLG
PGTRIKGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGRFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWPGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGLVGENWVEQADGRRERRRGNDEIAMEAGALFEIRTPGGGGWGRP
>MCE8431846.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MCE8431847.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGGALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MCE8431848.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB18
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVSTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREDVVIATKVLGPMGKGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDALVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGFLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MCE8431849.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIGGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MCE8431850.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB18
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MCE8431851.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB18
MTMPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAI
GCTVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFI
GFQFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNV
SDYSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNN
VVPPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLY
DAAGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MCE8431852.1 hypothetical protein LZ186_10040 [Rhodovulum sulfidophilum]AB18
MNRRTILVATALLVFTGIAAMLWQQADQEIEASACNTAELGLSGDAPLELGAIFSRDCARRYVEETPDEAPRLIITLGYP
SLLFDYLTEREALQVISGAVNDGDRGFFAQDSEILARLNALPRPPEIEKIEDFLQFLPPGDAPSQSPDSAWRLSVLPIWD
DAKAAALFAQGCETVDCQASRTSCPGEVGLIDKLKLAQGDARLSDVAALCPISHEWILALRRAGIVDTFCTSTLQVNAAM
NDIEILERGCFPEDMQLMSYDALTPNDAAMFLRERFARQALAEIDTPSLDYVENYFPSAAAYLLRVEIAE
>MCE8431853.1 hypothetical protein LZ186_10055 [Rhodovulum sulfidophilum]AB18
MTHDCTSVPAVHAQTLQDGLLLELVSADCIPVDDGQPEAIYEKAAYLRVTNQSRGALTVRHNAGAAAHLAFGVASFAPVL
RPDREEVPNFGPLDPSRVRTEKAKLGPGDTLELRGRSSYVLRLTDAARRDAPELGQRRNGSWVTAYRVRYQYNFTLNGTK
TIRGDFLRDLEIRVP
>MCE8431854.1 hypothetical protein LZ186_10060 [Rhodovulum sulfidophilum]AB18
MGIRNAGTIGVAVAPHLDAVVISKKVSLSYQAGASAKEHEAIVKAAVRSAFDFWQEKASALRVRVGIMGCPGKELKILFK
VDFVDSGADLIVRVDNTPKPSDPDDELRSYVMGGTDMTFYMQAEVGCTMMHEIGHALGLNDECLYGSESEAEPELTVRGH
DMPDVTFTLPLLRDWTQEGDDGGKSYSFARPRIMGTYATRPFPATCITGAPMRQLRLLPMTGG
>MCE8431855.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRAYNHAGCDT
>MCE8431856.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIRASMDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKADEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLAPP
>MCE8431857.1 hypothetical protein LZ186_10075 [Rhodovulum sulfidophilum]AB18
MMDSFQNFQTQHRKQVRLCLLHLPRKAAFVFSVVSRPGAANGRYRLIVLKNSGRG
>MCE8431858.1 hypothetical protein LZ186_10080 [Rhodovulum sulfidophilum]AB18
MSPRSVGSGAETGRQPDPDDSDDLAALEREPREVEAEYRIITETTPDTLTRSFGRFHAEVTPAEARLIIRDDGKDVIRLF
GRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVMAAVKLCWRLRLTNDPRRAERLLLGDPEAGQPPAEPR
ICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFREAVAELVDCAMKEGKVDV
>MCE8431859.1 hypothetical protein LZ186_10085 [Rhodovulum sulfidophilum]AB18
MIDDVAPGTYAFGVRGRNARGIWSDWAGAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHA
GALSGASWQSSTGIGKAVSGDVTEATLPLKTGTYLARPHDAMGIPGPVSGIAVRAGPMAPSPAYYRPASS
>MCE8431860.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSVSDDLHTELRRRLISGQYDPGAKLREEHVATEFGVSRTPVRVAIQRLVEEGLLEAAPNRGAVVSEWRDSDTEEIFELR
VLAEGQAAAWATRHITDAELERMDALNTQIAQAVESKHKGYLDEVQSANLAFHTALYEACGSARLRLFGTNLLEYPLVIG
GFFIYTDDDARESVRQHAEIVNALRTRNADWARAAVTSHLCAAIERFRKTRKASRNAAKALPRGNGSPVASAED
>MCE8431861.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB18
MDLGVIVGMIVGTAVGIAVGALPGLSATMGIAVLIPLTFTMEPLVALGMIAGIYNGSMYGGSIPAILLRIPGTPAGIATV
FDGHEMARQGKARLALDISLVSSSLGSAVSAVALLLLAPPLALIALKFSPANYFWLAVFGMTTIAIMLAGNPAKGILSAC
FGLCLGIVGIDPISGNERFTFGTVEFLSGIHIVVLLTGLYAIPPAIDLMLGRNSIDTGNIDLGEKSTGFRWASLIPTWGR
SSGIGLVVGLIPALGGNIAALLAWQEERRYSKNKYNWGKGEAAGLAAPECANNADTAATLIPALTLGIPGNAVAAVILGA
LLVHGLRPGPELFSADADITYGFMLTMLVTSGLMFLIGKLGARAYVNVLRVPRQLLGPIILALTVVGVYAIHNSIFEVVL
MLCFGLVGFAMERMAIPTAPAVLAVILGPIAEENLRRALLISGDDFSYLLRGPISIVLALLVLGALVSPWVPKVKAFGGR
TLRESEDV
>MCE8431862.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB18
MNRHAIELVAAGLFAGLFAVLLSQGIGYPSRSSYMPVAASGIGLTMCLFWSVKAVRLLAAGEGENIYTTRADLVRFGLIL
GGGMAYIVGFIWLGFFTSILILVPAMSRALGYRNWVVIAATTLGFAIVLYAVFRLLLAVPLPPEALLTLFGA
>MCE8431863.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB18
MTKAVVLATTFGMAAVAGTATFAEYPEQPIEMIVAYSAGGGTDTAARTLAPFIEKYLGDDASISVINRPGAGGEIGFTAL
SQAEPDGYTIGFINTPNILTIPISRDTRYTMEDIQAVANVVYDPGAFNVLPDSDFTSLEELVAHAKENPGEVTYGTSGVG
GDDHLAALQFSRAAGIEMRHVPFSGAADVRAAALGGHIDMAVLNISEAIELVEQGKLVSLGQMGHERWHGAPDVPTFKEQ
GFDVVMGSDRGVGAPAGIPQEALDALQKAIAQTVGDPEFLDAAAKQMLPLNYQDAAEFQSYLEQLGANLQEIWNETPWVK
>MCE8431864.1 hypothetical protein LZ186_10110 [Rhodovulum sulfidophilum]AB18
MGESSRNVILIGYGEVGRAFASRIELSDTALRCVDPVAAGQHSARLVEATLPGQILPGTLVLSAVPSSAAPAVADELASR
SDEFLYIDLTSSPQELMRACATKFDGSQTAFVDGAIMGSVDLSGADAPIILSGSEAGRAATELTAVGLHAVALANSQPGD
ACGLKLLRTLMTKGIEALAVECFAAADRMGLSAEIRANLTDINARPFPDLLDAMVRTHVVHAPRRQHEVAAALEQAGSLG
LRAPVTEAVLDAYRRTAHRIDTEKPKPPTQVEQAVRWLAEDLAKVPA
>MCE8431865.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB18
MIPRPVVHVLEPIHPAALEILGKSADLLGPETPFPSECDAVIVRARRLTAAEIAACPRLRVIGKHGAGLDAIDVAAAEAR
GIAVLSTPGANAESVADLAVGFSLALLRNIHGATLALKVGEPLDANERQGWDLNEISIGIFGLGAIGRATAARMVGGFGA
SVQAFDPGLGEAAWPQDVTRVASLKDLLQSSRLLIIHAPLVPGTRNAIDANALDLMPEGAFLVNCARGGIVDEPALAVAL
RSGRIAGAAADVFAEEPPAADNPLLACPGFLATPHLGGATNGALLRVGRAIVDQVLDRLSMSAAGADGASDPIMKEN
>MCE8431866.1 RraA family protein [Rhodovulum sulfidophilum]AB18
MTLGFRIHRRKASIDAAIANRFADLPVANVSDSMSRMTAAGSRLRPFYEAGRTMAGPALTVKVRPGDNLMLHKALDMAEG
GDVIVVDAGGDLTNSIMGEIMAYIAQERNVAGIVIDGAIRDADEIRRCGLPVFAAGVTHRGPYKDGPGEINTTIAIDGMV
IRPGDLILGDGDGVLCVPLEEAETVLAATEAKQAAEQKDIAAIRAGTIDRGWVDETLSARGCEFAD
>MCE8431867.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB18
MDGPAKVTAHGRPAIIAERKANDVPRGLRRYLSLADFERHALYHLPLPIAGYVEGAVETGQALRNAEEAFRRIALVPRIL
RDVSDRNAQTTLFGTEYSVPFGVAPMGFSALAAFDGDVALARGAAASGSFAICSAASLTPLEHVAKEGGSRWFQCYVPGD
TARIEALLNRLRAASYDTLVVTADVPVTGNRENNARNGFDAPFRLTARLAWHFATHPRWTLGTLGRTLAKSGMPHFENMD
AERGPPLFSRNLTRSTIGRDRLTWENLSYIRDRWPGRLVIKGVLCTDDATRAAGIGADGIIVSSHGGRQLDGAIAPLEVL
PAIRATVPDLAVMLDGSIRRGTDVLKALAAGADFVFLGRPFLYAAAVAGEAGVAHAFQLLRQEVDISMALLGITGLDQLG
FLNRAQIFDVAGWAKSDANNCTALEAAALTAGGAAFE
>MCE8431868.1 IS66 family transposase [Rhodovulum sulfidophilum]AB18
MGTEDRRCPCGCGGGIVEIEENETLEVIPAQYYVAVREYPKYRCRLHDKIIGTTFEPRVFPKTTMSNTLMASSITMRFGW
QLPWHRQENIFLSKGIELSRSTLMRWSHRLANEALLPIYQLMEQELTANSERLFMDETTLPMLQPGKGQTKTSHLYALLR
DDRSFSGNKPPVVIYYPRNTRAMRHIHDILNGVSAILQTGSYAGYGRLGRHGTPVEQITPVKCWTHARRNFTDEYEFNKN
PDAKTVIRIIAELYKEEEKIRGKPPLIRVAHRQQFSVPILDRLRAFLIAQADRHLSKSKMGQAIRYVLRQWSDLTRFVDD
GRIDLDTNAVERMFKPTILLRKNALFLGGDEGAEAWGIHSSIIETCKLNGVNAELYLKWIFDQISKKLRRSEYEKLLPWN
APPEFRIPH
>MCE8431869.1 hypothetical protein LZ186_10140 [Rhodovulum sulfidophilum]AB18
MSQNVVDTIEQLENAILAALDLDAAALVRRLRELWGEVISENETLREEALKTSTLNKILKSEVARLKRQIAKSTKTQFGA
KSDQNPNKTSYDRSSCVDDQKPRMLKTTPTVIKKTARLAPVNLKQKK
>MCE8431870.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MKGAPLDLAIDRERHARIRYELSLRGLTFAEIARRAEVSVSSVSAVSLGKSRSARIELMLAQALATRPEALFPDRYPANS
GEGT
>MCE8431871.1 IS66 family insertion sequence element accessory protein TnpB [Rhodovulum sulfidophilum]AB18
MANYVMTNFELDPFSDAFFVFRSKGRDKIKVLMWDGTGLVLIYKRIEGAGLAPPSREEQIRLV
>MCE8431872.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB18
MSGILPIAVKTVRDLSPSMMRLVFEIDGFERLRPTPHPDEWVSLWFPDATDALPRPLPRALAGPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGQLLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGDAAQLPCPAETFVSGRDYVWIAAEAAVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>MCE8431873.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTLFSCHDLERRDGRRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQDRPDGGRIDFMHRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>MCE8431874.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTRTIAAPVLLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLRARVIATPLAGAVILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALGLLGAAVLLSVCETLHLPGLSVAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPLGALAGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>MCE8431875.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTAGRPLSRRQLVAGASALAMMTGRGAHAEVPGPPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTAD
AGLRSWPNLEALRALRPDLVVALEGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGLD
AALAPPVPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPAR
LLHQSAIWQALPQQRAGRVGLLPPAWVFGGVPSAIRFARLLEAA
>MCE8431876.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB18
MTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPSEALQIMLGQ
SGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGANLRDVPQAVNVVTADQAEAQ
GARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYGQAT
PGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTWKLD
PGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQVLR
YSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALDYVS
MGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRELTGR
LGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNTSFN
TQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGGLRH
VGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MCE8431877.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB18
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAVGAAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRTRRDLTLHRGEAFFQVAPDPARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDSDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSQAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MCE8431878.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB18
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSTSGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MCE8431879.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB18
MAEEVSIKGKDAKAWNKRPDLVLYVNGIALGVVELKKSTVGVGEGIRQTLDNQRPELIQHFFTTVQITFAGNDSEGLRYA
PIQTPQPYWLAWKEDSEISARLDRDVIRMMAPARFLELIHDFTLFDAGIKKIARPNQYFAVKAAQERVAAREGGIIWQTQ
GSGKSLIMVMLARWIREAFPDGRILVVTDRKELDSQIEEVFGNTGDKVRRARPGNDLMAALAEP
>MCE8431880.1 hypothetical protein LZ186_10195 [Rhodovulum sulfidophilum]AB18
MQATTTALRYEMSNQIRNVFGDLWNGEWSCGGSRRGRPKMKCVSPETYCRIAQEIGIDPVDALFLGFAHAGFFTGNFRGG
AFVGRHDRALVGQD
>MCE8431881.1 hypothetical protein LZ186_10205 [Rhodovulum sulfidophilum]AB18
MKRKILIAVALIVAVVALLPAAFSVWRMKMLLPEGEVTLAGHEGGMVCSSDAYNAFVPLMSQAGEMGLSQMPFEGTAAEQ
RAILDRYAALGLTGPETVVTSVNLDDGKVYANTCAAERCTMAEMAAAEAMCWQDTRNCIYLAIRFRGQDHCVLAPAKDAP
>MCE8431882.1 hypothetical protein LZ186_10210 [Rhodovulum sulfidophilum]AB18
MTSDGYVRLRGDTLFMELENGIEMVLLHNRRNQPLQRLARRASCSPSSAMSCLESHSVTQDPSIMQQSPLKWSVEAKSQR
MRLKSA
>MCE8431883.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MCE8431884.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB18
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLLGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMKPGTPLTETERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MCE8431885.1 hypothetical protein LZ186_10230 [Rhodovulum sulfidophilum]AB18
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRVRPHGAAAIADIFARHDMTSISPREIDTMAEKLRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGDPTEWREAFLARLEAFQAAAHP
APTGPSTAESLVLARAT
>MCE8431886.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB18
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDMAVAALMPPVVVAASG
>MCE8431887.1 hypothetical protein LZ186_10240 [Rhodovulum sulfidophilum]AB18
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLSAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPGAPPSSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDNHGATREPSPPDG
SPEAQKTEITASEEAPAPSSDDRNSRDRAADSETPPHPGAGTSPPSPPRARVLKLRRDDLSAPRPPDEDAEQSAPGLQPA
ETDEAGAAAAAPVRLTDPAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAQETEAKTGLATDPTGKDKASAEALRLDAPILPM
TEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDEAAAPQQAAGANRTA
>MCE8431888.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB18
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MCE8431889.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB18
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MCE8431890.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB18
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MCE8431891.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB18
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAVLLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MCE8431892.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB18
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGTAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MCE8431893.1 CTP synthase [Rhodovulum sulfidophilum]AB18
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MCE8431894.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB18
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEAPLPGDHPYLR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMAPFRAHVMAQDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTAPGHAG
>MCE8431895.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB18
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MCE8431896.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQKVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MCE8431897.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MCE8431898.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MCE8431899.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIIGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MCE8431900.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB18
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MCE8431901.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB18
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVIPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPDDALAEARARLDLPTDSAAMAGRIARFFTERR
>MCE8431902.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB18
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MCE8431903.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLADGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAESTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLSERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSRDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MCE8431904.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFSARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKIGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRIRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGVEAR
AYGT
>MCE8431905.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB18
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQALGR
>MCE8431906.1 hypothetical protein LZ186_10340 [Rhodovulum sulfidophilum]AB18
MDMETRNIGAAEFMPGRRKDDPQLPELMAPIPRRDKIDTLPADGA
>MCE8431907.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTMRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MCE8431908.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MCE8431909.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDTYFTASS
VSC
>MCE8431910.1 hypothetical protein LZ186_10360 [Rhodovulum sulfidophilum]AB18
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLASDTPDTRPDGRGAP
>MCE8431911.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB18
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTAVGDRYVVEAMRKC
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>MCE8431912.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB18
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGEHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALASGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MCE8431913.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB18
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>MCE8431914.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB18
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPAAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MCE8431915.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB18
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCRTHGAAAANALYLRFIQAYAIHVARLDPDLFEAEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGPYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MCE8431916.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB18
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAAAKAGMEDWREALTHVTFQSALGSQADRIGRIAALAREIAPKVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDETPTGSKDPFALRR
AALGVIRLVLGNVLRIKLLDVINSKALRFVENETYNTLAKEDVGWTTEELTYLNSEEFDELKTAHNAYQDAALSGDYLRL
IAVAKSRYLLSFFHDRLKVHLRAEGIRHDIIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNILSQAE
EKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEADDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIRRNRLN
LLHRIRATCGSVADLTRIDG
>MCE8431917.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB18
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQTAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MCE8431918.1 serine protease [Rhodovulum sulfidophilum]AB18
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTQPPTQPGPTTAAPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVALDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGTVLT
TTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFTPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSETGA
LPPAELSRRAADMTVPVSCWN
>MCE8431919.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB18
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RV
>MCE8431920.1 GTP cyclohydrolase FolE2 [Rhodovulum sulfidophilum]AB18
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLESFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVVASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>MCE8431921.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB18
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MCE8431922.1 TMCO4 family protein [Rhodovulum sulfidophilum]AB18
MPLIQVNAAGERPEPQGGAARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGMALARLIEALRARAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MCE8431923.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEY
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLDLVAARPGVQKGRALAAEKRADLSTDRKAQAMLFRRG
>MCE8431924.1 septation protein IspZ [Rhodovulum sulfidophilum]AB18
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MCE8431925.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MTDWIAAVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MCE8431926.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB18
MLDNLADEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MCE8431927.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB18
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEAEPEAEPETEARRDETVPEPEPSPAPAPEPEPAPTPAPEEPVPTPEPGPAPEPVPMPDPV
PEPQPAPAPVPDPEPLDIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDPAPVSSDAFRVDLPGAGAGDE
TGEEMGQETGADAPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRL
SVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQV
WGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDAT
TGQNALSQVEIFRKLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>MCE8431928.1 hypothetical protein LZ186_10450 [Rhodovulum sulfidophilum]AB18
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFE
ADGQICFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>MCE8431929.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]AB18
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHVADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
AGRVRPELLQRRVETGREALARLDARLRAALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSQAAAEQ
AGALEIEFRDGRFATAGRPPRRSRKTDEPPEQGTLL
>MCE8431930.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB18
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MCE8431931.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB18
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDVHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIR
>MCE8431932.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIAIELAS
>MCE8431933.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MDSDQRQPAEAFPMPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>MCE8431934.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MCE8431935.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB18
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGELASA
>MCE8431936.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB18
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MCE8431937.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB18
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MCE8431938.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB18
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MCE8431939.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB18
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MCE8431940.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGDRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MCE8431941.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB18
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPVGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MCE8431942.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB18
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPDTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVAPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MCE8431943.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB18
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MCE8431944.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB18
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYETGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MCE8431945.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MCE8431946.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB18
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLGRLPDDLTGCRVLDAGCGAGPMTLELVKR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MCE8431947.1 PucC family protein [Rhodovulum sulfidophilum]AB18
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MCE8431948.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB18
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MCE8431949.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB18
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MCE8431950.1 pullulanase [Rhodovulum sulfidophilum]AB18
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MCE8431951.1 hypothetical protein LZ186_10565 [Rhodovulum sulfidophilum]AB18
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MCE8431952.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB18
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPTSPRLEPVY
>MCE8431953.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MCE8431954.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB18
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYIYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MCE8431955.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB18
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MCE8431956.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB18
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MCE8431957.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB18
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MCE8431958.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB18
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MCE8431959.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB18
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MCE8431960.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB18
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MCE8431961.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB18
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MCE8431962.1 hypothetical protein LZ186_10620 [Rhodovulum sulfidophilum]AB18
MAGLALAVATGSAAGCSPLPGASAPGRTPAYLGAETVALKDGLVEVALRMRAPDGVGGLDDYGRCAVARHALDNGYGFAR
HLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>MCE8431963.1 NADH-quinone oxidoreductase subunit NuoG [Rhodovulum sulfidophilum]AB18
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWDEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTFDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>MCE8431964.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTAVISPLGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPAIGARMLTAFGYMQRLKSKAS
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MCE8431965.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB18
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MCE8431966.1 endonuclease [Rhodovulum sulfidophilum]AB18
MATIGYGVGLWALGAFVGGFGTFVVAGVVLTWAFCHTDAEFSAMVAKKREAMAAMKPYRDANAAIVVPNRPKPGGPKVAP
TVPKSTPKAAAAPAARVAPKADAAETSSPKPEAAPTAAQEKVGNGPAALSAPRAGGADDLKKIKGVGPKLEKQVNDLGIY
HYDQIASWTAADVAWMDENLEGFKGRVSRDDWVAQARALAKEG
>MCE8431967.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB18
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>MCE8431968.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB18
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MCE8431969.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB18
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MCE8431970.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB18
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MCE8431971.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB18
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEEEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MCE8431972.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB18
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTITEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MCE8431973.1 CvpA family protein [Rhodovulum sulfidophilum]AB18
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPSVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MCE8431974.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MCE8431975.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MCE8431976.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB18
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLRVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MCE8431977.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB18
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MCE8431978.1 peptidoglycan DD-metalloendopeptidase family protein, partial [Rhodovulum sulfidophilum]AB18
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYL
>MCE8431979.1 hypothetical protein LZ186_10710 [Rhodovulum sulfidophilum]AB18
MRLFALASFALALSACVEGTRYENAITAARASGQPLVITRVATSQPNSAGGVDVSIDGINTSNKTVKYLDYTLRAYNAVG
DPVRGEIRRRNDASVRETGPIAPGGKTAPGVWSNMWYNYSITCARISSVTVIFMDNSSRKFTGQSINDLLAPGAYQRCN
>MCE8431980.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MANLTTRGIKAARAGKHDDGSGLRLVKASPTSGKWVFRYSHLGKRREMGLGSWPEVGLATARKERDRWAAELRSGQDPIN
LRDALRRAEREARDKHDPTFAELAQMVFEAKKAELRGDGDRGRWFSPLRVHVIPKIGRICISQLTAQDIRDAMSSIWQTK
PPTAEKAWQRTRLVLREGKLMGFECDPFTADAAQRLLGTVSHTTQHIQATPWQDMPALYARLNSGSPAHECLRFMMLTLV
RYMGCAGARANEIDGDVWTVPAERVKGQVGRTKDFRVPLPAAAREIVDEGKEVWGDLLFPGRSGAPITSRAIEKALDSIG
EAGRPHGFRASFRTWVQDTDACDYDVAETILGHTVGNRVERTYARSDLLERRRPVMDAWEQHVTSCAENVIKIKVG
>MCE8431981.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB18
MTIRPILVSTVTLIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAGDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MCE8431982.1 DinB family protein [Rhodovulum sulfidophilum]AB18
MGQAVVTVGWCRLMARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSA
GFVADWSEYRSKRQITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLT
APTDLFLMPDLVG
>MCE8431983.1 oxidoreductase [Rhodovulum sulfidophilum]AB18
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MCE8431984.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MCE8431985.1 BCCT family transporter [Rhodovulum sulfidophilum]AB18
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MCE8431986.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB18
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGAMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MCE8431987.1 DNA photolyase family protein [Rhodovulum sulfidophilum]AB18
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGGAL
GVLRAVAAETGAAAIVWGRAYDPAGLTRDKAVEDGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPASGLIPRPDFWPASDEIEDWRMGAALGRGAAVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPGAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFFKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGPGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALTAYQAREG
>MCE8431988.1 cyclopropane-fatty-acyl-phospholipid synthase family protein [Rhodovulum sulfidophilum]AB18
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MCE8431989.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB18
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPQPGTEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDVVTVETAAGPVAAGIYARARSGRAPTEAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQIWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNLRPA
>MCE8431990.1 cysteine synthase A [Rhodovulum sulfidophilum]AB18
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHVIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MCE8431991.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB18
MLRSTVLPKTKIDPGGQTALISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERP
VSQGDWIEVGGVMGIVKDISVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEI
GESHPLVMVNPAPLVVFQGFGPDALEFELRVILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRP
AARTQAPGPFLPRQSAEPQPEPLDDLGGDADGDGGDGPR
>MCE8431992.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB18
MTDPLYRSDPYLREAAALVTAHADGGVLLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTDTVKGEAGAELLLAADGAVLPP
VGTELIQQLDWGRRYGHMRVHTALHLLSVVIPLPVSGGAIGAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGATQVDLQPCGGTHVARTGEISPVRIGKIEKKGRRNRRVTVLLSA
>MCE8431993.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB18
MTIMKRGSTYHLRKRVPRRYEGVEERKSIWVSLHTDSLTVAQQKAPIAWQHIVEGWEARLAGDTSDAEKRFEAAKNLAAV
RGFRYLPVARVAEMPRKELVQRMEAVIGKDGEPDLREAAALLGGVSEPPITVTRALELYWGLVADKTLGKSPDQLRRWEN
PRKKAVKNFVDVVGDKAIGDITGDDMLDFRQWWFERIQSEDLTPNSGNKDLIHLGDVLKTVNRMKRLGLVLPLSDLSFKE
GEAQQRPPFSESWIRDKLLAPGALDGLNKEARCILLAMVNTGARPSELAALTSDQIRLGAATPHISIEPVGRQLKTRNAR
RVIPLTGVSLKAMAQCPDGFPKYRTSSASLSATVNKYLRANRLLETPGHSLYGLRHSFEDRMLAAGIDERIRRDLFGHAL
DRERYGKGASLADLQRLIQRVAL
>MCE8431994.1 hypothetical protein LZ186_10795 [Rhodovulum sulfidophilum]AB18
MSPLRCPWYQQMELEELKRLREVAAKLVVADPVYAPIFERIESDIAELEAIAANDVVARARALIQSATR
>MCE8431995.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]AB18
MSQFNLNLPLDIPWRRIAVTEDMIDDKVGDRKFPLRWQSSISVFDYQPADDYQNYEGMIVSYLKVTCSITGFQPRGDEVG
LNHSSARIGSDKLEDGDLLIDPARWKDTRVVNAYKKAIDDYYGCYGAILEVAVSPKGNRDGFKKSEYPFFIDFEPKKREL
FEVVTETGETMSRSLSGLNVRKGSTTTESHEVLDIFGGVNVQASYAGTGGGVGVQGQWGTKDVNQTEYVDMRTTDAAREK
RETFSHATQLSQMYHQLNSYHIGTNRALFYILPRPHIVQLSSDNPEEIDRSTFVDGPRLLEGIQEFFLVVLRPKEMEDLC
VEAYLETAHIFQEKIPEYRRADNFVEEFVVEGSLNEKEGETERIENENEARSLLERVGDAAGAGTVGLFLGGPIGAALGA
LFASAWNEAFGDTLDKTTMTAITRTFSPSGTDVKFDLSRRAQVTCFPVGERKQYIGCQIFSEDMTEDQVRALGSVYSQKF
TENTFFVDTGTKREVGKATIRVEVPQLAREPVYVNGEKALFLTGRGVSTCAPRKPRDPKWPPMDDPVIVWEGPHFDPVPA
TVEPGVVVADPGMVGTGVRMTRRAANAMGDKIKRALLESATSSDRRPRGVVRFAESDFFARYVSKIIETSPSDKTSLEKL
DGLGGDLVAKIKKKGCRRLNRTDVLKADIGLLAGRLGLDLKEVIDLRRAALGLVTKKEAEKIEPPDPCRYVEVPNLVGLS
RAEADTALDRAGLTLGPITTVSDETPKGYVLAQHPDAKTEVPEGEFVAVELSSGRVRVPDVIGLDVGEAMVALRQAGFDC
VPEVELTKSEDKGQERRVLDIHPPERAFAYPNTRVRLLVGGCRTDDDDDVDKDVDKLVE
>MCE8431996.1 hypothetical protein LZ186_10805 [Rhodovulum sulfidophilum]AB18
MDIRFSFKGELMDRDGNLSQDRRASFSIIPMALAQSGRFDPDLWARVAGGLDLVIESVAHCDVYVENLLRSAGVLSFPQT
IGVLGALTEEAGTFPEWMEGPVVSYHFDFVKEGHTSSVWKTEIGLASGETRHFAVNVARDYIAGCDLRRSSRMLEVLAID
APDLTVAEPVVILERKVAVGPVTVTINRWIEGAEVHFLSEKTTDSPGLFEIYDFLCKEDLPGRIAGVRCRRLTPQESARA
AVRVVDIDRALKAEDIIRKCCGSPAVSVNEGDLVWTGNDLAIVALSPEPGGTSDLRV
>MCE8431997.1 DUF6531 domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MAAGLAANPDKGNTQAVNGLIERARSLCPAGTAAMDATPPPDPQPTQPSETPASDRAPEERGDSPGEQGAPDAPPSIGQV
EADNPPGDDPPPEEEDQRPPQGEPDPNARERGQERTDGGDPVDLYSGQFRLDELDLAVPDTVMPLAFRRMYLSGPGTMGP
LGWNWDHNYNIYVRELADGRVALWRHLNEHWFVPNGPDFDSPRGMFERLTRGPGADYRLSSAGGLILVFARPAGWSELER
IPITRMEDRFGNALAFDYDGENRLAQVTETDTGYFLRLRYDACGLLSSVADHSGRRWLYEHDEVSFHLTCAIAPPTTDHP
EGTRRVYHYELYTAHSGLRHGIVRVSDHRDRTYVENVYDPDPSSWSFGRVREQLVGGHLFQFCYTQLQYVAPIDENMNIA
GLRVEVRNPDPALETYTFNFRGDLLDRRFRLVKDGSYRLVAWRYAYDTQGNSTETLAPDGSVEVFVFDEGNADPRARGNL
LRHELRAS
>MCE8431998.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB18
MNLSSHLQELRKKHKALSDEVERAQQTPAADTIQVAELKKQKLKLKEQIERLSQA
>MCE8431999.1 methyltransferase [Rhodovulum sulfidophilum]AB18
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSTAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAAFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RNGAALSWPG
>MCE8432000.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MCE8432001.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB18
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTECTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MCE8432002.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLARISDGRSVFVAVTGSDAPIAFIELEEDGHI
DCFYCSPEFVGQGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLVKRREFERNAVRIHNYLMEKTLR
>MCE8432003.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB18
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLTLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGAGQ
GARVRLDKRLPAAAGIGGGSSDAAAALRGLAALWGCDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSAAGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYRL
>MCE8432004.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB18
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETTRGQ
WIIYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MCE8432005.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB18
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPEYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MCE8432006.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB18
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MCE8432007.1 hypothetical protein LZ186_10860 [Rhodovulum sulfidophilum]AB18
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSIAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MCE8432008.1 molybdopterin guanine dinucleotide synthesis [Rhodovulum sulfidophilum]AB18
MADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLDGERRAGRRALLGADFAFGYPAGFAEALTG
SASARAVWAWLAARLQDRPDNANNRFELADAINAVLPGGGPFWGCPAACAPRLADLTMTRPPEPGFARHRRVEHVLRDRG
GPGWAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMIGPEVAEALAARPGQIPDE
VQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MCE8432009.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB18
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPFGDLGPL
AGVLSGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVGLRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>MCE8432010.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB18
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MCE8432011.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB18
MDWSITETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MCE8432012.1 hypothetical protein LZ186_10885 [Rhodovulum sulfidophilum]AB18
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRM
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGVVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MCE8432013.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRALAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
ESCTRLAAHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAV
GHLNHLYLTGRATRRRRPDGAWLYRRSGAV
>MCE8432014.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB18
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGNGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MCE8432015.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB18
MSAELLRPDTRGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEVIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRGRE
>MCE8432016.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB18
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MCE8432017.1 hypothetical protein LZ186_10910 [Rhodovulum sulfidophilum]AB18
MARLLFASRAAALMLAAFAATTTATAPAPVAAGTAARQEGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSANLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLQLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTL
VARSDMVPADGTPFALDRSALRITLLGQDRAIDIRGCDAAR
>MCE8432018.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDLQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITLTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRGLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLERLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVLAALALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALS
RPSRLPGAPDR
>MCE8432019.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAGRALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDESGALRPLPVTVTLDVYGANLTARGGLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAGPDAATEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MCE8432020.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB18
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MCE8432021.1 LysE family translocator [Rhodovulum sulfidophilum]AB18
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LVVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MCE8432022.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB18
ISPARPAAVDPVAVAQGAAAAATDLEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRA
GHLLDLMFARIGLGRGDPAAERALYITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKG
ITRLRGRWVEALGRPALPMFHPAYLLRTQLAKRDAWHDLLMLQARLREG
>MCE8432023.1 SMR family transporter [Rhodovulum sulfidophilum]AB18
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AVTPARIIAALLIISGIVTMKLASAD
>MCE8432024.1 hypothetical protein LZ186_10945 [Rhodovulum sulfidophilum]AB18
MNTGYLPFPPLRRGRAHEVCGPGAVFFALAQAARIGGPLLWVAESWQAERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIADRLENGGAGSNAAETRWHCAPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MCE8432025.1 DNA polymerase Y family protein [Rhodovulum sulfidophilum]AB18
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAAVSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPVAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>MCE8432026.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB18
MSGEPRDPLSNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERTEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQAGPEACTDAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEVPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVAPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLSGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRREVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>MCE8432027.1 hypothetical protein LZ186_10965 [Rhodovulum sulfidophilum]AB18
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEEPEESRA
>MCE8432028.1 hypothetical protein LZ186_10975 [Rhodovulum sulfidophilum]AB18
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MCE8432029.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB18
MTDSSQAMPVSSRLLPRTAGLGLLALTVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLVGSDGLALTLVLLASVAGLALALADPGKRAIPGRYWVAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MCE8432030.1 sulfurtransferase [Rhodovulum sulfidophilum]AB18
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRDLADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLTVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKVEGALIDARPESFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANRLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MCE8432031.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB18
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MCE8432032.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB18
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGAATLYLIRKG
>MCE8432033.1 Rne/Rng family ribonuclease [Rhodovulum sulfidophilum]AB18
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASVASDSASGEDGAGRNADEAEDREDHVAPAASDD
DAQPADGVPAAAAAAETEAAEAEDAAPAEDTEEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSAGIPGMDVVDLGDD
EESEDPAEEDNSAETRKSSSRRRRRSPRKKTDEADDTASSGDETGEDGPEEIHHDDQIESVAEEDVHEEIRPRKPRARRY
KIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMDVPEGAGLI
IRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRLAKDFMKMI
MPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETALKTNLEAAE
EVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEATTQPCPHCH
GTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLISPDFSIERF
KTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQGYEAGQDES
DDADSDGDTDAEATPEAVTAEAANEAAPAEDKLAEEKPRRSRRSRSRGRKTERPEAGVEARAEEPVAPKAEEPAALEAQV
PAEAAAPAAAAPVEAPAVEEALVEETAVEDVAVEAAEASPEMVELPEAELAAEAPVAEAAVEAEEKAAPEAEPAPKPETQ
PEPEPETAEASKDSAPKRQGWWSVGR
>MCE8432034.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB18
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MCE8432035.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MCE8432036.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB18
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADAALVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MCE8432037.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MCE8432038.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB18
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MCE8432039.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB18
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MCE8432040.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MCE8432041.1 betaine--homocysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB18
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLRAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESP
>MCE8432042.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MKIEAVILENFRRYRGRNRILISEFTTIIGRNDAGKSTILEALDIFFGGSTKLDKDDLSRGADGDEIKIGVVFSGFPEEL
TIDRGAITTLANEHLLNEGGQLEIHKTYNTRPARVTTKVSACALHPSLGVVSNLLALKNTDLKALVRERDLAAACDLNNN
PSMRRALYDAHAHELAPILTDVSLTEGDGAGLWKAIERYLPIYTLFKSDRVSTDQDPEAQNPMKAAVARAVADLSDELED
MADRVRTMVEETARRTIEQMQASYPDMRLANELTPKFQEPKWSSIFKIDLSADDGIPLNKRGSGVRRLILMSFFQSEANR
LRAERDAKGENTVPIIYAVEEPETSQHPDNQARIVEALQAVVAAGDQVLITTHNPSLAELLPIESIRFVDDEPDTDHVRV
RIADDTVLAEVVETLGVLPASVPSTGIKVAVLTEGKTDIDALLNLYDVLTASGDIEPFDLNAVFWAMGGGSTVKDWIERK
YLDKLNIPQVVIVDSDRDGKSAPESRKIKELMAMIVDPKETTFFSTNKREIENYLHPDVLVRVSNGTLSFDAAWDMDYDR
LPTRLGDVITAARKKGKIEFEPVTKDGEPMHKLETSSGHCKRVITSYLFANMTADEIKERSISDDGTCEVTKWLEAIGQH
VK
>MCE8432043.1 PaeR7I family type II restriction endonuclease [Rhodovulum sulfidophilum]AB18
MTAPHALQPAFPGFCPVPEAVEMLATEGGIEERGAIYTKREVVDFILDLTGYTADASLTYYRLLEPSFGDGDFLLPAIDR
LLESDASRDVLSYSTLAQRYDLLCKRLVQEWLYSSATFLASPRDAACDGRYRHLSDLTSLKTFVIEFAGHISAVAESKRF
VS
>MCE8432044.1 hypothetical protein LZ186_11055 [Rhodovulum sulfidophilum]AB18
MTDQEARLRHALAAALDRYNERVGSPFPADVRLEIVESDAFFAQVSMASKAVVVDVSTGVVDRIDAVWNSALEISAGLPE
GDRIDLLGNPSHTVDMSLRWLMQHELNHYANGHFSLTGGAALLEAGSDTGYGLVSHASPVNTPLAELTGEELALAPLCLE
LQTDHDSTEIVLGAYSSENWVLFRYYATCIMVVILIIEHEERSSDDDRRTHPWAATRLFMLLGHLVELPYIPAIKRAHHE
GLESIPADYYPPEAEIKRYQSEVVSRVLGRSQIFAEVIGLQNLWDDLGGYDGLFEDIRRAMIGDTDDHSAFTTRGAQQWA
ELKPLNNHLLEMIRPIGLPE
>MCE8432045.1 hypothetical protein LZ186_11060 [Rhodovulum sulfidophilum]AB18
MDAVDWQKATEDQRARLYRVAKAVMDSVELAPAEFYRAALNGQIVDPVSTGGNFSRGKIGRRNAAMIHSWIESNYLDIAL
RVAPELFTRPARGDWLTLLEDRVRYDALSLLRFSSLGLVRPAGRHPIEERPVRLGEKFAFVLTSEIEGHAFAFQEVRGLW
HLFSLSEDPADAVTRCGRGRHEFPRKTDGSPLALVEADTDGLHSFVFVVVEDIDTLAETVSGLRGLALRPEQLGELATML
AALDAGQYALHRINIQFVR
>MCE8432046.1 recombinase family protein [Rhodovulum sulfidophilum]AB18
MIRAAAYARYSTELQTDKSIDDQLRICGEEAKRRGLKIVENYSDAAESGQTLIRSGIQKLLLDAMERKFDVVVSEALDRI
SRDQADVASVFKKLRFMGIQIITISEGLVDEMHIGLKGTMNALYIKEIRAKTKRGLEGRILEGKSAGGKCYGYDVIRTLD
EKGELVAGERAINEDEARIVQRIFADYLRGKSPKKIAYELNAEGIPGPSGKAWGSSTIYGNRHRGTGILNNELYIGQLVW
NKLTYQKHPDTGKRISRLNPESEWKRVEVEHLGIIDQATWQKVKEHQGELDKKPRFQDKKRPPNLFSFLLKCGECGGGMS
IVGPRRYGCSTARNKGTCNCRTTISQDVLEEKVIGALRTRLMNPEMTKVFCEEYTAHINRLRMEHNANLIGYRKELAKVE
REMENFLQLVAQGTQASFLAEKANSLQARKDELVELLEATEEAPVYVHPNMAMRYAEAIEGLLANLNDPAHRPESAQLIR
GLVDKIVLTPNAERTELVVDLYGDLAGILQVSDSRNSTGVSLKPRDRLKTEERKEIEQVKSVADSPETDSEPRMVASKVQ
MVAGVGFEPTTFRL
>MCE8432047.1 hypothetical protein LZ186_11110 [Rhodovulum sulfidophilum]AB18
MIPLTFLPALDDAAIIELARMFLARKLMAEDRRGTLSPMVNAPLAQCQVLASSTAEQLHDWLPRLIERFESEMADRSADP
SLSRHLAQMPDPTARHNLILQYFLPFALPAKIYQHYAEHLIGAAAGLRPDTGPLYPTAPSGGKIVLPRPFLSSIYDQLLT
GRHSLLHLEARRSGQTDTAASDRAITAFLQSLAEEEVSSPGTLFHERTLPMEAFAASQAYAHMMELGFSRAEMEAAFAPW
VLIG
>MCE8432048.1 hypothetical protein LZ186_11120 [Rhodovulum sulfidophilum]AB18
MGGETLNATLEVIAANAVSLMCRGLSVSTSWFCSWRAAAPKRAERRAAREALLAGIGAIFGASHRRHGAPRSCH
>MCE8432049.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB18
MLTDLGALMLRYPSAETFRFGDNSDLCRALLSLVRRGKKVATCSALHEFQNGEPSPEIGRRDICLNWDATPALVIETVEL
IQCRFDEVTEEMALAEGEDDSLDGWRVAHRDYFERNGGFSLDMQIIWERFVLIEDFAKR
>MCE8432050.1 extensin family protein [Rhodovulum sulfidophilum]AB18
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGAVPAEAVAVWPEARPATVLSRVMNGPRRARPEAAAGRGLDRSL
RPVPRPSDLQAKLAAAGPRSQPSAVSTPRRGVVCGDPAITGEMIAPIVARVAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGQ
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MCE8432051.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMGAVAAEIAPHLAPGATLTDVG
SVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAATARLKRFWEGMGANVEEMDPD
HHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDVFLTNKEATLEILGRFTEELF
ALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MCE8432052.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB18
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVDEVERTVDVDAILAGVTDRTRMVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRTENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MCE8432053.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB18
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MCE8432054.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB18
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFIRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPAGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MCE8432055.1 response regulator [Rhodovulum sulfidophilum]AB18
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MCE8432056.1 hypothetical protein LZ186_11185 [Rhodovulum sulfidophilum]AB18
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSVRTVMVLIDCAAPARADATDAALTDPSVAEWQPLGPADP
LLRAVCVPPE
>MCE8432057.1 DUF294 nucleotidyltransferase-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEVPAGIITVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDADSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MCE8432058.1 cation acetate symporter [Rhodovulum sulfidophilum]AB18
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MCE8432059.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MCE8432060.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB18
MHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGAVEIHWFRDGTLNVASNCIDRH
LRSRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHSVVFA
GFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLMEHASP
DCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLANGAT
TVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHIGKGR
CPIVDTWWQTETGGHLLTPLPGATATKPGSATRPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGDHDRF
QETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIYAYVT
LMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELIDN
RRNRG
>MCE8432061.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB18
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSAEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAALIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>MCE8432062.1 TonB family protein [Rhodovulum sulfidophilum]AB18
MRGGLEVLAFGGLALVLHLAVWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPEVLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQAQADTPRPVERPDPKPEPTPAPKPQPASQQPV
RAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MCE8432063.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPAAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MCE8432064.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MCE8432065.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB18
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MCE8432066.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MCE8432067.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALVAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MCE8432068.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPETITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MCE8432069.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB18
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLVLDPRSPVEPALIRPEAEATLRAQWYRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGDVDHTGPWGEIVATLPGLEVAA
>MCE8432070.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB18
MTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTP
QGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKD
ASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRF
GEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPG
SSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDKRWALFAVD
DMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTESLPIIDDLGTPAYMTRSEKARTY
ELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARIKGLELEAAYSLPSGHYVDLNADIARGEITTPG
VPDDWEGTPADRIRMTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDY
TPHLATRPAPGRTFKLTLARTF
>MCE8432071.1 pilus assembly protein [Rhodovulum sulfidophilum]AB18
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MCE8432072.1 pilus assembly protein [Rhodovulum sulfidophilum]AB18
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCREVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGGGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>MCE8432073.1 pilus assembly protein TadG-related protein [Rhodovulum sulfidophilum]AB18
MHQRDGGLLRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGVTARFDIDTIFLQFTGIESLTSGASGVAREHVPDSEISLVLDISGSMGRE
QRMAMMRPAARGFIRSVLGKDPTRISINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHISNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAVNGNGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATIELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>MCE8432074.1 hypothetical protein LZ186_11275 [Rhodovulum sulfidophilum]AB18
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MCE8432075.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB18
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITCYEIVEARD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGHSFAGRKIEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MCE8432076.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEIIRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MCE8432077.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB18
MTTEPRLARWSLIGVVLALVGILLFAPLATVFAEALAGGGAAALAALGSPDARAAIGLTLTVAVLSVPLNAAIGVAAAWA
IARFEFRSKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVARELIPVMI
EQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEMLYNEYLSIA
AFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MCE8432078.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB18
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MCE8432079.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPATTPLRRSWHPFRWRNGILTVLAAFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWREAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MCE8432080.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTADW
RESFIEVVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>MCE8432081.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGAIEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MCE8432082.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MDKPAAFDPMPGRVDRLAPGLRRILAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVTH
SHLDHSGLARPLAEATGAPVFAFGDSGAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGN
HLCLAWSGLDPEGAVLFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVTTLAAHRRAR
GARLLALLSEAPATPAALARTIYTDTPPALLPAATRNVLAHLIELRDKSLAVAEDGAVTEAVWRLV
>MCE8432083.1 hypothetical protein LZ186_11325 [Rhodovulum sulfidophilum]AB18
MLDAITDGKLTPAQAKAWLTSVVRSELDRIERQRMISRMDPVGSSEEGQRLDWATARAWRSWRSYAMGWCNEASNRYGLV
TVKYVHAYCLFRLHLPWAFETPEPEHSAQIEAVLAGPGDESKRMKGLADRLKEMTTIREHNA
>MCE8432084.1 hypothetical protein LZ186_11330 [Rhodovulum sulfidophilum]AB18
MTRDRAIAWGARASATALLAALFLVAGNKIGASQPYDVALATEAAKGWPILLNLSGNGKSLPQQIVQGGADDPVPGGGRQ
MLVSFPAADDLAFDIHWRELRSGRSYEAQVRLTTSDLANQLAFIHDGINLPLILRFGAHGAVSIYTLSAQRLNLNVRLAD
SVAPIAAEDYPRIASVCAQRTPAPAVARDPVNEFGRSFDVAFDVKRYQKERALPPPTSHCPDPQH
>MCE8432085.1 hypothetical protein LZ186_11340 [Rhodovulum sulfidophilum]AB18
MDENLQVERLDSLIRGTWSSRSISAHNQITDIRALIGLLGGDFLSLDADAVEIETIVAIAMGVEDEFLTATDMKLIGQHL
EQMKAELGEIRQVRT
>MCE8432086.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB18
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCDTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGADQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MCE8432087.1 hypothetical protein LZ186_11355 [Rhodovulum sulfidophilum]AB18
MTRYADKIARIRAGSYRKGDYMIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNM
AALREAGVFDGSAVQPAFRANETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFR
REARAAGVRHFLEVFNPNVPGAVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGA
GATHRDTFELIAQSERHGARLALFGRKINQAEDQCALIAWMRRVADGKVSPSEAVRGYHADLARRGLQPDRALDDDLKIT
AESLHFDAACAPV
>MCE8432088.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB18
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHLSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEPYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPDALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHTFDPQSGQSLRKD
>MCE8432089.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB18
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHALARHARRYGEDVQFFVLSLRFMPPVAIAIPFIVIYLDLGIYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLFGALVFTFVLVWNELLLALTLAAQNATLPVVAASITSLGKEVPWGVI
NAATVVLVLPPLVFIGLLMGLLNTMVRSGPK
>MCE8432090.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVLLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIVTTVAFTIIWKAGKKWAK
>MCE8432091.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB18
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFGEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IERPTTLEEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGVKATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCARAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDAYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDNLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMRAN
>MCE8432092.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB18
MSAPVLIAIDAGGTAVKVVAFDLSGTEIAAEAADVPTQHHPDGRVERDLDIFWAGTVSALRRLAADCAGREILGVGCTGF
GNGIFLVDAQGEATRPGIVSVDHRAQPLVDTLCASQAAREIAAVTGNRIWGGQTLMQIARLAQTEPEIMACTRWALACKD
VIRFRLTGAALTDPSDASGGGLMDLAGGDYARDVLERLGFGAHLHRLPPIVPSDAVAGRISRAAAEATGLPEGTPVAGSM
MDVAACALGAGAVDAPVLTMIAGTWSINSLECAGPPGDEAPILNLLYRGGKRLVAEGSPSSAANLGWFLDRALGRRVGVD
EANALVAACPASQDRCQFLPYVFGPEPRRGGFVDLGASDDLGTMLRAIYEGVAFQARRHAEDAVALAGQPFPGTIRLAGG
AAKSPVWTQIFADICQRPVEAVRATEVGALGAAICASVAAGAYGDLGEAAARMTGVARRHEPDRELAALYDRRFCTFRRL
DAGLAALMTA
>MCE8432093.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB18
MISPHTLHPRPATQRDESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHFVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPKGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEEDRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCAPGELDLPLSQAARLIGRYGALARKVAPLCRGHGAMPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRRMDELAAERQAALSEPRLMGSRAGPTQ
G
>MCE8432094.1 sugar transferase [Rhodovulum sulfidophilum]AB18
MSIAVLQAPAAEAGAIPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERRGGQVGCWVQRAGLSGLPLLWSVLRGEMSLVGPRPATRADLARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIAAALLRRWRPGRPQPGLALLSGTVSLIVSSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>MCE8432095.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB18
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MCE8432096.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB18
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRSYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MCE8432097.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB18
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MCE8432098.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB18
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTLVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MCE8432099.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB18
MTLQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYEGPAAAAAGRLGLIVLRLSVDPSEPAGRFSLSAGGAGGDCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANAKSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MCE8432100.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB18
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGNAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALTSAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALIALRA
RVAGLYGG
>MCE8432101.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB18
MSDSLIDPADPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPKPAPKALPAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERT
>MCE8432102.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MDRNATPARTLSRQPPLVREAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQISPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQVPPCP
TA
>MCE8432103.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGKIETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MCE8432104.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB18
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEDGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVTHKLSDQFFTRFKEVVEGPEEAEEPAAEESAE
APKGKGWLGRMMTRKAEAE
>MCE8432105.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB18
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEADGCEVATIEGMAN
GDGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MCE8432106.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB18
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAAAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMKAALAADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATLDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALLEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MCE8432107.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB18
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDAAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGARVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGGPDYRAHLVRVLTGRAVARAS
>MCE8432108.1 hypothetical protein LZ186_11470 [Rhodovulum sulfidophilum]AB18
MTGFANEMSPASASSGPDSAAAATDATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAAEDEAEVGPDAPGLEAGMPEEAAETAPVGDADETAGMPDEIAADAAAEDELSDPGLPMPEEAED
EAAAETVFAEDDAADLDSAEGQDVDAPDTEASLADPTPEAGAEEELPNAPEPETGDETATGLADLSEEAGPGPDIGLGED
DILPDMPEAELEAEDDLAASDSPDIAALDETENESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEDDTDSSQAAIEAIEERIEAIAERLGD
VQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGQGEERQGNLDAVLDRLNATQESI
AAMVSQLLEGSSEAERRFGA
>MCE8432109.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB18
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTLVLADARTLAEAPGTAAYL
AGSGRVRPTQMRRDLERLVDGMTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTALALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRNRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFVPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGNRRPGASSVA
>MCE8432110.1 hypothetical protein LZ186_11480, partial [Rhodovulum sulfidophilum]AB18
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAKTAERAADAARAARDAAGTEAADLA
ETVERAKAAAETAQAERRDAEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAALERAATASAAADAAEARAAAQAQEIAEAEARQEALLAEGQEAETALTALREELEAA
TGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADTTEAAE
AAPPEPPAPAARAPGARPAFRAGP
>MCE8432111.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB18
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAGTAPAAKER
>MCE8432112.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>MCE8432113.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB18
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPKVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MCE8432114.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB18
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESVEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MCE8432115.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB18
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MCE8432116.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB18
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWVAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MCE8432117.1 hypothetical protein LZ186_11515 [Rhodovulum sulfidophilum]AB18
MTRCLGLLALCIAVIASPAMSQPLSQANAQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRYERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICVAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSVSGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MCE8432118.1 hypothetical protein LZ186_11520 [Rhodovulum sulfidophilum]AB18
MTAFIQIATQSFRALAWAVCLALPPTSLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQRALSRDGTRLTLTS
LNPHANGWFLLEIERPGRQPESYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DGRLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARFNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDAATGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>MCE8432119.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB18
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACEPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHHVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
VDGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQHLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MCE8432120.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB18
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MCE8432121.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISVELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MCE8432122.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMARLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MCE8432123.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB18
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MCE8432124.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB18
MDMHVERRSDDDPADVMRALIWGSGGMAQDRLALMRALAGGSLENADLIREVAGRHGNRMRDTHSTRTRELLAQMRRLME
AARNSKKEMTPGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVSFGRDPLPGQTLADVCRAEAEFVREVTRRHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPW
ARAFGAPEAVRRTRKTTAELRAMPIVETVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAE
CRARILHEQTLIATHDPEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVAEDPL
ASHGAVVHGADMAQSRSAAAGVPGAEAGVGDAPKTVSERKTSE
>MCE8432125.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB18
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIDASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLAAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MCE8432126.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB18
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MCE8432127.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB18
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MCE8432128.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB18
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>MCE8432129.1 hypothetical protein LZ186_11575 [Rhodovulum sulfidophilum]AB18
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>MCE8432130.1 terminase family protein [Rhodovulum sulfidophilum]AB18
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRLQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMHGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>MCE8432131.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB18
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVKMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MCE8432132.1 SMR family transporter [Rhodovulum sulfidophilum]AB18
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MCE8432133.1 YitT family protein [Rhodovulum sulfidophilum]AB18
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYATGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MCE8432134.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB18
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEIGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MCE8432135.1 hypothetical protein LZ186_11605 [Rhodovulum sulfidophilum]AB18
MSAIEDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>MCE8432136.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MCE8432137.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MCE8432138.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB18
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MCE8432139.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB18
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAVPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MCE8432140.1 hypothetical protein LZ186_11630 [Rhodovulum sulfidophilum]AB18
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLRDQDRFDKDRRDKEDRT
>MCE8432141.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MCE8432142.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB18
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MCE8432143.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB18
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELVGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MCE8432144.1 YIP1 family protein [Rhodovulum sulfidophilum]AB18
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MCE8432145.1 YIP1 family protein [Rhodovulum sulfidophilum]AB18
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTAWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MCE8432146.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB18
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDADASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MCE8432147.1 tryptophanase [Rhodovulum sulfidophilum]AB18
MPGVRFFSGESVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MCE8432148.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB18
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MCE8432149.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB18
MRGHDRLSLGSGADAAGRARSRSGGGAGLAAEAFRSLRTALRFGLIDAKRRSIAITGPTSDAGKSFVSLNLAVVMAQADQ
SVCLIDADMRRGELTRRLGLPDGLSGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPS
>MCE8432150.1 hypothetical protein LZ186_11680 [Rhodovulum sulfidophilum]AB18
MRPRFAEMIKMLGRRFDCVIVDCPPILVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGQPVHAAVLNGFER
RHARPGREEGYYGYG
>MCE8432151.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB18
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADRHWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFRAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPESVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRARETALAGGEGPVRTARDALVNVLEALPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGFRELFESALTQGMSRGDPEQRARWIAGREKARCCGARILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSVGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRAVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVAD
PTDVIQVFLNLLLNARDAICRRTPQACRGEIAVTAELAHGRALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFSVFWPEAGEEPHEDLCAAEPPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTTQPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MCE8432152.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MCE8432153.1 Mur ligase domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MSALWTAAEALEATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALG
>MCE8432154.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB18
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
DSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMAQAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQAILTVGRSEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MCE8432155.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB18
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTVANGGRLVRPTLRAGGGRLGARVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MCE8432156.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB18
MTAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWSAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAISPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MCE8432157.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB18
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPARDG
>MCE8432158.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MCE8432159.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB18
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKARQKIQAMARAEGVPLVEGARLLL
EAGGLGGKGGAALRKLIEAIWRWHDDVRAAAPSVVPDEAALIDDEAVPLETGRRAPTHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>MCE8432160.1 hypothetical protein LZ186_11735 [Rhodovulum sulfidophilum]AB18
MSRYRIILSGLALAALAACGTPERPETGVPKVVTPEMLPQAPETSTPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPIPST
>MCE8432161.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB18
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEEIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVQQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>MCE8432162.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB18
MTKTKNRPRLASWRDAETDSDKTDIIPVALVSLDDATGRRADLRQAGFPADWVDGYWPASDLRNADEAHLAEIADMEHFL
RTIGRKPLPGELGCALSHRRILEWLTRSEFPLILIFEDDALPADIRSIDVLPELLAPFLDHGRKGAAFLLHLGVKRRQRP
QNINRVLAGCGVGFWHRWILRDAGKDHNIWRTHAYVISREAARRTVAAETPIRTVADGFARRGQEGLHDHFLYSEPGLFL
QAPEAGSTIDPNGESRKANCKPKRKSWKKPEQPNAMGKIKIMDRLRRLSSKTFHL
>MCE8432163.1 NnrU family protein [Rhodovulum sulfidophilum]AB18
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRALFIPLWTPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAVAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALVTGRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>MCE8432164.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGKGGRIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAGTAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MCE8432165.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MVRQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGPDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MCE8432166.1 cold-shock protein [Rhodovulum sulfidophilum]AB18
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MCE8432167.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB18
LAPTVLMTVTAAPFAAFALGFGGLAAAAALAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFF
VESRLGLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGA
DMTLLPAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLV
AIALLAATPLNRETIG
>MCE8432168.1 DUF3833 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MCE8432169.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKELAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>MCE8432170.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB18
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MCE8432171.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGDEGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAIETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>MCE8432172.1 hypothetical protein LZ186_11800 [Rhodovulum sulfidophilum]AB18
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MCE8432173.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MCE8432174.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MCE8432175.1 hypothetical protein LZ186_11815 [Rhodovulum sulfidophilum]AB18
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MCE8432176.1 hypothetical protein LZ186_11820 [Rhodovulum sulfidophilum]AB18
MSHRTRIGGFCIDCRTEDPGPALAFRSAASGREGALVEDVRSGWLRGPPAAPQVILQAVGHDPRVPLDIEAECVRPTGLG
AVEVTRVRDRVVRQAPGGHRFCPVLPEGDFPKDAMEVD
>MCE8432177.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVVLAWTARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MCE8432178.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MCE8432179.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MCE8432180.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYDPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGITCLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTCDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVTKARVVAGRADERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MCE8432181.1 hypothetical protein LZ186_11845 [Rhodovulum sulfidophilum]AB18
MKSLGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYEDIRRATAPETFEKLTT
GDYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAAAV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILDAYARGLQRLVSKDTGMIALFLGTAGFLAAKAMRGRLLP
FDKAVLAALGFVLLHFLAFPSGFVRHYFVAACLCLILWARLIDGWSARRHHRSPDDAERQAAS
>MCE8432182.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGWSPRN
PPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEILQE
TLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPAWIM
KYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGTILSIA
AATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVRRYLM
GKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMT
>MCE8432183.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB18
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MCE8432184.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB18
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MCE8432185.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB18
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGVMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPKLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>MCE8432186.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB18
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILTAGADTL
LGFNEPDLARQAGVSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDGLDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGDDRLSGGAAAELMLGGAGDDLLTGGGADTLCGGAGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHAAVGWTLGADLEDLTLGGGALEGNGNGLGNRLSGNTADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGAGDDLYAVDTSSDRILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGF
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGAGADRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHGLWVGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLGTVGALIDDLQIV
>MCE8432187.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB18
MPTVRPTAHRFLTSILFAAATSFAAAPFALADEASAPALAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGKTPAQFFHLGTYFREPVKIFAVEDGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVTGAYRMVL
GDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIKGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEME
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MCE8432188.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKGPKPAHGSFKADEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQ
>MCE8432189.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB18
MSGAVPAEAALSRRSLLRGKLDGGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRISARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSVLALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAHAPVVRTRPAPCWDRMSTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWHAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MCE8432190.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB18
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVETRLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAAVRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MCE8432191.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB18
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLIEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTHDTSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MCE8432192.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB18
MTAQTRRPPTHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTCRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
VGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>MCE8432193.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB18
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MCE8432194.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVASWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MCE8432195.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCEDPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLSCLIVDDDAISRFVTVEHLRRLG
AEPVEAASIRTALDHVVDREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGEEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPADDLGLWRRRLMPLLDTAPARASGLAKAHPC
>MCE8432196.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGG
QTASTRSS
>MCE8432197.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB18
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSETRFEVRDPADGAVLGNVAAMSADQSRAAIDSAQAAFPGWAATLPQDRS
AILRRWFELVTAAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPYSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGAKLACGGARLPLGPLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MCE8432198.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB18
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRGG
>MCE8432199.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB18
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGGGLVLRGARAAGGLPALLDLPSNGEIRRG
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MCE8432200.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB18
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRENPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MCE8432201.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB18
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRNYLPADYRAATRPWTIAAAIHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALAVAAARPNIRIKVSGLGVPGEAWTA
EAQREVILTCIESFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MCE8432202.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGATVVRLSP
EDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALSRVYASES
ARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAATPNH
>MCE8432203.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB18
MNTQRIRHFLSTTALVSVAGLSLVPAGWAQEVNTTSNWIGDSSGRYDDERNWDNGFNGTDLVIDGDDVEVNATDSLVSID
SHSTGGQNSDPKSLRISGGATLNARGSGPDTAALEIGQTGGEPISAVTVTGEGSALHTSGGSYIGSGENTTGLLSVVNGG
SFLADRGIVLGRGEESTGGIEVDDSSLTVGRDAYLLLAQGEGSSGTVTLKNGSIATLDSIVVMGRNSDTTAEFNILSGSE
ATSNDGVVVGEAGDSNATVTVDGEGSTYISNGRFDLGLGSGATGKLVIANKAEATFNDDLRVGLKGDGLIEVHTGGKVTA
NTDVHIGGTEGIFSGGQGRLTIDGEGSSFTVNDKGLFIGFSTPGTESNPSGSVTVSNGGTLTLKAEATEPPGNVTVIPDS
TERAGNLTLGYGDGTYGSLDVKGAGSSVAVGGDLYAGAFSTRVSDDASFVVDGKTYMGTDGGVLGYFNVSGGDVTLNDET
YIGDGGTVIMAIDQGGTVSANSAVFLGRANGTGRISVKGDESKLDMSGSRLAVGYEGIGEQQSTNGQVYILEGGAVSVGE
LMIGELSGSIGQISVSGTGINGNNEQIASRLDVTGNATIGGAGTGYLQVDTGAVADIGGSLILGDTGSGTVYVRSSDIMT
RLDVGEDVVVAAGAQSQGILDLYSSSAMSVGGDFTVAKGDESEGVVSLGSSNSSIDIGGGLAIGVNDGSNGTVRVFGGAT
VSVGTEHGEGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYDRARAGRVNAGTLAFGGGNGSLVFSIIDTDYTFGLDVTGG
GAIEAYNGTVSLTGDYSQYDGDTNIHGGTLSVDTGTFTHSAIKVMDGATLAGSGTVSDVTLQDGSTVAPGGAGISTLTVS
GGDLSFADGASYAVTVSSDGSSDLLAVKSTEEDEAPGIAVNNIGGAGGTVTLGGSSSLSVSRLASDTAGDFKVNTWYTIL
TADQGISGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARNAARAVGSMDEDNPLYEKVLFLEEG
DVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNATSYGAEAGSFFRDPEVWGQAYGSWSK
LDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQMALRMGASYSWD
DVSADRTVTVGGVRQDLEADYWARTAQAFVELGYRTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGIT
TVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGY
EGTLSENSQSHGLQATYSIRF
>MCE8432204.1 replication initiation protein RepC [Rhodovulum sulfidophilum]AB18
MDRTRDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPLIVFPSNAALSERAHGMAEST
LRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEARAAAEALRRLREELTLLKRDA
VKLAVYGRESGLPGDWEGIEGRLLDIHRQMRRRLDRAELETLKAVLSGLLSEILVLLVETENPSGSDGEIGRHYQNSNPD
LNESEPCQEMAKGAGVPCSETVAMTGTGLELEAGVDTRTDSGSEPATDPGSSPSVASIRSAGSKTPDLSAIPGGTDGPPV
LPLALVLKACPDILDYASSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAITVAAILQRVSEIQSPGGYLRA
LSRKAAQGGFSPGPMVMALLRPMAA
>MCE8432205.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB18
MARKDLLKGLMDPGKPAPSTEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MCE8432206.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB18
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MCE8432207.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MDGQALGPLQDTSRQDTSPQDAPPTRRRRVSPWGILRPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGQLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELERHADLPVAAPEGAPALSFEDVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MCE8432208.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MNATAKAGAAPRKAGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGTASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGQLAQAGRHRALIGQGGRYARMWAAQGARKRWSVAG
>MCE8432209.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTRSDPGPFTAQISAQISGQIPADDPAPGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MCE8432210.1 hypothetical protein LZ186_12020 [Rhodovulum sulfidophilum]AB18
MRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGLQFEVVE
DVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRTCTAFAREGAADRPLDALLS
>MCE8432211.1 hypothetical protein LZ186_12025 [Rhodovulum sulfidophilum]AB18
MSRTVPIRARGVGQIVGHRMADQGQPRGAGGQDQHDAQRQLVRQVPGRGGAAVNDRADPVRACGPAEAQVGTAPAGPHQK
PAILVEAVEPRQLGPPGQRLGQGDGYCARFQMIGQ
>MCE8432212.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB18
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVEQARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVWRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRRRG
>MCE8432213.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPIAFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>MCE8432214.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVAKARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLARATGREAE
AEALLTGFAETLDATRAALTLPEGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQHGQVYGLGKNSFRIDYYSAREVVDGVARQFGGA
>MCE8432215.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MDDFTPWPEDLAHRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLQPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHCAHEMRAYVEQLEPALLVGSRAHPLFTEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPEAHNYLLSSPGALEVFAPGSGLPDPGTVRPQGKRMDREKGEGGRVMRAAKSPAKRRETA
AHRPGRAWLPARRMSERREGSTGKISFSVRYKAATCDRVAQT
>MCE8432216.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB18
MVQRRVARLFGGASIVALCAISPTSTKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPSSGAVAFFGGTVPRIAFNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRNKRRASLMASGAVAPDLAARIALDYSERDNYIDYVNPDFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATEPFSDYDSTVDQNPSWKQFTNTTILDLRQEFDNGTTLTNQS
QFSSLYTRRTASPETAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFGERWTLSGSLRYQRDRVQRSGFSNRARENLDYDETFDEWLPKLSLSYDVNDATTIGAMVSKGYNPGGVTLGLVSGEW
VTFEPETSTDYEIFARTRLLDDRLGLSANLFYTDFRNMQRYVTTEIVDRLYNSVTVNAGKANSYGLELGFDYEASPTLQL
RGSLGLLSTEIEKYSSLNRDYSGNEFGRAPEQTLSLAADWKIRPDLTLSGNVRYSGSYFSDDDNKASTFVDSYTVASTRI
TYDLQDNLQLYGYVNNLFDEDAVTYIRNSKSKAGADEATLVEPREIGIGVKVTF
>MCE8432217.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MDDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MCE8432218.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MCE8432219.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB18
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MCE8432220.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB18
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MCE8432221.1 sigma 54-interacting transcriptional regulator [Rhodovulum sulfidophilum]AB18
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVATEILSRTRKETAELRRLARNALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPQGQTVDQTGLRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPAPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MCE8432222.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB18
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MCE8432223.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB18
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MCE8432224.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB18
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MCE8432225.1 lysophospholipase [Rhodovulum sulfidophilum]AB18
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLARQGYTVFFPNFQTGFCSFPPRGLMTVAELLDEVFGDGLRPSQEKWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MCE8432226.1 hypothetical protein LZ186_12110 [Rhodovulum sulfidophilum]AB18
MRDDGEPGIDRAVDAAEKESQMPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPE
ILDARVPSGDVFLEVLAPLEPMDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRENLGDFYALAWRDPEGGWHRI
LDPLAMSLPFGVMAPAELYDVEAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVA
RELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRP
DELVDFAAQLHNFPGMPKKLILDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRV
DGAQDFKWWDASTQTLRHDDDYLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLT
FAHNTPFLYTFWLSKFWRIREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVAL
PGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEV
TEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYA
GRDSFDYLRPIAGRTLFTALRHGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSD
SMALVFSRHLPE
>MCE8432227.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB18
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADACAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGTHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVERPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MCE8432228.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB18
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIHFVAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAGDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MCE8432229.1 OadG family protein [Rhodovulum sulfidophilum]AB18
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRTARKTTAAAPETPIAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MCE8432230.1 hypothetical protein LZ186_12130, partial [Rhodovulum sulfidophilum]AB18
MATVATGPVSAREREYYTDMPCAEGQGCGGEGVVLPFDQGNVAIDEMFGFTDVEDLPLSDEVLPVIFDGALLTEDGLLDC
FARHYPERAGFLLQLLSDEGDLALGYRLEFLDDATQAAPMREALRSAQDRYNEVAARQQQLRGSVRSQLMMGGHPGAEMT
EGQDLENEAITLRNRIRDLETQLSRLGRWDIDDSARVIRVYTTINRNVERAPLAEYVPGGDDGINPLPTNKEGADWLNAV
MGDWMARNGYPGAGSEEEFFR
>MCE8432231.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRTDTGHYDWLQASKREITADEHALRIKVIAGVEPLDGQFGVLAPKSVPDKLHTPLFGQPEPNPAEIAPEADISAAPSLG
TFAVLDAARLPSLPEILSASGLEYACLFKGGAADELQDVAPWIVRLEEESRFTRSLFTQGDAPWAMWNQAPGIYLRSRDG
LDDVRNHLRKFIKARDDEGTWFYLRLYDPRIMRAFLQGAPRFAHRILARPFSWSNLTILTCFEGSAQIASPAENVPADMR
PIRIGSEEKAVFRHLTFEARAAALMARLDKSNATSMSTDPNVRLAQKSAIISAFHRMYDYGFQQPLQQDRWGLWELFYGA
GFEMNDPTLKRICDTSDAPSGVRFAAFQRRLEEIYS
>MCE8432232.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB18
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDVKAGDRNLFGKWSGTEIKLDGEDLMIMKESD
ILGVMT
>MCE8432233.1 hypothetical protein LZ186_12150 [Rhodovulum sulfidophilum]AB18
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MCE8432234.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKKGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MCE8432235.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB18
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MCE8432236.1 CsbD family protein [Rhodovulum sulfidophilum]AB18
MIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MCE8432237.1 hypothetical protein LZ186_12170 [Rhodovulum sulfidophilum]AB18
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MCE8432238.1 hypothetical protein LZ186_12175 [Rhodovulum sulfidophilum]AB18
MTVSIETAKRPAHAAHKSGTLSPREQGLVWDMEEHFWTSGADNARATTATNAVIVFPYPPGILQGDQIWTHLKQSTGWRS
VVMAERRVTRCQDIAILTYRVSAEKADVPIYKALCASTYLNDDDTWLRIFHQQTIVA
>MCE8432239.1 hypothetical protein LZ186_12180 [Rhodovulum sulfidophilum]AB18
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSDE
>MCE8432240.1 hypothetical protein LZ186_12185 [Rhodovulum sulfidophilum]AB18
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MCE8432241.1 hypothetical protein LZ186_12190 [Rhodovulum sulfidophilum]AB18
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPNRDIAQACLAALEL
>MCE8432242.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB18
MISEDYRNPDSFHSLDKASLEDIHPSDRSGNADISPPEGESGFGETLLARGLFHVIERLLLVIIVAMTLTAVSFELLAIY
RLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAAAILLLSISALVIIW
AIGQQAARLHPS
>MCE8432243.1 hypothetical protein LZ186_12200 [Rhodovulum sulfidophilum]AB18
MDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>MCE8432244.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB18
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPKT
>MCE8432245.1 hypothetical protein LZ186_12215 [Rhodovulum sulfidophilum]AB18
MNGRGDLIGAVFTRDADQIRPATKRLERAPVIRTEMAEPGSLGSRSHYPARTAQHLVAVLFRERHGDEVLVPAQLVFEVS
RHLWGHPVLKGPELAQLPLEAALEGKLVLVGISEAGIDKLDLCHGGPFWRVAPYPRAEALLEGDVGKNPAGFALRDAESA
PGRQRRPPGRSAAAAHHRPQIR
>MCE8432246.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB18
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFDGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEEGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSESSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEVRMVEGCKTCMSCGYSKCQ
>MCE8432247.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB18
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQNVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAVPRDLPAASAQEDDLPPQLMAALAEIGVR
>MCE8432248.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MCE8432249.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB18
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MCE8432250.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MCE8432251.1 hypothetical protein LZ186_12245 [Rhodovulum sulfidophilum]AB18
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTEAAEVAP
>MCE8432252.1 DNA polymerase III subunit alpha, partial [Rhodovulum sulfidophilum]AB18
SDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDHLESGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MCE8432253.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDT
>MCE8432254.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB18
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTKILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MCE8432255.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB18
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MCE8432256.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB18
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGLSDNADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVQTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKVAGIVPVHEIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MCE8432257.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB18
MSLISMGDLAQGLGLRIHNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIESIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MCE8432258.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB18
MIRCLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDIVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MCE8432259.1 hypothetical protein LZ186_12285 [Rhodovulum sulfidophilum]AB18
MARLPNNARLWKERAEIDYIGPFVKGWAAFNAWFREEAGSRRDRTGIEYVKTHANPVRSEIIPLLRPRENGPDGRPRRDT
EDAQELKLLIADLHRFLENYQIEVAREDDVLERITFTSVAIRQRVQLPQFTVSRAITFTVNRQNGQWISTVTNRGGQVTA
TITQEDYDEADLIVHPQYVGLSQTMQGHLRGLYQVCCPRPMSNLLVGTERPIVAGDFEFRCTSEELFFGLVEVIYALRNS
LLHGELQPDERAFRAYEPAYRIVMRFLSCVR
>MCE8432260.1 hypothetical protein LZ186_12290 [Rhodovulum sulfidophilum]AB18
MTVLRTDAVDPVYLAVFLNSPLGQWQIERHIKGSSGQVELYPNDIARIMIWDAPDDVQQAVREAILSAFDEERRANDLLA
AAKRAVEIAIEEGEPGTMAFLDKAEEAI
>MCE8432261.1 hypothetical protein LZ186_12300 [Rhodovulum sulfidophilum]AB18
MSISIPPSCKTKNWPTYSKPVKAPLVCRVKKNFDEAMRRARLLRAAPPWLSDEDKAAILAIYQETDVLERLTGVPHEVDL
IVQLVGKNKAGYQVSSGIHVPWNLRGIACKMNRIRGD
>MCE8432262.1 hypothetical protein LZ186_12305 [Rhodovulum sulfidophilum]AB18
MSLPSRRIVSRASAGVASAWNRPKLRVRISDGIMGLLLLPECGQVGTIGGDDRGHDGRAARALALAVPLTAKWEGKRNPA
Y
>MCE8432263.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MLREALKRPEPPKREWGTVSEAARHYRVTDSTVRRWISDGRVEARGVGKARRVRLD
>MCE8432264.1 hypothetical protein LZ186_12320 [Rhodovulum sulfidophilum]AB18
MGNDGGEYNPVQGWLTRLSAKVDALTLAKISGHRDLSILLNAYYRETAADIAKKLG
>MCE8432265.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB18
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWMTGGYALPGDPADPTEPDDDPPPSPSWRH
>MCE8432266.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB18
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMEGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFDARGVLEAIDALSGPETLPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MCE8432267.1 Maf family protein [Rhodovulum sulfidophilum]AB18
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAAASDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MCE8432268.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB18
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MCE8432269.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB18
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASTPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MCE8432270.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLCRRYSAFCSVLRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHGLQFWIREL
>MCE8432271.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB18
MTRDVTRDTISRYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRETLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPVGSFFTLRQGRIARITTYYNLADWLGQVR
>MCE8432272.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB18
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MCE8432273.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB18
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MCE8432274.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB18
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MCE8432275.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB18
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVSSQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MCE8432276.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB18
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLAKGTTVLTNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MCE8432277.1 hypothetical protein LZ186_12390 [Rhodovulum sulfidophilum]AB18
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MCE8432278.1 site-specific integrase [Rhodovulum sulfidophilum]AB18
MAEPQRPYTPDMLAEDGTIRSEMGCLRSALLWAQKSRLILQVPAVELPPVPAPRDRYLTLDEVDRLLAGAVEPHIRLAML
LMLTTAGRKGAVLDLTWDRVDVKNRMIRLATADISARKKRALVPINDTLMAALQEARQAAVSDYVVEWGGRRVASIKTGF
NAAVARAGIAHCTPHDLRRSAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPDYLRHAAGSLEFGKPKLVQRTKVQ
SSRGRVGN
>MCE8432279.1 peptidase, partial [Rhodovulum sulfidophilum]AB18
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAKGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSL
>MCE8432280.1 hypothetical protein LZ186_12420 [Rhodovulum sulfidophilum]AB18
MNADPNRRGSAAVGYLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>MCE8432281.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB18
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDDGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MCE8432282.1 glucokinase [Rhodovulum sulfidophilum]AB18
MTSLVADIGGTNTRVALAEGPCLMPDTVRRYRNAEHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWATAGAGTPRKLDGHGVLAALDTDPEALRAAETFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MCE8432283.1 GH1 family beta-glucosidase [Rhodovulum sulfidophilum]AB18
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGTPNTAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIDYAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAASDALVMGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MCE8432284.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHEIPFNDPAVVGAIEDYGWFARNDAYVEGGAQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MCE8432285.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MCE8432286.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB18
MAGHAGRKSGLVWAVHLSVATLVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MCE8432287.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKEAGWRV
>MCE8432288.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB18
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAALTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTTGGGTIRAQVPTEPGDKGRKVRVGIRPEDMAATDGADYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MCE8432289.1 hypothetical protein LZ186_12465 [Rhodovulum sulfidophilum]AB18
MPRFMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGSDGMVANPLWTAEFSEPGFRSDLASS
LTRAGILTPGGANRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTLFDQTVTTSYTSPLGQAVRGIDRLRIASENAA
RDNIALLLRALGASAEGAPTGGPF
>MCE8432290.1 hypothetical protein LZ186_12470 [Rhodovulum sulfidophilum]AB18
MPMIRPFGPLALCAVLAACAHGADETAMVPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFRRRCAARGCC
RARWRPRGAMC
>MCE8432291.1 hypothetical protein LZ186_12475 [Rhodovulum sulfidophilum]AB18
MSGALAASGRYVLSAEIEDITQPLFGVDMQVGLTMRYRWQDRAGKTRWERRIVTRHTARLGEAFLGSERLHYANEGAARE
NIAAFLRALGAEARAGGVAGVA
>MCE8432292.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLIGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MCE8432293.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLTAPVAVPLVVSAADQAATEATHVSGADD
>MCE8432294.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB18
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MCE8432295.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB18
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFIFMMVAYGMKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGVTPLWGALSFPMAAFASLMLALAAALEGQAPAEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MCE8432296.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MQDAATCPHSAWIGELPGGLRRRFEPGTAIARPGDVDGYGEGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLMHGALNLIEDLAFRPVESRFARFLLNERALQNSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MCE8432297.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB18
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MCE8432298.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB18
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MCE8432299.1 hypothetical protein LZ186_12515 [Rhodovulum sulfidophilum]AB18
MKPSMACATCLTRIHDSQMHSQGPRTGRFAYGRGAIVRAIPFFGLRVGRREVSRERGTQDEGWMTVFPDQELSRTDTRHG
VLFPFHAEEGKLFAGAKPHLIP
>MCE8432300.1 threonine dehydratase [Rhodovulum sulfidophilum]AB18
MAETQFSLDELEEAARLVHAGMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGSNIDSARFATVLG
GGVPDP
>MCE8432301.1 hypothetical protein LZ186_12525 [Rhodovulum sulfidophilum]AB18
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MCE8432302.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB18
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFPLTLSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVVLDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQHASPGA
>MCE8432303.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB18
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MCE8432304.1 DUF1178 family protein [Rhodovulum sulfidophilum]AB18
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGSRDVSKALMAPSVATDRPESSGAPAPDEGSENAAAPAGRPL
STPADPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MCE8432305.1 aspartate kinase [Rhodovulum sulfidophilum]AB18
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MCE8432306.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB18
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MCE8432307.1 CVNH domain-containing protein [Rhodovulum sulfidophilum]AB18
MKGFLVSSALVISATAAFAADPSSFQNARFNIAFHYTDDGGAEIAATCLTADGMPHDTSITMPGIGNDNGSLVIEGGSAS
FQKSCGSIMLHPSIDGVELTASCRKTDGSFEDASISIDGISNENGTLSD
>MCE8432308.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRA
RPD
>MCE8432309.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB18
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRETG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILQLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGGIFELQRP
>MCE8432310.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB18
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MCE8432311.1 hypothetical protein LZ186_12575 [Rhodovulum sulfidophilum]AB18
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>MCE8432312.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MCE8432313.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPASVIVTLDRMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLVETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVSDGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELTRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MCE8432314.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPTPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
GASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>MCE8432315.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MCE8432316.1 insulinase family protein [Rhodovulum sulfidophilum]AB18
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAERGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MCE8432317.1 threonine synthase [Rhodovulum sulfidophilum]AB18
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLREMFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MCE8432318.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB18
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MCE8432319.1 DNA-processing protein DprA [Rhodovulum sulfidophilum]AB18
MVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARK
LGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLARRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGID
RAAHIAAIETGTVAVQAGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSG
SLITARAALDQGREVLAVPGHPFDARASGCNLLIRDGAVLVRHPEDVLDALGPAPRPAAVAPAKPPPRMTEVPETPAEAR
RAAPPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MCE8432320.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB18
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRGRSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MCE8432321.1 heavy metal translocating P-type ATPase [Rhodovulum sulfidophilum]AB18
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIGHLLGLQPRSARVVTETGLEERPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFGKGDVLATAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAEAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MCE8432322.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MCE8432323.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB18
MNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHYASEEQDTVAVLDPEGAYALA
IDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGNGTQEYLLDPDSKQFVLVAEA
IKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILTRGGVFLYPGDARKGYARGRL
RMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPDEEVNALFGNRGLFRV
>MCE8432324.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB18
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MCE8432325.1 transketolase [Rhodovulum sulfidophilum]AB18
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MCE8432326.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB18
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MCE8432327.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB18
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MCE8432328.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB18
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MCE8432329.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB18
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDEAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MCE8432330.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB18
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MCE8432331.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB18
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVAAICSNDAK
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MCE8432332.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB18
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MCE8432333.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB18
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTEDDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MCE8432334.1 hypothetical protein LZ186_12690 [Rhodovulum sulfidophilum]AB18
MGWTHADWSALGSVLSGIGAIVGAFAVIWAARLGSRTFESWREQKISERQIDQAERILIATYDAERSLGDLRHAAANLFA
PGSAQRDLQDGAEALTSDAAKATAITRRTAKPRLLPAGHWPTACRPQKRCSTPTSNKPSES
>MCE8432335.1 hypothetical protein LZ186_12695 [Rhodovulum sulfidophilum]AB18
MKQFDIVFADVGWQAELSSDERQAKWKKLTPGVPSEDRNKMDATIAAQVARIEDICLPQLRAAGRKRRDAGPSV
>MCE8432336.1 hypothetical protein LZ186_12700 [Rhodovulum sulfidophilum]AB18
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MCE8432337.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB18
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLREFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEQGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>MCE8432338.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB18
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAARRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKVVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MCE8432339.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATALVTPVVVLAVWLMIRQLRKGMEH
>MCE8432340.1 hypothetical protein LZ186_12720 [Rhodovulum sulfidophilum]AB18
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPG
NRPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MCE8432341.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB18
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MCE8432342.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB18
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGADLHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MCE8432343.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB18
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVDGLS
VGQRVAYTTQTGACSTARVLAADRLVPLPDAIPDEIAASIMLKGLTAQYLMTSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MCE8432344.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB18
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVMASESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MCE8432345.1 cyclase family protein [Rhodovulum sulfidophilum]AB18
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>MCE8432346.1 hypothetical protein LZ186_12750 [Rhodovulum sulfidophilum]AB18
MDTGWGAILLSYWVGGMIWGGAAVSFVALRSDEGSSEAEGHEYETSEYGASEYGGAEYEDAGPGALGARSRTARSRAPED
VEEADRCGHFF
>MCE8432347.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLSLGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHGHDEDGHDGHGHATDGHDHEALAAASADH
DHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEASFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATGDT
LAVFPAEILTGLYAMLGDAMRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGT
GILCGFGLGYVAADALSRSFALARGFPLPVAFTRADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MCE8432348.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLSGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMMTRAGMLLDEVGLPRPGQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MCE8432349.1 hypothetical protein LZ186_12765 [Rhodovulum sulfidophilum]AB18
MTDPAAPDRTRRLCLALAPGLLLPGLFLTSSARPAVAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>MCE8432350.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB18
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAETFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MCE8432351.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB18
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MCE8432352.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB18
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQARAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MCE8432353.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>MCE8432354.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MCE8432355.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLETE
AEETAR
>MCE8432356.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MCE8432357.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MCE8432358.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIENIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MCE8432359.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB18
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLMILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MCE8432360.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB18
AAPAAPGAVLSPLAGTTVSVAVAVGQSVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>MCE8432361.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
TPSGLTPYEYVCKICTSEPDRFILDPIHQMPGLKTWKC
>MCE8432362.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB18
MTKDMAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGA
VVWIFSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVST
LIRWFPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAA
ELPGGGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQF
WKLWVMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLG
TILYLSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAIT
SLRQMSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPDTVDPTPGLYNTTMYCMAALLVVAFF
ANLAIRPVRERHHHNEPELAAVPVE
>MCE8432363.1 nitronate monooxygenase [Rhodovulum sulfidophilum]AB18
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDLEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVAALHEAGITLLATATNLEEARL
ISGAGLDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPAAYDAGKALHHVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>MCE8432364.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLD
HTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDD
AAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVAGSLSEWTRDAF
VRHAAPVATEAARAINGSL
>MCE8432365.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB18
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAAAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDQIVRTGTRPAKAFRQMSYMVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALRATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TQLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MCE8432366.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MPTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>MCE8432367.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MCE8432368.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MCE8432369.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPRENYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>MCE8432370.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB18
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVEARLAPTG
>MCE8432371.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MCE8432372.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB18
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQERPNSLGPDRPCLMN
VCPALGHAGGRHFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFDQPRIDVSGTDRIVADDRIPDRICDALKAVAPVTV
TRKSILPYPFACPSGVLQESSRRAGMTEPTSAWGDAVAEQG
>MCE8432373.1 amidase [Rhodovulum sulfidophilum]AB18
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAIDPTVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFGVVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTPVVGGRTPWDAADFARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVAENVREGRRYGADDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPLQSYYHWLALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIAGIPDLAPSEPD
IPTLSAAAPLRTAPGFLDVP
>MCE8432374.1 hypothetical protein LZ186_12890 [Rhodovulum sulfidophilum]AB18
MKDNDIRPPRKGRRFPRTTDSRHNFGIAPNLLRRNFKASEPDRIWLADVSHVPTDEGWLSLAAVKDMATMEIVGWSMSER
LKGSLAVDAMRMALQNRRPTSGLIG
>MCE8432375.1 hypothetical protein LZ186_12895 [Rhodovulum sulfidophilum]AB18
MTVKTVGLDLAKDVFQIHCVSATGRKILNKKIKRAKLLAFFETLPRCVVGMEACGSAHHWGRELRKLGHDVRLMPAA
>MCE8432376.1 IS110 family transposase [Rhodovulum sulfidophilum]AB18
MKRGKTDAADAEAICEAVRRPTMRFVEIKSENQQAVLAIHRVRDLVVRQRTQVVNMIRSILREFGHILPTGIEAVSKFAR
EHGTEDQLKMPEIADGILGVMCHQLNGLDARIDGLTKMIEQHAWLDADARRLVRMPGVGPITASAIVATIGDAKQLETGR
DLAAWLGLTPLNKSSGGKERLGANVP
>MCE8432377.1 ClbS/DfsB family four-helix bundle protein, partial [Rhodovulum sulfidophilum]AB18
KAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPETGFKWN
QLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRIRKWLKV
VS
>MCE8432378.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYAFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLVFEETVWPRAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MCE8432379.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB18
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIIKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MCE8432380.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MCE8432381.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB18
MPDDSHENDVGSTEGAENPLPGAGAEHDRNVMEMVRAALRRRDIVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>MCE8432382.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB18
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRSAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGTIGNARAWCEIEAREGFSDYLWRFVDGAPLQNNFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>MCE8432383.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB18
MILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRAIPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREI
GRLMGEADWNSPGAKALLGRLIEGF
>MCE8432384.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB18
MTKDQTDAKNQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGA
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALM
TVMKGLPLAYSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHH
VTGTLVAMAEKKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRTQIARWKDRLG
>MCE8432385.1 hypothetical protein LZ186_12945 [Rhodovulum sulfidophilum]AB18
MTCGARLAALLALLALSACARPHGGVAVSNEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>MCE8432386.1 hypothetical protein LZ186_12950 [Rhodovulum sulfidophilum]AB18
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MCE8432387.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MCE8432388.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB18
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKIAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLAEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MCE8432389.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB18
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPLAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSLDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEAAAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSASDD
YGVTTGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQVELAVEDALGQRG
VSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLTAE
TQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQAQS
GEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAFRD
LQEQFNPGQQGQGEGREGEGEQDRAEADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MCE8432390.1 hypothetical protein LZ186_12970 [Rhodovulum sulfidophilum]AB18
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRDGLVRAIERATDAATLALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPAARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGTAR
VERPSDHRPIWVEIGRPLTG
>MCE8432391.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB18
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMHSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPHPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MCE8432392.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB18
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKKARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPEPLCFDEAGVHAPAAALW
G
>MCE8432393.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALNCLEDIEKRMGLPTVDPFR
QGAGRLADALDAI
>MCE8432394.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB18
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPRQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MCE8432395.1 LysE family translocator [Rhodovulum sulfidophilum]AB18
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MCE8432396.1 cysteine synthase A [Rhodovulum sulfidophilum]AB18
MAEDSIRKTIGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>MCE8432397.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB18
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MCE8432398.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB18
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAAAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLHDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MCE8432399.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDDDMRALLIETAQEGARRQRALNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>MCE8432400.1 cyclase family protein [Rhodovulum sulfidophilum]AB18
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGRREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MCE8432401.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MRPARLAVLAVRLADRVLAAVEALLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRIAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MCE8432402.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MCE8432403.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB18
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATIRGAPGAIAAQVTGTPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQLDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MCE8432404.1 aldolase [Rhodovulum sulfidophilum]AB18
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MCE8432405.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB18
MHRDHGRDGQPASDYASERASRRRASGRRRPATGDRRPGKIRRTGGEAGLIRGSDTGLEPARSRPRADRTPEERPSAGRH
RLGLAEAALAFGPVEYFWLAIFGLSLIAALSTRDFLKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALI
GLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAFSTLMRHKLNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRR
APAYGQGNPGGIVATESANNATVGGGFIPTLVLGIPGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLL
MLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIGSFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAE
EGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLLSFVYPFLPALTRTLRRRGTAPPAPSDKRDPADPAAILRDLAGIGV
MAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCGLAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFAT
AGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVIIVFTIGFREALSVPLPGGLIF
>MCE8432406.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB18
MTRPTTGRPSSVKSSKLIRVSMLAPFVLILTLALRGAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWA
LSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFLETLFIAGVVLAGVMVLL
>MCE8432407.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRGPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MCE8432408.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MCE8432409.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTEIVPADSYGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRERLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDLCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MCE8432410.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDKELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MCE8432411.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MCE8432412.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB18
MLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPVVLLSHGHNGGP
LSHRELATQLARAGFIVIAPAHMGDTAGQPPGASQDRILKNRPAQAIAALDAALQNERLAPHADPARIGMIGYSAGGYTG
LILAGAKPDFDHAAAYCAKEGRDDTGSCGEAKFIGMSETLATWSVPSEPRLKALVLLDPLAVMFDATGLADVGIPVLLFR
PQEDIYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPEDIAAEAAMVCNDPPGIDRPAIHRSLEDDVIAFLNETL
>MCE8432413.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB18
MDGTPKGTKPKARNAKTKVAQTIQGVGPVILRRRLGNALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTE
LLCLSGRHPAVPGGPRCLEVMVFCRSDLGRGDYPARAEFVYGEWLREAFEAGESPVPERDPEYSLVLAQARQEAIALCGP
PGNEVPPEHVRQAMRDVLPELLDGLHGDARNVLLTLARMWHTARTGKFVTKDAAATWAIARLPGPEAMTLDHARGAYLGE
LAEDWRSRADAARQVAGRMAEYVRRSL
>MCE8432414.1 hypothetical protein LZ186_13100 [Rhodovulum sulfidophilum]AB18
MSVLRNLLSVRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALLQLNDPLDMFRPETVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAE
CVPYLRPVSLAAEPVDLLPPPNLAVTFLEYGMVVLILVFGPGFWIAAITDDLSERGLASSLIWFVMVALFLASRRSVART
LLLARAMALYKPAADWTVASSVDTKVRS
>MCE8432415.1 hypothetical protein LZ186_13105 [Rhodovulum sulfidophilum]AB18
MERAADWTAEKAGEAADWASEAAHDTAEWASESAHDVADWAVETAEGVEDWPNETADDIREGWNFLQNRAAKAVPEGWL
>MCE8432416.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTRRSRADMMDETRRKLLASARAAFAEKGFHETSMDDLTSAVGLTRGALYHHFGNKTGLFAAVVDQIDAEMAARAHSLAE
DEVTLWQALLAEGSAYIEMALDREVQRIVLRDGPAVLGDPARWPSQNRCLDATRDAVRQLLADGVLRPVDIEAASRLLNG
AAFNAALWIASCDNQAGMLPKAQEAFRILAEGLLAQEFRTANRGTGE
>MCE8432417.1 RidA family protein [Rhodovulum sulfidophilum]AB18
MDTREPIYPAASARHALYDQHGYSPAMRSGDLLFVSGQVGSREDGSPEETYPEQVERALKNLEAVLDAAGCGFDDIIDVT
SFRTDPDVQLPDFMSVKERYFPSRPFPAWTAVGVTWLAGFDLEVKVVARIPGK
>MCE8432418.1 transposase, partial [Rhodovulum sulfidophilum]AB18
RSLYCCSDGVRGRGAAMTNLSHSASFHSNEWIAPSNHGIKQLGAGKGHRNELLNGEIFYSLAEARVIIEAWRGHYNTVRP
RSSPGYRPPAPEAKPLRLMKIIPPTHADHRREACCGTSENRAQGAQSARRSARKYQTCDHSVFTE
>MCE8432419.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB18
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAESNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFSADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTYGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISATGQQSAIDYNVFEGKQVSGLPRYTLTRGRVAVADGEMKPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MCE8432420.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB18
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MCE8432421.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB18
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MCE8432422.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPALEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFDGADRHLAMLFRRLLAP
>MCE8432423.1 hypothetical protein LZ186_13150 [Rhodovulum sulfidophilum]AB18
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MCE8432424.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB18
MADLSCDFAGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MCE8432425.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTPCPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRVAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGAGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MCE8432426.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB18
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MCE8432427.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB18
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MCE8432428.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB18
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRIRTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MCE8432429.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIRAALALALIATPLLAQQQWSPEGWTPDGWEVAPLEEMPRAEEMMDALGLGDTTLADRPLPLVSRPDPLELQEHRTETR
SAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIA
SSPALNPLDNARYDVWVLRCRSS
>MCE8432430.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB18
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MCE8432431.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB18
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MCE8432432.1 translation elongation factor 4 [Rhodovulum sulfidophilum]AB18
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGDRDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MCE8432433.1 hypothetical protein LZ186_13200 [Rhodovulum sulfidophilum]AB18
MLREISLPVLRAILASGVKDKCQTPEVKSALENVEVEVERAANTARGSGAYPAASAAANAVQATASAAGSAFKAANAARD
ASNAARATHRSSVYAAADLDADILSIGDPKAVFFLSLWPLSLLPNGLAE
>MCE8432434.1 hypothetical protein LZ186_13205 [Rhodovulum sulfidophilum]AB18
MPETARFRAVPVPASNPGLLEASLSQVSDALDDALANPSNGLSDRSREARVLRRTVAKYGNDPQRIEMDLTTVHAALPRQ
VVSQDLPPNEENLALQAACEEGARAVRATHPEIAENRLILSQQAWKEMTPEDTAAIEMGLPVLTAISEDNLADQFREDIP
ELVNDAIGPVPDWAPKLPGADPATRIFGRISRMSIILRSATGALDAVAARLGMTRAEVIGIFVSLVGLGITLIS
>MCE8432435.1 acylphosphatase [Rhodovulum sulfidophilum]AB18
MTDRIAIRVRIAGRVQGVGFRAWTEAQAAALGLSGWVRNEADGAVLALLAGPEDRVAQMLDVLQEGPAPARVETVETTPG
DWPAEAGFRISR
>MCE8432436.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB18
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDAPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>MCE8432437.1 hypothetical protein LZ186_13220 [Rhodovulum sulfidophilum]AB18
MTVKLFATAAVLAGFSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MCE8432438.1 formate dehydrogenase subunit delta, partial [Rhodovulum sulfidophilum]AB18
MTPEKLAYMANQIAIAFARLPRDEAEAAIAEHIDQFWDPRMRARLLVLAETPDTDLSDRVR
>MCE8432439.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB18
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEITHDP
>MCE8432440.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB18
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWDEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPADEVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MCE8432441.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB18
MSLTLYLPRDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLERAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIGGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDTAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MCE8432442.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB18
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDDIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MCE8432443.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MCE8432444.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB18
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAAPKREARG
>MCE8432445.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MCE8432446.1 HpcH/HpaI aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB18
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPGASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MCE8432447.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB18
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAVKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDHGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MCE8432448.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB18
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTRICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MCE8432449.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEANLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MCE8432450.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB18
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MCE8432451.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB18
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSATITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MCE8432452.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB18
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAARQALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MCE8432453.1 homocitrate synthase [Rhodovulum sulfidophilum]AB18
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAAFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTGVALDRLCGLSQTVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MCE8432454.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB18
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLRIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLV
EARKFDAKAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MCE8432455.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB18
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MCE8432456.1 hypothetical protein LZ186_13315 [Rhodovulum sulfidophilum]AB18
MQLISEEIDEFGTRTRYRYDVNLTPSNPTNAGRLLLVELPDTTLPDGSLQSAEIRMTYRANGQLETVTGADGSRMRLDYG
GGANDLNRIIQRTVDEGRIGAVSTFTYDAAGYPETSTTPEGRTHRAITNAKGQVEERSLPVVNGSAAVSVDHYDGEGALI
ARETPKGAYADPAVPGPRLIEEIERDLQGYPVRIVSAANTSERRETRLWRDFRGLPLRVEQADGRVEEMVWDERGLLLRR
TILGTDGTKLEEQRVYDRTGRLVSSVAVNGMETELEYDGFGRLSRERRSNGAEVKTTWDGRNPTGAEITGPDGAGNIRVL
SRMTAQYDERGRRIAEVRRAFVVDPAVGQDVRRTIFHDAADRPVGLVDARGNRTEVRFDGLGRMEERRLPDGNRISFVYE
DDGNLTEEHEHHLLPDGSLQEIVRSYEYDARGRKTASIHPDGSAMRVVFDDRDLAIRQTDELGADIERTFNAHGELVARL
YDPGGLNIVESWGRDSAGLVSTYTDPDGEVSTYLHDGIGRKRELSYPTGHRTRLTWDAQGLPETERLATGAVFEYEHDAH
GRLTRIRNTVSPVPVQSVGTLEFRYDGLDRMVRATAPGSIIERRFDSFSRLVSENNDGTILTAAYDDIVGEVTRTWPDGR
REVLAHDATEGVARVTQVASGALGSAGGVLVDVTKSGPSRPGRLDYASGLQTEYHFDDRKRAVEIASGGGEVGSFAGRIR
YLYNARNQITGRDVSWLAMTTALWGRDARHRITEARLGFVAAVPRAVTQNDHDAAMAVSATASVAATEIELFTYGASDQR
LTAEMPGRPNQNLIYQEGHRPLNDGTDAYTFGAEGTLTSKGALQTRVDAFGRVIEVSQGGVPVSTFAYDALGRPSSVLEA
GRPVRNLQYFGAFPEQETEAGAAVRQFTLWPGSGQPIAIHDAGRTLFPHFDARASLVALTDGAGALVETCRYSSFGIPEI
RDAAGAVLARSAFGVDPIFGGQRYVPAAGLYLSRRRLYDPALGSFWSMDPKGYVDSPSLYVYAGQDPVDSIDPNGEAVPL
IIAALVIAGALGGAGYSFWDAYHHPERYEGWTGGLRAFGNTVGGAVIGGATALVGEAVLAQGGVGVFAEGSAVTLTTAQT
FTLYGTASATSGAVGRYGFNGLFPEYIDPVSAETIAPDYVLGGGLPVVGNAVAPYARQFAQGVMEFSSVAWESAGNGALR
AGAREMWNRSVNGNWRAIGNTWRLLRNPNLKNRYTWRELFFNRRPTGSDAASSASIRAQYWSQTPNGLCADGKALHHWFF
QNQNRLIPQGIKDSTFNLLEVPGPLNQWMGGNIGREWSFRAGILTILGLDFAASYLGTRAAVDAVTGDDGEPGSASTGSG
VGDEARQPNDQVGSK
>MCE8432457.1 hypothetical protein LZ186_13325 [Rhodovulum sulfidophilum]AB18
MEWLYGEHGDQVYQPGFLKEQTKAITAWCEEQGISLNAKAKTKLLDTKYWVKLRNLLATATQIMSDVGTDETDDFNAFRK
AVNAAIKARKIKLGVTEKNAILNAVSWYDEKAKKVIAKKHKLTGADVADLTTHLGCAAEDLADFGWYRQTDGSYLTYEST
SDLRDAESVPLKDSIHRYFLAEVKPHVEEAWINLDSVKIGYEISFNKYFYRHKPLRSLEEVTQDILALEEKADGLIADIL
GVEVATKLEPAE
>MCE8432458.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB18
MNIAAYPKYESYNDSGIDGFGEIPAHWQVQRNFAIFRETKQPGATELPVLSVSIHSGVSREQLPDEENVRSIIKIEDRTA
YKRVAPNDIAYNMMRAWQGGIGRVHVDGMVSPAYVVAKPNEGVCASYIERQFRSPAYISSMDAASKGITDFRKRLYWEDF
RDLGTVLPPLPEQRAIAAFLDGKCATIDEAVRIKEEQIRLLAERRQILIQQAVTRGLTPDAPMKDSGIDWIGQIPAHWSL
AKLKFLTNKIVDGTHFTPEYLDEGIPFLRVTDLSQIKEGKIQWDGVRRISASAHKELSKRASAEFGDVLLSKNGTIGLTK
VIDWQDEFSFFVSLCLIKLRSELNSHYFEAFFNSPLVDQQLFFGSFRTSVTNLHLERIKELLIVVPPIKEQRELVEHIRE
LSSPLDEAITLKKSQITALREYKTSLINAAVTGKIKVV
>MCE8432459.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB18
MNYAVSNTKEIALEQAIERRLCGASSEELAAGAAAETGPFRIGQPSDFDATLALDRAKFWEFLETTQSKDLDKLRKNSPA
DWQAKITGQLDKLIKSKGLLHVLKKGLPVDNAHFTLMYPAPLASSAQKVHDNFAANIWSVTRQVHHSTANPNESVDMVVF
LNGLPLVTLELKNAWTHQTARYHGQKQYRERDAKQTLMTFGRVLVHMTADTDEVWMATKLAGASTFFLPFNKGHNEGAGN
PPNPNGHKTAYLWEEVLQPASLAGIIQHFVLLEGKKTDPLAKKTLIFPRYHQLNVVRQLLSHAAETGVGYSYLIQHSAGS
GKSNSITWAAYQLIETYPASLGLLGAKALDAPLFDSVIVVTDRRLLDKQLRDNIKDFSEVKNIVAPALKSSDLKAALENG
KKIIITTIQKFPFIIDGIADLGDKRFAVIIDEAHSGQSGIASDKMNQAMGGDPDEDDAQDKIVAAMQARKMRGNASYFAF
TATPKPITLEKFGEQQHDGRFRPFTCTA
>MCE8432460.1 hypothetical protein LZ186_13340 [Rhodovulum sulfidophilum]AB18
MKQAIEEGFILDVLANYTTYKGYYEIQKSIEDNPLFDTSKAQKKLRAYVERSQQTINTKAEIMVDDFIDNVVNPKKLRGK
GKGMIVTQNIEMAIRYYKAVQSELAKRGNPFKALIAFSGEKEVDGGKYTEADMNGVAEDKTRSEFDKDEYRLLVVANKYL
TGFDQPKLCAMYVDKKLQSVLAVQALSRLNRSSPKLGKRTEDLFVLDFFNSTEDIKAAFDPFFTVTTLSEATDVNVLHEL
KASLDDVGVYEWSEVEEFCTRFFDGEDAEKLSPLIDVAAERFNTGLELDDPEKIDFKIKAKQFVKIYGQMAAIMPFEVLA
WEKLFWFLKFLVPKLNIQDPNQDALDELLEAVDLSSYGLERTKLNHAIDLETSEAELEPQNPNPRGYREGEVQEDPLEEI
IRSFNERWFQGWGATPEEQRIKFLNIVESVQAHPDFEEKFDGNPDPYSRDLAFDKIMKEVMLKRRKEELELYKLHSQDEA
FRSSLYQSVKEALGKILG
>MCE8432461.1 hypothetical protein LZ186_13350 [Rhodovulum sulfidophilum]AB18
MDAFEFGVDRRSSFIAHRNWRTVETGWRLQDWHWTYILKLEVDGFWSGIIRPPRQEGVFIGRFSKSLVEARGDLFDAAER
MRQN
>MCE8432462.1 hypothetical protein LZ186_13355 [Rhodovulum sulfidophilum]AB18
MAERFHIAEWYGHPYMDIAPIDRVRLAQHRVGAHTMKKADTKRLAALQEKVVGAQLTPREQDRLDVLMR
>MCE8432463.1 hypothetical protein LZ186_13360 [Rhodovulum sulfidophilum]AB18
MRSFLLASLTLAMSTSAALADDYTFGDELLNWVNTEAATRSRELATADFQLRATNVRIRTVETSHLLFDQIDAALGRIHS
EIQAAEAELVQVDPLQAAIRREATADRHLAELMRIHQTLDANAALIAALTSPPDRAAFNRLGLQHVGRASVASSFMGMKA
VADSLQGQFGYVTALTIDENGRMEGDVDFQVTGSEYEQAADGIVLAFAEAYPKLAIIYGVLKLTLFSAEVEEFRDQKRKV
EEAVALLPGKFLSADAQFRIYSDASTSAQAEFEENFAALTKMSSELRQSVKQLFSLSVARANVARQSLTQGKLELIATSF
ARGQLRDAINERALIQTARELRSYHENLATREITYLESCGNAFGVAAAENWQDGLAEAEALYTEIGAEGRLAPLQTSITI
MRGQVAALLTDSSTEMAAAAAVPCPGVALVEKLSAPLATRPKLFVPDALITLAEQSLPAMATDPMKTKQLSAETTGLNFG
FGTCLMHRQGVTYYCGVPGDGAIGHNTRFPGNGRAPQRDVLGSSGDGGYRPVDRDYRAVTAEADQNLRDRTAAMRQELDA
LNAALPAWQSQNLAAAQQATAAIDTRQQEVTQTFTAYSVALGQEYDVLRNRLMQYVSAPSDLARMGALAGSLGGSDFSLR
SVPADRIMPDSPPITGVDAWDRVYANTDLGAKALARELRKFETDRAQVQARFAARTAQGQTDPVFPNEEDLEAAMNMTMT
TLAYANAFASPSQDVIDQLGLDQVQRLLDGHVIDAQRRRYHARGLLDYEAPRNLDGIGWQHIRPLVVADVASFMTCSAED
RDLENTPCNKFLHSSLQHIYNIGDFAPDTSRGYEQWMNANEMITFMETSEAWTSVGNAGRQADLNRAGLLASQGRAVVAT
WANEGGHGHVAIVLPGPPTGRSGLTKWKGLLLPDVANFAYGAPQTSNAETKITFAFGSKDPKTVIFYVRDYPD
>MCE8432464.1 ankyrin repeat domain-containing protein [Rhodovulum sulfidophilum]AB18
MGLLILAMSPVASWAQVSDSRQDLANALLAGDISALYAALDAGADVSTTFAPPDVPEMEFPTVMLAVVFDTPEAIPALLS
VGVERDLLIGLAPFACQMQSEALAWYLDQPEFDASACLVEAISNAAPGLRRWFRGLARSAVTGTPVQDDTAPADILSFDD
FEFEELERRSPAQSTAEALPRFVAALLAGGADPDRRVPRNDSIISREALPDTLTALQAAAFFAESVVFAQLEAAGGTVTH
ADRQDLLVGTARFGLANEVAALLATGLDPDAPDRGGFVAIASAAGAGKGADATVASLLAAGADPDRFGPAQKPALFAVTQ
AENPAGIAALAAAGSSLDLTHEGNWPLRMAVRAGSFAAVRALLDGGADPNKRMANGASVMHGLDEESTLFRGPQRILKTA
HADIAHLVFAAGFRDDPHKPVLASYKLQEPYALWFVETLISLGARVPLNRLREVVFDDRAIWVDAFLATGAGLDMSDPQM
ADFFRALLQARKVERAQDLLRLGLTPPQRPEVQAEDLLLALGVDGGLVRRMLAAGYRAEAEGQRSVLHKTLIEGGHGAFV
PEFLAAGLAVDDPVGVGAPGLVHRVASGEIAIATEAQRRGFAAFAAAGADIARRDGQGRAAEEVAQTRPEIYADFLQLLT
VLGLESTVPPLHRAVLARDRRLLRQAIATHPTRLNETNADGLTALSLALRLDYAPVANILLAAQAEIGVAPIDGLSDLDF
AHRPSVARQFRLRLLQRVITRMAQQGDLTAAEERLENFDRRLQDLPPVTWQAACNGACRGTGTLSANDSLGFLRTYARRE
GDRLLYDITLDDGTPARELSLCMRPGCSVMGFEISGRFNVPACPDPITWPATPCYPEIRFDTPNWKGSRIQISQNGKVLD
YTGDPIRLDRSAGPIEVFRLPAQARGFPNSVSFGIDVGPRTELPWIIGRAVQPPEPTGFGLSQRMVIYTQLYRWALEGDA
LVNDQTPLNRLQYRTLLTARELASLRLATSRHRQDILTELRVYARQMTKVNQSTTALRKLLLASSTLSADQLTALKLRLS
RLRDSYEPTSQEWQNVTRVLGVLEQSAIGTEAFRAALNAFEKEFLDLADDVITNYQGLLLEAAQLFTLKELETLLALSDV
ERARISQALLPGDILISPQALDGQGQDLRDLAGLEYRP
>MCE8432465.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDT
>MCE8432466.1 NAD(P)H-quinone oxidoreductase, partial [Rhodovulum sulfidophilum]AB18
LSGEVLECGPGVTRFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETAL
IHGGTSGIGVTATLLARAIGAEVITTCGSDEKCRASEKLGATASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRN
LDLVAEDGRIAQIAFQQGSRAEMDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNR
VQDAHARLEASAHTGKIVLLNSAD
>MCE8432467.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MCE8432468.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MCE8432469.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDIDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MCE8432470.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGKITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MCE8432471.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB18
MTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVS
DYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPDMIAARRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>MCE8432472.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB18
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMRVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPGGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQG
KAEDLAARVARAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTGFHAGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPKPTQQD
>MCE8432473.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLAHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MCE8432474.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB18
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAAGLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSEISDVLIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALTE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MCE8432475.1 GFA family protein [Rhodovulum sulfidophilum]AB18
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLAGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>MCE8432476.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MGRDLPDDIAARLGRRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MCE8432477.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFAEMTDAAWRRTLSINLDGVFYLLRRAVPHLRDGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLGRLGQAQEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MCE8432478.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRATFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMANAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MCE8432479.1 thiamine pyrophosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAGAIRAAM
AAQGLPLAAE
>MCE8432480.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB18
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPAPDPEAPASAPAPAPAPAAMAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIERLIASAPP
QTTAETTPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRTQVNEGREGAARL
SVNDFIVKAAARALARLPEANVIWRGDEIWQLSDIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGTLR
PEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVDGALGAQLLAEIR
QGLEDPMSLLL
>MCE8432481.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHEVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MCE8432482.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAAQLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MCE8432483.1 LysE family translocator [Rhodovulum sulfidophilum]AB18
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRTTGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLTRSLT
>MCE8432484.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MCE8432485.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MCE8432486.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MCE8432487.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB18
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISTDTAMWGAVID
RVEAKP
>MCE8432488.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB18
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGPRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHGGRAWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MCE8432489.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB18
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>MCE8432490.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB18
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MCE8432491.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB18
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDSSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDHPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARASIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKIAHG
>MCE8432492.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB18
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGTAADPSQPVLAALNLADTPATDAAGGALFDRAEPAA
EPLAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MCE8432493.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MNLFNDLRALVIDCLDAMVAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MCE8432494.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB18
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MCE8432495.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB18
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MCE8432496.1 amidoligase family protein [Rhodovulum sulfidophilum]AB18
MDGITQLVPRDRFLPLRPRETHAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGTTAP
>MCE8432497.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB18
MWQRRHDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLAVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MCE8432498.1 cytochrome c [Rhodovulum sulfidophilum]AB18
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MCE8432499.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKDSSIEETGDARPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKP
>MCE8432500.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAVDPLARLTLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MCE8432501.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGVASGVTRWVWVRSLCLALMWGCYYAGLPGLSFSIAAACYYTAP
IWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGLDALLPVVALPLLAGFLYALAAVITQGRCRDVPPISMALNLNL
VLVLAGAAHLAVLLWLGAGEEAGFLMSVWPGLGMRGWAFLIGLGVALAVITALVAFAYQRAPVPVIGLFDNGYLVFALIW
SVLLLGERPDLVDLLGIVLIGCGALLASRRLTGGGEDARSPRAQPRRV
>MCE8432502.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MQTDEFQLYRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQGAVAGQGI
ALGWNRTVRGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MCE8432503.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB18
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MCE8432504.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB18
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MCE8432505.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB18
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MCE8432506.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPAPPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPRLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MCE8432507.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB18
MSRKRAKKDDPAAKRLSQMTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRA
LLDHRAGALSFRAADIVLALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGV
AFYFSWAIGLVLLFAGPLIPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRG
RTMEVLRVAFLSSTVLELFSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADA
NAVARELAELEARDETTFLGLGAAAAPLATTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLA
GMAVPAEGEIRIGGTVLSPETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLN
TRLGETGVGVSGGEARRLIVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIA
IKPEHAA
>MCE8432508.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MCE8432509.1 glycerate kinase [Rhodovulum sulfidophilum]AB18
MRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLVITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRL
LEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLASGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLI
SDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQSFLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEA
ARGAGCAVEILGDALEGEARDLAAAHADLARTRQAAMAPGDPPLLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAE
GIDAIACDTDGVDGAAEVAGAVIGLSTLAEAGRLGSDPARALSTNDSHGFFAALDTQVVPGPTLTNVNDFRAILIRPQP
>MCE8432510.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB18
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MCE8432511.1 glycosyl transferase [Rhodovulum sulfidophilum]AB18
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLEAHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MCE8432512.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB18
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>MCE8432513.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB18
MSDPVSDASSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLDAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MCE8432514.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB18
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLSQH
>MCE8432515.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGGAEEI
FLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVADRLRQTGRLLGRETRAEALAHAFEQDLARLSQSGPPRP
LAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILAHPAL
RALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDAGTATAPD
>MCE8432516.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB18
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QYGGLGQLATLHIRGLNNGYIATRIDGMDFSDPTGIPPSLQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQDGNRESDGFDQDLILLSAEFDATEQLTLGFS
ALYSDSKTDYDNDATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYNAPGWGRSSLTGKRRTLSYLGSAD
LTEAARLSFGADWSEQEADLSSGNFNTESTAVFGELQYALSNAADLSFSLRHDDHSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQRFDRNYGNPDIKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIDSDKDTYVTKQVPGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSKGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSDGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MCE8432517.1 hypothetical protein LZ186_13635, partial [Rhodovulum sulfidophilum]AB18
TAGAAPEGDDPVGACLARAAAGLRLCDGCIVEAVGDPDLTHRLTGFITLGLDAQASTAAGPKDRLRDPARASARRSAAGP
GHPRHRDRAAAGARLRTGRNRRSLPPRRPA
>MCE8432518.1 U32 family peptidase [Rhodovulum sulfidophilum]AB18
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSEVVIKR
ERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKAGELGV
GVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADMKALGV
THFRVMPHSCDMIAVTRLFDDVLAERIGVDEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MCE8432519.1 U32 family peptidase [Rhodovulum sulfidophilum]AB18
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MCE8432520.1 sterol-binding protein [Rhodovulum sulfidophilum]AB18
MTTAPQTPRLPGGSGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDF
KALNRRRALPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>MCE8432521.1 hypothetical protein LZ186_13655 [Rhodovulum sulfidophilum]AB18
MRLSICLAALAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIYLVH
PRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWARIHAQQVCRPLFNLPD
>MCE8432522.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB18
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRGG
>MCE8432523.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB18
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDESPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MCE8432524.1 DNA primase [Rhodovulum sulfidophilum]AB18
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGAGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>MCE8432525.1 hypothetical protein LZ186_13675 [Rhodovulum sulfidophilum]AB18
MPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVVRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGLFDNE
GREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRGERS
>MCE8432526.1 hypothetical protein LZ186_13680 [Rhodovulum sulfidophilum]AB18
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MCE8432527.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MCE8432528.1 hypothetical protein LZ186_13690 [Rhodovulum sulfidophilum]AB18
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLVRAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>MCE8432529.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB18
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIHRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MCE8432530.1 glycosyltransferase [Rhodovulum sulfidophilum]AB18
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSHPPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMTLGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTA
GKPASGSRAGKGVAEARNAGPDAQPSASIASAS
>MCE8432531.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MCE8432532.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB18
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MCE8432533.1 hypothetical protein LZ186_13715 [Rhodovulum sulfidophilum]AB18
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MCE8432534.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB18
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MCE8432535.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MIELDETDRRILRALSEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MCE8432536.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTIPLDDADRRLLRYLQGEPALSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MCE8432537.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB18
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MCE8432538.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRP
RKPRAVKPKGEAAEADQASGGEGKSGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>MCE8432539.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB18
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALGRRAAHEPVSYIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDISDAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGARARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MCE8432540.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB18
MVPLDKLEQIQRRFGYLEARLSEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MCE8432541.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKILPLVLLVLGLAAIGGAVWFRIVPDDPAVWHVDPLTATKPATPNAALIRPEGGDRAAPVYPVTPEALAEAFDATALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MCE8432542.1 agmatinase [Rhodovulum sulfidophilum]AB18
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPPRAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MCE8432543.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB18
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEETHELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MCE8432544.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MCE8432545.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB18
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPDPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAAAIVFGSGLPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MCE8432546.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB18
MFKTSYAAAAAVMLIGGSASAATFSFTSSSYLDSNKQMTVDGLTLTAYAGIYADKPLSGANKDEILAADCSVSSTCSGYV
SQSGSGLGVAGNSFLFFPDSSFIDGTTFDDLLTLSFSQTVDFSKVDFSFWDDSDTFDLFVDGQLVAPEERSGETPFWLSG
LRGTSISFGADSIDDQFKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MCE8432547.1 YdiU family protein [Rhodovulum sulfidophilum]AB18
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLCAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQVRLA
RENTPQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQNVLERPFDSQTGADDLRAPPAAGEEVLQTFCGT
>MCE8432548.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB18
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHEGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MCE8432549.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB18
MSTAPLQPLAAFDIGPDGTTSPVAAPWPDATPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MCE8432550.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMAFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MCE8432551.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB18
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MCE8432552.1 hypothetical protein LZ186_13810 [Rhodovulum sulfidophilum]AB18
MTQEDIAPSQRETLSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MCE8432553.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB18
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATVAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MCE8432554.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB18
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPAERAVLAQALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAEIAGMHGQTLAHEPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVAGCSDADAAATLTAAVAAAVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MCE8432555.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGDGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGTDELAEGISVAQLLTRTGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MCE8432556.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMIPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTDAFQGYIARKYGRRFREFIGGEIKVDRARQVKTFYEVKSTAQLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MCE8432557.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB18
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>MCE8432558.1 RidA family protein [Rhodovulum sulfidophilum]AB18
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MCE8432559.1 phosphodiesterase [Rhodovulum sulfidophilum]AB18
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLEQVLDEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSMAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKALGAAILCWTVHSPAEERIARSV
AANVTFEGYVPAHPVPPAA
>MCE8432560.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTAIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDASGIFAVAPLYAKSHSQGEY
VFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSVHVTFCTEAEAEAGRE
IGLLHRVTQQFHWENRGYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDAFWRFYQDTGARKWGM
PYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYRAIDFAIAQGLDTVEA
GAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEEEQQ
>MCE8432561.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB18
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MCE8432562.1 peroxiredoxin [Rhodovulum sulfidophilum]AB18
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDRLTAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MCE8432563.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MCE8432564.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB18
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRHYGETAISILEAP
>MCE8432565.1 hypothetical protein LZ186_13875 [Rhodovulum sulfidophilum]AB18
MTEPLPRDADAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGATAAARSR
APRLAAWLGARRILLPTDVATAAERAVVVDLLELPWKGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MCE8432566.1 lysophospholipase [Rhodovulum sulfidophilum]AB18
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>MCE8432567.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB18
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITDLVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MCE8432568.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB18
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MCE8432569.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAEAETGMARLGQTPLFMVRPGEGALDDTL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MCE8432570.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB18
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MCE8432571.1 OmpA family protein [Rhodovulum sulfidophilum]AB18
MKTRRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLGG
RSTLQVIDPLKADLIAGGYRIAFQCAATGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEGL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MCE8432572.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MCE8432573.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]AB18
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDDWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VVKARSGRTREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAEAPRRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLNLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGTRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPESPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MCE8432574.1 DUF6478 family protein, partial [Rhodovulum sulfidophilum]AB18
RRRRDRAIHGADARRAAFHAAAATARLPLGSDWGFRPAPFADRVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVAN
SRAGEGAPFGLALEVSGFDGGFLSVVFELPSHAVEGLGRHHLIRLDAALGTEAPVDVFARISIRHGPNLAQLVRAVPPDE
ARIALDFDLAASDLHGHRADRMWLDLLFDGPGMNRILLSDIILSRRPRAEA
>MCE8432575.1 hypothetical protein LZ186_13930 [Rhodovulum sulfidophilum]AB18
MPLWRATTPIERENIGARLSEIWPDLRDGRLDQEPITPTSYNHWLDTRLSSLTDPNWLAGQPLFAAMSFCNLLGAELRRV
QDLPSDDREAKATGFHFAPRGALLHRSREGFTL
>MCE8432576.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB18
MSKGPETNTDSEPGRELEGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MCE8432577.1 FUSC family protein [Rhodovulum sulfidophilum]AB18
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDEPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MCE8432578.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKPDIDLFGVFVPTLLVLALGAYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MCE8432579.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB18
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEQKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>MCE8432580.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB18
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPETL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAAKDRMQARFEQLIDCWQSARQAKAA
>MCE8432581.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MCE8432582.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB18
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGATRILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEDEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MCE8432583.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGNWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MCE8432584.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MRKFLGGRTPEEWLGAILMTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPT
KLRLCMLTLADLLWLGFNAVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPAD
ARIGD
>MCE8432585.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MCE8432586.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQALR
MGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTL
DDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPIIV
SERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAWV
EEATGIMNDAIAAQ
>MCE8432587.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAVAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MCE8432588.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB18
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MCE8432589.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB18
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLSLGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYPLNDFVDA
>MCE8432590.1 aminoacyl-tRNA hydrolase, partial [Rhodovulum sulfidophilum]AB18
TRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MCE8432591.1 hypothetical protein LZ186_14015, partial [Rhodovulum sulfidophilum]AB18
SNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAATVSVRPRTETAIPAAAPPPAAEFEPPKRAVNDAG
WQDF
>MCE8432592.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB18
MLDGVMRRLIDPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMIALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MCE8432593.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB18
MLTAIVDYESGNLHSARKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEVTPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MCE8432594.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB18
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MCE8432595.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MCE8432596.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB18
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MCE8432597.1 transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRENLT
TAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIEAVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGTELLRLDPGFCDRETREMRFRLPCREASAHV
LEGIERAGF
>MCE8432598.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB18
MTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTR
ENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTLRREEILRESRLEL
SAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLS
RIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEIVCRDQMLAAQKEWI
>MCE8432599.1 S8/S53 family peptidase [Rhodovulum sulfidophilum]AB18
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRHDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPTEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MCE8432600.1 trigger factor [Rhodovulum sulfidophilum]AB18
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMANEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MCE8432601.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB18
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MCE8432602.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB18
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MCE8432603.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB18
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MCE8432604.1 YceI family protein [Rhodovulum sulfidophilum]AB18
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKVAD
>MCE8432605.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB18
MRGLFNRPITKLSFAPPTPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERSDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>MCE8432606.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB18
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MCE8432607.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB18
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLVSPEAGYVTGATVHVNG
GMAMV
>MCE8432608.1 acyl carrier protein [Rhodovulum sulfidophilum]AB18
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MCE8432609.1 hypothetical protein LZ186_14110 [Rhodovulum sulfidophilum]AB18
MAVRSDQRMNPNFQIKTQEFMNLFAAPAMDLDRSGGSPWRRLLRNALANERSYDIQMVPPQLQSGNSEAIGAVYIATGFE
EAGQITTRTNANQSALFREKMRAAMRTGPSASRRLPCFLYFRRTFSPLSAI
>MCE8432610.1 transposase [Rhodovulum sulfidophilum]AB18
MSRQPRRHFTAEFKEQTAARLSEPGASQTSVARELGVRPSQLKGWRLELVAAGSAEAIRRQQAEAAELAELRREKRRLRE
EMEANAMR
>MCE8432611.1 DUF2339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MVQYGVEQGLLTPPLRVLGALVLGVALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPA
LAGMAAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAG
ALGLLWLHEPDARGLALAALALGLGAVLIPARSLRPVQGGPMTGQGLAGWAAPAFPTWIAAAGGALASGAGLVLMLDGAS
PAAAALGYALLLLVFAGVALGLARAPAFEDLALLPGVAALVGLGLHAALDGPLCSAFRAGLDRLPESPAPTTVWWLVAGG
AALSVIAFLRLARQIGTDHRGLWALGAAVLLPAVILVLEFLWAPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARG
FETGLFAASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAIHGAGT
LDVLLAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGGEGFETHWAQGLTATVWILAAFAQIWR
LPHDPSLLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGAALLGRPGRPGA
RWLRPGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTV
AKVFLIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MCE8432612.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB18
MAPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIAEMREINDGLRRAQSSDEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>MCE8432613.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MCE8432614.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB18
MGSGLKLSHVVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>MCE8432615.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTGTNDGFVVFDRVQKSYDGEVLVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MCE8432616.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB18
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MCE8432617.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MCE8432618.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRRIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MCE8432619.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSQMDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQH
ALWNSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MCE8432620.1 host attachment family protein [Rhodovulum sulfidophilum]AB18
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDLDKDIVGVAAADLPRHFEDVIVF
>MCE8432621.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKKENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MCE8432622.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB18
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMAWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MCE8432623.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB18
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGPPADWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSPALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPALVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDALKALLGAAGGETTPGA
>MCE8432624.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB18
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARAGHRHYLATDIAAPVIRHRLGAIALDTIRYDEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLDDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGADRVLVTHGYTGPFRRWLAEQGYDA
GIVATAWEGETTEGDAE
>MCE8432625.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB18
MADVHVTEPIHPDALALLASAGLSVSCGWKDDDPAAGLATARAWILRTFAVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFEQLAPLELSGMRMLILGFGPIGQRVAQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILSLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MCE8432626.1 hypothetical protein LZ186_14205 [Rhodovulum sulfidophilum]AB18
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8432627.1 hypothetical protein LZ186_14210 [Rhodovulum sulfidophilum]AB18
MEQLIAEVRAYAEATNKSPEKVLREAIGASWGAWAAWQAGTSGPTMRSADRLRAFMTANPAPAKQEDTAC
>MCE8432628.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MQQETSPYFRPVSLCNLSSMGEIGDDFLAGLERIMDARGLRAAPLSEAAGLSKSFIRDLRRGKAASPKLDTAMKVARALG
ISVEEILAAANGSVAGVPTISIAGRVGAGAKVPVFEAYERGAGPQVECPVGLSPQGIAAVEIVGESMEPVYSAGDLLFYS
RPTHEGVPSEAIGRRCVCECERGFGWIKLVKLGSQPGYFHLIALNPDAENQHDVRLKWAAPVRLHWPADLAKRV
>MCE8432629.1 hypothetical protein LZ186_14220 [Rhodovulum sulfidophilum]AB18
MKTILTTAVLALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGGESS
DT
>MCE8432630.1 hypothetical protein LZ186_14225 [Rhodovulum sulfidophilum]AB18
MPRIPKIPELPATYGFGTWRDALLGLFIGLAFIGSAWGGLTLARIAKASL
>MCE8432631.1 hypothetical protein LZ186_14230 [Rhodovulum sulfidophilum]AB18
MAAILAIAPQIADRLAAEAAAARIEANTARVVAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MCE8432632.1 hypothetical protein LZ186_14235 [Rhodovulum sulfidophilum]AB18
MSVFDSIAPPPDALAAFVAEWRGASPEVRLAAIRGALHRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAT
RLCPFD
>MCE8432633.1 hypothetical protein LZ186_14240 [Rhodovulum sulfidophilum]AB18
MADESTAPDIAPDAEPEWILKFSIKGGDTVEWVAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>MCE8432634.1 hypothetical protein LZ186_14245 [Rhodovulum sulfidophilum]AB18
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRVRLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MCE8432635.1 hypothetical protein LZ186_14250 [Rhodovulum sulfidophilum]AB18
MAEILTRSFGRFEAEATPAKARLTIRRDGKDMMRLFGRDLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRDAIAE
LVDSVMKEGKPDA
>MCE8432636.1 hypothetical protein LZ186_14255 [Rhodovulum sulfidophilum]AB18
MNKHLRTDDRVRRLVSAVEACGKTVQRVIVRGREVELILLRDQDEIDEFEAMDLRR
>MCE8432637.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB18
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLDAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>MCE8432638.1 hypothetical protein LZ186_14270 [Rhodovulum sulfidophilum]AB18
MVENRLSWRRFCGPRPAQPGPREWARERHQGGRDHTEIWAIALAHMARKDMNTRRTVGYSKAKSHADGSKPVNRALPTFG
DTSLISIAP
>MCE8432639.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MCE8432640.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB18
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWSPLGWIGLGLTVWVYYFFRDPERMTPVRPGLMVSPADGIVSLLEP
AVPPVELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQTLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MCE8432641.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB18
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>MCE8432642.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB18
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MCE8432643.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MCE8432644.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB18
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPATGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MCE8432645.1 malate synthase G [Rhodovulum sulfidophilum]AB18
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPV
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
SPDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSIAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLSMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>MCE8432646.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB18
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVIAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MCE8432647.1 hypothetical protein LZ186_14315 [Rhodovulum sulfidophilum]AB18
MDKQTVFAVEALEVGARAAQARGLGLPCGSLWQGRPARPPGLGNDLRSRAETLCIADETGSQIKRKLGPGNMADLIHLAI
ATGPSTGSTGAKSRGRAAAT
>MCE8432648.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB18
MRTLLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASTPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRNFARPGESQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MCE8432649.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]AB18
MALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFNARSSACF
PKARAEAPTPYAGAVSARIVATDPATLAAAPTRAAELDFLRDRDLAGARAQAGKLPQDHPVDGATLDELRRAAASARAAN
RPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASINAYLRGGTPALRARALDVMAGALEDLGR
GRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDPGLAVTVE
DRRLCVEGLSHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSGRLDLTLY
RMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLDEALAGQPAGVYALSAAIPGEDP
YEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTRGRAGAAP
AMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSR
PDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASAKVLVEDFLPERIDFELGLPEAPIDPAAPPL
LSVEARYLFGAPGADLPIEGEVQLAAAAGLPDYPGFVFGRYDTEIAPAMAMIVGAGRTDAAGRAQIGLTMPALRAEGKPV
EARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGLPENTPLHWALNRVETRYQWYR
VDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDMLELSLDK
PAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGHNPARALG
LAHATVDPGPHRLSAAFEVPAEAEPRQPLDIALKVDGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQRKLGMGL
RDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGADGIAHARLDIPAFNGTLRLMAVAWSPTGV
GQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELTRGGKTALSIPIA
AGAPGVQHVKVALSTPDGKQLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMLPGTGRATLALGPVARLDAA
GLLASLDRYPYGCTEQVTSQALPLLYLDQMAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDFWLDAYVT
DFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTKAGAFATPLAAGQL
GAALAAYGDPTRADRMFARAARMMAGRMGRDEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAATDRPLST
QEASWMLLATHELIDRPGTGAGGEGFTLNGAPLTGPLVRLLTPGDGPAVLGNDSGRPETLTVTSFGVPEVPEPASGNGYA
ISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEVRHSEA
RQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MCE8432650.1 response regulator [Rhodovulum sulfidophilum]AB18
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGVPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGTG
>MCE8432651.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB18
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEAAHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQAEPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MCE8432652.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB18
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MCE8432653.1 YggT family protein [Rhodovulum sulfidophilum]AB18
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MCE8432654.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB18
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>MCE8432655.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSALYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALLITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYALSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPISIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MCE8432656.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB18
MGTCLAVLLAVSLAVPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHPIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCNRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MCE8432657.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB18
MTRLLPGIFAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLGVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MCE8432658.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVEISE
>MCE8432659.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
ELAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MCE8432660.1 recombinase RecA [Rhodovulum sulfidophilum]AB18
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MCE8432661.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVE
RAGSGLFLWRFDSSAADGPEIALPMVRLDPAGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLL
QLRMADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSD
WLADAAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNL
LTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLR
MRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRL
SKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVL
LVEDEAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYA
EDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGQLDKGKLPEQVP
>MCE8432662.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB18
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALERLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAARLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVTDMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLDGTALGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLARLTA
LQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>MCE8432663.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB18
MRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWATGMRAAAAAARAAGLPWV
LDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARALAERSWAVVAVTGPVDYV
TDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGAAGPGSFAVALIDALHAMT
PEMLERGARVSAA
>MCE8432664.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB18
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGFGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MCE8432665.1 hypothetical protein LZ186_14410 [Rhodovulum sulfidophilum]AB18
MRLRRLVLAAIPVLAALGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQVVGYGKAAFLFHMLRAELGEEDWQAGLRRFYSERHDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAATPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MCE8432666.1 siroheme synthase CysG [Rhodovulum sulfidophilum]AB18
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLCWVARPVEAVDLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEVLPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPTVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFIQGRLMMHGAEAATPVS
VVENAGRPGERILAATLGTLATEIASAELTGPAVILLGLAPRAAARSLPLLQEAAR
>MCE8432667.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAEAESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MCE8432668.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB18
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAVGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAGAALADIRTAFRAPGFRAGGTAIPSGSPAFRAWADTNLSD
HRREDHAIVIVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MCE8432669.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB18
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MCE8432670.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSTAILVTDAGFAPAGPAEDWLSPADLDGPARPDPVRVALAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>MCE8432671.1 divergent polysaccharide deacetylase family protein, partial [Rhodovulum sulfidophilum]AB18
IDIGAQGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGEAFDRIDGGIALVTP
EEGGFEGDRDLSGAVLGLLEASGHGLVTADKGPNDALRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQNGQ
AVIVGHSHPETVTAIYAWALLSGPADAVLAPLSAVLRQPRP
>MCE8432672.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB18
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MCE8432673.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB18
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKVNAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKAT
>MCE8432674.1 phasin family protein [Rhodovulum sulfidophilum]AB18
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MCE8432675.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB18
MSDVKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MCE8432676.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB18
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MCE8432677.1 hypothetical protein LZ186_14470 [Rhodovulum sulfidophilum]AB18
MTTIPTEKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MCE8432678.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRDRFAALLQTVIAGLREGR
>MCE8432679.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB18
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGDMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MCE8432680.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB18
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLADGTEKTARHILIASGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRGDHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MCE8432681.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB18
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGGPKFTRTGVALAVLAA
GVAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVD
FQVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDK
ADPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPE
VTRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MCE8432682.1 protease modulator HflC [Rhodovulum sulfidophilum]AB18
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAPGPAAD
>MCE8432683.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB18
MEKIILGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>MCE8432684.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB18
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MCE8432685.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIASERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDEH
>MCE8432686.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB18
MTGGVVNLRQARKARERAAKKAKGDENAARFGRTGGQKAREELDATRARDALDGHRRTPDDEA
>MCE8432687.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB18
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MCE8432688.1 ClpXP protease specificity-enhancing factor SspB [Rhodovulum sulfidophilum]AB18
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDKDEDEEDEASDLPEAEPHDNGTGNGDAQIVSLDKFRK
>MCE8432689.1 hypothetical protein LZ186_14530 [Rhodovulum sulfidophilum]AB18
MIRFLSKSCYLVFLAMLSVVAGVVLPVTLAFGAFALWDHDYLKGGALLCFTLFGLYITQFAFDVRKKIGRNRDEPAPDRP
GQD
>MCE8432690.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB18
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKL
>MCE8432691.1 hypothetical protein LZ186_14540 [Rhodovulum sulfidophilum]AB18
MNKLIELKVCGPEAQEAVKAKALRYLPMLPVLLNLLPYYLCVYFERERLSDLWNVARPAMLGFNAFIAFMFFFSIALYYY
LYFSKRAEAVVVGLLLFSTVPMHLMALGVSVFILKSFAFTAITLLATLFAASNFRKANKAIDDEALHRYAQGVIINDDGR
LKYCHGVDFEDSLLAIKSVGRGRYVMECALAIPMILLMLLVWPVVFTDDKFQNNIPVITLFWFIFVVFGVMLRGVALSQA
WLLYRVLRLVRSP
>MCE8432692.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>MCE8432693.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB18
MILTISTVTFLPPMAKAQEQVSPEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGT
NLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITAKPSRVQEG
YLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQK
IEALPNLIMLKPYDRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGE
FWNIDEAREKVFNQDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLS
AGLRQNWTESSYDGAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGAT
NDTVEVGFATAFADGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEI
TSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLG
LTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MCE8432694.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MGHAFGEAGGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQGGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHLLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPLRIESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKMNRKG
>MCE8432695.1 hypothetical protein LZ186_14560 [Rhodovulum sulfidophilum]AB18
MRGKARTLKSGLIQIVAEILERLSREGVLDRDDAWEYLANAREAWRSPAEETAVAERLAADAEYRLRDELLDGEIF
>MCE8432696.1 hypothetical protein LZ186_14565 [Rhodovulum sulfidophilum]AB18
MSLDINNFPLVWMSYDEAPDHDHDEDFAALEVCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKAELQTLVL
AMIVIEPSAAKRLAFKTFGAVFSKFWGFPLKIAVTRKEAMDVAENLLSEGVVPATS
>MCE8432697.1 hypothetical protein LZ186_14570 [Rhodovulum sulfidophilum]AB18
MLALAARRATDWAMLVLGGLLFIMSTLAGVFDGLRDGGHLVGLELLAVTLPGMVALIFTLRHIRST
>MCE8432698.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB18
MYLDVRPDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLTHSV
FGSGEVECLSLFIDPPESANLPKDCCTITVSRFFRELLMRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGD
PRLKKLTDLLIAAPADHASVAEWASRVALSERSLSRLLAEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESA
SSFVTMFRKMVGKPPSRYLLERSRLR
>MCE8432699.1 cyanase [Rhodovulum sulfidophilum]AB18
MKDLTMSEDITKEDVTALIIRAKKKAGLTWEAIAEKIGMSAVWTHSAAMGMNAFTEEKAKALVALLDLPEEATDALVESP
TKVWQQTVPTDPCIYRLYEIVGVYGPTIKALIHEKFGDGIMSAIDFDMTVERVANPKGDRVKIEMSGKYLGYNAW
>MCE8432700.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MPDSVFVEKLVRITGVGIWRDHKPKSPDTDFARKTIIYGFNGSGKTSLSRIFSSFEANSLANGLDDRAKFQAKLSDGTIA
TDANLVHPLGNHLLVFNSDFISRNFQWEKGSALPIFHIDEENIDKVNELRQLEADLETASAEARAAETRLETAEKRYKAK
GTEIGGRVRDARGTGYTQQFNRGNVDREYSEKEFTEQDNLAGDKIDECRAIIRQSDPLPKIDLAFELPEGFLDELKTACD
LVQRDFSAQLSSDLTTHPNMLAWVAEGHRYHEENQLVSCLHCGNEISDQRRKTLAALFSKSWQEQTNAVTAAIEWCGRSR
SLLRGWLEGLPSQSAVQSTLAKGFGDAEKEFRAKVISTGKAINELQEALGERQRNPMANRTVPDNVIKLLGVDWSTGFVD
AKKRLLTVISEHNSINDHFRQRKDAAANALKAHVLFAEQASYRQLKRKTAEAEEHNLKAQDAEKELKEKAETLRNAIRKH
GIAANELNKLLHEYLGHNSIRLEPKDEGYQLVRADGSIAQNLSEGEKTALTFCFFLTQFEAEGRDKKRLVVVIDDPVSSL
DSNAQTYAFGLLKKHTKRVAQVILLTHNLKLMHMAKRAFFRGVNFAATVPQGLLFVDCRDDGKGSRESALVKMPSHLAKY
DSEYQYLFSIVFEASDKQSTDYLYLLPNAIRKLLEIFTAFAAPDKASFAEALFDDSGKIKGLDQAEMNQLERVCQIESHG
DIEAVNSLPALTVEESHRAANGAMKYIRERDRKHYDAMLRIVKKPVAA
>MCE8432701.1 plasmid recombination protein [Rhodovulum sulfidophilum]AB18
MKDVLDVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNENARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLVVHLDETTIHAHFTLRAYTNAG
LSMSEAAKRGTLSRLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRSVRELHHDLPGELESLRQRRAEEQKALV
QATNERGVQQTKLDAILVEIDELEAELDFAREELQSRQLELARLKTDEKAHQSELDALRASAEKTRRHLAELDAKAVEEE
KKEKRRRTYQLRLEKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREADLAHREHHQTQQAEVAQALAADLDARA
GEISLREGEVAAARTELVSEAEEVRAQKKELDASLQAIDHVVAAVKTGQIRVSDNGKITMDDPAPLLAAPKSLRERLMPG
ILRLVRKIDATEKQASLVEKMMRRMQRLFGRPDLPEDVEHEAREIEADWQGGHL
>MCE8432702.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]AB18
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>MCE8432703.1 hypothetical protein LZ186_14600 [Rhodovulum sulfidophilum]AB18
MATCAFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VERPSDLPLKRAAMLTRALIESESAEAFTGLYGLPGSHAHLFACTEGGVIGARARRTLAAHQAHLDAMAELGEFNDPGEG
WDEVAPEASSMPKPLACEH
>MCE8432704.1 hypothetical protein LZ186_14605, partial [Rhodovulum sulfidophilum]AB18
MNTHLPPFPDSTHDQPVPVGLPIQRHWQDVAEAKGFEITARVDDRYHLMLRCHSCGGAHRSKLYVLMTCQPLCPHCMDAR
WRKDAEAAGLIWLGRDPDGRHYGFYQAPCGHKLRRQFELVKRIAAGECAHPANLRRVLPPTLQLPPIDREIMLRLLGQTH
SATGKVDRTLITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSD
LAAW
>MCE8432705.1 hypothetical protein LZ186_14610 [Rhodovulum sulfidophilum]AB18
MVVTTKTKFESVMDFSCVLTPRNIPLDSLSFINTKLISIEILANDLPVLADAHFKQEFKRSEDNPEVATYNSIFQSRIAS
SCESLCSSVYGAGEIAAKFIGPRFHPQMPNNFRGLKERLKAGDLKDYGLNPTLFDFEGHELILAARSETSHYSSVFVAMP
SSERRTLSFKTLSEDMQRVETSSIPLEIFVSSALASIENLKTLICIFFDNVVFPQLNLDIMIRGNVSRDSRGIPIVKNGL
LSPLPDISVRDHIIRCGLEHLL
>MCE8432706.1 hypothetical protein LZ186_14615 [Rhodovulum sulfidophilum]AB18
MLVEVCGDQVEGQVALFGVEYRMRSNDVARWGREVPHPECDFGRVKDAVDLQKSLDRAEALWVRANEFCHAAQTLFGGHG
QGKLTSSLLLLGYCAELIAKKRLLERGVPEDSLSRQPYSHNILSMWQSDPKLWEEAEIVYLESGGRDDFLIHMCVLDYLC
GGRSKYSIRYNEYRAHYPEARYLLPVFLEIIKRERMRQEAWAPTLSVQEYDSRKFR
>MCE8432707.1 hypothetical protein LZ186_14620 [Rhodovulum sulfidophilum]AB18
MKLKIRKAFGRVSLWLMLNVLVFAGLLGIDLSRLPKPSWWEDVVPLATSMLAGGLVSFFFYWLVVYEPERRKRHIIKRNL
SKMYARIKEEILYNVVFASRKGGRVDLVASPDIIKSLLTVEGFKAAFSDGREADEGFYAFENQMSDDTPEFREIVLNLEL
LAKQIEFILHNYTMDDEHLFDFFKGLELLLLRLRHSSPGYDESKPLCSFIYQLFSGWSQIEGYLGYSVVDKMIEDI
>MCE8432708.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB18
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPPEAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>MCE8432709.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MKATRQKSRPSFADHVYNTLYGRISNGDYPPDEKLPSETTLAAEIGVSRPVLRDALERLRAEGLIVSRQGAGNFVRAHQS
RTLGYGRIETIADIQRCYEFRLTIEPQAARFAAERRNDEALANLSNALDLMRAATGSMLHREDADFTFHIAVAHAANNTF
FEATLRALHEQISAGMKMHGQSLLREGGAGLERVLHEHQSIFDAILASDGEVAANRMTAHVRHSQERLFGGASIDLRMPA
KK
>MCE8432710.1 hypothetical protein LZ186_14640 [Rhodovulum sulfidophilum]AB18
MTPPRLLIVADDLTGALDSAGEAASLGIGTRVFLSPAALAAARECTLPPVVAVTTGSRDGTVAAAAAAMHNVCACLSWLR
PERVMKKVDSRLKGHVAVECAILADALHRRQIIAAPALPDMGRVQRHGRLTGAGIETPLDIAARFSGLSPHVPDITDAAQ
MKEAAELDGLPVGARSLAAALVAQLWPDATRQGTPPLPGPAVLAIGSRDPITLAQVERLDLPLYLAPDGRLPLDPPRPPC
VMQMVSGGMDRSAAEAGADFAEGLTKMIMRDAVGTLIACGGETAAAILARLGVDRAEVFGLALPGIAVVRAALPGSRVLT
IVTKSGGFGAADMLAQLVNLVDNRPTPTEVRKYRTRE
>MCE8432711.1 exo-alpha-sialidase [Rhodovulum sulfidophilum]AB18
MTEVMADTAFPATDLPTPRVQNHASFLHELPDGTVLCAWFGGTIEGKSDISILMSRFDGRNWSNPVQLSDDPARSEQNPV
LFTAPDGRLWLIYTAQPGGRQNEAEVRFRISDDGGQSWTEPCALWSQKGIFVRQPVIVADDGAWLLPGFRCRVEEGVAWT
GENDDSVVMVSHDEGVSWKVYEVPGSLGCVHMNIVPLADGGIAAFYRSRWADHIWRSHSADGVRWSAPEPAGLPNNNSSI
QAVRLDDGRIAMVYNHSSREDAEGRRVSLYDEIEEDGAAPAARPGRAFWGAPRAPLSLALSADGGQSWPDRIDLAFSDGY
CLSNNSADQVNRELSYPSILQDRNGRVHVTWTHFRQSIRHMIVPLDEQHG
>MCE8432712.1 TRAP transporter fused permease subunit [Rhodovulum sulfidophilum]AB18
MRKISNFDTWWRALQAVLSVFYVAFLVAQFFHPASPLAAASFHVFMATALVFAWTPLAWEGRARYAARIIDIAGVALSLM
VVALYAGEIFRLERRFEMIDPVLPVDILLHVLGLALIFEAVRRSVGWSLLAVVLIFLAYAYLGPWFPSLMQFPGFSLPTQ
AELIGMKTDGIFGVTASAAINFVFYFVLFGSVFTITGGGQLFIDLAMRATARLKGGAAKMSLVGSALFGMVSGSAIANTT
STGVLTIPIMTRSGYSKEQAAATEAIASTGGQLMPPIMGVAAFVMADMLGIPYITIAAAALIPAAAFYFALYIIVDLRAR
KSGVGDVAPELLEIPPVIPRLHLLAAPVAMIATLIAGYSAPYAALVGTAIALVAPVLRRSTRYNLSQLFETVLDTARQMA
WISAPLAAVGVVMVVATQSNLALKFVSLLSDMGTDNLYLSLLLAIFGCIIMGMGLPTVAAYIIGSLVFVPALMDLGVDRL
AANLFVLYYCVLSMVTPPVALCSYAAAGIAKSDANRTGLVAFGYSLVIFLVPFGFIKDPAVLWQGSAFQIATGAAGMLLA
TFCWAVFLIGWLRGNLSLPERGGFALASLVLVITPTLTAGWVISVTLTCLLLVWRFALRPRLVTA
>MCE8432713.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB18
MRHIRTFATATTLAVLPLAAFAAPVDLRLITMEPGGSWYSYGSTFSEIIQGSEGENELNVEVLPRGGGMTNPVAVSQGAA
DLGFVSASAAIWARDGIGEEFEGREANNALAIVGGLQLAYTTIAVRRDYVEKSGLTTFDEMVASDNPPRFVLKPAGSQVP
ILANYMFEALGSSLEDMRDRGAITQISTAQIAQMLRDGTADVYIENAPVGQATMSEVTLTTPMVFVPASDTVLDHMSELG
APAANMPEGSYPGQEGAYRTSMTPTILIANADMDEEVAYQLTRALVEQREKIAEAFPALAGWDPEKGAQPDQAVIELHPG
AARYYRERGWIE
>MCE8432714.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB18
MLDQPLEILQPGCVRNGAGQAVRAASWLRDRGLTRPVVIADAFNATRLNVLGLDGAACVSVRPEPDLFDLNQAVTAARAA
RPDVVIGFGGGSAMDVAKLVAVLQDPVTTFDDISGPGRAGPRRAALMQIPTTAGTGSEAGTRALITEPGTLRKIATESLH
MLADMVILDPGLTVSLPGPVTAATGVDALAHCVEAFTSRRAHPVIDHYALEGIRLIGRFLPRALADGDDLEARAALLLAS
FYGGVCLGPVNTTAGHAVAYPLGTRHHLPHGLANALIFPHVLAANQGACPDKTALVAAALDLEQGRPLLQAAHDFCAGLG
LQMRLRDHGVPEDDLPEMAAEAHAIRRLLDWNPRDLSREDILALYRAAY
>MCE8432715.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB18
MTSAEPRRAYVATVTCFNDDETLNLDQSRAQVRRQVEAGNDILCAGTNGDFTALLFDEKLSLIEAVLAEAAGRARVMVNV
GAPSTFETVRLARAAADLGVDCVSVITPYFIACTQEGLRRHFEMVADAVDVPVYLYDIPARTQNHIEPDTALTLARHGNI
CGIKDSGGSQKTLEEYLEVSRQVEGFGVWSGPDHLVLWALKNGAAGAISGLGNVAPHLLAGIVRAFNAGDMEAAEAAQAR
FGALRTDLYALGYPPAVAKRALYLTDPGVGASRQPALMPDAAQDAAIRDILDRHDLAATV
>MCE8432716.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB18
MTNPLIAITMGDPSGVGAEVTLRAAADLPADQRAGLIVIGDRAVLERARDALGLALELGDGPGGLRLRHVPVEGLPDRFG
VLSSSCGEASFQYIRTAVEMAQAGEVSCIVTAPINKEALNAAGHHYDGHTGLLAHLTESRGSWMLLASERLNVIHVSTHV
ALKDAITRATPERILETIRTGHSHLKRMGIEAPRIAVAGINPHCGESGLFGTEDDAQVAPAVAAAQAEGIDVQGPISADT
VYHRAYQGAFDLVVAQYHDQGHIPIKLVAFDTAVNVSLGLPIDRASVDHGTAFDIAGTGKANHVNMLSALSYARNLAQAK
RHA
>MCE8432717.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MPEPRHAIVTGASSGIGLAICNRLLADGRKVTGLSRRAPEATLGSAFTHRPVDLLDEDAVAAALPDLPAPDALIHAAGVL
RVGDHASMSRAEGSQMWRLHVDCAAQLIQHFAPRMPQNGRIVLIGSRVATGAKGKALYAASKAAVTGLARSVAAELAPKG
ITVNIVAPAATDTPMLRDPARQGVGPAYPPIGRFVLPEEVAGTAAFLLSDAAASITGQTLVICGGASL
>MCE8432718.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MGTASGPLRALGAVVALGSALMSALAHIFIRKLSQTEPTTAIVFWFIITSALLSLLIIPYGWVLPAPVTLALLIGIGVIG
GLGQICLTAAYSHADASVVAPFEYSSMIFAIAIGWSFFGEIPSRTVLSGAARDPGRRADQLERTQAERDAQDDCGRLGDR
>MCE8432719.1 IS5 family transposase [Rhodovulum sulfidophilum]AB18
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPVAYGPHKTLYNRWKRWSDKGIFAKMMAGL
VAEHGEKQTVMIEVSRRTPCVRVSLRKYLKAHRTSSSLGVKKGGRGRLIGRTKGFEGLRNGPGDRFARKRNTKLHAICDS
QGRPLNLFVTAGQVSDYIGARALCDSLPNVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRRYKRRNRI
EIMFGRLKDWRRVATRYDRCPKLFLSAIAFAAIVIYWL
>MCE8432720.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB18
YLTLCSLPVPRHVATAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEITELPRADTARRAE
FIAAHLGSGLITSK
>MCE8432721.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB18
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERNETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MCE8432722.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB18
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTIQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MCE8432723.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB18
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MCE8432724.1 SIR2 family protein [Rhodovulum sulfidophilum]AB18
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSASGHAA
VIEGKLTRMETRFLDELGIERLDLPLAGLAEALATTA
>MCE8432725.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB18
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MCE8432726.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB18
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MCE8432727.1 hypothetical protein LZ186_14730 [Rhodovulum sulfidophilum]AB18
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELATPPPTERNSDVDR
>MCE8432728.1 4Fe-4S dicluster domain-containing protein [Rhodovulum sulfidophilum]AB18
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MCE8432729.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB18
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARNAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARAGLSAERA
>MCE8432730.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB18
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGASGNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPPAGRPPAAFAPEPQDERARLVD
AMERAGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>MCE8432731.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB18
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MCE8432732.1 hypothetical protein LZ186_14755 [Rhodovulum sulfidophilum]AB18
MRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFPLACCRMPGLDWEAADRWCDGALPTA
QAATAGALSPASLGAALAALPVLSGDAPEPGLWTAAPPAEEDRPVAQILTDLMGPIGAV
>MCE8432733.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAVEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAADCDRALEEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MCE8432734.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB18
MTPAASLREEARLVVLALQFVTRLPLPTDAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAVQVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAVTLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWV
>MCE8432735.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB18
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAIDRILTSPLMRCTRLAEHIGAARGLPVTADPRLIEID
FGAWEGIPWAEVPRDGLDHWAGHFYESCPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MCE8432736.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB18
GLEPLLAEEARAAGFATPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKRARKVDWAAVLRPDRP
VRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRRGHKQAVGKAPLRETM
AALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFANFDAGAWAAMKAPAPALPAGVRFFGSDRD
DGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGATLRDRFAGWRVGLVT
SDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>MCE8432737.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB18
MTRQVAFTSVKKAPGGKAKRCILDVTLAVNGLPFATAELKNNIGFSPQRADDAKKQYMRDRDERDLMFKFKERALVHFAV
DPDEVWMTTRLKGGETFFLPFNKGRNRGAGNPPVEGNWKTAYLWDEVLARDSLLDILQRFMHLEVKEKKVATDRGPKTVR
KETMIFPRYHQLDAVRKLVAHAKEHGAGRNYLVQHSAGSGKSNSIAWLAHRLAGLHDAADAKIFHSIIVVTDRLVLDQQL
QNTIYQFEHKTGVVEKIDENTQQLARAISNGVPIIISTIQKFPFIAQALRTLEDKGEELTLTTAGKRYAVIVDEAHSSQT
GETASALRGMLNKDGIEAAIAAQLSDVEDENLTDEAKRAILRDTLRRGKQPNLSFFALARELYERIRAGRRH
>MCE8432738.1 hypothetical protein LZ186_14785 [Rhodovulum sulfidophilum]AB18
MAAYIADTLCDHPTFGRVKFQKLLHLCEAHLEFQEVAGNYHRDAAGPFDTQMMRSVHSQIEKQGWIAPVKGDKGWTYARG
EKVNGYRDHFDRYFGDRKEALEDLLALIAPMKTQQAEIVSTAFAAWNDLLLEPTDDHAAGRLHLGQEGPRRQGQALYP
>MCE8432739.1 TniQ family protein [Rhodovulum sulfidophilum]AB18
MFSTVKPLPLNVKYHHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRNTPALA
SPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTSG
FSPPEPQIANDQDLLFEHYLKNRIEKGPGNTWLDRLPFHVAAQTCEGFGLLLTLGPKTRRETATPAQWAAAGTAGFSVLR
RGPDAFRQKLKDIQQAHPVDNTLYRTRYRVFFEWLRHRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHSL
STARSRYGMSGWKLARRLASMGLAERKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGLV
EKYFDEKNASPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRDRIPTERVVEIILRNRLPLHAAAPATARFPDFRL
SLAELREVIATDHQGTIRPTRAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHISVVELAAQ
NRRLPGVEAVIQLDRGAKPLPLGPRANMIFRRSDVL
>MCE8432740.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAITHLLAQEGQRL
ADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELDS
VTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCERANLEPEDDVLELS
HGERVVHAAANQFGIAIVLILDAIEDAYLQGQETLNRQNFIRAYHRRTSCDAEFNPFVVPDFMRIDARQVFSRENRT
>MCE8432741.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB18
MTLRFRFSKSDMITTAGVAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVEV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTRESYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWVRAYQSASGSPLALIPETHRSGNRTRIWCPRSEALMNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAM
VVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSSNGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNF
EMGRRWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQIFEDKTPLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQA
TIASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLLAGRTFFDTVDRGDYPSEMLACLCDDDLIKILLTYIVDIYHNQ
PHGSLNGETPNAAWKRLVSEHGTPPIPDGLTLRKAFGRPMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQ
DIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAVRHAHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTD
GEVGRADAALRYPLRSDAQLLGRVPPSNDLLNDAISITPPHDKDESEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>MCE8432742.1 hypothetical protein LZ186_14805 [Rhodovulum sulfidophilum]AB18
MGCAGCFPQPPAISYVGSDGRPARHIFDFLITKTDGERIAVAIKPMQRVMKLNFASELEAASAAASKSLADRVLLVTDQH
IDRVAAAEAARTLAWSRPSLTEATA
>MCE8432743.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB18
MQLLSFARDGIPVVGVMNEGIVHALDDLVPGAPSSMIDVIAGGDDLASQIADAIEDAQAGLGGLEELDLLPVVPNPGKVV
CLGLNYAEHAKEGGRDVPTQMTLFLRANSSMAAHGETIPAPEVSDKIDYEAELAIIIGKRAKRVDVENALDFVYGYAPFN
DISVRDYQRRSSQWTAGKNFDRTGPLGPVLATKDELPRGAAGLSIRSILNGNVMQDGTTSDMIFDVARIVADVSECMTLE
PGDVIVTGTPSGVGFARKPPVFMKAGDRIEIEIEGLPRLVNTMG
>MCE8432744.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MPEDGGAAARPVVRRTRVTAASVVSRKIRADILSGVLTPGERLKVDALCARYEATINPTREALNRLVSEGLVEVADQRGF
SVTPVSLSHWRDLVHTRCLAEGTALREAITQRTEQWEDEIVLSLHRLRKTPRFLPGNSKDANPEWEPVHRRFHDALIATC
GSELLLKFCHDLGDMASRYRHIAAIAPSARTTYNDEHQDIANACLEGDIDGAVSQLTEHYRVTLGVVEEYLRTLDEGPED
GRT
>MCE8432745.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MRLHSCLKLTSFIVGAAAWGGVATAQDLEQVTVVVPNPSAILYMPIAVAMGEGYFEAEGLDVEVEAVNGSGAVLQALVSG
QGDIGNPGAGPFLQARNRDVPVKFIYRLNPNSSYGIVVPEDSDYQSPEDLRGLTIGVGTADGAEAAFARTIFSEAGMQGG
EDYEILVVGDGGQATAGFLREDIDAYVAATNDAAILNGRGMPVRNITPAEFRVYFGNGLAAMESWLEENEETVLAFGRAL
VRGAEFAAQPDNIEAVIDHAAAQNPQEGEDRDFARNLVEQIIIRQTPFEPERGWGYQDLDAWQAWQDSLVSSGELDEPIE
DLEAVYTNEYIDPWNEAVQK
>MCE8432746.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MIAELRKLDEGAAPAAPPIYELQGVGKVYGNGLEALRSVDLTLPRASFSSVIGSSGCGKSTLMKIMAGLTSPSKGSVYLA
ERPVLGSREDIGMMFQQATLFPWRTTLDNILLPIQIRGGRKAANAKRDDAIDLMKLVGLGGFEDAYPTELSGGMAQRAAI
CRMLITEPAVLLLDEPFSALDEIVRDFMNMELQRICMEREATAFLVTHSIGEAVLLSDTVYVMAPRPGRVVRAVQIDLPR
PRTLDMMNSQKFGDYVSEIRNLLGEEMNP
>MCE8432747.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTDITPSDALGPSHAVLPTEDRRSDTVWTETTSFADRIPKPIAILLLGVIILVVWHLAATVGVVSTIILPTPLQTANELV
VVGTNLLTGGYMLGALWITFLEVLLGFLLATVIGVTLGVIVGETSFGERAVMPYLVALDTMPKIAFAPLFVAWLGFGIES
KLALATFMATFPIIVGTAAGIMSAERNAVMLFRTMGATRWQALTMMKIPTGLPHIFTGLKIASLAVMAGAITAEFLGGGK
GFGELIRVSASQLDTARVFAFIIYLSLVGVLMYGTVRLGERRLVFWQSSKSRSTE
>MCE8432748.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB18
MIVFLTVLTVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVSKAPAPQEMKAAMASLHGA
GRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQGGVGLISRTPVFLEDGSYW
GILSLVLDAESVFAQAGILTLQNNLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPGLVWQIAATPREGWTQSLG
HLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIIVVDDSGDIVELNAAAETMFGKPTAQAKSMPV
AEMFQVETVLANTSVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENALRKSEERFRNITSQVPGV
IYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGEDWQFEGRFLRGDETRWWRA
FSRPQRSVDDPDGTVIFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVILSANAAAAQIFQYRAEELV
GQNVSMLMPDAIASRTERYLDSETVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTLAGCGSTYTGVLRDITDRVAAER
ELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLLLSETQSARHRKWINTLRR
SGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISPSPTLIGDPMRLQQILLNL
TTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTRRFGGTGLGLAISARLAEA
MDGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGPAHDRALNLLIAEDNETNRLLLNDALEMCGHSVTTVEN
GAEAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQAEDGNGPPIILLTADALSRKSFEKKNVFAAVLTKPIDWGQLFSAL
NEFARRDGEASADAQQHDKPSNFIGASKNNSDPGEEESSTEPPTLSLEWLDVLRQTIPPDRVNSIFASLIEKLDLQSRDL
RARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESRDVAHQSPLLERFDIEISSARRALKTFIETQSKPFS
>MCE8432749.1 hypothetical protein LZ186_14845, partial [Rhodovulum sulfidophilum]AB18
KIEADQDCLPCQHGNLFLSDMSAEMQSRLRFSGAVNGKTTETLPVGRVFQRENSADSTINQLDFSLGGQTINGRSGGAAP
RALTILESLAFGHPGRPAGLTEEVSDEVRASGAVNDDRAGDRRHDVISAFSKSMRGPDPDATLYRLARQIPAGAAPRVIA
QRTLSHVSGDQSSGEGGVRQNHMFCNTAHRGLREATVFARPARNRTWYPISERSGSTAVLP
>MCE8432750.1 YqiJ family protein [Rhodovulum sulfidophilum]AB18
MTGTYGFFGVFLSPQLVPFTTALVLLAGMLVLELGFALMGGTLLGMGGSPDGPDLPEMDLPDPGALGLDPGIDPGEFELA
DPDGFSGASPADGGTGALGGVAALLGLGKMPLMIWLASVFMAFGVAGVAIQTAAYGLWAGLLPGGLVAIPSAALAILFTR
SFGAVFARLLPRTETQSVRARHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPT
GSFRLISLDN
>MCE8432751.1 flotillin [Rhodovulum sulfidophilum]AB18
MSSFAIPVIMGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEG
ALITQDRMRVDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQ
NAVSEDLTKNGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSKMEGEREKISI
EQDEEQARIEQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQA
RASADTARAEAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARL
RAEAQKAEMLAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGT
ETAAGPESPVNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEDVPVNGAAARGGPAEKAGSLAQ
>MCE8432752.1 hypothetical protein LZ186_14865 [Rhodovulum sulfidophilum]AB18
MHAHPAALTAIRDKGFGFFRRTTTHTESVGKYFSVSFRLANYIDGLSQFDGKIFTYVQTERKHSGGIEFKQIDVTDRCKE
SLELTGQDVVSGHFMINAPQNADANFMNDVYWYVTRVKIAEGWTYEPTADIAIPMNYSDPIFDDNYSEDGLSGKNSIDIL
GGAMFPSDLFLLSVVVYLPLTIVGFFLILRRRSRNRREREAASKIGNTRQHRGGEHMLCDYAEWQSGVAGPQPLRKVAPR
IAPILKSVTKDRVVLQAGYHVIIRRSAITFALVFTVYAMSKFAITDMVNYAKDRHFFIDYVQDSDGHDRSVFIEHKPSMW
NYLLTKINRIEIAYRPKNVENAGGYISKTGDLIGREFPPIAFFGSFLAFLVMLLFKSPAPIVVDRKRRLVYTWHRGRIWA
ARWDDVAITRVEGHLRHTALAFALHDTKGKGGTRWFILSGAPAWGEKDDPRDRLLSDARDFNRWQGMRLWLHEWVEGRRE
PSQEDLSRRFAVMHLLVPRQRKIPEVAMRQLDGK
>MCE8432753.1 hypothetical protein LZ186_14870 [Rhodovulum sulfidophilum]AB18
MEMLLRQTATEPESYIAIPPDYSAALFGGAYSEDELDGKNSIEILG
>MCE8432754.1 recombinase [Rhodovulum sulfidophilum]AB18
MEEAKETRLAFVDRIELAPAPESDGLTIDLHGALAALFRLATGSEGPDANAKSRAPGRDKSGRH
>MCE8432755.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWRRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MCE8432756.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPRASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MCE8432757.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MCE8432758.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYANFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEKQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVEEAIARHAGTGTMKRPIEIAADL
>MCE8432759.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIAKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MCE8432760.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB18
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDTAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALGFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MCE8432761.1 LuxR C-terminal-related transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRSSVMKKLGVQNAAELVAKMIVQN
>MCE8432762.1 hypothetical protein LZ186_14920 [Rhodovulum sulfidophilum]AB18
MPTPRRAAIREIDGPRDAPSDGDPELRGQASEHVDQLGALSNHEIPNGGFSILQRKDCWRRTLSDWLFFSMAGRAMLINK
VDKHSCAAASTLRCWPR
>MCE8432763.1 cytochrome-c oxidase, cbb3-type subunit III, partial [Rhodovulum sulfidophilum]AB18
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDR
>MCE8432764.1 cbb3-type cytochrome c oxidase subunit 3 [Rhodovulum sulfidophilum]AB18
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSGKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MCE8432765.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB18
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MCE8432766.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB18
MWDYVKIAALGVVAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MCE8432767.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MCE8432768.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MCE8432769.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB18
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGQRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MCE8432770.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAQ
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MCE8432771.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MCE8432772.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB18
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MCE8432773.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB18
MPTPRSHPDSAACAAAARPFTTTPLMAPVLALFLALGAGPAPADEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVN
PDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQD
GTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQ
STKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWA
TGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAAS
GTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQ
RDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRS
PAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRL
HASGALR
>MCE8432774.1 recombination mediator RecR [Rhodovulum sulfidophilum]AB18
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MCE8432775.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB18
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MCE8432776.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB18
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
SGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYSPGRIE
FEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIIDIKPPE
VLAAEAAAEALPEVEEEWDPFEDDD
>MCE8432777.1 hypothetical protein LZ186_15000 [Rhodovulum sulfidophilum]AB18
MRRGKTAYLDNVAIWFDADQNHIHIAVADPEYFHSTVGPDPASKRGHPHLFPTLSKALRDAGVSHPPIPENQNT
>MCE8432778.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB18
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MCE8432779.1 ATPase [Rhodovulum sulfidophilum]AB18
MTLQAPKRSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYRLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEELIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>MCE8432780.1 prepilin peptidase [Rhodovulum sulfidophilum]AB18
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWTWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRIPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSEI
>MCE8432781.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB18
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MCE8432782.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB18
MRSTTRSRTQTSDPLRRGAVLAAVFCTACSASGTLSPAYRGLPAPADAAHPATAVDGLVVGHRLMAAGEYDLALKAYYRA
AAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
SNLRLAIAKTENPDYDLPRNQGTTFELVRRGEGRYLLLAPP
>MCE8432783.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB18
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQVSGADRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDSLQNADF
>MCE8432784.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB18
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETAFFLPAAIAVAVFLVVNVIFMRVMINI
KV
>MCE8432785.1 CpaF family protein [Rhodovulum sulfidophilum]AB18
MFSRYRKSEPGKVPPAPPQPQAKTPPEIPAEASAPALPALPIQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MCE8432786.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRHGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPTDILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLQLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDVGAAAAAAAQ
>MCE8432787.1 OmpA family protein [Rhodovulum sulfidophilum]AB18
MRTRLALLTLGTALALTGCSPQQREEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDPTAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>MCE8432788.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB18
MNFRIILAVALLGLATAPGVLRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNIFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MCE8432789.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB18
MRLIFGLVLLVGLGLAGCAVYLAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVVAKAFEVDHKTLL
GIEDAPDAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MCE8432790.1 hypothetical protein LZ186_15070 [Rhodovulum sulfidophilum]AB18
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>MCE8432791.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MCE8432792.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MQWKTADYAGWGRALRAHGRIARPERVSTLTRALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMAPEGPREVTPGADPALFRATM
GGQGQTGAILSTRLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLSTDLVRRLQLRSA
>MCE8432793.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGVIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MCE8432794.1 hypothetical protein LZ186_15090 [Rhodovulum sulfidophilum]AB18
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGSYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSTSGYANARVAKIV
ASLAAESDNGYVAAHGHRDNGPAAQTITDPRVAAIAAYNAANAD
>MCE8432795.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MCE8432796.1 hypothetical protein LZ186_15100 [Rhodovulum sulfidophilum]AB18
MGNAEFKHAQLPAAAILLALPCLLALTLSKVAGPFSWDDGAITLAYGRTLFASGEFALNALSPRTEGTSSLLYALLNGGV
IHALDLGFHQAIDASRLISALFLGATAALLFSILQKYVAVFHAFIISVLYCLLPVNYIEVFNGMEMLAFGFLLLLYLHLL
QNAPRLALFVLPFVILVRIEAGFYLVFVLGLAFLLDGTESRSRYLQHLLATALLLFSLEIFRHFYFGSLIPNTVVAKTNP
PYSLGGMAGLDKKISGFGLFLSYYFTPTILAFEFFRSRRAEASVLPNFILIFAFGLFALLSGRNWGYDARMTLALLPPTL
VALASADCGIRRDGSARFVVPVLAMMLTLISHTIAATGSMGDFLASVRNGKEYTDLKRQDTSNLDIKAPYSHGMYGVTPE
NYRITGEAVQALGEILGVSPVTFASPDVGGLGLCSDRVSVIDTAMLTNPDLARRGYRFFGDYISRVRPDIIETHGMWSKN
TRIYDEGFFNETYRPVIFRNTLLHVRNDHIRDLSSKDLLDEVDLQGLDWKAVRYGSQPIDQEYVLSRGKLMSIRARPQQM
NGQVGPT
>MCE8432797.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDFAQQKTVRSVERTLQILELMNRVQVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKAEL
RAAADACEKGEPYM
>MCE8432798.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MCE8432799.1 hypothetical protein LZ186_15125 [Rhodovulum sulfidophilum]AB18
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETAMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAECANPEVPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVTVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSKKDGWVLNAADYPLAQTEIE
>MCE8432800.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSENAENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMP
ALGDIAD
>MCE8432801.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVTAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLIMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRSSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MCE8432802.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB18
MSLSAETFLAAQDLVLRFWAVVDEVDDRPGAELFTPGGALVIESFRAEGTAELSRYFAARRTLSTERQRATRHLCTNLRV
LPAEGVRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGVPA
>MCE8432803.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGIDIAGHGPQGGPHDPRAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTKDAVAQPDDRLRAALPGALYRRIDGPGHVALTADARFRDAAVAFLTD
>MCE8432804.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB18
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AMSLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MCE8432805.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB18
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRGDDKFAEIDVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MCE8432806.1 transporter [Rhodovulum sulfidophilum]AB18
MKTTYTLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQHLSSDRLDIDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDTPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGFYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MCE8432807.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB18
MSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAIVNITTGGGLGMSMEARIAPA
LQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLSETGTRFEFECYDTGHLYNLA
HFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPLVTMGAILGGHVRVGLEDNLY
IAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MCE8432808.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB18
MRAGFRARLRAPEPILGTFLKIPSTQPAEILGSLGFDFVVIDEEHAPLNPETTDAILLACRVHRMAGLVRVRQPGDILRA
LDSGADGVLVPHVTSAAVAREVVKLSRYAGARGLSPTTRAGAFGGVPVADHMAAQDARSAVIAMIEDAEALDRIDEIVAT
EGLDAIFIGRADLGASMGEAAEDGGLDRAVAHLLTAAKSAALPALALATDRADAAEMRALGATGFLKGSDQGFLRSAAKA
ARIRLFQ
>MCE8432809.1 hypothetical protein LZ186_15175 [Rhodovulum sulfidophilum]AB18
MKEITTLAEMKAYLHKHGIEDGSVYTHGGLGGGEIDGIEEIDGVWHTYFSERGSKNGYCAWPDEASAVAYVLQRAIALAK
QYRMWRD
>MCE8432810.1 transposase, partial [Rhodovulum sulfidophilum]AB18
MKRKRFTEEQIMSVLKESEAGAKTDDICRHHGISSATFSSWRKKYGGMEAGDAK
>MCE8432811.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB18
ALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDPGVSR
VETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEADEIGLKLGDE
ITVNILGRDITATVTSFREVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALD
RVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGG
VAGWAVMRFVMEGEYRFEPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MCE8432812.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLLARTRARLAREAAAAPPPPG
>MCE8432813.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MCE8432814.1 YdcF family protein [Rhodovulum sulfidophilum]AB18
MGGDVFFVASRLGWALLRPDTLILVSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPAIEG
RPVAGIVVLGGGEEPAISVAHGEPTVNEAGDRFLTALALARRFPEAPVLFTGGSGRIRPAAIPEANVAAALLLRAGLDPS
RLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPGFRASPGLPENLGLLT
LTLHEALGFAVYRASGLAADPLPEGCLAG
>MCE8432815.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MSPRPHLVLIGGGHAHALVLRGQPLPSGLSVTLIDPSPKAAYSGMLPGFVAGHYPRAALEIDLVRLARAAGARLVIGRAE
GLDRARRHVLVAGQASVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGRSAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGPEGVTLATGETIQAAFVI
GAAGARPQGWLAETGLELTDGFVTVDKTLRSVNDPRIFAAGDCVHLSHGPRPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRR
>MCE8432816.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHLSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTADPGADPLSAARLGASGT
GFAYDLDLVATGPLVLQGAHGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAKTQLDGRSIPTLWQIRLPAHGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MCE8432817.1 FtsX-like permease family protein [Rhodovulum sulfidophilum]AB18
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPADSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLATA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRLAEWLSPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARG
EGVIVNEQLWRRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVAALRSAI
EDDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPQDWLWLGALALIAAALAAAWPAWRLARLAPVHLLKV
FADER
>MCE8432818.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MCE8432819.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MCE8432820.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB18
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MCE8432821.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB18
MHDHAPSDSSHPPRNDSGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGPHGHDHGHAHGAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>MCE8432822.1 SLC13 family permease [Rhodovulum sulfidophilum]AB18
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRHLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MCE8432823.1 hypothetical protein LZ186_15245 [Rhodovulum sulfidophilum]AB18
MFVTMRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSPGH
>MCE8432824.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MCE8432825.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB18
SRDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIAQEIDGQGVYGYRFGGQ
RFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MCE8432826.1 hypothetical protein LZ186_15260 [Rhodovulum sulfidophilum]AB18
MSNYEDWLQDQPAPKKKQPALVVPPIHGVLPYAGDPNPLTRSDTVKRVSVSLDIVLKAFLTVFLHSSLKLFSCVSSVAN
>MCE8432827.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB18
MRRRSSYGQPGSDWRRAGERNPTTEDALCAFCDALPGATRSQPFGPGVEVWKIGGKIFALMAPGSGRISVKCADPEFAAM
LIETGRAEKAPYLPRGGWISVGFGAQDADEMAHRLRESHATMRASLPRRVREGLD
>MCE8432828.1 porin family protein [Rhodovulum sulfidophilum]AB18
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSDEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MCE8432829.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQERPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MCE8432830.1 hypothetical protein LZ186_15280 [Rhodovulum sulfidophilum]AB18
MSPRQNRVTPLGAILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLTEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLEALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEDFPHLILGAAALPWRP
AGYGAPRARPAGKVTVLTPAPTVAALAAGYRPVLHPSAGLPA
>MCE8432831.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKPAASSDAGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MCE8432832.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGTDADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MCE8432833.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB18
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MCE8432834.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB18
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MCE8432835.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTAPRSLRLAGRRGREPVDFVLTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVS
TRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDA
ELKPFAALARLRPSSDDAEGGGTPE
>MCE8432836.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB18
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MCE8432837.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB18
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MCE8432838.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB18
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MCE8432839.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB18
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MCE8432840.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLADATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDCDPPRQQAPSAPTPTP
SSPNGAASTEDDEVLAPPPPDAPAFDADPEQTAPEPSAARPPVAQAPTPAEMPSGSRQSPALDEGTPAPETAPDSMPPEA
EDLSSGMTEPAEAAPAAAPTVAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPARSRLLKHGLQRLLDADPDAASQAA
ERLARVVLSIETAARD
>MCE8432841.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB18
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MCE8432842.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE, partial [Rhodovulum sulfidophilum]AB18
MSDALKKTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTIEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRIMGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLIDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATD
>MCE8432843.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB18
MTKSKMANRSSPEVRARAVRMVFEHQGSYKTQADAIAAIAPKIGCIPQTLSGWVKQAEKDSGMRD
>MCE8432844.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MNDLSTIPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPATTEADLSELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGRVSVDV
>MCE8432845.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB18
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFEATIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MCE8432846.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB18
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MCE8432847.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB18
MAGLVYFSSRSGNTARFVERLGLPAFRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MCE8432848.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB18
MLDRVTDAKPAEPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHGIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAQLKQAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MCE8432849.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB18
MKDMTNQTRAVPRAINWNRLQDDKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFIESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MCE8432850.1 hypothetical protein LZ186_15395 [Rhodovulum sulfidophilum]AB18
MTTQPSSSSLTSKGGPFFATSKNPAPRSRRTRRSQGVKSPAMALPASSRTVEPSSRVMLCRSPRAPGYALHAVLCGGGHN
IRPILAHLRALIAEILRVILNAIAALIPTERPSETQRARPA
>MCE8432851.1 YjhX family toxin [Rhodovulum sulfidophilum]AB18
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MCE8432852.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MLIRNEVGSDATMIRRIVTEAMQLLPQATGTEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSTCKGAALVGDPGYYGRFGFRPYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MCE8432853.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB18
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MCE8432854.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB18
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MCE8432855.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB18
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIVPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MCE8432856.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB18
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MCE8432857.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLSIFKGACEAVVGLAGHEMAGTDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLSRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MCE8432858.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB18
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVVDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MCE8432859.1 protein TolQ [Rhodovulum sulfidophilum]AB18
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVVFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MCE8432860.1 protein TolR [Rhodovulum sulfidophilum]AB18
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MCE8432861.1 cell envelope biogenesis protein TolA, partial [Rhodovulum sulfidophilum]AB18
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EAR
>MCE8432862.1 succinylglutamate desuccinylase/aspartoacylase family protein, partial [Rhodovulum sulfidophilum]AB18
HRTNLPQVRVMPDDPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDR
GMIPAKGVPKARRAPLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVN
EGNAVFHLAAIAPADRAEDRIGAWASEVAAGQLFDEDEIL
>MCE8432863.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB18
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNQGLWLALLVAFVARGVTLGLRYPALEAAARSGQGR
>MCE8432864.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB18
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MCE8432865.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB18
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MCE8432866.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MCE8432867.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MCE8432868.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPVGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGIQSLDLVGRKLGLNGGKAVMAFFDLVKTFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAAPAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MCE8432869.1 glutathione binding-like protein [Rhodovulum sulfidophilum]AB18
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARNPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MCE8432870.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MCE8432871.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QAVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLARAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDTVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>MCE8432872.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB18
MVFRIDFLGTRPVAEMVAAGGDAAGALPPVGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAHAAETHVERFVLLPARMLAGVMGIRRVAPPAEVCVVSIA
FDAPATVYANGAARVHCPSWQGEGTGSTNRPEDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLD
ALLRHAA
>MCE8432873.1 AMP-binding protein [Rhodovulum sulfidophilum]AB18
MGWLSDETGLEKCAANYVPLTPLSFLKRAMRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPGGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MCE8432874.1 hypothetical protein LZ186_15520 [Rhodovulum sulfidophilum]AB18
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFQEAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>MCE8432875.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
YNFARRPKTPSGLTPYEYVCKICTSEPDRFILDPIHQMPGLNMRLI
>MCE8432876.1 AsmA family protein [Rhodovulum sulfidophilum]AB18
MRWMIRGLLVVVVLVGLGGALLLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDQAESAPAPEAAPTTATDEPHQGALADFTLDRGR
ISDGALVYIDHGSDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGERTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRLDRASFRQDGNTISGDAEFV
PGAWPHLEARLSAGTLDLSPFVASGGGGAGKGGSGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDRGVLSNSDLRIAAPLVAAAGRGRVDI
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSIRLDAGAMAEERLKQERETLERKARERAADELGVKVDEGENLED
AAKRRLGEEAAKGLKNLFGD
>MCE8432877.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB18
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLDS
>MCE8432878.1 hypothetical protein LZ186_15550 [Rhodovulum sulfidophilum]AB18
MPKVNSVVRISFASGLIGLVFGSTGGKIDRILQGQNRIGWNMAEVIPAPPSSSCGF
>MCE8432879.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB18
MIHVTTTCPDTDTAKDIARDALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGATAWLDTETG
>MCE8432880.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB18
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MCE8432881.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB18
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MCE8432882.1 hypothetical protein LZ186_15570 [Rhodovulum sulfidophilum]AB18
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>MCE8432883.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB18
MAVSGAHPEPVLADTSVSSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVARAAARR
HGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALAAYNAG
PAAVERHGGVPPYDETRTYVRRIWGS
>MCE8432884.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB18
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MCE8432885.1 lipoyl synthase [Rhodovulum sulfidophilum]AB18
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>MCE8432886.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGREDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MCE8432887.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB18
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MCE8432888.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB18
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MCE8432889.1 pyruvate kinase [Rhodovulum sulfidophilum]AB18
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MCE8432890.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB18
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>MCE8432891.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB18
MDDATRTEIEAAAFRRLRRHLMKDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYRDWKALH
QTEAGPEQKAAFEAAMAARPEPGKT
>MCE8432892.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB18
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>MCE8432893.1 hypothetical protein LZ186_15625, partial [Rhodovulum sulfidophilum]AB18
PPAAGQAADAPPRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKAPEPAPSPEPEPDPAPAE
PSRGAARRDLLPDVEKITSTLSASTDRGAESIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQ
VAAYVETVDAARAWLAGLVPADPVDREPGR
>MCE8432894.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB18
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFG
GTRNCDWWFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVR
TRLAELHETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDR
MTEEPDGAARIAIFGLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPA
FLSGKGRSYFLHDLLKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYR
DAARNELARTVIDDSDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALEN
RLPQLIADDDTAAIYRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLHAMLDLDGDRRIT
IGIDPEIVRKARDAIVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFF
LDELTHARSRLKDDRWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVD
SPLARLVEEIGRQTRLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAV
SEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETL
>MCE8432895.1 type IVB secretion system protein IcmH/DotU [Rhodovulum sulfidophilum]AB18
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQNPSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MCE8432896.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB18
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MCE8432897.1 autotransporter-associated beta strand repeat-containing protein [Rhodovulum sulfidophilum]AB18
MAAGLTLGAAAAGADTFHWTGTAEDGFWATPENWADAMGDPIEGDAPGLDGMPAGIVLGQAATGPIGLETGRATLSALEL
TDNSGTALTDGTLAFSLPEGASGTAARLTVAGSGDFMDESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAAGDSEIT
LSGSNSQTGGTVIEAGTVAATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGP
ASSFGLGISGSGGLAVSDGADLTLGAANSYEGGTVVSGGALSVMTGGSLGSGDVSVADGSLLTYGAALGADQTVTLGNGG
LWTLAGDETVGRLDGTGTADLGGNRLDIALPVTETLAFAGSLKGGADSLLALTGGGEYMLTGSLSDYRGGFRVEAGRLGL
SDAGGALNDNALTLAGGTLVADLDNAFGGTITTEAGSASTITAAAGTTLSLTGGMALAGDLSFSAEGEDAEIGLKMASVT
LQEGVSLGFDRALFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVGIARLTGSGRILTDSGDAVLGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVTGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFANSGTVSGATSVEGGDLSNTGSLKDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSRVGSGGVLVSEGGRF
GDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNNGSITAEDGSLTVAADTITISDGAS
MKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENEGRLELGTGLSFTGVGKVSNSGTVAIGANG
RLQAERIGNSGTLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDQSGDEPIRNAG
RIVTTDGGDDTITLGGANPNVLENLASGSVEIGDSDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTNDGMLKA
GSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTVTAGSLTGLSVSGGSASLE
GGSLSGDLEVSGGAADVDVAVGGTADVTGGRLTIGADGSVAQLTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAVT
GGRTENTGTISGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDLR
SGTVTMAADTDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGARAEIDGTIAGAVENDGEIALG
GTIDGTLGNDGTVTVAAGDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETDGRLALGENATVSGDMVTSYGTVTLAD
GSRLEADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGTTGDRLDVTGDARLNGTIGMDIDLTDGAQSADAIYIDGVAS
GNVLLAFNDLTAGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAGGDGWGLISGANPAFGGLSSGLALTQ
SLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGWN
LSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAAAGA
YGERLGVDDQSYDSTGHTVSGTVGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPINNEVGFA
SVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQAG
AARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>MCE8432898.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB18
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPATGPDSRPEPRGEARIESGAEMRDGTAGETPSPSAPLSAAVPQPVPSHRLSPVMARSGAAAVAVAP
DRIAPVGTGAGAGTGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMAASEA
GMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLLIDN
NGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRARIGRRADEVFSSGRRTALGSAALALAGFD
LR
>MCE8432899.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVHLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MCE8432900.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MCE8432901.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB18
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MCE8432902.1 hypothetical protein LZ186_15670, partial [Rhodovulum sulfidophilum]AB18
IREAFMIRIPRFVPVLTALALTSAGTALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDA
EGIVSQLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MCE8432903.1 hypothetical protein LZ186_15675, partial [Rhodovulum sulfidophilum]AB18
SLKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDYSGAAEASITDRVALFDDLVSARARGWFLNASEYTPE
VSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAIKSQIHETGAGR
>MCE8432904.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB18
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MCE8432905.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMADGMPIRSSRWIV
RRWEGATCRAACAGACHPGGRPC
>MCE8432906.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB18
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MCE8432907.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB18
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MCE8432908.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB18
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPRYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIADARDRLTEMSGHVHLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADI
ATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVAPRPRTETAIPTAAP
PPAAGFEPPKRAVNDAGWQDF
>MCE8432909.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MRLALAIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRRVEL
DSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEVDAEARPDFVSLEGY
LAGRVALRALQKAGPFATRSRMIEALDQLGTFDIGGLNFSYGPGDNQGLDEVFLTRIGADGAFEPLPKAAVDPKL
>MCE8432910.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASAGYRRD
>MCE8432911.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTARHIRLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MCE8432912.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MCE8432913.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIAGERASPEVYDRVHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MCE8432914.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIELNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MCE8432915.1 dipeptidase [Rhodovulum sulfidophilum]AB18
MDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDSYDLPL
PEPVPQDRALQVAMAQIATLERLQELGALKICRSAAELHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAICPHARN
LTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAGLPALR
RAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MCE8432916.1 hypothetical protein LZ186_15740, partial [Rhodovulum sulfidophilum]AB18
MALKIRPDPRRPSGGYAELSAEAEALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPGAPPPAAPAEDPAP
EEQRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRHEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDDAANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEATRRLERLCPDLRA
ASDTR
>MCE8432917.1 putative virulence factor [Rhodovulum sulfidophilum]AB18
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPENGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTSGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGQALQQTGNAEEVHAPLAALTPRETSIIDVKTLHGLDREAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAEQRVASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSAETGANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>MCE8432918.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB18
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEASGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MCE8432919.1 hypothetical protein LZ186_15755 [Rhodovulum sulfidophilum]AB18
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
VLPASAPAATENAPATGAAPADPIAPASARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSEVLQEGRLTR
QGESWTTTINYPGLP
>MCE8432920.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB18
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSASEAMARQADVPTDTPPDTDSSAPPAAGATVAPGPVPPEPAARAWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLDFLESA
ALTPATVTRPCQPQLLRPVAPPASAGPPAEAAAGVPDFNLRPSSDE
>MCE8432921.1 hypothetical protein LZ186_15765 [Rhodovulum sulfidophilum]AB18
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPAP
APEPAAPPDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRGAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGGASCVNFQPETGGRGEVRLRRRTEDQ
>MCE8432922.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB18
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENKLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>MCE8432923.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB18
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANVTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGATPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MCE8432924.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB18
SFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAALSDIVERVSHIAELIGGIATGAKEQSVGLGEIN
VGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARATRRAEPAPSPDNGRMPTEPRKSAVNDGG
WQDF
>MCE8432925.1 hypothetical protein LZ186_15785 [Rhodovulum sulfidophilum]AB18
MTGLRGRSLRTATARLRHTVAVNRIPPGSSVSSKDLCRFDNTYLTFHCQSSFYPAFRAFGSGGSSSLMDWPHLRDAAFFI
ALRLHLAKSLHVDASRQTS
>MCE8432926.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB18
MTMREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVESTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MCE8432927.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB18
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREVEVNAVLSNAFAFGGLNAVLALR
KA
>MCE8432928.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB18
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MCE8432929.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB18
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MCE8432930.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB18
MAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEAPAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMY
LDYAHDASRGVLTPGAVVSDIKRKLDRPAPETLIAGLAEASSPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEI
GAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQKAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLV
AMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSVVGRNARDYRTPEFSDMMNHMVVNPTWNVPRSIAVREYLP
KFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDLKQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETR
AFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRETRVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIF
DALQAAGVALPEVQG
>MCE8432931.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MCE8432932.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB18
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGAKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MCE8432933.1 glycosyl transferase [Rhodovulum sulfidophilum]AB18
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMAQLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKAERLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>MCE8432934.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPSGFFSAPTGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEG
SDPEGFARTNLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDGFAP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISSRRGTELHGEDLAAAARILRDTGARGIFNASDILLERHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWSPGGIARLHATLPALCRPCPAG
>MCE8432935.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MCE8432936.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLDEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVAGPRQGARQGEGA
ALQIVLAGLPDLEPHLEQSHPSRLGLSRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECPAASLPRAPQTAPPGARPRPVAQPTPPDAAAVASIPP
SPISEPLSASSSVSVSGAVSAPGSPPAPPPHPRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLAG
AGAVPESRRAAPLSDRPQAAGTVPGAGSTETGSTEAGSAAERLARTRTRIEVAETRLADTLSELDRLAARLRDATQETGA
AEARRDAARDAAHRAEADFAQLQDRIAEAELRLDALDRRLAEGDADRLTGLQATAAPPAPKPGPKPRPDPAPAPVPATSP
LELDAAPADPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRVAAGEVAAAQ
VRLEDLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPAARFATALTAARLTPPARPSLLWWRIRAG
RSAPTDWQSIDPR
>MCE8432937.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB18
MSLFSRPFSGLQAGLLVIFTAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGDIDAFFYVAGAPTKLFQTPEIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTHEDATAGPGANEANALYRRRVCAAIGGC
>MCE8432938.1 hypothetical protein LZ186_15850, partial [Rhodovulum sulfidophilum]AB18
ISAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>MCE8432939.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB18
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MCE8432940.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIVDGVVDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRR
ISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLT
QTDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MCE8432941.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MCE8432942.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEFLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MCE8432943.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGDWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MCE8432944.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB18
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVLGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>MCE8432945.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB18
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MCE8432946.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB18
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDSARSRPEWEAQIYDDLTWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGAAHAGRHMLEAQALIGAVGDVVLARRDLGTSYHLAVVVDDAFQEIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRGMVGL
>MCE8432947.1 hypothetical protein LZ186_15895 [Rhodovulum sulfidophilum]AB18
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MCE8432948.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB18
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPGTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGVTNRLMSHPKISREDTEITSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPALPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MCE8432949.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB18
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MCE8432950.1 usg protein [Rhodovulum sulfidophilum]AB18
MSLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MCE8432951.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB18
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAVSTGLAIY
HSGVERHWWAGPSSCTGSGPSLSEMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>MCE8432952.1 DedA family protein [Rhodovulum sulfidophilum]AB18
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MCE8432953.1 integrase arm-type DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MVCSRSGKSRRGATGTWGGLSLIKTRQDSGKWNFRYSFLGTRGNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITERK
EERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMCVSEITPQDIKGALE
>MCE8432954.1 LacI family DNA-binding transcriptional regulator, partial [Rhodovulum sulfidophilum]AB18
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIN
>MCE8432955.1 site-specific integrase [Rhodovulum sulfidophilum]AB18
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRARRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGQVDVPFTAAAPEWAEPSDRVHLFSAL
REQADRHAVWMVTAQGRPKSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMRAGTDPEPKSSNSSDRVPTWMRK
>MCE8432956.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MDAMATARQRGAEIEVFSDPLLNTSPAAGGLSQMEAVERRLAEIGVGMHRIPKLHSKIVTVDEDLLCAGSFNWLSADRKG
QYARHETSFVYRGKHLEDEIQTLRNGLMQRAG
>MCE8432957.1 hypothetical protein LZ186_15955 [Rhodovulum sulfidophilum]AB18
MSNFLKQSDMIIAQAQSIAADGDAKTEEDSQESTAAGVTAGNVRITKRAEKDLGPCAALACPAPVGRYAGGAHVCTSQPV
GDGLDSHHTPAKANSYLDPQLGPAIQMDPADHALTASYRKPRTAAYMRAQKSLVDNANFMGALMMDVADIRSKFGDKYDA
AIAQMTTYAACLKQNGIVR
>MCE8432958.1 hypothetical protein LZ186_15960 [Rhodovulum sulfidophilum]AB18
MSNWAIAVGIGLGHLLFGMPPDETAAFGEIYGEATSQADEASASGSVIDVLLEQMPASPERDELVASLRAESAGKVSQSL
GDGRVVLSFMDGRLQEITLGAEARNVQFEGLLLFVAPEREVVEDLALRDPGARIAEDDIRYPALGIALYGFAELTAQRGI
SFPPVPNPERAVVLYQPDKAAALDAPYQLLTKFLK
>MCE8432959.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB18
MMLHTNNTPFAAIGFEQWKPDGTPMACIAARCSLVLHEGTVHYAGTQALVLADEFAGDPHREPMLKAGDLVPFRPGADIT
VIGSAHARDPTREFEPAIRGGPLTKRLRLTGPRHWVHDGHWRLSEPEPVTEVPLSWRLTSGGRIVGDPDGDADPRNPIGA
GIVHPLYTSEKLEIPAPQISSAEHPMSLDPARPADPEGFGPVPPWWQMRARHAGTYDRAWQDTHHPLLPGDFDYRFYQVA
PPGLQLAGYLAPGMPVEGEGLLPGAEPFRFRLPDLMPFARFSFTDGREVTARLNLDGLHLDLREGVAFDLTWRAWIPSCP
AFYRIDLELGRWDEVMAVGLPVPGAEGLEIA
>MCE8432960.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB18
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGWRA
>MCE8432961.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB18
MLNGDSYTPAECRAMFAGRLAEVEAGLDRLIADPLEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDEL
PRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAEVPFRWGGA
>MCE8432962.1 hypothetical protein LZ186_15980 [Rhodovulum sulfidophilum]AB18
MLVLDTAQPDPIPKHRELLEIFLLQVRDTGCRPPGLTEASRAAVDPPAVFVRQLGGSQPVHAEIIARNWLVCQGIRARRA
CCGLVRHYIGLALLGAQTQFAQVLPQASGKRLFVIARLREAGVDEWNA
>MCE8432963.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MPRDDEKLCGFQDICSRYPVLESLKSHAVFKRYKDRGNRKKKSKEAGFAFAESRLNFGKRESLIFQIYHQKMDIIFFHGG
GGVAGEPLSLVWAGKPLAEKGIRLVLPSYRVLSRDRSSVFDAISDAESFVRKFLKKPLHDRRLIVGGASFGGLLALHILR
AMPEKTFNGILLVNPVCDTTRGGFSNKQIPAAGLDDISPNLYCDNLPQAPCLILHPADDQVVALRQTTDFLSRWRNGKAT
MEVWPQSGGHGAFNLVENQGKFVEKCSAFSEKCDA
>MCE8432964.1 phage repressor protein [Rhodovulum sulfidophilum]AB18
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>MCE8432965.1 hypothetical protein LZ186_15995 [Rhodovulum sulfidophilum]AB18
MQTIEHLLRLADAYKQAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNTDDAHPTPQISGDTA
>MCE8432966.1 hypothetical protein LZ186_16000 [Rhodovulum sulfidophilum]AB18
MGYLIATVILVQAAQAVAVVRLVRKTTALSREQDSDSLVARINTALNMGYRLRADDSA
>MCE8432967.1 hypothetical protein LZ186_16005 [Rhodovulum sulfidophilum]AB18
MEEGVEITSFRYQDRSDKDLPPVMMVKFWTNTQGAIERTAESAEGHVAIDLAPSADYATMEREALMEVARYLRQVADYAE
SSARKR
>MCE8432968.1 IS110 family transposase [Rhodovulum sulfidophilum]AB18
MSAKTRQDFSAVAVIGMDIGKDVFHLVGFSSDGSLVLRQKIKRMAFVATFQTLPPCIVGMEACLSAHFVSRTLRGMGFEP
RIIPAIYVKPFNKGQKNDYNDAEAIAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLRAVRNSLLSLLDERQDEMSPRMRHIILDLHDDWMRLDARIEAVSDEIEGIGQSEAHCRDLRTIPGVGPIISTALVAA
VGKGEAFESGRDMAAWVGLVPRQYSTGGRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMHRN
KLAVALANKLTRIAWAVLRYGRGFDARRDTVAEAL
>MCE8432969.1 hypothetical protein LZ186_16020 [Rhodovulum sulfidophilum]AB18
MAQIDAYRYGSGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAKAMELPFPANIAAAAKVIATGMSFV
SAIKSGSKSAAGAGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLNLDWQGAAG
>MCE8432970.1 hypothetical protein LZ186_16025 [Rhodovulum sulfidophilum]AB18
MRLVVLALPVSLAACIAVPPPMVSDYNGHMVKIVDHPYALGDKYKQSPIYTLAKETCGKEAVYQGMRQINEYQGEHVFLC
R
>MCE8432971.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDVRPIRTEADHQWALSEIARYFEDQPEPGTPEADRFDVLADLIEAYEDRNFPIEPLEPIDLLKAHMETTGRTQADLANL
FGSRPRASEVLNRKRSLTVDMIHKLSSEWYIPADCLVRPYHLMAAE
>MCE8432972.1 type II toxin-antitoxin system HigB family toxin [Rhodovulum sulfidophilum]AB18
MQIIAKSTLRTFWQKEPRAEVPLKAWHAVVSRADWTSPADVKAAFGTTVDFVGDNRVIFDIGGNKYRLIVHVAYPFRRVL
IKFVGTHKDYDKINPETI
>MCE8432973.1 hypothetical protein LZ186_16040 [Rhodovulum sulfidophilum]AB18
MTGYVWHVATAVQLTPQALEFSDQTVKRRTTRSGVARQAQERAAKVIDLMRTAVPLGVSICDKETDGRGSVKPG
>MCE8432974.1 hypothetical protein LZ186_16045 [Rhodovulum sulfidophilum]AB18
MSKSYEAFVCGDNSAALGNAMVGAGSLVLIGVDITVGTGGWGAVVGLVLIAVGTTITFVADDKLTKWLRGSFWDEGYYVY
WDDERDPDFDTQLIRSKNLGVPSRMIT
>MCE8432975.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB18
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLADVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MCE8432976.1 hypothetical protein LZ186_16055 [Rhodovulum sulfidophilum]AB18
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNFDLPPEPSLDDTDYCRC
LAQVLGALATWRDWKAALSSPG
>MCE8432977.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB18
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTAPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWSMVGGAVAPSGAGIAFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MCE8432978.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB18
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSHGGGKGAPSRTKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRSMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFEISGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRKIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIGGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICSEAGVFDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVTIDAADLARTSELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQPAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAG
YTLNTTLERSAVIGITETPLHAAAPGRWDRGPALRVKLASGTLSSVREAHLLAGANLAAIGTGDAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGAGGDLTLSWIRRTRIDGDSWASVEVPLGEAREIYALRVMNAAGDELRAETVTAPGWTYTAAMQAADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>MCE8432979.1 NlpC/P60 family protein [Rhodovulum sulfidophilum]AB18
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEEAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MCE8432980.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGQAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>MCE8432981.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB18
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPADYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MCE8432982.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB18
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSSRPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MCE8432983.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB18
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MCE8432984.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB18
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLSLIERYEEGHFATRDVVALLLAGLRGGGWKGTTVDLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MCE8432985.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB18
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MCE8432986.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGGDGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MCE8432987.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB18
MSRVPILNRQLVLEVPVPVADGAGGFSETWAARGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGVPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGV
>MCE8432988.1 hypothetical protein LZ186_16115 [Rhodovulum sulfidophilum]AB18
MMLIEQTRAPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAIEARTGKALIVRSFSYELQGWRQSDRQVLPV
APVQAVTGIRVVDRNGTAVPMPPGRYRLVADTHAPQLRGTGGAMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MCE8432989.1 phage major capsid protein [Rhodovulum sulfidophilum]AB18
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MCE8432990.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB18
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MCE8432991.1 hypothetical protein LZ186_16130 [Rhodovulum sulfidophilum]AB18
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MCE8432992.1 phage portal protein [Rhodovulum sulfidophilum]AB18
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MCE8432993.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB18
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MCE8432994.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB18
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MCE8432995.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB18
MAWTLDLALERRMPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTVIVGTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MCE8432996.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB18
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLALLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAQEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MCE8432997.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB18
MERMEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVN
VGQALAARGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRIL
TRMEMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGSFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFL
VEAADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILA
GRFSTELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMAEKKPYLRKLV
TSAGMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MCE8432998.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB18
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMDFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MCE8432999.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB18
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIA
RGLSEFRTALEATPGGFTPIIAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARMHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQVNARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTATKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MCE8433000.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB18
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>MCE8433001.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB18
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MCE8433002.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB18
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLSATDVEGAMQIILGSARSMGIEVKG
>MCE8433003.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB18
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MCE8433004.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB18
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MCE8433005.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB18
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MCE8433006.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB18
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MCE8433007.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB18
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MCE8433008.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MCE8433009.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB18
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MCE8433010.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSFDKLAERQILKAQAEGALDHLEGEGKPLSVRAHEDAVGIGMRIMAEAGTLPREFELKKAVDEQFLILQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>MCE8433011.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMI
EKTPNPDRARSFLYRLTPESAELIAAIREREVRTFAAFSDQFTEDELLAFRKIMEALYANMLAGENHDTQQEDGSPS
>MCE8433012.1 YdcF family protein [Rhodovulum sulfidophilum]AB18
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWRAAPGTLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGPPGRRALALLREGAAIAKALALSVTGRP
>MCE8433013.1 ParA family protein [Rhodovulum sulfidophilum]AB18
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>MCE8433014.1 hypothetical protein LZ186_16270 [Rhodovulum sulfidophilum]AB18
MRLGAPPAPAASGMPDAFVAAVAAVGVGARRLALVLTASGAALGAAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGKGDDADDWKAIAFLRFATELGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKGTWLRFGGIFGI
HNDRSIGLVIGSRIEF
>MCE8433015.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB18
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGNPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPLAVED
LVPGMEVDTAGAGAQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLLRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRRRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MCE8433016.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECQMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MCE8433017.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB18
MAALRTGRHGGFQSRLRKSVFFPAPSIFSGRNILMTMNNTLRGATAAICILFGAGTASAAVIDLGFVLDGSGSVSPYDFD
SATAALSAALSKIPTSGDNEYRVAVTSYGSSSYTVVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYIADLFLDDG
LGDTTLINITTDGSPNSQSLTENAALAANADGVDGISLEAVGSGVSSPYVLSNMARIAGLGTSGDADAGVIAADLDSLPN
ATETGFVIPVADFDAYGAAIEAKIGQVIEDTGATPAWFHCPRRYAGPYLLPRGRRAVTRPVRSARKARARRPRPRRTTPP
APGSARHGWRAPFPEPHRARARTRRRRACAPRLGEGGLVPRTVADHHRHDPGAVHDGALRRHLVGNGLLRDLLGLQPGGR
HQPRHGRQNISKHRISSPPLAASRARGHVCHPPWRQL
>MCE8433018.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB18
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDTSLPLGYGAEVPQDA
>MCE8433019.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB18
MIAFRGLVWRLLPAERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTADAPARALVPLAVAADRIVDLRA
LPAPNPASIVWQDLRASGAPAPTWTFSDAARAEGAEGLLYPSRSRPELSHLVLFDPSPPLVQPAGPARPWP
>MCE8433020.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB18
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MCE8433021.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB18
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MCE8433022.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB18
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MCE8433023.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTATTDRIHKKRKFDQGLEGAREAFLRDGFKPASVAPILHRAGVSKASLYTGFPDKRLLFSEVMQRECDRLTGAARHEID
LSTPAETVLKTAPRHISSVLLSGFYQAVFRICAANAASRVSARPSTAPRRCDCATTRHGDLVIGHEASAADRVVALCKVD
PYTRRVFRRGSDGNEVEIVG
>MCE8433024.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB18
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MCE8433025.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB18
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGRVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MCE8433026.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB18
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MCE8433027.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB18
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIVPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVVEGVLDAADLADGPLAHA
>MCE8433028.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSVFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MCE8433029.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB18
MIWAGLLVLMLLAAWPLAEALRRPMGAQARSEAPGEIAALPRGRTHLVWEGPAEGPVLVLLHGLTIGSHMLDRLAGGLAY
SGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGELTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGAVVLRRMARAADRAYGLPGTLNAAQGAETRYRGFLPAVLLSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>MCE8433030.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB18
MSETLKDLYDARAAGGDLCPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPGELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MCE8433031.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB18
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDEHG
LLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVEAAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLDAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MCE8433032.1 acetyl-CoA carboxylase, carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB18
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MCE8433033.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB18
MRSPLFEAYIEPARLYPEAWRLIVGLLVVLLVYVGVFSTMLVAAYPVLGPMAYFGWIMGLATPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGTARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MCE8433034.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB18
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAALGQFVRVLRAVALLYLVLWIVLPSGPEKVAHRPVGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MCE8433035.1 hypothetical protein LZ186_16375 [Rhodovulum sulfidophilum]AB18
MPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPKDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SLDRGPGLAKGLRSDTWRAVFEANGRIVTAAATGFASRPIGDQAARALLQDLAGRSRAATESLPDPTMAHP
>MCE8433036.1 hypothetical protein LZ186_16380, partial [Rhodovulum sulfidophilum]AB18
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAAERLDIPDLTALPGRAWRLRRRRDRR
>MCE8433037.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQDYLDFARTNPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MCE8433038.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB18
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MCE8433039.1 hypothetical protein LZ186_16395 [Rhodovulum sulfidophilum]AB18
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>MCE8433040.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MCE8433041.1 methyltransferase [Rhodovulum sulfidophilum]AB18
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIGGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MCE8433042.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB18
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MCE8433043.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB18
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLITRLG
>MCE8433044.1 serine hydrolase [Rhodovulum sulfidophilum]AB18
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPATPEDTPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MCE8433045.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB18
MTAYALPPPPVPSLAIDGDTDRFPVRRIFCVGRNYAEHAREMGADGREPPFFFTNPADALVGDGANCPYPPATVALHHEA
ELVIALGQGGADIPAARALSHVWGYAPGNDLTRRDLQAEAKATRRPWDMAKGFDASAVCGALVPALRIGHPSHGRILCHV
EGQLRQDGDLSEMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVSRNQTCSVEIEGIGRVTTRFS
>MCE8433046.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB18
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MCE8433047.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB18
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAIAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVGDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMQVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MCE8433048.1 FixH family protein [Rhodovulum sulfidophilum]AB18
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MCE8433049.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB18
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MCE8433050.1 cytochrome-c oxidase, cbb3-type subunit III, partial [Rhodovulum sulfidophilum]AB18
SNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYYTVT
NGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGAPNL
TDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MCE8433051.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB18
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAKEHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>MCE8433052.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB18
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLASDLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MCE8433053.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSDLAAGVHAAFRVILVLLLLLHVVAALMGQYIKKDGTLTRMLRP
EG
>MCE8433054.1 hypothetical protein LZ186_16470 [Rhodovulum sulfidophilum]AB18
MTLTKTFGKTLTIAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>MCE8433055.1 hypothetical protein LZ186_16475 [Rhodovulum sulfidophilum]AB18
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYVVLHCFL
TTHPEAARGTP
>MCE8433056.1 RidA family protein [Rhodovulum sulfidophilum]AB18
MARRLISTGSPFEARIGYSRAVVVDGWVFVAGTTGYDYASMTMPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPALSEAFARARPAATMISAGLMEPEMKIEIEATARLSA
>MCE8433057.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB18
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MCE8433058.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB18
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MCE8433059.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MCE8433060.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB18
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSAHFDGR
HATEHMVTIRLVEALSRAA
>MCE8433061.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB18
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>MCE8433062.1 ectoine synthase [Rhodovulum sulfidophilum]AB18
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVAELAD
>MCE8433063.1 aspartate kinase [Rhodovulum sulfidophilum]AB18
MTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDAL
NRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAQSAFVTAALL
RRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAII
HKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEGEAPR
VEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVENDLEARFPGATLTAR
NLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVEEDSRQEAMAA
>MCE8433064.1 threonine-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB18
LALADAGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGS
EAEWDRLEEAL
>MCE8433065.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB18
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSAAEAFAGLSPEARAAWDSREAGRPTEAREWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAETGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPILMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRHIARDGSRAFYTGAIAEDIVAAVRGAEDNPGRLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPAKGLLDPGYLAGRAKLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLSIANRVEPGKRP
RSSMAPTIVMTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGH
>MCE8433066.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB18
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MCE8433067.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB18
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MCE8433068.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB18
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MCE8433069.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB18
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MCE8433070.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB18
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MCE8433071.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB18
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MCE8433072.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB18
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFTRAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPQVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>MCE8433073.1 hypothetical protein LZ186_16570, partial [Rhodovulum sulfidophilum]AB18
MTRISLPLLAACLALGLSGSAVAQSAGASLIGAAPTGPDPSRLMAGQTGSGACLAGSARHESHRGAWHRGDDHHGRSGRY
RDDDWRQDRSRDRSAACSRDCDRRSGGGQALRAPAP
>MCE8433074.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB18
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGSFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRHDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MCE8433075.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRNGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRTEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRQVLE
IVAGELERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGPEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MCE8433076.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB18
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>MCE8433077.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB18
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAAGALADEMGLISAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARIGITV
TDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEQIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPKPVMRGLAARRDAGAFTPPLIAAMGPSAQYAKLLAAGQPGTA
ESSAKLSEPEARARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTDDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGIERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MCE8433078.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB18
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPIAFAAIWQDWERDGHSLTTCAIVTTWANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>MCE8433079.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB18
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MCE8433080.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB18
MTRAYLGVETSATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATSADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCSILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MCE8433081.1 site-specific integrase [Rhodovulum sulfidophilum]AB18
MRQPVWGVQLKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGGADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIAFYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSA
LPAFASGWAVELSQVKDALQATSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>MCE8433082.1 hypothetical protein LZ186_16620, partial [Rhodovulum sulfidophilum]AB18
EAELGEDLRYRAGVMAAVKLGWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKP
VEDPADKAFREAVAELVDCAMREGKVDGEAWGGMPDAHA
>MCE8433083.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAV
>MCE8433084.1 hypothetical protein LZ186_16630 [Rhodovulum sulfidophilum]AB18
MFSDIRAADEAISLNAVVRDISALDEKAQLIGDVANIVGIEGTDDEYRRFAMAL
>MCE8433085.1 hypothetical protein LZ186_16635 [Rhodovulum sulfidophilum]AB18
MSYPFLPGGIRLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFEWYDADG
EYYTHYVDLVCRLRDGRGIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALAQVGKQMLVEAFVPKVRQADIAALSQARLDRSSIGFWPPGFSASANGMPTTWSFFQIA
GRLSSKPCRHMRTRCRAAS
>MCE8433086.1 hypothetical protein LZ186_16640 [Rhodovulum sulfidophilum]AB18
MNVEKYCHLKVENTAVLGGVEKLAILFSQNLSGILETGGMCLSDLEAGICENSAPETPHSRRSGQVGPVSFMGNSRICG
>MCE8433087.1 hypothetical protein LZ186_16645 [Rhodovulum sulfidophilum]AB18
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAAADMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDGHIQWEANCDGEGGSKLLDVLNRLPVAGLELHRTFGTFCGHWLEEGFNGADEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARGGAS
>MCE8433088.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB18
MADATIGLSDLAGRCLARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALHLEGGTTIYNRAGAKMTSEYNVITAVSGVGYLE
NDGSLTSTNTTYNQTAAAAFYKSGTVVNSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKGHYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMSSSDAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSEDEDLKGFGSLTMAGNAWTLSGGVQADALTVTSGTLTLTGTDLSFGSVDLAGASTLIVNG
NFNSSGEMTVASGSRLGGSGTFGEIAVQSGGILSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDNVTSDYAYLDPSLVYDRVNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEREGYTSRAATGA
DMVRAADAPEIWVEGFGAWNRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEDGGAAALAGQSQDMSTLFTTLGTRGSAQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>MCE8433089.1 DUF2207 domain-containing protein [Rhodovulum sulfidophilum]AB18
MLFPFRILPALFLILLSAAPLQAAERIRSFISEITIDGDGGLQVTETLDVQAEGQRIRHGIFRDLPLTKDGIRWGGFDLA
EATMDGAPVDTRIQRQDGMIRIYLGDEDTVVSPGEHRFRLRYDVDRQVRFFDDHDELYWNITGNAWDFRIDRAAARIRLP
DGAVATDVETFTGPLGSREQDAFEQIEDGGGTVYVMADGALDWHEGLTTAIAFPTGIVTRPSVIDRILFTFRDRPADMIA
LFGTLLLGAALRLIWRRKGKDAPLGRIRERSTPPEGISPALAQYIRANGGVTNSAMVAATINLGVKGFVVISQSDTTWSI
TRTGKANDGTLPVGEAAILAHLDGLEGPLVISPDNRKAVLALLDVFSAAMRDEHGETFHISHANWIMLAGVGGYGLAFAI
MWQALAGQTWLMHVIPALPLAIPLLTALFGGTLRDVALMVGIALGISCLMWLILGALAGALGLLSGAGLIALPVIFALFA
ARIGLTTATGRAHKIEIEGFRRYLSAPRLKGRSRRNARHQFEAFLPYAIALGVEKQFAGAYEDALTRSISRGRVPTHVWM
PAWYHGTNINGGPFGGGISAACEAMTSGVNACTTSGSGSGSSGFSGGGFSGGGGGGGGGGGGKPEVAVVLRCQAGPRRST
TL
>MCE8433090.1 hypothetical protein LZ186_16665 [Rhodovulum sulfidophilum]AB18
MNHGDALALVTPNGRGLALSDRINWAIFPDGTLRVAGKPARILRAISRPDPFTRSFTVTFPDLPVPEEAPQ
>MCE8433091.1 hypothetical protein LZ186_16670 [Rhodovulum sulfidophilum]AB18
MIRTTALLLCLATPAFAQLADGVQKDFYDDGTLAREITRSGGELDGPWRLYYPSGQLEEEQFYVAGRIDGVERKFHENGQ
LASKIHWTRGERDGAFQNYDRDGNLTMQGAYVMGAAVGPHIEFWPSGERRALRNFDNGRELGLSRRWSRDGVLTREAEYS
DEGDFIRERRWKDGTLISVREPVQVDGHGPGEKLKEYEGNFTETDIRAEGYRLTTRHLKDELIERSEVIDGQMQGLYIST
DPIQGDVTRVTYVDNQPDGLFTRTWNGKVLDRGMYDHGKRVGQWRREQTSPFVDLENYDAKGRLDGEQRTLGLDGKVRMR
VTYVAGTLDGPYESVGPEGEVLELGQYDMGQKTGPWQEIARNLEDLHSGTYVEDKRDGRWTITNAEGHPAEILHYDIGEE
DGLHYLFAPRWRGGRGSGMARRCP
>MCE8433092.1 hypothetical protein LZ186_16675 [Rhodovulum sulfidophilum]AB18
MDEVQAWRDGVRDGYTTYYQGGRPVLHDLWQDGALARTDLPVDAQ
>MCE8433093.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTFGQALRTCRRKFARFGGRASRAEYWYLVLAFVVANWVAGTRDYMFFDGRHPFGVFVAGIAFLPMTSAGWRRLHDVNRR
GWWLLLPGIASLIFLVGAFVIRGLSGRTRPPPDADDSRPWRTRGHRIAGLAVLDRAEGWVIRQVVTRETTLTVDGSTLPS
DLPSRAGFRHRKSGCETARKQALARCRARERA
>MCE8433094.1 hypothetical protein LZ186_16690 [Rhodovulum sulfidophilum]AB18
MRLWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAAGLIAQRME
>MCE8433095.1 lysozyme [Rhodovulum sulfidophilum]AB18
MRRLLKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFANRLAEFEAGLDRLIADP
VEALIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
EVPFRWDSA
>MCE8433096.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB18
MRALLAALLLAGCGGLPAPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVTRAGPESSLRFLAGARRCANTASPRSPSHMTEKLDGKNDSSKINLQKHVSRS
>MCE8433097.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB18
MPPATRKDDIGSGHDCHFPPSPATSASDDVIVNGRGAVRQGDSYAAHGCGTCPKPSHERSLSGGSGTVFINGKPAGRIGD
AIFCGGAAASGSGDVFLEIDFTGIIFPIQLFGHVTRAAW
>MCE8433098.1 hypothetical protein LZ186_16710 [Rhodovulum sulfidophilum]AB18
MKGFHDTLYGKALGGRHGPLLVDLWREILRMDEKHSEGCDLQVCDQLTLEFLHDLREVEAEDCWQMCWGLGPTVYGAVVV
SRCRSGNGLAGLGGLWLSDPARCTTYAAGASAQPGAHARYRKSAVHCANQPE
>MCE8433099.1 hypothetical protein LZ186_16715 [Rhodovulum sulfidophilum]AB18
MTQTVPARDLPFDRNAADRYANWEALAGQVGNAVDIENTPDTLNGEGTDGALSDLAEIIRPRAWARHTVLLIRFRYPLME
PMPPAMSWNTDAIPFGDTIQDKMRNAAKQEEVEPFTLMAGSTHSVGIPYPVGTSMPGHFDIINPNPIYAANVNMSAIVYT
SKQ
>MCE8433100.1 hypothetical protein LZ186_16720 [Rhodovulum sulfidophilum]AB18
MGRVDVSDVISPKRFRQVSQSVRIRSNDLYPGKIIIVFQTHLGAMIAEELGAMAPGGAPGRMPSRSQTVTTHAGGRITRA
TVRRQAHRPAA
>MCE8433101.1 hypothetical protein LZ186_16725 [Rhodovulum sulfidophilum]AB18
MNRYLSRAVSELRRGAKPIQPMLEDQDQRDRSYHQGRQDLSESSCVRLRALVCLFSFWSLLGTSAVQAQETFSWSDLRAF
GETHVCNPEHRIVNNHEYLAWMDFTQQVVQGLNAEDVFASCPDSRWSFLPGSLAGGLGPDAENRAALLAQAAVEPDVADM
EWRRFRQGYAATEYLTAAYLACPDQTCFDDLLRDDGYFDVICPDAIPDGADVTSPDGFELNLFTHGGDMRQFLPYLATNC
RLLARSQARDGTTPLFVVIGQIVNPE
>MCE8433102.1 hypothetical protein LZ186_16730 [Rhodovulum sulfidophilum]AB18
MSELTLQCSRWPNRTLAGLLVMGAMVSPVAEAQQSFSLDQLGLFAHDHSCAPDHQITNNTQYLTWIEALASLVDGSLPPA
AFLDCDTPLFGFAEMLNEAPLNPDDWRDLRETLISRITPEKPDPDPVQARISQGYAAADYAATVFLLCQADQPCFEAVTQ
ADGFGERICPDPVPDGFDNTSPDVFELKLFKHGGDMRQFLPYLLTNCRLMAAAENRGDMAPIHNTLMQALRLR
>MCE8433103.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB18
MAPTPPSPSPRRKANAPFDGIVTEARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALT
VELANDYPELEYTVQYRESDLAFACRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAW
RPARRITTGAIRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIV
ALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTAT
VVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPHIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVP
YDLPANKTKSVFRSDMHTGVGFNELRFEDETGREEVFVHAERDLHVGVENDHRTSVGGNLHRQVRGHETALTYGEHVSHS
LALRGITTGDTLLIASGNSETVRPVSPRAFVFGDGNLRDQKHPRMNLGHARSVQRGSMLLHAAADMVISSDDEFQIQSDN
SLRLASPDTLSVTTPADLKMSSQERVIVEASNGIVFNSESGIVLRSGKSRIRLSPSGKIEIDGSEVIVKGDKICLN
>MCE8433104.1 hypothetical protein LZ186_16745 [Rhodovulum sulfidophilum]AB18
MGGTLAYHNALEHQEQIREIMMHRFREGEVTDAQFRDVFGDIIDSANLKNTGIFDHDANTDIKVLLYFDRWSCGGILFAI
LGLLIGFLNIIHWLSLTGIMIFLPKLASKFFIIDD
>MCE8433105.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB18
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVRETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALTGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGVYEIIPGFVLAWLAIVVVSLATKDRGEF
RSTISAPAE
>MCE8433106.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB18
MPQTDTPTEAVGASQPAGAKPDFFSSLKLLMRYGQGNGTVIAVSAVLATAAVALELVPVWAIWRAVTALAADEAGAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVESGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPEG
YETRLGEGAASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLW
>MCE8433107.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MAGKVTRRILTVAVLATVAGGVALSFRPSPELVDLAEVARAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHERGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEAGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARMILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLVDGMPVAER
QAE
>MCE8433108.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPGI
ARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLNG
GRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRYG
SLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAML
IALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPPG
YGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTRA
VGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEAR
PGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIAI
KTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLALP
LGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAAVAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>MCE8433109.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSDGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKRP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MCE8433110.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MLQNHKTEEIAPGLVLNLFNASFSEPFSIEMEHEPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAAC
PCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRENCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALSSRPQVAMHPA
>MCE8433111.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGPAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYHAAAMADWQMVVVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAIKAP
>MCE8433112.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB18
MAGDEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVQGSDAAGVVLRVGSQITNCKPGDEVCV
HPGVVNDHAPECHEDDLLSPQIRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGPNGARMH
LGESVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPHERGIARLRGRIR
AAAGDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGL
INPVLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPKDGIRDPGLRRAAGIDPFLQKLMVS
>MCE8433113.1 hypothetical protein LZ186_16800 [Rhodovulum sulfidophilum]AB18
MSRQPCRHFTAEFKEQAVAVERLAAGAGGRGLALNPGAVIPEPHAQGQIEILIVDEAERL
>MCE8433114.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILNLESGLFLCLSYTG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVRYRDRGLTQRVIARL
>MCE8433115.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB18
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKEHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLESA
>MCE8433116.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB18
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGEAALEKIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFDLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MCE8433117.1 cadherin-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MSAQLTPPGRERVEVIERPVDANAAIRAVDDRSMSLIHRGEVDEPTLLSARAPDAVGGPPAETMEVWRAEETTTMSVSDF
GPMPSLSSSAPVSGASFGTIALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTSADGAVFANQDVTAPLAVT
VTPVTDAPRLEVAPATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGTSTADGSWSLGPDQLDGLTLTPPA
EFHGELSLEVAATATLGADSRSVTAPLAVTVTPVADPPRLEVAPATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEG
AALSAGTATADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVASATGAED
SAIALELAADLIQPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIPPSGFTGDFELQIAAIAS
DPEGGVATTNQLLPVTVLAEEPSRPPSSQVIELNGLISLEDTAVALELGQAFLEATGFSNLTFATISGLPEGTMLSAGDL
QPDGSYLVSAADLEGLLLTPPSDADDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITITGASSDDVSVIPFTIGGGL
SDVDGSETLTRFVSGFPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTV
TVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLFDLAGFASIAVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLTYTPPEH
DASDVTLTVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALSLAINGALVDTDGSETLSFAVLGLPEGAVLS
AGTRDPASGTWILTPEDLSGLTLTPPPDSSGQLTFDVRANSLEDEGNAASTTETITINILPVTDDASLIVQAAAGHEDQP
IPLNITLSAGDADGSENVTTIVISGLPDGAVLSAGTALGAGAHAVLPEDLAGLTITPPANFSGQFDLQVTAALQDGTADP
VTVSSSLTVTAAPVADAPVLNVTDALGLPGEPVDLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQ
LDGLQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPERAPIATEVVVDIAPGFTVDSTASLSRIVVTLADDP
LFAEDTLALSDETASDPVISDALSGGALSLRFENDGRQAILEGDAPAELFEQLVRGLQIHTSSDQGSRTVSIDVYDTAGE
LLPLDSVNLTLNPNDPAASTDPGDLFAADTSFDAETDTTSLDWGAGSDALDPPTTDDPAPYQEMST
>MCE8433118.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRHADFHRFTNDEKLIAEQERLLNAQIGV
RISQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MCE8433119.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWEAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKGLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADARPSMRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILALPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEADEKDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHSRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MCE8433120.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGLVIIVPALGAIALA
VAAAPANRSAREALARAMSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MCE8433121.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWKVAERYGI
>MCE8433122.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB18
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGNRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAE
>MCE8433123.1 hypothetical protein LZ186_16860 [Rhodovulum sulfidophilum]AB18
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENAPTAPAPGAGKSPRPATEAKPAPETKPAAKPEPEAKTVPEPKPAPKAEPAAKAEPVAKAAPAPPPMPERKPAD
AVAPPSPPPAADPAPTATAAPTAPASPAARPVSSVGPASPVAAAPSASRPPRPEAPAGTAQPAAAPPRAGTERRASGSLR
PEPQPMRGLDLSAAARPSAGPEPIQILKLGGAVIAVVAAIAAGAILLPRDETPAPAPDATADLVAPSGADLSQAEAPDRQ
PPFDDAANNDPRAERSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQA
VRPPEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEP
MTVPAPGDTADGAEITAEGVPVYDVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDVTAAPGETDPRPSARPAPRT
AEASPPAVVPADPEVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTLDTDAAVTAALEDLADGEGEA
ASGLPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSG
RFVKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MCE8433124.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB18
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>MCE8433125.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB18
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MCE8433126.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB18
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MCE8433127.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB18
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTAIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSMTNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAALDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MCE8433128.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB18
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MCE8433129.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB18
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVCFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MCE8433130.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB18
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MCE8433131.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB18
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPERLEAFLKQHMASPTYAIGFLR
>MCE8433132.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB18
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLL
>MCE8433133.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB18
MQYFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MCE8433134.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB18
MDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLIVVTAGRA
PETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARAW
RAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALD
LGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETGRSFALMI
LDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERRPVALPGG
AGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MCE8433135.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB18
MADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>MCE8433136.1 hypothetical protein LZ186_16925 [Rhodovulum sulfidophilum]AB18
MTEPRMKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAA
AGVFGLWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MCE8433137.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB18
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALYEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MCE8433138.1 EF-hand domain-containing protein [Rhodovulum sulfidophilum]AB18
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGPGAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGD
GMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMMGQMGPGMGGACGGGPGGMGPRGAMQG
QGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADGDGSL
SQDEFEAAIRTFRGMMRQQGPAAQR
>MCE8433139.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MCE8433140.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB18
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MCE8433141.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB18
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVAAVLDNARRALPGLSDRPLPPEGDIVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVETHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGCEVATAEALLVHVSLKTRQAAEPGAELDRRMAEIARAHAALPRPAGVGRSVGQ
KPL
>MCE8433142.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB18
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSQQDRAATLANME
EVLETLDDLVKAGKIRHFGLSNETAWGMAQWLRLAEEKSLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MCE8433143.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAT
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MCE8433144.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEINERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IKGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MCE8433145.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKAKTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MCE8433146.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQ
AAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLR
QMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDE
ISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPSCHIPRDCRPAS
>MCE8433147.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKRFASVAILAASAACLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGFDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MCE8433148.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB18
MSASREPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MCE8433149.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB18
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MCE8433150.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB18
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLAGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MCE8433151.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MCE8433152.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MAAPSETARSVPRSVHASAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLG
PGSQSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAIL
IALIFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVA
YAIMLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MCE8433153.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MCE8433154.1 ribokinase [Rhodovulum sulfidophilum]AB18
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAAASGSVEDALLDRASVLLLQMENDPAQIERLIRRCRPAKAMSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGDEGAELCWQGQEISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLEGAAV
>MCE8433155.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB18
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQEKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MCE8433156.1 hypothetical protein LZ186_17025, partial [Rhodovulum sulfidophilum]AB18
LFLTLADSSPLWGGNFKVSAQLAQTRRICSSRLGGARPEAISRDENAGDLANPVTPAAG
>MCE8433157.1 monovalent cation:proton antiporter-2 (CPA2) family protein [Rhodovulum sulfidophilum]AB18
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MCE8433158.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB18
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSAARLVICDGRRMGALTPVAETAGAHIATLNTDGSGSFAVIAATKSATYPTVARAPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKATLRESYRDSFA
>MCE8433159.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB18
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MCE8433160.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB18
MAIERQHPLGSQIAALPLRLDRNGRLSVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASRSIGSYEY
DKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLLGSD
>MCE8433161.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB18
MTADDAYAGLMAAAARSGHDAADLHAVASILALALSEAASPEDLPAHCGLDAGTLTELLGALFPAAPPEFRRGRGAAPRG
VEQDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAGPPAPAQVLKMR
>MCE8433162.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILASMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRGRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHPGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MCE8433163.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRDRGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>MCE8433164.1 NAD kinase [Rhodovulum sulfidophilum]AB18
MAGPTRIAFLASETASAEGALDRLTARYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MCE8433165.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSAPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLSLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRLPEDIGGAAKPIQIEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MCE8433166.1 response regulator [Rhodovulum sulfidophilum]AB18
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGSLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLALIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MCE8433167.1 propionate-CoA ligase PrpE [Rhodovulum sulfidophilum]AB18
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLSHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MCE8433168.1 cytidine deaminase [Rhodovulum sulfidophilum]AB18
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MCE8433169.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB18
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MCE8433170.1 phosphopentomutase [Rhodovulum sulfidophilum]AB18
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEGAPG
LDAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWVQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWVDLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MCE8433171.1 adenosine deaminase [Rhodovulum sulfidophilum]AB18
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEEAA
AEGVIYLETFLAPDFCGGRDLSAWVEHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MCE8433172.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB18
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MCE8433173.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB18
MCFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTRRRAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MCE8433174.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCDRFPQ
>MCE8433175.1 hypothetical protein LZ186_17120 [Rhodovulum sulfidophilum]AB18
MIALKDGSPAAVMSDGPKKKDDLTPAEEVSISDSLAEAIKVNRDAFIEAHTDTEDLAETVKSTALTGAVQAGAIWSSGLG
TFAADLNDTYLASISGRAARRYLPHMPSFKDWVRIHREFVGEILSTDFEIKTWRGKSTSFFQERRLSGRISPRSVTRKRG
SASSMRCLKA
>MCE8433176.1 hypothetical protein LZ186_17125 [Rhodovulum sulfidophilum]AB18
MNFSDKIEADQDCLPCQHGNLFLSDMSAEMQSRLRFSGAVNGKTTKTLPVGRVFQLENSADRTINQLDFSLGGETMTVIP
DLSYDPVTAPEDLKCAIAVPDELPSEREPEYYYPNGSGALAAVRTQAFNSASDVQALRRSDPTEYAKLMSAFDRMNFAYN
ISDHPILNTSELIREIGSVQPRLKMRLRDHDLSARAQDILA
>MCE8433177.1 hypothetical protein LZ186_17130 [Rhodovulum sulfidophilum]AB18
MAAVLAPGSADAQSVIARWIAEHAPFAVAETKPVALESWLQTGGGNWDLLATLPELTAEVPVRVVAAGPRAGTGGPARFI
LTLAAANLARLPRLLAI
>MCE8433178.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB18
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MCE8433179.1 VWA-like domain-containing protein [Rhodovulum sulfidophilum]AB18
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTKVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALGPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPSGAPFGRVLSLAR
>MCE8433180.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTVAGESPHTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAEEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MCE8433181.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB18
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVAPEMPPEARCEAG
>MCE8433182.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB18
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MCE8433183.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB18
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFEDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQAAAA
>MCE8433184.1 hypothetical protein LZ186_17170 [Rhodovulum sulfidophilum]AB18
MSYHVEALCDRRRFGSAARKQIAMYLANKASDDGAGIWCSKVDVLVSQGRSVAEAVRSIGVAVVNANIREDLQRAAHRFF
DSLAAFAHQAFPPRQQTFYDPDWHPIQTMGPLEGIRYFNDAFSSEQQYMLERGFGLN
>MCE8433185.1 hypothetical protein LZ186_17175 [Rhodovulum sulfidophilum]AB18
MIYREADDRRRVRLYGSLGLAVAVTSLFLFVAWVGFGSVTHIVGVLCGGGIVCVGLILNTWVVRSPRLHLVLTTCIAIAG
SPVSIVLAWYATRGFGLASAWSDLTFAAILLVIIALSVAETRQADLAAFERELYKRGGLRRVSDDQIEFRLRGAPQNGPY
GAYFRPFKAVKWFEIAFSISLGTVTLIVAPFAFTSVSEPIQALWVFPVMFIGVGWLLRIALTGVVVNWRLLSFLRRNSAQ
>MCE8433186.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB18
MGALFKATNRPLRRAQVLAFFERLPPCPIGIEACASSHHWGRELTKLGHTVRLMPPMYVKPYVKRGKSDAVDAEAICEAV
TRPT
>MCE8433187.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLPPAQEAVAVALRKALFL
PLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQ
>MCE8433188.1 hypothetical protein LZ186_17200 [Rhodovulum sulfidophilum]AB18
MTGTGFDADIDAVLGPASDDLIPVPDAVIRRWTGRLPNALIRIWTTRGFASLAGGRLHLAGPARLAGLMSHIFANDPDLG
GDSHAIAYGDLGELVLWSERHGYGFLMPTLAALEVPNLTGPEAMPPDQQFIEYVLRMPPELIEAFDPEQQMVHARLVERL
GPLPAGMIYGATPVPPSAGGTPVENYVLAEVEDWLEAVYTEMRVSLVDWSRTSPQIRFIGDGLPGQSKGSGSR
>MCE8433189.1 hypothetical protein LZ186_17205 [Rhodovulum sulfidophilum]AB18
MTAPSSGFGLLCAGLLVFFCPAHAVEAAESLTLGFGSDSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGVWSLSAQWVELPTGKSWRASVDIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAER
VPSADKDWKAQTGYFPELPYVMKFSHQDYLAGLEAAKCPSPSGE
>MCE8433190.1 DUF2235 domain-containing protein [Rhodovulum sulfidophilum]AB18
MDIDTAASAAAGQAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYQNALSNPALLYDLYKRGTKYDEP
NACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSRGAA
AARHFVNSIRAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGDE
YRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSREEAEAARNAELPDDLAELRQIFIREGWIS
PDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVEGALLDLPTKNEN
YSIPDALRPYEARIRSGSLAGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRVEYPNRPGLAV
>MCE8433191.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSRTTFISRGDLQKRFAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAENLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRAPWFFPRETGQIEAF
LIPDLRRNGLLVEEIGEVSRADLPSPRPAFTLDAAELAAIRGARVEDDLIELERLLVETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCTGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEAKG
>MCE8433192.1 ammonium transporter [Rhodovulum sulfidophilum]AB18
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQCTLI
TAMMMVIWVFWGYSFAFGDSTSPFWGGLSKLFLSGVTPDSTAATFTDAVIPEYVFIAFQMTFAVITPALIVGAFAERMKF
SAVLLFILLWATFAYFPIAHMVWAAPTQFDAENNPLDGGFLFNLGAMDFAGGTVVHINAGIAALIGAIMVGPRIGLGKEN
MAPHSMTLTMVGASMLWIGWFGFNAGSNLEANGIVGLPFINTFVATAAAILSWSAVEALTRGKASMLGAASGMVAGLVAI
TPACGNLGPMGAILLGLIVSPICYFFVASVKQKFGYDDALDVFGVHGVGGIVGALGTGLLGGSMFGGTGDEDYSTIGQTI
IQAEAVLVTIVWCGVVSLIAYKIVDMIVGLRVDTDSERQGLDLTSHGESAYHS
>MCE8433193.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB18
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MCE8433194.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB18
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRAQEGVPPHPLPMLVPQEPSSAVAAREGGDRGGNVAENILRSVLGAFTGRN
>MCE8433195.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSAPAPPAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGVRAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MCE8433196.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB18
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARNQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MCE8433197.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB18
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPIDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFSRIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLADAGLPGAPAEDLTGDLAETLGRETLSWPLADYKAALAALPAPLRDALSEVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDLPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGGPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGIKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAVRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDTQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSAAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAATLTDLETPNAS
>MCE8433198.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB18
MPHDYEKDGAAIYLQSFATIRAEADLARFDPDEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGRAPILCDARMV
SEGVTRKRLPANNEILCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MCE8433199.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB18
MTMATVYGLGLGPGDPDLMTVRADRLLRSARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MCE8433200.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB18
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGAQP
LVYTPRSAPE
>MCE8433201.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB18
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVAGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVPDIAGAVAALAGPARRVFLAVGRMHLQAFAARPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTESDDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MCE8433202.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]AB18
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWRALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVADFAA
FLTGAGFGASRLHVLEALGGPRERIRETTPRAMDLTGIAHPVAVALELAGEGPAIPTASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERARRIAANAAALGVERLRIVTGRAPGALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MCE8433203.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB18
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MCE8433204.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB18
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MCE8433205.1 cobyrinate a,c-diamide synthase, partial [Rhodovulum sulfidophilum]AB18
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAVEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALP
>MCE8433206.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICD
>MCE8433207.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB18
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLRAAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>MCE8433208.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB18
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVARLEEAFAAFTGARFALAVASGGYALATALRALQV
GPCEPVLTNAFTLAPVPGAIASLGARPVLVEVTSDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AELPNVSGRMDALRAAILRPQLTELPDRVARWAELYRALEAGLRGCPGIALIDRSAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAERPQGFTSRYVHWGYVAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAIVVEEIAADRA
>MCE8433209.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
METNNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>MCE8433210.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB18
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFLRGIDVPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVRTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLTGLFRALTGRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPAAAVPSRT
>MCE8433211.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB18
MQAYRIARVVLLLGVAGGLSACQGAGFGLFKKDDTETRPVRAESSAAAAAEGEEAEAPEVFHVEEVGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGGRKAEPAE
ADAGGRFVQVATLDSADGAEATAARLDKAGLSAEIRAPDPGGRGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MCE8433212.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB18
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MCE8433213.1 dTMP kinase [Rhodovulum sulfidophilum]AB18
MDRAARFISFEGIDGSGKSTQARLLAERLRGQGCEVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLTDEALA
>MCE8433214.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB18
MSGTELPEPDRIEGAPHPRDTVHLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGPAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIEL
>MCE8433215.1 hypothetical protein LZ186_17355, partial [Rhodovulum sulfidophilum]AB18
MPESQALMAYDIGFAIHDGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLS
GLDPEVVALAELEEFQRRRVTVFLALFDETGQI
>MCE8433216.1 hypothetical protein LZ186_17360 [Rhodovulum sulfidophilum]AB18
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITLDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MCE8433217.1 hypothetical protein LZ186_17365 [Rhodovulum sulfidophilum]AB18
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVALADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MCE8433218.1 DUF2190 family protein [Rhodovulum sulfidophilum]AB18
MKNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKTAAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>MCE8433219.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB18
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGCPCEGEAIRAALEAHPGRVTVIV
SGFAASAASLMIMSAGRIEMTAGSFLMIHNPSRGLYGTAADLRKKADDLDKLARIYASVYAARSGRAVEDVMRMMDEETY
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEIPTM
TTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVTRAVQAERERARSIRSLAQPSMRAGLLSEAQVEAVIDEGVS
LAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRKA
VADGFLSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEYE
QAMLEDQAEGLKLVRRGRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKALFHADHGNLA
AAAGQISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPNL
GASVSGGSDSAWYLVSSELPPISVAYLDGYETPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>MCE8433220.1 phage portal protein [Rhodovulum sulfidophilum]AB18
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRHALPGLQWQVMNAVFSDGEVLV
RRRARNLAFEPGLLLPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPAR
QILHVRRTERPGQMRGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQ
KVTPSEPPPLDGYAEFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEA
WQVAGASAGLPPAPRALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARDPAPDTTKE
EDIAHGGV
>MCE8433221.1 terminase small subunit [Rhodovulum sulfidophilum]AB18
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>MCE8433222.1 hypothetical protein LZ186_17390 [Rhodovulum sulfidophilum]AB18
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MCE8433223.1 hypothetical protein LZ186_17395 [Rhodovulum sulfidophilum]AB18
MTKGVPSIADVSSRHSREIAIGIVAKIGTTRSIDRKPAGQTAGSMFETACQCFVSESFARLEHLRPGVFAVEKGQSISQF
DQYSHLDELQALARANKELRTLLGADYLIKPDVVVIRHPESDENINDQGMLVDGSVARRTALRSANGAKATLHASISCKL
TIRSDRVQNTRSEALNLVRNRKGRLPHIVAVTAEPLPSRIAAIALGTGDMDCVYHFALPELVETLREQERESLELVETMI
EGQRLRDIADLPLDLVI
>MCE8433224.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB18
MRRNLTSVELCAGAGGQALGVEQAGFDHQACVEVDDWCRKTLNLNRPSWNVLEGTQCDLTTFDARPYAGVDLVAGGVPCP
PFSKAGKQLGAQDERDLFPAALRVVDEVRPKAVMLENVRGFLDAVFHDYRLKLKSQLKSMGYSFVEWHLFNACDFGVSQL
RPRVAIVAVHQNYADKFEWPKGGDLHPPTVGECLRDLMSANGWTGAEAWAAQADEIAPTIVGGSKKHGGPDLGPTRARRA
WEALGVNGKTIAEEAPAPGFEGMPRLTVRMVARLQGFPDDWAFAGRKTAAYRQVGNAFPPPVARAVARNIHAAITARRLH
AVA
>MCE8433225.1 hypothetical protein LZ186_17405 [Rhodovulum sulfidophilum]AB18
MQDRAMMMDRQMQMQGQRKHPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATMVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRAYDSAELPDGWQPIPRRN
RKGVIVQDRARYTPCVWEPSPARIAAARRAYLDWWGYLLEVQAALGAADLTRIRITRDMPPMTPWR
>MCE8433226.1 hypothetical protein LZ186_17410, partial [Rhodovulum sulfidophilum]AB18
SAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSFIPAKRDATGYRGLRFT
DEFAARMADRRDHGGAGAPVDEPF
>MCE8433227.1 PLP-dependent aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB18
GVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDADPRIG
AVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPEDLALIYVGSLSKLLSPGIRL
GYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLPAGGL
ALWMRSAQGRADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>MCE8433228.1 hypothetical protein LZ186_17420 [Rhodovulum sulfidophilum]AB18
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNEAPEAKSPEALATAAQRDFAA
GDTVICDGWVLARSEAEFALACLRDDTA
>MCE8433229.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB18
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMYMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MCE8433230.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB18
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELASKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MCE8433231.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB18
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTVALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MCE8433232.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB18
MWERLDAQAGRAATRPLAALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPITDVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHA
QVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLV
AARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQ
IVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGPRPETLDGSTAQLLDFIAAAG
>MCE8433233.1 hypothetical protein LZ186_17445 [Rhodovulum sulfidophilum]AB18
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLATP
APVDPRLRR
>MCE8433234.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB18
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPGTGWPHMAAMAALTLVYMAGGIPAAARALRALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGGTEEVAVADLTPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARI
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGAELGIAPAQIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MCE8433235.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
FSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKGERVALSP
RIDPGDTLRADLARCGQAVRDQV
>MCE8433236.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB18
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MCE8433237.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MCE8433238.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB18
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPGSASG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLLAVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPILGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRGVSIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNG
>MCE8433239.1 hypothetical protein LZ186_17475 [Rhodovulum sulfidophilum]AB18
MHIRTGLLCLLLCLVPLRLAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVLYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTALAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTEGAIARI
WRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRLAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGFHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MCE8433240.1 hypothetical protein LZ186_17480 [Rhodovulum sulfidophilum]AB18
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MCE8433241.1 ribonuclease HII [Rhodovulum sulfidophilum]AB18
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MCE8433242.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB18
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MCE8433243.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB18
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPGAQSIEIDDPKLEKLSGDARNAAEVKAAVEGGDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MCE8433244.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB18
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETVPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MCE8433245.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MCE8433246.1 DsbA family protein [Rhodovulum sulfidophilum]AB18
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MCE8433247.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB18
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFR
>MCE8433248.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB18
MADGQDRGRDHGGDLSEAMARFGGTADDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGACPENVLVLRSFGKFYGLAGLRLGFVLGSKALLGPLAGRAEIGRGSWWERV
>MCE8433249.1 adenosylcobinamide-phosphate synthase CbiB [Rhodovulum sulfidophilum]AB18
MSAAAMLVALAIEGVAGWPDRLHARIGHPVTWIGALIAALEARLNRSDDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MCE8433250.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB18
MAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRYPGRMPGLWQGARPVLSHAQFMTLAARLGTRPGRLRLHAGMPPGG
GAGASTAALLAAIRCLARHALSAEEEAALCLSLEGATDPLMHPAPGRLLWAPRAARVLDRLPPEPAFEVVGGFCGKGQRT
DPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPVPLLELGRNLGALGLVVAHTGAAQGLLFAPGTAP
AGTEAALRTAGLGRVLRFRTGGGGR
>MCE8433251.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSDTKASPPATEGGAREAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGTAAEMHEAAANLLIALIAIHVAAVAL
HKFRWKSNILSRMM
>MCE8433252.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB18
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMNTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPDEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MCE8433253.1 hypothetical protein LZ186_17550 [Rhodovulum sulfidophilum]AB18
MDRLLAAVAFIAFAGFVGILAAEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MCE8433254.1 amidase [Rhodovulum sulfidophilum]AB18
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPGIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRARINMAEMARHYYR
YDRDGRDLLGAETRAAIDEGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MCE8433255.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIASVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MCE8433256.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB18
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVIAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MCE8433257.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQNEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLKL
>MCE8433258.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDR
>MCE8433259.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDHDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPPA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MCE8433260.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB18
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVDVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>MCE8433261.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB18
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MCE8433262.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB18
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHDAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MCE8433263.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB18
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPMLNDRDAPRY
PRAQLLDAAERNTVDAGLEARGVRQFLPR
>MCE8433264.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB18
ISAAQAQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERAETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPT
PEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGSLINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEE
EDLDPDQERIEIPAFLRRQAN
>MCE8433265.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB18
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFENAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MCE8433266.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB18
MVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRALIMQAYTYHQAKDYE
TARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQSAILKFDLAFNHLAA
KEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNFQGTDWYADGYKLLQ
AKGLEPEAKGEGWLRSVYRQMIKGEWL
>MCE8433267.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB18
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAAFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLDTELDAVR
SAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARADYDAAAATLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MCE8433268.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB18
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPAEYASLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEQREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MCE8433269.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB18
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MCE8433270.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB18
MGPRRAMTVMSVMRLLALIAFVLAGNAPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMRKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGTVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTSG
ARPREPHPPRTGKPPAPQPVIADTAGQDMVDLSPPETGPGGPYTPSGGRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLQAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSTAAAMDQAAKA
>MCE8433271.1 NAD(P)H-hydrate dehydratase, partial [Rhodovulum sulfidophilum]AB18
IWAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRISALGLGPGFGTGSREAELLRLALDSDRPLVLDADG
LSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHGPGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGR
AAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLGAWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>MCE8433272.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB18
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MCE8433273.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB18
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MCE8433274.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB18
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MCE8433275.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB18
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MCE8433276.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB18
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MCE8433277.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB18
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MCE8433278.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB18
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MCE8433279.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB18
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MCE8433280.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB18
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MCE8433281.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB18
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MCE8433282.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB18
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MCE8433283.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB18
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MCE8433284.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB18
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MCE8433285.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB18
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MCE8433286.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB18
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MCE8433287.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB18
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MCE8433288.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB18
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MCE8433289.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB18
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MCE8433290.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB18
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MCE8433291.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB18
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MCE8433292.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB18
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MCE8433293.1 hypothetical protein LZ186_17765, partial [Rhodovulum sulfidophilum]AB18
GRPRGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRHDGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MCE8433294.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MCE8433295.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB18
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAAERDGEEGKRAKYFSETPGAGG
>MCE8433296.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MCE8433297.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB18
MDTETDPRSCPFGYPQKDAAAIIGIGASAGGSAALETFFENCPTESGAAFVVIQDIPTKHESLTAGLLAQRTRMPVEMIE
ADTRPRPDHVYLNPPGTVMRIEKGVLRFTPCDEGQSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRDRGRPA
>MCE8433298.1 hypothetical protein LZ186_17790 [Rhodovulum sulfidophilum]AB18
MQKALGLFGGAVGDEEQEFVAAEPAEAGPLAHDVFQPPGEGRQDRIADLVAHAVIDVLEGVDVEKTQRQSLAHRVEPGQR
VAQPFQEARPVGEPGQRVAIGKVVGEAEGGMEIGVACHQGADIGRGPADGDDLAAVVAKRKFLNQKAAPVIRGGGMAGLI
AGRLARDQHLDIERARAQQPVEGAALLDAQGLGAVQIGAGGPVGEDQVAGQVEGMDQGRGRLAQHLVAMALVLLPVVGMT
VDQQHMHPAVLFGTGRKTGQMGVIGQIDPVAGPADMHRDRGGGALLGARRRRGEIGMQTASGGLVEHAIDGAVAKLLGRG
KAEHGGRGLVGLAHHPAPVEHNCG
>MCE8433299.1 hypothetical protein LZ186_17795 [Rhodovulum sulfidophilum]AB18
MSPQLRIAPAQQRLGADDLAPVGNVEFRLEHQPEAVLAKRLSQCAEHPQPPFAGKAQALLEMRNPVAAIRLGGIERHVGG
AQQVLGALGVTRIVAEPGAAGQQHPGSGHLIG
>MCE8433300.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB18
MPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITETGLMN
CTGEATRNLANLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDAGDGDDDGASERIVRAMLALAESLQLS
TVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFEALIGA
>MCE8433301.1 hypothetical protein LZ186_17805 [Rhodovulum sulfidophilum]AB18
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MCE8433302.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB18
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPTEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAALAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRHGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEAGALPLTLAGRFWQVAMTARLIAWTDQTVREDTSAKENAG
>MCE8433303.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB18
MTAELTVIPPSTEPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRR
AGLAEMLEGVTDLLISIPPGEGGCPALAALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAEQGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAASAILAALSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MCE8433304.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB18
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MCE8433305.1 hypothetical protein LZ186_17825 [Rhodovulum sulfidophilum]AB18
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGLALLGLVRAHPANAPVSPVLH
>MCE8433306.1 hypothetical protein LZ186_17830 [Rhodovulum sulfidophilum]AB18
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>MCE8433307.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARSPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGALPSGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTGSRDPYDGAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RSDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGENSRKASSSKAGSANSIPSDPALAA
H
>MCE8433308.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAAPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAKTGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MCE8433309.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTRDAKKQNRERRHEIMDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATD
QALPHTERMARVISSSYDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFE
HLLFGPIVTLSMSREMFATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHS
>MCE8433310.1 hypothetical protein LZ186_17860 [Rhodovulum sulfidophilum]AB18
MREFLHRWRGEQQGLAARLEGREWQPDRPDAGHVREDQSVHGGGRDSSDESTETPLERTRAAARFTSAIELSQKLEFGVT
GLDLVPKSGSPDLLLKLGGAHTTLGIGVTGRLDILDTVATCVLTPASAKLLKETRAKIADGKVVNGTVEAFLELSSNGQV
GFAIDGTSGITIPADPDVDAELDLASLQTMSGEVTIGGKAEIKLHIEGKVWGLAAKAGLRGTIHTSWTWAARIRDGKRER
SHAFEGLKVSGEAYVEIGEEGDGGEGSKTYQSGGSVFSGKASGEYQADDVFSAVQENIAKANEQYATRQGMQPAEGEKDD
YTLWKPVPAKWVAYGSAASSRSDPDLLPDWRRCHGR
>MCE8433311.1 hypothetical protein LZ186_17865 [Rhodovulum sulfidophilum]AB18
MADNPKRQHYLGFDAQGAFWVLRVNGVDLWTQSSTGLYSSSLPVNHMLKKGENTVSLVHVATRKLDPKTGESLLEHHDHF
GAEIRLRAIARDGSREEIHLLSVRYEVDGGPLKRLPQPLAGGEFVTETAHLKTEGDLRGTFSPVEDGAVLVLGSGESDPA
ETLTVRFTVDDDLPGDFFWEDKAVPLQDTPEMRAGLRRAYQDIHGLFEEGRFRAYLDIVRPVWARAGQTIAGGKSAEEFV
GGEQHLREKYRRNRDDGSTLSPLLISADPGGDSLEFMADHRLVRIRPDPLRWNFPPEAHRNDRRVPAVFFRDADGAWYLA
DIVMN
>MCE8433312.1 hypothetical protein LZ186_17870 [Rhodovulum sulfidophilum]AB18
MTTLFGALFPPSGWRTYLPRRFVLILTFCLTGNAAMADVPNRQHYLDFDMQGAVWVLRVNGVDLWTQADNALYSSSLPIN
DLLKKGENSLSLIYLPMRRLDPETRSPVLEHHRGFKAEVRLQAIEPQGGREEIHLLSVGYDENGDIIRLTSPVSGSGFIS
ETSHLATADGQVGSWFPVSKSPQIVNAGGQSAPAETLTARFTVDDDLPGDFFWEDKAVPLQDTREMRAGLRRAYQDFYKL
VEQGRGYEILELARPLWARAGTTLAGGKSAEDYIGGKDGLRRFSRNPGDGSTLVPLGISDDPTGDSLEFMADHRLVRIRP
DPLRWRFPPERNRNDMRSPLVFFRDAEGGWHLGDIVRN
>MCE8433313.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
FARRLKTINGLTPYEYICKIWTSEPDRFILNPINEMPGLNN
>MCE8433314.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MTDDPGHYDDLAARHVSIRRVLRLFAPYRAQIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVQSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIASDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALAMLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDFGFATLSQMLGVVSQEPYMLNASVAENLRFACPEATGAEMIAAAKVAQIHDHIAALPEG
YDTPVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTVRDADMIV
VMQHGRMVETGIHAALAAKGGVYAGLLAGA
>MCE8433315.1 ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELTRDRFDLAEEVGAALNGLEADLTAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQTDD
>MCE8433316.1 response regulator [Rhodovulum sulfidophilum]AB18
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGVGYRLDMPHVR
>MCE8433317.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB18
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSVRKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAASGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MCE8433318.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB18
MARRNILILSFLGLMAVTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLATAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMAAEEGLGP
VRIIRDRVGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGTQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGVAVSVEARPAET
>MCE8433319.1 hypothetical protein LZ186_17910 [Rhodovulum sulfidophilum]AB18
MSEGEIEEMHIGLKGPMNALFLKDLAKKTRGEGLTIELHGALAGLLRLATGAEALTQARMAGTRKGIVWKPLIVLEN
>MCE8433320.1 hypothetical protein LZ186_17915, partial [Rhodovulum sulfidophilum]AB18
ISAKAVVKLDQLAAENPQNVLGKLWEPGLRVLDDPFYARYREHLPAAAIRQDPDRDRERG
>MCE8433321.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MCE8433322.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB18
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MCE8433323.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB18
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MCE8433324.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFGSYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAEQAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MCE8433325.1 hypothetical protein LZ186_17940 [Rhodovulum sulfidophilum]AB18
MLREEMADVTLDHDTRTAEIERKTFDQAGPGRELTRGYERTQGARTAFLRKPAPGSYGRCGYRLLSQRKTPR
>MCE8433326.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB18
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHQMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MCE8433327.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB18
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MCE8433328.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MCE8433329.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB18
MKLSARNILAGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MCE8433330.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB18
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPNEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIAAHCIHLTDDDIVRLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSESWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MCE8433331.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MCE8433332.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MSDPGHPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>MCE8433333.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>MCE8433334.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB18
MTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPGLAGARELFDLPVV
GMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDIQQSLREDLIRLCNRAVREDGA
DVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPALTRQFACG
>MCE8433335.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSDTSLDIQASAERVADCLRDRIVKGECPPGARLVERRLSAELKVSRTPIREALKLLRADGLVEISLHRGAQVLAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRVAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MCE8433336.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB18
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MCE8433337.1 COX15/CtaA family protein [Rhodovulum sulfidophilum]AB18
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFAP
PYGQLPPLDAAGWSGAFDRFAAAGGTADLTGFQRLYWWDWGVRQVGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWVMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGIAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MCE8433338.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB18
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFAVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MCE8433339.1 hypothetical protein LZ186_18010 [Rhodovulum sulfidophilum]AB18
MTWHDPLWQRIWPPARRVAFAIVARLWWRRPPEEIAARLEARPLREQVLIVGTVLVGLFLTSLLFAHAGIPGLLSYLLLV
ILLIR
>MCE8433340.1 hypothetical protein LZ186_18015 [Rhodovulum sulfidophilum]AB18
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MCE8433341.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB18
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRPPAWQG
>MCE8433342.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB18
MQARQPVMDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQA
LAVTTNCSIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MCE8433343.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB18
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGELQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MCE8433344.1 hypothetical protein LZ186_18035 [Rhodovulum sulfidophilum]AB18
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVALLVPLALLAVLGLRLLQRRP
>MCE8433345.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MCE8433346.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB18
MFQSFGMTRPHASSTSPSTASPTAAVASAHPTPGRAAGGNPANRYDRLTVVAEDDGWDPGEAPPPLRTETRIERPRTAIT
RNSSPDLPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPY
QPIERTHRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTI
ERLAAAGVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCADRAERVMARLCEIHG
GKAYRSGWGHRMRGAGPHADMIAQRFRLVTARLGLAVTQTGLSTELFRVPPRSGDQDRKRVG
>MCE8433347.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB18
PALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPLRYAWGH
GAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVHSAAEERELVALTGRL
CGA
>MCE8433348.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MKDADVVFHEGVNVVVGDNEAGKSTLLEAINLALRGQLNRRAVQYELHPLLINVHSVSDFIESHQQGRPTAPPEISIEVF
FADTPEVAVLRGSNNSEKTDACGVSLTIGLDEAFHAEFKSYVADPEALNGVPIEYYKVTWQSFAGASLSAQAIPLKTALI
DPSSISNSYAANKYVLEIVRDYLSKSQSVDLALAYRSMREEFQDDARIKAINDDLSTKQGVVSDKVLSVAMDTTTRSSWE
TGVLPHLDNIPLTLAGKGEQNSVKIKLAIEAAESCDLFLMEEPENHLSHTNLGRLVSHLAERCEGKQLIVSTHSSFVLNK
LGIDRVMMFNGESAVTLDDLPADTKSYFQRLPGHDTLRLILASRSILVEGPSDELIVQKGFRQKHGSLPLEQGVEVISVG
TSFKRFLDIARLLKLDVSIVRDNDGDPEGKKALFSDYEADDTIHIHIDGDASARTLEPQIVKANGLQKLNQMLGTVFATE
AELSDHMEANKTDTALTLFGHADQLVIPGYISDAIR
>MCE8433349.1 AAA family ATPase [Rhodovulum sulfidophilum]AB18
MTQSDDRIVLAAAGSGKTTTAVELACENTEKRTALITYTLNGRSELEARAYRGFGAIPPHVTISSWYSFVLTHFVRPYQN
HLHDRRVDTINFERAPITRRRFRKCQISPYFFSSPNRIWSDRATDFACKLIDETNGQPINRIQGVFDLIVVDEAQDLAGW
DLELIEYLLQSSVEVALIGDHRQATFSTNDNPKNKKFAGEKIIQKFKGWERSGFVHIEHQSHSYRCVQEICDFADQFFPD
CEPTASRNARITGHDGVFLIRQKDVERYFREFAPQTLQWSKAGGEKIGTPLNFGDSKGMTFERVLIYPHKNFRNFLKTGN
MDLAGQTKTKTYVAVTRARQSVAIVVPDNFTPKVGTIFQFQG
>MCE8433350.1 hypothetical protein LZ186_18065 [Rhodovulum sulfidophilum]AB18
MSDAERHSRENFYQNLIWVVDGLPFKKNFEINHILPSPDDGFAKDLAWFPPGVHGGLFYRRSEHPEAQGDGNSLVLMHQM
REIEDQVNASYRGHHQFIWKRPRITWFAAKCPVFLDFGDERLLQLILYDAERPTWCVRQISKRKFLHDVNTEASACSVGT
RFYPLPKN
>MCE8433351.1 YoaP domain-containing protein [Rhodovulum sulfidophilum]AB18
MSIVTLTPGSLSNEHICCAISDKKCVTGYKAKKRWLSDQYEHGYRFSRLDERGKVFIEYGPGEHTWMPVEAPDWMVMGCF
WISGRFKQQGHGKALLQTALDEARAAGLAGLVSVVGKKKMHFQSDGKWLLRQGFREVDETESGFSLLALGHEDDGAVGIP
RFSESAKRGLPSDTKGITVFYSERCPFTDFHIGSSLRETCKKRGLSATVVKLDSLDKAQNAPTPATIFSLFVDDRFVTTD
LSVCMDSRFDKIIEKAGEGKALGL
>MCE8433352.1 beta-lactamase family protein [Rhodovulum sulfidophilum]AB18
MTTDRYIFTHRVAASTSDIGQAVGAEIFPYWSFTKTVIAICALRMVQDGQIDLDRHLPGYDFSLRQVLGHTSGLPDYFSL
PAYRRAVAEDDKPWPATHLRDAAMAQGRLFAPGKGWSYSNVGYMLARDVIEDVAQQSFSSLVKQMVCDPLGLSSVKLAVA
RRDFERVHWAASGGYHPGWVYHGCLIGTAADAARILHALFMGELLNAPMLAEMQITHPLGGAIEGRPWTECGYALGLMSG
RCGEAGRVIGHSGGGPFSVNAVYHFPDLPRPITVASFTDGRNEGVAEFAAIDAALRY
>MCE8433353.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB18
MGKTNGYLARDPSLAVKRKPIPKTIGHPAWTDAEIDRFRAHWALGSVQRLCFELVFWTGARISDAVKIGPGMAGRDGVLQ
FTQKKTGEPAFVPWTCPLPAYAVRMEDDRKLLFAALEARVERHMTFLATAYGTTRSEKALGHVISNAASKLGIAKSAHGL
RKSRAKLLAEAGATVHQIAAWTGHITLEEVEHYTREASRRAAVRGEQMKKPVNR
>MCE8433354.1 hypothetical protein LZ186_18085 [Rhodovulum sulfidophilum]AB18
MSWQVRAASVVTLRHIQTIHKGGRIYRYLRAPGGKRVRLPDLPMDDPAFLAAYASALASAPKITRAKPGAIAMLIEAFLG
GRDYLSRSESYRRTIRRHAEAIKAQADDALARDLREQDIEADLSPLCPNAAADRLKAWRMICRWGKPTDTWREIHRSLSS
VSRFPRR
>MCE8433355.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MAITRDFAPRLMPAPQAAHYLGVSESTLRTLDLPRRVVGAKRLFDRLDLDAFADSLATEGAAAEVNTCHGKFGRRAS
>MCE8433356.1 hypothetical protein LZ186_18095 [Rhodovulum sulfidophilum]AB18
MAEILTRSFGRFHAEVSSAEARLVIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKRVEDPADKAFREAVAE
LVDCAMKEEKVDGHHS
>MCE8433357.1 VOC family protein [Rhodovulum sulfidophilum]AB18
MTEQLFVGFHHFAMRTPDLQRSITFYEALGFRQVHEWTLPDYGIDRAVMMQAADTKSWIEIFDLKAGIPMQGRGAKVGQA
IATGALAHICLTVNDLEKACARIVEVGATHLHGPENLGLGQPEVSVQNAIFEGPAGEVIELLQHVRFPSDLPEAV
>MCE8433358.1 hypothetical protein LZ186_18105 [Rhodovulum sulfidophilum]AB18
MLIVTLIGAAVAGCIPQSRRAQIDVGGGASVALIVSPMFGWHSDWHRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHESG
LYVLHEGQAGCIIFSVSPPKVVNDPAISCDKSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFIGA
DKQPEAEPSDIL
>MCE8433359.1 hypothetical protein LZ186_18110 [Rhodovulum sulfidophilum]AB18
MFPSDMFLINIVVFVPLALFGFALSFRRRARNKRERAAAENVGELREHRGSDHLFCDYAEWQAGAEPTGMKRKIAPRITP
LLCDASEDKLVLRAGYHVMMRRLAITLALIVLGGGMAKFAITDAVSYVQRGHHFTKYIEDPDGETRSVYVDHDATPWNYV
LKKINQASLAYENRGTDLAGVASTTLELIAREFSQLGFYGSILGFILMLLSKAPAPIVIDRKRRLVYTWYRHRFWAAPWD
KVRITRVEGHTRHTALAFALHDTKGKGGTRWFILSGAPAWGEKDDPRDRLLPDARTFSRWEGMRLWISEWVAGQRDPTPK
EQTRRFALLHLLAPRMREVPKKGIEDWPKL
>MCE8433360.1 hypothetical protein LZ186_18115 [Rhodovulum sulfidophilum]AB18
MISPKTSYEQTETEGLEGLSASAQGSDACVPCENPYLIAFYPLRIAWADLLGEVDDGFTYPDSLSKANGGNGFVPRRLRK
SKANAGNGFTLRRLRKGYLYIRDTAAAVWSVFEFTPDETATGGKFQRLEFDCEAENGPWIKASEAPVDLPYLPDSADEIE
LCYASHLWSPQTFARAEADTDGFRAHVMTRLTLSAPADGTFSAPLADLARHAEEFSGRGIVNPHEDWTALSDQPLVPLSA
DAVIRRGAMMGAKSKTGPVLVALHDPEGVAAEICMCHANRVGIRTRYLEVNSYAILSGQASKVLQNAGRARLDEGGLGWL
ETRNLNKWISSIRPERDVVLDEIEARLASYDDALEGILNAWRKFFDMGRSAPLSTPGSLQTHSLQFDPDDSLGSDIAGRI
RFAQISVAAITGSKAGIEELRKTVFAPEAWGEAQNPVANAVKLVTGSLSLASLGAQYAKEIRDAASSLMTDISMPLSLEI
VTVGRVDMLKEINRFSSGIVQHRIERVVSPVSDVQRELARQSRGSQSTKMISRGHQLNTVVTPLNVYKIDGVVHVAADRA
FDMFGTAGAGFTIFGNILNIVSLSGTSGPSMARGQSGRFANDPGIGIAMNSVEALTKAFEISRTVGTAGTPVTRSYSVNG
QLDRAKFAKLVKNVNGADDLVRVMVNDGKMVQTGTLAASESRLVKVVGHVGSAIGVATAAMDALNAREAYQRGDTVALGS
YTASAVGGLVLGSMVVMTVPLAGQIMAVVLLIIGGVLAFFVDDRVTKWLKNSYWGTSPNYLYWYNISRPSLADNMNGLPV
GHQSQAEAIARQDPDYYDPRFMKRELQEFHQIVYWPRNATDPASMRAVRDVGMWPFNRRTTQTESTKKYFEVSFHLPNFI
DGISQFDGRIFAYIQMSRIYNGASDLQAIEVTDQFKSSLKLTGPDVVTGSFMINAPDNTDGNTLNNIYWDVTRVKIVEGW
SYEPTSDIAIPMNYDDPLFSEEYSEDGLGGKNSIDILG
>MCE8433361.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIQTIFFNPLDAQFGVFPRQSLPAPIAAKLAQSGNGALFALIDAARFGDAEALVDAGGQCLFELDEENSLGDVAPYLLAL
DDAPDLLRGLFTRSAQANALWGKEVGVLLRSQSGIAQLRRHLRRFTQISGEDGKPRFLRFYDPVVMRHILTALSADEARI
ARWFWHGDNRIVESWIVPQERMDGVLFAQMPDRLPRPIPPFRIDASYQAIFDAIMTERLARKVSGAVRLSVGNPCGLAAE
AWERLMLDATALSLACGCVTPRAIGYIASVAVLRNTLPSAREIADWVPAAGHPAQEGQQAKAFYQAQQDHFERWPQARPA
LLTPEI
>MCE8433362.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MEIRGTAEIIKFRLRTEAGLTIKELASRLGRNPSTISLVIGGHRRSLPVITEIARLLGEDPEELASLLAQPEGEASMT
>MCE8433363.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEDASFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MCE8433364.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB18
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDV
AAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>MCE8433365.1 hypothetical protein LZ186_18145 [Rhodovulum sulfidophilum]AB18
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MCE8433366.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB18
MKTSKTFFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTKVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRA
RMLQHELLRRWAETYA
>MCE8433367.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB18
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMIDLSSSEIRARGDWARRG
>MCE8433368.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB18
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MCE8433369.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB18
MAHFTFFADESGHVTQEPGISDEVGPSQYLCMGGALIPKDREAEVTERLDEIQRKFKKKKFLHAADINHVQKIYLIREIL
ALDIDVFGVVSDKNTLGGFRTRSHGNPQQYHNRTALYLLNILGRHLRDRNIPGDAVEIVFERREHDYEQLQRYIKKVAGN
PTGDDVDSIPHISASSIKSRKKEDSHIFSVPDIIAHAVFSAFDRNRNNFGITESRYLRELLTSSLHESSGLELYLIQSSK
MKDICQPTSDLLREHGMFVKPRKPVQPSENLEATL
>MCE8433370.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB18
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRAEIAGR
>MCE8433371.1 hypothetical protein LZ186_18175 [Rhodovulum sulfidophilum]AB18
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>MCE8433372.1 hypothetical protein LZ186_18180 [Rhodovulum sulfidophilum]AB18
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MCE8433373.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB18
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFAGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MCE8433374.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB18
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRVASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLIEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALPHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIVGGRLTYLAGEAAHRFVHRIHALDMAAE
>MCE8433375.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB18
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQNAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTDDPPED
>MCE8433376.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB18
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLAMGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MCE8433377.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB18
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MCE8433378.1 hypothetical protein LZ186_18210 [Rhodovulum sulfidophilum]AB18
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MCE8433379.1 hypothetical protein LZ186_18215 [Rhodovulum sulfidophilum]AB18
MDAFSFPVWPEAPRGPLGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGLAE
AAAAPDIGRFAPLPRGRAAATLCNRHTGRLALDSLYGSVTPKAPGRIPAALVRLRTDADSPAPPGIAGSGGQDRNGRPTE
ASAQPAPDRTGASPFRIVRTKVGTEIGTEADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFAC
GEVRKHFQWLVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARPGDDWLARLG
SGRPLPGGLAVFPRLRENVPVPNARKRRLAERRLHRGLRLNLPSGQGCVAGMARLGVRIAPLSPVELAEGPGGAVLARAG
MIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWHPRDGVRPAGESVTTVAALIRA
AGMRA
>MCE8433380.1 tripartite tricarboxylate transporter substrate binding protein, partial [Rhodovulum sulfidophilum]AB18
ILRRTLLSRAVLAAAALALPLDAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTL
RLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAARSAPGTLKIANV
GTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPDVPT
FRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVKASQAKAFALIDEL
VAEGVLQK
>MCE8433381.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB18
MIGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRTRRAEASGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYAISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>MCE8433382.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB18
MVTDLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFFTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>MCE8433383.1 hypothetical protein LZ186_18235 [Rhodovulum sulfidophilum]AB18
MVGLPSRPWAQGSKGPQNNYTLSCFARNATVELYVNGAPTALHTSLKDMAWTFFVPDFLRDGANRIDIAYEPLNPEERNY
TPNPDVAIQAELAQGREEPAILFNASYDMEEGRLAPRETEIFSGIPVRRDAGSISRVGAGSEEPFVIRSGKGNATRPEYT
RILGVEFQIDDPSLRDVAWAGTEPLTDTPEMREALWQAMAQLYQAVERKDRAAFVEIARPYLSRLAYILGKPDAEAAAAM
ILESAPWASDKVASLRPLMSRQEARDAALLFGSDRRLVCFADYQVAALDHDGDFLSLLPVYFARQPSDPFRVCFS
>MCE8433384.1 hypothetical protein LZ186_18240 [Rhodovulum sulfidophilum]AB18
MTGAPQNNYTLSCFAENATVELFINGAPTALHASLEKMVWSWPVPDFLRDGTNRIDIAYEPINVAERNYTPNPDVRIQME
LKQEGMAAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGNISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDD
PSLRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDE
AAGMRPLLSRDEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPLLVCFSRDMA
>MCE8433385.1 hypothetical protein LZ186_18245 [Rhodovulum sulfidophilum]AB18
MAGTTMNANEALLWALGSDMPKPPMMLNTLTMYPPMIEAETSPGRRRMLQQQLDQAVEQANGLRAQEEAEVFDLGNGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPETRAEEAAREGSPLISFIEDIQDAMNGLAG
RTRSPDAPRAPQQDDFGSSIGIELKLGLKIGQLELKGKEASPDLALTLSGCEVTYGLAVTGKMDLLDLFLSRFPQGPEIR
DRLADPENAVSAKAECSIEVGGEGDLSYGLGDIGSLTIGNSDNWEASLEEVEQTFTAQAKITGTITASARLDADVWFFKA
HASAGAEVSTGWHFGGRVVRGAGGSRKTERLYYFEGIILRAYAKVTLDSGGKTEVTDDYFGDATQATTASTSSSKATTAL
ASSEIEVPLMEPEGEEDGWA
>MCE8433386.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALSPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MCE8433387.1 hypothetical protein LZ186_18255 [Rhodovulum sulfidophilum]AB18
MSRGIWRRSGWTFWWGFLALGERARIWALYGDGLRPMQRGLERSFERARNGRASAVNRPEVAAIHDGRKWITYNWDHTGL
LRPIERGPPGLRAGSCPNF
>MCE8433388.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB18
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRAQPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFITRDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>MCE8433389.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB18
MTLEILTSDALAPLRHGFFTRRGGASSGVFAALNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSVEVATIET
PTATPMRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDTFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MCE8433390.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWVAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRRVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDSGWCERLVGIEDERLALGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRTHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MCE8433391.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB18
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MCE8433392.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB18
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MCE8433393.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB18
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MCE8433394.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB18
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVTGFVDGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPDMAIKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MCE8433395.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB18
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MCE8433396.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB18
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MCE8433397.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB18
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MCE8433398.1 NAD-dependent deacylase [Rhodovulum sulfidophilum]AB18
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MCE8433399.1 hypothetical protein LZ186_18320 [Rhodovulum sulfidophilum]AB18
MRKLFGNAFSDERSYNIQMVLPQFQTGSSEVIAGVYTATNFDEADQIITRPNAALTQLFRDKLREAMQTPGANSMIQGTL
TLNFSVDFGQRANVIWIYSPMPNVYTPLRMLRDDGSLRQSGEFVGGMLNDAPRGRM
>MCE8433400.1 hypothetical protein LZ186_18325 [Rhodovulum sulfidophilum]AB18
MMLPKRTRDLLTLHPARRGLPRRAEYDTNPRTKYPFWWANEKSLGLQGNRHMQAILVTIPLFLACIFLGVINGFELYGDF
HNAPGNWHEYYHELLADKGEGYIDYRVSTDPDTYLQYFNDDELQLSEYLSYRYVRSGEYTNVFVADALTALVTVVGGLFF
LIATLRIRRAAPLIFDRENGLVRSWDSGGSYAIAWEDLRIGLHWSGILIFLPRVDDGRDKVMTLRYVLRSQNYSFAMNEE
RDLWPLLTRLCDYMEGGLAAASLETFENRPVPSLREQVKPPDFVTSSRDIATIRARTRALYGEELMAQ
>MCE8433401.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB18
MAIRVQETASVRLDEIYRYTRETWGEAQAETYITGLFAAFEKIETRGVHSRAVPAEFGVEGYFFRYERHFVYWRHLSNGD
IGIVTILHERMHQIDRFKEDFFG
>MCE8433402.1 addiction module antitoxin [Rhodovulum sulfidophilum]AB18
MSRTTTMTVRVSGALSEFVATNVGEDGAYENVSEYIRDLIRRDKERVEREAFDRLKAELNRAFAAPEDSYKPLTAAEVIA
RNRT
>MCE8433403.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MKMRVKIGTFVPKMGIFVHPEDVPGDYRAAVAMALHAELGSTHRAIKSAMRWTGASERTVKYWFAGERGPSGEHLVSLAR
HSDVVLVVLLTMADRLVLEEGEG
>MCE8433404.1 recombinase family protein [Rhodovulum sulfidophilum]AB18
MAGQSGNTETGSTAVEQDVPAVAYVRMSTDHQRYSTENQLDVIRKYAETRGLTILRSFEDTGRSGLRLDGREALQNLMAE
VQSGQADFKAILVYDVSRWGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVF
AGQCRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREIA
EVLNGEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWVRAEGAFPAIVDKALFLRAREIVDA
RSRHFSDEELLDALRAILKRQGMLSGLIIDEADDLPSSSAYRSRFGSLLRAYRMIGYEPDRDYSYIEINRALRQAHPQVV
AEIIAGVTRHGGRAVQYPETDLLRVNDEFTVSIVLARCAATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLP
SIDMTFGKLKFAEQNGLALDAYRFDTLDFFYALASRARITEVA
>MCE8433405.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MPDDMEPIRQRQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEYDLVCGQGRLEAFIELKQ
DQIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRKRGYNDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKADAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVTSGPSS
>MCE8433406.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MKRAADKRPASVNHGFEADCVTLPIDVILPLRALGKSAKASRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPATGAVFDALRKMKTMRQIEAAELLVNANNYSVAYVKAILAGTPQAQLVDASKPKKVKGITPEAMARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYVGKLLGNARVVRYLMQTRPEFLSEFQTIAEMDSVMPADAE
>MCE8433407.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB18
WRKWSGYHRRSRAETKRHGMKLLGQRLMAREPDRQVAELQVRIAVMNAFTALGIPVTVPVE
>MCE8433408.1 phospho-N-acetylmuramoyl-pentapeptide-transferase, partial [Rhodovulum sulfidophilum]AB18
GRVDFTDYLEVHYVPGTAEILIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVV
EALSVIIQVGYFKATGKRVFLMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MCE8433409.1 hypothetical protein LZ186_18375 [Rhodovulum sulfidophilum]AB18
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MCE8433410.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB18
MIPVRGVEGQKMAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVTVDPTRAGALDGVASLIVSPGIPHLY
PSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVVPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARLGG
>MCE8433411.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB18
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MCE8433412.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB18
MHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MCE8433413.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRNPRRARIEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDTALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>MCE8433414.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGEMATARLGRRWIEGGTRRLAEPLLRATGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQPLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>MCE8433415.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MRRFVPLAVTLGLLAGPAVASGPGDWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGSWAEELPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEINLAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPGDRARFEALDLGIATLSPAERGPALPEPHPSWATRLETDWAARYGMA
P
>MCE8433416.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB18
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAARPGP
>MCE8433417.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB18
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MCE8433418.1 hypothetical protein LZ186_18420 [Rhodovulum sulfidophilum]AB18
MFDPKTEAPLEDGETLQIQFRADRSAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSVARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MCE8433419.1 dihydroorotase [Rhodovulum sulfidophilum]AB18
MRTVFSNARLIDPEAGTDRTGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAIILPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MCE8433420.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB18
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRSETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MCE8433421.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB18
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MCE8433422.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLARDHAAELHAAQLLDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPTLKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>MCE8433423.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB18
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MCE8433424.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB18
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MCE8433425.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB18
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSAPLHGVDADRIADRFETYLEEAITLKPGARAMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRD
>MCE8433426.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB18
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVTAAAVAEALATDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGLEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSTGTGAVGARVIRL
NHTGPRARLDNVLGDLVRLGAALAAAGWPAPTGQALAAAETAFSETAKA
>MCE8433427.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MSPLLDARHLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWGALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPDHVAWLLTEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
DILRRLIAAVPEIPAEKTLP
>MCE8433428.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTPLLTLTALGIRYPGARPPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MCE8433429.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MAKALLSRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSVSVGL
SAALVAVVLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSATGPSLGIVVLAIALGAWTGPARLARARVLS
LRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MCE8433430.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MPRMIRIVLARIAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGTGGGSDRG
>MCE8433431.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MLATISRRRLLTGTAALLGSTALWARAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWEGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRNEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MCE8433432.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB18
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSATCGYEEEGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAADAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLPRRMELPEAIAARFEAPDDSETETTASSLASFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSFWFLMEFQSKVRDGNPLK
>MCE8433433.1 hypothetical protein LZ186_18495, partial [Rhodovulum sulfidophilum]AB18
DPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGAETVFELFDP
EQTA
>MCE8433434.1 hypothetical protein LZ186_18500 [Rhodovulum sulfidophilum]AB18
MTLATRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCE8433435.1 hypothetical protein LZ186_18505 [Rhodovulum sulfidophilum]AB18
MLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MCE8433436.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQKAVMAEAKGRGYDTKALRRIIALRKRHAEDIAEEEAV
LQLYREALGM
>MCE8433437.1 hypothetical protein LZ186_18515 [Rhodovulum sulfidophilum]AB18
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MCE8433438.1 hypothetical protein LZ186_18520 [Rhodovulum sulfidophilum]AB18
MTLAASRLRPVDAAELPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHP
ELAQNDAAILWMDDWLVEQGCGYRGSTWVERALAAWSSHMFDVNRAARARE
>MCE8433439.1 hypothetical protein LZ186_18525 [Rhodovulum sulfidophilum]AB18
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRRIADLAGASA
>MCE8433440.1 hypothetical protein LZ186_18530 [Rhodovulum sulfidophilum]AB18
MTAALRSPLRTAPRSHRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMSDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPVPRRNRKGVIV
HDAVRFTPCNWDPTPARIAAARRAYLDWWGYLLAVQAALTGADLTRIEITPDMPPMRPWG
>MCE8433441.1 hypothetical protein LZ186_18535 [Rhodovulum sulfidophilum]AB18
MSEIEAIFLHNRIEGADPADRLSGVIGIYSYAARAEFDTSETERLEGLVALAGRDLRDAVTSQSGRASLRAAILQPLSNH
YRQWSNGKPDFKSDPAGRLGDAADQLDVMIDDAMAMLSLIQEALRDAASTAEGLAVRAHRHTEHWFHRIVVLFLGLAVAF
LVRAFAPFPLFTLHITNPPPPESLPYVHTSESIASDTALVYAILAIAGALAFAVVGQSGIDKSGDRARQARAYRNAVETL
DAVRLEILDLRSNGTSHLRSAFG
>MCE8433442.1 hypothetical protein LZ186_18540 [Rhodovulum sulfidophilum]AB18
MDDIEFHLTALLMLSLLFVSGIVSWMLFRHGDKEAFSAPSLSALKLSGRIASDMAHERAALWHLEREVAEARAAQKADAA
>MCE8433443.1 HNH endonuclease [Rhodovulum sulfidophilum]AB18
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>MCE8433444.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]AB18
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MCE8433445.1 terminase large subunit [Rhodovulum sulfidophilum]AB18
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQIYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSQNRLRADRVETVIVNVIPPWIV
LVALIGWIAPSPGEIGRRIGEAVTRRCRRARRATRSHALRRCSPATPRGDHAGCQPSLRFI
>MCE8433446.1 hypothetical protein LZ186_18560, partial [Rhodovulum sulfidophilum]AB18
DLRRTPPLPRASFFMSGRVIEKEVYVTEEFKVGDTVYVKNTQGRAMEIVELLEGKTVSIKAAVCKFPASDKFDVFNEDRL
SHEGPTPLNVVYGSSRSTTR
>MCE8433447.1 hypothetical protein LZ186_18565, partial [Rhodovulum sulfidophilum]AB18
IGLPEGAPRMIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNL
RPQHRKDKTSCKATPRSSNT
>MCE8433448.1 bacterioferritin [Rhodovulum sulfidophilum]AB18
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MCE8433449.1 c-type cytochrome [Rhodovulum sulfidophilum]AB18
MGSAAVAGPLTQAVTGPTLPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAGIEGYLNAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVTLSEGEGATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPSGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAHALSFQLIW
PHTDLLLHDMGEGLAGGGAGASGQEWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>MCE8433450.1 imelysin family protein [Rhodovulum sulfidophilum]AB18
MIRRTVLAFALALGATPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCNPGSEPLRTAWNEAFDAWLA
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALASAILADWQNGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
RASLGPALGVAAGFNSRDGD
>MCE8433451.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB18
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGAAPVWLDAPEAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTTQQARAFDNHLVTVGAA
>MCE8433452.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MKLRRMTAEELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGAIGFEKRA
FLSAWATDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGGGAVAAALIETCGRVAHGAPVMIDVPEPSRWLAGHC
VGLGLAPVFGTARMYRGRAPQPGPVIAAVATLELG
>MCE8433453.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPR
TARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQA
MCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>MCE8433454.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVAENVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAARGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MCE8433455.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB18
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAY
>MCE8433456.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB18
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIVPA
>MCE8433457.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTLMSLEASVALRDLG
ASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAATHWNYADRLRQRFPRVEVDAD
AIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLTGQMAGHGAGPSSMKDVLSWM
GERLDQPLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMKTVAFRAGFRTDEQMRKAFRR
RFSLSPRDYRARFATAGT
>MCE8433458.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIIDEARELKQCTQVASGPEGLAAIHQSGIAATLWERAPLDRFQAWIDALPPEQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHIDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQELGTAYIH
>MCE8433459.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB18
MKITEEEIAQALVTWGNGKIAISRAFEEGGIEAARQVASANLDAYYGYTLGPVLFKPTMASGEQTFRPTKPGALAYFCGH
SEEYPLDNGFAIMGWRACEHITSASFIQGDIAMWMGWIKLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSSLPYQPPED
GA
>MCE8433460.1 hypothetical protein LZ186_18640 [Rhodovulum sulfidophilum]AB18
MKEAFARSGLPMIFSIYHGSAGDPVRLVEAPETDEVEVATEAVRTPSGQSVVSGRAPAAFDPGRRRLKDRSQGSGR
>MCE8433461.1 hypothetical protein LZ186_18645 [Rhodovulum sulfidophilum]AB18
MRLMLAIIGALALFAIITWLATGAQSVALFHWAAMQQRAVQEAMAGSLQAIRAGDPLAMAGLCLLAATYGFLHAVGPGHG
KVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAISGGSASLTEDTLADISRWAIAAIGALMLWQGGRR
LWRLHRPPDETHHHHHGEGCSCGHAHGPTVEQVASLGSAREAAALILSIAIRPCTGALVLLTIAFGLRIPLSGILATLAM
GAGAAALNAIAIFGGNAIGRMSALETRLGLAAAPGISGAALRIAGGLIIIVLTLGFGL
>MCE8433462.1 DUF1007 family protein [Rhodovulum sulfidophilum]AB18
MFIDASAGFRFDDDRRLAKLRIVWLYDAFTTLNLYVQLGLDADGDGKLDEDDLEKIARGETDWPPDYPGDTYLFQNEAPV
ALGRPQHGTARMIGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAPGSMPRECRTRLIPFTPDAADAAT
QKLLASLSVEQLPSNPDIGARFADELRLTCD
>MCE8433463.1 hypothetical protein LZ186_18655, partial [Rhodovulum sulfidophilum]AB18
MPIHEHWQATAEAKGFEITARVDDRYHLMLRCNSCGGAHRSKLHVLMTSQPLCPHCMDARRRKDAEAAGLIWLGRDPDDR
HYGFYQAPCGHKLRRQFELVKRIAAGECAHRCERCQHEKEEAEARARGWSLIGPAPTKGPGYRRYRHACGHEQTIARANM
QSGRFNCANCGEGWSTAPSFIYCMRFALPGLAPLVKLGFSRNPDSRLHWQLKRSPDIEGTILRSVAIRNGHTAQSLEKKM
HAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLEPTILELLDELGRSRQPGKGAGARERQPRKACGRDRGRDPG
>MCE8433464.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDT
>MCE8433465.1 hypothetical protein LZ186_18665 [Rhodovulum sulfidophilum]AB18
MTETAKFWTREDVARLLNDIDYEAAKEKKRVLNYYRDENNEYATLEVAVFIVLEWVQDDVKENVKSSTVRGTERMGWLWD
AFNARKRREEYGDLGDHCLISEGEARETLREMGLDLEEGKRYLVDSFTKVNGYAPVMLPVDPRWENHRDAERKRLGLPSK
E
>MCE8433466.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB18
MVHDQSADLRTEALELAQKVHSGQVDKLGNPYIEHVCAVASSVAHLGPEFEIVGLLHDSLEDCADRNLVSMDILIGLFGP
DIADAVTAMSRRSRWDRPMTAVSPKAAGRPVPRIGRTAQVWTTNGRYRL
>MCE8433467.1 DUF5623 domain-containing protein [Rhodovulum sulfidophilum]AB18
MNIDALTPTTIEGVKRLANKLKKANGLQQSAALDRAAAQAGFRDFREAHLVLSAPSIVVRITGHFREDGKRKTLVTHVQL
GRGIRSFLRPQDLRVSERFHNMSIVADDHIQGHFGRADETYVRHCMAKTARALQFMDATELKPSTAKIYPRRTYSPEHRL
PGQDHAITWRDPRTKALVMMDEPYGYINRRAEERADWASRNGYVIQRLEWGGTYCPEGQSVCDLVSHAEKGVPIGKILEK
LKKAAPGFRESAAAWTLHDGIYDEPTPNEINEREAKSTAKDGSGRFGHRAAARHGTSLTYGNGQKRPAGALPLERHAEIG
LILRKAGLVVSERRGAGNAIVSLRSMLEDWANAETNGKLSNEELFALYYGDAIQGRLGLSLQACGCGD
>MCE8433468.1 hypothetical protein LZ186_18680 [Rhodovulum sulfidophilum]AB18
MRGIDVKRGQGRVAEWDARRSSAMLRRRRSVPSPKLTKARQTDFARAATRSAYRPALSGHSPAGPTLQSSLPEPIIHSGR
SILNGPMGVDVWDFRPVSLCEIDDRANGLPVNPLKAMKKALADACGISSCRTRAAMKIAVLLRLLEVSVRTFSDELEYFR
SLLKSSAAGTILVKPSQGDVARQCEAVIGTAWTFMFSSPFWALELYGGRQ
>MCE8433469.1 RNA-directed DNA polymerase [Rhodovulum sulfidophilum]AB18
MTKPKAIIVQKGDWKRGLLSETTPAEIPILISNDGFYLNLRCGNFPHLLSVLVDSFVKPAETKRPTVPFNYKISKDEDSL
RRLSLPHPRSQLEVIAFYEKYHPLITYYCNRGNFSIRRPYKLASHYYLDGGDQNAFAYRTQTIEIAGKDKYAKHPVSVFS
YRSFRRLYQFFESSKFRDLEMKYSFMASLDVSRCFDSIYTHSIAWATKSKLEAKRATTVETFGGAFDRLMQQMNHNETNG
IIIGPEVSRIFAEVIFDRIDIEVESTLRLASTKAGREGYVRGKHYDIFRYVDNIYIFYNGDRVRRDVTCAIEKFLDDYKM
GLNRGKSDIKKRPFFTKKSMAISEARSIRDTYFDAVIETVWLNGHRASGVKLECGAPPTLQDFSNSLRRACFLADSDYSS
MAGFLIATLRSRMQRVLTGREEFEAHLTVNDQASAADKKSLYQRKLASYISSCLDMCMHMYTLAPSVQSSLDVATILVLS
AEALEEMDVDHFLNMQERLQLWVSKLMRSSAIVALMENDSVVPIEVLNVLCALTAFNYNARHIEDIISNSIAFHEKSNYF
EAITIIFVLSRAGGSEGAIREAFLAAKNTILKNVDLGSCSETAHMFLDLLSCPHVARVERRKLYRSVVESFNKVMQGPEQ
SSPSLPNKATNAEIDEMLEHMEKNPWFVEWGKIDLLRLIEKKRLRSGYS
>MCE8433470.1 hypothetical protein LZ186_18690 [Rhodovulum sulfidophilum]AB18
MKTFAYTKESLEDFLTQKDCLLYGVNNLREQEEAISLLHEKVKYGSQPFSFSVFQKNGREMCKPSDIQTAILVKKVNHDF
ARLTKSRVQSRGEIIWALRALCAEGQAMTLIRLDIKKFFQSVNTDELQECAAQGVKSTYALRRIIEQYLDWARDNVRGVP
TGISLSSSLTEYYLKERLDCDALATPGVHFYRRYVDDIIMVCSPDFKPGHYVQEMQRLLPDGLTLNNDREKKSILKLHHP
RDEGSFNYLGYNFKVGAKVNSRNASSRVVTLDIAPSKVKARKIRFVKTLLQFLRDGREDDLRRRFLLLNSGYTFWDPSRG
REMSAGLCNSYSEIDNPSESLKSLQGFYRSCMLNPNFQLYHRIRLSHLSKATRRMIVSFDLERHFFERKHFRFSSEELQH
LSSCWKT
>MCE8433471.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB18
DLDIDHIVPLRYAWSHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLV
QSAAEERELVALTGRLCGA
>MCE8433472.1 hypothetical protein LZ186_18700 [Rhodovulum sulfidophilum]AB18
MQDRAMMMDRQMQMQGQRKRPARRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELPDGWQPILRRN
RKGVIVQDRARYTPCVWSPTQSQIAAAHRAYLDWWGYLLEVQAALGAADLTRIRITRDMPPMTPWR
>MCE8433473.1 hypothetical protein LZ186_18705 [Rhodovulum sulfidophilum]AB18
MRALTILCLVFLTGCASQIMESYVGKPVTEAMLDYGAPSNVMTLEDGRRAYQWTINKSRTVAVPTTSTTTVRGPSGTASV
HGRSMTHVPRSQTCVYTLTAAQRGGQWIVDGFRKPRSACK
>MCE8433474.1 HNH endonuclease [Rhodovulum sulfidophilum]AB18
MPPRQTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MCE8433475.1 hypothetical protein LZ186_18715 [Rhodovulum sulfidophilum]AB18
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MCE8433476.1 terminase large subunit [Rhodovulum sulfidophilum]AB18
MTGASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGAR
QVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLDALIASSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>MCE8433477.1 phage portal protein [Rhodovulum sulfidophilum]AB18
MQGAVKGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRQSKAGQRVSASSALTVSAAWACVKGNSELIGALPVALYERG
ANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVVPVRRDDGRFDYRVTED
GRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGRMLDAY
VSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLRTGINP
LLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAANELRAQTALA
PLTDLGKEQP
>MCE8433478.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB18
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDELAAMLDRETWIGGQAALDQGFADSFLPADQLETAPGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MCE8433479.1 phage major capsid protein [Rhodovulum sulfidophilum]AB18
MKIMMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAPAPVSSYGWSQ
ADAPVRKIIHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRL
RLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDR
QEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGGFTFA
>MCE8433480.1 hypothetical protein LZ186_18740, partial [Rhodovulum sulfidophilum]AB18
LANDPRRAEWLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRASAAFPKPVEDPADKAFRDAIAELVDSVMKEGK
TDV
>MCE8433481.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB18
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPDRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGNFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MCE8433482.1 hypothetical protein LZ186_18755 [Rhodovulum sulfidophilum]AB18
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTPAEGGRRSLLIEETGALKDISARAFRS
>MCE8433483.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB18
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAEVLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MCE8433484.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB18
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDIETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MCE8433485.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB18
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MCE8433486.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB18
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWQ
>MCE8433487.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB18
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEASRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MCE8433488.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPMLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPETDGRIAAE
>MCE8433489.1 hypothetical protein LZ186_18790 [Rhodovulum sulfidophilum]AB18
MPDGKGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MCE8433490.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MPASKIPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVARLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>MCE8433491.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MCE8433492.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB18
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AAPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MCE8433493.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRVVFDGRDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLDRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>MCE8433494.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLEGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIVLLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MCE8433495.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQGGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVGAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETEIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMDRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MCE8433496.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
LTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLAVLYEAPADPGLACDPLLEEELVVLWPPDWTAP
PEIAMAALDGVPLVLPSRAHGLRRMIDTELAGDGIAPELAVEIDSYSNIKNLVAAGFGASVLPWHAVAPEAEAGRLAVSR
IMAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAARAPGTAPSSGGSPPEADS
>MCE8433497.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB18
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVSERDAARARGETLEGELAELEGSR
DRLEAD
>MCE8433498.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB18
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MCE8433499.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB18
MQDGLWVFGYGSLLWKPGFEVAEQRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MCE8433500.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIGVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAEAMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMEDAEIAM
DAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAAWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MCE8433501.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB18
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGISPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPATFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAYVVLNGTFPHRRAVETATGGSAAE
>MCE8433502.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB18
MFRHSQLETVKAWLAQPAHTAMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERR
VGSGSFVAEMTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKE
TGTLALLHGDPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAG
LECVPVRVDRQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACV
QGLDPNDRTIYIGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMTQLTLARFMEGGHFGAHVRTMRGMYAQR
LAVLSDLVRRHLSDFVDPRVPIGGLQMPCVLNCEISERAAIEAARRVGVELTGLSALHADGDGKAGFLMGFAAYTPAELE
VAVRKLATALQMVRMPA
>MCE8433503.1 transposase, partial [Rhodovulum sulfidophilum]AB18
MSRQPRRHFTAEFKEQAVARLSEPGASQTSVARELGVRPSQLKGWRLELAAAGSAEASWR
>MCE8433504.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB18
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAESGSTELKYGAM
AMELLVNELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKSDIGITLF
>MCE8433505.1 CheB methylesterase domain-containing protein [Rhodovulum sulfidophilum]AB18
MRVMIADERTETRNRLAAAVEQMRAVSLGACVSNLSETYHIAERRPPQAVIVAEALARLAEFEVLLMLFKALEIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRSAQNASRKQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVQEAQDQEPLVPGRVLLAPGKTHHLEVGATGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAL
LENCSRRSAA
>MCE8433506.1 hypothetical protein LZ186_18900 [Rhodovulum sulfidophilum]AB18
MTRHDLQLVNDGPRLPEIMDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRAVMGGEEVRDAPHSGGHIDVF
>MCE8433507.1 response regulator [Rhodovulum sulfidophilum]AB18
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MCE8433508.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB18
MNAPSPSMTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFAEYDKYLKANIEAESEHF
ISALTTNVTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGVWADQVFEKTVGKRTEFHVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQ
TQQVLWRRLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MCE8433509.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB18
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MCE8433510.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB18
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLQVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQSEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>MCE8433511.1 response regulator [Rhodovulum sulfidophilum]AB18
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MCE8433512.1 hypothetical protein LZ186_18930, partial [Rhodovulum sulfidophilum]AB18
KLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGLSLLGLHDMILGTAEAQQ
>MCE8433513.1 TIM barrel protein [Rhodovulum sulfidophilum]AB18
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDAPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQAASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAASAG
>MCE8433514.1 sugar kinase [Rhodovulum sulfidophilum]AB18
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMATEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVPVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFADGAEP
>MCE8433515.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB18
MTDTPLLICGAAFTEDERARLSTAVSSVSVENPAALEGLAPGLRGRLRAVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATAETRRAMAELQLANIRAFLDGEPLPSPVN
>MCE8433516.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB18
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGKIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWEKIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSDPGREGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MCE8433517.1 Tn7 transposase TnsA N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MKKNLIYRGPEPSHATRVPARRSKGSLRGSMVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSD
GRPARHIFDFLITKTDGERIAVAIKPMQRVM
>MCE8433518.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MPHTVNPAHKRLKMELRLRGKSIASVARELEVLRSTVTLVSQGLRRSSKIEKALADAVGTTPAELFPNRYPAEESSAARK
T
>MCE8433519.1 hypothetical protein LZ186_18965 [Rhodovulum sulfidophilum]AB18
MAVPRNYQASSGDCIIIVSGERGERVHHAELLKMMMRSRSLAEVRRRFHGSRSNLLKTLAHFGYDFDMLLREQFQEGHRD
AQLARLHRVDQKWIAEKRRALGFASHKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSD
RPRSAVELTDAEGLVRARSAADRVGTKTGYSSHEMKTFFDDGWEDSG
>MCE8433520.1 ImmA/IrrE family metallo-endopeptidase [Rhodovulum sulfidophilum]AB18
MFEPNWASPPGDTISRLAAAGNVSVHDLAERVGLEEDVFSGIMEGRIEIGDEIAAALSSELGASSQFWIQRYNQFLNDKA
RTLGSEATQALSTWGQSFPAKALRQLGWLPKGSRGQRLSKDILDFFGCDTIRDWNERYSSGIGQVAFRTSFAFETDEMAT
LAWLRIGEIQAESLALANFSANSFKKHLYDLKKFCALKRPELFFPKLQKACAEHGVGLVSSRAPIGCRASGATWSAAKGN
PIILLSFRYLTEDHFWFTFFHETAHVILHGTDHISVDGSDPSPLGASAIEDEADAFARDALVPTDLRGEMLNAIPTRAHA
RRIARKAGVTPGIIVGQLQKAGTLQPHQFNDLKRRYKWGESTRLPVLSQPRKYT
>MCE8433521.1 hypothetical protein LZ186_18975 [Rhodovulum sulfidophilum]AB18
MSGIHKDRINEFVKKIGQIDAQFGPLPGISTAERRSCWAQQIVSSLRRISYTDTLLMRRVNPARVDPHSSIFDPVRGALY
FQSNGQLDEAVWLTFVLTHFGKHAVDEWKLAANVYGSFGVGPVWSFAQYAADPAGFENMLAANSGRLADAGISGSFSNHR
KFQSKKPQALAKTFRTYYEWQTESGSFRDRIIATHANVGQEPQAAFDALYRSMKGVFGFGGGRLGRFDFLTMLGKLQLAP
IAPGSVYLDKATGPLSGARLLFFNDRNRHVTGRALEPRVDALDEILAVGKQVIEDSLCNWQKSPDAYVYFRG
>MCE8433522.1 thymidylate synthase [Rhodovulum sulfidophilum]AB18
MFHASEESIDDLLRAVFKQLLTGRGNFEVDSSKGRSTEVFGALLELRNPRARLSRSFSKAKAFSPLGELFWYLAGSDSVD
FIKHYIPNYPKLIKDEAKANGAYGPRIFGEMASNKRDGISEWDRVIRTLRERSGSRNALIQIYANSDAKPRNGDKPCTCT
IQFAVRNGQLLMHTHMRSNDAFFGLPHDIFTFTMLQEIAARELSVGLGRYTHSVASLHLYHDSAETEERPANRSTAGAEA
YYREGFHDVSPMPEMPSGNPWPSIEKVKVAEQQIRAGNIDHTAPSELDPYWRDFIELFRIHKLFEGMRQRGDDLQAERSE
LRRVVKIMKDISPSYRLYIIGRLERKQSPIRDLFENVG
>MCE8433523.1 hypothetical protein LZ186_18985 [Rhodovulum sulfidophilum]AB18
MKYRISLLVMAVVCGGSESSATEMSWLEVDTLESRLAGSDHTEVPVSELLPEDRILCAVGSYAFDLPEGYDTAKEDLENA
GLLPVAEGNGLLFSVDEERHLHSAFALSVWPDPVILDVAEPLCIPAASAQIDLRKDTRSLIIKLERRE
>MCE8433524.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB18
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVPGGRFVFSVEHPACTANP
IGWHRSSDGVPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESY
>MCE8433525.1 ferric reductase-like transmembrane domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGFAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRL
>MCE8433526.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB18
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWAVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MCE8433527.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB18
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MCE8433528.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB18
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MCE8433529.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB18
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTGMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQAEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGIQLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MCE8433530.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB18
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAQDPRAAALAIQAELASPEAGRA
>MCE8433531.1 DNA mismatch repair protein MutT, partial [Rhodovulum sulfidophilum]AB18
LLEPARLIWRQTYPNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKARLAEYLAARPGG
>MCE8433532.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDT
>MCE8433533.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKLTTALSALAILAATPAAFAADIPEGTVLSENQTYTFWLLDAIKSMDPQINTDVEGSDILRNLFEGLYNEDAKGDITPG
VALSHDLSDDGLIYTFHLRPEAVWSDGKPVTAGDFVYAWQRLADPATASEYAWYMELMQVVNASKITAGELPPSDLGVKA
INDHTLEVTIETPLPYFPQMLVHGSTFPVRQDVIEEFGSDWTKPENMVSNGAYTLSEHILGERAEMDKSKSYWDADKTVM
THLTALTINDVNQALTRYLAGELDRVDIPAGQYPRLKKEYPDEAISLPYSCSYIYMMNLSDKGPEALNDVRVRKALSYAM
NRDIVVNNILQGGQHASYNWTHWATAGFVMPEIDYAGWTQQERNEKAKELLTEAGYGPDHPLDLTLNYNTSEDHKKIAIA
AQQFFKPFGVNLTLNNMEWKVHTDKMQNQDFDLARYAWCGDYNEASTYLDLFTSYSGHNNGEFFNDEYDAIMIQSKTAED
PQPLYTQAEQILAAEMPIIPIYHYAQVDMISSDIKGLPTENVMQTWYGKDLYRVAE
>MCE8433534.1 IS481 family transposase [Rhodovulum sulfidophilum]AB18
MDGTPKATKPRARDAKTKIAQNRMSVLELAKELGNVAEACRPRGMERTSFYEWKRRFQTHGFEGLKDLPPIHKTHPQTTP
TETVERITALSLEHPAHGCNRFEALLALEGVRVSSITIQKILNGRQRAPPVRAADDGLGTRHDRWLALEEAHAGQAIEIT
AEQAAFLEKQNPCFRERHEESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLP
FYRALDLPVKAVLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEAL
QADLDAWLVHCNTERPHLGYRNMGRRPIETVMSLVSQEG
>MCE8433535.1 oligopeptide ABC transporter permease OppB [Rhodovulum sulfidophilum]AB18
MIVYILKRLAIAIPTLLLLIIFSFLLMHAAPGGPFTQERELPAQVLANLNAKYGLDQPLWKQITGYIWGIVAHFDFGPSF
VYKDRTVNEIIAQGFPVTLTYGFVSFLVAVVAGVTLGAVAAVKHNTIIDYFAVGVSIGAQVLPNFVMAPILVIVFTLLLG
WLPGGGWRFSDPSYWIMPVIALSTSYMASIARIMRSSMLEVLNSNHIRTARAKGLPAHRVIMRHALKPALLPVISYLGPA
FVSMITGSVIVDIYFSTGGIGKAFVDSALNRDYAVMMGVTILVGALTILFNLVVDIIYGWIDPKIRY
>MCE8433536.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB18
MKSLAEATSREDVAGRSLWADARRRFFRNKAAMFGLLLLIFVTLFALFGNSIAQWSNEEIDFSVMGMVAEQGGPSLSNGH
YFGTDDLGRDLFARTVQGTQISLAVGLIGSAIAVVVGTIYGATAGYFGGRLDNFMMRAVDILLAIPYMFVLILLLVMYGR
SITMLFVGVGLISWLEMSRIVRGQTLTLKGREYIEAARAIGVPAPVIIRRHILPNLIGVVTVFATLLVPNMILTESFISF
LGLGVQEPMTSLGALISEGSGTISYGTLWQLAFPLLFFVFTLFGFFFIGDGLRDALDPKDR
>MCE8433537.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MALLDVKDLSVCFDTPEGDIHAVNSVSFSLENGETLGIVGESGSGKSQLNFALLGLLAKNGRTTGQALFDRQDLLSISEH
ELNRIRANRIAMVFQDPMTSLNPYMRISDQMAEVLMLHKGLSKRAAIAESVAMLDAVKIPDAKNRVRLYPHEFSGGMRQR
VMIAMSLLCHPEVLIADEPTTALDVTVQAQIMELLAELQREFGMATILITHDLGVVAGFCERAIVMYGGRIMEEAPVDPL
FETPTHPYTRGLLDAIPRVDHDQEALHAIPGNPPNMTGAPTGCPFAPRCALVNDRCRVETPALMEFAEGSARACFRPIEE
VAA
>MCE8433538.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MSHPLIEARDLRVTFDIHRPSDLPWTPPAQLHAVNGVSFTLEPGQTLGIVGESGCGKSTLARALIRMLPASGQVIWEDGT
DLLTLSPRQMLKYRSQIQMIFQDPLASLNPRMTVGEIIAEPLRTHRPDMNAAERKEKVRSVMERVGLLPNQVNRYSHEFS
GGQCQRIGIARALVVEPKLLICDEPVSALDVSIQAQVICLLEELRRDLGLTIIFIAHDLSVVKHLSDEVMVLYLGRMMEK
ANSDELFADPRHPYTQALLSAVPIPDPKIEKGKKVIALDGELPSPMSPPSGCVFRTRCPHAQAICEASTPEEPYGTHQTS
CHFAGKTVAPA
>MCE8433539.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB18
WRKWSGYHRRSRAETKRHGMKLLGQRLMAREPDRQVAELQVRVAVMNAFTALGIPVTEPVE
>MCE8433540.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTYFGSLDADLRIEEIEGVMPLDHQHDVWPLKTVPDLLFDHVFGQPLASEPDATYLKTYAVLDAAKVFGLREILEAGGLN
FRCLFKGEAEEDYEDAAPYLVELKDQDAFARLLFTYLPELPEDLTSRHMWHKAPGIYLRSRSSFNDVWTHFRKFIRIQDR
NGKWYYFRFWEGRMLGRLLASEKPDDAFIKGFVSHARIDIYSYIYQIEGGKVFVAHKTRRMPPGTSVTRIRYESISSALQ
EPSWDNFIRRLTEEFHKEFKQVAVTRDDAWLADMCNFARRDGFKIELAIYNYVRSAHLAEARNISFYKILNSLRGKYPTY
SDLEISNLLWAAVQPVGHK
>MCE8433541.1 hypothetical protein LZ186_19085 [Rhodovulum sulfidophilum]AB18
MTDTSNTQPNMSASSVAGATTQECNLNHIPLFPVRYALTDEALVNASNGKGPGPVPVTINDVDNVTFELTRVRAGFINIY
VEIGIGEGSDRENKWHVFYHSTQYGDENSSLPRLDTEKKKQGGTAYYFYKYEWDEGTPESAWSILTEDSSGNKVQSYPYP
FVAIGTSTAWVAYSEERWPAHYFKRAQSDPAFRERLMTKVVITKTPQAEGKYAPLIDLPNLARSFDVNRTSASTYNFGNS
IRHTPIKAQNWGYVANGPCARERGYTVLVNDATAAAQDLCAELTLTQHSRALLAQENAYPLTTGAIVKGLQEQEALRMNA
STWLPWGETRPHIVEFDSVYSKLLDDDRAARDELTKKELALFDAWKSLIDQTEIGTSGDMLALHAEEFEKATDADKSEVA
GYGLFDVSNLVGPFASCEHDLTITYFDAVLFEESGASGEGATRMKELIRKVGAAFGAATGFAQERDFFYLASWDLSVETF
SARLNKRNGRYYFNGNLVGLHRSQVLTFTTESEARATMQRMYAEGHYAGRPVGSLPRSEAGNVVTTLQDGGYPTARKQAV
YSIPTRQVSVAEAPPSDWYRRANQLSGSWGVSRSVGAGFAMATSSLALADAVSKWNEARSYNDVKDWMFHPAVVSIAALT
DIYAQALEIRTVARTLVQSSAVAARLFGNMPGLRTVAVAQCASTGGASRFTRAFGSKATGLIIGAYFSSKDLSDGWNNSD
NNLIISGGLGLTSTAISAYLVYGAVSGPVGWFMLAASALAAVGAAAYGYFKLNNYEIWVRNGFWGGDMEIDYWGKRREDI
VGRIEQTISLAHPDLANYNTISTAYTEELKYFFEQTLAVAVTNDSAGDRAINIHCQGLQTAVNLNQLDLDVVLDGIFNGD
VNGAKLIRHLTLGADYTLEFVKLGQAKVTIYESVFQRYVIAPHYELRGNFIRVGATFKHTDGKRPSGSGSFPYDKASL
>MCE8433542.1 hypothetical protein LZ186_19090 [Rhodovulum sulfidophilum]AB18
MDKSSSDRFDYSAAKWNRLSRSIKRVDDGTVEIRNPTNSVGKLIINLLILFQVGLFCANAFIRSGELVHPHRPSSFDTLR
QMIYQDYLWITDPDAYLESRYQNYLEDWEDPNSIRSSFPLRSKDEYVEGFLSSFGPTAKMRFDDTLRRLGFGPLFIFLVL
FLPLRIFMPDSHGIRLDARRRVAYVRDWFGNSIKRFFGMADLRPRKKREEVDVLERLHFTTRLHAEYAVTRRLLKVNKIY
KLLYPFRKPAMVYLSEKGHEYGYTQRFPLGSYPMRKNQPEEIQQFIEDFLAHPEPGEWTKNLRYRYPLPGDLIVWLIRAN
LWKFGGYKKANAEDKVDACLKELDT
>MCE8433543.1 hypothetical protein LZ186_19100, partial [Rhodovulum sulfidophilum]AB18
MRRSYEPESEDHKYFKRILSERIHEEYKDVDPAEWLYMHDGGAFEERVAYMAVNWDEARALVDALENTHLDDDYLPTKQY
PLAHLIDIHSSNRRFSNKSGDPYEIVRSQKTRAEILARLAEIAHFDLGDDPDEWRRWF
>MCE8433544.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]AB18
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGREAGTDPGLLAALARAAALCNDAV
LHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIVGIGA
VFFALIETEKQMRLAFRRGQHGN
>MCE8433545.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB18
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGAATGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MCE8433546.1 universal stress protein [Rhodovulum sulfidophilum]AB18
MKTILVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVSQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>MCE8433547.1 cysteine-rich small domain-containing protein [Rhodovulum sulfidophilum]AB18
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAEDSGD
>MCE8433548.1 succinylglutamate desuccinylase/aspartoacylase family protein, partial [Rhodovulum sulfidophilum]AB18
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPR
>MCE8433549.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETSPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARDRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPVEGPTEGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASIVAGEVLRMT
TGRGAIAAAAPPLRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVRIAVENLTDETWP
LRLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MCE8433550.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB18
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MCE8433551.1 hypothetical protein LZ186_19140 [Rhodovulum sulfidophilum]AB18
MTLLREAAGQRCGDRRVRKVSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGD
CIDLTGQIRALGDAMGMISLSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MCE8433552.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB18
MCPRFADPAAPSRPLFVVDEAALETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLSGYRFDRYRTQSAAPRAGFKAPAGVDAARLEAMAAGEVLTRDLINTPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALKLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MCE8433553.1 C40 family peptidase [Rhodovulum sulfidophilum]AB18
MSGPAGRDRRETPANDRVAAARLRGVIEAPRYAEPECWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSAPDLKAPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVRAD
>MCE8433554.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB18
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MCE8433555.1 cytochrome c [Rhodovulum sulfidophilum]AB18
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MCE8433556.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTKKTACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MCE8433557.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>MCE8433558.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB18
MNRADPQTAARPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPV
QGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWD
DNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQTSEAM
KARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVR
LINDTEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEE
ACLKLRAAVARLTPAKEGPSA
>MCE8433559.1 RraA family protein [Rhodovulum sulfidophilum]AB18
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIAKGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MCE8433560.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB18
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFQDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MCE8433561.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB18
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFVSPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MCE8433562.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB18
MDLFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAI
LLRIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAV
FLGEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQP
FLKTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPT
VTLGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIIC
LSIVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALL
VLTTVLPPVWKHIRARRAREA
>MCE8433563.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB18
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPEAPKADAGDKAAPEGGSGRDSGTTAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEGSGPR
GRIVRADVEKASATPKAPAASAAPEASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHFYLRR
DIRLDALLEFRKTLNDQLGSRGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAVEGGLFTPVLMDA
ETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEIEVAT
VMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MCE8433564.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB18
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAARAAQEAAPAADAGGKAASDGGSASDAAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVLDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTV
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MCE8433565.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB18
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MCE8433566.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB18
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERVRSVLGLIRADEIVVR
>MCE8433567.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB18
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVPADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MCE8433568.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB18
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MCE8433569.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB18
MRKLLVALLCTLAGPALATGLDIEIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MCE8433570.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB18
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLTERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSDAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MCE8433571.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB18
MNKTALTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICA
ADMGPANFVHGYRGASRPASNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARRFEFEEDD
RPAT
>MCE8433572.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB18
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVRAVLG
>MCE8433573.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB18
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MCE8433574.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB18
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHSDVVPV
ADQDWSTDPFALHEADGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
ISLIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQSRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLTGVLTA
>MCE8433575.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB18
AEAGGLPPPRRSSGSAPPEGISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHSVLKKGIALTPVKFG
ISFTLTHLNQAGALVHVYQDGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLN
GMAVKAACDEIRGRIAAHLAATRQTDPAQVRFVGGRVFACGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRG
RPFLYFAYGAAVSEVVLDTLTGENRVLRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTY
KIPAVGDRPQVFNVALWDGANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MCE8433576.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB18
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAEMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MCE8433577.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCGRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>MCE8433578.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALTLYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVVICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MCE8433579.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MCE8433580.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWAPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MCE8433581.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB18
MAAEETTKNLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGVSQQKLDVLAAWRESPAFDDRERAALAGAHASRDA
GNPHRISGPVSRVDST
>MCE8433582.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB18
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEAP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MCE8433583.1 HNH endonuclease [Rhodovulum sulfidophilum]AB18
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDPPSAELAEGAELF
ERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPEGPAPSLPV
>MCE8433584.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB18
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MCE8433585.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB18
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDNETF
YDLSRISVLPMAFCFPGYDDAGADLPPPALCAETWHRAVFAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PRVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRAAEVLA
>MCE8433586.1 SseB family protein [Rhodovulum sulfidophilum]AB18
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELEEGRVVLAFADEGR
LTDFTAAPSPYAAMPGRRLAAMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMATHLAR
LGLRIDLPAPEPMTEAPLIDPDAPPRLR
>MCE8433587.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB18
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAAGIDFTALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MCE8433588.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MTDTLPSPAASPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MCE8433589.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]AB18
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARRAGVPAQAVPAARAAWRTGAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>MCE8433590.1 citramalate synthase [Rhodovulum sulfidophilum]AB18
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDVLGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MCE8433591.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB18
MTDIQLYNTRTRRKERFEPLDPSNLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDPRPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEATLRKWRGLVAGMEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGAGDLAGLKASAGLLGLLGGKMTERGGEL
TADDFSEELGKFIKLRAEAKKAKDYAKADRIRDLLSRAGFSLKDTPDGTEVSIDMLRLAQFLPSSRHGEVRVYVMQPGTE
EYAETVSGVRKFLRRELSALT
>MCE8433592.1 transposase, partial [Rhodovulum sulfidophilum]AB18
MSRQPRRHFTAEFKEQAAARLSEPGASQTSVARELGVRPSQLKGWRLELAAAGSAEASWRQQAEAAELAELRRENRRLRE
EVEVMRKGEP
>MCE8433593.1 endopeptidase La [Rhodovulum sulfidophilum]AB18
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MCE8433594.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB18
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESARALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MCE8433595.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB18
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MCE8433596.1 peptidoglycan -binding protein, partial [Rhodovulum sulfidophilum]AB18
SDRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRARNTEAETARATLEGQVESAEAALSQAEKDRLAEAAAAAA
LRDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQR
KVALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEK
KTLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDG
HTDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MCE8433597.1 hypothetical protein LZ186_19390 [Rhodovulum sulfidophilum]AB18
MNEIAPALHLINVMAKYADMDHKTFYRGAALDRHRFAALANSDGSYSPNRPFSSSTHVVEFDLRTGAWQEIAHRKWFGVG
VARWPGAGAAGAAGFMVLSQQGDVLEHGEETRDSRLTDGPLAWMVSIDCVSGGLYAIGSTGCHFRYSTDGTWAPMSPEAY
DPHYLQLDIVERGMRILGLQSLDEYDALTPDQEDWLSGKQVRLETPFFGIDGPSPNDLYLAGQNGALMQFDGEHFHDIDP
GERSSLVSVLCIGEDVLVSGSSRGSVVLRGNARKGFTPIFRAPQKEVAIYGMTLFDGMPHFGDLGEETGGVYRLEDGVMR
RLPGVNAPVVHVEAIDGVLWTLEQKAVNLFDGASWSRFESPFA
>MCE8433598.1 hypothetical protein LZ186_19395 [Rhodovulum sulfidophilum]AB18
MSDNWEILPESGLGPLRFGMSEAEARPIAQPLYGVIEAEGPVGLQSNDEAYRVLLETMGEEAAREAIGTLEKSGVDLQPS
RRISFVSGLMLDFVQDGLDSIMCHSAAFPLHVGGKPFFGVDPLPALRLLQQLNGEPPFVKGPDCYFSNIEVTAFECLLLM
PGGGFRATREGTEEAGQKTIGWQRKQRTPPEDLKSHVRLDLAT
>MCE8433599.1 hypothetical protein LZ186_19400 [Rhodovulum sulfidophilum]AB18
MNRIARLGGVAIRRAGGIVTGVLWPSALGDGTLFGAIALQLEEDQVRWVRDVSMATGVDNLSVGQELVDRLADWEQANPG
AAPPKSLYDEVIAQAQSIAADGDAETEEDNQESTAAGVTAGNVRITATLEETLGECAALACPPPVDGYGGGAHGCTKKPG
GDQLDSHHMPAASASPLPREMGPAIRMEPVDHRMTSSYGVGAVGPTGILAQNGQVLAAFNLDAAEVEARFPGKYTASIAQ
ARTYAECLRNAGMIR
>MCE8433600.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]AB18
MAIPKEGSRDTSEGLIVSCTPDVCKTPVGSSLVPIPYTITAVQGDDANTAATVRMTGLRAHNTGSMTTCCTGDEPGTGTG
VRSGTVGAICEPKGHSGSVRIEGKWAVPHTDEWWMNKRNTVGKLTYVQSTEAWGPTPAVERAQDPKLEAPE
>MCE8433601.1 hypothetical protein LZ186_19410 [Rhodovulum sulfidophilum]AB18
MGNNRLVSTGNNQQETIGGSLNRTVGGQLGSLFGAVGAVAAAGGQDALAGSEAVGSKAVTTFAASFAAAGAAIEAAAGSA
RTRFDAAGNHRAVGGAEQAARTDSIASLLSDVMPIGGVMMTMVEKFRSDTIGLARTEQIGAYKTTSVGHTMTVNVGQEFL
INCGKSKFVMDAEGNVTIIGTKFNFTASDHVQINGKVIDLN
>MCE8433602.1 WD40 repeat domain-containing protein [Rhodovulum sulfidophilum]AB18
MKKLFTLLVAISLASAVRAEPIVRFETTTTINDARDFSPDGNLLASTVSQDGMTYLEVRETATGELVTRSPEPVHGTFHP
GWYHDGSGLYTDALSRESILHWNGKSWEMMDVDGLRYGGTAGGRGNLSPDSTKLSLHTYAGDIAVVSLENGQLQDVEISE
RRSHVAAWSPDGRYLATGHDGVVILLDAETFREQRRYEGLSSKVYKTAVVNSLKWSPSGRFLAIGSLYGAGYLVEPDNAE
GGVIALRNGVDYASDLRWVPEAKPSWRNLWRKQRDILTYRGTKYGTNSENAEQKEDSRDYQIWYDPDAGEVLNKIELDCT
WQKGWSTSVQTVSESGAVVFHCSKPDREREVVVNSVIVIDPDGETQEHELPLPTDAIEVSQDGRFAATRESEANSPTISL
WCFGGILRGK
>MCE8433603.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB18
MAAKAGVNRVTVAELETGRKQGSAQTLKKIADALGVTVDDLI
>MCE8433604.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASMDPAWMVAERYGISEQTVW
>MCE8433605.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB18
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8433606.1 lysozyme [Rhodovulum sulfidophilum]AB18
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
IEARIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKAGQLCHEGLDGVPA
EVPFRWGGA
>MCE8433607.1 hypothetical protein LZ186_19440 [Rhodovulum sulfidophilum]AB18
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8433608.1 hypothetical protein LZ186_19445 [Rhodovulum sulfidophilum]AB18
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8433609.1 hypothetical protein LZ186_19450 [Rhodovulum sulfidophilum]AB18
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNVPNNGWITLGSFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKEGSIQNVETPEFEDGYEY
ALVFEAVATNKSGSRLQISVRPEITGTWSPFTFFSGGNFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGLEDLAVTT
GASEASALSAVRVRWAEGGRINEVFRTGRVRLFKRREHLTG
>MCE8433610.1 hypothetical protein LZ186_19455 [Rhodovulum sulfidophilum]AB18
MAPGETRARYAFAGRIDLGTVQPVRLISDIELLISEARDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLPVSVTDDAPA
ADPETARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>MCE8433611.1 hypothetical protein LZ186_19460 [Rhodovulum sulfidophilum]AB18
MAYRLILPALLILLAGPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDAAAGSGDPYHWGQV
GSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWTSS
ALASATAATAFPNWAGTNDGAIGQSGGGSCPLGESTAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATEGEIIEASQ
VVLGADLFAAFDVAFPDVPEGVIWEQGGAFYGAYLGVTGSDLVFRAFSGEETGAEVARASIPVADFANRRGTIYVEISVA
DKSVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATA
AENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLD
SATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVT
GRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATT
DNPFVDTWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGMWSDWAWAGAAAVQGENAPPGAITGLSV
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQTGASWQSSTGIGKSVSGGVTEATLPLKSGTYLPAPMTRWARPARSR
GSRSAPPRSSRPPPSPPWPRPRALPGPPPAAARRGACWRWHRARPARAMPSRAGSIWARSSRCG
>MCE8433612.1 hypothetical protein LZ186_19465 [Rhodovulum sulfidophilum]AB18
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPAYASEFQAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYALHMGRNGLVRRPVLTAEAAWRID
>MCE8433613.1 hypothetical protein LZ186_19470, partial [Rhodovulum sulfidophilum]AB18
IPGLSITLSGLDPEVVALAELEEFQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGR
KFPFYYLPEDQENRFPGDQGFGLVQAIQNREDTWGRS
>MCE8433614.1 hypothetical protein LZ186_19475, partial [Rhodovulum sulfidophilum]AB18
STLLICDPRKAIDEPDLLRGQKLRALRLAELPPETTPGDMARAATDALNLPLILIGSASPRGAPAGG
>MCE8433615.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB18
MVIRANQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRELAEETGISAEPLRVFTAVDAFDREASGALRRHFILIAI
LCRWTGGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>MCE8433616.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB18
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLERGDDWTAEAMQA
ALPDLLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYL
HDALAASEALDVGHGHGPVHHFHALWSDHPAM
>MCE8433617.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB18
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAPPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEVAAQFPGGVIAVFRNFENIFVELEGADRVRDFV
PDLAAIAGLGPVGLVITGREGPGGCADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLMAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>MCE8433618.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB18
MHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEETQRPAIILAPNKTLAAQLYGEFKGFFPENAV
EYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDVIIVASVSCIYGLGSPELYMAMTLDLEAGKT
YDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSFFGDELESITEFDPLTGKKTDGFDKVRVYAN
SHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEMLEASGFCNGIENYSRYLTGRAPGEPPPTLF
EFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRPLKFEEWDAMRPQSVFVSATPSAWEMEQTGG
VFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTKRMAEDLTEYLHEQGIRVRYMHSDIDTIERI
EILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLIQTIGRAARNAEGRVIMYADRITGSMERALR
ETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEKPMHGGNLEAHLDGLRTSMRKAAENLEFEEA
ARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQRGGTRRRHS
>MCE8433619.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB18
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELEPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MCE8433620.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVW
>MCE8433621.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB18
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKATKAKTSDSAG
>MCE8433622.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB18
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MCE8433623.1 hypothetical protein LZ186_19525 [Rhodovulum sulfidophilum]AB18
MAARNLFGINTTLARLSASDPTSRTIVVGGDRLDMTAEGLVASRIDALADRRMTVIRTSCQRDATEGLSALTGGLRQYCA
N
>MCE8433624.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB18
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MCE8433625.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB18
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVAEDEIRAATEAHIVD
>MCE8433626.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB18
MIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRRLQRVGGGVRVTARAGETWDDIVRWTVGQGFGGLENLA
GIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTEDWTQRRLAAAECGFGYRHSRFKEDPGRFLVTGITLYLPAAWRPVLS
HDGLSHEGLSRGGLSGGASLTGAAQVMGAVLARRGERLPDWRLTGNAGSFFHNPVVPVAAAARIPDVCGHPAPGGVKLPA
GKLLDLCGFRGRRRGGAAFSEINALILVNAGGANRRFRDPQAAEAGASNGGYRQRAPESVAPGAQRALKICASGHSTAKR
QSPLRPALQTLAA
>MCE8433627.1 DUF1203 domain-containing protein [Rhodovulum sulfidophilum]AB18
MNFQIKALPETEFVDLFGLTDAELAERQACRQVVTAKPGTPCRVSMADAEVGETVILLNYMHQPAKSPYQSTHAIFVREY
AKQAEIAINEVPEVIRSRMISIRLFDGNHMMVGADVVPGDMLSSVISKAFDKPEIGYIHLHNAKPGCFAASVHRVD
>MCE8433628.1 hypothetical protein LZ186_19555 [Rhodovulum sulfidophilum]AB18
MGAIDGMPLLLSAAELTAQRFGESVSELHTLMNQQGGQTVFVNGLRMATVQIEFSVVGVFSLFEARMQHKFPNGSFFKQL
RVHLIEAGQNQLATDVWHYYLAVNVLKHGAGQSYKELCKSPDLPFMIKKPGELFFEEGDVAEPEGLINVIEKDFFKSLIS
TLSRVHMLLDD
>MCE8433629.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB18
MFSQSIHLTIKVHFCIIAVYIMRIPICPDVTNILSRQIGKRCIMTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTG
AGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAVGDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAA
SSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAKRMGARIMATVSIDAKADLALANGADTVIIGRNADIAG
EARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAGGPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGV
MRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLLVI
>MCE8433630.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MCE8433631.1 FAD-binding protein [Rhodovulum sulfidophilum]AB18
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHAKAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MCE8433632.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB18
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MCE8433633.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MCE8433634.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB18
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWARPHARAMSERDYVSPLPSAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MCE8433635.1 hypothetical protein LZ186_19590 [Rhodovulum sulfidophilum]AB18
MRGLFTTLRLLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGAASDEASAPASIPGAEVVTTPLDDPLDAPPGPSAAKPDEAPSRA
N
>MCE8433636.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB18
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MCE8433637.1 HNH endonuclease [Rhodovulum sulfidophilum]AB18
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MCE8433638.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB18
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MCE8433639.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB18
MDQPIPPSAKSTAISPGTEQNETAQAALPPVDKPAAPASAPLRSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIVHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>MCE8433640.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB18
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MCE8433641.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB18
MSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATAAAAGDETQ
VRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALERARVVLWIT
LGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRVFRLGWPIG
LTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAAFGVSGVAV
AVSLVAFLGWPEALV
>MCE8433642.1 hypothetical protein LZ186_19625 [Rhodovulum sulfidophilum]AB18
MANFLRLTRALKMRNVPNNGWITLGSFASGSFVPGGVNHLTEAQAKDALSDIYGAVTGAILRAAILAHAPDAVSPGWHTF
DMLRPGDGATGLIWSYDKAGSIQNVEKPEFEYGYEYALVFEAVATNRKRSALQISIRPEVTGTWSPFTSFPGAGFAPGDI
CSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVTTGAPEASALSAVRVRWAEGSTINELSRTGRVRLAAEFGITIARGV
ARAIDFAKGIIEDKQSGLPPAHSLRRTETVR
>MCE8433643.1 hypothetical protein LZ186_19630 [Rhodovulum sulfidophilum]AB18
MTRDHLLLPPVYSFYRSNISPDIIESQAKVFKHLGIDLIQCLDDRVSHSDWLDRVFNEDRDLTVVCDIDAFPLSRAAYIR
FIERVRLGAVVGLEQVANHLDLSATYAGPMFLGCLSQIYQDLGRPSLAHTERMDVGQNLTIAAEKRGVTIEMIAPQFAIL
PKWPLADRGIFGIGTFYGSLDFFHLFESRKDSSIALFKAVSECVVGGKHDFARYLAEVAQTPIPKKRRKFWSF
>MCE8433644.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MSTLGDDLIQAMTEALAHAKGEGPAVVHAPIAPQEVREQAKLTQAQMAPLMGMSLSGYRKWEQGQRRVSGPAATLLRLIQ
KEPDVVKRALLS
>MCE8433645.1 IS3 family transposase [Rhodovulum sulfidophilum]AB18
MAAWTWRSPSGSVGDFAMMPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHTRELLGWHLSKSGKATTASAALEHAL
IARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFETIQHAMRV
IGDWISFYNNRRPHQALAMRTPAEAFTLAA
>MCE8433646.1 HigA family addiction module antitoxin [Rhodovulum sulfidophilum]AB18
MSLLHDPMHPGEVLKELYLDPLDIGAIGLARRLGVPRTRIERLVKGATSMTPDTALRLARVFNTTPEYWMNMQTNFDMHA
AIQQIDVSEIEPLVA
>MCE8433647.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB18
MIQSAKGKLATNALQGKYGKGFPADLVKRTRAMLTALDAAVAVEDLRFPPGNNLEELKRDRAGQHSVRINDQWRICFVWT
PKGPAEVEIVDYH
>MCE8433648.1 hypothetical protein LZ186_19660 [Rhodovulum sulfidophilum]AB18
MPKLKGSTAREIQIDMIGQVPPKALLLAIEAAEAGPQISDLEDAPLLENWFFIKREGDAIRAEGDLSGHPTISDPWVTTS
PVIGFYYEFGASKGWLRSFSRWYRLGAVCEAVGDIPGPEGAVGRALAATAARLETHRNIWREGAQRECITP
>MCE8433649.1 hypothetical protein LZ186_19665 [Rhodovulum sulfidophilum]AB18
MGHGPAAAACAAAAEEGSIRIAARDDGTYDLHVELPSARSYEDALSINMVIMKVLAYDLRPMERMEFELDEEAFFAEIER
LYGKGDTD
>MCE8433650.1 hypothetical protein LZ186_19670, partial [Rhodovulum sulfidophilum]AB18
MTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNR
>MCE8433651.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MTSSTPLGDRRITFDQLRGFILIAEASGFQHAATRLGRSQSAITQSLKRLEDIVGCRLVERRQGRVVGLTPDGERFLPAA
IEIVARASEAVSAMQKPQITGQIVLGVPDDFQIFDLHGAVSRASNLNPSLRIEVRSALSSDILQMFDRGDLELAIVKRVA
TDPIVQKSKASCLLRKEPLHWIANEKRSLESLNDLPLAIFPEGCSYRRAALEAVASIGKNAYSAYTSASYENIRSAVSAG
LAIGVLPRSALSKDHVILSDEEGFPSLPDVHLIMIQATRCTMVNQLAEFLQYSAVHP
>MCE8433652.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MQRLIFSAQIVIFSLIWSSAFIAGSVAIKDFDPFTLLVLRFALSALVLLPFGWVGHSLFDVEVVRHGLILGLLNNAVYLG
LSFSALRLIRPEVVIVIISSAPFVTTFVATRLGLEPLSKRIIGGIMLGFVGVLVISGIATSEPPNIWGLLLATFGMLAFV
AGTIIFRKKSSGLPILQTNFWQSVAGAVALLPLAAVSGHPIGAPSGQAFFALLYLVFVVTIGGMALWLLLIRTSGASSAS
SYHLLNPFFGVLLAHLVLGEAVRTTDFIGAVLIGIGLILTTTKSGKSHVRKQPHLGRHVR
>MCE8433653.1 DUF1284 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTVRLRPHHLLCILTHVGEGYSPAFTANLAVIIGRIGAGEDVVIVDGPDEICAPLLDGSEPHCHRKSVVARDRAAADDIG
ELLALPLEPGTRLSLDEAVIQRFRREFAAGRIRSACGGCDWNPLCSSVAEGGYPGAFL
>MCE8433654.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB18
MTASTTAPAGAALNPLGLQNRPLAWKIGAVILGTVLLAASSYIEVPMFPVPVTLQTFAVALVGALYGWRLGGITISAWLI
EGASGLPVLAGGAAGAHHFVGPTAGYLFAFPVAGMIMGWLAERGWTGQRVGLAFVAMLTANLVCLTVGAAWLTTLVGAEQ
AIVAGVMPFLLGAVLKSALGAMVLKLICGRMTRKGG
>MCE8433655.1 hypothetical protein LZ186_19695 [Rhodovulum sulfidophilum]AB18
MDRTNTKTVRKQYHSRQVGSDRHVWDVHRLMRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHVALINEVDP
LHPVILCAEGRLMDGMHRVVKAIAEGRTHVPAVRFSRTPDPDFVNVPLDELPYPDEVV
>MCE8433656.1 hypothetical protein LZ186_19700 [Rhodovulum sulfidophilum]AB18
MDRNIFLIGPGGIGKTSSGRDLAELLGREFIDLDEKFMSGPGHIGQYISEHGYAKYVRENSNLFFEHINQSAEPLVAALS
SGFLIAEVEIETVQKNRFAVKNGHSVLLLPHADPDECADIIVSRQVQRGLNLREEIERPKFLERLPVYRSLADQVTVIQG
TPEESAKAIFVQLRGVGRPIADIF
>MCE8433657.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
GKNFFSSRKILHAEQSTHTFAILDATKIPDLPDTLANSGLTYLNLFRGTAAQELVDVSPYTVKLEIENDFAWRIFTDTDK
KTGLWSNEVGIYVRSKDAIEIPLRLFRKFTQVRDEHYNSSYFRFWEPDVGCCCTIEENSLCKQLARRVSCSPSSAMSCIE
SHSVTQYPSIMQQSRMR
>MCE8433658.1 hypothetical protein LZ186_19710 [Rhodovulum sulfidophilum]AB18
MKIFAKAVSFSLLLFFAAACKAESVTQNFKYNLKTEEGWPVVAFIQSPSFGPIFADYEEKAWVQNGGYTDADASLPVRNI
LNSARDTTHVHFKITWYEVVTEKVYSSSLDVDMRDLKLDPITSDFGILIFRISADGMVQAVTYDEIYPSSDKPRVAIELT
ESCGKQDIISDEKKKSNMQFMLRNSEVKGWFSHRLSEMDIPKHCN
>MCE8433659.1 hypothetical protein LZ186_19730 [Rhodovulum sulfidophilum]AB18
MTDLSACGPLGLKAPRGPDEELTQSGNPIRQMPKALLSATALAATVTYWMCVLPPNSYQSLP
>MCE8433660.1 hypothetical protein LZ186_19735 [Rhodovulum sulfidophilum]AB18
MNSKFIIATGAIIVLGGAAFFVINGKEEPIYPTLLDNLPKSSFAVEQTMPEDLSAWVAQTPLSNPWRPQEDASRGQIVFT
NEDDIFPFLGGWETDFPHLMDDDFLDNVHLTFKDPEYGESIAMAAILKEPQEVFLGSNYSSFVNPVFSGVDIMNPQRVSA
RLSGIGINFDNGTQKESILWVSRSPAPEDMMLLFNQNGGLVYAVAIGCNRAEVPPCLEKIKDIRQELGLSGLADADIAAE
NVDFQGSDNSSALVKSSAVYVYLDPRPDDPMKRFSGAGALRIPFLNDWQTKEGDGVYTFSKQGEAGPATIRISHQEISLS
SEGELSELTSQYPDYVVYKKTSNSIGVGADTYILAKESQMDERVEGQAVTSLKSGELIIFDYSYPIGSADFSSEIKKAMH
YSYYGRDW
>MCE8433661.1 DUF2268 domain-containing protein [Rhodovulum sulfidophilum]AB18
MIQLTFDPANSNCAQNLGEPLERTIVHELHHALRWRGPGYGRTLGEVLVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQ
AASDAAAATGQSGMGNFRRKA
>MCE8433662.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB18
MAFPPDAVRVASLTLKQITSSLRVHGRWFAPYTGQVITDAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPV
NASANRSKGARGPLEWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELVALTGRVCGA
>MCE8433663.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB18
MAKVPTARIDKLLSSMGYGSRKDIARIARAGEITLGATVLVDVTKRIPIMPDLPHRMTIYGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGVKLPDGLASGEWRLLSEEEVS
SIFQ
>MCE8433664.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB18
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALLFFVAFGAAISLFLGQ
GAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIGWRTTRILTRDSTYAIIPNSQI
ARQRIINYSAPRPQYRAQVAITLDHTTPVGRARELMLNALKNAKLIQQNPAPDVRVLAYEEGGITYALRFWLSRFDLDSD
CRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MCE8433665.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB18
MSTSTNSTKKPSKRNPKVVISADDLGHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MCE8433666.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB18
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLHSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MCE8433667.1 hypothetical protein LZ186_19770 [Rhodovulum sulfidophilum]AB18
MKDGPLSGARFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKAVADEFTYSLDGESQFFGTPQN
AKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAGVLPFMPSVSTVGILAESLPRL
DAVVRVLLHSQTTPVTAPRRLLVLSDAVELALPAVQQQLRAALDEITRRTGLVAEPIRFAELVGEDVALSDCNLKALRDL
QTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLARSERLFQQINAALPPGTMICFPTTPTAAPLKGSLDT
LEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEGCPVGMSFAAGHYQDESLLVALSELLGPQGS
>MCE8433668.1 hypothetical protein LZ186_19780 [Rhodovulum sulfidophilum]AB18
MVLYDQDFETPSSYQNDGGDLNIYRSVNENYGGQPAGFSFAQAFTVETLNVSGSHRRGGTAAFGSGWSDPAGIGGNFSIG
MLSDRQNDLLGLSFDVGLFDFFNVSIDVSSIDLSTFGGPYVPEDGLAPIFRFSLFDNPGGGRRLAAGPCSTASILSARHH
RERSSIGRPACSASARQETQTAMSRFKSTCCRGDMLRLIISF
>MCE8433669.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MNQSHAIDAFGALAHDTRLQIFRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDED
ACAGLELPRT
>MCE8433670.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDATTLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MCE8433671.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB18
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MCE8433672.1 histidine phosphotransferase family protein [Rhodovulum sulfidophilum]AB18
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLEPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>MCE8433673.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB18
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFLS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MCE8433674.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB18
MASLIATRRLVVKIGSALLVDRSTGNLRADWLRGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MCE8433675.1 GTPase ObgE, partial [Rhodovulum sulfidophilum]AB18
KFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSGA
SGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIAD
AGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVLL
HLIDGTSEDVVADCRTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLRA
LRAEIDEDRLRLKREDSEEGEAWRP
>MCE8433676.1 elongation factor Tu [Rhodovulum sulfidophilum]AB18
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCE8433677.1 elongation factor G [Rhodovulum sulfidophilum]AB18
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MCE8433678.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB18
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MCE8433679.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB18
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MCE8433680.1 ASKHA domain-containing protein [Rhodovulum sulfidophilum]AB18
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGAFPKHGITVTEQALSPKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDPATRLCLVEVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPVGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MCE8433681.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB18
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MCE8433682.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB18
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MCE8433683.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB18
MADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEDMVATARRLTEEGFVPMPHFAARSIADRATLADWIA
RYAGEAGVREGLILAGGIPTPKAEFHSSMQLLETGLFDRAGFVRLHVAGHPEGSRDIDPDGSERNMMEALGWKQAFAART
DAEMAVVTQFAFEASPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYAIACGVGPSLAVLQRRARDVSKLVLPFTPDG
FLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MCE8433684.1 virulence factor [Rhodovulum sulfidophilum]AB18
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MCE8433685.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB18
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGVGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AGPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEGEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLTGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DSAGRITGHGRALAALPLHPRLGHMLLSAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIR
AEAKRLSGRARGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRRESRVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDEGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MCE8433686.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB18
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSACPIGRAAHEALPDPPAPPRGRGRR
>MCE8433687.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB18
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLSSDTCPFQMIRHGANVYATQFHPEADSAGFELRIQIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>MCE8433688.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB18
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MCE8433689.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB18
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MCE8433690.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB18
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>MCE8433691.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB18
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGEKFGD
ILTRIQAELN
>MCE8433692.1 hypothetical protein LZ186_19910 [Rhodovulum sulfidophilum]AB18
MLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKERD
LHDAVLGLPRPVDEGDEAPAGAADEGGIDGFLF
>MCE8433693.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MCE8433694.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAAMPITARGGGTG
TNGQSLSRGVIVDTRRHMTRMLDVDAAAGWADVEPGMVLDDLNEQLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSRAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFSSFRDALASALPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGPARPVAFVEDCVV
PPENLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGIKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTGRPL
ADRLMLLAERESVRVQALVPLLRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGASDLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGGPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MCE8433695.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB18
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGREAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVAAAFL
>MCE8433696.1 hypothetical protein LZ186_19935 [Rhodovulum sulfidophilum]AB18
MNKLVSEIMGWISPRGRADLGENDADEIAQITPEQAKEVDEIRSFVDTDFYLKTYPDVAQAGVDPVVHYCLWGWQEGRDP
APDFSTLFYLKTHGDVAAAEVNPFWHFLVAGEKEGREIRPAGHEAAADLQDSEPTVETFSEEEQPVGDMEDLRDAFDGEF
YLARYPDVRVIGIDPLVHYWTIGWQEGRDPAFDFSTRHYIETNPDIAARVHLMNPFWHYVMAGRAEGRAGRHPGGYRAER
LRHTEPLEKDVEHWIRKTEPGPLMGASDIKELIVAQCPEASCPLHIAIGHDNYLKVSGGVQICIHREEQLSNANGANYLN
VHPWQPLPRLAHLDEDPDPIMVLILNGTEIGRTRISDLIKAVSQSRDDLGPIRVVIHHLLGHLPERVTELVAATGKRDCW
LWLHDFFTICTSYSLQRNGVSFCGAPGEDSNACALCRFGQERATHLPRMRAMFDALDIHAVAPSQVTMDMWVARSGLKAA
SQVVQPHMKISWHKRSEPINAPEPETITIGFLGTPAAHKGWDVFVALSRHLRANKRYRFVYFGSALSPLSSISHVPVHVS
ADAPDAMIEAVARERCDLVLHWASWPETFSFSTFEAFVGGAWVITNPGSGNVAAKVTSLKRGAVIESEEALLDFFDNGSA
ERMVARLRAERAEKSVHHKLSDMILQQWSAKEQQQKGSKS
>MCE8433697.1 hypothetical protein LZ186_19940 [Rhodovulum sulfidophilum]AB18
MTIHAFTSCSYSYLNRARVLSSSLRRQHPDWVIWLVITDKEPEGFTFDLAQEDYDCILTAEELFGDETERWLFGHDIVEA
CTAVKGRACVRILEEAGCDKLFYFDPDIALFNPMSDVVDLLDTHSIVLTPHQIDPDPMSDKVAIRDNEITSLAYGVFNLG
FVAIANDDEGRRFAQWWDDRLHDWCHDRLDIGLFVDQKWCNLVPCFFDRVKVLRDPGYNVASWNLSQRVMRYDDQGTALI
NDRPLRFYHFTKLGPVGDTMTQRYAQDNIEIYELWWWYRTAVAEASSREIPKGWWFYGVFDNGETIPKSVRELYRDRQDL
RAAFTSPLRTGEGSFYEWLQSNTELMGVNEERGFVPV
>MCE8433698.1 hypothetical protein LZ186_19945, partial [Rhodovulum sulfidophilum]AB18
MNKSSRLVQHEIFDLKTWEELRTFLDGLDSTDPFQAAIGYYAKSWPAPKDDDAAFEPTMFLSEDLTATYLYSCPVIFEGT
NNWAQKSFLSRAECDEKLQDVVHCCARLRGENPDARFCLILIPEKDFLISRSFLREDRYDAMLGAVEALRAKLVSFDIPV
LFEQPIQNIEKYLSLSDYEYPDSHLHPRNYILFFARALGALGFDWERVAPSVKMEKQQVYLDLSEKFKDGVDRAYESHEA
KIS
>MCE8433699.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB18
SLDEGRAPALAVPAAWRIELETGGVIEGRAEDPLPALPLGIHRLRVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAG
RGGLGDYADLRQALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAAR
LAALKSAFAGLDAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCAAPAVADFAAANGGAVAFHAWLQ
CLAETQLGAIREAAAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGF
RPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVQMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLA
ASGLLGCRLAMFDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRRLGHIPPERAEALAAERAGQAQALGVRIGGAG
IDALHAALAASPARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>MCE8433700.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB18
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MCE8433701.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARRGSDAGQGMV
>MCE8433702.1 ABC transporter permease [Rhodovulum sulfidophilum]AB18
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWVFTLGIGFTVAYFLAFHIRSMTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVVLLITVLMVIGILLRFVDIRKEL
>MCE8433703.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB18
LYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGHIA
CWNAVMDENRYMIRKWNEFIAA
>MCE8433704.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB18
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>MCE8433705.1 MFS transporter [Rhodovulum sulfidophilum]AB18
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAVAEKIGDR
KAIVAGALLYALGLVLSAFSIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVILASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MCE8433706.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB18
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MCE8433707.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB18
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGGPRGAGKGAGKPP
AKARARRRPRNKNRAAA
>MCE8433708.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB18
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVRRDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLEQAIVGNGAVMERVLADRLGLAPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARARVLRD
>MCE8433709.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGSRIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MCE8433710.1 arylesterase [Rhodovulum sulfidophilum]AB18
MVLALVLCAAAGTVRAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPE
IDGLILALGGNDLLRGIDPAASRANLDAILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLK
GLSDLPDRGAAMARYMQDDGIHPSAAGVKLIVEAMGPSVLELVDRAGAKGH
>MCE8433711.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB18
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAASHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MCE8433712.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
GALPTLADPPRLAALRLRPGGTRSGTGPEPEAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTAPKAP
PRLLDAVYGAALGAGLGPDLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPTGG
HACAGTGSLAGATAGIDDDAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLA
LRTDPVLSVEMVYALARENAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGE
LLAWADRKMTGSAAPAVVSPEIRRYRETVDAILATG
>MCE8433713.1 hypothetical protein LZ186_20020 [Rhodovulum sulfidophilum]AB18
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGSG
PGSAARAAQAQARDTASLWVMREVMRRL
>MCE8433714.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB18
AARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVGKTAVVEGFAQ
KLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAGTGDAANLLKP
ALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVETCCAMLRGILGPMEAHHGVRISDEAVVSAVQLSQRYI
PARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRAEAGQDLARLE
ELHDEQKALVEQILGLRARIAGVADGTAAEDMAGEEMAAEAGTEGGAAGEDKEPLDIDALRAEMHERLATLEAGDPETRM
VEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEKPIGVFMLCGP
SGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLLDEVEKAHPDV
HEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPALLGRVVSIPY
LPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSREVLGRMVSGEG
IARVEILLQDGALAYSFEGENA
>MCE8433715.1 glyoxalase [Rhodovulum sulfidophilum]AB18
MYPHALHHVQLAMPEGGEDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MCE8433716.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB18
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAEIPSGGADPQDRRGADSPPAFRPATADSLAAWYQAHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEGLT
RIETTETEIRLGAGVAIARLREVMRAQHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEDFFLDYRKQDLAPGEFVEAVTIPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVREGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRFWHESRNDPADIDELAP
>MCE8433717.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB18
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRIVAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARQAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAAAAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIHYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDSAAEAGGLSAPPPSSGSAPPA
GISAKK
>MCE8433718.1 hypothetical protein LZ186_20050 [Rhodovulum sulfidophilum]AB18
MFGGVTVAIGCGGLAAVGGVALTVVGFDTLSQGAKMLLTSDRHSSERGWIDDLVHDTAMRFGGEETAQAFDRGRAVTQIL
AGLDAPVVIRYATTRATRVAASGKNIRRACCTKR
>MCE8433719.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB18
MHDTDYWLDLHGEVARSDDASRLNVHSLQNLNPLDDQFGVWPKVTVPEALEPFLFTNSGEEFSAHTSLKTYALLDAAKIE
NLIETLENSNLDHACLFRGKALETVGHLGPWLVCLGQNDQFTRRLFTESKQKWGLWGKRPGIFIRSTCRLQELCDHLRRF
TYVQTAAGRRMIFRFWDTECAGALLSAYFDSGLFRLFENIHSIIIIDDSRADIYQAPVCQSRKPFRLTHAGTQRYLALRQ
EKLCDQIAKAFSNIPEFRESAPNAIREAVGYYVSYGVSFGFRDGPDLFRLALGISLTKCPETTMEEVRAIYSNSFLTESE
RRAAIIAHVAPHIDAAKRRHAEGLQ
>MCE8433720.1 hypothetical protein LZ186_20065 [Rhodovulum sulfidophilum]AB18
MTETSVYDPPEDLADVSAEANCEADISILIREPKSTSTDTNTPSGAQWAGVKELGVELKGAGIRIYAETSASGVASFSAV
PCGNYQVNLMQKQFKVENLSNRTIAVSSGRKLGSEFEIEVRRQLLTVEMLRLPTLYIAGAKAGMGKSVDADQDPYGHHWV
KIYKDAFSARLERPMESYGWWPIEPASADKLWDGVKGSLNGFPIHSRFENRDPYHKNYFRDDKKLEEAFLPYVTNGCTAD
EYKNKLRAKAKSYAGISGGTWSWRGNGAGYHCKTFQTYLMRESYLWRRLGVGIGGWGWSANT
>MCE8433721.1 hypothetical protein LZ186_20070 [Rhodovulum sulfidophilum]AB18
MVSKHLKSILFLAFALTALTSNFINMPVSGEGNSMSSSHNKAGLKFYFGRIIIDIKAADGAVPRVDVETVGPYEELALED
EFFRGRKNANGQLVYLETWERDPEGQVGLDTLIDDKPLGEYHIALSQGEFTSQVPRFFMLSGTEWQEVSPGETEGETRFI
RLRLLPAFAGEPAEPYAEILNQRLERKTYYSYDATGALTEITLQERSTGFESQAIPLIR
>MCE8433722.1 hypothetical protein LZ186_20085 [Rhodovulum sulfidophilum]AB18
MSAERFRLAAEALPAPQARIFWDLAAASTRLRDEISKAPDLITPSRRLVFFYLPKMSELSLRWARLAARDPFKPGTPADQ
ADFQAYLDILQGAVSSCRARRDDELAQSMEAFRIQLERLAK
>MCE8433723.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB18
MTPERLFGAMAFRHPWRSYQARILADLEAHLDDRKLHVVAAPGAGKTVLGLEIIRRIGLRCLVLAPSLLVRDQWIERLKS
DFVQDRLPDLAGLVSTDLTADVPLRVSTYQGVHQKRNETFPAFDLLCLDEAHHLRRSWWHTLTGMADRHDCVTLSLTATP
PYDAAAREWANYDALCGPIDAEIPAPELVKSGDLCPHQDLVFAAVTRHAADYVRNREEEAGSLDMLRNDPEMLAMIEALP
WIADCRGHAAEILEAAELFSAMLIYLHDAGRPLPSYARRLLQIRQGDIPPQSWDWLQVLCDGLKARLPSSTLQALTRMGA
LRNDRILLPPPKFADRIEILRDDDARLEACLEIHALERAARGPDLRMAILVDRIGRLSLASEAPATGFNAVHLLRRLTAD
GGCSDAAIMTGQVVVLPRALAEGLAAQPLPDRPDHVLIEGRDFDAAIARANAAFHAGDVGVIVGTQAFLGQGWDAPGLNS
LVLGTNLASFVAVNQLRGRALRIDRRTPGKCSNIWHIAIVPDEHVSGEDLEALQRRFACFARIDREALEIRSWFAPEASC
TAQNEKARRLAATHGDLARDWNSALQIGEDIGGRLMQETGIARRQSQVILPRSSGLASLWRRLFDRPVPEHEIRRTLGRM
GHLVLESLRQLGDIGTARDITPYVLEGPEGHRIGLDRATRYEETLFHETLRQVLDPVNNPRYLIVVPAGFLRGRAQLFAV
PPRFDGNKRRAEIFWKNWQAMLGRGQLVYTRTVAGRGLLQSARLRTSRNRTTHNLQWK
>MCE8433724.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB18
MLRLVAATALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQEL
>MCE8433725.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB18
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAAPAAGDDLKKLPGVGPAMEKKLHE
AGVTRFAQIAAWTDEQVAAMDTRLGLKGKIENDGWVALAKDLAGKA
>MCE8433726.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB18
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MCE8433727.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MCE8433728.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB18
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVARMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGR
>MCE8433729.1 hypothetical protein LZ186_20125, partial [Rhodovulum sulfidophilum]AB18
SLSDFSDRKSICNLCLTFRGYYLRHLLIIMNKSIVLPFLENGRDRRARRVARLSGNLSGNLSGNLSGKPFCGIAGGREAS
GAFQAPKAGA
>MCE8433730.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB18
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MCE8433731.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB18
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>MCE8433732.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB18
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MCE8433733.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB18
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MCE8433734.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB18
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGE
>MCE8433735.1 type VI secretion system baseplate subunit TssG [Rhodovulum sulfidophilum]AB18
MTGESFSDRRAAEAAAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPA
FRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTESRLGLGAASLGRDAHLGARA
RTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDN
PEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MCE8433736.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB18
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIRGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRMTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRSVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MCE8433737.1 type VI secretion system baseplate subunit TssE, partial [Rhodovulum sulfidophilum]AB18
ICDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGLLNTIRLDAAIDLSTA
PHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSVTVEGELTGDPVDLSV
GFDAEVDLGAGKMDMSDLRMRS
>MCE8433738.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMETGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>MCE8433739.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MCE8433740.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB18
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MCE8433741.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB18
MAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMREQGRITALGWRSRACTLGMASLGLVTEVAVGQCR
AEVAAAGAALWDLLQGQEPIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MCE8433742.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB18
WRKWSGYHRRSRAETKRHGMKLLGQRLMAREPDRQVAELQVRVAVMNAFTALGIPVTEPVE
>MCE8433743.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB18
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVLAIESGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGVHEIVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLVHRWMPRQHCFTPVCDDWGEAAATEGGVEGVFVAGDGR
>MCE8433744.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB18
MDETHAPDAKPLRNGTAQPRALPSARPPGAAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQV
FSLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRV
LFLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVE
FIRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPETTEALARLADAGIPLGAQTVLLRGINDTVETMRTL
CRGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLL
RNFEGRIYRYPDPGGRTGARD
>MCE8433745.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB18
MKEHDIRPPRKGRRFPRTTGSRHDFGIAPNLLRRNFKASEPDRIWLADISHVPTDEGWLSLAAVKDTATMEIVGWSMSER
LKGSLAVDAMRMALQNPRPASALICHSNRGIQYASDDCRGPFRRHPGHCELEFSTIEWTKEEAP
>MCE8433746.1 hypothetical protein LZ186_20210, partial [Rhodovulum sulfidophilum]AB18
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TATGRALGSEATASETTAAVEAEPEAVTEAGTGPDTGTGPKTGTEPATRAPETPRETTRETAARAPATDVPSPAPSPAPA
PVAPAPRAEPPAPPAPRPAPPAEPPVSE
>MCE8433747.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB18
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRTAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHRELWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGIGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGAEAASRDGATGKGPGRATGGKGAQGKAPGKGSGKGTGKGSGQKPGQKSGRKPGQGTERQGPGGKGGGASGAETGALGA
ALLEAMKRR
>MCE8433748.1 hypothetical protein LZ186_20220, partial [Rhodovulum sulfidophilum]AB18
MLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAGDALSSEF
APPVASPAPKPLTAPVARPAEDTAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQYG
>MCE8433749.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB18
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTVLG
VTKALGLTLKVEASA
>MCE8433750.1 hypothetical protein LZ186_20235 [Rhodovulum sulfidophilum]AB18
MARLEAGLMGDAKFFDGIGELRITYGPGYRVYFVQQGETIIILLCGGDKGSQRRDIEKAKTMAKEL
>MCE8433751.1 hypothetical protein LZ186_20240 [Rhodovulum sulfidophilum]AB18
MTDTVRLLVKSDGLDLGVYDQDGRRIEGVLDLAVEREHEGLTFITMTVIAGKPRGAQIIGGIAPPPSEK
>MCE8433752.1 terminase small subunit [Rhodovulum sulfidophilum]AB18
MALTAKQRRFVEEYLVDLNATQAAIRAGYSETTARQTGAENLTKPVIAAAIAEAQAQRSERTQLDADWMLRRLAAEVTAD
LADILDEAGAIRPVKDWPLIWRQGLVSGLDVNETLVEGEKVGQTVKIKLSERIKRLELIGKHVSVQAFRDQVNTTGAISL
TVNQEDAEL
>MCE8433753.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB18
MIAKLEHEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTHSATGKVDRMLITPLLPENDAL
ATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSDLAAWKRGEAEWRELSHSILFS
GAPGTGKSVLARAIAATAGVPPIEATLGSWQSAGHLGDMLREMRRSFAEAIRQKPAVLLIDEIDAAGSRQGEDRHNANYR
ANVINALLTEID
>MCE8433754.1 hypothetical protein LZ186_20255 [Rhodovulum sulfidophilum]AB18
MKMRKFSIASSIFISSSIIFPSPLYLTKMGAMAQAVPCQGANLMIFEGHLKRVLNSVPLLEGGPVCKKGEYSSDMISAAR
LSPEINLPGVHFRDAVEAEEVPLEFLFENWLNIFDGISPEDLTIAIQYDSVGRASVSLIKLRSGAVFILISDAM
>MCE8433755.1 hypothetical protein LZ186_20260 [Rhodovulum sulfidophilum]AB18
MQASVEADFFDYATKPVRAARAELSKQGFSEVKFKNTWGEVGYKGINAVCQTAEGFKFELQFHTSSF
>MCE8433756.1 hypothetical protein LZ186_20265 [Rhodovulum sulfidophilum]AB18
MLIFSMLWNLLGCKEEGVALGVHCEASLQATTEYSSALAYGVDMSVPRVADVHPLREEDFFDVRIPDTTRTGLISNDAAG
DIYYTECRSELCNIDDALTALGKCKNNSGCKVSGFVKNKAFYPIYESDSDGGHICRSRVRP
>MCE8433757.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB18
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MCE8433758.1 hypothetical protein LZ186_20285 [Rhodovulum sulfidophilum]AB18
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVWPVTDLRVPGRIAAEVELWCGPLATLALH
DDSAMQRRVAADWIARNVPDPGQRLAPAAGYRHDRVRLSKTRDVMVHKSAAKTRTPRRMSRASQPAKL
>MCE8433759.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB18
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAGSAALEAEIARIEAELGEQPSVGSPA
>MCE8433760.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ALPDRPSPAGLEPMATTQARSTSTSPSCGQLKASSISSWPLTKGFDTMVEEGGANLSGGQRQRIAIARALLADPRILILD
EATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLARCETYAALWRQQTEHIA
>MCE8433761.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB18
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELSASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MCE8433762.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB18
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MCE8433763.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB18
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGTSNGPGRAQQPTIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDHPVLLLGARLSARSAARWQ
RMPALARRLTGAIAFLSAQDPASMDRFATLGLPPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGPEQPVLLADTMGEMALWYALAGVSFIG
GSLIDKGGHTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAEGVAGADGLSAALAALDSAEQTRRAACAREVLAGLRA
EAPGPDTLIDALER
>MCE8433764.1 N-acetyltransferase family protein [Rhodovulum sulfidophilum]AB18
MTNQPAPPAPLTLGYCTQADLPGVQAIYAEAVRTGTASFELAPPDLPEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNMGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVQMQKPLGPGDTTPFDGLPGDRPQGQHSGGAAPDDPPNRP
>MCE8433765.1 2Fe-2S iron-sulfur cluster-binding protein [Rhodovulum sulfidophilum]AB18
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLVVQLPEKQI
>MCE8433766.1 DMT family transporter [Rhodovulum sulfidophilum]AB18
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAGLMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEILGMALLLVSILMLVLLI
>MCE8433767.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB18
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAENGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>MCE8433768.1 SAVED domain-containing protein [Rhodovulum sulfidophilum]AB18
MSFWRKHGDRFFDGLITYVFRTPSWPSRLLRAGGTLIVAGLGVGGLAGDLSWIDADRVVRLAMQADGGGLSVHWSQITVF
LGILLAAAGGVLGVIDHIADRRQLRKQSVVVLEHRGLHQTIDTPLASAVPKRLKGRIDVLPVDHRQSTSTSQISSPEDAL
SQIAGLRQQLRQKRDAAGPGDVKMVYGGMAPVPQTFLTGMMVGNEAGLTVMDWDRFAERWREPDGVDDGDRFTVAGLEEL
QDKTTEVALAVAVSFPSDEDGIRATLGDMPLIRPRHWHVTAQKPRTSLSPGRDFDA
>MCE8433769.1 nucleotidyltransferase [Rhodovulum sulfidophilum]AB18
MEFPLANTRPVDQLLEDLVEELQVPPGRYEQAERSYKSLGEWLHRPDSTVRDDSPDVYVQGSFRLGTAIRPASDEEDYDI
DMVCRLDYEKSALTQAELKRRVGVEVKAYARRYGMSKPEDGRRCWTLVYADGAQFHMDVLPAVPDFEKRRYLSEAGPALA
RLGATALAITDKKHDCFRQEGGRWPRSNPKGYALWFRDRMGQAFRRRALNEARRMQASVEDVPAWRVCTPLQGAIQILKR
HRDLMFSDRPDDKPISILITTLAAHAYNQEERLSDALFSILQGMDRYITRRNGVDWVENPADPEENFADKWEEHSERRDA
FYEWLQQARGDFASAHQALTADGVGAVLSERMGQGLVERALGRRNPAKKPGATARLVRAANLLLTPAYMRKPRWPQAAEG
RVNISAATFTQQGFRPQSFVSNGAPLPRNCSLRFEADTTVTGRFKVYWQVVNTGREAEDADCLRGGFSPDAAVRDGLTHS
ESTLYRGQHSIECFIVKNGKLAVRSGQFIVNIG
>MCE8433770.1 hypothetical protein LZ186_20345 [Rhodovulum sulfidophilum]AB18
MQVTTVGLDLAENIFQAHGVTETAVLHKIADGRAPSFPGPTYSTGSVTGMPSAVKAFMTATRT
>MCE8433771.1 hypothetical protein LZ186_20355 [Rhodovulum sulfidophilum]AB18
MEEEMKPRVVKGSLLVGGAVIFVLLAVSAVTIGVYAANYLVNAFEIISRYGAEDGISVIFQELLSNVIVDYGIGFGRGAV
SEGELRSIMALISGMAATVLALLIYPILWLRFARISLAWLQEGFWVFTKDEPDQDSIGSLPDPVDVQSILEEQEVSYDCV
TRAEKRFLGSNAKYIPSVFHEYARENAHPILSFAASVTRLAFWATLTGACLLGLFAFLGNEARIPLPAVPEIAREILGHY
VVKAGFWIGVLFAASVVFAVFDGRFAKTLVPNSAPAAKRKLDTIRELTAIKPPTQFASIFKSELEVKLKDVGCTPWGLDN
TRETFADQSSFLLNIFVEGKSKRKAGYAEPAAKRRLMTATAAVVLGAAILLFGLLPDSVIGVLNGDRFSLLDALVSPLYL
VTVLTVGNIIVRKGSRAFKQAVSILNVGWFETPVVIARLDGTVNTQRASTGKAVSDSTGAELRFQQSDFDARMVSATLES
FAENVTSPRSIWAFSSDRQSDALLAVVSELLREEGSKSAIQAASRTIADTETVRDATELRRAELRLQVESARKELELLEA
PSADETERDDKNDKRN
>MCE8433772.1 transposase, partial [Rhodovulum sulfidophilum]AB18
MAWEATRYRRTNWSEYNAALRQRGSLSVWFDPGTVWQAGKTGKRGRPETFSDAAVQVCLT
>MCE8433773.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASMDPAWMVAERYGIAEQTVW
>MCE8433774.1 hypothetical protein LZ186_20370 [Rhodovulum sulfidophilum]AB18
MKKSYKPESEDHKYFEGILAERIHEEYKDVDPAEWLYTHDGGPLQEQITYMAVNWDEARALVDALENTHLDDDYLPTKQY
LLAHFMDVYARNKRFNNKSGDPYEIVSSQKTRAEILARLAEIAHLDLGDDPDEWRRWFKAWDEDDVFPPVR
>MCE8433775.1 site-specific integrase [Rhodovulum sulfidophilum]AB18
MPSFLVPAFLIYIAFTPERSGDYIIAKSPTEPLGPRQVQAAIAEVRAAIGVMHGKSRLVPHGSRYTAAKQLADAGCSVQM
IQAVTGHSSLAMALKYSAGADRTRLAKQAQDARDRSLEEQEQRQDETETCETDCEILSQPPIRKRRKGKNDKQFQNGAGG
GTRTPTPKAPEPKSPEVRATSVPWRQKFSNTKQEQVMKPENTLQTLFPNPAAWSMCSERRCLAPRKP
>MCE8433776.1 DUF2268 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTWTIHVANTSGRLDGLVSPIRAAIERAQARAEAVTEPVDLDVVIQAWPGRVIAHLGHAGYAPTGDMIQLTFDPANSNCA
QNLGEPLERTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQATSDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLAARPKETPAKLIHAEAASFRDNLKSTFG
>MCE8433777.1 hypothetical protein LZ186_20385 [Rhodovulum sulfidophilum]AB18
MTAPVWLIRAKGFGFEIGGVDAVSMKVPPERKMSDRSRSGAARDRQSGENAASDGAPGGHGMRAHEVANSVERLAAALPS
VFQIEDKPWIAHCGGTKSRPGHSGGLAEGVNLGDQIFVRDFGFVGHGSEIRKFPNVTQALQ
>MCE8433778.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB18
MEREAITMLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLEVPFSSLFSEPEDHDLD
NEIMEAIRCLPTSERSRILAVVRAFSVDV
>MCE8433779.1 hypothetical protein LZ186_20395 [Rhodovulum sulfidophilum]AB18
MKTILTTAALALLAAPVLAATDTTEDQATAVSPASAPDCFSPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGSG
EGGESSDT
>MCE8433780.1 hypothetical protein LZ186_20400 [Rhodovulum sulfidophilum]AB18
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLMLARIAEASL
>MCE8433781.1 hypothetical protein LZ186_20405 [Rhodovulum sulfidophilum]AB18
MAAILTISPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALATQARAGGAA
>MCE8433782.1 hypothetical protein LZ186_20410 [Rhodovulum sulfidophilum]AB18
MSIMDSIAPPSDALAAFVAEWRGAAPEVRLAAIRGALRRHGIEIPVLPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>MCE8433783.1 hypothetical protein LZ186_20415 [Rhodovulum sulfidophilum]AB18
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGQAGKEAA
>MCE8433784.1 hypothetical protein LZ186_20420, partial [Rhodovulum sulfidophilum]AB18
MAETQWPREIWAAQSDPDDANGRHVFSVHATVLRFEGDSERDCAFHRYVDGDIVDSADRYHREMLTALRARAETAEAERD
RLRAEPERLREVEAEYRIITETTPDTLTRSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLVRSSLLGGSWTPDIERAL
RWGLDRIEAELGEDLRYRAGVMAAVNLCWRLRLANDPRRAEWLLLGDPEAGQPPAEPR
>MCE8433785.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB18
MVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEEQSEAGMRRAVDDLNAWLDA
VMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPVLLVHGDADEVVPVGALPEA
GNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MCE8433786.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB18
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEARARNPGLIYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPQGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALIVAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRTEMSCAAGPRRIRH
>MCE8433787.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB18
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PTLSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLKLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MCE8433788.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB18
MVRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRTLARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPAAPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRSGADDGDARGTRAL
>MCE8433789.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB18
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWIVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTESP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGVFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSKGLELSFD
GQAARHLRLGAAFGYADATFVDYPDSQIGDAGGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MCE8433790.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB18
SKRLAEEIARPQGLIAGIDALDPGIAGAVLLRARFRPDRYRPELFRELGLDRPEQLARAVPKRCCEYLAGRVLARAALAA
LGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDAILKLCCTPADRALIAAAP
DRTALRATLLFSAKEALYKALYPVFRKVAPFEATELTALPSDGLLHLRLTAELHPSLPAGRVFALRYLTWAAAAQDSGQG
HGDRQVLTWILHEPASVRLGPET
>MCE8433791.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB18
MLNRELPPRAPGSFRVAVSHVPVNPSDLIPITGAYAHRISLPAVAGYEGVGRVVEAPDGLSHMVGRRVLPLRGEGTWQTH
VDCPAHHAVEVPDAVADLVAARAYINPMAAATMLRLWPVRGKVVLLSGAGSSCSEHLGRWAISQGAKLVMGIYRSENRKD
RLHRMGIEPISTANISAILTASAQADVAFDSLGGDIARCVLERMRGETDFVAYGLLTGKPVEFGAGVRATYHRFHMRDQF
PVLAGRGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQALAEAEKPGGQKPILDLSSLA
>MCE8433792.1 hypothetical protein LZ186_20460 [Rhodovulum sulfidophilum]AB18
MDIVKKVLSGICIPLILSGCMVDPVPSIDLMKGSGSVNRAVDGRTAFRYVVSADAYNGVVNAPDELRKQHEWLIGSYLGE
GGHCPNGYQITNASLDSAVGAYVYEGICR
>MCE8433793.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB18
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWTDDRINQVCHAIEAHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>MCE8433794.1 hypothetical protein LZ186_20470, partial [Rhodovulum sulfidophilum]AB18
MTEIDPLTAMRAKLKHRQEAHDRPGSGDIGGQLDALMAESSETIPPRDMTLGDGNGQETRRLVARPHLLRVGRARPAARA
TVPLPPDMQDDRAAPLIAAFQNRVPRFVAAAADLSITAARPACRVVPTEPGCPSMRCARSPAMKGPLLKAPPNTDRT
>MCE8433795.1 hypothetical protein LZ186_20475 [Rhodovulum sulfidophilum]AB18
MLEWNVLCLSGCERHKTALLDLPRAATSHETYDVVAQVDLHRDLVKQAADRQQACEATEFEAYVRRRIYRGPQADWLGGL
ELTHLHGACMTLGAAICGAPLQHFSTFGQDQERQFCVEGLRVLSAGPDSLWRCMEELKARSRSRRPYFSTDLGAFYTWLR
AARGRPELQDLLGCVHAFAVRNYTMKPNKRVLGRPVPGARRMSFDTARRQSGLGGALLKRLIGHVDGLSEAQSGALTETT
PEQLSRAIDFWSGLRNLKSTAAALSVLPTQVKGLIDKGILRSIRFGTALRYVYAEDVDRLLANVTALPEMPGAGAYLPLR
GHCRNHCIGLVRLITLWQDGKVDGLSRGADLTGLQAILVPQDVDIEARDIPLAHRDLTVLEAASYLKIGVGAIRALRDAG
YLGHATCLNADTNHRHTLITRSSIRDFETRFLTLGQLASASKVAPIHLARRLDREGVPTVRCGSRHVRAYERSQVAACGE
IMRRSRHG
>MCE8433796.1 hypothetical protein LZ186_20480 [Rhodovulum sulfidophilum]AB18
MDDDIERLGQLLLAMCDVDVETAEYHELRVQLLREFVRLRAGQNLLERLRPIQDQVDRMGRETPISISRASWMTVGSSKR
RRFVASCLDGTKSQKTSSAR
>MCE8433797.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB18
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAETASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTREL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MCE8433798.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB18
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVVFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFAEGEESAGKYLDRDSLGAGEEAYEGTH
>MCE8433799.1 hypothetical protein LZ186_20500, partial [Rhodovulum sulfidophilum]AB18
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQI
>MCE8433800.1 hypothetical protein LZ186_20505 [Rhodovulum sulfidophilum]AB18
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISAWIASLNGPAGSFELDMAAM
EYDGPHGMISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRVPFGSWALAGPETVLSVSQARVRTRTLQIREAL
>MCE8433801.1 hypothetical protein LZ186_20510 [Rhodovulum sulfidophilum]AB18
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELV
YRFGRLVTATGGFGEALDLMKDVAAEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPG
AKAMKEAADGAADGLTAAREAAAAAGDEAERLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATNLARIGDAAG
GDGGTSAVTQATGQLADTAKTASDSFKTFFKDVAKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFG
GRASGGGGTVTQLFPSGGLPGFARGTDRAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNA
DPRQIAEAVRRVSREEAQRVYARQRREGR
>MCE8433802.1 hypothetical protein LZ186_20515, partial [Rhodovulum sulfidophilum]AB18
SLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQPATEMQAMFDTVATAWARSPAARG
>MCE8433803.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB18
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MCE8433804.1 adenylate kinase [Rhodovulum sulfidophilum]AB18
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MCE8433805.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB18
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MCE8433806.1 30S ribosomal protein S11, partial [Rhodovulum sulfidophilum]AB18
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRERD
>MCE8433807.1 CsbD family protein [Rhodovulum sulfidophilum]AB18
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MCE8433808.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB18
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLSRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAAIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>MCE8433809.1 phospholipase D-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
GPGEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLERGVSVRLVLTDFDPIG
AADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNSRSEPDRRRFLEEAPGIA
RITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDVHAMVRGPVVTAAVQH
LDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQFFRHLPLARAMARRA
EARPDLYAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSMLYDAFGPDRVLVLSPVQPRRLAVEGRAELEDAPIIYVH
SKVSIFDGDAAVLSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALDPWTAFEAWRVLADLN
SRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MCE8433810.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB18
MYSINGFFKRSQNLAYDAITARAEYGRILTLASILKRYNSDFADFAFNNEDAQRRYAEIGDEILKTDEPSSDLLAELEIL
GSQKTIPVEGNEDQHFKTIWETNQSINSKYGSRLLFIELKGHQTYAAKIQVTIDFQSARFGGVEINLPMKGDTDFWYQHW
TTMRDIMFAAMEIWEFDWIVAQPTMYVGLQKNLFVDRRSFGWMGWTPQDLPRGVNSALARMEPHKSGTFMLLQERMMNMK
APDIEACNKAEAYLLDHGALALL
>MCE8433811.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB18
MDTELSARGQALADQMLLQDEPSEEDLAELDRLSASPNTTFLFDEPKNFLNSMIAAHQRKTVDDPEAPISLSVRTDGTYE
GEIERVVYCNGRDFGSVVLQMPMHDNTDFWYQNWTVMRDIMFAVMDIWKVDWIVAQPTMYVGLQKNLFHDRRSFGWMGWT
PQPLTNSASTAIARSESYRGGTFMLLQERMMNMKPPDIETCNRAEAYLLDRGALALL
>MCE8433812.1 cold-shock protein [Rhodovulum sulfidophilum]AB18
MANGTVKWFNSTKGFSFIQLDDGDKDVFLHISAVERAGISRLEGGQKVTFDIESGRDGRELASNLELA
>MCE8433813.1 hypothetical protein LZ186_20575, partial [Rhodovulum sulfidophilum]AB18
DDGINPLPTNKEGADWLNAVMGDWMARNGYPGAGSEEEFFRNWLTRNAAGVALVGLGAIEMFGGVTVAIGSGGLAAVGGV
ALTVVGFDTLSQGAKMLWTPDRHASERGWIGDLVHDTATHFGGEETAQGFDRGWAVTQILAGFGAPIVIRYATTKATRVA
ASGNNIRPIVRGQLDEARLGIAEVKGHKFGQGVVGDYSPLPSGRGGLFDIGGVGRFRAAPFESDVRVFLRMRNASIARMS
RNHQAAAGGLPSQRPVLSEADARALVDEATQHLGLQNASRYVDEVLVTAEESSYFTVGPGGQRILAISASQVNSGGQFEK
LVTAAHELNHARAFHILSTRTGLSPQRFVREHFAHPPSSPAYVREEIIAESRAHVAVRNALERSGAKIDPSELAASQRYI
DIHRNALSHYERTGSWHRDFLRYYGL
>MCE8433814.1 hypothetical protein LZ186_20580 [Rhodovulum sulfidophilum]AB18
MTRPIYIESLRRMVAPFQYALLERLRDLYPSSRLDVDDAGFLRSPKLGGASDLVSFHEFLERNRSQELRMGRCNWLDNLG
KPPVDGGLEDAQAWVDEAVKTVNEQLRQIEMFED
>MCE8433815.1 hypothetical protein LZ186_20585 [Rhodovulum sulfidophilum]AB18
MRKKKKRSDERKHFEGLLEDRYWEVLDGRDPVKHWDLSEENQSDNIIRHYGRNWSEAEALVATLEDTHLDESYSPDKRYS
VEHYMDIITRNTRLRDNSGDPNEIVRSEQTRAEILARLSELAHLDFGDDPDEWRRWFKAFDEDDFFPPVR
>MCE8433816.1 hypothetical protein LZ186_20590 [Rhodovulum sulfidophilum]AB18
MAHTKMSRIAAFFTEAEALVSALEDSHLDDEFSTSKTYEVVFETPAGPSRLALAEGRKIEKYRNVPLPKIKFWNDCATSP
AMTLEMIQMSGETGWRFGKQSRH
>MCE8433817.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCDK
>MCE8433818.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVW
>MCE8433819.1 hypothetical protein LZ186_20605 [Rhodovulum sulfidophilum]AB18
MKAARTQSRTTTLNGNSSKVAPRGCFVDLDKDKLRGGSYTSSKAAGWLCGWAIQSAEVVVLEQSCGGGAFWETAAHRLRE
VGGMPAKIGPNLTGVEIILT
>MCE8433820.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB18
MTMTNLALDTCYGAIHVPGWPGDLIVRSLNQLGEWCICETILAAALLRPNETLWDAGAYLGTFSLGVSLLTRPARVVAIE
ANPDLTALLAKNLALLPCPAELVASGLAGRPGWLVPFSEDPNNHGATAYLQSDAQPADHPQIPCQTLPALRALHDDYDFL
KLDLEGMELDALRADFTHIRDRRPVIWAECNESPASLQLLGAMKWLGYDVLYLAFPAFRSANYRGSRDLIYPMAYEAALV
AGPTDRLEALSKTAPALVPGEDILCRHVQTSYDLRRALFDTPRWARKDWTEMSRAELIARLGRTEMQTPLGAFLK
>MCE8433821.1 Stf0 family sulfotransferase [Rhodovulum sulfidophilum]AB18
MQNRKIMRIWEKNFHETEIAQTFDGAVYYDGTGPVFDTPLAVLLFSNRSGSNLLAEHLINSGSFCGLGEVLNYDFVNSVK
QKHGTPSFPKYLESIARDNARDGEIFGVKASIEQLAMLLRWKIPEMFSGIKIINIERHDLVEQAVSMSIAMQTKSWSSEI
ATDVEPVFDFEQIAQYFENFACNLADRRAFLDLLKVPSRTLNYHAVVSEPSLVVNECCRLFGVTPRRSLPSETMLKKQGT
ERNAHFAAQFRKVVLEQGMTL
>MCE8433822.1 hypothetical protein LZ186_20620, partial [Rhodovulum sulfidophilum]AB18
PAAEPGRAAPDRRIAVHECGHAIVASLLGAVPVRRMQLSSEGGSTSRASAIHEGTAPEFENELTILLAGRAAERLILGSI
SAGAGGSPDSDIAAATQLQLQFDRAFGLGIHGSAWLGTADMKLLSDDDCTRLRVKLEQFERRARALLAPHRALLERLADH
LLANRDLDETALAPWLSELAAGAAPAAPS
>MCE8433823.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB18
MTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADEAMSGASQLRPDFQRMQQAAMRGSFDVIVA
EALDRLSRDQEHIAGLHKRMRYLGVEIVTKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVKAGKSAGGISYGYR
LDRQPLPDGSFTTGDRVIDAAEAAIIRRIFMEYDRGRSARTIATGLNRDGIPAPRSGGKGKGTWSFSTISGNWKRGTGIL
NNELYIGKLVWNRQRFVKDPDTGKRQARPNPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERAADPDAPQIER
GHRPRYLLSGLLTCGCCGSGYIMISDSRLGCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAEFHLEM
EKDRVEAEAGRVEAERALSKVTKEIDNIVTAITEGMFHPSMKAKMDALEAQKAAFEAKLAALPAPSPVVLHPGLAKVYAA
KVSDLAAALNDPESRPEAVEILRGLIEKIVLSPDADAANGHVIELYGELGSILS
>MCE8433824.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB18
AAVDESRGDLDQALSLYQESLHLSRAALGSEHPSIATTLNNMAAVYEARGDLDQALSLYQESLHLSRAVLGSEHLSIPTT
LNNMAAVYEARGDLDQALSLYQESLHLSRAALGSEHPSIATTLNNMAAVYKARGDLDQALLLYQESLHLSRAALGSEHPS
IATTLNNMAAVYEARGELDLALSLYQESSSIMMRAFGNDHVDVASILNNQAGCLYRLGRLDESIETYKLALSVAKRYLGV
ESIGARKLQANLSVALSRKES
>MCE8433825.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB18
MQAAGALARHPGPKNEAAQRLQMLLAGAQEVRRLFAQAKERLGVVDFGDMIARAEALLRARPEAVAAMMDGIDCVIVDEF
QDTNPVQFALLAHLIKAAPRVVLVGDGKQAIMGFQGADARLS
>MCE8433826.1 Hint domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
SLDPSTQIIVDASGRVSLGSYEIRLNQNNAGVSTDDFDFSGGGWGSDIFNYVHASDIDLNGKTVQLIYEGEGQKGNGYSA
ADLSSYLSSGGLNQGTLIEKFLAWRYEIIPNLEKSGVIVNGKDAVIIFATEGWIRANLEVDQDFLRDPENLEKIVDLVGV
ENTRELIEKLTLCFAAGTPIATPGGEVPIDALVPGVLVLAFDPSADLGRGALVPKRVVRLFYNETEEWLRLTWREGGEDC
ELTVTPGHRFLDTEGQFRRIDEIIEDAAPTVVLADGTLARRAPPRQRTSHRTIVTSDAAFPRTPTPTGLGGSASRAFGLR
TIASLPRTATTISPRT
>MCE8433827.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB18
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MCE8433828.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB18
MLISALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEAV
LQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDHTRWRQP
LVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMG
AVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLKRIT
>MCE8433829.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB18
MRSPLQYLRSLFFVAQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMARLEETVETASDRLMAEAGF
TTGA
>MCE8433830.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB18
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELDWYR
PEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVPPANGRTVCPAAEGP
AGRSGRDGPQ
>MCE8433831.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB18
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAIPVFVATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFKVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVAEMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLEDGRIAERGRHD
ELLAADGLYARLWSHRAQAAGWQIAG
>MCE8433832.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB18
MPRGQAFWGQALDVMGIPVATSPEQVARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFM
IPVPFPHAEDARERNLEMRRAAMDHLGQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNS
RWYQIANRLSPTLRQGLLLHEVVHALNRPQAPVVGAPIGRDEIEPWVRDPRGFMAWLRARTLALT
>MCE8433833.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB18
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EQTYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGATPVPTR
>MCE8433834.1 DUF6473 family protein [Rhodovulum sulfidophilum]AB18
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MCE8433835.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDN
>MCE8433836.1 hypothetical protein LZ186_20695 [Rhodovulum sulfidophilum]AB18
MLGFYQKELQDFLDLVCGITIENPSRGDKAVDIYCGAIQTPAYIARLKVALKQVSRTAGLMGAMSTRTALAVDGVTVDID
YIEPQRVRVRFRNFEPRKTFVHGPVVSYSTVDIEASYPNFDGGTWTSTLTIEGSDI
>MCE8433837.1 hypothetical protein LZ186_20700 [Rhodovulum sulfidophilum]AB18
MSVVPKLSWTQRMHRRGWWRLGRANPHEPLNSPDQIRGLHRLIRVIDDDTIELRNFMSSIRWLWLFTAILIIGGWVWSGP
ITMNVPPLPKPLLGLVAPEYYGEWIVNMVEQKHRDGVRTEEPRRSEWLASEAQAAREEWKTGIVFLILFAVPPLYWLFAP
GPRGVRVDRRRKLVYGWKGFRFYCIKIHDFDLIEIDAYYTTRRGPEGEKYGHLVWGLPRADRPEKIGDFLLGRGPTPNWH
QFTLMHNAAASFLWHKEDPDWLVKRKTTPRGRNNWIDWLAAIASFHLIPAIWPPSTERRLQQFDVKSRE
>MCE8433838.1 hypothetical protein LZ186_20705 [Rhodovulum sulfidophilum]AB18
MSKKHEDIVSENLLYAFVDFGSSLVDPPNCFIVPSAEVAAVVKGSHALWLATPGKRGQQRNDSNMRRFLPDYSKVGLDIG
RPLGWLDPYREAWHLAEARS
>MCE8433839.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVW
>MCE8433840.1 hypothetical protein LZ186_20715, partial [Rhodovulum sulfidophilum]AB18
LARPAAVPDLPDIPDRGARPMRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAETPAPKRKGKP
APAPDPDPAP
>MCE8433841.1 head-tail connector protein [Rhodovulum sulfidophilum]AB18
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPAGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MCE8433842.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB18
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LTCDGLSFGISGIRELAADPRFLELTCTARTDR
>MCE8433843.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB18
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRRAAEPLAERMRANAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPLLDRLREEMKAEIDKSVRRAEARAARAAARG
>MCE8433844.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB18
MEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARAT
TACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>MCE8433845.1 hypothetical protein LZ186_20740 [Rhodovulum sulfidophilum]AB18
MSDDITEADIGHGARLGLQAEDGSFQDLAMVTRIKPVGWTRDEEEGTHLQSPGRYKQFLPGLKEQTPCEADLNWVPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MCE8433846.1 GTA-gp10 family protein [Rhodovulum sulfidophilum]AB18
MANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDILS
EDPGVLLRLFRAASPELAETEDDSEDGREDGPGKPLPAPAAG
>MCE8433847.1 superoxide dismutase [Rhodovulum sulfidophilum]AB18
MAFDLPALNFAHSALEDRGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTAL
LGLDVWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MCE8433848.1 transcriptional regulator [Rhodovulum sulfidophilum]AB18
MSTDNLEKEGRPPRSAAERILMALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEK
GQSRFPDTHAALTVEILRSISDVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDG
GLLLVENHCPICAAASFCQGFCRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MCE8433849.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB18
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHSVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>MCE8433850.1 hypothetical protein LZ186_20765, partial [Rhodovulum sulfidophilum]AB18
MRAPPAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDA
>MCE8433851.1 hypothetical protein LZ186_20775 [Rhodovulum sulfidophilum]AB18
MAPAALPLTFAGPPGWAVLGVVGLGTLLWYGATRERAPAVPRTETDTQTKTCDRPWTVRVHAQGNDCGGTSSSTIGAPPI
VKTSAPVTRAEGIALSNATWALLNKRQQAIRVQSKTKLERYINSNPPLGQRSFPASDRSGGKRMDIDNYGCSPNFLA
>MCE8433852.1 hypothetical protein LZ186_20780 [Rhodovulum sulfidophilum]AB18
MDRSALEALPNFPFFRFRSSEAEFLLLELYWPAVIREAIGPEAGALVVPLAEADQDSQNFGTPVLLSFWIPRIGRGLRVL
HNDPPDGESRSESQLFASAAIRQQPPGWELPTDGQSAPAVDRMEELVVIADTDPAVADAVAEAARLFLLKDISLADMQAY
CDELEEEWLAK
>MCE8433853.1 hypothetical protein LZ186_20785 [Rhodovulum sulfidophilum]AB18
MAGEIGDGAPNLWPAGWYHPEVLTTAQTPAELREWLWSGLDARIRSFAWWASASESEGFLLLYHQSVAQLGFWLSPGLRG
RGWGKVALRRALTQLPNDANTVVLAEIAKENTVAYRTVGGKDEYTLWKRVPAKWEAY
>MCE8433854.1 hypothetical protein LZ186_20790, partial [Rhodovulum sulfidophilum]AB18
MADIPKRQHYLDFDVQGASWVLRVNGVDLWSRGSTGLYSSSLPVNDLVNKGENTVSLVHFPTRKLDPETGAFLLEHHDHF
GAEIRLEAIARDGSREEIHLLSVRYEVDEGPLKRLPQPLAGGEFVTETAHLKTEGDLRGTFSPVEDGGILVLGSGESDLA
ETLTARFTVDDDLPSDFFWEDKAVPLQDTREMRAGLRRAYQDFYKLVEQGRGAEILELARPLWARAGTTLAGGKSAEDYI
GGKDGLRRFSRNPGD
>MCE8433855.1 type VI secretion system contractile sheath small subunit, partial [Rhodovulum sulfidophilum]AB18
SSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGVT
FTVDNRLQPESGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQQHIKRLLADPELMAALA
DSAARDDDASSDDA
>MCE8433856.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB18
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MCE8433857.1 type VI secretion system tube protein Hcp, partial [Rhodovulum sulfidophilum]AB18
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQ
>MCE8433858.1 hypothetical protein LZ186_20815 [Rhodovulum sulfidophilum]AB18
MMLDVFRTLWAIAGAFGFAALARIGWECGGRIIRALTHTDPLVNEAKVRGGPRIRWFTDRTGQIVHIERVEGRDDG
>MCE8433859.1 hypothetical protein LZ186_20820 [Rhodovulum sulfidophilum]AB18
MTDMSQGYRIKPLVWGEWAHVMSCHTWNELFAMRTAKSVLGPYYIGRKRILSRRGFGEHMSDDWWVEAPRQNCLLGPFKN
DIEARTAAQADYEARIAPAIEPTGEMARLREENERLREGRYDA
>MCE8433860.1 hypothetical protein LZ186_20825 [Rhodovulum sulfidophilum]AB18
MAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICWASAAFPKPVEAPADKAFREAVA
ELVDCAMKEGKPDA
>MCE8433861.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB18
MFADRLAEVEAGLDRLIADPVEDRIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGL
LIRRNKARQLCHEGLDGIPADAPFRWGGA
>MCE8433862.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB18
MRALIAALLLAGCGGLPVALGPSVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8433863.1 hypothetical protein LZ186_20845 [Rhodovulum sulfidophilum]AB18
MADTPLDLKTVCIGPYDASIPVAFDIQYESVVLEGFALTSRGSADQVDLESEAEDLRQRLQRGITDEAGATRTLRWSETW
ADARVLASDRSYDLPAPDPEGYDVTAFVRHRKGVFQLEGYVSFAREEAALDVLRTVVETVRSGSGPGFCIDGGHYPGPLG
SGSVSAVLRDPDVPRYAITVTITAGAHAPGAFAVERNLSPRARPREVGSAPGFEVRIVSDAVSDYEDEAMIRFTARAGYP
AEPGEPHLNIAVTLSKDSTSANAPPYDVATSVAIWNTLLDSLQRRAQ
>MCE8433864.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVW
>MCE8433865.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MDSGQMIAERLKALIETRGTNNRAVALAAGMGPTGVRDIISRKTKNPTYANLLKIADVLGVDVQEITGGAHERPTIAIAG
KVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECEDGF
GWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>MCE8433866.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]AB18
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>MCE8433867.1 BrnT family toxin [Rhodovulum sulfidophilum]AB18
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>MCE8433868.1 hypothetical protein LZ186_20875 [Rhodovulum sulfidophilum]AB18
MKTILTSTALALLAAPALAATTEDLRAIRQPSSDSQGCFAPIPGTNAFQRTHAPGCIYYVAPTGNDRDRAASEPSEGGEG
GESSDT
>MCE8433869.1 hypothetical protein LZ186_20880 [Rhodovulum sulfidophilum]AB18
MPRIPKIPDLPATYGFGAWRDALLGLFISLAFIGSAGGGLMLARIAEASL
>MCE8433870.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB18
MQLSNGPAEPKANRKTRAAAGPGSALTRAVGLGLALGLALGLGAALAASAAPVDGKGARKLVFKPDGAEVAVVDLPFLSE
ADRKTLVVVGAQQPYYGAIAVAPTEGLRSRATLAAANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQ
LSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIKGQGAASRALEACADQSGATDCRIAVEDR
>MCE8433871.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB18
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MCE8433872.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MCE8433873.1 hypothetical protein LZ186_20900 [Rhodovulum sulfidophilum]AB18
MDDFEERYKDAVEAGQRNLRAAKLVSNWCFHAEINRSGGRGLIEAETGLPIGHMGLQCKYSKKNSMHAWLLEDAAYDFYL
NNCKNCIERTAVGTPNMMEFIAPREEEAKARRLEREADDAKREAERNSRKEKRALLRDGLALAVTSRVIVDPLPEEFGPL
TLPVLEGVDGCSGLQG
>MCE8433874.1 hypothetical protein LZ186_20905 [Rhodovulum sulfidophilum]AB18
MSYLPLTDKLRQGDIVLVRGENLASKGIRAATRGQFSHAMICVDPPTMIEAVPGYVRNLSLSRCYIKNIKNIRVLRYPDK
SIAVKAATEASLWLDMPYSILAAICSVKSMPRKDSDSGVFCSRLVAEAYRKAGGDFVDGQPTSKITPAMIDAEPNLQDVT
ASLFEPAPIYYNLDALSALDVDVLPWVADELSQTRRNCAEGVLPAIREYEDALLTKEKLIPSFMRIVDLLVSGKELSRHD
AAGERKHLAAIDRAFNISISESGLEEKYHTLISIQDKESTDLIADSLQATPRFDIASIEQGIANSDRIDRRAYAAEIIGE
IADNLDFCGLKKYSGLEKSIVACMRRNQEAAKEAVRRRTGR
>MCE8433875.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKAKTPIDALKDWQRQRPELFRKRAYNHAGCDMYPL
>MCE8433876.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB18
MNILIITAHPDPTSLTHSLSSVATDQLKLDGHKVRVSDLYAMNWKSAVDHDDFPALPASERLKVGPASKQAYSTGSLTED
VVQEQEKLLWADAVIIAFPLWWFSMPAILKGWVERTLSYGFGYGRGAHTDTHWGDRYGEGLMAGKRAMLCVMIGGWEPHY
SPRGVNGPVDDILFPMNHGVLYYPGFTVLPSFLVYRSDRLDEAGYNIAAERMRGRMKNLFTAEPIPYRMQNGGDYLIPSM
QLRPELNPRITGFAAHLKPTDEENS
>MCE8433877.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB18
MNAFAVDRLTGLSAFVRTADLGSFAAAGRVMGVSPSAVGKAVTKLEDQLQVRLIQRTTRKLSLTDEGRIFHERCRRILDD
MEDAYESLQRTRAAPRGKIRVSAPVIAHHLLMPLMPDFTERYPEIEFDLDFSDRVVDLIDESIDVAIRSGPLPDNRFMVR
RLPPFRLLLCASPKYLEQHGFPQTIGDLASHRGIGFRFPNSGKLFEQTVQNPEQHLDLNLPHVMTCNSLEAVREAVIRGV
GMGCLPDFLARAPLSTKAIVPLLIDDLEVFGQLNLIWPSNRHLSPKVRAFVDFIVEKLFTENE
>MCE8433878.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB18
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRDSFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLSASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MCE8433879.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB18
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MCE8433880.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB18
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWCLALLGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIR
>MCE8433881.1 FAD-dependent tricarballylate dehydrogenase TcuA, partial [Rhodovulum sulfidophilum]AB18
LRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGSYPA
AEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPVSRRTAFFRGGGQALSHALLRAAVHLGVRIAS
GRIEALPPDWAEDRPLRLTVHTADGARRLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMAHGA
ATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGHRFRDEGADVGSARYSVWGRALAERADPRAWLILDAES
TARLPPLLYPPLTAETPADLARLCGIEPGGLVATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLLPGLTFT
RHGLAVDATARIRLADSGSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGRIAGAGAASLADHGVGQAGPATDKLRQA
SAVPALQPAPPQPAAPAPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGTGDLRHLAHLCHDCRSCHYDCQ
YAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLIGLPLMALLAIPPERLFAAGATPGAFYEVIPHGLMAGGAG
LAFGGAALVLAIRLWRFWRQTPGPAAQPGIRPLARGLGAALRLTNLGADRSCDGPRGPTGPARRIFHHLLAGGFVLTGLA
TLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEA
>MCE8433882.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB18
MTGRDEPRKEGQDGTGPDRTMVSSPPPSPSSAEEGAAPDRTRLSVPPDAPGDAGDERTAFMAPGGGEDATRISVSSAPSG
PDASPAAEEVRVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQL
ADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPG
GAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAE
RRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGL
>MCE8433883.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB18
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAK
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MCE8433884.1 type VI secretion system-associated protein TagF, partial [Rhodovulum sulfidophilum]AB18
LAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHRPDGDLGALLRAARPVEAERAE
LLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MCE8433885.1 hypothetical protein LZ186_20975 [Rhodovulum sulfidophilum]AB18
MSFAFIVSPPLSEKSGSFAHHLHFFLQAAVLPAQLGQFRGLGLLPPDGLSRAGGRKFEPPALDLRRRHAELPRDAGLRSA
RLGQARNGLFLEFGGEVTAGLSAHVGSLSLGVR
>MCE8433886.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB18
MDLTYDLLLSTELTPHRYGAEYAAYEDGARDFFKLLHRLEKIPCFDLGWCFKDIALWAQEEAYIQESKSVSDAAGWADEE
GSVSTIDNGTKTLGSEKVYYGFDYSWGATGTRMNGQIKRPHPHYGLQLDHLITLVDAVTRWQRPQHLAFGPGGYLVHHHP
LDRARLGIRWIGWIPFAIAPAELPEAEIVRPMNGGTLIVTQSRLWQVGERHPDYSAEAIRRAQNVELRLNALGLLPTAPD
IMRGDWGQ
>MCE8433887.1 hypothetical protein LZ186_20985 [Rhodovulum sulfidophilum]AB18
MTIANFGMIFPLQMGMLMLSGYRLTRENGATEMLRCDEDSGALLAMHEGRRILENVTEHDFGYSLRDWYSFIINEKKHSG
HYIRASTWVGVERAVKAELRNPGRGRLEALADQM
>MCE8433888.1 phage/plasmid primase, P4 family [Rhodovulum sulfidophilum]AB18
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPGDPGSAPGDGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCI
HFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEIEVLEPTKSEKKVIAEERRLRERFDRLEALPEAER
AEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFS
TVAAEGMSPVAELRVQPEHLRDDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYG
GGANGKSVLVDTIARVLGPYAATARVESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMI
RALHSDFLDFLPYFKLIMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEG
GLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHP
HTGKSFIPAKRDATGYRGLRFTDEFAVRMADRRDHGGAGAPVDEPF
>MCE8433889.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
ERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDSYPKSCR
GTDEPAQILR
>MCE8433890.1 hypothetical protein LZ186_21020 [Rhodovulum sulfidophilum]AB18
MQIISRIYADGKFGAIEETFLFSGNVASRLESHLSTVSEGEGKLKAKVEWNGVKVNYKFQTQAKLFGFSAGAKRAQGEIP
VFGPEIIYEITLWFRSYYFSFNLQGKCHGRRDCPEQHCDPNGSFHHLGRSRYPCGRRAPF
>MCE8433891.1 hypothetical protein LZ186_21025 [Rhodovulum sulfidophilum]AB18
MAGEIALSNTAILMDLSITSGAVDIRVEDVPLFDPAAPIAASQTIDTKLSINQAFHSGENTMTFRFRFTPSSDPVVNPSL
NVAIGAYTGTSWPSIGEGRPLVSDFKIRPASTPDGGHLLEVKEHHSEQEALRAGELVHISGDGTPESWNTYRLIFKVDLP
LPEFAWQQGQSLSATPDTEQSLTAEYQRLFHVLAQKDRALYRQALRPFLRNMAAAQGLDTESYAAMSIDPVLGPESDYDP
VSYSAAGSRVELFGGGAWRLLSQFL
>MCE8433892.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MGQVRHGCATTTHAIRAAIQRSQASNAELSRELG
>MCE8433893.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB18
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MCE8433894.1 uroporphyrinogen decarboxylase, partial [Rhodovulum sulfidophilum]AB18
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRTEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MCE8433895.1 hypothetical protein LZ186_21050 [Rhodovulum sulfidophilum]AB18
MSDSFPFLNAPVVNTQTVGIHLITYQNHHVISSEAFDGSTFMKALAKSGLWNQRDYRLNGM
>MCE8433896.1 hypothetical protein LZ186_21055 [Rhodovulum sulfidophilum]AB18
MPVSRPMNYAHLISKNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMFTGPFVLAP
ILRKFLETHEPGVHRFLPVRILTEKSENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDSKYWGGGLPS
EDPDDPCAFHGDKVQRRHVWRYAIGVTEDRFNSEYACSMEFWKFYRSHRMLGWGSDKICTVT
>MCE8433897.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB18
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKL
>MCE8433898.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB18
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MCE8433899.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB18
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPGRDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAARKKKLPYFT
>MCE8433900.1 hypothetical protein LZ186_21075 [Rhodovulum sulfidophilum]AB18
MAGNNFWYENWNGGPGPKITSDREIEIWEQRFEMLTRSLSTSPWREKCRLSLAQYFKAFSQPNLEDSFLEGWRLFEEISG
SRGEKINDKVKRAANIYKKSTQQRIVGKHLKVRRNSLTHGHKIEASDEEMLAFQMLHFLAPLLEHYILNGFRFSKQDELW
EFLDLPEGRSERQAMENDLNNKLKLIRKAAIFRQDKT
>MCE8433901.1 hypothetical protein LZ186_21080 [Rhodovulum sulfidophilum]AB18
MAFWSKEFSHEEVNFILGKIKEIREVKSSGEVTLRDGDCEGWVSILISSISLKFESNAIRRRAVRQAIFNPSLPEDFNEN
QFCRAVCKASGTMQGKNLKKYRVAFPIWNRPRFLRSTRKIGRITLNFSPSTLAPQLQTNRARKRRAKERE
>MCE8433902.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU, partial [Rhodovulum sulfidophilum]AB18
EAETLGVNSRTDLAAAEAAFQARARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLE
GCHVSRGAVVGPFARLRPGAELAEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTE
IGAHAFIGSDTMLVAPVRIGAHAMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MCE8433903.1 glutamine--fructose-6-phosphate transaminase (isomerizing), partial [Rhodovulum sulfidophilum]AB18
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGLAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQ
>MCE8433904.1 hypothetical protein LZ186_21100 [Rhodovulum sulfidophilum]AB18
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPESRIEAAERGRAEAEAQVLRLREVRLEAQAVTWRENKR
LRERIAELETLLAGKASC
>MCE8433905.1 hypothetical protein LZ186_21110, partial [Rhodovulum sulfidophilum]AB18
FVAGDGAGIVGPRAAELQGRISALRVAEILGRIDRSTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEADGQDRDETGLG
SPLPSFGTALPGGVPGILAETGESGGETVADAAGWLPVGGADDAPPAAPEAEKAATGSACHAGEA
>MCE8433906.1 hypothetical protein LZ186_21115 [Rhodovulum sulfidophilum]AB18
MAGLLLALAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPVFGFERDLGVT
TASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLAAMRALEVPLISLTNLKVYASE
>MCE8433907.1 hypothetical protein LZ186_21120 [Rhodovulum sulfidophilum]AB18
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MCE8433908.1 transposase, partial [Rhodovulum sulfidophilum]AB18
PVTASAVTATIGSGHQFKSGREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVTNHPERADPWLT
KLLQRKPARLAAVAMANKTARIMWAVLTRNDPYRPHTA
>MCE8433909.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB18
MMHDQSADLRAEALELAQKVHSGQVDKLGNPYIEHVCAVASSVAHLGPEFEIVGLLHDSLEDCADRNLVSMDILIGLFGP
DIADAVAAMTKQPHENYETQYLPRVMSHPIAAEVKRADVAHNRSRLHLLDSETRSRLEAKYRSFSERYRSDLNFIYR
>MCE8433910.1 hypothetical protein LZ186_21155 [Rhodovulum sulfidophilum]AB18
MSLLAAAVLAWPTTVSAESCANVLASPPVELILTSEIYRYLNRLDAAECRHDQPTALETILDSAAAVNITSYVLLEGRLG
DGGEPISSQLIAGFLEDYEQAQAGLDFNAMLVLADMAYYSCKGDENCVGAALIDWTGKLYRRGNAACIYGLNGPCENPPD
IPFLHSKFLEVQGFTEEERDVFVCARYLDCEK
>MCE8433911.1 DUF2345 domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MAERVAGNHDMTVADSQSVYDAGRVDLTAEQAMTLTSDKTQEIYAGEAIVLNCGGASLVITEKGRHRDIRSALLRKSALV
LTVPFPVAVQGTASISALPRAEARFMNEPCRAI
>MCE8433912.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase, partial [Rhodovulum sulfidophilum]AB18
ISALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLEIGMNH
PGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASADISFGS
EDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRGARLRI
ALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDAMARVD
LVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEELS
>MCE8433913.1 phospho-N-acetylmuramoyl-pentapeptide-transferase, partial [Rhodovulum sulfidophilum]AB18
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLFHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAV
>MCE8433914.1 cyclopropane-fatty-acyl-phospholipid synthase, partial [Rhodovulum sulfidophilum]AB18
AEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYTEESGARAD
RIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAWMRNGFHED
GLASAVDVAEAIQRGGPEAVAA
>MCE8433915.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB18
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRRSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MCE8433916.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB18
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
L
>MCE8433917.1 hypothetical protein LZ186_21190 [Rhodovulum sulfidophilum]AB18
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLALAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>MCE8433918.1 hypothetical protein LZ186_21195 [Rhodovulum sulfidophilum]AB18
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>MCE8433919.1 hypothetical protein LZ186_21200, partial [Rhodovulum sulfidophilum]AB18
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTRELETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRALLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDRPKGKAVIAHEGESLAAKKTLGSV
KGGAIRLARSCGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLK
>MCE8433920.1 hypothetical protein LZ186_21205, partial [Rhodovulum sulfidophilum]AB18
DDGINPLPTNKEGADWLNAVMGDWMARNGYPGAGSEEEFFRNWLTRNAAGVALVGLGAIEMFGGVTVAIGSGGLAAVGGV
ALTVVGFDTLSQGAKMLWTPDRHSSERGWIGDLVHDTAMRFGGEETAQAFDRGWAVTQILAGLGAPVVIRYAATRATRVA
ASGKNIRPIVRGQLDEARLGIAEVKGHRFGDGLVGDYAVLPSGRGAIIDFPGVGRMRLPTLDSDMRVLLRLRRTTKAAIQ
SRFARLTRHQGPGIVNDQASAIKLLEKAADHCGVDLWRYVDEVQYGHPKIRAFKLPNFDVVGGSRIIRIPSNLSQTNKYM
QLKTAAHEINHARMYEKLIARHGPIRGHEIWRSEGQDFRLYAREEVIVERAATLMIRSVFEGKVSGANLRRLTTTLDDSA
SYIAYYRRRM
>MCE8433921.1 hypothetical protein LZ186_21210 [Rhodovulum sulfidophilum]AB18
MTTRAFGQVVPLQIFMLMLAGYGPSEDLGFRDIEKKVGYDDQVTAMIEGLKQLQDETGRNLGFSLSGWHEFLMKDQVLSE
QYMHPYAWKGVRQAILAEINNSDREALETEAEKRFPEVSTAKLL
>MCE8433922.1 hypothetical protein LZ186_21215 [Rhodovulum sulfidophilum]AB18
MHLVPHWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8433923.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB18
MKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIRFGLRNKGKSGGGRAIYFLMVNDDVAIMITA
YMKKEQSDLTTTQRKAILKMLEDLHDD
>MCE8433924.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB18
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>MCE8433925.1 hypothetical protein LZ186_21230 [Rhodovulum sulfidophilum]AB18
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRTEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8433926.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB18
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGAGQVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYESAIPEA
RRRDEIGDLGRNLAAFRDKLAESERQAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSG
LVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEA
>MCE8433927.1 hypothetical protein LZ186_21240, partial [Rhodovulum sulfidophilum]AB18
MRIGRQARTRWPAAAGLALWLLPAIALASETPQQAETAPAPRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEDLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAP
>MCE8433928.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB18
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MCE8433929.1 hypothetical protein LZ186_21250, partial [Rhodovulum sulfidophilum]AB18
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVATPVAGARIAGPAPADPTLPVFRRRTVPAIP
AGATEAARPDPALR
>MCE8433930.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB18
LRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSASEDREL
VALTGRLCGT
>MCE8433931.1 hypothetical protein LZ186_21260 [Rhodovulum sulfidophilum]AB18
MTEASNPHSQDPKSGKHVSSDFMIEQLVSIERVSLNVSQSVIVTTEDKLKLCLQKYVSDAERSKEWIAPLSLLVGLLLSL
VAADFRDAWLSASTWQAIFIISAALSLFWFLASLRRAFGNRTIDALINEIKSYSATDGTSRGDENGS
>MCE8433932.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB18
MAVDLPKIASGIFEDSEHQPAHEFLLNTASKKSDITFLSDVDLSIILANELRRRGKFFAAIDIYTPLLKEHPEQDEMRTT
LLNNCGALYQDIGDLDQALSLYQESLHLSRAVLGSEHPSIATTLNNMAAVHEARGDLDQALSLYQESLHLSRAALGSED
>MCE8433933.1 hypothetical protein LZ186_21270 [Rhodovulum sulfidophilum]AB18
MRKCTKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MCE8433934.1 hypothetical protein LZ186_21290, partial [Rhodovulum sulfidophilum]AB18
MTGDDLVFRAFSGEASGPKLARATLPVSAVAGRRGTIYVEIDRTAGTVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGW
RPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTV
TEDMLTGGIQVTARKPFAVRAASIIPTTTVATLAEAPGFAGTATGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRL
ISDIELLISEDRDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSLTDDAPETGRWGPWQSFDAADFSGRAFRFRAVL
GVESPDYTIGITGLTVTALQR
>MCE8433935.1 hypothetical protein LZ186_21295, partial [Rhodovulum sulfidophilum]AB18
IPGLSITLSGLDPEVVALAELEEFQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGR
KFPFYYLPEDQKKRFPGDQGFDLVQAIQNREDTWGRS
>MCE8433936.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB18
LQSAGAAADPADLAGGIWEALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MCE8433937.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGDWQGPPRLIEVRPDGLSLNGQAMAPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVAGLMLVE
>MCE8433938.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB18
MFEFGEDDRQRTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSAEGDLAFGAARGEAVF
AALAARPEAAGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>MCE8433939.1 hypothetical protein LZ186_21315, partial [Rhodovulum sulfidophilum]AB18
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEPPAMQAAPVDLPAPEVS
PESDPAATPERALAPVPALPKLAATQPEADLPER
>MCE8433940.1 hypothetical protein LZ186_21320, partial [Rhodovulum sulfidophilum]AB18
SRSEPPVSAPPTPRREPTAPATPVADADAAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAV
IGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLE
EDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEES
>MCE8433941.1 hypothetical protein LZ186_21325, partial [Rhodovulum sulfidophilum]AB18
GLSRDIFPDFRRLLRFSARPRDDGLRARALMMLSLMHLPPCSCYDEAPAMFLRKGDPPDMSHAAMPVAKAHPTYVVLERD
ALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNLGKLGARLVLTLGEDVERVMSA
GCRLLLRPFTERMVLDALTETAPA
>MCE8433942.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB18
LAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKLPRCVVGMEACLSAHFVSRRLRDMGFDPRIIPAIYVKPF
NKGQKNDYNDAEAIAEASLRPNLRTVTEKSQDQLDLQALHRVRARLVSRRTATINQIRAFLIEQGIAVRSGFRALRNSFE
AILEQRRDEISARMRSILIGLYGDWLWLDDRIGAVSTEIEEISRTEENCANIMSIPGIGPMISTAMVAAVGRGDAFDRGR
DFAAWVGLVPRQFSTGGRTILGRITKRGSRYLRMLFVQAAKVIMMRPHRWQAFSFGAWLERAVSRMPRNKAAIALANKLA
RTALSILRHGTRFDTPRDLAMETI
>MCE8433943.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB18
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYVAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDAATVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>MCE8433944.1 1-acyl-sn-glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB18
YFVSKAEVASWPGIGWLARATGTVFIARDRREARAQADLFEARLKAGHRLVFFPEGTSTDGRRVLPFKSTLFAAFFGAGL
REILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADFADRKALALACEEAVRSAAP
KL
>MCE8433945.1 hypothetical protein LZ186_21345, partial [Rhodovulum sulfidophilum]AB18
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPS
>MCE8433946.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB18
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLARIKGAFVLSINDRPEIRDLFGAFLIEEVR
LNYSVSKSGATAARELIIANREVRVGLV
>MCE8433947.1 hypothetical protein LZ186_21355, partial [Rhodovulum sulfidophilum]AB18
ISIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLCALAEQARAGGDA
>MCE8433948.1 hypothetical protein LZ186_21360 [Rhodovulum sulfidophilum]AB18
MSIMDAVAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGGDEAEAAQNWMEAAI
RLCPFD
>MCE8433949.1 hypothetical protein LZ186_21365, partial [Rhodovulum sulfidophilum]AB18
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDR
>MCE8433950.1 beta-ketothiolase BktB, partial [Rhodovulum sulfidophilum]AB18
SGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTVPAMNVNRLCGSGAQAIVSVMQ
ALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVTAENVAEAHGVSRADQDAFAMQ
SQERAAWAIAEGRFDDQIVPVEVQQRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSVTAGNASGINDGAAAVVLAREE
AAEAADLVPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAAQALAVSRMLGFDPAKVNPNGG
AIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGI
>MCE8433951.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB18
EFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEPI
PGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPGS
GVSLALFPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVSV
EARP
>MCE8433952.1 type VI secretion system-associated protein TagF, partial [Rhodovulum sulfidophilum]AB18
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLL
>MCE8433953.1 Tol-Pal system protein TolB, partial [Rhodovulum sulfidophilum]AB18
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSP
>MCE8433954.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB18
LATPEGTGGAGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEETGKPDIGSIRMVSWSGGSETAAR
QTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MCE8433955.1 hypothetical protein LZ186_21395, partial [Rhodovulum sulfidophilum]AB18
KPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKNFITLIGDKPISAISGDDMLAFRGWWLDRIDDEGLSANS
ANKDLIHLGDILKTVNKKKRLGLVLPLSDLSLKEGKARPRLPFSSTWSRG
>MCE8433956.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB18
SEIDAAGSRQGEDRHNANYRANVINALLTEIDQLTRAEGVILIAATNHPDAIDPAILRPGRFDLHLSLPLPTQAQIRHML
QRALPEERAEDLAALALAFSGQTPAAIDARLRAARAAARRTGGQLMARALRATLPRRKAGPGGP
>MCE8433957.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB18
MSLKTTLYASLIALVPALPAIAGDISVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETEMPMKGHM
AH
>MCE8433958.1 hypothetical protein LZ186_21410 [Rhodovulum sulfidophilum]AB18
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQTIEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRIG
>MCE8433959.1 hypothetical protein LZ186_21415 [Rhodovulum sulfidophilum]AB18
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGASPPAETAAGMLWVDTAARALKMRNIANNGWITLGSFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKSGSRLQISVRPEVTGTWSPFTSFPGADFAPGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGLEDLAVPT
GAPEASALSAVRVRWAEGSTINELFRTGRVRLFKRREHLTG
>MCE8433960.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
SRHPALAAVLAPGSADAQSVIARWIAEHAPFAVVEAKPVALESWSQTGFGNWDLLAALPELTAEVPVRLVAQDHVSVQTD
GQSWLRIEAPAELGFLEEDFGQFPRRSVPKRLEPLFWTGPEKNFAVIDAAAFPALPERLSASDMRHGCLFEGKAEQELGE
TAPWLVELAPDQRIVRDLFAGTAREGRDPVRPAAVFLSSGDTFSDLRAHLRQFVRLKSSDGGWARFRFWEGPYPFGLIEA
VARNELPEFTRFFA
>MCE8433961.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB18
DNGAPGIRAYHPQYYAAFVLDPDGNNIEAVYQGEAKRSAPSVTIEV
>MCE8433962.1 hypothetical protein LZ186_21430, partial [Rhodovulum sulfidophilum]AB18
QMLTATAALTASIGLAAPPEHPALARDAEAIGANIRAMMTCLRGAFARLRPPDLDEVGLLASLRGMLSGWQTQSGARLRL
DSTLDEDGLSGAVALDLYRIVQECVTNAMRHGTPSRVDVALHAEGDLRARGRHGPKPPRTGSPGTTARRAPAGWRDRPAQ
DPIIRPMAEDRDGRTARVRRGPRPRS
>MCE8433963.1 hypothetical protein LZ186_21435, partial [Rhodovulum sulfidophilum]AB18
LAPDPAPEPPRDRAALRLIGGLAAVFLALLGAAGWYGWTAGLIGPGKASEGGIEARLPPRQEAGRAGFLAAWQSGPCSYL
TRVETGPRAGVVERYGRQRGDAADDNAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEQVA
SGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPDGRLRFGLSLPEGAAAAPQLLLAVAATRPLASEIGRALGRE
>MCE8433964.1 hypothetical protein LZ186_21440 [Rhodovulum sulfidophilum]AB18
MTTKNQFTVLLSSGKRVTLTTDYKPLEARFTSPDGTWFALMQRDGVREAPNVRLEASESYPGLSHEETCEVTDTIFGDRG
FLSWIDPEAPEFRTP
>MCE8433965.1 hypothetical protein LZ186_21445, partial [Rhodovulum sulfidophilum]AB18
MSPTDLILRNVAVYLPLALIAFYLTWRRKSRNKREHESALKSGNIRQHRGDEHMFCDYAEWQSGISGPQPLRKVAPRIAP
ILKSATQDRVSLQAGYHVILRRAIITFALMVIIGGMALPAIRDVGSYISYDNSLI
>MCE8433966.1 hypothetical protein LZ186_21450, partial [Rhodovulum sulfidophilum]AB18
DASARLWSADGAGRLDSANTRSSKATSGPADRVEMALQQTATAPESYIAIPPDYSAALFGGTYSEDELGGKNSIEILG
>MCE8433967.1 30S ribosomal protein S4, partial [Rhodovulum sulfidophilum]AB18
KIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQRGDTGELLV
GLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLAERDVPDYIE
ADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MCE8433968.1 hypothetical protein LZ186_21460, partial [Rhodovulum sulfidophilum]AB18
MAETPEAAAGPAPETDPETVPDTSPETALDSETVPEIAADRETGPEAEPAAAPETVPESSTAPEAGSEAPAVLPEVLPPP
GPADPAMPGRAADPLRPDAPLPMIGEKAAPVDAAPEATRPATPAMPGALALNAVPF
>MCE8433969.1 hypothetical protein LZ186_21465, partial [Rhodovulum sulfidophilum]AB18
LLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGATENRYAFNGVLETEATAAANLNDLSSSWGGWWTCERGRLTV
GGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGET
GFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRR
>MCE8433970.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB18
MRISAIDDQRGFFLAMMTMAHLSRDGQTLVGTLNHHRLGWVEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRAK
TIYIYHALLMAVITLVVMLLYHRPADLNTEWSDTPLLVPSRMIT
>MCE8433971.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB18
LRVLQRHYPQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLARIGPLL
DAAHARLDGVVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFLLSINDRPEIRD
LFGAFVIEEVRLTYSVSKSE
>MCE8433972.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB18
SLVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRRAGRFPPAPEGLGAPRYSFTLPLRFEWQG
>MCE8433973.1 hypothetical protein LZ186_21490, partial [Rhodovulum sulfidophilum]AB18
GRFDEIVEMPLPSVADIAGILRAHLKGALPAEELFRIAHEVTGLTPAAIDAGLRRAKSEARHMSADMSGDLIRACLGLAE
TDTSLLQRIAIHEIGHAITARLLTGRPVIRVAIFSQGGCTERPLRISHQTRAPNSMMS
>MCE8433974.1 hypothetical protein LZ186_21495, partial [Rhodovulum sulfidophilum]AB18
ICCTVERLMKQIGIRGAVRGKALKTTIPETSASDGSVAQRYLSRGNSMRKGVVAQSKKSASAAACTKGFLLAEQRNVLPR
KPLGGARSLDYATKPCANIKPCFLIAIVS
>MCE8433975.1 hypothetical protein LZ186_21500 [Rhodovulum sulfidophilum]AB18
MLMLNDAEFAASMAPLVKWGMIAVPAGFSIYSIMAIFFPSALFWLTHQHEDVKRALADKRHQ
>MCE8433976.1 hypothetical protein LZ186_21505, partial [Rhodovulum sulfidophilum]AB18
ADPIRASGVNRANRPDTRLLLKRYTRSFTTCYAGAIHTGHSLRSRIRDIHDPQHADIFARHGTRINAKYIESLRETPLFA
GVRY
>MCE8433977.1 type II toxin-antitoxin system RelE/ParE family toxin, partial [Rhodovulum sulfidophilum]AB18
DLRRRHRSRGHEPPGLRFSQPSGHTPTRYTVHVNRPWCITFEFRDGDAYVLDYEQYH
>MCE8433978.1 HigA family addiction module antitoxin, partial [Rhodovulum sulfidophilum]AB18
MSRNPNRCPTHPGELLREDAIPATGKSKSEIERMLGLSRQHLHDVLAERKPVSSEVAVRLAKLFGNAPLVWIRMQGPMTH
GTPPAKSMCRRFQ
>MCE8433979.1 transposase, partial [Rhodovulum sulfidophilum]AB18
LSLHRARDFVVRQRTQLINMLRSLAAEFGITIARGVARAIDFAKGIIEDTQSGFPEFAQDVLRVLSRQLVELHNRLRWYE
ITMPIQARLSRQAQLLQTIPGVGPVTASAVTATIGSGHQFKSGREFAAWLGLTPRNHSSGGKERL
>MCE8433980.1 aminoacyl-tRNA hydrolase, partial [Rhodovulum sulfidophilum]AB18
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRV
>MCE8433981.1 hypothetical protein LZ186_21530, partial [Rhodovulum sulfidophilum]AB18
HAALPIPEARPQRPAPPVPQEASEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPP
PEDAVLAEQPSQATRPDPAAESPQPEADEAAPEEAATQTVTEAEEQPETGLAMAASPRPRTD
>MCE8433982.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDK
>MCE8433983.1 hypothetical protein LZ186_21540, partial [Rhodovulum sulfidophilum]AB18
SPFARINHTGAVMQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGL
HYVVAVLALAGAETVFELFDPEQTA
>MCE8433984.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB18
ADIPLMDMEFFQFHPTGIAGKGMLITEGVRGEGGYLINKDGERFMERYAPRAKDLASRDVVSRAIVTEVKEGRGCGPNGD
HVLLKVDHLGEDIISKRLPSIRESSKIFAGADPVREPIPVFPTAHYAMG
>MCE8433985.1 hypothetical protein LZ186_21550, partial [Rhodovulum sulfidophilum]AB18
MAGGRGLRHGIDLTHGMRAVNPPYRFVQQAQFEVRDALNRVAERFSQYGFVNTGSIFALCWYELTQGPHFEHKLKASTLK
DLEQKQVAEDLRILKLQSALGH
>MCE8433986.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLTPHVSRSGLDRCL
>MCE8433987.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB18
TDNGKAFTDRLFGLRKRAATGRHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEEVLQSHRFHSGEDLEQTILRYV
HLYNSQLPQSAL
>MCE8433988.1 transposase, partial [Rhodovulum sulfidophilum]AB18
ALKRRGSLTIWFDPEMTWEAKPTDKRGRQPTCSDAAVQTCLTMKVLLGMVDIGAPLVRAKMSTRQMAGFVESLLQLAGLD
WSVPDFS
>MCE8433989.1 transposase, partial [Rhodovulum sulfidophilum]AB18
LLGMVDIGAPLVRAKMSTRQMAGFVESLLQLAGLDWSVPDFSTLSRRQKTLAVNTPYRGSEGPLHLLIDNEALTAIGPRT
MP
>MCE8433990.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB18
MGQVRHGCATTTHAIRAAIQRSQASNAELSRELGINPKTVAKWRKRQTVEDRKTGPKEPRSTVLSEDE
>MBL3576553.1 hypothetical protein JMJ92_00005, partial [Rhodovulum visakhapatnamense]AB19
MISLRWRVGGAADPIDFAIEAVTVKRVAGRAWRMAGGGEPLDLELVSGGRVLMTATADRPAPSGLSGAFEFRLDGGTAAA
IGHRAVHLRVAGEKRPFAKLHLPGGKTVRAGRRVTLVSRTIRAAYLCRLRTKFTVNRPLGGGEGLIETVALRDGVLHVRG
RSRVPVTIRSETARVDLAKSGTEDQAFDLRLTGHRLLWVEGAGLPLLTVRLPAPRFSPLATVRTVVDFCRVPFLLD
>MBL3576554.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MRRIRVAPSETIRIATLARDGVVSLEAQATRPARIGTEAATRHVEPGDGPVRLTLPGRRHLVWQIEGAPAVAISLYRPDQ
RVRGALSAVAALAFLPLRHTGDIAAYFLRGDSGAGTRLERALIPGTEAASQDTPAAGSETSLAARLAGLGSAEPVQVFLG
HRLGGGAEFWLADRIATGRAQGHVALVLRDDPAGVLAELHDSGPPLHQRLSRAGAADLLSRPARIRLIYSNLVGAADPLG
LLNDMLDRLRPQDRFDLIFHDFLPLCPSHTLIGSAGRFCGLPDPVPCQACYRKLAVTSGARPPRIETWRQAWHRAATRAD
EIVVFSADTARRVARVWPDLAPHLVLRPHHVGHLPPRLAPPSGPARVGVLGRIGHAKGAAVLKALAALPDRGFEIVVLGE
LDPAFAHPGMTVHGRYRRDEIATLAASHTIGAWFVPAIWPETFSYTVHECLATGLPVLTFDIGAQGETAAARPNGQVLPL
DASPRDLADRLAAALAGTAQSSAASSNEAQSLR
>MBL3576555.1 hypothetical protein JMJ92_00015 [Rhodovulum visakhapatnamense]AB19
MTLRPPGAAPPAFLAGRFSPTADLYLGFSCRDRIACGALRQISPTVFATGETLIVIRHAAGLRALPPHRRLIYLIDDDIR
AGIGDRALPPIYRAKLALLEWPEARRFEPLATAILTTSPKLAATLRVRRPGARVEEIAPAWPVAEMPMLDPSAPIRRIGL
LMGRSHARDAAPLWAPLLRLLDRRPGLALTVSGNLALPRAVARHRAVEVLPALDWAAYLAWLRQARLDLGLVPHLASRRF
NAARSASKLGEYAMAGAAVIGSDSWHEAARGAMCGRCLAPGADPAAWIAAIDRLIDDPASARAMAATNRRALIAADAEGH
QRRLWASLLDAAED
>MBL3576556.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MLEFRGVEKSFRLPGGGRRHILRGLTLDLPRKHRVAIIGRNGAGKSTFLRMIAGTHRPDRGEIRRIGRVSWPMGFSGGFH
PALTGRQNARFVARIYGADTDALVEEVAEFCELGPYFDAPFETYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRR
KAEAAFAERLDRVQIIMVSHSDDTLRKYCNAALLLQDGHAWFFDDLEDGLAAYRATLSA
>MBL3576557.1 sugar transporter [Rhodovulum visakhapatnamense]AB19
MPKIQGGQSVTHEISETDKDRARLRHRLMRLGLAVVVVLPTVVAALYLWLIAADQYHSDSAFSVRSEDYSNPLEALSVFT
QVGSSSGSDSQILYDFIRSQPLMQQVDADLDLRALFGKQPSDLVFSLERDASREDMLDYWQRMVKVAVDPLTGVLSLQVR
AFAPEDAEAIAQSILAQSGRMVDDLSRIARQDAIRFALEDLEEAEVLLRDVRRKVRVFRLENDIIDPTEAAQSQMGVIAA
LEGELASALVERETITSFAGEEDQRVKRVDRRIEAVRSQIDQERRRIGRPTSGPSSLVDAIGSYEELLVDLEFAQRAYTA
ALAASEQARAEARRTNRYLAVHIPPTLAEDSLYPQRGLLILLVLICSLAVYFTGLLIYYNVRDRG
>MBL3576558.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRSQSPAAKPSRTNPLQGALRVFGALVIREMITRYGRSPGGYVWAVLDPAGMIAILALAFSQFIHTPPLGESFILFYATG
YIPFYAYSEIASVVSSSIFVNRQLMHFPMVTPLDSVLARFFLSFLTVIAVSFLVFTTLLVVTDDPVRLSLGPLFLALGTA
AFLGLGIGTLNAVVFTFFPLWQRVWSIINRPLFILSAVFFTFESLPRQARDVLWWNPIIHLVGEARRAFYPIYRGDYIML
AYPLGIAGFCLLVGGFLLLRNRSAIIEV
>MBL3576559.1 translation initiation factor IF-2 [Rhodovulum visakhapatnamense]AB19
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGGAGGGHAGGDPSRRPAGISDAEMERR
LKALQAAKAREADEARQRAEDERQREEDRQRRREEAEAKEREQREIEEAARRKVEEEERRKREEEEAAKVKAAAAERAAA
PASAKPAAAGAAAPAADGDAQRTAAKTASPRKVDREREGADDRPGRGKTTAAKGDRRSGKLTVSQALTGGEGGRQRSLAA
MKRKQERMRQKAMGGADKHEKVVRDVQVPETIVVQELANRMAERAADLVKSLMQMGMMVTQNQSIDADTAELIVEEFGHK
VVRVSDADVEQVIDTVEDKEEDLQPRPPVITIMGHVDHGKTSLLDAIRDAKVVAGEAGGITQHIGAYQVMTDSGALLTFL
DTPGHAAFTSMRARGAQVTDIVVLVVAADDAVMPQTVEAINHAKAAGVPMIVAINKCDKPSANPQKVRTDLLQHEVVVEA
MSGEVQDVEVSALTGKGLDELLEAIALQAEILELKANPERQAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVAGEQW
GKVRALVNDKGERVKSAGPSVPVEVLGLNGTPEAGDVLNVVETEAQAREIAEYRQQAAKDKRAAAGAATTLDQLLAKAKE
DANVAELPILVKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKG
VELRYYSVIYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVIHEGTL
KTLKRFKDEVAEVQSGQECGMAFENYDDVRAGDVIEIFERHEVVRTLS
>MBL3576560.1 RNA-binding protein [Rhodovulum visakhapatnamense]AB19
MARGGAGRSADEPERRCIATGEVAPKAGLIRFVVGPEDEAVPDLLGKLPGRGMWVAADRDALEKAAKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGLAVAGFEKAKGWLDSGQAVVLIQASDGSERGKTKLRPPREEGGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MBL3576561.1 transcription termination/antitermination protein NusA [Rhodovulum visakhapatnamense]AB19
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGSEMDIRVSIDRKTGRATFTRVRTVVEDEALENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQVFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTGLDIDIMTEAEESQRRQAEFEERTRLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHLEEMNRKALEHARELGVEDSLVDFEGLTPQMIEALALDGVKTLEDFATCADWELAGGWTS
VNGERVKDEGILEKFDMSLEEAQTLVMTARVQLGWVDPSELEPDADAEEDVGEEEAEA
>MBL3576562.1 ribosome maturation factor RimP [Rhodovulum visakhapatnamense]AB19
MSELIAKTAIDRRLAEILTPVIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISAVLDVEDPIEEAYT
LEVSSPGIDRPLTRLKDFETWGGYEAKLETAEMIDGRRRFKGLLQGVEDGEVLIEIEGPEGEPVIIGLQYGWLSDAKLVL
TDELIREMLKARKDAGLIDESDFDEIETDDGSVPQED
>MBL3576563.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MHVNARFWDRLAPRYARMQVRDPDAYEKKLAMTRAYLGPGARVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVEFRVGDLADMPDNPGAYDMVMAHNVLHLLPDRAGALVRVHRMLKPGGVFVSSTACAAGAPRLFRWIAKAGH
AVGLLPLFNLLTADALRAEIAAAGFEIAEDWRPEGGRAPVLFLIARKPA
>MBL3576564.1 prolyl aminopeptidase [Rhodovulum visakhapatnamense]AB19
MDKSAGQKRASQHLFPPIDPFDQRMLEVGDGHRIYVEQCGHPKGIPVIVLHGGPGGGCSPAMRRYFDPAEFRIVLFDQRG
CGRSRPHASVTSNTTWHLIADIEKIRAELGIERWVLFGGSWGATLALAYAQTHPERVAYMALRGVFLMTQAELDWFYGGG
AGQFWPDLWARFSDPIPADERSDMIAAYHRRLFSGDMMMETRHSRAWAAWENALASIEHEGPAGEAPADYARAFARLENH
YFSNRGFLDRDGQLLDDVPLISHIPATIVQGRYDMVCPPASAFRLAERWSRADLKMVPMAGHALSEPGISAELVRTMRNV
QRQAGLLGL
>MBL3576565.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum visakhapatnamense]AB19
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLTIDYRHTTAEALAAAGERFDVVLNMEVVEHVADPLAYLTACRELLKPGGL
HLCSTINRNPKAFVMTILGAEYVMRWLPKGTHEYQKFITPDELCGLLERAGLKVLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MBL3576566.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSEISESLVVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREAAIQAVAPVLAEAVADIGEDRLKAALPVLRMLRQKLEG
>MBL3576567.1 carbon-nitrogen hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MRAALIQLTSSDLPDENIGLVRESMREAVAGGADLILTPEVTNCLSPSRVRQNEVLKEEADDPTLAALRQEAASLGVWLL
IGSLGLKTSDPDGRFANRSFLIGPGGAIAARYDKIHMFDVEISETETFRESDGYRPGTRAVVAPTPFGTMGLAICYDLRF
PHLFRALAHAGAEILTVPAAFSPVTGAAHWEPLLRARAIENGCYVLAPAQCGLHPAAEGRPRRTHGHSLAVSPWGEVLAD
GGEAPGIVYVDLDREEVVRARARVPSIFHDRDFEGP
>MBL3576568.1 glutaredoxin 3 [Rhodovulum visakhapatnamense]AB19
MQPVEIYTTSSCGYCHAAKRLLDSKGVSYAELDVTADPGLRQEMMDRANGGYTVPQIFVGETHVGGCDDLYELDRAGKLD
PLLAG
>MBL3576569.1 ComF family protein [Rhodovulum visakhapatnamense]AB19
MLQSALRLIYPPRCIACGEPVESDHALCARCWGELDFVTGLVCDACGVPLPGEDTGDPVWCDDCLAGPRPWSRGRAALLY
RGRARGLVLAFKHGDRTDLARAAAGWMLRAGRPILGPGLLVAPVPLHRWRLLRRRYNQSALLSRVVAEGTGAEHCPDLLV
RIRATRPQEGMTAEARAANQAGAMAVAPRHRDRLPGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAE
>MBL3576570.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTRPPDLTDRHALALHRARALRAGPALFLHEAAAAEIKERLIEVNRTFTAPAVVTPFEKPWAEILPSARLVAADETLTLD
PGAHDLVIHALALHWSNDPVGQLIQCRRALKPDGLFLGVLFGGRSLHELRGAMAEAEAAILGGLSPRVLPMAEIRDAGGL
LQRAGLALPVADCAEISVSYKDLHRLMHDLRAMGETNSLAARHRRPAPRRLFDEAARRYAEIHTMPDGRIPATVEMIYLA
GWAPAETQPQALKPGSARMRLADALGAHTPRPGSGDSGSSD
>MBL3576571.1 ferrochelatase [Rhodovulum visakhapatnamense]AB19
MFDSNQDGRKPAASGLTETRPLHGPDDHPLVPPARVGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSPWVWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKSQTAKLAAELKATYGDRVVVDFCMRYGNPSTRARVRSLLEKGCQKIL
FFPLYPQYSGTTSATACDSFFKALMDEKWQPDVRTVSTYFDDPLYISALAASVERAYAAAEHEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAQAGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALGEIVKSNLRGWTD
>MBL3576572.1 hypothetical protein JMJ92_00100 [Rhodovulum visakhapatnamense]AB19
MKKIALAAAFAVAATSAFAGGYSEPMIEPEVIAQDTSSSAQGILVPVLALILIAAVASN
>MBL3576573.1 L,D-transpeptidase [Rhodovulum visakhapatnamense]AB19
MTTRSTRGLTRRHFLAGTALAVTAGPALANTTEIEPDLTDMVRRNISSFRALDWHPYFSNLKNGAILVDTTSRALHFWSE
DGSIYKLYPTSVPLSEDLTRRGRTSVVRKVEGPDWRPTPAMKQRNPEWPDYVPPGPDNPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLYNEHIAELFGLAKVGAQVLLI
>MBL3576574.1 CAP domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIRPALGLMAVLFALSACSTGGEVRIGPDGKPLPTVYRISRSDQGKIQYRMLDSINALRQARGLTPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLDRVARAGYQGQLRGEDISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRTTAGSGA
>MBL3576575.1 L,D-transpeptidase family protein [Rhodovulum visakhapatnamense]AB19
MIDRRAFLTLTAMAALAGCSSKFKTYDGPEVTRVVVMKGQRALYLLHHDQVLKAYRISLGYAPVGDKQIEGDGKTPEGRY
HIDRRNPDSEFHLSIGISYPNEADIEEAKALGRKPGGDIFIHGRARKNRRRKGDWTAGCISVTDAEMEDIYAMVRDGTVI
DIFP
>MBL3576576.1 class I SAM-dependent RNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MSHRIERLSLKGEGLTGDGLTVALALPGEEVEGEADNGRIDRPRIVTPVADRVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALAGQGLEAPVRPILTSPPASRRRAVLAGRRTKKGVLVGFHARASDVVTEIPDCRLLHPDLMAALPAAAAATLL
GASRKGALAITVTRSEDGVDMAVAEAKPLDTALRIDLAALAESHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTQAVREALDGARKVADLFAGAGTFALPLAETAEVQAVEGSAAMLAALDRGWRGAPGLKRVTTEARDLFRRP
LLPVELARVEAVVIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRLDWVQPVDQFRWSGHVELAAQ
FSR
>MBL3576577.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MFRYFENLIDPYAPYAQSDTPPNRLWPFLAAYMWPFRKVFAVAAVLALLVAIVEIWLIDVMGRLVDMLSSGTPEQVWQEH
GLSLIGLALFILVLRPALQALDVAVLNNAIMPNFGTLIRWRAHAHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQI
FDAIAFALAYVGGALVLLGQADPRLMLPLLAWLALYAVLVRWTMKNIAVASKASSDARSTVTGRVVDAYTNIHSVKLFAH
HDSELGYAKEAIEDLRKAFGTEMRIITKMDVALTALNGFLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNAMTGWIM
WALSSFFRSLGVISEGMETIAQPIELVDAPDAAVLAFREGRIEMRALTHHYGRGSGGLDRIDLVLKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEGGQILIDGQDITRVTQESLRRQIGMVSQDASLMHRSVRDNILYGRPEASEDEMIAAAKHAEAHDF
ILDLQDPDGRRGYDAHVGERGVKLSGGQRQRVALARVILKDAPILVLDEATSALDSEVEAVIQKTLYGVMEGKTVIAIAH
RLSTIAHMDRIVVLDGGHIAEDGTHAALLAKDGLYARFWARQSGGFIGTEAAE
>MBL3576578.1 CCA tRNA nucleotidyltransferase [Rhodovulum visakhapatnamense]AB19
MTRVFGDWFFADHTQAVCAVLTRAGYRALFVGGCVRNALLGVPVTDIDIATDARPETVMALAEAAGLKAVPTGFDHGTVT
VVAGHLPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNAIYATPEGAVIDPLGGLADLAARRVRFIDDADARIR
EDFLRILRFFRFHAWYGDAEAGLDPDGLAAAAANSAGIETLSKERIGAEIRKLLAAPDPAPSVAAMAAAGVLARTLPGAD
PRALPVLVALEQAQGLPPDPVRRLATLGGEAPAKRLRLSKAEARRLERLTGAAGQMAGAAELAYRLGPDMARDAVLLRSA
ALGQPLSGDLASELARGTEARFPLSAADLMPGFDGPALGAALKRLEADWVASGFRLSAAELIARARQG
>MBL3576579.1 CoA pyrophosphatase [Rhodovulum visakhapatnamense]AB19
MPSDPFEALAAALARPGRETSDHDLNPGFALPEGRVLRPAAVLVGLVPGPDGVQLILTKRSSRLTHHPGQIAFPGGKLEP
GEQPVAAALREAREEIGLPESHVEVLGTMPPHETVTAFTVTPVLARLRPDFLRVPEAGEVDEVFDVPFDHVRDPARFSIQ
YRIWRGQRRYYYTVPYGPYYIWGATARILRALADRVAS
>MBL3576580.1 Hsp33 family molecular chaperone HslO [Rhodovulum visakhapatnamense]AB19
MSIGSKIAWDDTVLPFQLDRSDVRGRVARLDGVLDHVLAQHDYPPAIEALVAEMALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPSEDGAPARIRAYASFDKDRLDPSADPFSQIGQGYFAVLLDQGPGTVPYQGITPIAGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGSGKGEHWRAGGVMLQLMPRASIPQSPEGGSGEEGLLQAEDMLEGAQAEHWTRANILLDTVE
EIELVGPRVQPTDLLVRLFHEERPRVFDPQPVQFGCTCSEARVRQSLSIYSAKDIGHMTTPEGVVTADCQFCGAHYVLDP
ATLGFEAEKDPDAE
>MBL3576581.1 NUDIX hydrolase [Rhodovulum visakhapatnamense]AB19
MIRRFGEAVRADQSYKLRQGAYALLERDGLLLVTHQQRPVPEYQLPGGGIDPGESPLQALHREVFEETGWKIELRRRLGA
FRRFTYMPEYDIWAEKLCTIYLGRPVRPYGPPSEPGHTALWMPADVAARQLGNAGDRHAVRRWLGLAR
>MBL3576582.1 SpoIIE family protein phosphatase [Rhodovulum visakhapatnamense]AB19
MRLVLLVDDSRLQRRILRASLERWGYEVAECGSAEEALDICRDRPVDLIISDWMMPGMNGPEFCQAFRDLPRESYGYFIL
LTSKSEMVEMIHGLDVGADEFLTKPVNASELRARIASGERILRMEHQLRDKNRLLTDALAELRTLYDALDRDLVEARKLQ
QSLVPERHRRFGGCEVSLLLRPCGHVGGDLVGFFPAGPGEVGVFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPA
PGGSYRARPPAEVAAHLNRLFLEDIETEHYFTLLLAFVTLDTGQMRFVQAGHPHPVVQRADGALDYLGEGGLPLGLIPGA
NFESCEVRLAPGDRVLLVSDGITECPAPDGAQLGDEGLRRLIEANAGVRGPAFLDAIQTGLTAFAGGRGEFPDDVSAVLF
EVG
>MBL3576583.1 Hpt domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIDWTRVDELRDEVGEDAFDEVLDLFLEEVDEVIERVAPGRDPADLAADLHFVRGSALNLGFKDFCVLCQGIERQLAQGQ
NVDLAPLTAAYASSKVELLGRVRTRRDVA
>MBL3576584.1 threonine ammonia-lyase IlvA [Rhodovulum visakhapatnamense]AB19
MTEFAEKARAAEKAMRALFPPTPLQRNVHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKALEGATEAPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPDQKIGKTRIFGGENIEIRLTGDYFDNTLASAQAYCREAGGHFLAPFDDEDVIEGQ
ASVAVEMMSVLYHTPDLVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPAGGASLTAALAEGGPATLPKVDTFVDGAAVA
RIGARTFERLRGIDPAHVLLAPEDRICTTILDLLNVEGIVLEPAGAMSVDVLPALAEEIEGKSVICVTSGGNFDFERLPE
VKERAQRFSGVKKYFILRMPQRPGALRDFLDLLGPEDDIARFEYLKKSARNFGTVLIGIETTEARNFAALFARMEAQGLT
YRDITEDPTLADFLI
>MBL3576585.1 argininosuccinate synthase [Rhodovulum visakhapatnamense]AB19
MSAPKSAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELSAYALNPEIKVIAPWREWSLTSRTK
LLAFAEENQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEEAPDYVYQRTVDPEKAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNDLGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSVRTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LATRNRKLKG
>MBL3576586.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum visakhapatnamense]AB19
MGTSFGTIRTALLIAAIALGHIAQGQKAHAAEPETAIFAGGCFWCVEADFEKVRGVSDVVSGYTGGHVDHPAYRQVARGG
TGHVEAVKITYDPDVVSYGRLVELFFRSVDPTDAGGQFCDRGETYRTAIFVSDPAERRVAEAEKGKAGRALGSGIATEIL
PAATFWKAEAYHQDYYKSRDLILTRFGPKTKAEAYKLYRAGCGRDERVRALWGDAAPFAGAS
>MBL3576587.1 NADP-dependent malic enzyme [Rhodovulum visakhapatnamense]AB19
MAEKSKITPEEALSYHIEPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTTKGNMVAVISNGTAIL
GMGNLGALASKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPTFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLINALHLSGKKIEDCKIVLNGAGAAGIACLELIKAMGAKHDNCIACDTKGVIYQGRTEGMNQWK
SAHAAKTDARTLEDAMVGADVFLGVSAKGAVTPEMVASMAENPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGTKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDMDEYEQRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQAIVVGREAEV
REKLQQAGLADAYRELEVVNAANTGHLEAYRSFLYQRLQRKGYDTHDINRLAARDRHVFSALMLANGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGVTALLHKGKIVFIADTLVHEWPEEEDLANIAVHAANVARGLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLARRGVDFEFDGEMTVDVALNPVAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVDKPIQICSTVSTVNDILNMALLAACEVG
>MBL3576588.1 DNA mismatch repair protein MutS [Rhodovulum visakhapatnamense]AB19
MMAQYLDIKAAHPGALLFYRMGDFYEMFFDDAVAAAEALDIALTKRGKHLGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVKRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRVIGCPGVRLGA
ELARLAPREVLLNEATERDWAEAVSDAGAAVTPLSRMSFDSASAEKRLTALFSVGTLEGFGSFGRAELSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGRDGSLLAAIDRTVTASGARLLERRLSSPSRDLPTIRARLD
AVRALVEDSGLRDALRDELRKCPDMDRALSRLGLDRGGPRDLAAIRTGLTQAGVLADRLGGDLPALIAEARRALTGHDAL
VDLLDRALVAEPPLLTRDGGFIATGYDEGLDEARTLRDEGRGVIARMQAGFIDETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLFDDLRAAILTEAGPVGQAAAALAEIDLTASL
ADLARGEDWCEPLVDDSRAFAVTAGRHPVVERALRRQGGAPFIANDCDLAQGGQGAAIWLLTGPNMAGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGASDDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALAQKLAGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVDRARV
VLDALERGEREGGRSHATLIDDLPLFSAAAIPQRPAPVPAGPSPLEDRMSAIHPDELTPREALELLYELKALARPD
>MBL3576589.1 nucleotide exchange factor GrpE [Rhodovulum visakhapatnamense]AB19
MAEPEKTEPEDLATETAGETEAPEITPAEVEALRAERDELRDRFMRALADAENARKRADRDRREAENYGGSKLARDMLPV
YDNLSRALEVVTDEQRAANAALLEGVELTLRELLNVFSKHGIVRLAPEVGDKFDPQHHQAMFEAPVPGTKAGDIIQVMAS
GFMLHDRLLRPAQVGVSSTPAS
>MBL3576590.1 heat-inducible transcriptional repressor HrcA [Rhodovulum visakhapatnamense]AB19
MEARQVSTQGILEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRTMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPT
QLGLRMFVDGLLEVRDLKEEDREKIDATLGSNTSDVGALLDRVGAALSGVTHGASLVLAPKHEAPIKHIEFVSLGADRAL
TVLVFADGHVENRLFQPAPGQTPSSMREAANFLNALAEGRTLSELREAMKVEIARRRQELDELARTMVEAGLAVWESEGQ
DQARLIVRGRANLLSDPAEAADLDRIRSLFDDLERKRDIAEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADR
KIIGAVGVIGPTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>MBL3576591.1 ribonuclease PH [Rhodovulum visakhapatnamense]AB19
MRPSGRDVSELRPVSIETGVTKHAEGSCLIRIGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAVGA
>MBL3576592.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum visakhapatnamense]AB19
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAADHALPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTKLEEANAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPEGYDITFGEMDRWEKNKISHRARAFEKLVSLFDR
>MBL3576593.1 coproporphyrinogen III oxidase [Rhodovulum visakhapatnamense]AB19
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTKRWQDAYLSEIRRLAAETGPRVLNTVFFGGGTPSLMAPDLV
GAILETARSVWTPANDMEITLEANPTSVEAGRFTGFAEAGVNRVSLGVQALNDADLRRLGRMHSVAEARAAFEIARARFP
RVSFDLIYARQAQSLAAWREELTEALAMAADHLSMYQLTVEPGTAFGDRLARGGLKGLPDEDLGADLYALTQEICGAAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLDGARLATDTPLAPAAWLDRVDRTGTGELSRSPVSPADQGV
EYLMMGLRLARGLSLTRYERLTGVPLDSKEINELSELGLVRAEAGFLRATAAGRAVLNAVIRALLPD
>MBL3576594.1 ParB/RepB/Spo0J family partition protein [Rhodovulum visakhapatnamense]AB19
MRQPEKRGLGRGLSALMADVKIEPAAERGEATRGKADLMVALDLLEPNPDQPRRMFAQEALQELSDSIREKGVIQPLIVR
PSKRSEGRFEIVAGERRWRASQLAQQHEVPVIVRELDDIEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPEEVQGHLREGRLSAGHARALITTEDPAKLARQVIKGQLSVRATEKLAKAGSGPKPRRVPPP
LAKDADTRALEQDLAANLGVGVSIEHRTDGSGDLVLSYASLEELDRLCAALSSPGGGFD
>MBL3576595.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MSDPTRPKGPKIIAVANQKGGVGKTTTAINVAAALVELGKTVLIVDIDPQGNASTGLGVDPDARTRTTYDLILGDAPLSE
ILMETKSDRLYIAPSTTDLSSADIEMVANERRSFLLHDALRQPAIDAYAFDFVLIDCPPALSLLTVNAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANPTLRIEGVVLTMADRRNNLSQQVENDARAYLGDLVFQTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MBL3576596.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum visakhapatnamense]AB19
MSGSLQVLGDVSRETSERLSAYAALLRKWNPAINLVARSTLDDLETRHFKDSAQLFGLCPTDARHWVDLGSGGGFPGLVI
AILARELAPDLHVTLIESDQRKAAFLRTVCRDLGVAATNVIDSRIESAKPQGADVLSARALAPLPRLLDYADRHLAPGGV
ALFPKGARFAEELDAALASWRFDVQNHPSKTDPQAVVLKLGGIARV
>MBL3576597.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum visakhapatnamense]AB19
MKHRSFDVVVVGGGHAGAEAAHAAARLGAQVALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGLMGRAADRAGIQF
RLLNRRKGPAVQGPRAQADRKLYRNAVQTMLSVTTGLEIIEGEAADLIERDGRVAGIVLADGGEITAGAVVLTTGTFLRG
VIHIGDQRRPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDSQPGDEDPVLFSFLSKGIEVRQVAC
GITHTNPQTHEIIRENLPRSAMYGGHIEGVGPRYCPSIEDKVVRFADKESHQVFLEPEGLDDPTVYPNGISTSLPEDVQE
AYVHSIVGLESAQILQPGYAIEYDYVDPRALCSSLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAALQVKGQGPAT
FTRTTSYIGVMIDDLVTRGVSEPYRMFTSRAEFRLSLRADNADQRLTPAGVEVGCVGETRKRAFGDKMERLTAARGRLES
LSLTPKQIAAAGIKVNADGTRRNGADLLAFPDVAFDDLIPLDPALENVDIEIRTQLARDALYAHYIDRQAQDVEAMRRDE
AQSLPADFPYDQLEGLSTELKCKLSRARPETLAQAARIDGMTPAAATLILARLRQMGRRSA
>MBL3576598.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum visakhapatnamense]AB19
MDTIFAQATARGKAGVAVIRVSGPRAMTAARALAGSLPAPRQAGLRRLTDAEGVLLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVAAVLRALGQQDGLRLAEPGEFTRRALENGVLDLAQVEGLADLLESETEAQRRQAMRVLSGALGEKVALWRESL
VRAAALLEATIDFADEDVPVDVTPEVAGLLSGVSTALETEIEGVAMAERIREGFEIAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRLDLRGLPVTFLDTAGLRESTDEVETIGIARAIDRATAADLRVFLLDETGRTEGMAPGPEDIVLRG
KADLDSGAAGVSGKTGQGVAELVERIAAILDGRSTRAVTATRERHAEAMRRARGAIAEAQNQLSHGMETAELAAEDIRRA
ARALESLLGKIDVENLLDEIFARFCLGK
>MBL3576599.1 transcription termination factor Rho [Rhodovulum visakhapatnamense]AB19
MTQDCLNLADLKAQSPKDLLAMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRMHSLRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVAPIGKGQRALIVAPPRTGKTVLLQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEDLLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MBL3576600.1 CopD family protein [Rhodovulum visakhapatnamense]AB19
MSEFLSNLYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDSIWPYTKGACVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNEVPTLLMLVIVFSVVVKF
>MBL3576601.1 Maf family protein [Rhodovulum visakhapatnamense]AB19
MPEPVILASGSAIRRQLLTRAGLVFDVVPARVDEDAIRAAMEAEAAGPGDIAEELAAFKAKRVAEKHPGTLVIGCDQVLA
HRGKVLAKAETCEAARDQLRSLRGGKHQLLSAVVVYDDMRPLWRHVGEVSLTMRPFSDRYLDEYLDRNWPAVRDAVGGYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MBL3576602.1 shikimate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGIRGFYIPMDVAHADLKQVLEALPRMGFVGINVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTAGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVVHDWVQAAAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETAFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLDA
>MBL3576603.1 dephospho-CoA kinase [Rhodovulum visakhapatnamense]AB19
MSRPFLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEALVHPLVAADRQAFIDRHREAPLLVLDIPLLFETGADKWLDAVLVVTVTPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTLDQAGAGVAALIDKLGAADA
>MBL3576604.1 DNA polymerase III subunit epsilon [Rhodovulum visakhapatnamense]AB19
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYINPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSEVGRKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQALDTLAMARKKFPGSPATLDALCRRFGIDNTMR
EKHGALLDSEILAEVYLELIGGRQPDFMLATRSRATGGGSEGDAAAWRPRPRPIPLPPRLTEDEAAAHRAFVQAMGDGAL
WKNYD
>MBL3576605.1 protein-export chaperone SecB [Rhodovulum visakhapatnamense]AB19
MSETEGNGAAAQPPQVRLQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPAEHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPFVRRIVSDVTRDGGFPSLNLEPVDFVALYRQEIARRAAAVQN
EQTPSGTA
>MBL3576606.1 FxsA family protein [Rhodovulum visakhapatnamense]AB19
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLGIVLATAVAGTWLMRQQGALALSQVRNSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIPTVRSAAYRWLSKRVVVQSVGFGAPPRGGPAHARPRPAREDIIDGDFEDLSSQGAPEDRGS
LPPSGWTRH
>MBL3576607.1 Tim44 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADSRRAFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVGEFLHGARGAYEMILMAFEHGTIEDVAAFLAPDVRDSFAEVIRLREEQGLSVDANFVGVRELSLKDATYD
RETGEAELMVRFVGELTSVVRNEAGEIVEGSPSEIKRQRDVWTFARVMGSDDPNWQLVATDE
>MBL3576608.1 elongation factor P [Rhodovulum visakhapatnamense]AB19
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAHPDVVGDSAAYLQPGMRVFLQTFEGNPISIELPQKMVVEVAETEPVVKGQTASSSYKPAMTDIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MBL3576609.1 EF-P lysine aminoacylase GenX [Rhodovulum visakhapatnamense]AB19
MTDTPWWTPTRHADRRPALLARNRIQAAIRGWLAARDFVEVDPSALAISPGNEAHLHAFATEAIGTDGGARRMYLHTSPE
FAMKKLLAAGETRIAAFAHVWRNRESGPRHSAEFTMLEWYRAGEDYTRLMEDTARMLQLACEAAGTRRLCHGGQECDPFA
PVERLSVAQAFADHAGIDLLATLAPGGGTDRDGLAAQASAAGIAFGAGDSWSDIFSRVLVERIEPHLGRGRITVLDRYPA
AEAALARACPDDPREAERFEVYACGVELANGFGELTDPAEQRRRFEAEMDEKERVYGERYPLDEDFLAALALMPPASGIA
LGFDRLAMLATAAPRIEDVLWAPVS
>MBL3576610.1 hypothetical protein JMJ92_00300 [Rhodovulum visakhapatnamense]AB19
MKYRFVGLLSVALVLSVSACAKRPDAIAPAPMPAGMYDKMSCTKARDELMKVNAEVEELSRKQSGAATADAIGVFLILVP
MSTLSGGDKAGDLAAAKGRKLALEARLENCR
>MBL3576611.1 MltA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MALGGAGPGTAAPSVEMLSFADLKGWDTDDHAQALATFRETCPDLPGPPWTSLCALSERQSSARSFFELFFRPVLIGGDN
PALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPADRPWFSRREITEGGVLDGRGLEIAWLEDPVDVFFLQVQGSGRLTL
PDGTLLRVGYGGKNGHDYRSIGKELVRRGVYEAHQVSARVIRAWVRRHPEAGAELLLHNPSFVFFRELDALPPGKGPLGA
MNRPVTPMRSLAVDPAYVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGAQRADIFYGTGAGAGRLAGEVRDPGRIVVLL
PIDLALALLPGG
>MBL3576612.1 Smr/MutS family protein [Rhodovulum visakhapatnamense]AB19
MRDAAPDPVPDTAPPAPVPAPPLKAPAPPLAPFRLGAKAPSPAAAPDPAPASIRMDRKAFLRMKGGKLDPEARIDLHGMT
LAEAHPALIGFILRSQAEGRRLVLVITGKGRGTEWEPAFADRRGVLRRQVPHWLQQAPLTGAVLQVTPAHRKHGGEGAFY
VYLRRPR
>MBL3576613.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum visakhapatnamense]AB19
MTDLTPREIVSELDRFIIGQSDAKRAVAVALRNRWRRKQLADDLREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDIALVQTRDWMREDVKAAAYKAAEDRVIAAIAGSDAREQTREMFRTKLKKGELDDT
MIELDITDTSNPLQGMELPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRMTVAESYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEGDFVRILTETDNALTRQYTALMGTEDVTVEFTEDGIAALARVAAEVNESIENIGARRLYTVMERVFEEL
SFTAPDRGGDSVRVDADFVEKNLGELTRSADMTRYIL
>MBL3576614.1 hypothetical protein JMJ92_00320 [Rhodovulum visakhapatnamense]AB19
MSLRERYQFEREMQSEGSAPKSRAHLHNVVAKYSLDQDLGLEEGSSVDYGLDDTTRDRLVAHARQDAALASVVAAENEKR
LVRIERILVLTLIVAIAAFVKG
>MBL3576615.1 ATP-dependent protease subunit HslV [Rhodovulum visakhapatnamense]AB19
MSKTEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGTARKVRKLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEFDVAAIGSGGNYALAAARGLMENTELSAEDV
ARRAMAIAADICVYTNGNLTVETISR
>MBL3576616.1 thioredoxin [Rhodovulum visakhapatnamense]AB19
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSVELEGKVKIVKVNVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIHESV
>MBL3576617.1 double-strand break repair helicase AddA [Rhodovulum visakhapatnamense]AB19
MTRNEATERQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRKALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGLLRRFPLEAGVSPQFVEMDDRNARRLRAELV
DALAEGPEADRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSTVLLRGVFTGTEEALLTRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGADLVPLEDLMVRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQVQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGTVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETVAAKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LENGLPAWKTGSDERPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVVIAPETALPETALADWALRDAPRPERPPQPLSPSDLGGAKALSGDPLGTAETEDVRAAGT
WMHLLLEHLPGTDPADRPALARALLATADPPAPEAAIPALAAEAEALMARPDLAPVFAPGTLAEVPLTAPLGQGRLSGTV
DRLIVSPGRITAVDFKTNAVVPYRPEDTPEGILRQLGAYAVALAQIYPGREIETAVLWTRTARLMTIPRELGQAALARAG
LA
>MBL3576618.1 double-strand break repair protein AddB [Rhodovulum visakhapatnamense]AB19
MFEGSTPRLYGLPPGADFPRDLLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRLVALFQAGPPRLLPRIRLVAELSRHPI
LADLPAPVSPLRRRLELAQLVRALLDRAPDLAARSSAFDLADSLAALLDEMQTEGVPPRVLHQLDVGNLSAHWARARQFL
TLVEGWLGADLSDRPGTGARQRLAVERLAARWRADPPRHPVIVAGTTGSRGATALFLRTVAGLPQGAAVLPGFDFDMPTA
IWEGLDDALAAEDHPQFRFRRILDDMGMAPEAVAPWIGTPAPCPPRNRLVSLALRPAPVTDQWMEDGPRLTGLDRATEGL
TLIEAPSPRAEALAIALRLRRAAEDGQSAALVTPDRTLTRQVTAALDRWGIRPDDSAGMPLPLSPPGRFLRQVAALFGRP
LTVETLLALLKHPLTASSPGLRADHLRWTRELELHLRRNGPAFPDGRALIGWASDAEDGRKAWADWLSAALDGVDRAGTE
PLSAHVVRHRAACETLAAGPGSTDPGGLWLEEAGAQSRAALDLLADEADAGGEMTPGDFSALLDSVLRDGTVRSAVEPHP
GVMIWGTLEARVQGADLVILAGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAICAPEVMISRAIRTA
EAQTVPARWLNRLTNLMDGLGGTGGPEALAAMRARGQGWLDMAQALDRPAEPLPAARRPSPRPPVDRRPDRLSVTAVERL
IRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLSQPRDPDPDRAQADLMAIADEVLATEAPWPAARALWRA
RLGRAAESFLRDEAVRQAEAVCIARERSGAARLDNGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLLE
ACIAERGGFEDIPAAPVDHVTYIGLGQPPKTVTNTLDDDLVARTWAELDRLIARYARPEQGYTARNRIQKRSDITDYDLL
SRFGEWDETDPPDPEDVG
>MBL3576619.1 nucleotidyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MRPTALMLFAAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAEGAGLNRIVVNAHYRAGQIEAHLAGRHGIAVLREDP
QILDTGGGLRHALPLLGRGPVFTLNSDAVWTGPNPLATLAAAWDPARMDGLLLLVPRDRATGHAGTGDFRCDADGRLTRG
PGGVYSGAQILRTDGLAEIPEPVFSLNRLWDRMLTEGRLFGVLHPGGWCDVGHPGGIAEAEALLAEQTDV
>MBL3576620.1 phosphotransferase [Rhodovulum visakhapatnamense]AB19
MRDTACADFLARAGWAEARRAPLAGDASNRRYERLARGTETAVLMDADPARGEDVGPFIAIARHLTGLGLSAPAILAEDA
TQGFLLLEDLGDALFARVLADDPGPEDTLYAAATDLLADLHRTAPPAGLAAYDAETMADLACLPLQWYLTGLGRPAPEAE
IAAFRATIRTLLESTAPPSVMILRDYHAENLIWLPDRNGTARVGLLDFQDARVGHPAYDLVSLLEDARRDVAPALQARMR
ARYVARTGSDPDAFARAYALTGAQRNLRILGVFARLCLRDGKPGYLRLMPRVWAHLMTDLDHPALADLRDQALRLLPPPD
PDRLARIESRCARRP
>MBL3576621.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum visakhapatnamense]AB19
MSGTRLSLSLASEAQTRALADRLAAVLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGLPVEDVPSPTFTLVQTYEAGP
FEIWHADLYRLGHPHEVLELGLDEAFELALCLIEWPDRLGDLAPADALRLTFGPGPSDTARTLDLVSADPSWADRLSFPA
AKDDPDA
>MBL3576622.1 PAS-domain containing protein [Rhodovulum visakhapatnamense]AB19
MVFLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCALIVPRFPGFPERMERLPKDGSALLTEAGGEAQLTATWLDGVIRL
TLQMPRFDEDAGLTDAQSLAALTAELATLRDVVEAMPTPAWQQDDKGGVAWANSAYLDIVRSRHDAGQIVWPLPVLFSQP
KGEPGSPHRQVIDAGSGSGTGTGRDRWFDCVAVEAHGASLHFALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRR
RELVLFNPAMSELFNLEPEFLTGRPTLLNVLDRLRETRMMPEPKNYRSWREQILRLERDASDGVYSDTWTLPGGQVYRVT
GRPHPDGAVAFLFEDISTEMSMTRRFRGEIETGQAVIDSLPEAIVVFSSAGVLTLSNSAYAELWGEDPRLVMGTTDIAGA
TAKWQAQCLLTQSEAAADLSHRIRQREAWSCELIRRDGRRLDCFLKPVAGGCMMVEFRDATQADAAGAHPVPRASTG
>MBL3576623.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum visakhapatnamense]AB19
MSDIATGLLPPTERSNWIRLRTLILLRWAAIAGQVVAIAVAILYFQIQLDLGLCLLVIGASVLANVIAVAIYPENRRLSE
NEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITLMTFYHVPLVDAAGEIQELP
HLFLFGFWAALVIGISFLGLYADRVTSEMNNMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELLDE
VEDKPGLREDIETLREQADRCRDILRSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIVFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVVAQWTQDEISVRIMDDGPGYPSHLLGRIGDPFVRMRKSSEHQKKRPEYEGMGLGL
FIAKTLLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWSASKIGVSAEAQLAALGENTPIEA
>MBL3576624.1 SCO family protein [Rhodovulum visakhapatnamense]AB19
MRRYILAGAALALLAAVAVPALFIWGPWAPEDRFAACRSGGSRSGLSELGGPFTLTDQTGAVRTETDVIDGPTLIYFGYT
FCPDVCPFDNARNADAVDLLERQGYQVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPDQVQAASRAYRTFFRIRD
PEDPYYLIDHSTFTYLAFPETGVVEVFDRDTTPEDMAARVACLVDNGAGKP
>MBL3576625.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MAEQEYEIGDDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGSGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKIGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MBL3576626.1 HD family hydrolase [Rhodovulum visakhapatnamense]AB19
MKQARAWQRMLSGRRLDLLDPTPFDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFGRMQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPERAKKAIKRADSLSAWLEATQIAGFDAIEANRFF
GRPRPELIEGLEIRLRPPVEVRAAYTARHAELMARL
>MBL3576627.1 adenosylhomocysteinase [Rhodovulum visakhapatnamense]AB19
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPDYWAYTDKIFQFAEGTANMILDDGGDATLYVLLGARVENGEDDLIAVPTSEEEE
ALFAQIRKRLAETPGWFTKQRDAIKGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVASADIFITTTGNKDVIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKEGDYPPGVYILPKHLDEKVARLHLAKIGVKLSTLSPEQAAYIGVTPEGPFKPEHYRY
>MBL3576628.1 tryptophan synthase subunit beta [Rhodovulum visakhapatnamense]AB19
MTYLKTTPTRDGFFGSYGGATLPPPLEPHFAEIREAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSDLCGGAQIY
AKREDLNHTGAHKLNHCMAEGLLAKFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFQSYIAQADHALFAIGSVVGPHPFPMMVRNFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFIEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDENGEPAPVHTVASGLDYPGVGPEHAH
LHRSGRVTYTTANDAEALKAFFELSRREGIIPALESAHAVAFAMREAKAHPGKSILVNLSGRGDKDIDYVTETFGFGEAL
>MBL3576629.1 DUF2853 family protein [Rhodovulum visakhapatnamense]AB19
MGKRDQLIEKYAQDLRTRYGMEPDMDLLTKVTIGCGPAIYDADAEVVAATQPGEIETVRRNFLIRKLGLPDGPDLDEAIQ
AAIETYGVSNPHKYRAVLYYMLVLQFGKEHIYG
>MBL3576630.1 MBL fold metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MTASPVVTSFHDEATGSLQYVVHDPATREGVVIDPVLDFDPAAARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGYALGARRGIGARVTEVQALWRDLYNLPEAFPADGRDWDRLFRDGDEIALGQMTLRVLTTPGHTLASVSYLVGDAA
FVADTFLRPEAGTARADFPGGSASVLYDSLGRLLSLPDETRLFIGHDYPDEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGHLPEPEDDGRSYLKIPLNRF
>MBL3576631.1 EVE domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAFWLFKSEPNTWSWDDQVAKGATGEEWDGVRNYQARNTMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WECVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MBL3576632.1 YciI family protein [Rhodovulum visakhapatnamense]AB19
MYFALICRDKPGHLEIRKANREAHLSYVAETAVVAQAGPFLDDAGDMCGSLVILDVADKAAAEAWATNDPYAGAGLFESV
TVQAWKKVVG
>MBL3576633.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTRIGIAGAGAFGTALGVVLAQSGRKATIWAHEAAFAEEIRSRNENPRLPGVQLPENVSVSARIADIAECDLILLTTPMQ
VLSSVLDTYGPVLKARHMVACCKGVDLATGRGPSAIIAETCPEVVPAVLTGPSFAADIARGLPTALTLACADPEAGLALQ
ERLSTPTLRLYRSTDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGQNAWFDPDVTVEGAATARAVAAIAKARGIDMPVTQSVAQVIDGRRSIEEAVKILLSRPLKE
E
>MBL3576634.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum visakhapatnamense]AB19
MADTLTILGLESSCDDTAAALVRLRAGERPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFGD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLSVSGPEEFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIVAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALAACPEATALAVAGGVAANRAIRAALEDLADRAGLPFVAPPLSLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDKRSPALIGAGKKGAKA
>MBL3576635.1 uroporphyrinogen-III synthase [Rhodovulum visakhapatnamense]AB19
MTRPRAQSDRFADAFVQRFGTGIAIRTAPVLDIVPRTDPVLFDGFAGVLFTSENGVAALAAVNDDRSLPAYCVGERTADA
ARAAGFRATAAEGTAASMIAHFTARPPKGRLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGILAEIEAAPL
VLLPLFSPRSARLVAERLRGSGGRLALVSMSAAVTASWDGPDPVALIEADRPDGPAMMDGLAAVMGAVGVP
>MBL3576636.1 hypothetical protein JMJ92_00435 [Rhodovulum visakhapatnamense]AB19
MAKTEDETDSLDTKPSHPEGGQEPGEGRLEAAIRTARDRDEADEPVADSPERADAPSEAAPVQDEAPEEKPIETTPEPEA
PAAGPAPAPSKPGLIGAVSPVLGGILAAGIGFVTAQYIQPEGWSFPGTSAGLGETGMAALTANGNRLDRIETALNGLSAG
GGSEALAGQIDALQTEIGKIAEQVAGIDARVTELANSPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQQVAEKAEA
DIGAAMDRAAQVEARGALMRIDAALADGSPFAPALGQFGSIEVPEALTAVADSGVATLPELQSEFPAAARAALETSLKEQ
AAGGVGDRFKAFVRSQLGVRSLTPKDGDDADAILSRAEAALRKDDLGTALSELDGLDAEAKAEMSDWIGAARARANAVEA
AQSLEQTLNSN
>MBL3576637.1 heme biosynthesis protein HemY [Rhodovulum visakhapatnamense]AB19
MLWSLLKILFFVILVAALAYGAGILMETGPGLRVAVADMEFVLGPLQAVILALLTVVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDTETAIKLAEKAFVLKPRHAETQTTLLQLQANAEDWKGARKTLNAKLRHGNIPRDLHRRRDAV
LAVCEARDLMVDGDEPRARDLSIEANKLSPDLVPAAVMAARAYHAQGREKQAVRVLRRAWEAQPHPDIAAAFAELVPDET
PQDRILRFGQLTDVRPDDPETRMLTAELAIAAEDFPAARKALGDLVDTAPTVRALTLMAAVERGLGSDDEVVRGFLAKAL
GAPRGPQWVCDSCATVQPAWAPVCGHCGGFDTLAWKPAPANQAALAGASNMLPLLVGGGLEKSVE
>MBL3576638.1 TIGR03862 family flavoprotein [Rhodovulum visakhapatnamense]AB19
MSNRAGMQEAAPEQAAERLPALVVGAGPAGLMAAEALGAAGVPVVIAEALAAPARKFLMAGKSGLNLTRAEPFEPFLAAY
AEAAPRLRPMLEAFGPGEVCRWAEGLGQPVFAGSTGRVFPTAMKASPLLRAWLGRLAGQGAQLRRRWHWGGWDGDASVFE
TPEGPRRMAAGVTILAFGGASWARLGSTGAWAGPLAQAGLPLAPFAPANVGLKVDWSVPMARHFGLPVKGVALRAGAGPW
HRGEFVISARGLEGGGIYALSRPLRDGAPLVADLLPDRGPDWVADRLSRPRGKASLSNHLRKALGLDPARLALLMEFGRP
LPEGPALAARIKALPIAHAGPRPIDEAISTAGGLMWQALDPDLMLTARPGTFAAGEMLDWEAPTGGYLLTACLATGRWAG
QAAARRLAR
>MBL3576639.1 glutathione S-transferase family protein [Rhodovulum visakhapatnamense]AB19
MYRVIGSGNSRARRVLWLMEELGLDYEHVPALPRSEDVVALNPAGKVPVLIADGVPILDSTAILTFLADRHGKLTQQAGT
IARAIQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFTRSQEVLVGRMGPGPFLLGPDMTVPDIILTHC
GDWAEAAHFPITQPRLAEYLARMRTRPAYRRAQAA
>MBL3576640.1 DNA polymerase III subunit delta [Rhodovulum visakhapatnamense]AB19
MKLSPREATGYFARPEPDRAGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPAALTDAVKARGFFP
GPRVVFLDEATDALADRILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAIGIYDDPPGRPEIEAMLAEAGLG
TVDRAAMGTFLDLATALDPGDFRQTVEKVALYKLNDPAPLTPEDVAACAPRSTEAEADALIHAVAEAKTAEIGPLLRRLQ
AQGMAPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMVRQAQGWGMHRLEQALGLLLDTDLQLRSSQR
APQMALIERSLVKLAVLASRRA
>MBL3576641.1 hypothetical protein JMJ92_00465 [Rhodovulum visakhapatnamense]AB19
MSSSDRRAFLVSGLTAAGLALAGCGFRPVYGTGGPADGLRGRIAVDAPDSVVGFLLVEELETRLGRAEAPRWRLAYSIDT
ESEGLGVTAEQDTTRYNITGRVGFQLRDLDSGQVVQSGEVASFTAYSATGSTVATRAAERDAYRRLMVILADEVVTRLLA
TSGTWAQ
>MBL3576642.1 leucine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MARYTPAEIEPKWQSAWEAGGTFAATRDESRPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAPVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGRSRGLQMGFDLVAAPS
GFDRVEVYTTRPDTLMGASFLGISPDHPLAKALEAENPEVASFCAECRRMGTSEEELEKAEKKGFDTGLTVRHPFDETWE
LPVYVANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFVALDGGTPVGTEAFVPAKPEKVRWLKAFAWDEIASGE
EAIEAAIRHCEGKGIGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPECGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPACGKPAKRETDTMDTFVDSSWYFARFTAPHAATPTEMAEADYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPKKAIEPFDALFTQGMVTHEIYMTRDDKGRPVYHLPEEVENGALKATGETVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEGLVEELNGGGIAAYEEEAPATASADASGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNTSVAKLYAFTNTLAKSTASLAARREAATVMAQLMAPMTPHLAEEVWEALGNPGLAAEAP
WPKADPAMLVEDTVTLPIQINGKRRSEIQVARDMPKEEVEKLVLADDAVIKALNGGAPKKLIVVPGRIVNVVV
>MBL3576643.1 DUF3576 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTVSSFSRVALIAVATAGLSGCGGGWFGGSSSPEARQANLDAQYENTPMAEVERERKTSSSVWDLFNSDDPNVTVEVNKY
LWQASLEVLNFLPIRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGAVSQETVRAVEDAILTR
ARQLRVRDSRL
>MBL3576644.1 porin [Rhodovulum visakhapatnamense]AB19
MKKVLFATTALVASAGFAAADITFSGSAEMGIVGGGKDAPGVSTYVGNTRDSSVEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPNENGNVALDNEAVFISGDFGTLTLGEIDGAVDKRLTEAHNAVGQYSIGDDETVHAGYQGSYGDAAYDNQILR
YDYSFGDFGFSASMELNDDKGTTPATADDADNGYALAISYNTDMGGVGLGFGLGYQYLEAGIGGWAPGNLSDYGFAGWAA
GTEVDIIAATVSADFNNGFKAGFEYSNYDPSGAGNSDVDHYAIGLGYTMDALSVGASYGKFDTSGDDADGWALTAAYDLG
GGAAIVAGYSDSDVDNNDGDYETYSLGVAMSF
>MBL3576645.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MLPLSQTETKRRFDEAQRLQRTGRIEAAEAAYRALLDGQPGLAEAAVQLGRIALARGAADEAAARFETARKARPAEAAIW
QMEAEALARLGDPARTTRFLKAARKAGLPAALLSTLEARLAPAKGGPPRAPLGSAPPQAAEAVLAALRAGRPGEAERRAE
ALTREHPDSAVAFALLAAARVDQGKTAAARASFEAGLALAPDYPELRSGLGRLLVRTGDVAAGVRHLEAALARAPKNPLT
LAALGEGLARLGRKAEAEAALRRAVAAEPRYLDGHLALAHLLMEAGDPEAAEKVLEAAMAAGHDRAIVRVRLAEAQAKQG
RTETARASFDGAIAAEPGLALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPEDPLLARMEALF
ADPALGDESRMHLGFALSRAMEQIKAHDRVFAYLRPANDLMRARHPYDIAERRAEIDAAMAAFEGTDFSGRKIEGAAEYA
PIFVTGMPRSGTTLVEQIVASHSRVTGGGEIAFVAAEAMKLLQDGADGLRPLDRIGDAEIAALGHRIETEFRSRFPGSDL
VSDKSIQTYMVAGLVRLALPRARIVVVHRDPRDICLSIYKNMFAEGTHRYATNLRDLGLYYRMFLEMIEFWRRKLPGGLY
EIRYEDLIADPETQARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYATSMKAWQRHADELAELTEALGDVIGD
DNGA
>MBL3576646.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MGLEDIRARLAKAERAAGRAPGSVTLIAVSKVQPLERVEAVLEEGQRIFGENKVQEAAGKWPTFRERFAGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRLRLARRLADHAQERGGCPDLFVQVNTGEEAQKAGVLPTEADAFVAECRGMDLPVRGLMCIP
PVEETPSLHFALLAKIAARNGLSGLSMGMSDDFEQAVALGATHVRVGSAIFGSRSYS
>MBL3576647.1 hypothetical protein JMJ92_00500 [Rhodovulum visakhapatnamense]AB19
MAAHDRLPAPARAWVARAVLPWSAASVARIWARALAETGSEAEALARLDAAERATLDREAGALRR
>MBL3576648.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MQAVQKTFLPEVFRLVRGIRKRFNARATALDMTYARAQALVTIAGCEGLTQVELAERLDIRTPSMNRTLDALEAAGLVER
RFSAEDKRVRCLYLTADARRQARDVTEFTDDLRREVYRGIDPDELDRALATIRKIQRNLDAMGAR
>MBL3576649.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MSETPPSAPPVPEPPPFVPKPLPLALAYIGASLFIGVSQSLGQGFLAANIPTLAGELGATQSQTSWLIVAFMAPRASLPL
MLIKIRAQYGLRRFAEVSIALYAAVALLSLLTVDLRSALAVELLSGISAAPLSTLAILYALEPLPQRLKMRLGLPCALTF
MSLGMPLARALSPGILTDGSWTSILLLKLGMSMVCLFLVFRLPLPHGDRVRVIRGLDLISFGLIAAAFGGLVSCFTTGYI
YWWTAAPWIGPVLALSIAGVVAALVIELHRKAPLLDVRWLTTPEILHLSAALLVFRIILSEQTAGAPGLFQALGYAPEQI
APLFWVISLATVAGGAACALVMKIERVPAIHVVALLLIAVGSALEAHANSDVSPAQRMLSQGMVGFAAALFLPSAMAAGL
VKAFSKGPQYLLSFVIVFLSSQILGGTIGAGLYRTFVAARTTAHAQWIDAQLQVGDPLVAGRLAEIRAQLSSSVSDPGQL
QIQAVARLASDVTREATVSAYNDVSALVSTLAFCALAALLGHVARDWLRVRMAGPGAAPE
>MBL3576650.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]AB19
MQILKHHIPTVLIVLIGVLGIGIVLFAWHLPPFAGDEIRTENAYVRGNVATLSPQIAGYVTEVPVSDFQTVATGDVLVRL
DDRTARQTLARAEAELASARAALKANDQDIASTRATLDSRKAAAEAARAAVDTARAEWNRQDRLRAKGVISSADAEDSDL
RLRQAEAALTEALSDVDVAREDVGTAKVRTDTLSARVTAELAAVELAKIDLEHTVIRAPENGRLGQINVRVGQYVTAGSA
MMSLVPARIWVIANVKETDLSGLHPGQPVRFEVDALGHRRFTGTVSLLSPATASEFSVLGNSTATGNFTKIAQRLPVRIE
IDPGQTGEDRLAPGMSVVVHARRDGT
>MBL3576651.1 N-carbamoyl-D-amino-acid hydrolase [Rhodovulum visakhapatnamense]AB19
MSRKIVAAAAQLGPIARTEPRSSAVARMLALMEEAHRRGARLVVFPELALTSFFPRWLIDDEAELDAFYETGMPNADTRP
LFDAAARLGMGFYLGFAELLTEGGRKRRFNASILVDPEGRIAGRYRKVHLPGHYHPEDWRRFQHLEKRYFEHGDLGFPVY
DFMGGKAGMCLCNDRRWPETFRVLALRGAELVMLGYNTPQHYPQAPEHDHLQDFHNHLSLQAGAYANGCWVIGTAKAGLE
EGCELIGGSCIVAPTGEIVAMAQTRGDEVVTAEIDLDRCSELRKNIFNFALHREPGDYGPICEGAEARAAERDAITTASR
FARD
>MBL3576652.1 Zn-dependent hydrolase [Rhodovulum visakhapatnamense]AB19
MTADLTINLDRLMNRIAALGRIGALPGGGCKRLALSVEDAEGRALVTGWFRAAGLEVHTDVIGNCWAIRPGRSGGAPVVM
GSHIDTVATGGLYDGVLGVLGGLEVIESAIEAGTETEKPLAVAFFTNEEGARFAPDMMGSGVAQGGLDLDEMLAKVGIDG
VSVAEALAAIGAAGPDPVGALAPDTYLELHIEQGPVLEAEGLDIGVVTGVQGISWTEITIEGQAAHAGTTPMALRHDAGL
VAARIATEARAIADAFGPPQVATVGRIALTPDLVNVIPERAVLTVDLRNTDEARLQAAEARLFERAEAFAAAEGCRLSRR
TLARFEPVAFDATLVDAVEAEAQALGLTHRRMPSGAGHDAQMFAPRCASAMIFVPSQDGISHNIREFTAPGQIAPGVRLL
AQVALARAGRIDQKGQTE
>MBL3576653.1 diaminopropionate ammonia-lyase [Rhodovulum visakhapatnamense]AB19
MTQTLSFTNTLGQGARTEIVSNPHCAPGYGPAQEAVLNDTAFARARATIAAWPGYAPTPLLSLPGLAAEAGIAGLHYKDE
AGRFGLGSFKALGGAYAVLRLLAREIAAREGIAEPSAQAILGGDHAATVAAITVCCATDGNHGRSVAWGARTFGCRCAIF
IHATVSEGRKAAIEAYGAEVSRCAGNYDDSVREAQQTATREGWFVVSDTSYPGYTEVPKDVMQGYELMAAEAADQLDAPP
THIFVQTGVGGVAAAAAAHFRRRHGAAAPKVILADPEASACWVETIRAGTPTAVTGDLDTLMAGLACGEVSLLAWDVLKP
LAFAAVSVADADAVAMMRRLAHPEPGDPAIVAGESAVAGLVALMAAAANPEAAAALGLGPDSRVLVFGTEGDTDPALYEK
LAGRPADEVRAEA
>MBL3576654.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MSRLGTLWVCLVFGFMYLPIAMIALFSVNASDVMAFPLTGVTGQWFAEILGDGRLGGGFLTTLAVAFPVALLTTLLGAAA
ALALSFYATRFRVLFAALLLLPFLVPRLILAVAQLILFKELGVSRSLLTVIAGQSVIILPFTTVIVASVLIRIDRRLIEA
AADLGASGWSSFRRVVLPLMGNGLMAAWVIAFVLSSSEYVLTAFLSGRQQALSVLVASDFRFDLSPSLNALAVLIVLGNI
ALVVIAEAIRHRSGRLN
>MBL3576655.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRPQSAGTWLALPVVAALGALCLAPLAILFAYSFFSVDFVTISHDPSLKNYARILQSETYRGLIARAFGSGLLVAAITAL
IGYPVAWFLAKRAGAAKTMLLTLLLVPLYSGDLLRIFAWRVLLGAEGAINRSLIWLGAIDAPLQGLLFSPLATHIALTYN
YLPFMVIGLWLAFESLDDAWLEAAADLGAPGRDRFRRVTLPLTAPGLIAGGLMVFVMVVGDYLTPQLLGGASGVTVISAI
NDLFGTAFDWPLGSAIAWTMLAILMLCFGAGAVLIRRSSLVAEGA
>MBL3576656.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MAVAENTAAGRRTRPLLEAIALYKSYGSVQAVRGIDLALAHESYVTLLGPSGCGKTTLLRMVGGFEAIGSGTLMLDGTRL
DDLPANLRPINTVFQSYALFPHLTVLENVAFGLSYRSLPKDRIKARAREALATVRMEAMADRRPRQLSGGQQQRVALARA
IVNEPRLLLLDEPLSALDRRMRKDMQIELKDLQRRLGMTFLHVTHDQEEAFALSDRIVVMRDGRIEQQGAPGDIYARPAT
AYVADFIGGASCLPGRILGQVGKSYAIETALGRHVVPGVSGLSVGARAVLCLRSEKVALGETGTPAHVTHAVYRGADWLL
ECVAGGQIFQVTHVGPPPAPGETVRLSFDPDRVWIAREAA
>MBL3576657.1 extracellular solute-binding protein [Rhodovulum visakhapatnamense]AB19
MNRRDLLKTALAGTALGAFGPAFRADAATGILWMTWENLAKDDYLAPFLAANDISLTKTFIGTDDEQFAKLRAGGADSVD
LITPGLDKVEYYTASDLLQPIDFARVPNAAKLYDTFKQTPLGKVDGQTYGIPFYWGINPIVYRADLMEAEPDWSVFFEGD
AYNGKLAMRDYALEGIMIAAMYLGIPESEMFTMDDRQLAEVKKVLKIQKSKLRTYWNSIGDLTNLFATGEVVCAFSWVPP
YYELRAKGIDMGMAKPKQGVIGWCDTIAVPKGVEGARLDAAFALVDYLLGPDYGKMLAVGGPYAQSTSAARDLLTEEQQD
KIFIKDLSVMDSFVWKQNPPRYGDWVALWNEVKAS
>MBL3576658.1 MurR/RpiR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTKPGAQTEDGAEPAGSLLKRIHRAYDGLPGGERKVADAILSAPHEMAVWSASELAAQAGVSNATVSRIVQRLGYRNFES
ARLDARKLRETGSPLFMTEETEPGQEGRPFARLIRAEADLIEATLARVDPGVLRDAAGALGRARRVRVLGFRNSRFLADY
LTAQLAQIRPDVAPLLLDGQTAAEGVAGLGPEDVAVIVGLRRRPARFSRLVQAVAARGARVLLVCDASLRGAPAHAAWTF
TCAVETRTPRDSYAGALALMRLLATECAAALGEAGLLHLNAVETLREDLDELELSDPAS
>MBL3576659.1 aldehyde dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MPLRTDTEALLATLGVDRSAFTGGGMASVSPITGEEIADVTPATAEEAAAAIARASAAFRVWRMVPAPKRGELIRLFGEE
LRAAKAELGRLVSIEAGKSLSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGVVGVISAFNFPVAV
WSWNTALALVCGDPVIWKPSEKTPLTALASMAVLARALRRFGEAPEGLAQVLIGGAEVGAVLVDSPDVALVSATGSTRMG
RIVGPKVAARFGRAILELGGNNAGIVCPSADLDMALRAVAFGAMGTAGQRCTTLRRLFVHEDVYDTLVPGLIRAYGSVTV
GNPLESSALVGPLIDGAAYRAMQAALAAARAAGGTVHGGERVAIGPDTAFYARPALVEMPEQTGPVLEETFAPILYVMKY
SDFDAAIEAHNAVGAGLSSSVFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKGYMR
RATNTINYSHDLPLAQGVVFDI
>MBL3576660.1 hypothetical protein JMJ92_00565 [Rhodovulum visakhapatnamense]AB19
MPSLHLTRPVPPEILSRAAGGLSILMLSALIAGTLATGRLAGAGAVLDIAAVAAVALALLRLDRVSRIARIFLGAAALSV
ALVAATLPEAMPAMRQALMQGTAFSAFLTALGLIRAPVRGSKAIARAAEALFAHTARVRIVAVSLGAQAISVLFNIGTIG
MISDIAADHDARHATEGRRRIDTRAMTLAALRGTLMMTVWSPIGLGFAIVTSAIPTLDPVLFLALALAAALTIAVVTALL
DARKAPAPSGQAAEAAPPGSAGALVAVLAAVAGLVAVTILLHRLLDISFLIAACIVLPLLAVIWPRIERGLPRSGGSALV
RVSGASEGMATESTIFLAAAVIGAAVAQAAQAMGIDALIERGSLPPLAVILACLLAIPAAGALMIPHSIVMVMAAQLFGA
SPVGAQHPYALGLALCLAWALAISASPISAMSIITGRQLHRPPHHVTFRVNRGFTLIAMTLAVAMTALVYVVE
>MBL3576661.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MLNDPRSHGLWQETAPALAVADTPPLTGPAEADAVIVGAGYTGLSAALHLAEAGLRAVVLEAAEVGFGASGRNVGLVNAG
MWTMPDEMPKALGPGHGPRLLELLGSAPAEVFALIARHGIACEAVRNGTLHCAVGTAGLAELTERARQWRARGAPVELLD
AAEAHHRIGGGSYAGALWDRRAGTVQPLAYVRGLARAAMAAGATIHARSPVTGIAREGADWVARTPAGQVRAKWLVLATD
AYTRQVATGLRREQVRLPYFNMATPPLPPEIRATILPGGEGCWDTRRVLSSFRLDADGRLVFGSVGQLAAPDFAVHRDWA
LRAMHRIFPQLRCIGFATHWFGWIGMTGDHLPRLHLPGENALAIAGYNGRGIAPGTVFGKAIAAHVAGDLPLEAMPLPVS
RIAPAPLRRGRELFFRAGAVATHLVFDR
>MBL3576662.1 selenide, water dikinase SelD, partial [Rhodovulum visakhapatnamense]AB19
MTDEPALMSLAHGGGCGCKIAPGVLSELLAKMPGLPVPPDLLIGTASSDDAAVYRLNDTQALVATTDFFMPVVNDPYDFG
RIAATNALSDVYAMGGRPILALALLGMPIAKLSTATIGRILEGGAAACAAAGIPVAGGHSIDSVEPIYGLVALGLVHPDR
VRANTGARPGDLLILGKPLGTGVMSAALKKGLLDADGYARMIDTTTRLNTPGPDLAALDGVHALTDVTGFGLAGHALELA
RGAGCRAVLDWDAVPVMDGVRALLAAGCATGASDRNWESYGASVRLPDGFAED
>MBL3576663.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum visakhapatnamense]AB19
MELVVTDLACARGGVPVLEGVDFTLAAGQALMLRGPNGIGKTTLLRTLAGLQPPLAGSVSAPTESIAYAAHADGLKATLT
VTENLTFWARIFGQTDIAPAIEAFDLADLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDATSVAQFGRAVA
RHLDRGGAALIATHIDLGFEAGVLDVSAFRARPRRIDSFDEAFA
>MBL3576664.1 heme exporter protein CcmB [Rhodovulum visakhapatnamense]AB19
MIALLQRDLKLAIRAGGGFGLGLAFFLIVVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGAVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAPGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLAAITLAATALLPFAAAAAIRINLR
>MBL3576665.1 heme ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALVTGAIWGEPMWGTYWVWDPRLTSFLILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFAVLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLLCIAGFVCLFVALVLLRTRTEIRARRIRAMIARE
RMA
>MBL3576666.1 heme exporter protein CcmD [Rhodovulum visakhapatnamense]AB19
MMPDLGKYAVAVLSSYGITLGLLAGLVALSLWRGARVRRQLDEVESRRKPDV
>MBL3576667.1 DsbE family thiol:disulfide interchange protein [Rhodovulum visakhapatnamense]AB19
MSEKRRISPLLLVPPVIFAGLAALFFIGMTRDDPNALPSMLVGKPAPALELTDLGGEAPFTAETLRDGQVKLVNFWASWC
APCREEHPDLKALAEAGVPIYGINYKDDPAKAQRFLDELGDPFAAIGADASGRTAIEWGVYGVPETFVLDGNGTVLLRHP
GPLTPKIVESTIRPAMEAAAQ
>MBL3576668.1 hypothetical protein JMJ92_00605 [Rhodovulum visakhapatnamense]AB19
MGKSDAVLIGDGPGQSTAPVPRPAPLGTALGGQIGRSIDGIGDAEHRTGRQRDLDRAAAMLAGIADEIGQQDRQTVGRKR
QIEPLDIGVVEADGGPRGGRGSPDAAHRSDRAVVRPAGLGLGAGQLQEPFHKTPEPVEGQLSFRHGPVGSPSLSAAFAMD
EYREALEPAFGFGKG
>MBL3576669.1 STAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MATSLIHGIDGIDLEIAEDLRVRLISDLSSKRAYRIDTAEWTRCDLSGVAVLLSAVKTASVLGATLEIDLPPDGLVERCM
RGCGLDPALLRRAGAMASAQV
>MBL3576670.1 response regulator [Rhodovulum visakhapatnamense]AB19
MAKKVFIVDDSPSVRQMVKKTLAGAGYDVMEAGDGEEALSLLASVRPDAILTDQNMPRMDGLSFIRAYRGRPGGMGVPIV
FLSTETRDDLRQQAKAAGALGWMSKPFDQAQLLTVVKRMVGT
>MBL3576671.1 chemotaxis protein CheA [Rhodovulum visakhapatnamense]AB19
MTDDDDGAAVFLIEARELQSAIERNLLDLSEAPGDRALIDALFRDIHTLKGSGAMFGHVDLAHFLHGFETAFEALRAPGR
TASDALINVALRACDQITALLDDPAAARAGNASLIESLDAALGGGGAASGPHPASAQATPAVAPAEDGWRISFSLGPTAL
GLGVNVPALLGELKDLAPDAVRIACETGALPGLDALDPACPPFVWTVEIAADLDPARIDEVFLFLRDDLVLEVTSLAEAA
APDSVAETPQQTVASAEPRPSDLPPADVPAEPAPATATRQRERSTMRVATERLDEIMDRVGELVIAESRLHDLSMALQSP
ALMAVAEDIRRLTSGMRETTMSIRMLPIGNLFSRFRRLVHDLSDQLAKPIDFVTAGGETELDKTVIELLNDPLVHILRNA
ADHGIEDGGARAATGKPRQGTITLSATHAGAEVHIRIHDDGRGLDDGQLRAKAIERGLLPANSQVTGPELYRLIFEPGFS
TAPAVTELSGRGVGMDVVRSVVQGLRGQIDVDSEPGHGTTVTLRLPLTLAITDGLLVEVGGERYSIPVAAVEECVELPPD
LALGAGRSNFLNIRGDLVPFLRLADVFETPGLRPDFQKVVIVAGSHGRIGLVVDRIVANAQTVIKQLSCIHAGLKAFSGA
TILGDGTVALILDVGHLIALGTAIEDRARKRKGAA
>MBL3576672.1 chemotaxis protein CheW [Rhodovulum visakhapatnamense]AB19
MMQAVTLTLSDEIFAFPTRILHEILEPVPVTRVPRAGSFATGLINVRGTVVPLTDLRVAFGMTSRPPDEHTRMLVLDVPV
AGAETTVAVIADRVLDVTELDDAAVGEIPEVGMRWPPEFLSGIARTDQGFVIVPDLARIYAAALSEDSADFSFEKDPSSC
V
>MBL3576673.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]AB19
MRLTIKLKLAGAFVLLIVMSALGIGITLSDMSALNSRLKDIVDNGAKRVELTLAVTAEALRAQMDVREYILAETQAQREA
VAQALTASRTVHERYVSDLQDLSTPEGRAALEDYGALYQELRGTSAKAMSLAEAGQKDAAYAVLSEEAPVIWSKMEANLT
SIRDRNNDMMLSAAADSAHRFELARRLAIGMIVGAVVIGSVLAILMLRSISSGLARANRLARAVAEGDLSQSARVTANDE
VGDLLKTLNLMCEKLRTVVGEVSTAARNVSTGAGQMSVTSEELSQGATEQASSTEEASASMEEIAATIQQNAENAAETER
MARKSASDARVSGVAVKEAVEAMQTIAEKIMVVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQSAAG
EISALSGSTVKAAREAGTMLESLVPDIERTSELVTQISRSTQEQATGAGQVNLAIQQLDKVTQENTSASEELSSTAEELA
SQAEQLQSAIGYFRLAEGGAAPRPAPARSKPRKDRRTAALGFDFNLDSEEDGLDAKFMRDWKKDSAA
>MBL3576674.1 chemotaxis protein CheW [Rhodovulum visakhapatnamense]AB19
MSGIGQVVTLGVGDERFAVPVDRVQEILDRRRIARIPNAPAHVLGVIDVRGTGVSVVDLRVVLGLPAAEEDDATRIVVLW
LETGRRRAQVALRTDRVFEVAALDGDRVEDVPEAQLLNWDKRLISGIGRRQGEFVTLLDLDRLFDALPESRTADPLDA
>MBL3576675.1 chemotaxis protein CheR [Rhodovulum visakhapatnamense]AB19
MSILSPFRADEAEDPDGPARRGAPRRTGSGFARFAAFVEAEIGVRLSEAKRTMVDGRLRRRMSQLGISDLDSYFRHLFED
GALDEERTAIFDAVTTNKTDFFRESAHFDHLMDVAAPAAIARRSGTGQPVKVWSAAASTGPEAWSIAMCLASLADRDGAF
NWAILATDINTEVLAIARRAIYPESMLGPLRPEDRQRWLMQGHGDHRGSWRIVPELRRRVRFGQLNLMDLDFSIDTDIDV
VFLRNVLIYFSAEDQTRLIDHISCHLAVGGTLYLGHSESMVAHRADLRQVGPATFVKAE
>MBL3576676.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum visakhapatnamense]AB19
MARSEISDPIRVLLIDDSASIRIAFKKLIAEDPGLELIGAAPDPFVAVEMMRDRLPDVLLLDLQMPRMDGLTFLRKIMSQ
RPLPVVVISAFTKSGSEASFKALELGAAEVLAKPSVSTPDERREAAIRISDAIRAAVQSRQPRARSARVAGPIQVGERHT
ADVILPRIATAPGFSGPPVIAIGASTGGTEALKVVLEALPSGLPPIAVVQHMPQHFTRAFADRLNLTCRLHVKEAETGEV
LTPGVAVIAPGHRHLVLRRSGKLYRVELHDGPCVARHRPSVDVLFRSVAQAAGGGAVAAILTGMGDDGAQGMAELHQAGA
WTLAQDEASCVVYGMPRAAVELGAVDRVATLGDIAREITARVTREDRKAVP
>MBL3576677.1 hypothetical protein JMJ92_00650 [Rhodovulum visakhapatnamense]AB19
MTAHSRTFSQHGSRHTGGAEVHVLRREVEAAFLAAGRSLVSMDERIEVLTVPLGDLVNRAPTVLDAVGAYANRLQTSAGA
LDSDLLAGARNVTELRSMIEKLGATVTDIGRKLKTMKFVATNARIYVFSLSTRHMRLEAFAESARDLVGHSDAIVTDVAT
VTECISDCLAVLAHRDLPSLRREVAALLPQFAEVGQMVSAFRGERRNETAFGRPLASTMDRMKDEFGRLIVSLQAGDRAS
QRIDHAGQILDLANAPGGDPALAMLAQAQLAGAHADLAAETENILMGLRDGVARFEDIAGSSGAGSERHRLTLFEMLHDR
VRSAEARVDEIRHRRTVMLEASELLLSEMERLRKVLTDISSLAEDLRLVGTNAVLACGELGDDGDALREIATQLRHLAAG
AAGEFGTVWRSLAATDKRISSLVEGIRSRLATAIAEIETSGSQMAVELEDVFSAGKAVSQGTGQLLASLRETVPQTCEDL
QSVLGRMGRIAESLRDAEEVAPLVDPDPELLRTAWDLYTMDAERVLHRDFCDRMRWTPPPDCAVAQVSSAEDVFF
>MBL3576678.1 urate hydroxylase PuuD [Rhodovulum visakhapatnamense]AB19
MFDIALVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTKDRPLPEGVLGEEWQVHGGGFYHIQKYTVAPAHMPEHLT
WFKWEAYWTFLSGLMLLVLVYWMGADLFLIDYDKIQWAPWQAIALSAGSLTIGWICYDLLCRSPLGGRPTTLMLILFAII
VAMAWGYTQIFTGRAALLHLGAFTGTIMVANVFLVIMPNQRVVVADLKAGRTPDPKYGKIAKLRSTHNNYLTLPVLFLML
STHYPLAFASPYNWLIASLVFLMGVTIRHFFNTMHARKGRPWWTWGATAAIFLVIVALSLAPTQNAVQAPETAALPAPLD
RVAAAEGFDEVRDIVESRCSMCHSAEPLWPGLGQAPKGVRLDSPGGIALHARDIYRQAGLSRAMPPGNVMMMAAEERARI
VAWYQGIDRAAR
>MBL3576679.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAGINNIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVQVLEALEEAE
AAVQEVTHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDVGFLLGDLPDSGLKVRSLGD
CPRVLCAAPTYIARRGMPRSGADLIGQGHDCLLLRFPGSREFRWTLQTAEGPQAFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALLPVCQETPPPDARLACLFPHKRNQDPKSRLFIEFMAGRIKTALRARDRIYQLPR
>MBL3576680.1 hydroxyisourate hydrolase [Rhodovulum visakhapatnamense]AB19
MPGYLTTHVLDTATGAPAAGLRITLYRVSGNSHRKIAEVETNADGRTDAPILPPGAFKTGTYELVFFAGDYLKRAGLAGG
EVLFLDQIPIRFGMDDPEAHYHVPLLLSPYGYSTYRGS
>MBL3576681.1 allantoinase PuuE [Rhodovulum visakhapatnamense]AB19
MTRYPRDLRGHGATPPHPHWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRLFTARNMPVTVYGVATALARGPEQVAAMQDAGWEIASHGLKWIEYKDYAEADERAHMLEAIRLHEEVTGARPR
GWYTGRCSAQTVQLAAAEGGFAYVSDTYDDDLPYWKKVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGLEGAPKMMSVGLHCRLAGRPGRLAALKRFLDYISGFDGVWVARRLDIAEHWARVNPPVEWERPTDMDRETFVARFG
GVFEHSPWIAEGAFGLELGPAHDSAVGLHNALARVFRSADAEKRLAVVKAHPDLAGKLAQAKRLTEASSAEQASAGLDAL
SDTERARFEDLNRRYTDRFGFPFIIAVRDHDKAGILAAFERRLENSAEAEFAEACAQVERIALLRLKEMLPQ
>MBL3576682.1 (S)-ureidoglycine aminohydrolase [Rhodovulum visakhapatnamense]AB19
MTGYFSTLGGHPGQDALHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPLTGFAETFAQYVMEVGPGGGSD
RPEPDPGAEGVIFVTEGALDLRLDGLPHLMTAGGYAYLPPGSDWTVLNPGEAPACFHWVRKRYAAVEGIDAPEAFFVSEA
DIAPVAMAGTEGRWATTRFVDPNDLRHDMHVNIVSFEPGGLIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAFCPQACYAGGSGRFRYLLYKDVNRHPALTLGAL
>MBL3576683.1 ureidoglycolate lyase [Rhodovulum visakhapatnamense]AB19
MLTAIPITAEDFAPFGEVVELGGEFKTINEGFCRRYSDLATLDIVDGAPGISLFNAEIRSLPYDCGLLERHPLGSQCFIP
MRNAEFLVIVAPDAGGRPGAPRAFVAGAGQGVNIGRNVWHGVLCPISGSGLFAVVDRIGPGPNLEEVRLPEPVTVTLAPE
G
>MBL3576684.1 purine permease [Rhodovulum visakhapatnamense]AB19
MAVDSSIGTPEQLRDPNYTPALHKAVPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMKYMIQMSMLFAGI
ATLFQTIGFGPVGARLPIVQGTSFAFIPIMIPLVAGRGGEALPMLFTGVFLGGLFHAMLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVPAMDTPEYGSLLNWSAALVVIFVTLGLKFFARGLLSVSAVAVGIVAGYLFALATGMVTIGGI
ETSWDRAAVLEVPLPFKYGFDFSIAAVVGFCLMAFVSAVETVGDVSGITKGGAGREATDREIAGATYADGLGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTIGAIFLILCGLVPKVGAVISTIPIEVLGGGVIVMFGMVVAAGISMLSDVNWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPESVQILMTSGLLPAALIAILLNLILPEELASEATEEVSGGLSGHGLGSLGRD
>MBL3576685.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum visakhapatnamense]AB19
MNESQTFDEMWGREQVLRPPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQKLSRGIEQRVQAINAFLYDIYHRQEIVKAGRIPQEMVSRNDAFLPQMIGVKPPGGVYTHIVGIDLVRTDDNEFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPGDVDEKPTIAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPESALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPDIVEFYTGEKAILENVPTWRCSEPEALAYVLDNLHDLVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTQKGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MBL3576686.1 alpha-E domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLGKTANGLFWMYRYIERAENISRLVETGQRIALTRLDSPDDEWVSVMKTAGVAKAYKRHHETVTKEAAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMALKDALSRRVNERDLPAVIDLIKERTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSVYSVGSSIDNVQWETILRAVSARGGYRMVHGSQASPRDIAQFLVLDRKMPRSLE
FSVTKIRDNLEYLALDYGDRHRSHELAEALKQRFSAHDIDAIFDYGLHEFLQDVLGSLNELGQQIEKDYRFYE
>MBL3576687.1 transglutaminase family protein [Rhodovulum visakhapatnamense]AB19
MRLKIRHTTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTTVEGGVKELSFEDHHRNTVELISFEKDVTELVVRCEGEV
EVLDSSGVIGPHRGPSPLWLFRRATPRTRAGQGCRALVREVKGEGDLDRLHALLRMVHGAVGYEIGVSRPDWTAEDAVTA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTGDRVQHEASHAWAEAHVEGLGWVGFDVSNEMSPDERYVRVATGLDYAE
AAPVTGSRMGGTGEALSVEIEVAQQ
>MBL3576688.1 proteasome-type protease [Rhodovulum visakhapatnamense]AB19
MTYCVGLMLERGLVMMSDTRTNAGVDNISTFRKMFTWEKPGDRALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVARTLKDVIAAHADVGQRADAAFNATLILGGQIKGGAPRLFLIYPEGNFIEAGEDTPFFQIGETKYGRPIL
VRAYDPAMSFEKAVKLMLVSFDSTLKANLSVGMPFDLQVYEADSLQLGRRIRIRANDPYFEQISTGWGEELKAALDSLPD
FEF
>MBL3576689.1 hypothetical protein JMJ92_00715 [Rhodovulum visakhapatnamense]AB19
MTPDHTQKGKTEPSIQRPASDVALSFSRLAPDAHARIRVFPVLAVAGAALTALVSVLAVTAVPPAQGRAPEAALALGRDA
TPVEGSVLLAGADAARAAPLAPVTRPAALSRVTGPAEDGLDAVAEARAAQGQQAARLMLAAYPATAGGTALPNGLHVYAG
PPDVAPPARPGAQPDAPEDQLAQLRPNPRPLAEEGDARRPRPRPSAEAPAAATDVVASLSAENAPRPHARPETDADTAGT
ALPEASGTDLQRPMARPVILADAADSGRPQARPIPLAVAASGASLVPAPGIELAAAFVPPVAAPAEAAVPEAASAAPAEQ
GLKASLRPQTRPAALARLARGALVPEERRSAAPRAEPFAHTDIARGANGCSMRLARGIPNRGRGALDGREIGSRMGGLHG
GDRDSLIVQQALAGNIPHFLRELTPVKVSGTLPGGGRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPT
TRMVDAIYAQAGLRLDPRPMTAGAQMSSTGYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKRD
GSPIQPLSTVHGAYYSDYSHGVRLVSQTAFLNGRAVSLASLLSNPTYAQMLTGEGPIDAPERLMASLYR
>MBL3576690.1 CreA family protein [Rhodovulum visakhapatnamense]AB19
MTRPALLALLVAALPITAPLAAPADEVGRVGVDWTGNDIVIEAIQDPEVKGVTCHVAYFSRSMLDRLSQGNWFEDPSNAS
IACRQTGPIEIGDIDRSPEGEEVFRQGRSLVLKSLRIKRIFDDANQTLIYLAHARELTQGSAKMSISTVPLFNSGAN
>MBL3576691.1 isovaleryl-CoA dehydrogenase [Rhodovulum visakhapatnamense]AB19
MFTATMDFDLDDETRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEEYGGAGMSYLAHTIAVEE
IARASASVSLSYGAHSNLCVNQIKLNGTDAQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMKLRAEKRNGYYSLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKSMSGFSTSRHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEIMPYLRDRQQFGQPIGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGQVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAME
>MBL3576692.1 DUF1311 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRLSLILAAALAAATPALAQQYDFKPDATLACMDKQKMPGADIACVGESARACFQKMKTPAVSDIAACQQAEGEYWKARM
DSAFEKLLGLAETADKDFAKTQDEPLHATMVNDLKNEQEQWDTWQKTRCWVEAMMRRGTPYRMTAAANCTMKQIAARAMF
MESAVKYMETK
>MBL3576693.1 OmpW family protein [Rhodovulum visakhapatnamense]AB19
MKTSLFAIAMTAAALAGSSAFAQSQGDWTLGLGLGYVLPKDDNGRLAGSESHVGDNARPTITFEYFFADNWGVEVLGALP
FKHNIHIDGVGEADTLQLPPVVSLQYHFATSSSVTPFLGAGLNYTTFWDTDSALGDVDIDDSWGLALHAGVDYAIDERHA
IRADVRWIDIDSDVKLNGSKIGTAHIDPWVFGVSYIWKF
>MBL3576694.1 methylcrotonoyl-CoA carboxylase [Rhodovulum visakhapatnamense]AB19
MRLRSTALPTSDGFLANRAAHLLALREVAEAAALAAAGGGEAARARHVARGKMLPRDRVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECRLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRRETPEDPAYDPDEILGVVPADLRTPYDIREVIARIVDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENEGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWTWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWTSEDEAAFKRPT
IEMFAEQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPETRFGVFRM
>MBL3576695.1 DUF2118 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFRKILIANRGEIACRVIATARRLGIATVAVHSTADARAAHVALADEAVAIGAPAPADSYLRADRIIEAALQTGAEAIHP
GYGFLSENPGFVEAVEAAGLTFIGPTADAIRAMGLKDAAKALMEEAGGPVVPGYHGANQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRKVTRPADFAAALASARSEAGAAFGNDTVLIEKLIEAPRHIEVQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDGSDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRVA
TGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLAFPCGIRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALDDTQVAGTTTNLAFLGRLARHAGFVRGEVDTGLIERDIESLAESPPPARAVEAAALLEAAAPSAGPLAGFT
LWAPLRRVVTLGRDGDEVTGTLLFDGPGHATVEIGEAVLEARCAADGWRIDGASAGAVRRAGGAIHVFAGAQGTFSFTPI
DPLDRATAAGAGADVIEAPMPGLLKSLAVVVGDRVAAGQPLAVLEAMKMEHTLAAPREGVVAEVLAAPGAQVEAGAALVR
LVPEQDDA
>MBL3576696.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum visakhapatnamense]AB19
MPDRVEIFEVGPRDGLQNEPRAIPAAEKIALIDLLGQAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGVRYAALTP
NIRGYERARAAGADEIAIFASASEGFSRANINASIDESFRRFAPVAAAAKADGLPMRGYISCVTDCPYDGPMPPGAVAAL
ADRLLALGCYEISLGETIGRGTPQTVAAMLDAVLAVAPPARLAGHFHDTGGRAMANIEAALEAGLRVFDAAVGGLGGCPF
ARGAPGNAATEKVAARLAELGFDTGLDPTRLAEAAALARRMRGDPPGTGPGGAAS
>MBL3576697.1 hypothetical protein JMJ92_00755 [Rhodovulum visakhapatnamense]AB19
MEHTTGRCPFAAQRETRSGAHPLHLRRSILNREVLRPVLRQLGLETMPDDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QRPRFERTPAGGVDLVFGAPELETRWRELTGAGAVWDLPPFVPRVALGPCPADLPAICFFAGPVLFGPEWRATPDCLGAE
APHHPVSA
>MBL3576698.1 HAD family hydrolase [Rhodovulum visakhapatnamense]AB19
MRPPRTILLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLADEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPPGSEPLHGVDADRIADRFETYLEEAITLKPGAREMLAGLGAAGLRLGLLTNGTRARQRAKIARFGLSPFF
RAIQIEEEAGFGKPDPRAYMRLLARLDTAPRDAWMLGDDPVWDVAAPAALGLTAILYDETGRTPLPEGAAARIDRLETLP
RLLAQTA
>MBL3576699.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum visakhapatnamense]AB19
MSSRPPAPLPPSWLPLPDAPAFPADGYAPLADAIGRLIGTANDVLLVQGEAMVALEAAASSLGRPGVRALNVVTSLYGRW
FGGWLRRAGAEVTDLAGAAPGHPITTDAVARALEAGRYDLVALVHAESATGILNPLPGIVALARAHGALVVVDAVASLGG
HPVEVDALGIDVAVMGPQKALGGQAGTSAIAVSPAAWDRIAPPGEAPSILSLADLRTLWLETGRGALPGTPSALEFHSLA
QTLARVEAEGMAAIRARHGRAAAAARAGARALTGAEWVAPGQASNLVTAAALPEGLSATELLTHASGDALSAGVGPAGER
LVRLNHTGPRARLETVLGDLATLGEALDAAGHPAPTGAALSAAEAAWREAETA
>MBL3576700.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTLLQARGLTKTYPGARRIRALDDVSFEIAPGETLGLIGPSGCGKSTIARVLTRLTEPDAGTIQFDGQDWGALKGRTLRR
ARGAMQMVFQDPGAAFHPRATVSGALCEPLRLHAIAPRSDWPDHVERLLTQVGLSPELAPRPLSALSGGQRQRVAIARAI
APRPKLIVLDEAVSALDASVRARVLDLLAQLQREMGLAYLFVSHDLAVTRALSHRIAVMEAGRIVEAGPAEALLAAPRTE
ILRRLIAAVPTIHTEKVSS
>MBL3576701.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTMLLGLTGLSVRYPGARAPALADLGLALFEGEKLAIIGESGSGKSTLARAIAGLLPPGSRIEGRIDWGDGPIPRPGRDI
GYVFQDPGGSLNPLLSVGRHLTEVLRTHLPLSPRAARARAAALLETVQIPGPAQALDAYPHQFSGGQRQRIAIALAIAAG
PKLLIADEATSALDVLVQAEITALLRSLCDAKGMTLLFITHDMALAGQLADRIAVMHAARMVEIGPAARVLQAPRESYTR
SLLAAHLDLASPRLVGEPP
>MBL3576702.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTRPFLRRPEALLGGAILLALILIAGLAPLIAPGDPLAIAGRPLIPPFTDAGLPLGTDRLGRDLLAELIHGARTSVAVGL
SAALVAVLAGMTVGTAAGFAGGAIEAALMRIVDAFQIVPGFLLALAFVSVMGPSLWVVVLAIALGAWTGPARLARARVLS
LRESDFVAAAKVMGMSPAEIAFRQIMPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSVTWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLVGEALTDSLTGRDKR
>MBL3576703.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MARLGRVVLVRLAGSLPVLLIVLVGVFLLLDSAGGDAVDAYLLSMGGGDAQMAAELRARYGLDGSVLNRLLFTLGQYARG
DLGWSIALNRPIGPVIAERLPNTLWLMGSATALSFLLGSALGVLAGRRPGSVLDRVLSGGSLFLYSIPSFWLGLVLAVVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVASLGMIYLALFLRIMRSGMAEAWGQDFTLAARARGLPDWRITLN
HAARNALLPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAMILTSALMVVIANLLVDLAYGWLDP
RVGSGAGHD
>MBL3576704.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MFATISRRGVLTGTAALLASTALPRLALAQGGGRLIVAADSEPRQLNPAIVASNGVFFISSKVIEPLAEASYDAGGLKPL
LATGWEGAEDGLSITFALREGVSWHDGTPFTSADVAFSAMEVWKPLQNIGRSLFANLETVETPDPLTAIFRFSKPTPLQL
IANALPVVSSVLPKHVYEGSDIAENPANRALIGTGPFKWGDYRPGEYYLLTRNDSYWGEGLPHLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSSVPLADLDRIAKVPGLSVVTRGYEALTYQLTVEINHRTGILSDLKVRQAIAHAIDKDFVLDTIFLGY
AEKATGPVPANDPTFYTPDVTTYPFDIAAAKDLLDEAGYREGPDGTRFSLRLLPAPYFAETRQFGDYLRQALAAIGIDAQ
IVPHDAAGHIKAVYTDHAFDLAIAPTVFRADPAISTTILVRSGQPDGVPFSNQGGYANPDLDALIDEALVTLDPGKRVPL
YKDFQRMVTADLPLINVADWSFTSVVADSVTGVATNPRWVVSNWAETGLSE
>MBL3576705.1 hypothetical protein JMJ92_00800 [Rhodovulum visakhapatnamense]AB19
MGGKLHPEDEKINRIIAMVRARVGHPFRVLKRQFGDVKTRDRGLAKNRAQLFTLFAPGNLLLVRRRRRAWGRVRPNSAKP
PTRRAKTSRKGP
>MBL3576706.1 transposase [Rhodovulum visakhapatnamense]AB19
MKAHVGVDAQSGTVHSLETSTAKVHDSRIRDKVLHGEESSV
>MBL3576707.1 hypothetical protein JMJ92_00810 [Rhodovulum visakhapatnamense]AB19
MDDISGSRAPALFLVDDGASMIVASTSVPVGGVVGRDPGRDLERGQRPSRALAAAAPDRNPRGRIEAVTPRRADRSRERS
RPQPF
>MBL3576708.1 adenine deaminase [Rhodovulum visakhapatnamense]AB19
MVQPLSDLIAQGRGLVPADLVLRGGQVLDLVTGEMVPGDVAICGETIVGIGSAYEGREVLDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGIEGIDYFLQAATRTVMDIRVNLSSCVPSTGMETAGARIEAEALVALKD
HPKVIGLAEMMNYPGVLMQDPGVLAKLEAFRGGHIDGHAPLLSGRDLNAYIAAGIRTEHEATSAAEAREKLQKGMRVLIR
EGSVSKDMVALSPLLSERTSPYMCLCTDDRNPLDIAEQGHLDHMIRWMIGQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVALEDLAACRARLVLAGGRLASAGAFAAREDVAPVGRGSVRAPKVTAASFRATSNAAETHVIGILPGKILTEHL
IEAVPPEGGEKRADPRRDLAKVAVVERHGKNGNIAVGFVRGFGLQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGRVLAELALPVAGLMSLEPFETVEARLKALRAAARSLGVVLDEPFLQLAFIALPVIPALKITDRGLVDVEA
FEIIG
>MBL3576709.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum visakhapatnamense]AB19
MTPHAASEITEALCRKVPVIPVLVIEDAALARPLAEALVAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAATAAGARFGVSPGSTPALLDAARAGDLPLLPGAATASEAMALLEKGYSVQKFFPAETAGGAAALKALASPLPQIRFC
PTGGVSLANAASYLGLPNVLCVGGSWVAPKEKVAAGDWDAIVALAREAAALPR
>MBL3576710.1 phosphogluconate dehydratase [Rhodovulum visakhapatnamense]AB19
MPLHPVLEEVTRAIVRRSADSRAAYLDRIARAADQGPARAHLTCGNQAHAYAASGAAKDLLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMASYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVPPNTALRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGILLD
IEDFARLSEVTPLMARVYPNGLADVNHFHAAGGLGYMIGELLAAGLLHPDTLTVAGEGLARYTQEPKLVDGTLTWTDGAG
ESLNDKILRPTADPFQATGGLRALTGNLGRGIIKVSAVAPERHMIEAPARVFHDQEEVKAAFKRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVTPEAVDGGPLARLRDGDLIRLDAPAGRLDVLTEG
ALDRPPVTPDLSANETGLGRELFAAFRAHAKTATEGAGIVV
>MBL3576711.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MPKAEARAIRHGFPWVYSDELVMDRRTKALAPGTLAVLEDAERRPLGLAAVNPLSRIVARVIDRDPEAVVDQAWFAARIG
SALALRDRLYDAPFYRLVHAEADGLPGVVIDRFGSAAVVQPNAAWAEYRLDALVAALVEVKGVETVVKNGSGRVRGLEGL
PEETLVLRGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAKGGRVLDVFSHVGGFALAALAAGAESALA
VDGSEPALALAEAGAEASGLAGRFATRKGDAFDTLAALGAEGAQFELVVCDPPAFAPSKSALDAGLRAYERVARLAAALV
APGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGQILYTGFAGPDHPVLPHLAESGYLKALAFRLTE
>MBL3576712.1 PIN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKVLLDTCVLYPTVLREILLKVAGTGLFTPLWSARILEEWARAACKIGPTGEAQARAEIALLRGAWPGAEVAPKAGLEAR
LWLPDPDDVHVLAAAVAGGADAILTFNARDFPGHLLAAEGLVRAAPDGLLMDLWLADPGPVERAVAEVHAAAERMAGEPL
ALRALLKRARLPRLGKALG
>MBL3576713.1 autoinducer binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSVEPQGLDFAGTLRAQRSFDAAWLVFNDHLRAHGVSHALYAQLPSVRVRSISREMIYHATYPEGFTRRYASEGMIDHDP
RAHYCESDAEAPLYWNRPGDTLAADPEARDVLGLCEDFGLAFGMTLPLKGRSRLNRSGMGLAFDARTLAQAEEILAASEG
AILSAAALFHALAQTPDIAADMIRLSLRERECLLWSAAGLRNKEIAFRLSIAEKTVEHHMASAMTKLHAVNRTHAVARAL
ILGLIAP
>MBL3576714.1 M48 family metalloprotease [Rhodovulum visakhapatnamense]AB19
MLKLTPILLAVLYALAMYRFSAWRTGRELDARSSELADPALKALTDRMARALDLPRIRVDIYEIAPVNGLAAPDGRIFIT
RGFHDRYRAGEVTAEELASVIAHELGHVALGHGRRRMIDFSGQNAMRTALAMVLGRVLPGIGVYLANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTGPQKTLFEKLDRITQSRGGAMPAWLMSHPRTADRIAAIEAMETRWTPATTT
>MBL3576715.1 catalase/peroxidase HPI [Rhodovulum visakhapatnamense]AB19
MDGNDTSAGKCPVLHTTFGGQSNRDWWPNQLNLRILHQNPTAGNPMCPGFSYAAAFGTLDLKAVKADLHALMTDSQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGTQRFAPLNSWPDNVNLDKARRLLWPIKKKYGNAISWADLMILAGNVA
LESMGLKTFGYAGGREDVYEPEEDIYWGSEREWLATSDKPDSRYSGDRDLENPLAAVQMGLIYVNPEGPDGNPDPVASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPISRHFHENPEEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIDADDIAALKAEILGSGLSVAELVSTAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPAQLARVLEALEGIKAGFDARAAGGKRVSLADLIVLGGSAAVEKAAADAGHAVEVP
FAPGRTDATAEQTDAESFEVMEPVADGFRNYQKGAYSVTAEEMLVDRAQLLTLSAPEMTVLVGGLRMLGANAGQSAHGVF
TDRPGQLTTDFFVNLLDMGTVWVPTDADETLFEGRDRATGTVKWTGTRVDLVFGSNSQLRALAEVYAQDEAGPAFAEAFA
AAWAKVMNADRFDLA
>MBL3576716.1 response regulator [Rhodovulum visakhapatnamense]AB19
MLDDNEIDRLRLKKLCLRAGLKFRVREAASIHDFRAALDETSYDMVFLDYDLKMETGLDALELLKAHPDQPKAIAIMITS
SDDPATVAEAMRSGCSDYLVKDELTISMIRRAVTAAIEREIYRAAILHEREARAEVEQMLERFSAVCAADIRGMLSGMLR
KIRVVTQSVEGHSEIRKEAAEAERACLDLFEYLENMKTILALEAQPKTERLLR
>MBL3576717.1 PAS domain S-box protein [Rhodovulum visakhapatnamense]AB19
MKLALMAFCVVLVASLFFAAVNLFGVQWYRTAAVSRMEFAGGFFAERLLQQLDLMASDGRKIAALPEIDGVVAATGQGLH
DQKVQESPDIYGHRRLEAVFDSVLRTRPHYSQLRYIGRDDNWREVVRVNRVSDRTEGVRRSALQSKGDEPYLADEAALDA
GQPFFSRVTLNREQGRDEGPPTIRLVVPVPGSDGRAVGALVINADFESILRAAVIYPADGYVVTAMTSSGDFMRYDPVTG
PGPLRFHGTPGWRAEDLPDLSGIVPSGSTRATKIGWQRAINVTGLSAASLSRGERLPLRTDIFVVTELPTPYLFAPIRQQ
LVYGLAAGIVLSVLAGLVAWHFGNRLTGPLNRLARGLRASEPGDDLRDLIPESNDEVAELARAVVKLNERLYQKSAKLNA
IFAEAADGLITINQEGVIEEANVAVARIFGYEPSELLGRNVSMLMSDKEAVKHDRMMRRRIGQATPQRLIAGREMPGKRK
DGTEITVEISVASTSHAGGTRFIGVLRDVSSRREAQARSEALVQALERSNADLDAFAYFASHDLKAPLRVIDNASAWLEE
DLAPYLNDDTRDSMNLLRSRVARMDRLLDDLLNHSRIGRIDEKAQIVEGRELASELRGLLNLPEGFTFEVTPDFDKLHIP
NMPIKTILLNLLGNSLKHHDRPTGLVRLSGRETDDAYCLSVSDDGPGIPPAYHKKVFEMFQTLRPRDEVEASGMGLAMVL
KYVQIAGGQVRIESDGGRGTTMHVVWPKVRAKSGKSAWRAA
>MBL3576718.1 response regulator [Rhodovulum visakhapatnamense]AB19
MTQDADLLGRTPLNLLIVEDDDGDAKAVRRALNRSRIKATLTRAVDGVEALSIMRGVAGPVPASPYIVLADIRMPRMNGL
EFLHELRNDCSLRQAVVFVLTTSNDDDDKRIAYEAGISGYILKQRVGRDFASLIETLDRFWNIVSFPDIRLSED
>MBL3576719.1 response regulator [Rhodovulum visakhapatnamense]AB19
MRDLDVMIIDDDAGDRKLIRRLLERSGMCRSICEAELVHAALDHGSETLDAVFIDYVLPGENGLDGLETLKRKWPGAAFI
LMTGQGDEQIAKSAILAGAADYTPKSRINQAGLERMLVRAVEMVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEEMGEVQSAELQKLMVMMKKTATQMSHLVETLADHIRTDINPVFETIPATELVENALSFLDQDIRESGGSVDVDLSD
FDVFCSPAMLAQLLQNLVSNAIKYCGENAPEIRISARRLENGDVLFEVADRGIGVPEEYRQRIFEPFQRLSWATDKPGTG
LGLATCQKIVKRHGGRIWCEANPYGGTLMRFRVPGSSAPVDGFASKVWSPHPSDAAVSR
>MBL3576720.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MNITLRQLSYFIALAETRHFGRAAESVHVSQPALSVQIRELETDLGVQLVERQPRAVVLTPAGHDLLRHAQRVMQEVRAL
RDAARWQRGLGGRLSLGLIPTVAPYLLPKALPLIRAQNLTLEIGVREARTDRLLADLDEGRLDAALVALPVGRDDLIEAP
LFEDRFLLAGSARQIAALGGETAGVRPAALDPDRLLLLDEGHCLADQALEVCGMRREETRVDLGASSLATLCGLAAEGFG
LTFLPEIALVSERAASPALAVHRFASPEPARRLGLVRRRLSRDDGWFEALAAILAEAGRSLTDSARAAAGG
>MBL3576721.1 lipoyl synthase [Rhodovulum visakhapatnamense]AB19
MRDLKNPAERHPEKARRPDAPQPKKPAWIRVRAPGGEGYRDTHRVIREHGLATVCEEAGCPNVGECWSHGHATMMIMGEI
CTRGCSFCNVATGRPDALDVFEPGRVADAVQKLGLRHVVITSVDRDDLADGGAEHFAQTIRAVRHRAPETTIEVLTPDFL
KCGAGAVETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPAMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHGVDRFVTPEEFAAYERAAYGKGFLMVSATPLTRSSYHAGEDFARLRAAREARLAQG
>MBL3576722.1 site-2 protease family protein [Rhodovulum visakhapatnamense]AB19
MTWSYPVGRVFGSEIRIHATFFLLLAWIAAAAWIADGPIAAVANLVFVLALFACVVAHEFGHALTARRFGIATPDITLLP
IGGLARLDRMPERPGQEIAVALAGPAVNLAICTLLIVLGARTDLTGAAALQDPAAGFWSKLATVNLFLALFNLLPAFPMD
GGRVFRALLALRLGRVAATRFAARSGQALAFGFGFLGLVTGDAVLVLIAIFIFAAAGAESADVALRDMARHLRARDAMIT
DYEALQPSDTLRGASSTLIRTAQHEFPVVDAGGGLRGILTRTALFQALAEGRDMSPVAENMARGIPTVPLAAPLDAALDA
LQDSGAPAVAVTEPSGRMIGYITRENIGDLIVICGRDRNR
>MBL3576723.1 single-stranded DNA-binding protein [Rhodovulum visakhapatnamense]AB19
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSENWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYTTEIALRPYRSELTMLDGRDGGGSGGGNYGGGSGGYDQGGSRGGDYGGPQPAGDFDDEIPF
>MBL3576724.1 transglycosylase SLT domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLFKSQTRVLDGRAAQQYSNSVRLQPDRVHTPSQGSLLYSGRYRGEFVDVARDAARKHGVPEDLFLRLVQQESGWNSGAV
SHKGAIGLAQLMPDTARRLGVDPTDPHQNLDGGARYLRRQFDRFRSWRLALAAYNAGPEAVEKHGGVPPYQETQTYVRRI
WGS
>MBL3576725.1 hypothetical protein JMJ92_00905 [Rhodovulum visakhapatnamense]AB19
MFSIEHEFDATVITLVDEGPQHLQEDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAAFDLPEGVYRIAFGRD
>MBL3576726.1 hypothetical protein JMJ92_00910 [Rhodovulum visakhapatnamense]AB19
MSGQTKYDEHAHLVEKMAEVLGVDLEEEAMAGRWTPEDMQDTVSRCLGCTEPSQCKGWLGSHDTGTDETPGFCRNKDLLE
AMRARLVSA
>MBL3576727.1 hypothetical protein JMJ92_00915 [Rhodovulum visakhapatnamense]AB19
MEDQGRLSKHFWLTQGMARTIGVNLNDALRSGQLGRGEYSELVAACAHCGRAEECMRWMGHQVTGADRLPEWCGVGVRLE
ALKEPA
>MBL3576728.1 divalent-cation tolerance protein CutA [Rhodovulum visakhapatnamense]AB19
MIHVVTTCPDIDSARAIARAALDRRLAACASILPGVVSLFHWQDRIDEEPELQLTLKTDDGHRAALVSLIAETHPYDLPV
ITWETVETTPEAAAWLTAETSA
>MBL3576729.1 DNA-packaging protein [Rhodovulum visakhapatnamense]AB19
MRKASPKVESKRLILNRPALKSGADWIACATPEMQAAFLEGLNDSALLALPYLFEFWALPHQLPPEGDWRSWVIMGGRGS
GKTRAGSEWVRSQVEGARPLDEGQARRVALVGETVDEAREIMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFS
AHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGQAPQQCVTTTPRNVAVLKSILANPSTVVTHAPTEANRANL
AASFLEAVRTRYAGTRLGRQELDGVLLDESDGALWTLSRIEALRVDEAPPLDRIVVAVDPPVTSRDSSDECGIVVAGVRM
QGPPQTWCAYVLEDVSISGVAPTAWATVAIEAMERYGAERLVAEVNQGGDLVETVIRQLDPMVPFRAVRATRGKIARAEP
VAALYEQGRVKHLRGLQVLEEQMCHMTARGYESQGSPDRVDALVWAINDLMIAPAAHWRRPRVRGL
>MBL3576730.1 phage portal protein [Rhodovulum visakhapatnamense]AB19
MKFNLFRRAAERLPETKASATGPVIAWAGAGRAAWTPRDTSSLIRSGFNGNPVGFRAVKLIAESAAALPLICQDDERRYE
AHPVLDLLKRPNPAQGRAELLEALYGQLLLSGNGYLEAVGGEGGLPFELHVLRSDRMRLVPGADGWPVAYDYMVGARKHR
FDMTGAVPPICHIKNFHPQDDHYGLSAMQAAATAIDVHNSASRWSKALLDNAARPSGAIVYHGGEGQSTLSEEQYARLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVAGAVAEFLTHFSGAAVSLRPDLDQVPALAAERDTQWKRISEADFLTEDEKRALLGLPRRPEGR
>MBL3576731.1 hypothetical protein JMJ92_00935 [Rhodovulum visakhapatnamense]AB19
MAGQRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRMWLTVYGIVAVILAEGIASILSAISTP
>MBL3576732.1 HK97 family phage prohead protease [Rhodovulum visakhapatnamense]AB19
MKEYESGIALERKFCKSDTLPLALKDGAVIEGYASVFGAADYGGDIVQSGAYTACLRQMGTEGRRVKMLWQHDPCEPIGV
WDEVREDARGLYVKGRILTDVARGREAVALVAAGAIDGLSIGYRTKRAGKDDSGHRLLAELELWEVSLVTFPMLADARVG
TKAEGTAEELLRDLAEAFAGARRMLAEG
>MBL3576733.1 phage major capsid protein [Rhodovulum visakhapatnamense]AB19
MTETEIKAGRAHGPAMEMREALEDFLIDFRGFQSEVKSRLKQQEERLTMFDRKSQITAGRPALSRAVEIEVPHKKAFGAY
LRSGDDDALRGLEFEGKAMSTAVAGDGGYLIDPETASTIKSVLTATASIRSIAQVVTVEASSYDVLVDHADTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKVSQRLLDDSAFDIEGWLAGRIADKFSRAEAAAFILGDGTDKPRGFLSHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANGSFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAPDAAAIAFGDFQAGYTVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVA
>MBL3576734.1 hypothetical protein JMJ92_00950 [Rhodovulum visakhapatnamense]AB19
MMLIEQTTVPAAALPLAQFKAHLRLGTGFADAGDQDAYLETLLRAALAAIEARTGKVLISRSFSYVLYGWRQGGSQSLPV
APVRAVTEIRIVDRGGVAVPVAPERYHLLADAHLPVVRGAGGSMPGIPFEGSAEIDFEAGFGSDWAAVPEDLGHAVLLLA
AHYYENRLEQTVGGGAMPFGIAALTDRWRRLRMTPGGV
>MBL3576735.1 head-tail adaptor protein [Rhodovulum visakhapatnamense]AB19
MARTPILSRRLELEVPVRVADGAGGFSETWVARGTLWAEVTVRSGGEQSGEELALSRVLYRIVVRGAPPGAPERPVAGQR
FREGLRSFRIRAVTEHDTRGQYLACLAEEELAA
>MBL3576736.1 DUF3168 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSYGMAAALQAAIFQRISGHAAVAAIVGEAVYDAVPAGRLPPIYVSLGPEEVRDASDKDAGGALHLVTISVVSEEAGFAR
AKAAAGAISDALTEAPLVLVRGRVVGLWFDRARARRVGAQDQRRIDLRFSVRVEDD
>MBL3576737.1 phage major tail protein, TP901-1 family [Rhodovulum visakhapatnamense]AB19
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLAGAGVKSAAITGSGVFKDAETDTRAR
QVFFEGLMPVFQLVIPDFGIVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLNFTAI
>MBL3576738.1 gene transfer agent family protein [Rhodovulum visakhapatnamense]AB19
MPNPHAGEVALMVNGERQVLKLTLGALAELEAALGADTLLTLIERYEEGHFATRDVIALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEAKHDGL
>MBL3576739.1 phage tail assembly chaperone [Rhodovulum visakhapatnamense]AB19
MGFDWGGLMRAGIRGLGLRPSEFWDLTPAELMLMLGAEGGPAPMSRARLEELARAFPDKLRDEG
>MBL3576740.1 phage tail tape measure protein [Rhodovulum visakhapatnamense]AB19
MAEAEDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQNQLGGLLAGGIEGLLGAALPFARGAPFSQGRVIPFASGGIVGQATYFPMRGATGLMGEAGPE
AILPLSRGADGRLGVRSDGSGSSRPIQIVMNISTPDVQGFARSQSQIAAEMSRLLSRGQRNR
>MBL3576741.1 DUF2460 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAFHEVRFPANLSFGSVGGPERRTEIVTLANGYEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFEARRGQLYGFRWKD
WSDYKSCRPSGAVDPEDQVIGIGDASTVEFQLRKTYASGSQSYLRPIAKPVAGTVSVAVDGRQLFAPVDFAIETSTGIVT
LPEPPGMGAVVTAGFEFDVPVRFDTDRIQTSVESFRAGEVPSVPVVELRI
>MBL3576742.1 DUF2163 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPLSATFQAHLESGATTLARAWALTRQDGVVMGFTDHDRDLTFAGITFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAALRIWMVNWRDAAQHALIFTGTLGEMTRTAGVFEAELRGLSEALNQPQGLVYQAPCGAVLGDAACR
FDTAHPDFSTVVPVASVTGRRLFRIAGLSGFAPRWFEQGRLEVVSGPAAGLVGAIKGDREDSGGRVIELWSEIRGTVLAG
DSLRLVAGCDRRAETCRDKFDNFLNFRGFPHIPGEDWLMSYPTRSGLNDGGSLKS
>MBL3576743.1 C40 family peptidase [Rhodovulum visakhapatnamense]AB19
MTIMGERAANEARRWIGTPYRHQGSVRGAGADCLGLLRGVWRSLYGREPEEVPPYTPDWSEPQGEEILWRAAGRHLIAKP
QEEAAEGDVILFRMRDDTVAKHLGVQGRVEEAPSFIHAYSGRGVVESSLSQPWARRIVARFAFPEGI
>MBL3576744.1 glycoside hydrolase/phage tail family protein [Rhodovulum visakhapatnamense]AB19
MATIVLSAAGAAAGSALGGSVLGLSSAVIGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSTHGGGKGAPSKPKVKEYSYSVSLGIALCEGQIARVGRIWADGAEIEPQSLTLRVYDGSEDQLPD
ALIEAVEGPGRAPAYRGIAYVVIEDMELARFGNRVPQLSFEVVRRAAGTTDDLPALVQGVSLIPGTGEYALATTPVHFSY
GPGQAVSANVNSPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARLRPKVEQTGFDGNPMPWRVAGLSRSAA
EIVPHVDGRPIYGGTPADASVIEAIRALNARGQAPVFYPFILMDQVPGNALIDPYTGAAGQPPLPWRGRITLNFAPAHPF
TTDGTRFAEEEVALFFGTARPEDFTASGQSVAYVGTDDWSYRRFILHYAHLCALAGGVSAFCIGSELRGLTTIRGGSGRF
PAVDALRALAEDVRAILGPGCKIGYAADWSEYFGYHPETAPGDVHFHLDPLWADPAIDFIGIDNYMPLSDWRDGDDHADA
AWGAIHDLDYLRANIEGGEGFDWYYASQAARDAQIRSAITDGAHGEPWVWRYKDIRNWWQSTHHDRIDGVRSATSTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDAKSSESALPPYSTGARDDLIQHQYLRAMLGYWGDPAANPVSALYGGPMVDLSR
AHVWAWDARPYPQFPGNRTLWSDGDNYGRGHWLNGRASAQALDAVIREICTASGVTDLDVSDVYGLVRGYAVGDLAGARS
ALQPLMLAFGIEAAERDGLIVFFNRDGRAGVVLDPADLAQTGDLAGDIEHSRTPGAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRAVSVSELPLVLTAAEGQAVVERWLSESRVARDRVRLALPLSTLSVGAGDVMRLPSGDYRIDRVDLADTRQIE
AVRVERGLYLPPRFEDRGVAQAAFVAPVPVHAVFLDLPLLTGEEVPHAPHVAAVAAPWPGAVDVYTAVEDAGYTLNATLD
RSAVIGLTETPLAAADPGRWDRGPALRVKLAAGSLASVGEADLLAGANVAAIGAGGPGGWEVFQFAEAELIGPRTYELRL
RLRGQAGTEADMPQIWPVGSTVVLLDARVPQIALAASARGLARHYRIGPGTRAYDDPSYDHVRLAFDGIGLRPYAPCHLK
AVRAPGGDLELSWVRRTRVDGDSWASVEVPLGEERELYSVLVKSGEGAVLRTETVAATGWTYTAAMQAADGTTAPSALEV
AQLSDQFGPGPYRRIEIDG
>MBL3576745.1 DUF2793 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MADTANLSLPLLQAAQAQKHVTVNEALTRLDALVQLRLQSVTVSAPPMGVPDGQAWGVPAAGEGLWEGQDGRIAVQDNGG
WVFVAPLPGWRAYVVDAGADMRWTGSAWSAIGAAVSASGAGIALRVLEFDHVLTPGGAQDTGVAIPSHATVFGVTGRVIE
AISGTLSGWRLGADGSDNRFGSGLGLGLNSYVHGVLGSPLTGYAPMPLTLTPEGGDFSGGTVRLAVHFAELTIPASV
>MBL3576746.1 hypothetical protein JMJ92_01010 [Rhodovulum visakhapatnamense]AB19
MRPVLHGDAVAAARALYTLPQADRAGALQAMLLRVEAADAYRKRFGRGHPLWGNGSLMALVQRGALPPEPSLDEPDYCRC
LAQVFAALAAWRDWKAAFPSPG
>MBL3576747.1 serine O-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MPEIKPRLAELDPVWKRICDEAEEAVHAEPLLGGLMHSSLLHHAGFDDALAYRFAMKLSSGDMSEQLLREIADAAYADDP
GLGRAARADLTAVYDRDPACHRYIQPILFFKGYQALQAYRVGHWLWRRGRQDMAYLVQMRVSECFGVDIHPAARMGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLQDVPPCST
VAGVPARIVGEAGCDQPSVMMDHRLGGCGCSED
>MBL3576748.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MVRKAQNLLTSDGPIAEIADQLGYADPAHFSRAYRRWTGFSPRAHRRMILSAATPAPVPNPTADGCPASFSREDREA
>MBL3576749.1 AraC family transcriptional regulator ligand-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDRILRAVDLPVGLLDRPVLVLPRMDHYAVLQAAGRDTGSTDFGAEMGAAVRIGMLGPYGTGTTEAPTLGAAIRRANGTL
NRMMQTDTDLVLCRLRRGVHWSMAFHTRGKAGRFQNELLATGYQFDLLRHFPGEAWSPKAIRVRDIERARIAHLEQLFRA
PVCGPDRGDSPVPGMEFDERCLAALNPATAWTRPRTTPRQRPCRRPPIPWPACVPPSGWSICADVPGSTASPPGSVCRGT
AFSGSSDLCGAT
>MBL3576750.1 DUF3280 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPLCRLIPILLLAGVFGASARADPLPVAVFDIEFVNFSQEVEFGATNAAERARARMLSDAFRRLVAQSGRYRLVDMAPAE
ADLALHGNPFSCNACEADIAARLGAERSFTGAVQKLSVLVQTIVIRERDARTGEVLALYQTDIRGNTDEAWRRGLSWLMK
NRMLPGTAALDGG
>MBL3576751.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum visakhapatnamense]AB19
MARRFTRSFTQQEPISEAAIEAAVAVLRHGRLHRYNLAEGEAGEVALLEEDFAAFTGARFALAVASGGYALACALRALQV
RPDEPVLTNAFTLAPVPGAIASLGAQPVLVEVTPDLVIDLDHLKARIDETGARVLLLSHMRGHICDMDRLMTICDGAGVR
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPKLMARAVLLSGSYMMYPRHSAAPAPEFFEDLW
AQVPNVSGRMDALRAAILRPQLADLPGRIVRWAELYRALENGLRTTPGLALIERPAAESFVGSSFQARLPDWTPGRIEAL
VARCAARGVELKWFGAAQPQGFTSRYAHWDYAAPEPLPRTDRVLAGLIDLRLPLTFTPEDCRVIAEILDEEIRRDTA
>MBL3576752.1 HAD-IA family hydrolase [Rhodovulum visakhapatnamense]AB19
MRTVIFDLDGTLADTSHDLIDAANACFETLGKGRPLNPEADAATAFLGGRAMLRLGFERLGKIGEEAPVAEQFPLFLDHY
AAGLDRHTRLYPGALDAVERLRATGIAVGICTNKPEALAEDLMTLLGVRGLFASLVGADTLSVRKPDPAPYVLAVERAGG
QVAHSLLVGDSATDRATARAAGVPCVLVTFGPAAAEMPGLVPEALMRTYDELDGLVARLLPES
>MBL3576753.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum visakhapatnamense]AB19
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMATGRALDPVRTVVVTGHQADAVRAAALDIDPEVAVVEQAERLG
TGHAVAQARPALDGFSGDVIVLYGDTPFIRPETLEAMAAARAQHAVVVLGFHAADPKRYGRLVMAGEALDRIVEYSDATE
AERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLACARGLSAGVVICDEAETLGVNSRADLAAAEAAFQA
RARAGALDNGVTLTAPETVFFAFDTVIGRDAVIEPNVIFGSDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATVGEHANIGAGTITCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITTNVPDDALALGRARQEVKPGLARRLMDRLRAEKAKRKGH
>MBL3576754.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum visakhapatnamense]AB19
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRARRVAVVHNGIIENFRALRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAVGHGEGEMFVGSDAIALAPLTNRLTYLEEGDRAVITRAGVEIFDASGAQVLREIRTIEVDA
TRVEKGGYKHFMAKEIAEQPAVLGDALRHYLGEEGTAIALPGDIDFSGVTRITMVACGTAYLACLTAKYWIERLAGLPVD
VDVASEFRYREPPIPAGTLAVFVSQSGETADTLAALRYCAGRAERIVSVVNVAESSIARESDLALPILAGAEIGVASTKA
FTCQLGVLALLALEAARQRGRLSPAALAEHLAALRAMPGRFNAALALQDRIEGLARRLAEATDVLFLGRGAMYPLALEGA
LKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPYDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWETL
VLPEAPELFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MBL3576755.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPRKAKELSALDVKRLEHPGRGRNAVFAVGGVSGLMMQVAPTGAKSWILRATVGAKRRDIGLGGYPDVTLAQARERAREA
RDMIRQGIDPVEQRKAARAALAAQQRRGLTFAKAVEKYCAAKLGELRNEKHKAQWRSTLDAYAVPALGPMLVDEITVSDV
QRALEPIWTSKTETASRLRGRIEAVLAWATVAGHRTGDNPARWKGNLDAILPKPGKVAKVAHHPALALADAPDWFADLRG
RDGMATRALELMALTAARSGEVRGATWEEFDLTAGLWTIPAERMKAGREHRVPLTAEAVVLLKALPRMAGSSYAFPAARG
GMLSDMALSACMRRINEAREGGYLDPRSGRPAVPHGLRSTFRDWTAERGYPRDMAEIALAHTVGSDVERAYRRSDMLDRR
RQMMAAWGAFLRGEAGAKVVKMEAAG
>MBL3576756.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3576757.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3576758.1 hypothetical protein JMJ92_01075 [Rhodovulum visakhapatnamense]AB19
MFLNTDPGLVMQHHQHFVADQSAYTAAHRLSPVTLRFPAVMTTAELATWAQVGKNSVPQLVARFGIRELTGHAKNHRFAI
HDVLRKIIGVTAASQEDLTMLLMPMQKASWVSQVTGLSTSAVSAGICENRSPLPAPVELTATGQDQAPARGRRWLPVQVE
AYLRGDPIPFLAPGLPLQQHRNTPAQEHAGNVFAAICADSAGSSRQVQL
>MBL3576759.1 hypothetical protein JMJ92_01080 [Rhodovulum visakhapatnamense]AB19
MMHQIPTMPTLKTAIAHIEAHGSPGQRQDPRKARIALALHGFEGPDFDSFPADLDHFDKTVPKLSGNMPALQRLIHASGI
SENTYRQSWRAARRLIATVTGAAAEKAERRSREDTWSALLARVDILVRSGLVLPIQRASLPALIDVCRQSQMAPRDLTPD
TVAPLLEGRNSHGRRILRRGLNTLDRLQTYPRLRDLLPPGPVTPAPKKTGRLATLPLHMQSAIPSWVDRAARTQVEHERH
EHLSEPLSDSARGRYRAALCLYVDTLLTSGMSIPENPDLEELFTRERIDLVLGRWTTEQTHTARTNFQYAVDLASLLARN
GASNPAEYLHGLTRVMTRLQEGRAAGRRMSPKTRRFCEELLNDPKKKILFQIQHVEYYRRALETLATARAKAFDLTFLAT
PEHMAALSNIRCGEAKDLLRRARMFGLLAAYAAIALEGAPYRRKNLLSLRHTGPRKTLLLHLEGRDPQAVIKFPNEELKN
GRWLSERGEELEAITIRTRGAGDLGPEILSFYLEKIRPLFPEATRTHCLFPPIERAHTTDSSFLIGTFDIWLAEGSAEIG
LPLSSHNFRHGYCSIDINEGRRSMEDLARIMGDTVATIQRFYSWIDAKRSVQAVQQDTARRRAEIVRAREGRRG
>MBL3576760.1 hypothetical protein JMJ92_01085 [Rhodovulum visakhapatnamense]AB19
MMRDRVLAKPAWRNFLHLEGLHDLPVPALLAADQLFEDIRTTGTTSPTPSDYATWAQRSGMEPCAWLDTLTGAAEVILPS
ELGNIAAARRLLRPTSPAGCSATSCQKVTGSTWDPCARVPSSRARQVSVHPWDLPEAWQTALRRAAQGLPGKKAAAPAHH
ILQRMQEKLCQLAWAAREAGLEIGLTEPALRAYLEALEARLRARKHSIRWATLRATVEELYRFARYVGDISDTDLSYLRK
RLGRYEVLEKGQDALKFATLLETGNTTLTLLDQADSLLTRAACAKTPAARHRLRNAAAILGLYSIVPLRNADAGLILGKT
LIWQSEAWIINTQIRKTRHRSPELLVVPLEPAFGRYVDAVVQGDFDPRYLPALREQACASGHPLILHADGSHTSPTHIPR
VFREQTGNSFTTTRTMLHSDQAISRGEQGTRDAMVMAHQTSPQTARKYQARRVRQVAVERVQEAAAARRATLLPTELLTA
INVINTKDRTDP
>MBL3576761.1 hypothetical protein JMJ92_01090 [Rhodovulum visakhapatnamense]AB19
MKLCDIHAALEAGQLLSGDRAFATLVAIEQLAAIEGIPVRTLGLAAPQFAQAYPLRDAPKMGMGRPRYQAWRKTILDAQM
LFDPGDVDGDSWISLARAEILGVGKPGAKLYNFWKHLPAGTPPRDVTETLVGEIFRALPEDRAKRFRVGFASFLQLFDND
LARRTGLLPATKPARLPKEHDHFRLVPMAPDLRDWRTTLSARKSVNALDYLNRLCLAAGRLNGKTDALEDLRHSLPNLPN
PESLGLPPLTEVVLRAYVTQLLRALGGPDPHLNSVEQSWLDLRTAARAAGCETSEIWAIGKPAAARGIPPSRITAADVTD
IMRSYRLNSMPATCRKGCMQFDALRGIVPETALPPEPLGIRHIPRRRVARTPEAEQARRAATRARHGWKSLYVAFHARGW
SSAKVSNTLAPLKARCVAAGHAPEDLTLDIFRTLEAGTPTAEQPRLRNAARHLRALGQDDPGYAMFCHSLPHIRTQRTHG
GVPESCAGELEELLDCMNAAPTTRRSARVAIGVVVDALGRPDISLADVLRMDLSDLDLGKHEPRKKSHAGKLQSLCGFLD
LPWTPAWRELQAVVVTSGLGAKDNPVPKVLAWHPGAAPNGVSLAWAQQLDRKLRSTLHNPPHGRADFAQSLARNLAAFDR
LHDLPQVVASGLLPQKIGAIR
>MBL3576762.1 transposase [Rhodovulum visakhapatnamense]AB19
MHCHRFESIQHAMRVIGDWIAFHNHRRPHQALAMRTPVEAFRLAT
>MBL3576763.1 hypothetical protein JMJ92_01100 [Rhodovulum visakhapatnamense]AB19
MHDRSALWLIPGAISLALFAYLLTRVEVEFAGRAYAAYGGIYIAAAIAWLWAIEGQIPTRWDIIGAVICLTGMAIILVAP
MLQK
>MBL3576764.1 polysaccharide pyruvyl transferase family protein [Rhodovulum visakhapatnamense]AB19
MGKIRKALELMNFLGNPMKDIEIFGMFGPGNLGDEAMLVAALDTLPPSRCTPWQSYPNRPVLNRLLRNRRHKHLLVGGGT
LIHGGRTGWLDYIEMRSREGAQVSFFGTGMAFTDEQISGESEAFQRWRAVLERSQEVHLRGPQSVDLCRRMGVQADVFGD
FAFLLHRPDIPIRDHYARDDTIGLNVGKCLGDQEAYEDACIALAQRLSSRHRLVFYVVVDTDMDVTRRVIDRAALSEKRF
SVEKHYFDPYKFMLSIRKHQAFIGLKLHAAGLAMVSGVPAVMIAYQSKSLDFMAPLGGGGEALVHLPIDIDEFFGKIEGA
LEGGEEFVFEDVISHIAQGQRKTLERVYLSPQ
>MBL3576765.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MPSLLVISSAPAALVDGKPFLDRKFVDGMRFYTDLWDGPVNCLLRVRTGSFPFGRVYEPGELPFGVRFLPAGGKPGGQDL
AGHDVVLCSGDNHDYLHLAGMCRRSGQKLVYIIEYIPETRRQIIFLDGALSLPKKIRSLVWTLGQEVRRRKAFGLADGLQ
ANGYPAFAAYESVNANVVMYLDNRMGSDLLATGSEMEARCRRILDGAPLRLVHSGRLERMKGSQDLIPIAARLVAMGIDF
ELDIFGSGSLEADLRRDIAAHGLNDRVRLNGVVDFETELVPFARRHADIYLSCHRQSDPSCTYLESMGCGLAVAGYANRM
WAALCQEARAGWAVPLGKVEAMSGVLAEAAADRQRLVECCDAAWAFAGAHAFEHEFGRRIEHLRRLA
>MBL3576766.1 phosphomannomutase [Rhodovulum visakhapatnamense]AB19
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLAACPAGPRVLVGRDLRASSPRIAEDVMAAICSAGREAVDCGALPTPALAL
AAMGQGEEGPGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALDRPGSAMGQGTRSFAPEAGAAYVARYVQAF
GAAALAGLRVGVYQHSSVARETLVEILRALGAEPVPLAPSDSFVPVDTEAVDAGTRAMLADWCAGQGLDALVSTDGDADR
PMLTDAAGRVVPGDILGAITARALGAEAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMDEILAADPAARVVGFEAN
GGFLLGFAARGPAGPLAPLMTRDAMLPLVAVLAAARALGDAAGGVAGLVAALPARHTAADRLQEVAPEASAALLSRLDGS
AEARAAFFAPFGREAGCDRTDGLRVSFESGEILHLRPSGNAPEFRVYAEADNRERAAAVLALGLERVAAALEAGSSLAER
GAQE
>MBL3576767.1 sulfotransferase [Rhodovulum visakhapatnamense]AB19
MTLPDFFIIGAAKAGTTSIFALLEQHPDVFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRVGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRRFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYVLQIETYLAQFPRDRFLFLTFEDFRDDPRATLRRITGFLGLDPLPEAAFGAGAEARNVSSAHFDALGAAAG
AQRLRGRMGPLWALRRLLPDPLRAALRQRVLPAGAGRAHEPPPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAGLG
>MBL3576768.1 glycosyltransferase family 2 protein [Rhodovulum visakhapatnamense]AB19
MSDPSRAYVLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPKILAEYAAACPWIEIVAKPDRGQRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEADPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARQLGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQHYMGSDPLYFAATCVF
RGLEPPYVLGGLAMMQGYLGAWLGGAPRHPDAGLVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MBL3576769.1 acyltransferase [Rhodovulum visakhapatnamense]AB19
MNLRYRPEIDGLRAVAVLSVLIYHAEFSLSGHPVLKGGFLGVDVFFVISGFLITSLILTEWDRTGRFSILNFYECRARRI
LPALFAVMFASIPAAWAILYPRQMIDFVWSLAASLGFVSNYFWYDLLGSYGAAADALHPFLHTWSLAVEEQFYIFFPLLV
AAVLARSGRLLLPILAALAAGGLGLAEILTRLDWSLSFYGLQSRVWELAAGALTAFVMRHAPDRGARPRRDAWLAGAGLA
LILLPMAALPVNWHHPGIGTLPAVLGTALVLRHAGGGDPVTRLLASPPFVAIGLISYSLYLWHQPIFAFARHLELDPPAW
QKLCWIGLAMALARASYLWVETPFRDRRRTRLRPLVASLSGSTVLALAFVGAMLATDGLKARLPGLIALYGKNEFDNEAL
RDRSWTVLDALAAAAGEAGSEASSPSPFEARGLWFAPAPPGPRVLIVGDSHAKDLFNALALNPDLYDGIGLARFGMHARL
PDDQIETLFAAPNLTAADIVLLSFRYSDRHLDRLPQLIERLKAAGKTVVLATSSAEYDLIDGMPVFDWYLRSSRAAFDPE
ALGRLAWSRRASHIAAINDRVAAIGRAEGVAVIDKIAPICDAARQSCAAITDDGYKTFFDYGHFTLEGAAYLGRRLHALG
SLPF
>MBL3576770.1 glycosyltransferase family 2 protein [Rhodovulum visakhapatnamense]AB19
MRTGADLAQIRINTGISVIVPTYREAENIPHLLAELDRLRRDYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIVVRTRD
RGLSPAVLDGFRAARHPVLVCMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSAVATWLARPL
TKVRDPMSGFFALRKADFDAARGLNPVGYKIALELIVKCGMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGASGVVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARGRHAGRQFLGFVGASLV
GLAVNYAVALWLSHKVLTGSYGLQVSAMIGIAAGMIFNFLGNRYIVFRKRYIRD
>MBL3576771.1 exosortase E/protease, VPEID-CTERM system [Rhodovulum visakhapatnamense]AB19
MTQTDMQARSLPRGLWAVLGLLALEMLALSVSYKHAIDFTCLANWPHRVCSGASGLMVSAFTTLGALAILAMLARRAFAD
LLAEARPALLPLALNLAGLAAMSVPILFLREGSGTASLAPTLAFWALGLGLGGLGTARMLAPPERWRHFLRATGWTLGAV
VVAGLAAPGLAIRLRPLWRFDTVTDTTFALVSRGMDLLGYEVDADPAAKIIGRGNFHIDIAPVCSGIEGMALVTLFVLLY
LALFRHELRFPRALILLPVGILVSAALNVVRIVALLAIGLSGHPDLAVGGFHSHAGWLMFTCIALGLIALAQGLPALRRD
PEPVAPARPMTDRPAPDRPSLPPLHRDPAAARILPFAVFMLTALVASTVSQHPGMFYPIRALILGAAVALFWPIYARLDW
RADPVAIGAGLLIGAVWVLIPVAPAESPPYGALTGTALMLWYLLRGVGTVLLVPLVEELFFRDYLEGKLRIGQGRAWSVF
AALVSAGAFAALHDRWAEALAAGLVLSWICRRRGRVGDAILAHAVANATVYAAALASGRLEII
>MBL3576772.1 ParB N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MARRKRLSPLTGPTEETPGVPPGPMPVLSRPPVAEIAAASASQAALEQLADEVSAARREGRMVLSLPLEAIEAGHLLRDR
MHHDTEDMAALKASLAARGQQTPIEVTDLGQGRYGLISGARRLAALSDLAAETGEPRFGQVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADAAAAVKGLFGNAPPARRSKILSFVALHRALGPVLRFPTAIPEKLGLAIVAGL
KADPDLAARLAAALKKTPPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARGPLR
>MBL3576773.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MSRDDIPPYLNISPDRAAELLGPPADTPGFAAVAEACRRGRQDLASRGLDETGARRLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESEGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQIEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDAYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENIAARALGREELHFEWDAVRAVMTRFDAGQQAEMAGLIQAHMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKTLLYGIWRREETARTAAAE
>MBL3576774.1 replication initiator protein A [Rhodovulum visakhapatnamense]AB19
MAAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTITPSVRGRATIFDADILIFCISQLMAAL
NAGRPTSRHLTLTAHDLLLATNRETSGDSYKRLREAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFQLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLAEEPGDILCVRRRDEVIERGGAPDGPPPVLSPEALETARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAF
LAWIEKRRNED
>MBL3576775.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum visakhapatnamense]AB19
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALLLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGITPDRPETGYGYLELTAP
PAGATPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAAY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDDSMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGIAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVKPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEVRLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MBL3576776.1 hypothetical protein JMJ92_01165 [Rhodovulum visakhapatnamense]AB19
MVFAAGTLYRLFPIVTGQPALSEFFMTEDGYLMLTVARNMAMGLGMSVSDGTIPTNGVQPLATFLFTLPYLETGGDKVTS
LIGIHLIMAAWSVAGFFLVRALAARILDPEGRAPALPWIAALLWYLSPLLVLHTMNGLETGLYSAAVLAVLLMFLRLLRR
EAPLGWAWHLGFGLMAGIAFLARIDAVFLLVAVYLVWAIDGLLLRRDPIRTVAARIVPSGLISILVAAPWLLNNQIRFGS
IMPVSGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVIAIATAVSLGVLAWFLIGVFTRASRPVRLMVLAY
LLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFRARGLRPAIWTGSAAVGLCMLLLGRLLLPGAQ
DQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRTEGNVLAYVVTSRIDYIADWYGVGGWAA
REEGGFAETFELIEHTKSPSLAVMRRRVLHEPG
>MBL3576777.1 oligosaccharide flippase family protein [Rhodovulum visakhapatnamense]AB19
MVQNPQPETGLKQRAMRGTVFSLAEFGASNLLRLVSNLILTRLLFPEAFGMMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVARFYDEPLLAQLLPVVALNALFAGFMSTNIATANRHLRLGRQTMLTIGS
QVLALALNIALAFWLRSVWALIWGGLASTVFMVVASHTLMPGIRNRLRWHRASFSDLIRFGKWIFLSTIAGFAMNQADRA
ILGKFITLDQLGVYTIAFFFGNLPILMARATLGKILGPLYRMRHPSKSEANRRNVLKARRLAVGGLVAMTVPLAYGGGLL
IELLYDPRYVLAGPMVVLFAFALPLQLVSLAYGGILLAVGDSRRQFYLTAMTATLQVALMLVGVMTVGVVGVILAPALAA
MLIYPLRSRYLNLHNADDPVSDMMLLAVSLALNGYACWLHKDGLLQLLS
>MBL3576778.1 hypothetical protein JMJ92_01175 [Rhodovulum visakhapatnamense]AB19
MHNQSVKQDRYSGSFEEFLAEIGGGADLDAVTARIAATIGPERARVFRLEDDRSHPFGSGGALLDHVGIPREVQQDLKRA
SGINQSLDARHLRIMRRLNDLALPDFLYGRMRRGVLRLQRRARARS
>MBL3576779.1 hypothetical protein JMJ92_01180 [Rhodovulum visakhapatnamense]AB19
MKTHIHCGFHKTASTYLQRVLRDNAKRLSCYLTIINRIELSTYDLRMACLAYNSGRGKASAVRAELDRLAQRVAGSDRPV
LITDEAFFGPHIGQDGETRLFPRAHEVSQMMVEAFAPHPVEILLYTRDESS
>MBL3576780.1 hypothetical protein JMJ92_01185 [Rhodovulum visakhapatnamense]AB19
MSFASALRRRARQGLGTALWALRDLPGAPAFEIFARRLDRVNRAHVAEIRSRGGDPMTPRAPGTLPKILWIYWAQGLDEA
PPVVQRCIASWRAANPGWDLRVLDRDAAGAFVDLSDLPAALPRRHEADFLRLRLLERFGGVWADATVFCHRPLEDWLPLL
AGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWARQYGDYLIARRRPPGPYFMVMYAFQFAVSRSPELMREWRCCSGLW
AVPSFRLMAALDGQAGAEEAAAETLRRGLPVSKLNWKKPFDPARFDAILGAAERKRDGG
>MBL3576781.1 glycosyltransferase family 2 protein [Rhodovulum visakhapatnamense]AB19
MTPAAPTDLAAVVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRSQPFTAARARNAGLARL
TETGPLPRHVQMVDGDCELRAGWIETARAFLDATPAAAVACGRRRERFPGATLWNGLIDAEWDTPVGRARACGGDAMMRL
EALVAVGFYNPTLIAGEEPELCVRLRQAGWEIWRLDAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGPPPERHNVA
QRRRALVWGLGVPLAAALAALVLGPWGLALLLVWPLQVLRLGLRGTGWRRALFLTLAKLPEALGVVQFHLNRLTGRSTRL
IEYK
>MBL3576782.1 sulfotransferase [Rhodovulum visakhapatnamense]AB19
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPGALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTEYGRYGMQIAPFAETFGADRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARALRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MBL3576783.1 glycosyltransferase family 2 protein [Rhodovulum visakhapatnamense]AB19
MTHRLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAAKPARFYLLLNSDAVLRPGFCRTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPLSELIRGANTGLVTRALRR
FEVSLGTEPVPARIDWASFACILLRAEMTAALGPMDEGYFLYYEDAEYCLRARRAGWRITRVPEAVAVHFRGGSGPVKTL
RNARKRLPPYYYASRARFLYQAHGLVGLWAANLMWHAGRGIALLRRLARRPGQQPPLEGEARDLWINAADPLGPRLAPHE
T
>MBL3576784.1 hypothetical protein JMJ92_01205 [Rhodovulum visakhapatnamense]AB19
MVPPMLALWSWVIVTVILFRALRPAQALVACLLGAYLFLPTRTSFDLPLLPTLNKHSLPAIAAAVMTAIVASQAASRPWS
AAAQSAGRILPGWIPGNPWTRVLFLVAVLSVGLSALVNDDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRILAD
EAGRQVLLWGLCLSASAYAALALFEVRMSPQLNMMVYGFHPSSWIQHLRGNGYRPLVFLEHGLRLGIFLTMGTLIACGLS
RIERRRRILCLLLAAWLFGTLVLAKTVGALAIALLLIPVALFLGTRLQIIAAAVLAGTVLFYPLLRSADLIPVDQVVGLF
EKYSSADRVGSLNYRLKNEDILLDKAMQRPILGWSTFARNRVFDPETGRDLSVTDGVWAIVIGESGLIGYMAQFGLLTVP
ILLLARRPRQVEATTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAAAAGPTTDPPAPNRPPRLRGGQ
AAEEEAPLPAMRATPYTRQTTLHSRSRRG
>MBL3576785.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MMGWSPTGGETDRAVTVTVASMAGLLTDLEARLVRGDGFSVATLNLDHVVKLSRDPAFRAAYLAQSHVTADGNPIVWLSR
LAGQRVELVPGSDLIGPVFALAARHEWPVAFFGSTAETLEQAKKVVEADYPGLRVVATLAPPMGFDPEGAAADAMIEELG
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIAAEWLWRMLSDPARLGRRYLDCLL
IMPGLTRRALCQRLRRGG
>MBL3576786.1 glycosyltransferase family 4 protein [Rhodovulum visakhapatnamense]AB19
MRKPSVLVIAEAANPEWVSVPLVGWSLASALGSVAETHLVTQIRNREAILRAGLVEGRDFTAIDTEPLMRPVWKLASLLR
MGKGKGWTTTTAIAALAYPYFERLVWQRFGAEIQAGRFDIVHRVTPLTPTTVSPLAARTTAAGVPFVLGPLNGGVPWPQG
FDAARRREREWLSYVRGAYRLFPGRRRMFTATAAVLAGSHHTAGEIPAPCADRVVYLPENAIDPVRFNRLAAQDISGPLR
AVFIGRLVPYKGPDMAIEAAAPLLASGRLHLDMIGDGPMQADLEAQVAALGLGGSVRFHGRLDHARVQDVAAAANLLLFP
SIREFGGGVVLEAMSLGVVPLVVDYAGPGELVTAETGYKVPIGPRAEIVCALRARLEALAGDPSELPRLGRAARDRVLSN
FTWEAKAHQVGEVYDWVLGRRPDKPAFAF
>MBL3576787.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum visakhapatnamense]AB19
MSIFNEALSSRRQSRAFSGLGLFWLAVAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPVLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLFALMLGAVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDQFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFLHPAKMSLTEALDLDTEGLVPQFLRLRLVQPSL
ALIAAAGLMLAGVAALQMLPDRGAVAVARDSFVAFPRRFGDWQQDGPPTVLAPDIARALQADDYHSITLVNPDSPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDGLRTGRTDGALVRLTTPILPEESDADAEARLDGLLKDMAPQLPRFIPED
>MBL3576788.1 isopropylmalate isomerase [Rhodovulum visakhapatnamense]AB19
MQDIYSCVFGTWRPGIGDPTWQGWTTVAVYLAVAALALRAARTAAFPEPSARRERVFWNLVALALLLLAINKQLDLQSAL
TATGRCLARLQGWYAERRAVQTEFIVAIGALSLLVLLGLLWLLRGTLRRSAAAIVGLCFVSAFVLIRAAGFHHFDHLLGM
PTLLSVRTNMVLELTGPLLIALGSLALARDTPSPDRSKTGRSEEP
>MBL3576789.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum visakhapatnamense]AB19
MTLVKGDVGSAPDVGSTPDGGSPDESPDEGPVVVDPVEETPDQGSGSDGGSDGGTDSGDTGGENGGQDSGQTGGQTGGDT
GSVDPGPGGSDGSSGTDTSVPLADAVEVTTGRVTTLTLPGAEDAVSVEIVARPDFGNVTVNPDLSLALVLTGETQTGALS
FDYAVTHADGTVTTHSASVTAVEGSQGGGWGAGDFYMLESAEDGSLVIEHGDVHETVYVTGSEAGLSRADIAALEGMKVE
QVNDYWLAKQTTYGFSEDMAVDQDVGSAVWRALTGPEPSSHWLLLERGYSYDDFKGLIDPGIVGESELHPIYIGAYGEGT
APEVTQEVRSFAETKKNIVVEGLTFSDGAALTNSENILLNDVTITGGTLIIKDAEGFTLRNSSIYDVWRDASLNEEDGTW
APNLNRVSGFYMTSADGVLVENNFFDHNGWEDGYDYARSAEDGQPPSMYSHNIYFSGFNNDVTLRDNIIMRAASYGAQFR
MGGVVEDNVFLDNNGAINPAKGGSDAFGNYSLVLGNVVTSAGYKTVDHSQGALSQGINVQGWDESLVDNIIAHLADPNNA
EEQAAKQGGQFALAINGSLYYNDTVIYNWTGSQNAAKSGAAEANVDGLDRAVLDETTIQNFAADLLGKSSATIADLAAYL
RAQADGALDDVVDADLIIAFFRTGFGMDTDLRADEAVLRFVPDDRGDGMRWDNRLNWSTEDLPGTQDGDSVDLGGNWVSY
GSATAAIEDLDLGDGGRLSVTQGRLDVEGTLAVGSSWGGQVTVDGAGQFWTAGYGDSDLLSISVMGGRFANTGVFLGNAD
LTVGENGQAILATDGAGFLLQAGRTLTVVGDDAQVGFDGDGGLSLLRLDDDATLKFVAEDGALGTIGEFRSGRFETSDVV
SGVDLGDATLAIDLGGMAGTASQTVLLEADELIGRFGDLEFTGLGANRNATVTIDYATDRVTLALSASGTGTGQVTLDIL
GAESDGSGTAHYQQIVEALQADYGTALGDPIAAHLTDASASILDWKRPPAAPSKEQARRPQHKTAAGAALKWTTHRAPGR
PDQGGDS
>MBL3576790.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum visakhapatnamense]AB19
MTVLEKFRLLIAGAKTGSSTPVTTPPATDPKIDPIDTVTPDDQTSGADGSTGDTAAQEGGDQTSGTPSETSEPEETDVGT
EPPASGAGTDEPETGAGETDAAPVIEEPAAETDAAQADAIASLSPVLLKFAALVGIDPLTLVKGDVGSAPDVGSTPDGGS
PDESPDEGPVVVDPVEETPDQGSGSDGGSDGGTDSGDTGGENGGQDSGQTGGQTGGDTGSVDPGPGGSDGSSGTDTSVPL
ADAVEVTTGRVTTLTLPGAEDAVSVEIVARPDFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHSASVTAV
EGSQGGGWGAGDFYMLESAEDGSLVIEHGDVHETVYVTGSEAGLSRADIAALEGMKVEQVNDYWLAKQTTYGFSEDMAVD
QDVGSAVWRALTGPEPSSHWLLLERGYSYDDFKGLIDPGIVGESELHPIYIGAYGEGTAPEVTQEVRSFAETKKNIVVEG
LTFSDGAALTNSENILLNDVTITGGTLIIKDAEGFTLRNSSIYDVWRDASLNEEDGTWAPNLNRVSGFYMTSADGVLVEN
NFFDHNGWEDGYDYARSAEDGQPPSMYSHNIYFSGFNNDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKG
GSDAFGNYSLVLGNVVTSAGYKTVDHSQGALSQGINVQGWDESLVDNIIAHLADPNNAEEQAAKQGGQFALAINGSLYYN
DTVIYNWTGSQNAAKSGAAEANVDGLDRAVLDETTIQNFAADLLGKSSATIADLAAYLRAQADGALDDVVDADLIIAFFR
TGFGMDTDLRADEAVLRFVPDDRGDGMRWDNRLNWSTEDLPGTQDGDSVDLGGNWVSYGSATAAIEDLDLGDGGRLSVTQ
GRLDVEGTLAVGSSWGGQVTVDGAGQFWTAGYGDSDLLSISVMGGRFANTGVFLGNADLTVGENGQAILATDGAGFLLQA
GRTLTVVGDDAQVGFDGDGGLSLLRLDDDATLKFVAEDGALGTIGEFRSGRFETSDVVSGVDLGDATLAIDLGGMAGTAS
QTVLLEADELIGRFGDLEFTGLGANRNATVTIDYATDRVTLALSASGTGTGQVTLDILGAESDGSGTAHYQQIVEALQAD
YGTALGDPIAAHLTDASASILDW
>MBL3576791.1 acyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MGFDHQETRGSASPGRARKEATPSPADQGRLVIYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGYAPGRPQPWD
ALLRTRARRLLLPWLTWCGVYYILGLYRGTAWTPGAPLEPFSLAIGPAIHLWFLPFAFVCGLVFGVLRPIWPSRLWPNLI
GLILILGAGFVLNQRLSLPAPTGQWLVSLPMATAGFLASIHRRPADMSAILLTTMAVAGVGVAFGFVDGALQTLVAAPFC
LIAILWRGRIRPGLAWAGDLAFGIYLIHPAVFLLLWKLTPSLGTMPSGFGLAAFAVSAAAVAVLRLWPPARRML
>MBL3576792.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVVKLEIAPVPLPAGVLLLGTALGGLGLARRRKAAKA
>MBL3576793.1 glycosyltransferase family 39 protein [Rhodovulum visakhapatnamense]AB19
MAPEFAASPAKDRAAAVLTVVLFTLAAAAVQLALIGNNSFTGDEQVTLLFLRADWSELWGRLWGADTHRPYYYMLLKAWS
EVFGESRFALRSLGGLLHAASLPFVWVIARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVTFSIFGSLAALSALAA
AERAGATALPARRRVLLWAGVTVGAASAFYAHSISVLYPILVGLWALVSAGTGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKDFWIPLTTPGRLVSQMRDAYPSPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLSSVLLGLGLAGLPGRRLRLGVAALVLLAQALVARLDYVPHYQPSEPERLAAFFDRIDPAETDLILGR
QNVEHTLRWDYPALFDGPVFAFNKGDEKIIYDAANRSVRVLRAEADALPLTRPYFLIVRQIRPPAPPGDEVTPALARIAA
RGRLVAQAEGRWWTAELYKRTDPP
>MBL3576794.1 UbiA family prenyltransferase [Rhodovulum visakhapatnamense]AB19
MQQTLREQTVLVVDLDGTLIRSDMLYESLWAACRADWTAGLAVAAALPRGRAAVKRLLAGRAMPDPASLPYDEAVLERVR
AWRAAGGRTVLVTATDQGPAEKIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWREAARAI
TVNAPETLRREVEALEVETEHLGSAARPLRPYLRALRPHQWLKNILVFLPMVAGHQLQAGVLLQGLMAFVAFSLVASSVY
VVNDLLDLAADRAHPRKRNRPLASGALPIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRLIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMAVASGYV
SVLVMALYVNSPAVSKLYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQICGLLIFGLALVATVV
>MBL3576795.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum visakhapatnamense]AB19
MQIEQTALPGVLILTPARHGDARGFFCETWNRARLADHGIEIEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPSYGRWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAAFDSPFTWTQS
>MBL3576796.1 dTDP-glucose 4,6-dehydratase [Rhodovulum visakhapatnamense]AB19
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLALVADHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGKPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMQPANRPYSSLISFVADRPGHDLRYAIDPARIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLNRDGVGRRLGA
>MBL3576797.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum visakhapatnamense]AB19
MSLLVFGSTGQVARELRARAPGARFLSRAEADLTDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATKINAAAPAA
MAWACAKAGIPFVHLSSDYVFDGAGDTPREIDAATGPLGAYGRSKLLGEEAVREAGRAFVILRTSWVFSAHGSNFVKTML
RLGAERAQLKIVADQVGGPTAAGDIAEACLRIAAHLQETPEHRGTFHFAGAPDVSWADFAREIFRQAGLATEVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFGLPRPDWRQSLTQVLSDLEAAKA
>MBL3576798.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum visakhapatnamense]AB19
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFQRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEEFLSGAPSAMVLGDNIFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTRAVE
IVEKPDRPASDYAVTGLYFLDGSAPRRARRIAPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAGNF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEEG
>MBL3576799.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MTPTAIAYLVPEFPGQTHAFFWREIQALEEAGLRVRTVSTRRPAPGACPHDFAAAAAARTVYLFPPPLGALARLAGRPVR
TLRALAYVLGLSETPWRRRLALVGLLGSASALGRICRRERLDHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARAGFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDTDRFHRPASARPGDAALEVVTVARLNHTKGHVHLLNAMAR
LKAEGVAIRYRMAGDGPEREALEAHVARLGLQDEARFLGPLSEAEVIDLLHSADVLALTSFGAGEAAPVTVMEAMAAGLP
TVVSAIGGTPDMIEDGVDGFLVPQRDETAIARALGRLAADPDLRARIGAAARQTALARFGYRAQAKALLEALRAAR
>MBL3576800.1 acyltransferase [Rhodovulum visakhapatnamense]AB19
MPIESLRVVAVLLLVAYHVIGAGPEAGLNVEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPTLADYGGFLTGKVRRL
IIPGWIAALLFSLAGIAVDNVYSLTTQGPIRVMFYHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLGAVAMTLEGI
SLRTSFLSIGGAFYLLPYFLFGTLCHRHAGQLLRYRVWLAALALAAVLAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIAWLDALRPFSFTIYLYHVLATSATRRALQALEVTDVWVLFACGLTTGLLVPVLLHLAIDRIPALRQPVL
GLRRNRRPKPAAARSGIEPQA
>MBL3576801.1 acyltransferase [Rhodovulum visakhapatnamense]AB19
MPAERIEWLDIAKGIAILLVVFHHTLLYLGFLDIRFQPYWEFNSVFMLLLMPLFFFCTGITAASAVHRAPHTFWHKRLLP
MVWVLMIWTLIYLAADQVLPMRRDGQPVRFDLLHPQMNLWFIWVLAIFTALAPLLVRLNGPAVIAVFLGLAALWHGGLLR
YEGTLIYPKDIQGILNHAPFYMAGLYFAPRIIAFLAERGRARLLLAGAGTVFAGLVLGAELMPAADEILDKAARFAGVAF
GAALATEIARVGGLRRVFSAIGTRTLEIFLGHQLFIAGSATAVMAFGWTGVATGIVLTPAIALFAVAGSVALRELFGAAR
MDFIYAPPRPVAHRPPRSPVRAAQG
>MBL3576802.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MPLSRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPAEKAAAASTFYVLDAARRPGAVARALVTA
LRRPGLFSRVLRLAWQTRRPGPRGALYQLFYLAEALILAGHLRRAGATRLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRDPAPATGPVPARELLFVGRLAA
VKGVPLLLEAMARLRAEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSVTALTAAIGAVLADPGGAARMGAAGRDRVRAGFDVRAEALRLA
TLFRDGPAAEDDR
>MBL3576803.1 sulfotransferase family 2 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTPSSTPYIPEILETRLIFVHVPKAAGTSVKTEFYGGPGAGHRRIIEFAAHDPGRMRDFFKFSFVRNPWDRLLSAHAYLT
DGSKATGRDRRFAREVMALHPGFEAFVLALEDPGFRRRVMAYDHFRTQAYWLCMPGARDHAMDFLGRFERFDEDMEALRD
RLGRPSRPAVRILSSDHPPYRDAYSARMRDIAGDIYARDVALFGYAF
>MBL3576804.1 hypothetical protein JMJ92_01305 [Rhodovulum visakhapatnamense]AB19
MAKFDIKGPSAGDTVAATVRKRTSGEVLLQVERAAWGNATPSGEVGQTVAVDVDYGVVHRIPAGAFGGAVEAISVTSQPA
VGHVSVQGSDVLVNTVDEGEIRADFAASDLGAKPDPIWTLRNVDTNPLAYMVMNNVTRAPGLAFTFTLSVKPVGKNPVAV
TVTATPALHRMMCGWSCGRGIKLAVDSNDATVLEPAERHADLYTSNAPGAYTKEDVVAEVGSWLATSRVGLYIAAQLTPG
GGVVSNRAVAHDPNTYFGSQVKPLHPDIVRDMVKSLCETSGFGTVYLHYERGYDYTANTPNLNPGGDGLLHPHAILAYGA
GARPLMPRMLHNGAKKHGMFYRGVAFPMGSGVGGTGLTNAIFEDTYHEDTVYFYSDSSAGGERHPRFTVRNSILPQSFDL
SGLQNNGQFWAGNYRPSCIKPGSDPQGVIIQGCFVGWGGAGPEYVSDETADAYAYVPGISDERWGLGGYALPGANLLTHP
IYFDSSNRHILLRDNFLFGSGGSLMQLRGGAVMRSCAYTFGNQGFMFGTGKFIPYSEDRITGYGEGHRSMAQDVVLTHAG
YMSGAGAGMSQSEGIKIGAPLVSLDRVLVLHDCDPNNPSGRDRVYSDWLGQNMFRQEGFLYNTEFDPGGQFENGKGRERS
VLCADWGPGINPDYNPDGLDLSNVNDATIFRWYDAQRGNAPDTTTDIMDIYWWLREHQGPEIKALVRSFIAFMQGPVGMA
PNWRTKAAACSFVPDLDEDGCRWDNPNNWGGDLIPGSFAGDTVTLNGHKVFFQDHTLTVAGLDLGAGGHLQAVNGRLNVS
KAITCTGSGALTTDESGQVWIAGYTGTAPLTVTVMGGRFANTGTFSGPADIHIDGSTDPHGKAEFFCAYGAAAMTVRVGR
RMEIVGGGPRVGFDGTGGVQAQLSFESGAVLSFVAENGQLATIREFRSGVNGTMAPDVVSTVALGGATLALDLTGVTPGS
YTLVSADSVTGRFGGVSGKIDQGLDATVAVSAKGVSLTVTAGSGRIVLD
>MBL3576805.1 hypothetical protein JMJ92_01310 [Rhodovulum visakhapatnamense]AB19
MGLSISIGSGQDSSQRSGNRSLTLTGLIDGAARPGSASGITAAFSDGFPVQSLSWGSTAGGAEFGTAVSPQEFGSADTGL
FEAPGRLYVTARAAGRDYSLSVPIRTAAPVFATPPAFDGPLYKVGTTVGFALGTVDVAPATLTVAGFALDGEDRRAEIDG
LSWTSAGETAWGREGELRLQVRAESSGGVVLSAPVTARLGNVPQAFAAADWSVDATGVRIAALPDDGNVPITNIRYRIDG
GPDQSRGGVTDFALSSYGDIQIRAVNALGIGAWSDIKTRTAPAPTLSIDSAPVLGTAAAVEGNTLTATAGSVSGGPSVRT
WQWYRGSAAISGATGASYELQAADIGQRIKVRQIETPSGGSPVTRDSTASPVVVALNFQARDNGDGTFGVSYADGARSTV
EFVLSQPTVYAGSFSLDLAALETGPVCLVQPALSGTPAVGAVLSATRFLWVYQPTLGALSISPGWRRNGTVLAGESGSTH
TVTAADAGTDLQYIETGTQSGAAAPVTAASTAVRIGNAAAVLSGVSGTRSAAGQITVTLTTDRGEGTIFHVVTGGAAPSA
AQIAAGTGADGTPLAAPYRGSISVVAAGPQTLTISGLAEPISATVYLVQQTGSGGLSAPVSTARIASPATSGYSPQGSAS
ALAWWDASDEATITHAAGAASQIADKIGTAHLSGTGTTGVAASDVNGLNTIVMDGVGNYLQHSGTALFPADGNWVLTIVA
SIDGVNHLNDTLVSAIGGSADLVVVSFNATQFSGRLGISGASATFAGGPYDGLHVFQVKADLTGQATATAYVDGTVVASV
PYATAVDATTLRFFRSYVMGGRFCEAFLDRDLSSQAAAYDHVSSKWGIS
>MBL3576806.1 hypothetical protein JMJ92_01315 [Rhodovulum visakhapatnamense]AB19
MADLFKTHTQGLDSPPSRLTEVTPDDSAELPFASRALNVAGSGTVRVTTVDGDTGTVFVSSGIALPLRVRRVWATGTSAT
GIVALY
>MBL3576807.1 glycosyltransferase family 4 protein [Rhodovulum visakhapatnamense]AB19
MPLHKLAVSDYIRDRVRKEAPDSEIDLLPNAVDHAVFDAPPRERGTPFTVGFLHSIAPRKRIGLAFDTVEKARIRMPDLR
VVSFGTTPATEDFPQGLIYRRAPPQEEIPTLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRL
LPPDPEAFSAEIETISRMDPAEWRAMSDAAHATAAAYSWEAATDRLLGYFTEEERP
>MBL3576808.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum visakhapatnamense]AB19
MEKLQAALEKARQTRAVRSSTVPPRQQLRITPATDADGAWQALAPADLDEAALSQHLIVTREAGAEATPFDILRTKALLQ
MRQNGWKRLAITSPMPNSGKTTVACNLTLALGRQRDLRSMLFDLDLRDPSVHDFLNIEPQHTIGEMLSGRVPFAEQGLRH
GENVALSISNRPELDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHGQFDA
CEREIAEHTNVLGVVLNAYRQSDGNG
>MBL3576809.1 chain length-determining protein [Rhodovulum visakhapatnamense]AB19
MNIDLQLYWRLFLRRLPVMLVFIVLGAAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVDRLGQELDRQSAAIASFKSQNAEALPDDQTYRMGRQNLLQERLAGLLRDLKAGQSQRADVVRIFEAT
GRVQQGAVPVRRSPEEERLNAARAELDNAKAIYSETSPRVVSLQAIVDRLEKVVAAQQEDGTGTAEAGDVSPEQAMLDAT
LSEIDSRLKTLQEEIDGTNSELDQLQKAISQSAANGIQLAALERDYEIIQTRYNAAVSNLNQARMSERIESTSKGQRISV
IENASVPQLPSGPGRTKVMALGGGAGLGLAGAYFVLLELLNRTIRSPAELRNRFNITPITTIPYMKPPKDRTTRRQRRAR
AASSAAAAQQVPSDGVMPG
>MBL3576810.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MNTSLYNAHFGFHERPFALSPDPDFLFWSKAHTRAFAVLEFGMVTRAPLTVVTGEVGTGKTTLIQALLRQIEDDVTIGLI
SNAQGGRGDLLRWVLNALDVTAPEGADYVSLFQIFQNFVLEEYAAGRHVILIVDEAQNLGAETLEELRMLTNINSGKDEL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYIMHRLQHVGGSGEEFTPSAIRHIHEEAEGIPRMVNK
LCDLALVYASSANEPLVDEATIRELIRDGLILKPFRDPLLLSGAIGPFGKAAE
>MBL3576811.1 sugar transferase [Rhodovulum visakhapatnamense]AB19
MTLYLTDLNADAPARPVLGVVPGRSTAGGWGVYRNIFKRIVDLALVLLSAPFSVPLIAFLALLVALDGHKPFYTQLRVGR
NGRYFRIWKLRTMVPDADRILEAYLARNPAARREWDATQKLKHDPRITRVGKVLRKLSLDELPQLFNVFNGTMSLVGPRP
MMVAQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVGYDDLYDQELSLRTDLGVLVRTVSVVVRATGY
>MBL3576812.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MLSASLMLSACQSSEEKAEAHYQNALSLLQDGDVDRAIVELRNVFDENGRHKEARHKLAELLLQKGNRQQAYSQYLRLVE
QYPDDLEARIALSEIAFSSGRWDEVDRHGKAAEELAPDDPRVKAIGLARAYRAASVGDDAAARRDIARQADALLADQPDN
MLLHVMMLDNAVRDQDSTRALAETDWLIAHNPTDIRTYQQRLQILVSLGDVKGAEALLREMVEKFPKDKENKAALVRFYL
ARKDLDGAEAFLRDLAAASDPEDAGPTVDLIRFLSELRGPEAAQAAVAQAIAERPDPVPFQVIGAGLDFEAGRRDQAIST
LEAILTEAEPSEETRNIKVALARMLLATGNEVGARKQVEEVLAEDPAQPEALKMQATWQILADQTDEAIAGLRTALDHAA
NDSQAMTLMAEAYIRSGRPELANDYLSLAVDASGNAPAETLRYARVLIGDDRLQPAEDILLAALRLAPDNRDLLTALGRL
YLQMEDFGRAQHVADTLRRLGDETAVAAANQIEAERLNRQSGTDEAISYLEQLAGTADASLSSKVALIRARLATGDVDAA
LTLAQELRKDNPEDDTIAVVLATTYGAKGELDQAAGIYQALLQADPDRPGIWLDLSNLQMRQGDRAAAAESVGKGLEQAP
EDPRLLWAKASMLEQDGDIDGAIAIYETLYQRNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTQIPAMQDTYG
WIAQRRGESSEALPYLEAAAKGLPGDPLIRYHLGQAYMALSRPADALEQFRKAIEIAGPADQRPQIEDARQQIEALSAAA
PAEN
>MBL3576813.1 polysaccharide export protein [Rhodovulum visakhapatnamense]AB19
MLYLKRILSGIVLILAATAALAQQEYRVRPGDTLAIEVLEDATLNRTAIVLPDGRFSFPFAGTIPAAGRTVGEIQSAVTQ
AIASNFAVSPNVFVSVQPGAVSPYAGPATEGIDVFFLGEVNTPGLVQVASGTTFLQALAQSGGLTRFAATKRIQLRRTDP
QTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MBL3576814.1 hypothetical protein JMJ92_01355 [Rhodovulum visakhapatnamense]AB19
MRPRRTYRLTGGLAAAGLVVFCAAPAAPQDAGGLEAKLRFSQRLTQEDSTLSTTTGLGVTLSSRTRTETFLFSVDSGLEQ
DFDGSSMVQKDPRVMLSYGRESISSALSTDFSYSRTDVDSISEDDDLADGVLELDEGLLQRYSGKLFLELGRDAPFGATV
DLGYSAKVYSETSNSGLLDEEKANATLALRFDLDPRITAGLRSSISETDRDDPGQDVRSESVGGTLGFGVTQTLSADAYL
GYSRVTETVPGLPDDIQKGLAYTLSFTEQRPNGDLSGSLSSDIDEAGRRTIARIDRNLELPGGALRAGVGVSTSEDDTLR
PLLSFAYNHGLPRGTFGMKLDQAFSTDSDGEEALNSNFGVTYRQELTPLSSLQAGLILRDTDFVSDDDSDKRKLQLDLVY
RHSLAQDWNVVGGYSHSISDRSSDDREYSSKVFIGLEKATQWRF
>MBL3576815.1 rhomboid family intramembrane serine protease [Rhodovulum visakhapatnamense]AB19
MALLKRGRPVLIGLIALCAAIELVLSLSDAGLLPPRLRALAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSVLHGGPAHL
AVNMITLWSLGCAVLDRVGAWRFALLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNLVLWWAMHGMLAWQTHLGGFLAGALCALALDRRALGPEAS
>MBL3576816.1 hypothetical protein JMJ92_01365 [Rhodovulum visakhapatnamense]AB19
MAQSVKLSDDVMAAVRREAELQSRSVAGQLSHWVRLGRAIEQSGAYDHARVTAALDGRLDTVELREEEAIAWLDAFTEKM
FEPSATEQAFFAKRRKLGRGVGLDAAGNLIHAGPDAAA
>MBL3576817.1 zeta toxin family protein [Rhodovulum visakhapatnamense]AB19
MRPSLILLAGPNGSGKSTLYRTRVAPGFAGPFVNADLIQRDELKDASMEASYKAAKIAAARRASLLEARQSFATETVFSH
PSKLDIVTEARARGYMVIVMHVGVDHPNLSVARVQARTGEGGHDVPEEKIRDRYARGQPLIRQAVLRADRGMVFDNSRLN
EPPRLVLLFAAGRLVRAEPVLPNWVLSGYAADLVI
>MBL3576818.1 hypothetical protein JMJ92_01375 [Rhodovulum visakhapatnamense]AB19
MGQEVALQALQRAAEQAGKCEEEDKVGPSALISLLADPREQVLPGNADIDAQAWSAQAKEGIAPGGAVGKPAPTLLMQRE
FYRLDDLDKIAGLAELRWRNAFQPDQERLVGAT
>MBL3576819.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MTNTLPPDGYPPAWLPDFVTWTRCLGESIDSEPVDEVEFRDADSGGTRPSRTERSIITAHSGRLLMRIRMAASFGPAERF
QDWVRRSGGVAVWTGIKPRELSGIEYLLKHGLLPSDVQVYTRSPHRPSDPVLQLCKPDTQYSGEISSAMRATFENRITEA
LSFPAPILILVPDGLELSEPLQRILPDAERLAAVDRIMMLVLICELYNISGADDRKAVLRLLPDAATLAQLDYPSMVMAL
RAPSALEAAQALQKMTQPDRSMRQDGLTLEEIGGSSPAHRAAEALVADIQACKEGVARWSEIPRSLLLYGEPGTGKTVLA
QAIARSAGVAIVIASAGEWQARGHLGDMLGAMLKTFSDAAARCPCIVFLDEIDSFGARDAKDSERNSNYRRQVINTLLRE
IDKYLAFDGTILIGACNAVNTLDSAIIRPGRFDRVVELGRPPLKQIVHMLQRELPEAVNLTPLARRCAGQTPAEIDAALR
GAKAAARREGATFTADYLAAKLGVDQSKNSALERRIAFHEAGHALVAAMLLGTAAVERIVIGQEDGRTMRQSAIQEGTLA
EFEQEMMMHMSGRAAERLALGDVSAGSGGSPGSDLERATRLQMFFDRQTGLGIYGPAYLGQPDTTRLPEKYWDRVRVKLW
DFEQRARDLLESHRELLERLAEELRVRREMNAEELRPWLSQVGNSR
>MBL3576820.1 hypothetical protein JMJ92_01385 [Rhodovulum visakhapatnamense]AB19
MMILIGCGPRTGLSWAFTRRDLYDLVWSKPMTSLAQKFGISDRGLAKTCSRNRVPVPPRGYWAQVAADEQPPVPPFLELR
DPRLDRFSIRGATSALPESVKKLAHEQRAQREKRGPKSENSEDATLPPVTTPHAVVAKTARFLRAIGPGLCGLVVSQSQA
ERAIAILDGLVRGFEEHGLSVTAEGDKMSVQKGEDTVGFTLIERPKRVKYIPTPEETEREEKRKEKEARS
>MBL3576821.1 hypothetical protein JMJ92_01390 [Rhodovulum visakhapatnamense]AB19
MAAMLEYFPLPILFFPLFAALAQSLENEGHAIDDGGEHGFDALCLAVGPGLSQPFGPIEVDREDELPGPLGHVFWPR
>MBL3576822.1 CRISPR-associated helicase Cas3', partial [Rhodovulum visakhapatnamense]AB19
SRSGRRSSTASRRSASRSPWPWDKCVRGKGNCARQLICATAPTQGSPESLCGAAAQILHWPSAPGLTDWFFALFAHHGRP
VPEPSPGKAAAAFPPGRIAGYDWRAQETVMGRALLDWFPEIGRSSAPSPKPALLHFFCGLLTLADWIGSDRKAFPFEGSF
RSDYWETARDRANERVADIGLAEGSLHLRAAPGWALISDYPSPRPAQEAVGDLPVNERLVLLEAETGSGKTEAALWRFAT
LVAAGEVDALYFAVPTRAAARQLQRRVNAALQRMFDPTPEAILAVPGQLLSGEAAGRPLPGFAVLWDDTTARPARWAAEH
AARFLAAQVAVGTVDQVALGGLRAKYAHLRGSALSRALVVIDEVHASDAYMTEVQLAMVRSHLALGGHAMLMSATLGAAA
RRKWLNEAVADLATDIARPYPAIWTTRGPQPVAPDNDADKAVHIEVHRGWSGDAAAVLALEAANRGARVLVIRNTVMRAQ
ETFAACNAARPDLLLAVDGQPTLHHSRFAVEDRALLDIAVEEAIGKDSPQRGRIVIGTQTLEQSLDLCADLLITDLCPMD
VLLQRIGRLHRHRRLRPSGFEAARAVVMCPPDGLDPLTRTAENGLGAYADGPSLSGIYVDVPGLAATLAEIEARPVWQIP
TMNRALVEAATHPDALDRIATAQGWQSYRQRVSGRALAEMSAAGLVLLDRTAQLPRTFPDDERIRTRLGEDGVILTLPEG
TRGAFGQPITRLALPAHWSRGLTGEEEVQVDPGPPMRMTVSDRAMSYGSEGLMQDQGNRHGA
>MBL3576823.1 hypothetical protein JMJ92_01400 [Rhodovulum visakhapatnamense]AB19
MAHDLLRDPLIRTDRAWHSLPGLMAAMVRGEVAGFPALRPHQRPAWHMFLVQLAVLALDASDERALPDTEDRWRAAFRAL
TPEFADDAPWHLVGRDRSCPAFLQPPDPGGLKWSFVATPDALDMLITSRNHDLKREIAFEAAPQDWLFALVSLQTMEGFG
GAGNYGIARMNGGSSSRAMLTLAPARAGSAEIDPSAWWARDVRRLRAGREGLVGKALLWLDPWPDGRSLDLHALDPLFIE
VCRRIRLTLHDGRMAAERSTSKGPRVAAKEARGNTGDPWAPIHLTESKSLTLGERDWTHELLVDLLYRGEWQVPVLARPD
PQEEAAPMLLVAEAVSRGNSKTDGFRSRIVPVPKAMVGHMLGARPRDLAEGILEDIAAVDQALRNGLALTAAEGDRDKVG
KAHYARTRPAREALRREADRTFFAELWTRMAETTDAGIGGARLRYLESLARQARVEFAAALPAIPCASLMRPRAEVRARR
ALETGLFRAMRKFHAAEEMNA
>MBL3576824.1 type I-E CRISPR-associated protein Cse2/CasB [Rhodovulum visakhapatnamense]AB19
MPEPSDDLARCAVAIAAALAAADSGERAAARRMDEGGAPVFWRQVARLKLPRWQEAGWLRFTRMVAILTPASARQTVHDS
NQSLGAVLAAAGVSEHRLARLLAARGAARDAALERAIRMVASAGPKLNVVDLARLVFGCDRNRLARTYYERLDHAPSEKS
EDA
>MBL3576825.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum visakhapatnamense]AB19
MPDPRFLQIHFLAPYTAALLNRDDAGLAKRLPYGGHLRTRVSSQCLKRHWRLADDPHGLDRIDGADPAYRSREIIGHKVL
YPWAEGLEEAVLEPIREALLTAVYGDKGTDKKSRQTLLLGEVEVSYLTAEAKRLVEDAAGDAQKAKEIANDWRKAHKANF
KAMSENARLPAGLTGALFGRMVTSDPKANIEAPVHVAHAFTVHAEEAESDYFIAADDLAREEDTGADTIQETELTSGLFY
GYVVVDIPGLLSNLGGDARLAGAALHNLVYLIAEVSPGAKLGSTAPYSRASFLMLEAGDRQPRSLAEAFRSPCAAETGQA
VAALSNHLAALDAAYATGETRRIMSLANADVPEAERGTLADLASFAQGLPARIADRTA
>MBL3576826.1 type I-E CRISPR-associated protein Cas5/CasD [Rhodovulum visakhapatnamense]AB19
MIYRWMHLRLTGPLLAFGGIAIDHVGPSRDFPSASMLTGLFANALGWRREETERHQALQDRLVFGALIARQGRVLTDSQN
VQLKANDRGWTTRGRPDERAGGTYDSPHRRRRDYLADHDCRIVLRLTPEDEPDIGTLARALDQPARPLFIGRKPCLPSVR
LFQGWLNAPTPRAAIGALGLSGRALWPATDAEDEDEGSILDLADLRNWRSGLHGGSRRVIEGEIPGGVE
>MBL3576827.1 type I-E CRISPR-associated protein Cas6/Cse3/CasE [Rhodovulum visakhapatnamense]AB19
MSLHLVELPMQLRSLHLWAGQRGLSDVSDEGMALHHVLGEAFGPAMLQPFRMMVAPRSRVGTLYAYSRRNADELRDTGKG
SLTPGLAEVVQLDRLRSLPRAAESWTAGQRLGFDLRTRPVIRLASARDGRTESGAKVRFRKGAEIDAFLAAALLDDGSTR
EAVYLNWLAERLAPTAELDHETSRLASFRRSIVQRNGRRIEGPDATLHGTLTITDPDAFTRLLARGVGRHRAYGFGMLLL
RPPQRRRIC
>MBL3576828.1 type I-E CRISPR-associated endonuclease Cas1 [Rhodovulum visakhapatnamense]AB19
MLKGRLGLDSAKVPHADRAGCLYLARGALIARDGTLAFLQGPQTEADALSEGDYAIPLQGVSIILLGPGSTVSHDALRLL
AHARTALAAVGEDGVRLYTAPPMIPDRSGLARLQARIWADDDLRLMTARRMYAMRLGEVLPHADLDVLRGIEGARMKETY
ALQAQRIGISWRGRRYDRANPMASDLPNQALNHAASAVEAAAAIAVCATATIPQLGFIHEDPGQSFVLDVADLYRDSVTV
PCAFKAARQVSERPSENIERVTRRMTGTALRRDGIIPDMIERIKALIEGRGS
>MBL3576829.1 type I-E CRISPR-associated endoribonuclease Cas2 [Rhodovulum visakhapatnamense]AB19
MPLTMIVTRDVEMRYRGFLTSVMLEIAPGVYVSPDMSAGVRQRVWSVMKDWWSQLRRGSLVLVWRDPASVGNLRIETLGE
PPKTIVDADGLLLVKRK
>MBL3576830.1 tyrosinase family protein [Rhodovulum visakhapatnamense]AB19
MTEAISTNRRTLLKGGAALLAVPFLAGSAAGQASHVRVSMTSEEGVAHLQTYRKAVAAMWALDPSDPHNWFRYAMIHLMD
CPHGNWWFFVWHRPYVAHLERIVRIYGEDEAFAMPYWDWTADPFVADTFFASSTYPDNALDPSSSHYPDWDSFESAYHDP
IEAFWTGLSDAQKQQETLRGFPDFDSFWTTGVQPNFNANPADGRSKTAAAPDLTPPASDAVMLPVIEAGLRPELFTTVVG
SGQARTGFNSPESQNHHQGVGAAILEGQPHNKVHNDLGSAAGGWMPSLLSSVDPIFFMHHCNVDRLWDVWTKKERTAGRT
ALPTAEEAPRFDPEPFLFYIGDAGQPAPSTAGASMDIAPWGYAYTPGSGSASAAGLQSRRGTAPNAIARADEAFGLNEGA
TASLSLPEAAATAGPDETRQVAQVTFTPPRMLKGLSFDVFVSPGGETPELSEDSPGFAGSFEFFGMLKGHGHDFTAVIDV
TDAVARLREAGKLQADGTIDVTLAASGTGMEDPTLEAAPLQGVLKSVVFESF
>MBL3576831.1 hypothetical protein JMJ92_01445 [Rhodovulum visakhapatnamense]AB19
MVLFWTAAPALQAEDGGPGTGRAAIEVAPGAAALVLAVRTGPLPPGAELVLETPEGQRIGSVSPFGATAAMSSPVQIHLV
PVPAGTLPEGRTEIRARLILRGSERAATAREFLGAAIIDN
>MBL3576832.1 glycosyltransferase family 2 protein [Rhodovulum visakhapatnamense]AB19
MIPEPRPVISLVIPTRERAHYLDAAIRSALVAADAADAPVEIVVSDNASSDDTPAVIAGFDDPRIVALRTDRRLSMRENF
QFALSHTTGDHVLFIGDDDAVLPNGLRLLADLIARHDPDIVKWRVMTYLWPDPRTGAAGTLRVRPQALDGRLKRLDPAAV
LDGFARARFRSYHDGGMIYHGCISRRLIARAEAASGGPYFRGSSPDVFTSLQALMVTDRPILRINLPITLGGSSPRSNGA
AGQKLAVSGASAEGTEFARFIAETGTDPYQCRLPVSCPSLTMMTLDCLQCAAELQGYPLKIDAAAWSARIAADIGRFAEP
TRSTCEALARVLLGPDFHLDDPASESAVPVAPSPAPALAPPDGPALRRVSTTLHFEGGRMTADAAAAADTLDGLVRLGRT
DARPPGALGRVRNVLGQHARARWMLR
>MBL3576833.1 hypothetical protein JMJ92_01455 [Rhodovulum visakhapatnamense]AB19
MRRADSVAFFGLRDDAYSEIALTHLETLFETVIPVLSTNEVPPTSPDPGVLETDWLFCFKSKTIFRAATLEGLGKAAINF
HTSSPAYPGSGGVNWVLYNGDESSAITVHLITTDVDAGPILDVSDFSCREARTVADLLKLTYRHHLLTFLRVTAAIARDG
MDWVDRARLDNKARHWAPKTYRLRDLEDLKRLDPEMTEEEVARRIRATSFGRYGPFVELHGKRFTLSE
>MBL3576834.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MALGRDEALHDRSSAMFEALNEYDFSYLWSWMGAPIIQTPTDIMATQEVIWSSKPDVIIETGVARGGSVLFMASLLDLMG
AGKVIGVDIDIRAHNRDTIETHPMSKRVTLIEGGSVDAETVARVRAEIPDGARVMVVLDSDHSRDHVLAECRAYGPLVTE
GCYLVVADTIVAHLPEASKARNRSRRLEPGNDPAAAALAYMAENPDFEVDPVLNGKLILSSSPRGYLRRKAA
>MBL3576835.1 IS3 family transposase [Rhodovulum visakhapatnamense]AB19
MKRKRFVGLARSVQQYRPVPKDDAAVVKRMKALASENRRYGYPRLHAMLRREGLVVNHKRTYRLYTDQGLQVRTRKRRRL
PRRDRVAPQVPERPMQRWSMDFVGDQLADCRRFRVLNIVDDYSRFCPGQIVDVSIPGARVARFLDDLALRFGLPEMKPPR
VGRSLTLRQSA
>MBL3576836.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum visakhapatnamense]AB19
MNVHRPAAERRDADAFFARISTDPLADAFSGRMGAHAHGGGMAVPPEEVAGLWHGLKAAPRTGPSVAYVHVPFCENRCLF
CGFYQNPWRRELGAPYVDAVLAQLEAGARTAAQQGHPLRAVYLGGGTPTALAARDIARLVEGLHRHLPLAPDCEITLEGR
IVSFGLEKARAAFDAGVNRISLGVQTFDDGVRRRMGRKSTRAETVRFLEGLMRLDRGAVVIDLIYGLPGQDRATFQEDVR
LAAALGLDGLDLYSLKSIPGTPLMMAQDKGKLAVAAPGELGHFYADGAAEMDRAGWEAISTTHWRQGTRERSLYNFEVKA
GAHCLAFGAGAGGNLQGHGFRIVPDLDTYRERAANGGAGLVAGLIRPSPLGPAHAAIKAGMERGRLVFAPVDRALASCGV
GGGFEPLAAPLLAQWQRAGLLTGHSMSVALTLAGRFWQVAMTARLIAWTDLRLSEAENEAHRRVTA
>MBL3576837.1 OFA family MFS transporter [Rhodovulum visakhapatnamense]AB19
MSNASGGALGFLHKSHIVAEPGFNRWRVPPASIAIHLCIGSVYAWSVFNPPLTRELGVVTSGADDWTLGSVVWIFSVAIV
FLGLAAAFAGKWLEEVGPRMVGVVAAILWGGGFIIGSFGIAAHQLWLVYLGYGVLGGCGLGLGYVSPVSTLIRWFPDRRG
MATGMAIMGFGGGAMIAAPVKGWLLDLFKRAPDYLGPQDAVATVVEGGRIFAETAAGKVEVVAASAKQAAEFGGEAGLYV
VGTGATGAAQTFLTLGIVYLVVMIFAAFQYRVPAEDWKPAGWSPKPVASGMVSQNNVHIDQALKTPQFWQMWVMLCFNVT
AGIGVIGVAKTMMSEIFGSVMPLVVTAAFASTYVLMISVFNMLGRFFWASASDHIGRKATYMCFFVLGTALYLSIPYFAS
AVATNPAMIYLIGFYAATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQMSVTNAIQ
DLAGRVDPAAFAQKFGAPLAQLDQLVAAKTVTIAGLMEIAPAGTIDPTPSLYNTTMYCMAALLVVAFFANLFMRPVREHH
HHDEPELRAIPVE
>MBL3576838.1 cache domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPRLPGILRSVRVRLLVIALLPMLVLLPVMLGGAMWRWSAKIDNLLVTKVTGDLTIADQYLARLIEMSGERVDAIARSVD
LREAIGAGRQAVYLEGERQRLGLDFLRIAAPRPRERAWPVIAAALDGQRQSAIDIFDADQLEALATGLAERAEIALVTTR
AAVPTDRTDETRGMIIHSAAPLVLPDGTRVALVGGRLLNRNLDFIDTINALVYRDRSLPAGSQGTATLFLDDVRVSTNVR
LFEAVRALGTRVSAEVRAQVLDEGRIWLDRAFVVNEWYISAYEPILDSFGRRVGMLYVGFLETPFREAKRTSILALGAAF
VLIALVSVPVFLRWARHIFRPLEGMTRTIAQVEAGDLAARNHPPEAGGEIAQLARHFDSLLDRLQARDRELRSWAESLET
RVEERTRDLRAANLRLERTTERLIMSEKLAAVGEITASVAHEINNPVAVIQGNLDLARSTLGAEADKVAEEFALIDDQVY
RIGVIVSKLLQFARPEDYSGSADLIAPAEVVKDCLVLTRHQVQAAGIVCEVRAEGTGTVAVSRTELQQVIVNLILNAVHA
MPDGGSLRVVANDCKDGVEVTVEDSGTGIAPEVLPRIFDPFFTTKQAQGTGLGLSISQQIVSRAGGRITAASIPGQGSRF
RVFLPSAQKT
>MBL3576839.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSENREETASLLSTASILIVDDEPGMRHFLVKTLRPLCRAVDEAPDTEAAERLLAARQYDVMVLDNLMPGRKGLDWLQTQ
RDRGGFTDTIMITAYADLQTAIEAMRAGVSDFLLKPFRSNQILNAVGRCLELARLKRENFLLRRELETGASGTRRRELIG
QSPAIAEVRQILERVAPLSTPVLILGASGSGKEVAARHIHCHSGRSGAPFVAIQCGAIPADMIEYELFGHAAGAFPGARS
GREGLLASASGGTVFLDDVSELGANAQTALLRVLEDGVIRPIGTERDIQLQLRFVIASTKPLQKEVQEGRFREDLLFRIN
VVEVRMPALKERSSDILELAELFQSELSAALNLPRLDMTSSVRSAMLRHDWPGNIRELQNFIERALIFGRFPVETLGPPQ
TGTEITPLEDIERREILRALEALDGNRSEAARRLGVSRKTIDRKCAAWGL
>MBL3576840.1 hypothetical protein JMJ92_01490 [Rhodovulum visakhapatnamense]AB19
MQQILFREAFIRRLSRYRVTVPRGSEATGVSKGILKKLKQRGVAPTKVEPTKAETAVKIARCFGKTVEQFLDNADSPKAE
ALPGKIGRSSDTGKERLDGLPARRRRSG
>MBL3576841.1 DUF1127 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTSLTRAAPNSALSFRLSAVAETLLRIGRRSSIRRQTVRELSALSDRDLKDLGIFRCDIRTIAAEAARNA
>MBL3576842.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTRDFAIYPSLRGRRVYVTGGASGIGAEIVAAFAAQGARVGFVDLDGAAARALCDRLGGEVHHETCDLRDIAALRDAFAA
LKTRIGPAEVLVNNAARDDRHDWAGVTPDYWDERMATNLRHMFFAIQAVAPDMIAAGGGAIVNLASNSWMEAVGGFPAYA
TAKAAVHGLTRTLARDLGPHRIRVNTVVPGWIMTERQKALWVTPEKLEQHRRRQCLPDLIDPVYVARMVVFLSSDDAAMC
SASNYMVEAGSI
>MBL3576843.1 BMP family protein [Rhodovulum visakhapatnamense]AB19
MAKTRDGIAIGRRGMLLGSAGAVAAAGMGLWPRRGLAAEPISVAGIYTVPVEQQWVSRLHKAAEAAKAAGLIDYTFSENT
ANTDYPRVMREYAESGVQLIMGEIFGVEQEAREVVLDYPETAFLLGSSFPPDDAYPNLAVFDNYIQDASYLSGIVAGAMS
QTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQADYPDTVVASALWHFGPTLQAALDRVAAGTFEAADYGAYSFMKEGGCSLAPLGTFAGKVPQSALDLVAE
REAAIKAGSLTVEINDTEPKSS
>MBL3576844.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MADPRPVVLKLEGITKRFGTLTANDAIGFALHQGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLADNLTVTENILIGTRPLWRGGLGRAEARARIAALSRDFGLAVHPEAKVRTLSVGECQRVEILKALY
REARVLILDEPTAVLTPQETEALFATLKKAVDRGLSIIFISHKLHEVMAVSDRVIVLRHGRVAGEVATAETDRHRLAEMM
VGAEVRLPAPSLARPGSALMELDAVSTPPEGTRPGLKSVSLALRAGQITGLAGVSGNGQGALADLVSGLAAPSAGRFEVA
GARVERWSPRAALQAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRRGWMNWRAARAHAEKIIKDYDVRCPGPEA
RIRLLSGGNMQKLILGRALETAPRIILANQPVRGLDIGALTYVQDRLIAARDGGAAVLLISEDLDEILALSDVIHVMSEG
RLSPGFPRGTKTPAELGVWMAGQGFDHAA
>MBL3576845.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRLEPVRNASLARRLGLPLLALAVTVVVASVLARLAGADPFATLGLILKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
AKLWNIGAEAQLYAGALLTVLVGTQLGLPGPVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLLISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNPQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MBL3576846.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGVFVALLTGMAFGA
LHGLLTVPFGLSQHVVGLGITLLATSSAYYAYRLSLPEVTSPPRIEPFQPVHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALILYRTPLGLALRAAGENPSAVEAQGLSVTAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAGFDALQIRLQQTPLGADIPYQVFLMVPYVLSILALVLMSRRAEVPAALMTPYNRGDR
>MBL3576847.1 amidohydrolase family protein [Rhodovulum visakhapatnamense]AB19
MAEFDLLITDGNLPDGQVGDIGIVKDRIAAIGDLSGSTAARVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKQIATVDQMVERALAYCDWAVSQGLLAIRSHVDTCDDSLKGVEAMLQVRETVKPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDMHCDETDDPLSRHVETLAYEAQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQSHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLEGYGLYEGARASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPAGVRRRHHHAN
>MBL3576848.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MARDITRGLVSGEGELSDAVWAEVLSAVDRTYADLVDYQERLEAKNAELETMRSFLGSILASVSDVLIVVSRSGRVEEVS
ASLAARTGASTAGFVGRPVAELFAESDRPALVAAMQRAALDRRPVTLEAGLIAAGDTTPLELSLSPRLDERSRVTGHVLT
GRPLGELRQAYAQLAASHDELKAAQTLLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALDRYATKFETYFDKVQAGA
DRADLVRLREDLRLDREIRNLREAVAGARDGAERVRDIVEDLRRLSSDGAGEMVAFDLAETARIAASWVMRGSKRAVGIG
FPASAPVMALGRPGHVQQVVMNLVQNALDAVEEGGRVDLSVAAENGCAVLSVADDGPGVPDAVRTLIFDPFFTTKAVGQG
TGLGLAISAKIAEEHGGQLRLCPADRGACFRIDLPLAEATA
>MBL3576849.1 HupU protein [Rhodovulum visakhapatnamense]AB19
MKNVLWLQAAGCGGCTMSLLCAESPSLPDLMAGAGLRFLWHPSLSVETGAEARALLDRAAEGEIPLDILCVEGAVARGPN
GTGRYQMLSGTGRSMLDWVDRLAPRADHVVAVGSCAAFGGVTSAGGNPSDAAGLQFEGAHPGGILAADFRGRGGLPVINV
AGCPTHPDWVGETLMLLAAGALGPSGLDSFARPRFYAEHLVHHGCPRNEFYEYKASATTLCEMGCMMEHLGCVGTQAVGD
CNIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTATPKVAGIPVGLPADMPKAWFMALASLSKAATPERLSRNAVADRV
EVLPGPRKPRA
>MBL3576850.1 nickel-dependent hydrogenase large subunit [Rhodovulum visakhapatnamense]AB19
MTGTRLIVGPFNRVEGDLEVHLDVEDGRVRGARVNAPLYRGFERMLLGRPASDALTLTPRICGICSISQSAAAARALAAA
GGHMPAPQGAAMAALIHAVENVSDHLFHFNLFFMPDFARPAYADRPWHPRAVERFTAGAGTAQRAAIEARAALLHILGTL
AGKWPHTLAIQPGGVTRAPGPRDKVRIMATLAAFRRYLEGTLFGAPLEAFAALETRAALMRWAQGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWRAGSLAPLDLGGMVEDVSHAWMLGGAAHPAAGQTLPDDEMRETAYSWCKAPR
LDGLGYETGALARQVVAGHPLARDLAGGGVLARVAGRLLDLARTQILMEDLVRALDPGAAFMDPAPEIRDGAGAGLVEAA
RGALGHWLRVENGRIAAYQIVAPTTWNFSPRDASGTPGPLEAALEGAPVAPGEETPLSVQHIVRSFDPCMVCTVH
>MBL3576851.1 carbamoyltransferase HypF [Rhodovulum visakhapatnamense]AB19
MEAGLEIRVRGQVQGVGFRPFVWQLAREFGLRGEVFNDAEGVLIRVVGGDLAAFQAALTARAPALSRIDVVEARDRAFSV
APAAFAIAPSRGEGAETRVTPDAATCPDCLAEIRGVGRRRGYAFTNCTQCGPRFTILRQLPYDRARTTMADFPMCPACRA
EYQNPADRRFHAQPIACPDCGPRLWLEREGAEWPGDAVAGAADLLARGAILAVKGLGGFHLACDAGNAAAVDRLRARKRR
PAKPFALMARAADLAGFCAPSPADLALMRNPAAPIVLVPGTGALPETVAPGMRHLGVMLPYTPLHHLLLDAVGRPLVMTS
GNLSGAPQVIANDEARAKLGAFADAFLMHDRDIARRLDDSVERADPPMVLRRARGRVPGTLPLPAGFEEAPQVLALGGQM
KSAICLVKGGQALLSHHLGDLDEALTWEEFLTAIADYGRLFGHRPVRVACDAHPGYRATQHARTLGLPVVEVQHHHAHLA
ACLAENGWPRDGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRTVERVGHLAPAPLPGGDAAAREPWRNLLVRLDAAGLAD
VADRMLPDAPRAALRAAVRAGLNAPASSSAGRLFDAVAAALGLCPGGQSYEGEAAMRLEALAGDLPADRPYAFDGLDPAP
VIRAVVADFDAGCPKPLIAARFHAGLARAFADPAKALVESGRARAVALSGGCFQNARLLSEVRFCLRSVKVLIHRETPAN
DGGLALGQALVAASGKLPQMESS
>MBL3576852.1 hydrogenase small subunit [Rhodovulum visakhapatnamense]AB19
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPDLDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVENWDDDYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFTAAGAVGAGIVAHVAASALKRAQKKSQDAAKKEEV
>MBL3576853.1 nickel-dependent hydrogenase large subunit [Rhodovulum visakhapatnamense]AB19
MVATPNGFDLDNSGRRIVVDPVTRIEGHMRCEVNVDDQGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALKADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYLLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NLDGTGAVGAINIERLNMVSSIIDQCTTFVKNVYIPDVVAIGGFYKSWLYGGGLSSQAVMAYGDIPENPNDFSADQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYSYGEPGKGLHPWDGVTEPKFELGPNAKGTKTNIEELDEAAKYSWIKAP
RWKGHAMEVGPLARYVIGYAKGHEDIKGQVEGLLRTMDLPVEALFSTLGRTAARALEAEYCTRLQKYFFDKLIATCRNGD
TATANVEKWDPKTWPKEAKGVGMTEAPRGALGHWIKIKGGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMSPDGQELTRVKVR
>MBL3576854.1 HupE/UreJ family protein [Rhodovulum visakhapatnamense]AB19
MRKYLLAAALAAVAGPALAHTGHGASTGFVHGVLHPLTGADHLLAMLAVGLWSGFALTSRLWAGAAAFMGAMVAGAALSW
AGVPLPGVEGMIAASVLAFGVLAAFAHRGQARWVTGASLGVIALFGICHGHAHASEATGAALAYLGGFLISTAALHLTGI
LVARAVAEARAARTLRRTAGGALVASGAWLLAG
>MBL3576855.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum visakhapatnamense]AB19
MSVEDRTSIPIHIPNPEAPTPLEAARLTGGARPEDIESLQLRAAVYVYEMPVRIWHWVNALAITILIVTGYLIASPPPTM
EIAEATDQFVFGYIRFAHFASGMVLTVAFLGRIYFAFVGNRHARQLFYIPVWRKRWWKEMIFEARWYAFLEKEPKKYIGH
NPLAHFAMFTFITLGMTFMIVTGFALYAEGAGQGSFYDSWFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MBL3576856.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum visakhapatnamense]AB19
MPAATDRLTLILGIGNVLWADEGFGPRCVETLAETHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLAPGTLK
IVRDGDVPAFMGAKKMSLHQTGFQDVLATAAFKGCSPARMTLIGCQPAEIEDYGGGLTPTVAARLPDALAEGLAELARWG
VAARPGRTATPDLADPSIRREAYESGRPSAEAACRSGDDRFFPGQGDLAGPVR
>MBL3576857.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum visakhapatnamense]AB19
MCVGEPMRLIGIDGIAGRTEEGALIDLSLTPEARVGDWVLTFLGAARDLLDPDEAQRIRAALDGLRAVMAGGSAGDAFAD
LEAREPTLPPHLQAALAAGDTQG
>MBL3576858.1 hydrogenase accessory protein [Rhodovulum visakhapatnamense]AB19
MTHPLIARLETDLGWPRLTDMAEVAAFTARPGVHCLFVPGDPARNLETADAAVILPELRQAFQGAFDCALVDDAIEAELR
ETTRALKTPGFIFYREGQLLGDIQKIRDWDDYLARTAHILSLTDA
>MBL3576859.1 hydrogenase expression/formation protein [Rhodovulum visakhapatnamense]AB19
MVSGFHLPPTGFGPGSQPADDELGYMQMPSGMRTYAAHLPEIDDTDAAAPALALLERAAAACERAAATGEGESFQLADLP
PDARALLTETLGQGEVSVRIQGVPAVAVQESVFAGVWRVMGAGVDRVEVGAVPARARIAFAPQRAALGLEAPKGLDVFNA
PALLVELLDRSAAWRKGKDPHVVNLTLLPHTEGDLAWLDAALGEGAVTVLSRGYGNCRITATATANVWRVQYFNSMDTLI
LDTFEVTDMPEVVLAAPEDLADSAGRIRDVLEAIR
>MBL3576860.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum visakhapatnamense]AB19
MTARFEGSYGGRDDRISPAAVMECKICWTVYDPAEGDDFRQVLPGTPFAALPEDWTCPTCDAPKAQFMVKDDPGATEAAT
AAWIADRTAALEAEFREIWHSKMRDVPLVNASLHVEAVGFALYEGRPLGVLVAPWFMNLILLPAEGEDWSGLTAGAKESL
CFPSGDYEFIHNVRPMAGGYKACSLFSPMNDFASQLQAVEVARAVMVELFKAENRAETDRAADIRAARETDLADAEAAEG
EASGTGAPTRRAVISGGLAAGAEDRPAEAPGA
>MBL3576861.1 hydrogenase expression/formation protein HupK [Rhodovulum visakhapatnamense]AB19
MSAALHIALTGAGPRIAAPAPPALEALLLHRRVEEAALLVPRIFNLCRAAQSLGARVALGLPARPEDRAALADEILRDHL
MRFFVLWPRALGLPPAPLPHGDVARAVFGPPGRCPAPDAFDRWLAAGAGVAPVLAALAGRFAPGEAVADLPPADPGPALD
AAAEENSPWLRHRTSPLLAEIEARYGRGPLWRAAARLVDLEACLSGQFPATPDTRGGVVRVPAARGTYSLSARVEDGRVA
AFRRLTPTDHLCARGGVLQRALESLPRGRADLAPLVVDILDPCVPVVFDEAAHA
>MBL3576862.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum visakhapatnamense]AB19
MHEMSLCEGIRGIVEDQARAHGFAAVRLLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRALCYDCGVEV
EIENRLDPCPRCGGGRLMPVGGDEMRIKDMEVV
>MBL3576863.1 hydrogenase nickel incorporation protein HypB [Rhodovulum visakhapatnamense]AB19
MCTVCGCGGATLEGQARGQAQDHGQDAPHHHHHDHTHGHDHGHDDDHTHDHTHDHGHAHGHHHHGDHGDLHYGAGAAGVS
VPGMSQARLIEIEAGILSKNDAFADGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEKLGGQPLAVIEGDQQTSNDADR
IRATGAPAIQVNTGKGCHLDAHMVGHAMDHLALPRGAMLFIENVGNLVCPAGFDLGEDAKVAILSVTEGEDKPLKYPDMF
TVARLAILNKTDLAPHCDVDFDLYEANLRRVNPGIEILRVSARTGEGMEAWIDWLTARLAEKAGGAAA
>MBL3576864.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAPASARPAVLLVDDEPHSLAAMRMALEDEFDVLTAADAEAAMAVLRDEWVQVILCDQRMPGRSGVAFLSEVRERWPETV
RLIVTGYTDSSAMVAAINEAGIHQILTKPWHPDQLLVAARNAAQLFQLSRENERMALEMRLLASTAESRVEKRRKALREG
MGFETVLRAPNSPMVEVVQMARRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRADKPFYDLNLAGMPEDLTAIELMGAK
RGVLAGGVARIGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVGTNFRLICGAGTDLKTLVAEGRFR
ADLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSASHGKPVHGLDEAALEFLENYDWPGNLRELKNEIARMLVLAQDK
MLGADLISRHILQAPPGDEGADRSADAVLARTGSLKDRVELMEMRILRETLTRHRWTKSRAAAELGLSRVGLRAKLDRYG
IAGPAGRVSQDEED
>MBL3576865.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum visakhapatnamense]AB19
MCLGIPGRIVAVTDAARMMALAEVSGVRREVNVACILDGPAEDLVGEWALIHVGFAMARIDADEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MBL3576866.1 hydrogenase formation protein HypD [Rhodovulum visakhapatnamense]AB19
MKYATEFRDPKAAKAVLARISALADQIGATRAAPVHIMEICGGHTHAIFRYGLDKLMHEGVEFIHGPGCPVCVLPMARVD
ECVEIANRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPGREVVFFGLGFETTTPSTALSIQQ
AAREGLGNFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
TQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDQSGLRIRARYRAFDAEEKFGVGYAAGPRVVP
EPEGCACGQVMTGRIKPTACPQFGCGCTPEMPLGALMVSSEGACAAYWQYGGARAPEAVE
>MBL3576867.1 hydrogenase expression/formation protein HypE [Rhodovulum visakhapatnamense]AB19
MNVPTRARLRDTHVTLSHGGGGRAMRDLIDEVFAAAFRPDAMEDQARLSDAALTEPGARLAMTTDSFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIVATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGAI
PPGRDLAASRIRPGDVALVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLASALN
EMAEAAGVGVEIEEEALPLRDEVKGMCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRARPEGRDAVIVGRATAEHPG
QVRMRTAFGGARIVDMLVGEQLPRIC
>MBL3576868.1 hypothetical protein JMJ92_01635 [Rhodovulum visakhapatnamense]AB19
MRHHFDRRAGRAATALAARTGACLATLRIFARDWDTAFAETAEGVVFDLYRGGRHTALVGRNAARARSSNPF
>MBL3576869.1 Bax inhibitor-1/YccA family protein [Rhodovulum visakhapatnamense]AB19
MADYNTIRAGATGVRTAQIDEGLRAHMNKVYGTMSVGMLITALASWSISGLAVTDMPTAVQIGADKYLTGLGQALYTSPL
KWLIMFAPLLFVFGFSAGINRMSAATAQVVFYAFAAVMGLSISSIFLVFTGVSIVQTFLVTAIAFAGLSLWGYTTKKDIS
GWGSFLIMGVIGLVVASIVNIFLASPAIMFAISALGILIFAGLTAYDTQRIKTEYIQHAHAMDSEWLGKSAIMGALNLYL
DFINLFMFLLQFLGNRE
>MBL3576870.1 DUF1127 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAQVSTNIRAAHDVGGAGLVKRILLGLSAARQRRQLVELDDRQLRDIGLTAEEARAEARRPAWDVPQSWLR
>MBL3576871.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MARNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDLQLLDRTERKVKLTASGEQLLGYARRILSLND
EVYARMTAQEYEGEVVVGVPHDIVYPAIPLVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGPTGETL
TELPLVWVGAIGGTAWRQRPLRLAYEHTCIFRQGVQAALDRAGIPWVMTVESDSSRTVEASVSADLAVHTSVDGALPPYV
ERIQHGGALPDLKTTQINLYASDLADGPVIGALAELIRQAYRAS
>MBL3576872.1 NADPH:quinone oxidoreductase family protein [Rhodovulum visakhapatnamense]AB19
MRLFQLDRIGEQPRLAEADCPAPAAGEVRVRIAACGLNFADLLIIEGRYQEHPPLPATLGMELAGTVEALGEGVDPGLLG
TRVAVFAGSGGLAEAGCFPADRCLPLPETMSFIEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLIDSDTDDLRAAVLALGGADVVYDPVGGPLFAEAMRACRPDGRLLAIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLAFRPQVLTASLATLFRWHAEGRLHPHVSHVLPLERAAEGLDLLRQRKATGKVVIAMH
>MBL3576873.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALDVAVSFFFEGLDGRNAEQTT
TGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MBL3576874.1 histidinol-phosphatase [Rhodovulum visakhapatnamense]AB19
MKDTEADSLIEIAHALADAARTATLSHFRTATLGVENKAGTGFDPVTRADRASEAAMRAILADRRPEDGVLGEELDGTSS
RSGLTWVLDPIDGTRGFVCGTPTWGVLVALSDADGPILGIIDQPYIGERLLGGFGRAEFSGPHGQRRLATSAPRPLSQAS
VFSTFPEVGTPEERRAFAALAGQAQMVRYGMDCYAYALVAMGHVDLVVEAGLHAYDIQAPIAVIEAAGGIVTDWKGGPAH
DGGRVVAAANASIHAEALAILSAAA
>MBL3576875.1 8-oxoguanine deaminase [Rhodovulum visakhapatnamense]AB19
MGHVLIQGAELIVTMDDERRELAGADLRLRDGCVAEIGTGLAPEGAEIVRADGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLKTLYPIWSRFGPEEFRVSALVGLSELALSGCTMSSDHQYLYPNGARLDDTIAAAREVGIRFHATRGAMSIGES
KGGLPPDELVEAEPAILEDCIRVIDAFHDPDPGAMIRVGVAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLDRFGCRPGQYAEDLGWTGDDVWHAHCVKLDGREISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVVLGADAMSAREALEIATRGGADVLGRPDCGRLAPGMRADLAIWDMSGIEAAGLWDRAAI
LLAGPNRVRDLFVEGRQVVRDGRIVTHDLGTAVAAQTRIARRLAGL
>MBL3576876.1 magnesium transporter [Rhodovulum visakhapatnamense]AB19
MENEVIDQAEPGEEGYGLDNRTVAAIRLAVAAGDRVRLGELLEPLHPADIADLLEQVDSGHRREILLLGSSFFDGEVLSE
LDESLREEVIAFLPRDVLSEAVRELESDDVVDLLEDLDEPQQAAILDALEDADRLAVEQALTYPEYSAGRLMQREVVRAP
EHWTVGETIDHLRAHKETLPDQFYHVIVVDPGIRPVGYVTLGKLLSSRRSVKLTELFEESFRTIPATQEEGEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLSDRVVETCRQRVPWLLVNLGTAIVASLVIAQFET
AIAQVVALAVLMPIVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGVINGVLFALVMGAVGVLWFGSGTLA
MVIAAAMIINLGVAALAGILVPVMLDRLGVDPALASGTFVTTVTDVVGFFAFLGLASVVLL
>MBL3576877.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum visakhapatnamense]AB19
MIVAAKAALRAEAQARRAAVHDPARGAEALARLDAVLTPHLGRPAAGYLPIRSELDPRPAMAALGRAGPVGVPVIEGAAR
PLSFRLWTPDCAMERGPFGVSIPSEPRPMVPEVLIVPLLAFDRRGIRLGYGGGYYDRTLALLRARGPVLAVGLAYAGQEL
PDLPAEPTDLPLDLIVTEAEVILP
>MBL3576878.1 TIGR00282 family metallophosphoesterase [Rhodovulum visakhapatnamense]AB19
MKLLFLGDVMGRSGRSAVADRLPALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLGFIE
QEPRILRPLNFAKGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPAGTAYLTDAGMCGDYDSVIGMDKAEPMRRFITGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MBL3576879.1 SLC13 family permease [Rhodovulum visakhapatnamense]AB19
MIPLSLPPTGMALLALAVVAAMFVAFVRERYPAEVIAICGATVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERGGKQKPRRAIATLMGFVLISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEVTPLALVLVAWGMIYLRVFGRRLLPARDSMADLLSDKSKMKFFTEAVIPPDSNLIG
REVTGVQLFKREGVRLVDVIRGDESLRRNLNGVTLQTGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLGSLRLRRKFGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPADIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVGIVVLAALGVAPILMLAVAAVALVLAARCIDAEEAFTFVEGRLLALIFAMLAVGAALESSGAVKLIVDGLAP
YLAELPPFFVVWAVYLLTSVLTELVTNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLSMGLLSALLIPLLWPL
>MBL3576880.1 hypothetical protein JMJ92_01695 [Rhodovulum visakhapatnamense]AB19
MSDRPDHPADTFFRAFLVSGFFAFFVLLVLVWVTAGYGWALALAGAIWFALHLATA
>MBL3576881.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum visakhapatnamense]AB19
MTGPRFTPLVDSLPATVPFVGPETLERGRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHALRQALAEAH
GVAPDCIMVGEGIDGLLGYLVRLVVGPGDAVVTSEGAYPTFNYHVVGFGGALHKVPYRDDHEDPDALIGKAAELGAKLVY
LSNPDNPMGTWLPAGRVQAMIEAVPEGTLMVLDEAYVEFAPDGTAPAIDPEDPRVIRFRTFSKIHGLAGARVGYAIAAAP
LIAAFEKVRNHFGMCRISQAGALASLADTAWLAEVKAQVAEGRAMIARIAKANGLSPLPSATNFVTVDCGADGDFARRVL
AELTQRDVFVRMPGVAPLDRCIRIASGPEDQLAVLAEALPKALEAARG
>MBL3576882.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MTEPQMLTTPEGRRLAYHRTEGRAPGIVFLGGFMSDMEGTKATHLETWAKAQGRAFLRFDYSGHGQSSDRFDEGAIGDWA
ADARAALGALTEGPQVLVGSSMGGWIALLLARALPHRVAGLVGIAAAPDFTEDSMWAGFSDAQRAELMTAGRVEIPSAYA
DSPYVITRRLIEDGRRNLVLRAPLAFNVPVRLLQGTADEDVDLSVALRLLDRIEAPDLRLTLVKGADHRFSTPETLALIE
TAILEVA
>MBL3576883.1 polyhydroxyalkanoate depolymerase [Rhodovulum visakhapatnamense]AB19
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERTFARMVAKPDWNINTVVGADGRDHIVS
VEKCVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSQGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAGEDPAAQPRTLTLIGGPIDPDAAATDVTDFGRRVTMGQLEQLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTAEFYLSTVDRVFKRRE
IARNVFSVDGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPAHKKASHLEAGAGHYGIFAGKSWRNNIRPL
VLEFIDANSGDPQPARAHLKSV
>MBL3576884.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum visakhapatnamense]AB19
MEDLTERLVAAVAKKRRIDPNLQAPGHDLYMKAAAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPTD
NTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISNAVKDIDGLAPRDAKRLEYFTQQIVDLMSPANFLGTNPEALERAVA
TDGQSLVDGLENLVRDIEANDGEILVTLANREAFQVGGNLATAPGKVVFRNRMLELIQYAPTTETVYATPILIFPPWINK
FYILDLTPPKSLIRWLVGQGYTVFVVSWVNPDASYAEVGMDDYVEEGYLTAIAEVKAITGEDKVNAVGYCIAGTTLALTL
ALMQKRGDTSVRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTQKGFLDSFFMSRTFSFLRSNDLIYRPAIRNYMMG
EAPPAFDLLYWNGDSTNLPARMVVEYLRGLCQGDRFASDGFEICGERVHISEVRLPLCAVACETDHIAAWASSYEGVRKM
GSTNKTFILSQSGHIAGIVNPPDKKKYGHYVNDAPMKDLAAAAWRESAEFTEGSWWPRWEAWLKRRSGKQIPARDPGVGG
RAPLCDAPGTYVLGEKAP
>MBL3576885.1 phasin family protein [Rhodovulum visakhapatnamense]AB19
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISAKWTKDTLSKVGEMTTVKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATATMAADKA
>MBL3576886.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum visakhapatnamense]AB19
MTDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRSGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTTSAQSVVPQFLAASFEMLRDGQSKMIENFGRINPMAMPGFEALQAQQEAFLKAMTGNWAGGSGPGEDDDEGGPN
ELNEIKRQLAELQQKLSKMNE
>MBL3576887.1 L-serine ammonia-lyase [Rhodovulum visakhapatnamense]AB19
MYLSVFDIFKIGIGPSSSHTMGPMVAAARFLETLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGVTPEAYDAA
AAETALARIRATAEVRPDGLPPLRFDPATDLVFDYDRPLPGHANGMTLSATDAQGDVLATETYYSIGGGFVRTEAELAAG
DPADQGAERPVPYPFSSAAEMLEMARASGRSIAAMKRANELARMSPAALETGLARIWSAMSDCIERGLATDGGLPGGLGI
RRRAHAIHSALMAERGMNLTPPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLSHVPAAQPSKIGDF
LLTAAAIGGLIKHNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMSEKYKETALGGLAVNVPNC
>MBL3576888.1 hypothetical protein JMJ92_01735 [Rhodovulum visakhapatnamense]AB19
MEPKPTERLPAPGLHAAAGTLGLVLIAAFWLSTLGAELFGTPAQIAAVKTAIPYGLVLLVPALIAAGAGGARLAQHRRGP
LVARKTRRMRIVAMNGLLILVPSALFLARKAAAQDFDAAFVVIQLAELVAGAANLMLLGANLRDGLAMRGLRPALR
>MBL3576889.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MVFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATMANTLNRMERDGLIM
REPDAADRRARRVRLTARARALEAPATEAATEVNARALARLSPGDRARFPEMLQAVIAALRADR
>MBL3576890.1 ribose-5-phosphate isomerase RpiA [Rhodovulum visakhapatnamense]AB19
MGAELSPIEMAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSSRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWTASRKLIAEALE
GLDVLGRDITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLALLLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVELAESDNLFADL
>MBL3576891.1 glutathione-disulfide reductase [Rhodovulum visakhapatnamense]AB19
MSFDYDLFVIGGGSGGVRAARLAAAEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGYPRVFEEARAYGWQAQAGEFD
WTVFRARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLANGIEKTARHILIATGGRPFVPEFPGCDLAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDEEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGRDAVFDAVLFATGRRPNTDGMGLEEAGVRLKQNGAVEVDAWSQSSVPSVYAVGDVTDRVALTPVAIREGAA
FVETVFKANPTRADHELVPGAVFTQPEYGAVGMTEEEARSHGPIEVYSTAFRPMQSGFAGQPDRVMMKLIVETGSRKVLG
CHIVADHAAEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTLKAPVRTG
>MBL3576892.1 FtsH protease activity modulator HflK [Rhodovulum visakhapatnamense]AB19
MAGNSGGPWGGGGSGQGGGGNRGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKLTRSGVALAVLAAGV
AWGWASFYTVKPEEQSVELFLGRYLQTGNPGLNFAPWPVVSAEVIPVTREQTEDMGVGRAGADAGLMLTGDENIVDIDFQ
VVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLDSYDSGMNVVRVNFDKAD
PPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEVT
RKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRTDSARGGN
>MBL3576893.1 protease modulator HflC [Rhodovulum visakhapatnamense]AB19
MKKSAFLIPLAILVGATALSSVFIVDERERALVLQFGQVRAVKAEPGLAFKVPLIQEVVKYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVRFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADEEFFEFYRSLNAYKEALGKGNASMVLSPDSEFFEYFKQANRPAAAPAPTQVPASD
>MBL3576894.1 DUF2065 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDMIVLGLGMALVFEGLVFALAPSRLEQALELIRRIPVETRRAIGLGAVALGTAIVWLARSLWG
>MBL3576895.1 Do family serine endopeptidase [Rhodovulum visakhapatnamense]AB19
MTSQAISLSVRGVSPERLRPVWALLLGAALLLAQASLALARAAPESFADLADKVSPAVVNITTSTTVEGHAGSNPLVPEG
SPFEDFFRDFMNPDGSPNMPPRRSQALGSGFLISEDGYIVTNNHVIEKADEIQIELFQGGTLEAKVVGTDPNTDIALLKV
QSDKPLPFVPFGKSEMMRVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMEGEVVG
VNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGAVVTDVPEGPAAEAGM
QSGDVILSFDGIDVQDTHGLVRQVGNAPVGKAVRVIVFRQGKTQTLLVTLGRRETAEGGASPGTDAPSAPEAEAAEVLGM
TLVPLTDELRDQLGVGTVTDGLAVTDIDETGEAYAKGLRSGDVITEAGQRKVATAADLQERIEEARDAGRKSLLLLVRRQ
GEPRFVALSVGE
>MBL3576896.1 hypothetical protein JMJ92_01775 [Rhodovulum visakhapatnamense]AB19
MTARPYDPEMPPAPDWPRPPRAIPHGLLDLPPSGARVTVAGLVLVRQRPGTAKGVIFVTLEDETGICNVVVWAKVFERFR
RAVIAARLMRVTGRVQREAGVTHVIAEHVEDISGMLDDLLRPDLCRAGDQPS
>MBL3576897.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAKITYIEHNGTEHVIEVASGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPAIEDMEADMLDFAYATDP
KRSRLTCQLKVTDALDGLIVQMPEKQI
>MBL3576898.1 VCBS repeat-containing protein [Rhodovulum visakhapatnamense]AB19
MPASARDGASARIVAARYADPTARYDHGVLGDRLEWGSLVLRLSKGGTRRIVLPDTRVFEDLAPRLADLDGDGAPEVLAV
ETDLALGARLSVYGADGLIAATPFLGQPYRWLAPAGAADLDGDGRVEIAYVDRPHRARVLRIWRLEAGRLVPVAAAEGLT
NHRIGDDVISGGLRTCGGTPELLLADPDWQRVIAVRLSGGQVSRRALPHPPSPAGFASAAACR
>MBL3576899.1 EamA family transporter [Rhodovulum visakhapatnamense]AB19
MDLWVIVTLGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAAAGLAALLAIRGEALPGLTPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGMAFTKTEAIQVAAFSALLLGEPVSAPGMAAIAVGVLGVIALSRPPGGWRGAGVSYRALGLG
LLAGGLFGLSAIGYRGATLQVDNADPLLRALMALSCVTAMQTLAMAAWMAWREPGELARVARTWTSVLPVGVAGVLGSAG
WFTAFALQNAAYVRSLGQVELIFSILASVLVFKEKLRAAEIFGMALLLVSILMLVLLI
>MBL3576900.1 phosphoribosylamine--glycine ligase [Rhodovulum visakhapatnamense]AB19
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECAALDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGLLCFGPSQAAAQLESSKSFTKAVCDACNAPTASYGHFTDAEAAKAHIRAAGAPIVVKADGLAAGKGVIVAQTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTEAV
CAKALEDIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEARV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADNFRMVFHAGTRTENGKVTAAGGRVLNVTARGASLAEARERAYAM
IDRIDWPEGVFRRDIGWRAL
>MBL3576901.1 hypothetical protein JMJ92_01800 [Rhodovulum visakhapatnamense]AB19
MNRRAIAFAPAPHRRTAGAYRPDLLETGFGRLDPDQRAAVQAELREVGLYAARIDGAFGPATEAALVQGADYLAWTTRGA
MRVDLNTPRGVSVYLRELSLGPVPA
>MBL3576902.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum visakhapatnamense]AB19
MSDLIDDEAPGGPPPNSPEYTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRL
ATRPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSG
AVIRDILHRLGDRFPRHVLIWPVAVQGAACASEVARAIRGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAA
AESDIPLISAVGHETDTTLIDYAADRRAPTPTAAAEMAVPVRLDLIAALDGLEARRSAALGRLLMQRRQRLADLARALPR
PETLLNFAAQRLDRAADRLPAALSARVARERLRLSR
>MBL3576903.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum visakhapatnamense]AB19
GGDAVRLVSGSARAETELGWVPERSDLPTMIQDAWKWFQSQGCRG
>MBL3576904.1 hypothetical protein JMJ92_01825 [Rhodovulum visakhapatnamense]AB19
MRQPLAGLANVRFCARHRCEWGTWAIVRATLAAVELALAAVPEIGHVYLASGACLPLRPAPCGRPDRLSRRAARDRRLRI
RYRRRGPLGDGRA
>MBL3576905.1 hypothetical protein JMJ92_01830 [Rhodovulum visakhapatnamense]AB19
MAGCSTATSRCRGGWGGGRRPPAGAEPHPGSQWWCLTRRTLTAILTDPVRRRIDRYFRRVWIPDESYLQRLMRRHGRRVE
SRSLTLSRFNRQGRPFVFYDDHLQLLRRSDCFVARRIWPGADWFYDTFLDPGLPSRGAAEPDPARLDRMLTAADDRRVRG
AARACHAKPPAQPGLGPCHDMRTVFRPAGL
>MBL3576906.1 hypothetical protein JMJ92_01835 [Rhodovulum visakhapatnamense]AB19
MQSRLPSPDWAHATTCAPFSVLQGFDEFFADLAPWFERHAGARAHGHLFAPERAEFAGGGASFSDGISDAAARRDYDPGG
FLRNLIWAGRGECQCFMFGPADRQEIAWPLAIDRNAHIAVATGAWAVPLFRSGQDVAVLRKRAAELQRIEAAFLDILRAP
QVRVRFGPAEFADRIDRLGAFRAQLTRRLQVAGQTPFRIGYGQIADVEVLNGPPAFLGTDTRLDAAPTRLKTQNTGPLSA
RVENFDEMTRALADPDPCALFDGNLFEPGHGPALRRHVAAPRSPLRFLPVPGGPVAEVEAWLAAPDGLGPEALWRGFTRK
TLDDWLRRHPGHRSFSVIGHPQERAHRAFCRHVLPVGPDSFPRLCRALRELYGVPLPEGGPGGPGYDAAAHRAAFLGFLT
FLKGQLGGQSALRVDPSWASQSVLPEGMAQSLLPDRIIHAGTLGCDRPSLPQVSGMRPRRCPIRRRSGRFPWPRSMSRT
>MBL3576907.1 PTS sugar transporter subunit IIA [Rhodovulum visakhapatnamense]AB19
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYALPSGTAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPLDSGVDHLKALALVSRTLRDGTVCAKLRANTDPATLHAVLTEAAASQAA
>MBL3576908.1 ribosome-associated translation inhibitor RaiA [Rhodovulum visakhapatnamense]AB19
MLYQISGKQIDIGEALQTHVKDELSAAVSKYADRPTDANVVFSRNAHQYVCEATVHLSTGLTAQASAHATEIYAAFDSCC
DKMEKQLRRHKRRLKDHHRDRSEPVELSGGSAYILAATDENDESDNLQPMIIAEMETQIPSISVGEAVMQMELKGAALLV
FRNEKTGNINVVYAREDGNVGWIEP
>MBL3576909.1 LPS export ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MADGAAAFGFAEPGGGLRVVDLRKSYRRRPVIRDVSLSLDRGEVVALLGPNGSGKTTCFYAVAGLLTPEGGKVLLDGRDV
TTLPMYRRARLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEI
ARCLAANPRYLLLDEPFAGVDPIAVGEIRNLVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDE
NVRRVYLGQSFRIT
>MBL3576910.1 LptA/OstA family protein [Rhodovulum visakhapatnamense]AB19
MSPSIRGKGPVVSIRGRLAALALVLAVPVAAWAQGAQIAFGSLDHDASLPVEVTAESLSVDQGDGTAVFSGDVVVGQGTL
RLSAARVLVVYGSGGAGSGKISRLEASGSVVLVLGEDAAQAQEAVYSIDTATIVMTGDVLLTQGDNAVEGQRLEVDLNRG
TGAMEGRVRTVLTPASDKP
>MBL3576911.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum visakhapatnamense]AB19
MRSYDNAYSRFIAAAKIVFPLAALGLLSTLFLISRDHGSAGTGDGLPYAKVEIDDLLRQQRLGAPNYAGVTRDGTAISMR
ADSARSDPDRPGRGEAQAMQARLTLPDGSSAEIEADTGSIDTTDQVAVLEGDARISTSTGYTIETDRLRSAFADTNVEAD
GPVTANGPPGRIEAGSMTLSADPADKGRYLLVFKDGVRLIYEPEH
>MBL3576912.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum visakhapatnamense]AB19
MTPETCLSIGRRVLRIEADAVHRLAESLDQDFTRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGKPGSTLLRQADVALVLPPADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSTVADLMHSGEDIPLVPVGTAMAEALIVMSRKSFGVVGVTDTDG
RLAGIVTDGDLRRHMTGLLERSVEEVMTANPLTIAPDVLAEKAVAVMNDRKITCLFAVETGRPVGILHIHDCLRAGVA
>MBL3576913.1 ribonuclease D [Rhodovulum visakhapatnamense]AB19
MANYLHSKDLPDGLDLGSVVAIDCETMGLNPHRDRLCLVQMSSGDGDAHMVQIAQGQTEAPNLTRMLADPKTLKLFHFGR
FDIAILQHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLDIDISKQQQSSDWGAPSLSPAQLDYAASDVLYLHRL
KETLDGMLAREGRSEMAQACFDFLPTRARLDLSGWPETDIFAH
>MBL3576914.1 complex I NDUFA9 subunit family protein [Rhodovulum visakhapatnamense]AB19
MSKLVTIFGGSGFVGRYVARRMARAGWRGRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRDSVRLALQGAEAAVNCVGI
LAESGRNTFGLVQHYGALHIAEEARAAGVARLVQISAIGADIESDSAYSETKGRGEAAVRESFPDAVILRPSLIFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAATAAMGEAAPGIYELGGPEVRSFGELMEEMLEVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLDNKVVTRDQVRNLGRDNVVGDGMPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MBL3576915.1 undecaprenyl-diphosphate phosphatase [Rhodovulum visakhapatnamense]AB19
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVVLFFRQDAMLALGGLTRVARGKIDT
PGAFLALCLIVATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPETRKANTWTLKHAIILGLWQVVA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAAAEADMAVLRDGAIAAGFTFVSALIALAVMMR
LARSISFTPYVVYRVILGLVLLWIAYT
>MBL3576916.1 NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MAQQKMLQFVRVAKETPEKREAGDRAKDFDEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWDEGWVPPIAPAEDRSESVGIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDIVMRRVAQLEQGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGELNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPKGFAGDPVTSVMVQKMRLGPPDASGRQSPEVIEGADYVEPADLVIKALG
FEPEDLPALWGEDELEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MBL3576917.1 GFA family protein [Rhodovulum visakhapatnamense]AB19
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSDCGSSLWY
AFTAEGAHKGHSFVSAGLFEGTLELPLNSEVYIDSKPAGYAFAGDHVRLTEAQMMAAAADGMSMGSTGSEGEQK
>MBL3576918.1 glutamate synthase large subunit [Rhodovulum visakhapatnamense]AB19
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVAIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFSAQEVCRTIVETEVLRMGYYIYGWRHVPVNIDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAQVPSLYICSLSCRSLIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAWSQQTVELKQSWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPMRYVVTGDGLLIA
GSESGMVPTEEATVREKGALGPGQMIAVDMTEGKLLRDSEIKDMMAATQPFGEWLDKVTEIDEVLTAVSEKPLFDGADLR
RRQISAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFGN
LRNVLDEDGSQTRIVILESPFLGNAQFDELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLTD
HHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCSL
TEAVGHYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKGG
QDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLDEVESITSI
RKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEELE
IKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGTI
AAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAEE
YGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRAKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLLT
QISRGSAHLDDLDLNPLLIQVDANDRPTLDRSRPRTEVPDALDAEILRDAAPFFEDGEKMQVSYAVRNTHRTIGTRVSSH
IVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGAIIVVRPPLSSPLVASENTIIGNTVL
YGATDGHLFALGRAGERFAVRNSGAKVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGEASLKINPE
TLITCKVAVQHWEAELKGLISRHAEETGSPKARDILAHWELEKGNFLQVCPREMLPHLTHPLGNEERAVPAE
>MBL3576919.1 DUF1269 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MADLIAVAFDDESKAFDMRGELVRMQKDYLLDMEDVVVVTRNDEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAIGGALSDIGIDDDFMKELGEKLTPGSSALFVLVRKATGDRVIERLREVDAEGRILRTSLSKEDEATLREVL
DRTRDKVA
>MBL3576920.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum visakhapatnamense]AB19
MAKATKSTGKKTARRAPKVAASPLPLARRLRRTARRGALAGLALVALGLVAPSLINPPTTPTMMSERMRLGEIDQQWARM
RDIAPVMQRAAVAAEDANFCLHWGFDMGAIRGALEAGGSYGASTISQQTVKNVYLWQGRSWPRKALEAVLTPLVELTWSK
RRILEVYLNVAEFGEGVFGIDAAAWHYYGIPPARLTPGQAARLAVLLPNPKERDPAHLSPTLRRRAAQVEEGAATIRADG
RSNCFES
>MBL3576921.1 glutathione S-transferase family protein [Rhodovulum visakhapatnamense]AB19
MNRLYHMPLSPFCRKVRLVMAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRTMAESQAICEFLDEVYPDPKLL
PGGPVERCEARRLVCWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGAAAIKFHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MBL3576922.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum visakhapatnamense]AB19
MKDRLAARARDEGLAAMGVCRPDAIPEAAGRLAEFVARGRHGQMGWMAERMGWRGDPAALWPEARSVVMVAEPYTQTHDP
LAALARPDRAAISVYAQNRDYHDVLKKRLKRLGRWLLDEAPGHQIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRSLG
NWFFLGAIFTTIDLPPDAPETQHCGQCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPALRPLLGNRIYGCDDC
LGVCPWNKFAVAATEAKYAARPDLVEPPLADLAALDDAAFRERFSGSPIKRIGRDRFVRNVCYAIGNSGDPVLAAAVGPL
TDDPDATVAEAARWALARLKDA
>MBL3576923.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MNPARAIGLKLISVTLFVVMSALIKAAAEHGVPPGETVFFRSLFALPVILVWLGATGQLGAGLRTGDPMGHLWRGLVGGT
AMGLNFAALGILPLPEATAIGFAAPLLVVIFAAMFLGEKVRLFRLSAVALGLVGVVVVLSPRLSAFGGDRMNAAESLGAI
VALAGAAAAALAQVFVRKLVQTERTSAIVFWFSVTSTVLSLFTIPLGWVVPSVWDATMLVAAGLLGGVAQICLTSAYRFA
EAGLVAPFDYASMLLALVIGYFVFAEAPTPVVLIGAGLIIAAGVFIIWRERQLGLERGRARKGVTPQG
>MBL3576924.1 branched-chain amino acid aminotransferase [Rhodovulum visakhapatnamense]AB19
MTGYDDRDGVIWMDGKLVPWRDANVHILTHALHYASAVFEGERAYGGKIFKSREHSERLRRSANMLDFEIPYTVDQIEDA
KAEVMKANGMTDCYVRPLAWRGSGPDMGVASEQNPVRMAVAVWEWGAYYGAAKMKGAKLDISKWKRPSPETVPSQAKASG
LYMICTMSKHAAHAKGCTDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGLTRQTVIELLHDKQIKVHERHIEA
SELEGFEQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEKHVRA
>MBL3576925.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAQIAPAVAQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEEKGYGRAHHRAIHFIHRAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEVGLALEHQLSDAQRVRMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MBL3576926.1 response regulator [Rhodovulum visakhapatnamense]AB19
MGEADIHLLIVDDDERIRELLRKFLMRNGFWVSIARDADHARKLLQGLEFDLIVLDVMMPGEDGIGLTRALRQRIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQIRSEIDLPKVLHLGPVRYDVGRGELWQGDERVRLT
ATEAQLMRIFSANPGEAVSRSRLVEELARDGGQAQERAVDVQITRLRRKIESDPKQPRYLQTVRGEGYMLAPD
>MBL3576927.1 histone deacetylase family protein [Rhodovulum visakhapatnamense]AB19
MTTALLTHSDCLDHVTPPGHAERVDRLRAVAEALTTEGFAGLLREDAPLADEAELLRAHPQGYVDMVRAAIPAEGTVALD
ADTHMSPGSFRAALRAVGGALRAVDMVMAGEAANAFVAVRPPGHHAETARAMGFCLFSTVAIAARYALDRHGLSRVAVVD
FDVHHGNGTQDVLWDDPRVLFVSTHQMPLYPGTGAAIETGAAGNILNLPLPPMSDGRRLRAEIEAHALPRLDAFAPELVL
VSAGFDAHAADPLAQLAWGTADFAWITQRLCDIAEAHSGGRLVSTLEGGYDLEALAASVAAHVAVLMERGA
>MBL3576928.1 exodeoxyribonuclease VII small subunit [Rhodovulum visakhapatnamense]AB19
MTEKPVGEMTFEEAMRALEEAVAALERGDVPLEDSIALSEHAMKLRKHCETKLRDAEAKIEAMTLDAAGNPTGTKPAEGL
>MBL3576929.1 polyprenyl synthetase family protein [Rhodovulum visakhapatnamense]AB19
MFQSSLTSAAERIEARLSAALAGSADQPVTHAMRYAVSGGKRLRGFLVIESAGLYGIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFDLLAGPSCHADPAVRIDLVASLAKASGIDGMVLGQAQDIAAE
TAGRPLSLEEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGAKARAKALVEEAEDALSPFGEGAETLKQAARFVIARES
>MBL3576930.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum visakhapatnamense]AB19
MSNRPITPLLDKVCCPADLKGLSDDQLKQVAHELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDAFGAGHSSTSISAALGYAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIKHLPEPFQEGARRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAETAPDCGHGVSKFDIATGVQKKTP
ANAPSYTKVFAEALIREARADRKVVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYAEARLNAADIEAKVREVLSGTAAQAA
LRA
>MBL3576931.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTKTLLSIGHGYSARELAQSLGPGWRVIGTSRSPEGAETLRQTGIEARVWPGEDIGPDLAAATHLLTSVPPGASGDPVLA
TLGETLREARHLRWVGYLSTTGVYGDHGGGWVDETTPLTPATSRGAARVAAEAGWAKLGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKDGQVFSRIHVADIAQVLAASMTAPDPGAIYNLADDEPAPPEDVIAFAAEMLGLPVPPAIPFEEADLSPM
ARSFYAESKRVRNDRIKTDLGIHLRHPDYRAGLAALLETERAATMG
>MBL3576932.1 AMP nucleosidase [Rhodovulum visakhapatnamense]AB19
MPDYSDPPLSSPDLPAPEAFTDAAAAVERLVALYETATGFLRARFAEVLSGEAPRARFRAVYPEIRVSTVSYAQVDSRLS
FGHVAEPGTYATTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSATPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTLAQPDGVARPLAPFTAQRVDYSLARLEHYTATAPEHFQNHVLFTNYQFYVEEFEALARQALADPASGYT
ALVGPGNAEIAAPDAPMPVPAKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEITRLEGYELKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASAFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MBL3576933.1 HU family DNA-binding protein [Rhodovulum visakhapatnamense]AB19
MAKPMTKTQLVAALAEEMEADKKTASAALDAMTAIITREVAAGGSVTLPGVGKIYCRERPERMVRNPATGEQFKKDSDKV
VKVTIAKALKDSVNG
>MBL3576934.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MDIRALAMGLAFAFIWASAFSSGRIIVGAAPPLTALCLRFLVSGLIGVGIALALGQSWRLTRPQWQGTLVFGLSQNALYL
GLNYVAMQTLEASMAAIVASSMPLLVALFGWIALGQRLRPLGALGLAVGFAGVAVIMGSRISGGVDPLGLGLTLAGVLAL
TVATLAVRTASSGGNLLMIVGLQMLVGAAALALAAVLTGERWEIDWTWPLIFAFSYTVVFPSLVATWIWFLLVRRVGAVR
AATFHFLSPFFGVGIAAFLLGERLGPADIAGVAIVMAGILAVQLSKQGPAAAPAKGRDGS
>MBL3576935.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum visakhapatnamense]AB19
MIGLRREGGLWTVTLTRPEKANSLTRDMLVRLEEIALEAQAEGVAVLVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDLRIAVPEAKFFYPVMKLGFLPQPSDPGRLAALIGPSRAKLVLMGGAKLSAD
EALAFGLVDRLVPREDLMAAATDLTADALAARAEHRAAIKALCGGRRG
>MBL3576936.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDMTGKSVLITGASRGIGAAAARAFAEAGAHVALAARSEEAIATIAQEIAETGPRAIAIGCDVAEFGQVADAVRTTVQA
FGRIDVLVNNAAVIEPIGRLDAVDPEDWSKAIDINVKGVFHGIRAALPVMAAMGGGTILSIGSGAATSPLEGWSAYCTSK
AAVAMLTRCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRIDWSEHIPPAWPAQALIWMCGADADEFLGQQVS
LRERAIRRRVGLPT
>MBL3576937.1 DUF2125 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTSLKTASALAIAAAFGLALPASADVTADQVWAAWKAIAQGSGQSMTGRESRSGTTLTVEDLQVASQDGQGGSVRVGLGQ
VAFAERGDGSVEIRMPETHPLTVETRNADGHVTALDFTLRQPGFEMVASGTPEALKQDVTAPEVTLTLDRVSGGKPVDVQ
ARMTVFGMTGHYAQSQGGMRTFESGFEADRVQIDFAATDPADGTQVTLVGSVHDIDSSSDSRMPVGGDPTQLGQMLRAGF
TSQGALTHGAMGYTLDVTEKGDPTHVEVSANSGRIGFDLGGTGMAYDVTGKDTRVALSTPQLPMPQVELQMAETGLHFEM
PLMETETPADFGLGLRLAGVTVSKEVWALFDPTGQLPRDPATLIVDLAGKARWLADLTDPAIASSDDVPAELHALNVKDL
RLQVAGADLTGSGDFTFDNADKVTFSGIARPEGTLSLRLAGGNGLMDKLVAMGLIPQDQAMGLRMMMGMFARPGDGPDTM
VSEITVNGQGQVLANGQRLR
>MBL3576938.1 TldD/PmbA family protein [Rhodovulum visakhapatnamense]AB19
MSDPIPSLTEALLDAARKAGAEAADALVTEGTSLSIDVRAGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAEM
AARAVAMAREAPEDATVGLADPAQLAGRRDADALDLADPSPEPDPAALEDDARRAEAAARAVAGVAQVQSASAGYGHRRM
VLAASNGFAGGYARTSRSVSCVAISGEGSGMERDWHSETRTFQAELPAPDEIGRIAGERAAALAGARRPRTGAYPVLFDE
RISASLIGHLLSAINGGAIVRGGSWARELLGREVLPPALSLIEDPHRPRIAGSRPFDAEGLPTARRALVENGVLTGWVLD
LGSARKLGMESTGNAVRSVSAPPSPAAGNVTLTPGEAGREALISEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENGQ
IAYPVNECTIAGKLPEMLRRLRPANDARDHLSRRVPSLLVEGMTLAGA
>MBL3576939.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum visakhapatnamense]AB19
MPALDLALLTTAALEAGQLARRYWRTSPETWEKPGHQGPVSEADIAIDRRLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRAFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGASIRPSARSALDGASVLATRPA
LDPEHWDGPVPHVHRALRASLAYRLCLVAEGRYDAMLTIRDSWHWDTAAGSLILTEAGAAVTDLGGCPLIYNTAPPLSRG
IIAAPPALHAEILSRLA
>MBL3576940.1 DUF4170 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTQRLHLVFGGELVDPTHTVFKNVDDIHIVGMYPNYESAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MBL3576941.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum visakhapatnamense]AB19
MTATAPASMAMTGADPGPERARTPDPEAGSGAGARRAHAGPGAEADSGTAAAGPLLWLHNPPPDEQAAAVELIRELALEK
PALRVLVTGIDAPPLWVDAARGLPQANGTVAPADGHRAVSAFLELWRPDLAVFYPDHLPSTLISLTHARGTALFLITRDL
PRAWHSRWRVGIGGTRRLLRRFDRIFAQSPGTAGELRALGLPRWQISPCGPLSEGSAVLGCSEAERDVLAGLMGGRPAWL
AAGVPAAEEPVVIAAHAAATRFAHRLLMILAPEDPARGPALAAGLREDGWDVALRSDDEEPSAETQIYVADTEGELGLWL
RLAPVTFLGGTLGANTGPDPYRAAALGSAILHGPATGAYPDHYRRLSNALATRTVQDARSMAEVLVDVLAPDRAAAMARA
AWEVSTQGTMATERVVRRMIEALDIAEAV
>MBL3576942.1 tetraacyldisaccharide 4'-kinase [Rhodovulum visakhapatnamense]AB19
MQAPAFWYASPDRPGLTARVLGPLGRLYARATARRLAKGPRARVGVSVICVGNINAGGTGKTPTVIALAMRLIARGVAVH
VVSRGHGGRLTGPVRVEERAHDAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAEAILLDDGFQNPALAPDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSIGTGTAQRQFTETWGREIHVPRLAGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGADLLRAEALDDHQPLTPALMTRLETEAKLLGAQLVTTEKDAVRLPASFRQKVLTLPVRLELDDWGA
IDAAFDRLGLGR
>MBL3576943.1 CoA transferase [Rhodovulum visakhapatnamense]AB19
MAAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRQDGAREAAYFHACNRGKRSVAADFRT
PEGQALVRALVAEADIVIENFKVGGLAKYGLDYAGLSAINPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGEV
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGQGQQIDMALFDVATAITANQAMNYLTTGTPPGRMGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCDLLNLPELAEDPRFATNADRVAHREALTAALTEATRARTKADLLAACEARGVPAGPI
NRMDEVFADPQIRHRGLVVQNDGLPGVRTPIRFSEAELTLDRPAPRLDQDGPEIRAALSDPAPAGRRPRR
>MBL3576944.1 DsbA family protein [Rhodovulum visakhapatnamense]AB19
MIRKLTLSFGLAALTTLGLGLAPASAPLLSSAAWAEETPDVTPFTMGDPKAPIELEEFASFTCGHCAHFHEDVFKRLKAD
YIDTGKVHFTYHEVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCL
SDAALAKALSETSDKTVDAAGVTGTPAMVIDGQLYKNMSYRDLKKILDEKLAG
>MBL3576945.1 DUF721 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQGKADQNSRRRRGFERASALLEGRIRRVGEKRGFAVARLLTHWPEVVGDETARICRPVEVRYGRDGFGATLTLLTTGAH
APLLDMQKDALREKVNACYGYAAIARIRLTQTAPTGFAEGQATFAPAPKPPAPAPDPRTAATASDLAVEVRDEGLRAALQ
DLGTRVLSRSKR
>MBL3576946.1 A/G-specific adenine glycosylase [Rhodovulum visakhapatnamense]AB19
MRDDELSAELLAWYDIHARELPWRVGPAARKAGERPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTLWPDVGALAAAEDAR
VMGEWAGLGYYARARNLLKCARAVAADHGGRFPDSRAALLALPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPDLTALAARLTPPERPGDHAQAVMDLGATICTPRNPACGICPWRAPCLARAEGIAAALPRKLPKTPKPTRLGR
AYLGRRTDGAWLLERRPETGLLGGMLGWPGSDWAETEPFSAPPAEADWRPLGAEVRHTFTHFHLRLDLWVVDLPVDCIPD
RGQFLAPAAFRPSDLPTVMRKAFDLARPAFDPPGNARG
>MBL3576947.1 NAD(P)H-binding protein [Rhodovulum visakhapatnamense]AB19
MKLLVIGASKGIGLETVRYALGRGHDVRAFARRAEGIAIDDPKLEKVTGDAGDAAAVKAAVQGVDAVVMTLGLPKTLPAM
MRKTTLFSDATRVLLPAMKSSGVRRLLAVTGFGAGDSKAKMSTVEKLGFKALLERAYADKTAQERLIRESGLDWTIARPG
ILTSTAPSHAYDVLVEPETWHNGLISRGDVAHFLVHAAEDASHIGEAPVLIR
>MBL3576948.1 site-specific DNA-methyltransferase [Rhodovulum visakhapatnamense]AB19
MTRTKGALTLPLNTILPGDCIEAMNGLPEASVDLVFADPPYNLQLKGDLHRPDNSKVDAVDDHWDQFDSFATYDRFTHDW
LAAARRVLKPTGAIWVIGSYHNVFRMGAELQNQGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKSLNEGVQMRSDWVLPICTGHERLKDENGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRIPFGQLVERGLLRPGEVLISPRGKTAKVRADGTLVGEAVTGS
IHQVGAALEGAPSCNGWTYWHYRREGQTVPIDVLRQQIRAQLHD
>MBL3576949.1 ribonuclease HII [Rhodovulum visakhapatnamense]AB19
MTKPLPDFTLEAEALAGGARLVAGVDEVGRGPLAGPVMAAAVCLTPDDIPAGLRDSKTLTAHRREVLAAEIRARAAVGLG
EASAREIEEMNILQASHLAMCRALAALPAPPDLALIDGNSLPRALPCRGIRVVKGDARCLSIAAASIVAKVARDAVMVEL
AQQYPGYGWDHNAGYPTKEHLRALRDMGVSPHHRRSFKPVYNILWQDKSISP
>MBL3576950.1 hypothetical protein JMJ92_02060 [Rhodovulum visakhapatnamense]AB19
MRHRIFAPLLAAALAFGAVGATPARAADGSDVAKALLGATALFVIVNGIDRHTGKAERHDRRHVAPAPPQRADRYAPDRR
HAARSVPARCISRVETRHGARPVASGRCLRQAGLRNLPHHCALPGRGKRDVYAMNCLADTGYRIAPRRR
>MBL3576951.1 hypothetical protein JMJ92_02065 [Rhodovulum visakhapatnamense]AB19
MILRPILACLVLAALSGPASAACYADYKAKQDNPLKLHYGVIELPDAACGSRDAAAREIDRRIRRGGWQLLNVMSIFGAE
GLGDRKASANGFFLKY
>MBL3576952.1 hypothetical protein JMJ92_02070 [Rhodovulum visakhapatnamense]AB19
MSAPPKRRPLQAGRVVAAGLLAIVAILLGAAVLLFLNLPDANAFNARVERIFVENDALRSGAEVKLLEILAQSGTAFSDV
LASYRMVIFVLLVFSTALLVAALVFLFTIVTLNRRMSEIERAGIRVSSLVISRAENTVMLNDMAFRLTEAAIETLSVLAE
ARMDDDILSGAEIEATVSGRRPEDCDEAAGATRIKRLRDSLGNQIVSELLVRNVARRGYVLAIDRDVIRMT
>MBL3576953.1 hypothetical protein JMJ92_02075 [Rhodovulum visakhapatnamense]AB19
MRIGFVALCLMVCLLPLRLAAEEVVLARSALVEAAQGTYLAMGLTLPPQDETLPLVGGRGLRSGGQVLRHLAGQQAVNGF
EGVLYDNRDRGHSTLPGDLFPRLTRLTYGDPLRKAGADYGLAGKILLPAVVFGNSSTSVTSGPAQRSLPRLAMTSEDGPA
QSARLYENNHLYVYPEHRDHDEADRYPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPETFAALRDTRLMAPTLQMILR
RSYAPVRSREAYLSGIAHPVVFEGDALRPGRMMGEAAAMRPDTIPPMVRLRVERDGFGEAEGLARLSERLFDTEGAIARI
WRNFGWSREMTVSAAETRDPNGRKLTFTWALLQGDPARVWIEPLDPDGSRARIRVAWHDPKTAITRDRSGYHNRRQSRVE
IGVFASNGINDSAPAFVTVFFPDHQNRTYATSGAGGMRLVSIDYDAMGRGVYYDPLLFWSAPWTDRAGYDGAGALTGWTR
FGHDGNTRTLPPEVGEGVYQIERLQPERPYLIMP
>MBL3576954.1 ParB N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDQGKRSPPRGPGFEPTLHPIATAAILPVKHLPTSFPKGRKYAQIAASIREAGLIEPLGVARARDQDGTFILLDGHVRL
HVLKEIGHPATEDTDWRAVAPLRRHQPKVLRDHKNCPERTALARPLRSRRQLTGLFRVTDRRGR
>MBL3576955.1 ParB N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRQTEAGTEVQIVPIAAITGENPRERSEKTFRALVDNIGKVGLKKPITVARDDTASGNACRLVCGRGRMEAYVALGGTHI
PAIVVDATEVDRLLRSVIETVARRQQRPLELLQDIATPRNRKYSDQEMAEKTGLSQSCIHEIGELIANGEERLPIAVETG
QMPLSVALYVIRAEEKDVQKALEAAYASGELRGKKLLEARRLVELRHRHGKKDGATRTKRSGVRMTSAAMVRADRVGAER
QQDMIRRAQATRGHLLFLDAAFQSALGDETFLTLLRAKGLDSLPTIIVEGLKGPRT
>MBL3576956.1 XRE family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MRIKMGTGVPEKGTMVQLRPETVGYRGALAMALRLELGSTHRAIKTARRWTGASERTVKHRFAGKRRPSGELLIQLARHS
DMVFHMVLIGAGRYDDADPEMR
>MBL3576957.1 TonB-dependent receptor [Rhodovulum visakhapatnamense]AB19
MSLLLRLVRTGCLVSCGFGLPALAQQSSDGPDEVFALGEIVVRSSGEAAQGGTSRTVGAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNDGYYLSRDYTPTDVQGAGHRDYSDSEDSRLNL
KFGFTPNPTDEYVLSYTRQEGSKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTVELGSDIGERNTLTSAFHYRYDRHRDIQLSRPDINSIPDPTET
SRERTLSFALEDRFQLREDLSLVGGLSFDRAEVLSASRTRTDYGGPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFP
TLFERYSSRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVETALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYAGFEIGA
RTDLTGSLALSANYTYLDRDITDPVRPGLKATDTPRHSAYLRLDWQATGSFSIAPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRTFYLTTAYTF
>MBL3576958.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MGRVTPLVEARGLAVGHGGRVLLEEVGLGLQRGRILCLLGPNGVGKTTLFRTLLGLMPPLGGAVFLGGRPLSDLSRAEIA
QRLAYVPQTLTTPFAWRALDLVLMGAAARLGPFARPGRAEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQ
GAEAVAMDEPTASLDFANRIRVGKAIQGLAARGIGVLLCTHDPDQAADLGDEAVLIEPGGILAAGPAAKVMTAARMTRLY
DIPVRRDALPGGRLHFSGPSGREDEGPVTGAAAGQNV
>MBL3576959.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVFRNPLVAPDILGVSQGAGFGAVL
GILLGLPVLAIQLMGFAFGIGTIALVMAIALALRGIGQVLVVVLCGMAVAALAGAGISLVKLMADPDDQLPAITFWLMGS
LAGIKQADVAAALPAIVAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSATLVTAAAVSVAGVIGWVGLMVP
HMARLITGPRFDRLLPVALAMGAALMVLVDAAARSIAQQEVPLGILTAVLGGPVFLWLLARGGRTWAE
>MBL3576960.1 iron ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MMRLRLTALMAGTLALAAAALAAETRTITDATGRQIEVPADPRRVFAAGPPAATLLYALKPDAMVGWPRAPGAEDLPFLR
PETRDLPALGRLTGKGDTVNLEILLSARPDLIVDYGTVTATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGDLLAE
PERGETLAAYAEATFAGIDAILAAIPEDRRPSVYLARGPEGIETAARGSINAEIIDRLGGRNVVEAGPDGLATVSPEQVQ
AWAPEVIVTIDADFAAHVGAMPEWQGIPAVRDGRVYLAPSAPFGFIDSPPSVNRLIGLKLLADKLYPEEARIDIEAEVAR
FYTLFYGVTPDRAALDGLLGAGHPGE
>MBL3576961.1 SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MTLIAPDPLRPHEECVAVPEAFDAGLWFIGRIRTPWTQRADCPRRGDPAGGPDCRIELDARWLSALDGVAGKDRMQVLYW
MHLSRRDIVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLHVAGNVLTVRGLDCIDGTPLVDLKPEFGILP
>MBL3576962.1 GTP cyclohydrolase II [Rhodovulum visakhapatnamense]AB19
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPGRLDALRALGGRPVLAITARRAETLKARPYDGDLARLLLPT
EVGTDWVRAVADPADDLSKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAVEVTAPDTLAGAEGLTRVTLDEAALA
RAEGTALAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLLGSLKCDCGAQLRTAL
AQMGKEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGIAVTERVPLKVGHTPENARYLAVKAEKSGHLM
>MBL3576963.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MSTLKKILLVDDETDLREALSEQLVMTEDFDVFEAGSGVEAMEKARAAIYDLVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDTDADTILGLDAGANDYVTKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MBL3576964.1 hypothetical protein JMJ92_02135 [Rhodovulum visakhapatnamense]AB19
MSGQWTCFFGILCALCQIGPAAEAATDIPGYWSVLPGWQSWQVPSAYQVGFEGSSELAVACGPEGQPVMGVLADGTTLPD
GSFERPAKIGERHFLIAWTGQAGLALARPDAEFLTAMRSGSTLVLYDYQGAPVDFRLSGAAQALDSALAGCPPPHAARPD
PAAMRRALDETLQARTDRECRALGRDGTEIGAGAVRERPLPGSDYPEVSVDFGYVSCREGLRLHRDFCTEAGCAHQRYLP
GASAYVLIENGDPD
>MBL3576965.1 exodeoxyribonuclease III [Rhodovulum visakhapatnamense]AB19
MPFTLATWNINSVRLRAPLVARLMEEQAPDILCLQECKCPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLGQARHVAARLENGVLLHNFYVPAGGDVPDRAANEKFGQKLDFLTEMRDAFRASRPERSILVGDLNIAPGEDDV
WSHKQLLKIVSHTPVEVDHLAAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHVWATPDIAGAAGDSRI
LRPVRGWDQPSDHVPVLARFDL
>MBL3576966.1 thioredoxin [Rhodovulum visakhapatnamense]AB19
MLELGGKAAGTGGASEALIKDVTEATFMADVIDASHEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDRN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPGSEVQAFVDRVAAIAGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAPAYAGLARAHLALGEIDQAEQFLQAVQPEIARAPEIEAARAQVALARQAAEAGPVADLRAAVDHDPDNHQARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFDALKPQDPIVLKGRRKLSSMIFA
>MBL3576967.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFSAVDLPDTIPVFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTPHRLIGMVQPREVPGSDERKLHAIGCAGRVTAFS
ETEDGRYLITLSGISRFRMTRDQAGFTPYIRAEVAWDGFGRDLGPGEDDPGFDREAFLNLLGRFFASRGLSTDWDSLREA
EDELLISSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGNDEEKMQ
>MBL3576968.1 Trm112 family protein [Rhodovulum visakhapatnamense]AB19
MNDVTQADRKMLESLVCPVTHGPLAYDPDRQELVSKSAGLAFPIRGGIPIMLVDEARRLD
>MBL3576969.1 carotenoid 1,2-hydratase [Rhodovulum visakhapatnamense]AB19
MISFIGSVFSPWYRWSGRKSPENHCCINVATYGPGGRWTMTDRGRAALQQTRNTFQVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGTHIWRPFGPSSEIEVDLNQPGWQWTGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASVRDGSELALGVHFDANGRAEVVEAPPRTRFARSKWLVRRETRADPGYTPRQVHDMLDAPFYCRSAIRTK
VFGEEMVGVHEALDLDRFASPLIKPMLAVKVPRKPGWPSPR
>MBL3576970.1 phytoene desaturase [Rhodovulum visakhapatnamense]AB19
MAGSPGKVVVIGAGMGGLSAAIRLAHAGLEVEVVDRAPVPGGKMRTFDSDAGPVDAGPTVMTLRPVFEELFDSVGARLSD
YVTLHREEVLARHWWPDGSTLDLFASREQSADAVGRFAGTRAEKEFRAFCRRSERLFHAFDAPMMRAAEPSQGALTRHVA
THPWLALDMAPHRSLAQALGKAFSDRRLAQLFGRYATYVGGSPFQSPALLSLIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFTFGHRATRVEIQQGAAAAVHLDSGARLPADVVVFNGDPAALAAGLLGEGLRETVAPDAVRPRSLSAYVWSYAAE
PHGPEMVHHNVFFCDDAHAEFDPIARGEMPEDPTLYICAQDRGIGRSPEGLERFEIIMNGPPAADGADPTDEEKETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTRVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASPSTSPRTAMRGGMSTA
>MBL3576971.1 polyprenyl synthetase family protein [Rhodovulum visakhapatnamense]AB19
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHHDCARAVELIRILGQRTGMPYGICAGQGWESEDQ
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAAMVRHMAERLIPEPARLPAE
>MBL3576972.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDAVSGTGPARRSGVNWRRWRNRKIADRGFQSWASRFFLTRGHVRREGERMFDLVSGFVYSQVLWTVVELDLLDATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGPGYQLSALGAALMGAPGVVDMIRHHDVFYRDMQDPLAVLRGEKET
ELARFWPYVFGAGAAENPETAQRYSKLMADSQALVAEETLRAIRFDGVARLMDVGGGTGAFLAAVGAACPDLKMTLFDLP
AVVPAAEERFRALGMAGRVTVRGGSFRDDPLPEGADAVSLVRVCYDHADETVRALMRKIHDALPPGGRLIVSEPMAGGAH
PNRSGDAYFAFYCMAMGTGRARSPERLAEMMKEAGFQGVEMPRTRRSYITSVVVGRKPGAT
>MBL3576973.1 chlorophyll synthesis pathway protein BchC [Rhodovulum visakhapatnamense]AB19
METTAVILRGPREIGLGKLGLTAPGPKDLVVEISHSGISTGTEKLFYTGNMPPFPGMGYPLVPGYEAAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSARRLVTDASRVTRIDPGLGAEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEINPDRQGGAMGYEVLHPDNDPRRDYRTIYDASGVGSLLDTLITRIAKGGEVVLAGFYTDPISFA
FPAAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEEAAEAYETAFNDPACLKMILNWGAVHDA
>MBL3576974.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum visakhapatnamense]AB19
MTLDVPNIKDIDQRLRDEANEPLDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEMGKRVLLIGCDPKSDTTSL
LFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDFL
GDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAKAVDIPVLA
AIPQDEDLRRKSANYQIVGTNDGPWGELFGALAEAVAGAPPIRPKPLDNDGLLGLFAPEDVGADFELTPATDTDMRGKNA
KPKKSLEVVYDDV
>MBL3576975.1 chlorophyllide a reductase subunit Y [Rhodovulum visakhapatnamense]AB19
MTEEVRYDEAHTAEVIEGTPREPGNAPEGADPRLGDGMGCHAGAAEMEKAARAAGASDILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTSAMREFDAAGRPIVGSAPVGHDGTAAWLAGIGD
AFGLSAEKVAKAQNMFLPAIKGALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPKTKQAEADRDWLESKG
VMVVFRASLEDDKAAVDAIKPDLAVGTTPVVQHAKERGIPSLYFTNLISARPLMGPAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALHQKKLDKKRRAEKAQEMI
>MBL3576976.1 chlorophyllide a reductase subunit Z [Rhodovulum visakhapatnamense]AB19
MLVLDHDRAGGYWGAVYAFCATKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
KALDPALPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLVEGIGAEVNMVMPLGAHVAEMRNLVNADVNVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLEADLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDQDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETVEALA
PAGFARPSSKGESK
>MBL3576977.1 protein pufQ [Rhodovulum visakhapatnamense]AB19
MTDQTSDVHLVRAHRPPKAEFMVYFAIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MBL3576978.1 light-harvesting protein [Rhodovulum visakhapatnamense]AB19
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MBL3576979.1 light-harvesting protein [Rhodovulum visakhapatnamense]AB19
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MBL3576980.1 photosynthetic reaction center subunit L [Rhodovulum visakhapatnamense]AB19
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYVTLQVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MBL3576981.1 photosynthetic reaction center subunit M [Rhodovulum visakhapatnamense]AB19
MAEYQNIFTQVQVQGPGDWGMDNENNMMEERAAGTGHFSILGWLGNAQLGPIYLGYTGVISVIAGAFAFLIIGLNMLAQV
DWSLVQFLRQGFWLALEPPSPEYGLRIPPLKEGGWYMIASFFLLIAVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMV
LGFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIY
DRGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGIDAYVGQ
GG
>MBL3576982.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum visakhapatnamense]AB19
MLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEYQ
VFDRVEAPEGTPTAAEAYGDSVIAFGDMDQANFDQLTKAMSAWVGMDVVLYDNGEVDQTTLAITENCIEATQYLNDSWDT
HNLASEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMESWSGVQNRLMVGRKYTDSQFTSLPVDALEKLLLDGETIKVTDT
ESRVDQQPGDPTWQDAERTYSLMNHQANALNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMTIDMNQTYYEPRSEILGH
ESAKIDCMTCHMGVISPLNGKNMVAEWPELATPAE
>MBL3576983.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MTKDPTKGTEGASEGAVSHLYGNRARLKPRALSLLGATTWAADLSPCLDRPYLVKGWLDQSALSVLYGPSNSGKSFLALD
LAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDEPEFFVLSIPVTLTGPDSAAAPLTEVLQHLAAVGGAGFDM
IVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAE
VTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEERGEAHRKPQYPSHA
GVSFDLWRDACMTEGELSSSENRNTRKRAFNRCREELETAREIVVRDDLVWVVQ
>MBL3576984.1 Clp protease ClpP [Rhodovulum visakhapatnamense]AB19
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLEQHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADDLRREAGMLDKISETYAQTYARATGHPVERIRAWMAAETWMTADEALALNFCDRLF
GDDDAPQSEPVAAFDYTRFKAPPPELVRLAVRNGWTGNAA
>MBL3576985.1 hypothetical protein JMJ92_02240 [Rhodovulum visakhapatnamense]AB19
MARVLGHALTYASFDGWDWFRLLAMVRLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASL
ANRAELKAFALASFEAMAPHDQTAFLRHISEIEVAA
>MBL3576986.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDEIDLKILRELRLDGRISNVALAERVSLSPSACLRRVQELERTGVILGYRVVTSPERMGRGFVAYVMVGLSSHTKAAQE
GFERAMAVAPEVVECHNIAGSFEYLLRVQSADLSEYKRFHTEVLGTQSHVHAITSYIVMGSPKDERAT
>MBL3576987.1 LysE family translocator [Rhodovulum visakhapatnamense]AB19
MTLAILTALLGFAFVATVTPGPNNLMLMASGANFGFRRTLPHMLGIVGGVSVMALLVGAGLMALFDAVPALNLVLKVTSV
GYLLWLAFKIATAASVEERDEDSHPMTFLQAATFQWVNPKAWAMCLSAITLYAPDRSLLSVAIVAGAFALVCFPAISVWA
WLGTVVRQWLSNATRLRIFNITMAALLVASLYPVLGLGT
>MBL3576988.1 hypothetical protein JMJ92_02255 [Rhodovulum visakhapatnamense]AB19
METFSRSFFSGFAISLALSAGICPAQADPQSEAATCARRDALQPALAKQPDLTWDALRTACEATIVAAKASDPIGHGWFV
NAGNGFLGVPLVVQKILPDLAPEIWGTPEDFFGSFGLFPDPDITDRILPRGLGITGANGRPVAADGSPSGEVDYSQPQPL
FVTLACGACHTGQIDLGDRYQVLDGAPNTQFDVRKWRGAFSALREGYLSDAQIGTAEAPGETTKQLLDIVAAKPAGYFAR
GLPQIRADQIAAVDQTQRAIFAQNAVPILSGLAQSTGVRAASVALQTRPGSSYGHGDRSPGLGGHSAGQSDGSGDLLSDL
LAGQAAEAGKLTELLSGPLPEALPRFATVTDIPAVWNQGDRSVGQWDGSVLERFWRNIAAELPIIGVPAKVDLMNAGISA
EFLLRLPPAPYPFEVDLAKAAAGEALFAENCGTCHRPRNEARYPVIGTDMNRAQVLNPAGSAMFLAAFQAACHDPDFGYT
DTYGRRIEPCTMPAYRILRDTTEAANQGYLAPPLDGIWARAPYLHNGSVPTLAQLLKPASRAPVFLRGVIDYDPAEVGWR
WQPGDLDRYKARYPTVSLHDTARDGWSNRGHDRDLMIEGRMHRLDWSDPALSDQAEALIEYLKTR
>MBL3576989.1 hypothetical protein JMJ92_02260 [Rhodovulum visakhapatnamense]AB19
MTDTSIQTVTAIQIGMMRATQPQLRGQHFKMHGCVEATFEVPEVAPPLNVGLFAAPGRYKALVRFSNGREKDDRTPDIHG
MAIKVLGVTGDRAHPDAPEGEQDFILADNPVFFIRTAEDYAIFMQSLARNAPRGQPPVEFIEHLSKTHPEDLAVLQGFNK
QVQTSPLSADYWSQVPYGFGPDPTHACRYRATPRAGVATGSAGAGHDYLREAMVAGLSEGAAPVVFDFRVQLRTDADAAV
LDNPTVEWAPDYIPVATVTIPPQVFDTHDRHAFGEALRFSPWHALADHRPVGQINEIRKVVYPASQTERAKIAPLGQDNL
RLTEEELREGIDDEFKALIDKLARTFGFLSSTKRGRGTHTWGVAGRGTARFITDPDFPANEFFTFGRVLPVILRHSSPGA
REDDRARDGMAASVKFFSGETGHDGPGVLDILMNAGRQLFVRSIRDFSTFVHASPDERKELVRQGLMMEPELIEAYRIRG
SFLDSRYHSWQCFEFFDSAGTRSYIRFRLIPGDRGPERGLPDPGFRAEGAPSMDPVPDDPRAPDFLRQEWIYQVKHSEVR
YILQGQIHPEPENVHPDHEVLNPARAWNEIHYPWRDLCEIRIDEPILDNEAVSALDMTPNRSPACIRIPLATSPRQYASL
GHARALVYPGARAVRAAAEKPQNN
>MBL3576990.1 heme peroxidase [Rhodovulum visakhapatnamense]AB19
MPTTLRNHPPRDESADGLENRIEAHVLSNYPALWRFVMSIEPLRRFANRTIIDLAVRRARFRPSPYGSMAVHGDTANGMA
DYTSWELMMDRTWFKRHLPPGTLGQEGDRRGPLPPLEALEALFRTPPGQETLSENSSLLFPSFAQWFTDGFLMTDPSDVR
KTHTSHHIDFNPLYGLSRAESDAIRAKSQETGQKGRLKTETDPETGEVWAPRYFGPDGAVKPEFKALRPPLRLSEFLSLV
GPERAAEIKPTIFAFAGERANTSPYTSMMNILFLREHNRLAGLIEDANPDWDDERVFQTARNVNICLLIKIVVEEYINHI
SPYHFQLTADPSACWNKPWNKPNWIPIEFNLLYRWHSLTPACFDLADTPVPGERLLFDNSHLTKLGLGPAMQRASTQRAW
NMGLLNTAEFLIPVELASVAQGRAHRLASYNDYRAAVGYGRVRRFEQITGHPERIRLLKELYDGDVDKVEFFVGLFAEDV
APRAAVPPLIGRMVALDAFSQALTNPLLSEHAFNPRTFSKVGWREIRKTTRLQQILDRNLGGDTGRYAITMTLPTLT
>MBL3576991.1 patatin-like phospholipase family protein [Rhodovulum visakhapatnamense]AB19
MPDTASPSQDTPTGDAPVFLIGLTMAGAVSAGAYSAGVLDYLFRAIDAHNARVRAGPGAGDPTPPRHRVVVKVMTGASAG
GMCAGLTLAGLLKGHAGEAARLSEGRRVDYPAADGTTAQCRAALEPLFDAWVDQIRFWDPTSGTGFLATKDLDDPAPLLG
APERPEGAPVPILSVLDSSHLDDATRAALTGVPPLGGKARYDFLAKDLDVFVTTTGLNGVIYQIRFPGSEYRMQQHGLSR
HFRVHGLGVTEHPSAWLDRWGDRGIALDPDETDAAGTVPFVSDPGSRWYDLTVSALASGAFPVGLAPRTIAATPLQLGAW
EPENPFTEGGALTIEAAPDHTVLPRPYFGTGTALTGAATYLAVDGGVINNEPFDIARFTLRRSAAGSALLSNAREGNRAD
RAVIMIDPFPRAPDYVALTPDETLRLGGLLPSVMRLFPTLVSQARFKIDELLHATNSDVHSRFMIAPVRSASGTSPAARG
ADAIACGALDGFSGFFDRGFRLHDFVLGQRNCQKFLESHFLLDADNPILALDADHPHLQAARAAREKGEAIPEGLRIVDP
CVSPGAGLDAEIPMPAWPQVGLGALQRMRRQFLVRLTRIGGHLFDSRAMGGIGQWALKRLWQGLWPVYPKGLKGDVGDAA
ARAVLKAFLLRRQLETSEDFSTGVRLALTALIDAHGEALDARDLRERLTEAREAGLYPATLEIPQEAEIERGLLWMQGAG
LARQPLRNIFGPPRYAFSPGNGG
>MBL3576992.1 hypothetical protein JMJ92_02275 [Rhodovulum visakhapatnamense]AB19
MRPLLTVLRVLCLALLLPAAMLAQAGHGPTGDAAARDDGCAGAAVMAMPGTGEAMPVAEAAFGDEGSSGHGASAPCHFCG
AHACVWIAAPETCLARPLVLAPADHAAARGVRPPSTRAESLHRPPRRQS
>MBL3576993.1 copper oxidase [Rhodovulum visakhapatnamense]AB19
MKSLLVATALALASTMAVADGNVSGHGHGQTSIGQPGSAAEADRSVTIRMVETADGMGFEPAALDVKQGETIRFEVENTG
RMDHEIVLGTVEGNRAHMRKMAEMGPMRHRDPNALQLAPGKAGELVWTFSEPGSVQVACLLMGHMEAGMHGTITVN
>MBL3576994.1 DUF411 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTNARPTRRTVLFGGAALGIAAALPLAARAANPASPASPKMHVLKDPNCGCCTAWIDILRAEGFEVTVEASMGTALARFK
TRNGIPRNMISCHTGTIEGYMIEGHVPVADIRRLLDERPEAVGLAVPGMPMGSPGMGPESRRDAYDVHLIRRDGSTGIFA
RYDAA
>MBL3576995.1 multicopper oxidase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLRPEAEGAGARAALESAAPSDAGDRCAGADVCYDLALRYVDGRLRNPAFAETDPRGYDDVRLRAYAGLVLDKTGAPVAQ
PNAYVAPVVEIAPGDTFRLTFENALPRPQDMVLPGEDANGNPLRCTGAPEDHNEPSCANFNLTNMHTHGLWVSPQGNSDN
VLLTVNPGIRFTYEYNIPNDHPAGTFWYHAHRHGSTAPQVSSGMAGILLIRGDRQPRLGATGWAAPGDLDVILPRPEGLA
GAYDGTAGVHFPERTFLFQQIAYACRWTRAEVDALAAGGTPAADLPAVGAIKADADGWFCDEGDVGMVEPGPGNAFDQVG
FGSWPRSGRHTAINGEIQKQQQGAVAGRVERWRLIHGGVRETIGLEIRKVEGGTAEDLRARLAGGTGGKSRDAMAGTVAQ
VCSGAPLDLVRVATDGLTRPDIRIGPELLLQPAYREDVLVSFPSAGTYCIVDAATAPGSDINLNDNDTALLGFLDVAPAD
APLAGDGGVDQVMAMLQRSVEARIEDPAAREAILAELAEGRLDAFVKHRDIADQEVSGQQTVGFTIQGPPFAFMIGRIAP
THVDNGAPFALVGAASYEATRFDRILPLGGVEEWTLTSFGGGGHPFHIHVNPFQIAEVLKYQPDAGCATGAAGARHCEID
PNDPATYVDVSGPDSDEPQYAGLKGAWKDTLFILPGHLVKLRTRYERYIGDFVLHCHILDHEDEGMMQNVRIAIPDGRGG
FDRPMTEHAMH
>MBL3576996.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum visakhapatnamense]AB19
MTTEDLPRIPVAAPSITAREGDLAREAALNAWGPGHYAYNARFEAMMAGHVGVAHAASLPHATSGLHLALAAAGIGPGDE
VIGPDVTWIASMAPVSYVGATPVFVDILPDTWCLDPAAVEAAITPRTRAIIGVDLYGSMCDWTRLRDIADRHDLVLIEDA
AEALGSTFQGRAAGAFGDMAVFSFHGSKTITTGEGGMIVTDDAALFARIQKLRDHGRPPGDRFFQNDEVAFKYKMSGVQA
ALGIAQMERLDDLIAQKRQIFQWYAERLAGLEGIALNAEPQSVRNSYWMVTVVPRNPEGPDKFAIQAALSEQAIDSRPFF
SRLTTLQAYRGRTECARFLPDCPRGDLMARNGVNLPSGYNMTEALVDRVSGALTRILGL
>MBL3576997.1 hypothetical protein JMJ92_02310 [Rhodovulum visakhapatnamense]AB19
MSTPSGASAVSGRQTGIVLLAEGRSGSSWLGQLTDATGVMGQSSEWLEPKLLGVDPRRTDAEGYVAAVVAAASGANGRFA
LKVFPRHLLWFGETYGADFLTLCARTHELHIARLSRQDRLRQAISLVKARQTGRWSSELRGSDRLSVFDRAEIARAIHFV
ERSDAFWNAYETITGLVPRAFVYETLLEDPTPYLEWAAAALGVSYDAAPDSRYAIQRNAETEDWVARFRGDAVDAEVTAL
RVCSGRRSRVQTMIRALRGDPSFGRDLYRF
>MBL3576998.1 glucose-1-phosphate cytidylyltransferase [Rhodovulum visakhapatnamense]AB19
MQAVILAGGFGTRISEESHLRPKPMIEIGGRPILWHILKIYAAHGITDFVICCGYRGYMIKEYFANLVLHSSDMTVDTRT
GEITYHNSVAEPWRVTLVDTGADSMTGGRLRRVRPYLGEQFCMTYGDGLADIDIRAEIEFHIRHGREATVAAAIPPGRYG
ALEMTAEAEVRRFTEKPPGDEGRINGGFFVLNRSVLDRIEGDPTPFEGAPLEGLARDGQLMAWRHPGFWHAMDTLRDRNY
LESLWASGTAPWKIWA
>MBL3576999.1 CDP-glucose 4,6-dehydratase [Rhodovulum visakhapatnamense]AB19
MSFWAGKRVLLTGHTGFKGAWAGRWLARRGAEVTGISLPPEPGPALYDSLGQDHLAASHMADLRDAGRTAELVRAARPEI
VLHLAAQPLVRRSYADPVLTFGSNVMGTVHLLDALRREAALRAVLVVTSDKVYENDTSGRAFAETDRLGGHDPYSASKAA
TEIAVASFRRAFFAEAGIPLATARGGNVIGGGDFSADRLVPDIVRALMADTPPEIRNPGATRPWQHVLDCLDGYLTFVQA
LAEGRALPEALNFGPAPGTPAVTVAELAEGLYAALGRPPTLGTPAERGPHEMAHLAIDAGLAARTLGWRPRLSGAETLDL
TARWYAGFLAGEDAARLTDQQIDQYQDRTP
>MBL3577000.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MTRHCRFCQAPLEQTLVDLGETPLANSFLPDSAEAIAAERRFPLHVMVCTSCWLAQTTETVPADAIFAHDYAYLSSYSAG
WVAHARRFAEAMADRFGLGAGSRVVEIASNDGYLLQHFVAMGVPVLGVEPAGHAAEVAESIGVPTRVMFFDETSATALRD
EGFAADLMAANNVLAHVPDIRSFAAGFRVLLKPEGVATFEFPHLARLIDQVQFDTIYHEHYSYLSLTFVERLMREVGLSV
FDIERLPTHGGSLRVFVGHPGAHAETEAVAALRAEEAALQLDRPEGYAGLAARVARVVADFRAFVARARAEGKTVAGYGA
AAKGNTFLNVAGIGRDDIAFVVDRNPQKQNRLLPGSHIPVLPPEEIARRKPDYLVILPWNIAEEVMDQQAAIRDWGGRFV
TAVPELIVR
>MBL3577001.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum visakhapatnamense]AB19
MRLTEGDLPGLYLVESPVHADARGSFARAWCRDTFRAAGIDFDPVQANLSANTARHTLRGLHYQDPPYAEAKLVRCVAGR
IWDVAVDLRPGPGYGRWQAVELSAERANALFLPEGLAHGFLTLTPGAVVLYHMGAAHVPGQARGIRWDDPDLAIAWPAPP
EVMSEADRAWPGLAERT
>MBL3577002.1 glycosyltransferase family 25 protein [Rhodovulum visakhapatnamense]AB19
MILVISLDRSHARRQAVTAAMDALGLAFRFVDAVDARRDALTPVAPAARIRAAMERDMSDGEKACALSHRKAYETFLAGE
DSHAVILEDDAIPSPAFAAFLGAGGHLRHPMILYYHSGARVLRKPGVPALGDHRLFRLALPANGAVAYSLDRASAKALLA
AQTPVVRKADWPMDIATLGALVVVPQLVGHPDRIADPGQSLLAAGRTNRRGLRLGRYLRAEYYRRKLLKLTTRRVS
>MBL3577003.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum visakhapatnamense]AB19
MQIIAYLIPISLFLGGLGLGAFFWALRAHQFEDPEGDARRILNEDWDDRPKP
>MBL3577004.1 cadmium-translocating P-type ATPase [Rhodovulum visakhapatnamense]AB19
MGAEMQMRPAACPACAVAPSAEALADAEAPKDARLFLSLPTIHCAACISAVERALNGTEGVRNARVNLTLKRVAVEAEPA
VTADRLVGVLEAIGYEAHELDPGVIAATATDKAGRDILMRIAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIALP
TIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIALAAGMSLYETARHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARSAA
EELAALEVPRAQRRTAAGEETVPIAEIAVGDVVLVRPGARVPVDGIVAEGQSEIDRSLLTGESLPAFAGPGMALSAGEVN
LTGPLAMTVTAAGQDSSLHRMADLVAIAESSKNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVAVL
IITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEVDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALAEG
SAHPLARALAEAGRKAGLHPARVSDIREVPGYGIEGAFGGERVRFGRAAWVGAQSGAETASWLQVGARAPVAFTFADRLR
PGAEAAVAGLVALGLSVRLVSGDAPGPVADLAARLGIADWQAEALPEDKAATVQALSRDGRRVLMVGDGLNDTAALAAAH
VSISPASALDAARVASDIVLLGKDLSALSGAVTTARKATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSASSIT
VSLNALRVR
>MBL3577005.1 FixH family protein [Rhodovulum visakhapatnamense]AB19
MGRELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNANLHEQQALGWTTSLDYDESERVLALRF
EGADGQPVEVRDLDVLVGRATSVRDDKRPAMLYYNGTFSSPLDLGPGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MBL3577006.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum visakhapatnamense]AB19
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWLRWDRGPNLPDQAVLIDLANRRFFFFWIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVRLWTARWDATKWRLRLTKWGLWLA
IAVATGGAWVFYFADAPTLLWNLITFQAHAVAYSTILVLTLTTFILGGFMREQVCVYMCPWPRIQAAMMDEDTITIGYRE
WRGEPRGKHRKAEGAERLGDCIDCYACVNVCPMGIDIRDGQQLACITCGLCIDACDEVMDKVGKPRGLVDYMALSDEARE
RAGNRPKSIWKHVFRVRTILYTALWSAVGIGLLVALFVRSDIDMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGDERAF
RLTVTPDEAYAISVEGSDDGTFTVPPDATLLKRVYIVAPAGSAPANATTTDVRIWLEDAAAAERTYDDTVFNGKGMK
>MBL3577007.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum visakhapatnamense]AB19
MSSSDHNTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYGCIAFAFIYSMLYPAWPLVTGATPGLLGYSTRHAVEVEIKD
YEDRNAELIARVAAAPMEDPAAIEADPALYNYAVQGGGAVFRTYCAQCHGSGAAGVQGQGYPSLLDDDWLWGGKLEDIYY
TVTNGVRNEDNPDARWSQMPSFGTDGLLSGEEIGQVVQYVRKISGQEHDAALASQGETVFLDNCAACHGEDGRGDRTVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWQDRLSEAERKSVAVYVHQLGGGE
>MBL3577008.1 cbb3-type cytochrome c oxidase subunit 3 [Rhodovulum visakhapatnamense]AB19
MDTYSVMREFADSWMLLALTVFFVGVIVWALRPGSAKEHRDTANIPFRHEDKPAGTEDGATCRKEART
>MBL3577009.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum visakhapatnamense]AB19
MSILEKHKILEKNASLLLVFSFLVVTIGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVHHLRDPQSVVPESVMPKYAFLERRMVDPEHMADKM
RTHVAVGVPYTDEMIENAVADFNAQIDPYADGVDGLLERYPGAQVRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MBL3577010.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum visakhapatnamense]AB19
MWDYVKIAVLGVIAVFAAVAAFMARDMAYMVHAVIILLVAGGLAAWTVRGLGAPKPVIDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGDLAWFVFWGYQL
FIVLAATGYLLGATQSKEYAEPEWYVDIWLTILWVTYLAIFLGTIFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPI
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSVMLWMPSWGGMINGLMTLSGAWDKIRTDPVIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNRERLYSTALVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGGMYVTGALIMCYNIWKTATSAPAKQATPVAAPAE
>MBL3577011.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MGYKTILTIITDTDISDSALEPAITLAAREEGHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDAAAIESAVKARM
GRETLAWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSDEAMAALKEAMPLMQAAEVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTTPRVSDVLQRHAMDI
GADMMIMGAYGHSRFREAILGGATRSMLEKTTVPVLMAH
>MBL3577012.1 Crp/Fnr family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAVTDTPVAHIECFDCPIRHRAVCARCETDELEALEAIKYYRTFDAGQTVIWSGDRMDFVGSVMEGIATLSQTMEDGRTQ
MVGLLLPSDFVGRPGRESAAYDVTATTQLTMCCFRRKPFEELMIRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDATLKLGPTRGRIVFDLPLTREAMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DSDGGMPA
>MBL3577013.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum visakhapatnamense]AB19
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWISQIEPGSQISLYIHVPFCRRLCWFCACRTQGTRSDAPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLMSADMMKQLTEAIFAVAPMHEQGEFSVEIDPNEIDEARLDVLAK
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPAEALPTPETRLKLYETAKELFLWDGYREIGIDHFARPDDGLARALDAGKLRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARVRDGRFATGRGHVFSDEDKMRSRMIEALMCDFHISTAEITESFSISKADLNA
MFQEVADRFAGFIDLSNDGLTVPEHGKPLTRMIARGFDAYDLSKAGHSSAI
>MBL3577014.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSPVLKVENLHVSFQQDGRQVPAVRGVSFEIGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSIVYEGEDLAGAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQIAESLALHQGLTGAAARARILELLARVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILDLLAELKREETMSLLFITHDLNVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTQKLLAAAAVGGPDPVKPDAAEIVRTDALKVWFPIQRGFMRKTVGHVKAVDGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGQGIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGVRPGRTARED
VAQILAEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRSLQRKYDLAYLFISH
DLRVVRAMAHKVVVMRMGQIVEAGEVEAVFEAPKTDYTRTLMRAAFAASGETPGAA
>MBL3577015.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MAWLSPLNQRRWRNFKRNRRALWSLAIFGVLFGLSLFAELLANDKPIYVSYRGESFFPIYRFYPETAFGGDLRTEAVYRD
IEVQCLIVTGGLDACWDDPEGLIADAADGMIAGEPIAKGQMIWPPIRYSYNTVNDIQGTAPSAPDAQHWLGTDDTARDVL
ARVIYGFRLSILFTLMVTGIASVIGILAGAVQGFFGGLIDLIFQRVIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWTIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPSSAPSL
GELTLQAKQNLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MBL3577016.1 microcin C ABC transporter permease YejB [Rhodovulum visakhapatnamense]AB19
MGAYILRRLLLIVPTLIGIMIINFTLTQFVPGGPIEQIIAQIEGGGDVFQGFAGGGADAQNQQMSTAAGGGSDKYVGARG
LPPEFIEELEKEFGFDKPPLERFLTMMWNYARFDFGESYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKAV
RDGSGFDTWTSAVIIVGYAIPGFLFAVLLLVVFAGGSYLQWFPLRGLVSDNWADLSWPAKILDYFWHIALPVIATTISSF
ATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGFE
AAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MBL3577017.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MLALMLGAVPALAQDAPPVAPEADSAETVIKTHAFSELGQPKYPADFQRLDYVNPDAPKGGEISIWAPGTFDSFNPFTRK
GRAGALATINIERLMTDVADEPGTSYGLIAESLEYPESEDWVIFNLRPEAHFSDGTPVTAEDVKFTFDLLMEQALPSYRE
AVKKLVYSPEVLGTYRIKFTFKPGVPRDGLISQMGSNPVMSKAWFEKTGARLDESSLTPIMGTGPYLLDSYDINRRIVYK
RDPNYWGKDLPINVGRYNFDSIRVEYFADSIAALEGFKSGAYTFREEDSSKTWATGYDFPAVAAGLVRKDEPHDGNLPPD
SGWIFNLARPQFQDLRVRRAIGLMYNFEWTNETLQFGLFKQRNSFWENSDLGAPDAPPEGRELELLQEVADHIDPAILTE
PPAQAHTSGDRQLDRRNLRKASQLLDEAGWVAGDDGMRRNADGQILKLEILDDSPVTERIALPFVDNLRALGIDASFSRV
DPSQFTNRRRARDYDMILASYQTNLVPGLGMQQRFGSADAEYSLFNPAGFANEGADMLMQHLVSAQSEDEFRAATRALDR
IFRHAYFVVPTWYKDVHWVAYFDMYRHPDALPPYDLGYLDFWWYDADRAAELRAAGALR
>MBL3577018.1 recombination protein RecR [Rhodovulum visakhapatnamense]AB19
MADRPHEIDALIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAETMRKVGEAVHDCAVCGNITTADTCEICADPARSN
GEICVVEDVADLWAMERGGAFGGRYHVLGGTLSALDSVGPEDLRIPDLVERIGREGITEVILALNATVDGQTTAHYIAEE
LAEAGVRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MBL3577019.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum visakhapatnamense]AB19
MFKGMGGLGDMAKMMKAAGEMQGKMAQLQETLATTLVEGESGAGLVKATATAKGTLTALSIDPSIFNPDEKEVVEDLILA
AIKDAQQKAMEKTKEETRKLTEEMGLPPGLGLPV
>MBL3577020.1 DNA polymerase III subunit gamma/tau [Rhodovulum visakhapatnamense]AB19
MADPQGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGQCEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLKKIAGLESAPISDEALGLITRAAEGSVRDAMSLLDQAIAHGA
GETTVDQVRAMLGLADRGRVLDLFDMIMAGDAAGALGELAGQYADGADPLAVLRDLAEITHWLSVIKIAPEAADDPTVGP
DERARGRTMAERLSMRALARMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPAPEDLVRKLQENPPSGPAPGGPAP
SGPAPSGGGGMQGQARGVPVHAAPSGGGAVTALARIPEQTLAHYPSFEAVVELIRANRDMVLLVEVEAGVRLVSYSPGRI
EFEPAPGAPADLAQRLGQRLQTWTGARWAVSVVGKGGGPTIDETRNAAEAARKAEAAEHPLVRAVFAAFPKAEIIDIKPP
EVLVAEAAAEALPEVDEEWDPFEDDD
>MBL3577021.1 prephenate dehydratase [Rhodovulum visakhapatnamense]AB19
MTSRIAFQGEPGAYSHQACHDARPEMEALPCRTFEDVIEAVRSGMADLAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGTKLAGIRRAMSHTVLLGQCRDFLHAHDIHRVTGADTAGSARQVAEIGDPELAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSREPDRTRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHLDILGVYPADRKRS
>MBL3577022.1 cytochrome c family protein [Rhodovulum visakhapatnamense]AB19
MLRKVSFTKLLGAGSGALLLFVLVNRAGGFYFTPPELEKPAYVVIEEEPETPAEPEQELTFEERMAQADAAAGERVFNQC
KSCHRVEEGVNAVGPSLYGVVGRPVHAVADFSYSDAMAGLEGEWTAERIYEFIAAPRDVVPGTAMTFAGLKDPQDRANVI
AYLDSLGD
>MBL3577023.1 DUF1013 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAGGVRGFDPVANNQLDQSEIDKAEKDPFYKLRLKFN
PAALGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDSAVQKAARKRAAEGGLMTDDERRKLVSTEQSLEMGTEPRLPTAISGLETFTLTRPDDDEEEDRSVPDADSFFNLPD
HGDDDDEDDDDPRG
>MBL3577024.1 ribonuclease T2 [Rhodovulum visakhapatnamense]AB19
MRWLAVLLLSATLARADGEPAGDFAYYLLALSWAPSWCALEGEARQSPHCAPGGGAGWVLHGLWPQYEQGWPGYCRGAKP
DPSRAQTARMADLMGSSGAAWYQWKKHGRCSGLSAGDYFAAARRAYGAVIRPPAFRKLAAPVRLPAGVVEEAFLQANPGL
LPDMLTVTCKAGRIQEVRICLTRDLRPRPCAADTVEDCTLRDAAMPPIR
>MBL3577025.1 hypothetical protein JMJ92_02455 [Rhodovulum visakhapatnamense]AB19
MKGIFSLAGLALAAGLGTAQASTLTLDYTGQTPGAKTVYYSFYGRSDSVSAGQFAFDVAGQSDPLLAWCVDLTHALSKTA
TGYATGASLFGSTVLTNLDRLFTQHYADVVDAVSSAAFQVAIWEVVYDSNSLNLGRGAFRLSRWTDDRVERKAADFLALT
DETGGYQLDFLKSTSWWRPSQSLVTAVATPDPAPVPLPAPVLMLGSGLLALLGLSRRRKAA
>MBL3577026.1 NAD(P)H-quinone oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTLPSTMRAVEISEPGGPEVLRPTERPVPVPRAGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGE
GVSGLRVGDRVCALLPGGGYAEYVATPAAHALPVPDGLGLKEAACLPETFFTVWSNVFMRGGLKAGERFLVHGGSSGIGT
TAIQLASVFGARVFATAGNPTKCAACRNLGAERAINYASEDFVEILRAEGGADLILDMVGGDYLPRNVRALADDGRLVQI
AFLQGPKVALNFAQVMMRRLTITGSTLRPQSDLAKARIADELRGRVWPLLASGRIAPVMDSEFDLTQAALAHARMEQSAH
VGKIVLKIA
>MBL3577027.1 COQ9 family protein [Rhodovulum visakhapatnamense]AB19
MTDTPQGLDAIKQELLDAALIHVPFDGWSEAAFCAAIADSGVDATVARAACPRGAVDLAVAYHLRGDDEMVRRLTETDLS
AMRFRDRVALAVRYRLDAAEDKEAVRRGATLFALPPYAAEGSRLVWGTADRIWTALGDSSDDVNWYTKRASLAAVYGATV
LYWLGDESPGHAETDAFLDRRIGDVMQVEKVKAQVNKAWVLKPLMLGPNWLARQIRPPHLRPERRLPGSVRPCLPERT
>MBL3577028.1 30S ribosomal protein S21 [Rhodovulum visakhapatnamense]AB19
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MBL3577029.1 SRPBCC family protein [Rhodovulum visakhapatnamense]AB19
MQLTAREDIAAPIEEVFAVLSDFPRVEAAAGRRGADLRRLDDRSEPGPGMAWAAEFTLQGARRAVETELVAFEPPQQIRL
QSRSGGLQAASAIELQLLAPRLTRLAISIDLASKTIGARVLLQTLRLAHHRLADQLETSVARLAREIEAGRFRQG
>MBL3577030.1 NAD(+) diphosphatase [Rhodovulum visakhapatnamense]AB19
MRPAEQVTFGGGGLDRAALRRGDAVWLDDAWAKGRVLPLWRGKPLCCEDGLGWVPCANPVAAERRARAIFLGLADGAPHF
AVDISDWRPDEIPDTLGLFLDPSEQRHPDLPEDHLFRELRRVMAGLDPLQAELAATAKGICEWHRTHRFCSRCGQPSRMV
DAGWRRVCEACSTPHFPRTDPCVIMLILHGNSVLLGRSPGWPEGMFSLLAGFIEPGESVEAAVRREVAEETGIRVGRVRY
LASQPWPFPASLMLGCRGEALSLDITVDPAEIAEARWVSREEMLAVLAGERTDMLPPRPGAIAGHLIRRWLADRLD
>MBL3577031.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum visakhapatnamense]AB19
MGQPRLLSAGIQAGASLNALHPFSASPAADRVHLRLMETSDLHVHVFPYDYYSDRPIDSAGLARTAALIAALRAEAANTL
LFDNGDFLQGNPMGDYIAHERGLRPGEMHPMIAAMNAVGYDAATLGNHDFNYGLDFLLTALDGARFPVVSANLLPGPLAP
PGLAALPRYTLLERPVRDGAGATHRLRIGVIGFLPPPIAVWDRRHLDGRAEGGDIVAAARALVPKMRAEGADLVVALAHS
GIGEPGHVARQENACLPLAGIEGIDAILSGHQHLTFPGPDFAGIAGVDAEAGTICGKPAVMPGFWGSHLGVIDLLLDRDG
PGWRVAEHQSTLHPIAIRKPGCGVVPLAPSNPAVMTAAARAHAETLAYTRRAVGRTAVPLHSYFSLVTNDASVKIVADAQ
RWYLAEMLKGTPHEGLPLLSAAAPFKAGGHGGPDYYTDVPVGDIAIRNVADLYLYPNTVRAVRVTGAQLRGWLERSAAIF
NRIEPGQPDQILLNPEAPCYDFDVIGGVEYRIDLSRPPRFGPGGRLVDPTAGRIAGLSWRGQPVSDDMEFVVATNSFRAS
GGGGFPGTGVDSMAFEAPDANRDVLLRYIAEHGTVAPRADATWRFEALPGTTVLFDTSPAALDHLDELRDLALEPAGEGP
DGFVRLRIAL
>MBL3577032.1 hypothetical protein JMJ92_02495 [Rhodovulum visakhapatnamense]AB19
MGIDKQSDFAANLQIGPTSLGMVRIYVEGEGLEIPMDFDPEEAEEIADELRAAAAQARAMTEKKVKPPKPKG
>MBL3577033.1 MmcB family DNA repair protein [Rhodovulum visakhapatnamense]AB19
MSDPGPIPLAPGQLLARGVCRHLRDLGFATVEELVPAPGLRVDVMALGPKDEIWVIECKSSRADFTSDRKWTGYLDWCDR
FFWAVDAGFPSELLPLDTGLILADGYGADLVREAPEARLAPARRKALIHRFARHAALRLQALRDPGLSPSAWGA
>MBL3577034.1 hypothetical protein JMJ92_02505 [Rhodovulum visakhapatnamense]AB19
MPKLVTLYIRQTAIGFVLSGLFVGLLMYFDVANLWHLVTNVSGGWLAGALLFLFNGIVFAGVQFGIAVMAMGRDDDADNG
RRGREPVRGLAEVLVPIPVPVKDDRRMRR
>MBL3577035.1 transcription antitermination factor NusB [Rhodovulum visakhapatnamense]AB19
MTEPRKPNRNQMRSAARLYAVQALFQMEQSGQGVDTVRREFETWRFGVGYEDGEELAEGDADLFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVEAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MBL3577036.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum visakhapatnamense]AB19
MAEQDPHHTLALPAFDKPAKLLIVVAPFYRDIADKLIAGAVATLDAAGVAHELIEVPGALEIPTAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVENRDQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGFQVAEGADRA
>MBL3577037.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum visakhapatnamense]AB19
MEDIGDPSYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERVDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDASKGATDIATPGHIFPLRARDGGVLVRAGHTEASIDV
SRLAGLIPAGVICEIMNEDGTMARLPDLVAFAQRHGLKIGTISDLIAYRRRHDNLVNERAVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDITTTDAPVLVRMHALDPLQDVLGLGPHPAGELSAAMEIIAEEGRGVVVLLRDTTMKLVLDGAASPQT
LRQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRTIERKA
>MBL3577038.1 riboflavin synthase [Rhodovulum visakhapatnamense]AB19
MFTGIITDIGTIRALSMKGDLTARIGCRYVPDSIDIGASIACNGVCLTVTDRGADDEGGWFAVSISAETVSKTNIGDWAE
GGRINLERALKVGDELGGHIVSGHVDGVAEIVAMADEGDSTRMTFRAPGALAKFIAPKGSVALNGTSLTVNEVEGATFGI
NFIPHTKEATTWGLARVGDKVNLEIDTLARYVARLQEYDAA
>MBL3577039.1 hypothetical protein JMJ92_02535 [Rhodovulum visakhapatnamense]AB19
MPLHLARHANFLHHGPFATMTEVLGQGIAAFAEGAPPDFRRVFKAHPLEDARTPLCPEIARIARAAGLADRVHLVDGGRL
ARLLAGATGAVTVNSTSGSCAIWRGLPLCALRAEVCGKPGLVSDRPLAAFLAARDPPDRRAFAVFRRYLPATGRIAGDFH
TRRGRGRAVGLAIERPLAAPASGEAMRQHLQAIAGQGGSPVWSFARDFFSVAAKAGVKRRGR
>MBL3577040.1 polysaccharide biosynthesis/export family protein [Rhodovulum visakhapatnamense]AB19
MKRLPARGVRLLVLVGLLAATAACGLPRPGPSKPEIFDGSTLREGDAFVVAVNDRVNRATAVVPASGFPASFLNAAPMGS
DTIRAGDTLGLTVFENVDDGLLAPRESNAATLNEVQVDSSGYIFIPYAGRIQAAGSTPEGLREKITEKLDAQTPDPQVMV
TRLAGDGATVSVAGGVGKQGVFPIERPNRTLSGMLASAGGIVIPPEIAQITVIRGKTRGQIWFEDLYADPSLDIALRNGD
RILVEEDTRDFTALGATGTQRNVRFITQSMSAVEALAQVGGLSSALADPTGIFVLRNEPEEIARQVLARDDLVGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSATVEN
>MBL3577041.1 capsular polysaccharide biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MTGPAPTDTAAPAPGRGRLFASSAGFLTQARVRRILELAGHPVALGLPGPGDLVAVRGMGRTAARGRRLARRRGAGLLWV
EDAPLRSVLPGRARGAGPPLGLMLDRGGPHFDPSRPSDLETLLASHPLDDPDLIGRARAAMARLRAGHLTRYTGFDPGAP
VPDPGYVLVIDQGAEDAAVRASGADATTFAAMLAAAELENPGAPVLIKAPPEAVRGLRAGPLGPEQAQGRVRVLTEPVSP
WALLEGAVAVYTVSSQMGFEAILAGHRPRVFGQPFYAGWGLTEDDRPLARRARPLSPAQLFAAAMILAPRWYDPFHDRLC
PLEDALAIFEAETRAWREDRAGWVASGMRLWKRPTLQRFFGTVRPMRFAADPAGAGRLARASGRRAMAWAGGSAPLPPGT
VRVEDGFLRSCGLGAALVPPLSLVLDDLGIHYDPGQESRIERLIAGRPGLEPVEAARTARLVEFLIASGISICNSGGCVP
PALPTLPPGHRILVPGQVEDDASIRVGCPAERDNLALLARCRAENPEAVLIYAPHPDVAAGLRPGGLAPGVARAHADLVL
PGAIDPGAALALIDEVWTLSSGLGFEALLRGVPVTCLGLPFYAGWGLTRDLAAPPARRRARPDLLALAHAALIAYPRYLD
PVTGRPCPVEIAAERLAAGQAPRRGARLRALARVQGALAGQAWLWRR
>MBL3577042.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum visakhapatnamense]AB19
MALALSLGARGKGRTWPNPAVGCVIVREGRIVGRGWTAPGGRPHAEPQALTQAGGLARGATAYVSLEPCSHYGKTPPCAE
ALIRAGVARVVTALEDPDPRVAGRGHAMLRAAGIAVETGVLAAAAARDHRGFLLSRREGRPMVSLKLATSFDGRIATASG
ESRWITGPQARRHVHALRAGHDAVMVGGGTARADDPALTVRGLGMAHQPVRVICAAGLDLPETGQLAASARAVPLWLCHG
PDADPARRAAWEARGARCIGIATGPDGRLDPAALLAALGTAGLTRVFCEGGGALAAALLGADLVDELICFTAGLALGAEG
RPAVGPMALAHLADAPRFALAETRPLGPDLLHVWTRL
>MBL3577043.1 transcriptional repressor NrdR [Rhodovulum visakhapatnamense]AB19
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PERVDQMVSGIVRRLESMGETDIASKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAPAEE
>MBL3577044.1 hypothetical protein JMJ92_02560 [Rhodovulum visakhapatnamense]AB19
MSSLWDDAREIAAEIGRGSDKAETIKSPLYRRALVDVAHGAVGDLIWAACAADVRAGLIGWAIFVLVQVLNVRNGSSGRD
VNVDFGTTMIGFFAGMTGSSWARALAPFCAALAGYAYRRTWG
>MBL3577045.1 hypothetical protein JMJ92_02565 [Rhodovulum visakhapatnamense]AB19
MAEKVDAKGPSTGSDFSMQIRNAGGAILLDAAKTNWGVAELPAEVGATLAVDVQAGTVHSIPFSAFGSGVIAATVVTQPT
GAASRVHVSVASGQVLVNSVDWADLRRDPTRSRKRDSALDLPTVYYFMNGGDPDYEHSPLTTFSNKTEDTGSLTTRAEEL
AFTFQVSVAQAGEDPVLVEVTATPVACKTLCGWSCGRGIKLAVDGNDATVLEPGERHASIHVSLSASAYTKAEVVAEIAN
ADITDARVDDYIAAQLTPGGGEVSGVSVSYNPTTYYGSQAKPLTPDDAKGIITSLAGTHGFQTVHICFERGYDYSTYPGI
VLLGGQGLLRPHAVLAWGEGAPPIIPGMKFLGDYKSHGLFISGIKFALPGGIESFAGTNIILENSETRGPVLFNKSGLDG
LYHPRFTVRNCILPQSINPVDGSSGDIWKGIYRDSCIKPGEECYGVHIQGCFIGWGACSPQYVNTAGADGIPGAKDDTYG
YQKIGSDPRWELDGYATPGPNMWTHPFYMDGNTHDINLRDNFVLGSGGSLTQMRGGAVMRNCAWSYGNQAFSFGRGVFAD
DGKSILSEYSDDGKTLLFDCADGHASLAHDVVVSLAAYMHGPASGNALSEGVAYACPVLSLDRLLVLHDLDPNNPADADR
LNSTWISFVADRKDGLIARAGFFGPGEVYENYPPAMKNTVAKWGTQTYNPDGLDLSRVDDATIFRWYDAQRGNAPDTTTD
IMDVYWWLREHQGPEIKALTTSFIQFCQNIVGIAPNWRTSAAACSLVPYLVEDGCRWDNPNNWGGDLIPGSFAGDTVALN
GHKVFFQDHTLTVAGLDLGTGGHVHAVNGRLNVSAAPTCTGGGVFTIDGCGQIWVAGYTDTDPLTITIIGGRFANTGIFS
GPADITLDATLDKFGNHDPHEVADLILAYGEASWTIKSGRTLSIKGHKVLVGFDGTGGTTAALTVESGGKIRLITDGSGQ
LPTIRECRFGVRGEDPTDVVSSVTLAPGSTLEVDCRSIMVAGTYTLISVDSLTTTGATLTAINVPSGLSASFPAASGGVQ
TMVLS
>MBL3577046.1 hypothetical protein JMJ92_02570 [Rhodovulum visakhapatnamense]AB19
MPTLYGIEIPESYFAGTLPTGRVELGSTGIYLTPASPGGNLVVNPPEGDYRAGALMLFDGVQTVTASYSPARAGTDWFDA
SDEATITASGGVVSAVANKISGRAPLTGTGTTGVSAADVNGLNTIVMDGVSNVLTHDGSASLMWPASGNFLFTVVATIGE
VNHLNDGLFRSGGGDVLFYLNSNNATQFNGRLSLGTVAAGLSGGPYTGLQIMQIVADFTGTSTAKIFMGGVERASLVYDV
GPVDGPNTTFFQLLSQYLAGQFCEAWVDPDISQQAAAHDYAASKWGAV
>MBL3577047.1 hypothetical protein JMJ92_02575 [Rhodovulum visakhapatnamense]AB19
MPITAVAGTDIVLTASDASHPTGAFSASSSPVTVSAAATLSIDTAPAFATGVAMVEGNVLTIVPGTVSGGDATNSYEIKR
QSDGLVLQSSASLAFTIPATANGDQLVITQTATPAGSGAPVSRDSAASATVAALTFTYVDNGDGTFGFTFTDGATSTVAA
TIPAPSVYAGTYPLDLGDLMIRPFAAARPAISGTPAVGQPLTGTPFLWLYAASLGALSVARQWFKDSGAISGQTGATYTV
QAGDAGASLQYAESGSQTGATTRLAFSPAVAIPSSGPTPVISSLAVTRVNYDVVSITANATNVVDGDLYAVASLDLYEPS
ARQIEAGTDGNDQDVDSGSVAVSATGTTGAILLDLGVGIEDCELAVAQVSAADLASNVLGTVVSLPGPTASGGSNLTYGP
IYDPSIWTTVTDGPNLTYGV
>MBL3577048.1 xylulokinase [Rhodovulum visakhapatnamense]AB19
MGGALGLDLGTSGLRALLIDEAGQPVGASERACGVAHPHPGWSEQDPADWIATLEAVMADLAARFPEAMARVRGIGVSGH
MHGATLLDAAMTPIRPCILWNDTRSHAEAARLDALPGMRETSGNIVFPGFTAPKLDWVRRHEPEAFARVAKVLLPAAFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSDPAGTLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPDPGNALHTFCHAVPGRWYQMGVILSATDSLNWLSRISGQSPADLTRAL
GEDLQAPGRVRFLPYLSGERTPHNDAAIRGAFTGLGAETGLPDLTRAVLEGVAFALRDCAEALRGAGADLGHLLAIGGGA
RSDYWLRLIATVLGVPLQVPAGGELGAALGAARLGRVAASGAAPETEMTPPAIARTVAPEPALADAFEEAYRGFRAAYPG
LKAIQ
>MBL3577049.1 acetylornithine deacetylase [Rhodovulum visakhapatnamense]AB19
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFTLHEACGRLYGRGTCDMKGFIAACLAMAPVYAGLDLKRPLHFAFTHDEEVGCLGGQALVAELAARDLRPG
IAIVGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPPAGVNAAEAAVRYAARLLALADELKARAPEDSPFEPPWTTINLG
RISGGHVHNVIPGRAEIAWEMRPVQADDIAHAKAAMACEVASLLPAMRAVAPEADIRTHVVGEVVGLEPMPHSAARALLA
GLTGQSRAEAVPFSTEAGLFQSLGCAAAVCGPGSIAQAHKPDEYVSRKQLAQCLAMLEGLAGVLTA
>MBL3577050.1 M24 family metallopeptidase [Rhodovulum visakhapatnamense]AB19
MTEEIVQFGYAAEGRAPFSLPEYGRRLGLVRRAMAEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAYVQSTERHPMQNLAELLRDLGYGARRIGVEMENYYFSAKAYVTLRDALPKAYLVDA
TALVNWQRTVKSGEELDFMRRAASISERMIDGVLDRIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRAAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTLLEPGMTFHFMPGLWMENWGLEITESILIREDGPAETLCNRPRKLY
VKP
>MBL3577051.1 aspartate aminotransferase family protein [Rhodovulum visakhapatnamense]AB19
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVIAGGQGVFIEDRDGTRLLDAFAGLYCVNVGYGRTEIAEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVLGRSEKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYFRRPDLDMTEADFVAHCAAELEALIAREGADTIAAFIGEPVLGTGGIVPPPAG
YWDAIQPILQKHDILLIVDEVVTGFGRLGEMFGSLKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWTVLEQGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAADTGGYFVTAMQTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPP
GKVAGAVVAAMLKEGVIARAMPQGDIVGFAPPLCLTRDEADRVVDVTARAVASVLG
>MBL3577052.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MTMDIAPSRESRRARRNVTVLVLAQAFLGAQMSMIFTVGGLAGQTLAPNPCLATLPISLIVLGSMLSAGPLSGFMQRAGR
RAGFLLGIAGGAAGAGIAALGLYQGSFGLFLAGSLLTGLYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLVAAILGPQ
LVKVTAEAMVIPFLGTYLVAIGINLSGVLLFAFLDIPRPPPRDPAHHRGRSRADLLRDPAIAVAIICGMVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAAAGAVALTGVEIESFLVTLILLGIG
WNFGFIGATAMLAQSHGPEERGAVQGMNDILVFGGVTLASLASGGLMNCSASSAQEGWMAVNMAMVPFLALAGGALIWLT
LRPKDET
>MBL3577053.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum visakhapatnamense]AB19
MVGRIIETEACVAEGAAHLVAVEPRFAQALALTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWTRMKTARLTGPRKI
LWASDEDLRACGLSRQKIRYARALAGAGIDFVALRTEPTEEVIATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFELPDRPGERTLRQLAEPWAPWRAVAARALWAYYRVAKDREGIR
>MBL3577054.1 dienelactone hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MTRVLESGRAGAARGRTDRLVIFLHGYGANGADLLGLAQPLGPHMPGTAFLAPDAPERCEGVPFGFQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVLEEEGVAPENVILFGFSQGTMMALHVAPRRPAPVAGVVGFSGRLLAPETLEDEAVSRPPV
LLVHGDADDVVPVESLPEAGNALSGAGFEVYAHVMKGTGHGIAPDGLSVALAFMRERLGIDGLD
>MBL3577055.1 aminoacetone oxidase family FAD-binding enzyme [Rhodovulum visakhapatnamense]AB19
MTYDAIILGAGAAGLLAAATAGQAGARVLLLDHAEAAGKKILISGGGRCNFTNTGAGPGNYLSENPHFAKSALARYTQWD
FLALVERHRIAWHEKTLGQLFCDGSARQIVTMLLDECARGGVEIRVSTPIGEIGHGDGLFRVAGAAAPQLVLATGGPSIP
KMGATGIAYDIARRFGLGIVPPRPALVPLTLGPDAQDLTGISGLSCPVTARVGAASFTEAALFTHRGLSGPAILQVSSYW
TPGAPVTLTLVENAAERLRAARHKAPRARLRAALSEMLPNRLAEAMAARIGFGTELGNTSDAEIDRAAAALGGLTLFPTG
TEGYAKAEVTAGGISTAGLSSRTMEATAVPGLYAIGEAVDVTGWLGGYNFQWAWSSARAAGEAIAARCRS
>MBL3577056.1 cytochrome b/b6 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKDTSTAPADTETVQTVRIWDPLLRLFKWALTISVIAAWGLGHFGPDQMTLHFWFGYAVLGLLAFRLLWGLWGPEHARFS
SFAYGPFSILKYVFGMFRRKPSYWPGHNPVGGLFVFILLGALLLQAGSGLFVDPDDYINVGPLAKYVGSETTRAALKFHV
QMGWVVLGLVALHVAAIAFYSKWKRENLVTPMITGKKTVRKDL
>MBL3577057.1 cytochrome c [Rhodovulum visakhapatnamense]AB19
MHKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETDYDGAKAQTAADNMLTLTRYNVGHLYMP
GTSNADMPGRTDALPKIWEDMAGVQEKGMAFVKAVENLNEVAGLDKGELAKGVQQVGGTCKGCHDDYRAKH
>MBL3577058.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MRFGRQDRPLIAVTTSSRSGWRVFPLVAFNLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ARDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTVLPRKAVTVLPGTRLAQIAGPRPMRV
NALHSQAVARLGEHLEVAARDRGGMIQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAASAMRGARGQWKAVDRF
LEQAGLD
>MBL3577059.1 amidoligase family protein [Rhodovulum visakhapatnamense]AB19
MDGITQLVPRDRFLPLCPRETRVGQARRAGIEMEFGGLTEAEAAEVVSRTLGGKVREIAAHDLEVDTPAWGPVSICLDTA
FRDKAGSALADLGLQLGRAVVPVEVVTPPLSPEQLPEADRLRGALRAAGAQGSREGMFLGFGLHLNPEIASPEAADLVPV
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSFVDRLAAAGRGWSRDDFVDAYLAETPTRNRGLDMLPCLAHLAGDRVA
QALGPGADAVGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALEGLAADWLDYRAALTTTRSDWFDHLDRV
LCGLELWDGACGSDAKTGR
>MBL3577060.1 iron-sulfur cluster assembly accessory protein [Rhodovulum visakhapatnamense]AB19
MTLPPTVTERAYARLSEIGAARQGKALRIAVEGGGCSGFQYSITLDAPAEDDLVLEGAGERVVVDSVSLPFLQNATIDFT
RELIGAKFVIDNPNATSSCGCGTSFSI
>MBL3577061.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum visakhapatnamense]AB19
MLARFACRPSESRGRLSPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAALMAPYGGFDHNAQAIRIVTRLERHYADFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELYTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEEELAGLPILEDCFAEVDAAYPALDPKR
RRHEALRRFFGVLVTDVIEGARATLAEARPGSAAEVRALGRPVIGFSPALFAALREIRTFLFHRMYRAPSVVKMRADVTK
IVQDLFPLYLGDPALLPAKWREDVAAAPDETALARIVADYIAGMTDRFAIGEHARLIGPNGLTPSAQGGPGGPAR
>MBL3577062.1 arginine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MNLFNDLRALVIDCLDAMAAAGELPAGLDTSNVAVEPPRDAAHGDMATNAAMVLAKPAGQKPRDIAEKLAARLAADPRIA
TAEVAGPGFLNLRLAPAVWQGLVATVLGQGADFGRSDIGQGQKVNVEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
EVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEDWLAEIREFATGM
MMDMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPEDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHFDKVERGFDQLIDIFGADHGGYVKRMKAAVAALSGGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARVCSVLRKAAEAGIATDDATLAAA
DLTKLDHEAELAVAKKLAEWPRLIEIAARTNEPHRVAFYLYELASDLHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVEEMR
>MBL3577063.1 SPOR domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAEIDFNAMRGSGGHDAPPSPKTILNWAGGLVSLTLMAGLVTWGYQVVMRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLAVNRVAALGEAGPPADMLQLAPAPVDLAGDDRPVIAPPPAEAAAYAAADEAAPILASVGGAATPVPDADGGALFEGDD
LSAAAGPAAETLTAEDVEGATEAALPLPAGALRQSPRPRTRPQEDFAARAAIAAARAAMTAPVATEVAAESVAVGTALVQ
LGAFDSGDEARAVWDSLASQRRFSGFFTDKTRVIQTVDRGGKTFFRLRASGFADMAAARRFCAAVSAEGADCIPVVAR
>MBL3577064.1 beta-N-acetylhexosaminidase [Rhodovulum visakhapatnamense]AB19
MHPGGGPVNHGVGAFIAGCSGPSLTPTERAFFARTRPFGFILFARNIDEPEQVRSLTRDLRQAVGRKAPILIDQEGGRVQ
RLRPPHWRPWAPALDQIAVAGPAHAARSMYLRARLIAFELSMLGIDVDCAPVADIARPETHDILKNRCYGTEPKSVIACA
RATAEGLLEGGVLPVIKHIPGHGRATADSHLHLPRVKANWTALEVTDFAVFQALAGMPMAMTAHVVYDAIDPDLPATISP
RAIAMIRRGIGFGGFLMSDDVSMKALSGTIAERSRASIQAGCDAVLHCNGDMAEMEEVAEASGTLTGAAADRAARALARR
RPPQPIDVTAVATELYGLLEKAAHG
>MBL3577065.1 segregation/condensation protein A [Rhodovulum visakhapatnamense]AB19
MAEGHDPETADTPDAIAARQAAEALIVDVDGFEGPLDMLLMLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMARDRKGRDFFGRGIPEGVERVRRGQYTA
TLLDLMQAYARIRTKDDFRPYVLDRDAIYTMEEALERMRGLIGYAGDWVDLVTWLPEGWHADPARRRSATAAHFAASLEL
VKQGQLELRQSGTFEPIQIRRKPH
>MBL3577066.1 SMC-Scp complex subunit ScpB [Rhodovulum visakhapatnamense]AB19
MPQPDGPEDDEEGSLFEAPPLGEQERMVEAILFASAEPVRVADMNARMPHGCDAARALEALRRRYEGRGVHLVRVGESWA
FRTAPDLGFLMQKETVELRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLELEWIRFGRRRMSPGRPVTY
VVTETFLDHFGLESARDLPGLRDLRAAGLLDSRPMPGTEEDDTDDAQGDMFEDES
>MBL3577067.1 ribbon-helix-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSGRPVKRSLTLKGHRTSVSLEDEFWRALREIAAERGIAINALAAEIDESRGLDVGLASALRVHVLTHFRRALDRGRDRD
RDRDHDR
>MBL3577068.1 DUF4169 family protein [Rhodovulum visakhapatnamense]AB19
MTGGVVNLRQARKARERAAKKAEADENAARFGRTKGQKAREERDAARARAALDGHRLTPDDEA
>MBL3577069.1 class II fumarate hydratase [Rhodovulum visakhapatnamense]AB19
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACARVNMAQGGLDPKLGEAIVAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMTARDVL
LPGLEKLHEALTAKSDEFAAIIKIGRTHTQDATPLTLGQEFSGYARQVEKGIARIKACLPDIYELAQGGTAVGTGLNTKK
GWDTRVAAEIAEITGLPFVTAENKFEALAAHDAMVMFSGALKTVAASLFKIANDMRLLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEALTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAAGSFTDNMVVGTKANTARIEK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDGETFDRIVRPEDMIGPKD
>MBL3577070.1 hypothetical protein JMJ92_02700 [Rhodovulum visakhapatnamense]AB19
MSDRIEYGNLMHAAMRGLIRTVLSDVAADGLPGDHHFFITFDTTHPEAQMADWLRQRYPTEITVVLQHWYDHLSVDEDGF
SVTLNFGDSPEPLYIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEDDDGPEQPSPAPHDGTAGPGEAQVVSLDKFRK
>MBL3577071.1 ester cyclase [Rhodovulum visakhapatnamense]AB19
MDRAARLEQWYRRVYLEGDLDAVGTLFTPDLQEQGLLPGLAVTPGDLSVFAQAMMHLVDEPSFRLAKVIESGDWLSALIE
LEARRPSDGQPIRLIGQVMLRFEGDKVAEAYNSLDFLGLFLQLGLLPKDALELGMTGQRLA
>MBL3577072.1 tripartite tricarboxylate transporter permease [Rhodovulum visakhapatnamense]AB19
MTTWEGLLYGIGFALQPAVLIYCVIGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLARQGRAGVALFTAMASSFAGSMIGIAVLVTLAGWLSHAATAFGAADYAAMMILGLVAAST
IGSSSPAKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAEVIANVRDPDRQGVTERIGGRQL
LPRRDDLKRLPGPMLRGSALGSFFGALPGTGSTLSSFLAYALERRVSRTPERFGEGAIEGVSAPESANNAAAISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPMMLEARPEMFWGLVASFGIGNLLLLVLNLPLIGIWVAMLRIPFRWLYPAILIFL
CLGVYSVRGLSFDILAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRALLIGRGDPMIFLDRPIAAGFVLATVG
LLALSLVQAWRRRRTR
>MBL3577073.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum visakhapatnamense]AB19
MHRDWPDILGGLALAAIGAAAAGWALAQYDIGTLRRMGPGFFPAALGGLLTVLGLVVALPALRRRSDAPGIEPLAALAVL
AAILVFGLGLFRIGLVAATAAAVLVASLPAPRPGWGWRLALAAAIALLTVLVFGLGLRMSLPLWPRLP
>MBL3577074.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum visakhapatnamense]AB19
MTLRMTRRSALACAVALTALPTAAAAEDAWPAAPLHVYVGFPAGSSPDTLTRIVTEPLAQRLGQPVVVENKPGAGGVIGI
QQMLANAGDGLSFATTINGPLTTAARLMKSTGYDVATDIAPVTLIATSPLVLAVSAGSDFTDVESFVAAAGTEPEFLSYG
SVGQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRMLGITSAEPFPQAPDVP
VLAGRAGLSDDFRAELWNAFIAPAGTDPAIIARLNTEIGAILADPEVQQKLLAIGWQAAPGTPGDLADRIAADTAMWGAV
IDRVAAKP
>MBL3577075.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTGATISFEGVGKSYAGGGKGQVTALSDVTLSVAPGEICGIIGRSGAGKSTLLRMVNGLERPSTGTVTVGGRDVGRARGA
ALRAIRRDVGMIFQHFNLLSSRTVHGNIALPLEIAGVPSAEIGPRVRDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATQPKVLLSDEATSALDPETTRTVLELLRDINRDLGLTILLITHEMAVVRDIATHMAVIDQGRIVEAGATYDIFVTPQHP
TTRSFLSGVTGITLPGFIAGRLTEARPHGPAEEIVRITFAGAHATDPMLARMTAERGIAINILAGAIEEIGPRPFGNLLV
AIDAARGPEARDYLNRHGLSTEVLGYVG
>MBL3577076.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSANLIGLLVEATLQTLYMVSVSALLGTVFGLPLGVFLATSQRGELLSAPLVNKALGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIALGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVLVQIVQSAGEWIAARVDRRAPRNRGH
>MBL3577077.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MLRLIPLVSALALSAAAAMADDIRVGVSPGEHAEIMEEVAKVAAGAGLNIDVVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEIATTITTPMGVYSDKIEDLAALPEKARVAIPNDPTNGGRALLLLQDLGLITLAEGTGLVPSPLDVQ
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDSIAMEKAESPYVNIIVARNGDQDQPWVKTLVEAYHSP
EVKAFIDEKYHGAVLTSW
>MBL3577078.1 polymer-forming cytoskeletal protein [Rhodovulum visakhapatnamense]AB19
MFSKSRINEPGPKAGEAEKAKAFEAPAAPRPGDSPLPTPPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRVQSAPAG
QAAQPQARPQGTAPGKPGEGAPKA
>MBL3577079.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum visakhapatnamense]AB19
MRQTLTARFLHRIDVALGRYLPEKRLFLRSDDSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNLRDQAR
REQALYDTRLNAIAAERDRRAQDVREAQDRFNLALDEVSKMQSALLASEERRRELETGMAVIQKTLRRTLAERDAAQGRS
QELAAQLAGETAPAEGPRPADVQQTLAFLTGALDQTAEERDRIAADAASAYDMVRTMSYERELDAERNDQIFTSLEEALT
VSMAPLDKMFKAAGLNTKSIINRVRQGYSGIGGPLTPLSVSTKGAAADLTPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PVKAGYRLTSPFGVREHPTLGGRRMHEGVDMASAYGTPIHATADGVVVRAQWMSGYGRMVEIRHEFGIVTRYAHMSKIRV
EAGQRVSRGDRIGDMGSSGRSTGTHVHYEVRVDGKPVNPMTYIKAARNVF
>MBL3577080.1 peroxiredoxin [Rhodovulum visakhapatnamense]AB19
MTETGQTAPDFTLPQDAGDPVTLSAQRPAPVVLYFYPKDDTSGCTKEAVAFSGLLTEFEAAGARVFGISKDSVVKHGKFR
GKHDLTVPLLSDEAGDVCERYGVWVEKSMYGKTYMGIERATFLIDGAGRIARIWRKVKVPGHAEEVLEAVRAL
>MBL3577081.1 hypothetical protein JMJ92_02755 [Rhodovulum visakhapatnamense]AB19
MSDTGTPSDPSGLHPHQRFGLWVLISLGMLAGALGLLALVLSERTVTLPDWATARIEAQVNAGLSPLVLRLDRVGVSLSR
RESPQVHLGGVTLTDAAGREVLRLPRADARLDGGALLQRRLEVSNLALTGADLTLRRGADGVIDLALGGTGAPFSLGGSV
AEVLDEIDRAFDTPALAPLRAVSVEGLALTYVDARAGRTWRVENGLMTLDQTAETVAVQAFFSLRGSAPVASEFAFGFTS
SKGSPAARFSASFSDVPSADIATQSPALAPLKLIEAPISGAIRSQIDAAGKIGDLSASLEIGRGALTPPGGAVPIRFDSA
QSYFTYNAQSGRIELGRLSLDTSALRLAGEGHADLVAPEGGWPEAVVAQVRFSEVGLDPDGVFERPAAFSGGALDIKFEL
DPFEARIGQLVLTDGEAAYRAAGRVRALPEGWDVAMSADIDRVDYQRLLALWPVTVAKGARRWLGRALSAGELYEAHLGL
RRPPDGTLRAALGARIRDAEVKFLPEMPPLQGGRGYLAIDDRTLTVAVEGGTVEAPEGGTVDVAGSTLQVPDVTEDPARA
VFRLKTDGTIPAALALTGLPPVRLGSRVTLPANPAEGHARLSTELRLPLIRDLPLTEIGYRVEGVLSDAVSETLVPGRRL
EAAALEFRADEDAVSISGEAALDGVPLRAVWTQPTGAGADGTSQVTGTVELSQRANAAFGLGLPEDSLSGAARAAFALTL
APDTPPALTLTSDLAGLGLRLDALRWSKAADRTGRLELTAALGDTPAVEGLSFEAPGLAAEGTVAIKPGGGLDAARFSRV
RLGGWLDASVTLTGQGAGKPPAVAITGGTADLAGAPIGGGAGAGAGAIAVALDRVRVGDGIELTRVRGRLNGTAGQITGL
VAGAAPVEVTLVPARAGMAVRVRASDAGAVLGAAGIYRRASGGTLDLVLNPTGTPGHYDGTAHVENLRVGGTPVMVELLS
AISVVGLLELLDGEGLAFTNVEARFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTR
KGEGLLGFNFSLKGNPGDPEVGVNPLSILTPGMFRELFRRPAPTLKETP
>MBL3577082.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum visakhapatnamense]AB19
MKLSDFDFDLPEALIATRPARPRSSARLLVAEGDTIRDLHMRDLSDLLGPGDRLVLNDTRVIPARLSGQRLRQTGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLKPGDCIRFSDALSAEVAARGDEDVTLAFDCTGAAFDTALAEAGAMPLPPYIAAR
RPADAQDHEDYQTVWAARPGAVAAPTASLHFDEPLLAALAAKGVAFSHVTLHVGAGTFLPVKVDDVSDHRMHAEWGEVSE
TAAAEINATRAAGGRIIPVGTTALRLIETAADETGRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
VGSIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRPDSGRPGHPPSAPTA
>MBL3577083.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MLKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTFEMSIVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPVAWTIGRVLIGFCFSGVYVTAESWLNNSATNETRGQALSLYMITQMAGIVAAQGLLLTADPGGFIL
FIIPSVLVSISFAPILLSVSPTPPFETAKPMKLRDLIRTSPTGTVGVFLMGGVFSALFGMASVFGSEAGLSVAEISAFVA
AIYLGGLLFQYPIGWLSDRIDRRTLILAAAATGAAAAGAAMLVGGSYSALLVAAFVIGGMSNPLYSLLIAYTNDYLQPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGAIGPLGFFLFIAVLMASLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEIAIEAAQDDQPTPPPGGPAQTPG
>MBL3577084.1 DUF924 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPRREQIIRFWMEDVGPEGWYKADPEVDAAITERFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAAAKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEVAFLERGGYGACLDELRASA
>MBL3577085.1 dihydrolipoyl dehydrogenase [Rhodovulum visakhapatnamense]AB19
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAREFGLKAEGIGYD
LPAVVKRSRGVAKQLASGVGHLLKKNKVTVVMGEATLPEKGRVSVKTDKGTEELTARAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMKIREKATVKQL
DRGADTVVAHVEQNGKTEKIEVDTVISAVGIVGNVEGLGLEDLGVKIDRTHVVTDDYCRTGVEGLYAIGDVAGAPWLAHK
ASHEGVMVAELIAGGKPHPIRPGSIAGCTYCHPQVASVGLTEARAKEKGYEVKVGRFPFIGNGKAIALGEPEGMVKTVFD
AKTGELLGAHMVGAEVTELIQGYVVARGLETTEADLMQTVFPHPTLSEMMHESVLDAWDRAIHF
>MBL3577086.1 sulfurtransferase [Rhodovulum visakhapatnamense]AB19
MLKWFDLMAKVYPYIEEIRAKDASVHAEKGELVLIDVREIHEVARFGKAKGALHIPLQMIRHKADAKSPHFDPALDPAKS
FALYCENGSRSLLAARMMKKMGYDDVYNMGTFREWLNAKLPVEK
>MBL3577087.1 excinuclease ABC subunit UvrA [Rhodovulum visakhapatnamense]AB19
MAELKRIEVRGAREHNLKNVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIS
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVLAMEPGTRAHLLAPVIRD
RKGEYRKEFIELRKQGFQRVKVDGQFYELDEPPALDKKFRHDIDVVVDRIVVKEGIGTRLADSFRTALDLADGIAVLETA
PAEGDPERIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFQRDTPWKDLPAKVQQVFLRGSGDEEIPFRYDEGGRVYQVTRPFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCCGYRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTVPEHLTNQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNSGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDLGPGAGVHGGQIVARGTPEEIAADPASVTGQYLSGTREIAVPTERRPGSGKAVTVVKASGNNLHEVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIRDWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QDFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVRKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRQVAAE
>MBL3577088.1 hypothetical protein JMJ92_02790 [Rhodovulum visakhapatnamense]AB19
MRLLTTGLAATIALTAGLSLAQAQPQGCPPGQAMKTGQCAQDQPRGQPRGQQPPGKDEPQAGAQQQTGPGGQPPGPGKPN
AKPQQGQPAPQGKMQTGGSPAMGQPGPRPAQGAGDPGQAPQGVAVGRHVPKDFRPMPHPERHGLDPNARYYTRNDGIVLK
VNPDTLAVLGVVGMIAAMSN
>MBL3577089.1 excinuclease ABC subunit A [Rhodovulum visakhapatnamense]AB19
MPGHCPPGLAKKSPACVPHGQARKGAEPGHGIVAGSPVDGRYRYLADPRRYRLDPQGSYCVRDDGWVARVDPETRKALNL
IGATDALVN
>MBL3577090.1 DUF2892 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLSKNVGGIDRILRIVIGALMVIAALLGYSNWLLIGMVPLATGLMSTCPLYSLIGLNTCKKD
>MBL3577091.1 Crp/Fnr family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSWLARAEGLAGIEPGIAARLGTLPVSPLPKGKVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGDDYTGEAVAATGCEAVLVPKDIFLALMDDSPVFRRFVFGAFARRLQSVMALLERVAFQKVESRLAADLLDRAAD
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAAGLARLAAADGAR
>MBL3577092.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDLTAPAPEGVAMADSAAAAATGREVVITMLPNGQILRAVAAEILPAMASGA
VLLDCSTVDVDSARAVAAEAGAAGLMAVDAPVSGGVGGATAGTLTFMAGGSDAAFATVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNAYCPAPGIGPASPADNGYKPGFAADLMLKDLR
LSQQAAEAADADTPMGARATELYAAFVEAEDGAGRDFSAMLPRFEKRGRG
>MBL3577093.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum visakhapatnamense]AB19
MSEIEIRKEGRIGRITLTRPKALNALGYDMCLAIEAALDAWAPDPEVRMILIDAEGDKAFCAGGDIAVMYETGTKGDYAY
GQTFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILAGAPGRIGE
YLGVTGRRMGPADAIFAGFADYFIPEADWPALTGALVETGDWESVDRAARTPPPGELAALQPRIDALFAGERLLDIANAL
TADGSDFALSTLKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHAG
LEAVPGADVARMLMPLGEHGLKLEEELQ
>MBL3577094.1 acyl-CoA dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MDFALSEEQTAIFDMACDFGADHVAPHARKWEAEGTIPKTLWPELGALGFGGLYVRESSGGAGLSRLDATLVFEALSTAC
PAVAAFLSIHNMCAKMIDAFGSDEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRSTDGWALTGTKAFISGGG
YSDAYVVMARTGEAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCTIPAANLLGEEGKGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLAYMGDRQAFGQSLDRFQALQFRLADMEIELQAARTFLRQAAWKLDQGAPDATKFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MBL3577095.1 transposase [Rhodovulum visakhapatnamense]AB19
MGISPCIPSRIGRKVPIPHDASLFRLRHRIETMFARLKDWRRIATRCDRWPILFLSACALAATVIYRVWDLALAAAKLTP
RKSLAQTLA
>MBL3577096.1 hypothetical protein JMJ92_02830 [Rhodovulum visakhapatnamense]AB19
MKRKTGTPDGARLGIRRAEDRNDRCDLSEGAPHSDQHGREKRGVCPPDRAEVEDQKTIRGIVFPRTGGLNSTLHALADAK
GRPILFLSAGRTSDAIGARALPSSIPQAGTLRGDRG
>MBL3577097.1 carboxylate-amine ligase [Rhodovulum visakhapatnamense]AB19
MTAPDFTIGIEEEYLLVDRETCALAQAPKGLMEACAADLGDQVTPEFLQCQIEVGTRVCRTVAEAREDLRRLRATVAHHA
ASYGLAPIAASCHPSADWLDQHHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDLDQRIDLMAQFSYFLPHLLAMSTS
SPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSDYDRSVGALTRLGLIEDATKIWWDLRPSARFPTLETRICDMCPRL
DHTLSLAALIQCTLRMLWRLAGENLRWRVYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAAVL
GCLDEVNAARDVIAHGTSAERQRATHKAALAAGLDREGAMRAVVQGLIEEFGADL
>MBL3577098.1 YbaK/EbsC family protein [Rhodovulum visakhapatnamense]AB19
MSKSLNRVRAALEAAGLPADIRELGQTRTAEEAAAAVGCDLDQIAKSIIFRGEDSGRAILFLTAGGNRVSDAKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLTPIRAFLDPRLLDFQTVWAAAGTPRHVFPLDPHVLPGLTGAEAADFTL
>MBL3577099.1 glutamine-synthetase adenylyltransferase [Rhodovulum visakhapatnamense]AB19
MSFASRLTRAPLAYEPDRAAEAADRFAAQPPEIRALLQGTAGCSPYLWGLMTREADWLEDLLAGTPEPVFAALLDEVRGL
TLDALKPGLRQAKRRAALLIALSDLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGKLPGLTEADAGTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFEEADFHEVRSAFVKITRRMTAILSEATGDGYVFRTDLRLRPDASVTPVCLSME
AAERYYEALGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGALCLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPDLRVRGTVEGLARLADKGWVPREIAGTLTEDYRAHREVEHRLQMVNDAQTHLLPN
SPEGVERIARFCGAAETGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAGIVERWPGYPCLRTARAREIFHRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFEA
WPGRAALTGTLADRLGTLGDYEAQLDAARAWAKEWHFRIGVHFLRGLIDAETAGAEYADLAEAVLAALWPKVVAQFAAKH
GAPPGKGATVLGMGSLGAGALTSRSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRSYQRDEAWTWEHLALTRARPVAGDTALGAEVEAFRRALLHEKADVARTAAGVVDMRRRLAEAK
PAKSAWDGKQGPGRGQDIELVASAAALIAAHPATSVPDQIDAGVDAGWLEAPEAQTLIASYRLQRQVQGAAKLIADLPLD
PCSLGESGRAFLLRGTGLADAAALAALLDDRRAAAARVIEAVIGRSPQEDGDAD
>MBL3577100.1 hypothetical protein JMJ92_02850 [Rhodovulum visakhapatnamense]AB19
MRIELADPRGLIREAYRIEGIGPSECRSIFLDWALGLPETVDTSRALRRLLAEYGPDAPDHPMTAVLRAGLAEEPSARRR
GGPRGRRS
>MBL3577101.1 response regulator [Rhodovulum visakhapatnamense]AB19
MTQSEPVCLVVEDTAFDRMIMERKLAAYGKSLQVRFAATLAEARRCLDKEPISIIFLDNSLPDGKGANFALELSAHRSWS
RIPVVMVSDWPSPFMRAKAKAANVVAIWTKTEFTTLTVAEVLRSRGLMV
>MBL3577102.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MPVTKTDAAPRSPARRSAIKTLAAAAAGTASLPLWARYAGAESAAPIRIGFQMHATGIGAAYGRWYDRTTRAALRLINEA
GGINGRPVELVTEDDGTDPKRGAEVVEKFASLHRCDVGYGTLFSHVVMGSAPRAGELKLPYFVVSEGHHVASGALNRWTL
QPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFSEAIEAQGGEVVAKLAIPPTETSFTKYFAKIPRETEV
IYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLESVDLQSPGLDFLEGTYFWEGMPRYVQPDQTEFDRHYRAAIGIDE
NGALAADPADVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMTEMPLSNEHPQGAKLFNGRTHQVFGPQY
ISKVENGRLTVLEETPIEAGFYPDEVDYTTQSL
>MBL3577103.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MEFGPHLMLAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSAVSSALGGGAVGFVAALLLAPV
IAGALAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNDRLALPWVAFGPEGPALIWPWGLSI
TSYKLFVMGAAAAVLAGLWALMTRTGIGLVMRATQLDRETAQAFGIPVERVYAGVFGLGAALAALAGVLIVPIQQAHYLM
GGDALLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPEGLRGKAAR
>MBL3577104.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRGGRIIGLHLGLVAVLFALNFLLPAYSHGTVARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTHLGLG
AGPALLTGIGAAAVLSLGVGLLALRTRGVAFMIVTLMFAQAAWLTILLAGRWTRGDEGVVIPQADRVLLGLDLSNPQTRY
LAALALFSAVLFGTLWLVRQPMGRVLVAIRENEDRAELLGYDTFRHKLGAVVLSGTVSGAAGAAYGLFFGYAGASFAETH
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLASGLTPAYMLIAGVVLVLLTLFAPQGLAGEIRRRWWRGLP
>MBL3577105.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHARVRLG
LAYTFQITSVFARLPVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRVL
ILDEPTQGLSEPEIETFKALVRALAGETAILLIEHNMGVVMDLADRITVLDAGLVLAEGPPAAIRADARVQAAYLGTAID
A
>MBL3577106.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLASGQVLLDGEDIGRLPAHEVPRRGIGY
IPQGRRLFADLTVAQNLEIGMRCRKSPPEVRDRVLAMFPRLADRMGQRAGTLSGGEQQMLATARALCVGPRVLLLDEPTE
GLQPSMIALIRDTVLRLRDEGVAILLVEQRLDAVLATADRAVILETGAVRAEADAARLRTDPDLLRRHLGV
>MBL3577107.1 NADH:flavin oxidoreductase [Rhodovulum visakhapatnamense]AB19
MINDPLLSPFRLRHLTLKNRIFLSAHEPAYAEDGLPKDRYRAYHVERARAGVALTMTAGSASVSRDSPPAFNNILAWKDE
VVGWMKRLTDECHDHGAAVMIQLTHLGRRTRWDRGDWLPVVSAGPAREVAHRAFPKTAEDWDIARIVTDYADAAERMQAA
GLDGIELEAYGHLLDQFWSPLTNALEPPWGGDLDDRMRLSMEVLRAIRDRVGPDFIVGIRHVADETLPGGIGAAEGLEIA
RRLKDSGLIDFLNVIRGHIDTDAGLTDVIPVQGMKSAPHLDFAGGIRAATGLPTLHAARIPDLATARHAIAEGKLDMVGM
TRAHLADPHLIAKLVAGTEDRIRPCVGANYCLDRIYQGGAAYCLHNPATGRELTMPHLVPKAAAPLKVVVVGAGPGGLEA
ARVAAERGHEVVLHEAANDPGGQVRLLVRHPRRAEMMAVIDWRMAECTRLGVAFRFNSWAEPETVQAEAPDVAIVATGGL
PPEPGLAEGDGLAVSAWDILSGAVRPGTNVLLWDDAGDHAGLQTAETLAASGARVEIVCRDRGLVPEVMAMSLTPAIRAL
QRADVVWTPTWRLDAIRRAGNALTARLGSDYGPETRERQVDQVVVNTGTHPLDDLYFGLRPGASNLGEVDYPALIEGRPQ
ALNRNPEGRYRLFRIGDAVAARNVHAAIYDALRLVKDL
>MBL3577108.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MTDPIRTTLDVLLEILAPLDGRCVLDIGCGRGGLAGPFRATGAEWRGLEPFPQAGGAPGIDVAQAEAMPYPSGAFDIAVI
VNALHHIPVGGMGDALAEAARVIAPEAPLVVIEPRVEGDLSQVIATVDDETEIRTAAQAALDAAVGSGVLTETRAFDYVR
REVYDDFDAFVSRISSFAPERGGLSEDLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MBL3577109.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDLRQLRYFIEIVERGSITRAAGTLNVAQPALSLHVRNLEDRLGTRLLLRRPTGVVPTEAGELLARRARSILDEVARTEA
EIRGLETDPSGRVAIGLTGTIGGLLAVPLIEALRERYPRITLQIAEAMSGFVAGWLSEGRVDLAVLYEAPADPGLACDPL
LEEELVVLWPPDWPAPPEIALAALEDVPLVLPSRAHGLRRMIDARLATDGIAPELAVEIDSYANIKNLVAAGFGASVLPW
HAVAPEAEARALNVSRIATPGLWRGAWLIRPAARPVTRAQEAVAETLRAVVGDLLAGGVWAAARAPSLPPDRAGTAAPTS
AGSG
>MBL3577110.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum visakhapatnamense]AB19
MQTDPHQDIRDAIRALCATFPPDYHRRIDAERGYPEAFVQALTEAGWMAALIPEEYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSDYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGQPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MBL3577111.1 CoA transferase [Rhodovulum visakhapatnamense]AB19
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
AGLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGYGSEGPLADRKAYDLLIQAESGLSSITGGPEEPARVG
VSIVDIATGATAHAAILEALIRRGVTGQGARISVSMFDVMAEWLTVPLLNHEAGRTPGRVGLAHPSIAPYGVFHPGDGRP
ILISIQSDREWRQLAERFLDAPGLGTDPRFATNVARVQNRAETDRIVAEAFARRSGAEAVAALVAADIAFASVNDMAGLS
NHPHLRRIEVDSPNGPVTMPAPAARVEGETRRYGPVPALKPRET
>MBL3577112.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDLDIEHLRGWIGREETATERLTPELVRRFAATFDRTWPLQPGNEAPLLIHFCLAQPTVPGAGLGPDGHPARGGFLPPVP
LPRRMWAGGAFRFHTPLRIGDSVTRRSTIVDVTLKHGRSGPLLFVTVDHKIRARGRLALTERQDLVYRAAAPFRRPKADP
AAEGSSIRRLMPGPVMLFRYSALTFNGHRIHYDAPYAREVEGYPGLVVHGPMQATLLLQFAADLKGSCPSRFAFRSVSTV
FDTAEMEMHASCEGDSLRLWTAQAGGPVAMEATASW
>MBL3577113.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum visakhapatnamense]AB19
MTEDPKPEAGSAGTWARLRAGFPYLLAAGLFVLGLVALYKLLAAVDFADVVAQVRATPWSTVGLALAATAASYISLVGYD
WSALRFIGKPLKLPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRVYSALGLDGYDVAAVSTFAAVSFGVAATVVGLGALAV
HPGALAAVLPLAPGTVRMLALAGVALIALPLLWASLRQGCVKLGRFSLRAPAPGDLAAQIVFCLGDIGFAAATLYLLMPA
NDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVMIAAMPASTSIEAVAASLLLYRLIYFLVPFSVALLALASYELFRSA
GAHLPRGQWGRAVAAADPGFRAVEGIAPLVLGSMILGAGLWMSVSSILPPTTEAARAAEALFPLPFIEGSALASSVIGAA
LVLLSFGVMRRALAAFWLALVVMETGAAVALIQGVDLDRAVFLAAGALLLLPFRHAFHRHTMLSHATLTPAWVALIVALI
AGFGFVLFFAHKQTPYAHELWWQFAVNERAPRALRAVLLGSLVLGLGALLMLLRAPRVVPDPPDAEDLAAAARIAGSGDN
PDAGFALTGDKSILVSDDGRAFVMFAASGRSWIAYGGPVGPADAAEDVAFAFVDAARREGARPAFYEVRAADVPIMLDLG
LSLHKMGEEAVVDLTRFSLEGSARKKLRTTHARALRDGLSLDWTEPPHTAPLLAELGTVSEAWLAAKRAHEKGFSVGRFD
PAWLNRWPVATVRHAGRVVAFANVLVTDSRTQASIDLMRQVETAPPCTMEFLFTALMLRLKDEGYAAFSLGMAPLSGLSP
ERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRSDRRSAERRGSDRRH
EA
>MBL3577114.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTAADIPLTTGQTDQGGEGMRFMGYTVYDSLIEWDLTSADKPSTLIPGLATEWAVDAEDKTKWIFRIREGVTFHDGSDFT
AESAVWNLDKLLDDTSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKAPDATLPYQLAWILMSSKANWEAHGKDWEQ
VALEPSGTGPWKLEEFVPRERAEMVPFAEYWDDTRVPKLDKMVLIPLPEPNARSAALLSGQVDWIEAPAPDTIPAMTANG
FVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFLPPGSQWFGKPSFDVRYDPEEARR
LLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQMINLWRAGAADPAVEGSQSINFTY
FIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPGMEELFTKIRNTFDPAEQDEVMRRTHEKFVDDALFLMVTHDVAPRAMSP
KVKGFVQAQNWYQNFSSITMD
>MBL3577115.1 glyoxalase, partial [Rhodovulum visakhapatnamense]AB19
HLGVETPFAAARKAHPALEVRGLGALADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEPV
>MBL3577116.1 DNA polymerase III subunit alpha [Rhodovulum visakhapatnamense]AB19
MATPRFIHLRLHTEYSLLEGAVRVKKLPDLCKAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLAYDPAAPG
ERPRAPAPVVLLAQDEAGYGNLMKLNSCLYLGKSGELPQVTPDQLIDHAEGLICLTGGPDGPVGRLIREGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERGHVEMAYAMDLPLVATNDVYFPKSEMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EEYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKDHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQEKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSIAQALT
DEPRLREAAKAEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVIRNAIDLILGSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYATAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKHGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKATEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSLPTFDVQEGRLVYALGALKNVGIEAMKLIVEARDGRPFGSLFEFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVAYSAAIHEQRASAQVSLFGEAGEDLPEPRLAPVTDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTRAEVEEKTKAGPALVQMAGAVAGRQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDSLEPGMNVVIQVEANLENEQLKLLGRSVKPVDAVVADAGATGLKVVVETEAAVEAVAALLDRARAESGPRAR
GPIEFCLIAPDLPGEVRMALNDRYPVNPQIKGALRSLPGVATVEEV
>MBL3577117.1 hypothetical protein JMJ92_02940 [Rhodovulum visakhapatnamense]AB19
MDRELTALETRLTRLGTEVEGLTRAIDRQAKEIAGFQRLVAGTLARSAARDRADAGSERQPAQVAR
>MBL3577118.1 histidine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MAKDKKPRRPRAETPKGFRDYFGIDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAATVAADAEVCAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAEGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQDVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MBL3577119.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum visakhapatnamense]AB19
MQDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGDSPAKADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSTTDKR
KAALRRHVWRPRRFRALLERFAGRTPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVADRLHALVQDAAEPPVST
GETELLEDLLSIRETSVHALAHLRDIAVDLKTIGPAVDRMQARLDALAGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
ERKPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MBL3577120.1 ATP phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MTLKLGVPSKGRLMEKTFDWFAERGIAIARTGSEREYSGAVEGVEGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLALEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRSADYSDADRVNLRDLLDRLGLGG
>MBL3577121.1 serine hydroxymethyltransferase [Rhodovulum visakhapatnamense]AB19
MNAHHQDSGFFQDDLATRDPEIAKAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGKRYYGGCQFVDI
AETLAIERACKLFDVAFANVQPNSGSQANQGVFTALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNAVQYGVRESDLE
IDYDQIAALANEHKPKLIIAGGSAIPRIIDFRRFREIADSVGAYLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPEFKTYQDQVIKNAKALGAALVEGGLSLVTNGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDTEKPTITSGIRLGSPAGTTRGFGEEEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVATLCARFPIYPAL
>MBL3577122.1 NAD kinase [Rhodovulum visakhapatnamense]AB19
MAGRTRIAFLASETASAEGALDRLTARYGQTAPEAAEVIVALGGDGFMLQTLHATQTHDLPVYGMNCGTIGFLMNEFQED
CLIERLEAAAEEILNPLRLRATRPDGAVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGPILPIGSDVLALTAVAPYRPRRWRGALLPKRATVKIEVLQPAKRPVMAEGDSRGAGVVSMVEIRSESAIAHRILFD
PGHGLEERLIREQFL
>MBL3577123.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSVPPLLMIEDTPSLQMIYETVLRNAGYKVVSASTAEEGLAAFRELKPPVVLLDLMLPDRPGQELLQEFLSLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERGAVREPPTPAPPVRTTPEPPTGFVGSSPQMVAVYDRIA
SVGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPLNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGT
LFLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRDRG
EDVVEIAQAALEKLSAEEERSFDRLAPDVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEVTLDMLPIALQQERGRLAGP
GFSPQPTTGSTTPPVQVEDLIGRTLAEIEQVVIEGTIAREGGSLPRAAKVLDVSPSTLYRKREAWARKDQVG
>MBL3577124.1 response regulator [Rhodovulum visakhapatnamense]AB19
MLAEPSFAGRGAQKRAAMLGHDMRAAISDILGGLALAELGPLDADSRLQLKRVQSAAEQLARLTDETVALMSGDEVDRAE
VPVHTQLHPFLDRIASRWRAHADEHGLTFALDADGDLPGIVGTDPAALERILANVIGNAMKYSQAGTVRLRVHMGPQESL
CLRVRDAGPGFSEAALARLFEFAGRPVESSRPGTGLGLHIVRDLARRVRGQLQVVNLADGGAEVSVILPRGAWAPGVHAP
GDLHDLPDLSRCDVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAELLAARRFDIALIDIEMPRLSGIDVIRRLRTS
EGDGPGTAVLAVTAFVLSANRDQIYAAGADGILAKPILSLDSFGEAILRVLRKRPCGCMLVPSHDVTPFDALHLDRLLAL
AGPEDGRELLTRMRDDLETVRAGLTEALAQGDRAKLRSQTHVLISLAGAVGNGALQAMAENLNAAARLPDEAEIARLCPG
TITSIDDLCTALRAEFDSRYSKAGA
>MBL3577125.1 propionyl-CoA synthetase [Rhodovulum visakhapatnamense]AB19
MSYAEVYERWKADPNGFWMEAAEAIDWVEKPSKALFDENAPHYEWFSDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLEPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEYVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKIGSPSVPMPGYDVHILDEGGHEVGANTLGAIAIKLPLPPGTLPTLWNAPERFEKSYLSHFPGYYETGDAG
YKDEDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPDVAECAVIGVADELKGQLPMGFVCLNAGCGRDHGEIVRECVR
LVRDQIGPVAAFKLACVVDRLPKTRSGKILRGTMAKIADGLDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MBL3577126.1 cytidine deaminase [Rhodovulum visakhapatnamense]AB19
MPLLTAARAVRENAYAPYSNFKVGAAILGADGQVYTGCNVENAAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAGPEVRVTLATTGGATRVATLADLLPGAFTPAHMDN
>MBL3577127.1 thymidine phosphorylase [Rhodovulum visakhapatnamense]AB19
MDARSIIARVRDDEALTDADLLWFAEGLATGAVTDAQAGAFAMAVLLNGLTAPERVGLTRAMRDSGKVLDWDLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRSEVSVADLRAITAQVGCAIVGASGDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMEEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLADDAADGALRIANALESGEAALKFGEMVAELGGPA
DFVERWPDRLPAAPVLCEITAPEGGIVQAIDGEALGLAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIVHA
ASDTDADAVAARVRAAFRLGDTAPEIPPLVQRRVLR
>MBL3577128.1 phosphopentomutase [Rhodovulum visakhapatnamense]AB19
MSRAFLVVMDSVGCGGAPDADGFFNEDRPDTGANTLVHIAQACAEGRADTGRSGPLKLHNLDNLGLGAASRLASGRTAPG
LGAAPQGLWGAATEVSRGKDTPSGHWELAGVPVPWDWTYFSRELPAFPEDLLAEIRQIAGTDGTLGNCHASGTEIVERLG
AEHLRTGWPILYTSADSVFQIAAHEEAFGLDRLYALCAGIAPRLHAMRIGRVIARPFTGSAETGFVRTPRRHDYAMTPPA
PTLCDWVQGAGRRVQAIGKIGDIFSMRGIDEVRTGPDAELMAHWADLMDEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPPVLARMRPGDLVLITADHGNDPTWTGTDHTRERVPVIGAGVGPRAAGLCAFADIGASVAAHLGVPSQGPGR
SFL
>MBL3577129.1 adenosine deaminase [Rhodovulum visakhapatnamense]AB19
MTDLPKIELHHHLEGAAPPALIRDLARAHNLDISRIFDADGAYFYADFLQFLDIYEAACSTLKTPEDYARLTAAVLEETA
AEGVIYLETFLSPDFCGGCDLSAWVEHLEAIREAAERAEGDGILLRATVTCIRHLGPDRAREAARCAAETAGDFVVGFGM
AGDESRGRLRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALSDLRVDRIGHGVRAIEDPGLVEHLAETGTVLEVCPGS
NVALGLYPSLAAHPIDRLRRAGVKLTVSTDDPPFFHTTMRREYARLAETFGWEDSDFAAMNRVALDAAFCDAETRAKLKT
RLEAADV
>MBL3577130.1 uracil phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MYDHLTVVTHPLVQHKLTLMRDKNTSTAGFRQLLREISQLLAYEITRELEMTTRRIETPLCTMDAPVLEGKKLVLVSILR
AGNGLLDGVLELVPSARVGFVGLYRDETTLEPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVELLKKAGANDIRFMC
LLAAPEGVARMREAHPDVPIVTASIDERLNEQGYIMPGLGDAGDRMFGTR
>MBL3577131.1 SPOR domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPYQRYRLAGAAVLALGLGCPGAAPVRAESAPVGAVPLQVLPGYRAVWEDDRLNPLRGRRTDWGDAQMRTIWTERVPQRL
VDPALRPPQAVAPVAVPPAAGSRYIQVGAFTEADAAGDAVADLHRLGLPARQGRVMADGELVTVIFAGPFADRESHGRAQ
SVLRRAGYTPVSPAR
>MBL3577132.1 hypothetical protein JMJ92_03015 [Rhodovulum visakhapatnamense]AB19
MTALKKFQRLESPGLWRESPEAQRRDVILSFGDASLVVSDSAERVLTHWSLAALERLNPGQSPALYSPGADSGETLEIDD
DLMVEALETVRRAIGRARPRPGRLRIWIVAGTLAGLAALAAFWLPGALVRQTVAVAPPEVRAEIGQALLARMADAAGTPC
DRPGGQRALDRLAARLLPGTARTVRVLPGGLPRALHLPGGVILLNRALVEDYEDVAAVAGFILAEDARAARSDPLADLLR
AAGPLATFRLLTTGTLPDGALSAYAHHVLVAPEAPLPEADLLARFAAAGLPSTPYALARDVTGESVRGLIRNDPLQGRET
DAPISDGDWLRLQAICGG
>MBL3577133.1 long-chain-fatty-acid--CoA ligase [Rhodovulum visakhapatnamense]AB19
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRVALVYGQRRYTYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGAVLNTINIRLDANTVSYILDHGGARVLLVDPQFLPLAADALEDMEGERPIIIEVGDDPEGVHDFGD
FPEYEDILAEADPDFDWILPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADQGVTHFGGAPIVMNMLVNAKDEDRRAFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEEWDALPTEERARMKARQGVAMPFMEEVTVLDPKSMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFQGGWFHSGDLAHQHEDGYFEIADRAKDIIISGGENVSSVEVEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHSVDGDALIAFARERLAGFKTPKRVVFQELPKTSTGKIQKFELRKIAKTL
>MBL3577134.1 Hint domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGFRINFHGSRPVPEEAEAADLATQSLAGIACGFSAGTRLATRDGWRPVEALVPGDMVLTFDRGSQPIRSVERGFLWRGP
SACPLPLWPLDVPEGVLDNTQPLMLLPEQTLLIESDLAEEIYGDPFVRLPASILDGVLGIRRTAPLLGSSVPVVSIAFES
PEIVYANGAALVHCPPRKIGETLSIDRLHELHFEALACGVIPTLDDARRIVAALESAQAGAASPPRLPMVQTVPLLDALL
IHAA
>MBL3577135.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum visakhapatnamense]AB19
MTEFHYATDADGIATITWDVPGKSMNVLSFTGIEELNAHIDSALADEAVKGIVLTSGKKDFAGGMDLNVIARMKQEAGDD
PARGLFEGLMQLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVAEDPVAAARAWVLSEPNIVKPWDEKGYKMPGGAPYHPAGFMT
FVGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPADVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTESYMDKGIKRGKASPEKKAEVLGRITATTDYDAL
KGADLIVEAVFEDPGIKAEVTKKVQAAVGPDCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIKGKATG
GRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYLNEGIRMVAEGVSPALIENAARLVGMPLGPLQLVDETSIDLGVK
IAKATRAAMGEAYPDGAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDVHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAAKAVALCEDLAQRHGDRFAPPALLREMAEAGESFYA
RFGPDAQAA
>MBL3577136.1 acetyl-CoA C-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSAVVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQTRAARSWEEDRFARSIVPVKDVNGLTILGRDEYMRPGTDMQTLGALKPSFKDMGEMMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGSAEFGQAHGLKPRARIRATCKIGTDPTIMLTGPVPATQKILTDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPGVVNPCGGAIALGHPLGATGSIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MBL3577137.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTVKLYCFGESGNAYKAALTLTLAGIDWTPVYVDFFNGGARSPEFLALNPMGEVPVMVADDLVLSQSGVMQAWVTETTGR
FGGRDAAEAREVLRWMFWDNHKMSGQAGSLRFMMNFLPEEKRPQEAIRWLSGRVTASLQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRRALPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MBL3577138.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPIYTPPTEDMQYLLHDVLKISASDIPGYAELDPDFTGAILGEAGKLAAEVLAPLNATGDAEGCHWDNGVVRTPKGFKDA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMAFNMYQGLSHGAMSAILAHGSDQQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQGDGSYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDEDGN
PGRRNALMCGGLEHKMGIHANATCVMNYDGATGFLVGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPSNPEGPADPILVHPDVRRNLMDQKSFLEGARALTFWGAQMIDRAHRMQDPDAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARITMIYEGTNGVQSLDLVGRKIGQNGGKALMAFFDMVKTFAKEHEADEALKE
GFLDPLKTASKDLQAAAMYFMAEGMKSPANALAGSYDFMHLFGHVCLGLMWSKMAVASQAALAAGHGPRAFHEAKLATGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MBL3577139.1 MerR family DNA-binding transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTDELMTIRQMCDAFEVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAVMERQRLELDDAISELKGQISWGERKLADFDKRKPAAE
>MBL3577140.1 MerR family DNA-binding transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MADERLSFKEMCARFDVTPRTLRYYEYIELLSPTKDGRARFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGSEA
QMAALVQMADRQLGVLSEQRDQLDSSIKELRSLRDAASAGKI
>MBL3577141.1 PaaI family thioesterase [Rhodovulum visakhapatnamense]AB19
MAAGAKADVARRFIEQIPHAHALAMRIDQLGEGRAELSMPYDSRLVGDPRNGVIHGGAVSALLDTCGGTAVLSHPEGPAH
TATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRGHPVATATGTFTADGGAE
>MBL3577142.1 PaaI family thioesterase [Rhodovulum visakhapatnamense]AB19
MSRAAPEPVQIVKQRRDAALSALVDGLPYARFLGISFDRRGDELTGVLGFHEALIGNPELPALHGGATAAFLEVTAIVGL
SWAMIWDDLERGMLDAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARIFAQATG
HFLMPPRDG
>MBL3577143.1 MATE family efflux transporter [Rhodovulum visakhapatnamense]AB19
MAEAVLRPDRDALADLGHRRVLAIALPIVLSNLTVPILGAVDTAVVGQIGAAAPIGAVGVGAVALASVYWVFGFLRMGTT
GLTAQARGAGDAAEVAAMLSRALMIGLVAGLALMALQMPLIAAALGLAPASAEVEHMARQYMAIRIWSAPATIALYGING
WLIGQERTRAVLAIQLWMNGLNFGLDLLFVLALGWGVPGVALATFLAEWSGLALGLWFCRDAFRGTAWRDWARVFDRVRL
RHIAGVNSDILIRSLLLQGIVLSFLFLGAGFGDVSLAANQVLLQFLNITSYALDGFAFAAESLVGQAMGAGSVLALRRSA
VLTSLWGLLSVVVLAAVFAGWGGVLVDLMTTAPEVRAEARVFLPYMVAVPVAGIGAWMLDGIFIGATRTADMRNMMVISA
AIYAAAVALLLPLFGNHGLWLALLLSYVARGVTLGLRYPALEAVVRRRQAA
>MBL3577144.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum visakhapatnamense]AB19
MTPREGFTLGCATVLPGTRRTVDLPVSVLSDHTPVTMSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPALGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMASRLAHLLVDEVVARCEIGIDLHSAAVHRTNLPQVRVVPD
DPELARLARVFAAPVVLTSEARHGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLSGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVEAGDLLAMVSDPFGEIEAEIRASEPGIIVGRAILPVVNEGNAVFHLAAIAA
ADRAEDRIGTWASEVAAEPLFDEDEIL
>MBL3577145.1 hypothetical protein JMJ92_03080 [Rhodovulum visakhapatnamense]AB19
MQPKDLTSNEAFKGFTNTQCPFLPCHPGVEREFNCLFCYCPLIAYECPGPYQVYTDANGLTRKDCSACTLPHDGYRQSWG
FIQRWLEYPQPWSGKPQTDPPMRRPRPQGDGTAD
>MBL3577146.1 calcium-binding protein [Rhodovulum visakhapatnamense]AB19
MAYFRSDKDHPYLLAELAAEFRAIGRSLPTAPVQLAETGAFSVGYDGPNNFHVIPNAYFPAYFAWMNDGDDTITGGWGAD
ALFGNGDRDRICGMGGDDTLVGGDDDDVLYGGDGDDVLFGGGGNDLLVGGAGSNLLSGGDGDDVLDTRFGSQRDPGQSDW
AAFRAGKLAAGDVLFGGAGNDTLESSYGDDRLYGDAGNDVLRGWDGDDRLEGGAGDDRLTGDNGKDRLVGGDGRDTLSGN
LGDDTLEGGAGEDRIEAGNGDDAIDGGADRDVIYGGNGSDQIMAGSGNDWVDPGAGDDVVMLGAGDDFVAAIDDFGRGND
QIHGGAGNDWIHGGRGDDLLSGGFGDDRLNGGAGRDLLIGGPGADIFEFRGASGGDTIADFGPADRLHIQQGINGLGRFD
AADLGARITATPVGSYLDLGEENGLFFLGVTGHALGDMLETQMVFL
>MBL3577147.1 amino acid ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSLEPTATSPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYEA
PGGKRMSGRRLREMRCDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKRAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQHPTDQRLASFLQGYRERNSLDF
>MBL3577148.1 amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MMLEMLHRYGPDLLTGFGLTLLTWVLGTVGGLVLGFFLEMARRFGPRFWIGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MBL3577149.1 amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MFSFQTIVENLPTLLGAARYTLLISVLGCAQGLILGALLCAAALSKRTALRRVAGLYVSFFRGVPLLIQLLVAYYLLPVV
GINVPPLAAAVLTVGLCAAAYLSEVLRGSINAIPKGQAEAALAIGMSPGDLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MBL3577150.1 transporter substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTLRLSLKSALFGLSALTLTASGALADQLSDIKAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEIAKELGVTPEYQD
LPWTSILPGLEVSKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMTAPEDAKGKTVGVQKGTAQQAQLEAYG
EKIGGIKIKEYGTPDEAYADLMTGRLDAVAGSAPLLDYLAKTRPEQFSVVKPPFGKPTYFAWVARKGEGDTLVAAINEAL
IKIQDDGRMAALQEKWFGAATELPQEMPEL
>MBL3577151.1 HutD family protein [Rhodovulum visakhapatnamense]AB19
MRLIRRSDLTPAPWKNGGGLTWELAAFPEGAGFPDMLWRMSLAEVASDGPFSAFPGIDRTLTVLAGRGMRLDFGGGSVDL
SEDSGPLSFPGEAPVTARLGAGSILDFNVMTRRGRAAHAVIAVSAGVPAPPDTRALIARQKPVAVAGFALAPGEALMSDP
GRDLGGTAGDGPMLAICLRMTP
>MBL3577152.1 urocanate hydratase [Rhodovulum visakhapatnamense]AB19
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRAKQETDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGIGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGDRHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGTEEADRRLERVLWNDPATGVMRHADAGYEIAIDCAREHGLTLP
GILK
>MBL3577153.1 acyl-CoA dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHAQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPPAAEGRMLGAFGLTEPNAGSDPADMRTRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGYTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MBL3577154.1 CoA transferase [Rhodovulum visakhapatnamense]AB19
MKPLEGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKHSVVLDLKAPEGQALA
RQLATGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYAKAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAAEDPRFATDELRTAHEPEIRAMIEAWTGPRPAAEAVAALSAAKVPAAPILTLADQL
GSDHAAARGLVSELPHPRLGKAPVVGQPVRFDGQAPLAEAGAPALGSGTRAVLEGLGLDQDQIAGLVAAGIVREYEDA
>MBL3577155.1 N-formylglutamate deformylase [Rhodovulum visakhapatnamense]AB19
MSPVDVTRGDSPVILGLPHTGTHVPEDILARLNDRGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPENESL
YPGQNTTGLVPLTDFDGEPIWDTAPDAAETARRLAAFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYTHVLNGRFKGGWTTRHYGRPETGVHAIQMELTQSCHLTTEAAPFALDPDK
AARLRPHLAAILARIEALAPELAL
>MBL3577156.1 histidine ammonia-lyase [Rhodovulum visakhapatnamense]AB19
MLTLTPGETTLAQLETLWREEAPARLAGTTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLDKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIFEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
TLRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVAAMGEDRYL
APDLARAQALIETGSLVAAAGLEMPA
>MBL3577157.1 imidazolonepropionase [Rhodovulum visakhapatnamense]AB19
MTDLTLANATILPLGEDAPRRIERGWLRIEGGRIAALGDGPAPDGGPIEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGASYEDIARAGGGILATVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVADELKMLRAARRLGRERPVR
IVTTWLAAHALPPEYKGRAEAYIDEVAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSLLVAERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MBL3577158.1 formimidoylglutamate deiminase [Rhodovulum visakhapatnamense]AB19
MQKVWARHALVMNSWAENVEIAVESGGKIAEVRENVPCPLGATGVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRLSPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADLAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLHEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVLAATGRRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAERASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFAGDDRAVSDVWAAGRHVVRGGRHVRRDEIVAGYAAAMRRLRDGL
>MBL3577159.1 UTRA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAGDRAASWQSIRDTIMLRIRDRTYPPGELIPNEADIAAEFGCARATVNRALRDLAEAGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARATGPAPEEVRARLKLPEAEATLYLESLHLADGEAHMFERRWVVLRTVPGIASADLA
AVSPNEWLVREAPYTHGGIACHAEPAGQAAAAALGCAPADPVLVMERQTWLHEAPITYVREHFAQSYRLCLGL
>MBL3577160.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MFNSILVPYDGSAGAERALRQAVALARLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGHAREVADYAKRLAR
EAGAEGTRAFIKAGPPARTIIRFAREHGNDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MBL3577161.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILVLFAIYSWAYAVRNGVPTEPRASWGERLRAVRAALWPLGFPAIIIGGIYGGIFSPTE
AAAACVLYALILETLVFREMGLRDIYRTAKSTGLITAVVFILVAAGAAFSWVISFAQIPQAILSAAGIDQMGQIGVLFAI
SIAFFIGCMFVDPIVVILILVPIFAPVVADVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFPGEAG
>MBL3577162.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MVYVSSLPGVLGTFDAAIARVESALLAAGVLLMALNTVANVVGRYLFQSSLFFTEELNRILIVVITFAGISYAARQGRHI
RMSAIYDSLPSRARKILMIVIALTTAVLMFGLCWFAAAYLLTQAGRGRVLPALQIPVWTTLVIVPIGLFMTGMQYLLTAV
KNAISRDVYLSTAVLEGYDDDETEV
>MBL3577163.1 TRAP transporter substrate-binding protein DctP [Rhodovulum visakhapatnamense]AB19
MQFKTRLLTLSVAAFALGAGMAQADTWRYAFEEALDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQEPETLASFFENSKAINEMFPKLYADQGLELLTMFPEGEVAITTKEPFKTPE
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFFIESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFEDLSDEDRQAIRDAADAAFAHIIDYQKGLTEASVEKIREAKPSMTFTTLSEEERQPFRDAASEVEAKFLEMTGDSG
KEILDQMKEDLKTAEDATQS
>MBL3577164.1 choline ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTATALRIENVSIVFGAHPDRALPLMDRGKTRAEVQAATAQVLGVHDCSLTVETGEILVLMGLSGSGKSTLLRAVNGLNP
VVRGKVEVNDGTGMVDVTHADAATLRRIRMHHVAMVFQQFGLLPWRTVRENVGLGLELSGVGRREACERIDDQLSLVGLA
DWGDRRVGELSGGMQQRVGLARAFVTQAPILLMDEPFSALDPLIRAKLQDELLELQQRLKRTILFVSHDLDEAFKLGNHI
SIMEGGRIVQTGAPPEIFRDPKNDYVADFVQHMNPLGVLRARDLMQPATGSPEVTIEADALIRDGMDRLIGATAPVGVVE
DGRLIGQIGKDDVLRGLCRPAA
>MBL3577165.1 choline ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MEWLTDHKIPVGRVAGTIFDWLRDNAEVVLDAIAAIMEAMIDAILWVLQTPHPAVVTLGFVALTYALQRSWKTCLAVALG
FLFILNQGYWEETTESLTLVLSACVVCMAIGVPIGIGAAHRPQLYTYLRPILDLMQTLPTFVYLIPAIVFFGIGMVPGLI
ATVIFVLPAPIRLTYLGVSSTPKALLEAATAFGATSRQTLFKVELPYAFPQIMAGLNQTIMLSLSMVVVAALVGADGLGV
PVVRALNQVNTALGFESGFVIVVVAIMLDRILHVGARK
>MBL3577166.1 choline ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKLTSAVSALAMLAAGTAFADCDTVVMSDVGWTDITTTTATARHVLEGLGYKVDVKVLSVPVTFASLDSDDVDVFLGNWM
PAQAGAIGPYLESGEIEDINVNLEGTKYTLATPTYAWEAGLKSYADIAKFADELDNKIYGIEPGNEGNAYLVSLTEENAF
GLGDFKIVESSEQGMLAQVARFYRKEEPVVFLGWEPHPMNANFDLKYLPGGEDFFGGEGVVHTVTRKGYSAECPNLGTLF
ANMDFSLDMENKIMGEILDDGADPAEATEAWLKENPQVLDTWLAGVTTRDGGDGLAAVRQSLGL
>MBL3577167.1 transcriptional regulator BetI [Rhodovulum visakhapatnamense]AB19
MTAQPERKAQLIDATIQELGATGSLSVTVGQIARRAGVSSALAFHYFGDKDRLFLAAMRHILAVYGAEVRAALKEADSPR
ARLDGTIRASFSETSFRHDVIAAWLNFYVLAHRSDEARRLLGVYHRRLHANLVHDLRPLAGPRAPEIARRLAALIDGLYL
RFVHFPRDEAEDSASAHVLAALDAELKALP
>MBL3577168.1 choline-sulfatase [Rhodovulum visakhapatnamense]AB19
MTRPNLLILMVDQLNGTLFPDGPAHWLHAPNLKRLAARSARFSTCYTASPLCAPGRASFMSGQLPSVTGVYDNAAEFPSD
LPTFAHHLRRAGYHTCLGGKMHFVGPDQLHGFEERLTTDIYPADFGWTPDYRRPGERIDWWYHNMGSVTGAGVAEITNQM
EYDDEVAHAAGQKLYDLARRKDDRPWCLTVSFTHPHDPYVARKKFWDLYEDCDHLLPEVPAIRYEDQDPHSKRIFDANDW
RSFDIAEDDIRRSRRAYFANISYLDEKIGAFLDILQATDQEAAILFVSDHGDMLGERGLWFKMTFYEGSSRVPLMIAAPG
VAPGRIDTPVSTLDVCPTLCDLAGISMDEVAPWTEGQSLLPVAGGGPRGPVPMEYAAEASYAPLVALRDGRHKLTRCALD
PDQLFDLKADPQELTDLAADPAHADTLARLRAEVDARWDLDRFDAEVRKSQARRGVVYEALRNGAYFPWDYQPLQRASDR
FMRNHMDLNEVEGRARYPRGE
>MBL3577169.1 betaine-aldehyde dehydrogenase [Rhodovulum visakhapatnamense]AB19
MIYETQPTASHYVDGAYLEDTDGTPIPVIYAATGARIATVHAATPAVIDRALTAAARAQSDWARLSGRERGRVLIRAAQI
LRERNREMSVLETFDTGKPLQETLVADAASAADALEYFGGLAGSLTGEHIPLGGDWAYTMREPLGVCVGIGAWNYPTQIA
AWKAAPALACGNAMVFKPSEVTPLCALKLAEILTEAGAPAGLFNVVQGAGEAGQALISDPRVAKVSLTGSVPTGRKVYAA
AAADMKHVTMELGGKSPLLIFEDADLENAVGGAILANFYSSGQICSNGTRVFVQKSVKQAFLARLTERLKGVVMGDPLDE
ATNFGPMVSEAQMRIVEGYIAKGVEEGARLVTGGKRAARDGFFLAPTVFADVTDGMTIAREEIFGPVMAVLDFEDEDEAV
ARANATEFGLAAGVFTRDISRAHRVIGALKAGTCFINSYNDAPVEMPFGGVGMSGVGRENAKAAIEHYSQLKSVYVRMGD
VEAPY
>MBL3577170.1 choline dehydrogenase [Rhodovulum visakhapatnamense]AB19
MQADYVIIGAGSAGCAIAYRLAEAGKSVLVIEHGGSDAGPLIRMPGALSYPMNMPRYDWGFRTEPEPHLGGRRLATPRGK
VIGGSSSINGMVYVRGHARDYDHWRDQGAAGWGYADVLPYFRRMEDWHAGGHGGDPAWRGQGGPLHVTRGRRDNPLVQAF
VEAGRQAGYPVTDDYNGHQQEGFGPYDMTVWKGERWSAARAYLRPALKRPNCDLIRGFARRVVIENGRATGVEIDRDGFT
EVVRAGAEVILAASSINSPKLLMLSGIGPAAHLADHGIGVVADRPGVGQNLQDHLELYLQMAASQPISLFKYWNLPGKAW
VGLQWLLTRGGPGASNQFESAAFLRSGEGVDYPDIQYHFLPIAVRYDGQAAAEGHGFQAHVGPMRSPSRGAVTLRSANPN
EPPKILFNYMSHEKDWADFRTCIRLTREIFAQEAFAPFVSHEIQPGAAVQSDDALNGFIREHVESAYHPCGTARMGARDD
PMAVVDPDLRVIGVEGLRLADSSVFPRIPNGNLNAPSIMVGEKAADHILGRRLPADTRGPWINPDWRQAQR
>MBL3577171.1 FAD/NAD(P)-binding protein [Rhodovulum visakhapatnamense]AB19
MPHQNPPLRLAIIGLGPRGLGALEALAARLADTGTPVAIDVFEPGPWPGAGPNFDPGQSPLMLLNIPIRAVDIDPPAPVP
RRIASFAAWLMSPPDGERFPARAELGAYMAARFRALTASLPEGTALTRHETAIRRIEASEAGWRLDGAGARFGPYDEVLL
APGQPATRPDPQLARWQDHARRCGAELLPAYPADRLLEAAEGWAGKAVALRGLGLSTLDAVRLLTLGLGGRFEDGRYIAS
GREPARLLPFSLNGLPPWPKPASEPIDARMAPLPAETRAFEAALSRALAQPPEAALVTLCTPLARAARRVLAANGAGPGG
VEEWLTAERSAPASQEDPDPTVPLRDGLAMARGTRPPAPGYAIGQIWRHWQNALRRGVNPGSAAPGTAEALIGFDEGLKR
YSYGPPAAAAEELSILIETGIVDLRIVDDPDILLTDSGWQLVEGDEGARADVMVDAVLPSPALQGIEAPVIAALRDAGRI
VPVGKGQGARIRPDGQVIGADGRVQPGLALLGRAALGSVIAVDSIHDCFGASADRWAEGVLTRAALSAAPAASPG
>MBL3577172.1 c-type cytochrome [Rhodovulum visakhapatnamense]AB19
MSRPRLTRPRLLIGLGAVAVVLVLGAAAVLKAGLVPVSARPPHAAATAALLHETFRASVERSARQLTEAGLDVPDLDDPG
LIALGAQHYDQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVGEFSETELYVILRDGVRFTAMPSWPADGNFGEIWAVVA
FLRQLPDMTPDAYHDATEASRGAAEAALPAMAWDRRGAAMELKLHARADPLEDYLYSAPSTGWRPIGLGDTPLRYCVACH
GTDGTGAPTGGQAPNLAILDADTIAARLRDYASGARQSGIMATVATSLSGPQIDALAEHFAGLPDRTLGVPPSAGTEADA
ERGTALVRNGDFARALPACGLCHGTGAEKAGLGVPRLAGQGAAFLKRRLDGFASGRGADRDGWNPMPAIARALSPADRSA
VAAYLAALPAGDPLSPDAAAAPGLEQATETAIAQAQSCTACHDPGPALGADRDLSPNLTLQSPAYIAHQMALFDSGLRPV
TTMQQAAHELTEAEVGALAAVFGTARASPSGSDPERRPPPDYQLAEAGALARDGDPGRGVPACLSCHGAAPTGAIGLIPR
LDGQRAGYLQDRLDYFAEGKAPEVLAPMTGIAARLTDSERAALADWFAARPPLEK
>MBL3577173.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MPDPVPVRPSSLAPFRKATFRNLWLASNVSNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLASLIAGALADNF
NRRRIMLGAQTFMLVVSAALAAAAFAGGLTPWLLLGFTFLIGFGMALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMR
SVGPAVGGLIVAAGGAAAAFAVNAASYLPLWLSLYLWRPALPERRLPREALGPAVAAGLRYVSMSPVLLRVLFRGFLFGV
AAVGLLALLPIVARDMLGGGAFAYGLLLGCFGAGAIGGAVSGARLRDRFANETIVRAGFLGFGAALVGLSLSRDLWISGL
LLLPAGASWVLSLSLFNVSVQLSTPRWVVGRALSLYQTCTFGGMATGSFLWGHVAGRAGLAEALWAAAAVLVLGALVGLR
LPLPNFGTDDLAPLGRFVEPRLGVDLRARSGPIAITVEYDIAPEDVTAFLAAMTERRRIRIRDGARQWVLLRDLERPTVW
AESYHVATWAEYLRHHERRTMADAEVTDRLRALNRGAGKPRVRRMIERQTVPLRDDLPLKPDDMV
>MBL3577174.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MTDRPIFPRFPIRCARRGAVLLAVGLSLALPPGARPARADGGFAAFWQGLFGGGDTQGIASSNGRIEAQSVEVATKYAGR
IAEVLVDEGSTVEAGQVIARIDDRDAQAQLLGAKAAVLRAEAAREVAKASVMQAQSALDVARTNRDRVARLHEDGHASDS
SFDDARNALTSAEATLASARAQVSDAEALIASSNAEVERLQIALDDLTILAPIRGRVLYRLHEPGEVVAAGTPVVTLLDL
TDVYMNIYLPAPVVGLISANDEARLILDPIPDYIVPARVTFVSPESQFTPKSVETLSEREDLVFRVKLTIPRELLVKFED
KVKTGVRGQGFVRTDPDRPWPETLQVPESLQANVPD
>MBL3577175.1 ABC transporter ATP-binding protein, partial [Rhodovulum visakhapatnamense]AB19
MAPVFPPPSGPQRAAAEIAGLTHRYGGKVALDGIELTVPPGCMAGLIGPDGVGKSTLLGLIAGVRRLQEGRVSTLGRDMA
DPAARREIAPRLAYMPQGLGRNLYPTLSVRENLDFFGRLFGQGAADRARRIDMLLEATGLAPFPDRPAGKLSGGMKQKLS
LCSALIHDPELLILDEPTTGVDPLSRRQFWDLIDRVRAGMPGMSVLVATAYMEEADRFDWLAAMDAGRVIASGSPAELKA
RAGAATLEEAFVRLLPDRPAAPPLVIRPQNASRGRTAIEARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGQPLRASDIESRMRIGYMSQGFSLYSELTVRQNLALHADLYHLPRDRRQARVNEVLDEFDLAP
LADRMPWDLPLGQRQRLQLAVAVLHDPQVLILDEPTSGVDPVARDGFWHKLLSLSRDKGVTIFVSTHFLNEAERCDRISL
MHAGD
>MBL3577176.1 glyoxalase, partial [Rhodovulum visakhapatnamense]AB19
MYPHALHHVQLAMPEGREEEARAFYGGLLGLEEEQKPEALEARGGVWFRRGELRLHLG
>MBL3577177.1 xanthine dehydrogenase small subunit [Rhodovulum visakhapatnamense]AB19
MDIAFLLNGERVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDADGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQEALIDHHGSQCGFCTPGFAVSMATAHKTGETDLDSALAGNLCRCTGYAPILRAAEAARHAPVPDWIE
DDASFFLAEIPSGGADPQDRRGADSPPAFRPATVDALANWYDAHPDATLIAGATDVGLWVTKGLRDLGPVAFLSCCEDLK
RIETTETEIRIGAGVTIARLLDLMRAHHPQFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRKGDT
RRALPLEDFFLEYRKQDRAPGEFVEAVTVPRQPDSLRCYKLSKRRDQDISAVLGCFNLTLRDGRIESARIAFGGMAGIPK
SAGEVEAALIGRPFTEATLEAALPAFATDFQPMSDMRASAGYRLQAARNMLMRLWHESRNEPADIAEVAP
>MBL3577178.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum visakhapatnamense]AB19
MSVTHPLPHDAARLHVTGEARYLDDIPAPAGTLHLAFGLSDIAHGRVLAMDLAPVRATPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIADSHLAARKAARRADLTSEDRPAILTIDQALAANSRFEDGPRIWERGDAAAAIAGAAH
RVEGVIEIGGQEHFYLEGQAALALPQEGGDMVVHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGTDGEGRLEGVEFVQYTRCGWAQDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHVLGRDPLEVRRINYYDSAPAGAEAGGLSAPRRSSGSA
PPEGISAKKKTTTPYGMEVEDFILHEMTAALAERADYAARRAAVAEWNARHAVLKKGIALTPVKFGISFTLSHLNQAGAL
VHVYQDGSVHLNHGGTEMGQGLFQKVAQVAASAFGLPVGAVKITATDTGKVPNTSATAASSGSDMNGMAVKAACDEIRGR
IAAHLAELHQTEPAEVHFADGRVFAGGNEMSFATAAKSAYEGRVSLSATGFYRTPGLSWDRIAGTGQPFFYFAYGAAASE
VVIDTLTGENRILRTDILHDAGASLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPGIFNV
ALWDAPNPAETIYRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERILAAIDRVRA
>MBL3577179.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum visakhapatnamense]AB19
MSLDRDALARAVAAEGRVVRVAVAEIRGSAPREAGTAMLVWAEGQSGTIGGGALEFEAAAGARRLLRDRGSARVARVALG
PGLGQCCGGAVTLVSEVFDAEAVAALTGEVHARRVEGDGPMPLPVRRALAGVRGGLGAPPVLLKEGWFLEPVAPPARALW
IWGAGHVGRALVGVLAPLPGLAITWVDTAAGRFPDVLPDGVVPRAAPDPAALVPEAPTEAHHLILTYSHALDLALCHALL
VRGFGSAGLIGSDSKWARFRARLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVDRIAARDIAG
>MBL3577180.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTALLKVEGLTKAYPGVVANDHVSFEIAEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPPEPSAARRAG
VAMVFQHFSLFDALSVAENIALGMETPPPMRRLAGQIREVSETYGLPLNPDRLVGDLSAGERQRVEIIRCLLQDPRVLIM
DEPTSVLTPQEVDILFATLRKLAAEGTAILYISHKLEEIRALCDRATILRLGRVVESCTPHEKTAAELAEMMVGAKLATP
SRAGSAPGAPVLEVSGLSLPSANPFGTSLRDITFTVRAGEILGIGGVAGNGQDELLDAISGEAPVAPDTVRLHGQAIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLATRGFLKWPAARAFAEKVIDAFDVRTPGPGNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAEAGTAVVVISQDLDELMEISDRFAALNEGRLSAPRP
AKGLSLEEIGLMMGGAHGMEVAHVAE
>MBL3577181.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MIRLEKRPSPSRAWTAATPVLAVALTMVAGGVLFAMLGKDPVAAIRIIFWDPLFNEQFASYSRPQLLVKAGPLILIAIGL
SLGFRAGIWNIGAEGQYIIGALAGAGVALAFYPLEAWFVFPLMVIAGGLGGWAWAMIPAILKTRFRTNEILVSLLLVYVA
EQILAAMALGTMRNPEGGGFPGSRNLQQYPAAANTELIANSGMHWGVVAAFVAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNGLVLFCLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLNPVGILLAGLLMALTYIGGELA
QFMLNLPAAAIQAFQGMLLFFLLGLDVLTNYRLRWGKREIA
>MBL3577182.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDLSAIDPVILIASLMVASTPILLAATGELIVEKSGVLNLGVEGMMITGAICGFAASVQTGSPALGFLAAMIGGAALSMI
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQGYAGMKPPPTRPLDLGVLSDLPVIGKIVFSHDAMVYVSLALVALVWAF
LRYTRAGLILRAVGESHEAAHALGYKVVRIRLMAIGFGGAMAGLGGAYLSLIRVPQWTEGMTAGAGWIALALVVFASWRP
WRLLLGAYLFGGITVLQLNLQAAGVAVPAEFLSATPYLVTILVLVLMSADRSRAALHAPADLGKTFHASS
>MBL3577183.1 BMP family ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKRRTFLATSALALGLAGTAFAQDKVKVGFIYVGPVNDGGWSQHHHESAMVMKEHFGDAIDLVEQESVPEGADTERALTQ
MALSGCDIVFATSFGFMDPTINVAKKFPKVKFEHATGYKRAENVSTYSARFYEGRAVQGLLAGRMTQSNVIGYIGSFPIP
EVIRGIDSAFIHARKVNPDVQFKVVWANTWFDPAKEADAATALINQGADVILQHTDSTAPHAAAEKAGNVYTFGQAADMA
EYAPKPRISSIIDNWAPYYIERVQAVIDGTWESTDTWGGIASGMVKIGEISDAVPAEIRDEALALEESISSGAYHPFTGP
LNKQDGSVWLAEGEVADDGTLAGLNFYVEGLSGEVPK
>MBL3577184.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MDTDFIVIGGGIAGVSVGARLAPLGRVTLLETEKALGYHASGRSAALFDECLGAPAIVALNRAGHSYHKTADGGVLSPRG
LMVVGRAEDGAAFEADRRHMALRTLTPDEAQEIVPILDPARIAFAGITDRAWDIDTDRLLQGFARQIRSQGGRIETGRKV
TAIVRVETGWQVTAGGETVEGRILVNAAGAWVDDVARMAGLAPLGFTPMRRSMAQLPAPAGQDPRRWPMILGAGERWYCK
PEAGKLLVSPADEDPMAPHDAFADDMVLAEGLARYEEMVTAAVTRVETSWAGLRTFAPDRLLVIGFDPRDPAFFWHAGQG
GVGMQTSPAASELAADILGGRASELRRMLEASFSPARFC
>MBL3577185.1 DUF938 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPRRLDLPDSASVATPGMGGRLSAPSALRNADAICAVLETLAPPRGRVLELASGTGEHAVRFAARLPGLIWQPTEIDPAR
RASIDAWAAEAALPNLRPAIALDACQPGWGATHAGQDLIFVSNILHLVSAAEAETLIAEAARALAPKGVLAIYGPFLRET
GFASPGDAAFHASLTAQDARIGYKPVATVTGWGVAAGLLPEAQISMPANNLTIIFRLPL
>MBL3577186.1 carboxymuconolactone decarboxylase family protein [Rhodovulum visakhapatnamense]AB19
MDWTAKRDGTKDQLRRLNKAIPEQTKAFGALGKAVKEGGELDFKTKEFIALGIAVTQRCQACIVLHMEALVRVGASREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDQLTEEKAAAAE
>MBL3577187.1 EF-hand domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRRPIRSALALSGFALALAAGSAGADTQRAPILYEKWDADRSGTINRHELQSQARHIFAAFDTNGDGHLDATEAAAFDRA
RGPLAYFRGEEAYERKVVVTGQRLMRNDLDGNGRIELSEFRMAANEWLAMHDRDGDGRLTLWDVSAR
>MBL3577188.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MKTHVKALVVGGGAVGTSIAYHLARAGWDTLLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIKFYKTLEAETGLN
PGFSVVGNLRMAQTQARMDEYRLYATTAETCGVPYEWLSPAQLKERWPLMRCDDLIGAIYHPTDGYINPADVTQAMAKGA
RQLGAVIERKWQVDAYDWTGSEWRVTVTKMAEKGGNLVPTEEQTVITAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPELVAWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDFNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGHYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WQYAEAEARAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNRLPKVGRVNLTYALSVAGTVRTEYTIVRQAEEVYYLV
SAGAWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKDFHGKAAMEAKGLRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGWSVAFGKSIGMGYVLPELAVPGTRLS
VRMFDALWTAEVVEDSPHDPTNARIRADG
>MBL3577189.1 glycosyltransferase family 39 protein [Rhodovulum visakhapatnamense]AB19
MTAARAKDARTVTLFLLAIAAYFAAQIGLRLWLGGSFEGDEAEMVVLSRDWHFAYGSQPPLYNWYQTVFFDLFGVNTLGL
VLAKNLLLFGTYATAFLALRPIAGTRPAMAGALALGLIPNLAWWCQRTGSHSIALAFTTVLTVAAFLWLLRRPGTRGFVL
FGLAVGLGGLAKPNFWIVPPALILAGLSMAALRPLLWDRRLWLTAAVALAVAILPYAAMLADPLAAFSDLWEFRTGAGGP
AQAMWPAGLAYLGQSTLLELVPMLLAVGLALGLGGAAARRSLRTPPEAQLLLRAALIGLALTAVGVVATDTGFVRSRWLM
PLFILGLPPLAMTVFGNAPARVWRNFLRAMAGLALLILAAIADTRLRGAGSDSLRVDLLAETLAETLPDRPVLLGPHYYT
GNLLLHLPDWAAFPPFPTRQLAEPEGRVLVVVDRKGVPGILGLLQEQGYPGESLPEPVLTREVQVPYRFDEGTPREIVVT
LFDFGATLR
>MBL3577190.1 glycosyltransferase family 39 protein [Rhodovulum visakhapatnamense]AB19
MSGTGGRTATAIFLFAISAYFAVQVVLRLTLGGAFETDEAEMLVMTPGFQLGYGPQLPLYNWLQLGLFELLGRSLLALSL
LKNGLLWLTYLLVFLGFRLWLPAGVAALGALSLLFVPDIAWEAQRATTHSNMLISVSAATLAAFLWAMRGGSWPAWVALG
IAVGLGGLSKYNFFLVPVGLLTAALTLAPFRARILTRRALVVPAIAAAILAAPYGWMVQNRDLAFSSVGKLRLETDSARA
VLPDGLAMLPGGMLSLLALPLLVAAVAWAFGRRRAEPDPVGPLPALLLRAGAVVAVLMALGVWLAQAGTVTARWLLPLAF
LAAPGLFLALAPRIGPVARRGIFAAAAVFAVLVCAGLTYDRFKEGARRDVDFTGLPARLAGIEGAEGVPVIAEFYTAGNL
AAAEPDRRIAPYLPFAAHRFAGGPVLFLMRETVPRDLAAGLAQAGWPPGTEPEVLEEGGFTLPYRRSGAEMPFRYVLART
PAVP
>MBL3577191.1 D-glycerate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MPAQRLSVVVTRRLPEAVETRMKELFDVELNEADVKLTREQLVDAMRRADVLVPCVTDVIDQSMLAQAGDRLKLIANYGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTLALMLAATRRIPEGLHVMQAGDWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEAEFEATYWDSLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKKDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELPNVVLLPHMGSATIEGRSEMGEKVIINIKTFADGHRPP
DLVVPSML
>MBL3577192.1 aspartyl-trna synthetase [Rhodovulum visakhapatnamense]AB19
MRARLRERASLAISLLFLIGVLTSTGPVLAEERGRVTNLPLPRYVSLKAAEGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWVHYSLLSGVRTVIVDQDMLPLLRAPRPESEVLAKAEAGVIARLGECSIDWCRISADGAAGWVPK
AAIWGVDADEIRE
>MBL3577193.1 cation diffusion facilitator family transporter [Rhodovulum visakhapatnamense]AB19
MPKISRLNLSAGVASVATAITLVALKLWALGQTGALSIAASLADSALDLMVSLGALTAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLEADPEPLSQEGPGIVVMALSITLTAMLVLYQRWVARRTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLVRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALAKACTGVRGFHDLKTRR
SGPRLFVNLHIELDGAQSLNDAHAIGARLKHAILAEFPVADVIIHFDPVR
>MBL3577194.1 HesA/MoeB/ThiF family protein [Rhodovulum visakhapatnamense]AB19
MGLVLGIALVLWSLGMILRISRQGRWGMIGGLYAGVLILQIAMPAGHPLRQAIGGTPEGWAALGVLALLVVAYRGVLGAL
KRRVAREVVPMAPQGPLRPVELDRYARHIMLREIGGPGQRKLKEARVLVIGAGGLGSPALLYLGAAGVGTIGIVDPDDVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTIRPYKRRLDEESAAALFPDYDLILDGTDNFETRYLVNRMAARLGK
PLIAGAIAQWEGQISLYDPAHGTPCYQCIFPEAPAPGLAPTCAEAGVVGALPGVVGAMMAVEAIKFVTGAGEGLGGRMLI
YDALYGETRTIALHRREDCPACGAVRS
>MBL3577195.1 dUTP diphosphatase [Rhodovulum visakhapatnamense]AB19
MSPRLQIVWEDWADRSLPLPAYQTPGSAGADIRANLPPEDREAGLTLAPMERRIVPTGFRMAFPAGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPYTIRHGDRIAQMIVAPVVQAAFEVVEALDETVRGEGGFGSTGRG
>MBL3577196.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum visakhapatnamense]AB19
MVSGKRILLIVAGGIAAYKTLDLIRRLRERGAAVTPVMTQAAERFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRS
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDTPVLVAPAMNVRMWTHPATRRNLTALQSDGIRVVGPNEGGMACGEY
GPGRMADVPEILAAIEAALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALMALGAQVVFVTGPASVPP
PEGVDLVRVETAREMLAAVEAALPADAAVCAAAVADWHVANAADRKMKKDGSGRAPVLDFAENPDILARIARRAEDRPRL
VVGFAAETHDVVAHAEAKRARKGCDWIVANDVSPATGIMGGAENEVTLITASGAETWPRLSKDEVAQRLARRIAEALA
>MBL3577197.1 ChaN family lipoprotein [Rhodovulum visakhapatnamense]AB19
MAALAVALTAHAVGAEEIGPAAFSSLPAADVVVLGETHDNPDQHANQAAAVKALAPRALVFEMLTPEQAAKVTPGLRLDG
VALGQALGWEASGWPDFAMYFPIFSAAPEARIYGAALPRDEVRRAVTDGAAAVFGADAATYGLTDPLPEAEGEQRINDQR
EAHCNALPEHLLPGMVEAQRLRDAALARAARQALDDTGGPVAVIAGNGHARTDWGLPAAFARVAEGARLISVGQLEGAAT
GTPPYDYWLVTGAADRGDPCAALTGG
>MBL3577198.1 RNA polymerase factor sigma-32 [Rhodovulum visakhapatnamense]AB19
MAFDGFDANTLSRQAMKAELLDAETELKLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLQDVEMMEGRLSGSDFSLNASQSTDEEGREWIETIEDDSAQAAELVEEGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVLHFLA
>MBL3577199.1 glutathione S-transferase [Rhodovulum visakhapatnamense]AB19
MTYTLFIGDRTYSSWSLRGWLMLEKFGLPHRIVEVGLYTGTMRRDLAPAAPAHLVPALLTPEGEPLGDTMAIAETLAERH
PGAGLWPEDAAARMRARWLAAEMHSGFAALRSRCPMVLSHSYDGFLAPPEVLAELDRLQAIWAEAHARFGAGGPWLFGRY
SLADAFYAPVAARIAAYGLPVGDAAANYVAQHLADPAFRRWRAEGLTVGYEPEPYAMDLPRLPWPGPEPVAARAVASGPS
VNAACPFSGKPPTHFLKTQGVVIGFCNARCRDKAANDPEAFPEVSAIYHSVTKQA
>MBL3577200.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum visakhapatnamense]AB19
MVARAYTVAFDGIEAQIVEVQCAVAPGLPAFSVVGLPDKAVSEARDRLRAALAAMGVALPSKRITVNLSPADLPKVGSHF
DLPIAVALLAALEVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEADRALLCPRACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEVQPDAPTPDLAEVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPSLLPPLSPTE
ALETSMIHSLAGLLDEGGISRQRPFRDPHHTASVAAIVGGGRGAGPGEISLAHNGVLFMDEFPEFPRQVLDTLRQPIETG
EVVIARANAHTRYPCRFLLVAAANPCKCGYLADPSRACARVPQCGADYLGRISGPLMDRFDLRVEVPPVAFRDLDLPASG
ESSAAVAARVAAARARQTARFEAHPRVRVNAEAEGALLDQIATPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GAQQVARPHVAEAVGFRLAVGDS
>MBL3577201.1 hypothetical protein JMJ92_03360 [Rhodovulum visakhapatnamense]AB19
MTDRHGLMTDTPTPLSSRFGWPLLSNRKPDVELGKVRDHPLSDALNLPLLSERQGSSTKLMTDMPTPFSSRFGWPLLSGR
RSDLKLMTDNPTPFSAALGLPLLSASETDTGAAPKTGGARNMSWRTGQGSGSDGPVAKFIRQVITGEVQK
>MBL3577202.1 glutathione synthase [Rhodovulum visakhapatnamense]AB19
MPFKVAIQMDPIGAVNIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGPEQEVDLGA
YDVVWLRQDPPFDMGYITTTHLLEHLTPATLVVNDPFWVRNFPEKLLVLRFPELIPPTVIARDLTTLRAFKDLHGDIILK
PLYGNGGAGIFRLDPDDRNLASLHELFSGMSREPLIAQKFLPAVRKGDKRVILVDGAPVGAINRVPAEGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGDHLTEINVTSPTGIQELERFDKVNIAARIWDAIESKRA
>MBL3577203.1 YraN family protein [Rhodovulum visakhapatnamense]AB19
MSGTVSYHSGYSAEDCVARGYERRGMAIAARRWRGGAGEIDLIARDGDGLVFVEVKASRSFARAAERVTRRQMVRVMTAA
QEFLAGEPKGQLTDIRFDVALVNGIGEVDILENAFCA
>MBL3577204.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum visakhapatnamense]AB19
MTLSFTGAVSAANLCVSAGQVNVRQVKESLEILRDPLPAGLYFVATPIGAARDITLKALDILASADVLAAEDTRTARHLM
QIHGIALGDRPLIAYHDHSAPSVRDGLVGMAASGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQAGARARMLEDLALVSATLVFYESPRRISRLLEEMVVSLGPDREAAVCRELTKRFEEISRGTL
ADLAQTFAEREVKGEIVLLVGRAAPRQAKAEDLEAALDEALARLSVKDAVAEVASALDLPRRQVYRAALDREGKA
>MBL3577205.1 penicillin-binding protein activator [Rhodovulum visakhapatnamense]AB19
MIAVFRACRKRSAPALTSALAPVLGLAALALVAACQPSGLGGGPSINSSKPVPVALLVPHGSGTPGDEVVARSLENAARL
AISDLKGVQIDLRVYNTGGNPDIAAKVAAEAASDGAKIILGPLYAQSANAAGLAVARRGINVLSFSNNTQIAGGNVFVLG
PTFENTADRLARYAVAQGRSPVMIVHDPDVAGEAGRAAIASAVARSGGTVAATGSYELSQNGVVQAVPVLARKARDSGAS
AVFFTASTAGALPLLAQLLPENRVDPAQIKFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYMAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALTVSGLTQPSGFVGVNGVFRLRSDGTNERALAVAEIRDNQVTVIDPAPRSFGGAGF
>MBL3577206.1 [protein-PII] uridylyltransferase [Rhodovulum visakhapatnamense]AB19
MTPLQEVSAAQASSPSRSRRADPAPDSLICPASDIFDMAAFEAELTRLTAEGIDPKALRGAVVQYLTEARQKGREVIAAG
FAERPFDAGPTVRAYTWLTDCLLRATMRVSCEILHPRPNPTEGERLAVFSVGGYGRGEMAPHSDVDLLFLTPYKLTAWAE
SVIESMLYMLWDLRLKVGHASRTVKDCVRLGREDYTIRTALLENRFLGGYEPLDKALNTALWDDLFKGTAAEFIEAKLAE
RSERLRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTSDEFTGFVEAERFLWAVRCHLHLIA
DRAIDQLTFDMQVEVAARMGYADHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDEVRADPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCISTLAQIERGELVEELPIASRILKDGVNRRILYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLKAEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVTALEGGLEDINRERREAESKRALREALAGWDAKELRLETGRHYGPYWQGLPSGT
HVVMANLLRGISNDEIRIDLAEDADRDATRVCFALSDHPGIFSRLAGALALVGANVVDARTYTTKDGYATAAFWVQDADG
SPYDSSRLSRLSQMIEKTLMGEVRPREKLADRDKVKKRERGFKFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRIFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYSKSRQDSLERKLREAIEKGTERAYN
>MBL3577207.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum visakhapatnamense]AB19
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFVPLFSKKLERDEG
ALDFARDAFTGLATILIGFTLLAQLAMPALVLAMAGGFAADERFDLAVVFGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNVLLVGAMLLAAAMGWQVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTLRRPRLTPELKRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTTGGRDAFNRAGEFALALTVPA
AVALATIPGPIVGVLFRRGAFDQADVAATALAVAVYGAGLPAFVIQKVLQPLFFAREDTRRPFYYALGALAVNAGVAIGL
APVFGYIAAAWGTTLAGWAMVALLWHGSRRYGAAAAIDARLRRRAWRIVLASGLMGALLWGAARAAQPWLAEGGLRYPAL
AGLVALGIVSYFGLGHALGAFRLSEFRRAMRRQR
>MBL3577208.1 rhomboid family intramembrane serine protease [Rhodovulum visakhapatnamense]AB19
MQSDPNAPPINPLPAVVWLLTLPVIAMEAVLSLGESGLAGGPGAVGWRMEAIRDYGFSGQVFDWMLKIGQFPADQMMRFV
TYPFIHGSVTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGAATYGLLIDSPVPLIGGYPGVYGLIGAFTFLMWV
RLAGTGATQYRAFTLIGVLLGIQLLFSLLFGGSMDWVADLAGFCTGFVLSFLVSPGGWSRVRAKIRHR
>MBL3577209.1 tryptophan--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDRGDMPTIYCIVDMHAITVWQDPEKLNRATRELTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGVDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADAIAKKIKKAKTDPEPLPET
LEGLDGRPEARNLVNIYAALSGKTAAEVVAEYAGQPFGSFKPALADLAVDRLSPISTEMSRLMQDPAEIDRILAHGAEQA
NAIAEPIVRRAYQIVGMVGA
>MBL3577210.1 branched-chain amino acid aminotransferase [Rhodovulum visakhapatnamense]AB19
MATGTNIRTYYNGTWHRGDIPVMCAADHGSWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTIGGGEMAEIVW
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYTVHETVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYEHGPLTAKVRELYWDWAHSAA
>MBL3577211.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHFEVFAKWMRDRQGIDP
ELVIREGEAVPEILAQIREDSEIGVLVLGAGTDSKGPGPLVTQLTRGAGSLPIPVTIVPGGLSKERLEAVC
>MBL3577212.1 NifU family protein [Rhodovulum visakhapatnamense]AB19
MFIQTESTPNPATLKFLPGQAVLEAGTADFPSAETSGTSPLAARIFGVEGVRGVFFGTDFVTVTKAETVDWDHIKPAILG
AIMEHFQSGQPVMTGENAEAGHAEHDGPDGDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MBL3577213.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum visakhapatnamense]AB19
MGRALAPILGFDTSGPYCAAALLRDGGVVLSRHRNMARGQAEALMPLLGEMLAEAGLGWSDLGGIGVGVGPGNFTGIRVS
VAAARGLALASGVPAVGVSMFEVLRRTQPDPPPDLLSLEAPRGLAYVQPRSGGVPGPARMIAPDTPGEAATLDAAGARHV
TGFAARQIGTALGIGWTEAAPAEIAPRIARAAAEILATGALPMRPAPLYVRPADAAPPADPPPVILP
>MBL3577214.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MPDASRALSSGALADLHARCFTTPRPWNAAEFDDLLATPGTFLCGDARGFSMGRVAVGEAELLTIAVAPECRRTGLGRAR
LDAFEAGARARGAQEAFLEVAVDNAAACALYTGAGFVLAGRRPRYYGTPDGRRIDALVMRKALPANS
>MBL3577215.1 BMP family ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTNTQKVLGAAAVLALAGGTALADPALIYDLGGKYDKSFNEAAFTGAERWKAETGGTYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKSVLEEVAADYPDTKFEIIDDLVDAPNVRSIVFSEHEGSYLVGMMAAMASKSNTVGFVGGMDIPLIRKF
ACGYAQGAKAVDPETTVLQNMTGTTAEAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKGVDVAVYNAFKAGDALETGMFRLGLAEDGVGYAMDDNNKDLVTPDMIDAVEAAKARIISGEIEVHDY
MSDNTCPVK
>MBL3577216.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MAADAGTGTSSAPAIELRCISKAFGPVRANRDISLVVRRGTIHGIVGENGAGKSTLMSILYGFYKADAGEILIGGRPVQI
GDSQDAIRAGIGMVFQHFKLVEPFTVLENVILGTEDGALLNPSLAKARGTLRQLAADYELEVDPDARIEDLGVGMRQRVE
ILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLRTADTSPA
ELAELMVGRKVLLRIDKSPAQPGRRVLEIEKLCVTDAQGIARLSDVSLSVRAGEILGIAGVAGNGQSHLLEVLGGMRPAT
GHVRIDGKELDLSGPGCDGRSRRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHSDPALQSAPGLMDNARIRSRAGDQMA
RFDVRPPNPDLAAQSFSGGNQQKLVLAREIERNPDLLLVGQPTRGVDIGAIEFIHRRILELRDAGKAVLLVSVELDEILG
LSDRIAVMCGGRIMGERLASDTDETELGLMMAGMKGKAA
>MBL3577217.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSAMPKWADLVLIPLISLIVAALLSALVILGIGEDPVAAVKMMVTGALGSTYAWGYTLYYATNFIFTGLAVSVAFHARLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPVAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPTGSMDPSTARFADGTHLPTLHDLLAPLGIAFSKAAPANISFLLALAACVAVWMLIWRSRLGYEIRALGHSEPAAI
YAGIRPARTVMWAMLISGALAGLMAVNTVMGEAERLVLNSVEGAGFIGIAVALMGRNHPAGVFLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFLSLRKGRA
>MBL3577218.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFCSAATAAVTGSVWLGLLAGIGGSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPSLLGGARFEAIALPFAETLRPVPVLGPVYAELISGHTLLV
YVAALLVPASWWVLYRTRFGLRLRAVGENPEAVDTAGVSVQATRYAAVAICGLLCGLAGAYLATALQAGFSRDMTAGRGY
IALAALIFAKWRPWQALGATLLFGLLQAIALRYQNIELGGVGLPVQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
R
>MBL3577219.1 sulfite exporter TauE/SafE family protein [Rhodovulum visakhapatnamense]AB19
MQIYLPIAEVSVNAFVLLGLGGIVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGTVLLAGGMCGAVLGVWIFNLMRGIGQVDLLVKLCYVVFLGVIGALMFVESLAAINRTRKGVVRKRKQRTWFDALPFK
MKFRTSGLYLSAIPPLIAGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLRMKAEQLRIWLAILVLAVCGKLALDLLIEPAELYSIAERVR
>MBL3577220.1 TIGR02186 family protein [Rhodovulum visakhapatnamense]AB19
MAWRLIVVLLLAALPARAEQVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPAGPPLEVVVTVAGPSAPATVRKKDRR
VGIWVNTESVRIAAAPSFYAVATTAPLDQALSQTEDLRHKVSIPRAIRSVGVTEEAPEAQSFIDALIRIRSETGLYQELP
GAVELDEQTLFRTSIALPSNLTEGDYATRIFLTRGGDVVDAFETTIGVHKVGLERWTYLLAHEHPLAYAILSLGIAIAAG
WGASAAFRMMKS
>MBL3577221.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTARTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDQIAAGHEGALPLPADVTDAREVDAAFDAFMAWAGRLDVL
FNNAGTFGPSGSIDDIDPAAWAQVLAVNVGGMFLAARAAFARMRAQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTDRARAEGRPVQPTMDVAHAARSVLHMADLPPEANVQFMTVMATTMPY
IGRG
>MBL3577222.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MTVPALRFSEDQAEAHDRVAGMLRGFGVDLDDATLCARSEGKTGVLAVTGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
GKRRQNRRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGEGDRPEIEGLTEAALDRAQAFYAAV
PSVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVLFGDPAQLAPVNQSGKMVFDRLAGP
QTLELQRIHRQQDDNPILDLAHALADPEVDFERFERMVEQAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLINAFR
QAQGAPEDALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVVGAEDPRLSVASIVKIELP
DEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAAARAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPTRALTADDLVAAPAPLTLTAEEARP
>MBL3577223.1 autoinducer synthase [Rhodovulum visakhapatnamense]AB19
MLRYIYGVDLHKFPLLRDTMFRDRALQFHDRLGWAVSVNDRGEERDQYDALNPLYVIWEQPDGRHGGSMRFLPTTGRTMV
NEHFLHATGGARIESPLIWECTRFCLAPDADREVSAGLVLGAGEVMAQFAVEHFVAVFDPRMERIYRLMGVEPNVIGTSG
EGRDRIGVGLWEMQEAAWPRTLARLGIGRETSLDWFRASFSAPTPVQRELAVA
>MBL3577224.1 LuxR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MQGGLESFLDRLQRATTLEDLYRATEDLRDRYGVFHVVYHWVNSVGERYGAGTYSTEWVDRYLDRDYLMIDPVIFGCYSR
FHPVDWKELDWSTKASRAFLEDAIAHGLGNQGVSIPLHGPKGQFALFTVNDSCSDVSWDMFKQLNLRDLILIAHDFNKKA
LELEQAADPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSAGLIVV
>MBL3577225.1 crotonyl-CoA carboxylase/reductase [Rhodovulum visakhapatnamense]AB19
MALDQNPGIAPYEAPEKELYEIGEMPPLGYVPPKMYAWAIRRDRHGEPDKSFQVEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHKAPYHIAGSDASGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLERPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISEESKRDFVMDLGAKGVINRKDFKCWGQLPKVNTPEYKEWFGEVRKFGKAIWDITGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMVQRRIDPCMSEVFPWNEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLDAGPAA
>MBL3577226.1 hypothetical protein JMJ92_03485 [Rhodovulum visakhapatnamense]AB19
MSVRSPFSPVLAVAVAASVASPAFALDRHVRIVNNTGFALVEFYGSNTGASSWEEDILGPDILYSGQSVMINFHDGSGYC
LFDFRAVFEDGDELVEPRVNVCEIGTFTYN
>MBL3577227.1 protein meaA [Rhodovulum visakhapatnamense]AB19
MPNDTQTPVRDRPWLFRTYAGHSTAAASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMR
TLFDRIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTLE
HLPKWNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELW
DEICQDRYGVEDPKHRRFRYGVQVNSLGLTEQQPENNVYRILIEMMAVTLSKTARARAVQLPAWNEALGLPRPFDQQWSI
RMQQILAYETDLLEYEDLFEGNPAVTAKVEELKRNARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGRVETGATVVVG
VNRWTEGEPSPLTSGEDAIMVVDPSVEADQIARLAAWRDSRDSAAVEAALAALREAAATGRNIMPPSIAAARAGATTGEW
GDVMRAVFGQYRGPTGVSKSPSNRTEGLDEIRAEVDALAGRLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEG
IRLTPSEIVEAAKAERVDIVGLSILSGSHIPLMESLMRLMKEHDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFEL
NRIMFDVVGLISPERVAAE
>MBL3577228.1 purine-nucleoside phosphorylase [Rhodovulum visakhapatnamense]AB19
MSLHIGAQPGEIAETVLLPGDPLRAEWAAQTFLTDPVCVNRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQEQVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHGAALAKGARPHVGGIYSADVFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSPEERQTGFAEMVEIALEAAFS
>MBL3577229.1 DUF1989 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPTDPLPEPADAAERRSAAPVVCYPPESLPAPPVALYAALRAGMTPVERLEIPARDARAFRVPAGHVLRISCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVGTGDRLWSSFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALVAETGLAPAAAEPLVHDVLNVFMCTGFTRDTHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCTGNSTDQARCHPLGVEIFAPAAAVLDGGALDGWTPPTPAPYDRSHGL
>MBL3577230.1 hypothetical protein JMJ92_03505 [Rhodovulum visakhapatnamense]AB19
MLRDVLIFGTAAAGLLLILSPPMRRWRFWRAMVTPLASIIGSGFLVLGPILNQSLGIWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWTLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARGVTTAVFLLILTTGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGETAAKTGPVLTPASVSPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
GAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTSAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIGLTWTADVFAIISYASRAFALYYALEAAIAALAARSAGQGGRAVGFAALGGLGLVIAVLGRPVE
>MBL3577231.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum visakhapatnamense]AB19
MVELTLPKNSVVKTGKTWPKPQGATNIRTFRIYRWDPDTGENPRVDTYFVDLDTCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETKSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTSCPSYWWNGDKYLGPAALLHAYRWIIDSRDEATGERLDSLEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERTV
>MBL3577232.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum visakhapatnamense]AB19
MAAYEYETHDYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDNWQWHMYDTVKGSD
WLGDTDAMEYLVREAPKAVYELEHYGVPFSRTEAGKIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKE
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTLHVFAAKMVVLATGGYGRAFFSATSAHTCTGDGGGMVARAGLPLQDM
EFVQFHPTGIYGSGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGANKDHIHLNLSH
LPPETLAERLPGISESAKIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDPDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQTVDPSTAVPLPSKAAIDKALGRMDGLRHANGTVTTAELRLEMQKTMQADAAVFRTD
KSLADGVEKMTAVAGKLDDIKVSDRSMIWNSDLMETLELTNLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LSRVEGASVDLTYRPVHLDPLTRTEDGGIDLKKIAPKARVY
>MBL3577233.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum visakhapatnamense]AB19
MRYLTDRKRAEGLGASKAGTEHHWYMNVSGVGLTLLIPFFVFILGTSLGAPYEEVVATLSQPFPAVIVGLTIAAGMLHFR
RGAQMMIEDYWGGMTRKVMLWTVICLSYLVMAAGLYAIVRIAI
>MBL3577234.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum visakhapatnamense]AB19
MADIERGNRPLSPHLQIYRPQITSVTSIFTRVTGNALIVGAVLIVWWLIAAGAGPEAFARADWVLTSWLGNLVMFGSLWA
LWYHTLAGIRHVIWDNGYGLELETAEKLGWIVIFGSGVLTVLTVLTLWIF
>MBL3577235.1 MaoC family dehydratase [Rhodovulum visakhapatnamense]AB19
MAKTNPGRFFEDYAVGQVIAHAVPRTLSGGERALYHALYPARHALCSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRAGDTLRSQSEVIGLKQNSNGKSGVVWVRTRGLNQRDELVLDYVRWVMVRKRDQGTPAPETV
VPDLAKAVAASDLVVPEGLDFTGYDFTLAGEPHRMDDYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHIISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGA
LRGEEGKYRPEVLLDLDYWALMPV
>MBL3577236.1 DUF1737 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQAYRLLTEEDTPAFCHKVTAALAQGWALYGSPAYAHDPATGKMRCAQAVVKDVEGECAPDLKLGEL
>MBL3577237.1 hypothetical protein JMJ92_03540 [Rhodovulum visakhapatnamense]AB19
MFLLILGVALWSFAHLFKRLFPGVRAMLDDKLGMASKALFAVPLVVSVVLMVIGYQSAGLPQRFAGPSWLIHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLCAWAVAEIVLINKTEKGVTRYTGGSLKGDLR
LAGIAVALYVVIILLHIWAGVMPLPMAS
>MBL3577238.1 CoA ester lyase [Rhodovulum visakhapatnamense]AB19
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLRAGGYGGRFKIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPRGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECDQGRDLGFDGKTLIHPAQVAIANAAFAPTESEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MBL3577239.1 hypothetical protein JMJ92_03550 [Rhodovulum visakhapatnamense]AB19
MRAPLPLCRPLSGRPALALAAALVVWPVLALPVPAGAQTQVQSQAQRQCGPREGILSQLRDRYGESRQAMGLAANNAVVE
VFANTQTGTWTVTGTFANGLTCLIASGGSFETLDEPSGQGL
>MBL3577240.1 sulfite exporter TauE/SafE family protein [Rhodovulum visakhapatnamense]AB19
MQQTCPDGSAGRADGLDRRARRAGKTRSCLFRRPEVPEVIDFDPFFFAVTIPAILFAGLSKGGFGGGVAFAGSAVMVVIL
GPAVALGVTLPLLMLMDVTALRPYWRRWDGGAARVLILGAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRMK
LIPAREKPFGRPAGAISGAVAGFTSFVSHAGGPPVAVYLLSQRLDKTTFQATTVLVFWAINLLKFGPYAFLGIFTPDTWL
AVLLLAPVAILGVWLGVRAHRLVPERWFFGITYVALTLTGAKLLWDGLT
>MBL3577241.1 malate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAALKGTTDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVSAFVLGGHGDTMVPLTRYSTVGGIPLPDLVQMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVDAVRGLVEACKAIDDSLA
>MBL3577242.1 hypothetical protein JMJ92_03565 [Rhodovulum visakhapatnamense]AB19
MTASPEPLAADWRTEIDYAADDCGVVLSASGDVYIRLAEQAAASVRATNPGLRVDLFCDGEATPGAFDEVHVLSRSFFRP
KFEAALRSRFQRTLLIDVDLVLTADVSDMFWVLNKYDLAACQVQNRNQRFANRFWRRSFPNAFPQMNGGVIAFRRNDKTT
RFFEDWQYLVAEVRKGGADQPVLRELLWESDLAVHVLPEEYNLRKHERLYTSNWTVPAPRILHSQRFVRNAKAGKDISPR
GVYGWPFMALLRNQIRGDKQLTSDSQRTAGSLGAILRRRLFGGRSGLSS
>MBL3577243.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum visakhapatnamense]AB19
MVAACRNRGDDVAKKPTWVIEKERGRRAAAAETVWLFGMHAVRDALENPRRDKLRLVVTKNAADRLAPAIAAAGIEPELC
DPRRFAAPLDPESVHQGAALEVRPLDWGKLGDVCDPGIGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPE
TGALAKTASGALERQPYLRVPNLARAMEELKELGYSLIGLDGEAPSTLAEGLAGIGAAPVGLVLGAEGPGLRELTRATCD
RLVRIPAAGGFGSLNVSNAAAVALYAAAVRPETASGG
>MBL3577244.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MTRSRTVYDAEPIPESARAEIDRLLRTGDLFRYTAAADAPVTLLERDFAALLGVPYALAVSSCSAALFLALKALDLPRGA
RVLIPAFTFAAVPSAVIHADCVPVLAEVGADFRLDLEDFEARLDEDISAVLISHMRGHTSDMDAIAAACDARGIPLIEDA
AHSLGTLWHGRKIGTLGRIGCFSFQSYKLVNGGEGGMLITEDPDLLARAVIMSGAYEHNWKKHDGLAAAFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVARRVREGRANHDHVAALLNRSPWLSVPPPLLPETRAPDSIQFNLVGFETDDEARAFQDAAA
ALGVQVQVFGLSTDNARAFWNWGFLDDLPGGPRRDLPKTRAMLMRACDARLPAHLSRAELDRIAGALVAAAETVKTAEAR
AYGT
>MBL3577245.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MNLLFANDRRGAYPASWYAETTPPLPPFAPLDGDRRADVCIVGGGYTGLSAALHLARAGLDTVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALEAMLGDGHAAKLWHLAEAARGLVSDLIRDHAIACDYRPGIVYAEWSDRGTREAHAYAEKLRRDYEYD
LVEPLTRDQLHAIVAAPGYRGGVIDWGAGHLNPLAYALGLARAAAAAGATIHETTLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLDRRVAARVMPINNYMVATEPLGPRAASVLARDVAVADSKFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPMLQVFPQLSDVALTHAWGGTLAITRSRLPYLGAPAPGIYSASGFSGHGVAMATLAGRVLAEAVRGEAEAFETFAR
LPCPPFPGGAALRAPLLAMAMAWYALRDTVGL
>MBL3577246.1 glutamine synthetase [Rhodovulum visakhapatnamense]AB19
MKDWRDQLPEAARAYLEGRRLDEVECIVADLAGVARGKAMPAGKFVTQTRFYLPNSIFQQTITGDWADIEGRAFTEPDMI
LTPDFSTASAAPWAADCSLQVIHDVFDQQGEMVPTAPRNVLKRIVKLYNDRGWMPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAGRQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HDCYATFMAKPIEDEPGSAMHIHHSVVDARTGLNIFSNADGSESPAFLHFIAGMQTHMPSVIALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVAEPEARRVENRLAGMDCNPYLGIAASLACGYLGLVEELLPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMREVLGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MBL3577247.1 type 1 glutamine amidotransferase [Rhodovulum visakhapatnamense]AB19
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGFTFHTWPVLDMQFPPSIHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAYSGGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEGQDYRLNAWHQDQVVEPPHDAETVGSAPGCAHAAL
IYGEHAYTVQPHPEFAPAFEKGLIEERGPGVVPDETLAEARARLDLPTDSAAMAARIARFFTERR
>MBL3577248.1 glutamine synthetase [Rhodovulum visakhapatnamense]AB19
MSPWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDEQGRPFEGCPRHALAVVLDEYERRGWAPQVATELEFYLIDDSDEVLHPPRSPRSGKRRE
AGEILSLRTLDAFDAFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGLHTHFSVLDARGNNIFDDASPEGSGFLRQSVAGCLAALPDMTLILAPHANSYDRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPCARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQGAIDAFEH
SPRMARIFRRGLIRNLTMTKRQEARRIAGLDEDAQMALYLDTV
>MBL3577249.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MSCVQTFQDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARNSGAWVVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLIFTHITAETGWLTRAWAGALVVLFLNTAAYSGEIFYGALRSVPKGDIEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVYFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIIGLFGLINRRLNRHMPSENRPRLRIRPQVIR
>MBL3577250.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAITAPAALLFGFGGAMAARSRIWPLRMVGRAYTAMVRGIP
DIVFFLFVPVAMDQGFEWLRHKVKCPDWTDPVRQGSDFVVCPAAKLPLSTSPQWAHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTPRQSFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRLYYFLGLLIFYLMLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MBL3577251.1 transporter substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKKLILGTAALALSAGMALAQDVVRLGTEGAYPPYNFINDAGEVDGLERELGDELCKRAELTCTWVTNDWDSIIPNLVSG
NYDSIIAGMSITPEREEVVAFTQPYTPPSMSSYAALSDDVDLEGGVISAQTGTIQANHVVDTGATLLEYPTSDECIAAVR
NGEADAVLADKDVLVPVVNEGDMVFVGEDTPLGNGIGMAFRKSDPEMKDKFDAAIQSMKDDGTMNALIIKWMGEDSPRW
>MBL3577252.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTEPTPPVLDIRDLRKSYGDLEVLKGVSITAPKGHVVSLIGSSGSGKSTLLRCANLLEHSQQGEILFEGEPVRWRGTGPA
RHPADRHQVIRIRTNLSMVFQQFNLWSHMTILQNVMEAPVTVLGEDRHEVEGRARSLLDKVGIGDKCDAFPAQLSGGQQQ
RAAIARALAMQPRALLFDEPTSALDPELQQEVVRVIKVLAEEGRTMILVTHDMRLAADVSDHVVFLHQGLIEEQGPPQKV
FGAPSSTRLQQFLSATAA
>MBL3577253.1 TerB family tellurite resistance protein [Rhodovulum visakhapatnamense]AB19
MFADFLNRLIGPDPDRLDDPDARLALAALLVRIARTDGAYAREEAARISRILAARYALSPDQALELRSRAETLEAQAPDT
VRFTRAIKDAVPYEHREGVVEALWEVVLADGVRDDEEDGLLRLVASLLGVNDRDSALARQRAEAKHAD
>MBL3577254.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum visakhapatnamense]AB19
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAAEAVRTGEAAAGIGVMERRLPEAHPYRQ
RLAEVRERFGATAYPGSPLLAALSLRPGDALHLAELHPQERAALEAAMAPFGAHVLARDGFETAQALTPPTPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLALWYPILPAGAHAPMTAALRAAFPEALCHEVRFPPARDGHGLIGSGLFVVNP
PWGLDAEAATLGRLFSALSGTTG
>MBL3577255.1 CTP synthase [Rhodovulum visakhapatnamense]AB19
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARSTDSISSGRIYSNVLEKERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRIFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VRVKAEWIDAEIFEREDPGPWLEGFHAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELSDA
GSEEFDHEVGKKRFTPVVYHLKEWVQGNAMVKRKLGDDKGGTMRLGAYTAHLLKGSKVAEIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MBL3577256.1 preprotein translocase subunit SecG [Rhodovulum visakhapatnamense]AB19
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAVCFISSSVALTIIAAENAAGTSVVD
RLGIPAPAAQDETAPGEAPATEPGLLPPAPVAPSDTPVAPPRAD
>MBL3577257.1 hypothetical protein JMJ92_03645 [Rhodovulum visakhapatnamense]AB19
MSGFLLRWLVAFLLLAATYNPTDYNYVTWAQANYETDKPLVIGIGVMLALALLIYLVAAVRTLGLLGIVLLLIILGLLGY
ILVGNGTLSMEMNSFNVWGGAVLLSLILGGAMSWRSPGKIKAANAKKARSTSKTAGKTAGKTASA
>MBL3577258.1 hypothetical protein JMJ92_03650 [Rhodovulum visakhapatnamense]AB19
MAALLLRWLVAFLLLALTYNPTSWNYVRWAMSGWDTQTPMVVLAGLLLFTGYAIYLRATLRSIGPFGMALVAALVGALLW
VLVDWNVIRLDDPGLNTWIGLLALSLVLGVGLGWSIIRRKLSGQADIDDVDD
>MBL3577259.1 adenylosuccinate synthase [Rhodovulum visakhapatnamense]AB19
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTVYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIREKGVEITPETLMIAENTPLILPFHGELDRAREGQNTLAKIGTTGRGIGPCYEDKVGRRVIRVADLADAATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGKRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGAVNFVLGIVKAYTTRVGEGPFPTELHDEDGERLGTRGHEFGTVTGRKRRCGWFDAVLVRQTCA
TSGMTGIALTKLDVLDGFETLKVCVGYELDGTRLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFSD
>MBL3577260.1 DUF2842 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDSDAARNDETAGK
TGRRDG
>MBL3577261.1 hypothetical protein JMJ92_03665 [Rhodovulum visakhapatnamense]AB19
MVGPTKTLTVSYGTFSCKLEGFEDSFGMMKAVTEYYRDLAAEDRYFGAEPPPPDAETLQRIAEREVRRRVEARVELDGVV
LRSGESPVAGAAQVSHAAPAPSKVLPPRADEPESVAAKLARIRAAVETAHATDAELAGPVFEDETDELAAPAQGPQRPFA
RPPDRPADPGRAASPLRQKAGPDSDTGVAARHSLRPDAPARAAATEDRPHTAAASGPELQRRPADRGPAANAASRPGPES
AETTAAPARPRQARARVLKLRRDDLTDAWPDTPERPLAPPADPDARLPEPDAADLQAELAALQADAAPARLADPRPGPHP
ASGDAVPARQGPAERSRSADLADHELALQRLLDETNTKLAGPEQKRRQASIGHLKAAVAATVAERRIGNRLRRDDDGQTR
PYRQVLAEVVRGDRETSADWDRGRLAPLILVTEQRIDEPKEIVRSETAAVGEHHGTLRLDTPVLPATEARLRAFAADLGA
HDPTDLAGLLEAGAAYLMRQDGVAYFTRPQVIELARSIAGDGFQREDMLRAFGTHLRDGRFRRLRRGQFVIDDATGDRED
RSANRIA
>MBL3577262.1 thiamine diphosphokinase [Rhodovulum visakhapatnamense]AB19
MPTQFAHHSDKITLLGGASVDPALLSRALVIAPALVAADGGADTALAAGRMPEAVIGDFDSISAAARAAIPAERQHPVAE
QDSTDFEKCLRHVAARLILGLGFLGDRFDHGLAAVNTLVRHPDRRCLLIGDDDLCFHCPPELALDLPPGSRFSLFPMAPV
RGTSRGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEGPGMAVILPVAALDAAVAALMGPEAAAASG
>MBL3577263.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MTQSTDRILPGILLMIGFTITAPVMDSFAKLASAEIPVGQIAAARFGVQALILVPLAVALGQIVRPSAREAALHLVRAGL
ILCATTAFFAALQAMPLADAIAIFFVEPFILTLLGALFLGESVGWRRIVASAVGFSGAMLVIRPSFAAFGAVALLPLATA
FCFAAYMVLTRQIARRMPTVALQAWTAVAASFIVLPVLVLCDGSGIGPLDPVWPRGPYWVWLAGVGIAATVSHLLISGAL
RLAPTAVIAPLQYLEIVAAAALGYLIFDDLPDIEALAGIALIIGSGFYVFLRERRLSLTRPPPPAP
>MBL3577264.1 hypothetical protein JMJ92_03680 [Rhodovulum visakhapatnamense]AB19
MNVQGHNAVAQSIANYTRASGTAGVRSSDFAKAAEEASGPAAASPADAPRGPDAIADIFARYDMANISPREIDAMARDLR
DAGFEDHDFLLHLEIHGETFQSHLVDCLREAGMDVRDPDFTQPMDMFSTTRAQISYSRLAGQPTAWLESFLAKLETYQSP
VHADAARGAVAQSMVLGQAR
>MBL3577265.1 PRC-barrel domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKRILATTALATLVAMPALAQSQGGPISAPDVDVAGQSMSADTLIGKRIYVDTGTDEGVSMTDLTDAPDSWEDVGEIGDV
YIDGNGSVEAVIADIGGFLGVGEREVALDMQSLKFAPDADDEGEYFVVFQGDPSTLEGKDAYDRAAMDNDGDFLGMQTKQ
AKAEDSDMGTKAGAPLSDSERAELTAEDLQGQPVIGADGKKIGEIGELVLTDDGKIDRVIVDVGGFLGIGEKQVELAYGE
LDISHGEDGDLKVTTVQTEDTLKSLPEWTG
>MBL3577266.1 PLDc N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MEVTGIGGLLVLILDIWAIVSVLNSGVATGNKVLWILLILLLPLIGFIIWLIAGPRSAVIR
>MBL3577267.1 phospholipase [Rhodovulum visakhapatnamense]AB19
MHGFTESSAARAAATGPVEELELLLTAAEAYPALERAFLEARHTISASFRIFDVSTRLRSPEARAVGEDWFDLLVHTLER
GVRVRLVLADFDPIGAADLHRLSWNARRKLIAACEIARAGSLEVVSALHSARAGIGARLVLWPGAHGKLRVVLAELNTLS
EDARARFLEEAPGLARITRTRRDGRIVAVPGVPDLTPATHHQKMAVFDGRLLYVGGLDLNERRYDTPRHRRAPERTWHDV
HALVRGPVVSAAEDHLEGFLSIVAGQRPPGPAAPGFLRTLSRPARRAPFRFSPLPVVTEIERAHLSRIAAAEHLVYLETQ
FFRHLPLAQALARRAEARPELRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLGLLYDAFGPDRVLVLSPVQPRRIVD
ADGREALQDAPIIYVHSKVSIFDDRAAILSSANLNGRSMRWDTEAGIELTAASHVEQIRTRVMGHWLSRDADGQVDPEAL
DPATAFEHWRVLADLNSRRRPERREGFLVHYDSDPARKLGLPVPGVPPEMV
>MBL3577268.1 AI-2E family transporter [Rhodovulum visakhapatnamense]AB19
MTDPTFRIDPASRTALIILAAVAGFAALKLAEDIFAPLCLALVAGIILSPLADSLERRLKLPRTPVAAALPMLGILAVGA
LAFALEPLVGRLVDQWPTIRWELRGVVNDFRGFVQNLGQVGDEVQRALGGGGGDETAAPSIPTLTDALFVAPRIGAQILI
FIAALFFFLLTRSEVYAWIASFAGRRLGREAILTRIRTAERLVAVYFLTITLINAGLGIALAVALGVLGMPGAIAWGAGA
ALLNFVLYVGPATMVAALFLGGLIVFDGWASVLPAAIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWGPLG
GVIAIPVLVIVLAMLDIFDEPEPDMMPDPGPSETV
>MBL3577269.1 CsbD family protein [Rhodovulum visakhapatnamense]AB19
MNTDIIQGKWKQMKGRAREAWGALTDDELERTEGDREQLVGLIQERYGKARQEAEREVDEFLSKFS
>MBL3577270.1 hypothetical protein JMJ92_03710 [Rhodovulum visakhapatnamense]AB19
MPHAAAPFTTYCPTYVVLERDALISADLIQAIESLGPCRVMHFSSIEQVTPALEGVGAVDAAFLEMRVDDALSSGLAAHL
AKHGARLVLTLGEDVERVMGEGWRLLLRPFTERMVHDALIETSVA
>MBL3577271.1 hypothetical protein JMJ92_03715 [Rhodovulum visakhapatnamense]AB19
MQDKPLESVELDLLAIIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKALGLVEEIQRKPFLLRRIFGAMPVALLRP
TAAGLALGETAAEDSPAEGAAETPAEPPVTAPARTAAAKAPTSKPAPPEAKAAAPEARAEPAPQPANVQQPADPAPVSAP
EPQIAPPEQPTSVVAAPAPAPAPAADDLPLPMPRRAAPRNLRGYTEELGGSPAPVKTVPLRHNADPALMENLREALAVIG
IEMTFAGEALIADRMEHGASIGEALSQVVLFAFAHAVAEDAREGGQLQAMGLTDYAVDVIAEFERLRDAGEISGDRLEED
MRRLWTLVGDSPERLSLAQELLADPVGGLTPPALLPEDLRPAEDA
>MBL3577272.1 RNA-binding transcriptional accessory protein [Rhodovulum visakhapatnamense]AB19
MTADLAPRIARTIATEIGAQPHQVAAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLTYLRDLEARRATILESV
REQGKLTEPLEAEIRKAETKAVLEDLYLPYKPKRRTRAMIARENGLGPLTEAILGDRAAAPEALAEGFLSEAVPDVKAAL
AGARDILAEGLSENADLIGRLRSFLQDSALVTAKVVEGQEQAGAKFSDYFDHREPWATMPSHRALAIMRGSKEGVLTVDI
GPEPEEGLPRVQAMVAGALDVRGEGPGDRWLRDAAGWTWRTKLSLSMMLDLMGDLRTRAQDEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPKNDLRGAQATLASLIRKHGVDLIAIGNGTASRESERMVAELL
GDLPAPKPKKVIVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFSKRKDLLKVARLGPRAFEQCAGFLRITGGDEP
LDASAVHPEAYDVARRIVTACGRDLRAVMGDEARLGTLDPMAFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVKDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKE
GGAEAPPRDGARGSAGKGPGRGAGPKGPGKGAGKGSGKGPGKDPGNGPSRHASEPAGGKARDDAPGALGAALLDAMKRR
>MBL3577273.1 DUF2339 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MEIMLIVFGGIYGLLVLVGLPALIIAYLGLRTENADLRTRLEQLVKEVEILVREVAALRQDAPQQTPPEQTERSAALSPE
PDPGPAPLTAPVARHDEQASPVSAPPQAAPPEPQGPTLADRLAGWLRENWTLALAALSLILGGLFMVQYGVEQGLLTPPL
RVLGALVLGAALIAGGEAIRRRHGDTAAPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAVVSVVAMLLG
WLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALALPAGALGLLWFHAPDARGL
ALAALALAAGAVLIPARSLRPGADGPTVTEGLGGARPAFPTWLAAAGLALASGAGLWLVLDALRPTEAAIGFALLLVLFA
GAVLGLSRAPAFEDLAILPGGAALLALGLHAAGDGPLYRAFRAGIDRLPESPAPTTVWWLAAGGAALSVIAFQRLRQAEP
DGPNHRGFWALGAAVLLPATLLILEVFWAPAEVTGAYPWALAVMAGAALMVLLAERRSALGGEGRAFETGLFAASALILI
GLALFLLLTKTALTLALSAMAVAAVAIDRRHPMRPLGWLAQLGAAVIGYRLVFDPGVDWAIDVAGPLDAALAHLGPLAAF
AAMRVLARPDRGAVRALADSALVTTAAIAATVALRRWAGPEGFETHWAMGLTATVWTLAVLAQIWRLPHDPGLLRPLRIL
FAALLSLSALTAGILLLSDLAQLLDPGLASRRVAGPPVFDSLALALWPLALVLAAGARWLGEPGRPGARLLRPGLAGLSA
GALGLWGWLEIRRLWRGPELSLPGPSDGELYSYTLALLLASGLGLVAAVLMRSHMLRRLAMAGVGLTVAKVFLIDMSGLS
GLVRVASFVGLGLALAGLAWLDRAVSRIWEKG
>MBL3577274.1 SMP-30/gluconolactonase/LRE family protein [Rhodovulum visakhapatnamense]AB19
MTDTAPLYDIRDGRFARLIHPHARLDRLWTGGRWCEGPAWFPAGKYAIWSDIPNDRVMRWDATDGSVSVFECPALNQNGH
AVDREGRLIRCEHRGRAVTRIEPDGTRTVLADRYRGQRLNSPNDVTVHADGSVWFSDPTYGIDSDYEGVAAEGEIGAQNV
YRIGPDGALEAVIEDLRQPNGLAFSPDGSVLYVSDTGITHDPACPPEIHAYPVLADGTGVGEGVPFCRCDTGVFDGFRLD
RAGNLWSSAGDGVHCFAPDGTMLGRIAVPETVANLCFIGPARNRLLICATSSVYAIYVNATGL
>MBL3577275.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MAFSQLSPETRPVLIASGFVPAILVLGWACTLATAGTAPLPMPGYLLQKLRTGAFLGIVATGMMMVILPGHIDLPVPWTM
TAATMVATAVGGPRAIPAGLAVGLAAGPFNGLGVSVLRIPSMIFTPGVDSVLRGLMVAQTGGLAPQDRATDTMRLLAAGK
RAGVPAASFVWLAVSVGIAVLLRRTAFGREIHATGTCEAAVYLAGIRSRRVIVGAFAASGLCAALAGVLLAGCSAKACQG
IGTPFLPPAIAAVVIGGTRFLGGQGRYAGTFAGVVLIVLLNSVLSIMQMPEAGRQVIHGSVILCLLLVHGRSAHSPS
>MBL3577276.1 substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKAVRLIAPALAGGVLSSGLALAGPQGVPGPGADLDCLASRSAGTGYLQWPPREGPCRIAIVNGFVGNGWRIQMIKTAKA
FAQAPSIRDRIAEFKVVSTGTDAAVQLGAIEDVINQGYDAIVTIAVAPDGFDRVIRLADRNDVVLVPFENVRDTDRVMQV
NEDRLAMGRTWAGFELDQLKAEGKTSGRILEMRGLPGNSVDRGRSPGIGQLLDEPGGGGQRVSAVGNWDDGAAQKVVADA
IAVHGHFDAILAQGGTTGVVQAMLASGHPMVPVADESENGFRKLVAQHADEGLRGISIGQSPGLVAIAMKAAISALEGNP
VPQLISVPLPVATYDQLQDGVNDWKDLPDTFFTVNECPPCEVNITGPAIVAQSEADTN
>MBL3577277.1 FadR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MREEDGPPPGVEGNTGLSAKPGTSTGAAAPRSVGAPSGLSAVEDLAEKLRALIASEGLRVGDSLPTERELCDRFRASRNT
VREAMRILKAYGIVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEIASVDLIFDRVARADIAELRE
INERLRGAASCDEAAEIDFRLHTRLIAVMGNKAILDVYKIMKPVILRIMATGKTQQIYATETLGEHATILDALEARDRLA
YQYRMRAHLQAGGGNFDP
>MBL3577278.1 phosphatidylserine decarboxylase [Rhodovulum visakhapatnamense]AB19
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLLFLIWAPLGWIGLGLTVWVYYFFRDPERVTPLRPGLMVSPADGIVSLLEP
AVPPAELGLGAAPMTRVSVFMSVFNCHVNRMPAAGRVTRVAYRPGKFLNASLDKASEDNERNGLAVELPDGRLYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPQGVEPLVAIGQTMVAGETVIADLGA
>MBL3577279.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum visakhapatnamense]AB19
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFAMDGRYDGAALLILLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLVYRYFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENEAETSHHFLGVPAPAGAMLGLLPLFLA
LSGIADLRATPHLVAFWIGLVGLLMISRIKTFSPKAMRIPRALVGLMMFATVAAVGLMFTRIWLLLVTLDLIYLAMLVHG
ALKARRQGPV
>MBL3577280.1 hemin uptake protein HemP [Rhodovulum visakhapatnamense]AB19
MTLVQAIRHSSGESNQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MBL3577281.1 alpha/beta fold hydrolase [Rhodovulum visakhapatnamense]AB19
MADRPPAIEQSVPLFWPMAAVLGWQQAGYQAMTDGLRFVQEAAEISAPPEPDWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLAATLLASGLGRVLVTDWKPATPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFARGEFTGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLTDVWPGIAEWIGEQGGK
>MBL3577282.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum visakhapatnamense]AB19
MDAQDQPAGETLPPTDPQKGLSTTEAAARLGRFGPNTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIVPADLRLTEGQYLSVDEA
ALTGESLPVDKAVGDTAYSGSVVRLGEMVGEVTATGMSTYFGRTAALVQGPERPSHFQQAVMRIGNFLIVAALVLVSIIL
IVSIWRENPLWQTVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATGDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEAEVDALAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGLMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQNWFWTRPWPDWKLFATTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLAWLPVEGAIAMAVRRLYAARRAAA
A
>MBL3577283.1 CoA transferase [Rhodovulum visakhapatnamense]AB19
MPYRPCPEPAATTERAGPLTGLRVVEMTGLGPAPYAAMILADLGAQVIRIDRPGGYPAPDPALDPAAAGRAAVTYRSRPH
VRVDLKAEAGRALVLRLIAEADALIEGFRPGAMERLGLGPEPCLAANPALAYVRMTGWGQDGPMAGMAGHDMNFTGLSGA
LSLFGQDGRVPKGMPPLMGDMGGGALFAVVGCLAAVMNAWRCGEGQVVDASILDGSASLYAMVSGMAALGLHEAPPGGNM
LDGGRHCYRTYICADGKAVVVAAIEPAFRKVLLDRLGLTEEPRFLSGRAEDEAYCTGKLEAIFASQPRDHWAALFDGSDG
CVTPVLDLAEAPGSAQARARGLFETIDAVVQPAPAPRFGRTPGRIALGPADASRPSPDALCDWGLSEAEIDGLIGSGILA
DAD
>MBL3577284.1 malate synthase G [Rhodovulum visakhapatnamense]AB19
MTGKRAREGYVSKAGLEVAAELAAFIEEAALPGTGVAPDRFWEGLAGLVHDLTPRNRALLETRDRLQVQIDAWHQARRGA
PHDHEAYKAFLEEIGYLLPEGAEFEIGTEGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPIPA
GGYDRGRGARVVARARVFLDEAFPVSGTSHADARRYHVQGGALLIDDHPLEDPSKFVGYRGHPRAPDAVLLKNNNLHVQL
VFDRTHPVGARDQAGLADMRLESAVSAIMDCEDSVACVDAADKTVAYRNWLGLMRGDLSTDFVKGGERLTRALSPDLDFI
APDGSPLAVKGRALMLVRNVGHLMTNPAIRDGAGQEIFEGLMDAAVTTLIAMHDLKKTDGARNSVAGSIYVVKPKMHGPD
EVAFADETFTRVEEMLGLPRYTVKLGIMDEERRTSVNLKACIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKDFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSTKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
ASLKAGGRRAHVDGILDIPLATFRKWPRPQIVREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVTEAEVADVMRRMAEVVDRQNAGDPAYRPMAPDFDGVAFRAACDLVFKGRIQPSGYTEPVLHARRLERKAE
IAGA
>MBL3577285.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAHPGVGQGDQPETGEVPFALQEIFYSRTDSRGVIRAGNAVFKRISGHDWPGLIGAPHRIIRHPDMPRAVFWLLWQTIQS
GRPIGAYVKNLAKDGRYYWVFAVVMPMDDGYLSVRIKPSGPLFPAVQAEYRALRARELADKLSPEDSAALLLERLNALGF
PSYEEFMAQALGQELAQRASVGSDGGTRLAALDKVIASLTAATREQGALIQTFEALQSIPTNMRIFAARLEPVGGPITAI
SDNYKVASAEIIEQLRSFAGQDGNLCDRLARVVGDAVFMLAAAEVQSDLLRQFRGEQEPLGPADRDEELALLGAIQARCT
AKARADLHEALAAAATMSQTSRDLRRVVLGLDSIRVMGRVECGRLAAGGEGLAATIDQLETFHADIRARLEALIELSEQI
RAGATRYAA
>MBL3577286.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum visakhapatnamense]AB19
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSARFQTAMRDISAMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGGFAGETAVLMARPAGNAPKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAGRLADTASNSFAMDLKKWRAIMKAY
EDGGHAYHTTMPTDALLGLRDAMAETREMGFAAAKAAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLADTDATLARLQAVVDRVTAQGAA
>MBL3577287.1 chromate efflux transporter [Rhodovulum visakhapatnamense]AB19
MTKTTPPGRGSAAEVFAVFLRLGLTSFGGPIAHLGYFREEFVVRRGWLGDAAYADLVALCQFLPGPASSQVGFALGLRRA
GWAGALAAFAGFTLPSALILFGFAMTAAHVSGPLGQGALDGLKTVAVAIVAQAVWGMSRTLCPDRSRAAIALGAVAVLAA
LPGAGGMVAAIALGALAGLGLGRGAPGTGIPVSGRVTPRQGATALTLFAGLLCGLPLLAGLAQPLAVADSFYRAGALVFG
GGHVVLPLLESGTVAPGWVGHDAFLAGYGAAQAVPGPLFTFAAYLGAVLGPAPNGLVGATLALAALFLPGFLILIGVLPF
WDALRRRARAQSAMQGANAAVVGVLGAALYDPLFTGGITDLRHFALGLAGFLALTLWRAPSWAVVLLGAAGGAALALAG
>MBL3577288.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MTRSALIVDDHPVTHIGCGQLLRDLGYDEILEALNDRIACRLAETCRPGLIVLDLGMPGPGGLNMIGPLLSRAPGASILV
FTMNEQAVFAVKALEAGARGYLSKNSAPEDFLEAVRTLERGEIFLPHRLAVSVASMKIGGKSDPLSALTEREHQVLRLLG
RGEDLQSIADALCISYKTAANTSSQLKRKLGLRNTTELIRLAIETGLS
>MBL3577289.1 hypothetical protein JMJ92_03805 [Rhodovulum visakhapatnamense]AB19
MVDRLHLRWQVVLCVGLMQLAALGLAATVLLHNARRSVDLEMSAAESGARAQVIAAVGAALRSLPPDQVLAGLSETLVEP
RHVRIAIFDARTGALPVTRAGVRDRRGADPAARAAPRWFSNLVTPAGRETRLPVLADGADYGFVSITTAPKDEIDEVWED
AAALLWALGIGFGVTVVALVVLIRRALGPLDTLNRGLGALRGGALTTRISGVPGPDFQPLVGGFNALACSLETSEADRAA
LARKIVALSDAERRAIAMELHDEFGPCLFGLKVKAGAIARAALKSGDDTLLRDARTVTAIVDQIQTANTRLLTTLRPMTV
GQLPLVEALGDMIDGFQSTHTGIKWDIALPDRLPETEEIVDLTAYRFVQEGVTNALRHGRPRRVRVELQPHELPGRIEVL
YLTVEDDGIGLPERAAEGRGLTAMRDRVRALGGTLDLGRRQAGGTRLSAILPLTTRRSVARIEPEPAR
>MBL3577290.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MAVAPGGWSCLFDLCLRWRGVLCALLTAAATLPAAAQEVRTAVLRIEYPSLLPLSRIDLPVPDLGLAGAQLATQDNTTTG
GFLGQSYDTVALSVPPEDAQEAFRGGLDRGIRLFVVMARTPELLALADAAPPDALLFNATDGDRALRSEECRANLLHVAP
SDAMRADALTQFLVWKKWTDWALIEGSNPADRALAEAYRASAAKFGAEIVAERVFEDTGGSRVSDSGHVLVQRQLPVFTQ
DLPAHDVVLAADATDYFAGYLPYNLWSPAPVAGSAGLRPLTWAPTHESWGATQMQSRFEKLAGRSMREEDYQTWLALRVI
GEAVTRTGSADPATIRAYALGDDFALAAFKGQPVTFRPWNGQLRQPILLATGRMTVSVSPQEGFLHQVTSLDTLGLDRPE
SACTAFEE
>MBL3577291.1 YVTN family beta-propeller repeat protein [Rhodovulum visakhapatnamense]AB19
MFRAALLAAGSVAAALPAAAGNVFVTNEKGNTVSVLDSATWKVIAEFPAGNRPRGITIAPDGSELYVCASDDDLVRVFDP
RTFEERHTLPSGPDPELFVLHPSGNPLYIANEDDNLVTVVDTETHVVLAEVPVGVEPEGMAISPDARVVINTSETTNMAH
FIDAETYEIVHNVLVDQRPRFAAFTEDGTKLYVSAEIGGTVSVIDMTAEPPAIVRKIGFEVPGVLPEWLQPVGIAITSDA
ARVFVALGPANRVAVIDGATDEVLDYLLVGQRVWQMAFTPDQSHLITTNGNSNDVSIIDVAALDVIRSVQVGQQPWGVAV
APD
>MBL3577292.1 hypothetical protein JMJ92_03820 [Rhodovulum visakhapatnamense]AB19
MAFALAVLAATPVAAPGFAAPLCDQFGFAGLLAKCNRGAPIELTLASGQPLYAGDGPLELQSGAYYELHVTADGSAELAL
QGPDFFRAIWMNEIVIADIEVRPMAIDSLEFDAAGTVRLSFVAIKPGSYELKIPGSSGDSQRVVLAIR
>MBL3577293.1 PepSY domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIRPLVLAALLAPAALTPALADEAVPAETAERIMAMLTDMQCEMDPADIEAEDNGGFELDDVFCADGQYDIDLNADLEIT
ERRKE
>MBL3577294.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]AB19
MTIARRPFLLGLAAMALSACNVGPGPGTAPRAVANPAFDAWRRSFRPRAAAAGISAATLDRALRRAGYLPEVIEKDRNQT
EFTRSLEDYLAIAASDERVATGRAMLARHARSLAAIEARYGVEAPVVAAIWGLESRYGARRGDIPVVSALATLAFDGRRG
RFFEGQLIAALKILDRGDIPPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSEDPTDALASTAAYLQRSGWRH
GQPWGTEVRLPETLDLARTGRGRTQEASAWSALGVTRADGRPLPRAGATAILAPAGRQGPAFALFPNFEVILRYNNAVTY
GIGIGHLSDRLAGGPPLSKAFPPDATGMTLEDRKDLQRRLTAAGFDTEGTDGVIGPKTEEAIRSYQARQGLPVSGTPSPA
LLARLR
>MBL3577295.1 hypothetical protein JMJ92_03840 [Rhodovulum visakhapatnamense]AB19
MRSLTLAAVCAAGLAAPALAQSDLLAAYDRNGDGALSRTEFETLQKEAFARLDGNGDGRLDAAELSGADKGRGDGGRAMS
RDANGDGVVTEAEFVAAGRAFGKLDRNGDGVLSGDELARLTRALSRGRG
>MBL3577296.1 hypothetical protein JMJ92_03845 [Rhodovulum visakhapatnamense]AB19
MRSLTLVLALTLPLGVALPALGQSVTVTGANGATLSKDRTCLRGNGAANCETTTTATGANGQTGSKTRFRTSEPGSSTTT
VDRTGPNGQTRGQSRTVTVSR
>MBL3577297.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum visakhapatnamense]AB19
MDPRQDEAEALMAALARGERGALARLVTLFGPGLRRYAAQALTVGSEAEDVTQEVFLRAWHRAGLYDPGRGSVAAWLYRI
AVRICIDRNRRGRFRRFVGIDAIAEPEDEAPGAEATVAARQRLARVRAAIRALPARQRQAILLRAAGGLGTAEIARTLGI
SAGAAEQLLVRARAALRATVDREDHR
>MBL3577298.1 hypothetical protein JMJ92_03855 [Rhodovulum visakhapatnamense]AB19
MTRDPERPEAEPACPDPARFDSDLARLLARPEDEDTAELSRAVLSRLAAPPARGPGAGEVLSEPLPWAAGFGGLLLAAAA
LGYALLPGASGEEVILWALLGDLSAGIGGF
>MBL3577299.1 hypothetical protein JMJ92_03860 [Rhodovulum visakhapatnamense]AB19
MSAGRVALVAALALSLLGNAVALGGALKLQRVKTALLGEAAAAQSVVFPAEIRRDLRRALEARRDRIDPALAAAVAARAE
VVARGAAEPFDRAATEEAMRGFRRALDALLDLTQETVLDALGARASGAPLN
>MBL3577300.1 extracellular solute-binding protein [Rhodovulum visakhapatnamense]AB19
MKSTVPSLSRRAVLATGAAALAAPLIARRALASSGEVNVFAWGDYFQNGEIPAAFTDATGIKVNVSTYGSNEEAASKLRA
AGGKGFDILFPSIDTRPNYDEGGLLAEIDESRLKVERIQPALWRSSLELGAAHRGKRYLVPFDWGTEGITWDSSALDIAP
GELSYGHLWADGLAGKVAMRQKSVLTSLAIYLDAIGELPSNRGMDVYKTEADNRRIFDACIEFVKAHKSNIGAFWNNATE
ATSAFTDGGCTIGQTWDTTGIKLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVEQAYEFLNFLLTPEVGGMFANATG
YNSAAMGAAEHLSDANKEAFAYAYPGDAIDNLWWWPMFTPWFSAVREEYVEKLTNA
>MBL3577301.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MDIALSGAAVRFGTFQAVHPTDLTIEAGEFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGQPMAGIGPSDRPTALIF
QNLALFPLMTVWENVAFGLEMRGWKTARRRARAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQETTGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDVYDRPATAFVATFVGEMNRLP
GRIESVAEGRARIATAGGSFLAPNPGGLAPGAAAVLFLRPERLHLLAPGEAAANALEGRLVRRDMEGAFSTLILETGAGR
LTVQRVNSGSGGLPADPLRLGFADSAGVILPAGETADDAA
>MBL3577302.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTRLRRSFGAPLATLIVLLTGIWVLGLIAAPQVIMIEQSLWKMDRPAGAAELSVQIDRLYNRLDMLALDRAAARTLSTPS
ATDAKLAQIDAERAAVAAEIADLETRESTPVRTWTLTNYAQMGQAHLRIFAKTILAALAVTAIAFAVCYPIAFAIAKLEP
PRRAALIMLALVIPYAINELLRVFAWQMILNYGGPLNAALGLLGIGPVPFLESGSGVFVAMVYAYILFMVFPLYNVLETL
DMNQIEAARDLGAKTWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAAPWFAQLVYNRFFQASDWNVGAA
YAVSLLAVCTGFVFLMMRLLKVRLRDIAK
>MBL3577303.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTRTGSGLLLRIYMGVFFLYMFLPLAIMVAAGFNAYSPPSVTVWKGFTLHWFTELWQDRRMWSGLANSVLIAGAVIALAL
PMGLAGALLLGRLGSRAAGVLYTGMVSPLLTPGIILGISTVIFWRGLDVSAGLFTAILAQTTFIASYTMLMFMARLQRQD
GALEEAALDLGATPFQAFRRITLPFLRPTILTAAVIAFLQSFENYNTTMFAIGGEHTLVTEIGSRMRFGLSPAINALGIL
FILATVAFALAWAALKAHERRAAEQAT
>MBL3577304.1 PHP domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDAFTAPGRFFRGNLHTHSTLSDGVLPPAEVCRRYAAQGYDFIALTDHFIGLYGYPVADTRPFRGAGFTTLLGAELHSG
AMANGELWHILAVGLPADFAPGHAPDFAPAEGQETGAAIAARAAAAGAFVAIAHPQWSGLTLADARGIEAAHAVEVYNHG
CAVGSDRADGFGIADLLLSEGRRLSLIATDDAHFTEPDHFGGWVMVKAEENAPEPLLAALKAGRFYATQGPELRGVALDG
AAVEVACSAVSTVIVQGRGSAAVACHGAAMTRARVPLGRCAGSPWLRVTAIDAAGRRAWSNPIWR
>MBL3577305.1 hypothetical protein JMJ92_03890 [Rhodovulum visakhapatnamense]AB19
MKPVASREAIDGVQQMHRALHMALDALENRNEPDRAAEILRQIDMAMVDWIEAARFMR
>MBL3577306.1 exonuclease SbcCD subunit D [Rhodovulum visakhapatnamense]AB19
MRLLHTADLHLGRQFNGISLEPDHDAVLDQIAAAVAAHEVDALVIAGDVFDRAAPSASAVRQFNAFLARIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILEDAHGAVAISALPFAWEYAAREAFGDESLASPEDVMRAQIAA
ARAAVPEGARWVIVAHGTVAGATVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPGIRYAGAPLAFGFDE
AGEEKSMSLVEIGGAGEVRIAPIPFRPIRGVRVIEGRHADLLHLPPTEDFLRVVLTDEAPVIDAMRRLRAVFPNACDLAY
AREMQAPEVKALGGAPAALDDPLAVIGDFLTQLRGEGPDAAELAAIVATLDGLRGREEGA
>MBL3577307.1 AAA family ATPase, partial [Rhodovulum visakhapatnamense]AB19
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGQTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQARPKTRGSGETRDPHEAYLFDATGLALDRIGPEGRGKVLAEKKVGAVAAAVTGLLGYGPEQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSLYRRLAQAMKAEAEMLERTLREARAVCEGRLAAEGFDGMQALETGLA
AAEARLAEARTAEAAAAREAVAARAGLGTAEQTEARFLAAAAADQALAGIREAAPAMAELAAQVRRADRARLLVDIEARV
AEAARETQAAAARMDAAEARLELAEAAAKRAAVRAEAEAARAPETETLRREVETLARHAETQAAAAGLQRRAQEARALAE
AARGELVAAQGALTQRMAQRGKAAEAVQAARQTSANRELLTARLQALEAEMKAARAVEAAQRDVADSTEAVARLAAAQEA
AARRARAARDDLTGAE
>MBL3577308.1 hydantoinase B/oxoprolinase family protein [Rhodovulum visakhapatnamense]AB19
MWDFWIDRGGTFTDLVARGPDGRLVTRKLLSENPERYADAAVQGIRDLMDRGPDEPLPRGAIGAVRMGTTVATNALLERK
GERVLLLITEGFGDLLRIGYQARPRLFDLDIRRPELLYEDVAEIRERLDAEGEVLVPLDEEAARKALEAARGKGIRAVAI
ALMHGYLNPVHEDRLAEIARDIGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCERLLFM
QSNGGLTDAALFQGKDAILSGPAGGIVGMVRTAEAAGFDRLIGFDMGGTSTDVSHYAGAFERSFETEVAGVRMRAPMMDI
HTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVAAVREKFAA
LAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFLHPFA
GVLSAYGMGLAEIRAMEEGQLDLPLSDTAGAEAALADLTARAEEAVACQGVARRAIRRLARAHLRYEGSHQTLEVPFGPA
AAMQADFEEVHRARFGFASPERALIVDMLDVEAIGETGAAPAAMAPEARAEIADRVAVHLGGETVEVPLYARASLGAGTR
IEGPAIISEPTGTDMVEPGWAAEVDGLGNLILTRSAAAGRAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSWSVNI
KERLDFSCAIFDARGDLVANAPHVPVHLGSMSDSIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLEGEIL
FWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDGGRLLEAEAEAVLRSGPWPCRNVRQNMADLKAQVAANET
GRRALLEVVDRYGRDVVVAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVAVRVDRGAREAVIDFTGTSPQHEG
NYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIIAPEGCLLNPAYPAAVIAGNTEVSQAACNALYGALGVVAGSQA
TMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFSIRKGSGGAGRWAGGEGAIR
RLRFLEPVTVTTLCSHRRIPPFGAAGGGDGAVGENWVEWADGRRERRAGNDEVALEAGTLFEIRTPGGGGWGRR
>MBL3577309.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAQDQTRHRLDALDRRILGELQADSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLQALLKRPEVLEAHRLAGEIDYILKVRVADATAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MBL3577310.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum visakhapatnamense]AB19
MAAIELESLGKVYPGGVEAVKGVDLAIGDGEFVVLVGPSGCGKSTILRMIAGLERVSHGEIRIGGTRVNEREPAERDIAM
VFQTYALYPHMSVRQNLAYGLRNRRMPKAEIARRIATAARILQLSDLLDRKPRALSGGQRQRVAMGRAIVREPAAFLFDE
PLSNLDAKLRIHMRGEIKQLHRRLGTTSVYVTHDQLEAMTLADRLVVVNGGRIEQQGAPLDLYRHPATTFVAGFLGAPAM
NLFDATVEAGALRVGDAVLAPAVAHPGGAVTAGLRPEALRLSPDPGGAFHLDYVEELGGARLLHGRIGGQAAVAQTAAEA
PVADRMALVADLADLHLFDPVSGRRLD
>MBL3577311.1 sn-glycerol-3-phosphate ABC transporter permease UgpE [Rhodovulum visakhapatnamense]AB19
MVENRPVLTALAHAVLILGVLVVAFPVWLAFVASTHPSTTFLSGLVPLWPGDHWRETYGQMFGAGLSTSGAPPLGLMMGN
SLIMALSIALGKIAISILSAFAIVFFRFPFRHLAFWLIFVTLMLPVEVRIVPTFKVVADLGMLNSYAGLAVPLIASATAT
FLFRQVFLTIPDELVEAARIDGAGPLKFFRDILLPLSRTNMAALFVILFIYGWNQYIWPLIVTTDESLYTVVMGIKRMVD
VADAEPQWNYVMATATLAMLPPVLVVVAMQRLFVKGLIEQEK
>MBL3577312.1 sn-glycerol-3-phosphate ABC transporter permease UgpA [Rhodovulum visakhapatnamense]AB19
MQSRRATYRSPWLPYLLLAPQLLITFVFFLWPAGQAVRQSFLREDPFGLSTRFVGLDNYTRLFHDPGYLNSFKVTLVFSV
SVAALSIGLALLLAVSADRVIRGHRGYTTLLVWPYAVAPAVAGVLWWFMFNPTIGILPYLLDRLGYAWDDRLKPGDAMIL
VVLASAWKQISYNFLFFLAGLQAIPQSLREAAAIDGAGPVKRFVTIVFPLLSPTTFFLLVVNITYTMFETFAVIDATTGG
GPAQATNILVYKVYQDGFIGLNLGSSAAQSVVLMGIVMVLTFIQFRFIERRVQY
>MBL3577313.1 sn-glycerol-3-phosphate ABC transporter substrate-binding protein UgpB [Rhodovulum visakhapatnamense]AB19
MTRILLTGAAALALTATAAAAKTQVTWWHAMGGELGSKLEQIVAGYNASQDTYEVVPVYKGDYTETMTAAIAAFRAGEQP
DIVQVFEVGTGTMMAAKGAIYPVYQLMQEAGASFDPKAYLPAVVGYYTDTDGNMLSMPFNSSTPILYYNKDIFAAAGLDP
ETAPATWADVEAMSKTILASGAARCGFTTGWISWVQLENLSAWHNQPIGTDENGFGSVEAKLTVDGPVQVRHWDNLARWQ
KEGVFKYGGPGGGSDAAPAFYAGECAMYMNSSASRAGVMANSQFPVGFGMMPYYDDVEGAPQNSIIGGATLWVLRGHSEE
EYKGVADFFSYLSSPEVQADWHQFSGYLPITQAAYDLGKAQGYYDQNPGADMGIREITLNPPTPNSKGLRFGNYVQIRTV
IDEEFQSLLAGKKSSQQALDAVVERGNALIEDFADAVN
>MBL3577314.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]AB19
MRFSTSIRTAILAIVLLASAVMLGLIGLALHVDSLRDAAEEQISLIARKDRTLADVELGLLQARRAEKDFLLRHEDSFVD
KQTAALDEIARNTEAAEALGKRVGGLEASERDFVALTTAIRTYGEEFGRLVEIRRRLGYDEESGLQGQLRNAVHGIEARL
EEIGNPEMQVKMLMMRRHEKDFILRGDPKYLDRLNARVDEFHAFPDSLFADAAQRQEIDQLLATYQGAFTAFVEENLAEQ
TLRASLSAHYAEAEPILARLVATVRGRADEVNATAAIAKARAERLSNWIGASGLVVFVVLAIWLSFAISRPLRRIDIALR
QMMKGDYTPHIGTSRISETAAIAAAVDSFRHELAQKDRLDRDISEVIDACAAGDFSKRLPDPGEDSNSAVLVRGVNAIGD
AAQKGLGDVLIVLDTLSKGDLTVHMPSGHHGVFSEISESIDTLVSSLSSILRQLSASSDLLNSTARRIASASDEASHRGQ
NSAASLEETAAALQTLANNVRGAADSAKSAEQFVESARDRAENTRTVADKTVGAIRRIEESSSAIGRITGMIEDVAFQTN
LLALNAGVEAARAGEAGRGFAVVASEVRALAQRATEAAREITALIRSSETHVADGVKLVSDTVAALGAIQDSVTSVCDKV
AAIAANTIEQSTSITEINTAVGALDRDVQQNAAILDETATAGQMLRSEADSLVDLVKQFRLPDESEAQSHRFAAE
>MBL3577315.1 hypothetical protein JMJ92_03940 [Rhodovulum visakhapatnamense]AB19
MKALRQIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCAALYALIIRHFVTRIGATPSAGAAETDAKHSGG
SETQVESEAGLDLDGRGTR
>MBL3577316.1 DUF1491 family protein [Rhodovulum visakhapatnamense]AB19
MRLTAAFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGHACAFQRAFDLTSGDRRWMVLAEGDEAAVDGAVGR
QRGFDPDLWVIEVEDRGGRHLLDAPGLA
>MBL3577317.1 DNA repair protein RecO [Rhodovulum visakhapatnamense]AB19
MEWHDEGVVLSARPHGESSAIVELFTPGHGRHLGVVRGGTGRKLAPVLQPGAQLSAVWKARLEDHLGAYTVEPLRSRLGH
VLGDAAALAGLDAVTALLAFALPERAPHPGLYARSVALLDLLGAPGPWPLAYLRWELALLEETGFGLDLSRCAVTGDRDD
LVYVSPRTGRAVSTAGAGDWADRLLPLPPCLLGQAPVRDGDIADGLRLTGHFLGTWLAPALGDRPLPGARARLVRLMARV
G
>MBL3577318.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum visakhapatnamense]AB19
MDDLRQKYIGAIADAADESALEELRLQAVGKKGEVSLMMRELGRMTPDERQQMGPKLNALKDEINSALAAKKAALADAAL
NERLQAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFAVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMARA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWAGGSLKIGEGDDWLEILGSGMVHPKVLSAAGVDPDRWQGFAFGMGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSV
>MBL3577319.1 phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MFQSRDAAGRLLAEKVLAAAPENPVVLALPRGGVPVAAPVAEALGCPLDLTFVRKIGMPGNPELAAGAVVDGAAREVVFN
AEILAAAGLTQADVAPEVEARLADIAEARRRILGGRTPEKVSGRTAIVVDDGLATGATARAALRALHNRGPLEVWLAVPV
GPQETVWKMRGMTDRLIFLEAPRDFVAVGAHYADFGQVEETDVIRLLQEARARR
>MBL3577320.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum visakhapatnamense]AB19
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQDFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDTTIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANEPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVTVTIDPETRERACPVFYGRAIRGVKNGPSPKWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLAGGLRVHAAEGGEEFLALDGKTYVIDPGMTVISDETGVESLG
GVMGGEATGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPLGIEAATRMILDLCGGDASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMA
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAALFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQAAGLLVGASAPRDPYGSRRAVDLYDAKADCEAVLAAIGAPAKAQILREAP
GWWHPGRSGRICLGPKKVLATFGELHPKVLAEMNVKGPAVAFTVFVEEPPTPRRKGATRDALTVSDLQAVERDFAFVLDA
GVEAINVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDQTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MBL3577321.1 hypothetical protein JMJ92_03970 [Rhodovulum visakhapatnamense]AB19
MVRILCIALILAVSACDSPGMDYAGIPPVMVEIDGSRFAVRRKGGEAQAIRLNREYRAGTMARAFRAIETGSGCAIRPDT
LRGDPAVAYARLTCPGA
>MBL3577322.1 aspartate/glutamate racemase family protein [Rhodovulum visakhapatnamense]AB19
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGLMLNREARALEAGGADFLM
LATNTMHKLVESMLDGVSIPFLHIADATAHQISAAGLKRPGLMATAYTMEQSFYTDRLRAAGLDPMLPGPEDRAETHRII
YDELCVGMVREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALELALAA
>MBL3577323.1 thiamine pyrophosphate-binding protein [Rhodovulum visakhapatnamense]AB19
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARSDRDREAFQELDYRRFFGPLVKWVAEVDETRRLPEYISRAFHTAQSGRPGPVVLALP
EDMLSGFAEVPDIPARVWPEPDPTPAQVAAVLAALDEAERPLVVVGGPHWSAQAAADLAIFAERRDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPVLGQRLRDADLVIALGTRLGDTATAGYSLMDPAMQDKRVVHVHPDPDELGRVWRPDPGIALTAP
DVVAALARADGPSTPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVTHLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPDVPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLANPDFPALARAYGGDGVTVTDQAAFPEALAQALAADRPFVIELRLDPEALATGLTLSEARALGEAAKTG
>MBL3577324.1 NAD(P)H-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MSDHKLLGIAGALRKASYNRMLLREAARIFDPAEFVEADLRLPLFDQDLQDEAGIPPEVQRLADQIAAADAVVIAGPEYN
KSISGVLKNALDWVSRTEGNPWADKPVAIVSAAGGRAGGERTQFALRLCLVPFRARVLAGPEVLVGQAPGQFDAQGRLTN
EINLKALETLMQALKTEISPAVGH
>MBL3577325.1 acyl dehydratase [Rhodovulum visakhapatnamense]AB19
MEDAVGKSQVATDVLDPTRIVALFLALGLDGKPPGHYDPLPPYFHQVYFWDVHRPEDLGRDGHPHIGGDGFIPDLSLPRR
MWAGGRLTFFGPLRQGLPAQKTSTIEKVQIKTGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDPARPRPPAPAAP
EVWDDAIDLTFTPTLLFRYSALTLNGHRIHYDRDYCQRVEGYPGLVVHGQLLAQFLMLRANAHGTIRHFSLRAYAPVFDF
ETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPSSL
>MBL3577326.1 ribonuclease HI [Rhodovulum visakhapatnamense]AB19
MAELFAYTDGACSGNPGPGGWGVLLLAREGDAVVKQRELSGGEAATTNNRMELLAAISALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVIWTWVKGHAGHPENERADELARAGMAPYKR
>MBL3577327.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MSDAKTLAVYAARAEAYSAIHHGQVAQDRLAAFIARLPKGGTALDLGCGPGWAAAEMAAAGLRVTALDACPEMAAAARAR
YGIKVEVAGFADLAAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGIFAVAMKQGQGEARDRIGRLYTYVAPVEF
RCALEQAGLSVEAEETESGTGFDGSPFASLYLLARRAA
>MBL3577328.1 DUF3429 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTGIPRAPLLLGLAGLVPLLWGTLSATVPGLFDIGIQTVGPRFMGIYLLNFYGTVLLVFMSGILWGFASRADGPVAGPAY
GLSALPAIWAFLMVGGGPESSLVALIGGYLGLLLLDGFFWKIGLAPAWWLRLRLPLVAVAVGCLALPLLL
>MBL3577329.1 LysE family translocator [Rhodovulum visakhapatnamense]AB19
MLSAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGIVPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
LYLAWQAVRQGGALQIGERAGRDGFFRIALRGALINILNPKLSIFFLALLPPFLSGNPATATAEMLALGGIFMGLTLAVF
LGYGLFAAAARDRLLASARVMAWMNRGFAAVFAGLGLKLAFEKA
>MBL3577330.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum visakhapatnamense]AB19
MTKPPLTLYLAAPRGFCAGVDRAIKIVEAALGKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEDLDDCPPDRPVIFSAHG
VPKAVPAEAERRAMVYVDATCPLVSKVHLEAQRHHENGKQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDQLAYITQTTLSIDDTVGVVAALKARFPNIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLSVEEVVTADETIEFRLPRIVRELA
>MBL3577331.1 DedA family protein [Rhodovulum visakhapatnamense]AB19
MPVTAVTLQLVTLFAAAFGAATILPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYVLGRGIERFRHRRWFPAS
EAQLARAQRWYGRWGVWSLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>MBL3577332.1 NYN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHIVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRTEPRSELAQND
>MBL3577333.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum visakhapatnamense]AB19
MPQPEKSTPSRPKGLVALGGNVAFGGGSPESTLAAGLVALDSESVHVARISRFYHTPSVPEGSGPDFVNAVVEIATDLEA
PALLARLHAIEARFGRERHTRWAPRTLDLDLLDLGGAVLPDAATQARWMALSPETQAREAPDRAILPHPRIQDRGFVLVP
LAEIAPDWRHPVLDRTAAELLTALPEAEIGRISPVSGPWTGVSALVKTYPTQ
>MBL3577334.1 DNA-directed RNA polymerase subunit omega [Rhodovulum visakhapatnamense]AB19
MARVTVEDCVDKVPNRFELVMLAAHRAREVASGASLTVDRDNDKNPVVALREIAEETQSADDLRERMIEAHQTQIEVDEP
EEDSMALLMGSGAVSEPDRPSDDDMSEEKLLRALMEAQGQK
>MBL3577335.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum visakhapatnamense]AB19
MIDVEDLISLVHNYNPRTDEDLIRRAYAYGREMHAGQLRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTIEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPPEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQQITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQTEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGKRVEV
QIRTRQMHEVAESGVAAHWSYRDGVRASNPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFSPKGDVVKLP
RGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREEDRER
YIKLGRELARVAFEHLGKKATDKALRTAAKTFGLSSSAELLARLGSAELRAQDVVEALYPELANTTGDEIDATRAVIGLS
PDESFTRAPCCQPVPGERIVGITYRGRGVIVHAIDCPVLEKFEEQPDRWVDLHWHSGKHPAVHNVGFLLTIRNDAGVLGR
ICTLIGEQKANISDLEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAEIERYRNPERAM
>MBL3577336.1 DUF2062 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVFKRRDRRSVGKILLDSVYPRGGWGRAAYYISHRLRRLPDTPNKIGRGIFAGVFATFTPFYGLHFVIAAVLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAALDLKSNLIALFTDAVPHWARLSTFYHEVFL
PYMVGGCILGVVAGLISYYVSVPVLTAYQNRRRGRLKKKLSELRAAAAVKAEDRG
>MBL3577337.1 pyridoxine 5'-phosphate synthase [Rhodovulum visakhapatnamense]AB19
MAATGNALRLGVNIDHVATVRNARGSAYPDPVRAAQLAEAAGADGITAHLREDRRHISDADIDGLMAALRVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDETRLTRFIAPLAEAGCRVSLFIGADAAQVEAAARVGAAVVELHT
GAYCDLHHEGRFEARDAELARLAAMATHAQGLGLEVHAGHGLTYDTVAPIAVLPEIRELNIGHFLIGEAIFLGLEASIAG
MRTRMQAARG
>MBL3577338.1 ribonuclease III [Rhodovulum visakhapatnamense]AB19
MKLAADLVAFSKRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RRETCADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFEIARDMVLRLWGARIDKVKPDARDAKT
ALQEWAQARGLQPPLYVEIAREGPDHAPVFTIAARLETGEEARATAGAKRQAEQAAAAALLKALGT
>MBL3577339.1 signal peptidase I [Rhodovulum visakhapatnamense]AB19
MAKTDEKAGGGLWETVKTIFWALLIAGIFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGLCPVSGRIM
GSEPERGDVVVFRHPVSNSDYIKRLIGLPGDTVQMRDGVLYINGEAVKVEPAGIFKEPYEKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHAVLNITANGARDTTPVFTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAID
>MBL3577340.1 holo-ACP synthase [Rhodovulum visakhapatnamense]AB19
MILGIGTDLANIERIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMRLTGWAAERLAEMTPPGHEVIVHVSLTDDHPWAQAFVVIEARPKG
>MBL3577341.1 hypothetical protein JMJ92_04075 [Rhodovulum visakhapatnamense]AB19
MRLEDRASEAFAHLANAPGARSDPKGTARAVAAALEAAPDDLDMRLGAYRFYFYTHRFAEAVPQAEAILAQTARRLNIPA
DWRAVGPADAAFSAPETAPGLYLQALIALAYCHMRLGDMTLGWAYLDKALSLDPTDRFAAYRLVRAADPPAEEDEDDPA
>MBL3577342.1 bacterioferritin [Rhodovulum visakhapatnamense]AB19
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMLEEIGHSDLFMERIIFLGGTPEIRFQKQPVRAE
SLEQMFEMDAADEQEAIDVYSKAAQRAAEVGDIGSRTLFERIVLDEEGHKGWLDTQLALLKRLGEQAYSAKQVSGPGAGE
D
>MBL3577343.1 GTPase Era [Rhodovulum visakhapatnamense]AB19
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTDGVDGILEALRERAAGGQTVALAINKIDRVKAEALLALSADLNEAYPFARTFMISAERGHG
VEDLRAWLGETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETEKWEDRKDGSTRIDQVIYVARDG
HKGIVLGHKGETAKAIGQAARAEIAEFLGRPVHLFLHVKVRPNWLEDSERYSEMGLDFRDGD
>MBL3577344.1 hypothetical protein JMJ92_04090 [Rhodovulum visakhapatnamense]AB19
MITTVSLLGLMAAGATADLDDSVGSHAQGDDDRDGALPDHAARDPAPDSLIALQDLDAALLGAPQDTAPAGGTEDLSRPD
ELLFSWLSGDADSEDADDAHFSDADLSPQDGEDLLAELDRAASAEMAAAAAPDGVLDDRLLADDGLADGEDGFSIGDLFD
DGEALPTLIEDYDQTADALFVVYDSAAHPDPVLSIGAADSGAEDALISIDGMPLAIVAGAAATLRPSHLSLVPDTLLSDA
LAAGT
>MBL3577345.1 30S ribosomal protein S15 [Rhodovulum visakhapatnamense]AB19
MSITAEEKTRLIKEFGAKDGDTGSPEVQVAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGNSEDRYQD
LIKRLGIRR
>MBL3577346.1 hypothetical protein JMJ92_04100 [Rhodovulum visakhapatnamense]AB19
METTAFGTIPLEDGQATLPVGPGIVRPAGLDVLATVQDRETMAALSEFLDRLPRHIETAREHFLDNYDRVAADVPAWLYE
NEPGIFAAMFPAAPDAATVDAEALWLALDVNSIWTRDETAVVLDLGFRDTAMPHAFAAEFRLDGTLTRMGLAS
>MBL3577347.1 polyribonucleotide nucleotidyltransferase [Rhodovulum visakhapatnamense]AB19
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETSVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDVVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVEDMQGLRSNPDQRLDLVVAGTRDAVMMVESEAYELTEEEMLGAVTFAHDNIKPVCDLIVSLAEAAAKEPFDFT
PPDYSELYAAVKSVGEEKMRAAYGHTDKMERIAAVSAAKTEIKAALSEEQLADPNLGSAIKKLESTVLRSDVVKNGRRVD
GRSLTQVRPIVSEVGLLPRTHGSSLFTRGETQALVVTTLGTGDDEQIIDALHGNYRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRVVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEEDGSFA
VLTDILGDEDHLGDMDFKVAGTEKGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMSKALTEAGEFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQTTGEEAPKEKDAEAEE
>MBL3577348.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MRSELILSTYNNPRSLALCLESVACQRVRPGSICIADDGSGPETKAAIEAFAAAHPDLAVRHLWHEDRGFEKGAILNKAI
ARSEAEVIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATAAVTPELVRDGTVFDRRWLAEHRAIRKLSTWLK
TRPFPVPVMALFDRLSPVTRALCGANASVWREDLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
AYADPEKMRRHKALIRAARKNGAFWTPDGIAKG
>MBL3577349.1 peroxiredoxin [Rhodovulum visakhapatnamense]AB19
MALRINDIAPNFTADTTEGQIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETYAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTPNDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIQGNKTGPFATPANWRPGEDVIVGLSVSTEDARAQFGEVEEIFPYLRKVKRAS
>MBL3577350.1 RluA family pseudouridine synthase [Rhodovulum visakhapatnamense]AB19
MDSYAPPDTPLEILHHDHEILVANKPPGLLSVPGKGADLADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHQNGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMLALGHPILGDPLYAEGPAREAPRLMLHAEALRLRHPDGGAGMNFAAKAPF
>MBL3577351.1 LysE family transporter [Rhodovulum visakhapatnamense]AB19
MSLGAWAVFAVFWALFVTTPGPNAVNCITNGMSHGLPRALWGVAGILTQAALFLTLSAAGITALIAASPTVFAWAKLAGA
AVLIWLGVRGWRNAAIAVAPRPATGASIYTRALLIATVNAKSVAGYLAAFSQFVEPGVPIANQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGVLLGASAL
>MBL3577352.1 GAF domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRIDYDALSKTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRHVGDETLKIGPYQGGHGCLTIPFSRGVCGAAAR
TGKTQIVEDVEAFPGHIACSSTTRSEIVLPVHDASGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MBL3577353.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MRQTLADPRASVTRPRAARRHVRVSEAEFARIVDLGLPQDLERLEEARYDPPGSGDGLAEPAAAFARPVLERLTRRPYRD
VAFRRKVRDAYDYRCAMSGLRLRNGGGRPEVQAAHIRPVERQGSDPVRNGLALSGTLHWMFDRGLVSVAEDGETILVSRN
KVPGDVVARLIRPEGRLIRPADPRNLPHPANLRWHRENVFGQVLADGPAPWD
>MBL3577354.1 hypothetical protein JMJ92_04140 [Rhodovulum visakhapatnamense]AB19
MNISTDALVFGEFYEMTERAAHRAAVDGVIKLLRGLKSDPELSRTFAEPEPGSDALSDFTMRVALDRADDVHRQFVGRHF
RILPATTTIKR
>MBL3577355.1 acetyl-CoA C-acyltransferase [Rhodovulum visakhapatnamense]AB19
MDEVVICGAARTPMGGFQGAFAALDAPGLGGAAIRGALDGAGVDTVDELLMGCVLPAGQGQAPARQAGFRAGLGEEVPAT
TLNKMCGSGMMTAMIAHDRLALGSARILCAGGMESMTNAPYLLPAMRGGARIGHGRAVDHMFLDGLEDAYDKGRLMGTFA
EDCAEAFQFTREAQDDYALGSLSNALAAQASGAFAAEIVPVTVAGRKGETVVREDEQPGLARPERIPQLKPAFRKDGTVT
PANASSISDGAAALILATRVEAEARGLPVRARILGHASHAQAPGWFTTAPVPAARKLLDRIGWSVGDVDLWEVNEAFAVV
PMAFMRELDIPRERMNVNGGACALGHPIGASGARILVTLLNALETRGLRRGVAAICIGGGEGTAMAIERA
>MBL3577356.1 STAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKLQSQLRGDAVHVVVDEERIDSAVAIRFKEAVREQAADGPARVVLDLRNVEFLDSSGLGAVVAVMKLIGAGRQLELCNL
TPNVDKVFRLTRMDRVFTIHDTHESAFPERQTIA
>MBL3577357.1 ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTLSRAPDGEADASNSAEDASVGAPVETRPPLIIEATPLGVRAALKEMRARFGSSITADGTLGMAETVLAEVLNNIVEHA
YARDRDGPIELRLAREGVWLQVDVRDYGRPMPGESLPDGSMPGPDILADDAPEGGFGWFLIRAFARNLDYTRQANQNRLT
FSVPLCEEP
>MBL3577358.1 gamma-glutamyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAAIAGAVLLGICEPQMTGIGGDCFVLVKPAGENGIVAL
NGSGRAPKGLEAASLRDRGLTVMPTDAADAVTVPGAIDAFCRLSKDWGRIGLKASLAPAIHYAEAGVPVAPRTAFDWGRA
ADHLKGAARDFYLLDGAAPKPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVASLTALGGTHTLEDFAASACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILANFDLPSMDPLGAERAHLEAEAAKLAYDARNRFVADPAHMTRLDHMLAPET
AAKLAALIDPDRAMASPAQLSESVHKETIYITVVDRDRMAVSLIYSIFHSFGSGLASTKLGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKVIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEDVRA
ALAAKGHAVVTPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MBL3577359.1 heat shock protein HspQ [Rhodovulum visakhapatnamense]AB19
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEESRPSKDQPFYHLLAENDHSYYVAYVSEQNLVADDT
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MBL3577360.1 AEC family transporter [Rhodovulum visakhapatnamense]AB19
MNLILTVLEIVAPVFLLAGVGYLWVRLGNEYRVQFVTQLAMTLSVPCLIFTALMKTQIEPQALTALSLAAAAAYGGVTLL
SFGTVRLARLDRRTYLAPIIFGNTGNMGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVSGGGSPLKVLKEPLVWA
TVLGGLFLWQGWQTPTFLTNALSLIGQMAIPLMLITMGVAIGRLHPGHLPRAVWLSLVKLAICLGVAALVGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADAEAVAGLVVVSTLMSVVALPLTLAFLI
>MBL3577361.1 lytic transglycosylase [Rhodovulum visakhapatnamense]AB19
MGRFLLIAACLFLAACGDKSPPRNVEDACAIARERPQYMRAMERSERRWGVPVPVQMAVIHQESKFVGDARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRTSTSNRGARRDDINDATDFMGWYMAESRTKLGIPLSDARNQYLAYHEGHAGYARSS
YRSKAWLMAVANRVEDRAQLYYAQLITCSR
>MBL3577362.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum visakhapatnamense]AB19
MKPLRLSLALAALLAGTPALADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGVLSIRRPGRARFEYAPPDKALVMAG
GGQVAVFDEKSNQPPEQYPLKRTPLNLILERQVDLGRARMVVGHEEDGSSTRVVAQDPEHPEYGTITLVFTNEPIELRQW
IVTDETGSQTTVVLGELKTGMPLGARLFNIIQETNDRMRH
>MBL3577363.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum visakhapatnamense]AB19
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLLAALLAMTLGSYVTDDPSWLSATDAPAQNLLGRFGASIASPIYIV
VGYGGWALVAVPAAWGVRLAAHWGEDRALSRVIFAPFLVCLASVYTATHVPTPEWTHSFGMGGLFGDTVLGAVLGLVPID
TIVGLKLVSALVWLGALALGLFVMGVDRDELRRFGRGVLLGLILSYDALRGATGRGLRGALHGAVRYGEGVQARRSSRAD
PVAPDYDDGDDYDDAEEAPARGGLFSRLPVFRRRADPDLIDDEDEDGPAMTPAAEERIRARIADVIRSRATRSAPVPTGF
RPEPPVVRSAALTVPQAPAPGARIDVPEIDAFEDEDGFVTPYEAPYEAAPQPVQPPRPSIPVVEPRKLVEQPPRKSVLPS
RRARDEAQPGLQFDDSEDGYQHPPLSLLTNPDTIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPVVTMYELEP
APGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGKDIGGDPVV
ANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAVVALKWVVG
EMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMADLMMVAGK
EIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDMLYMAGGGR
ISRVHGPFVSDEEVEEIVNYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKDRKCSTSYI
QRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MBL3577364.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVADIVAEHTHDFGKYPPNEGTPELRAAIAGWVGR
RYGVALDPETQITTLNGTREGLFNAALALCPETKAGARPVILTPNPFYQVYAVAALAVAADPVYVPATAETGFLPDFAAL
PPEVLDRVAIAYLCSPSNPQGAVADRDYWADLIRLAEKHDFRIFADECYSEIYRDTPPTGALTVAQELGADPERVVAFHS
LSKRSNLPGLRSGFAAGGPESLRRIKQLRSYAGAPLPLPLQRAAERLWAEEAHVEASRAQYVRKYARADEILGDVPGYRP
PEAGFFLWLPVADGEAAALRLWRETGVRVLPGAYLSREVDGANPGAGFVRVAMVAPEDEMAAALVRLRDCLYG
>MBL3577365.1 amidase [Rhodovulum visakhapatnamense]AB19
MVQNWLGMSAGDLGRGIETGKIDPVDLTATFLDEIAGHPLRDRIYARTTRARALSEAEAARGRARAGLRLGPLDGVPISW
KDLFDSAGTATEAGAALLQGRVPDRDAEVLAAATAGGLVCLGKTHMTELAFSGLGLNPVTATPPCINDPKGAPGGSSSGA
AASVAFGLAAGAIGSDTGGSVRIPAVWNDLVGLKTTSGRVSLKGVVPLCPKFDTVGPLTRTVEDAALLLAALEGGRPADL
SEPSLKGTQFLVLETVALDGLRDAPRAGFNHAIGRLAEEGATIVRGQAPEVAEALALAGVLFATEAYGTWRTMIEAEPEK
MYPPVLDRFRGGKAFSGADYVAAWQLLDRLRATWAARIAGYDAVLLPTCPILPPNVDRLLADSEFFMAENLLALRNTRIG
NLMGSALLTLPTGVPSTGISFLGLPMSEERLLRIGAAAERALT
>MBL3577366.1 FAD-dependent monooxygenase [Rhodovulum visakhapatnamense]AB19
MTYDSEILIVGGGLNGPALALALARAGLSVTVIDALPRADRSGDRFDGRSYALALGSTRLLSAIGVWPGLVHRSQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRQAMLDALDTEPRITTLSGETVIAQETDATGIAVTLASGRRLR
GRVLVGCDGRRSGTAQRAGIRRTGHEYGQTALVCAIAHEHPHNGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEVLRPRFGDFLGEIRLEGERFTYPLSLTLADAFCAPRLALLGDAAHGVHPIAGQGLNLGLRDVGALAEVLV
GAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPGLRRRFIREAAGLTGALP
RLMTGRPL
>MBL3577367.1 tryptophan-rich sensory protein [Rhodovulum visakhapatnamense]AB19
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPNWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWLSVLAMAISFWRVDMVAGLLIAPYVVWTSYAWALNFSIWRRNRGAAQPAGA
>MBL3577368.1 phytoene/squalene synthase family protein [Rhodovulum visakhapatnamense]AB19
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPALALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYDYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRVYLPLQWMTEVGLDVDEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGLAELPFSCRPGIFAARH
IYAAIGREVRRADYDNITRRAYTSKGQKLGWLIWSAAQAMVASVMPRSAVLYGKPLSECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERARRGATLEQYRREAI
>MBL3577369.1 phytoene desaturase [Rhodovulum visakhapatnamense]AB19
MMTRVDPALADEAVRAKRPHAVVIGAGLGGLAAAMRLGGKGYSVTVVDKLDVPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RDLWSACGRDFDKDVTLVPMDPFYEIVFPDGERFRARQDTEQMRAEVARLSPGDLAGYDQFLKDSEKRYWFGFEGLGRRP
MNEWKELAKVLHTFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSHLEKEFGVHYAMGGVAAI
AKAMAGVIEDQGGVLRMQTEVDEILVKKHKAAGVKLASGEVLDADVVVSNADSGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGMWKDVGHHTVLNGPRYKGLVKDIFFNPEELADDMSLYIHRPSVTDPTAAPEGDDTFYALSPVPNL
HADHPVDWTANAERYRKMVLNFMEEKLMPGLGQHVSTSLVFTPNSFQARYLSPFGAGFSLEPRIFQSANFRPHNISEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADRVAAG
>MBL3577370.1 spheroidene monooxygenase [Rhodovulum visakhapatnamense]AB19
MQVVTISFFRYDNWASRLEALSQMARGRYALKTVPGLEFFKLLGTGSDEGFNPRPNVNVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCEAYTIYLSPTSARGMWSGVEPLKVTEKAEPGPLAVLTRATVKLPIALQFWKHVPQIQKEVAADPTCVFHM
GMAEVPWVQQVTFSLWKGAGTMAGFAHGETPHGHAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMALLKSDAKPAAP
APAAPPATEAPAAKEPAAEKPAKPTKAPKKSRGPKKSKVTA
>MBL3577371.1 magnesium chelatase ATPase subunit I [Rhodovulum visakhapatnamense]AB19
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIHAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVTSPKDIDTRIEVIRRRDTYEMDYEGFMEKWRPADAELRDRI
VAARGHLKTMASDESVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVTRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGESA
>MBL3577372.1 magnesium chelatase subunit D [Rhodovulum visakhapatnamense]AB19
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGILAEPAILVLPMAERTQPGLAARLAGAMDQGTGHCLIAMDEGAEPQETLPTALTDRLALHLDLDALPWGQTERIAM
DTDALAAARARLPGVRAGDKVLEDLTVLAVRLGIDSLRAPMLALKAAKALAALAGNDAVDQDDLTAAVQLVLAPRATQFP
EEPAEDDQPPQDDPPPPDPEQGDRDQNEGEAQSLDDLPLQDILLEAAKATLPADLLANLAAKKAQRAGGGISGAGAKRKG
NRRGRPIPARRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALADTLGAPYIPLPRADANRLSTA
VSAALDA
>MBL3577373.1 alpha/beta fold hydrolase [Rhodovulum visakhapatnamense]AB19
MDWDRDGKDWPNREFSRFVRHRPHYWHLQVAGNGPVVLLIHGTGGATHSWRDVLPILAERYRVVALDLPGQGFTRLGARQ
RCGLDAMSRDISALLDGEALLPDAIVGHSAGAAIALRMVRDLKRPPKALVGLNAALESFKGPAGFVFPMMARMMALNPFS
ASEISRWLGTAAGVEYMIAGIGSELSPEGLALYRRLVADRHHTDATLAMVAQWSLDGLQHDLPSIDVPTLLIVGEDDRAV
PVSGSVRAAARLPRAELARFPGLGHLAHEEAPEAVTARIEAFLDDRL
>MBL3577374.1 hypothetical protein JMJ92_04245, partial [Rhodovulum visakhapatnamense]AB19
MTEPLSHDTDAALIAAARSYFAARRARVPAFARRRFGVVGALRLHRHALGWDVLRAPVNVLLSPVLILTRLGAWGAGRLG
ARRVAAWLGARQILL
>MBL3577375.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum visakhapatnamense]AB19
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLLNGGYGDPVGGAQVLDLFAGTGALGLEALSRGAAHVTFVD
DGTTALALVRENVALCRAEADCTILRRNATRPGPAPEAPATLVFLDPPYGKGLGEKGLAACLAGSWIAPGALIVWEEGAA
VTPPEGVELLDNRRYGETGISILEVR
>MBL3577376.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEPAPPYQRPPLSKKYLLGEMPLDRLYLRPPAFYAEAGIDLRLGETV
IAIDRARGRVVLESGEIGYDMLALATGAAPRRLPADKGGALAGIHVVRTLADVDAMAPAFRSGARALIVGGGYIGLEAAA
VASRLGLKVTLTEAAPRILQRVAAPETSDWFRALHAAHGVEIREATGLTRLLGETRVTGAELADGSIIEADFVILGIGVA
PATALAEAAGLTVEAGIAVDAMGRTSDPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGADTPYDPKPWFWS
DQYDVKLQIAGLNLGYDRVVVRPGDRAGSLSHWYYRGTELLAVDAMNDPRAYMTAKRLIEAGRSPDPESVATGDLKALMA
A
>MBL3577377.1 peroxiredoxin [Rhodovulum visakhapatnamense]AB19
MAISEGDRLPEASFTEMGADGPGAVSLSGKLKGRKVVLFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIACIAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMDFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MBL3577378.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum visakhapatnamense]AB19
MTGRLTGDARKLELSPLLAHGWSEVEGRDAIAKTYEFGDFVSAFGFMTRAALWAEKMNHHPEWSNVYKTVEVTLSTHDAG
GLTMKDVDLARKMDALA
>MBL3577379.1 N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MRASELEADQVEIEVLTSIDQIEEDQWQACACPEAADGGRPEDPFTTYGFLAALEHSGSVGPGTGWQPHHLVARDGSGVF
AVAPLYAKSHSQGEYIFDHGWADGYERAGGQYYPKLQIAVPFTPATGRRFLTRPGQETRGRAALVEGAVRLAAQNALSSV
HITFCTEAEAEAGREMGLLHRVTQQFHWENRAYADFDAFLATLSSRKRKNIRKERATAAAFGGTIRALTGDAIRPEHWDA
FWRFYQDTGARKWGTPYLTRACFDRLHETMREDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGAVEDHPCLHFELCYYR
AIDFAIAHGLDTVEAGAQGMHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQE
>MBL3577380.1 phosphodiesterase [Rhodovulum visakhapatnamense]AB19
MTPLPPAFLMAPIAHRAFHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGTIPLSGGTEGIPTLDRVLDEVAGRVPLLIEIKDQDGSMGAAVGPLERAVAAALGGYDGPVALMSFNPHSVAALAEAAP
DRPRGLTTCAYEARDWPTLHAPVRDTLRDIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTIRSPADEAIARTV
AANVTFEGYAAARPA
>MBL3577381.1 RidA family protein [Rhodovulum visakhapatnamense]AB19
MSGKYEARLAELGVTLPDAPAPAANYVPYVTSGALVFVSGQISARDGAMIQGKLGADMDVAAGAEAAKACAISLLAQLKA
ACDGDLDRLVRVVKLTGFVNSTPEFGDQPKVVNGASDFLVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MBL3577382.1 VacJ family lipoprotein [Rhodovulum visakhapatnamense]AB19
MRKATLWSGRLAVLSTVLFLSACAHPEAPGTIRDPYESRNRQIHEANKSLDRGIFRPVSTAYGKSVPRPVRTGVSNFASN
LSLPGAMINSLLQFRPGDAVQNGTRFLINTTVGLGGILDPATRMGATKVDTDFGETLYVWGMREGAYVEFPVLGPMTERA
MIGRAVDFAMNPLRPLANSEERNVMTGTGALRGADARYENSDLVDSVLYESADSYAQSRQIYLDSRRHKLSRNQETDYFD
PYEDPYADPNPE
>MBL3577383.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MQTPTPSKPATSRRSLLLTGLAAGAALTLPGLVPGRALALTADEASQLIDRVIGDINRVINSGKSESQMFPEFEQIFARY
ADVPVIARSVLGVAARQASPAQLNAFTSAFQGYIARKYGRRFRDFIGGEIKVNQARQVKNFYEVKSTALLRGQSPVEVVF
LVSDRSGSNRFFNIFIEGVNMLASERTEIGALLDKRRGDIGALTRDLRALG
>MBL3577384.1 PBP1A family penicillin-binding protein [Rhodovulum visakhapatnamense]AB19
MGSTGRRPPPLVADRRYPKKTARKAQPSGRKPRTRSGGGSGGGRRGGRARRGNPLVRAISGLFRGLFRSLLGTAVRLALL
GVVAIGCGVFYFQQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGIS
PRGIAGAIRINLAEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKTEAAYEADCRRTTLGRKIKEALYAMAMEVKYSK
DEILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNVSEAAMLAGLLKAPTTYAPTNNLQRSRDRANLIIGLMQDQDYIT
PKQAAIAKANPAKLSEAAESRAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDARIQKAAEDALKEVFETKVKDGSKAEA
AIIVMSADGAVRAMVGGRQTAVGGFNRATMALRQTGSSFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPDNYDH
KFRGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLQADLAAGPALALGASESTLINMTGAYAGILNGGSSVTPY
GLTELRLKGDDTPLMGQEGGMGERVISERAAQSLVYMMWRAVEAGTGHRAKLSDRQVAGKTGTTSAARDAWFIGFSADYV
AGVWMGYDDNTPLKGVTGGGLPAEIWHEAMVRVHEGVPPRPLPMLLPEEAPPPVAGEPGYPGQSAGPGTGGWGQQQPVQD
NRDDGGNLAENILRSVLGAFGARN
>MBL3577385.1 P-II family nitrogen regulator [Rhodovulum visakhapatnamense]AB19
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIAKT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MBL3577386.1 ammonium transporter [Rhodovulum visakhapatnamense]AB19
MANIKHILGLAALTATAAALPALAQDAATAVEAAAEAAPIMDKGDTAWMMTATILVLFMTMPGLALFYGGLVRQKNMLSV
LMQCTLITAMMMVIWVFWGYSFAFGGSSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVG
AFAERMKFSAVLLFIAIWTTFCYFPVAHMVWDGAGLLFNLGALDFAGGTVVHINAGIAALVGAIMVGPRIGLGKENMAPH
SMTLTMVGASMLWVGWFGFNAGSNLEANGFTGLPFINTFVATAAAILSWSAVEALTRGKASMLGAASGMVAGLVAITPAC
GQLGPIGAILLGLIVSPICYFFVATVKAKFGYDDALDVFGVHGIGGIVGALGTGLFGGSMFGGQGGEDYSTIGQTIVQAE
AVLVTIVWCGVVSVIAYKIVDMIVGLRVDTDSERQGLDLTSHGESAYHS
>MBL3577387.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum visakhapatnamense]AB19
MLNRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDAEGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLDAIRT
LVLGEAVPAGRVAAVATPGGTGAVRQALELVRLADRTARVFIPAPSWPNHAAIVNFLGLGEVAYRYYDAEAHALDVSGLL
ADLETSGPGDVVILHGCCHNPTGAELALADWAAIAEVLSRTGALPLVDLAYLGFGNGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALTPDAPARELVRGNLSNLNRQNFAFPPDHGARVVTAILGDADLRADWAAELETMRTRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVAAMRETHGVYVVGDGRINLAGLSETNIPKVAEAMLAAGL
>MBL3577388.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum visakhapatnamense]AB19
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFATDTPRDPRAEYQAAHIPGARFFDIDEIADQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGFPKWRAEERPVEDLPPMVRDRHMTVQRQAGLVK
DVTQVAAASKLGDYEIVDARGTARFEGKDPEPRPGLRSGHIPGSKNVPFASLLNADATMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MBL3577389.1 SsrA-binding protein SmpB [Rhodovulum visakhapatnamense]AB19
MANAKSDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEEGELWLINGYVPPFEQARTWGH
EERRKRKLLVSRKEMARLWSDTQRKGYTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRETEAKRDWQRQKARLLKDHG
>MBL3577390.1 DUF4399 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MYARPATLSPATPFAVSCLVPSLAFAALTALAVPALADDHRTPSPDGARVFIVSPEDGATVSSPLSVVFGIEGMEVVPAG
TDAPASGHHHLIVDAPQEGFDFSQAVPADDHHIHFGGGQTETTIELAPGPHTLWLLLGDANHVPHDPPVMSETIEVTVE
>MBL3577391.1 SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MQRRGPLAAGRADPGHQGPDRRRHAACRASELSGPDGLRPGEVAAGDLGPADGPALRVIGRARTPWGPEDCPKNIGRARE
RGAPAHLELDPAFALALRGLAVGQPVIVLYWMDRARRDLLVQAPRHVDGPRGTFALRSPNRPNTISQSTVTITALDLDAG
RVTVDALDCFDGTPLIDIKPWLPSVDLPPGEAG
>MBL3577392.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum visakhapatnamense]AB19
MIKGSLPALVTPFKDGAVDFDTLKRLVDWHLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEKVGADAALVVTPYYNKPTQAGMIAHFTTLHDCCELPIIIYNIPGRSVVDMTPETMGELAKLPRIIGVK
DATGDLSRVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYGKALELQDRLMPLHI
AIFLEPGVAGAKYALSRLGKCSEEVRSPLVGLTQGTKDRIDAAMRHAGLLN
>MBL3577393.1 lytic transglycosylase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRALILLFLISLAAPVLAAEPSALSRAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLDDYRAFLARNPDWP
GLDKVRTSGEGAIGAGDDPAAVVAFFGGRAPVTGEGALRLVEAEAALGRTGEARAAAVAAWQTLPLSEAAQSAFLARFGR
TLAGQHVARLDTLLWEGHDISAGRMLSLVPEGWQKLAAARIALRNQDPGVDARIAAVPTSLRNDPGLAYERFMWRTRKGR
GEDAIALLDERSASAQSLGRPALWAGWRRYYAHQVLREGNPKLAYRLASRHHLSAGASYAELEWLSGFIALRFLDRPETA
LTHFRAFEAAVRTPISLGRAGYWEGRALEAMRHPQEARAAYAMGAQFQTGFYGLLSAERGGIAMDPSLAGHDYYPDWRAQ
PFARSSVIAAAFLLHEAGEKNLVEMFLTHLAESADPAGQRALAGLALELNDHHVALRIAKTAAETGNVMVEAYFPVTEIA
RTQHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPSYNARLGAAYLAHLVEEF
GPNPVLVAAAYNAGPSRAHRWVSEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTEALPIYRARLAGQTGAVTLSKELKA
N
>MBL3577394.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MLDTTNADRVSAVLAAFGDALEQGDIDRAVGLFTEDCYWRDLVSFTWNIRTVEGPQEVAAMLRDRLAATGPRGWALAEGE
IPTEEDGITTAWIRFETGLARGYGLIRLKDDRIWTLLTTMVELKGHEEPKGVNRPLGAKHGAGKDRTTWKEEREAEDQAL
GRTVQPYVLIVGGGQGGIALGARLRMLGVPTIIVEKNDRPGDSWRKRYKSLCLHDPVWYDHLPYIKFPDTWPVFSPKDKI
GDWLEMYTKVMELTYWTRSTCTSASYDETAKEWTVTVDRDGEEVVLRPRQLVLATGMSGKPNIPDFPGRETFRGDQHHSS
QHPGPDAYRGKSCVVIGSNNSAHDIAAALWEHDAKVTMVQRSSTHIVRSDTLMEIGLGGLYSEQAVQAGITTEKADLIFA
SIPYAILHEFQIPLYEQMHERDRAFYEALEKAGFWLDWGEDGSGLFMKYLRRGSGYYIDIGASQLIIDGEIALKRGQVSE
IVEDGVMLADGTHLKADLIVYATGYGSMNGWAADLIGQDVADKVGKCWGLGSDTTKDPGPWEGEQRNMWKPTRQEGLWFH
GGNLHQSRHYSQFLALQLKARMEGLPVAPWGVPEVHHLG
>MBL3577395.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MTQQNTRLGIMLMIATTFVFSAQDVLSRHLADLYNIPMVVMIRYWFFAAFVLVLARRNAGSLAAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMVAALSGPVLGEKVGWRRWTAIGVGFVGVLVILAPGVRVFSPLALIPLTAA
ILFAVYGLLTRYVAREDSAATSFFWTGTAGAVAATLGGVWSWEPMTAIDWGFMAGLCVSGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASVFGLTVFHETLRANVVAGAVIVVGAGLFTAWRERVRARP
>MBL3577396.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum visakhapatnamense]AB19
MDWREGGVPVSVRFDDPYFSIADGLAETRHVFLAGNGLPGRFVPGFHIAELGFGTGLNLLAALIAWRAAGVPGPLRFTSF
EAFPMAPEAMDRALRAFPEARAVADPLIAAWAEGARRIETDDLHAEIVEGDARETLPRWPGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPNGTAATYTAAGFVRRGLAEAGFEVTRQSGFGRKRHMTTARLR
>MBL3577397.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MAPVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLLAAGAFWAEVEA
TSGRCTGYGRVGRYQPIADDKALARARARAVEAETLWRGQAAWRVIRAAEAEGLVPETPFGWLVHDTLSARIAPRAACAA
LAEAIRALGGEVSCGAEGPLEGLVIWATGYPGLAELSADLGHQVGSGVKGQAAILGHEAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIARAREVCPALAGAEVIERWAGVRPRARTIAPMLGPWPGRPGQFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MBL3577398.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum visakhapatnamense]AB19
MGMVFLLIVGAAAGFLATRIMRVEADVLTTVALGVLGALIGGVLIRILLTITGAMAGLVGAVLGAMALIWAYQTYIGRR
>MBL3577399.1 type B chloramphenicol O-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MENVFESPFRGITLDRQVTNPNIKVGKYSYYSGYYHGHSFDDCARYLLPDEGVDRLLVGSFCSIGTGAAFIMAGNQGHRS
DWISTFPFYWMSEVEAFGGARNGYRPAGDTVIGNDVWIGAEAIVLPGLTIGDGAVIGTRAVVTRDVEPYAIVAGNPARTL
RKRFEDRIVGLLQEMRWWDWSEDQLRDAMPMLTSGDVEGLYLHWKAHIRA
>MBL3577400.1 methionyl-tRNA formyltransferase [Rhodovulum visakhapatnamense]AB19
MRVTFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGKKDRPTPVHARAEELGLMVRHPKTLRTEEQDVAFASLDPD
VAVVVAYGLILPRQILEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMRMEEGLDTGPVLLREATPIGPEDT
TGELHDRLSAMGARLIVEALEKLRDLPPQDQPGDGVTYAAKIDKAEARVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEGTAAPGTVLGGLTVACGEGAVEILEAQRQGKRPMRATEILRGFPLPERLG
>MBL3577401.1 peptide deformylase [Rhodovulum visakhapatnamense]AB19
MIRPILHWPDPRLATPAAPVEAVTDEIRAIWTDMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNEMRGAAVRLANPEIV
AASDDLSAYDEASPCLPGVDATVTRPARVTVRFLNEQGEPETREFSGLWATSVQHQIDHLAGRMYFDTLSRLKRDRLLKK
ARKLGKR
>MBL3577402.1 peptide deformylase [Rhodovulum visakhapatnamense]AB19
MSVLPILHWPDPRLATPCQPVGQVTPEIARLAQEMLDTMYAAPGRGLAAPQVGVLKRLFVMDVNGAAGPRSPRIFVDPVI
EERAADTMTGPEGCLSLPGIVAEVERAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYRA
>MBL3577403.1 peptide deformylase [Rhodovulum visakhapatnamense]AB19
MSIRPILIHPDPRLKTVADPVSDITAELQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGVRPKPFAMFNPE
VVWASDDRNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDKFTGLWATCVQHEIDHLEGKLFIDYLKPLKRQLIT
RKMVKLKRERGRA
>MBL3577404.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum visakhapatnamense]AB19
MNFDEIIDRRGTHSSKWDMMEPIYGVPAADGLAMWVADMDFRPPACVAEALRGMLDHGIFGYFGDDRAYKEAIGWWMKTR
HGWEVDPAAIFTTHGLVNGTAICVDAFTAPGDGVVLFTPVYHAFARVIRAAGRTVVECPLVNRGGRYEMDFAAYDAQMTG
AETMVILCSPHNPGGRVWTRDELQGVADFAKRHDLVLVSDEIHHDLVYPGAPRHTVMDLVDDSVRDRLVMLTATTKSFNI
AGTHTGNVIVPDPALRAKLAARMAALGLSANSFGMVMATAAYSPEGAGWIDALMTYLDGNRALFDEGINAIPGLSSMPLE
ATYLSWVDASGTGMSSEEFTRRVEADAKIAVNHGATFGTGGEAFLRFNIATPRARVAEAVERLQKAFADLQ
>MBL3577405.1 glutathione S-transferase family protein [Rhodovulum visakhapatnamense]AB19
MGYLKEGRWESGWYDTESHGGRFVRSTAGFRNWITPDGAAGPSGSGGFAAESGRYHLYVSYACPWAHRTLIFRALKGLEP
HIGVSVVHPDMLDDGWTFDTGFPGATGDRLYGLPFLRDIYTRAKPDVSGRVTVPVLWDTQRQTIVSNESSEIIRMFNSAF
DGLTGNRDDYWPEDLREGIDEINARVYETVNNGVYKAGFATSQGAYDEAVHALFDSLDWLEDRLSTRRYLMGARITEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWAYTRELYQWPGVAATVHLDHIVRHYHYSHDTINPNRIIPINPQIDWTEP
HGRDRLKAA
>MBL3577406.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]AB19
MRLSPSLPVLCLLSLGLAPGAPGGAWAACGGDFGGFVAGLRDEAVRRGHDAGAAQRFLVGVRQDPAVIRADRAQGVFQRD
FIDFSRRLISQSRLDNGRQNAARYDAVFDKIEQTYGVSRGVLLAFWALETDFGAVQGDFNTLNALVTLAHDCRRPDLFRP
QVFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVLLKTSAPDALMSAAKMLKGLGWRANEPWLQ
EIVIPANLDWAETGLDHGKRVSDWARLGVRARSGSLGPGNLPASVLLPMGRNGPAFLAYPNFRVYFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPEPGLSGPEMKALQQKLSRRGHDVGGIDGILGEKTREAVQAEQIRLGLPADSWPTRALLDRL
>MBL3577407.1 YbjN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTRPFSARWALSLCALSLCAGAASADVIASDPDTVLKALRAEGLAATMETDDLGDPKIVTHLTGKSNTEFSVLFYGCTDN
TDCSSIQFYVAYDMPDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILAEQGVDDKLFATTIDLWRQSIDAFEDFIG
W
>MBL3577408.1 YbjN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLRDAGFTDSMGVDPHGDPMIEARARGTNFTVLVFKCSLNSDCGTGQFITRYALQQPLDPAAMNWWNNIHMFAKAVVDDA
GEPAVIVDVNPDHEGMGYRSLPNTCEIWSEARQVFEEHIGS
>MBL3577409.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MRFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGENRPTAMRGGGMEDVIFAGTSTRSARNFAEV
SLQIDNADRLAPAGFNDSDMLDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGATSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLAQLARQAKQAARYRAIAEELRRAEGTLLFRRWQEA
DTARAAAEAALTERTREAGRAETAAREADRLRSEADTALPALREEEAIAAAVLQRLSVQRDALVQEDERARQAIQTLTGR
IDQMTRDIEREAALNRDAGETLERLETEAAELSAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDMARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVTAAEANLAAARAAMDEAAARQDAAQDRAEEAEARLIATDEARAEIQSREAEARA
QKSSAEGEAGALRAEVGALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPVVQDGAASGWLALPPYPSEPPL
PEGTAPLSAHVAVPEALIRRIGQIGLVPDAETGARLQPALGPGQRLVSPAGDLWRWDGFRAAAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAGTASEAHEALSRELQAATEADRAAREARREADRALADLGRALSRAEADRQMAESRLETARMAVLRH
EDEATGARLRLSEAEGQLSSLGDLDAARARLEDVRTTVEAARMTMIARRAAHDELKRDGEARTKRLAQIVREAQTWRQRL
DTAGTRVAELESRKAASEEELDRAAALPEEIAERREDLAGQIETAETRRAAAAEALAAAETRAREADHAAREAERRAGEA
REARAATEARAEAARETVAQASARIAEELETTPADLLDKLGDDPDRMASAEAIEHEVTRLKRQREALGAVNLRAEEDARA
VQEEHDSLTAEKHDLDEAIRTLRSGIASLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHAVTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MBL3577410.1 tRNA 2-selenouridine(34) synthase MnmH [Rhodovulum visakhapatnamense]AB19
MPVSLVSLTDLAALDFDEILDVRSPAEYAEDHIPGAISLPVLSNEERARVGTIYTRQSPFLARKIGAAIVARNAAMHIET
ALADKPKGYRPLVYCWRGGQRSGAFALILSQIGWRAETIEGGWRSYRRLVQEALYGSPWPAPVVLLDGNTGTAKTEILGL
MRAAGMQVLDLEGLANHRGSLFGAMPGGQPAQKGFETALAMARAALDPLRPVVIEAESSRIGHLNLPRGLWEAMKAAPRL
ELSVPLAARAAYLARRYRDVTDDPARLLATIDGLAPQHPRARIEAWRALAGEGAFEALAAGLMADHYDPRYGRQRARFED
RPTRRVTLDGLDPGALASSLPGLMAEIDALARL
>MBL3577411.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MNPHLVLIGGGHTHALVLRALADRPATGLRLTLIDPEPRAAYSGMLPGFVAGHYRLDQLQIDLARLARAAGARLIRGRAE
GLDRAARRVHVAGQAPIPYDIASLDIGIASDLPGLPGFAAHAVPAKPLTAFAARWQTFATEAASGRAGPRIAVIGAGVAG
VELALAAQHRLARAGCAPEIALLDAGREILRDVRKGARAALTDRIARLGIALRTGVRIARIEAAGVVLDSGETIPAALVI
GAAGTRPQGWLAGTGLHLTDGFVTVDETLRAVSDPAVFAVGDCAHLSHAPRPKAGVFAVREAPVLRENLIAVLTGRPLSA
YRPQKDYLKLISMGEKRAAADRLPLRIEGRWVWRWKDRIDRRFMAQFHDLPGA
>MBL3577412.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MNVKALFLALLLPLPALAQGFAGLGTSEDGFALPSRDTRLQFPVDHGAHPGFRIEWWYVTANLKGADGQDYGIQWTLFRN
ALEPGDPGQGWQTRTAWMAHAALTSARGHRTAERLARGGIGQAGVTLAPFRAQIDDWQMATTAIPGADPLSALGLTATGT
DFAYDLALVATGPLVLQGEQGYSVKSKDGQASHYYSQPFYKATGTLVFPDHSVAVEGQAWLDREWSSQPLAGDQTGWDWL
SLHLDGGARLMVFRLRSAQGDYSTGTWIAPDGTPTPLPPGGVEMIPGATTRVAGREIPTAWRVRLPARDLDIAISALQPQ
AWNDTRVPYWEGPVTATGSHPGAGYLEMTGY
>MBL3577413.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MIRAAFTALLSHWRRHPLQLAGLFFGLALATALWSGVQAINAEARQSYDRAAAVLSQDRLDSLAAGNGQNFDQKVFLDLR
RAGWLVSPVLEGRWSHRGVPVRILGVDPFTLPSGSLPDAVTGQDRATDFLSAEGLAFAAPQTVDELTRIGAEGLPPLVAA
EGMAPGILFVDIGVAQRLLRAEGQITRLLVAPDQPLRQRPLSEVAPTLARQTPVEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPIFRTLRALGLPLRTLVGLLAAEIMGFALVAGIAGIALGYVIAAGLLPNVAATLRGLYGATVS
GSLSLRPEWALAGLGMALAGAGAAAAQSLWRLARMPVLAPAQPRAWTRASARSLGWQTGLAGLLALIALAAALWGEGLVA
GFVLLGALLLSAALVLPGALAMALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTARTEDEARRLADWLAPRSEALLPIWKIDGTILGRPGEVYGVADHRTYPDHWPMLLGDQTVWQTLARG
EGAIVNEQLWRRAGLHLGDPVPLPGGASRPLVGVYADYGNTRGQVILGVADLVALYPDIDRLRYAIRTDPAKVPALRDAI
EDAFRLPQDNMISQQEVKTISLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRALLLAALTMVLAVPVGLLLAWVLLALINVEAFGWRLPMHLFPRDWLWLGALALVAAALAAAWPAWRLSRLAPVHLLKV
FADER
>MBL3577414.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MILSLTGVGKAYETGGTRVEVLRGVDLAIGPGETVALTGESGSGKSTLLHLCAGLDRADSGRIEVAGQDLTGAPDPRLAA
LRRQTVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDWIAALAGRLGLSALMSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMDLMLELGTEAGAGLLMVTHSPRLAARLGRREHLAGGRLAA
>MBL3577415.1 DUF2892 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTLDRAVMMFAGLMILLSLALGTWASPWWYLLTAFVGLNMMQASVTGFCPAAMLFKRFGIRPGTVFD
>MBL3577416.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum visakhapatnamense]AB19
MSHLSKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILIEDETGREKGGAE
LASVLRTYLK
>MBL3577417.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum visakhapatnamense]AB19
MHDHPHDHHHDHDHHHGHGHAHGSDAGLCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGAVFGSMALL
ADGWHMATHAAALSIAAVSYMVARRHAHDPRFTFGTGKLGDLAAFGSAVVLGVVALLIGWESLMRLVDPVGIHFGEAIAV
AVIGLAVNVGSAVLLHQGPHDHGHGHSHDHGHGHAHEVDHNLRAAYLHVLADALTSVLAIVALVAGRAFGWVWLDPIIGM
LGAILIARWSYGMMRDAGGVLVDFVPSSETLPERIRAAIETDGARVVDLHVWQLGPGHRAAIVAIADDAPRPASDYRKRL
AHLPRLSHVTIEVETA
>MBL3577418.1 SLC13 family permease [Rhodovulum visakhapatnamense]AB19
MSLDQILVLALLVIVFLSFVKEIYPPEVTALAASAALLATGIIQTGDFLTVFGSSAPITIAMMFIISAALERTGVLAALG
EFMTARAGGSYLRALLITMTVTVLASAFMNNTPVVILLAPVMISVASSVGVSPSRLLMPLSFAAIFGGTLTLVGTSTNIL
MSGVARDAGQPPISMFEMTLPGLVFVLVGMAYMTFAGRFLLPDRQSLAHLMGRETRRRFLARLLIPAGSRYVGKRLDELP
FNTAETRILDVIRGEVSMRRSLDGLVLEPGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
TLRGRSLAEVRLRRRYGVYVMAVHRADRNLSDRIDDIRLQFADTLLLEGPPEGLRRLVEDGGVINLSAPSERPMRRARAP
IAIATMAAVVGLAAFEVMPIAGLAVIGAVVVMLTRCVDPEEAFSAIDWRILFLIFGMLGLSQGMEETGAAKLIVDWVVGL
MGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLATQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNILFAVVAVGVIPVFFPF
>MBL3577419.1 3-oxoadipyl-CoA thiolase [Rhodovulum visakhapatnamense]AB19
MAEAFICDALRTPVGRYGGALSGLRADDLAAVPIAALMARHPGVDWALVEDVILGCANQAGEDNRNVARMAALLAGLPVE
VPGTTVNRLCGSGMDAVGLAARTIRAGDADLMIAGGVESMSRAPFVMAKADTAFSRRAEIHDTTIGWRFVNPRMAAAHGT
HSMPETADNVAAEFAISREDQDRFAAESQTRWAAAQAAGVFAGEIVPVELPQRKGPPLRVETDEHPRPGTSAEKLAGLKG
VNGPGLTVTAGNASGVNDGAAALIVASEAAAVAQGLAPRARIVAMAAAGVPPRIMGMGPVPATRRVLEKAGLSLAQMDVI
ELNEAFAAQALAVLRALGLPDDAPHVNPNGGAIAIGHPLGMSGARLVATAANQLARSGGRYALCTMCVGVGQGIALILER
V
>MBL3577420.1 1,2-phenylacetyl-CoA epoxidase subunit A [Rhodovulum visakhapatnamense]AB19
MYAQMVTSEGGKARDEMTPEERAFQDRIDRGERIEPKDWMPEGYRKTLIRQIGQHAHSEVVGQLPEGNWITRAPTLERKQ
ILLAKVQDEAGHGLYLYSAAETLGVSRDELTGMLLAGKMKYSSIFNYPTLTWADIGAVGWLVDGAAIMNQVPLQRTSYGP
YARAMVRICKEESFHQRQGYSIMMTMARGTPDQKAMAQDALNRFWYPSLMMFGPSDADSVHSAQSMAWKIKINTNDELRQ
KFVDQTVPQARFLGLEIPDPGLAWNEEKGGHDFSQPDWSEFYEVLKGNGPCNAERMEARIEAWEDGAWVREGLMAHAEKR
AAAHAAE
>MBL3577421.1 1,2-phenylacetyl-CoA epoxidase subunit B [Rhodovulum visakhapatnamense]AB19
MSSEWPLWEVFIRGQHGLNHRHVGSLHAPSAEMAIQNARDVYTRRNEGVSIWVVRSNDIAASAPSDKGPLFEPSNAKVYR
HPTFFDIPDDVGHM
>MBL3577422.1 phenylacetate-CoA oxygenase subunit PaaC [Rhodovulum visakhapatnamense]AB19
MPALPETTIPADAVLFETLLRVGDSALILGHRVSEWCGHAPTLEEDIALANVALDLIGQATLWLGLAAEIEGAGRDADAL
AFRRDAGGFRNLLLAEQPNRDFAVTVMRQFLFDAWHAEMLAGLAVSTDPRVAEIAAKAQKEVAYHLERSETLVIGLGDGT
PESHARMQAALIRLWPFTGEPFQGDATDVAAAAAGLAPDPAALEPAWSARVEAVLAEATLTRPDGARFRSGGRSGVHGEA
LGLLLAEMQFLQRAYPDARW
>MBL3577423.1 phenylacetate-CoA oxygenase subunit PaaJ [Rhodovulum visakhapatnamense]AB19
MPAGDTVDRPATAQVWAWLAELPDPEIPVISLTDLGIVRDVAWQGDTLVVTVTPTYSGCPATGIISLDIERALRERGIGK
LRIDRQLSPPWTSDWLGPEAREKLRAFGIAPPVPGSAATPGAARARSLADGLSVACPRCGSDRTERLSQFGSTPCKAAWR
CRDCLEPFDYFKCI
>MBL3577424.1 phenylacetate-CoA oxygenase/reductase subunit PaaK [Rhodovulum visakhapatnamense]AB19
MARFHPLTVTDIRRDTRDAVVLTLDPAEADRAAFAFTQGQYLTFRRAFDGEELRRCYSICSGLDDGCLRVGIKRVAGGAF
STWANEALKPGDVLEAMPPMGKFHAPLDPTAARHYLAFAAGSGITPVLSILRTVLSREPGARVTLVYANRQVSSIMFREE
LEDLKNTHLGRLAVIHVLGSETQEIDLFTGRIDAQKMDRLFAGWIDAASVDLAFICGPQAMMLTVADGLRRHGLTDDRIR
FELFLSTQPGRARRRAVSVVQADSANATETSVTLDGTTRSFRMPKTGQSLLEAAIAADLDAPFSCKAGVCSTCRAKVLEG
EVEMLTNHALEDYEVRAGYVLTCQCYPLSDRLVVSYDE
>MBL3577425.1 phenylacetate-CoA oxygenase subunit PaaI [Rhodovulum visakhapatnamense]AB19
MTEISLDDYLARGGKLTAPTNVPARYRGELLRLMSSFVDSELAGSAGFADAINRAPGIRERIAASRIVLEKADHAERVLD
LMSAFGTDKTRYEQAHDWAARGPREAQIGAHRQGADMRLSVFHYPLQGWVDAVAMNVLMGLATGVQLAELARASYTPFAE
AIREIAPREARHAELGLEGLAKLVAGPAGRAEAQDAIAYWMPRVAATFGQADSPRFETLRRMGLRHRTNEALLAEWRALA
EAELSRLNLN
>MBL3577426.1 phenylacetic acid degradation bifunctional protein PaaZ [Rhodovulum visakhapatnamense]AB19
MDGSATIPRRLESYLSGHWQAGAGEGATLLDAATGRPVARIGSEGLDFGAALDWGRRTGGAALRAMTIHERALMLKALGL
RLMELKEEFYAESLHTGATRADGWIDIEGGIGTLLTLASKARRELPNTRVLTEGPVEPLSRDGSFAGQHILTPLTGISIH
INAYNFPVWGMLEKIAPSLIAGVPCLVKPASQTAYLTELVVRRIVETGILPAGALQLVAGSAGDLLDHVTGQDAVTFTGS
AATGQMLKRHPALVAQATRFTMEADSLNASVLGADAVPGTPEFDLFVREVAREMTAKAGQKCTAIRRVLVPAGLEDAVIE
GLAARFAKTPVGLPGDAEVRMGPLASLDQRAEVRARIAELATEARIVCGDAEAVSVVSGDAGAGAFLNQVLLHCADPFAA
KAVHDVEAFGPVATLMPYGDAAEAVALARRGKGSLVASVFTDDPDLAAEMVIGMAPFHGRVMIGNRASAKSSTGHGSPLA
PLVHGGPGRAGGGEELGGMRAVRHYMQRTAVQGAPRLLSAVTGRWIEGAAARTGAHPFRKSLAELQIGDRVTTASREVTK
ADVEHFAEFTGDTFYAHMDSEAARANPFFEDRVAHGYLIASFAAGLFVDPAPGPVLANYGVDNLRFLTPVYFGDSLSVCL
TCKEINPRETAEYGEVRWDCRVTNQKDETVALYDVLTLVAKTWPQAGE
>MBL3577427.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDKPQSLWAATARPGPDLSALAESRRTDVLVIGGGFTGLSTALHLAEAGVAVTLLEAETPGHGGSGRNGGQVIPGLKDD
PDGLDALFGPAATAFAGGTADILFDLVARHGIDCDASRDGWIQASLKDSHLPALERRMAQWQVRGAPVEWLDAQAIAEAT
GTRRFRGGWRDLRAGRVHPLNYVQGLAAAARRTGADLFAHSRVVEIRRTDAGWQARTQSGATVTADRVVLVTNAYTPPNL
YRRIETTLVAANSIQIATPPLPPDLLKRILPGRSVLSESRRVGTYFRIGPGNRLMIGGRGRFSHGGTPADYGIIERELRA
FFPEAARLGVEYRWSGRVGMTADHRVRLFEPDTGMIVAMGYNGRGVALGTAMGKALADHLARGTPLPLPSRKIDPLPFHR
FHRSYGAAAIAWYRLRDALER
>MBL3577428.1 amino acid ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MIRFTDVHKSFGSLEVLKGIDAEVAKGETVCLIGPSGSGKSTLLRCVNGLEDYQQGEIAIEGARVDAHAPSIHQIRTQVA
MVFQRFNLFPHRTALENVMEGPLHVLGEPKAEVRDRAEDHLRRVGLADKMNAYPASLSGGQQQRVAIARALAMRPRAILM
DEPTSALDPETVGDVLSVMGDLAHEHMTMLVVTHEIQFAREAADRVLFLDGGCIVEQGPAADVLTSPQHPRTQDFLRRVT
HPV
>MBL3577429.1 amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MAPLLDRVQDYLPLLTQGLWLTVAVTILALVLASALGLVWAILRTSGRRYLSGPARFVVEFLRGIPILVMLFYIYFVLPE
LGIDLTAFQAGVIGLALIYSCYIGETFRGGIEAVDRGQTEAAKSIGMRHGKMMRRVVLPQAIRIALPPYGNNMVMLLKDS
SQVSVISVAELTMQGKMLASSTFDNMTVFTLVAALYLCLTIPLNMVMRQVERRMGAAR
>MBL3577430.1 amino acid ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKLKVPMLAAAAAMVATLAQAADSLKVGVTTTGIPFTFVDTATQQPTGAMVDLAQAIAEEMNANAAFEITQFSALIPALT
TGKIDVISAGMYATDKRREVVDFSTPVYSYGDALFVAAGDGTAYELDDLKGEVIGAQIGTTFADKLQALGIFKEVRLYDS
LVDIMRDVKLGRIKAGVGDEPIIAFQVSQNPGLGVHLVEGYTPMGKGDVALAVSKDNPDLLKAVDAAIAGMQASGKLDEI
FAKYGL
>MBL3577431.1 cupin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTRSDPNLPDTDPAGTVEADLSLGQAVRRARQGRDMSLKQVADGAGISVGLMSQIERGISSPSIRVLRAICGVLDIPVLS
LFVWDDRPSEREARMIVRADRRRSVDFGDRGMVKSFLTAHDSGALQVMDIVLQPGGGSGEDAYRHVGEECGLVLVGSLEI
WIDGHAFHLNEGDSFHFESVLPHKFRNLSDGRTRVLWITTPPVW
>MBL3577432.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSAPSTAPRKGPTPWLATWQRLMEGVGPEAAPGLRRAILGLLAAAILQGLALASIVPVFTALFSRRDLTDGLVWLAVFTA
LTVAASVLRWRAQGFDYDGQMSAATNRLRLRLGAQLRRMPLETLQESRTGELNSMVLNSVDETLQTTLTILNLIFIAVVT
PFATGIALFAVDWRMALAFLAVFPAILPLYRWRRPAMGRGKRILAQAHQEANADVLEYAQGLPVLRAARQAGSKAERLAK
TFEKLEAIQAYGHRKGEKPNILVASVVELGLVLVLALGAGLVAFGALDLAALAGLLVIVARLSEPLSTFILYTAMVELIE
SALDRIAALMRIEPLPQDDPAEVPDRFDIEFDAVTFRYAQAPDPALKGISLRLPARSLTALVGPSGSGKTTLTKLLMRQS
DPQEGAIRIGGVDLRQIPADRLAGLISVVFQDVYLFNDTVAANIRMARPDATEAELRAAAEAAHCLEFIERLPKGWDTPL
GDIGGRLSGGERQRISIARALLKDAPIVILDEPTAALDTESELSVQRAIDALVRDKTVLVIAHRLSTVAGADRLLVLEEG
RLTAQGRHAELLACPGRYRRMWEAQMRAKDWHLVPAGTSAH
>MBL3577433.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTDPKTGPKTARPGPKLPGAWAIMAPVRGQIRAGMALAVLSSLFGLATLGFLALTVQALMAGQGALACGFMAAAFLCTLG
GYLGRLGAFNQSHYAAFRLERLLRTGLAQRLAQVSLGYVETEGAGGLTKVIHDDVKALHVFVADSTPLYARAYVTPLVTF
ALLLWLDWRLALAALAVLALGMGVLTWAQRRRGEMARAYNDARERVSAAVVEFVQAMPVVRTFDAGHGIFGRYQRALDAY
AQVLARWYRESGFAARFSWVVLAPMPTLAVVLWLGGGLVWAGDLDPLRWLAVLLLCTGMAEAVMPMMMLRHMNEKVKLSI
ARIHEVMAAPVLPEPAPGAEARPQDAGVRFENVTFRYGAGESDALTDVTFEAAPGTVTALVGPSGAGKSTVARLIPRFWD
ANSGRVLIGGADVREMTADTLMGQVAFVFQDTFLFSDSIAANIRLGSPEASMEDVIAAATAAQAHDFIMDLPQGYDTPAG
ERGSFLSGGQRQRITIARAILQDRPILVLDEATAFADPENEAALVAALARLMRGKTVLMVAHRLPTIRDADRILVFDRGR
LTEQGRHDDLVAGGGLYARLWSNYERAQNWSLGQRAPQEVPA
>MBL3577434.1 TonB-dependent receptor, partial [Rhodovulum visakhapatnamense]AB19
MRPTPFAALLGRTSPLALACALAFPAQAQQVPGLEGSYQLDPIILSGEKIDRSIEETASSVSVLTSADIDDKTDAASVQD
AISDVPNVFYTASGGAPVIRGQDAQGPSNGATTFFGGTTPRASINVDGHYLSYNELVYGMASIWDVDSIEVFRGPQTSSQ
GANSIAGAVIVNTKDPTFTPEGAFQLQYGTNNMKRASAVVSGPLSDQVAARLSLDYYGRDTFIDFVNPAYDNGGNDEDIE
YKNARFKLLWAPAEIPGLEAKLTFSHTENSAPTWEAATQGEYDDLENNWTSMPTWEQQVNTWIGDISYDFGNGIELSNQL
QYSNIDVDRLYNPPANGSASIDQESYTNETRLTFGDAASGTSGVFGLFLARTTSDDVLHQGGTSIFDDEKTQLGIYGEVS
HDLTDRWTVTGGLRFQRDHITRSGVPGSVFQMRGLGDLDYDETFEEILPKLSLAYKLTPDVTVGALVNKGYNPGGVNLSM
TLFDYVEFEKETVWNYELFARANLLGDRLLLTANLFYSDFDNSQRLLPDDSLGVASSAAIVVNADEAQSYGLELGADFRA
TDTLRLKGGLGLMQSEIGDFSGPGGTLYTDSDFSYAPGYMVTLGADWDFAPRWTLGGDVRFIDGYYSNDAGDPNYKVDDY
AVANARLTYRMRENIELQAFVTNLFDERTPTYLYADRSNAGEIAAAMLEPREFGIGLGV
>MBL3577435.1 50S ribosomal protein L1 [Rhodovulum visakhapatnamense]AB19
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKDNASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAKAAGADIVGAEDLMETIQGGTIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVATAVQAAKGGE
VQFRVEKAGVIHAGIGKTSFDAGKLAENVRAFVDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSVDVTSATGN
>MBL3577436.1 50S ribosomal protein L11 [Rhodovulum visakhapatnamense]AB19
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYFL
KKAAGLKPVGKRNRPKGSEKPGREVAGSVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>MBL3577437.1 transcription termination/antitermination protein NusG [Rhodovulum visakhapatnamense]AB19
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEEEIEEVLVPTEEVIEVRRGKKVTTERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQILNRVEEGEAQPRSLITYEIGENVSVTDGPFEGFSGMVEEVDDDNQRLKVTVSIF
GRATPVELEFTQVSKGQL
>MBL3577438.1 preprotein translocase subunit SecE [Rhodovulum visakhapatnamense]AB19
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFFVDWLIRSGLQLLLGFFG
>MBL3577439.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]AB19
MELASEKAALVAQKVAVQVTEATSAGAALGGGLAGYLGTGHADRSDIIAMIEGIPAQYDNIFGAWMAGIPGGGTNDLLTG
EGGMNEDGVFAPWWHKGADGGLEFATFNVGADDGWFKVPTTTGKPSITEPYMGEGNFMMTSVALPIRVGDEIVGIAGVDI
GLGDLTAMLDDLSAFEGGKSLLVSQGGNWLTASDPSRLNKPYDDTGADVVSAALADGRMRVIRDMPDRATRLVYPFTAPG
MNTTWAALVDVPAEVFAAPVRAEIARTMVSGALILAMALGTIYLASMAMVRRPLARMLAAVDELASGDYAKPVPGRERGD
EIGAMARSVEALRQGLLDKDALEKGQERSRAEQASVVQSLAAGLKSLSEGDLTRSIEETFGAEYEQLRQDFNATIDTLNA
LMGEIVENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGNAEQSGLVVK
EAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISSSS
DQVESGVALVNRTGEALTDIVERVSNIAELIGEIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAAVTMKQEA
GNLQSLVARFRLKGSAPAVARPRSPSPSAYAEAASSGTGSQPKRAVNDAGWTDF
>MBL3577440.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MPARQLGLDLTIEDGEFTVFVGPSGCGKSTLLRLIAGLEDVSGGQICIDSKDATDVPPARRGLAMVFQSYALYPHMRVRK
KIAFPLRMAKMNRAEIDRRVEAAASVLNLTHFLDRRPGQLSGGQRQRVAIGRAIVREPAAFLFDAPLSDLDAALRVGMRL
EISDLHERLTTTKVYVTHDQVEAMTKADRIVVLRAGHIEQVGRPLELYRTPQNLFVAGFIGAPRMNFIEGEAARRVGART
LGIRPEHIAVSTSGGERSGTVGVSEHLGSDTMFDVHGTGLAETFTVRADGEGGFNHGDRIHMTPRPDAMHRFDAAGLRTG
>MBL3577441.1 3-oxoacid CoA-transferase subunit B [Rhodovulum visakhapatnamense]AB19
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDDMRVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGKMVPGMGGAMDLVTGARRVIVAMVHAAKGDPKIVPECTLPL
TALRRVSLIVTEMAVIEPTDEGLVLRERGPGVAVEDIVAATAARLIVPDEVPEMVLA
>MBL3577442.1 3-oxoacid CoA-transferase subunit A [Rhodovulum visakhapatnamense]AB19
MKRALKPAEAAEMIPEGAVLLIGGFMGVGSPHRLIDALVERGVGGFTVIANDTARPGKDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHIMPVGMIPPDAVKTPGVLVDHILERLI
>MBL3577443.1 acetate/propionate family kinase [Rhodovulum visakhapatnamense]AB19
MSHVLTLNAGSSSLKFGFFRLNGTVEDPDPRIVGSIERIGAGERAHIKAKRQDGFVLIDQEFGRNHVPDHDTALARAVEF
LKEQRPQAKLDAVGHRVVHGGPDYDEPVELTQAVMDRLAQFEPLAPLHQPHNLAGARAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLHQIAPHLHMGRTVVAHLGNGASMCGLMGGRSVASTMGFSALDGLP
MGTRCGQLDPGVLLYMLMNEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSALIREKVCAGMGWIGMELDETRNMRGERIISTDFSRVRILIIPTDEEIVIARAARDTLARRAEA
AA
>MBL3577444.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum visakhapatnamense]AB19
MKITENRTYDEISVGDSAEIVRICTEDDFYVFASASGNYNPMHLGRVDGDGDGATEAVAPAMWEASLISAVLGNLLPGPG
TLYQSQSLIFHERAHAGDELLTRVRVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDALIAQAEPLAPLPTAVVCPEEARSLGGALLGARHTIIAPILIGDPAKIAAAAAEIGASLAGIEIVEATDHDRAAHLA
VDLVAGGRAAALMKGHLHTDVLLKAALRKENGLRAGRRFTHVFVMDVPGVPHPLLVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIKGGMVDGPLAMDNAVDLAAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGATVPIILNSRSDDDKARLASCAVATLHNARLHGLMPARRAAE
>MBL3577445.1 DUF3141 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MMHALIGGSGAMAQDRLALMTAVASAALENADLMREVAGRHGNRMLDTHSTRARDLLAQMRRLMDAARSSGTDLTPASLA
ASYRDYLRDAGERWVLTMDTLRERGDIFREHEAAGCPPVLIYDYEVVIDGADLPHPCNYQLLRILPRDGIEVWDDKRPYI
IIDPRAGHGGGIGGFKPDSQVGVALKEGHPVYFVAFGRDPKPGQTIADVCRAEAEFVREVTRLHPEAAKPVVMGNCQGGW
ATLLLAATNPDLTGPIVLNGTPVATWSGEVGRHPMRYNGGILGGTVQPMLWSDLGGGRFDGANLVTNFELLNPSRNYFRK
YYDIFRDIDQPGARQRFLEFERWWGGFFTLNEPEIRWVVEQLFVGNRLTKNTAMLEPGRPVDLKMIQAPIIVFTSHGDNI
TPPQQALNWILDGYAGVDEIRIRGQRIVYMVHEEVGHLGIFVSSKIAKKEHTEVSSTLKTIEALAPGLYEMRIDAAEGRG
QNRKFLVSFAERTFADLEKISGGRDEEAAFAAVSRMSHIQSEAYDAMVRPIVRASVNPQAAEATRRLHPLRLQRAMMSSM
NPWIAPISTAAEKVRDDRNPAAIDNPFLWAERFAADLTEQWIDFGRDMRDAWYEMSFFALWNTPWARAFGAPEALRRTRK
STAELRALPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSARVLNRDEPFASLTAECRARILHEQTLIATY
DPEGAIETLPKLLRDPEERELAVRVVQYVPGPIDEMAPHTLEMLQRFRSVLGLKPLTADVIDDPLAPPGADAPRATRDAV
EHPGPEDSVSETPKPSGRAKAGAEGKTAE
>MBL3577446.1 enoyl-ACP reductase FabI [Rhodovulum visakhapatnamense]AB19
MFSLEGQTALIVGIANDKSIAWGCARALRAQGARIAVTYLNEKAEPFVRPLAEEIGAEIFLPLDVRNEAEMDAVFAEIGA
RWGRLDTVVHSIAFCPRDDLHGRVVDCSAEGFSLAMDISVHSFLRMIRRAEALMPAGGTCMTVSFAGATRVVEHYNVMGP
VKAALESTVRYAAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPTHHLATIEDVGAYCAFLASREASNVT
GGVHAIDGGYSIIG
>MBL3577447.1 autoinducer binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNRVNKVAELLEALRQGCDTGFVVALHIRFTRPLVMYRTYPQAWCDHYDLNGLVVSDPSVRWGFCTTGAIHWDDPALDDP
AGVFAAARSFGVANGVTVSVGPATSRSLAGLSRASGRFGAAEVQHMVRLVETLHLVLDGIEGEDGPELRALRALGGSAA
>MBL3577448.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDLRKKLTDRLATLAPAGFYVGLRLGFAYPAQEINRLPGDWTDHYARSGLIVQDPVFRWVYARTGVVSWASLAHDDPADV
FGQAAAFGLRFGAVVSVMRPGDSGRRSYGTFARSNRAFGSTEMAELLGIVTRLHAADSGERPLTRAETEALRLQADGLRL
KEISAELDISMSAVKARLANAKRKLGAATTSQATSLARCRGVI
>MBL3577449.1 H-NS histone family protein [Rhodovulum visakhapatnamense]AB19
MPKDLETLTLKELKELRKDVDTAISSFHEREKAKARAVLEATAKEMGFSLDDILGKKARRVKPTAKYRNPENPAETWSGR
GRRPRWLEEALSNGASLEDFAIA
>MBL3577450.1 GDP-mannose 4,6-dehydratase [Rhodovulum visakhapatnamense]AB19
MTRVFITGTAGFIGFHLADLLLSEGMTVHGYDGMTDYYDVSLKRRRLAQLDGREGFAMTEAMLEDNEALSKAVDGFRPDI
IVHLAAQAGVRYSLDNPRAYIDSNLVGTFNVMEAARRQSVRHLMMASTSSVYGANTQMPFAETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVRGEPIDIYNHGDMYRDFTYVTDLVRGIRLLMDAVPERP
ADGCVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGTPAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMP
EGVARFVAWFRANDAS
>MBL3577451.1 hypothetical protein JMJ92_04650 [Rhodovulum visakhapatnamense]AB19
MAVPPSAVSGQTIPHPGAVRLAIQNADAHAPRAKSVVDLQGLRASQSALSRDGTRVRLTSLNPNANGWFLLEIDRPGQRS
EAYHLENPDPLTRDVALSDDPVPAILLTESQTRYKCRPWTVATPELSDARASGLPFAPICDSHLYLRNPVSGARTNLERT
AEFLRDNVWFGESLVGFVKDTLYKDRYLASGEVLTGADPGEVNRLLGRADLRDFPVMYTTMTFDLVGASPERMEMGAWYA
VRGAPGIYASAMQPRMISPEILGRRGETNALDGVESRADVYLVAFDMTNFDIGYETGTEHPRLEWSSRPSRGGQSWNLPG
PDGFNTARPLATMGMVNPEEARRIAATFTGGFKRDHGAFRFGPMAGFNNGHHYGFIVHGTVLSTLQPGLSTLYVLDDGTV
RMKTWAEADDALLPQIRFARQNGVPIIERDPATGNGMVGPLVRQWGAGNWSGSANADLRTLRAGACMKTAAGRQFLIYGW
FSTATPSAMARTFQAYGCDYAMLLDMNAIEHTYMALYTPEKGGGIDARHLVAGMSRIDEKSRDGHVIPRFIGFPDNRDFF
YLMRKEPLP
>MBL3577452.1 hypothetical protein JMJ92_04655 [Rhodovulum visakhapatnamense]AB19
MTRILGLLTIWLALAATPGTAQGLAESNAQLFRELQSVRGVDGAAIERIQQIFARSRVLGQGNPAITRHAMTREECNARA
GGNALAAYADKRFERICGAKYMAPLYDPRTERPEDAKACIDQFEYPDIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSDSGAVNRMRAAHNAKNQSSASWSYGPAFRTGVCAQDSVKSPTCPGGGFGNCGSNTYPTG
SFNSCTSPLKVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGARVMSPASHE
NYHLGFRCCKTLD
>MBL3577453.1 glycosyltransferase family 39 protein [Rhodovulum visakhapatnamense]AB19
MNSWLRDPQKLGLILISGLALFYLTQLPVGQLYRFDEFLTLDRTSGFLRFGDWTTVYSSNLPNFQKPPLQYWMGAVFLGA
GVDETVAIRIPSWIFSVVCLIATASLARSIAPAHPHAAPAAVILLASSTEFWSHAMSGMLETGSAAFVTLALLFAWRAVQ
SPSNWWWAAVAVGLGALQKSPGALAAVAVFVAGAALAARLLGVALPGLRSRIFPAAGLLALCLAVAWPLLQILLHGPAAI
RSAVDNELIGRFSPDAASGMRGLGDVWGIVIRDEPFLRLGAIAGLFVLPWLLRDPRLFGFTAVVVGYIASIVLAGGPVYP
RYTLNLVPLFCAVVAVWIFQSQASLRRKWIVTGIMSLLLLGPLKPAILLSGQSSRDQAAQSTVLPTVGAQLQDDETLVAC
GWDRKTRFSPGAVSFYASNGRPFVYLAHKDDLGPRLRALTGRPIRGICSSSSFAELNEIFGAAQVVERLAPDYVMFVLRP
>MBL3577454.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum visakhapatnamense]AB19
MAQYTENKRKYNAINAARLSVAPMMDWTDRHCRYFHRLMSRSVLLYTEMVTAPALVRGGALHLLDHAPAEHPVAVQLGGS
DPAELARATRLCCEAGYDEVNLNVGCPSDKVQSGAFGAVLMKTPSLVAECVAAMRAAATVEVTVKCRIGVDDQDPQEVLP
AFLQTISAAGATRFTIHARKAWLQGLSPKENRDVPPLDYDLVHEMKQAFPELHLSVNGGIGTLTEAKGFLEDGLDGAMIG
RAAYHDPAGILLGADEEIFGQPGRKTARQVAEEMRPYIARHLGAGGRLHAVTRHMLGLFAGRPGARTWRRLLSEGAAGPG
AGLDVFDAALEAMPPMPEPLPVDAAQNA
>MBL3577455.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MDTLTLDPEDVTATLKTVLHVGCGMADPAKLPADAFPADGWRELRLDIDPSVMPDIVASITDMRVLAEGSVDAVWSSHNL
EHLRAHEVPLALSEFCRVLRPGGFALMTMPDLQRVAMLVAQGLLEEPAYISAAGPISPIDILYGYRPSIQGGNDFMAHRT
GFTIGSLSAHMTRAGFVDVQVESDGRFALWARGVRPA
>MBL3577456.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MSKVARDALPFQPPLVQVREEPLPWLLRLWPFGSAVLLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVMKPLGSAVLDRL
LVRPGDAVEPGQLLARLDARDPATDAAVLTAERVAIEAQIARIEAELDNRAVTGEGEDFALQARIQSERAATEAAQRDQL
VTALAQIDGGIDAALESVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETSSRDNMAQLLSLRQERETA
AARLAAFDSDLRQSRLEELAGLRPRLAVIDRQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTSGA
MHAEIGLLSRDVGLVHPGDPVRIKVDAFPWRRHGLIAGRLTDVAPSSSVPTGGGPARHAARVAFDRDVALPDGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MBL3577457.1 peptidase domain-containing ABC transporter [Rhodovulum visakhapatnamense]AB19
MSVHDSQLSETLALDTPQLSTLRGAFLIAAHNGIILSPDELPDLGRDDLAPGLMALFAAKGLRCRLIGKAGWRMASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKARTAALLDPRHEADGVRSVPWEEFELRWTGRLILIGRTDGKADAARAFGLRWFLPA
LRRERSLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVLLVLFDAGFGYVRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVMTRNIQQTDKIRHFLTGRLLQTMLDAALLPLLLTTLALLSGTLTLIIALYAIAIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRKQWDLGRISALTGTLTGLLER
MMQVTVVAVGVGLALQGTITVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSIRMLRKIMDHPPERQDDAQLAQPMLS
GALELREVGFAYPGAATPALDRVSLSVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALSSLRRQV
GIVLQDNLLFRGSIRDNIAVAVPGAPLEAVLRAATLAGADEFIRRLPMGFDTMVEESGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLAAIAHGRTMIVVSHRLSSLVRADQILVLDQGRLLDMAPHETLLSRCETYAMLWRQQT
EHMA
>MBL3577458.1 sodium:alanine symporter family protein [Rhodovulum visakhapatnamense]AB19
MEILNSIDSFVWGPPVLVLLLGTGLYLCVGLRFLPQRKLGYGFKMMLEGRKKGGAGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDANGRYVGGPMYYIKNGLGPRFAWLAWIFAFFATIAAF
GIGNTVQANSVADAVQSTFGIPHLWTGIALAVVTFVVIVGGVRRIGAVAEWLVPLMAVLYILGALVILAVNYQAVPGALS
LIFEDAFTGTAATGGFAGAAVMAAIRFGVARGVFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWTSGETGAALSALAFQTGLPGGELIVSLGLIVFAFTTILGWSYYGERAAEYLFGSKVILPFRLLWVAGVVVGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRANRAG
>MBL3577459.1 U32 family peptidase [Rhodovulum visakhapatnamense]AB19
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHLDKVADRLERAGKKVVFCSFSE
VVIKRERNLLREWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRAAVAKLGEKA
AELGVGLEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDLDGMTLKTMDEKPFLTVNGIQTLSYGYLYLMPDIEDL
KSIGVTHYRVMPHTCDMIAVTRLFEDVLQGRMAPAEGDAKLRELGIEAPFVNGFYHGRSGHTWSDRAAAELA
>MBL3577460.1 U32 family peptidase [Rhodovulum visakhapatnamense]AB19
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPDEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSARLGADACIVADIAVAAYIQKNHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRVVLPRIMTISEIKGLVEEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPISLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MBL3577461.1 sterol-binding protein [Rhodovulum visakhapatnamense]AB19
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLIDPVDMPFMLYLRPDPEALDFKALNRRRILPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>MBL3577462.1 hypothetical protein JMJ92_04720 [Rhodovulum visakhapatnamense]AB19
MRLLPCLAILAAASSLAACVPQGGPTRAPHAILTDHGNRVDPTGTPGEFEVLARPGDGGAQLWCAAGEFAQSQLRASPDR
RIYLVTPRGPSATRPGRTSAVFTVMPSPELQARGDAMSSQMLLGVRKVGTNFSTIHADMVCRPPIDVPD
>MBL3577463.1 mismatch-specific DNA-glycosylase [Rhodovulum visakhapatnamense]AB19
MGSEDILPDYVAPDLRTVFCGMAAGPRSAELGLYYAGRGNRFWPVLYRAGLVPEPLAVGCEARLLALGIGLTDLAKGAWG
MDTAVPATAHDPDRLARFVEIWRPRSLAFNGKRAAQVFLGVKRLGYGQFDHDGLPVWVLPSTSGAASRYWDEAVWRDFGA
ALGADPDSQPGRGAGMAAVPKP
>MBL3577464.1 RNA polymerase sigma factor RpoD [Rhodovulum visakhapatnamense]AB19
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPDQVSSEQIEDVMSMLSEMGINIIEEDEAE
EGEEKSTEVVETSTSREVALATSTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTFQA
ITIWRDELLNEDILLRDVIDLDATFGRSLEEDEGDEPVVDGLEVEAANPNSRKDEDSPELDADGNPIRRDDDDEDEEQAN
MSLAAMEAALKPRVLETLDQIAEDYSKLSEIQDKRIQATLSTTHRFSDKDEAEYQKLRAEIVLLVNELHLHNNRIEALID
QLYGINRKIMSIDSAMVKLADQARINRREFIDEYRGHELDPNWMDHMARKGGRGWAAFTERSGHKVSELRAEMAQVGQYV
GVDIQEFRRIVSQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFSTYA
TWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLETPI
GDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQIE
AKALRKLKHPSRSRKLRSFLDQ
>MBL3577465.1 DNA primase [Rhodovulum visakhapatnamense]AB19
MSLPPGFLDELRTRTSIAQVVGRKVMWDARKSNQGKGDLWAPCPFHQEKTASFHVDDRKGYYYCFGCQAKGDAVKFVQET
ENVGFMEAVEILAREAGMPMPVRDPADKVRADRQTRLLEVMEVAQRHYRMQLQTGAGAEARAYLARRGLSPEAQARWEIG
FAPPGWQGLWAHLTGRGLDPDLILAAGLARPSDKGRQPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
LFDKGHTLFNLDRAREAAGKGQPLVVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDKAGIGA
ARRVMDLALPLLEAGQALRFAILPPGQDPDEVIRAAGAGAMRKILDEARPMVQILWDRATEGRVFDSPERRAALERDLTA
AIGRIPDQTLRHHYAEDLKRLRWELFRPARSGGGFRKGGWPREPRLRPVASTKSSELVQAIPRFEEELREAVILAALITH
PELIAQFAGELEALVCAAPDHAALQQALLSLPPQDDREAMLAAVERRIGPEPLEKLFSLSHVRIAPPVHAPGDTEKAALC
ISHEFNRLIRLRGAERDIEEGMRDLEGFADEGVTWRLSQAARARHGAGLSEEEDEADFELAPNGAHVDRDERDAFAELLD
RIDYGKGRTSRRNAPES
>MBL3577466.1 hypothetical protein JMJ92_04740 [Rhodovulum visakhapatnamense]AB19
MTEELATLRVSAVRRVIGLGVLLALAGLLLQIALVHPPAGIGYRAFLLAMGAGALALAEAMRRATARRLVLTREGLFDDR
GRELARIERISGLDRGMLAFKPSNGFSLSLTEALPRAWAPGVWWRFGRRVGVGGVTSAGEAKAMAEILTALLQEKAGRG
>MBL3577467.1 hypothetical protein JMJ92_04745 [Rhodovulum visakhapatnamense]AB19
MTDKTSEKPAQLLEDPTPFSNRMNWPLLSASNSKTELKTDDPTPFSSQFKWPLLSGRKSQVELTTGTTPLSDMMKWPLLS
DKATMFDTELPSAEGGSKATGDSPVSKFIRGIMTGEPQK
>MBL3577468.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWQTLPKG
VGARDALEAFTRFHVRFHLDRPDAVFIAYMELRNLDPANFRAIEALRRRYETVLEDILRQGAAEGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWSMVRKAVSA
>MBL3577469.1 hypothetical protein JMJ92_04755 [Rhodovulum visakhapatnamense]AB19
MARLPLCLAAALLPALAACTDFPEIDAAERAVTGPTLAPEIAPIDPLLDRAQAVRDQAPPEPSLEGRAAALKARAARLRA
REI
>MBL3577470.1 homoserine dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTTPLRLGIAGLGTVGAGVLKIVQSRANLLAQRGGRPVVVTAGSARSRGKDRGVDLSGYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALAAGKDVVTANKAMLAIHGQTLAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNQIARIMGVM
NGTCNYILTRMEREGLPYETVFDEAQALGYLEADPTLDVGGIDAGHKLSLLTAIAFGTRVDFDAVELEGIERISIVDIRH
AADMGFRIKLLGVAQMTGRGLEQRMSPCLVPAQSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDVIDIA
RGYRVATFGQPAAGLESARPARATVAAPYYLRMELQDKPGALAKVAAVLGEAGVSINRMRQTRHSETTAPVLVVTHKTTR
DALDQALKGFAATGVVVGDPVAIRIEDV
>MBL3577471.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MEIRLADLLLAEGLVPPDEIDATLCRLHGTGRADFRSCPPDPRLIDSLGPARCLRDGLLPWRRVGGATLIATARPERFED
HRADLPADLQPAVMVICREGELQEALAARRAPALARAAETRVGAWDSCRFWYRAGPRASVVLGLSGLGLAALISPRAVLT
LLTLWTVLWMVLGTALKAAAAIAQIRALLRARRHPPPPEPTIARLPAVSILVPLFRETELAPRLIARLARLDYPRALLDI
CLVTEADDSATRGMLDRTRLPPWMRCLTVPKGQLKTKPRALNYALEFCRGSIIGVYDAEDAPAPDQIRRMVAHFHSRGPE
VACLQGVLDFYNARANWLARCFTAEYAAWFRVILPGLARMGVPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLA
RHGYRTEFLDSVTEEEANCSAWPWVRQRSRWLKGYAMTWTTHSRRPGQLLRQLGPWGTFGMQVMFLGTLTQFVFAPLLWS
FWLVPLGLPHPLAATLTPTGLAVLFALFISAEVINLAIGALGLARAGKPGLIPWLPTLHLYFPLASIGSYKALWEMAVRP
FYWDKTRHGLHEGETRRAPEIIAEARPHSPEDQPSASIASAS
>MBL3577472.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MKDVRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVASLTHDQMAELY
VVRAELEGLAARLAARHATAEETRVLRGMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVEGRGRDALAEHDAIVGAIEAGDGDGAYDALKRHISIAFETRLRHDADAMLAEG
>MBL3577473.1 pyrimidine 5'-nucleotidase [Rhodovulum visakhapatnamense]AB19
MMPKDFSNLSGWVFDLDNTLYPPEVRLFDQIEVRMTAFVMETLGVAEPEANRLRKSYWAEFGTTLAGLMALHGVEPGPYM
TRVHDISLDQLTPDADLRAGIAALPGRKIVHTNGSAPYAERVLAARGLDGVFDAVFGVEHAGYIPKPRREAFEIVAALGG
ILPGEAAIFEDDARNLAEPCAMGMRTVHVAPVREDAAHIHHHTDDLTAFLGRLCRL
>MBL3577474.1 hypothetical protein JMJ92_04780 [Rhodovulum visakhapatnamense]AB19
MTSETTTEPTETPRWLRSFYAIPVIGWIARDLNEGDEDNVWYLVGGALCLWVLAILQWGVLGLYLPAVVATWVCLGMLIW
ISRG
>MBL3577475.1 UbiH/UbiF family hydroxylase [Rhodovulum visakhapatnamense]AB19
MTRISTDILISGGGVAGLTAAALFGTEGYSVICVDPAPPVTEETAEGADLRSTAFLQPSLAVLKAAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRITRDFNATDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTATTGVLTRDAEALVDLSDGTK
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHSEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEDPMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPVRRTLMRLGMGARG
>MBL3577476.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MIELDETDRKILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEESGVIAGRRAVLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MBL3577477.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MIIQLDDADRRLLRYLQAEPGLSTADLADRAGLTTATCWRRLEKLRAKGALKAIQAVIDWRALGYSVEVSLRFSLDKTNP
RAFDEFVAAAREVPEVREIQTFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MBL3577478.1 ketol-acid reductoisomerase [Rhodovulum visakhapatnamense]AB19
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNVVVALREGSASAKKAEAEGLAVMGIAEAAAWCDLIMFT
MPDELQAETYRKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRILPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHQIEQVGD
KLRAMMPWITAGKMVDKSKN
>MBL3577479.1 hypothetical protein JMJ92_04805 [Rhodovulum visakhapatnamense]AB19
MDASSMDATSLIATLALGTLCAVVVFAWGSKRRTEARKADPDAPKSTLAADAPSTRSDGKGAP
>MBL3577480.1 phosphoglucosamine mutase [Rhodovulum visakhapatnamense]AB19
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRNRVVIGKDTRRSGYMLETALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEADIEAILQGEIALSQPANIGSAKRIDDGLWRYA
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPTVLWELGAEVVPVGTEPNGFNINQKCGSTHPDTAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRDGTLVATVMSNLGLERHLEAQGLRLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFDRVPQLLKNVRYAAGADPLGTAPVKAAIAEAE
HRLNGHGRLLIRKSGTEPLIRVMAECEDDTLLTDVVEEVVHAVEAVTAKGAAGLAGV
>MBL3577481.1 dihydropteroate synthase [Rhodovulum visakhapatnamense]AB19
MTRYFRPIVQTDPARPADALTLAGGWGWFAMAEVLDRSEPPRLVPARAIPEEWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGRALAEHSDILDIGGESTRPGAADVPVAEEIERTAPVIAALRAAGVARPVSIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGVTARAGAAVCLMHAQGDPATMQKDPHYDHVLLDVYDFLVERVRAALAAGIPPSRI
VVDPGIGFGKTLAHNLALLRGLSLFHGLGCPVLLGASRKRFIGTIGGAELAAARGPGSVAVALAAIGQGVQILRVHDAAE
TRQAMRLDAAVKGMELGHE
>MBL3577482.1 dihydroneopterin aldolase [Rhodovulum visakhapatnamense]AB19
MTDEIRLAFAHPSARAEAMDPARPPRDRISLRDHVVAVEIGAFQAERGSTQRVRFNVVVEVRPNPAPLEDDVDRVLSYDL
IADAIAAELSSERLNLLETLAGRIAERILAAPQAMRAFVRIEKLDRGPGALGVEIVRDRAPDQPRPVPVAPEPEPALVPL
VVYLTNEALAAPDLPLWLDRWQAGPRPLVLCVGAAEAPAPRAGVALAQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHRQISVWAPSKIVLDAVESPSASPRDALALALWFAEGLHAEQMLVIGEDVPEHDPRGLDVRYVPPAAVATGI
>MBL3577483.1 cell wall hydrolase [Rhodovulum visakhapatnamense]AB19
MGRVSVRVAGLAAAAAFTLAGSAVLAEMTGSQSNDPTAVLGDNLARLLGAERAGLQRVGQRRIKRLAAPSKAREAVRYDP
KWLDALPQAHGAAPWKCLTEALYFEARGETVKGQFAVAEVILNRVASPLYPDNVCAVVNQGTGQRNRCQFSYTCDGRAEH
VSDQRLYARLGKVARLMLDGSPRLLTGGATHYHNRSVDPNWARRFARTASIGQHVFYRQPGALAAN
>MBL3577484.1 pyruvate, phosphate dikinase [Rhodovulum visakhapatnamense]AB19
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLIRIDLPVPRTVALSFEAVHRIALGQMPDTEALLAVFGAAPLISVRP
SSQDPDWGGPASILNIGMNDARHTALCETHGEAAANALYLRFIQAYAVHVARLDPDLFEAEGYAGETLRAALEAYAEEAE
EPFPQDPARQLQEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGTTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPDLFARLKRFGETCRINLREEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRPVIAQGIAASPGAAVGRLVFGSAAAQASAARGEACILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITSDGRKLHEGDVVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGVRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRSDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALDLPLSDVTRRVQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEARRKGQSIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGVDFAFRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGAERGRKARPGIVLS
ICGEHGGNADSIAFCRTAGFDYVSCSPFRVPVARLAAAQLALGAARRPKHGRY
>MBL3577485.1 glycine--tRNA ligase subunit beta [Rhodovulum visakhapatnamense]AB19
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLSYGHARAWSTPRRLVLAIEGLSARSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDQLEARDDKKGQVWIAVIDKPGRDAAEIVAEVLEGVIRSFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVKLKRARVMLDQDERAEQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVKDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFQSALGSQADRIGRIAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKLDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLVLDSGLRLQLVSEFENGLTAQPKLPALRAAFAQAQDQTTMISERLADPKFVGTVITGTRVDYERDLPLYEKQ
RDELGREFDEYCSYIEAAPQDLLSFFHDRLKVHLRAEGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTEEGENLVQ
GFKRANNILSQAEEKDGVEYSFGADRKFADDPAEAALFDALDTAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQV
NSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>MBL3577486.1 glycine--tRNA ligase subunit alpha, partial [Rhodovulum visakhapatnamense]AB19
LYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVSG
ELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLQFFEAAEAECARILDQPAED
PRSGKRIVMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGNAPEAAN
>MBL3577487.1 adenine phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPDLGGR
KRLEEMGMDVHTLCAYEGA
>MBL3577488.1 hypothetical protein JMJ92_04850 [Rhodovulum visakhapatnamense]AB19
MGKKGGKKDSQLVLRLDKDEREEFVALCKALDTSAAREIRAFIRKFVRENGSEPRK
>MBL3577489.1 calcium/sodium antiporter [Rhodovulum visakhapatnamense]AB19
MDIVLVLAGLAALIAGGELLVRGAVALARRFGVSPMIIGLTFVGFGTSTPELVTSLQAALTGAPDIALGNVVGSNIGNIL
LILGLAALVRPMRVCPAALRRDGGALALATGLAVLAMLGGALGRGAGAAGLALLVAYLAYTIWQERRATTAAGEVYEAEA
DTLGSVGRLWTALPVMALGLGLTLAGAKLLVAGAVALAAAAGLSEAAIGLTVVAIGTSMPELVTSLMAARRGESGVAIGN
VIGSNIFNLLGILGVTALVQPLAVAERIAGFDVWVMLAATVGLILVAWTGGRITRAEGAVLAICYGVYMTTLLLTAAA
>MBL3577490.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum visakhapatnamense]AB19
MERMIAVIGGSGVYDIDGLEDARWQAVDTPWGKPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFVDRTIAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHSGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVSDIVKTLIGNAEKARGMV
SRLPRLLGAHKPCEKGCDTALDHALITAPEKRDPALLARLDAVAGRVLGH
>MBL3577491.1 flavin reductase family protein [Rhodovulum visakhapatnamense]AB19
MFYRPEAGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVMIVEEAATDAMNATSAPAPRETDEFALAGIARAPCETIACSRVAGAPAALECRLTRIVPLPGAANFAVFGEVTGIH
LRDDCLVDGRFEVTRFRPLARLGYRDYAVVRDTFELKRPGD
>MBL3577492.1 N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MIRVAEETAEDWWDVEALYDLCFAPGRTALSSYRLRDGVPPVAALCLTARDGVGILAAAIRYWPIRIGEVGALLLGPVAV
HPTRQGEGLGALLIRDSLARAEALGVERVMLVGDAPYYARFGFTKLDAVEMPPPTNPERVLGIALSPGAWDGVAGLVTRA
ASD
>MBL3577493.1 redox-regulated ATPase YchF [Rhodovulum visakhapatnamense]AB19
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDKLAAIAGSKQIIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAIAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKAALDALNAGRPARTVAVAEDDARAWGMLQLLTAKPVLYVCNVAEDEAASGNAFSAAVAAMAEAEGAASVVISA
KIEEEISQLDPEEAEVFLEELGLEEAGLDRLIKAGYGLLGLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETIAFGDFIAHGGEQGAKDAGKMRSEGKGYVVQDGDVMHFLFNT
>MBL3577494.1 type II 3-dehydroquinate dehydratase [Rhodovulum visakhapatnamense]AB19
MKTIHILNGPNLNLLGQREPEIYGRETLADVESACARVAGEKGFAVALRQSNHEGQIVDWIHEARQEASGIVINPAAYTH
TSVAILDALNAFEGPVIEVHISNVHKREAFRHRSYVSLRADGVIAGCGIEGYELGVRRICSLLA
>MBL3577495.1 cation:proton antiporter [Rhodovulum visakhapatnamense]AB19
MDIVVLTTITACLFVVIAAAEPLAARLRLPYAVILAGLGMMIGAGAIFFLRTDLTDALNPVAEAILNLPIRSNVFLYVFL
PMLLFQVTLGMNLRRMLDDWVPILMLAVVAVVVATLSVGYALAWVSPWPITVCLLIGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFMSFVMDNVPDPAFSSALGRFPMLIAGGAVTGWVCARVAIWAMTLFQRFELAQISLSV
ALPYLAYILAERSVGASGVIAVVAAGLTLNLMGPGRLAPSAMTNLREVWDLLAHWAGALIFVLAALLIPRLMEEVRLDDL
GLVAAVALAAIAARVVILFGLLPLLTLLRLSPMVERPYRVAILWGGLRGAVTLALALAVTESVHVPVEVKRVVGILATGF
TLFTLLVQGTTLRAVIRLLGLDRLSPIDRALSNQVVAVALQTVREDVARTTETYDLSHDIVRSEAKRFGERLDEAVKAAD
ADAEILDRDRVTLGLVALAGAERDGILNRIRDRTIPLGLAERMLSNADRLIEGARTGGRSGYRTASKASTAYNSAFRLAV
VLNNRLRIGGPLARLTADRFEDLLIQRLVLHDLGGFIEARIRRIHGRRVADLLQELLERRDEALETALDGLRLQFPGYAE
ELERRFIRRTALRLEEREYRSLREDGLIGAELFAVLMQEIARRRAAAEERPRLDLAMSKADLVRRFPLFAGLDEPVLRRL
VRALVTRHADPGEVIFRKEMPARSVFFIASGAVEMEMAGQIARLGRGEMFGQMAILTRRPRRAEVRAIAPSTLLVLDEAR
FRKLLSNSPAMREAVLESAARRGMAPEKILPAEAPAA
>MBL3577496.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTHGYRSTTALGLGLSLLALPAWAGMDEARSFLDAEIGDMSVLSRADQEAEMQWFVDAAQPFAGMEIKVVSETITTHEYE
SKVLAPAFSAITGIKVTHDLIGEGDVVEKLQTQMQSGENIYDAYINDSDLIGTHWRYQQARNLTDWMAGEGADVTNPGLD
LDDFIGTSFTTGPDGKLYQLPDQQFANLYWFRYDWFTDPKTMEDFKAKYGYDLGVPINWSAYEDIAEFFTGRDMSYMGAE
GEIYGNMDYGKKDPSLGWRYTDAWMSMAGMGDKGEPNGLPVDEWGIRVNENSQPVGSCMARGGATNSPAAVYAVTKAIEW
LQKYSPPTAAGMTFSEAGPVPAQGQIAQQMFWYTAFTADMVGDGAGAVLNEDGTPKWRMAPSPHGAYWEEGMKIGYQDAG
SWTLMESTPVDRAKAAWLYAQFVTSKTVDVKKSDVGLTFIRDSTINSQHFTDRAPMLGGLVEFYRSPARVQWSPTGTNIP
DYPKLAQLWWQNIGDAMSGAKTPQEALDALCADQEKVLSRLERAGVQGDLGPKLNEERDAEYWLEQPGAPKPKLADEEEE
PKTVAYDDLIQSWSN
>MBL3577497.1 DUF2160 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDWMAWTWPTAAFFATIAALLVLFTVLAIRFPETPRVGVLRIETTRGDRLFITLLGSAFLNLAWLGLAPWPQWGALILCA
GWAAAVFRWV
>MBL3577498.1 DUF1413 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTADQEAMIRDALDALAPGEFHLPDAIGARWDTLWIGEKVGIGNDFLQAVREGRYAGIEDTGRKEHGLHVYVKTG
>MBL3577499.1 carbohydrate ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MADAPALPASRVLPRVNVRAVVMVAYLLFLLLPIYWLVNMSLKTNAEILGSFSLWPRDLTFRNYATILTDPSWYMGYVNS
MIYVVMNTAISITVALPAAYAFSRYTFLGDKHLFFWLLTNRMAPPAVFALPFFQLYSSVGLFDTHIAVALAHCLFNVPLA
VWILEGFMRGVPREIDETAYIDGYSFPRFFVKIFMPLIASGIGVAAFFCFMFSWVELLLSRTLTSVDAKPIAATMTRTVS
ASGLDWGVLAAAGVLTIVPGALVIYFVRNYIAKGFALGRV
>MBL3577500.1 sugar ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MEKTVNHKAWFLVLPVLVLVAFSAVIPLMTVVNYSVQDTFGQNQFFWAGLEWFRETLESERMWDALGRQLVFSGIILAIE
VPLGILVALSMPRKGVWASVCLVLMALPLLIPWNVVGTIWQIFGREDIGLLGYTLNALGVDYNYTQGFFAAWTTVIVMDV
WHWTSLVALLAYAGLQSIPNAYYQAARIDQASRWAVFRHIELPKMQGVLMIAVLLRFMDSFMIYTEPFVVTGGGPGNATT
FLSIDLVKMALGQFDLGPAAAFSLMYFLVILLVSYVFYTVMVNMEKREGK
>MBL3577501.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MARITLEHLAHSYLPAPQSPEDYALKELNLDWEDGAAYALLGASGCGKSTLLNIISGLLTPSRGRILFDGVDMTAAPTAQ
RNIAQVFQFPVVYDTMTVRENLAFPLRNRGRDPAYIAERVQAVARMIGMEDQLGRKARGLTADAKQKISLGRGMVRREVN
ALLFDEPLTVIDPHMKWELRTQLKSLHHEFGHTMIYVTHDQTEALTFADKVVVMHDGRVVQVGTPQELFERPAHTFVGYF
IGSPGMNLLPATIEGDRAYVNGTHVPLGGRYGALAGSTRIGVRPEFARLSRDEGLPVRISRIEDVGRHKILRATCFGTEI
NILASEGEAIPADAARVVFDPANVNVYADDWLVAPAQGSAA
>MBL3577502.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MALTLDGLSKVVNGRTHIHATDLTLDPGTMNVLLGPTLSGKTTLMRLMAGLDRPSTGRILWQGKDVTGKRVQDRRVAMVY
QQFINYPSMTVYDNIASPLRLEGRSRDEIDRAVKKTADLMRLSPLLDRKPLELSGGQQQRCALARALVKDAGLVLLDEPL
ANLDYKLREELRAEIPRIFAESGAIFVYATTEPEEALLLGGNTATLWEGRITQFGPAPKVYRQPADAITARVYSDPPMNF
LRISKTGGRLMFGDGQWVEAKGALAALSDGRYTAGFRPNHVEIERHSADAMVFHTGLAVFEITGSETFIHLDHHGERWVG
VIHGIRDLQIGAALPVYLDPSHVYIFGEDGALVAPAAYALAA
>MBL3577503.1 glycerol-3-phosphate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MPAPLASPPRPDPTDLLIVGGGINGCGIARDAAGRGLTVTLAEMGDLASATSSASTKLFHGGLRYLEYFEVRLVREALIE
RETLLRAMPHISWPMRFVLPLDTRMRFDASTPASKLLTSVLPWMKGRRPAWMIRLGLFLYDSLGGRKILPATRTLDLATD
PAGQPLKDSFQRAYEYSDCWIEDARLVALNARDAAERGAEILVRTRVIGAARGPDVWTVTLRDQQTGEVFTRRARMLVNA
AGPWAGEVIGETLHETSSDRVRLVRGSHIVTRKLFDHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDTPPVCT
ETERDYLLAFVNRYFRQDVTVEDIVWTYSGVRPLHDEGEGSATAASRDYVVKLDRAGAPLLNIFGGKITTYRRLAESALE
KIAEVRKGLPGRWTAGVPLPGGDFPVDGVEDLIARLKAAHPFLTDRWAHRLVRAYGTQAADLLDGARSPEDLGRDFGATL
TEAEVRWLMDREFAREAADVVWRRSKLGLRLSRDQIAGLDAWMTERRLEDMPAAAE
>MBL3577504.1 DeoR/GlpR transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSQTLRAPDILDIARRDGRVTVEALAEHFGVTVQTIRRDLADLAEAGKLERVHGGAILPSGVTNIGYEHRRDLNPEAKAA
IARRCARAIPDEASVFLNIGTSTEAVARELSHHRNLLVVTNNMNVANILVENPDCEIVVAGGTLRRSDAGLVGTLTMRAI
QAFKVDYAVIGCSALDEDGDLLDFDIREVGVSQTVISQARRTFLVADATKFERTAPVRIASLGDLDALFTDRPLPGMLAE
RCRAWNTRVEIAD
>MBL3577505.1 TetR/AcrR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MPQGDSRTDSDTCPGGRVCRRHAAGEDPAKRDQILQGAMKEFLEKGFDGASMNEICRAAGVSKGTLYVYFEDKLDLFVAL
VAREREAIFAGFDALLKGDLPLEDKLTRFGQRLASTICTDHVIQWQRTIAGIVDRMPELGARFYEAAAQRTHDDLNALLR
RERAAGRLDVPDPERASAQFIELTVAGIWRARLFGKRRTDPEPDEIEASVASAVQVFMAAYGRTSG
>MBL3577506.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]AB19
MSKPETLMREPPADAGAVPPTGDGPAAPKRPRRKPVLAVLAVLALGGASYAGWGYWTHGRFVEHTDDAYVQADIAMISSR
VQGYVKSLPVEENAHVHAGDVLVRLEDDDYRIALATAESRAATADRTLARIDAQIAAARAAVVQAEADRDAAEAQLRTAT
NALERVKGLAARNFAAVAQLDTATEDHDTARATLAKTTAAVASARAEVNVLIAQRAEAEGDKHQLELAVDQARRDLDRTV
LRAPTDGTLANLGLEPGDLVTAGTRLAALVPDDALYVEANFKETQMQGIAPGATVEVTLDALPGRRFEGKVTSAAPATGA
VFSLLPAENATGNFTKVVQRVPVRIQLPPEALATGQLRAGLSAVVSVDTRTGDAAASRLASVH
>MBL3577507.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MSADEPHLTPRRAIAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFALSAAGFTISSFLCATSTSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPPSKRNVVSPIIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFFLIDFDRPNWSLFERFDWWGLLSLAAFLGGLEYVLEEGPGNDWLADETVAVFVV
VTLVGGIVTFYRVLTRDEPIVDLSAFGNVNFAVGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
TAPIAGFLAGRVDLRLMLLVGFVGFAVSTWMLTGMTAEWDFQELLVPQILRGMSLMLSMVPINNLALGTLSRDKMKGGSG
LFNLMRNLGGAVGLAVINTQLSDRGALHYDRLREAITWTNDEAMRQLSLMAGNLSSRGLDGQTGALAQMAARVRQQATVM
SFIDVFLMLSVLFAGLAVTAFLMRAPQQAGGGGH
>MBL3577508.1 metallophosphoesterase [Rhodovulum visakhapatnamense]AB19
MIRIAHISDLHFGRTAPELLDPLLDALNGDKTDLVAVTGDLTQRARTGQFRAARGFLDRIEAPWLAVPGNHDVPLDNPWL
RLLRPYARYRRHISADLAPRTQIGTLTVQGFNTVDPLRWQRGKVRRRDLDAACAAFEGAPGPRLAMAHHPFEQAPGTPKR
LMKHAAPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFARLAIEGDQIELTRMVAR
EGAFRPESVAVFRKGLSGWTGV
>MBL3577509.1 diacylglycerol kinase [Rhodovulum visakhapatnamense]AB19
MTRPAAICLIVNDRAGDHSGPTSRSEMLRDLLDRTGLEAEIFRPRPGQSLTALAHEALDQGCGTLVAAGGDGTICAVAEA
CHDRDATLGVIPQGTFNYFARGLGIPLDPEAAVAALAGGTTAELRLGEVNGAVFLNNASLGLYPAILERRETTYRRWGRS
RAAAYWSVAQTLVGMRRAMRLRIDLDGQTLTLRTPLAFVANSAYQLRQFNLDGIDALETGAFPLFTAPAASRAEIARATL
GLALRAAQEGQDFELHRASRIVIDPGRPRVLVARDGERQMMQAPLTIRRRDRPLRVLVPGAAA
>MBL3577510.1 YihY/virulence factor BrkB family protein [Rhodovulum visakhapatnamense]AB19
MSPAEAGTETRSAPRRREAVIRPAQYSARDWRVAVFRVWQGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPA
MVQEQVSMAAEVLPAGAYEILQRQVTVLVSASSSALGWTSVISVLLAIWSARAAVAGLIRGLNAIYGERNRGNPILRIAV
AVGLTGVLIVVALLAFSAVVLIPAVLAFVKLPVAIELPIILLKWLLMLGVVFIAIALVYRYGPNRRAARLQWVTPGAIFA
VIAWALGSVALAAYVRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRRDSTTGPERAEGHRGAHVAD
HVRDETGALNGAEAEDVAPEPARNGAGTRDEGQTNEAPRPT
>MBL3577511.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MIRLPRALIALALTASLALPPALDAQTAPLPPPEPAEGIVTSHGISTFGELKYPADFAHFDYVDPEAPKGGTMSFRGTGA
SRTFDSLNIFILAGEPAQGMELIYDSLLAPSFDEPDAAYGLLAESVTYPPDRSWAVFRLRPEARFADGSPVTAEDVVFTF
LTLQQKGAPLYRMALRDLASAEALSPTEIRIAFAEGAPTRDLIGQLGQLPILPAHFYDAVPFERSSLEPPLGSGPYVVSR
VEPGKAIAYCRNPAYWAADLPVNVGKDNFDCYRYEYYADETGAFEAFKSGGYLFQEEFSSAIWATAYDFPAVARGWVKRD
ELPDARPSGAQGFWFNLRRAQFADPRVREAIAMMFNFEWANATLFYGIYQRTDSFWENTDLQAQGLPEGDELAVLEKYRD
RLPEAVFTEPAVSPPDHDAARNLDRRTLRAAGRLLDEAGWTVDDRGQRRDASGQALRVEFVSDSPVFERVVLPYLANLQQ
LGIEAVSTTVDAAQMQQRLEDFDYDITSTRFVLSLSPSIELRSLFGSEAADAKGSYNLSGLKDPVVDALIEEVIAAPDRD
ALDVRVRALDRVLRARHIWVPNWYSGKHRIAYWDVFGRPASKPPYDRGVDF
>MBL3577512.1 D-amino-acid transaminase [Rhodovulum visakhapatnamense]AB19
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHGHTARLQRSLKELELRCPVDMDELLAIHRELIA
RNAVDEGMVYMQITRGAPSDRDFHFPDPEQVPPTLVMFTQSKQIVASKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTVEEAKQADE
AFYTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYLDEAVKTAI
>MBL3577513.1 dipeptide epimerase [Rhodovulum visakhapatnamense]AB19
MQISVTPESFRLKEAFTISRGSRTEARVLTVRIASGGATGWGECVPYARYDETLESVTAQIGSLPRTLTRHGLQDLLPPG
AARNAVDCALWDWEAKTARARVWDLARLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPGLKGKYDLVNIK
LDKTGGLTEALALKKQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPAPLCFDEAGVHAPAAALW
G
>MBL3577514.1 DUF1611 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIETPYLLFLGDAPDSLAAKVAQGIRDWRPENAIGQFRMEGCKADLKLPDLDLVDAKARGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLRNEPDLAAVAEATGRTLHDVRIPTVAYPIATGKKRSGKRCLAVGTDCSVGKMYTSLAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAVEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALVHGGQP
DALVLSHEPTRPHMRGLPDYQLPSLEDLRDVALTLARVANPKAQVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLVDALDAI
>MBL3577515.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum visakhapatnamense]AB19
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKAAARANVIQAIGDLDWGTKTLSVRINGL
DTPYWYRDVVELLEKASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRGKRLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSEAAVSEAREILAAMEKAKAEGAGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MBL3577516.1 LysE family translocator [Rhodovulum visakhapatnamense]AB19
MDDFDLLLALGAFALVASITPGPNNLMLMASGANFGLRRSLPHILGVALGFVAMIVLVGLGAMRAFEAWPGLRVALTWVG
TAYLVWLAWKIARAAPPAPDAAPGRPMTFWQAAAFQWVNPKGWTMSLAALTLYAPGQEIAGVLLVAAAFAAVSLPATGLW
TVLGTRIRRVLTRPERLRLFNRTMAVLLLGSLVPVFLH
>MBL3577517.1 cysteine synthase A [Rhodovulum visakhapatnamense]AB19
MAEDEIRKTSGRGRRYDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETAAN
ADIHEATTAREILADFEGERLDYVVSGYGTGGTVTGIARVLRKERPGTRIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEALDNGFYDELIPVEGPEALKQARALAAKEGILTGVSGGATFAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGEEMNDEEEAISASTPGFQIG
>MBL3577518.1 GyrI-like domain-containing protein [Rhodovulum visakhapatnamense]AB19
MYPVEIRKMPPLTLFGLPHRGPYPGIGATFLKLGHLLDASGLSGQVVLRAGVYHDDPARVAPDRLRSHACCGFGAEIWVP
LAFDRIVIEGGRSAVMTCSGPYSRLAAAWAWLYAEGLPSGESPAAAPPYEIYRSLYPAVPVERQLTEVVVPLTS
>MBL3577519.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum visakhapatnamense]AB19
MNYLEFEKPLAEIEGKAEELRALARANAEMDVVQEASALDRKAADLLRELYKNLTPWRKCQVARHPDRPHCKDYIEALFQ
EYTPLAGDRNFAEDTAVMGGLARFNDQPLVVIGHEKGFDTKTRLERNFGMARPEGYRKAVRLMDMADRFGLPVVTLVDTP
GAYPGKGAEERGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKLGVIDRIIAEPIGGAQRGREETIERVGRNLAGMLGELAGKDRAALIAERRRKFLDMGSKGLAA
>MBL3577520.1 hypothetical protein JMJ92_05010 [Rhodovulum visakhapatnamense]AB19
MGQSGRDFAGAERLSCRIGLWPFAWRRARHVLVFRRPRKAHADGTAGQPGPQPSATCPDGDLVEGVAVDLAVPPVRPRRV
AAATGPRRERRLRLTRVGNEDGDRRG
>MBL3577521.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum visakhapatnamense]AB19
MRSPLQYLRSLVFVGQMYLAMPVIGLLYLPLALASPHGATLAARHYCHWVRWTARWMIGLRSEVRGTPPEGEVLIAAKHQ
SFFDIILLAGSLPRPRFIMKKSLTWAPVLGWYALRIGCVPVDRGKRGQAILAMSQQVAEGRQAPGQLIIYPQGTRVAPGV
SQPYKIGAGVLYQQFGQPCVPAATNVGVFWPRTGIYRKPGLAVLEYLPPIAAQKPLALFMADLEETVETASNRLMAEAGF
VAEA
>MBL3577522.1 cell division protein FtsX [Rhodovulum visakhapatnamense]AB19
MGRIAALLASDPEASRVVPPTGFAARLTLFTAATMAFLAVFALALALASGRLADRWADALARTATVRISAPPGQMGTQTE
AVLRILRTTPGIASARAMSDIEQRRLLEPWFSPDLPVETLPLPRLIEVTETRAGTDAEALRLRLAVEAPGAVFDDHTRWR
QPLVRAAGRLRLLGWTAVLLIGASMAAMIALASNAALAANAQVIGVLRLVGARDIFIARAFVRRFTRRTLEGAAIGTLAG
MGVVALLPGDGPDGFLTGLGFSGAQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>MBL3577523.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIELENVSHSYGGSELLCDMSLTLAPASFHFLTGPSGAGKTTFLKICYAELHPSHGAVRLFGADLAGLDRDGVARMRRRI
GVVHQDCGFLDHLPLRENITLPLLAAGRDVAAEDRNMAELLNWVGLTQRADALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKAIVIATHDMNLIRAAKTQVAARVLRIQDRRLYLAGADL
>MBL3577524.1 zinc-ribbon domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRLTCPKCGAQYEVDEAVIPEEGRDVQCSNCNHIWFQDSPALAARDPLAAFAMPRAAAGRASAPSASKPEGESEADAPRS
GTADPEMAAGTAPEPQRRSLDDDVLSILREEAEREQRAREEEATVETFSEQADLGLASPPRPRRPDPEPDPARATAPPEP
TRSPPARRDLLPDVEEITSTLSASSDRGAHSIPPALEPEGSRRRAFLGGFLLAVLVAAGALAAYVYAPVLAGLDPALEPQ
VAAYVGAVDAARDWIAGVVPPDLLDRALGR
>MBL3577525.1 RecQ family ATP-dependent DNA helicase [Rhodovulum visakhapatnamense]AB19
MAAVRFGGGPAVVAPKGPVARGLDQLEKALGKSAHVIGHNILRHDIEHLLAVRPRLAAKLAAPIDTLWLNPLAFPRNPYH
HLVKHYRDGRLQAGHVNDPELDARLVFEVLQNQIEALTGIGTTSPESLIAYHYLATLMDRSEGFDAVFSDVRKAPRPDRA
TAFAAIETLLAGQVCGARVGPVLDTLADPNAGWPMAYALAWISVAGGESVMPPWVRASFPQAGLIVRDLRDTSCGDDACA
WCATKNDPVAALRSWFGFDGFRPQPVDRDGIPLQQVIVAEVMRHANVLGILPTGTGKSVCYQVPALSLYEKTGALTVVIS
PLVALMADQVQGMERAGISSAVTVNGMLSMPERQDALDRVRLGQAAILLISPEQLRSVSVRSVLAQREVGLWVLDEAHCV
SKWGHDFRPDYRYVGRFVREFSGDAAPAPVLCLTATAKPEVVRDITDHFRDRLGVELRLFDGGATRTNLSFSVLPTGKES
KLSDILTVLSDRLPKGDTSGAVVYCATRNETERVAQFLKDQGLAAAHFHAGLTADDKLAVQDRFRRGALRVIAATNAFGM
GIDKPDIRLVVHADIPGSLENYLQEAGRAGRDRDPADCVLLYLSDDVERQFTLTARSRLTQREIGAILRALRRIDEHTRN
SGRVVATPGEIMREEKERDFVRDSATDDTRIKTAVSWLEEAALVSREENRVHVFPSSLLVRTLAEAETRLTRDDISTTRR
DQLLSIVRHVMATPPDRGITTDELTGISGLTHRALSKAMADLETLGIARNDIAITVSVHVGVENQSRQRMRRAMRLEEAL
VARMRELAPDTGVGDGALLDLAAASQCLRGEGHEEASPHVLERLLRSIERDGRDSDGGFGNIRLRKLSAKTLEVVLQRTW
RVVEQTASVRWMAAEKLLDLLIAKVPPGTKGKDIQVETTAGALLGALTGDALIRDAGVKDMTKLMERALLWLHEQQAVVL
GKGLTVFRSAMTIELKPGRAGFTRKDFLPLEEHYREQTLQTHVMAAYADRGLDRIDEAVRLSEDYFALDQDRFLQRWMPG
RGVEIRRQTTGKAWKQIVEDLGNPVQQEIVADDREETNVLVLAGPGSGKTRVLVHRIAYLLRVKREDPRGILVLTYNRHA
AAEIRTRLRGLVGEDAARVTVSTCHALAMRLVGASFADSAAETRDFDGILLEAVRQITGEGLSRSEAEAQREALIQGYRW
ILVDEYQDIGPEEYALIAAVAGRSLEDPDQRLSLFAVGDDDQNIYAFAGASISYIRQFEEDYRAKPKFLTENYRSTRYII
DAANQVIEPARGRMKAGHEITVDTARRLDPGGGAMAGHDPVGRGRVQFLDVAEDDRAQAVAAVDELVRISRLDPDFNWSR
CAIVSRDWRRLGPVRAYAERLGVPVEMANEKLPSVWRLREMQRLVAGLRARPTAMLSIQDILDLLNAEAPNRWVDLLAEG
IGGLARELGGKTIPVPDAIEWLAEWARDIREAQQGLLLLTAHRSKGLEFDHVVILNGGWKALSRGEDGEAPRRLFYVAMT
RARRSLAVVTSGAHAFVIADSESEVLRKVEMPRRLDLPEPDQYQVPDLASVDLSYAGRLRDGNATLGAIAAAKVGDPVTL
DLQGGKWRILDGQGRVLGCMARTWAPPEGTGLVSGRVGAVIRWRKTDNDEAFQTYIRRDEWETILPELVFRRQDLLASGA
PARPGPP
>MBL3577526.1 hypothetical protein JMJ92_05040 [Rhodovulum visakhapatnamense]AB19
MDEAIEDSALLSEREQTFNDINNVLVGLQATLAEALKAFVSDFNLFDRISPPCRDGAAEGERRWFDAMHYRKTGRMAEGL
LTSTRDMSSPHHLYALGYLPHDRATGVRPFSGITFWHSPDLTLSPVTNLGAAKVEHFLVDPTIGFSTPFAENLTLGGVPQ
AFVPALGAAETRFVWTVPPSQSGHKCLFARVFSFSPLDLPVDDLALDPRLDRHVAQLNLDILGQAQAVNFNLVHRANARI
DLTIRALQPTELMALRHPALAGIAPFPDIPKRGWAELRLRKGGGEVKAEPMPEGLRLSITGRGISLDDQKQPGAEMRAVL
KAIGAGETQALAHCDLFARFREMTREARQTRLSLRTPRLGIPKGQAIGVEVIGIDQVAGDGPMGGLTLVVSG
>MBL3577527.1 hypothetical protein JMJ92_05045 [Rhodovulum visakhapatnamense]AB19
MPGPAMHRMIADRLKAAIQSGRGLGEGPGPDEFLKLRGLLADPKNLP
>MBL3577528.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MIRPAVSGHARPKTTRRNRQRRDDPKKILVGSDGHETGGWALDHAKRLAAAMEDAALLVVYVIEWSPHSFQTEAENAERH
KRRLEEVVAAQDRIVDPAVAALAKAGGTASGLVHHGDVADKLHRLAEENGADLIVIGRASKRGFSQRLFGSSGVNLAMYS
TIPVTVAG
>MBL3577529.1 EAL domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAVSVLAPIRSALTKHPSPEDAASVVHGTPVGALVTAFNAIAFSASSFQDGNAVFLAFWLPAVLALCLTMIRKSRKAARR
RVSRVSRRAARILTRASASLALPWAALVVYVFAAHGPGEPMIVLLVCVGMLSGGAFMLHRAFVAALTYMLTILVPVILSV
HFGGWAQAWSVTAFATAYGGFLAYFAFTAGETARQRDDSVAALSDAVARLKRVHDENFLLANVDDVTGLLNRKAFNDRLR
QAVDRQQAGGCSFSLLLMDLDRFKNVNDLFGHGVGDELLAEVSRRLRANLSEGDLIGRLGGDEFCVLLPGATDEAAIQSI
AGRLLRVLNGPARLTGGVVYPGASFGAAICPDDAADPVDLLLRADLALNHAKETGRGQCVTFNDQLRQQLIASDEIEAGL
RIALKEDRLSIAYQPKISLHDGRAVGAEALVRWKTAEGENIPPDRFLSIAAERGVLPDLSRHIAGMIAGHILTWRRAALR
PGKVALNIHPDDLKSPEFLMATIAMFEAQGIDGKDLLLEITEGCFIGRGTDMAAMVLESLADRGYELSLDDFGTGHASLS
HLKKIPVSEVKIDRSFVAGLGVRRDDRAIVAAIAEIAKGMGIRSVAEGVEDDTQRAILTEMGIDLGQGHLWSRPIAAEQY
ASFLGKGGVKRRA
>MBL3577530.1 murein L,D-transpeptidase catalytic domain family protein [Rhodovulum visakhapatnamense]AB19
MVAVQGGPSPSRAETPEVPAWLQAHLGTGEGQIAPVVLDRARALYLEKLRQGTVRNPCYLAMDATRPSTARDGTPGRRFY
VICEAQKSFRAVSSGHGNGRKLRRADFSNDRDCARHFSNAEGSKLTAGGPYVTAETRTSFKGYVGAANRRVPFYRTFLLY
DGEGETANARERAIGGHPAVLVRWQCRFRNPESPHADAEGFVPYGRLVNYTGGRSNGCTTWSETASEEILALVEDDPTTL
YIYPASGDIDAVAAAVTAGRSLSRAGLYWNDTCLRTIRAPRFWPKETLRPIIDDWRASLPKLAPQELPICK
>MBL3577531.1 YgiQ family radical SAM protein [Rhodovulum visakhapatnamense]AB19
MRSSVPPLFSPSRRPSSGRPAAPFLPMSRAEMAALGWDECDVIVVTGDAYVDHPSFGMAIIGRLLEAQGYRVGIISQPDW
QSAEPFRALGRPRLFFGVTGGNLDSMVNRYTSDRRLRHDDAYTAGGEGGKRPDRCTIVYTQRCREAYKDVPVVLGGIEAS
LRRIAHYDYWSDKVRRSILADAKADLLLYGNAERAVVEVAHRLAAGEAARDLDTIRGVALFRPVPAECQELRADDLASAD
EGASRKSGDTVIRLPSFEEVASDREAYARASRVLHREANPGNARPLVQRHGDRDLWLNPPPVPLTSTEMDAVYDLPYARA
PHPSYGDAKIPAWDMIKFSVTVMRGCFGGCTFCSITEHEGRKIQSRSEASILREIEHIRDKTPGFSGVISDIGGPTANMY
RMACKDPKVEAACRLPSCVFPEICPNLDTSHDDLIRLYRKVREVEGVKKVMVASGVRYDLAVRSPDYIRELVTHHVGGYL
KIAPEHTERGPLELMMKPGIGTYDRFKEMFDAAAREAGKKYYLIPYFIAAHPGTTDEDMLNLALWLKKNRYRADQVQTFL
PSPMATASAMYHTGINTLKAVRRGASEPVETVRGGRQRRLHKAFLRYHDPENWPLLREALRSMGRADLIGPRPDQLVPAS
QPPGTAKTAAKKRPARGGFRGKTFTTKGVPLPRK
>MBL3577532.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MTPAARLQAALDLLCDIDSAMRPADAVVAAWLRPRRHIGDRDRGAILDLMQALLRHQARLGWWLTKHGRNDTPRDRMLVW
LALAEGRTPDQIRRLFNGAKAAPAALTEPEHALLTRLRGCTLVHPAMPDEVRLECPAWAAAPLRRRFGATFETEMAALLT
PPPLDLRVNPLRSSRAVVLGGLKDLGLHAEASRLAPHGIRVPERLSLARLEGLRTGEIEIQDEGSQLVALLVDARPGERV
ADFCAGAGGKTLAIAAQMANKGRLVACDVSEGRLKRCAERLRRAGVQNTETRLLTSETDRWVKRQKGSFDRVLVDAPCSG
TGTWRRNPDARWRAPEERGLDGLVALQGRILASAARLVKPGGRLVYATCSMLIEENEDQVAAFLSAHPGFRVVPPREAAP
GLAPGLATVAGGAYLSLTPARHDTDGFFAAVLQREDPAPAAEGENRPPHGT
>MBL3577533.1 sulfate ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MNIELEELAKEFGTERALHPVSLFIPSGALVALLGPSGSGKTTLLRILAGLEFPTSGRVRFDGGDATGLSVQDRRAGFVF
QHYALFRHMTVFENVAYGLRARRRTERPTEAEIGRRVTRLLDLIQLPDIGARYPNQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDTTGLTTVFVTHDQEEAMELADLVVVMSMGRIEQVGKPAEIRAKPATEFVRTFTAA
>MBL3577534.1 sulfate ABC transporter permease subunit CysW [Rhodovulum visakhapatnamense]AB19
MSDIVLSRPVPVTTEPQLARALLVGLAVLFAALFLFAPLATVFAEALAEGWQGAIAALSLPDARAAIRMTLSIAAIAVPL
NAVFGIAAAWAIAKFDFRGKAFLITLIDLPFSVSPVVAGLMLVLLFGANSSFGAWLMAHDIRIVFAFPGIVLATLFVTFP
FVARELIPVMIEQGRTEEEAALTLGASGWRTFFTVTLPNIRWALLYGVLLCNARAMGEFGAVAVVSGKIRGETATMPTMI
EMFFNEYLSVAAFSLASVLAMLALLTLLLKSLLEWRHADLLAATRRH
>MBL3577535.1 sulfate ABC transporter permease subunit CysT [Rhodovulum visakhapatnamense]AB19
MKAPLLRAPSPLPGFGPSFGIALAMLSVVVLLPIGALLGRGLMIGPAELWGMVNTRRVWSALALSFRAALIASLFNLVFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPNGPFGQALALLGLRIAYTETGIWLALVFIGLPFVVRT
VQPVIEELDPDIEEASATLGARRFHTLRRVILPTLMPALLTGFALALARSVGEYGSVIFIAGNIPGLTEIAPLLIVIRLE
EYNSDAAAAIGIAMLLISFAILLAINAIQIWSRRRIGLV
>MBL3577536.1 sulfate ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MFRPIEIDTSRCAQGAFRRRSGDGPTERDAGPAQVASLQAEPRTSRLTGILRAAAIGLAVGGPLPAAAQETVEILNVSYD
PTREFYRAYNELFSAWWIAQGHAPVTLRQSHGGAGAQARAVIDGLEATVVTLALSADIDQIAERTGRIPADWQSRLPHNS
SPYTSTIVFLVREGNPRSIKDWDDLVADGVQVITPNPKTSGGARWNFLAAWAYAERTGLDPRDFVGALYRNVPVLDTGAR
GSTTTFTQRGIGDVLLAWENEAFLALESLGDDAFDIVVPSVSILAEPPVTLVDGNITSDAQREVAEAYLGHLYSPEAQAL
ALHHYYRAWDPSQATPEDIARFPDLDLVTIADFGGWPVVQPKYFGEGGIFDQIYED
>MBL3577537.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTFDRIDLKILDILQRDATVPVARIADQVGLSQTPCWKRIQKHEEAGVIRARVALLDPDALGLSMTVFVLVEAVEHTPDW
RAGFLAVIERLEAVRDVYRLAGTYDFLLRVVVADMPAFDRFYEKLTAGVRLRSVNSIFALECLRAETALPLSACGAGIEA
RS
>MBL3577538.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum visakhapatnamense]AB19
MSQPRSPNPPDLRPDLAPRARIETPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLEAIGEALKENGRVIVTGCLGAEPGYITGAHPTVLAVTGPHQYEQVLDAVHGAVPPSPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVLREAGKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGSLGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAAKTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVAGAAANNLPDHVPAEIKQDRWERFMEKAQAISEAKLAAKVGQR
IEVIVDEIDADGIATCRTKADAPEIDGCLFIDEGTGGLAPGDLVTVEVEEAGEYDLWGRPAA
>MBL3577539.1 AsmA family protein [Rhodovulum visakhapatnamense]AB19
MRWVIRGLLGVAVLIGLAVAAVLLMPADRVARLAADQVQKATGRSLTVAGGVRPSLWPEIGVETGAVTLANADWSEAGPM
LSAEGLAVGIDLSALLRGEIAVREVTVLAPRILLERAVDGRVNWDFSAGTLAAADPAVPDAVSDAAPDATGPDADQGPGA
LAGLTLDRGEISDGDLVYLDHASGARTELSGVDATVALPDRDGPADLKLTAVLNGQEIGLSARLGHAAALAAGDPTRLTL
ESALGRASLAFDGQLDLAPLSAEGKLYADLSDLRAIFAAAGATPPDLPPGVGQRLVLEGQAAYTPEGAIRLDRASLRQDG
NTLTGNLAFAPADPRPHLEAQLSAGTLDLTAFSGGGSGSAAATGGGGSSGKASGGGWSTAPIDAGWLGALDAEIGFKADA
INAGKVRLGPVRLDARLEDRRLAVDLHELQAYAGNVTGTVAANGREGLSLAGDLDIAGVSVQTLLSDFAGFDRLVTSADL
QVDLQASGNSVAALMGSLSGGGALGFGQGEFRGLDLAGMLVNLDPSYMGAGARTIFDSISASFTIDRGVLSNSDLSISAP
LLTARGSGRVGLAARTLDYTIVPTALPGAESGGVSVPLRITGPWAAPNVRLDVEALAEARLKQEREALEQKARERAAEEL
GAGSDESLEDAARRRLGEEASKGLRKLFGD
>MBL3577540.1 c-type cytochrome [Rhodovulum visakhapatnamense]AB19
MNSKFTLAAAAAALIAGPALAVDVTGDPAAGEKVFNKICQTCHVVQNDAGEVVAGRNAKVGPNLFKMPGRHAAAIEGFRY
SDLMKEAGEKGLVWTEDELVKYVPGPTDFLRDYTQDPKGRGLMTNQRVKEQEIRDVFAYIASFGTHE
>MBL3577541.1 DUF3623 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MATAWFAALAALFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEMTRHVETVATAYLAFLAAIAIWGW
VELAFLTGVVTGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSPNGVGAWTFIILFFARISAKLNLF
LGVPKINIEFLPTPLAHLPSHFKISRLNWLFPFSISALTFAVACFMERLFAVSDPHDKVGFSLLTAITALALLEHWLMVL
PLPDERLWRWMLPERKTRAEEDEMPSNDLSRT
>MBL3577542.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum visakhapatnamense]AB19
MNVHTADATTVEEGLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEEHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPAFHKALGVDTDWYGHEVFRKTSDLSKQIFPITLDIDHPRWAKGLTALQEASV
AIDAARRQGGAAGKLAEWAGSAKAARAFLSLLTIPAQRHEVPASTRMEPVY
>MBL3577543.1 hypothetical protein JMJ92_05130 [Rhodovulum visakhapatnamense]AB19
MGMFTRRKETAPCTVEVSHKFDSLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRIAVITRATPLERLWTRLTG
DLDFMELCEFSFSEEVKL
>MBL3577544.1 pullulanase [Rhodovulum visakhapatnamense]AB19
MARNNRHTGPYDHGEKIPPILIKGMFGVALFALILVTYARLTDRPLDALPDAGAPVAVERQIVIDAKIDGSAKVYDTEGT
QVFEFAPNEGGFVAGVWRALELKRKQAGVALDAPVRLVRFKDGRISLYDDRTGWRAELVGFGADNTAAFARLLD
>MBL3577545.1 PH domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDDDFAVEPIKGLPERLPEGEHILWQGRPAWWALARESLALYWVASYFVVLFLWRMIVAAETMPWSQAAAASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTWIGNANLDLRKSGTGSIAFELMGTTKFSYLLCWPHV
RPWRMARTEPAFRCIPEAAKVARLIADAAETRVSEPRLTRVGDDDTLAAE
>MBL3577546.1 photosynthetic reaction center subunit H [Rhodovulum visakhapatnamense]AB19
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEMGNPAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALKKVTKNNGYPLEPTGDPMVDGVGPAAWVARKDEPELDGRGHPKIQPLSALKTFKVSAGRDPRGMPVIAGDGE
KVGTIVDMWVDEPEQLVRYLELELDGAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAGVPTIKSSGQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MBL3577547.1 PucC family protein [Rhodovulum visakhapatnamense]AB19
MSKKPHPLTKLSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAMVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGLSSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNVVALWKQERMCPMSREEREA
PQPSFGDAWRDFVRGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALVGFGLAARWLGHGM
NSHRMGALGILGGIVAFSLVIFAGPLHSGLLFFLGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGGLRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MBL3577548.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum visakhapatnamense]AB19
MDSYARTRERLETYFGRTAAKTWEHLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSDRLGSFDYVMAMDSLIHYKARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVAGKLFPRSDRSPRIIPHSEARIAGALRKAGVKGRLRAVARVAKGFYISQAMELER
>MBL3577549.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSVYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCKRVGFERIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYLRLAELLWAGTEPLAPHPLPDREIFELLGFD
>MBL3577550.1 magnesium chelatase subunit H [Rhodovulum visakhapatnamense]AB19
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVLNADIILVNLLFIEEHI
NAILPELKARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDENGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLTMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGPSEAPIEYPETGLYHPDIPHRITTDIKDLPQP
AAPVATVGILLMRSYILASDTAHYDAVIRALEERGIRVIAAFAGGLDARPAIAAYFTGEQSVHIDTLVSLTGFSLIGGPA
YNDSDAAVEVLSGLDVPYIAAHPLEFQTLGQWSESSGGLGPVETTMLIALPELDGAISPTVFGGRHGPEGCKGCPRDCTH
KGEAKEMAACSERVATLAARIERLSRLRRSETESRKVGIVLFGFPPNAGAIGTAAYLSVFESLFNTLHRMKSEGYETGEL
PATVDDLRTAILEGNAKTYGQEGNVAAHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMCFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTITHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERAEHLRVMTDTDAETREKVDYWLQQDTELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMLEGAKQAQKLLDAHATLPRSVAMVLWGSDNIKSDGGPIAQAMALMGAKPRFDNYGRLAGADL
VPLEELGRPRVDVVMTLSGIFRDLLPLQTRMLAEAAWKAAMAEDEPLEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEG
AYGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRVGKSRANAALLQQTLKDVDVAYQNLESVELGVTTVDHYFDTLGGI
ARAVKRARGGQDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVE
PWVYQRLSETFVLDEEMRKRLASLNPAASARMANRLLEAHDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MBL3577551.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum visakhapatnamense]AB19
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGEDTANLFKTSLHDA
FDRFKPQAMIVGSSCTAELIQDDPEGMAATMDLGIPVIPLELPSYQRKENFGSDETFYQIVKAIARPIERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMGAAPADIARMGAAHFNVLMYPEHAETAARWMEKNLGQPFTKTVPIGVG
ATRDFIAEVAGIAGVQPKADDARLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFEVVGLGCYNREFARE
IRKLAKEFGVEALISDDYLEVEKAIEDLAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARTVEAEPEADQEAAAVAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MBL3577552.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum visakhapatnamense]AB19
MTGFTPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPKTDERQLLMVGALPDVVEDQALSLLAEMGVAPVRCLPAHRAAEAPGVGANTVVALTQPFLNETAAGLERRG
ARILPAPFPFGEEGTTAWLWAVAQEFGVSPETFAKVTDAPRARARKAIAAAAETLGGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLESEGMTTKWAIELVFTPVH
FYEQAGDLAGLFARPLRRRAILAGLEGAA
>MBL3577553.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum visakhapatnamense]AB19
MPENVGTAPRAVQLYTPEERRRRDSTKWTVVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVIKTLVLYTIMVT
GAIWEKVVFGRYLFAPAFFWEDVFSMAVIALHTLYLWALLTGSVGPTGQMLIALAAYSTYVINAGQFLWKLRMARLQGEA
TEVAA
>MBL3577554.1 cobalamin B12-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAEPQKSIAPAGPPSRPCERHDEVETLASQVLSALAQRSGDGAEAVSSKILAEFCADVLRGDRSIRTGALATLRRHGISA
TAIVDGYIPAAARELGDRWCRDELSFADVTIGAARLQAMLRELGAANACDMLAASDAPNIMMIVPHDEFHTLGGMTAANQ
MRRMGASVCLALGQTEDEILQKAMARQFDLVAISVSCRQKLDSTRRLVNGLRRALGTGVPIVIGGRVADGAEDVCALTGA
DAATSDAHEALRLCGMDRRTLAPGAGRSGQDQ
>MBL3577555.1 transcriptional regulator PpsR [Rhodovulum visakhapatnamense]AB19
MLGEIIATACDVAIVLSPEGRVLSVLVNKDHHAHGQLDHWEGRDIRDVLTQDSRPKLDARLEFFARGGETGKPVELNHAD
GEGWSFPVRYSFHTIGPDGSTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLSESTRDAFVFVGTKSGR
VVDANPVACELLGAERAELIGNAFAQEFDGRRRAEFLEALSQVALSPEAHPLPLETRRTRVRIRLRPIAFRAAGEPLILC
RLDRTEDREPNGGEMGETLLAFYRQGVDALVFTDTQGVILAANDSFLGLADAPHVGSVKGRSLGDYLVRGSVDLRVLVEN
ATRSGQMRFFATKLSGEYGAQVSVEISATYLKDQASPCIVYVIRDASRMEGARKPGVAVSDDAMRSVMELVGSASLKDIV
TETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLSRDGGDS
>MBL3577556.1 chlorophyll synthase ChlG [Rhodovulum visakhapatnamense]AB19
MTDISNVPNRRLPDPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFVATILGVAAAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASIVMAVPQAVVIGLLV
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGAL
>MBL3577557.1 BCD family MFS transporter [Rhodovulum visakhapatnamense]AB19
MTLSWLQIVRLGLVQMSLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIIGGMA
ILALGGYLAATGVVVMEDHYGAGLALSVLAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVAVTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARVFTLFVFLSMVAYFMQE
LILEPFSGLVFEFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRTWVILGCLGSAAALTSIAALGHFGAHLPLTP
AVVLMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAAAADGLRQIMDDAPAFGVVFLTEAI
LFVLAAAMALRIMDGNRPTTENAGLVPGE
>MBL3577558.1 geranylgeranyl diphosphate reductase [Rhodovulum visakhapatnamense]AB19
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNISDEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFVRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYQPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRKMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MBL3577559.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum visakhapatnamense]AB19
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVLDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEGSKTCANRRLA
EELGITGLTLEFREQVEYRADVGNGLIEHEVVDIFVAEAGPDLTWDLNPDEVMDARWIGLDDLARETRETEGVYTPWLRI
YLEKHSDAIFGSLASA
>MBL3577560.1 DUF808 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVVDDAAVTPKYVQGFSPARELPIVWGIARGSLFNKLVILLP
VALVLSQFAPWAIAPLLMLGGGYLCFEGVEKIWHALRPSHHAAEAGPDGQMSAAHLEEAKVKGAIKTDFILSAEIMTIIL
ASLPDHMTIWVEAAAMALAGALITVVVYGAVGLIVKADDIGLAMAEKGRLALTRGFGIGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHELGWHLPQEAIRHAAMAVAGAIPVAKGATEWIVTAALDGVVGIAAGSVLVAVTSFAILPLVRLVRRA
>MBL3577561.1 cobalamin B12-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDSDPRQPAEARFVRPVDGFCQPLPQASLRRVAQEALMRVARLPCPSPSPSPSPSPSPPPSRHPRAEPPALAEIEALCAT
LATGDLLQSRQILDAHLAAGRDKTWIAEALLPEAARLMGRRWESDEVSFVQVGQAVGRLQRLLRLVRAEAGPRPVDPARR
ALFATPEAETHTFGVIVAADMFRDHGWEIELSLSEPQDRLISDLTQSRVRLLGLSAAGPRSALPLTRLVEAVKAALPEIR
VLICGKILHNCPEIARQIPADGHADDLETALSLADRLVLEARP
>MBL3577562.1 hypothetical protein JMJ92_05225 [Rhodovulum visakhapatnamense]AB19
MTKDLMIARHREDALHEVAETLDGLTMYLRAIDNKATSEPALGKLALRIEGLAESVRGEIGRRRAAQMRTYRHLH
>MBL3577563.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDTFRNPSFPGVCTTKRNLEALGRSDLAAAVLMERIVRDAYDSKSSSAIQPLQWSILRYIERSPEDRCTLTLIASYLGLT
HAPVSRAVRTMRDRGLVGQRSHPRDARSAIISLTEAGRAALELDPIRKIGLLVGTLPDSERAAIKRALRSIAISLSS
>MBL3577564.1 response regulator [Rhodovulum visakhapatnamense]AB19
MPKVVVIDDDVEILKIFPRLLTGSEFEPCCTSDVETFLERVRSERPVAAIVDFWLLDNTALPLLDRLRAEGLDLPVVLMS
GGGGGHSALMAETLGEVCGIVSFLHKPFRRAEVIEALRGAAAVTLN
>MBL3577565.1 hypothetical protein JMJ92_05240 [Rhodovulum visakhapatnamense]AB19
MDHRREIDRLYALEFGRPQELLLRGLGVAVGGAVLQEAAGWAAVLIWMVGYGLANLTYLAFLRSRGRICTARDTRIAGGL
FLAALVSFLWLPATLGTEDEAAVRITALSMLGCAMVFLIRRGDSQRWLVLAETAVIGLALMVLVAMVLPRIDSMAVRGAA
TGSGLAMLGYFAHAIWAGRRLRLAAEAAAYGSLQAQKMQAMGELAGGIAHDFNNMLMALQANLDFYRDSSDPTDRDRCIA
EAAAAADRAAALARRLLAFAQRAEPAGRDRVDLCLALEEVRSLVRPLIPPTIRMRIAPPEAPVLVEVAQDQLVAALINLL
LNARDALRLGGGLALETRPVRLTAPRPMLDGSRLPRGAYAEISITDTGSGIPDEILSRVTEPFFTTKPAGEGTGLGLAMV
QGFTRSAQGGLDIASSRAGTRVSLYLPLAA
>MBL3577566.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MPSILFVHENFPAQFGGIAGYLVARGWDVVFATAADGFPRDRVTRIAASGLRVLGYGRHRDVDKTTHRYLRGTERAVLNG
QGLARAAIALRQQGFAPDLVVAHSGWGSGSFARVVWPKARFVPYLEWWYNYPPVDMESESTDSAEDRHAATLCRNLPFLL
DLQAADAILVPTTFQRDQLPDWLQARTTVIHDGVDIDALVRPPPGEPPFTLEGLPDTAPLVTYATRGMEPMRGFPEFMAD
LARLQAEDETVHAAVAGEDSVHYGGRLPEGDSWKARALAAHGFDMTRLHFTGRLPAGRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPMVVSDTAPVREVVPPDAARFVEFQTPGEIASGIAALLADRAAARTMGARARAHAVAHYAQGDLYPKREA
FFRAVIGGPAGSGQ
>MBL3577567.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MHERLGLRVRFALFFGALALGGAVLLGLGLWFGHARAGGPADGYVIAGVLAGCGLLGLAAWVGLLFDSNVARPIQALAAD
LQTRARVDIAADIDEAPARYLGALAPAANAIHDALAATREAQARAIAERTAALNREKAMFEALLRDLAEGVVVATLDHRI
MLYNRAALGLLGDLGLDRPLTAFLRSEPLTHALDRMGARAARGEAEAERFLAATDSGDRFLMARVSPVAVEGQRVGYVLI
FHDATEDLEAHAELDHLFNTMLEAVRRPTAAIGALFDAIESDPDMAGEVRSTFFAQLRSEQAMLVDRMNQVADRYGVATT
RRWPMPAVASDDIFDALTARLPEDLRFEGGRQFIRCDGFAISELLGRVIEGLRADGQRGGFVLRAVPEGREVCLELHWTG
APVSDGQIDRWLAAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLVLPLVAAAAPVLTPADPRPEFYDFSLPRAAAGT
LADRPLAGLGYVVFDTETTGLAPRQGDEIVQIAGLRIVNGRILRGEVFNTLVNPGRHIPASSTAVHGIDDAMVRGVPDIV
SVGRRFHAFCEGSVLVAHNAAFDMAFLKMKEDRLGLCFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLDPEHRHTA
LGDALATAEVFRHMLDELQAVGVRTLGEAMARANEMHGIRRAQTY
>MBL3577568.1 response regulator [Rhodovulum visakhapatnamense]AB19
MGEKSVLLVEDEDGIALALEFLIARQGYDTRRVSDGNAALRAMEEDRPDLVVLDVMLPERSGYEICQIMRQDEDLRDVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MBL3577569.1 hypothetical protein JMJ92_05260 [Rhodovulum visakhapatnamense]AB19
MYIELIAIIVAGIGTGGLVLVVNRLSGRRLPRFAVPLAAAVAMLAYALWSEYTWGARTVASLPEGVVEVTRADEAIAWKP
WTLVAPVTTRLMAANLIGAQTRPDAPEVRLVELYLLARWHAARTVTVLIDCAAPARAEATDAALTDPAVADWQPLAPGDP
LVRAICVPQD
>MBL3577570.1 cyclic nucleotide-binding/CBS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSQTDADILASLTRYAPFDMVPAAALEALGPSLTRIVAETGQTLSYEGERLEALLVIESGSVEIETDGSGPVALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDDVPSFAAWFQRASPARPADSGADAAGLTALKVSDLMTRTPVTC
PVGAEVRDVARLMRAKGISSVILMEGETPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLAQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAFEPGQDAYFLALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRDYFAGWIAQPDNQAQMLASVMFDLRPIHGDTALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDTVDLKHSGVVPVVDLGRVYALRGELQAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGARPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MBL3577571.1 cation acetate symporter [Rhodovulum visakhapatnamense]AB19
MDQFTLNLVFVGITFAIYVGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTGSFLPQLGLIGDYAPGGGDQTFLAKLDQVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAISLEAIQTDPKLNWVKTWEQTGLLVMQDLNGDGLIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGALAAALSTAAGLLLAISSAISHDLIKGSINPNISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPALMMGIFSKRVNKEGAIAGMLVGLIFTAVYIFLYKGWFFIPGTATFEDVPANYLFGISPLSI
GTVGAVLNFAVAFGVSAVTRTPPREVVELVESIRVPRGAGAATGH
>MBL3577572.1 DUF4212 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSGQDSDYWRANVRIILICLAIWAVASFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYVFLVLIFVYAWLMNGLDRKYG
VDE
>MBL3577573.1 acetate--CoA ligase [Rhodovulum visakhapatnamense]AB19
MKPGEAAAATHPPQPDFVSGAHIDAAAYEAMYRQSVEDPEGFWGEHGKRLDWIKPYTEVKNTSFRMGEVEIHWFRDGTLN
VAANCIDRHLKTRGDQTAIVFVPDDPGDPVRHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARI
GAIHSVVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNTDAALLHCSDRVRCMVVKHTGDQTSWIQGRDVDV
LQLMEHASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIV
YGPLANGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEW
YNAHVGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEAESGKEIDSTEAEGVLCIKDSWPGQMR
TVWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHEIK
GQGIYAYVTLMNGVEATEELRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFGSLGDISTLADP
SVVDELINNRMNRG
>MBL3577574.1 zinc metalloprotease HtpX [Rhodovulum visakhapatnamense]AB19
MGYFRTALLMAALTAVFMGVGAMIAGSTGAVIALVVAAAMNLMTWWNSDSMVLRMNNARPATGPDGAELQRIVTGLARDA
GMPVPRVYLIDSDQPNAFATGRSPDNAAVAATTGLLARLSPEEIAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGGGIVATIAMALLAPMAAGLIQMAISRSREYEADRIGAEICGQPLWLASALTRIEALAQRIDNVAAERNPA
TAHMFIINPLHGEGRDKLFSTHPSTANRVAALRQMAGSAMPATAPRPRPTIRRAPRGPWG
>MBL3577575.1 TonB family protein [Rhodovulum visakhapatnamense]AB19
MRGLLELLAFCGTALVLHLALWPQDETAGVESSGGGGADLATVAASSAAIARQVAEWERPPEPVAPAEIAPPPVVEPPPE
ALPELAAPEAPIPEAPIPEAPIPVPDSPALPRLAAPTPPDAELAAPEPPPRPPKPEVKPDPAPEVPEVRQAEADTPRPVE
RPDRKPAPTPAPQQTARTEASQSSVAQQAQRAVGAGGTARGQAGQASAATRDPGRIASMMAQWGASIRARIQRRVPEGAG
RGAALVELTVSAQGTLVAVRVVRSSGDARLDGLALAAVRQAGRFPAAPAALGPGARSFSLEVRSR
>MBL3577576.1 biopolymer transporter ExbD [Rhodovulum visakhapatnamense]AB19
MRLTLAAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEVHPPEAASDRPPEGIEALLIAADGTLAYRDARDEDVYP
ALADAPREGPLTVRADRAVDGAAVARVLARLAAEGVTPVELVAAAR
>MBL3577577.1 biopolymer transporter ExbD [Rhodovulum visakhapatnamense]AB19
MSLGLAPPAARRRPSLTPMIDVVFLLLVFFMLAARMGAEVALPVAGGAGGTAEWSGPPRLVDIRPEALTLNGVETPLEGL
AEALTPLVEDPAADPVVLRPRDGADLQRVIEVIETLSAAGYTQPILVE
>MBL3577578.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum visakhapatnamense]AB19
MTPNHGDTSMDLTEKTAAIAEFLDKGGPAIWAIAALSVMTVALILWKLWRLALAGAWSRAAANGAVASWLEGDVWRARSA
LEGRRGLRAVAVRAAIEARLDPELDAATAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQET
GARADPSALAGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRAALRAAAE
>MBL3577579.1 heme ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MLEATDITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMRIVRDFADAGGGIVAVMHDLNLTAMFADSVALMAGGRLMEQGPPATVLRDDLLSRAYLCPLR
VNALPVNGPYLLPQASGPIAAE
>MBL3577580.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MVALLHEVPGTAPHWDRTPRAWRLTVLLVLALAVMSAASLAVGAAGTSPWAVLADIMAGREVALADRVVLFEIRLPRLAM
GALVGAALAVSGAVMQGLFRNPLADPGLVGVSAGAGLGAISAIVLGGLLPAGVAGALGYHLVPVAAFAGGWATTLVLYGI
ATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWTKLAAAAPLMILALVAAPMLGRGLN
GLSLGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAALLIGADM
IARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGF
>MBL3577581.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MIRALAALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTTSSWPEAVTALPDVGYVRRLSAEGVLSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVAAKIEAVAGALDVPEKGAALAAEVGRALDAAAAEAAEGPARRVL
FVLSVQGGRLLASGRGTAADGIIRLAGGVNAVDAFEGYKPLTDEAVAQAAPEVILMMAREGAEDLAAEVLALPAVRTTPA
AASGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MBL3577582.1 hemin-degrading factor [Rhodovulum visakhapatnamense]AB19
MGDGKAVSPDRIRSIRQEKSTARARDLADSLGVAEAELLAAETGRGVTRIAAHPDALMPAMPGLGEVMALTRNESAVIEK
VGTYGPYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEETRGGKVRRSIQIFDGAGDAVHKIHLRDGSSAEAWQSLVDAVR
LEDQSDRLTLDPRAPSEPAKVDRGAVETLRGQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPDCLHGLLNAV
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPALSVEAFDAEGMLILQ
AFGMRVGDVDHTGPWGEIVAALPGLEVAA
>MBL3577583.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTARHMAAGLLACGTAMALAWPAAAQDSFSLDPVTLGQSKREVRTDTAISETVVDEEEIEDRQATTIAELVDSVPGVSLI
NGTTPQGSGINIRGFGATSSYGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKEVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTILAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGDEGFDLPSWMLK
GKYTFGEAREHSVKLSYSDTSSDEKDVPYDTFGTTTDMFGNVDRKTRSKTAILEYAFDPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCEGGACGFPFPPGGFPTTNADHRYETTKLTVKNQALFATGQLGHDLRTGVEYVRKERLDANSAPGGTDKRWA
LFAVDDMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSE
KARTYELGVSYDRGTVFAEGDDLALKATAYHTTVWDITSYTTDAMVPITDARMKGLELEAAYSLPSGHYVDFNANIARGE
NTTPGIRDDWEGTPADDLRVTLGKRWGETLDLSWEVAHAAEMNRSDKPSDSSTVHNLRATWRPQEGLFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTFKLTLARTF
>MBL3577584.1 pilus assembly protein [Rhodovulum visakhapatnamense]AB19
MTGRAARRAGRFARAEAGSMTVEFVLILPLLLWALVALHVFVGAFQLRNTATKATYTLADMLSRQTQPVDQAFLDGADSV
LQFLAGPSARLRVTVVRCTADCADDATRRLAIDWPGATAGMQAMTAAELASDAYRARIPAMELGDRMILVETEVDYTPIA
DYGLPSMTFETLMATPPRFAPQLCWQSCG
>MBL3577585.1 pilus assembly protein [Rhodovulum visakhapatnamense]AB19
MRKGAIIRALGRFARQRTGSVTVEMVILFPILFMVFLMAFELGILNVRQMALARATDIVVRDVRLGTEGTPDFAAFRSRI
CEVATIIRDCENVIRIEMQSLPPERWATMTAPPKCIDHAETIDASLDFNHGVENELMFIRVCALFEPIFPGTGLGRKLPK
NAEGEYALIVTSAFVNEPSI
>MBL3577586.1 VWA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQDRCRGILRSAGTRLCGFGGDERGALVVFFLFVFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAANLDSRQDPEA
LVHDYFRREGLEDHIRDVQVHSDLNGRVVGATASFDIHTLFLQFTGIDTLSSGASGVAREHIPNSEISLVLDISGSMRWD
SRMAMMRPAAKDFIHSVLNPEDPTRVSINLIPYAGQTNPGPVLFEYLGGQWRNGVGNFFEEWPQDISHMTTDFDTDGDGV
PDTVVKVDEFPDSGQPNHVSNDPDDFFPEMVKFIRSSVPAVASATVIGARVKGGIQTTQYYAVEGNANGEAPDTDPLAAS
GGGKKNSEPKADYTLMWNDFDHEAILRPASCLELGSGEFTQSGLPSNGPYEQTPLFMYWTIDRSVMDWGWCPEDDTAIQY
AQNDEAVLDAFVDAIRMHDGTGTHYAMKYALGLLDPSANAAFRHLQTEGLVPADFADRPAAWDDAETAKYIVLMTDGAIT
EQYRSTNPDAAVNATVELEKQSGSKRRKTTTDVQNVASFYETCTLAKKNGVVIFTIAYMASSAAKQQMQTCASTPLYFFD
TTPDNIGEAFSAIAGKINKLRLIQ
>MBL3577587.1 hypothetical protein JMJ92_05350 [Rhodovulum visakhapatnamense]AB19
MIRTSIMAALLGATVAAPALADDVETIKSIDVETSLTDLNNPQAAAYWKSLDQDLEAAIAAQLVGRLGETGMDIKIDMNE
VELANFFQEQIGAADNQMSGTVNVIDMEDNSNFQTFDLTVKLNQVMPLLPEGSDVTVITPTSHEVYTALVATFARAVVDN
IEA
>MBL3577588.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MNYPQIRAFHLVAKEGSVRRAAELLGVSQPTISQHLKGLETRHGVRLFEKRGRGLVPTEAGERLFSVTLRLTELVNEIDD
LLEQRPRAATGRLRIHADSPGIAVRLVSRLRASHPRIEVTIQRRSTEAIAAALLEMRADVGIAVEPMVDPALLILPYRYE
ELRVCLPATSPLAQRRDFALDAISGQTLIQRESGSRTRALVERTIAIAGKTPASVLEIEGSDVVREAVACGLGMTFFAES
DCLPDPRVVYLRLAPPQRQIGFSEHIMLRRDRRRVVEIAAFLSAAALGEGEPAPGVPGARR
>MBL3577589.1 hypothetical protein JMJ92_05360 [Rhodovulum visakhapatnamense]AB19
MALDLAHHAFGSTTDFGIPAIGGTEADVLAFDALTDAQSVTLRPEADAPVAEWALAMDIFIPSTAGSYTGLVQTGDGDAE
LFLKRGADGAGLGISGVYEGQVPYDTWVRVAMTVSLEDGDTVLRKFVDGALVGTQSLGVTDRWTIDPDIGLRLFTDNDGE
TSAGFVSSIFFMANPPDAETVAAALAAAPAPAAGGFFPVAPGADAVEVTFAGGTVATRYGEAEVILEGSDYRTPVALGDS
RIGHAAQFGIEAPGGDSPVLNYSAFEAGEGLHIAPPAGTPDLTDFTMVWDIRTDATGGFQSLLQLDAGNTSDGDFFINGS
GGIGISGVYSGVVPAESWARIALSVKDNGDGSSTLSKFIDGTLVGTQTVDTARFTVDASTGFLILTDEDGETAAGYLAHF
ALSGAALSPAEIAALGGVDADGPFAEGEALVQIGFDGHEPTAEFGRGGVTLNDVSDDTPVEPEVSGGIRDMLVSLSDEAR
HYDLTEVFGEGAHDFAVTNSNGDAVGASIENGILTLDFDAYGLSDLVITAHGANGESLEDHVRVRVAGENAYTIAVFPDT
QDYTSNPYIEHVFSEMTQWVADNAEGKNINFLTNVGDVSQWSATNQFDIALSAYDILREAGVNFSIVQGNHDIVNSAGNL
RDTSNFNDAFSVGYMSEDPTFGGVYDAEPERYDNNYHLWTATDGTGWVTINLEFGPRDDVLAWADRVLTEYGDRKAIIVT
HSYNNFNGRHDPLGSDLEGEGAGYDYWLGADPEGAWDGEEIWRDVVSSHANVVFAFGGHIFGDGAETVVSYNDYGNKVYQ
FLMNYQNGVALEATEGGNGGNGAIRLITVDPDNDAIYTETYFTDLDEYFTGHRETEEASRDGLTGSYVGHQEEFHDADIG
ERAAQAEADAGADLHITADAGASSATVALTAAASADPDGDILSWTWTDEDGKVVAFGKETSAELGAGIHDLTLTVETASG
VVSRDDLRVIVETDDVWLVETFDDGIAQGWVNPAVAQPDLAEIGTDLGFGIGSINGVGQKTLTLSFDSHWRPEDSQTAEV
LVSVDGGTPTAILHFDSETTSDDGSNQNERISLDLKVPDTAASVEFFWKMSEAGNDWFWAVDNIVLTDAEGTVLMAQDFD
SLADDLQPATNENIPSDVLGWTHDAPEGWSVDTPDSVPRGTDEWRGWSFTTSKFWTSADGQDRADFTKGSGVIAVADPDE
WDDFNGGSDTGTDFETTLASPKVWLGGAGATAEAVGVLKLPALGQTEALHVTTGATGQIAEYTLIFDLYVGSGQGAWTAL
FQTDLTNATDGELFIANGGIGISGQYDGSLAYDAWNRVAFSVKVEDGAQVLSKYINGALVGTQVVDANVADGSRWTIDGE
KGFLLFSDENGETSDLYAASVAFTPEALDAEAIAALGGVDADGPLSGDQPEGAVQLSFNGALDATDFGTATVEMLDLSDA
RQLGSFAVIGSAMADGDTVGAPEAALYDRSNGTDNLVVWEGGAWTDLTFETTIRSMDDDTMGVVFSFDGDGSYYLLSLDN
QTNARQLIRVEAGTATVLASEAGGYTFNDEQDLAVTRVGGRIVVTLDGVALFGGAVTDSAPLGAGTVGLYSSGQQGAIFD
DVVVRAPQLSADAGPDRIVIDWDGDGRETVALNGAASILPAGAAEALWTGRDLDAAGLTVEATATAGRNSFTLTLDGTAS
DAVTVDLASGDRLIAADRFEDGDATGWTIVDATEIAGDGTAATGTADWQVIDGALVETSGAYSRELTWNGASHPDVWQRG
WSPLGDGTFALHKGSYALWDGDDALTDYAIRAEVTAPEGAVGFMLNYVDENNYYKIELDARVNLFTLVKVVDNYESMIAR
GATSYTPGDSFTFEARIVDGKISATIDGTDLFAYPVEDHDIGAGRAGVWSWGAAGASFDDIAIVDLSSDFAVELHGTAGN
DRLVGTDADETLFAGAGRLDQIWGGAGADTFVFGDETANGQRETDRIADYQTGIDRIDLGGAEIHQIRETAAGVTLWIGA
DLDQLVIAGVESFDDLSFA
>MBL3577590.1 hypothetical protein JMJ92_05365 [Rhodovulum visakhapatnamense]AB19
MSLSLPMPVLAAATALALATPGFSATLTDTAADVMFMGGDITAEATAPVFDGSSFSPLYAGIFGGVSGLWDPAFVLTVLT
EDGAEALYGEADSYSFDGVDDLSFVFTATGSAADLFGGTVLAELHFDAPIPDPFGATADIYATARLTLSAQTAPAPVPLP
ATLPMLLAALALPGVALRRRAA
>MBL3577591.1 hypothetical protein JMJ92_05370 [Rhodovulum visakhapatnamense]AB19
MSAAAAWLRVVPADPPGSAVLDEIVSGRFAAHIAGPRQAIEQAFLAMGSGLMAGAHLLTDISAAHRDMALEFEGPAFLQG
VEQISRLRDEVGRVLEGITTGDAEIARLAETTKRVRTPLEQMDSAIRLLGLVAVNARIVAAGIESDQNDLTAFTSEMAGI
AAEAKAAVRSISEVHERVCRTVAETRRTQTEFSRGHFRTMAAIRDRLDEDLRSIEAQRAQAAEHADRSATLAAGIGAQVG
EAVAAVQAGDMTRQRLEHVETILDRLADAADAERLAGLLGPLAAAELGATHADFVAEVGHFVNALEAMRVDADAVLRAGT
ERAGRTLAASGEALAALVRDLRSIRPLLDDEARNRETARQLGEGAADAMHLMMSRIDVLERTEHDVRLLGLNMAIRCSGL
GDRASGLRVIAKELSGVAADTSAAAAQIRDILDGAQKTVADTRRRTAEGGGVEGDPAAAASDLETVLDRLRAHGATLAEA
CPRTIAILDETAERAHRVSASGDGWPALVARLETLGGTPDPDEVAAFGDLLAGIRRVYTMQQERRIHDAVLGLPTPGGED
EPPAADGGDADDIDGFLF
>MBL3577592.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum visakhapatnamense]AB19
MTFQPSFSGKKWRVLIVDDSASVRRVLSDIISSDPCLEVMGTAADPYAAAERIGRELPDVIFLDIEMPRMDGLTFLRKIM
AQRPLPVVICSSLTEEGSVALMEAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARVRPGRARRMQVEKKLSAD
AMLPARPGRGPSMVAAERIVCIGASTGGTEAIREVLEALPADCPPIVIVQHMPEGFTAAFARRLDGLCAMTVREARDGDP
ILPGQVLIAPGNRHMMIARAGAHARIVIADGPPVCRHRPSVDVMFRSAAQQLGSGAAGILLTGMGDDGAQGLLEMRETGA
ATVAQDEESSVVFGMPKEAIERGAAARVLPLPRIAPAILQFWAGSGGAR
>MBL3577593.1 chemotaxis protein CheR [Rhodovulum visakhapatnamense]AB19
MTASSLALRPTGGADDGDRIDDSSFSRIATLVNRQTGIRLPPSKRLMVEARLRRRVRACGQPNLAAYCRFLFQEGGLDRE
ALHLIDVVTTNKTDFFRESDHFRFLAGPGLDAMLGRAGGGRRSRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVL
GTDISTAVLAHAKMAIYPTAFAAPVPEGLRHRYFMEARDPVRQEVRVVPELRARVSFARLNLMDTRYAVDSDFDAIFLRN
VLIYFERDVQIAVVGRLIRHIRPGGFLFLGHSESGIAAELPLRQLAPATFQVE
>MBL3577594.1 chemotaxis protein CheW [Rhodovulum visakhapatnamense]AB19
MADQTQYVTLGAADSLFAVPVERVQQILETQPIAAMPHAPADFLGMIDVRGQSVPVMDLRKRLALPAAEDSHSTRIMVLD
ARVGEAPRRIGLKTDRVFEVTALDADTMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAADLPAASGAAA
>MBL3577595.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MAASTARGAGFALAGFAVYSCHDAVVKGLGAHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRRPGWTALRTVAVML
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGARRWAAVVLGLIGVLIVLRPWSTSDLSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPAAHLGALALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGYLVFDEIPDAATLIGAAVIAASGSIVFLREGRAQASENQPALHATDRAGVAPDPVLLGVEETPE
>MBL3577596.1 3-isopropylmalate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTNTLLILPGDGIGPEVMAEVHRIIDWYGTKRDLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
KLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIIEEGGQRVGLNT
QRYTEAEIDRVARSAFELAKKRNNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
LTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDEGTE
ATRLEKAVEKVLGDGVRTADLMGAEGGAPVSTLQMGDAILAALDASL
>MBL3577597.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum visakhapatnamense]AB19
MRRPAAIVPGLLAVFFALPAAADLRVASYNAELSRKGPGLLLRDILSGKDGQVAAVVEVIAAARPDILALQGIDFDLDGL
ALAALADLLRARDLDYPHRFALSPNTGLRTGLDLDGDGRLGGPRDAQGFGYFAGQDGMAILSRFPILTDEVRDFSAMLWR
DLPGATLPETDGTPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHATPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGTFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPKSPGGAAAPQTGTNATQRGAPARDTANWPEDGPGNL
RVDYVLPSSKIDITGAGVFWPADGPLAETVRTASRHRLVWVDLALP
>MBL3577598.1 3-isopropylmalate dehydratase small subunit [Rhodovulum visakhapatnamense]AB19
MEKFEKLTGIAAPLDLVNIDTDMIIPKQFLKTIKREGLGVNLFDEMRYDQDGNENPDFVLNKPAYRETQILVAGDNFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQTITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKATAIDGFESRMAQDRPWV
>MBL3577599.1 DUF308 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRNWLIYTLIGFVLLIGGIVALANPFAATIAATQIVGIVFLLAGLIQMITVMRGGPDSHRWLNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVVMGGMRLLLSFTFRDTNLFWLLLLTGAASILIGALIFSNFFAAATTLLGLLVGLELVLDGIGL
MAFGIAARRPRHVETPA
>MBL3577600.1 3-isopropylmalate dehydratase large subunit [Rhodovulum visakhapatnamense]AB19
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRETKIDNEE
SRIQVEALDKNARDFGVVYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGKLMPGVTAKDITLAVIGKTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFEYVKGRPHAPKGAQWEAALTWWKTLKSDDDAHWDKVVTIRAEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKAEAA
RRSLDYMGLKPGTALTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKTLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLAPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVTGHLTDVRDLLAEAV
>MBL3577601.1 hypothetical protein JMJ92_05425 [Rhodovulum visakhapatnamense]AB19
MMPQVRRDEDREATPWQAHALDRRGAKEYPNGMKRVFDMDDRARLPWRFFGATRSVLARL
>MBL3577602.1 mechanosensitive ion channel [Rhodovulum visakhapatnamense]AB19
MESDPTPILQELQALAEQGRGFLQSLTRPGWRLYQIGILLALFALAQLGAWALYGRLYGWLREREGWPMWRFRTALILLR
RLRIILLVVLAWVTVWAMREVTWPSRSYLVAIGATLATAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYIVDLTDEAAA
LLESVRLGMGDLQLSALTLLKAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKLLQLGLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSVKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTAYSDDPHRVRRLAIEAAASVPRVLGDKPPVCHIVGFGDSSVDYILRFWIVDPSEGLTN
VRGAVFLALWDAFRANDITIPFPQREVKILPGSRLAAAPPD
>MBL3577603.1 heme-binding protein [Rhodovulum visakhapatnamense]AB19
MPRPVLLSGLVLAAALSAPLVRADSYRGYPEVPYRVERQMGAVELRHYPARTIAEVIVDGSRFAAINRGFSELAHYIFGE
NAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGTAPETLPKPEESWVRLRRLPPETLLVLRFSGRATAERLNAAGRDLVAEG
KARGLRLTGPARLMFYDDPFTMPWNRRNEVGYRVLP
>MBL3577604.1 ribosome silencing factor [Rhodovulum visakhapatnamense]AB19
MAAMTALHPDVSSEELLDRILTSLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEDLGRSCKIE
GKEQGDWVLIDVGDIIVHVFRPEVREFYQLEKMWMPAGAMSTARA
>MBL3577605.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum visakhapatnamense]AB19
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLTFAEVEDRKGGGPAAEAALLDRALPQGAAICALDERGQTLA
SPDFAALLARWRDAGRGDAAFVIGGADGLDPALVARADAVLSFGPMVWPHMLARAMLSEQLYRAASILAGLPYHRV
>MBL3577606.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum visakhapatnamense]AB19
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQTCPNAILTTFGPDVGLPTGQMGNSEVGHTNIGAGRVVAMDL
GQIDLSIEDGSFFRQPALTGFIDKMKASGGTAHLLGLVSDGGVHGHIAHILAAARCIAEAGVPVAIHALTDGRDVPPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAEEAVQKAYDRGETDEFIHPSVVAGHD
GIKDGDGLFCLNFRADRAREILRAFAQPDFDSFDTGTRPQLAALLGMVEYSVEHNAWMDTVFPKRKLVNTLGEWVAKQGL
TQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVGDKLVEAIGKGYDLIVVNFANPDMVGH
TGILSAAMKACEAVDRNLGRALEALAAAGGAMIVTADHGNCETLIDPATGGPHTAHTLNPVPVILVGGPEGARLRNGRLA
DLAPTLLELMNLPKPPEMTGETLIEA
>MBL3577607.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum visakhapatnamense]AB19
MAALSVPLWPTPALAQTADPADTAEAAAAALRDAANRLQAAGGARDRVAALTETVRAYEQGLAALREGLRRAAVREQTIA
AVLDARREEIAQLVGVLSSIERNPEALVLLHPTGPLGAARAGMMLGEVTPALQAEAESLRGQLDEIALIRALQESAADDL
AAGLSGVQTARTELSQAIADRRDLPQRFSADPDRLAHLADSSETLDGFAAGLSQVGGTAPEDSAPPAFEALEGQLPLPVE
GTLLRGFDEPDAAGIVRPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGAEGQVLAAG
APVGLMGGADPNTAAFLDAAAEGGGNDLPETLYMELRQGGSPVDPAPWFARQ
>MBL3577608.1 S41 family peptidase [Rhodovulum visakhapatnamense]AB19
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDSTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEEGFVKVVSPIDGTPADEAGIESGDFITHVNGESVLGLTLDEAVEMMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRIEGSTVVLRVTTFNDQTYANLEEEWNKSVEELGGVENVTGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGRNPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPLKGEGAMRLTTARYYTPSGRSIQALGVAPDIVVEQPPRKPVTEETEDQPASAAARTRSEADLRGALDN
DSMTEDERKQAEEELAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MBL3577609.1 RNA pyrophosphohydrolase [Rhodovulum visakhapatnamense]AB19
MSPEEIEKLPYRRGVGAMLVNGAGKVFVGQRKDWAEPAWQMPQGGIDKGEDPEEALLRELWEETGVTADLVEILARTADW
VDYDLPPELLGRVWKGKYRGQKQLWYLLRYLGRDDQVNIETEHPEFSAWTWLDPDALVDHIVPFKRTLYERVVGELVPRI
PSQAGAV
>MBL3577610.1 YjhX family toxin [Rhodovulum visakhapatnamense]AB19
MNISKREQRVLHVLAQGGRIVHDRPAAGGKIVTITCFTRDGLVLSDCALDVFGRLRRRRLIESRNGGPYRISHRGRLSVR
AQPDNR
>MBL3577611.1 acyl-CoA thioesterase [Rhodovulum visakhapatnamense]AB19
MADRPPPARRADFAAFRSLTTRWEDNDIYGHMNNVVHYALFDTAVNGWLIEAGVLDIRGGAQIGLVVETGCRYHAEMAFP
DRVTAGIRVAHLGRSSVRYEIGLFRNDEDSAAAEGVFVHVYVDAATRRPSPLAAPLRAALETLVRPGPAGQ
>MBL3577612.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MRLDGKATLVTGAASGFGRGIAETYIREGARVAVVDIDRDRAGAVARELGENALAIGCDVSKGDEVAAAVAATQEAFGRL
DIVVNNAGWTNRNQPLMETDEATFRKIYDINVLSIFHMTKACVPLWRTQGGGVMLNVGSTAGIRPRPGLTWYNSSKGAVN
LMTRSLAVELAPDRVRVNGIAPVMGVTGLLEQFMGVPDTPENRERFIATIPLGRLSEPRDVANAALYLGSDEADFITGVI
LEVDGGRTI
>MBL3577613.1 aldehyde dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MTRTDLPLPEPANLIGNVWQPAVSGASMDVISPIDGLPFARIADSGPEDVDAAVAAARAAFEGGDWSRLSAAERGRLLLR
LARRIEDEAEALARLESRDNGKPIRQARADMAVTARYFEYYGGAADKLHGEIIPFLKDCNVELHREPHGVTGHIIPWNYP
AQMFGRSVAPALATGNAAVLKPAEEACLTALRIGALAVEAGFPPGALNIVTGRGETAGAALSRHPGIDFISFTGSPEVGV
LIQTEAARNFIGCTLELGGKSPQIVFDDADLEAALPVLVTAVIQNGGQTCSAGSRALVQRGVFDAVVAGLKARFEAIEAS
DSGEEAVLGPLISARQKARVEGYIANAGAPLIARGGIRAGTPDGGFYVAPAVFGPCDPGSRIAQEEVFGPVLCVIPFEDE
AEAIAIANGTEYGLVASVWTRDGARQQRVAKAMRCGQVFVNGYGAGGGVELPFGGRRKSGHGREKGFAALHDFTTLKTIV
TTHG
>MBL3577614.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLEFRTVDAAIGKIPILRGLNFRIGEAETVALIGRNGAGKTTLLRSVMGFTDVTGEILLDGHPLGPMHPARRPGLGIGYA
PEDRRLFSAFTVEENLLLPAQNARLDRAETQRRLDRVHSILPELKEMADRPAGNVSGGQGKMVALGRALMLGTRLVMLDE
PFQGLAPALALRYADALRALRDADRTVTLLITESNPALLRGFADRTLLIERGEVAAPDPNAIPA
>MBL3577615.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTAPLLETRNLVIRFGGVIAANDVSLTITAGRNLAIIGPNGAGKTTFLNICTGWIKPSSGQVLFEGEDVTPLPPRAIVRK
GVARAFQIPQLFTEHTALENLLIAVAARDRLRNPFMNLHRIPEREEMMHLLEMVKCADAAHRPVVELPEGQRKLVDIAVA
LALRPRLLLMDEPTSGVASSEKHRIMEILVEALAERKVTSVFVEHDMGIVERHAEEVAVWNAGNVQLRGTPREILDHPDV
IRDVIGEAV
>MBL3577616.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTHATEPGKSRQGRPAGGPSMAGTVLPLAGLALLALVPLGAPGMQLLVNLALAKGLAVAGVSVLLRAGQVSFGHALYFAV
AAYAGAFLMTALPGADLALVLLAGLLGAVVAGLCVGLFVVRYRGIFFGMLNLAFSMIFWSFLEKFYHITGGADGIRLPRP
TVLGMDLDRASFELVLFYLTLTLVLGLGWATIRWLASPAGQIFQTLKTNETRLEYLGVSPRRALLWGYLVSAALCGIGGA
LMGVTQGVVTPEYAWWIRSGEMVFIAVLGGAGSVRGAFVGALIYELVRTYASAYAGDVWQMLLGGFLLVIILFAPRGVIG
MIETLAHRGEARK
>MBL3577617.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTPTLFLLALFDGIAYAALVFIVALGLTLIFGVMRILNIAHGSLYAIGAYATVSLSGWALAMGLAPILAFPLMLVSAVLV
GLLLGGPIEWLLLRRIYDKPEVLQLLVTFAVFMILEDVQRLVWGTRPYFEATALQALGNVTVLGVTYTVYQLILLPAVAA
ALLLGMRFFLRHTIIGKLILATTEDREAAQSIGIDADKVFLFTFIVGAALAGLGGALASPTTSILPGMGADMIVLSFAVV
ATAGLGQIEGAALCALMIGLGRSFAVYVWPEAATLVPYAIMVAVLSVRPQGLFGSSSARKI
>MBL3577618.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKTWLLTALCAAMPLTAAAADKPASLKVGMTTFLTGPASVFGVPAKNAAEILVETINAQGGIGGVPVEVSFIDEGAGAET
LTSEYRRLAESGGADVMFAAISSGNCQTLAPLAEDLKVINFMWDCGTQKIFEEHSYKYVFRTQANATPEMLAAVIYLLKT
HPDFKTIAVVNQDYAWGRDSWDIFRTALMAMKPDVKVVGEFFPKFGSPDFSTEISRLQALRPDVILSTNWGGDLDTFVQQ
AAQRGLMNSSTFVLPLAESSLERLGSSLPSGHIVGARGDHYFRHPERRDDDAFKDFMARYEEKTGEISVYPVFHTAQAFA
ALQAVYEKAIAANGGDWPDEDQVLAAMAGLEFQGLGRPVTIREDHQGIEAQLMATSVQTGDRPFATLENIMIFDGADITA
PVGEVSVDWIGGLDASFLDQVGVATYAD
>MBL3577619.1 cyclase family protein [Rhodovulum visakhapatnamense]AB19
MNCQATLRAASFCAALAAGSAALADDTAPDWAATPWGPEDELGAANRMTPERVRDAAGLVTEGKVYSLGMIAGSDTPAFP
PRSLSVTVLQPNQTETHGLGENRFTYNDDIFMGWLGIGPQIDGLGHAGIDHTYYGGRSLPDFASASGLTELGLEKLPGLV
GRGVMLDMAAHFGTDMVAEGTAYTEDDVKAAAEAQGVEIREGDIVLFNSNWMNLLDGASPDPDRFGAAEPGLGVSGAEYL
AGIGVMAVGADTWGMEVVPAEEEGMAFRAHQILQPRHGIYILENMDTRALARDGVHEFLFVMGQARIKGAVQMIINPIAI
R
>MBL3577620.1 zinc-binding dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKIEAAVLERGGIEKDFEAAEALAVRQLDLEAPGPGEVLIRVAAAGVCHSDLSVINGTRPRPVPMVLGHEASGHVEAVGA
GVTDLVPGDHVVCIFAPGCGSCTPCAEGRPALCTRAAKHHGVGELMTGHRRLSMDGQPVHHHVGVSAFATHAVLARPSLV
KVEADIPPHISALFSCAMLTGAGAVFNTARVMPGSKVAVVGLGGVGLSAILGAAAAGAGEIVAIDPFPAKREAALAMGAT
HAVAADDDTVAAVRDLTGGGVDVALELAGSVRALETAYDVTCRGGTTVTAGLPHPDARMPLNALKLVAEERSLKGSYIGS
CVPQRDLPRMFALHALGRLPVEKMLTHRLKLGQINLAMDQLDRGTAIRQVIEFD
>MBL3577621.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDIRQLRYFLAISEARSISAASQAIGVAQPSLSQHVRRMEDELGVQLVERSPRGTILTEEGRVLAEHARHICASVDRCVA
DMHELTGVLRGRVSFGMPPSVSMVMSVPLAETVRHDMPEVRLRTVEAMSGYIKTWVQDGTVDIGFLYDLEGVEHFRHTHV
LQEDLYFHSSPDAWPLDTPAGTPVPLRALERLDMVLTSNGLRHLIEKYCAANRVTLNVVVEMDAMTQIKELVARGSGYTI
LAPAAAQDFVARGELLRTPIVEPRMTRPVYLVTNPARAMTRACRAVGQLTLDVSRELVRRGIWEGLTI
>MBL3577622.1 AMP-binding protein [Rhodovulum visakhapatnamense]AB19
MTPPRPITFGARLRQLARLRGAAEAVRFLAADGQEEAIGWDRLDVAVDRIAHVLAARGVVQGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLAPELAAALKARIGARIWIAETPGSGDLHRAGLERQAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRSPGASWGRVAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLVLMEKFDADRALLAIDRFQVGFA
MVVPTMMVRMLDRLDATGATLDSLHAFYHTGAPCPAWLKAAWIDRLGPDRVFEMYGSGENTGQTVITGAEWLNRKGSVGR
GFETEIRIYGLDGARLGPRERGEIFMRPEDLSGRSRYLGPDAPEPRRDEDGFQSIGDMGWLDDEGYLYLAGRSDDIINTG
GIKVHPEVVEAELLRHPQVADAVVVGVSDRDWGQRVVACIVPAPGTTPDPAELHDFCAAHLAPAEVPKRFELRLTLPRDG
FGKIRRKALRAALEPRDLGAVPDPDA
>MBL3577623.1 DUF3830 family protein [Rhodovulum visakhapatnamense]AB19
MTKLKVTIAGIEFDARFEDAAPQTVAAFRAKMPFKGQVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQDILFEEIDA
>MBL3577624.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MLVIAAAFVLLLLAGVPVVFVLGASAVIALVTTTDVPVTIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVIGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMVIAYFHARKGGPAYRETEPFTFARLLRTGWAALPATGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSAAVMLIIGTASVFSWLIANANVPQLLGNWIASVSSSTLMFLLIAN
LLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLVAVTLIPDLPLFLPRLAGLID
>MBL3577625.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MLTLIEKVLLLLRRLVSGAVILLFSVMMAAVLVQVAGRYVFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLIRMGEFQTSPSLRVPMMYMYLCLPVGAGYIALELLLSVIQRWDDPFP
PPSAGQEEEAI
>MBL3577626.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKLTNLALCLALGTSVALPAFAQDITLKASHNANAEEPYGVGMRKMAEILEDKTGGKATIQVFDNAQLGDEMESIQGTQM
GTVDIAVTSNEALANFVPDLTVFSLPFLFKDAEQMDRALSDPAVIAKAQDILGEKGFHLITFFSAGTRHIMTKTPIETMD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAEYRKLPEDVQAALDAAGKDAGQFQRQTYRDSDNARFKDLEAVGVTITHPDDSAFRAAAAPIQAEYVTTDAQKELFELL
QAVE
>MBL3577627.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum visakhapatnamense]AB19
MRFRGSYTVCVTAFDDEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTEDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKNVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAEMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQRRQDDLRRILDDLGLLAEA
>MBL3577628.1 hypothetical protein JMJ92_05565 [Rhodovulum visakhapatnamense]AB19
MPFIEVFDREPVQETRALATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGKSAEVFRIFAKVHAFPRPAEAKA
EAARALTGALCRAYGAQPKDVIVYFFDRDPGDAFHGGVASA
>MBL3577629.1 acyl-CoA dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPATNRIGPEHGAFKMAMENFNFS
RLMMSSMALGMTQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAARLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKAYA
>MBL3577630.1 MaoC family dehydratase [Rhodovulum visakhapatnamense]AB19
MSLYFEDVEVGARFTTASHVITEADIADFCRLTRDRHPLHTDEAYARQAGFDGIIAHGLYGLALMEGLKTELQLYEDSSI
ASLGWNHVRFVHPMVVGDEVHVEMEFTAKRESRTRPAGVITETVWLLFPDRSPAISAEHVSLIRKRN
>MBL3577631.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MVAPSPAPRKDSKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGLRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLLAAEAILRMQNAAMMEDLAARVDPDGSRA
>MBL3577632.1 dihydropyrimidinase [Rhodovulum visakhapatnamense]AB19
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAEKVGAAAEEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDMKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTATNPAKLYGLYPKKGTIAIGADADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGKTVAADGEVTGSAADGQYLPRKISGEAFPG
>MBL3577633.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MSNRVLSSLAVVAALTAAPALAADYTFKVAHTNAADEVQDKGLQKMRELLEEKTDGAATLEIYPGGQLGDEAQLIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKVDANWDLMEDSANGSGFQLLGVFSSGIRHLMTSQPVETIDDV
KGLKIRTMQNPVHVEAWRAYGANPTPMAYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AYDALPENIQTALMEAGQEAARWERQYVEDQEQPLIDSFKAEGVTITRPDVEPFRKASLPLYESELTTPGQKKLFEALTA
K
>MBL3577634.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MIWAVGGFLLLLISGIPIVLALGIAALVAIELTTTAPISIVAQRVYGGISSFTLMAIPFFVASGLLMEAGGIARRFVALA
GALVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
ANQSIGAMFLGGIVPGLIVMAGLMLGAWLFARRGGPAYRDGEAFTFQRLGRTFLDAAPGLLVPVVIIGGIVGGVFTATEA
ACVALFSTLIVTMFIYRELKPRDLPRILLKAISLSATVLIIISTASVFTWIIATQGFPAMLSAWLTGITENPIAFLLIVN
LLLLVVGMFMESISAVLILLPVLLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVASSVAGRRIEQVSRRIWLPF
LCMLVALVLVTFVPAVSLWLPSVMMK
>MBL3577635.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MASSTVWKGLSLMLWTLRRAVDGAAILLLAYMALAVLIQIVGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVG
VDVLILKAPLAVQRVFNIAAFALGAWFLGVVVVGSLSMVAIGMMVKSPALRIPLAIPYSALPVGFGYFLLEFALSSIPRI
LRPGAEPPEENGI
>MBL3577636.1 aldolase [Rhodovulum visakhapatnamense]AB19
MQAALPLRRVFSVQSEGAIGPEIGLAFCLLGRAEAILLAKGAGFDFAVMDMEHGPIGLADLGQAAAAGLAAGVPVYARVT
GPGSPDLARTLDCGAAGVIVPHVDSADQARAVVRACRFAPVGRRALPGPLPVTGYLPLPAADLVARADNGQVIAMIESAE
ALAAVEEIAAVPGLDALIIGTNDLADGIGLRGQVGHPDLLAAFRRIAAAAQARGLGFGAMGLPPALVQSHAVALGARLVV
ATNETNLIVEGGASVLAGLRRRAAS
>MBL3577637.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSASPRGSVRPMLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEA
EPLFLLRDAVNQRAADLRRGRIGRIRIASTAELSEAVLPRVIADYAGQYPKVQISLETRPLDSVLQVVENGLADVAFVIA
AYERQALDYEALAELRAVCLCPADDPLARLEVVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAVETRFMNAAA
RIVREGCGVTLIDELSAQTVLRPGLVVRAYAPALSFELSAATSRTKTTSRQTRRLITAFADRVQAQIAEVRAEAERDAS
>MBL3577638.1 hypothetical protein JMJ92_05615 [Rhodovulum visakhapatnamense]AB19
MPETHQTHMVFVDIDPEDEAAFDDWYNNTHLPDILACPGWLDARREKCLEGGPAHVAIYTITGPEAYETPEFAAIKGFGP
FTDKIRNFRRVRLTKS
>MBL3577639.1 dihydrodipicolinate synthase family protein [Rhodovulum visakhapatnamense]AB19
MTAHPHGGIYAATICPMRADGALDLDSLDAHFAAVLATGGLDGLLLNGHAGEGIFLSRDEAATVVRHAKAIAPAKRVLAA
VSAESTAEAAADARAARAAGADGIMVFAPFSWALGADPRAIVAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLE
IEAVVGIKEGSWETRAYEDTLRQTRALRPEVAVMASGDEHLFACFQLGSDGSAVSLAAVVPDLIVALDTHVRAGETDAAL
TIHRKLFALAKLVYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAETDRLAAALAPCLEDLDA
>MBL3577640.1 dihydrodipicolinate synthase family protein [Rhodovulum visakhapatnamense]AB19
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLDHCAKPETTDCVFVNGHAGEATALSEAERDEVIRTTRDHIGKDRLL
LAGVVPTGYPEAVKQAEAAREAGADVAVIFPPEALGGGNASTRAPVAFMEKLARELAMSMSVFQFPIASGFGYSTEALAE
MAQIPEIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWQASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGIIKCATPRLPLLPQSEAIVEGLRAALIQAEVL
>MBL3577641.1 acyl dehydratase [Rhodovulum visakhapatnamense]AB19
MYDIRQMDELCVGDRISVSKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKADATLKFPRKKVTT
>MBL3577642.1 hypothetical protein JMJ92_05635 [Rhodovulum visakhapatnamense]AB19
MSIERGQSVTFRKTLTVADQGFFTGISGNLGPAHVDRVKAQALGLPDMAVFELAAGALFSTALARLAGPEYRIGNISMSF
HRTITLGETFAATATSGGAEGKSLVCQLKGEIGGQTVVSGEATLVLREG
>MBL3577643.1 acyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]AB19
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGVLDMCLVEEQL
GQTSDALIRRVFGQVYPMLEQFKGDLRDRYLFPTVRGEKICAMAITEPGAGSDAAAIRTRAVQEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFRVTRNQPMMGHRGYGHAEMTFDDVRIPKDQILGEVGEGFKVMMANV
GGIRLGHIGARAVGMASRVLEMMRGHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQVFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MBL3577644.1 CoA transferase [Rhodovulum visakhapatnamense]AB19
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDDTSVNHMTTGRNKRSLALDLKAPAAL
EAVRRLIATADVVMENFRPGTMEKLGLGEAELRRINPRIIYAATTGYGADGPYAKLPGQDVLLQAMSGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IYAVSDGHVMISMCKPADLAEPLNLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
QNPQVKHLGAFVEAETRGGSPMVMLAHPVRYDGETPPVRMTPPALGEHSREVLAEAGLGADEIDALLAAGAVAQTDRMRG
>MBL3577645.1 Asp/Glu racemase [Rhodovulum visakhapatnamense]AB19
MNPNSAPAVTASMCEIAARVLPVAPIGWTAPAGPPLIVTPEALARAAEGIAAAEVPGRPDAVIVAAFGDPGAEALAARLA
CPVLGIGAAAARAAARSGLPFAVATTTPGLEAQIDALMRRHADGAPYLGCRFAAGDPVALMRSEAALDAGLLAAIAEAQV
AGAAQVVIGGGPLGAAAERLRDRSAVPLLNPVLCAAEEVAALFEVQHV
>MBL3577646.1 hypothetical protein JMJ92_05655 [Rhodovulum visakhapatnamense]AB19
MPGSGDEAWDGRDFGPLSAQFRADADTVLDGETEAPGGSALANPDLLLRHLGRLRGGLQPGQTMIAGAVCRLPWFEPGTD
LPAEIAELGQVAVSLVQAPASAIRKAV
>MBL3577647.1 HAD hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MAEMAAQGWVAMIGDGISDAPALKRASVGIAMGAGSDVALEAADAALSQNRVTDAPAMIRLSRAAMRTIRQNVALAREVK
ALFLATSVTGATGLWMAVLADTGATVLVTANALRPLARDPRRSPRT
>MBL3577648.1 SPFH/Band 7/PHB domain protein [Rhodovulum visakhapatnamense]AB19
MTLPDLISALVGGNLVVLLLAGLILLSVYLGVRIVPQSEKHVVERFGRLRSVLGAGINFIVPFLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDVDAAIATTVAGIVRAEIGKMELDQVQSNRSDLIATIKESVEDAVE
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGKKRAVELQADAQLYAARQAAEARRVSADAEAYATGVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIIVPAHALDAFTDAFKMLKGRG
>MBL3577649.1 hypothetical protein JMJ92_05670 [Rhodovulum visakhapatnamense]AB19
MLETWWVWLAAAAALGFLELVAPAQAFLGFAVGAAAVGGALWLGLAVAWPWLFLICAVVSGLAWLVLRQVLGVRRGQVKV
WRDDINEN
>MBL3577650.1 NUDIX hydrolase [Rhodovulum visakhapatnamense]AB19
MKTDPFDGAKLALLTGRGLVSILRDDVPHISWPGHWDFPGGAREGRESPADCALRETREELGLVLDPARLVWQQVYRNGR
GRPVWFFVARLEAAEIARIRFGDEGQGWAVMPVADYLAHPKGIGQLKDRLSDYLAARPGDAD
>MBL3577651.1 orotidine-5'-phosphate decarboxylase [Rhodovulum visakhapatnamense]AB19
MTDDRLIVALDVPDAHAGLTLAERIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAAREGASGSQTKILAVTILTSLDRADLDASLIRAGDVADLVVDRAARAFEAGADGVIASPQEAE
LIRALPEADGRLIVTPGVRPAGAALGDQKRVATPAQAIAAGADHVVVGRPVWQAEDPRAAALAIQAELASPQARHPNA
>MBL3577652.1 ATP-dependent chaperone ClpB [Rhodovulum visakhapatnamense]AB19
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALGKMPKVTGGGGQ
TYMDQATGKVLDEAETLAKKAGDSFVPVERILMALCMVPSKAKDALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGKIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKNKRLMAL
DMGSLIAGAKYRGEFEERLKAILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEVELAEMQQQSAEMTAKWQAERDKLDRSRQLKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EDELGRRVIGQKEAVKAVANAVRRARAGLNDENRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRTVDFKQTLIVLTSNLGS
QALSQLPDGSDAEAARREVMEAVRAHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLKRLQKRLDQRGIALDLDDGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGTIRVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MBL3577653.1 DUF302 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKALLTAAILAATWAAAAAADPVTYTTSQSFDDVVFGLENAVTGRGLVIDSVSHPGEMLERTRADVGSDRTLFLKADVYS
FCSAALSRKVMEVDPLNIRFCPYAIFVLQYPDTPDHTTIGYRTFPEGEMKEVEALLDAIAREAVGLD
>MBL3577654.1 FMN-binding glutamate synthase family protein [Rhodovulum visakhapatnamense]AB19
MGWAYYALQVLAGAFALVIGTLLLVSLVLFTIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGEGKGNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISRPAV
QALSRGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIAHIRGIPLGEDSYSPNRHAEVGNWEDMLDMIAHVRKVTGKPVGFKVVVGGPEPFEQLFNLVRDRGATS
APDFISIDGGEGGTGAAPMPLIDLVGLPIREALLMVSDLRDAAGLHDRVRLVASGKLVTPADVAWAIAAGADFVASARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYAQSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGT
TRPMNEVYPRSDQVNALVR
>MBL3577655.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum visakhapatnamense]AB19
MAGRWRNRLSWSEVTPERVWLDRRQVMAGLGVAGLGAVAGMRPARAEALVPNSWDEITSYNNFYEFGTDKGDPSRKAGAL
TTDPWSVEIGGLVDRPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLDMAGVQASAKYVAFETLLRPEE
MPGQRGRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRITLTNTQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVATLMFNGYGEEVAGLYADMDLAAEF
>MBL3577656.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum visakhapatnamense]AB19
MTGVQRVNIALARLPTWPVYVAGMLPAAWAVWLGATGGLGVEPINALEDRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLVLHLTVWLVLDLRDWGLVWADIVKRPYITVGMLAFALLLPLAATSSNRAIRSLGPLRWRRLHRLVYLAV
PLGGLHFVMQAKGWQVEPLVYLATILGLLALRVGVTRARIAA
>MBL3577657.1 cytochrome-c peroxidase, partial [Rhodovulum visakhapatnamense]AB19
MTAPLRLAPEDLRAVYAGPPETWPAPEIDPGVAYVELAPRSLPPRPAPGSAAEARRALGERLFADPVLSASGQIACDSCH
NRRLGWGDGLPRSLGHGRQEGPRNAPALFAAGAGLPLFWDGRAAMLEAQALGPMANPVEMANADLGAIAPRIAADPAYPP
LFEAAFGPGPVTLDRIAAALAAFQTHLDRPTRFDRFLAGDSRALGDLELRGLHLFRTRARCANCHFGPLLSDGAFHDLGL
SFLGRGREDLGRYAVTGLPEDAGRFRTPSLRHVARSAPYMHNGIFPHLPGV
>MBL3577658.1 TonB-dependent receptor [Rhodovulum visakhapatnamense]AB19
MTKETNRPALRVGAAILTLATVPPDSVRAQEAFALDPVTLAETDETGTEIATGDADDSGTTALGADAVAIRSDGSGDANT
ALTSLPNVQYRDTPFDSGVNVDDILDLKPLEFSISGGRVSGNAIRLNGTGIGSATGNTHPHTSEDLSRQTGNPGTYSFYG
LHSQTQFVPSAMVDSIEVRDSNISAEYGGFEGGVVDYKLTQPDATRASGKVSLSFQNDALVHYRLGTEDGDNPDRVPKPD
FSKREVSVEFNQPLGENTAVIFGFGRRMAEATKAKEPQYRPLTADDDSRSDFWRLSFSHDFENGDELELNGYLTDYSQGW
DSPWTQDYHLDVETRDLSLDASYTHHLGSFDLGPASLSNVKLTLGAVHQDNEASNSTDQNTFLSWYGSYFSTLRGVSYHT
DAFDAWCDTPDTPSAAEDYHACRRGGYGSKSYADTRNRIEAELEADLGRGRFKFGAYVERVEARQSGDGFSSYTLSVYRD
PTDPFGSFTCPAGDPACIDDQYLRTRITQEAYDVSTDATLAEAYLEYDRSFGDFGLRGGLRFSYNDVLKNTDIAPRLSAS
WTPSPDFAVVAGANRYYSGDYISYAIHDALPRGANERRSHDAITGEVGAWTPFLDLGSYSYTQGDLKTPYVDETSLAVMY
RDAWTRGTWRLKLIDRQGRDQFARSEDSTGSNNLLSNDGTSEYRSVSLEYERRWRGRGALDDVGLYLSGVWADSDMSNDT
YFGDEGDVGDDDFIWYDGQSYTRNEFDQRTGRRDIPVRAMVELGSTWKNGRFGLGVGADVSFAYTGVRDTDSNETHTHPT
YGSQSHDVYEDYEFDTAVSAFLTARVRLAQLRGGDLDLNVKVANLFDDTGGGTATDSNPWIPGRSFYVGTTYSW
>MBL3577659.1 hypothetical protein JMJ92_05720 [Rhodovulum visakhapatnamense]AB19
MVLSDIRAYCAEAGQVSLQQLANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCAKSCAPLAGMNDAVYQW
VGRQRRPLH
>MBL3577660.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum visakhapatnamense]AB19
MKSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGTFSHKGADVTVVDLPGTYSLGSISDTGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPMIIALNMMDMAEENGLRIDPEALAKRLGCPVVPLVASRRKGVEALKD
AIVAAAAAPEPPKATVTHPPAVEEALAEIIPATAPTASDKGVDARWLAVKLLDGDAAALAMVPPALAAQAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSGVRRTSRISRSLSDRIDSVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPTEVLGNIGAPDWLIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRLMTVMMSPFMSCGARLPVYALFAAAFFPVGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDSDQSVLSSIGKAI
TPVVEPMGIHEENWPATVGLFTGIFAKEAVVGTLNALYGQMAAEDEGGEEDPFSVMAGIGEALASIPANIADAAGSLADP
LGLNIGDVDDQALAAEEQGVSSGIFGAMAARFDGTAAAMAYLLVILLYAPCVAATSAIWRETGTKWTLFAVSWTTGLAYG
TGVITYQSSRLATHPAEASAWIVGILAIFVAVLVTMRIASTPRGPGGAAARTA
>MBL3577661.1 ferrous iron transport protein A [Rhodovulum visakhapatnamense]AB19
MENTLPKMGTTVRVKSFARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIRVRGFALSLRKDEFALLTLEAVD
>MBL3577662.1 ferrous iron transport protein A [Rhodovulum visakhapatnamense]AB19
MSGHGHGAGHRHRGGHRHGHDGLGAGECCHATGQPCTSPEARAADCVLGPNACPLALADEGVWLRVVALRPGRGVHHRLI
DLGLTVGARVRILQRGGGCPMLIGVGETRLALGQGLAGKILVEPANDDI
>MBL3577663.1 LacI family DNA-binding transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MEPRFVTAADVARRAGVSRSAVSRAFTPGASVAPETRARVLEAAEALGYRVNRLARTLHRDRSDLVGIIGANLGNPYISA
QFDALSAALQAEGLQTLLVNLRPDPRPGAEPPDLGRAVERLLEYRVRTVVLLSGAAPDELVRLCAANGVRMVLINRPAPA
AGALADVIDSDAAGGGRLAARRLIAAGCRRLAVVLSESRTSAKLARADAFCAEAASGGLTVRRWTQGPNSYETGVAAARS
LLEGGAARIDGIFGVTDEIALGAMNTARHELGLAVPHRLSVIGFDDAPISAWSSHRLTTVRQSLPALTGATLEAILCPAD
AAVSHRAVAVDLVERGSVAPARGSAPG
>MBL3577664.1 protein phosphatase [Rhodovulum visakhapatnamense]AB19
MDAPGRHAIPKDVPAAEAREDVRPVLIDVLGPVAAASAQPGKRVFLGNLAGAEDAAALTSAGITETLNLGLNLCPGPLAL
GDGTQVRRYQIGLIDGPGNDPHLLAAAVVTVRGLMGSYGPGKPHYPPHRPGHLLVHCRGGRSRSVTVLAVWLTLCHPQAF
PDLDAALAHLRRLRGLGPEHPLPPMLDLAREVIARGLAGRAGGA
>MBL3577665.1 MBL fold metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MARLTAISGLGRKSAAIFLIEMSGRRVLFDLGDGLEPGDRPDLTGIGRVDAVVLSHAHEDHAGALDRLDEVGDPPVLATA
RTLGFLPERLRAGRARVLPERGRVDLMGLDLTLGRAGHAPGGVWLHVATPAGGLLYTGDICPEAPRLPVDPLPEAATLVL
DASYGDREGRLADQIAAMARAAAAGAVLCCPAAGRGADMVAALAGAGLCVATDAVIGREVAAATGTLPEIVDAATARPDR
AIVCVSSNAERGLAAELLGREGFRFVFSSHVPDGTPARRMLDAGQALWLPWNVHPTLPDLLALVRTTGARRVLPAFLDIA
TAPRLAEGLGARLWTHPETEI
>MBL3577666.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MPTRRSGPTRRSARNSPRSSGSDRVSLSVETGGRPRRALLPRVPGEWLVLAGLVLFVGALSILPLARLVQAALFPAGTFD
AARIAEVLGGRRVAEATINTIWISCAATALATVTGTLAALLAGLTDLRGRTLWVFGFVLPLMIPPQVTALAWVQAFSPAS
PLLGPLGLSLPPGMRHPLYSAWGIVLLLGFYNAPLVFLSVRAGLRRLPADLVEAARAAGAGPLALSRDIVLPLVRGAVFA
GAALAFVSSIGNFGIQAMLGIPARVPTLITLIYRRLNAYGPSALNDMALMALMLAGLTVVGMGLTGWLGRRGDQRVEGAA
RRLRLPLGRWQIPAGLLAWGYLAACLLLPLSALLGTALVRGYGQPLGPDTITFENFANALFHHEGIRKAFLTSLWLTALA
VAVLVPVSVALGYVLSWRSGPVARLLQLASELAYALPGIIIGVAMILFFLRPMPLIGTSLYGTVWVILAAYLANYLALAL
RPVLGGYAQIDRALDEAGQVAGAGLIARLRDIVLPSLAPAAAASAILVFMSAINEIQTSVLLVSSRAQTIGPTIIFLDEA
GSSTLAAAVGCLMVAVVLGLMLASLAFGRRLPEGVLPWRD
>MBL3577667.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRLLALATAGLMATAASAETTITLYTSQAPEQAQETVDAFEAAHPDIKVEWTRNGTSALMNVLRAEIEAGQVQPDVLLVA
DVINLGELKAGGHLLPYTDAPVAAYDPAMYDPDMTFFGTKAITTGIAWNTEIAEPVETWADLLKEENRGQIAVPSPLYSG
AALCHLHTLIDAPGIGWAFYEGLNDLDIVPEGGNGPATKAVASGMAKYAILVDANALRAKADGSPIDYIAPKDGVSVITE
PVAILSTTDQPEAAKTFVDFLLSRKGQELVAKQGNLPILPGVAGPEGFPDLASMTLLPLNADAAVRTDAAVRAKFAEIFG
L
>MBL3577668.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSAIDIQNLGKSFGRTEVLGGVSLAVGAGEFVAILGPSGCGKTTLLRLLAGFERPDRGSIRMGGRLVSGPGVHLPPEGRG
VGVVFQTYALWPHMSVAGNVAYGLKVGGMGRAPREARTQAVLETVGLGEMAARRPADLSGGQRQRVALARCLAMEARVVL
LDEPLANLDVHLRDTLEAEFADFHRRSGATMVYVTHDQAEALALADRVAVMEAGRIVQFAPPERLFREPACAMVAGFIGD
GRVVEVTDLAPSGDGRAEARLLGAPVRLRCAPGERPRPRARIALHPGDLHLTEGEGVAATVTRATFRGHHLRAELAAGPD
GGVSLCLNVAAPARIERGQRVTVALTDGWVLPDPSLPSLPTQGL
>MBL3577669.1 B12-binding domain-containing radical SAM protein [Rhodovulum visakhapatnamense]AB19
MRIYLIAPAPDDASDTTAEISMAGVKTPYTLSAAAGIVSVAALLPQEARIRLCDEVVQEVDLEAEADLAGLSINVSQVAR
GLELAAAFRRRGIPVVMGGAHVSLAPELFRGKADAIVIGEFETAAPRFAADLKAGGLQPEYRCGQADMAETPLPRWDLYP
NDRAISGVVQTSRGCPFDCTFCDVIQYVGRKQRHKPPERVLAELRQLYDLGYREVSLSDDNFTVYRQRTRALLEALIAWN
GTGGRHPVRFSTQISIDAARDPDLLAMCNRAGLRQVFVGIETGNPESLAEANKRQNLRIDLGDACRTVVGAGLTIRAGLI
VGFDHDGLDCFERQFAFAQSLPIVGFNVSALVAPYATPLYAEMKRAGRIVDEDTHRLAAGTRMTNLIPARMTREQLTEGR
DWLKAALLAPDAAMARFETYAHTLGSPCQDMTRSAWATASARRHPLHELVPLMMKDKGARRVIEGVRDLIAARPEIGYDL
TSILTLHLSECARAAGHRARIGRQLETVA
>MBL3577670.1 AMP-binding protein [Rhodovulum visakhapatnamense]AB19
MTRAVPDPPPTALARALAQTFADRPERERIVIRSRQGARDVFSGDRLAAEAGAVARTLRGWLGPGPHSLVLALPAGAEFV
VALLGGLLAGVTLVPVPVPRPGSHSDRFRHIAADSGAAAVLCLPAHAEAVAAALALDGTPPCPVATLPLDPARLPDPVRP
AAAPDLPVAVIQYTSGSTRLPRGVRVTPDNILLNAALVARCWGMDEHARFVNWLPHYHDMGLMGGILYPLLCGGFSAQMS
PLDFIRRPALWLEAIADERAGFSGGPAFAFADCLRRIAPDAAARLDLRCWRRAFIGAEPVPAGLPAAFHAHFAAAGLARE
AVFACYGMAEMTLFAAGLPGPDRPPPSAEAARAVAPCRLTPELGAGLAIVDPIARTRRPEGAEGEIWLRGPSRGAGYLGL
PGDTAETFGAALDDPSDASGWLRTGDLGVIADDALYVTGRIKDVVFCNGRTLAAPEIEWLACGSSDVLNPMAAAVFMPDP
ARGGQAVLLAELRLGETPPDPDTLRQTIRRAVTGEWGLDLVEILFLPRGRLPRTSSGKIRRRAAAELWRDGAWPPETVPS
VKEMPECPS
>MBL3577671.1 hypothetical protein JMJ92_05780 [Rhodovulum visakhapatnamense]AB19
MPVVNSSAWDSPDRFVTDPDDVAALLRDPRFTVGQLATHLDQIAARGGPRFPHLAEMARHAFAFQTGEAHLAARRATAAF
FAAPALTAWAPVADRAFARALDRLEAAEAPDLMRDYCEAAFLDFVRAFAGCPGGADERVLELIRVANNTTQPMLSLKTLG
RIDAALGELLGYLSTDPTPGVDPSLERFPAFLERRKDRLSDPAAAPYIALSALVGSHTVAQSLALALYGLLLGDAEHWRA
AAEPGWTDAALDRMMSLYPSTLTLVRMAEDDVRIGDCPFHKGEAAVMDVVAANAELRRRVPDGSAHLSFGTGPHKCPGAP
LSQLFLGRAIPALARRFPQLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLTALADRSGRDLDLARLVARNAMFFMSGERHAAIRRAVADSLGGNRLARWQPLIEAETQAALARLAAAAEPDLIADY
ADPIFRGIAGPVLGISPADPERFDVLAPILQDVLEPWLPIRELDRLQDVIGEILAGLRPPATDGLPGTPLLTRLMDEDLP
DTDETDLKALVLVMYGASFNMAHTLGNILHHLLTLPPEDRKCAADPAWIDAELERLISLCASPKYIYRMARGPARIGGIE
IRPHETLRLQLLSIDRGVGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALKPQRHRYFEMTQTVALATLPCR
LGSTGKDRP
>MBL3577672.1 acyl carrier protein [Rhodovulum visakhapatnamense]AB19
MTRTLTPPAPEVVDFLTAGIARFTKQDPAAIRPDSVLVDLGLQSIDAVLLSGEVEDHFQIELDPATIFSHETVGSFASDI
TKRLGAR
>MBL3577673.1 carbamoyl transferase [Rhodovulum visakhapatnamense]AB19
MTTWYLGLSTSGHDPALALVDETGRVVFAEATERFLQDKRAWGVVPDHVPHLAAALAAVGAAPGDRIVPVTSWASVKADL
GLKVHDALLPASDTIWMQGLQAQMQQSAGASLLRLGFARERPEPMRFDHHLCHAVAACHFAPVADAACLVIDGEGDVGAV
SHFRLTDRRLSRGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLAGLLSADRGRLRFADDAA
IAAIRAAVEPLARGPATPVTDAADLAAAGQAAYALLADQVLEAIAEDGPALILSGGCALNSSYNGTIAGRTGFDSVFVPP
CPADDGNAIGAALLAWMADTGAERIPFGGGTPFLGSAPRTKTLEAARRATASGHAVTDVAGRSAEAAAGLLAQGHILGVM
RGRAEFGPRALGNRSILADPRPAGMKDAINARVKGREPYRPFAPVLAEADLADWFDRPQPSPYMSMTLPWRAGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDVLIEKPAH
P
>MBL3577674.1 FkbM family methyltransferase [Rhodovulum visakhapatnamense]AB19
MQDDIYSFGNGVRVYRRHVLDHQVDRYVKAQAGNLHEPVEEHWFLTLLGEIPAADPLVYDIGCGIGYYTLLLLHERPGAE
AVAFEPLPDHAAAIRENLALNGIAPDRLRLIEAAAHVAEGDVCFEAADFSSRVADEGGLRVAARDIAALLAAEARPVDLA
KLDVQGAELALLRRIVEAGQADRVRRWIVGTHGDDLFAECCALLGQHWRVVHSDPAPAHQPDGLIVAVRD
>MBL3577675.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MEDTLEKSDLERLFDEAGIDLDFYTKKQNPQSIAFMAELLPLLERLYPARYHVKTLLDVGARTGSGSAFLATVLDPASYA
RLKCTVTALDIDPTMAKISHALRPEMEYLVADIFKIDDRQWDIVSCSHCIEHVPEPKPFLLQLRRLAREHVVISTPFLEN
PETRIPSHRHTFDEEFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MBL3577676.1 AGE family epimerase/isomerase [Rhodovulum visakhapatnamense]AB19
MTDLSETTAALRLWLEAEVLPLQAGQVRDEAGFCERLAPDGKPVDLPRRAMVAARQLFAFSRLMGAGLGGSRPRLLANHA
RDALLAEHLAPDGAVLPIAGGGAAFSLYDVAFCLFALAAAPEAVLPRARAEALAARILTRLDALYRHPEAGFEEARPRRL
PLRANPHMHLLEAALEWIDSGPCDPRFEALADEIAELCLARFIDPGTGAQRELFDGDWRIADGPGNAVEPGHQYEWGWLL
LRWGVLRDHALAQAAGRRLIDLAEAHGLTADGLAASLLTPGLAIEDATARLWPQTERIKAWALRARLAPRPAEAALAEAK
AVEACLGLMRFFLHPLRGSWWENLGPGGAPRPEPARTSSLYHIVGAYHELSTLEARQFLPIARKEHRAPSTA
>MBL3577677.1 HAD-IIIA family hydrolase [Rhodovulum visakhapatnamense]AB19
MSALTLSGPEAATARAKALLPRQAVILCGGLGTRLGPLTATCPKPLLPVGGVPFLAVLIGELARQGVERVLLLAAFEAGR
VEDFARDLPATLPRPVGIEVAREARPAGTSGALWQARDRLEDRFLLLNGDSWFDILLADVAAAQSARPGILGALALRRVA
DGGRFGTVRVADGMLTAFAARGAETGPALINGGVYCLSRGIVSHLVEDGSLEAEVLPRLAAEGRLAAVERTGFFLDIGVP
GDFAAAQTLVPAQRRRPAIVFDRDGVLNIDHGHVGHPDRLDWTEGAIAAVRRVNAAGWYAFVATNQAGIAKGYYTEADYL
ALRAHMARDLAAAGAHIDDERYCPTHPQAVHPELRQVSDRRKPGPGMLLELKNRWPVDWAQSVMIGDKPTDIEAARAAGL
EAVLFQGGDLDALVERLLRDRKGKP
>MBL3577678.1 GHMP kinase [Rhodovulum visakhapatnamense]AB19
MPDRRLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNVTINRFAFASIEARDDGRIVFAANDLDRTESFGIDDDLSGAA
LALHRGVYDRMVADFNRGVRFGATIQTNVEAPAGSGLGSSSALVVALVDAFRAHLGAPLGPYDVAHLAYEIERLDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELECRLVTCFSGVSRHSAEIIERQTASVRGSDRVAVEAMHSLK
SDSIEMKRALMTGDFDGLAAILHHSWAAKKATAATVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRCALI
EALRGIGGDADPVVFAESGCQSWRLPCPR
>MBL3577679.1 hypothetical protein JMJ92_05820 [Rhodovulum visakhapatnamense]AB19
MIRRLILHIGRHKTGTSAVQRYLAAHRASYAAAGIVMPDFGGYDDPEAEPADRAAHHRIALDCGSGPAAPPETRADWRAR
LAEAAEGGHTLVLSSEAFQNCSDFGALRALCRDHYVEVVCYLREYLDYALSAYAQEVKKVGLYSGFFEFERGFNPQLARF
VTRWEEFANRCHWRLYDRTRLAEGDVVQDFLKAADLPDFGGDRFQGENPRLGGSLLGFKLMANGAGLHSLPLARALDPLA
ASRPAFRAPWRLGPERQADLRARRDYNATLEALVGEVGLADLSAGALPFESPGFATDLGQILGALDSLPRVRAHPIFAAF
QEQASCPTGA
>MBL3577680.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MTDLDDTLADEIAERLKTDVLYIETARSVEETESFCTLHAPWRSVYRFSNGVTTESFERSEHVPNARCLAKLRRFHAKID
LSRLAGKRVLDLGFNEGYNSIFLSKYLGCKVDGIEFYDAAVKRTSAIAEFCGAPCTFWTADANTFSAPATYDVILHCGLL
YHLPDVWSSVRNTCLSLKPGGEVLLETTTYEGADKFDCKFMNWHAKGYNNFWALSPETIRYMFAEFGCTEGQEVDSFEVG
ALAGTGMKRTMMWFRKAR
>MBL3577681.1 sulfotransferase family 2 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSLADRHVTSSALAGRPAPVPVVLVHYHVYKNAGSSVDRAIREAVGTDSFMELDKDRGFRRAPAFNAALVRQILHGHPGI
RGFTSHTFIPTVHRCNDFVALPIVFLRHPLLRLASVFRFEAISAAHKDTPSGKLAQSAAFPEWLDAYLGMHNGKNYQTCV
LSMMEDGSHSPFTNGHPRHIGDIRVAAERLDEVNSLTGVGIVEQFDRSARRIEAAVGRHFPGFRLSGAAANQTKQVDSWQ
DELAALERSLPADLLARAVMANASDYALYDRYR
>MBL3577682.1 hypothetical protein JMJ92_05835 [Rhodovulum visakhapatnamense]AB19
MARNVILHIGRHKTGTTGIPRFLDSRRAELAEAGFCYPLAGRCRSPERPRESATHPHHLARGLSGQRPEVRQKPAALRPA
FLAEVAGTHTVILSRGAFQNVPHLDLLAEFLDGFEVVTLCYLREYLAYVTSSYSRIVMGSGLAEDVFLFEGRFAFDIPYF
IKRWEGIAQRCVWRLYDRGRLIDGDVIADFIEAADLPLTPGRLPEDPNLSIPGNLLAFKLVFNAVGLHGPVYGAPILALA
QAHQRFRGLFYLDRDTQRRLQDGNSCNRDLGDLFGDVPEIDLEKGHRMFDPTCFEQDKTAIQTEIVRFERVVSHPIMAAL
QRGHVFAEGIAA
>MBL3577683.1 GDP-mannose 4,6-dehydratase [Rhodovulum visakhapatnamense]AB19
MPKRALITGITGMVGSHLTDFLLDRTDWDIVGMARWRSPMDNIAHLTDRINQRNRIRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPKTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVVHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMKVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYMLV
TVNPQPAAYYNIGGEHTCTIREMLDHLIGLSPARDSIRVETDPDRLRPIDADLQVPDTSKFRAHTGWAPEIPFETTMRDL
LDYWRGRVADGAVRLVR
>MBL3577684.1 NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MSGGGGKRVCAVTGPGGFVGGYLMPVLAARGWQTLPMGRAAADFSDPEALAAWLARHCVTDLVHLAAESNPAGGDVRAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGAAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDITIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILAHALEAPARSLEAINVSSGRATPIAEILDTLTRI
SGHAPEIRRDERFIRKGDMRFQACDTARARRLGHVPRHDLADTLGWMLDAATRSVPEPVERRLP
>MBL3577685.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKHETAPASHLRAVGGKATALRFFTICARNFLPSARLLCESLRQAHPDADFTVYLCDRDMGYDPVPLGMRIEPLEALGIP
ALERMIRSYNITELCTAIKPYCFLREFAQAQGDDPTPHVIYLDPDIEVFSPLTEVAEALDAGALAVLTPHVLHPAERAEF
EDDHFLRFGAYNLGFIALRNTPEVAEVMRWWGRRLVDQCIIDLPRGIFVDQKWMDLLPAFLDDVHVLRHPGYNIAYWNLH
ERRIHGPEGALQCNGQPLRFVHYSGIILEDTDQLSRHSRVFHVSNSFGYGPLVQRYRARLTAPGNRRLRNLPYAFFWNGA
RGKNAHSPGAEADTAWSRPETFLLARQAFTMEQYLGFLSAEASEIENRRATEAALVPRGEEGRNGFHFSAYCAVCGGRHS
MVTSFLYSGETYPDGTPVPNWREHVACASCGLPNRVRASMHLFLQEFEPRSDSRIYITEQKTRLFGWLSGRFPNLTGSEY
FGNRVPKGGLFEGVRNENFEDLSFQSESFEFLLSFDVLEHVPHPERAFAEAFRVLEPGGRLMFSVPAHLDRHPSTIRAEL
APDGRIVHNLPAEYHGNPVDPEGGALCFRYFGWDLMDMLREAGFPRPFLFHYWSREFGYFGPGQALFVAEKPR
>MBL3577686.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MASFFGRFAAEIRGLHIKRVIAPAFDAGWYLSHYTDVAQAGVDPLTHYIRYGAQEGRNPRSDFDGVSYLEINPDVRAAGM
NPFYHWIRFGRAEGRICGSARDAAADGAGTGAVTPTVMDFSGIFTPLDRLPAPVLERLDLAALPDTVLGRGFPYGMRAGP
VDFPIVLFRDDGGAVPVERVEQALAMTSGKVHVLGPDGCGRARRSAPANDRVRVWPAEGETALDDLRALLKGLDAELAGF
WEVSLSPALSAWTFLEAAMVRDPGLAHVGASLARPDGRLWRSGWRHRAGETTLAEIGRDLHFLDPFQFRLKPSVALDPVF
GLARVAPLRAAAAASRARPTGAPDLVAALAGLVPLLAGDGQPVFATQGCAVVLSESEPAQPPQAAAPEDAGLPAHPGPVE
AVVFVDSVPPMPDQDAGSVTASNFIDIFLERGAEVLFYSTTRRAWTDPYALALAARGVVCLTDPVVQGYDSACDRIAAAG
YDRLTFLLTRVYAGGAFVERTRALFPRARLVFNTVDLHGLRELREAQRAGSAAREVSAHATFARERDIIQRCDSTILLSE
AEIAVLSPTLGHADLRLIPMVNEFRPPRAGFAERTGLMFVGGFGHTPNIDAVDYIIDELWAPIRARAPDMVLKIVGPHFP
DRLRARLPEGVEALGFVPDLGAALEEVRLTVAPLRYGAGIKGKIGTSLAHGVPCVATPLAAEGMGLVDGRDLLVADGPEA
FADAVLRLHDDEVLWTRMSRAGYEFCEARYSRRAVAARLNALLDGVPA
>MBL3577687.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MQNADPEIATTAAAREASGQALTRPPQDRALQLREGVLLREAGRIEESLAHLLRLAADAPGAPWVAIELAATQRRAWAYD
AAAGTLAGLLAADPRQRQAHWARIDAAAQELRLDLALEAVEAVLDVLPGDAGLALRRCNLTLQRGHVRAARDLLDALAAD
RPGDPGVDLARGHSLLAEDPETALALAGEVVARAPDLVWAWPLRIAAARTLWRFDDAEAWGREAETRFPGQAPVLQARVA
TRMALEDPQGALALLPMAPDTPAIWILRGTTLLASGRPEEADAAFAAALDTGGLLPGAAIGRIGAALELDRVDETRAGLS
ALIAWHEARGHRNGDRIRAEIAGRLGDWPEAERLSTQLLDRQGPDRALLYLQARARFGLGRIEGADTALDTLGALDPDHS
ASAGLRGELHLAAGRPDAYVAHRRALFQRPDSARARTDIDFGRDLDALGRHDEASARLQHLLDRNGDAPNLFLSQVLMAR
GRVEEATAILPRFVRGRRNITGGADEAITRAADLERLFDFETARPIPTMSISPAASLAWRLARDRSLGQAEWTRRAERAS
AIWRWLTAAPAEPEALLPWLHPGEADKLRALPRPCILTTTHFGPLVYSVLRGLNAGYHYLAARSAANPAARGLGPMIAAA
TAPREAAAEAFRVLRGNGILMATHDSPARVMRQGGPGDVARGRLFGRPFELIDTLPKLAAGLRVPSLTLQAHWRGGRIAF
EIAPLPTPEDGEPTQMWLDRWAQAYLDRIEWIMSGPPENQNLDALNWRVLLLDPPPV
>MBL3577688.1 YigZ family protein [Rhodovulum visakhapatnamense]AB19
MRILENILTDRGSRYAVSGGSCHSAAEARAFLAELRRSKKFARATHHSWAVLGAGGPVKSDDGETGAGAIILRMLERAEL
RDHIVVVTRWYGGKPLGGDRFRHVQEAVRIYLDTHAGRA
>MBL3577689.1 aldo/keto reductase [Rhodovulum visakhapatnamense]AB19
MILQETRTLPNGVAIPKLALGTWMIDDAKVTDAVKAAVEIGYRHIDTAQAYGNERGVGEGVRACGLPRDALFVQTKLDAG
IKDHGGARAAIDGSLETLGLDYIDLMVIHSPQPWAAFGDTDRFFEGNLAAWTALEEALEVGKIRAIGVSNFQTADLDNLL
DHARIKPMINQLLAHIGNTPFELIDYSKARGLLVEAYSPIAHGKILDNAEIGAMAGKYGVSIPQLCIRYVLQLDLLALPK
TANPEHMRTNADLGFAISEDDMARLKAITAKDYGDASGFPVYRGKA
>MBL3577690.1 dihydroneopterin aldolase [Rhodovulum visakhapatnamense]AB19
MSRYRIVLEDLEIRMYLGIHDFEKKAPQRVLICAEIDVTSRSFGKDDIFDYDRVVAFIRAFSMQFIETQEDLVVRIHDHI
LSLGALSATVYSRKPDVFEDCKSVGVSYRGD
>MBL3577691.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MLLPPRRVQRIRSGDLRTGHSSRRISCSRSDPSRRRGPRFWTERSLAIPNILITGGAKRIGADLARRFAGAGFKVAIHYG
SSEGEAEALRDELTASRSICSIHRADLRDRSETERMFDEVRATMGAVDLCINNASMFVNDDLLDYEDTQFDDHLGVNLKA
PVQLGALMRRQPEEAEDRLILNMLDNKVFAINPDFFTYTLSKTALLAATRMMAMRFAGFPRVCGIAPSITLISGKQSPEN
FEKSSRINYLGRRVFPSDIADAALFLWKTKSCNDQIITIDGGQSMMRLSRDVAFLTKEGHFDE
>MBL3577692.1 DEAD/DEAH box helicase [Rhodovulum visakhapatnamense]AB19
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEDDRMGPPAAPLALVIAPTREL
ALQVQRELVWLYARTGAKVVSCVGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAERRTLLFSATVPPAIAELAKLYQRDAARVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRFHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
TLLHRSGRTGRAGRKGISALIVPDKLAKKAARLLKWAKIEAEWILAPTPEEILALDETRLLADALWEADPTEAEAAFAAR
LLADRSPEMIAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSIWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLLARTSLVEIAEAAVPGFVDRIGPEGLLEDDIRAKRFDGPIEDTRGPRPRSERPKPERSRPERPGPERPKAEYPRPE
RAPEPPRPAPAEATAPEMPPATDEAGVNRPEPTFKPRPTPRPDRPDARSAEPETPRPKAPGHARDRAADARPGDRPRKPR
HGAERATTRAESPAPRPKEGRKTGPKGAAKDWSKDWSKDRPKDKKRRAETDAAPADRRRADAADPSKRLERPGAPTGKGG
KPKGAGVKRGGPKPGHGGGNAPPKRKR
>MBL3577693.1 hypothetical protein JMJ92_05910 [Rhodovulum visakhapatnamense]AB19
MPVRVGLILAALLLTGAAGWWVQGLRHDLAEARAAVRGYEEAARVHREALKKLAAIEADRDRLQSMVDELGDDADAPLAD
SVRGAAGRVWQ
>MBL3577694.1 lysozyme [Rhodovulum visakhapatnamense]AB19
MIRRILAALRPKRGPSRKQAAGGAAAAVIAAAVAVIAPWEGLRTASYQDIVGVWTICYGETLGVGPGQTATPEECRSRLA
TRVAQFEAEIRPCLPEALPVETRAAFVSAAYNIGSGAFCGSSMSRRAMAGDLRGACDALTMWNKAGGKTVQGLVNRREAE
RALCLSGLD
>MBL3577695.1 hypothetical protein JMJ92_05920 [Rhodovulum visakhapatnamense]AB19
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAASALVSADMLGLSPEVYASAVGLLSAAAMLARVIAQTGLEEDDE
>MBL3577696.1 hypothetical protein JMJ92_05925 [Rhodovulum visakhapatnamense]AB19
MTDPVAEVIQEAHRIGGVQGMVLAAFTALGTVAAAYLRWGPRPSRDHAESAIAASLARIERTGEETSKKVDKLREELADT
RERVARLEGRAER
>MBL3577697.1 hypothetical protein JMJ92_05930 [Rhodovulum visakhapatnamense]AB19
MTDADHLHRQIYGPPESESLRKHGGQQRLMGAVFIGIGLAFIIGGLASTADVMAPELYGDRITRWPAEAWGAVVAVSAAL
YRLGIAINGRWRWSPAIRTAGAAAQVSITLAIIVGCWGTLFGLPWALAAAPLCAAWAWCFWLALGDLSRAVWGYDDD
>MBL3577698.1 hypothetical protein JMJ92_05935 [Rhodovulum visakhapatnamense]AB19
MTQATYVPNVTHTKAQALAFFQGMCAAAASNNSGAVAPAETWPGMLWVDTTAKALKMRNDANSAWITLGSYATGGFTPAG
VAQLTAAQAGDPLSTVFGMVSGQVLSESVGGDIERLAEGATGAPKIMPRAMDQSNYLGRFIGTGNPVTANLTLDLGGLAG
ARVVRFDIASGNGAGSGGFAFGMSNASGQTTGYLNPVTSGFFPVPADTVQGTATFYMDFVSGEWFCASNLGGGYGTISPI
YLPPQNITFRGGGGTSAYLYVAAHAITGRT
>MBL3577699.1 hypothetical protein JMJ92_05940 [Rhodovulum visakhapatnamense]AB19
MRRLILCTTALIALAGPACAMPPVVAALGAAAGGWMAGLTATAILGQAALAFALTGIQMAMQKKPKVSTRDEITLNKIQP
VTTGLILYGERTLGGAIIARSTTTYGGKPHFRYHSAMPLACHEIDGAVEVWLGETKVWTEAQYAADAAAGTGNPYYWGQI
DSDYKGRFYLKVYNGSDDQVADAEYVAAASEWTADHRGRGVAWVYFAANYDRDIFPSGAPQIRVRARGKRVFDPRDGQTR
YSTNPALCLRDYMLTPQLRGGPGWTEDDIDLDALIALANVAEEQVTLADNSTEDRYAFNGVLDTEATAAENLDVLSSAWG
GWWSYDRGKLAVGGAAWEEPAFTVTEDMLVAGIRVTARRPFEEQFNTVKAQYADPAHEHVVTDLPVLDSETYRAADNGET
LVMDMGELPGETGFARGQRLMKLALLKARRQKQVVLPCSLAAWGVRLGDNIRVTIPRRGWTDKQFEVLARTVAIGPDGVS
VTLTCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMSEELYETRGGGGVKTRVRLAAMTDNPFIDAWQFSW
RPITDAEATVRGITDVAEDLIDDMAPGTYVFGARGRNVRGMWSDWAYSGASAVLGENAPPVAITGLSGQSAGGAVAMLRW
DRHPSLDVQQGGRIEFRHSAELVGATWQSSVVIGKAVSGGVTEATLPLKTGSYLARPYDAKDNPGPVTSVSLRAASLVPM
TEVASRIEAPGFTGTKADCSATGGVLSTDEGATSAVYYFSSLINLGTSGPVRLVSDVEVLIEEREDLMFGPGTAAFWTPP
DALFWQGGADAYGDLDTQVRLYDDGTATWGPWQSFDAAEFDGRLFQFRAALSVESAAYALRVTRLSVAAFRAT
>MBL3577700.1 hypothetical protein JMJ92_05945 [Rhodovulum visakhapatnamense]AB19
MRGEGWELRLAAEIRDWEGRAFEWGTADCLGFCRAVARAMTGADPIPDLPAYGSEYTAAKVLVELGHRSVEDLVDAHLPR
VPVARARRGDWVMTAAEGAMPGAMGVVTGRYALHLGAAGLVRRPVLTAEAAWCVD
>MBL3577701.1 hypothetical protein JMJ92_05950 [Rhodovulum visakhapatnamense]AB19
MEVGGDRTLGLLVRCRFDSGDVAMVTGIGRVTWDGVTYVGAGQALSIGEAGATSEDDIPGLSITLSGLDPEVIARAELEE
FQRRRVTVLLGLFDGEGQIETADVLWEGIADTMESDDSPDAATTTLSMEPRSMELGRKYPFYYLPEDQQRRFPGDRFFDL
VQAIQNREDTWGRP
>MBL3577702.1 hypothetical protein JMJ92_05955 [Rhodovulum visakhapatnamense]AB19
MAHPPDPVLIAAFTLRQKTSGALVQSPYSLAQTAYDFMGEMWAADLTLTHVDMRGNARIEAWLASLRGTLGTFEMAPPDY
EGPYGVMSANPTVAATADARARTLTITVPPGSAAGPGDYLTIAGHLHLVIEAAAPDLARAQTLSLWPRLRAPVAPGAAVE
MLKPYGTWRRASAEVSFDCSQDRIRSRTLSLIEAL
>MBL3577703.1 hypothetical protein JMJ92_05960, partial [Rhodovulum visakhapatnamense]AB19
MQAAFQAVSASIGRALSYAGTFATFLAGRFVSGMAMAAASVVAFNAKLLLTRAALMRTGIGALVVGVGEVIYRFGGLVDA
TGGVGAAFDALKAVAIEVWERIGKGTEIVVLAVQRMGWAIRADFFGTLEAIQAKWGGVISNMAAIGAIIPGFGPQFRAVA
AEIRNGSAAAKDLKDATSEATDKVEESAGKLKTALTDFTGPLASVKALRAKLAEARAEMDKSGTSSQDLKTALDDLNAAL
SGTDSKGGGAGVETVTRKVAGLQTAAERASGSFNTFFKDMIKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDG
LLSGLFTGGGGTGTVKPVAGLIARGMGVGSFEGGGRTPVGPRAGGLDGRGGFLAMLHPNESVIDHTRDSGPLGAVRMGDT
YVNVQGSNASAAEIAAAVSAQNERQANAVFARRQRVARARGKA
>MBL3577704.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MALGAFRLTEAPLDPIPHLTELLGPAHVLTGDDTRRYAHDWTGKYNSAPRAVLRPADRDQLAAIVTFASQHRIPVVPVAG
NTGLSGGAYAEGALMVSVERLNRIREINPRARTATVEAGVILSQLHDAAAAQDMVFPLTFGARGSARIGGVLSTNAGGSN
VLRYGTTRALCLGLEAVLPDGRVMDVMSPLYKDNTGLDLKDLMIGAEGTLGIITAAVVRLFPRPRAYATAMAAVESLPAA
LDLLNRLQETTGGAVEAFEYMPGNFMRHLFRCRPELRPPFAEAYEINIMVEIGATAPRDATPGPDGRLPVVAILEEALAE
AMERGEVLDAVVAQNEAQRAEIWQRRELSAEICFSRQPVIDNDVALPLDLVGTFLDRMEARLQEIDPGAETVNVGHLGDG
NLHYTVWPATDRPEMKEIIREAVEDEVAALRGSFSAEHGIGLSKLSTMTRRKDPVALDVMRRIKAAIDPQNIMNPGKLIP
PGED
>MBL3577705.1 arylesterase [Rhodovulum visakhapatnamense]AB19
MPCRISTGPALPSSVKVTSLSERIGSAIERCLRCLPLLRYGAARRTLKLAAALVLAGTAATAQPVTIAALGDSLTQGYGL
PQEEGFVPQLEAWLNAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVGGLIVALGGNDLLRGIDPAASRANLDAILTRA
DAAHVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLTDLPDRGAAMARYMQADGIHPSAEGVARVVE
AMGPSVLELVARAKVAAGG
>MBL3577706.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MADPILSLSDVTLTLDGNAGPVEILHGISLDVTPGETLGLVGPSGSGKSSLLMLMGGLERATSGRVLALDRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERAADELRTVGLGARMDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGANGAAIMDLLFGLRDRHGATLVLVTHAPDLAARCDRVVELADGRIAGQTARRAAE
>MBL3577707.1 FtsX-like permease family protein [Rhodovulum visakhapatnamense]AB19
MSLPVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEGGLTREGAVLLGGDAEMTLTYRFASDEERAWMEG
VSDALSEAVDFRSMVAVVRDGETERGLTQVKAVDDAYPLYGAVALDPPLPLDQAIAGNGAVMERVLADRLGLKPGDSFRL
GTADYTLSAVLAREPDGAGDGFGLGPRLILRTAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALEREAGTRFADRGMRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRSYIDGKTEVIATLKTLGAEGRTILAAYLMQIGVLAGLGIG
LGLVLGAVLPLAAGPLIEPRLPVPADFTVHARPLAEAAVYGVLTALLFTLWPLARTEEVRAAALFRDASGRVRAWPRPRY
VAATTGLALLLIGVAAAFSGVPKLALWAAAGILGALGLLVLAAAALRLIARRAARARALRGRTALRLAMGAVGGPGGETQ
SVVLSLGLGLSILAAVGQIDWNLRSAIQQELPDRAPSYFVVDIQPDQLDGFLQRLNRDPGVSRVETAPMMRGVITRINGR
PAREVAGDHWVVTGDRGVTYAAEPPENTVVTDGLWWPSDYDGPPQISFAREEAEEIGLKLGDEITVNILGRDITATVTSF
REVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYADPSAEAAILRDLASAYPNITAIRVKDAIDRVAEVLAGLAAAIAYGA
SATLVTGVIVLIGAAAAGQRTRIFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGAVAILAGGIAGWAVMRFVMEGSYRF
EPVSALAIVLGGALATLIAGLVFAWRPLAARPARVLRARE
>MBL3577708.1 AbrB family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTSTDSSLGPALLTLAIGAAGAAFAALLHMPAPFLTGPALSVTLAALAGLQARLPDRFRDACFVLVGVNLGASVTPEAIE
TAIRWPLSLVVLALSVLAIILLGSRLLRRLFGFDRMSALLTATPGHLSFVLSLSTDVRADLLQVTMIQTIRVLALTLLVP
FLAPLLGHGDLPVLPPQGAPPMALWILLPLVALSALAGLVLLRLRVPAALLLGGMGLSALGHATGTIPGSVPAWLSVPAF
VAMGTLIGTRFSGVTPRMLGKALGAASLLTLFATLVSLAAAALVSKLLGLPILSALIAFAPGGLETMIAMSLLLNADPAY
VTTHHVFRLLMLTVVVPVLVARTRRVMGREAAARPPRD
>MBL3577709.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEDVMARNVAAGRLSFTGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIAKALTGYCVIVTKSTVPVGTNRQVAEVMSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVEADRARAVMSDIYRPLFLREFPIVYTDLESAEMIKYAANAFLATKITFINEMAMLCERVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMIDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPSLTIVPALVGSGAKVRVVDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLGQM
ARSMATPRLADLRNIYPPEDVRAAGFEAYVAVGRRGFGLDA
>MBL3577710.1 hypothetical protein JMJ92_05995 [Rhodovulum visakhapatnamense]AB19
MLHVVTPSTVTNRAVMRIRKVPRQLIGHGMGLLPHGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNADRRHRLMPEEEAERGADIARVRGREILTRIAARRGMRAGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILEMDEEERQLIRDTLFDAEFTEERMHITSLALGRFLHDVTLDARSVSAHARLEALATA
>MBL3577711.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum visakhapatnamense]AB19
MRPANEALIVVDIQNDFCTGGALAVPGGEEIIARVNALLDEFQLRVFTQDWHPADHSSFADNHEGRKPYEVIDMPYGSQI
LWPVHCVADTVGAAFHPDLDVAKADHVVRKGGDPAIDSYSAFFENDHETPTGLDDYLSSKGIEKITLAGLATDFCVLYSA
LDANRLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MBL3577712.1 nicotinate phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVFRNHPDTQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLS
RGESTWLRGNTFYGKRQMFRPEFMEWFEELRLPPYTLEKRNGQYELTFEGRWPEVMMWEIPALSVLMELRSRAVLERLGK
FELQVLYARAMTKLWEKIERLRGLEDVKVADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAETDAELARAPYKVLADWHEEHDGNLRIILPDTFGSRGFLENAPDWLAGWTGIRIDSGDPAEGAEAAIAWW
TARGEDPTRKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGRPTVKLSDN
PNKAMGPAGEIERYKRVFAVGAQAPMEVVV
>MBL3577713.1 phosphotransferase [Rhodovulum visakhapatnamense]AB19
MTEAETLSLAEEAATHWEGCTAPRLLSHRENAVFAVALPENRRGVLRLHRRGYQSVDAIRSELWWMAALAQAGIPVPDPE
TTRDGALLAHLGDGRVASVLGWVEGAPLGLGTRPLDGTPAEQMTRFAGLGRAIGRLHVATDRLTLPQGFVRPRWDADSLL
GPAPFWGRFWDHPAASDAEAILLQEARRFAREKLSAYAAAGGDAGLIHADLMRENVLFDGAQAHLIDFDDCGFGFRIYDL
GTALVPNLEEPGLDAIATGLVEGYATERGLSEADLAMLPVFVMLRTLASVGWTMPRLEPQDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MBL3577714.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MTDPLIERRARLLGPNVPTFYDEPAHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVAAIAAQAARLNTHTRYLHE
GILDYVERLTATLGHGLSQAVMVCTGSEANDVALRMAQAATGRTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPRAFAANVARAIAELDAAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVAVVRQAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAVVTRPEIMAAFRGAFGYFNTFGGNPVAMAAALATLEVIEEDGL
MENARTVGAYALERLGALRHPWLAEVRGRGMFFGAEFVDETGAPATEFAARLVEGLRAEGILAGRIGRAMNTLKFRPPMP
FSRAHADLALDSLDRVLVRTEVPR
>MBL3577715.1 asparaginase [Rhodovulum visakhapatnamense]AB19
MTGAVAMVELLRGGMVESCHRGHAAICDASGLVAAWGDPEALILPRSSCKMVQALPLVESGAADAAGLGAEHLALACASH
QGAPLHVGKVAAWLDGVGFGEADLLCGVQPTRDRDERVRMIRAGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPAHP
VQRAVRAAFEEVTGRASPGFGIDGCSAPNFATTVVGLARAMAVFAAARPDAGDARSRAAGRLSEAMRRHPDLVAGEGRAC
TELMLATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVHLGALDPAHPAARKRMVGPIVNWRGIE
TGQMRLAPGFA
>MBL3577716.1 hypothetical protein JMJ92_06025 [Rhodovulum visakhapatnamense]AB19
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNSRDGQVVSVRRGEILLFVTFR
PGDGIKGEVSFSGGYPFKPGSTVALTVGDSNFDLFTEGEWAWPASKADDAKIIEAMKRGAEAELVGFSSRGTKTADTFSL
YGFTAAMDEAARRCSGN
>MBL3577717.1 hypothetical protein JMJ92_06030 [Rhodovulum visakhapatnamense]AB19
MDQELKRVQGAKVLDGRMYLSTDIGTKSVYSLDLATAHVEELFRLPIFEGDIRFETEGLAPRELADGGLEMHVERVIDPQ
AVEGEFDAYTRLYRYVLTDEPAPVPVPATLPLVLSGLAAFGLALRRS
>MBL3577718.1 hypothetical protein JMJ92_06035 [Rhodovulum visakhapatnamense]AB19
MPVLDEDQTGLQMTQRIAWNAAANEWVTSWQYGLARFTEDWQFIEASGHCDPETGQVVSGIPAALADRGFDHIGDFEIKD
GIVHASPDSVEGDYQNGHVASFDASTLAYPGARHEMMGASTNRRDDVAIWTAIDPETGLGYGKEWALGDTLKSMTRPTGA
ISARCRWIRS
>MBL3577719.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum visakhapatnamense]AB19
MSAPIVQDVLPLPRKLPETDRVNLVGLTRPSLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
DHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRNPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARAGRE
IGCMLAISLHATTDELRNKIVPINRKYSIAQLFEALRAYPKLSNSERITFEYVMLKGVNDSDADARQLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFANIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MBL3577720.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAFLGMGLLNNVIPFSLIVAGQ
QSIASGLASILNATTPLFTVAVAGLLLADERLSRLKLCGVAAGLAGVAVMIGPDALAGLGTNALAQLAVLGGALSYACAA
VFGRRFRRMRVDPLVTAAGQVGAATLLLSPAMLIVDRPWTLPMPGAATCAAVLGLAVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGGLVLGERLAPTDFAGMACIALGLAAVDGRIFRR
>MBL3577721.1 TIGR00730 family Rossman fold protein [Rhodovulum visakhapatnamense]AB19
MHDDARRPLRDAFRDIESARDSPDTAQARSASYRLAFADPEFLCRDEMRAVRVQLELLKPELMMRDYGIESTIVLFGGAR
IPDPAHRDTARTETLADLSRYYDEAREFARRMTLKGQQGDRLDHVIVTGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
VPNPYVTPELCFNFHYFAMRKMHFLLRAAAIAIFPGGFGTLDEMFEALTLIQTRRMDPVPFLLFGRAFWENVINWKALAE
AGTISPEDLKLFSFVETAEEAVAIIEGWTAPR
>MBL3577722.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum visakhapatnamense]AB19
MSNAQLETAIEAAWEARDTITPATRGETREAIEATLEALDKGTLRVAEKQASGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQADWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAKTRSKTGINELLRD
>MBL3577723.1 hypothetical protein JMJ92_06060 [Rhodovulum visakhapatnamense]AB19
MTDRPASRQQVYTLLVEVGRKPDDGLPDGATGAGLMCYASGVDEAEAVRETVAVLKQAGLAPLDVTGYGTAADRREEGQE
IGPEEEALMVRALAENAVIVAQMDPFFD
>MBL3577724.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MSDLFPGLGAGTEMVILFFLLMALRVPVAFSLGLSAFYAMGQMGFGFDIAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVLIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYGRAYAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFIAAVVPGLFMGLVMLATLPFAGRRGAGRAALDALSPAPHAGLPYRQRLAAAFREAFWGLLTP
LVILGGIYSGVFTPTEAALVATVYALGVGALAYRTLTLRGLYEALADAAASSAVVMLVVAYAGLFGWVVTVEDLVGSYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMDWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTRLSIEQIARGAAPFLLTSLLGLAVVAGLPQLSLMLVEALR
>MBL3577725.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MRFLLREAEKIVCALLFLGMTAVGFANVVVRYGTHYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVQDLLPPVL
RRPLFLLAAALSALLLALSAWVSWDVLVNLHGNGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREALRGGPLRLPPE
TPHV
>MBL3577726.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum visakhapatnamense]AB19
MKAAKLGGRALAALIAGALMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLSEATDGEMTVRVFPNAQLSGGDQMKQAE
MVGRGALDLVVTSAINVTPLVPEMAIFSLPYLYSSYDEVDATTQGAPGEMMAKILLEKGIVVLAWGENGFRELTNNVRPV
KSPEDMKGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSKAKWDSLDAETQEKMRKAAIEAMAWQRQISREATASGIDFLREKGMEVYEPTAEELQAFRAATKPAFDKWAGKVGP
EIVKAFQSAIVGTN
>MBL3577727.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MPTFRTPWRGAAAAFALNGFLLGAWASRVPAVAERHGLSEAELGFMILLMGLGALVSFPLAGRLSDALGAVRLTRRMAPV
YLLSLVLAGLAPSPLTLGAALVLFGAAHGAMDVAMNGWAAEVERQMGRSVMSSIHAMWSFGAGIGAASGLAAVGLGLTVG
LHFALAALAVGAAMGPFLSVPWTSRIAPRQGRAPVFALPRGPLILVGLIALSSGFGEGAMVDWSAILLREGIGATEARAA
LGYTVYSGSMVAMRLCADRLVVRLGPGPVARAGGLTAALGVALVTGPMSFPLALAGFALMGLGLAVLVPLAFSRAAADPE
IPPGQAIASVATMGYGSVLMGPALIGLIAEATSLRLAFMLLGLCALLAAALAPVLGGKGTRPVAATGQDIMSFSRK
>MBL3577728.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MDYSSYWHETAPRFAGACPDKVSGRFDVAVIGGGFTGLNAARQLAKAGVKVALLEAAHVGAGGSGRNGGHLNNGVAHGYA
EAKTALGAEAAHRLYKAYDASIRMIEAITQEEGIDCDFRWSGKLKLASKPGHVDGLKANYELIHREVDPETRWLERADLA
GEVGSEAFHGAVLYPKSAMMHMGRYGTGLAEAARRHGAVIWEGAPVTAREKGVTGWAVTTPKGTLTADRVILATGAYTPR
TFDYFRRRILSVGSFIVATRPLSAEEAAQAMPGNRTCVTSMNVGNYFRLSPDNRLIFGGRARFSAVSDQRSDAKSGKILR
ASMAAIFPDLARVEIDHCWGGLVGMTKDRFPRAGRADGVIYGMGYSGHGAQMSTLIGSALADIAMGRDDTNPLSGLDWPP
IPFNTGKPWFLPVVGAYFRLKDMMS
>MBL3577729.1 haloacid dehalogenase type II [Rhodovulum visakhapatnamense]AB19
MTFRPKYITFDCHGTLIHFAMAEAATEIWGPRLSPEKLAKFIRNFAAYRLDEVLGAWKPYAEVVHNAVERTCKANGLPFD
PAEAARIYDLVPSWGPHPDVPAGLSKVAHEIPLVILSNADNAQIHQNVARLGAPFAHVFTAEDAQSYKPRMRGFEYMLDS
LGVGPEDILHVSSSFRYDLMTAHDLGIVNKVWVNRGHEPANPYYGYTEINDISGLAGVVGL
>MBL3577730.1 acetylornithine deacetylase [Rhodovulum visakhapatnamense]AB19
MPPELMLAHLVAFRTVAGRPNGALIDFVRDYLIENGVPFSVIAGPEGDRFNLFASIGPVGVPGYILSGHVDVVPAGEPDW
RADPFTLREEAGRLIGRGACDMKGFVAAVLSAVPDLARRELAAPIHIALSYDEEAGCLGVPHLIKRLPTLCAAPLGCIVG
EPTGLVPVLRHKGKATIRVSAEGISGHSSRPDLGCNAIHRLIPVLTAARAQSAALESGAQDPHFAPPWSTLQVGTVSGGQ
AVNILPAAAQAMIEARAIAGVDPQGLLAPVIAAAGEGVTVELQSAYPALSLDEASPLAALAAEISGQTPLAAVSFGTEAG
LFQAAGVPSVVCGPGDIARAHKPEEYLTVEELHAARAMALRLGDRLAAA
>MBL3577731.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MIPIVPFDDSHLADGVRLSQQAGWPHRREDWALVLSISTGVAALDAEGRVVGTAFCSAFGDRAALNMIIVDAALRGQGLG
RRLMEAVIALAGDRALSLVATPEGRPLYEKLGFAATDEIVQHQGEVVRHLPPPGLPVRTGGADDLDRIAAMDRAATGADR
RALLTRIAASGRILMAEGGFAMLREFGRGTVLGPLAADTPLTARALIAAAAQGMPGRFLRIDTRPGLGLGPLLQEIGLPH
VGGGTEMHRGPAPRRDNSFTTHALASQALG
>MBL3577732.1 aspartate aminotransferase family protein [Rhodovulum visakhapatnamense]AB19
MLSNSLIELDRAHLVHPVASWQGHEARGVRLLQSAKGATVTDAEGRELIDGFAGLWCVNAGYGHDSIVEAAAEQMRRLPY
ATGYFDLGAEAPIRLAAALAERAPGDLNHIYFALGGSDSVDSTIRFVRYYWHAKGQPGRDQFISVAQGYHGSTTMGAGLT
ALPSFHTGFGVPYEWQHKISSHYSYRNPVGDDPEAITAASVAELKAKIEEIGPERVAAFYVEPIQGSGGVLVPPPGWVKA
MRETCRDYGVLFVADEVITGFGRTGPLFACEDEGIVPDLMTTAKGLTSGYVPMGAVFMADHVYETIAEGAGAAAVGHGFT
YSAHPVSAAVALEVLRLYEDGGLLENGRKMGARLMAGLQGLADHPLVGDVRGRGMLAAIEMVTDKAKKTPVPAELNAATR
LFDRAWDQGLVIRAFANGIFGYAPPLCCTEAEIDAIVERTRKVLDLTLDDPEIRQAMA
>MBL3577733.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum visakhapatnamense]AB19
MAFLLLSYPERGAIWRRVFHEAGEDLWVGTDEVRDTAAVTHLACWQPPDLSAYPNLRVLLSVGAGVDHMPPLPPGVTLVR
TVAPGIDRMVRDWVVMGTLMLHRDMPAYLDAARQGRWHQRPVRLAASRRVGIMGMGRIGRLAAETLAGLGFEVAGWSRSG
TPVPGIGIHGAAGLDAFLARTDILICLLPLTDSTRSLLNAGLFAKLPQGAHLVHAGRGAQLDMAALSGALDAGRLASAML
DVTDPEPLPADHPAWADPRIVITPHVAANTDPEEGARHALAVLMAWRAGQTLPGLVDPEAGY
>MBL3577734.1 HAD-IA family hydrolase [Rhodovulum visakhapatnamense]AB19
MDDQTAETQVMPLTRFDYVSFDVVGTLIDFEGAIKAGLDAIAKAAGIDLDGEAALSVYRAARYEPDALKFPDDLGRCYGR
IAAAFGLPDTPEARQSMIDAVGEAQPFPDSAEALARLARRYKLIAMTNARRWAYEKYAAKLGEPFWADFTTDETGTEKPD
PAFFEQVFAHVAATGGSTDRILHTAQSQYHDIGISRALGMTNCWIQRRHAQKGYGGTIEPAEFTKPDYHFHSLADLADAV
DRAFAD
>MBL3577735.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTFKPTNWTGRDDAAVEHAIRRGASRRELLKMLMASGVAVTAGSSILLRAGAAVAATPVTGGTLRAAGWSSSTADTLDPA
KASLSTDYVRCCAFYNRLTFLDEAGQVQMELAESLETDDAKVWQVNLKSGVTFHDGKTLTAADVVYSLNRHLDDSVGSKA
NSIAKQMTAITAVDDLTVRIELAAPNADLPTILSLHHFMILAEGTTDFTKANGTGAFLCEVFEPGVRSIGTKNPNYFKAE
GPYLDSFEFFAISDDSARVNALLSGDIQLAASINPRSMRLIDSQPNVVKSVTTSGNYTDLNIRLDMDPGTKAGFIEGMRH
LINREQIVKAVLRGLGEIGNDQPVSSANRYHNPDLKPAEFDPEKAKHIFDKAGLLGTSIPVVASDAATSSVDMATVIQQA
GAEIGMKLDVQRVPSDGYWSNYWLKAPVHFGNINPRPTPDILFSLLYASDAPWNESHYASEKFDSLLVEARGSLDEARRT
EIYRDMQEMVATEAGTLIPAYISNVDGLSEKVKGLKPNPLGGMMGYAFAEYVWLDA
>MBL3577736.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MQASLIPYILVARRLGIALITLIIVSFAVFFATDLLPGDVAEILLGQAATPEAVAGLREAMGLNQPAFLRFLGWLGGLFT
GDLGTSYVNQMPVADLIGDRLANSLKLAGVTSAVSVPLALFLGITAAMWRGSVYDRLVTALTITVISVPEFMVATLAVLI
FAVWLKWLPALSFGAEVGTFWALLKAYTMPVITLTFVVSAQMIRMTRAALIETIDTPYVEMARLKGAGRIRQVLRHALPN
ALGPIANAMALSLSYLVGGVIIVETIFNYPGVAKLMVDAVATRDLPLIQSCAMIFCVSYLTLITLADLVAILSNPRLRR
>MBL3577737.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MFLSPARHGFRFNWAGRIGLAIVLLWGVIALVGPLITPYPVGEIVDWDYFGPMSQKFLLGTDYLGRDMLSRILMGARYTV
GISLAAVTIACSVGVVLGMIAAVLGGIFDMGLSRLLDAINGIPGLLFGLVVVAAVGSSLTVLILTLAAIYMPGAYRFARS
LAVNVNTMDFVTVARARGERTPYLIAREIFPNILGPVLADLGVRFVFIVLVLSGLSFLGLGVQPPNADWGALVRENIGAL
SFGAPAVVFPSLAIASLTISMNLFIDNMPTRIRDRSA
>MBL3577738.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MPDASQPLVTVHDLHIGAVTDAGRQVEIIKGVSFDIRPGEFVALIGESGSGKTTIALSLMGYCRPGCSITGGTVTLDGRD
VTAMTEAARAELRGTEVSYVPQSAAAAFNPSKRIMDQVVEITGIHRLMPHAEAEAKAVSLFRALALPQPETIGRRYPHQV
SGGQLQRLAAAMALIGDPKLVIFDEPTTALDVTTQIEVLRAFKAVVQKGGVSGVYVSHDLAVVAQIADRIIVLKGGEIQE
ENTTPKILTEARHPYTKALLAAVDPVPHQPRSIAGLQPRPPILEAIGLHAGYGTLQNAEPAIKVLKNVNFRLERGRNLGV
IGESGSGKSTLARAVSGILPPYRGAVLLDGHELDGDLKERRKEDLRRMQIVFQLADTALNPAQTVGSILARPLKFYHGLR
GAARDARVDALLDMVHLPAALKYRLPRELSGGQKQRVNLARALAAEPELILCDEITSALDTVVAAAILKLLEELQSELNL
SYMFISHDLSTVEAICDDVLVMYRGEVVEELPAARMSAEAAHPYSKLLISSVPQLDPGWLDSLDQDPELLAAFSRR
>MBL3577739.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDSRQKLDRIDIKILSELQKNGRITNVELAELVNLSPSPCLMRVKKLQAAGYITGYSAQIDLAKLGETLTVFTEVTLKNH
RHIDFSRFQQTVAKIESCIECHLVSGGYDYLLKFVTAGIVDYQTIMESLIDRDIGIDKYFSFVVIKSPFIKSQIPLTSLF
AGKLDT
>MBL3577740.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MPAPLHRIETPDILPESADCVVIGAGIVGVSAAYWLAAAGQKVVLLEKGLVGAEQSSRNWGWCRQQNRDARELPLATRSL
ELWERMTVETGVDLGFRRSGLLYLSNDPAEIEGWADWGRFARGAGIDTRMLSAAEAAERGAATGKSWAGGVWSPTDGIAD
PARAAPMIATGVTKLGGTVLQNCAARGIEREAGAVSGVITEKGVIRTRQVVLAGGAWAASFLHQLGLRFPQASVRSSILS
LAPGGGDLPAALHTAAVSVTRRGDGGHTLAISGKASLDPTPGALMGARHFLPMFAKRWQALAPGGFQAWAAGVETRRRWA
MDAPTPMETVRILDPRPAPKLIAETLTRARRLLPALKALPVQAEWAGYIDSTPDGVPVIDGEIGVPGLLLAAGFSGHGFG
IGPGAGHLVADILLGRPPITEIAQYRLARFDRAQWGKVSDF
>MBL3577741.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MDALVLGGGLMGTASAFFLARRGVRVTLVERGRIGTGATIASFGNIRRTGRYLPQLPLAHRARALWGEAEALLGRDVEFR
ATGHLRLIFDTDSLSDMRAFAKAARPWGLDLQELSPTEIRARFPGVGPEAIAASFSPEDGSANPRLIAPAFAAAARALGV
RIVEEAGRAEIRQTAAGFEVDTAQGTFGAGVLLNAAGAWGAGIAARFGEPVPLTAFGPQMGVTEPLPHRVLPVVGIWTRD
AGRNGYLRQVERGNIVFGGAAERVPVALDPGHAHADPARLPGQVQALVRLLPALRDAAIIRTWSGCEGYVADGLPVMGAS
ATTPGLFHAFGFCGHGFQLGPGVGDAMAELIATGACATPLAEFGIGRFVR
>MBL3577742.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MRARQLEVFTAIMRAGTVTAAARMLNISQPALSQILLHTEDELGFRLFDRIKGRLHPTPEAIEIFPEAERIFADLEGLRR
KTADLRHGRAGLVRIAASTPPAMAVLPGALAAFRARHPEILLRSHIAPLASMIRMLREGDAALALALDDRHAPDIAAEVL
GRVAFVCLLPSGHPLAAQHSLSLADLAEAPLIFYRSDTRPAEELARAARTEGVTLTPSLEIDVSISAVGFVQAGLGLALV
DALLPWAQFQGIAVRPLAASPTVPLALLSARNRPLSQAETRLCGHLRQTCRALPTLLA
>MBL3577743.1 hydantoinase/oxoprolinase family protein [Rhodovulum visakhapatnamense]AB19
MAMDASGALPADWKVGVDIGGTFIDFCALETRSGRVASLKVLTTPDEPGAELMTGLTLLAEREGLAPADITRFVHGTTVG
INTVIQRKGARLALVTNAGFEDVIELARLRMPDMYSLFCARPDQLIARDMVFGIPARLRADGRETRAPDMAAVAGAVATA
RARGAEGIVVALLHAWRDGAQEAAIKAEIERLAPDLFVFTSSEVWPVIREYERTTTAILNGYVHPRVAGYLGALEDRLAA
RGVPARALLTKSNGGVMNAAEGKTACVNMLLSGTASGVIGAAWLARQAGEDKVLTLDIGGTSADFALIVDGAAQFGTGEL
VGEFPLHIPSVSVSSIGIGGGSIAWIDDHGVLRVGPDSAGSSPGPACYGRGGTKATVTDAMAVCGWLGHAEMAYGQLDMD
PALARAAVGDLAAILDRPLAETAQAILDIAVSEMFVEVEKLASRAGVDLREFTLMPFGGGGPMLGAFLAQEMGISHVMAP
RRPGVVSALGGLVADLRGDFIRTVFALPSPEVLPSLRASLTDLIAEGRQWLADQGHDGAIDLILSADMRYHGQSYEIEVT
LDPAWIEAGDLGAIAATFHATHARIYDFDDPTGTVEMVNLRLTAIGAGPALSLPEADAAEAPATPLKTVRVHTGGALRDV
TLYSRDDLTPGTGFEGPAVIVQEDTTVAIPPGARARVDRHLNLHLQIEERA
>MBL3577744.1 hydantoinase B/oxoprolinase family protein [Rhodovulum visakhapatnamense]AB19
MFDRMTLQVLANHARAAAENMAHTLHRTAHSAFVKETQDFTVMLMDRAGQTFAVPMELGATWYPGLTYGRAIDMVDDYRP
GDVAFTNDPYSGHVATHAPDTHLWKPIFADGEIVAWSGGHIHNTDMGGAVPASLSRALTEIHQEGLRFPPMKLVNEGVFD
AQILRIMSTNVRKPDLNIGDIRALVGALNTGERKVHAMIAKFGKAAFLDGVAGLLDHAEAQARAVLAAMPDGTWEFADYA
DEDSEKANPCRLKLRLTIRGDEAILDFTGSDPQLASSLNVPSGGDPRHTMLLVGVYYVLYTLNPQILLNTGLTRPFTCIA
PEGTVLNPVAPAAVGMRSLTCARLRSVIFGAFSQAVPDRLPAAPAGNNCIVNVMTTDDRSRRTVIAAVNPVVGGGGGMPH
RDGTNGSGADAAYLKNTPIEITETETPVEFVKYGLARDSGGPGRWRGGLATEMAFRVFAPDTRITARNRDRSFFRPWGVL
GGRAAGLSDMVVNPGTPDERRLGNVDTAVLQPGDVLEIRSAGGGGRGDPMAREPWRVAEDVARGYVSAKAAERDYGVVLR
DGTVDGPATAALRARATPAPGHFHFGPERDGYEAQWTPAAYDALTAILSALPIHWRFFAKTEIFARMEGRTGAEGVAAAF
EAVCTRFPELPRPRAEAAEAAE
>MBL3577745.1 (2Fe-2S)-binding protein [Rhodovulum visakhapatnamense]AB19
MTGRLVRLAEKGRLPVRFTLDGSPCQALAGDTVLTAVLTSARSLRAGDAGPERRAGFCLMGACQDCWIWQEDGPRLRACS
TPVAPGMRLLSQPPESWP
>MBL3577746.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTRVVIVGAGPAGIRAAETLAQAGLCPVVIDEGARAGGQIYRRPPEGFTRPPTSLYGSEAAKAVALHGCFDGLVAQGRID
HRPESSVVAIRDGVLHVLGPDGLLPCPFDRLILATGATDRLAPVPGWQAPGVFSLGAAQIALKAQGVALGRRIVLAGSGP
LLTLVAAQLQAAGAGVAAVLDTAPLGAQARALPLLAARPVVTLRGLAMRARLGRLYRAGVTLERIEADGDGPTALYWRDA
RGRARETPCDAVALGWHLRSETHLAELACARLVHDPLWSQWRPGADPMGRAGAGLYLAGDGLCLLGADGAEIAGRLAAIA
CLQDLGLPHPAPDLRRLRRLHRFATGLARAFPYPAAGVAALPDSAVICRCEGITAGALRESAAHGGAEANRVKSLSRGGM
GRCQGRYCQIAATEILAAATGIAPAEAGRMRAQAPARPLPVSACLADPAPSQTILPSGRR
>MBL3577747.1 aldehyde dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MSLSFDPARLSLPEGHFIGGRYLPGPDAIEIRAPSDGRILGAIPQADADTVDRAVEAARTALARSGWGDLPPRDRVRALQ
AWADLIEAEAADLARIEAVASSRPIAEAVPGDVAILAEQIRFFAEFADKEGGSLVPTAAGRMGMIASEPYGVVGAITPWN
FPLSMAGWKLGPALAAGNAVVLKPSEMTPFSTLRLAELSVRAGLPEGLINIVLGDGPNTGAALVAHPGIAKVSFTGSTRA
GAAIMENIARTGIKPMTLELGGKSPQLVFADADLDLAADCILRGITANAGQVCVAGSRLIAEASVAEELAAKIAAKMAGI
VPGPTWEAATGYSPIISEAQLSRIDSLVQAARAGGAEVLCGGNRLDRPGSFYAPTILTGLGADSPAITEEIFGPVLTVET
FKTEDEALALARHPTYGLCSGVFTRDLSRALRMTRAIEAGTVWVNRYGRSRDHILPTGGWKSSGLGKDLGREAYLANRRQ
KSVLIDL
>MBL3577748.1 tartrate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTNHKIALIPGDGIGVDVTDAAIEIATAAARRFGFTLATETFPWSCDHYLATGRMMPEDGIETLRGFEAIYLGAVGWPAT
VPDSVSLHGLLLPIRKAFAQYANMRPHRLLKGVEGPLRSEGFDILCIRENTEGEYSGAGGRVHQGTPGEVAIQTSVFTRM
GVERILRFGFEQARARRGHLTSVTKSNAQQYSMVFWDEVTREVAADYPDVSVEPMHIDAMAARMVMAPESLDVIVASNLF
GDILTDLGAAIQGGLGFAASANINPDRNAPSMFEPVHGSAPDIAGKDIANPIAAIWSAAMMLDHLGEAEAAAAILAAIEA
ATAQGIGTRPGSHSTSAITQAVKAALEA
>MBL3577749.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTLNDPELFREAALIGGQWTARADMAVTDPATGATIGHMPDCTAAETEAAIAAAAAAMGPWKARSHAERADLLMAWYDLM
RAHEADLARILTAEQGKPLAEALGEIRYGASFVRWFAEEARRINGGIIPSPTSDKRILTLKEPVGVCAIITPWNFPNAMI
TRKVAPALAAGCTVVIKPSDFTPYSALALGVLADRAGIPAGVINILTGRPEEIGATLTGSPIVRKLSFTGSTRVGSLLME
QCAPTVKRLSLELGGNAPFIVFDDADLDAAVEGAMASKFRNGGQTCVCSNRILVQAGIHDAFVGKLAARVAALKVGAGTE
DGTQIGPMINAAAIAKIEAHVADALAKGATRATPARDLPPQFADPVVLTGATTAMRLASEETFGPVAPIFRFKTEAEALA
IANGTPYGLAAYFYTRDLARAFRVGEVLEFGLVGLNTGAVSHEVSPFGGVKTSGLGREGAQAGIEEYLETKAFHLGGLL
>MBL3577750.1 ammonium transporter [Rhodovulum visakhapatnamense]AB19
MQAVLAVLATLLIPGIATAETERFALHTDLDHVWTMTAAALVFLMQAGFLLLEAGQVRSKNSINVAQKNLVDFILSTLAF
GSVGFALMFGPSLGGWIGFSADYAFFNTQGDWSLTFFVFQLMFCGTAATIVSGAVAERATMSGYMICTLLIGCLIYPVSG
HWAWGGLLSGESEGWLARLGFIDFAGSTVVHSVGAWVALAAIILIGPRLGRYDAAGRPVALHGHSPVLSTLGALILWIGW
IGFNGGSTNIGSGAIAGIVANTIVSGAAGGAAGLIIGARKTGIYRPEHLINGSLAGLVGITAGCDAVTTQSAFLIGASAG
AVAFLAHEMLDRVWRLDDPLGAISVHGFAGAWGTLMAGALARPDALMAGGRLTQVGVQALGVGAVFVWAFGTGFVLLRIA
DALLPAPDGPRGGLRVSREAEEAGLNISEHDAPLGLSGLVRAMARIAENPSAEIGRIDTEPGEESHEAATLFNGIAENIR
LKAETDRRLADQSEALLADLAGTIEAVLDGRLDRRMRIGHEGPFARVPGSINAMIGSVETMVGEIAASAQSVAAHAAQLS
AQSVTLTSGSTDQARQIGSVSEEMAELRAEVDRNGARLEQALLNSELARQGAADAAEISRRAVAGMERASAAIGRIAAGL
EMIDEVAFATRLLSLNASVEAARASGKAGAGFSVVAQEVRSLAETTTASARDIRGMLNGVRETVSGAVREVAGTDHALED
IRGRIASNATLLAEVEQMETRSRTLLARVETTLSDLAQSSRRVLEEADQTRQVARELHSNAARTTATVERYRAA
>MBL3577751.1 ABC transporter permease, partial [Rhodovulum visakhapatnamense]AB19
MERLSWTGALGPWLVPALEAALIALALAALAHPLALLAGYRLGPGPEAARSGPGRAARLTGGLLRLSLWALAAVLAAFLI
GGLLVPPEAKGILGRIATRLWPVWLSLGASFALVALFRRRLGLLGHLLGNPAGAVGLALVMFWVFAALFADQIAPFDPVT
DVIAGMKNKPPGTPLPAQGDAAYGYYLLGGDALARDVFSRAVAGARVVLAIAPAATLFAFMVGITLGLPAGYLGGRLDLL
LSFLANLVLAFPVILLFFLLVTPEIVAMGVPTYMAGALFLFPLIFLTILWNSRFRTRPPLRAALIGATLVLGGWLYAGLA
WNADPFGVVAMPAGVLIVFVSVVFVNAPSVFRIVRGLTLDIRTRDYVAAAQTRGEGPWYIMLWEILPNARGPLLVDFCLR
IGYTTR
>MBL3577752.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MAGFIIRRLGVMALTALCMTFIVFLLTNLQPNLEKLAKTQAGARITDAEVARWIDRNGYGAPMLTRYGEWLGVLPAPLAT
DADGRAVGGRCLRGHPGLAADEVPRFCGVLQGDWGYSTKFRRPVTEVIAERLQRTGLLMAWAFATMVPLALIVGVLAGMR
EGSALDRGLSTLSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVEGATFQNFTLPVATVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQMLSDIGYALLNPRIRVA
>MBL3577753.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTTPSSRADTRSDRTHPAARMYAREHRSGLMDRREFLGRATALGLTSAAAYALIGQPEPARAQTVPQRGGTLRIQMDCRE
LADPRTYDWSEKANETRGIIEYLAELRRDGTLRPMLLERWQANEDATEYTLHVRPGVTWNTGEPFTAKDVAANLDGWCDT
SVEGNSMPSRMAAMVEDGKAAEGAIEIVDDLTVRLHLLRPDGTLMFGMADYPAAVMHRDKIGTSVADHGIGTGAYMFEEF
KVGERIVLVRNPDHSYWGDGAWLDRIEFLDYGTDPSAWLAGADADEFDVTHETVSDFIDIFSALGWVESSVGTSSTVVIR
PNQEAEVDGVRPYADVRVRRALALAIDNSVPLELGISGRGRESRNNFHVAPDVHPDYAEIEAHRQDIPEALRLMEEAGMM
DYEHELVSIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTKYPFSSTNWAHRETGIQLLNLAYRSTAAWNECG
FRNAEFDALLDQATAIADDTERRAVMARLERIMVDEGVAIIPYFRALYRHAKPGVLNIEMHPKYEINVHHLGWA
>MBL3577754.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTTQVYGTAI
VFSGMPDMDLPDGPHHLRIRDGAVQAELTILVESLQREIDGRRPEAKRAIRHLAGLVSVWLDRQILLEEDGPRRPDSARR
LASGFAALVEKDFRSAKSVSDYAAELGVTPTHLTRVCNRTCGRTASDLLAERKISEAQRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPTTFRKGH
>MBL3577755.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum visakhapatnamense]AB19
MSEKQVGFNAHRTGTGAAGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWRVLTARPTPDEEAR
VSHALYGHVPFAADYSVGHWLRDLAPLLEGPQRPIVVGGTGLYFTALTEGLAEIPATPPEIRAEADRRLAAEGVEALLAG
LDPATLDRIDRRNPARVQRAWEVQRATGRGLAAWQDETPPPLLPLGATQPLVIEAGRDWLNARIDARFERMIAEGALDEV
RANLPRWDAGLLSAKAIGAPDLVAHLRGEMSLAGAVAAAKTASRQYAKRQRTWFRSRLGHWPRWPAG
>MBL3577756.1 UMP kinase [Rhodovulum visakhapatnamense]AB19
MSDGSADQPKPAYNRVLLKISGEALMGDQGFGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEGLGVFCRVITAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEITYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MBL3577757.1 ribosome recycling factor [Rhodovulum visakhapatnamense]AB19
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPIMVDAYGSPTPINQLGTVNVPEPRMVTINIWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRRELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMSEDDNKIWH
DEIQTLTDKYIAQVDKALESKQQEIMQV
>MBL3577758.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum visakhapatnamense]AB19
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVAGLMTLFRRYIQKEATALLDKG
VRVRFIGDRDRLDPKLVGMMHALEEITSGNDLVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTAAHFAEIVGNYSARERRYGAVLS
>MBL3577759.1 phosphatidate cytidylyltransferase [Rhodovulum visakhapatnamense]AB19
MSSGGSWEDLLPRLGSAVVMAAVGILAVWLGGVWFTGLAALVSGTMVWELTRMMVPGAAGRLPIQMALVSGAAVLVASVL
PGYAAFPLLLVPCVIGAWQLPRDRGLYLAFAMAMLVTGYGLATFRADHGVVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PKVSPKKTWSGILGGWFAAMLIGLIFLTFTNAGPDLPWISMLLSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MBL3577760.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum visakhapatnamense]AB19
MQRRRITVFGATGSIGENTIDLLTRQGGADPYDVVALTGGRNVKRLAEQAIALKADLAVTAFDECLDDLRAALAGSGVEA
AAGQAALIEAAARPADWIMSAIVGFAGLAPGLKALEHGTTLALANKESLVAAGPLLLGAAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLARATPEQASSHPNWAMGQRITIDSASMFNKGMELIETKEYFGIAPSKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLARIGQMTFRTACETRWPALRIAREVMEAGG
YAGAAFNAGKEAALDAFLAREIGFTQMSDVVAAVLDRLSVDSDLMKSDLSLEKVLHVDHLAREEAARIVRSMQH
>MBL3577761.1 RIP metalloprotease RseP [Rhodovulum visakhapatnamense]AB19
MDIASLIPSFGNAAFTVVAFVVALSIIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLVSRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADEKRHSMHGAPLWARVLTVAAGPVFNFVLSIAVFAFLAVVSGVAIEPPTVGKLHPLPAA
QSALREGDTILALDGRETPDYTAFYDAVAALPVDSETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVI
TAIDGQPIRAFRQLQDVVTASEGAPIALTVWRDGETLSFSLTPKRMDMPNPDGGFETRWLIGMTGGLAFEPATRMAGPLE
AVSYGADQLGFIVKSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRMLMAAGFALLIGLMVFALTNDIFCP
>MBL3577762.1 hypothetical protein JMJ92_06255 [Rhodovulum visakhapatnamense]AB19
MTQATGLNGRGEGQGTLVLLFDLNWDRVIFPAGIALALIAGSYLASFAPL
>MBL3577763.1 outer membrane protein assembly factor BamA [Rhodovulum visakhapatnamense]AB19
MTKSSQGFLGTRPGARNLALSAVAVAVGLGAGVPQLAMAQSYSFSNVRVEGNERVDASTVASYANISRGETVSAARLNDA
YQAVVDSGLFESVELVPQGGTLVIKVTEYPTVNRIGFEGNARIKDEDLQKIVQSQSRRVYSPSTAEADASAIAAAYEQSG
RIAATVTPRIIERSDNRVDLVFEIAEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGLLRRLIRSDTFVADRIEFDKQV
LKDFYTSRGYVDFQVLSVTPELTRNRDAYLLTFNIREGQKFNFGKITTSSDLTEVDPDEFQQAARVREGDTYTPMAIETT
VARMERLAVQKGLNFIRITPRITRNDRDLTLDVEFVVERGPRLFVERIDIEGNATTLDRVVRRQFNTVEGDPFNPREIRQ
TADRIRALGFFSTADVSAREGTSPDQMIIDVNVEEQPTGTLSFGLSYSQTDGAGAALSFSENNFLGRGQYLSARIDTGTD
NATSRLVFVEPAFLGRDVRFRFGATYSQTDTGKYDSEYETQKIEISPSLEFPISENGRFELRYAIGENTFKNYEGDSEVL
AREAEDPGQTFSKVGYGFTYDTRRTGLDPNSGIVLKFNQDYAGLGGDLEFIETTALAGVQRMVWNEEVTLRAELEGGALT
MLGDSESRVTERYFLNGKMRGFDGNGLGPREGDEALGGNMYAVARFEAEFPLGLPAEYGITGGVFADFGTVWGLDNTGTS
SGPVDDDFHLRSAVGVSLFWKTPLGPLRFNFSKAVMKEDYDEEQNFDFTISTRF
>MBL3577764.1 OmpH family outer membrane protein [Rhodovulum visakhapatnamense]AB19
MRRAGRGWALAAAAALGLAGPALAQDGRPVFLSPILTLDQDRLFQDSKAGQAIEQALEAEAAALAAENRRIESELVAEER
ALTEQRATVPPDQFRPLAEAFDSKVETIRATQERKARELTQRREEDRQDFFRKALPVLAEIVRDRGAVAVLAREAVILSA
GQVDITADAIALLDERVVIDPDGEAVPDAAEGAAADPPEPSSLEPAAPEGTGQSGD
>MBL3577765.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum visakhapatnamense]AB19
MSDSQVLEADIDEIQKILPHRYPFLMIDRVTDIVPGHSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
KSVDLSEDDLLVYFMAMDKCKFRRMVVPGDRLELHVTVKRGGSKKVKIWKFEGVAKVGGEIAAEAEFTAMMDINPE
>MBL3577766.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum visakhapatnamense]AB19
MAIDPSAKIHPSALVEDGAEIGPGATVGPFSVIGPKVRLGPDVVVKSHAVVTGLTEIGEGTVIFPFANIGDIPQDLKYRG
EETRLIVGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDVQVGNGVIVANHAAFAGHCIIGDNVVIGGLAGI
HQWVRIGQGAIVGALTMVTNDVIPFGLVQGPRGVLDGLNLVGLKRRGVAREDIAALRAAFQHLAEGEGTFHQRARHLAET
ADSDYVRQMVEFVLADTDRSFLTPKP
>MBL3577767.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum visakhapatnamense]AB19
MPEISPETSSRTAPASGTTALIAGGGALPAHLARAMETAGTPFLIAQIEGFAMDEADRWPVETFALERLAVLFDLLHGRG
VTRVVLAGTIRRPRLDPERIDPRTAQLLPRILPFLGQGDDGLLRAVIALFEEDGFAVVGADAVAPDLLPAAGVLTATAPS
KQDEKDAARAAAIVEGLGAVDVGQGAVVAQGLCLAVETLPGTDAMLAFVAEAAAGCRPDPRGARGVVYKAPKPGQDRRVD
LPAIGPATVEAAHRAGLAGIVLEAGGVMVLDRAETVARADALGVFIWVREP
>MBL3577768.1 lipid-A-disaccharide synthase [Rhodovulum visakhapatnamense]AB19
MTRLFFIAGEPSGDALGAALIAGLKELDPGLEVHGVGGPLMQAEGLESLFPMDELSVMGIAEVLPRYAALMRRIKECAAE
VVRLSPDALVTIDSPDFCLRVARRVKAQSHVRTVHYVAPTVWAWRPGRAARMAEAVDQVLALFPFEPPYMEAAGMRCDFV
GHPVVAQPRATPEEARAFRDRHGIAADAPLCLVLPGSRAGEVDRLAPVFGTALQTVASQHPGLRVVVPTTAGVAERVAGL
TAAWPGAPVLIDPRADGTAAAAAKRAAFAAADLALAASGTVSLELAASETPMVIAYDMNWLSRQIIWRMVRLDTVTLVNI
VSETRAVPEFLGEACQPGPIAAALCLLLEDPGYRAPQIEAMRVTMDRLGQGGEAPGRRAARAVLDGLATARRN
>MBL3577769.1 DUF2059 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRPALAVALAGLLLAAPLWADETRQDRLEAAHDYVQRAVADMDLEEIVRSMWRPAVSSIEAGGTRLTASQLSRIEALYAE
IYTDRLRALMLSQDELMADLMTLDEIEALRDFYATPEGRSVMQKLPKVLNAQQPQIIELVQSTMPEVLTRMQGIVEAP
>MBL3577770.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum visakhapatnamense]AB19
MPRDGAPRALNSLGFAKPESETRVLVAMSGGVDSSVVAAMLAEEGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENLFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLDADCMATGHYIQRKLGPNGAELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAAKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
EIVHADGRVLGTHKGVIHYTIGQRRGLGIGGLDEPLYVVRLDVDARQVVVGPKEMLSTRIVPVREINWLGDAPLTSRPEW
EVSVKVRSTRPPRAAILRPLSETEAEVELLTPEEGVSPGQACVLYETGGSRVLGGGWIWRGANRG
>MBL3577771.1 DUF1153 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFLKRIDGPRTVNLPDGTTMSRADLPPVDTRRWVASRKAAVVKAVAAGLISEEEALDRYTLSAEEFSSWKKAVREFGIAG
LKVTSLKSNRRTEL
>MBL3577772.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPSQAMPGSFAIGA
>MBL3577773.1 NAD-dependent DNA ligase LigA [Rhodovulum visakhapatnamense]AB19
MTDERSVEALSETEARAELARLAKAIAEADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKIAHVRRMLSLANAFDGADVTEFDARIRRYLGLADEAPLLYTAEPKIDGLSLSLRYEAGQLVQAATRGDGEVGENVTA
NARTIADIPRVLDGAPDILEVRGEVYMAHADFEALNERQAETCAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSAPLADTQMGAIERLKTLGFQVNPLTVLCDGPQALAAHYARIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGKEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPEGTEPFRFPTKCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALCKDGWIREPADIFELETRYGEGLQQLKNREGWGEKSATNLFAAIAARRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWEAFEAAVTHATVGEGPDWEALLAIDGVGTVMASSLITAFHQEAERASIDRLVAHLTVEPVAPRGTADSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIGGA
>MBL3577774.1 ATP-dependent DNA helicase RecG [Rhodovulum visakhapatnamense]AB19
MSGRPDILFPLFGALEKLDGIGPKSAKLLAQTGIEKPRDLIFTLPHTGIDRRPVETVASVAPGEVATVEVLVGAHMPASG
KGRPYRIQVQDAETAFQLVFFHARGDYLSKILPEGARRVISGRVEIFDGMAQIVHPDHVLPPGEAAEIPDFEPVYPLTAG
LTLKTMTKAVASALTRAPDLPDWIDPALLVREGWPGWRAALEAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRAKGRPSQGDGRLRRKVLAALPFRPTDAQARAMDEIAEDMGAEARMTRLLQGDVGSGKTLVAWMALLVAVEAGGQGV
MMAPTEILARQHLESLAPLAESAGVVIEILTGRDKGRERAAKLAALAAGDIQVLVGTHAVFQKDVEFRDLRLAIVDEQHR
FGVAQRVELSAKGRGVDMLVMTATPIPRSLALATYGDLDISVLDEKPPGRTPVKTALVSVERMEEVVAHLRKAVAERRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQRGETSVLVATTVIEVGVNVPNASIMLI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARKLLADDPGLAGPRGQAARVLLWLMERDKAIRLIKAG
>MBL3577775.1 hypothetical protein JMJ92_06320 [Rhodovulum visakhapatnamense]AB19
MATLIDTGARPMLTELRSVLTRCRATLWQDAAGAAALMVLLVAGLHLPGLV
>MBL3577776.1 ferredoxin--NADP reductase [Rhodovulum visakhapatnamense]AB19
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDDGKPIMRAYSIASPSWDEGLDFY
SIKVQDGPLTSRLQHIQPGDQIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLIESLPEDPLIGEFVGDKLKYYPTTTRETSKWMGRVTDNLASGKVFADLGLDGTQMDPAIDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAEYVVEKAFVG
>MBL3577777.1 hypothetical protein JMJ92_06330 [Rhodovulum visakhapatnamense]AB19
MKQRLAPAKAAQPGTGKQQIDKMHRKRPQPADLTDSEFRLLDFHKLSNTRRPGGNCIEDDISPGATQRNRFFAFAN
>MBL3577778.1 Crp/Fnr family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MVGIVDGVVDVVLEPGVDGPRLGFVAKAGNWLGAVGMPGMTQRRISAIARRDASVLAVSAHHIETVAMSDPDTWRHVAAN
IVSHFDNLGQLLHANVHRDNSVRILITLRRLYDFNDGATEFPLTQADLAEMAGLSRNSANRVMRRLVEEGLIETGYGWVR
IVDQPRIMNILKRSHLPVWAGCERLEA
>MBL3577779.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKALTTTATAVALTLSAGAAFAACDPGETVIKFSHVTSATSPKGLAADLLAARVNDEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMDAIDAFQNSETGQAMKQSMMRRGLLGLEFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITETNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILHEVTVERNTESTNVNQQAKQAIIDAGTTVRELTPEQRQAWVDAMKPVWAQFEGDVGAD
AIAAAQEINDQY
>MBL3577780.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MSGAYRPKTALGRAVHAVEETVIALLLGLMVLVTFVNVVLRYVFNASLVWSLELTLILFAWLVLFGIAYGFKITMHLGVD
AVLNMLSSRAQRLFSLVAVAICLVYAALMMKGAWDYWAPFANLAPTTGHWFPTGFEEMKPWDYRGYVPTERIPLPEFLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIITGRQQGLIVSHEAEDAVEEAAREKDA
>MBL3577781.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLAAVAQSLYQSMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYTRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVIPGTVAGLMLMTAIYVMAHVKGMPKGEWLGWGEIWASFREAFWGLMLIAIIMGGIYGIPGVASA
VFTPTEAAAVASVYAFLIAIFVYRDMGPLKAQDGRGPVALWQRPQALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQIPQKIASAMLEAGFGKIVFLIVVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMSMMRVVRAALPFLAVLFVFLILVTYVPWLSTWLPTSLMGPELITN
>MBL3577782.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum visakhapatnamense]AB19
MNAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVEDGRIVRFGQDVKACALGQAAASVVGAA
ILGRTRAEIETARNQLRAMLKDEGPEPSAPFEGLEVLLPARDYRNRHASIMLSLEATLDAFDAAEAAACA
>MBL3577783.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum visakhapatnamense]AB19
MAFDPESLRYNEAGLIPAIAQDEAGTVLMMAWMTAEAVARTLETGRVTYWSRSRQAFWVKGETSGHVQRLIEMRVDCDRD
CLLVLVEQEGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MBL3577784.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum visakhapatnamense]AB19
MRTRFAPSPTGPLHLGHAFAALTAFERGRMLLRIEDIDTARSRPDWETQIYNDLAWLGLDWPRPVLRQSGRLSAYRAALD
RLCAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRERPLSEAGPEDAIRLDMARALDRLGPHLPAFTETGP
MHPGPHRLDARALIETVGDVVLARRDLGTSYHLAVVVDDAFQEIDEVTRGEDLFEATPIHVLLQALLGLPTPAYHHHRLI
LDDAGKRLAKRDDARAIALYRAEGASPADIRRMVGL
>MBL3577785.1 hypothetical protein JMJ92_06370 [Rhodovulum visakhapatnamense]AB19
MLYILALFLPPLSILLIGRWFVALVTLVIWIPAIIFSGGLTHPMFIALAWILIFQRGADRRAGL
>MBL3577786.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum visakhapatnamense]AB19
MTDTLHIVGGGMAGSEAAWQAASAGIDVVIHEMRPQTGTFAHKTGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MDMADTHRLPAGGALAVDREAFSQGVTERLMRHPKIRREGSEVTSLPEDGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLSKAWFQSRYDKGETEEERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPDIKAHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLRSKPHIRFAGQVTGVEGYVESSAMGLLAGRLAAAAIKGRSLPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTAWLGAEG
>MBL3577787.1 hypothetical protein JMJ92_06380 [Rhodovulum visakhapatnamense]AB19
MGVSPNRLHALLRVTLALCVIAAFRTGAPHLQVLPPDPRSVLDWAGATIIWLCTAGLLSGVGARPAALLLAFYLLTTAVA
IRLGIAALPPDPDRLSLDMALAAGLLAVALGAEPRSGRAADGPGSAERAAYQTALDEIVADERGLDAAGMGRAQSG
>MBL3577788.1 DNA gyrase subunit A [Rhodovulum visakhapatnamense]AB19
MNDTPETPENEDENGSEKGPARPSYDGPVIAIEKEMQKSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRVEEIRKDRHAIVIDEIPYQVNKSTMIEKIAEAARDKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRGFLTHFIAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAQDIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIGTELREVRDQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLASMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTAKGKAIVNILPIATGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDADDDVMLVTAMGRAIRFA
TTDVRVFSGRDSTGVRGIRLGENDRVVSMSVIRHFEADPAERVAYLKQRRLMAGVIDENGEADEDEEAVEAGQLSPARYA
EMSAAEDVILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAGAGEEVVSVARIADQGEDAPEDPAT
>MBL3577789.1 usg protein [Rhodovulum visakhapatnamense]AB19
MQQSETELMLRGYGLTTAELYYRMPDFRSVLNSFIWQDYDLAPDHPRLFKFIEFWQDSIEGPLHSVRFTHRKLIAPGEWR
NVVGEFRVN
>MBL3577790.1 disulfide bond formation protein B [Rhodovulum visakhapatnamense]AB19
MTVTRNRLILLAAAGSAAILLAAFGFQYLGDLAPCKLCIWQRWPHAVAAVLGLLAVAVGGFILTLSGLSVMAASTGLAIY
HSGVERHWWAGPSSCTGDGPSLSQMTPEQMLNPSLVEPIVLCDRIAWQLFGLTMANYNVLLSAGLVAVWAMALTRGRS
>MBL3577791.1 DedA family protein [Rhodovulum visakhapatnamense]AB19
MIRRLYDWTLSLADSRNAMWVLFIVAFVESSVFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGSAFFEQ
IGRPVLEFYGKDAYFDEFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLWVFMTASVIARGIRFFLVAALLWKFG
APVRRFIEKYLGLLFTLFVLLLIGGFYAVRYL
>MBL3577792.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MRASEICGLTWERTDPKTRVAHLPMTKNGHSRDVPLTRAAVDLLQKLPRMDPVFGMTAGRLDANWRKLRAASAVEDLHVH
DRGGSVRLNSFEPFPNWISRSVMPRPGLPVAG
>MBL3577793.1 IS3 family transposase [Rhodovulum visakhapatnamense]AB19
MTDRARRQSLARQAELFGISRGSLYSAPRPTGAENLRLMRRIDGWHMDFPFAGSRMLKGLLGQEGFTTGRRHVATPMKRM
GIEVLHRRPGTSKPAPGHKIHPDLLRKLAVNRPDQVRAMDIAYVPMARGVVCLTAVVDWFSRKVLAWRLSVALETGPCLE
ALDEAMARYGAPEIMNTDQGSQFTSMDVIKAVKDAGIQISMDGKGAWRDNAFVERLWRGVKYEEVFLRAHEGVTAARDGL
ACYLAFDNTRRPHSSLDGRTPGQAYLTPPRAIPVAA
>MBL3577794.1 hypothetical protein JMJ92_06420 [Rhodovulum visakhapatnamense]AB19
MSLEPRGTSQIKQWKDRLLESVADLFDDKPGSKEPEIDVTSLRAKTGQLTLETGFLGGALAKAGLLPSARK
>MBL3577795.1 hypothetical protein JMJ92_06430 [Rhodovulum visakhapatnamense]AB19
MAIWNLVACVLPGFTYPPRDALLAATDQSKLVYPSFLRDLFVMSPLTPLLVLGFRKAPWIVGAVILA
>MBL3577796.1 response regulator [Rhodovulum visakhapatnamense]AB19
MMVDDCRFERKMVKRLINKTGLVDRMLEFGMAEDAIHFLRAPDCPKIDALIIDINMPRMNGFEFLEEIAEDWPDHLKGSV
VVILTSSECEADVERAESYPVVRSFLRKPIGEAEIARLDTLVNS
>MBL3577797.1 transporter substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAGWLENAPFGQIGDDGEATGFSAAVVRALSETMGVPVELRRFDGLQPRIRAQIDGETTLMTAIARLPALQASNLFSKPV
GRTEVRLFIRIENNASPDFVTPVNKRIGTVRQFAGSGSSELLDRNRPVVFENADALLIRLLSGEIDGALLAEDWMAGLAH
GVRLDNRIAAVGPPVKPIERVIAIHKSRADLLGPINAAIDTLEANGTLAALRRQWFVDPPPPLPEVLTVGVVNLPPFTQV
NDDGSTTGFAVEVIRDLGKLLGLQLQFVPVPPEVWAKGPQGGIDILPLVGITPERRERMDFALPIQAIDIGVFVRSDSRD
LFDGLANARVGAWGAGVSVAVARRHSSDVQRFETYAELVEALLDGRIDAILVESTALRRTLSEMHREDQVVQVDYPLETT
YLAPALRRGLPSIREALNLVMPGYLASQRYQDLRAAWLEPRGFWTEGRVLSLLAAICGVAVLALGYIPFQRHRIQQERLR
FTASMIERIPLGILMVAPNGRIEFANTAARAISPSGPELIREGAVYREVVSALIEADAAHWGTKSPTALAAGLSGPALTD
GYSYEFRTTSGQSYRWSSFALTGGSILVMVLNFTRERRHLAEIETLNAELRDQIAIVERTNSELRDFAYATSHDLKSPIS
TLRLIADALTDSIVGKLPEDDVQLVTDMKEILERMGRMISDVLDYTRAVGGEATVEPVDLCQVAADVLQDLTADIAASGA
EIRVGALPSLVGNSRQLHQLLQNLVGNAIKFHRPGVPPRIEIEPVAAPDGMVAFSVSDRGIGIDPKFHRRIFQVFTRLND
TELYPGSGLGLAICQRVSLNHGGRIVVQSAPENGSCFTIFLKEKNGDQHAHDGRRLPVRTEDGKAAY
>MBL3577798.1 quinolinate phosphoribosyl transferase [Rhodovulum visakhapatnamense]AB19
MLLLDDTALACLLKRDTTAALSVGSGPDRPGRMTSVAMRARRSGTICGTEEAARMFALLGCAADIAAESGTRARPGDLLI
AARGPAEALVRAAQAVQTLLEWASGVADSAARIVQAVRRANPAVAVACPRKAIPGARPLALKAVAAGGAAIHPALQPDAA
LVLAECRALGGAETLTDRIAGRRLAVPAARVAVEVRDRDEALEAAGFGADILLLTRMAPDAVAATLRALGPGWPGEVLAA
GPIPAEAAPAYATSGIHALVTSAPYHALPAEIELVYEAG
>MBL3577799.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MISALDHLVLTTANEEACLAFYVEGLGLRLETFGAGRKALCFGRQKINIHVKGHEFEPKAHLPVPGALDLCFLADRPLDE
VIAALAARGLRPVEGPVARTGATGPIRSIYLRDPDLNLIEISEPACPPA
>MBL3577800.1 dihydroxy-acid dehydratase [Rhodovulum visakhapatnamense]AB19
MPAYRSRTSTHGRNMAGARGLWRATGVKEGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAIFVSGGPMEAGKVTLGDGRV
VSLDLIDAMVAAADDKVSDEDLAKIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHAFRKDLFLEAGRRA
VEMCKRYYERDDASVLPRSIATKAAFCNAMALDIAMGGSTNTVLHILAAAQEGGVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMAILGELDRGGLIDRDCATVHEPTLGAAIDKWDIGRSNDPEARELFLAAPGGVPSQEAFSQSATWPS
LDTDRTGGVIRSVETPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPAKVYESQDAAVSGILTGKVEAGDVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGTIGLVQDGDLIEIDIPNRSINLA
VSEDELAARRAAQEAKGWKPAAPRKRHVSQALKAYAHFAASADKGAVRIVPE
>MBL3577801.1 NAD(P)H-binding protein [Rhodovulum visakhapatnamense]AB19
MTDTALSPRPRRVFLLGATGTIGRATAQALLARGHEVVCFVRPRAGDDPGRGLPAGVTVRTGDVTDPASLARDGFRGERF
DALVSCLASRTGTPRDAWAIDHKAQSDALQAARAAGVSQAVLLSAICVQKPTLAFQQAKLAFEAELKTSGLTWSIVRPTA
FFKSLSGQVERVKAGKPFLVFGDGRLTACKPISDADLGRFMADCLDDPALQNRVLPIGGPGPAITPRDQGEELFRLLGRE
PKFREVPVAMMDAIIAILSTLGRVIPRFRDKAEFARIGRYYGTESMLVLNPETGLYEAEATPEYGSDRLYDYYARLVRGE
DRADLAEHAAF
>MBL3577802.1 TrkH family potassium uptake protein [Rhodovulum visakhapatnamense]AB19
MNVVFFANGLVLGLLALMSATVALLYPETRGVFAEATFQLGLTGTLIAVASRSSFEALRLPHAFMLTASVWLVAAIGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPKGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMTLCGVLYRAGGMSLFDAVTHAMTTLSTGGYSTHDASFGFFANPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVGAMLKTLAAVILPLSLWLGLTSDMPFLAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVCS
FVILTAVGGCTGSTAGGAKAMRWVIVYRLVREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSMYALSFAVIASLLT
LVGLDGATALSGAITALANVGPGVGDIIGPAGTFQPLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLA
>MBL3577803.1 hypothetical protein JMJ92_06470 [Rhodovulum visakhapatnamense]AB19
MKVLPLPLALCVGLSASSVHATGGAASADAAKIERGAYLARIMDCAGRHMPRGADGVPVFSAGLPGGTVGFERPGLGIFW
PPNLTPDATGLGD
>MBL3577804.1 hypothetical protein JMJ92_06475, partial [Rhodovulum visakhapatnamense]AB19
MAVRPSLRSISGLSLGASIPVQAITSRGAIVSAIDAAIDDLVLIPRAPDVIKNIFEKTRPGRPALRVDDLLALRIELRNC
EIVPGRPPKLRKTAGGTGRLILHFPPQTVK
>MBL3577805.1 AbrB family transcriptional regulator, partial [Rhodovulum visakhapatnamense]AB19
MSLAGLSAPARGAVTLGIGALGGGLFFALDLPLPWVLGSLAATALTSQATRFQPVLPRAWRGYAMVGIGTMLGTGFTPEV
AARAGTWWSSLLVMSVLSLVVCLLAFGVFLRWGRMDRTTALFASMPGGLSVVSVLAEDYPAEINRVALCHTARLLVLLVL
APVVIQLLSGTDLAEANRAAFAHAEPLDPLRHGGLALAALASWAVARRVRFPSALLSIPLFVSAAMHATGLL
>MBL3577806.1 tripartite tricarboxylate transporter permease [Rhodovulum visakhapatnamense]AB19
MIDHFALSQAFDLLFSSFSPWLWVIPGLLIGLIFGSIPGLQISMAMAIFLPVTFGMDFLQAMLFLTSIFTGGAYGGGVTA
ILMNIPGSSSSIATAFDGYPMARQGKHNEALGLGLAASVVGAFVGYILLLFLIDPLAAFVLKIGPMEMVVVVLWGLTLIA
TLNTTSMPKGLLAGMFGLMLSQIGMSTTGVMRTTVGNPYLLDGIPVVPAMIGIFAASELLRLRGSNFLVEDKAQRDISMR
RILLGGAQIFRHPGVLIRGSLIGALIGAIPGVGSSVANLVSYGEARRSSRHPEQFGKGAPEGVIAAESANSSSEGGSMTA
LLALGIPGGAATAVLLAAFSFHNIVGGPSFIRNQTDVVYSIIIGNLGQVVLLAIVGLLMLRVLGLVVRVPLPYLVPSVLA
LCAWGGYGITGTIAGPLTVAVFAGLGWLMRRNGYPVAATVIGLLLGRMMEGEVVRTLQISGRHPMAYLLERPIALVLFVI
MVLVLVGVPVLKAWRRRRAAAA
>MBL3577807.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum visakhapatnamense]AB19
MIRRFAPTHAITLGLVLCVTGYITWSAVSASSTLNNLVVVAPVAVLLVVLCLIIVATALLRPEPDPQEAHYSAWGDLALL
AGFAVFCFGLTTVGFDVATFLFVWAGVVVSGGQGKWQPPLYAALFTVLMVEGFGALFPYPMTTLVL
>MBL3577808.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum visakhapatnamense]AB19
MNMKRRQFAAAALGLSLATAIAPLGASADTAWPPRKITFVVALGPGGSADRTARALAQRMQQDLGVPISVVNQEGGGGHV
GHTYFMNMPDDGSYFLASSIHPYISNAILRFDADYSLKDFAFINAQWNDYDLFAVNAKTPYESLGAFMQAAKDRPGTLKA
SVVPNSTGAINLSLAMEAFGLSEGDINVVTYQSGGAARTAVAGGQVDLTVLAADGTLSIAEYVRPLAVAADAPLKDWDAP
TLNAVLTENGLDQTPVLAGSMRGLAAHASFRDKNPEAFEKMVEAYHTVLQDPDFVASLEAQDIGTEWLGPERTTEIIESN
FEILKRFQPAE
>MBL3577809.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MQTAESKVMATERVAASLRAEILSGTLQPGARLGEVALAGRFQVSRGPVRAALQDLSESGLVAIVPNSGARVREVGREDA
RALYQVRAALEAEAARLAAARADSVSAGSFRALLDQHARDVAAHPEGAYLQGSGDRDFHIVIARVAGNPIILRYLTRELY
PQLLLLRLKHRNVTGRGATALREHERISEAIAAGDAEVAGILMHRHIQNSWAALEAQLSGPGEDDR
>MBL3577810.1 PrpF family protein [Rhodovulum visakhapatnamense]AB19
MTQTAIPAAFLRGGTSKAVVLKRADLPADEAAWPALFAAIMGSPDPNKRQLNGMGGGISSLSKVCVIGPPTREDADIDYT
FAQIGVTTEAVDFSGNCGNMSSAMGPFAYDEGLVAGPRDGEATVRIHNTNSGKIIRARFAVAGGRATVAGDLEIPGVPGT
GAPVTLDFLDPADTCGHGALPTGNTLDRMVLADGRAVAVTMIDAAVPSVFVAAADLGADSGAHPEAIDADTALMDRLEEI
RRRASVAMRLAPDMAAAAARIATPKVALIGPPAACRDLSGQVHPAESHDLQIRMISAGQAHRAVPVTGALALASAAVLPG
SVVAAHCSPAADPEGLRIGTPSGIVTVGATRDPASGQILAARILRTQRRLMDGRVYAPCPAGGS
>MBL3577811.1 isocitrate lyase/PEP mutase family protein [Rhodovulum visakhapatnamense]AB19
MLNHDVNRGFRNRIAQGGALLLPGAANALAARIIEDLGFEAVYLSGAGLTNTYLGMPDLAFVSLPEIAQHTATIRDATDL
PIVVDADNGFGNALNVRHTIRTLERAGASAIQLEDQKTPKRCGHFSGKEVVPLAEARSRIKAAVDARQDANTLIVARTDA
RATDGYTEALDRAAAFVEDGADITFVEAPQSAEELAGIPRALPGTPQIVNLVVGGKTPILDLTELDGMGFKLVLYANVAL
QSAVYGMQAALGQLRDQGRMDESGPLAGFLERQRVVRKDFFDDLEKHYAF
>MBL3577812.1 hypothetical protein JMJ92_06515 [Rhodovulum visakhapatnamense]AB19
MKTGRASTVRAVFLSAAVVAAGHGLLSGGADPAASAGFGIAGGFGALVLDICRTLAAGRCGRRNDP
>MBL3577813.1 hypothetical protein JMJ92_06520 [Rhodovulum visakhapatnamense]AB19
MTRRLVLGAGAGLIAARAAPVFGQGADDYRALALAIEEARRVRDFAVGIALAEIDFALIDFLKTDLDARRQTLALARETG
RFANADAATAYLAGLPEALPDLVPLGFDPSGLAAQRTVVAMLAAEGVPLAPSPDLVTPASIPAIPAYAKPVAGRPDTDLI
VAADILLETMGISIGDASLIVALIDSDPGLRAALEDLVARISSKDWQEVVELGEGVFKLFVASAAWAEIKRRAIRKLSWR
LALKAVPVVGWLYCGAAFMVSVKKNYHRFSFA
>MBL3577814.1 hypothetical protein JMJ92_06525 [Rhodovulum visakhapatnamense]AB19
MQSVKPVGVQAASRKYDLLSALAAHGLAGDRATQTRTLRLMALITTRYNWQRDELCVGQREIARLWSCDERTVKREMARL
RAAGWLVQKTRGSRGRISTYRLDTLQIAEDTRPCWPLIGEDFVARLGGRPPEPDPAGNVVPLRPAVSLPEEAEGVWGRAR
AILSEEQPAIFRAWLARLTEVESGQGTLVLSAPSAFCQSYIATHLIQALTAAVRRADPSLARVEVIH
>MBL3577815.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MYTHTDLARLQSQSLKMQGWIRQHTFSPENSKQLRRFSSWEVAELILKINQSTFRGKLAADPSLPGGEVEEDGRQRWFSL
EEINELRRRMKANRKSLMPPRPPGKRAFRAAVANFKGGAGKSTVALHLAHAAALDGYRVLVVDFDPQATLSHSMGLTDVS
EDYTVWGIMARDLIRETDRMNSAVTGAASGTALPERKLPASLRDMGLDELRHADFIQKTCWSTIDIVPSCANAAFVEFAS
AQYRHLNPEWTFFAAVSRYLDGIADDDYDLILFDCPPAIGYQSMNAVFAADMLYIPSGPGYWEYDSTTSFIGQLSEALED
LAAGFGSTFPAGKVSLPKSFVDIRFLMTRYEPGNDLHRAMLEAFRKVFGDHVTTHPVEMTRAVEQSGRFLSSVYEIDYRN
MTRETWRRARASFDRAYEEFRGTVLAGWDKI
>MBL3577816.1 ParB N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVRKKRRMFDIDMPEDMPAERSAEVPNPPGAETPAAAPETKTFPAGKVGDPSGAARRRGPMATAIGETAHSARERQEIEA
RIRAENDALAHEHVRLKRLGLVLESIPLEAIDTAKLVRDRKPGADPELEDLKASIVSIGLSNPIRVEAAGQGRYELIQGY
RRLAAYKALLAETGDAEAWGTIPAAVMPEGEGIETLYRRMVDENLVRKDISFYEMAQLAVDYAADPATPETDPDRAVALL
FKSARYQKRSYIRGFIKVVERMKGILAYPEELPRALGLALAQRLEEDPECRAAIAETLKGWEGRTVADELAAIRQQLGVE
AGAEEDTRAAPKPAPKRAGGSKAKTSFQLNRKEGRARCTAADGRLEIRLPRDFSTIDRRRLEEAVRQMLDRLE
>MBL3577817.1 type II toxin-antitoxin system CcdA family antitoxin [Rhodovulum visakhapatnamense]AB19
MGRVKVNLTIDAAVSEEARALGLNMSRLAEEAIAAAARAERNRHWREENRAAIEAYADEVGTAGLPLARYRSF
>MBL3577818.1 CcdB family protein [Rhodovulum visakhapatnamense]AB19
MAQFDVFRLAGGPLVVDLQTDLIGIEASRLVAPLREEGRYAAFPGLTPRVEVAGTAYIVRVQELAAVPGAELRDRVGSLA
EARDALKRALDILIDGV
>MBL3577819.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum visakhapatnamense]AB19
MPGCAAIQARSTAPVTRKRPAFRSCLRACPEGAAGRRPMGRGDPFVLAPGISPTLSVDHRSVDGALGAQLLAGIRQGLED
PMSLPL
>MBL3577820.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum visakhapatnamense]AB19
MAKDSQTSCTSRRVTYRADHVGSLLRPLAVRKLRASAAPPEELRAAEDEGIRGLVKLQKDAGLKVFTDGEARRQFWHYDF
MGMLTGLDMKPSSRSLPFKTDHKTPPIEAHLTGPLDFPADHPMLQHYTFVQDLVKPGEGIAKISIPGPSACHFRMVPENI
EHKPYLDQELMFHDIAATYRKAVQAFYDAGCRYLQLDDIFFAYLGDPKQREERRAMGQDPEELVLKYAWMLEEAIKDRPA
DLLIGMHMCRGNFRSSHVAEGGYHYAADAIFNQTSVDVYLMEYDTERAGGLEPLAKLPKGNKRVMPGFITTKTGELETPD
WLRRKYDEASKYVDIDQLGIAPQCGFASTEHGNTITEDDQKRKLELVVETAHAIWGED
>MBL3577821.1 nickel import ATP-binding protein NikE [Rhodovulum visakhapatnamense]AB19
MTALLSAEGLCKSYTRRSLIRAQAPREVLSGVSIAVAPGESLAVLGRSGSGKSTLMRLLMGLEKPSAGRVSFRGQDLQHL
DAAGTRNFRASVQMVFQDSIGAVNPRFRLGDIVAEPLRHLTALDKRARTARVAELLASVGLCPEDARKHPSQVSGGQLQR
VCIARALATDPALLVLDEAVSNLDILLQGQIIDLIRSLRTQRGMALVFITHDLRLVRLLCERVAVMDAGRILETGPVDRR
LQLQSRAGRALQDAILPALPKAKGMHAGAGLEDVNVG
>MBL3577822.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRKAETLTIEDLSVAWQHGSNSHCLVRAVSLTLRTGEVLALVGGSGSGKSMTCAATLGVLPQSVSCTGGRVLIDGQTLPP
QALRGRIVASVLQNPRSAFNPVRSMADHAREVLRVAGVDPSQHRRAILDAFAEVGLDDPAQVATLYPFEMSGGMLQRAMI
ALALLSGAPFLFADEPTTDLDLVVQARILDLLDSLSQRHGLGVLIVTHDMGVVARLAHRVAVMDAGEIVETAPVDRIFMA
PRHPATRNLVAAHLKLYEMEPA
>MBL3577823.1 nickel ABC transporter permease subunit NikC [Rhodovulum visakhapatnamense]AB19
MRLSHLPLIFALALVAVLLSAALFAPWLAPHDPNLISLADRLQGPSARHWLGTDHLGRDLFSRLMHGTRMSLGSVLMSLL
GILAIAVPVGAAAGYLGGRVDQALMRICDGMMTFPTVVLALFLIGALGTGLANVVVAIAVSHFPFYARIVRAVVLTLRNA
DFVLAARLSGAGRIRVFIDHLLPAIAAQILVLASLDVGHMMLHVSGLSFLGLGVETPTAEWGVMIADGRQFVFSQPMLIV
LPGLCLLMAVMASNILGDALRDRLDPHHQFGHDH
>MBL3577824.1 nickel ABC transporter permease subunit NikB [Rhodovulum visakhapatnamense]AB19
MGKYILGRLFWLGPLLLAVSFIIFAVIRLAPGDPAFAFLRLENIPPTPEALAQARHDLGLDQPLLVQYGHWLAAALQGDF
GTSFATKRPVLQDIGHFMPATLQLAGVALAFSLIVSVPLGLWSARFKDRWPDHLVRGMAFLGVSTPNFWLGFLLILTFAV
WLKWLPPFGAGSLAHMVLPVLTVSFMSLSINARLLRASMLESANARHVAWARMRGLSDRQVERRHILRNAILPIVTATGM
HLGELIGGALVVESIFAWPGVGRYAVSAIGNKDFPVIQCFTLMMVVVFVLCNLIVDILSAALNPQLRLGEGPDP
>MBL3577825.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum visakhapatnamense]AB19
MKPIAVALALAAGLGLAPALRAETLDFSWPLNVGPLNPHLYSPSQMFAQAMVYEGLVKYRPDGTVAPALATHWTVSPDGK
TVTFTLRDGVSFSDGEPFDAAAVEMNFAAVMGNGARHKWLGLMGALASVRATGPMTVEITTKEPYYPLLQELSLIRPVRF
LAPDAFPDSGQSADGIKAPIGTGPWVLSESVLGEYDVFIRNESYWGPKPAFDKIMVKVIADPNTRAIALETGEIDMIYGL
EGQITPDTFQRLKDAGYESGTSKPLETLALALNTGKGPTADLAVRKAINHALNKDAMVAGIFYGTQARADTLFAPTVPYA
DIGLVPYGYDPSAAMALLDAAGWTLPDGAKLRMKEGQPLQIDLVYEASDAVMKSVAEVAQADLAAVGIGVTLAAAEETEF
YGRQQSGNFSMIFNSTWGNPYDPHAFVSSMRVPSHADYQAQLGLQEKPEIDAAIGAVLVSTDEAERQARYDYILRTLHDE
AVYAPLTYATAIGVLGKDVTGLSFGATSNEIPFETLRPAR
>MBL3577826.1 DUF1007 family protein [Rhodovulum visakhapatnamense]AB19
MKRVLFALCLLLPTTATAHPHVFIAASAGFYVDASARLTGLRIVWLYDAFSTLVLYDQLDLDRDGDGVLDAGDLSRIAEG
ETDWPPEYPGDTYLWQGGTPVALGRPQHGRARMVGDRVEVSFDLPLASPLVVTGTETSLKLFDPAYYYAYTLQTVLLPSP
IPPGCRTGLRPFRPDEADERLQKQLAALSIEEIPDDPNIGARFADALRLTCD
>MBL3577827.1 hypothetical protein JMJ92_06595 [Rhodovulum visakhapatnamense]AB19
MRLILTVLAALALVVAIAVAATGPQAAAAFLWAAEQQRAVQEMMAAALRAIKAGNPMALAGLCLLSGAYGFLHAVGPGHG
KLLLGSAALAGGIPIGRMLAVGLAASLAQSAMAILLVSAGAGIWALTSAETSALAEGPLANLSRWAIAAIGALVAVRGAR
ALWRLRTPIPPERSPGPHAMPGPPLHDHADCGCGHAHGPTAAQMAALRSPREVAGLILSIAIRPCTGALFLLAVAFRFGI
PVAGGVAVLAMGLGAATFNCLAIGGGVFMRRMTLRAAGAGTVLPGLQLAAGLVIVLLTLGPRF
>MBL3577828.1 hypothetical protein JMJ92_06600 [Rhodovulum visakhapatnamense]AB19
MSTQACSMCAVFEDHGANTENMLENVGPCRFNPPVSQLEAASRGLWPVVKSKDRCGHFETEVA
>MBL3577829.1 hypothetical protein JMJ92_06605 [Rhodovulum visakhapatnamense]AB19
MYELVRVRNKETTGREALRATANSAAIGAGAGAVAHVVSHVARSVPILGLAVLAAGVLYAANAAKKESAGASGPKTVEAD
A
>MBL3577830.1 hypothetical protein JMJ92_06610 [Rhodovulum visakhapatnamense]AB19
MTPPNRFLNKNALGNGRFLTGAVVGGLVTYVATNEAVQRAAINGLAHLWLSLKGGVEETKERFRDAESEIKNARAD
>MBL3577831.1 heavy metal translocating P-type ATPase [Rhodovulum visakhapatnamense]AB19
MSFDQSAAADLTLTLSDAGVRIVHEIPGRLRARIAVLGLASLDTNHLAAQFRTIPGVRTVRINADAISVAITHDGTVATR
ARILSRLSGLRREQLRFRHPDEAAEPSFLPTAGRIALIAGYRLLPRSLVRAIVLAAISPRVLRGLRSLLTEGVTVELLDA
LAVSLGALRGQFRTAVTTDLMMGLGEYLEETTIRHSSSLLLDLLVPNPETAWIESEGGAVEVPFARVRQGDLVVVNAGEM
VPVDGIVRGGSALVNQASITGESVPVSREPGDSIIAGSLIESGNVRIEARKVGDETTTAQIAQLIRESLEQRSDTERLAE
KHADRQVYMTLGLGAAALLATRDLRRLSSVFLVDYACPIKLSAPVAVRATMSETVARGILIKGGPSIEKLAEADTFVFDK
TGTLTRGTLSVTEVQSLAPEDWPQLRLLALAGSLEEHSQHPIARAVVDAANLQGWRHLPHGDVIFDVGYGLRASVEGNDV
LIGSRHFLEGVEGVDFDGHSATVERMVAEGKMLLYIAVAGKPVGLIGLRDELRPDAHETVRRLRGAGVRSMVMLSGDRSV
RAEAFGRELGFDEIHAELRPEDKLRILRDLQAAGRKVAFIGDGANDAPALAAADVGISMSQGADIARAAADVTLMDDRIG
AVADAREACDQAMRIISSNNAAALGINSALFVAASAGLLAPVVAAMMHNGSTVALLVSAIYRSGLNPPAVHRT
>MBL3577832.1 hypothetical protein JMJ92_06620 [Rhodovulum visakhapatnamense]AB19
MVSCVHHIPGRARFKIEALRRDPELARMIEANVGSLEGVSSVEINRYAASIIVHYCPRTSEIERIMGHICDHCPKSADNR
QRGPVPQERGATDRLTSVRPPAKVGVALRDAAAKAVVNTLIKRAVEQSLAGLVVGLR
>MBL3577833.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MEAVPVRAVTWRGLWLAPVVLGMTVLAGTAIGETRLPFVTVLRTLANHLWGAGYPVDGIEAGIIWSYRLPRAVVAACCGA
GLALTGVVLQALLRNPLADPYLMGLSAGASTGAVLVTVAGLGGGAISMSLGALTGAVLAFGCVAVLARAVSGDVGGGRAT
QAAAAIILAGIAGSQLFNALTAFIIARSANAEQARGIMFWLMGNLSGIRWDDVGACMAVSVAGVALCLWHRRGLDAFTFG
ADGAASLGINVRALRGSLIAATAVMVGVLVSKVGAIGFVGLVVPHAMRFLVGARHDRLVPASALAGAVFLVAADVISRIL
VPGQVLPIGVVTALVGAPAFALILVHGARK
>MBL3577834.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MKVELRRLSARIHRAPLLEDISVRIERGELFGLVGPNGSGKSTLMRCLAGLQRPTSGGILVEDADLARMPARHRARRIAF
VEQQADTTDRLTVRQAVDLGRIPYLSALRGWGRSDEAAVEAALTAVEMTAFAGRLWHTLSGGERQRVHIARALAQDPRLL
LLDEPTNHLDIRHQLSLMALVRALPITRVIALHDLNQATACDRIGVLSGGRLVATGLPRDVLNEDLLAEVFGVAATRHAA
PDGSPRLHFSHAL
>MBL3577835.1 pseudoazurin [Rhodovulum visakhapatnamense]AB19
MRLFAGLLALIPLAGHAETHEVRMLTRGETGAMIYEPAYLEIAPGDTVRFLPAQRGHNAASIPEMLPEGADRFIGKIDEE
IAVIFEVEGRYGIKCSPHYAMGMVMIVDVGEVDGAAPLPDGLPDRARERMSDLLGR
>MBL3577836.1 SRPBCC family protein [Rhodovulum visakhapatnamense]AB19
MKRLVLAATASLLFAVSAQAHGPTPQRASASVHIEADPDAVWEIIRDPGRLPAWHPEVASVEMDGEGRGARRLVHFASGG
SVTDGIDDVNETDRTIRWRLSRENTEAFPASYYTNDMSVAPEGNGSGVTWKASFFRADTTNEPDERFSDAAATAAMETYI
ATGLNGLKRVLEGQD
>MBL3577837.1 VWA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIAPRRLLPPLLAAGFAGLAALNPAWPVTRDLRDALIVIDITRSMNVRDMAGRSRLDAARAVLRDWISRQPCGTRAGLAV
FTERRTLTLIAPVDVCADFASLDRALAALDWRMAWEGDSMVSKGLNHGLARARAFGVPLIFVTDGHEAPPLPYSGPETFS
GDCPGGVIVGAGGDVPAPIPKFDDDGREAGFYGPADVQHAPARRGPPPPDAASRPGFHPRNNPYGEADLDGTEHLSALRA
SHLRRLAAPCGLGVVRLSQGPAALDAAMAAHARTRTVTVRRGLAPLFGLFALAALVAGWAPRHLPPRNGRSRAFPAPQTG
DIQ
>MBL3577838.1 VWA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIGVSAPLALALLPVALLPLATPWLRHSRLPRLDLRPPDGRSAVADPLLTGLGMVAVAALVLGIAGLHLKGGTVPHRGSG
TNLVLLIDRSSSMDETFAGRAPDGTEESKSDAARRILLDFIGKRPDDRTGIAAFSTAPLPMLPLTRSRSAQTAAIAALDE
PGLSQTDIGRGLALALGMMDGTTAAGSRAVLMVSDGAGVIAPEVQEALRWLAARQEVHLYWLYLRSEGAKSLFEVPRPGK
PDTPQLRPERHLHLFLQRLGVPYRAFEAESPDAVARAVEEIGRMETRPILTDRAVPRRDLSRAAFIMAAAAALLLAVARG
LERPWAPRAPLPPVRAE
>MBL3577839.1 nonribosomal peptide synthetase MxaA [Rhodovulum visakhapatnamense]AB19
MVLAFLALSAGARAAPDGPPREYGWWLGDQLVQTVTLDLPEGVSLDPASLPRPRGVAYWLDLVRVEAHETAGTARITLVW
QNFYSALEPSRREVPAQPVRLSDGSLRDLPGFAFVTAPIRPIRAPSTQDQMRPDPDFRLVDPGPSRLGLVLSGAGLLSVA
AALAFQQGLWPFHRRPARPLTRAARQLSRMRGAAPDEAARVLHRALDATCGRVLIGAELDRFIVQRPEFRPVQDRLATFF
AASDARHFGRGGTGPETAGMRDLARVLAGIERGRR
>MBL3577840.1 hypothetical protein JMJ92_06670 [Rhodovulum visakhapatnamense]AB19
MRSSPEVLPLFDLLAWRLARALPGLRTGDHPARMRGAGGSFADTAPFLAHPDPRRLDLRRTLTDPMGTLQVRRFQSRVDL
TLWVLLDASASLGAGARSDRPGVAALLAAGLAQAAWRGRDRFALTAMAGQDRLLSVPPGRQAGQAAALAAALADLRPDGC
GTAGLEEAAREIPGDRVLVAVISDFDHAPDELRGFLAALEPRPVLPFWLRDTGLEAPPGQVGLAAIRDPETGRRRIAVTS
RAWADRQAREAAGRRRELRGVLAEFGLSPVEIRDQISVSDLAAALSEVAL
>MBL3577841.1 MoxR family ATPase [Rhodovulum visakhapatnamense]AB19
MPSGMRDWRSRFAEAGAALNGTVLGQEEAVRLILLSVLCRGHVMLAGDVGTGKTTLLRAVARVIGGPYARIEGTVDLLPA
DLLYTAHIDEDGRPRIEPGPVLSEGGDLSVFFFNEINRARPQVHALLLRLMAERSLTAFRRQVDFPHLQVFADRNRIERD
ETFELPAAARDRFMMEIEVNAPADAGDRMALAFETRFHDTGRLIATLPEGLLPFRALNDLAVAIQEEVHASDTLKRYVHD
LCEALRDPAAAGLKIEGADPARLVHGGVSPRGMQALVRAARAAAWAGGRDAVLPQDVREVFGPVMAHRTFLTPANEPRRA
RLIPALIGAAFDAVPVPAA
>MBL3577842.1 methanol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKPIGPIALATAALFLAAPAFAYDGTNCKAPGNCWEPKPGYPDKVAGSKYDPQHDPAELSRQGEAIAAMEQRNAWRVHHF
RTTGSFEYNVRKIPGYDESAQPPAE
>MBL3577843.1 cytochrome c(L), periplasmic [Rhodovulum visakhapatnamense]AB19
MRPSVPLFAAVLCTATALAAFPAPRFYHTVEGTPLDFDLAMEEGRETEAVETFMETGINIYNEDPDILPDAESLFASMCS
GCHGHYGEGKIGPGLNDDYWTYPRNEEDVGLFSTLFGGATGQMGPMWGKLTLDEMLRVMAWVRHLYTGAPETAFWLTSDK
RASFTPFDPGTREDGGL
>MBL3577844.1 methanol oxidation system protein MoxJ [Rhodovulum visakhapatnamense]AB19
MKRILATGAFGSVLAAALPVAATAQEAGDTLRVCASTRDAPFSDRQLDGFENRIARIIADEAGLALDLVTVDKDAIFLVR
DGIETGLCDVIVGVDAGDERLLTTEPYYKSGYAYVSRQDRGFDGSRWQDIDREGLTTFAYRYYGPAETILKYTGRYEYNL
IYQASLIDFEDRRNRYTQVPAKRVVDEVAAGTADIGILFAPEAARYVRDSRTPLTMTLISNDIERSDGEIIPLQYAQSVG
VSKDHPELLALIEAALKSGRDRIKAVLDAEGIPTVPLS
>MBL3577845.1 methanol/ethanol family PQQ-dependent dehydrogenase [Rhodovulum visakhapatnamense]AB19
MICINRCQGRTSGLAIAAVLGTTLLAAAPARANEKLVELAKDPANWVMTGRDYSEQNYSEMTDINKDTVARLRPAWSFST
GVLHGHEGTPLVIGDRMYVHSPYPNTVFALDLNEPGRIVWQNKPKQDPTARTVACCDVVNRGLAYWPGDDEVGPLIFRTQ
LDGHIAALDAETGETRWVMENADIAVGATLTIAPYVIKDMVLVGSSGAELGVRGYVTAYDVKTGESRWRAYATGPDEDIL
LAEDFNAPNPHYGQWNLGTETWEGDAWKIGGGTNWGWYAYDPDEELFYYGSGNPAPWNETMRPGDNKWTMAIWGRDADTG
LAKFAYQKTPHDEWDYAGVNVMMLSEQPDKEGNMRKLLTHPDRNGIVYTLDRTNGDLISADKMDDTVNWVREVQLDTGLP
VRDPEFGTRMDHNARDICPSAMGYHNQGHDSYDPDRKLFMLGINHICMDWEPFMLPYRAGQFFVGATLSMYPGPKGDRQN
GLGLGQVKAYDAITGEMKWEAMERFSVWGGTMATAGGLTFYGTLDGFIKARDSDTGELLWKFKLPSGVIGHPMTYRHDGR
QYVAINYGVGGWPGVGLVFDLADPTAGLGSVGAFRRLQEFTQMGGGLMVFSLDGENPYSDPNVGEYAVGEDI
>MBL3577846.1 hypothetical protein JMJ92_06700 [Rhodovulum visakhapatnamense]AB19
MQRSCLSRGGRALSLALTLSLGLAGCKEEEDGGGSLASPSRDAGAGMTEAPGLWLEAGDAEDPAVFLARVTGSDPGRVAA
SFPAVAARYRESPRMIANRVVQVWHEAPRTDLPSLLLRLAAGAGEKDRRASIGPLVQRYRVLRDRGLPHEEALTEALEHL
RR
>MBL3577847.1 methanol utilization protein MoxY [Rhodovulum visakhapatnamense]AB19
MTGASGTDAPAHVASRRQVPIGRLVPAVSILAAAALCVGVGGALILNARQAVREETGSAFELARAAAVLRLPSGYGGGDP
VDQARGLAEEIDARRHVAATFEEISGQAAVRTEGSRASDGTAPRWFAALMRPPGHSDRFLVARYPNVLGALTVTTDPSDE
IAEVWEDFRILLPILACTGFGMGLLSVGLTRFVLRQLEAVLVAIGEMRAGRLELRAPEGPLSELAALAEGVNALASHLQT
ERRENALLQSRLMTMAEAERARIASDLHDEMGPELFALNAAAGEVEHHLGAVPEAFAAPLRDAVGAVMRHTAAVQKSARA
AINDLRPMIAGEATLFDLLADLAAGFNDTAPGTEFVLSADPEARADEMAELSIYRFVRESVLNSLRHGQPSRVEIGLWRE
KRALTARVADNGTGLRDASPDPGLGIAGMRDRALALGAEYLPPARVEGWTVTELRMPVS
>MBL3577848.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MSLAQDMPPARQDLKVLIVDDHPVVAEGWGRIVRGRMPCEILCAATALEGWRLWRSERPDLVVVDLTLGEGKTAGLKLIE
RLRRADRRLPILVFTMHTSAVLARRALNSGAHGIINKDSPPRDICFAFEEVAAGRHHVGAHFARKIALMEVTGGGARVHL
TGREEEILGLIAEGLSYREIASRACISYKTVSNVSLILKSKLGASSLGDLVVKAIRYFEGA
>MBL3577849.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDLSGPQARSIWSDDEMLECVSVIPEVPNTATFTFQAPSGALFDYLPGQFLTLEIPVPGGTVHRTYTISSSPSRPRSVS
VTVKAQAASLGTRWMLDELRPGMRLKAFGPAGVFSHLNHPAAKYLFISAGSGITPAMSMTTFMFDLGTVPDIVFVNCARS
PSGIIFRERLEHMASRVPGIDLKWVVERPDPFRPWTGYRGVFNQLMLGLMAPDYLDREVFCCGPEPFMQTVRDALQGLGY
DMDRYHQESFQAPAATADEVPDLDDVVPSEDAEVELTFARSGVTARASETDTILAAARGAGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIAAGYVLACCSHPIGKVAVDV
>MBL3577850.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum visakhapatnamense]AB19
MKHDLSHLLAAQKPGQALDRPFYTDQGVFEADLQTIWYREWLFAIPSCELEKPGSYVTHKVGAYRVILVRGADGAIRAFH
NSCRHRGSIICKAARGNVPKLVCPYHQWTYELDGRLLWARDMGAEFDASAHGLKPVHCRELAGLVYICLAEEAPDFDAFA
DQVRPYLEVHDLTTAKVAHESTIIENGNWKLVWENNRECYHCSGNHPSLCRTYPEDPRITGTDGDALPEPVRAHVARCED
AGIPARLRLAGSGQFRVARMPLLPGAESYTMDGKVAATRPLGRLPFRDAGTLLLFHYPTTWNHFLSDHSIVFRVTPVSAR
ETEVTTKWLVHRDAVEGRDYDLTRLTEVWIATNDEDRRVVEDNQLGIDSPAYVPGPYSAVQESGVIQFVDWYCRTLAERT
GAPSRIAAE
>MBL3577851.1 glutaredoxin-like protein NrdH [Rhodovulum visakhapatnamense]AB19
MTITVYSRPACVQCTATTRALEARGLSYEVIDLTEDDAALSHVTGLGYRQVPVVIAGEDHWAGFRPDLIGRLA
>MBL3577852.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum visakhapatnamense]AB19
MGGLVYYSSGSGNTARFVQALGLPAARIPIDPEDPMPSPDDAFVLICPTYADGAGRGAVPRQVIRFLNDPVPRSALRGVI
ASGNRNFGTLFAAAGEVIARKCAVPVLYRFELAGTEADIARVRAGLAEFWRPKCSITA
>MBL3577853.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum visakhapatnamense]AB19
MLDHGLKDASALDYHALNAMLNLFDEDGRIRFDAERMAARQYFLQHVNQNTVFFHSLDEKLGYLVDEGYYEAEVLDQYSR
NFQRRIWDAAYARKFRFSTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMRLMDEMISGRFQPATP
TFLNAGKKSRGELISCFLLRVEDNMESIGRAINSSLQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKLLEDSF
SYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFDLAKRDEDMYLFSPHDVERVYGMPF
SEVSVTEKYDEMVDDKRIRKSKINARDFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEASEFDD
DLSYRHLGTDISCNLGSLNIAAAMDGPDLGETVETAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGFLARER
IHYGSPEGIDFTRSYFAAIAYHALRASNALAREKGKSFAGFDLSKYADGTFFEKYVTRDWLPETETVRDLFVRFGVDLPS
RSQWAALRDAVIRDGLYNRNLQAVPPTGSISYINNSTSSIHPIASRIEIRKEGKIGRVYYPAPFMTNDNLEFYRDAYEIG
PEAIIDTYAAATEHVDQGLSMTLFFPAEATTRDINRAQIRAWKTGIKTIYYIRLRQTVLEGTEVQGCVSCTL
>MBL3577854.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum visakhapatnamense]AB19
MKDMTDIRAVPRAINWNRLQDNKDLEVWNRLTVNFWLPEKVPLSNDVQSWATLRPEEQQLTIRVFTGLTLLDTIQNAVGA
PAMLPDAQTPHEEAVLTNIAFMEAVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQAKARLILDEYAACGDPLRRKVAS
VFLESFLFYSGFYLPMYWSSRAKLTNTADLIRLIIRDEAIHGYYIGYKFQRGADRLPEAERAALKDFAFALIFDLYEIEA
RYTEELYDGLGLTEDVKAFLHYNANKALQNLGYEALFPPAACEVNPAILAALSPDSENHDFFSGSGSSYVIGKAVATEDE
DWDF
>MBL3577855.1 ribonucleoside triphosphate reductase [Rhodovulum visakhapatnamense]AB19
MQTGDAMTAVLPQSVVTRDGQVVPFDSGRIARAVARAGEATGEFGAEEAARLTDRVVRVLSFRHAGGAPGVEEIQDAVEQ
ALIGANRMVTVRAYAVYRDQHARLREDRRVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIY
PPEVGRAHREGDVHIHDLDMFAGYCAGWSLRTLLREGLNGVPGTIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSF
DTYLAPYVRLDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPADLADQVPIVGGREVDFAYGELQAEMDLI
NRAYMEVMTEGDAHGRVFTFPIPTYNITPDFPWDSENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTEL
LKRGNGLFGSAEQTGSLGVVTINCARLGYLHKGDEAGLLAALDRLAGIAKTSLELKRKVIERHIEAGLFPYTKRYLGTLR
NHFSTLGVNGVNEMIRNFSGDTQDITTPWGKAFALRFMDHLRARMVEFQEDTGHMYNLEATPAEGTTYRFAREDRKRFSG
ILQAGTDDQPYYTNSTQLPVGWTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRALSSFRLPYITVTP
TFSICPKHGYLAGEHEFCPKCDAELIAAKRAKAS
>MBL3577856.1 hypothetical protein JMJ92_06750 [Rhodovulum visakhapatnamense]AB19
MTARDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDETKARLG
>MBL3577857.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum visakhapatnamense]AB19
MAEIAVAGLVRHSTVDWPGELVATVFCQGCPWACRYCHNPALLAAGPGSIAWAEVMAFLHRRRGLLDGVVISGGEPTLQS
DLAAALSEIRALGFRTGLHTGGPYPARLAKAAPLLDWVGFDVKAPFGAYDRITGVPGSGAKARDSLILLRDSGVAIDPRT
TVHPALLSAADLARIDAELDALGLPPSRRQPFRAEGCADQALGAWAGA
>MBL3577858.1 DUF2083 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
APAPFEEVRDFFYDNRNFFDGLDTRAEDLAGAAALAPGEPLPGLAAHLRDRHGIALRRGEDETGDLRRFDPGRRELLLSG
GLSPGQMAFQAATQIGLIEAEDEIARLVAGAAFSGDEARRLARIGLANYFAGAVLMPYEAIWRAAEQSGYDIGWLGHRFG
TGFEATCHRLSTLQRPGRQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRY
FWVTRMVQSRRGRFGSPGKVFAVALGCDIAHAGRLVYSQGLDLGDPAAVTPIGAGCKICPREECSQRAFPMLGRPLAADP
GRAQFSPYAPAQAPSA
>MBL3577859.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MSHEPVAPALAAIECVLVVDDHPLYSDALAVALRHAFPDAEIRTATTLAEGLGALGSGFLPDLVMLDLKLPDVAGISGFA
RLRERLPQVPILVISALTSVEVVTALMDGGAAGFVPKDASIDDLRLALAEIRVGNRYLPLAYRRACRSAMRAPRAASAQE
IGRRIAELTPQQARIMRLICAGKPNKQIAYELSLAEATVKAHITALLRRLGVQNRTQAAVLIESAAVDVGAGFSEADARA
FLSQ
>MBL3577860.1 FIST C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPGPSSASSVRDGAAAGSGSGTLGVGLSRTADPARAAAEAAAQINRSQARFVLAFIPDRLARAPLAEALARQLPGLPVFG
CSSAGQITPEGYEDDALLLLAFPRAHFRCATRLISPLSPFSIEQVSAEARRLAAQFAHSAQWNRLALIFADGLSKQEDLL
VTALAAGLEDVPVFGGSAADALRFRETAILQDGALHRDAALLVLIETDLDFRGLGFDHFLPTEHLMVVTDAVPEERLVLE
LNGAPAAKEYARLVGCPVEALSPQVFAEHPVLVRNNSIYHVRAIQKVAETGALSFLSAIDDGLLLTLGRGREILRTLEEE
LAVTDAAGRAPDFILGFDCFLRKLEIGQKQLTAPASEILRGHRVLGFNTYGEQHCGVHVNQTFVGVAFFEPRTRGLA
>MBL3577861.1 PAS-domain containing protein [Rhodovulum visakhapatnamense]AB19
MIDPDEPPEVIIARQARIIDALIRRSNRQHDMGGSAYGLFQSAVALQGQVWAKTRDLERTSTELERARVDREETRLRLSE
ALDAMEGGFALFHEGRLQVCNDLFKSILPDISARILPGLTVEDYFRAVQSSRALADPDRACRDLAEAITRRTADGASLTF
VLELEGDRWFQIARQRTRSDNLILTQTEITDIVRKNRMEKDLLIDMQAHYLQAAFDHMTLGICTFSRTGEVTIRNGRFRE
LLALPYTLVQDGTTFGQILRHVKENRLVAEADIADIDLWLTRLRAEGQLRRRLRHASGRVLDLHVHLLPDRGFLADISDV
TLESRATEVLEKRVEERTFELTEANRRLRDQHAVQTRVEEELRQAKAELEAAMSSKTRFLAAASHDLLQPVNAAKLMIST
LRDSARGSGLEPMVERLQGSFASMESLLRALLDLSRLESTGAALTPGPVCLGPIMRALGEDYAMVAAEKGIRLDVIPAAL
WVESDPQFLMRSLQNLLVNAIQYTETGRVLVGCRRRGGRALLQVWDTGIGISSEDQTRIFEEFTRAGNVPPGSGMGLGLS
IVERTCRHLGHDLSVRSAPGVGSVFSIALDRVEPPEAVCRTGCDERAGGAGDGIDGVLVLAVENDSDVLFAMTRALESWG
AGVLAARSTAGALGLVAEIGMAPDLILADYQLDGDDNGVLAIDALRRAAGVRVPAIMITADVSEALPRIAADRGFAVLRK
PVDLVRLRPLIGRTLRAGAPVMADESLA
>MBL3577862.1 hypothetical protein JMJ92_06780 [Rhodovulum visakhapatnamense]AB19
MVGLLAGLLLAGAASALFAADTAPGEAYDLIFRTGTLDGVSRNEGLVYRRSVQNDALPGEAAAETGELRLVFPPGAPDTA
DLRLVEGERFRAIGSFPAGVGNPVAMYFVESVVRDMARTMGGSPFYIRNRLKEALMRPAERRPVRASWGAGEVAAEVVVL
HPFEADPARARMGAFADMEIAVTVSDAVPGWYRSLSATVPGSEGAAYAARLTLTEPAAEPGQ
>MBL3577863.1 hypothetical protein JMJ92_06785 [Rhodovulum visakhapatnamense]AB19
MRRAVFLLAVALGTGSAGSAAAEDVVAALNDYPTAVRADYVFACMAVNGQGHDVLQKCACSIDTIASILPYEAYVEAETV
LSLQQVGGERMSMFRTAPTARAFVAELRRAQAEAEIVCFE
>MBL3577864.1 quinoprotein dehydrogenase-associated SoxYZ-like carrier [Rhodovulum visakhapatnamense]AB19
MKTVIAAALAALAAMPATAEDSPRDNPLTASPVWDEIRPQILGQGATLAEGPAPFEIAAPYRAEEAATVPIRIRQTDPEA
HIARARLVIDENPMPLAADIVFGPAMAPLDLELRVRVNQYSNVRVIADTGTGLFMDGRFVKASGGCSAPASKSPDLALAD
LGRMRLKPFADTAPALSTPRREAQIMIRHPNYSGLQRDQVTQLFIPPLYLDRIEVRQGGELLFRVEGGISISENPVFRFS
YADNGAPSLHVRAEDTDGHVFEQDLPKDGQI
>MBL3577865.1 quinoprotein relay system zinc metallohydrolase 2 [Rhodovulum visakhapatnamense]AB19
MFEAVVTLCLALSREMCREVTLPGIWAAEVEDCRAALAAVSGVTGGPELVADGPPRCREAGPALAFDEIAPGVLVHRGEV
AEADRGNLGDIANIAVVIGTRSVAVIDSGSARWIGEAVWRAIRARTALPVSHVILTHVHPDHVFGATALTEAGAMVVAHV
GLARALADRQAGYLDSLGRLIGPSALIGTVPPPVDRAVSGEAEIDLGGRVLRLRAWPPAHSGTDLTVLDSASGVLFAGDL
VFDDHLPALDGTVRGWAAVLEEMRQDGASLVVPGHGGPVLPWPAGGAATARYLEVLARDARAAVAKGERLGDAVGHIAAE
ERGRWRLFDAFNARNATVAFTEMEWE
>MBL3577866.1 hypothetical protein JMJ92_06800 [Rhodovulum visakhapatnamense]AB19
MSVALCALAGTLPAAAADFSDPTWPCIQRKVDRLSPGLMWPEPIDPEGLAALDPDTRAAVTDLAARLALRRLSLEDLGPR
VADFAAAQAAGPALMGLLFQASFDRLAAQRRTIMKGIASYALKQTALAERIDAARVEMDAAMAAEPPDYDRADSLEEQIA
WDERIYTDRQKSLTYVCETPVLLEKRLYAIAQMLQAAAVTPTPSR
>MBL3577867.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVEVGPGVKSVKP
GDHVIPLYTPECRECDYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVVFGLGGIGLNVIQGLRMIGADQIVGVDLNPSKKAMAERFGMTDFVNPS
EVEGDLVPYLVNLTKGGADYSFDCTGNVKVMRAALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLTLDEINKGFDLMHSGESIRSVVLY
>MBL3577868.1 S-formylglutathione hydrolase [Rhodovulum visakhapatnamense]AB19
MDVVTQNRCFDGVQMVCTHPSEVCGTDMTFAVYLPPQSETGPVPVLWYLSGLTCTHENAMTKGGFQEHAAAHGLAVVFPD
TSPRGEGVADDEAYDLGQGAGFYVNATRAPWAAHYRMYDYVLTELRDLVLGRFPLADRHGITGHSMGGHGALTLALRNQD
RFDSVSAFAPIANPTQSDWGRKQLSAYLGDDEAAWACYDSSILLEEYGWKDAILIDQGAGDQFLDLLRPEALAGVLARRR
QAGLVRMQPGYDHSYYFVASFAGEHVAWHADRLHRPRN
>MBL3577869.1 methanol/ethanol family PQQ-dependent dehydrogenase [Rhodovulum visakhapatnamense]AB19
MRTIYALTSVIALSTGTAALANDALQQMIDDPTQWAIQMGDYANHRYSKLDQINADNVGDLKVAWTFSTGVLRGHEGSPL
VIGDTMYVHTPFPNIVYALDLNDNGRIKWRYEPKQDTSVIPVMCCDTVNRGVAYADGKIILHQADTTVVALDANTGEVLW
SVKNGDPEKGETNTATVLPVKDKVLVGISGGEFGVRGSVTAYNLETGEREWRAYSMGPDSDTLMDPEKTTMLGKPVGVDS
GTATWEGDQWKIGGGTTWGWYSYDPDLNLVYYGTGNPSTWNPSQRPGDNRWSMTIMARDPDTGMAKWVYQMTPHDEWDFD
GVNEMILTDQEVDGQMRKLLTHFDRNGLAYTLDRESGELLVAEKYDPAVNWTTGVDMDPDSDTYGRPAVVAEYSTSQNGE
DENTTGICPAALGTKDQQPSSYSPKTGLFYVPTNHVCMDYEPFRVSYTAGQPYVGATLSMYPAPDSHGGMGNFIAWDNIK
GEIKWSIPEQFSVWSGAMATAGDIVFYGTLEGYLKAVRADTGEELYRFKTPSGIIGNVMSYEHGGKQYVAVLSGVGGWAG
IGLAAGLTNPNDGLGAVGGYAALSDYTALGGQLTVFTLPD
>MBL3577870.1 c-type cytochrome, methanol metabolism-related [Rhodovulum visakhapatnamense]AB19
MTKMKRLLVAGLVTGIASAGAAADNVAQQAGSDSAAVTEENGRYFTADGIPTYKVAADGTVDWLTFSGFRRYHSECHVCH
GPDGMGSTYAPPLKDAVEQMDYYDFVYTVSNGRENVDVSHQKVMPSFGHNKNVMCYLDDIYVYLKARGDDAIPRGRPAKK
EAKSDVIAEDVNACMG
>MBL3577871.1 substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPAWADIFAAASCAALLCSLAGAGQAQTSDLVSKTAFRVCADPANLPLSDDQGEGYENRLAELFARELGLPVDYTWYPMA
TGFIRNTLRANRCDVVMGYAQGDEMVLNTNHYLTSSYVLVVPREGPLAGVETLSDPALQGRRIGIVAGSPPATHLARAGL
IGIARSYPLMVDRRHDSPAEDMLSDLASGETAAAILWGPIGGPLVKAGYPGLKAVPLIHEELPPRMVYRITMGVRPGDKV
WQRKLNSLIRRHRGEIDAILREAGVPRLNDMGTAVLDAGQ
>MBL3577872.1 PQQ-dependent catabolism-associated CXXCW motif protein [Rhodovulum visakhapatnamense]AB19
MRRGAAALALVALALPVMAGVPEPSGYRMDDYRAPVPETLEGARVVGPEEAHALWAAGGAVFVDVLPRAPRPANLPEGAF
WRDRPRLSIPGAVWFPNAGYGAIAPVTEIWFRDGLRVATGGDRTRPLVFFCLDDCWMSWNAAKRAQSYGHSKVIWFPEGS
DGWSFMDYPVEELTAAPGEPVTQ
>MBL3577873.1 quinoprotein dehydrogenase-associated SoxYZ-like carrier [Rhodovulum visakhapatnamense]AB19
MRPVLLCLLLAATPVPARSAEIAWDGIAPMLLEGRTPLPAGEAIRIASPYRTENDARTVIGVEAEGPGGRLIQRVTVVLD
ENPMPVSAVLELARPHPRLAFDITFRINGPTPLHVLAETADGEAYLAEGFVKTSGQGACAAPPGTAPEAALARLGEMRLE
MTPLGAAGRLAALAHGGPEARLGIGIRHPSLSGQQRDQVTLLFIPMRYVERLEVDLDGQPFAALTGSISLSENPEIGLDV
PAGTRRAEATMTDTDGTVAHAGKDFPGY
>MBL3577874.1 YncE family protein [Rhodovulum visakhapatnamense]AB19
MRWSRDLARPRPVAALAALLALAAAPATAGDLAYVTVQNGDGLSILDLAAGTERARIDVPGKPAGVAVAPGAVFVVSPEG
KTLRRFDPAGTETGRLALEGGPMGVAVTGGRVFVSDWYNARIWVIDAAAMTVTTELATGSAPAGLAVSPGGRWLASADRD
ADQVSVFDLATLGLHARVSAGSRPFGLGFAPDGRLFVGNVGSDDVSVLDPEAGTPLATLPVGTRPYGVAFAAGRAFVTNQ
YADTVSVLDLATLAPQAEIAVGEYPEGIDSTGDGRTVVVANWFSNSVTLIDAETLTVTGEIETGDGPRAFGRFIAKAP
>MBL3577875.1 SRPBCC family protein [Rhodovulum visakhapatnamense]AB19
MPAMALAHGPTRQKITLTADLAAPPEEVWAAIGNFQDMSWHPAVAASDGEGGNAIDATRVLHLGTADGPTISEVLYKYDA
SKMSYSYRITDVKVEILPVTNYSSHLTVKPRDGGGSEVEWRGAFYRGYPNNDPPPELNDEAAIAAVSAVYQAGLDALVAR
FGAP
>MBL3577876.1 DUF3280 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLRHLALTVLLAALPVGAAQAGAPEGPPLDRNGPVAFLGVTFLDTSTEGAYFGARDDEAARLALLRDEVARRFRAEGFTL
MDLAPVAAELEATVNPAKCYGCDLRMGRKLGAAYVLEGEVQKVSNLILSMNLVLLEMPEGRMVRGRSVDIRSNTDESWLR
GIRYILDNHYFGKE
>MBL3577877.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRRPICLLLAAALAVLSAGGAAALEVRVGVIRVDRPQLAPISRLEEGPRDLGFAGGRLADEDNATTGRFLGHTYVTETAA
VPPDAAEAALDRMLGEGLRLFVVLGQGDDVLALADRAGDGALLLNAGARETRLRDADCRANLLHVAPSEAMLADAVAEFA
IWKKWTRWALISGSHPEDRAMAAAYRRSAAKFGAKIVEERVFEDTGGSRRTDTGHVLVQRQIPVFSEGMKDHDLVIAADA
SDVFAPYLPFHMWDPRPVMGAAGLRPVSFHAATEAWGATQFQRRFEALTGRQVREEDYQVWLALRVLGEAVTRTDTADPA
ELRAYMLGPEFELAAFKGQKVTFRDWNGQLRQPVLLYDGRINVSVSPQDGFLHQRSPLDTLGLDAPESSCAAFR
>MBL3577878.1 YVTN family beta-propeller repeat protein [Rhodovulum visakhapatnamense]AB19
MKAMPIALALALGATGAQANKVFVSNEKGNTVTVIDSDSWTVIDEFAAGNRPRGITISPDGTKLYVCASDDDTVRVFDTA
THAELYTLPSGPDPELFVLNHSGNPLYIANEDDNLVTVVDTDTHAVLAEIPVGVEPEGMAISPDGRVVVNTSETTNMAHF
ISTEDYQIHHNILVDQRPRYAEYTADGRKLYVSAEIGGTVSVIDIAGDGTPTLVDTIRFEVPGVLPEWLQPVGIRVTSDG
KWVFVALGPANRVAVIDAATDEVVDYILVGQRVWQMAFTPDEAFLITTNGNSNDVTVIDVARQKALRSIQVGQQPWGVAV
TPDGTPD
>MBL3577879.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MLKRLTGAALAVLAFLGPARAEDLPQLRAAVLKIGTVTWELETIKAHGFDRAHGFELVLAPYADNGATRVAFEGGAAETM
VADWIWVARQRAAGRPYVAIPYSTAVGGLVVPANSDAETLADLAGGKIGIAGGPLDKSWLILRAYAQAEYGMDLEAATEQ
VFGAPPLIFKAGRSGDLQGAINFWHFLAKMRAGGMRELVSVSEASTALGLDPGTPLLAYVLDEDFIAAHPGIDRALYAAS
RDAKDLLATDDAAWDEIRPLMNAGTDAEFEALRADWRAGVPAPGNVAPEAADRLLRLMAELGGADLVGEATTLPEGTFAV
VE
>MBL3577880.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MPDRIVVPLVSILGLFGLWAGAAALTADAQILPFPWALAEPLAEAIRSGELPYHLGRTLIRVAWAFCLAMALGLALGLAM
GRLPRLDRWLDPWLVVFLNLPALVLIVLCYLWIGLTETAAIVAVTLNKIPQVTTVIREGARALSPDLDAMAQVYRMPGLA
RLRHVVLPQLAPFIVAAARSGIAVIWKIVLVVEFLGRSDGIGFQIHLYFQLFDVTMVLVYALSFVVVMLAVEWLFLQPWE
RRIRRWRAA
>MBL3577881.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MIQVCLLSKRFGAAEVLGRIELEVAAGETVALLGPSGIGKSTLLRIVAGLDPDFEGRVQCPERIAMVFQEPTLLPWRTAL
QNLRLVHPGLGRADAQDMLARVGLTDKGRAYPAQLSLGQQRRLALARAFAGRPQALVLDEPFASLDPETAEAMLALTERL
IAEARPATLLVTHARAEAERLASRIHVLVGQPAVLREGA
>MBL3577882.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAEALRLEHVSLSYGARQALDDVSFSVAPGRFCALLGPNGAGKSTLFGLMTRLLVTRSGRIEIAGHDVARAPRKALARIG
VVFQQPTLDLDLTVARNMRYFAALHGLSGRAAAIRIDAALDRLAMRERAGEKARALNGGHRRRMEIARALVHEPDLLLLD
EPTVGLDAMSRKAITAHVHDLAEDGLSVLWATHLVDEIGPGDDVVVLHRGRVLRQALASDIAGPAGLAEAFLEMTAEGGG
A
>MBL3577883.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSGWLSALRAIVAREALRFLHQRGRFLSALVRPLVWLVVFAAGFRAALGLSIIPPYQTYITYEVYIVPGLCGMIQLFNGM
QSSLSLVYDREMGSMRLLMTSPLPRWWLLFCKLTAGVAVSILQVYAFLAIAAGFGIVLPLAGYLWAFPALVLSGLMLGAL
GLFISSTVRQLENFAGVMNFVIFPMFFLSTALYPLWKMAESSRLLRDICALNPFTHAVELIRFALYQSLNGWALLWVASG
FLVFFLLALWGYDPARSRPGRD
>MBL3577884.1 pyrroloquinoline quinone biosynthesis protein PqqE [Rhodovulum visakhapatnamense]AB19
MSVPPPIAMLAELTHRCPLACPYCSNPLELTRKDSELDTAAWADIFRQAADLGVLQLHLSGGEPATRRDLTDLVAEARAA
GLYTNLITSGIGLTEKRLRALDAAGLDHIQLSLQGTDAAMADRIGGYRGGFERKLEIARLIGQIGFPLTLNAVLHRQNLH
QLPRAIEMAVEMGARRIELATVQFHGWALKNREALMPTRAQARAADAAVAEARARLKGVLVIDYVRADYHSDYPKRCMGG
WGTTGLNVTPEGTVLPCHAAQTIPGLVFDSLRDRPLAGIWYEGAAFAAYRGTGWMREPCSGCARKTVDFGGCRCQAMALA
GDPAAADPVCIKSPHHAALLARAEAFAATEAPEILWRAAAG
>MBL3577885.1 pyrroloquinoline quinone biosynthesis peptide chaperone PqqD [Rhodovulum visakhapatnamense]AB19
MIGPEDIPVLPRGVRLHRDRVRGGWVLLAPERTLALDETGRAILAEIDGIRSFAAIAAALATAYDAPEAEIAADSQGFLG
ALLDRRFLEIRQ
>MBL3577886.1 pyrroloquinoline-quinone synthase PqqC [Rhodovulum visakhapatnamense]AB19
MNTPATREVFEARLRRIGAERYHDLHPFHGLLHGGQCSPDQVRAWVINRYYYQSRIPMKDAAFLSRVEDPALRRAWRSRI
EDHDGSEGNEGGIARWLRLASAVGLDPDYVASCAGVLPATRFAVDAYVRFVRERSLLEAVASSLTELFAPKIHAERIEGL
LRNYAFADDSSLSYFRKRLTEAPKDVAFGLAWVLDHADTADRQDAAANALIFKTDVLWSQLDALHSAYVAPARIPPGAWR
PGEGLALARAS
>MBL3577887.1 pyrroloquinoline quinone biosynthesis protein PqqB [Rhodovulum visakhapatnamense]AB19
MALRARILGAAAGGGLPQWNCGCPNCRAARAGRVAAQTQSSLAVTGNGRDWAVLNASPDIRQQLTHCPPLHPTGLRDVPL
RSVLVTNGDIDHVAGLLTLREMQPFALIATAAIHKVLDANPIFGALKPGLVRRQTVALGRPFALAPGLTAELFPVPGKVA
LYLEGDTVETDLVGEQTVGVRLEAGGTEAFYIPGCAAIPPDLAARLTGAALVFFDGTLWRDDEMIRAGLGEKTGRRMGHI
SMSGPEGSIRAFAGLGVGQKVFVHMNNTNPVLDPASPERAEAEAAGWIVGQDGLEIVP
>MBL3577888.1 pyrroloquinoline quinone precursor peptide PqqA [Rhodovulum visakhapatnamense]AB19
MSWKTPVIREIECGMEINMYGPDSGEDDGVLF
>MBL3577889.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MTVSPRPFVLIVDDDPEITSALARGLALHGYDAVCAHRADEAQAQLGAARFAAAIVDVRIGADSGIALVRALRAAGNRTP
VVMLSALSEVEDRAAGLDAGADDYIAKPFSFDELVTRLKVQERRAAGARRDPVPRLDPATRSLHGPEGSVALTEREFALL
ECLWTHRGHVLPRAALFDRLWAREGTSSENVVDVYIGYLRRKLAPAAAYGLEIKTLRNRGFVLQLTSD
>MBL3577890.1 HAMP domain-containing histidine kinase [Rhodovulum visakhapatnamense]AB19
MIGLVALLSSALTVVGMDRVGDRIAASLQAERRLARYAVLSTEASTFLVVAAEAIQSGLPPEARAARLSPAAADLDRTFD
LMRADLAAAVDEAAALGLAEQSRRASQGIAIARMEALFRTARAGLASDTRDRERLQGVLNGFAHAFDPLLNEAVGDEIRT
RDAILTRIAALRRSLTGLALAVAALAALMVGGFYLGLLRPQFDRLDRVRQATRRIGAGDFAPDLPERTADEIGQLFAETN
RAATALARDRARLNDTIRARTEDLRAANAALARIDADRRRFFADISHELRTPLTVILMEAELGLKGAAAPQDAFATIQAR
AQRLSRRIDDLLRVARSESGRIELCPEPMDLRIALAEALAETRAELEAAGLEVTVVPGSALRATGDPNWVRQVIAGLARN
VLRHAREGGRVAFSVGPEAGYGCVRVVDNGPGIPQKDRARVLERFGRGSAAPPGEGFGIGLALARWVLEQQGGHIAIESP
VPDGFRLGTAPGTLVGAYVPLVD
>MBL3577891.1 hypothetical protein JMJ92_06930 [Rhodovulum visakhapatnamense]AB19
MVELLFVACMSLSQTNCEERSLILTDVSPMTCMMGAQPELAKWVRDHPNWTVSRWQCRYLNRTERKA
>MBL3577892.1 S49 family peptidase [Rhodovulum visakhapatnamense]AB19
MKRWLPFVKSDPLVSVVRLSGTIAASARGNTLSDAALAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARVRRLAEE
RNTPVISFVEDVAASGGYWLACAGDEIWLDASSIAGSIGVIYAGFGFQDLIARYGVERRVHTAGESKSFLDPFKPEKPED
VARLIQLQEPIHEAFKAHVRARRGDRLKTDRDLFTGDVWVGQQAVEVGLADGIGHLVPKMKERFGDKVRFALHAPRRGLL
SRLGAPGVAAVVDEVEARLLWSRYGL
>MBL3577893.1 calcium/sodium antiporter [Rhodovulum visakhapatnamense]AB19
MASDLLNAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDNSPGIAMGNVVGSNIAN
VLLVLGIPALMTGIRTDECDTRRTYALMVGSTLFFLFVCMIGPITWIHGIGLMLALGFVLVDAFLSARNHRREAAVAAEA
ARCTASDETEEVEGADPSLGWFKIGMFLVLGLLGLPLGADLLVDASISIAQEIGVSDTVIGLTLVAVGTSLPELATTVMA
ALRRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWIMLGAALLLTPFVVWKLALGRAWGALFFLLYAAY
AGVLLL
>MBL3577894.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTGRALVTGGAPGVVVALAVHLAREGHDVALHCAGDPEAAARTVAEIRALGRVAVALDADLLDEAAASALVPRAAEALGG
PMTVLTTAASVFEHDTFSTATRQSWDRHIGANLRAPFVLMQTFAAQAPEAGRDAAGEALSEGLVVNVIDRQVLGPTPDFL
TYTLAETGLWALTRTAAQALAPAIRVNAIAVGEALRGTRCADAPYAAFRASTTPVTGRGSEPKGLAGCGDAAAALGYLLA
AKAVTGQVICVGDGHFSG
>MBL3577895.1 excinuclease ABC subunit UvrC [Rhodovulum visakhapatnamense]AB19
MTPTADPDTAPRPRGHACVQSYLATLDNSPGVYRMLDSESRVLYVGKARNLRKRVSNYAKPSGHSGRISRMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHAFPQIRKHRGARTEKGAYFGPFASAGAVNRTLNQLQK
VFLLRNCTDSVFESRSRPCLLFQIKRCSGPCVGRISEADYAAAVRDAEDFLKGKSSGLQEALAAEMQQASDAMEFERAAG
LRDRIRALTQVQSAQGINPRGVAEADVVALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEAPELLQGFLGQFYDNK
EPPRLILLSHDIEDRDLMAEALSQKAGRRVELSVPQRGEKAELVENATRNARESLGRRMAESAAQGKLLAGLAEAFALDA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRASETWPDL
LLIDGGAGQVGAVAEIMADLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEIPGVGATRKRALLTHFGSAKAVGRAGLADLKAVEGISDSLAETIYGFFHERG
>MBL3577896.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum visakhapatnamense]AB19
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFVGASVTDWVDGYVARRWQLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMIAISVLIAHGILPHAAIEGLGTALL
LAAAALTLITGADYFAKSWPYLRDEQAR
>MBL3577897.1 molybdopterin converting factor subunit 1 [Rhodovulum visakhapatnamense]AB19
MIDVLYFAWVRERIGLPKERIETAAPTVAALVEELSAREDRYAAAFADLSALRVAVDQDLADFDAPLAGVREVAFFPPMT
GG
>MBL3577898.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum visakhapatnamense]AB19
MDIRVQAAPFDFGAEAGAFARGRRDAGAIVTFAGIVRDDGGLARMVLEHYPGMTERALETIAAEATRRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGADGAAWVAAKDADETALDRWAQD
>MBL3577899.1 phosphoenolpyruvate carboxykinase [Rhodovulum visakhapatnamense]AB19
MEFGRVNPNQRLETQGIEGLNKVFYNLLEPALVEEALKRNEGTLGQGGSFLVTTGVHTGRSPKDKHVVRTPDVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPALEQLDSFVPEFTIINC
PSFKADPERHGCRTKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLSPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLDYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAHGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAV
HDVPEVLLDPRRTWADPEAYDAQAQKLVRMFSENFAQYLPFIDEDVKEAAIG
>MBL3577900.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFSKRMPDMAVFDIKMPRMDGMDLLQRVRQKSSMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPTPEESKSMVRGQLAMDPLRHSVTWKGMDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDSDFSAIETLYGIGYRYNEE
>MBL3577901.1 sensor histidine kinase [Rhodovulum visakhapatnamense]AB19
MAVDEAGFGDDPYGWVGGREIDRRRSPLPSRSLISLNRSPLARRIIAANLIAQIVLISGVLYLNPARDSLLSLRESGMVA
ETKLIADVFEAQIPQGAAVDLATSDGLDVGATLDALELAPGAEVYVFDTTRGLVGRATGVKRADWPVDGYEDDGRITMIT
DALYRVWETILSLSGSDRLAPDTVDPRVQLKDQVAATLTEGPQLQTGVDAENRTTFTVTTPILQDGRVVGVVAMVSASGE
IDWLVRIEREQVLQVFVIAILVSIGLSLVLASTIANPLSELAAAAEIGQDRNARSMSPGRVRIPDLSARPDEIGRLSAAL
RGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASRLDSELV
KEEETTVDLVRLLRGLADHLGQQARERGIDFIADLPPDPIQIQGLEARLAQVFVNLITNAISFCETGDAVRIWARKRDNR
VLVVVEDTGPGIPEQALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHGGVIWAENIRPTEADLTSEQLGARFVVGL
PI
>MBL3577902.1 hypothetical protein JMJ92_06985 [Rhodovulum visakhapatnamense]AB19
MPAPETCILHASTVVHRGRAVLIRGASGSGKSALALQLMALGATLVADDRTVLTRSPEGLVASSPEAIRGLIEARGVGLL
RTETVASAPVVLAVDLDMAETERMPPPREIEILGMPLPLLRRVDRPYFPAAILHCLIAGPRF
>MBL3577903.1 RNase adapter RapZ [Rhodovulum visakhapatnamense]AB19
MSNAAETDPGPRPQRIVLVTGASGAGRSTALNVLEDLGFEAIDNLPISLIPRLLDGPMPGPSLALGVDIRTRDFSARALA
DLIRALAAAPGLEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGLDMAFDCRFLRNPYWNPTLRALDGRDPAVVAHVADDPRFTAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAVAEAVAKRLAATEWQVSIRHRELERRAQGAPARRAGTGA
>MBL3577904.1 PTS fructose transporter subunit IIA [Rhodovulum visakhapatnamense]AB19
MIGIVIVAHGGLAREYLAAVEHVVGPQPGVRAISIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRRILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MBL3577905.1 HPr family phosphocarrier protein [Rhodovulum visakhapatnamense]AB19
MPQPRRWRPGASISTVSTQAACEDPLTSNSVIRVFEIVNEKGLHARASAKFVECVEEHDASAEVFRDGMSASGDSIMGLL
MLAASKGTSIEVATRGPEAAKLADALERLVANRFGEDM
>MBL3577906.1 lysophospholipid acyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MTAPARNAPRADPSAEPPYDARELSYARTFPDPLRAQAIRAIEILTGKLTLLRLVREFEARGVPRGQAFWRQALDVMGIA
VATPPDQVARIPREGPLVIVANHPHGLVDGMVLADLVGRVRTDYKILTRSLLTGVAEVAEFMIPVPFPHAEDAREQNLEM
RRAAMAHLGEGGAVVLFPAGVVAASPTFFGPAIEAGWNPFTAKLIQRSGARVLPVRFPGANSRWYQIANRLSPTLRQGLL
LHEVVHALNRPQCPAVGEPIDRDVIERWVGDPRGFVAWLRERTLALA
>MBL3577907.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum visakhapatnamense]AB19
MDVKTVGVVGAGQMGNGIAHVFALAGYEVTLNDISADALDRALGIIGKNLDRQVSREKITEAEKQAALGRISTTTVLTDL
GSSDLIIEAATERETVKTAIFEDLQPHLKPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EETYHSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMKLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTNRGFYDYRGETPVPTR
>MBL3577908.1 hypothetical protein JMJ92_07015 [Rhodovulum visakhapatnamense]AB19
MSFDNMGSGSLAYFPCRYGNSRLLFRGPKRSLDQPYCAVVGGTETYGKFVPKPFPALIEEATGLQMVNLGCVNAGIDVFL
NDVSLMDVVAGAKVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSAFEIV
VAELQMAWQARMRKLAGRIPGDKILLWLPSRAPEGDQPSDGLGLDPLFVTQHMLDTVRSYFTRVIEFEPSPEALAPGTEG
MVHGEMDQAAAASLPGPAVHEELAEVLTVALHELRAL
>MBL3577909.1 FAD-binding protein [Rhodovulum visakhapatnamense]AB19
MAVLLLAEVTGGELQLDATAKAVTAARALGEVTALCVGAHAKAAGEAAAKIDGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGDYDHIAAPATTDAKNIMPRVAALLDVMIITDVVGVVDADTFDRPIYAGNAIQTVTSSDAKKVLTIRTSTFEAAGEGAG
APVSDVAAAGNPALSEWVSDTAAKSDRPELTSAGVIVSGGRGVGSEENFKLIEDLADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPELVSKL
>MBL3577910.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum visakhapatnamense]AB19
MKVLVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILIVAAEDIHHDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLAALLGWSQGTFASGLEIDGDAAEVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKQLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVKVGSVD
ELIAKLKDEAGVL
>MBL3577911.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MARSVLITGCSSGIGHDAAHALAARGWRVFATCRKDADCARLRGEGLESFPLDYASEESLAAAVDEALSRTGGTLDALYN
NGAFGCPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDTL
RLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWTASARADQYRTSLLQRLYEDRGRDRFELPPSAVSRKLVHALEA
RHPRPRYFVTTPTYLMNIARRVLPTPALDWLIDKG
>MBL3577912.1 hypothetical protein JMJ92_07035 [Rhodovulum visakhapatnamense]AB19
MKLFAPIALGTALVLAALPDPALAQNQSMSAGTQAGSHGTLRATPASGPRVSVGTGFAIIDMGTESRSFCCDGCSSDPGG
PGGVSCSGCTEVGPVSCSGTLVTCADDLSGCPVE
>MBL3577913.1 DNA topoisomerase IV subunit A [Rhodovulum visakhapatnamense]AB19
MSDATDTPKMDAVSEPLRRAIGDRYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLSATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
VVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKSPEAHDDTLLQFVPGPDFPTGGVIVEPRDSIAQAYRT
GRGSFRLRAQWAVEDLGRGQWQIVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNIDPEVL
MGTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRRAVLIRRSEHRLDKIDHRLEVLEGLLIAFLNLDRVID
IIRYDDEPKAALMAEDWARPRAKAMSDRDYVSPLPADGPGALTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
RDLLDHEDLQWKRIADELREVRKNFGAKAPGGARRTRFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFVIPAETTDKLILFGANGRFYTLPVAQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFVVGADEVLAQTRAGKQALNVKAPVVARVCVAVSGDHVACVGQNRKVLVFPLEELPEMTRGKGVRLQKYKDGGLVDATT
FTLADGLSWRDPAGRTRTEADLSEWLGKRAGSGRMAPRGFPRDNRFT
>MBL3577914.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3577915.1 siderophore-interacting protein [Rhodovulum visakhapatnamense]AB19
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVVHHL
EEADPEAARKLRWPGDEDADSHRTPPNFRLLTVLDRSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRNPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAADPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAQGCVIAPLRPDDAGYLPASPLEALLLGPEDFAASAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGQRGDARRDGHDG
>MBL3577916.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRIALPAPPERIVLLDATDLISMAALIAAPGERLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLHAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPRAARDLAAWGRARFDAVRAATSGLRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAELNDRFASPLPGPLWLSLDAA
>MBL3577917.1 TonB-dependent siderophore receptor [Rhodovulum visakhapatnamense]AB19
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVAETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRAQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDLNVGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTTA
APLDVTNPVYGGVSGPFTTMTDSHQTNRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGDPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGAVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNSAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MBL3577918.1 TetR/AcrR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDAWFDRAWRLFVEGAAPGRG
>MBL3577919.1 hypothetical protein JMJ92_07075 [Rhodovulum visakhapatnamense]AB19
MSLAAGAGRPDDTPLFWFGFDAVPGDHGALPRQEAPGCRAFAVVIKQRITRSACPVAAVTAAFSGFAHLPERPGCRSHIE
HVCSRSSGSRPLAEPGLASPKSGIAEPNQTFEL
>MBL3577920.1 RNA ligase family protein [Rhodovulum visakhapatnamense]AB19
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTKARFEELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAASFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGRADS
>MBL3577921.1 exopolysaccharide biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MBL3577922.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MTGTAATMAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIAAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDFWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MBL3577923.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMRDWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MBL3577924.1 PIN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAADFFDTNVILYLLDDGPKADRAEALLAQGGAISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAAILSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MBL3577925.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRFAVSRHPRADEVLSGLRRFRGRLAPEDRLSRDAANGR
>MBL3577926.1 transposase [Rhodovulum visakhapatnamense]AB19
MHQIAVRWYPVREVSRRLGVSTHSLCKWLKPFGDPAPRKPDVDHEAENRRLRRELARVTEERDILKKAAAYFAQNAK
>MBL3577927.1 chemotaxis protein CheD [Rhodovulum visakhapatnamense]AB19
MTQKTPIRAPEKDIWPSRVHAVVQGEYHVSRDANIVLSTVLGSCVAACVYDINAAIGGMNHFLLPGDAESGSTELKYGAM
AMELLINELLKAGARRSDLKVKLFGGARVSGAFRDIGARNVDFARSYIRREGFEVVSESLGGTQARRLHFRPVTGAARLV
LLPPTEAPPERRVPAPKPKPDTDITLF
>MBL3577928.1 chemotaxis protein CheB [Rhodovulum visakhapatnamense]AB19
MKFGACRTCPREAKQFHSVFGCLGENEDWIDDRSLPTAFQLRKCLFSTRLWSEWAVFEGFLLFQGERKAHKAFLLRGGMA
SGLDWRWADLWKHELRIGFMRVMIADERTETRNRLAAAVQQMRAVSLGACVSNLSEIYHIAESRPPQAVIVAEALARLAE
FEVLLMLFKALGIRCVVVAETEANIARLPSSLIREGVAVTHSDASVEDLRQCLLRVHLGRAARDVPAPQAESAMSFQHGR
LILLGASTGGVDALVKVLEAFPPNCPPTLIVQHTSESFSSGLARLLDRNCAATVVEAQDQEPLVPGRVLLAPGKTHHLEV
AATGALRCRLREGSLQAGHRPSVDALFASAVPVASRVCAAILTGMGRDGAEGMLALYRAGAYTIGQDEKTSLVYGMPRAA
FELGGVRERLPLDAIGRAVLENCSRRSAA
>MBL3577929.1 hypothetical protein JMJ92_07140 [Rhodovulum visakhapatnamense]AB19
MTTFGHELLHAAELLRRYEKAVLERRAAHPARMGSASELQLVDLVIQILEDMAPFGQELAKLVPVDAQVPGSLIEQLRLD
QLRAVMSTAEKRDAPHSGGDIDVF
>MBL3577930.1 response regulator [Rhodovulum visakhapatnamense]AB19
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELIQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MBL3577931.1 protein-glutamate O-methyltransferase CheR [Rhodovulum visakhapatnamense]AB19
MNAPTSSLTPRRRSEIAFGESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRIVALNLDGFTEYDKFLRANLDTESDHF
ISALTTNVTNFYREKHHFEQLQSEVLPRLVERARSGGRVRLWSAGCSSGPEPYSLSGSVILLCPEAPKLNVRILATDIDP
FVLRRAEAAVYSDEEAKIPPGAWANQVFEKSGGAKTDFRVRADVRSLVSFRQLNINGHWPMSGLFDVIMCRNMAIYFDNQ
TQQTLWRRLAEQLVPGGMLFIGHSERVSGPATGMLEAAGVTAYRKRSAS
>MBL3577932.1 chemotaxis protein CheW [Rhodovulum visakhapatnamense]AB19
MPRPQQWGDDDVLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEEAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICEAPTMGGGDVPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MBL3577933.1 chemotaxis protein CheA [Rhodovulum visakhapatnamense]AB19
MSRDDLKATFFAECEDLLDQLSEGTGELEAGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRFETVLDRLRSGSLV
LDPDALQTILRSGDMLAELVELAQAESDEEPSQMAELIELLVGLSGSEEDGPGAPEPDEAFEFTAVSFMPLSFDEPGEDA
EDVYKIRVPAIADLFRNGHDPFLLFAELVGLGQLDVSCDASALPVSDEFDPNRCYLSWELTLTGSMTEVSIRDAFVFLDD
ICEIEQVSGGSAGPALDLPGIEPEDSPMTTAEPSNPSMPQVAAEEAAAEPAAVASSTSEPAAAEKSKAAKPAASIPQTTL
RVDPERVDRLINTVGELIINQAVITQKLVASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YSLGKDVALVTEGEATEIDKTLVERLAEPLTHMIRNAVDHGIEGPEKRAAAGKSAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRILEKAVSQGMVAADAKMADSEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRQGMGTKFSI
ALPLTLAVMDGMVIHAGGETLVAPLSSVVETIRPKPKDILPFGRDGRLLSIRGTYVPIVNLARLLGFPTEAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHYGREMASREEMDYAQT
ATMG
>MBL3577934.1 response regulator [Rhodovulum visakhapatnamense]AB19
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQAGVDEFVKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGSAMKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MBL3577935.1 hypothetical protein JMJ92_07170 [Rhodovulum visakhapatnamense]AB19
MEPECQYDLDITDPAWSEDAGGVVKSVLEAAPKEIRVQAAEAPAQSALSAQLLLFLRRHVESVGGTFSVADASPAFSEGL
SLLGLHDLILGTAEVQQ
>MBL3577936.1 transglutaminase family protein [Rhodovulum visakhapatnamense]AB19
MPIEYDIRLEIGYLYDSPAASTRTLLRMLPLTNGEQTLITGLVSADPVPDFRRDGVDFFGNATTEIAHDAGKTEFLFRFE
GRVRRIPRGTTLDLSCGLAALGAEIQGIQSITPMSPHHFLGDSERIRHEPEIAAFAEEVTAPGMSVMAALQAVSHAIHDR
FDFDPGATEVSTTPIEAFQNRRGVCQDISQVTIAALRSVGIPAGYVSGFLRTVAPPGQPRLEGADAMHAWVRAWCGMETG
WVEIDPTNDMLVGADHIAIAIGRDYADVAPVKGSSRTSGSHRTEHRVDVIPL
>MBL3577937.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum visakhapatnamense]AB19
MTSPDDIAEDPVLALLQEYSPPNGVADELLRPDGRLRPVWRPLIDLLARQSPEEMAERFARGDQYLHDAGVYYRQHTQSG
STLRDWPLSHVPVVIAEEEWRELAEGIVQRAELLEKVMADLYGMGDLVANGLLPAELIARNPEWLRPMVGIRPRSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPTSNVERLAGFFRAHRGAMTALNAGGDGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKVERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMVAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGEPLKLPNIATWWCGQDLERGYVYENLHRMMIGRALSSDLPFEVDALTAL
GGDFRGTARRPIGEWLDRDGPNLVGQEAVTLSTTPAMIDGQLLPRPALIRVFATRTSRGWTVMPGGYARIGRSGDPTALS
MKNGGSVADVWVVGDRPVEPETLTGEPEGPFIRRGPGLLPSRAADNLFWLGRYVERAEARVRELRAYHLRLSESGDPSLP
LVARLGAFIEGFGVDIDEPVPAVVLELFDAAQGCAGKVRDRFSTDGWQALTDLAFTARGHFSRVHPGDQAVKAMGELLRK
LAGFSGLVHENMYRSSGWRFLTMGRALERADQTISLLAAFADPAQPGGGFDVAIEVGDSVMTHRRRYSVHTSRSSVIDLL
ALDAGNPRSVFFQIDMLRDQDRLLTQNAAADPMSDLARAILLLHTELSVAVPEDITTERLFGLQGEIREISTLLTQRYLS
>MBL3577938.1 transglutaminase family protein [Rhodovulum visakhapatnamense]AB19
MAITATIRHLTHYRYDRPVSLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLADDLSIYRTPEPAGERMQAFLDTVPREKIRTTDFLVALNARLEREIDYLI
RMEPGVQTPDDTLRLHSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWAEVFLPGAG
WIGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFHFHMEVRRTAEHPRITRPFPEEAWSALDALGHKVDAQI
AAQDMRLTMGGEPTFVSIDDFEADEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGRPVWKNPGLIAEEDQTGATAEDADRFLSGFADAIGVGADYVHAAYEDPVEWILKEADLPVNVTPEDSKLKDPETRARI
ARVFNRGLDRPAGFILPVQRWQSKAAGARWRSEHWKTRRGHLFLVPGDSPVGFRLPLGALPFVPPSAYPYVYPADTSVAV
GPLPDFHAAREDRRRALMEEFERIAAEDEAREMPETTPGRSQPVSEPKDAGPRQRLMEQGVDPAGSTVRTAIAVEPRDGR
LCLFMPPVERLEDYLDLLSAAEETAEALGLPIHVEGYTPPHDSRLNVIRVAPDPGVLEVNVHPAQSWEDCKDITFGVYEE
ARQTRLGADKFMIDGKHCGTGGGNHVVVGGATPMESPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQFPDPGEGAAPPPWLVDRLLRNILIDVTGNTHRSEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWADPVKGNPVRWGTTLHDRFMLPHFVWTDFMDVLRDLQDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRYTDSSVERMQVKLTTLNPGRYAVTCNGRTVPLTETGTSGVRVGGVRFKAWQPA
EALHPVLPVNAPLTFDIYDTWSGRALGGCTYHVAHPGGRNYETFPVNANEAEARRLARFEKMGHHAGAYRPPFEVPHPEF
PMTLDLRRPPGI
>MBL3577939.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MATRIVVLGGGFGGMYTARALRRRFGRKAEIEVINAQNYFVFQPLLPEVAGGSITPAHAVSPLRFVLDGVFVRKAVVDSV
DFERKVVTVFQGIQRRPTEVSYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHIIEQLEHAQVTELPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILNEMPEPLADYAVGHLERHGIEIKLRTGVKS
ATHRQLVTTDGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRTLRVAGHDNVWALGDCALIPLKEGASERTDFAP
PTAQFAVREAKRVAANIAAAVRGRDLKPFAYASRGALASLGAKRGVANVFGHNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVISGSVEMERPDPETGETTLRVIGPGGHFGER
LILGATRRKTTVRANEDCKVLVMNREEFLMLAEGFSAFREYFRPYMDKRGVTLPGGDEDTGR
>MBL3577940.1 TRAP transporter small permease subunit [Rhodovulum visakhapatnamense]AB19
MTRAGPISAYLKLCHWLDRAALAYCVAAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFAIPVTLARGGHVR
VEVISERLSPRYIRIADILAVLIFLIPVFGLMIRAFWPDLSYSWSIREGAVETGGLGGVYIVKTALPLASALMILQGLAM
ILKPAEKRKDVQEIL
>MBL3577941.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MTGEEGALLVLLLGLFGGILSGIPAMLAIAGVPLITALIASVFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGKLTRGSPRGMGLSVLAFSTLIAASTGIIGATVVMLVLISLPAMRQAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAVYVALRLGPAPEPRPPREQVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAGLGAVGALLMAAQAAKGGRAGRWLIASAGLAALVLVGMGMAGLGRAAPGTLP
GLLATGAAALIAAGTLMAALRTWRAGLLQGALTDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMTAI
FLVMAVIFLLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVVPFVLLQLVALGVLVALPELATWLPQAIFR
>MBL3577942.1 TRAP transporter substrate-binding protein DctP [Rhodovulum visakhapatnamense]AB19
MHRRTFLKTGAGVAAAGTLASPALASGKIHWKLPTAFPKMAPAVGTNVTNFAERVAAMSDGRLTFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSTEHTAWLRWGGGQEVWDEIYAQRNLKPIYSGNSNTQSAGWFKK
PVDSVEDLKGLNMRVAGLAGEVYRKLGVNAVLMPPPEIFQALQSGAIDAAEWVAPYLDQAFGLQKIADICYLPAFTEPGA
GLAVVFNKDAWAELTPDLQAICESAAWSAAYEVQAQFDHFNAKSMAELKAQGVEFRSFSDDVVAAQRAAWTEVQDELTAA
NPDVAKVRETYDVALAEARDYSRAMALPLLAGRV
>MBL3577943.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum visakhapatnamense]AB19
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEAREAGVERMVFVSHPSKTAIERHVRADADLIETL
RARGKARIAEALEAAALDEDEHEVEFTMQHEQRGLGHAVLCARDLVLPGPVAVLLPDDLILSRPGCLAQMVEAYARCGAG
HMVAAMDVTPEAVSRYGVLDPVGLEGAITRARGMVEKPAAEEAPSLKAVVGRYILHPAIFETLASQGPGAHDEIQLTDAI
ARDTERLGLAGFAFSGRRYDCGSKAGMLEATLAVASRDPDYADVLAEWRAEATLPIAAE
>MBL3577944.1 hypothetical protein JMJ92_07215 [Rhodovulum visakhapatnamense]AB19
MVGKTLFFLWVFLLSLAQSALAQKAGVGAWENSRYTTIHWVEDQPALGWYYTWRTDQLWARGPTSRTVEFVPMIHSEGDL
AKPITSDRPVRALMAFNEPDGKGSHQGGLSVERALALWPRVEAKGRGLRIGSPATTQAETLGPGSWQRRFMTEAERRGYR
IDFMAVHYYSTDGDVAAFRRWLQAVHREYRRPIWVTEYALVDWDRPGSASYGQSASFFERAAQMMDGLPFVERHAWFAAN
PYPWQGTVPKINLVDDRMQPTPMGETFRRVLSELGGREIASAN
>MBL3577945.1 paraquat-inducible protein A [Rhodovulum visakhapatnamense]AB19
MTDTPSDPRASARGAGSGPASGRVANRVAGPDLASLIACPHCDAVYRAVQPAPRARAVCARCHTVLIAPHRQAGQRLIAV
ALAVVVLIGAATLTPFLRVEAGGMSNATSVLGAALAFSARPMLMALALAVAALIVFVPVLRALLILYVLTPIVLDRPPAR
HARRAFRLSEALRPWSMAEVFAIGCAVALVKISDLAQVEFGPAFWMFSALVILIVVQDTFMCRYSVWASLDR
>MBL3577946.1 paraquat-inducible protein A [Rhodovulum visakhapatnamense]AB19
MGLVACTRCTRVWPAGTRCCARCGQRLYPRVPQSLQRVWAWWSLGLIAYVPANIYPMLETRTLVSTQDNTIVGGAVEIAR
HGSWGIAAVILTASVLIPIGKFLAVAGLALSVAHGSHVSRARRQQLYEVVEYIGRWSMIDVFVVAILSALVQLGAVVSIS
PGPASLFFAVSVIATMLSAQSFDSRLLWDGPDPSPASRSRLA
>MBL3577947.1 MCE family protein [Rhodovulum visakhapatnamense]AB19
MTDLPPETPVEPAGRSLLDRISVVWVIPAAALAIALGVAWHSYAERGPLLELTFENASGIKAGETELHYRDVTVGLVERV
GFTDSLGEVLVSVRLDKAVAPYVDDGADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDRPDGFVERHQGKSAAPLNREG
RPGLRLRLRAATDAGLTEQAPILYRGIEVGRIGKAEVSQDGSTVEADAIVFAPHDRLISTSTRFWDSSGFSFSLGPSGAR
VDFSSVAALLSGGVTFQSVVSGGREVQPETRFEVYPDESTARASVFAADEGTALTLTAYFEENVEGLSVDAPVTLGGLRI
GRVASLNGIVDAARFGDDRVRLSATLAIQPSRLGIEQNATPEDALDYLAGRVREGLRARLVTASILTGGLKVELVETAET
SPAEIDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVKALVGEARG
IVGSDEMQALPGRIDGAVAAIETLTRQLAEADAASRLTEALDAAAGAAQSIDAAAAGLPDLVARLNAVADQAATLPLNEL
ADRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGIVGNANATLASARSAADDISTAARDLPDLLDRAKR
ILGQASATIEGYDASRGMGREIDAALREIQRAAQAVTTLSRALERNPNSILFGR
>MBL3577948.1 membrane integrity-associated transporter subunit PqiC [Rhodovulum visakhapatnamense]AB19
MKPHLLLAALVPSALALAACSGSPDRYTVPDTAVAGPRLPVAWRSVAIREVSLPTYAASEEIYSRSASGALTSSSDVLWA
DDPTRAITQDLARLLTQMTGAQVAAEPWPFFDRAQATLEIRVADMLAEPDGTFRLTGQFFVAPDAGGRNRSAPFAIAVPI
AAPAGPAQIAAARGAALRELATQIARTGLR
>MBL3577949.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MPETAPNSWKARAESSSFYGFTDLPSVKARGTVVLTHGEGPYVIDTEGRRYLDSNSGLWNMVAGFDHAGLAAAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPQRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETETQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGVIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGAVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPGLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMRRLAENPNIGEFRGKGLMGALEAVADKPTRTPFPSNLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEPQMAEMFEKLEAALTEVFAGLKAGA
>MBL3577950.1 aminoacyl-tRNA deacylase [Rhodovulum visakhapatnamense]AB19
MSTATPATQALQRAGVAFRPIEYAYVAGQDRIGLHAAEATGADPGRVLKTLMVEVDGKPACAVIPSDRTLSMKKVAVAFG
AKSARMMPPDKAERLTGFHTGGISPFGQKRRAPVAFEASALSGAEIVLNGGRRGLMVALAPDDALAAAGAQAADLCAEHG
>MBL3577951.1 zinc ribbon domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPMYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVRRLLSRVVATGDSAKFIKGARSLAKKEGHFSNYSKSERKKGGV
>MBL3577952.1 hypothetical protein JMJ92_07255 [Rhodovulum visakhapatnamense]AB19
MENDSKKPPTGRIVWGVGIAVTLITVLMTDWGYLTAGPVHTVTSIAAAVFFGFLAAQAAIFGIEYREKRRKDKD
>MBL3577953.1 phosphoribosyl-ATP diphosphatase [Rhodovulum visakhapatnamense]AB19
MTASDLEALARLAATVEARKGADPDTSWTAKLFAKGPEKCAEKFGEEAVEAIIEAVRGDRVRLTSEAADVVYHLLVMLAA
RDVTLADVAAELARREGVSGIAEKASR
>MBL3577954.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum visakhapatnamense]AB19
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVANPDVVHEAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVEFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MBL3577955.1 acetate kinase [Rhodovulum visakhapatnamense]AB19
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGEDGSYSDHKAGGRGEKVELPVPDHKTALELMLASLMHADYGVIDCP
AAITAIGHRAVHGGDVFVDSVVVDDEVMAQLRACVGFAPLHNPCNIAGIEAAMRLFPGVPNIVVFDTAFHQTVPPEAHVY
ALPYELYAKSGIRKYGFHGTSCRYVSQATADLLNWPIEDMKMVICHLGNGVTLTAVDGGRSVDTSIGFGTFGGVPMGTRS
GDFDPSIIFHLVNQLGMSLKDVETLCYHKSGLLGVSGVSNDMREVTKRAADGDDRCRLAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRTRICSGLGVLGVRIDEATNEVARDGYPNISAADASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSARGYEQARPL
>MBL3577956.1 permease [Rhodovulum visakhapatnamense]AB19
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFLWGTCGLCGKTPEGE
RFFHPTDATKWLVFQSSFGQIAVIGIGVGLLGGWLGVTYGTAGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSILWAAIAGLVCAFVGEFFARVFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPLPV
>MBL3577957.1 DJ-1/PfpI family protein [Rhodovulum visakhapatnamense]AB19
MSGSSKKKVLMIVGDYSEDYEVMVPFQALGMIGFQVDAACPGKRSGDTVRTAVHDFEGDQTYSEKPGHLFQLNTAFGLIE
ADAYDGLYLAGGRACEYLRLDEDVLALTRTVMEAGRPVAAICTGPQILAAAGVLAGRRLTAYPAVAPEIRAVGGTYVAVA
PENTVIDGNLATSPAWPGHPGLLRAFARQVAPDLAI
>MBL3577958.1 glycyl radical protein [Rhodovulum visakhapatnamense]AB19
MIEKGFTKPTDRVMRLKSQIIHARPYVESERAVLATEAYKATEGLPAILRRAKVAEKIFNELPVTIRDDELIVGAITKNP
RSTEICPEFSFDWVEAEFDTMATRVADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKAHDCMANGVFTVGNYYFG
GVGHVCVDYGKILKIGFRGVIEQAIKLLECLDEKDPGFIKKKQFYNAVVISYNAAINFAHRYAAKAEELARQESNPSRKA
ELEQIAKNCRRVPENPATTFWEACQTMWFVQCMLQIESSGHSISPGRFDQYMDPYLQADKSISREFAQELVDCIWIKLND
VNKTRDEVSAQAFAGYAVFQNLCVGGQTEDGLDATNDMSYMCMEAVAHVRLPAPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLADARDYGIVGCVEPQAIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTD
WNSLDDFYAAFKTQMAFFVKYLAEADNCVDLAHAERAPLPFLSAMVDDCMGRGKSVQEGGAIYNFTGPQAFGVADTGDSV
YAMKKFVFDEKKVSMTDLKDALDANFGVALGESAQTSGGGTPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLAAKDTP
QSGSSKYDGIRRLMDSAECFGNDDDEVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
KPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPAALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRQ
TLLDAQKNPDAHKDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MBL3577959.1 iron-containing alcohol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTRYQSFHPRTEIVFGPGLLDRLHAYRGQKVGIVTDAFMAQSGALDRVKASLKGCDVLVFDEAIPEPPLDTVSRGARLLA
DFGPDVILALGGGSPIDAGKAILAIVRQMAEGRYIPFVAIPTTSGTGSEVTSFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHAIEAVVATGANHFTDAFAEKALALAFAFLPRCFANGDDIEARDAMHQASCLAGLAFSA
AGLGINHSLAHALGGRLHVVHGRVNAVLMPLVIAWNAEEPEAAERYARIARLIGLDVPSTRAGVGALIHEIQGLNARFGI
PSSLRGLGTDMEEFSHARSQIAAAALADACTTSNPRKPSQADLDALLMQVGG
>MBL3577960.1 propanediol utilization microcompartment protein PduA [Rhodovulum visakhapatnamense]AB19
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVASVHVIPRP
HTEVERILPHPAPAAE
>MBL3577961.1 propanediol utilization microcompartment protein PduB [Rhodovulum visakhapatnamense]AB19
MKDDLVEQLMGEVIRKMGGSDSSSSSEPQPQAKAAPAKAPKACQLTEFVGTAIGDTIGVVIANVDPALHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASFALNKAFGAPVGQAFGITVGSPAAIGVLMADTAAKAATVDAVGYATPGNGGTSYSNEVIYMFSGDSGA
VRQSIHAARDVGKQLLSTLDPTTELKSTTTPYI
>MBL3577962.1 BMC domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAVAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGVVPAEPVPEPAAGTAAASEPAAEVEAGTASAAEAASEV
>MBL3577963.1 sugar ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MADARGTPLVEMKDISISFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYQRDAGEILIDGRPAAISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELVTPLGLMDEAAMEAETRRIMARLNPNFRKFASPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVEEVTTDDIL
AMIIAGKKPAHLAA
>MBL3577964.1 sugar ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MQHARTRSDAPARKSIFDSLELDTRLLGMIGAFVVLCLVFNLVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMVQTVVLPGWLGLGLGHWAIAPLAIAAGLATGAVIGGFQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATSRRNRRAHDFPVKPRWAEAVLGLVVAGAILG
FVAVLNAYEVPERKLARIFEARGEVLPEGFTAGYGLPFSVILLILIAAGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRRRTGER
>MBL3577965.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MQGRTLITGLLAAACLGGPLLAQDLTVGVSWSNFQEERWKTDEAAIKSALDAAGAKYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQSAADEGIPVIAYDRLIEDGRAFYLTFDNVEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRGGQQQVLQPAIDAGKIKIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALMAQGMGGIPVSG
QDGDHAALNRVAKGTQTVSVWKDARELGKAAGQIAIELAGGTKMNDIDGAQQWTSPSGTTLWAKFLEPIPVTRDNLTAVT
DAGWIGVDALCQGVENGPAPCN
>MBL3577966.1 ROK family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTPPVSTPHLGPGNPDQPRGCGPLAPPRSPAPRPLRQQIFEQVRAMGEVSRGQLARELGVSPASVTTQTSELIEQGYLTE
VPLVPGAEPLRGRPPVALRVAAGAHAVAGVKFSMRKHVAVALDFAGNQIAEASEPARDRAPLDDQIEVLARLIGSVCAEA
GIGAGELAQVGIGVPGFVDHASGRVHWSPVFGARDVDLAQAASARLGLPVIVDNDANLAALAELWFGSGRTLSDFAVVTL
EHGLGMGLVLNHRVFRGALGLGVELGHTKVELDGALCRCGQRGCLEAYVADYALAREAHVALDLAGGSVGGGAQGGADLV
ERLYAEAKAGNAAAQSIFRRAGRYLALGLANVINVFDPELLILSGERMRYDYLHAQETIAEVGGSVLPARATPPRIEVHA
WGDLLGAHGAGALALGAVTDRRIGGPFEGAAA
>MBL3577967.1 CRTAC1 family protein [Rhodovulum visakhapatnamense]AB19
MKRLTLALLVLAAPASAGPVFLDRSAALPVAHVYSGGWEHFVGGGVAILDCNGDGRPDFAAAGGAGPTHLFVNRTPGPGA
ALAFEAAGLPVPTGVTGLWPLDIDGDGTLDLAVLRAGPNLLLRGDGQCGFAKADWGFAGGDGWSTAFSATWEPGRSLPTL
AIGNYVDRADPNGPFGTCDGNELHRAEAGRYGAPLPLAPGFCALSMLFSDWQRSGRPELRISNDRHYYVSGGYEQMWRLD
PLAERGPDEGWRRVSLWGMGIASADLDGNGFPEVMLTSMGDQLLQFNEAGVLRDAPYAQGSYAQRPYLGDDGRPSTGWHA
EFGDIDNDGRLDLFIAKGNVDQMPSNAMKDPNNLLMQQPDGRFHEAGDAAGIASGARSRGAGLADFDGDGRLDLVVVNRR
AALELWQNATPGTGHWLGVELRQPPPNTRAVGAWIELRAGGLSQTREVTVGGGHGGGQAGPVHFGLGAAETALLRVLWPG
AGWSDWQEVAADGVVTLRP
>MBL3577968.1 cytochrome-c peroxidase [Rhodovulum visakhapatnamense]AB19
MTRLATALMAALAAPPGLAGSLPAPPTDADFAAAPEAETRLGQLLFFDPILSGNRSISCATCHHPRFATGDGLSLGLGEG
GIGLGPARRADPANLPERLIPRNAPPLFNMGAAGVTVLFADGRIETDASRPTGFRTPMEDEMVAGFANLLSAQTMFPVLS
PDEMAGHYQENDVARAVRQGFITGPGGAWDRIAGRVAALPAYRTRFEAVYPEIAAGRPIAFTDISNAIAAFVSAEWRADD
SAFDRALRGGPPLTGPAAEGQALFYGPAGCDACHSGPLLSDMGFHAMGAPQLGPGKVERFETGQADPGRFRVTGHAADAF
AFRTPMLRNVTRTGPWGHAGGDADLRTFLARHAAPRKDLDRHPREAVLPHFDSPQPVWAVLDDPEARAAIEAAAKPGPGL
AADEIEALMAFLEALTDETALAGRLGIPDAVPSGLPVDR
>MBL3577969.1 xylose isomerase [Rhodovulum visakhapatnamense]AB19
MTDFFHGIDKIAYEGPDSPNPLAFRHYDPDALVLGKRMEDHLRFAGAYWHSLAYEGLDPFGGRTFERPWYGDGMDRAFVK
ADVAFELFSKLGLPYFCFHDADVRPEGKTLVDTVTNLNRIAEVFGQKMEKTGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLKRYGLENEVKLNIEVGHAFLAGHSFEHELALAAALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDAKIRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALKDRYAGWQAPEAQAMLNGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MBL3577970.1 mannitol dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MEAGLPADRMTRTAKAPEAGIVHVGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPE
GAVAHPVEILRDVLVAPEDPQAVLEAMADPAIRIVTLTVTEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRHDRGLRPFTVLTCDNLPDNGRVVRGVVLALASRIDPGLADWIGTEGRFPSTMVDRIVPATSPEDIARVEVLTGYHDA
APVMHEPFRQWAIEDDFVDDARPDWGAVGAELVAEVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWADEIAPALTPPPGVSLSAYAEALGTRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLVLTVAAWMR
YVGGIDEAGRPIDVRDPLAGRLRALSDGAETPEGKVAALLSVREIFPEALSRTLKSHLAEAYARLQRDGARAAAGAVCAE
TAGAD
>MBL3577971.1 2-dehydro-3-deoxy-D-gluconate 5-dehydrogenase KduD [Rhodovulum visakhapatnamense]AB19
MSLFSLAGRRAFVTGANTGIGQAIALALAAQGAAVTCAGRRPSDETVARIEAAGGTAQSLILDLADPMAGRDLFAGEGYS
ILVNNAGIIRRADSLDFSEADWDAVMDVDLKALFFTSQGFARASLDTGTLPAAIVNIASLLSFQGGIRVPAYTAAKHGVA
GLTKILANEWAGRGINVNAIAPGYIATNNTAALRDDPVRSQAILDRIPAGRWGAPEDIAGTAAFLCSPAARYIHGAVLNV
DGGWLAR
>MBL3577972.1 5-dehydro-4-deoxy-D-glucuronate isomerase [Rhodovulum visakhapatnamense]AB19
MLQVETRHAVHPDQARTMDTAALRRHFLAEGLFQDGRLRLVYTHYDRFVLGGAVPAGGRLTLDHVPETGTPGFLDRRELG
IVNLGGPGTVTAMGDSWAMARGDVLYLGRGAGPVVLAGEGRFYLASAPAHRTCPNRLIRPTEANRVELGSAEGANRRAIM
QFIHPLVMESCQLVLGYTVLEPGSVWNTMPPHTHDRRMEAYLYWDMAPEDRVLHLMGPPDETRHLFVANEEAALSPPWSI
HAGAGTGRHGFVWAMAGDNTDFTDMDMVAPGDLR
>MBL3577973.1 cupin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPYPETEPDPGIRRRVLAETPELMLVSFRFAQGAEGPLHSHPHVQASHVRSGRFRFSVAGESFEVGPGDSFVIPSGAEHG
CLCLEAGELIDSFAPRRDDFL
>MBL3577974.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MELWVLFGTFVTLLLIGTPVAFCLGAASFATVLYLGLPPVVVFQRLNSGVSVYALMAIPFFIYAGDLMVRGDIARRLVAL
AGALVGHFKGGLGQVNIAASVLFGGVSGSAAADASAVGGLMVPQMKARGYGTDYAVNITVVSSIIALMIPPSHNMIIYSI
SAGGKISIADLFTAGIVPGLLLALSLMVAARLVAIRRGYPTEPFPGLAALGGLLLNAIPGLILIAIIFGGVRSGVFTASE
SSNIAVVYALGVTLLVYRSLSFADFVEATKAAVRTTAMVLMVIGCAAAFGWLLAFLRVPAQLVAVLADLSDNPLVILLLI
NVVLLILGTFMDMSPLIVITTPIFLPVAQAFGVDPVHFGVILILNLGIGLCTPPVGAVLFVGCAVGRVPIWQVMRTIWPF
YLAALATLIAVTYIPALSLWLPGLFH
>MBL3577975.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MLWVARVTGALATAGLWTAGAGLVLMTVFIAAQVFWRYVLNDSLQWTEPAAVMIMGWFIFLGAAVGLREGYHLSFDVVLY
VLPDRVRPWLHSVSDLVVAAFGTGMVIYGTELADRTAGNKLPALGISGAFDFLPLVGGGALLVLFALERLARRAAGLPTP
RFGDDHEIEPASEAGLSAAPGPEAR
>MBL3577976.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTHLKSLAALLASAAIATVALAPAALACERTLRSSDTHPEGYPTVEAVQYMGKLLEERTGGALCIEVFHSAQLGEEKDTI
EQTQFGVIDMNRVSLGPFNNMIPETQVPSLPYIFRSVEHMHHVMDGPIGDEILAAFADHDLIGLAFYDAGARSFYNSQHP
IQAMSDLKGMKFRVMQSDLFVDMVDALGANATPMPYGEVYSSIQTGVIDGAENNWPSYDSSGHFEVARHYTLDQHLIVPE
VLVISKKTWDGLSDEDRQAVRAAAKDSVPHMRELWAAREAESEAKMREAGVEIVTGIDKTPFIEAMVPVYEKYVTSDKLK
DMVTRIQATE
>MBL3577977.1 glucuronate isomerase [Rhodovulum visakhapatnamense]AB19
MALLDADRLFPLDPGARALARALHASVTTAPIVSPHGHTDPRWFAENAPFPDPARLFVTPDHYLFRMLHSQGVPLDRLGV
PRADGGPTETDGRAIWRFFAEHYHLFRGTPSRLWLDHAFQEVFGVDQPLGPATADAIYDRIADCLARPDYRPRALFERFG
IEVLATTEGALDDLRWHAEIRASGWPGRVITTYRPDAVTDPDFEGFPDNIEAFCALAGEDPARYEGYLDAHRARRAFFRS
FGATATDHGHPSAATANLPRAEAEALYGKVRSGRADAAEREAFRAQMLTEMARLSLEDGLVMQIHPGAFRNHSAPVLARY
GRDKGYDIPTRTDYVQALKPLLDAVGEEPGLTVILFTLDETAYARELAPLAGVYPCLRLGPPWWFHDSFEGMTRFRQSAT
ETAGFYNTVGFNDDTRAFCSIPARHDVARRVDAAFLATLVRSGRLTEDEAHEVIHDLAYRLARKAYRL
>MBL3577978.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTNPTLAPRFEPPLRASIADGVFAELQRQLLSLDLEPGSKLSEAEIARAMGVSRQPVRDAFYRLAKLGFLQILPQRATTV
TLISTGAVMRAQAIRTALEAETVRVAASVLAPADFDVLETLLAEQDAAIAAADRPRFHRLDDLFHREICERAGLGHFWDL
IAENKGHMDRVRMLSLAFASRHAWDDHVRIVAALKAHDPEAACAALRAHLSRILGQIERIRADNLAWFADEPAPPDL
>MBL3577979.1 ferric reductase-like transmembrane domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPDRSPNPSSRRRGLPPRALAVLYLAAILLPLALAWTGGLEHRRLSMMLAAGAGIASAAMILMQMVTSGRFEAVSGRIGI
DVTMAFHKWAAPTALVLALGHALMLVGPPDADHPHRLARRLFRMATEDGLVDGRLALGLLALIVGMALLRERLPLRYEIW
RASHALGAVALVGTLLWHIASDARPAGLTLPWWGLFALAALVPAAGVYLRRLTRPAADDWRIASLRPVAERLWELRLDPP
AGGGLAFRAGQFAWLSFGGRRLPLFDHPFSIASAPGTPGLRFLIQEAGDFTRRLGRLAPGTPVGLDAPHGSFVLTEGAGP
VLLIAGGVGIAPILSVLDDLAARGDGRPVRLVYACRSPEAMVPDDLLRPACDRLGVVPLTLVDRGAGPGLAPGPLTEAHL
RALLNGLDPGATRALICGPGPMMTMAADTLARLGLRPERIGYERFSYAVAESSARDRRMLSGFAALFAAIGAAVLAFALV
>MBL3577980.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MSGKTVLVTGGAGFLGSHLCDRLVEGEAQVICVDNLQTGRLDNISHLMQRRGFRFIRHDVTDRLCIDGPIDEIYNLACPA
SPPQYERDPIHTFRTSVLGAMNLLDLAEAKGARILQASTSEVYGDPMLCPQSETYWGNVNMIGPRACYDEGKRGAETLFH
LYREDRGVDIRVARIFNTYGPRMRPDDGRVVSNFIVQALAGTPLTVYGSGRQTRSFCYVDDLVGGLVRLMASPATVKGPV
NLGNPGEFTVLALAELVLAKTGSRSKVAFRTLPGDDPRRRRPDIALAERVLGWGPTIPLEEGLDRTIPYFAEVMHQNVAG
V
>MBL3577981.1 UDP-glucose 4-epimerase GalE [Rhodovulum visakhapatnamense]AB19
MSTPGPVLVTGGAGYIGSHTCRRLSDAGYLPVAFDNLSTGHADAVRWGPLVEGDTRDRAALIRAIRAHAPVAVIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLCACRETGLDRVIFSSSCASYGLPDALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALVAAAGRGPALDLFGTDYPTPDGTCIRDYIHVCDLAEGHLLAL
RHLEGGGGDLQVNLGTGRGHSIREVLAAVERVIGRPVPVTERPRRPGDPPALVADPSRARAALGFEARHRGLDGILRDAA
LALGLDVTDAGMA
>MBL3577982.1 glycosyltransferase [Rhodovulum visakhapatnamense]AB19
MPGWPDAGLAGLPPGADPGGPFLVSLFSRGQRWRYRLAALAWLGAAVFFWSWWLQPAHDIGGLRFAICSGLLGWLTFLQA
YFLAFLLQARRPVGDLAGLEGARVAMVVTKSPSEPFEILRETLSAMLAQDWPHDTWLADEDPAPETLAWCAAHGVQVSTR
RGRADYHRPDWPRRTRCKEGNLAFFYDSHGYDRYDIVAQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNAADSW
SARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSMLMNAGGWRGVHAIDAIAIGAGP
ASFADMLTQEFQWSRSLVTILLRYTPRYLKDLPLRLRLLFLFTQSIYPAQVAFMATGTLILAAALIFDMRFAGVTYPAFL
GHALPTLAVFLAIGTMLRRDGLYRPAGTPVFSWERMLFPCAQWPWAAWGTLMALRDRIFGGFVDYRITPKGAAAEARLPV
RLLAPYLGIAALGLGPVLLLPHVEEAAGFYLLSLFNGAIYTGLVAAVLVHQLTENGLRLRTRWRDFGLHVAMLALLVGMS
AGAVWVRGVQSLHFLTVGLGPFHVTSAQYVVSGAGQGGRKKLHYVLDFGRDPDLWRP
>MBL3577983.1 beta-mannosidase [Rhodovulum visakhapatnamense]AB19
MRCDTAFALGLVTALGLAAAAPAEPIEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVFLPSLIEADAYARARNRS
VLATIEPWTWNRSERNTPEALQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWSNWDPETYKAAYRRM
VDVCRENAPKVAYMWSPLGYEALDAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFQSILAPRYARVERFNKPVVVAEL
GFSGREAYVAKWTSEVRQIYPEFPNLVAVVYFNQVEVYPWPDDFGLPDWKVGERILAP
>MBL3577984.1 hypothetical protein JMJ92_07420 [Rhodovulum visakhapatnamense]AB19
MPDRKKTVCLPLAGRTSAGPIVALGVALAGLSGPAAAEGFAQNKAVVGASVMRWLDPAPKPSQASKSERKATALALDRRQ
GQGSHICSASGFGQRPRCFAR
>MBL3577985.1 capsular biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLALIGLSFRGFPETRARTAEALAVAKRQPKGRLGRVLKRALIAAQYNWSRRY
FARHPDRIAVCWNGLTGSRRAFMEGARDAGAGRIFAELAPFPGRVTLDPVGVNARNGVPREPRFYLDWAAEDPSRQGEDW
RALGQGLVARASRRADVGQGGAGALDGAGPFLFCPLQVPNDSQITLFAGWVRSVEGMIAALARASAALPEGWHIRIKEHP
SARTSLAAPLAEAMAQAGGRLMIDNATDSFAQLAASRGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTVPARDEAAL
AAALRAPADLGFDPALRAAFMTYLDRVYYPKIEEGPDGVRIDPGALARVLAAARP
>MBL3577986.1 aspartate-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]AB19
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKTVKTQDLEHFDFAGWDMALFAIGSEATKEY
APKAAKAGCVVIDNSSLYRYDPDIPLIVPEVNADAIMGYAKRNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTSIKVTATCVRVPVF
VGHSESINIEFEEFLDEDEARDILREAPGIMVVDKREAGGYVTPVECVGEFATYISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAELLGQRVLKKG
>MBL3577987.1 DUF4139 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRAFALCLILTPLPVWADDLLIPSRVSAVTLFPDGAAVTRSAAFDLPAGAHRLILADLPATTPLGSVRVAVEGASLGSVS
ARRDFVLPRGAGKSPEIEAAEAEVERRRQALEAAEADISRTRAEAQGAEARAAFLGRLGQGEAAMTVEDLRALARMIGTE
TEGALADAIAARGRADAAERGLTPLRAALAEAEQALAALVPEDAARAMLAIAVTGPEGAPVQGEVTVSYTVEAARWRPVY
DLRLDRAARVLTVERGALVAQETGETWSQVALSLSTARPGGQTAPRDLWPLLRRISDPVAAFEPSDLAVRSRAVLAAPQM
AEMDAAPAGAAPVIAVAELDGLAVSYDYPAAVDIATGADNLRLSLGDLAMPVELVAEAVPEFDDSAYLVASLVNETGEIL
LPSSEAMAYLDGRFVGQQAIGLIPAGAEADLPFGPIDGLRLTRTVLDRNEGDRGVLKRSNEQSEAVRIEVENLTGESWPV
RLLDRVPYSEQEDLKIVWQADPAPTGTDVEGRRGLLDWRFDLAPGATREVALSHRLTWPEGKVLD
>MBL3577988.1 betaine/proline/choline family ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSDDVKISIRNLYKIFGADPQSVLPLARSGMDKAELLEAHRHVLGLRDINVDMKAGQMTVIMGLSGSGKSTLIRHINRLI
EPTSGEVVVNGEDVLAYNDARLRELRRVNMSMVFQKFALLPHRTVLENAGTPLEVRGVPREQWEDEARKWLDRVGLEGQG
NQFPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQHILMHPNDPYIVDFISDINRARVLRVRSVMTRTEAAPEGVAGDVEADANLESVIALSGGDTSLRYRVV
RDGRQVGLLSVKDLVRALVPTAASGEGLRARAG
>MBL3577989.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MASYDFLFDGLGLRAWCDGGASAAPMSMADLLGQARGAAAPAPSLWDFPFPSMNALNRACPAFPQARELTKGLEDGFLSI
KDGLSIVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVTRSWGLVAFVAACIGFLAFINHYDYAMQTLAIIFV
CAFICVLLGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTRRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVILDRVTKAALARVNTAQKQ
>MBL3577990.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKRATALGALLAGLALPAMAQAECGEVSIAEMNWASASVVTNVEKFLMEQGYGCTVKVVPSDTVPAVTSIAENGEPDTVS
EMWVNSTGEVYSKLKDQGKIEELGKVLDPGGVEGWWIPDYLAEEHPELTTIEGVLAHPDWVGGTFNNCPDGWGCRVVNDN
LIPAFDLEGHGIEVFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVSVDLGPYDEAAHEANQTPDTPDPKPS
AFPAAPVLTVVTADFADREPEVAEMLRKVSFDVDDMSAVIAWMDENNASPEEGAVYFLTQHKDVWSAWLDDAAREKLAAL
LNQ
>MBL3577991.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MARPIYSTQQIANQLLTGYWSATGQPARSWQFSGSDHTVTYSFGSSMNASERALARTALDAWSEAANIGFTEVSSGARMS
FVNNSSGAYSQTYVSGNAISSTTVNVARSWVSTYGTGFDSYSYQTYLHEIGHALGLGHTGNYNGSASYSRDALYANDSWQ
TSVMSYFSQGENTYVAATTAFTLTPMIADAHAVQTLYGAPAAVHAGDTVYGRNSTAGGALDTLGRTGIQPVTFVLSDSGG
TDLVDFSHWAASNRIDLTAGRTSDALGWTGNMMIAAGTVIENVTTGAGADRVTGNTSANTISTGSGNDTLDGGAGDDVLI
GGAGNDSMTGGAGADLFRFFAGFGDDRITDFASVDRIDFTTIPGAASWTDLVALMAQSASGVTIATTEGSVLLQGVTLGA
LTVANFLLSDGSGGSGSGGSGSGSGGAGGSSATQISGTEARDVLQGTTGDDLIDGLAGADTIRANSGNDTVTGGLGNDIV
YLESGDDVFVDGTDIGADRVYGGAGNDRLVSQGGRDLFYGEAGDDVLTAGNAGSVLSGGTGNDTIAGGAGMDNVTDDGGA
DLVDLGAGNDRYLGRGDSPGMADTVSGGAGNDTITTSNGNDLIDGGAGNDRVSAGAGNDTVTGGAGNDALQGGKGDDSLS
GGAGDDSISDTGGNDSVDLGAGNDRYSATGDTAAMGDTVSGGEGHDRIIGSTGNDSLSGDAGNDVLSGGGGADTLAGGAG
NDTMTGGGGNDVFVLGAGFGTDTIMDLRAGDVIDLSAVGAVADWSTLMTGATQLRTGTLLTTSDGTLLLRGTALATLGAS
SFRFAGSGNDGLAVSGTITGTAGADVLNGSAMADTIAAGAGNDRVDAGAGRDSVDLGEGADIFVDTAETGAAGGDTVRGG
TGDDRIFGTAGLNSFYGEAGRDVILGGAGADLIDGGADNDTITGGAGDDTVLGGAGNDQIRLDGGDDTFTDSADAGMDRV
YGGAGDDRLISLGGRDALYGEAGDDLLQASDAGGLLSGGLGNDTLTGGAGNDSVTDSGGNDLVDLGAGNDRYTATGDSRS
QGDTVSGGDGNDSIQLGAGNDSVDGGAGNDRVGDTGGRDLVRLGDGDDSFNGSRDLAGDGDTVHGGAGNDRIYGGRGADS
LSGDAGDDLLAGGAGADTLLGGAGNDRLTGGADADLFVFADGDGVDLVMDFRAGIDRLDLTAVSGLSGWADVAAHMTQSG
RDVLFDFATVDIQLARVDIGVLSDSDFLI
>MBL3577992.1 EAL domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPKEQVNGLGIGPRGKPQPEPASSSTQFETLIGRFRNRAIPSDGPASQRPAANGEGRPDRDTGPVAPVRSGACVPEQADI
LQVAAASAGIGQWYAELPATEIRATAEYSRVLGYEPGEIPLDVQSCVERIHPEDRASILGQLEAAVRGEIDRFGFDHRLR
CKGGGYRWFAATGQLFAAATGDRPAILCGSLVDVTDRKQDEIRAAGLAEAARDASERLNALADNAPVALFELRRDPGGRL
SAPYFSARLADLSGVPAEDLARDVRAGFRWIHRDDMAALREQARRSAEDLCPASVRFRLRHPERGLRWYRGSSLPTALPD
GSVLWRCSVLDITDEIAAERRAAKASEAQRFAHEGLTTLAENSPGALFSLRQTFDGKMRFPYFTSRLPDLMGVTGADLRK
SVGKAFRHVAPEDEAVVGDAFAQSLETGARAEVKFRVEHPQKGTIWLLCSASPLRSADGAMWYGYMIDITERLEMERRAA
RATAEAHDAMDRLASIAEIAPVGLYEAQRAPMGGLNFTYTSAHFNDLMGFSGGDDQRLQTHILERIHPDDLPQFLANIET
TSQTLALRRQRFRIFHPIRGMRWLDASATPRKGPDGVVTWRGALYDVTADVEREADLRRAHGLAEKMRIENERQALHDGL
TALPNRRFYDRVLAERLAEAGAGGPRDCVLIRIDLDHFKYVNDTLGHEAGDQVLIRVAEVLRGAIREADFAARIGGDEFA
ILLAPGVTRRHAQDVVERVQARLAEPMLYRGRPCRFGASFGIAQCDDICGPDSDIQLFADAALYRAKASGRSRMQFFTRA
LHDTILRDRRLAAEIHEALERDEFVPFFQPQVCAMENRLVGAETLLRWRHPTKGVLAPSAFMHVAQQLRLVPEIDRLMME
KSRQALDRWRAAGLHLPKISFNVSSGRMHDPDVVSAARAMRSEDTKVTFELLESILVEEESDAFRTHLAAVREAGIDIEI
DDFGSGHASIIGLLEIAPSSLKIDRRIVAPVASDLRSRNLVRAIVEIAEALGIGTVAEGVETPDQVRILRGLGCQVLQGY
LFSRPVDEAGFLAYATEKLRRRA
>MBL3577993.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MSLLLFGLFFLFMILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAEGKVSARLVALA
DAMIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLSGFLPGIAMGAGLMVVALVQGHRRAYPKGAPFSLKTIARSFVSAFWGLMTPVIILGGIFSGIFTPSEAAV
IAVNYAIFVSLFVYRDMGLKDIYRLLIRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPTIVLAMMLVL
ILVTGIFVETASALIILTPLLLPLALQLGVDPVHFGVILVVGLAIGMITPPVAINLYVASSVTGLGLERIAKAVLPYLAV
LVAVLILVTYLPLLPG
>MBL3577994.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MLSLLGRIERAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVE
RLPDPARRAATALALVIAVAFLISLAWIGQTYMTMQSFQKSAALRLPMSYVYAIIPVSAGLMAWLAATDLMRLVLTGALP
DAGEPVE
>MBL3577995.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MQRRSFLSAAAAALALGATPALAADLDGMKPVTLRLAHVVNEKDAYQVAAVAFRDLVAERSGGKISVEIVPNATLGDERT
LLEGMQIGSIDMGLITNGPVANFVEEMAVFELPFLFPSREAAYGVLDGEIGQELLDKLADVNLKGLAYAERGFRNLTNSR
RPVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVYSFKLNETQKYMTMTRHTYA
PAVFVMGMPTWSKLPEAAQQIVVEAAHDAAATERAFNADMEAQQLDELKAAGMEVNETPDLTAFQEAVAPVYEKYGERFG
DTLTRIRAELN
>MBL3577996.1 hypothetical protein JMJ92_07480 [Rhodovulum visakhapatnamense]AB19
MPKPRAGARAVPAGAVLAVVTLAALILRLPLLLWGADALDRQVFPDDTYYVLSIARNIAAGLGPTADGTVPTTGFQPLIV
ALLVPIFRLTADPVLPALAAAAIGAIAGALAAGLAARLALALTGSCLAAAGVGLVLATGPVFALTHPNGLETALAAAALL
ATAVVLAETRPGAPMRRFVGIGGLAGLAVLARVDAAVLLAPAGIWAVRALGWRGAGRAALTAFAVIAPWVGVCLWLTGNP
LPESGAAVATLAAADRFDGWMTFTMGVLALGGVWPDAVFGWAPVAGIAVAAAILLPLLAVRRGHCAPLAAALALGCLALF
LAYTLGLGAVWFFERYFSPIHCLVPVLAAALVFGRSPPLAVRVLWGLAVLALCGFGLWRLAPVLSDPGTERLHAFAPPSG
YGEMARDLLPELPPGATLGALQSGALGYFAPPGLRVVNLDGVVNGLAATALREGRVCTYLKAAGITHFADWDLNRTLLLR
RVDPGATVVLDPLYRSAVAQGRHRVTLYSVTADCTPRP
>MBL3577997.1 STAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNPETPDMIGTGEICLAHELGPRDAAGIRDRVLAALRGGGAIVVDTTEATGMHVAILQILLALARDAALAGRPFTLIAPP
GGACATAFERAGLDLPGQARAA
>MBL3577998.1 response regulator [Rhodovulum visakhapatnamense]AB19
MSKTILAIDDSPSILQMVAHTLTTAGYQVIEAVDGADGYDKAVANRIDAVITDLNMPRLSGLDFIRKYRTHASSAGVPIV
FLTTETDDGLKREAKEAGATGWIAKPFKQDQLLAVVKKVAGA
>MBL3577999.1 chemotaxis protein CheA [Rhodovulum visakhapatnamense]AB19
MTLSADPAETFRQEARDLLDTLEQTLLDLEHDPGDSALVDASFRAMHTLKGSGAMFGYDEVADFVHEFETAFDRVRKGKA
AISPGLVVIALAAKDHIADLVGEPGQHAAKGAPILEALRQTVDTGPEAGAAPAAKGPAAAAPAGGVRVRFRLPPDAIAFG
TDPVLLLDEMRELGADRVVGLTDRLPPLDEMDPSGTYLGWEVTFEAGISAEQIDDVFLFVRDGMELTLEPLQPPQAPKDA
SEAAAPADTARRGREAEGRAAAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGDDLNLKAVVEELERLSSGLRDTT
MGIRMVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEGPEARGHAGKPARG
RVRLSAAHTGAEVAISIADDGAGLDPARIRAKAEQNGLLAPDQKVTDQELYQFVFHPGFSTASQVTSISGRGVGMDVVKR
TIEGLRGTIDLTSTPGQGTVATLRLPLTLAIIESMLVQVGTGRYAIPLSAVEECVELPAAQDGKAAGRNFLNIRGRLVPF
LRLRELFRTQAERAEHQKVVIVSAGEARVGLVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVGALVGF
GQAYESRLRGEQLGRVA
>MBL3578000.1 chemotaxis protein CheW [Rhodovulum visakhapatnamense]AB19
MSAVDKPTGPAAMRALTVGLQGEVFALPAETVSEILDMVPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPALVGIIADKVHDVTEISDASVEEAPKVGMRWPAEFVRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FTTDERKAK
>MBL3578001.1 MCP four helix bundle domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTLSLRAKLALAFGALLLLISLLGGVAILQMNRINAQSTIIADNWLPSVDEVRQLDTIMAKYRIGEYAHVLATTESEFER
IETYIDGVRAKLDASRAAYEALIIAPEERQLYAQFNERLTNYLENSKRILRYSRNNQNDMASREMSDSLELFDTVTADLT
ELVAFNSNGARAASAEGDEAYATSQKVVFGVIGLALLVGIGTAIFLIRNITRALGGEPDYARDVIREIASGNLEVKVATR
EGDRDSLLAAARDMVAKLKEVITEVAVSSRNVGAGSQEMSAAAEQLGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TEKIARQSAGDAKSSGDAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMAATAE
ELESQSSQLQQVIGYFRVALDEMAGRAGSHHVAQRGRRSDSSPVEDAIRKTAAPARRRPSQASGGFMLDMGGDDDIDQQF
MRSGAA
>MBL3578002.1 hypothetical protein JMJ92_07510, partial [Rhodovulum visakhapatnamense]AB19
QPPPPQAAAEPDTAPEALEPPAEADVAETVTAPEAPEIPEAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVVAEQPSEAT
RPDPAAERPAPEADEAAPEEAATQTVTEAEERPETGLAMASSPRPRNRPNRPAAPPRETPPPAETAAAPQAPAEPDAPAE
TASEEDSLADAVAGAVADALSEPAAAPEGTGGAGRAASGPPLTAGERDALRVSVSRCWNVGSLSTEAMQTSVVLGVDMEE
TGKPNIGSIRMISWTGGSESAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MBL3578003.1 Tol-Pal system protein TolB [Rhodovulum visakhapatnamense]AB19
MLRLLTAILALVLGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYAQNITRVIAADLEGTGLFREIPRE
AFLSTVTSFASPVQYADWKAINAQALITGAVSVDGSGRLSVKFRLYDVYAQAPLGDGLQFGGATGSWRRVAHKVADQVYA
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQALTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVQFSLSQGGNTDLYELDLQTGRRSRLTDAPSIETAPSFSPDGSQIVFESDRSGTQ
QLYVMPANGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNQGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGAAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MBL3578004.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum visakhapatnamense]AB19
MTRITTSILLMTALAVSACSNADRFGSASGAGGAGGAYGANGSPSDPTSVAYFNQTIGDRVLFLVDQSTLSPDATVTLDG
QANWMNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPIAICSEESCYAKNRRAV
TVLAAGAGF
>MBL3578005.1 tol-pal system protein YbgF [Rhodovulum visakhapatnamense]AB19
MRIAALALTVALGLAAGGPASAQSRDETLADIRQELTVLNVSVQGLKRELSTTGGAMGSAGGGSALQRLDAIEEQLQRLT
SKTEELEHRIQTVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGSVSAAPAPMITPAPDAADGMELAIGERADFDA
GKAALEAGQNAQAAEIFARFGDTYPGSPLAGEAQFLRGEALSASGDTSQAARAYLESFSGSPSGPRASAALLKLGLALKD
LGQTREACVTLGEVRTRFSGSGEAQQAGAAMASAGCN
>MBL3578006.1 tRNA lysidine(34) synthetase TilS [Rhodovulum visakhapatnamense]AB19
MSPGAAALQAALGRACPGGAPLAVAVSGGGDSLALLLAAAARPSGPPVLAVTVDHGLRPEAADEARSVAAICARLGVPHS
TLVWQGWDGRGNLQDAARRARMRLIADWALARGIDRVALAHTRDDQAETVLMRLARGAGVDGLAAMATERQALGVAWLRP
FLDIPRADLRAFLTERGQSWAEDPSNDDPRFDRVRVRQALALLAPLGIGAEGLAATAARLGSARAALDACTAEAAARIAV
EEAGDVVLDEAARAALPAEIGRRLLLGALAWVSGADYPPRAEALAATLARLETAPRTTLQGCLLIREAGLLRIGRELAAV
AGLSAPIGTLWDGRWRLAGPATGGEEIRALGEAGLALCPDWRATGLPRSSLLASPAVWRGGTLVAAPLAGHGTDWSATVN
RPFRTRLLSH
>MBL3578007.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum visakhapatnamense]AB19
MAGSPSPGGPKFKEYALGNARQIAFWVVLFLLILALFNLFSGGQGTMSSHTISYSEFLRNVDAGEVSSVTLDGERAVIRE
SDGSTVTAIVPRGTDVTEQLLAKNVDVRAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLL
TEKHGRVTFDDVAGIDEAKEELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFV
EMFVGVGASRVRDMFEQAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDV
LDPALLRPGRFDRQVQVPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTM
EDFENAKDKVMMGAERRSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKY
KSKIAMAMGGRVAEELIFGKENVTSGASSDIQQATRIARAMVTQFGFDDELGYVDYANEQDSYLGSYNSGPKHSTATQKI
IDDKVKALVDEGYQTAKRILTEKREDLERLAQGLLEYETLTGSEIAKVIAGEPLNRGDDDTPSSTGGDTPSVTAIPKTKP
RPKSGFEPEPQA
>MBL3578008.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSPHGFEDWNPGTYARFRGLRLRPALDLLAQVPELPEGGVVDLGCGNGAVAGALRMRFPRATLTGVDSSPAMLDEARVPG
LYDRLIEADAATWTPEAPVALIFSNALCHWLPDHAGLFARLAGALGPGGTLAVQMPRQFAAPSHALMREIAARCFPDRFD
FSGWVPPVAEAAAYARILAPLGTVSAWETSYVQRLDPAADGHPVRRFTEATALRPFAAKLDGEDLAAFLTEYETALDLAY
PAAPDGSVLFPFTRVFFTLTV
>MBL3578009.1 formate--tetrahydrofolate ligase [Rhodovulum visakhapatnamense]AB19
MAPKTDIEIARTAEKRPIQEIGAKLGIPPEALLPYGHDKAKVTAEFIAGLEDRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLARLGHKTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITAAHNLLAAMIDNHIYWGNALGIDQ
RRVTWRRVMDMNDRALRDIVCSLGGPSNGYPRETGFDITVASEVMAILCLATDLADLQRRLGEIIIGYTRDRTPVHAREL
KADGAMTVLLRDAIQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPAAVVVVATVKALKMNGGVAKDDLKAENVAAVRAGCANLGRHIENVRSFGVPTVVAINHFAGDTEAEIAAVQDYVRG
QGTEAILCRHWAEGGAGIEPLARKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFSTDPELIGAPEGFDVPVREVRLAAGAGFVVAICGRIMTMPGLPPEPAAHSIGLNAEGQIEGLF
>MBL3578010.1 chorismate mutase [Rhodovulum visakhapatnamense]AB19
MIPPQTCRSMDELRPQIDALDARLVGLLAERARYIDRAAELKAAAGLPARIDDRVEEVVANVRARAGAEGLDPDLVETLW
RTLIEWSIGREERALGAKEVRG
>MBL3578011.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum visakhapatnamense]AB19
MTATRIDGKAFAAGIREKVAAHVARLKADHGLTPGLAVVLVGEDPASQVYVRNKGEQTREAGMASFEHRLSADTSEPDLL
ALIDRLNADPSVNGILVQLPLPAHIGEAKVINAIDPAKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLADSCTVTVAHSRTRDLPEVCRGADILVAAVGRPQMIPGDWVKPGATVIDVGINRVPAPEK
GEGKTRLVGDVDFASAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANGLPEPEGLTA
>MBL3578012.1 PaaI family thioesterase [Rhodovulum visakhapatnamense]AB19
MQHAPRNPDFEAIVRESFARQAMMSTLGAGLVSVAPGTVAISAPIRPQFGQQIGAAHAAFTFALADSAAGYTALSLMPPD
HDVLTSEAGIHLLAPALGDRLIATGSVVKTGKRLFIVRSEVFAETGDRPGQGRTHVASFTGTMVPIPL
>MBL3578013.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum visakhapatnamense]AB19
MNGYAFPLAGTVLTARASGALWWEAERLLAVSDLHLGKADRLARRAGALLPPYDTHETLTRLAAEIEALAPRTVVCLGDS
FDDDDAARDLPEPATDRLTALMAGSRWIWISGNHDPAPPDLGGTALAELALGPLRFRHIAEREAEGEVSGHYHPKMRRRL
GGQSVARPCFLVDGRRAILPAFGAYTGGLATHAPVLDALMGADALAILTGPKALALPMRA
>MBL3578014.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum visakhapatnamense]AB19
MALPPPFADWFAARGWTVLPHQTAMLTRADAPSLLLIAPTGGGKTLAGFLPSLVDISGNPADGLHTLYISPLKALTADIR
RNLGRPIEEMGLPIRVEDRTGDTSQARRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDELHALAESKRGD
LLTLGLARLQSLCPGLRRVGLSATVEDPPALASFLAPTGAPCEILTADPGPPPDIAMLDTGAPPPWAGGGGRHAIPAVLD
QIARHRTTLIFHNTRAQAELFFRDLWLANEDALPIAIHHGSLSREAREKVETAMTEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYNAPSKALLVPANRFEVVECMAALDAVRAGDLDGEPRSPGARDVLCQHILATAAAGPF
DAEALFAEVRSAGPYADLTRPRFDACLDFAATGGYALRAYDRWQRLKQAPDGHWGLRDPRAAQRIRMNLGTIVEEETLKV
RLRPARGGAPLGEVEEAFAATLTPGDTFLIGGQVVRYETLREMVVEVSRSPGRDPKIAVFAGTKFATSTRLAKRILAMFR
AEDWPGLPAHTADWLALQRRVSALPERDRLLIETFPYEGRQHLCVYGFAGRNAQQTLGLLLTRRMEAAGLAPISFVASDY
ATLIWGLEPVDAPSDLMDSNELYTAFAGWLAGNAVMKRTFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLMRYDP
DHVLLEITREEAMKGLVDFGRIEAMLARVRGRIDHRRLDRVSPLAAPLFLEAGRVPVKGAAEQRLIDEAAARLMTTAGLS
>MBL3578015.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum visakhapatnamense]AB19
MRALVQRVSEAAVRVDGACLGEIGPGLMILVCAMAGDTEAEADKLARRISRMRIFRDAADKMNLSVLDTGGAALVVSQFT
LAADTSSGNRPGFSHAAPPAEGERLYLRFADALAAQGVPVATGRFGADMKVSLVNDGPVTIWIEA
>MBL3578016.1 carbohydrate kinase [Rhodovulum visakhapatnamense]AB19
MILCAGEALIDMLPRTSTEGEPAFAPHAGGAVFNTAIALGRLGAPTGFLAGLSTDLFGTQLAEALAASGVETGLCLRSDR
PTTLAFVMLVGGQARYAFYDEATAGRMLAPADLPALPASVRALFCGGISLMAEPCGSAYEALFLREAGSRVTMLDPNIRP
GFIADEAAYRARIARMIAAADILKISDEDLHWLEGPGDARDLARGLLTRGPRLVLLTRGAGGAHALTAGAECHVPAPPVQ
VVDTVGAGDTFNAGLLAGLARAGQLDRDTLADGVPGAELKAALDLAIRAAAVTVSRAGANPPWAADLA
>MBL3578017.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum visakhapatnamense]AB19
MTAPDHRFPCDQCGADLRFSPEDGRLICDHCGHEEPVEGTGPWDAPLAELDYRAALDAALPGAEMQDVRQIRCPNCGAEF
EMDEATHAAECPFCATPVVTGTGVQRRIKPKGVLPFALSEAEAHKAMTDWLGRLWFAPNGLQAYARKGRRMEGIYVPYWT
FDADTRSQYSGARGTIYHETRRVMREGRSETVQVQKIRWTPVSGRVARFFDDVLVLASASLPKRYTDALEPWDLSLMLPY
RPQYLAGFRAEGYTVDLETGFAEARRTMDRVIRRDVMFDIGGDSQRIDRLETQVSAVTFKHVLLPVWLAAYRYRGKTYRF
VVNGRSGRVRGERPWSAWKIAIAVVLGLALAAGIGYLAALQQ
>MBL3578018.1 SPFH domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGIFDFLSGEFIDVIHWVDDTRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFTPGLYMLETNNMPVLTTL
QHWDHGFRSPFKSEIYFVNTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYTVRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAASGIPVLDMAANTADLGTLISGEVSKTLEAYGLTMPEFYIENISLPPEVEKALDKRTSMGIAGDL
GRYTQYSAAEAMTEAAQSPAGGGMAAGIGAGLGMAMAQSVAQSGPWGAVPRSPAAEAAMPVPPPPPPVEHVWHIAENGQT
SGPFSMARLGRMAGEGSFRRDSFVWTQGQDGWKRAEEVPELARLFTVAPPPPPPGV
>MBL3578019.1 DUF2927 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAPAPPETRPAARPAEAVQPELSPDSQALARHYARVQADLLSRGLLRTDGGETDVPFTRRALVENFVRIALFDEYVSRGG
HLVARETESRLRRWEQPVRFGITFGATIPAAQRSRDRAEIAAYVRRLSRVTGMPMWVTSPEQANFQVFIVNEDERRRLGG
DLERLIPGIDVAAQSTIAVMPRSTFCLVLAFSKGESSTYSSAVAVIRGEHPDRLRESCVHEELSQGLGLANDNPSVRPSI
FNDDEEFALLTPHDELLLKMLYDRRLRPGMTPAEARPIVEQMAAELMGGDA
>MBL3578020.1 toxic anion resistance protein [Rhodovulum visakhapatnamense]AB19
MSSDNNRLKAAQDVAEVEKVTLAVLPEPARDLVPLDGAAPPVADAIRARMAEIDMSDSNSIIGFGSSAQAELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFETVQGQIDSITDRLLTHEHTLLKD
IKSLDKLYEKTLDFYDELALYIAAGEEKLKALDATEIPAKEAEVAAAPEADQVIRAQELRDLRAARDDLERRVHDLKLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAALAVREASDLTNELLTANAANLRQANKTV
REEMERGVFDIEAVKKANADLIATIQESLTIADEGKTRRAQAEDDLKKMEAELRDTLASAKSRAQGAGALPEA
>MBL3578021.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum visakhapatnamense]AB19
MANRFGGRYSPGTPGPETVAPPRHPFQGRRPARAAGRANAMFFAPLPLLPRAFFSDPAGLALTLGAFGVLILAAWLTREG
LRAEDAWAARKVARRPALPRKILGSGLTGAGLLLAGIGGGDWLAPAIYAVLGTALHSFAFGLDPLGDKGMEGIDSFQQDR
VARAIEEAEKHLATMSEAIRRAGDRGLEARVERFQAVVRDMFRTVEEDPRDLTAARRYLVVYLLGARDATVKFADLYGRT
RDVTARQDYEALLGDLEDNFAARTRALIQDDRTDLDVEIEVLRDRLQRDGIRTAPVAPISGENA
>MBL3578022.1 pseudouridine synthase [Rhodovulum visakhapatnamense]AB19
MDKTGQEGERIAKILARAGLASRREAERMIAAGRVTVNGRRIASPALNVTPADRIAVDGAPLAAADRPRLWLYHKPAGLV
TTAKDEKDRETVFDKLPEDMPRVMSVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLREGI
VIAGESFRPMEVTLDRQQGANAWLTVGLREGRNREIRRAMEAVGLTVNRLIRISYGPFQLGALKAGEVEEIRGRVLRDQL
GLESPEGEATARPRSLRPRSGAGKPGAPKTPGSKPGAKSGGPKPSGSKTPRRSEGPASAKTPDGVAGRKPPRGAGTPGAA
RPMRPRGKAPPG
>MBL3578023.1 nucleoside deaminase [Rhodovulum visakhapatnamense]AB19
MSPFRSHMDRALAEARAAARRGEVPVGAVVVAPGGRIVAAAGNRTRELADPTAHAEILALRAACAEARSERLPGYDLYVT
LEPCPMCASAIGQARIARLYYGAADPKSGGVAHGARVFAHPQSHHVPEVYDGIAEAEAEALLKAFFAPRR
>MBL3578024.1 metal-dependent hydrolase [Rhodovulum visakhapatnamense]AB19
MKITWLGHSGFRIEIEDQILLIDPWLVGNPMFPEERRAEAIGGATHVLVTHGHFDHVADTIAIARELSIPAVGIFDLMSW
WESREGIAVIGFNKGGTVRLGNVAVTMVNATHSSSVQGPDGPVYTGTESGFMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFHFKTVIPCHYRTFPILEQSAEALKQNLPGVRVIEPEVLVPIEP
>MBL3578025.1 hypothetical protein JMJ92_07625 [Rhodovulum visakhapatnamense]AB19
MDWTRQIDAYCERTDFTFWAEPVNAATNAAFVLAALVMWRRCDGMPLGRALAAVLAVIGVGSFLFHTLATEWASMADVLP
ILCFILLYVFVANRTYWGLGLWPALGLTALFFPYAAVTGPLFGRLGWLGSSAGYAPVALLILVYALALGRRLPEVAAGLG
LGVGLLAVSLTFRTIDLPVCAALPLGTHFVWHLLNAVMLGWMIEVYRQHVRRASRGAVPG
>MBL3578026.1 hypothetical protein JMJ92_07630 [Rhodovulum visakhapatnamense]AB19
MDVCFLKSHVLILLKTVPCCLDPALEEMSGMDVLERIRGTRIPLAILAIEADVPEAEIAAALKGSRALTFLQECRIARHL
DRSDLPGRRHRRI
>MBL3578027.1 formyltetrahydrofolate deformylase [Rhodovulum visakhapatnamense]AB19
MASTHFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNRFFMRVAFHTQAPSEAEAIRARLAPAINGYGMDAE
VVDAERRPKIILMVSKFDHALLHILYQIRVGWMEADVVAVVSNHEDSRATAEAAGIPYYCWPVTKDTKAEQERKVLDLVE
ETGAELVVLARYMQVLSDKLSRALSGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MBL3578028.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum visakhapatnamense]AB19
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEQLNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILANA
PDAREGFFAVPKVVE
>MBL3578029.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum visakhapatnamense]AB19
MSDLTRLTIAEARDALRKGETTSVALTEAYLSAIDGAGALNAFVHKTPEIAMDQARAADARIASGEAPALCGMPLGIKDL
FCTRGVASQAASKVLEGFRPEYESTVTRNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMDGMPAEIEKLWADGSAMLKDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGHRAKLGQGDGIVQMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARRVRALIKRDFDEVFAAG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDQQGLPLGLQLIGQPWGEGDLLNTAHVLE
RAAGFVSKPEKWW
>MBL3578030.1 hypothetical protein JMJ92_07650 [Rhodovulum visakhapatnamense]AB19
MRAVTSAIALLALAACNTQLPDSAAGVGFDNYADYSAHREGVLQGTVSAQPLDAAPAQGVVTEITGGPISAVESSDAAVT
PGVQAENHAGISDEQSFAAVSARESIASDRQRLEQQREQYTFIPPEPLPPRPGGDGAGIIEYALSTTNPLGQPVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRLGIDPDGDGFACYWDPSPFRLAER
>MBL3578031.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum visakhapatnamense]AB19
MATASPATGIPRRSGLPKDNRVTPLWRPSPNCGARRGGARPDMVVLHFTAMADAASALDRLCDPAAEVSAHYLIAADGQV
VQLVDEAARAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFPAPLMAALDALLPGILARWSIRPERVIGHSDMAPDRKWD
PGRRFDWLRLARQGLAVWPAPVDDIAPDEAAFREAATAFGYGARWDTCHVLDALRQRFRPWATGPLAVADMAVITDLARR
FPVDPGGAGA
>MBL3578032.1 DUF533 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSFVRTMATLAVGFAAAKGLEKFQKMGGGAGIADSVKSAATRAGLGSQIGPLLERMQVPGGAAALKENAKWLGAKARETG
DHALVGLGGLMAGLGGAAWAGSVNARDILNAMGEVSPPDVSMEKNARLLIRSMIMAAKSDGEIDPAERAAILDVLGDASE
DERAFVEAEMARPIDIEALAAETGTHQRTAVYAAAVVTTRVDSPAEIAHLDRLAEALHLGRAARQRIHKAMRLPQVLA
>MBL3578033.1 50S ribosomal protein L33 [Rhodovulum visakhapatnamense]AB19
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MBL3578034.1 glycoside hydrolase [Rhodovulum visakhapatnamense]AB19
MPHKTLVLLLALSLMSCGPSSPERQTPRAATAEPHRAAPLRLAAAERPRFDDHDPHDWTGAGPRAYPVHGIDVSRWQGAI
DWPKLRKAGVSFVYVKATEGMEDSDPMFRAHWTGAGRAGVARAAYHHFYFCARADRQARWFIANVPRSADGLPHMLDMEW
NPFSPTCRLRPDAATVRAEAATFLDIVERHYGRRPVIYTTVDFARDTGITRLPGTGFWLRSVAGPPETTYPGTPWTFWQY
TGTGRIDGVAGPVDINVFRGSEAAWQVWDGQGLP
>MBL3578035.1 hypothetical protein JMJ92_07700 [Rhodovulum visakhapatnamense]AB19
MGISHLGAAAAACVFVLAQGAWAEEPGPHLAIELNAVAPAEAGCLISFMARNGHPAAIERAVFETVLIDRAGQVERLTLF
DFGDLPSGRPRVRQFSIPGLACDDLGQILINGTSACEAGALGEAACTEGLDLSTRTDVELIG
>MBL3578036.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum visakhapatnamense]AB19
MIGAAVELLRRIADLGGPVVLILIGVSVLTVAVVIYKLWQFAAAGVGRHRALAEAVVAWDGGDRGLARAALGRSRSYLRP
VIELAMSGQTDPERLGAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLADTAIHTVLAPSRPQGAPLAGAEAAARAGAIHA
>MBL3578037.1 biopolymer transporter ExbD [Rhodovulum visakhapatnamense]AB19
MRRRRRPLSLTPLVDVIFLLLLFFMLSSTFTRFAEIDLSAAAPGGAAAMPDTKPLFLQLDPEGLRMNGRDMPLEALADTL
AGAPAEGPAEDAQPVLVALQGAVSAQRLTDLLVVLRAVPGLRVTVLGAS
>MBL3578038.1 biopolymer transporter ExbD [Rhodovulum visakhapatnamense]AB19
MTAKSRRAPREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAGPADALVLHADGRITRQGAEITPEAFVE
ALDPDAGADTGATVRVIPDREAPAADLVALARALRAAGAGRVVIVTERGLR
>MBL3578039.1 TonB family protein [Rhodovulum visakhapatnamense]AB19
MIPSSRAGKVLALGLALGAHGALALVLVPQTETRMEGRAGAVEAAVGASFADMAAGRLTAESAETVVEAAAPPEPVAARL
PDPVEAVQPASAEALRPLPEAAPQPQRPAPQAAERPKPKAAEPPPPETVKAEPEPEPQRQAAPRGNADRNARAGQAAGTD
RAQAATSGRGGATAESGNAAASNYPGLVMRALSRVPKPRIRARGAAVVAFRLGADGNLASASVARSSSSAALDQAALRIV
QRAAPFPPPPPGAQRSFSIRIEGR
>MBL3578040.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIEVRSLSYAAGATPILHEVGLDLAPRGITALIGPNGAGKSTLLHCIAGLARPGAGTVRIDGLDPFAVPDRRRARQVALL
QQSPTVASRLRVAELVGFGCWPHHAGRPGPEDARVVAEALTAFELDALAARPLDTLSGGQRQRAMVAMAYAQATPWLLLD
EPLNALDPRHARDLMARLHDLSRPGPDGRAVVVVLHDINAAALWADRVVAMKDGRVIASAGADEVLRAEILEEVFDTRFE
IVPHRGRQLVVTL
>MBL3578041.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum visakhapatnamense]AB19
MAETAGTFPRPARRLWALAGLLAALSLLFLFWHLRGPTGFILSLRATRLAALILVGAATGMATVLFQTVAANRLLTPGIV
GIDALFIFLQTALVATLGGLGYALLPEFGRFLAETALLTLAATALFGLLLRRGAGDVTRMILTGVILGVLLRGLAELAQR
MLDPSEFAVVQQAMFASFGSVPTGALWMAAVVLVGAGALAIAMAPALDVAALGRPTARGLGLAHDRLAVAALMLVAAMVA
VATALVGPVTFLGLIAAALGRALAGTYRHAVLLPAAGLSGAAILVAGQFVFERLLGLHSTLAVLVEFFGGLLFLALVLNR
RSA
>MBL3578042.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum visakhapatnamense]AB19
MTAGLRLWLGLGTALAALAGLSLCIGAASLFSGDLGTGWLIAVSRFPRTAAALLAGMGLALAGVVIQQTVQNRLVEPALT
GTPEAAMLGLLGVTLIAPGAAPVWKMAAATASALIGTAGFLTLARRIPRQDPMLLPLVGLIYGGILGSAGLWLAWTTDLV
QYLGIWRLGEFSGVVQGRYELLWGIAALALLVYAAADRITLLGLGETQARSLGLNYTQTRTLGLVAVAAITALVIVTVGA
LPFVGLVAPNLVSRWRGDNLRANLPLVAAGGAGMVLAADILGRVLREPYEIPAATVFGVFGAGVFLWLLYAAPGPARNG
>MBL3578043.1 siderophore ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MLSRSLASLALALCLGLPAAARTVTVETATGPAELTADPARVAVMDIAALDTLDALGVDVAGVPEPHYLPYLDATASRAT
RIGTLFEPDFEALAILDPDLIVVGSRSSGQAAALARIAPTIDMTVTGQDMLAETRARLQAYGRLFGRETEAAALEAALDA
RIAAARAAVAGKGDALIVLTNGGKISAYGRDSRFGWLHTALGLPEAHPDLGAATHGEAISFEFVAETDPDWILAIDRGAA
IGASGEAAAATLDNVLVRGTEAARAGQIVYLDSGPLYIAGGGVQSMMHTLDEIVAAFSADRP
>MBL3578044.1 DUF2218 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTLLHDTGVFSTPKASSYLQQLCKHFAHKVAVEYDTDLGRVALPPGEASLEASDGLLTVTVSGADPAALELARNIVDSHL
ARFAFREGFEKMDWRGAKAA
>MBL3578045.1 TonB-dependent receptor [Rhodovulum visakhapatnamense]AB19
MNRTSRGLLLLGACWAGSAAFGQDTNQTYLGTLRIEGAEAQDLLGNTEVTAEDLENRNPSSVKDVFQGEASVTVGGGAAI
AQKVFVNGIEESLLSVTIDGARQNKGAFHHTGNVLIDPELLKRVEVTKGLAPADGGPGGLAGSIAYETKDARDLLEPGKS
FGGIASIGTSTNGTDLRSALTVFGQQGGLDYLLSGTREIGSEYEDGDGTTMSGTEPDLSSYTAKLGFTSQSGKRLTFSAS
ETEDEGRRAAQLGGNGLYFIRPDFAGLTSGDSVMVDGYARRSSFTLSYTDEAPEGWFAPKLQLSYNEQEVDVIGAWGLNT
SLSGSASNEWQIGTGTLTAGLDFFDETAKGRGRGTAPYDSRGKESMTNIGLFAQARQDLTDRVSVSYGLRYDTQEFDAAD
GQQFDGSGLSANASVDVVLTERLTLNAGIASTWGGYELGEAALVNFGGDWTYDGFTTSRSTASRLGLRYETGPWSVSGAV
FHTGIDDLNAVLPTGADRGALADVSSRGVEGSIGWQGSDGFARLNYTYADVKLDGDTVGTTSYYYGRPVGHIIALEGGLD
LTPAWRLGGSAEIALKNTDTPTDLPGYEVLNLHATYAPARMNGVEIRFDIRNLLDETYASRSSDGIDFSRVVALNEPGRT
FGVSARWRF
>MBL3578046.1 DUF2478 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTETSDDAPYRVAAIPLVEDLAIDALLAKVVAALRAEGVRVAGFRQGRAPEGGMAVEDLTGGGVFSISQDLGPGSQGCKL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVAGHGFRSVIERACERQVPVLVAVKPDCTAAWTDFTGGVADRLVPERA
AVLDWCRAGICARV
>MBL3578047.1 TOBE domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPVGVRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGAALT
PAGEKVIAAFTAIQEGLERVVASLDNQIDLDPGDILWSLMMKTSARNTYRATVTSVTESPVSAEVQMDIGGGQTLASVIT
GHSAAEMGLAPGIEIFALVKSSFVILAKGHELGPMSVRNRLTGTVTGRTDGPVNSEIVLDLGSDKTLVATITRESAEALK
LAPGDAATALIKSSHVILALP
>MBL3578048.1 SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MEKVMAEIRAGEVCAPLPQTGDATVWFVGRLRTPWTSPRDCPRQGDRTAGPVCRIEIDPRWREALAGIERKENLLLLYWM
DGARRDLVRQSPHNDGETIGTFALRSPNRPNPVACSVVALLGREGDVLLVRGLDCIDGTPLIDLKPDYGGRPCPEH
>MBL3578049.1 hypothetical protein JMJ92_07775 [Rhodovulum visakhapatnamense]AB19
MRISFPVRGTEFAISSGANVGSDAGGAGTSTFDGPPGAACGLGVTARPGDPDPGPFEPGDRQDLVWRGQGAGAVRCGGDP
VG
>MBL3578050.1 UvrD-helicase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MCPIDDFDAFEAAAQVPLSVRAMAARPAPYLDGLNPAQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLVTGKARPNE
ILAVTFTNKAAREMKVRVGRLMGETVEGVPWLGTFHAICVKLLRRHAELVGLKSNFTILDTDDQIRLLKQLIAAANIDEK
RWPARQLAGLLDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLDQYRRWF
RYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAVVIRLEQNYRSTPHILAAAS
GLIAANKGRLGKTLWTEAEEGEKVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFEDRFLT
IGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQSVARAEGVPLVEAARRLLEAGG
LGGKGGAELRKLIEAIGRWHGEVRAAGPSVVLDEAALIDDETVPLGRGAASSHVELAERILDESGYTAMWQADKTPEGPG
RLENVKELVKALEEFDNLQGFLEHVALIMDKDSEMAGAKISVMTLHAAKGLEFPVVFLPGWEDGLLPSQRAMDETGLKGL
EEERRLAYVGLTRAEELCTISFAANRRVFGRWQSQLPSRFIDELPASHVDVLTPPGLCGGGYGAAAPSHGGGSGIEERAS
RADVYKSPGWQRLQARSAARPVSQPSQARHMVIDAEAVPAFETGTRVFHQKFGYGVVTGIEGDKLDIDFEKAGSKKVVAR
FVVAAASADDIPF
>MBL3578051.1 hypothetical protein JMJ92_07785 [Rhodovulum visakhapatnamense]AB19
MSRYRILLAGLGLATLAACGTPERPQTGVPKVITPEMLPHAPAASAPACTAEMAARFHQPEAGIFQIGTGPTAAGFWIDM
KMAGRDGTWRCQTTREGRVVTVTPISSS
>MBL3578052.1 pyruvate carboxylase [Rhodovulum visakhapatnamense]AB19
MTDFQKILVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDEIRRQADEIGYPLML
KASWGGGGRGMRPIRGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDQHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSHAQRETICNLGKKIAEAVNYECAGTVEFLMDMETGSFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARALRPPVPRRESYAPGTRQILDQFGPEALADWMASQKQLLVTDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNLMTQMLLRGANGVGYTIYPDNVVQGFVRQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLNYYVAMGKELKVAGAHILGLKDMAGLLKP
ASATVLVKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDAFSGGTSQPCLGSIVEALRNTPRDTGIDMAA
VREISDYWEAVRQEYAAFESGLSAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYADVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPDRDVAFPDSVIDMMRGNLGQPPGGFPEAIQAKILKGEKPFTDRPGKHVPPADIDKIRA
EVEGQFEDLTLDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGKIKAVHVAPGQQIDAKDLLIEFE
>MBL3578053.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum visakhapatnamense]AB19
MSLKSAAAAACISLAAALPALAEIDAPECVAPAQPGGGFDLTCRIAQQGLDGAFGRPIEVTFMPGGIGAVAFNQFNTTRT
DDSNAIVAFSSGSLLNIATGKFGTFTENDVRFLATAGADYGAVIVRADSPYADLGALMDAFKADPGSVVVGAGGSVGSQD
WMKGALLLKSVGADPRQMRYVAYDGGGDAIAGLLGGAIQVYTGDVGEMAAHIGDGSMRILAVLAPERLEPPFDAYPTAKE
LGYDTEWTIMRGFYMGKNVPDADYQAWADAFAAAYKTEAYRQARESKGLMPLELSGSEMDAQVKQLIGELRDIARDAGLI
Q
>MBL3578054.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum visakhapatnamense]AB19
MVDRIFAGLLLAVTLGYGWLAFTVIRAPFQYDPLGPESWPRILSVLAALCLAGILWKPDVDRFDTRGGTWLRLAAIVALL
VGYAGLYEPLGFVLATLLFGTIAARLLGATLVRAGLFGLATGVLGYLLCAGLLDLNLPEGPLPRL
>MBL3578055.1 tripartite tricarboxylate transporter permease [Rhodovulum visakhapatnamense]AB19
METVLSGLATGFAVALTPLNIFLVLIGCFSGTLIGALPGIGPINGVAILLPIAYGLGLPPESALILLAGIYYGAEYGGRI
SSILLNVPGDAGAVMTTLDGHPMALKGEAGRALSLSAVASFVGGTLAVIGLSLFGPLLAKFAVTFSPADYVALMVFAFAS
LASLVGRNGIKTLLGAVIGLMLATMGIDANTGVPRYTFGIPDLLAGIDFLVVVIGLFGMAELLHLVEQQVSGRLKTLPVD
RSFLRRSDLLRTRWTILRCSVIGFFIGILPGTGASVASAVAYGTEKRLAGKSGASFGTGDMRGLAAPEAANNAAAGGALV
PMLTLGIPGSGTTAILLGALLMFNVQPGPLMFTQRPEIAWGLIASMYLGNVALLIINLPLVGLFARMLTLPQHYLTPLIA
MLAFVGVYSIVGNPFDLYLIILLGIFGWVLRKLDFSLAPVILGFVLGSLFENNLRRALSISAGDWGILIEDWKSIALYGL
AALVVILPAWAGRRSARAPADAVED
>MBL3578056.1 NnrU family protein [Rhodovulum visakhapatnamense]AB19
MGGWAEFAAAFALFLLSHAVPARPGVKARLTGALGQKGYLAAYVAVSLALLAWLIVAAGRAPFVALWPPAPWQPWLPNLV
MPVVCLLIAGALGAPNPLSFGGAGDARFDPARPGIVGVTRHPLPVALALWALAHAVANPDLAHLLLFGGFAGFALAGTVV
IDRRNRRRMGRDWDRLAARTATLPLAALVSGRWRPSGPPPLWRPGLGLLLWAGLLAAHRPVIGVSPLPF
>MBL3578057.1 efflux RND transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MLQEAMREAESGSTSLFVRRPILALVVSALIVLAGLAALFGVEIRELPNVDRPVVTVTTEFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAENVDIDVAASDTRDAVARIQRDLPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRIVSLPGVADVQVYGDRAPIFRVDVDQARLASRGLTLAELAEALSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPDDI
SIFVTSDDAVFIKGAIAEVLNTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLVGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGTKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAMAVAISS
VVALTLCPVLASRMLARAPGTERGLGARIGAALGGLYRRTLGWALAMPVVVVLAAGLFAATAVLVAGGVRQELTPKEDRS
VALLRIQAPQGVSLDYTQSKMAEIEDAIAPLRDNGEIVNIFSIAGSGGSDSRGFMVFTLAPWEARARSQDEIVTDINARL
RGVIGVRAFAIQPNSLGIRGAGSGISVALTGESYDRLAETAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDISGLGEALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSAGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLTDDNRILPKGAAATMGETNSGLLIIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLLTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLARELEEALAG
>MBL3578058.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MVRQIGFSVLLLAGTLALWIAFVPGARPVLDRLGVSALIGLDPAAPAGTAGSGARPGGPAAVTVSEVGEGRIQDRVAAIG
DGRALRAVTVRSKVAGEVVEIGIRDGERVAAGALIVRLDDEAERIALDRAQLVLEDARDEADRVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVRAPFAGWAGVLDIAVGDRVSSQDALATIADRSRILIDFHVPERVVGQIREGLPLTA
RPLGMPGLTLEGRVHAVDNAVDAASRTLRVQGELDNADDLLRGGMSFEVTLSFEGEPLPVVDPLSVQWSSAGAYVWAVRD
GRAARVPVAIRQRNADSVLVEADLTVGEPVVVEGLQTLREGAELRIVGPQAGLGLPRPPGDAG
>MBL3578059.1 cold-shock protein [Rhodovulum visakhapatnamense]AB19
MATGTVKWFNSTKGFGFIAPDGGKKDVFVHISAVERSGLTGLQDGQKVSFEIEAGRDGRESAVKLVAL
>MBL3578060.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MEPGRRLAGLLATAAAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLAPWARAVEARSGGRVKIEIYPSMTLGGRPPEL
VTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFESDLKPDYKGLEVMFLHVHAGNGIALRGPE
VHAPADLAGRKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRLIEGDRNTRFGT
TTFQLSMNKARWDSLPPEIQTAFREASGPEWLAELGRIWRATEETGVALTTAAGKPHQVLSPEETEAFRTALEPVVERWI
EDADRRGIDGAGLVARARAAVAAHASR
>MBL3578061.1 TRAP transporter small permease subunit [Rhodovulum visakhapatnamense]AB19
MRLRRALAAAAEIWAILGGLVLAGVVGLNLASILGGLLGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGA
SRIWVARMSLAGSLAALAVAGVLLWRMSLGLGDQRAYGYTTAILQIPLWPCFLPVLVSLALLALAAVATLTEDAATARGR
RNA
>MBL3578062.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MPDPMMLGLIGLGALVLLIAARMPIAHAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGRAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPGALAVLLFLLTIAGYVALRPGSGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTFRGRLRLAALRASVLETAATSGMIYLILLGAELMKIFMARAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVVPFFWPVLVEVNGGLYQMAEGAGFGMGTEDLKIWFGVLALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRLLGG
>MBL3578063.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MIGRVLSFGRLMALLAKETIQMRRDRLTFGMMLGIPLVQLMLFGFAINTDPKELPAALVAPTQDRFTRAMVSALELTGYY
RFVAPDATAAEAERMIARGDVSFVVTIPSDFGRRVMRGESPSILIDADATDPSVASGAISTLGTVAGQALLRETGAPPPA
PGLSVVVHRRYNPEGVTQYNIVPALLGVILQLTMVMMTAMALTRETERGTMENLLSMPATPLEVMLGKIVPYLGVGAVQV
VVVLAASRLVFGVPFVGSLTLILAGVFVFVMALVILGYLISTVARTQMQAMQITFFFFLPSLMLSGFMFPYRGMPGWAQA
LGEIFPLTHFLRLIRAVMLKGAGLATVSGPFLVLGLFVLVLALAALTRFRKTLD
>MBL3578064.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTDPSPEPVPEPAIAVTGLTKRFGGRVVVDRVTLSVARGEIAGFLGPNGSGKTTTIRMMCGLLEPDGGEGRVLGHDIRRE
RRAIKRRVGYMTQRFSFYEDLTIEENLRFVAGLYGMRPVARAVRDTLADLGLTSRRGQLAGALSGGWKQRLALAACLMHK
PDLLLLDEPTAGVDPKARREFWDEIHARAAEGLTVLVSTHYMDEAERCHRIAYISYGRLVAHGTVAEVVAGAGLSTLVLT
GGRTAEAARALDGAEGVEQVAHFGATLHVVGRDPDRLRRAVAPVAAEMGARIDPAETSLEDVFIKLMGEARDNA
>MBL3578065.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MIGFLCALPVLSALLPACVPPPLATGYVEGEFTLVAPVETAQIVSVAVARGDRVPAGAVLARMERRDAEIALTEAAAAEA
QAESHLADLRQGKRPEEIRVIEATLASARAEAAEADRQRERMTRLAARGVANEADRDDAITAAEVAHARVAQVEADLAVA
RLPARPQAIAEAEAAVLGARAARDRASWALDKRTLSLDQPVTVFDVIRTAGEIAGPSAPVLSVLGEGAVKLRLYIPEPAL
SSVAVGDRLAVGCDGCAPGLSARITYISEAAEFTPPVIYSLESRQKLVYLVEARPEQGAEPGAQPGAEPGAGGLKPGQIV
DVRLAEPGR
>MBL3578066.1 CerR family C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDDPAPRSTPETLIGAALHLFGHRGFASTSTREIAARAGTNVASIAYHFGGKAGLRRACAEAVAQRIGSAIGPLGGAGE
LPETPEAAQALLDAALRRFVCFIVADPAAADAVAFMLRELTDPGEAADVIYASVLEPRHRALCALWGRATGQPAESDAVK
LAVFAAIGQAVYFRIAQPVIARRLDWAAVGPDEAEAIAGLLAANLSAMIESHRR
>MBL3578067.1 ROK family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MRAHNERLVLTILRRTGPLPKAQIARMTGLSAQTVSVIMRALEADGLLVRSEPVRGKVGQPSVPIGLAADGAFFFGLKVG
RRSLQLVLTDFLGDVLARVGARHAYPTPDSVLRFALAGMDEIMGQLPQSHADRISGLGIAIPFQMWDWIQSIGAPRADMD
AWRVRDVRTELAERVEFPVYLQNDASAACGAELVLGSAEVPPDFVHFFIGYFIGGGIVLNGSLFTGSTGNAGALGSMPVQ
SESRKSAQLIDVASLATLERMLAENNEDAEALWTSPDAWAIDEIILQEWILLAAQAIAVAIAATGSVLDIGAALIDGWMP
SSVRARLVEEVRVAFGRIDTTGIRPPAIMAGTVGPDARALGGACLAMSERFLVDQNALLAPV
>MBL3578068.1 sugar ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MPRPARRPGLALGGIALALLCSGAAAADPVGACLITKTDTNPFFVKMREGAAAKARALGIDLDSYAGKVDGDNETQVAAI
ETCIANGVKGILLTASNTSAIVPAVRQARDAGILVIALDTPLDPIEAADMTFATDNFKAGELIGQWARARLGTEADTARI
ALLDLDISQPTVGVLRDQGFLQGFGIDIADPKKWGDESDPRIVGHDVTQGNQEGGRRAMENLLATDPSLSLVYTINEPAA
AGAFEALKAVGRDGAVTIVSVDGGCPGVENVKAGVIGATSQQYPLLMASKGIEAIAAFARDGTRPEATEGKSFFDTGVTL
VTDAPVEGVESISAEEALGLCWG
>MBL3578069.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSSQAEPTEDFEGIAARAPNRHAAFQPHRKGAMGRAHDLLHATPALVPMIVLIAAVAVFGLVLGGKFFSPFALTLILQQV
QIVGVLAAAQSLIVLTAGIDLSVGATAVFCSVIMGKLVFETGLPAPLAVLAGLIAGTAIGGLNGWLVSRVRLPPFIVTLG
MWQIVLAATYLSSGNETIRAQDIEATAPFLQFLGGKLQLGGATLTFGVILMLLLVLVLAYALRSTAWGRHVYAVGDDPEA
AALAGVDVHRTLMSVYLLVGFICALAGWVMIGRFGSVSPSATTGVIGNIQSITAVVIGGISLFGGRGSILGAFFGALIVG
VFELGLRMAGANPQWTFLLIGALIIGAVAVDQWIRKVSA
>MBL3578070.1 sugar ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTDPVLSARGLVKRYGRVTALDRCDFDLMPGEILAVIGDNGAGKSTLIKAISGAVIPDAGEIRLEGRPVRFASPIEARQA
GIETVYQTLAMSPALSIADNMFMGRELRCSGIMGTLFRRLDRRAMEAFAREKLNDLGLMTIQNIAQPVETLSGGQRQGVA
VARAAAFGSRLIILDEPTAALGVKESRRVLDLILDVRARGLPIILISHNMPHVFEVADRIHIHRLGRRLCTIRPADHSMS
DAVAFMTGARTPPDVMEAA
>MBL3578071.1 nucleoside/nucleotide kinase family protein [Rhodovulum visakhapatnamense]AB19
MSAPPDLQALAARVLAAPPRRTRRLVALAGPPGSGKSTLARRLSGQLAEMGHAAPVVPMDGFHLDNRLLSARGLLARKGA
PESFDVAGLLRLVDALVAGGEVIHPVFDRARDIAIAGAGAVAETDRTAILEGNYLLFDAPPWRALAGFWDVSVFLAVPEE
DLLSRLTTRWLDHGLAPEAARDRAERNDMANARLVAARRLPADLALGTAEPLPGTRTPA
>MBL3578072.1 D-lyxose/D-mannose family sugar isomerase [Rhodovulum visakhapatnamense]AB19
MKRSEINAILADSQAFIRSFGLPLPPFADWRPDRIAAPEAAEIRSRGLGWDITDYGQGRFATLGLVLFTARNGRHADLAR
GRGMVYAEKIMISRVGQLSPMHRHRLKTEDIINRGGGTLVLQLHAADADGNIDRAADLRVMSDGIAQDLPPGGLLQLAPG
SSVTLPPDIWHAFWAEGEDVLLAEVSTVNDDRTDNVFADPVGRFPEIEEDVPATRLLVSDYA
>MBL3578073.1 OpgC domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQRPDTVSVPKKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGMAYSGRFAAPQIRL
NGLWAAIRPIWGRSWTLYIVHVLLSAWAIAIFAWGAMAFDVPDLLTKINLRQVFENTGEALIGIPLLTHQFGYVNILPAY
SVLLLFAPLAILIGMRAPLLMVSISIAMWFVAGMWRIDLPNYPNPGGWFFNPLSWQIIFVLGLLTGIHMRRGERLVARRR
WLFWAAAGFLGFVLVWAQVPALGERLNAMMRQAGEAGLPFHLVGFDKTYVSLPRMLHVLALFYVLSCLPWVTRIAGSALA
APLRLMGRQGLLVFSFGTVVSLSFQVLMDGRPDMALLPWLLPPLGVAAMLVAAVLGEASRRDRRTTPVAAPVEAAVEPPA
AVPVPHPGLPGDPRPAALPATGRAPGLQPAE
>MBL3578074.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum visakhapatnamense]AB19
MAGPSDAAAAAGLTADQMSRILASGLRTRVLRGLAIGFSLAAATVAASLLAEASTQDGVDAWDVARTTLIFITTAWLAWG
AAGAFIGLLGHLRRAPEPPLRLPHEPTVVLVPICNEDPLTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPVNAALERDAF
ARLLAETGGAGRIFYRRRTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTVRRMIARMQADPRLGLLQTLPKII
GAGSLFGRAMQFSASFHSPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARA
GWRVKLDETIEGSFEEGPDNILAYAKRDRRWCQGNLQHMRLLLAPGLAAWSRFVFVQGIFAYLVSLLWGAFLIASLLATV
FAPAPDYFPEPYQLFPVFPSDRTKEIITLVIGICGLLLLPKLSILAGAIVTRRARGFGGGVRASASVLTEILLSSLLAPV
MLMYQSRAVLQVLSGSDGGWPANQRGEGKLTVLQGLRAGLWISLTGAAALALVTRIAPGLTVWMLPVCLPMLIAPLLIAW
TSRPLTHTLFAVPQEADAAPVIRAYRDCVRRWIAEDARKEALDAAA
>MBL3578075.1 hypothetical protein JMJ92_07910 [Rhodovulum visakhapatnamense]AB19
MSADSTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPIWLARLMRPLQLG
>MBL3578076.1 glucan biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MFPVSSSTAVRSGRFGPSRRRLLAALAGSAASVAFGLPRFAAAQEAPPEPEPGAPPPVPEAAPEPVPEPVPFSFDVLSDQ
MQARAKEAHKAASLPEGPLSGLDYDAYRSIRFRPDHARWAGDGSYFQLHAFHPGWLYKEPVEIFELVEGIAQPLHFSGAD
FQYDGKAADLIPPDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRANVYGLSARGLAVNTASGKTEEFPRFST
FWLERPAPGATSITIYAALDSKSLTGAYRFIITPGATTVMDVTARLFMREDVDQLGIAPLTSMFLLGDNDRGDFDDFRHR
VHDSEMLILNTSEGGTFVRPLNNPPRLASSYLAARDPESFGLIQRNRNFDDYLDAGAHYERRPSMMVEPVGNWGRGTVRL
VEIPSDLEANDNIVAFWVPEEKARKGDTMEYDYRLHWGTNPPGADGERAHVVRTLVGRGGVAGAASGPGLRKFVVDFEGG
TLGELPDDADVKADVYASTGRMEKPVFSRIPGSDTWRLVVDITADTGALVELKAEITGYGQTLTETWLYQWINE
>MBL3578077.1 hypothetical protein JMJ92_07920 [Rhodovulum visakhapatnamense]AB19
MTYPSREGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLDYLIDRELSGHGEDIKPHAIAVEVFDRDQRFDPGRDSI
VRTEIGRLREALARFYALADPELPVIEIPRGSCRPTLRPGPGESGPPPSPWPRRFVALAGLAMLIVIVPMLWQAHVRHAQ
ERVFAAAARPIEEAPYRVLRVAVLPFRAEGRLAGIEDLAYGFGAEIATDLAAHPWIATSAPRDAARAAETADYLLRGRLM
WRRDTLLAQLELISFPGRRTVWTTFQRVGDSAGALQETERTVLGQIVRRLGAAHRVSPELMRAPPQRYAESDLPDLSCLM
GIHRYLAAPAAPSHAALSSCLGRVVDSHPRYGEAWAALALLRLDEARFGRNLRSGPGAVASAWGDAARATSQALRLAPQG
LMTLHAAAGLALEGPGRDTAAFQAHAARLLELYPHHPPSLALVGSGLAAHEGRWDEGLALVAQALRLEPDAPGRFHVAPA
LKALMGADDAAVSAAVASLDPAGSRIERLLVALARARLSAGAPAGPSAAPAPNATATDALPVLAGTFDRAEAEAFVRGRR
YTPGLETALLRQIAAADPVPATTAALP
>MBL3578078.1 thiol reductase thioredoxin [Rhodovulum visakhapatnamense]AB19
MADALKLTCHACGTANRLPADRLGAAPRCGVCGTRLADGRVHEIDLATLEKSRKDDLPLLVDFWAAWCGPCRMMAPQFSA
AARMLLPEARLAKLDTEAHPGASDRYDVRGIPLLILFHRGREVARLAGARPAEEIVKFVRHHVGQTA
>MBL3578079.1 DUF2254 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKSLRLWQVVRLSRRLWVRSSLIAVLGIVAAGAAALLGPVIPQELADRLGENAVMPVLDVLASSMLAVTTFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVALVVVAILRWIDHLSRL
GSMDETIAQATLRARETLTAARTAPSLLATPLPDGETPPDGAEAVPAPRGGYVQLVDMAALSEQAERAGAEIWINAVPGS
FLVTGRALAHVHPPGALDAARIATAFEIEAVRSFEQDARFALIVLSEIASRALSPGINDPGTAIDILGRLERLLAECPAA
GDEIRYPRLHAPALRADDLVEDAFAAIARDGAPMREVALRLMHALNTLRQGDDPALARAAAAMTRRALTHAEAALVIDED
KAALRRLAGL
>MBL3578080.1 hypothetical protein JMJ92_07940 [Rhodovulum visakhapatnamense]AB19
MLAALVASISMAMPAAAMDFILGGTDHRSNDATWIQADGQIDETTLEDFVTFLDEGPDGLPKRIRLNSPGGNLLEGIQLG
EELRRRGFTTEVGDHEPHPDWPNMPYWDFTRRTPGVCASACAYAFMGGIERRIDPGSRIGVHQFYRAGRAEGFADGAPVL
VQEGVEQTLVSLLLDYILRMGVDGRILVNAGLSGPDEMYWIEEGAEARETGLIYASAAWSEWDIELLGEGVIAVSERADR
KYKMAALCTESGGAYFDIFAAEEPAEESAWSLRSWLVDQCLPAGSYSQGQGAHRILGNRVEASSIRIVDRPGGFGVRFPL
GRSPVVQGTPSFLYDDAAYGACITEKFLGNEKNMEPAIRIAFRNCIQ
>MBL3578081.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum visakhapatnamense]AB19
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLQSLEELIGETVPDSILQAEPLDFGKPKSEREMLWAMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKASAIFVDRDCHPQNIAVIRTRAEPLGIEVIVGDPFTDLDPEKVFAGLFQYPGTYGHIHDFTGPIADLHAAEA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDSRGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLSAIAQRIHRKAVRTARGLQEAGFTVEPAEFFDTFTVDVGPMQGV
IYKAALAEKINLRRIGTTKLGIALDETTRPASIEALWRAFGIERKDKGGDGEYRFPEGMIRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNIHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAQMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVKPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPATGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYEVLFKGRNGRVAHE
CIVDTRDFVDTAGVTVDDIAKRLIDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEELADAAE
>MBL3578082.1 glycine cleavage system protein GcvH [Rhodovulum visakhapatnamense]AB19
MKFTEQHEWLRVEDDLVVVGITDHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQVLTET
PAKVNEDPTGDGWFFKMKIEDLSALDEFMDEAAYQAFID
>MBL3578083.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum visakhapatnamense]AB19
MSGLLRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNDAGGILDDLMVARRCDDLFLVVNAARKAEDLAHLHAAIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPAERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKARRTGGAREGGFPGAARILAELATGAARQRVGLRPEGRAPMREGTALFAAETGGDPVG
TVTSGGFGPSVEAPVSMAYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MBL3578084.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum visakhapatnamense]AB19
MAENARVAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHYARFEHGDTAEHL
RVVGPSDGRTGTEVRFLASTSTFSNLDYSFKTLENRLRELAFLNSGVRIVLEDERGAEPLRSELFYEGGVREFVRYLDRH
KTALVPDPIFMTGERDGIAVEVAMWWNDSYHETVLPFTNNIPQRDGGTHMAGFRGALTRSINNYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARNIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPKVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLQLGDGQHLIGNDLARVIEEARQVRRILQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTAEAVAR
RLDLIALEYERGWQGRPTQDKGMRFSRVVRGVEEVRVLDGAVLRSAEAARLGTFTAKLQEVYERPAKLVRKDRDQPIHAP
SELLQAILSEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADDIFTKLMGDVVEPRRDFIQQNALSV
ANLDF
>MBL3578085.1 LysE family translocator [Rhodovulum visakhapatnamense]AB19
MTASAADLTLYAGAVLILFLTPGPVWLALTARALSGGFAAAWPLAAGVMVGDALWPPLAIFGLGWAVSAFGGLLAILRLL
ASALFLTMGLMLILQAGRGIVADSRLTRPGRIAGFLAGMAAILGNPKAILFYMGVLPGFFDIDRLQGPDIAAIVAISVLV
PFLGNLTLALFIDRARRLLDEPRTLRRVNRIAGGMLIAVGLVIPFA
>MBL3578086.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MTPQRVTLITLGVDDLDRARAFYEALGWRPAEAEAGIVVFQLHGMALGLFGRAALAADQGRPEAELGTGAMTLAQNFPDR
AGVDLAWEAALSAGAQPLKSPREVFWGGYSGYFADPDGHVWELAHNPFWPLDAEGRLTVPPSPPAS
>MBL3578087.1 DNA replication/repair protein RecF [Rhodovulum visakhapatnamense]AB19
MPGLSLTELTLSQFRSHERTRLALDGRPVAVFGANGAGKTNLLEAVSLMSPGRGLRRAGAEDLARAPGQLGWKVGAVLAG
PVAVHEIETWAEPGGTRQVRLDGKAAAQVALARIARILWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEAALAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALARLDAAQAEAETAFPAAALALAGPEGADPEDPESLAGALA
AGRGRDMAAGRTLAGPHRADLEAVFTAKGVAARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALFDEICALGAQAWMTGTGAELFSDLGGRAQYLEVAETGGTSRIERRDSP
>MBL3578088.1 DNA polymerase III subunit beta [Rhodovulum visakhapatnamense]AB19
MKFSIERGTLLKAVGQAQSVVERRNTIPILANVLIEAEGASVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVNAGKSHFNLATLPREDFPVMASSEYSSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVATGEDGQVLRCVATDGHRLARIDAALPAGAETMPGVIVPRKTVGELRKLLDDDDIDIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPMNNARRLEVDAAEFAQAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELAVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MBL3578089.1 chromosomal replication initiator protein DnaA [Rhodovulum visakhapatnamense]AB19
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKILEHLTRSGVDVDRLEFAVAA
QKPAEPAPAAQPRRAAAAERRDEDDMPGAPLDARFTFDSFVTGKPNELAHAAARRVAEGGPVAFNPLFLYGGVGLGKTHL
MHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQN
KQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIAGGVLEFLAHRITTNVRVL
EGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHYNMRLSDMVGPKRHRTIARPRQIAMYLSKQ
LTQRSLPEIGRRFGGRDHTTVMHAVKRIEELRGKDSQIEEDLELLRRMLEA
>MBL3578090.1 30S ribosomal protein S20 [Rhodovulum visakhapatnamense]AB19
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQDAAAAALRQAQPELMRGVTKGVVHKNTAARKMSRLA
SRVKALNA
>MBL3578091.1 enoyl-CoA hydratase [Rhodovulum visakhapatnamense]AB19
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELADAVSEANANEKVRCIVLTGSEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMLCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MBL3578092.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum visakhapatnamense]AB19
MPELPEVETVRRGLVPVLEGRTILATHLNRPDLRWPLPERMAERLTGARVLRLGRRSKYLLAELSTGETLIVHLGMSGRI
LVSGVTLGHFVHDHPAPQKHDHVVFEIEGGARITFNDPRRFGAMDLTATTALDCHRLLAGLGPEPLGNGFHELYLIGRLG
GRQTPIKAALLDQRVVAGLGNIYVCEALHRAGILPLRQAGRIAAARLAILVPAIRTVLAEAIEAGGSSLRDYRQADGELG
YFQHNFRVYGREGKPCPTPGCPGTIRRVVQSGRSTFYCPQCQR
>MBL3578093.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum visakhapatnamense]AB19
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGIHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFAGMIRTAGFEQVSYRNLSMG
IAALHSGWKI
>MBL3578094.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum visakhapatnamense]AB19
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKVLGEKGDPALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETIAQELGQPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFAANTENDKGFTVPRVIWPLSSK
RVMTMSWCEGVPIGDNAALDAAGHDRRVIGERVLSMFLRHALRDGYFHADMHQGNMKVGANGDIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLSRTVRVLSRFGPRLPELAEAALIRQSQSEPVR
PLRPWLQPLLWMGAGAALTWIGAGLALLLS
>MBL3578095.1 flagellar hook assembly protein FlgD [Rhodovulum visakhapatnamense]AB19
MVDSVSSAASAATNSSSASTSGNSKTMISSDFETFLRMLTTQLENQDPLNPMESSDYALQIATFSGVEQQVQTNELLKAL
SANLGGGGLSQYGSWVGMEGQAAVPANYDGVTPVTVFPEIDKDASTAKLVVRDDTGAIVQSEPIPPDTKTILWSGGEDHE
AGLYDFIVESYAEDGSKLSEAQARIYAQIAEVRTNEGEISIVFDSGTIVKASEVSALRDPV
>MBL3578096.1 flagellar hook-length control protein FliK [Rhodovulum visakhapatnamense]AB19
MQVPFPFDTLGPSGPSRFDAPGSSRPSNTEGSDFRSVFDESTPPDRTEPPARAKARDKASEAPPRRDGPPPAPEDAASAK
TGPAETAKAPVTEVEGKEAPGSEAEAGTASDGPAASEDAAQLASLDLAPSVPPSLAVPPSAAATPDVAAAEPAARPTPVG
AVETARAATAETVLPSDPAGRTPTTAPAPGGTLTENATLPSATTLPKTAAETATAPAVPGTIVPDAKDPQAGDAASVDTA
AQAANRATTKPQPTATDQGAPQSPPEGVQAQSTSAADSHVESQKTELRTGKGTETASAPSPEPSQAKASATQQQTQATVD
PAAQTPRDTLQAAAAQASAASASGGRSEGRGEHRGRDSLRQEAAAPATGPQTASAPAALAQADGAAAPQLAGAGSDGSAV
ADGGRADPAAATEGGLSDRAGSDQARSSEAARSASASPQLADAPRTAMRQMAESLHRAADGSVHLTLSPEELGRVRLTLT
PSDHGITVSILADRGDTLDLMRRHGDMLASAMRDLGYGEVVLDFAGQQRSNQGQARGFAAAGLTPGEDGADTGPLATNST
SARTSGGGLDLRL
>MBL3578097.1 rod-binding protein [Rhodovulum visakhapatnamense]AB19
MLPPTLPPTGATGATDREARLAQLRAAAEKLEAQFLSEMLESAGLGDLSGELSSGAFSGGIGESQFNSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDLD
>MBL3578098.1 hypothetical protein JMJ92_08030 [Rhodovulum visakhapatnamense]AB19
MTSIDTIADLLEREYQALRDSDFTALRALTDEKEQLVARLQMPSEADRDALDRLRSKARRNDRLLAAVEKGLDSARASLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MBL3578099.1 flagellin [Rhodovulum visakhapatnamense]AB19
MSSILTNSSAMVALQTLRGINTSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVAGFDAVSDSLATGQAMVGVARTA
TETITDLLKDIKTKVIASRDATADTTKLQNETDELISLVESTIGAAQFNGVNLINSGTGTSVVGSIDRSGSSVTANTITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVVGNNNDGAVAIASGAQEAFALSAVAQDETITVTLGDQNFSYTVTADDVAGGN
DPNEIALSNLRDLINAAGITGVTALYDPVNAAGELTIDNQGADDVNMTVRVRADGAGALAGLNGFSITGGTALADIETMI
NASIDAAAAFGAAESRLETQSDFLSNLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQAPQNLLSLFR
>MBL3578100.1 flagellar biosynthesis regulator FlaF [Rhodovulum visakhapatnamense]AB19
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAQDAGRRAFPALAAALHRNRKLWRTLAIDVADKDNALPADLRARIF
YLYEFTDRHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MBL3578101.1 flagellar biosynthesis repressor FlbT [Rhodovulum visakhapatnamense]AB19
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPTEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQALKALRGLLPREERLLAGLRDQ
>MBL3578102.1 DUF1217 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSFQPVLPLTGYAGWRFLERTMERQQDAFNQSPGTQKELDYFAENIGKVTSADDLVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTEGVDAEGALANKLADKSYYNLAKAFSFISSDAAAATTGNEFANDLSLKIEGTGYLAVTTSTGEIAYTRNASLKR
GADGQIVTAEGYTVASTRDTSLLGGAGDGTETDGGNPTFSGITIPDFVETVTVNDKGEVYGNFEGGGRGLLLGRLVLTSF
ADEEGLAVLGADETNDLSVDRETAYFTATEESGDPITGRPLQDGFGSFARGEAVEAQEIFDAASITAAFLTRSFEVAVGE
QDDDMRLALNIDRELVTLADDDMSEDAKWFSIMGSEPMRAVFDVAFGLPDSFASLDLDRQLDVYKAKAKAMFGDTGVAQF
SGDEMRDKLIKMFMVRSEASSGVGYSSGQIALTLLGG
>MBL3578103.1 FliI/YscN family ATPase [Rhodovulum visakhapatnamense]AB19
MPQNPFSSLIARISALTPVRTVGRVVAAGSGTVTVAGLSDSAGLGDLVEIRHGRGPRRRGEVLALAEGTVTVLPDGTPEG
LSVGDRAILLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGPAPRPLRAAPPPATERRPLGGRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMAVIALVGERGREVGEFVSQVLGPDGMARAVVVAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAAHEPAALRGYPPSTAQAIMALAERAGPGVAGSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAIDLLRSVSRSLPRAATGDENALIARARRMLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPALDAFLSEDAPGGVAESFARLAGILESAKPSPAPVKPGLRTIRG
>MBL3578104.1 FlgB family protein [Rhodovulum visakhapatnamense]AB19
MFEKLEIFRMASGLAEHAGTRQTVIARNIANSDTPGYRAQDVADFAKTYRRSDTGALMRATRPGHLAGSETAYATQRADA
SDPEEPNGNSVSVEDQMLKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MBL3578105.1 flagellar basal body rod protein FlgC [Rhodovulum visakhapatnamense]AB19
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETQLTSDGPTGEVQTGRVTLDQSDLSMIHDPSHPLA
DAEGNYSGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MBL3578106.1 flagellar hook-basal body complex protein FliE [Rhodovulum visakhapatnamense]AB19
MDMKSSAAALGYATARPATQPQHGEDSAENTFASAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAVTI
RDKVVEAYQEILRMPV
>MBL3578107.1 flagellar biosynthetic protein FliQ [Rhodovulum visakhapatnamense]AB19
MNELIFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWVSMAFMTETLIGFFTDR
IVPMIAGI
>MBL3578108.1 flagellar hook-basal body complex protein [Rhodovulum visakhapatnamense]AB19
MDSTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIADVDGPGGSLSMAEANVRVTDLGQAPLTQTGGTFD
FAIEGEGFFLLNTPQGQRLTRAGSFTPDAAGNLVSPDGYQLLDAGGTPVFAPPDATSFAVAADGTVSADGTPLTQIGIYL
PADPNAMTHVAGTLFDPGGAPQPVEDTSILQGYVEQSNVQPVTEITRMIEVQHAYELGQKFLDREDERVRDIIRTLGSSS
>MBL3578109.1 flagellar basal-body rod protein FlgG [Rhodovulum visakhapatnamense]AB19
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQATRPGTINANDGTVLPTGVQLGLGVRPASVSVV
LSQGSLSQTNGDLDLAVDGRGYLEVTLPSGQSAYTRDGALKRTGDGLIVTSDGYTVVPGITIPDDARSLSINSEGEVYAY
FDGEVAAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAPIAGTPGVDGFGTLRQGYLEDSSVDAVREITELIEAQRGY
ELNAKVITAADQMMSATTQVR
>MBL3578110.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum visakhapatnamense]AB19
MRTLALLAALAAGLPVPAGADILVATRSVRGQTILGPGDVAVIEGDVVGTLIAPEEAIGQEARVNLYAGRPIRVTDVGPP
AIIERNQIVTLRFRSGGLVIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASMKP
>MBL3578111.1 flagellar basal body L-ring protein FlgH [Rhodovulum visakhapatnamense]AB19
MRPLVIAFCATALLVPAACDRLKEVGRPPSFKPVEGSNAYYAMTDGETLPMQVERRSPLESSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNSTSRSRSGATSMGIPQMLGIPQRINKALPDGVTMDNAVEADSSSSHSGDGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IVLPF
>MBL3578112.1 flagellar basal body-associated FliL family protein [Rhodovulum visakhapatnamense]AB19
MGKLLPVIIAVVGLAVGGGAGFLLKPAPPPPAETDHAAAEGASEDGAHASAAEAHGDAASSTAGHGASGDDGAAVPEYAK
LNNQFVVPVIRSGKVAALVVMSISLEVPSGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLESS
QSVLGRIVSDILITDLVRQDA
>MBL3578113.1 hypothetical protein JMJ92_08105 [Rhodovulum visakhapatnamense]AB19
MAERDDRPGRLMQIGSILKDAALGRLRVAAQDRRRIEAAIETLDDEARRAAADDDIAVRAVMDGSRMLRHQQRRTALNAQ
LARARAQEAVLMKEAARTFGRDEALRGLFDRTRRR
>MBL3578114.1 flagellar biosynthesis protein FlhB [Rhodovulum visakhapatnamense]AB19
MSDEDPGDKQFEPTQKKLDDARRKGEIARSVDINTAAVYAGFAITAFALGGASLIRMGELGAGMIGQADRLAPMLLGGHG
TAPTGGLMAGFGLAALPWLGIPAIAALAAILAQRSFVVAPDKLMPKLSRINPIETAKNKFGRSGLFEFTKSAVKLALYTV
LLALYLGKHLEEMLGTMYLSPAMAAAKLVRMSVEFLTVVVAIAAAIGAIDYLWQVAEHRRRHRMSLEELKEELKQSEGDP
HIKQQRRQRAVDIATNRMLRDVPDADVVIVNPTHYAVALKWDRKSRGAPVCVAKGVDEIAARIREVAAEAGVPMRRDPPT
ARALYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MBL3578115.1 flagellar biosynthetic protein FliR [Rhodovulum visakhapatnamense]AB19
MTLELAPALEIWRPLAIAAFLVFLRVGAIMAMLPAFGERAVPTRVRLGLALAFTAVVAPAVAPRLIEAPPSLAVSFATET
VIGLALGLVLRMMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLTLAVMSGLHVRAAEAMILSYDLLPAG
RFPDAATLADWGTGSIAKGFALAATLAMPFVIASLIYNLALGVINKAMPQLMVAFVGAPAITAGGLVILLLALPPMLTFW
QDRLLTVFAAPFGAGG
>MBL3578116.1 flagellar biosynthesis protein FlhA [Rhodovulum visakhapatnamense]AB19
MPGFSISEIFRPTILMALALMAIIVMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKARREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNMLMGLAIGVIMHGMPIGRAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTADFAVFNQLGKHPAALGTVSVLLGLFALVPGLPFVPFIVGSLVLGVASFTRW
RAIQREAAKAAKPEVTEKIEPTSRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESYGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDQVLALQAGDVALLPRGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVIKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPDKVPPDLLLAVLRLLLDERVSIRNMPLILEAIA
EARPSHVGAESICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGETGVPDVALPPEDFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNSRPALVGMVAA
>MBL3578117.1 hypothetical protein JMJ92_08125 [Rhodovulum visakhapatnamense]AB19
MKARHVVLALALALLAGSKAFAQEVEIRSGEHPDYSRLVFETDAAQAWALGRGPDGYLLKFDNPDLRFDLGGVFDRMPRR
RLADAALVAPGLVSLRVGTDAHVEAFELRPGVLVLDFRSGPAPNGSPFEAALLPPVSEPTSPPPQAPEPPQPTVLPAPPA
PSLTAPQGDPATIAEPAPPPVQRTESAAIRLPIDLDLRSPLASATGMKPPAAMVEQMLEPEIPPTETDPRVAMMQSELMK
QIGRATAQGLLEPAVDIPSVEASPASNEPHGDTPPPDHGTAEHGQAETPETEHHTPSDWRNMRVETSMDLGLDFPSGDGP
IAADGTRCLSDSKFDLNGWGGDRTPGEVFAEKRAALLDMRDATDPAGAVGLAQAYIAFGFGAEARAVLNVAGTDTPDVPL
LREQAAIVDNGQADNPELFDGQMSCPTRAALWAALARPVLGDLSDLDRTALLESFSELPIHIRRHLGPTLAERFLAAGDQ
ATALQIRNAVARTGERGRTEDLTIVEAQIELARGADDKADRKIEEVVSSGGQGTADALALQIETGLGRGRVPSVDSLNLA
ESLAFERRGTASGTRLLTLAIRGHGARGDFETAFAMLAHHGLEAQTELSSELLEELAQRGSDEAFMREVYAGAMTLPKLS
ADSEARLAVADRLTKMGFPDRASAVLQPVKPRGTTRERLVRARLALAQARAGEAQQYLAGIETAEADELRAQIAKQQGNL
QSAADYLGAAGDSEAQSAMAWRARDWNGVETLGAPEERAFVQTRREQEPAPISDEPSLAVARDALGASETMRDRLQAILN
RPATQN
>MBL3578118.1 flagellar motor stator protein MotA [Rhodovulum visakhapatnamense]AB19
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTIKDIGKVFKGPHWKPDDYRDL
LCLLFELIRVARQNPLELETHIEAPADSAIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMGSIDQPPEVLGKMIGGALVGTFLGVFLAYGFMGPFASKLKAVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MBL3578119.1 hypothetical protein JMJ92_08135 [Rhodovulum visakhapatnamense]AB19
MTKSSRSKRASGAVLPVVAGLFLASGLIRFGDGTAQALAQELRGMAEDAAASGQGGTADHASAADPCPPPADIADLLNAL
KTRAAELDAREAQLDDRAATLDIAGEEISRQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMD
PEFAAGFLGRMRPDLAAAVMSGLDPNVAYSISVILAGRNARAPKE
>MBL3578120.1 flagellar basal body-associated FliL family protein [Rhodovulum visakhapatnamense]AB19
MAEAEEPAKSSKKPLIIGVALALILGGGAFFALYSGMILGGDAGADAGHGGGGKEGAHGAESAPLDVAFVPIEQMIISLG
PDAQSRHLRFEAQLEVGPAYQQEVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGDDRVRDLLITE
FVLN
>MBL3578121.1 flagellar M-ring protein FliF [Rhodovulum visakhapatnamense]AB19
MQQLLSVWTGLSPRRRLVVVIATVAMFAAVLALSRVATSPRMALLYSGLDTSAAGDVIRALDQTGVAYEVRGPAIYVDSS
QRDSLRMTLASDGLPANGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRTARVHIATPSARPFARDVQ
PSAAITVTPAGGSISAAQAKAIRYLVASSVSGMRPEDVSVIDGTTGTVVADESSIAAAGDDRAEILKGRLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISQNTQERQSTSSDTNGGSVTVASNLPNGDGSTDRSSQHKETETQEVVNY
EVSETEREILRAPGAIRRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDEQRGDALTIKSMPFQPLAE
DGTGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILASNGRAGVAGLPAPVGGADQTWLNGEIDPADGPQDDLG
GLPGDLGLPAMTMASIDPSDFSDEPLGMDGFGGGGGSPVDRLRDLIESRRDESIAILRGWMEERQEKA
>MBL3578122.1 flagellar biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MSRLLLEDFSNHGARPRAGREPDPAPVEDTQQVRLDAYEEGYRAGWDDATAAEAESRARIGADFEKTLQELSFSYHEART
HVMEALEPLLTAMVDRVLPDLARQGFARKVVEIALELAEAEANTPLQLRVCPENRDALEELAGADPGLPLQIVDDATLGP
GQALLRGGAGEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MBL3578123.1 FliM/FliN family flagellar motor switch protein [Rhodovulum visakhapatnamense]AB19
MADISSEAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGVLPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MBL3578124.1 flagellar type III secretion system pore protein FliP [Rhodovulum visakhapatnamense]AB19
MLKRLLPAALILLALAVPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLAMFLTYFVMEPTFTQAWQAGVVPMMNETLPIDDAIPRILDPFRTFMAGRADVDTYERLLSLRPQADPTAAI
ADAPLSLLVPSFMLSEIQRAFEIGFLVFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MBL3578125.1 hypothetical protein JMJ92_08170 [Rhodovulum visakhapatnamense]AB19
MIRTAFTFPLLAGLLFAAPAPASDGDAAMAAFLESAIRPWAAAPIVIEAVEAQNAITGGYSQEKIDELDAAWRAQLDSGS
SDLISSVTGNAAAEFLRGQVDASNGKVTEVIVMDARGLNVATSGVTSDYWQGDEDKYSMTYSVGPDAVHFGEIELDESTQ
RYQAQVSFTLVDPDSGAPIGAMTVAVDGAALF
>MBL3578126.1 HAMP domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPNGVSAAPASLPGRSILIRISGLIAATTCVVAILLATFATRSALDIVGDALGEELQSVLVGSAANLGPHLRFKNSAAIE
EDLNGQLQRAGDKAVSVAVWNADAESIARVGTGDPGAAAELQEMALQAISSGETVFQRGTLAQVVPVKFGPNQAIVGAVG
AVWTAQGAVTAVFRNAVPGMIVTMVLFVGLLFAAAVLLRRMLGRPLSTLCASMGSLARGDFDNAIPMTDRADELGELARS
LESLRGDLSQMRAAEMRREAARTDQAQAVESLASALQALSGGDLTSRIDERFAEDYERLRSDFNATVDTLNDLIGSVVEN
ATEIHARAEEISGASDDLSRRTENQAATLEETAAALDELTSSVRSSADGAAQVENVVREARGNAEQSGLVVKEAIGAMSE
IKRSSDGISQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSEHVESGVS
LVNRTGEALTDIVERVSNIAELIGDIATGAQEQSVGLGEINVGVTELDKVTQQNAAMVEEATAASTTLKQEASTLQQLVA
RFRLRNAAPGRPTPRPAPSSRPEAAPAVGEPRKRAVNDAGWQDF
>MBL3578127.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRSLLNTLRLTLKELSAIRRDRVMVVLIIYVFTAATWLVSSAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFAEPEV
LSPAEAARAQDEGRYVLVLSIPPGFERDLRAGQAPALMVLVDATAMAQAGNGAAFLQRLLADELQRYADPGGGASDPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILATGLVILLASISSLV
AVIHLGLGGPVTDSLGLYALGAAVYAISVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGMTPMESMPAWMQVAVGI
VSPAPHFVAFAQSVLYRDAGLALVTGELLRMAAMAGVALAVVLARFRKVLAG
>MBL3578128.1 ABC transporter permease, partial [Rhodovulum visakhapatnamense]AB19
LPILEVGAPAEIVARHGADSLEAAFISCLEAELPPDPAPAAEPAALPVAGASGTAPRLAGMTRLWAQCWRETLELTRDPI
RVFFALAGPVILLLTMGYGISFDVDRLSFAVHDQDRTPESRALADQFTAIRQFAETPPLTGIADLRARMGRGDLAVALDI
PDGFGRDLTRGDRPEVSVWIDGAMPFRAETARSYALGVLSDYAAASGAGQAGVNIETRFLFNQSFKSAHAMVPSMMMVIL
MLIPSIMSAISVVREKETGTIANFRATPVSRAEFLLGKQLPYLAIAWVSFWMLFAVGRGVFGVPFTGSLGALAAVSFLYV
FATTGFGQLISSFTRSQVAAVFATAVLAIIPTVNFSGLILPVSSLDPMGRAVGQGFPSAWYQQVTSGTFLKGFGWAEVAP
SAAVLAAFCLAYLALAILGLRKQEA
>MBL3578129.1 hypothetical protein JMJ92_08190 [Rhodovulum visakhapatnamense]AB19
MAALLARRRISAEGFRLRAYLDTLVTDDPAARIVVTGDWNDGPGTDFFERSYLTHNVADIVLGSTFTPELIFRHPLLAHV
PPAALFTARFDDFVDEVPDRPLLLDHFAISPGLAPWVQAAGIAHDAYEAELDGSGAARTQRPSDHRPIWVELSKPLTG
>MBL3578130.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum visakhapatnamense]AB19
MPTEILMPALSPTMEEGTLAKWLVKEGDTVASGDLIAEIETDKATMEFEAVDDGRIGKLLVAAGTEGVKVNTPIAILLED
GESEDDINDNASPSKPAPEAAPAADAGGKAAPDGAPAPAAAPPAPGTTDGQRIFASPLARRIAAEKGLDLTAIAGSGPRG
RIVKADVEAATAPAAKPATAEAPQTSAPPQAAAAQAAGLSPDAVARMYEGRAYEVVPLDGMRKTIAARLTEAKQTIPHFY
LRRDIRLDALLDFRSTLNAQLGPRGVKLSVNDFIIKASALALQQVPRANAVWAGDRILQLKPSDVAVAVAIEGGLFTPVL
KDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNEAGEIE
VATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MBL3578131.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum visakhapatnamense]AB19
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDILAEIETDKATMEFEAVDEGLIGKILIEAGTEGVKVNTPIAVLVEE
GEDADAAVKAAQEAAPAADADGKAASGGGSAPSAPAEPKRARPVAEPEIPEGTKMKSTTVREALRDAMAEEMRRDGDVFL
MGEEVAEYQGAYKISQGLLDEFGSRRVIDTPITEHGFAGLGVGAAFGGLRPIVEFMTFNFAMQAVDQIINSAAKTLYMSG
GQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVIFLENEILYGRSFEVPVL
DDFTIPFGKARIWREGKDVTLVSFGIGMAHTLEAADALAKEGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGFPV
CSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTAKEVVEAARAVTYR
>MBL3578132.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum visakhapatnamense]AB19
MATRKPPAKPNTSKEELLTFYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGREGGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKGNGRVTFAYFGDGAANQG
QVAETYNMAQLWSLPVIFVIENNQYAMGTSVKRSTMSPDFWERGASYGIAGEAVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEIMTYRYRGHSMSDPAKYRSREEVQKIREERDAIEHVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPAL
DELYTDIYADTAPQNA
>MBL3578133.1 septum formation initiator family protein [Rhodovulum visakhapatnamense]AB19
MTAARLRPAWGALVYIGISFALAMYFTFAAVQGDYGLFRRIQIEADAAALEAQKAALEAELEAVSNKTRRLSDGYLDLDL
LDERARSVLGLIRADEIVVR
>MBL3578134.1 phosphoglycerate kinase [Rhodovulum visakhapatnamense]AB19
MPWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGKVVPEMSLKITLPAL
EEAFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPSCAGRLMEAELTALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGKVDFLVIGGGMANTFLAAQGINVGKSLCEH
DMVGTARDIKDKADAAGCRIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPKSVEMIEEVFAKCKTLIWNGPLG
AFEIDPFDAATNAAAAKAAELTEAGLLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALQD
>MBL3578135.1 peptidylprolyl isomerase [Rhodovulum visakhapatnamense]AB19
MTEIKDPENTIIMELKGGRVVIALLPEVAPKHVERMKALARAGDYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPGRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSSNPNSANSQFFINFADNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPANPDRMI
SVKVAADA
>MBL3578136.1 peptidylprolyl isomerase [Rhodovulum visakhapatnamense]AB19
MRNLLVALLCTLAGPALATGLDIQVAGEGANGTVHVELLDDVAPGHVQRIAELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSTRPDLKAEFSDVPFDRGAVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTKGMDVVDAIK
RGSGRNGEVTGQPDRMVKVSVTD
>MBL3578137.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKRILLLTTMGVLAGPGLALADCAPDNPGAGDVVFCTGADTDGFSDGSDDLTVYVQDGASVAPAAADTDAVKIKGDGNTV
LNSGTIEGSDDAVVAGDDLTLNNDGTIRAADDGVDTEGHDGLSLTNTGLIETPGKAVKAGPDDDDAGGNGLTLVNTAGAV
IRSTGNEGIETGNGADITNDGTIEGFDDAIQVGENATIVNSGLIANIQMPGDSDDPQDAIDIDSGYIRNEATGVIRSTVD
AAIDFDPGTGTGVIDNFGLISGTVAVETDEAVTQDIAVYNAGTLMSTRDGAADPTGLALQLRAGNDVFVSFEGSSVVGGA
EFGAGDDAFDLIGGFSGLFGGAGALFDGGEGQDQFSALDYTFDMLSATLTGSTLGLSFENGADSFSVALTGFEIFNFADA
TYGYDDIAAIAQPAPVPLPAGGVLILSALAGFGLLRRRG
>MBL3578138.1 tyrosine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALIAGVVPAYIGFDATAKSLHVGGLIQIMMLRWLQKTGHKPLVLMGGGTT
KVGDPSFRADERPLLTPDQIEANIAGIRQVFAKYVAFGDGPTDALMLNNAEWLDGLNYLDFLRDVGRHFSVNRMLSFESV
KSRLDREQSLSFLEFNYMILQAYDFMELNRRYGCGLQMGGSDQWGNIVNGIDLTRRIIDREVYGLTSPLLTTSDGKKMGK
SQSGAVWLNADMLSPYEFWQFWRNTTDADVGRFLKLYTELPLGECERLGALEGNAINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGVGEDLPTVALSADELAGGISVVQLITRAGLAKSGKEAKRLIAEGGARLNDEPLSDAGLMVDAAMLAEP
IKLSAGRKRHALVRLGD
>MBL3578139.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum visakhapatnamense]AB19
MIDSGTVRVLGTMSGTSLDGVDAALIETDGKTVFGFGPSAYRPYSPEERAVLAAALGGWPGDPGVAEAAAVVEAAHAEVM
GRIPGADLAGVHGQTLAHDPGGRGTHQAGDGAALARALGLPVVWDFRSADVAAGGQGAPLAPFYHFACARRAGLTAPVAF
LNLGGVGNLTWVDPGRARPEDEGALLAFDTGPANAPIDDLMRARLDRSCDHDGALAAGGRVEEAVLAWLLEQPYFRAPPP
KSLDRNAFSGLMDRVAGLNDADAAATLAAVVAASVAAGIALCPVRPARLLVTGGGRRNPVLMRMISARTGLSVEPVEALG
LDGDMLEAQAFAYLAVRVARGLPTSCPGTTGVDRPVSGGRISMP
>MBL3578140.1 cupin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTADEIIATLRLAPHPEGGWYRQTWVAEAAPGTRPPGTAIYYLLAEGQRSHWHRVDADEIWLYHAGDPLELTVSATDAGP
AAPMILGADLTRGARPQGLVPAGHWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPGFDIPRA
>MBL3578141.1 hypothetical protein JMJ92_08250 [Rhodovulum visakhapatnamense]AB19
MSMTENTDAPERRENLSNDDIVSRILGFTLFCMGLSRAPADQVARGRGWLDDLGQPTDDGKALIEALMSRDSAYGVYKLV
Y
>MBL3578142.1 phosphopyruvate hydratase [Rhodovulum visakhapatnamense]AB19
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKSRYMGKGVLDAVAAVNGEIAEALV
GFDATEQVAIDATMIELDGTENKGRLGANAILGVSLAAAKAAADYTAQPLYRYVGGTSARLLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAETIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYKPGEDIYLA
LDCASTEYFENGKYEMKGEGLSLTAAENVDYLSKLCADYPIISIEDGCAEDDWDGWKLLTDALGGKVQLVGDDLFVTNPK
RLADGIKAGVANSMLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGASILRG
>MBL3578143.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MDNMRGIMLMIAAMAAFAVEDMFVKKVAATLPIGQILTLLGLGGGIVFALMALRRGQRLWSRALLSRPVLLRNFGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFLGVLLVVRPGLDGFEPASIFAVIAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPVGLVMMGLGQAPVAIDRADAISLFGALVMGVAGYYAIVEGMRVGDVAVVTPFR
YTRLIFALVIAMLAFGERPDALTLVGAAVIITSGLYTLWRERTLSLRRAGR
>MBL3578144.1 zinc transporter ZntB [Rhodovulum visakhapatnamense]AB19
MTPVPPHPLAAFDIGPDGTARPIAEAWPAAAPGPGAAWRWLHFALADPALADWTEAHLPAVAAEAILQTETRPRCTPLEG
GLIVNLRGVNLNAGAEPEDMVSLRIWVAPGLVVSVRRSKVFALDDLRRAAAAGTAPTSPGAFLAEIAEGLTDRFEAVSVQ
LEDLTDALEEAILEREDEDRAVDLAPLRRKAIRLRRHAGPQREALGRLSEGQSALIDAEARILLGESANRAARTVEELDA
VAARLVALHDHLEGLRGTVMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTANPWAFALLSAANVVLALGLLALFRL
LRWL
>MBL3578145.1 cation:proton antiporter [Rhodovulum visakhapatnamense]AB19
MPPLQLASLLIVLAALFGTINYFVLRLPQAIGILLVALIVSLAAMALDALVPGLGIGTGLRDLVLGIDFSDALLEGMLGL
LLFAGALHVKVEDLRAQALSVFVMATIGVALSVAVVGVGFSWLTGMPLLVALVFGAVVSPTDPVAVLGVLRAAKLSRSLE
TTIAGESLFNDGVAYVVFLILIGLAFPAAHATHGAAGDGNAVIAAAMLFLREAVGGALLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVGGGLMIGHVGMKYGMSDETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFDL
DGIETLVAAVALSLAARLVSVAVPVLLIGRRQGFERGTIPIMTWGGLKGGISVALALSLPDSDWKPLILTATYVIVVFSI
LVQGLSVGALARRFSREPKLV
>MBL3578146.1 YdiU family protein [Rhodovulum visakhapatnamense]AB19
MTLSIRFDNSYARLPDRFFSRQAPEPVRAPRLLALNRPLAEALGLDPEALASPEGVETLAGNRLPEGAEPLAQAYAGHQF
GGFVPQLGDGRAILLGEVVAPDGTRHDLQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVATGEE
VIRETRLPGAVLTRVAASHVRVGTFQYFAVRKDTDALEALARHVMARHYPETETVLDMLGAVLAAQARLVARWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFLDGYHPDTVFSSIDQFGRYAYGRQADIAVWNLAQLATSLLPLIDPDRERAIEAATAAL
HGFPDLFKAAWLDVFRPKIGLGTAEDGDAELIHGLLDLMAAERADFTNTFRDLAEGLSPGRLRDCAGIEAWTGRWQARLD
REGTAASAAQTRMRAANPAYIPRNHRVEAAIAAARAGDLAPFERLHRVLAHPFDPQDEARAFRAPPAPGEEVRQTFCGT
>MBL3578147.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSRMTYAAAAAAVVLGAGAASAATFDFKTMSLDSSHQLTVDGVTVTAYAGVYRDFPNPDTIVQTDCSTTSSCDRSVYQGD
HGLGVTGFLDGPYIDGFLGNDLLTLSFSQTVDFSAVLFSFWGNSDSFDLFVDGTLVSPEERSGPNPYPLSGLRGTSISFG
ADAMDDSYKLASITVAPVPLPAAGLMLLGGLGGLAAVGRRKKKS
>MBL3578148.1 nucleoside hydrolase [Rhodovulum visakhapatnamense]AB19
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGITAVAGNVPLALTQKNARMVCELAGRPDIRVFAGCDRPLAGALVTAE
HVHGKTGLDGPALPDPTMPLQDAHAVAFLIETLRAAPEGEVSLCPLGPLTNIATALREAPEIAPKIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAASIVFASGVPLTVMPLDVTHNALVTKPRNDAFRAVGTAAGEAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPGLFRGRHINVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDIDADAFFTLLTDRLGRL
>MBL3578149.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTLRIALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGMVERLQAEGSRSPADIILTVDV
ARLAEAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEDLADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDISLGNTYYMGQMLNDPEQEAWAQSVNVLFP
VFEHGGTHVNISGIAMTKAAPNREDALKFMEYLTSDHAQEIYAEVNYEYPVVPGTDPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MBL3578150.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum visakhapatnamense]AB19
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPRTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGAEAGLFDFHSVADRVSDKMVARHPHVFGSEDRDKSAEQQTRDWETIKAAERAGKKARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEEAQELAEARDRLTEAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKARAGR
>MBL3578151.1 agmatinase [Rhodovulum visakhapatnamense]AB19
MALEDAKSEVDGAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAITGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDVPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILKAGAACIALGGDHSVSLALLRAHAAKHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHEHGPAATAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MBL3578152.1 DUF1499 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKILPLVLLVLGLAAAGGAVWFRTVPDDPETWHVDPLTAAKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAVALAQ
PRTSRLAGAPGAFFMTYVQRSALWGFPDYISVRILPVEGGATWAAFSRSRYGHSDLGVNAKRLADWQAALEARLAPPAS
>MBL3578153.1 peptide chain release factor 1 [Rhodovulum visakhapatnamense]AB19
MVPLDKLEQISRRFGYLEARLAEGASGDFAQVGREYAELKPVVAEIEAYRGLLSDIDTAEAMLKDPEMRALAEEELPDLR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETKGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAGDIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGLVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAAARKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LDQILAGDLDEVIDALIADDQATMLAEMEG
>MBL3578154.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum visakhapatnamense]AB19
MTAPTGSVLLAGAVARLRAAGIPDPQRDARRLLAHALEIAPGRLTLVLPELVSPAAEARFAAALDRRAAREPVSHIVGLR
GFWGRDFRVSRDVLDPRPETETLIEAALSAPFSNVLDLGTGSGCILLTLLLDRPGTAGTGTDISAPALAVARENADRLGC
DGARFVLSDWDAAVEGRFDLVVSNPPYIAEAEMPGLAPDLAFESRGALTDGGDGLSAYRAIARAAPARLTPGGRLLVEIG
PTQARAVSAIFAGAGLETVAIRPDLDDRDRVVEARVAAPGT
>MBL3578155.1 DUF4167 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRPSKSRSRSKSNRSRSIGNIVNRVFDSSGPEGKVRGTPQQIIDKYNQLARDAHLGNDRVAAENFQQHAEHYARLLGEAQ
REQDARREQQDAQQPRPRERDDMQEASQGNDEPEEFAPAPKVASDSGTDVIDIVGDDDGQESTLVETPEEKPAPKPRRPR
KPRAVKPRGDEAGGAAERGESAQGDSGQGDSGQGDDQPDAPKSGTGKRRGGTAANDGQPSANPQREAPAAE
>MBL3578156.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum visakhapatnamense]AB19
MSTIDGLPPLREVIAAHGLSAKKALGQNFLLDLNLTAKIARVAGDLAGADVLEVGPGPGGLTRGLLAEGARRVLAVEKDT
RCLAALAEIAAAYPGRLEVVNGDALALDPLAHLTPPVKIVANLPYNVGTELLVRWLTPATWPPVWSSLTLMFQKEVAERI
VAEPGSKAYGRLAILAQWRTDVRIALKLPPEAFTPPPKVASAVVHLTALPAPRFEADPAVLERVVAAAFGQRRKMLRASL
KGLAPGIEDLLHSVGIAPTDRAEQLPLEAFCALARAVAGARG
>MBL3578157.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum visakhapatnamense]AB19
MTGLPIALSCGEPAGIGPEIAARAWQSLGARLPFFWIGDPRHLREGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAGVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEFLAHLAGVDRVVMMLAAPALKVVPVTIH
IPLAEVPQALTAELLENSLRVTEAALIRDFGIDSPRLAVAGLNPHAGEGGAMGGEELALIGPVLDRLRAEGMRIAGPLSA
DTMFHPQARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGSGQADPSSLIAALKLAREMAL
ARAAGRR
>MBL3578158.1 SurA N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIGRVGLAAAAVAILVLSGADGSMAQQGGPFAPRLFVNDKAITNYEMDQRIQFLRLLGNPPDIEKVALDGLIDDRLRLDE
AERLGITVSDEQLKEGMEEFAARGDLDVDQFVVLIGQAGVSEESFRDFVKSGLAWREVVRAKYGPRTQVTDAEIDRAVQS
AAGGGPAATAGTQVLLSEIVLRADTPDYRRDALALARQLSGSIDSADAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPSV
AGQVLALGPGKVSEPIEMDNAIVLFQLRSIREDRAEGPKTAAVDYAKFIIPGGTLAQAMKVRMRADTCDDLYGVARGLPP
ERLVRETRQVADLPPDVAQELAKLDDNEVSYALGNARAAVVLMLCGRTPDLGEDGAIDREAVRRQLFGQRLAGYADSYLA
ELKADAIIREP
>MBL3578159.1 LPS-assembly protein LptD [Rhodovulum visakhapatnamense]AB19
MRALLAFALTTALTTGAATLPDRLFAEETARPAATLVADRISVGDLRELVAEGNVEVFYGETRLAATRIVYDRTGETLAI
EGPITLTSGPDTVFLADSAELSADMTEGILRSARMVLDQQLQIAAADIQRVAGRYNRLGETVASTCKVCVNGEVPLWQIR
ASRIVHDEQEGQIYFDHARLEVAGVPVFYLPHLRVPDPSRKRATGFLTPSTRITDQLGTGIKIPYFIELGPSQDLTLTPY
LSGSQTRTLELRYRRAFTRGEIELNGAISRDDILEGETRHYLFAEGRFDLPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESSVEISRARRDELIRAEIGHLKTLRDSEDNSTMPSLVGEAEYVRRFEPAALGGLARLEFSADMLHRRSTEETDGPDFDA
YGDGMDLGRVTIGADWRRDWTLRKGMVLATLGAVTLDHYEIGDDDTYGGSQNRLTPGAAVELRWPMVKSAADGSSQILEP
VVQLAWSRDDDSDIPNEDGVLVEFDEGNLFSMSRFSGDDARETGLRANFGLGWTRYAPSGWALGLTVGRIWRFEDDDQFA
SGSGLEGDMSDWLTAVKLDFGTAVSLTNRAVFDDSFDFTKNDLRIDWEKDGIDIGSSLLWVEANPSEERLDDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGLGLEYSNECVSVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MR
>MBL3578160.1 LPS export ABC transporter permease LptG [Rhodovulum visakhapatnamense]AB19
MTLHLYIARKFTLYLLAILGIFGAIMVLIDMVEELRDFDTGTLGIGGALHLSLLKVPGDLYTILPLIAVMATVALFLALA
RSSELVVARASGRSALRSLTAPVVVALVYGVIAVAIFNPIIAATSRQYDSVSSRYKGREASVLSVSSEGLWLRQGSLSGQ
TVIRAARADAQATRFYDVTFLSLDAKGAPVWRIEAAEARLRPQGWDIRDAKRWGFGPEIDNPEARAAVSPQLVLPSDLTL
ENIRDSFARPAAVAIWDLPAFISGLDRAGFSALPQRVWFQMELAMPLVMAAMVLLGAAFTMRHVRFGRTGMMAMLALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPLAGILLSLGLLLHLEDG
>MBL3578161.1 LPS export ABC transporter permease LptF [Rhodovulum visakhapatnamense]AB19
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFNEIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVVNRL
TNESEMVVMQALGCSPWRLARPVALFGLLVAVPICILTHFLVPASRAQLDLRQAEISRDFTARFLSAGQFLHPASGITVF
IREIARSGELKQIYLSDATDPATRVTYTANRAFLVQSEDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISGLIGSAR
IRRPSLDEMSTRDLLFPSPELIEAAGKPRALFLYEGHARTAQALLAVAGALIGYGALMAGGFSRFGLGRQIGLAIALLIA
VNFLSNSAAGVAQSDAALWPVTYAPPLIGIALGLGLIWLSAMRRRRPRPARERAA
>MBL3578162.1 leucyl aminopeptidase [Rhodovulum visakhapatnamense]AB19
MSTPVAIAFAETDLEAVAGAAGRIAVLVDAEGKLDPGARRVNRLTKGALARFTDSEAFAGMKPAEIVTLAWPAGLAAEAV
DVVRLDRKASQADARRAGAELAKRQGKADVLLLAGSHPRAADIAFGFALRAYSFDAHRTAEPVVPGAVKVMVAKPEETAA
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEIIEEDELKALGLRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPAQGMEEMTMDMGGAAVVAGVMRTLALRKAKANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYTQDRFKPAGVIDLATLTGAIIVALGTANAGVYSNDDGFCADFLKAAAAEGE
GAWRMPLGESYDKLIKSRLADIKNSAGRSAGSITAAQFLQRFVAAGTPWIHLDIAGVAMVQEETALAPKGATGWGVLALD
RLVADRFEK
>MBL3578163.1 extradiol dioxygenase [Rhodovulum visakhapatnamense]AB19
MIIPATRYRDPEAALLFLVGVLGLEEQAVYRDDEGNLIHAELRLGDGLMMFGPAGRGGLDPHLADPGEIGGRETTTIYAV
VPDATDLHGRAVEAGARIVMPLAEQSHGGTSFSVADPEGHIWTFGTYNPLARR
>MBL3578164.1 DNA polymerase III subunit chi [Rhodovulum visakhapatnamense]AB19
MGQALFYHLTRGPLEDTLPVLLDKAMTHGMRVAVRGTDRDRLAWLDDRLWLGDGFLPHGMAGTGFDADQPVLLTAEAALP
NGARCLMAIDGAEVTPDETRALDRVCILFDGTDPAAVERARGQWRLISGAGLAAQYWSEDSGRWQKKAESGG
>MBL3578165.1 shikimate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTSGISGDGVPILLGLIGRGIARSRSPAMHMAEARAQGLTLLYRVLDMDAPPRRGLDLAGMLAAAEAAGFDGLNVTHPFK
TEVTGLLDEVSKDARAVGAVNTVLLGGGRRIGHNTDLWGFAESLRRGLADAPRGHVLLIGAGGAGGAVGHALARSGVARL
SIHDCLPDRAEALADRLSDPGGGCAVRAIADPAALIRDDRPDGIVNATPMGMAGHPGMAVAPDLLCPEIWVADIVYVPLE
TPLLAAALRAGCRVLPGAGMALFQAVRAFELFTGRPADPARMRAAFERFDAGRARS
>MBL3578166.1 PaaI family thioesterase [Rhodovulum visakhapatnamense]AB19
MTDPTQGPGPDSDRIAEIAANQPPFARLLGLTVVSAAPDRVLAELLVTEDLTNRNGTLHGGAIMAVADNLGGTATFLNLD
LEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MBL3578167.1 TIGR02281 family clan AA aspartic protease [Rhodovulum visakhapatnamense]AB19
MTGDDFGRLIYLVLLATVIAGYFLLSHRRRLGQVAQQAAIWGLIFIGVIAGFGLWSDIRNDVAPRQTVFADENRIEVPRA
PDGHYYMTLRINDVPIRFVVDTGATDVVLTRDDAEKVGIDPQSLQFFGEAHTANGAVRTAPVRLDVVELGPVTDRNLRAF
VNSGEMRESLLGMAYLNRFERIEVVRDRMILTR
>MBL3578168.1 MarC family protein [Rhodovulum visakhapatnamense]AB19
MDLGFHVSAFITLFVIVDPIGLAPVFVALTQGMGTRQRRAIGLRAAAIAVGLLTLFGIFGEKVLAFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAMATMILLNGQIDRAPLDMLLIHLSMIAVIGICVALF
LAASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPA
>MBL3578169.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGEIAFPRHARIGGVAQEVPSSETSL
LDTVLAADTERASLMAEAETATDPHRIAEIQTRLADIDAWSAEARASSILRGLGFTEAQQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLESYLARYPHTVILISHDRGLLNRAVGHILHLENRKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMTPIAAPEDLARVVFTFPQPDELSPPIVALEGTSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDKLSGRMTTANRLRIGYFAQHQVDELHLDETPLDHLRRERP
DEAPAKLRARLAGFGLGADQAETEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVQGGRVTPYEDDLDAYRRMLLGTDLPEKVAGTDRPARPEAPRRASRDEILALRAEVRKCEQRVE
KLDEMRSRLQEKLADPELYDPARADERILWQKKFAEAEEAMERAEALWMAALEKLDTAEA
>MBL3578170.1 alanine:cation symporter family protein [Rhodovulum visakhapatnamense]AB19
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGLQFRHFPEFIRVVVSSSESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWMVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLNAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGALTGVVIFGGIRSIASVAERVVPIMAGVYLLVAAYVLVVHAAEIPGLLALIVKS
AFGVDQAVGGFAGGFAAAALNGVKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQSLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAFGPPFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTKDYFEQRKTRAEPYFRLSKHPEIDPKGIDRTIWNEDVAAERG
A
>MBL3578171.1 nucleoside-diphosphate kinase [Rhodovulum visakhapatnamense]AB19
MAIQRTFSIIKPDATRRNLTGAINAKLEAAGLRIVAQKRIHLTKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDGADTAKEEIAYFFSGLELVG
>MBL3578172.1 hypothetical protein JMJ92_08405 [Rhodovulum visakhapatnamense]AB19
MFTGRAADMGVFAGRYTVGEAMHGELRLRTYFEPRDAAYSPAYTEAVAGYIDRFSAEIGPYPYPGFSVVSAPIPVGLGMP
GLTYVSQSILGHGYMRGRSLAHEVLHSWWGNAVAVDYRRGNWCEGLTTYMADHALAEDAGPEVARAMRLGWLRDLAALPA
GEDRPLTEFRAAAHGDRQAVGYGKAALLFHMLKAELGPEDWRAGLRRFYADHHDRVAAWHDLRAAFEAVSGRDLGGFFDL
WLTRSGLPALRLEAAEPEGTALHLVLGQSGPAYRLSVPVVVETEAGTERHLVALDAGRGEATLRLRAPARAVSVDPDFDL
ARALAPGEVPPMLGDLFAGPEPVLLALGGETAAAEALGARLLRRPARLVDAAAAETAPALIVVGSGAEVAAWRMAHLSAP
APWSMDAGRARAWVERDPGGRLIGFLSADRIEDLASELGALRYQAGQSYAAFAGGAAVVAGDWPTGATPLSRRFD
>MBL3578173.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum visakhapatnamense]AB19
MIPNILSIAGSDPSGGAGIQADLKAIGANGGYGMAAITALTVQNTQGVRGAELVAPALVADQIRAIREDIRIDAVKIGML
GSAAIVEAVAGALAGLDAPVVLDPVMVAKGGDRLLAEEAVAALSAYLMPMAAAITPNLPEAADLLGRPEAQDRFGMEAQA
EALLALGPRAVLLKGGHLSGSDSPDLLLDPTGRVWFEGPRIDSPNTHGTGCTLSSALATWLARTGEMRPAAEAARAYTRA
AIMGAAALSVGHGHGPTDHFFALRNLPV
>MBL3578174.1 thiamine phosphate synthase [Rhodovulum visakhapatnamense]AB19
MNRKTLAVYFVTPDGATPDLVMAAVQGGASMVQLRDKQASDSDLIALARQLKPDLTRRGVPLIVNDRLAVVLASGADGLH
VGQSDGAPSALRKALGPGRLLGLSVETLAQLDAIPPGAVDYLGVGPVHATATKPDHAAPLGVEGLGRIVTRTTLPCVAIG
GLGVADAAGVKAAGADGMAVVSAISAAPDPAAAARALAEAWRSA
>MBL3578175.1 hydroxyethylthiazole kinase [Rhodovulum visakhapatnamense]AB19
MPSATETPTGAPSQTASPTPGAHLAAMRDRAPLVQCITNFVAMNTAANVLLAAGASPAMLHAAEETREFTPLAQALSINI
GTPSPHWAAGMKAAAGAARAAGLPWVLDPVAVGATSYRQALCGDLLALEPAVIRGNASEILALAGAATRGKGADSADPVE
AAEAAARALAQRSWAVVAVTGPVDYVTDGTRAWRVSNGDPMMPKVTALGCSLTALVAAFVAVEGADRAEATVAALACFGL
AGEIAARGASGPGSFAVALLDALHAMTPEALDLGARVEPS
>MBL3578176.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MTPAARIAAAAELLDAWREGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCARSFAALGGAATGRGMMLGALRAEG
TDPGTVFTGEGHAPAPLSEAERAPMPGLADLPEAVACDCPEALEEMLRDSLGPAFRPVMDLLRHRAPVFLRVNLRRSGRD
EAAAQLAGEGIETRPHALSPTALEVTAGARRVQQSRAFADGVVELQDAASQAVADLMPLDAGARVLDLCAGGGGKTLAMA
ARGTARHYAHDAAPQRMRDLPDRAARAGIAVTCLDGADLGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPDDLARLTA
LQAGILDRAAALVAPGGHLGYATCSLLSAENDAQVARFLANTPGWTEVAERRLTPLDGGDGFYAAVLRRGDG
>MBL3578177.1 response regulator [Rhodovulum visakhapatnamense]AB19
MVTVRRSAAAHADRAWVALALGVLLVAAAWTSPWPGLFAPLLTAGSTLACLAVLLRLFGRPVSDIPSDRLRRLCASAPGA
TLVTDSEGCVLIASPEALRRVAAVRGQPVADALQAFFADPGHAVADLISAAARGLPASAQRTLASGPLRIAVERAGSGLF
LWRLESCAADGPEIALPMVRLDPSGRLAVINAAARALIGQSPDSVAALLGGASDETEEVMVETPEGPSRRRLVQLRMADG
GREFYILPEAAGARAAEAPEGFLDALPVALLQLDIDGTVRLSNARANKLLGAYAGEALNLCDRLEGLGRSVGDWLADAAQ
GRAPNTAEVLRVARDDRELFVQVALARMGGGGLVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAISGH
CDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVMDLRDTMGELAHLLDRLVGEKVRLRMRHAEAL
PPIRADKRQLEQVVMNLVVNARDAMPEGGEIRLETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGHGIPPDRLTKIFEPF
YTTKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPAYAGEIGPAAPRREQGTVEDQPGSAVGLLVEDEAP
VRSFAARAMRMRGHTVLEAESGEEALEKLSDPDLKVDVFVSDVVMPGLDGPGWVSKALADRPGTRVIFVSGYAEDSFGEI
KARIPNSVYLPKPFSLADLTATVQRQLRAAARAREGHPDEEEGRLPEEVS
>MBL3578178.1 recombinase RecA [Rhodovulum visakhapatnamense]AB19
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIEATSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPIYAKKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKAELEGDMGDSNLGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVLFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATRVKVVKNKVAPPFKQVEFDIMYGEGISKTGELLDLGVKAGVVEKSGSWYSYGDERIGQGRENAKNF
LRENTEVAMQIEDKIRAAHGLDFHMSGDDNDEMIED
>MBL3578179.1 alanine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MPSLNEIRSTFLSYFERNGHQVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTRDFGIPKDRLLVTVYHTDDEAASIWKKVAGLSDDKIIRIPTNDNF
WMMGPTGPCGPCTEIFYDHGDHIWGGPPGSPDEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVTPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELRRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGEAAFKLYDTYGFPLD
LTQDALREKGRKVDVAGFDAAMAEQRAKARASWAGSGETKEATIWFEIAERVAATEFLGYDTETAEGQVMALVADGAEVD
QLAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAPLAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAVDELAAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGQDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGVRRIEALTGQAALDHLIA
QQQRLAEVAEAVKAPASDVVARIRSLVEERRALEHEVAQLRRELALAGPAGAAPETREIAGVTFLAQVLHGISGKDLPPI
IDEHKARLGSGAILLIAEADGKASVAAGVTPDLTGKVSAVDLVKAAVAELGGKGGGGRPDMAQGGARDAANAEAAIKAAE
AVLGA
>MBL3578180.1 DUF1330 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPALWIAHVTVTDAEAYAKYAELAGPAIAAHGGQFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVETSE
>MBL3578181.1 translational GTPase TypA [Rhodovulum visakhapatnamense]AB19
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRVNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDQQLDFPH
MYASGRSGWADMELDGPRKDLHALFDMILEHVPAPKQLARTDAPFSMLATTLSADPFIGRILTGRVESGRVKPGDTVKAL
SRTGEMLESFRVSKVLAFRGLSQQPIEAGEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQRLEP
IEEVTIDVDDEFSGVVIEKLTGVRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPHKGP
IPGRRAGVLVSIEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNIRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPGSIRLRKRYLDPHERKRQARAAG
>MBL3578182.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum visakhapatnamense]AB19
MPKHYLYLLLAVVAETMATSSLQASQQFTRLWPSVLVVLGYALSFYFMALTLKVMPVGIVYAIWSGLGIVLISGIGWAVF
GQRIDWPGALGLGLIIAGILVIHLFSKTAAH
>MBL3578183.1 YitT family protein [Rhodovulum visakhapatnamense]AB19
MPPPTVPRHSLLEDAQGLVVGTLLVALSVQILKSAGLVTGQIAGLSLVASYVSGFGFGPVFFALNLPFYWLALRRMGLAF
TVKTFSAVALLSLFTELMPHVLTLGRVQPLAGSMLAGVVAGAGLLALFRHGASLGGVGIMALWLQDSRGIRAGWVQLGFD
AIVFALAFAAIPPLTVLCSLAGAAVLNVIIATNHRRDRYIAR
>MBL3578184.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTKIKVENPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTNDQITVDAAEKIRDVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTRPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQVIEKVVYDAPAAGVAMGMYNLDQSIIDFARASMNYGLSMGWPVYLSTKNTILKAYDGRFKDLFQKVYEEEFEERFKTA
GITYEHRLIDDMVACAMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSVLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNEPLMHFAQTLERVVVATVESGSMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MBL3578185.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNRVVYSLHYAFYNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRSLVDKLHEQKGITITHQEIEGADHFFQEPHMDPMIENVTTYVRRRLTEGTR
>MBL3578186.1 Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MKLSTKGRYAMVALADLALQPEECLVSLSEISKRQNISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPAADIRVSDVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQARLSDVIGNGLAPCPAVPALFHIVDED
>MBL3578187.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MPGRVYLDWNATAPLRPEAKAAMIAAMDVVGNPSSVHAEGRAARGLVEKARAQVAAALGAEGAEIVFTSGASEAAALACA
GRWLQGAEIEHDAVAAWIDPCLPVDSEGRVTVRDPAGTALQLANSETGVIQQIPEGLAVCDLTQGFGKLPIAFDWLGCQM
GLVSAHKIGGPKGIGALVMRPGCDMEPQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAAELAAGNWAEIERFRSILELT
IAERANKTIFVGKGASRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGEDVAASAIRVSM
GPGTTEEDVRRFAEAWLAAEAKFRARAG
>MBL3578188.1 Fe-S cluster assembly protein SufB [Rhodovulum visakhapatnamense]AB19
MAALDKADMKNVKEGVDQETVEAVQSMAGKYKYGWDTEIEMDYAPMGLTEEIVRLISAKNEEPEWMTEWRFQAFRRWQQM
EEPDWAMVDYPEIDFQAQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELQAAGVIFCSISEAIRTHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDTAQLHAAVVEIVILDDAEVKYSTVQNWFPGDENGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNSSSRVEHEATTSKVDEDQLFYCRSRGMDEEEAVALVING
FCRDVLQALPMEFAMEAQQLVAISLEGSVG
>MBL3578189.1 hypothetical protein JMJ92_08490 [Rhodovulum visakhapatnamense]AB19
MAASGAGRGTGAETGRAAADRGRGPEGRRRLLPLPSIPGHGGRLFLTTRMRLLIVAQGLIFYASLQDEETIDWLGTLVPL
SKGQAALAEGLLGLVLFSLWGLCMIAWMRVVARDRQDGK
>MBL3578190.1 heavy metal-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIVTTTPSVEGRSIIAYHGVVVGEAILGANVFRDIFAGITDIIGGRSSAYEASLGEARETALAELEQRARAMGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MBL3578191.1 Fe-S cluster assembly ATPase SufC [Rhodovulum visakhapatnamense]AB19
MLEIKNLHASLEEEGKEILKGVNLTVEAGKVHAIMGPNGSGKSTLSYVLSGKGGYEVTDGSATLAGADLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGEEEMDAATFLKEVRAKAKDLKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVADGVNALRSPDRGFLVITHYQRLLDHIVPDVVHIMARGQIIKTGGPDLALEVER
NGYADILAEVA
>MBL3578192.1 Fe-S cluster assembly protein SufD [Rhodovulum visakhapatnamense]AB19
MGLPQAKLTATEARLASLAMPVQAGWTRPLREAALTRVQDLGLPGRRDEYWRFTRPDELISAAPVPAAVLPPAENATFED
IDRLRLVFVDGVFDAEASDDPALAGLEITRLAEAEAQDISWAADLYGVLETRGQSPVPRPLAALNTAFATDGVLIRATGK
VEKPVNLVYRHCDETSDAILHHLIRVEPGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIEMTGDNGTAHVAGACMGDGSFHHDDTVFITHDALNCESRQVFKKVLRKGATGVFQG
KILVKAGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVVASLADWLERHRR
>MBL3578193.1 YIP1 family protein [Rhodovulum visakhapatnamense]AB19
MAVTTEIVATWRGPRAALRRQLRMGPREDRALIYLMIACFLIFIGQWPRLAREAYMTPEVPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFTARLALFWTLLCVSPLWLLQGLVAGFIGEGPALALVSTVLAVAFLAIWLLSLVEAEA
>MBL3578194.1 YIP1 family protein [Rhodovulum visakhapatnamense]AB19
MTEPRPSLLSLARDTVTDPRGSAVRVLSLAPPRAVLWEALVLVVILSVLLTELGELISPAPIDPMMPVFMHYPLAAAAVQ
GLLLVVTVHAIAGIGRVFGGTGDLAGALALTVWLQFIMACLQVVQLVFLIVLPPAAGLVGIFGIGLFFWLLSHFVAVLHG
FPSVLKTFAMIVFSMIGIVFGMSLILSILGITLTGAIPDV
>MBL3578195.1 cysteine desulfurase [Rhodovulum visakhapatnamense]AB19
MYDVHKIRADFPILSRQVNGKPLVYLDNGASAQKPQAVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGIIARFLG
AADADEIVFTSGATEGINLVSYAWAAPRFEPGDEIVLSVMEHHANVVPWHFLRERQGAVLKWVDVDGNGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSASGAIHIRKE
RMAEMRPFMGGGDMIREVHKDGILYADPPMRFEAGTPGIVQQIGLGVALDYMMGVGMENIAAHEKAITAYAMDRLTGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMDHLGITATCRASFAMYNTPEEVDRLIEALEL
CRDLFA
>MBL3578196.1 tryptophanase [Rhodovulum visakhapatnamense]AB19
MPSVRFFSGETVPLEMHKVRVVQKLTLPDIDTRLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMDWILPTHQGRACENILAQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAGRIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLEETMDE
DMISQGPQFIAYMVGELDRRGIPVITPAGGLGCHIDVMRFLDHVPQPQYSAGALASALYIASGVRGMERGTLSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQRLVAQFKADFGD
SL
>MBL3578197.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLSAEDIRHGFGGRDVLRGVSLRLAPGEVLGIGGASGAGKSTLGRILAGRTRPEGGRVRWQGAGLPGRGPCPVQHAPQSP
DTATDPRWPVAKILANGGPPDAGAVAALGIRADWSRRLPGELSGGELARVSLARMIRPETRVLICDEITAQLDALAARDL
WQALLPLARARGMALIVISHDAGLRRALAARDTVLTDGRLCPA
>MBL3578198.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MLRIEDLSVAFRQHDGRLTRPLEGVSLTVAPGDCAGLVGGSGAGKSLIAEALTGTLPRNAELSGRIEVSGRIALAPQAVT
ALDPLARAGAQIARLARLAGRRADPAALMARLGLPEAALRAYPHELSGGMAKRVLIATALATGAGTLIADEPTLGLDPEA
ADRIMALLGGLAADGTGVLIISHDLPRLVATATRVTVLCEGRPVETAPAAAFPEGLIHPFTRALWDAQTWTATESAEAC
>MBL3578199.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTTAPALALASPVRRDLLIRGGLALGLVSVLLGAALALPPEGPPVSALARNLAPSLAHPFGTDSLGRDMALRTALALATS
IKVGLFAAVLSTAVAVVFGLAAASHRLADRLVGVATELALGVPHFVLILLIAYAAGGGMASVILGVGLTHWPRLTRVLRL
EAQTVAASDYVAISRGLGRGPVWIARHHLAPHLIPQIVAGFVLIFPHAVLHEAGLSFVGLGIPPHLPSIGVILADSLRAL
MAGHWWVAVFPGAGLMLVALTVERFGEALRRAADPAEGVA
>MBL3578200.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTGWLGRLLVERLIRLAWLLPLAMAGLFTLVSLAPVDPITSYVGARVAEVGPDQRAAIAEAWGLDAPAPERFALWLGHIA
RGDLGSSITFNAPVAQVLAGRAGASLTLIALAFLMSFAVGLSLGLTAAATRGRWPDRAIRGFAVVLTASPGFWVALLLIA
LFAVGLGWLPSCCAAPPGLTADEADLAVRLRHLILPAATLSVVGTGPLILHSRARTAAFLESPAARHLAAHGARPGWLAW
RPGLRHALGPALAVHLAGTGELIGGSVLAETVFAWPGLGQATVRAALGADAPLLLGIALATLVVVFLGNLAADVAARLLD
PRLRQA
>MBL3578201.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRPLSFLALAVSLSLPLAAEAAPPLVLAVGGEPETGFDPIMGWGRYGNPLFQATLLRREADLSLAGDLATGWTLSDDRLT
WTVTLRDDARFSDGTRLSAEDVAFTFNAARDGDGLTDLKVLKEARATGPLTVELELRHPQITFTGDLATLGIVPKASYGP
DYARHPVGAGPFRLVEWREGEQLIVAPNPYWHGPEIPFPRVTFVFGAEATGLALARTGAAQIVAVPPAEADAPPEGMQVL
HVPSVDNRGVMFPMRPAGGTTAEGAPIGNDVTADRAIRVAVDQAVDRTALLALAVNGHGAPAHGPADGLPWDNPADRLSE
TGPDAARATLESAGWTDADGDGLREKGGLKAQFQLVYPASDSVRQALALGVAEALKPVGIRAIPDGRSWDEIGRLMHSEP
VVFGWGSHDPSEVFNLYDSGFAGRGWYNPGFYENPAVDAHLAAAEASESYEASLPEWRAAQWDGTTGFGARGDAAWTWLI
NIDHSYWVSACLDLGPIQTEPHGHGWPITQGLPGWRWTCE
>MBL3578202.1 nickel-responsive transcriptional regulator NikR [Rhodovulum visakhapatnamense]AB19
MQRITITIEDDLLEALDAFMDRSGASNRSEALRDLIRRGLDQDAPEAAECVGVVTYAMDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGQTVLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MBL3578203.1 hypothetical protein JMJ92_08560 [Rhodovulum visakhapatnamense]AB19
MDDIGGRHGPVFRDEVPGGAGLPAMLEMVLMRLAACPETGARARELGQLGFMQWLGSLPGRADLPAAARAAEAQAAPGPA
TGALDEFRRLLVQIRAMPPRPLDLALPRPCRRGGARARRLRL
>MBL3578204.1 methionine synthase [Rhodovulum visakhapatnamense]AB19
MTQPAPRPARLSLSPVFETLRTAAAERILVLDGAMGTQIQKLGLTEEDFTGPGGGCGCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYALVGADIVETNTFSSTAIAQADYGLEDKVFALNEAGARLARKAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNNPGYRAVSFDDLRIAYAEQLHGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFATDGLV
NIVGGCCGSTYDHIAAVAKAVEGHAPRKIPEIAPKMRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRKLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEKGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITAHCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQAGMDMGIVNAGQLAVYDQIDPELRESCEDVVLNRR
ADATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKDGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIIAAAKEHAVDIIGLSGLITPSLDEMVHMASEMQRQGFDIPLLIGGATTSKVHTAVKIAPNYTAGQAVYVTDASRA
VGVVSALLSDNQRSGYVEGIREEYREIAEKHARGEAAKKRLPLVAARANRIAIDWTGHTPAKPSFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMKGVFPRILEDEAKGEAARALYDDARRMLDRIVQGDWFAPKGVVGFWPANAVGDDVRLYTGEDRKET
LATFHTLRQQTAKRPGVANAALSDFVAPEGTAPDYLGGFAVTAGSEEIAIAERMAAEHDDYGAIMVKALADRIAEAFAER
MHAEVRRSLWGYAPDETFTPEELIAEPYKGIRPAPGYPAQPDHTEKTTLFRLLDAERAVGIRLTESMAMWPGPSVSGLYF
AHPDSFYFGVGKVEADQVADYAARKGIALAEAERHLAPVLNYTPGKAGDAAAA
>MBL3578205.1 paraquat-inducible protein A [Rhodovulum visakhapatnamense]AB19
MLRLANLALLILFPVAWAAPLLRAGLLPLFGMSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYDLASP
RLLPAIHVMGKLAMADVFLIAIYVVVAKGVGLGRVETAWGLYLFTFCVLASLALSSLTARVMHRT
>MBL3578206.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIELRDIRKAFGRNHVLRGVTLTVPKGESMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASRAEREAFLARFGML
FQGGALFDSLPVWQNVAFRLMRGATKRPKAEAREIAIEKLRRVGLKPEVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMSSVRAIADDVAMLHGGVIQWTGPVADMDHSGDPYLDQFIHGRA
EGPIEAVR
>MBL3578207.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MILLNPVGALGRAVLDGLAALGRLTLYLGATLYAMVRPPFYFREFGHAVWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMARELGPVMAGLMVAARVSSSIAAEIGTMKVTEQIDALVTLSTDPMRYLTVPRVLAATVTVPVLV
AVGDSIGIFGGYLVGTQSLGLNAAAYLKNTADYLEIWDVTSGLVKGAAFGFLIALVGCYYGMNSGRGAQGVGAATKSAVV
AASVLVLAANYILTTLFFAA
>MBL3578208.1 alanine racemase [Rhodovulum visakhapatnamense]AB19
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARVLAQAGARRFFVAAAEEGAQIRNALGPGPQIC
VFSGHMAGDTDMIGDLDLVPMLNSVDQLTRHMEGLPGRAFGIQLDTGMNRLGLEPAEWAAVRDIVLAAGPVLIMSHLACA
DEPGHPANLQQLTAFREMTDGCAVPRSLSATGGVLLGPNYHFDVTRPGMGVYGGLPFPEAEPVVGLSFPVIQTREVQPGE
SIGYGYTFTAPERRVVATVTAGYADGMHRALSNRGQLWFEGTPCPILGRVSMDLITADITHLGTVPPALDLLCPEQGVDA
VADTAGTIGYEIMTSLGRRYARRYVGGAGT
>MBL3578209.1 replicative DNA helicase [Rhodovulum visakhapatnamense]AB19
MNKVRTIRPEGEEADDTTGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPQHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPAAQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGLSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGTLPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEAAEVPSEQIRRGDMTETEFRRFVNAAKDLEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVENREDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPGDHDLEGMAKWQEQMESVHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVKPWQQGQAVEGF
>MBL3578210.1 orotate phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MIPTAFPDKSEIARLSARMLLEIGAVHFNAETPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLRDAGFEAFDC
IAGGETAGIPFAALVAERMALPMTYVRKKPKGYGRNARIEGVMAEGDRVLLIEDLTTDGGSKISFVDAIRDTGAICGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWWDVLAEARAQGTFDSATLAEVEEFLKAPRAWQEARAKV
>MBL3578211.1 dihydroorotase [Rhodovulum visakhapatnamense]AB19
MTQSRTIRRPDDWHLHLRDGAMLAGVLPESARDFARAIVMPNLVPPVVTGTQAAAYRDRIIAALPEGADFTPLMTLYLTE
ETDPEDVARAHAEGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDRMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRAVPGLKVVMEHITTSDGVDYVRSAEAGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
VRFFFGTDSAPHADPAKESACGCAGVFSATNTLSCLAEVFERAGALDRLEAFASLNGPAFYGLPPNEDRITLTRDAAPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MBL3578212.1 heparinase II/III family protein, partial [Rhodovulum visakhapatnamense]AB19
LCAGRFLFDGGAVEAPGTGIWDVASPGARFEADRQGFGWLDDLAAAADGKARTAAQDWTQGWIERFGRGSGPGWTPELAG
RRTIRLIHHARFIEAGLDEARRARLHLALARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPKALAALDRA
CDADIADDGALATRNPEELLEVLTLLGWTEAALALAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGRGPEGRLD
QALAAAGVKPRALRGLAMGYARLASGRTTVIVDAAPPPAGPASAEAHASTLAFELTSGRRPVIVNCGTGGAFGPAWRMAG
RATRSHSTLAIEGFSSSRLAPRRRRRPQLLTEIPGPVEWRAETGQAGQALTAWHDGYSTTHGLTHVRQLNLAYDGRALSG
EDTLAAFTPEERAAFERALARSDGEGIAFSIHFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAATLSLAPSVYLET
GRPAPRASQEIVLSARVTDAACVVGWTLAKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MBL3578213.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum visakhapatnamense]AB19
MTDLVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVRDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGAEYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMANALGDTQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSDRPGVA
TAKQWQGKELSYNNINDTDAAFELVSEFLPAGGPACAIIKHANPCGVARGTTLEEAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEIFAAKKNLRLLTTGGLANPAAAALTYRQVSGGFLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFP
FSDGLLAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVLTGMRHFRH
>MBL3578214.1 signal peptidase II [Rhodovulum visakhapatnamense]AB19
MRRLGLVAALVFLLDQASKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLFAHDADLARWLLIGVSLAISAGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNVADVAIFAGALGLVLYTGKDKTP
>MBL3578215.1 DUF3035 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRSARILVLGAAMAAALSGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLEMPQDVASLPAPTPGGANLVDPTPEADAI
AALGGNAARGTGGDPGLMAQVGRFGVDPSIRQTLAQEDLEYRQKHDGRLLERWFNVTVYYKAYSRQALNQYEELERWRAR
GVRNVSAPPEGLK
>MBL3578216.1 insulinase family protein [Rhodovulum visakhapatnamense]AB19
MPIRLALLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGEFSRIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRNAAQYLNHPYGIPVIGWRHEMEGLSRADALGYYRTYYAPNNAVLVVAGDVEPEAVKAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKPAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYDG
LSLDKTTFGFVVVPAEGVSLGEAEAALDKALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEILQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MBL3578217.1 insulinase family protein [Rhodovulum visakhapatnamense]AB19
MIRAVFSSFAFVLLAALPLRAEVEIQEVTSPGGIHAWLVESHEVPFVSVEIRFQGGASLDAPAKRGAINLMTGLLEEGAG
EMDARTFARERDALAASFRFDVSSDSLAVSARMLTENRDRAVGLLRQALMAPRFDQDAIERVRAQVISGIRSDATDPNAI
AGETFDRIAFGDHPYATPISGTEASVNALTRDDLIAARDRVIARDRLYVAAAGDISAEDLGKMLDTLLGDLPETGAPMPG
PAPLNLAGGVTVVPFDTPQSVAVFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGQVASGNDKIAEAVEVIRDEWARMAEQGATEDELAKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAADWLDPAHLQFIVVGQPQGLETTN
>MBL3578218.1 DNA mismatch repair endonuclease MutL [Rhodovulum visakhapatnamense]AB19
MTSPAPNIRPAPPIIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRVEVAYAQGGKGLIRVTDDGWGMAPGDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRRDGAEAARIAVTGGAAGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVKRLALAEPFIGFTLRDMSDGGEGRVIFRADAQTGDLFDALYGRVVAVMGRDFAENA
LKIEAEREGFGLTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLIGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPPGPPRVYQMDRPSPRALSLSYAAQAPAAPEAP
LAEGFAEPSARFETAAPAPEAEALPLGAARAQLHENYIIAQTERGVVIVDQHAAHERLVYEKLKRQMAERGVAAQALLIP
EIVELSEGDIARLMEHEADLTRMGLTVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQARLDAILSRV
ACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELKLSDIERLFGRT
>MBL3578219.1 DNA recombination protein RmuC [Rhodovulum visakhapatnamense]AB19
MIEVFGTAYAWDDPVVLATGGAAALILLVLGLLIAAVRRAGRSAEMAAPLIYQMDRLARRVEQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVTERMNRNLEGASRRTALSLGELQQRLTTIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPKDSYVLQATLSNGKRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAARAFRTAVRTHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRRT
LRQLHRDVELVAERVDRLTTHFGQARADLEGIGVAAERAGKRAARLDNLDFEELGAEQDEMMPPLPRPAE
>MBL3578220.1 cupin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTTPITHHLTDDILMAHASGSLPEAFGLVVATHVSLCDECRARLAGYEAVGGAVLEDADPAVAMAEDSLAATLRLIAAMP
EDDRVDAPAPAEGGVFPMPLRDYVGGDADAVQWRALGGGVRQAVLPTARDATVRLLYIPAGMAMPDHGHGGMELTLVLQG
AFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFHGLLPRLAQPFIGI
>MBL3578221.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum visakhapatnamense]AB19
MHGLQASQFGDEARRAPPYLGRNEPFLRRTEADVVSERQTADTRWVTCVTRIRDERDQTAFARLFAHFAPRVKAFLMKSG
ADAALAEECAQEVMATVWRKAHLFDPERASVATWIFTIARNRRIDALRKQRHPEPEDLPWGPEHEPDQTETLALQQESEQ
LGRALQALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRQEMT
>MBL3578222.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MAIDTAAGHRRRIAVIGGGISGLGAAHLLAESARVTLFEAEGRLGGHARTVLAGRQGDRAVDTGFIVFNRVNYPHMVRLF
EKLGVPVAKSDMSFGASFDGGAFEYGLRNLRAVFAQPANALNPRFWGMLRDVTRFNARARDEARDPSVSLGDFLAALGTG
DWFRDRYLLPLSGAIWSTPSQGILDFPAQALVNFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAQGVEIRKAAPV
AAVRRDAEGAEIRAQGGAWERFDEVVFATHSDDSLAMLADAAPEERAALGAVRYQPNEAVLHADLSVMPTRRAVWSSWNY
AEDSGARAERIDLTYWMNSLQPIPEDDPLFVTLNSRRPIRDDLIYDTVTFRHPVYDRGALEAQQTVRRMNGTNRTWFCGA
WMRNGFHEDGLASGIEVAEALLRGRPEAVAA
>MBL3578223.1 DUF1365 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTAVVEHIRGKTFHERRGQVGHKLSHTVDYVLFDAEAPELTAPRWFGREPGKSMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDKEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPTDILTATKIFHVS
PFQPISGGYRFRFDIRPDKVGIWIDFSAGGEEGLYATLTGPRRPLSTWAILKSALRRPFGSRRVIVLIYWHALRLALKGA
KYRTRPKPPSEELT
>MBL3578224.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MRAAPLPGYALFAAMLAGAGLPIYIHAPKVYVDQYGVGLAALGAVLFGLRLLDVVQDPVLGWLSERLHRWRPAAVAGAVV
LLAASMAGLFAVTPPVAPLLWFALTLTGLFTAFSFLTITFYAQGVARAGRMGPGGHVRLAAWRETGALLGVSAAAVAPTL
LMGVTDAPFAAFAAGFAVLAAIAAVAMRRDWTLPAAPGHSDWRRVLADPVARRLLLLALVNATPVAVTSTLFLFFVESRL
EAPGLEGPLLLLFFLSAAASAPFWGLAARRVGEKPALLAGMGLSILAFGFATLLGAGDTLPFAAICLASGAALGADMTLL
PAIFAARMARIAPNAGQAFGLWSFVSKFTLALAAVALLPLLQGAGFQPGEATSPARALVVLSLLYAALPCALKLVAVALL
VATPLNRETIG
>MBL3578225.1 DUF3833 family protein [Rhodovulum visakhapatnamense]AB19
MIAFVLGLAVALALVALKTRYLGFAAQTPADYDGKGPAFDLRRHLDGPILCEGVIYGPTGRVVSRFTGDFLARWEGNTGT
MAEEFRYDSGATQSRRWTFRLENDGSITADAPDLVGSGHGMQRGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIVN
RSQFRKFGFLVAELVATMRPKEAA
>MBL3578226.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MIGASEGIGRALAERLGALGVNLVLSARSTDRLDELAASLPRKADVVPVDVTDAASVKAAVEAVGEIDGMIYVSGTYWPM
TAQDWNAEQVETMIDVNLTGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQADLRGTG
VKVQIASPGFVKTRLTDKNDFTMPFIMTPEEAAHEYVELMMSDAMSRSFPTLFSWILRLTQLLPDWIYFPLFARKG
>MBL3578227.1 DUF3775 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNEDEKASLVALTWIGRETFDADELEEAIETAKAEATTPTEDYLV
NMPLFADYLEAGLEAIGISPADVEEDFFDR
>MBL3578228.1 AMP-binding protein [Rhodovulum visakhapatnamense]AB19
MAAPGASAHDPCSIPALLARNVALYGDRPAYREKEFGIWQCWTWAEAADEIRAMALGFLALGMARGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHSHLNWL
HDIGDEGRAAHRRLEPELDARIAEQTWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMDFAKGTGE
RFGMPRYRRKQSRPTLRRRVRWIYRYAMGIGFAIETLAENAVRGFFVRLRHPLEARKHYRARGPLLNLYPKPLRDYFDYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFDFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVFYRSPGTFVEYYKNPESTASTKDAEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGREMCTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKFADLVTALYDGSAEKYTETEVTYEDGRKGRIRATLKIRDARSFPAEFPRKVAA
E
>MBL3578229.1 hypothetical protein JMJ92_08690 [Rhodovulum visakhapatnamense]AB19
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGVRMAMAKLLAAI
>MBL3578230.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MNRMVPPPPTPSHVTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPTEG
EVWFEGARRPPMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMRSSLLSQALWWGPAEREESAHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MBL3578231.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSDEFYGFFIDRLDIVATLVAAILVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGVVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MBL3578232.1 hypothetical protein JMJ92_08705 [Rhodovulum visakhapatnamense]AB19
MQKLYAIACVIGWGFFYAFAYLAVASLNDAEWMSVIYGLLSFAGFVAGMLCWVRLVRGKRPVIRTMPTGVARVRRPL
>MBL3578233.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MTHRTRIGGLCIDCQTDDLGPALAFWSAALGREGALVEDGRYAQLSGPPAAPQVILQAVGHDPRVHLDIETDDIEAECAR
LTGLGAVEITRIKDWVVMQAPTGHRFCLVPPEGDFPKDAREVD
>MBL3578234.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFVIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVVCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNYSAS
GQISAPARSVFGLPVTGPGVEAWAQYMICLVFAVVLAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMIVGALIIGFLIAEPHGLAQLWRIGKEKLRLWPFPH
>MBL3578235.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTTRLAPLALCAALAAGPALADLVFPDLSYRTGPFAAGGIPFSDGYQDYFTLMNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVVIKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQEQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
GFPMDHFIGNWWAGAEHDVTPAGMAADGYKALNMNRVVDYPVFADIRTHVVDKGLAAGDGSNVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTAARMDALGMPGIGPEFSVSCADHGGSGMAIVQQWNAGDKKWVPLTDFIAPD
AEVIAPLVEADSAAFAAENGIAPRCD
>MBL3578236.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MFDAAPQGETLLEVNNIEVIYNHVILVLKGVSLSVPQGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGTR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRTDGRAAIQADLEMVYGYFPRLRERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVEQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MBL3578237.1 AMP-binding protein [Rhodovulum visakhapatnamense]AB19
MSVHFDDLETRSADARAASLAECLPTLIAAARALPGYAATLAEVNPLAVTSREALAALPVLRKSELVAAQSAEAPLGGYT
AWGQHQFDHIFQSPGPIYEPGCVSTNWWRLGRFLYAAGIGEGDIVQNSFGYHLTPAGMMFENGARAVGAAILPAGTGQTD
LQVRAAHDVGVTAYAGTPDFLKVLLDRADELGMDLSRIQRAVVSGGALFPSLRQEYADRGIACLQCYATADLGNVAYESP
AMEGMIVDEGVIVEIVRPGTGDPVPEGEVGEVVVTALNPDYPLVRFATGDLSAVLPGLSPCGRTNMRIKGWMGRADQTTK
IKGMFVRPEQVADLVARHPDVAKARVVAGRAGEKDMMTVRIETEATDPAPYAASVAAVLKLKAEIELVAPGSLPNDGLVI
EDTRKYD
>MBL3578238.1 TIGR02300 family protein [Rhodovulum visakhapatnamense]AB19
MPKEEWGVKRVCPHCSTRFYDLQRDPMTCPSCGHSFSAESLTTGKHRTLIAEKAAPAKARDEDIDTDDDIIDDEDDSTDV
DLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MBL3578239.1 M48 family metallopeptidase [Rhodovulum visakhapatnamense]AB19
MTRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSARPEDQVVRAGGTVPYE
GRALALVPGSGRAPRLHEGTLAVPGPAAEVPARVQAFLKTRARARLAAAADGYTAALGLSYRRLTLRDARSRWGSCSSRG
DLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSPAFWAVVARLMPGYEAPRAWLRANGAALHRVRFGD
>MBL3578240.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MLIQTRPGETVSAAHERLYRTLRTQIMHGELAPGAPLTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVARGDAVAYIQKNLEFHRALYLRAQAPAMLAIAETV
WLQLGPTMRSFYGRLGRTEPPQHHRMILAALRVGDEPALRLAVRTDVTQGLKFLAT
>MBL3578241.1 phosphoserine phosphatase SerB [Rhodovulum visakhapatnamense]AB19
MPVVTLLTNPARASLDRGTVESLRDAWGGGEAIWLAPGIAAEFAVAALPGNFREVWADLQGLGIDLVAQPAEGRRKRLLI
ADMDSTMIQQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDARVIDKVLAERITFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDAYRANTLLIEDGHLTGTVAEPILGREAKVEALREVTARLGIGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYARDEFVS
>MBL3578242.1 hypothetical protein JMJ92_08755 [Rhodovulum visakhapatnamense]AB19
MRSRAGLISVIFLQALPASADDHEDDLGALIAFVRTNPLTDGGGWLERQNVFGHWKKLALIFGVADPGDFAACAEIASRA
AETNPARRYRCTPED
>MBL3578243.1 aminoacyl-tRNA hydrolase [Rhodovulum visakhapatnamense]AB19
MLRITDTVALADWELTEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPNLPGPVKSRLKRLAGRRWTQDGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRLAAKKERGAVKALRGSVDDTD
>MBL3578244.1 queuosine precursor transporter [Rhodovulum visakhapatnamense]AB19
MTRLLPGILAMAAIVVASNILVQVLFGQWLTLGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPIVTLRIAMGSGLAFLCAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFSVAFSGTLSMLEPANDVSWAGEML
PLLGVGPQVPLWVSLALADWCVKLALALIALVPFRLIVRRMTAQLA
>MBL3578245.1 esterase-like activity of phytase family protein [Rhodovulum visakhapatnamense]AB19
MPRRAGLGLSLAAGLLALGATALSPRAAPGTRAELVAELAIAKTAATQGLSGLELSADGTSSRLVADRGWRLDVTIARRD
EIPVALRVSAPHPLTGPDGRPLEGRAETDAEALALAPDGTLYVAFEGDHRILRWAPGAVRPEALDPPPDAAAYPENGGIE
ALALGPDGALYAIPERWTEDGAIPVYRHDARGWTRAASLLPQGRFHPSGADFGPDGRLYLLERAFDGPFGFRSRVRRIAL
GPDGATGDSVLLETGSGRHGNLEGLAVWRDKAGAIRLSLVSDDNGLAIQRNQFVEYRVVSGAAGL
>MBL3578246.1 penicillin-insensitive murein endopeptidase [Rhodovulum visakhapatnamense]AB19
MANTLSGKILALALAVATALPVSAAPTAASLFGAEKRASRQAPAPIGTYARGCGAGMVQLPETGPTWQAMRLSRNRNWGQ
PEMIAFIQRLGGHAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDADIWMLPPRRLTLTRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKIEMCKHATRADRAWLQKIRPLYGHDTHFHVRLKCPPGARSCETQRPTV
AELSKGGDGCDETLTWWVTDYLDPPKKAARPAQPAKPQPRKRGAREFTMTDLPRECRAVLASD
>MBL3578247.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MAEIEDRAAGDKAARRRIWGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLIVALLAPCLGAVA
DLNGHRMPWIALFSVFYVLGAAGLWFADPTGFSLPLILCFFGLGLVGMEFSAIFVNAMLPDLGPRDELGRISGSGWAFGY
VGGLIALVLTLAFFAENEAGRTLLGRAPAFGLDPETREGTRFVGPFVAIWYAVSMLPFFLWVRLPQSPRRATLRQALGQV
GPELSATLRRLPKTPSLSAYLLSSMVYRDALNGMYVFGGIYAAGVLGWSVVDVGLFGILAVVTAALVAWLGGKADRRFGP
KPVILVCLVALIAAAVLAISISRTTVLWLPVAPGSTLPDLAYYLVGAVIGAAGGALQSASRTMMVRQANPARMTESFGLY
ALSGKATAFLAPMSIGLVTDLTGSQPAGIIPLVVLFLLGLGLLGFVRAEGERADRWPTP
>MBL3578248.1 acyl-CoA thioesterase [Rhodovulum visakhapatnamense]AB19
MYPFFRLFKELYLHRKAEPLPLTGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIAVLRRERWALTMAG
VSVRYRRRVKMFDTFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGREVAPPPLPDWV
QAWIAAEAERPWPPMAD
>MBL3578249.1 YggT family protein [Rhodovulum visakhapatnamense]AB19
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNVYQPLVRQIWSGLNRLLEPLYSPVRRILPNTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>MBL3578250.1 DNA helicase RecQ [Rhodovulum visakhapatnamense]AB19
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFDALEAGRLKLLYMAPERLASGGTANMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFPATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCATRAKT
ESLAAALEQAGHSACSYHGGMEAQNRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPAETLTLYGPDDIRLRRTQIDESPAPPERRAADHARLNALLGLAEALDCRRQTLLGYFGEEAVPCGHCDLCDHPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGAATDKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEAARPILKGEATIELRRDTIAAAAAARPAVKMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLKVITGAEADLPHPARRKLAGGGAASLYDRLMAAQNRLARGEDGCEKPLSCTA
SQVAKLAEIRPSDMGTLTRLLGERRADRFGAAFLDVLAEG
>MBL3578251.1 peroxide stress protein YaaA [Rhodovulum visakhapatnamense]AB19
MLVVISPAKRLDEKPGPERAETTRPEFQAEATHLAGVAARLSPEDLRGLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAGSLDPEDLRYAQGHLRILSGLYGLLRPLDAIQPHRLEMGSRLATEKGACLYDFWGDRVAEALNRAAE
AAGTDFLVNCASKEYFTAADRAALRPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVERRLTDPEGLKDFDAGGYRF
RPEVSDDSTLVFLRDGDS
>MBL3578252.1 response regulator [Rhodovulum visakhapatnamense]AB19
MDLHDKLAKERRARLAAERLLEQKSRELFEANRRLALHARALSEEIVQTRQTAEELRGRNNKVMNELAEVSKAFTVAKQR
LWDSLETVKDGFSLFDADDRLVIANNAFFELFEGLEAVAPGARYDEIIRLAVEEGLFDIGDERPQAFAEDLLSRWHLDPV
PSRVVRLWTGEYMKLIDRRTPSGDMVCLAINITDMMRMWASVEAIPDAFVLYDYEDRLVMCNDRYREFYAESAKAMVPGA
KFEDVLRHGLAHGQYPEALGREEEWLTERMTNHQKPGAPVEQRLADGRWLRILEQRTPDGGIVGLRVDITEQKRQQEALD
HARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAELLCETDMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LHPEPFDLERTIHEVVMLLQAPARDKRLDMLIDYDIFLPTRFVGDGVRVRQILTNLVGNAVKFTEEGHVLVRVVGIEDAP
GSYQIHLTVEDTGIGISPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLVGMMEGEIWLVSEKGEGACFGIRLTLPV
CEEADDLPVAPAIGARRVLVVDDQEVNRTILERHLAQLGLEVVCHICGELALQDAQGFDLVITDHRMPGMDGMSFARALR
DGGYAGPILMLSSNPMRMRATDDPQSSGIDLILQKPLLRRALFEAVAKLAPPGPAAAAPAALPAPDPSTGDPAPGGALPM
RVLAAEDNRTNRLVLEKMLGGLALEIRFAKDGNEAVDAFAEARPDLILMDISMPGCDGKEATRRIRALEAGTGVAPVPVI
ALTAHALSGDVLEILEAGLDGCLTKPLRKAEIVETLEAYRPDGRLPILPGAAAGGA
>MBL3578253.1 hypothetical protein JMJ92_08810, partial [Rhodovulum visakhapatnamense]AB19
MARSAALLALALSALAILTTGAATQSSAQSSAQSSAQSEGGPLPERRAVLWRDMDFPGGDLRTLLDTSLPGCLRACLSDA
RCTAFTFNARAGACFPKSRADAPTPYSGAVSARIVATDPAVLAAAPARAAELGFLRDSDLR
>MBL3578254.1 phosphate propanoyltransferase [Rhodovulum visakhapatnamense]AB19
MQVTGNMIDRIVAEVLAQGRAAAKEAAAPTAAAGPEADPALVPIGVSNRHIHLSRQDMDALFGPGAMLTRKKAMKQPGQY
AAEETVIIRGAKGEIGKVRVLGPLRKDTQVEISIADGFVLGVKPPLRMSGKLGDTPGIEIVGPQGTVRKDSGVIAAMRHI
HMLPETAARLGLANGDEVSVLVGGPRGGIMHHVVIRAAEASATEMHIDVEEANAFGLRNDDLVRILRD
>MBL3578255.1 ethanolamine utilization protein EutJ [Rhodovulum visakhapatnamense]AB19
MSTDRTLRDFAELIRSGSVVPAEAWAKGPLKVGVDLGTANLVLAVLDASNRPVAGITHHSTVVRDGIVVDYIGAVRAVTA
MKAELEKRIGRPLLKAAAAIPPGVHPGSTKAIGNVVEAADFELAEIVDEPAAAARFLGVSDGAVVDVGGGTTGISVLKDG
KVLASFDEATGGTHMTLVLAGARGLPFDEAEAEKLDPANERMVFAVVRPVVEKMASIVERFLRAHPDVDTVHVVGGACTF
SEFESVFAKQTGRRIVKPAEPLLVTPLGIAMFPLATGDK
>MBL3578256.1 hypothetical protein JMJ92_08825 [Rhodovulum visakhapatnamense]AB19
MDRSALDTLLNRALLDLLSDRIVARLKARERSALLLFSGTDLGLDPALKSLSKLTDAGWSFEIRRTPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGALGRNGLVVVPALSVALAARASLGMAEDEVSSLLTGALERGRRVVVARDGVCPASRERNA
RGLTGNAAFREMLAGHLVRLESYGVELAWAAKLGDAIASPRPGDRGPGPGRRTATPSVPGSRVFGRSAAQTLDSTELRIG
SDVLITPLAAEELRARHVRVVRV
>MBL3578257.1 EutN/CcmL family microcompartment protein [Rhodovulum visakhapatnamense]AB19
MHLGRVIGTVVSTSKDPSLVGSKLLIVARLTPQLDPTGFTEIAVDTVGAGYGETVIVSKGSGARMAGTLGKSVSDASIVG
IVDTVETH
>MBL3578258.1 heme-binding protein [Rhodovulum visakhapatnamense]AB19
MHCDIDAQLIERLVTAALERRALPAAPERSLTLAEAEAIAARAQAASAAMGVPMVIAVADATGAQILFHRMEGSLPASAT
LAPDKAWTAAAFRMGTDELGRQAQPGGMLFGVEATLDGRVVLFGGGLPVRRDGTVIGAVGISGGTVDEDMAIARQALNGI
>MBL3578259.1 aldehyde dehydrogenase EutE [Rhodovulum visakhapatnamense]AB19
MNDKDISDAVAQVLNGYGSAAANIGAGTPPAQPKSGKPMSDLVAQILAETGSAPAAAEAAQPDHVPGSKRCCWSKAHPSD
DPLDDIVNGLVARALGDKQPCTVCPHSAGSEAVAVSDEEATTLGDGVFATMDEAVAAAELAQRQYLFCTMAARKRFTDGI
REVILSNGTLERISHMAANDTGMGNAAHKIIKNRLACEKTPGIEDLTTEALSGDEGLTLVEYSPFGVIGAICPTTNPTET
IICNAIGMLAAGNAAVFSPHPRAKKVSLLVVKLINRKLATLGAPANLVVTVQDPSIDNTNAMMAHPKVRMLVATGGPGIV
KTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADYLISEMQKCGAYLIKDPAV
IKQLEGVVINQKGGPQTSCVGKSAAHLLGLIGITVGEDVKVILTEADKDHVFVQEELMMPILPVVRAPSVDDAIDLAVEL
EHGNRHTAMMHSNNVRKLTKMAKLIQTTIFVKNGPSYAGLGVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNV
R
>MBL3578260.1 BMC domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNTRIINAPQENIMDMLTRRIAPHTRKWIEANPISAMGLVQTSVPDLFYFADVAGKAANVYTVELFGSCPQTTTTLAILG
ETSAVRAAMAAIEAAQGPAF
>MBL3578261.1 glycyl-radical enzyme activating protein [Rhodovulum visakhapatnamense]AB19
MSDIDFDKEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQSPEPELFFRASSCIKCGQCVPVCPTQALAPTN
PGFVDRDKCVKCGTCAGVCPTQALTISGKKMTVAQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHQFAKHLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKAIDPQVHVAQTGVENRIILENALCISSLTHTVVRIPVVPGVNDTVEAAEA
VACFAKLMPGVDTVHLLPYHSFGENKYALLGRSYPMGNTPNMKPEEVAPLVEKIESHGLKCVIGG
>MBL3578262.1 methionine adenosyltransferase [Rhodovulum visakhapatnamense]AB19
MSYTSSESVTEGHPDKVCDQISDAILDAYLTRDPMARVAAEVLASGNTLHIAGEITSTAHVDVAAVARGVLRRIGYDDPD
LGFDAEGCFILTDLHEQSPDIAMGVSRDAELGAGDQGIFYGFACDETPTLMPAAIHYAHRLTETLAEVRHSGRLPWLRPD
GKAQVTFENDADGRPAILRSLVLSAQHDPCVTREDMLRGLIEEVVAPVMGYWLRADTRVLINPTGRFVLGGPAADTGLTG
RKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCETDPD
KLEKAVRSVFPLSVAGMIETLELRRPIFERTAAYGHFGRDTEGFPWERTDRAVALQKACN
>MBL3578263.1 PocR ligand-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSVDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKMRPGEMAPDLVDLSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKRRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAAQTENTVHAFAD
MMRYILKKSGTQFVPLATEVDHVKNYLFLLRLRLGDRFTFSIDLPADLAEVTCPFMVLQPIVENCMNYAIEPRESGGLID
ITAYRDGHDVIVDIVDNGDGIPTERRIQVLAGVADRSGRKSIGLHNVDSRMRHYFGDGHGLEIVSPFRGGRGTLVRLRLP
TDFDEAAV
>MBL3578264.1 response regulator [Rhodovulum visakhapatnamense]AB19
MFDIAIIEDEELERRALRSILEKNLDGARIVGEARNGTEAMALIDGQHIDLMLIDIKIPRPNGLEIIQSVRDRGLATKVL
ILTAYDYFEIMQTAIHLKADNFLLKPIRTDDLLKAVHECLATHEPMAARAAESWTVTAPAPDAIRVPEPPVGDRIAGLVD
HSAYRECLALVRRHLEAIYAQREAPPRRAVLEFLRIMLQVVEARGLALPPTLARQVETLESQRLDLHSHFQVQEVLCQLT
DVLFEASESGGAHASGRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKTQRIERAKELLQDS
DLPITNVSLDLSFQDANYFCKAFKKEVGLSPSEYRRRFR
>MBL3578265.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKLVSNGALVGALLTALCPLLAPPVAQAATLDWQTLSGQAPKVIGHRGAPNYLAENSLPGYELAGDLGADMVETDVQVSK
DGELIVMHDGTLERTTDIAARFPPRNGGYRVADFTLAEIKQLTLLPTGSASYSHPGFTPTTDFSVPTLGEFLDTVNAYNA
THGTDLGVLTELKSSYTPEVNAKVVAEMLDKGFGETGSNGAVQSFSVANVREMSALFDAAGADVYVDLLGYGGVQTAEGW
ALGLNGSGTSYELLSELAGYADAVASSYSYITEDFVAAVHAAGLEIYAWTLRPTDEASAAALLADFLAWGVDGFITDNAD
YVNAALANSGYDVAPAPVPLPAALPMLLAGMAALGGLARRRRPALAA
>MBL3578266.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRTPMFTALFRSLFAPVLRRALPAVLPAVLLGALASPVAAASLIVNGTFDNTTDGWEGTYRLRSTDPWIDTGSYFFAGPG
TFSAISQTYSLTGDDLSRLGTTGLDYTMSADLFGWHTQEDRGVMSVFFFGADDTQLGSDALLSSTLYSGSWDTRITAGGK
YYQETSGAVPLGTAYLTFVLSSTRISGGTNNDGYIDNAYFAFADPIAPAPVPLPASALMLLSGLAGVAGLRRRSAKKPA
>MBL3578267.1 acetamidase/formamidase family protein [Rhodovulum visakhapatnamense]AB19
MADGSRTGGACRSLVVNGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPNLRGGHEVTRPVAVEGAEPGDAIAI
RIRDITVTSVATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHVEGIGQEAVRCNVCGNAVTPFAIVHGYTVTFDDTR
SVGLTLPKAAAETIARDANHYAALPDASRQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALSPEELAEHKTDGHMDIDAVRPGAILVCPVKVKGAGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKGYPIDG
PVLFPLAEDLPPMARPFTAEEKARGERLARRWDVAALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLPVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAAGLGDYAREQYGL
>MBL3578268.1 hypothetical protein JMJ92_08885 [Rhodovulum visakhapatnamense]AB19
MIRFLGALAARGRYLLVAGLATGVLLPPLAQAMRPWLPEMVAGLMFLAALRIGPRQALGAVRDLPRVLALALLLQLALPL
AVAGGAAALGLGGTAVATALILMAAASPIAGAPSLTVLSGGDPAPALRLLIVATALLPVTVLPVFLLAGGLGSPAAVLAA
AGRLLAVILLAAGAAFLLRATWLRAPRPETISALDGLSALAMAIVVIGLMAEAGPTLLSRPTELAGWLAVALAANLGVQI
VADRLLARGPLRDQRLPLSVAAGNRNIALFLVALPPETTDPLLLFIACYQVPMYLTPLLRRRRGG
>MBL3578269.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MEQLAPIAIFLFVLFLLLGSGVWVGLALMGVAYVGMELFTARPAGDAMITRIWAASSSWTLTALPLFIWMGEILYRTRLS
EDMFRGLAPWMARLPGGLIHTNIVGCTVFAAVSGSSAATLTTVGRMSIPELRRRGYPEKMVIGTLAGAATLGLMIPPSLT
LIVYGVTINESITRLFMAGVVPGLVLAAMFMAYVALAARFSKSSAPTPEPALSLIERLKVSRHLLPVLCLIVVVIGSMYL
GYATATEAAAFGVLGSLALAAAQGSLSAASFGASLMGAVRTSAMIALILAGAAFLSLSMGFTGIPRGLADLIAGLDLSRV
QLILALLVFYIVLGCFLDGISSVVLTMAVVEPMIRAAGIDLIWFGIFIVVVVEMAQITPPIGFNLFVLQGMTGHGMGFIA
RAALPMFLIMVVMVFVLIAVPGLATWLPDSLRQRPGG
>MBL3578270.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MARAAAGLRALRRLLDALYMAGGVIAAGFLLAILGLIVAQMVARWTGHVVPGASDYAGYCMAAASFFAFAHALDRGAHIR
VGLLLTVLGRHRRWAEIWAMAVGAVTATFFARYAVKGTYWSWKLGDVSQGLDRTPLWIPQLSMAAGTVLLAICFWDHLIR
LIATGHDGIRAERPGDSPAGPR
>MBL3578271.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKMLTTALAAATLCAMSTATTAETWDMPMAYAASNFHSEVGADFARCVGEATGGALEIVTHPSGALFGGAEIKRAVQTGQ
ANIGERLLSAHENENPLFGVDSIPFLVSSFDEHERLWAIAEPKVAAALAEDNLHYLYSVPWPPQGLYLNKPAETVDDLKG
VKFRSYSAATARMAELTGMIPVQVEAAELSQALATGVAESFVSSGATGYDRKVWEHLSHFYEVDAWLPRNAVFANLDAWT
GLDEATRSEVSDCAAKAQAEGLDRSKAYTAVTVEGLKEGGMTVGRAPEGLVEGLKAIGETMTAEWLDRAGDEGRAIVEAY
RQGM
>MBL3578272.1 formate/nitrite transporter family protein [Rhodovulum visakhapatnamense]AB19
MAATTQKKYEDRIPEHQREAIESKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLVENLGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAATFGWVLHAGTIYEPEL
RNAVVTLSDHATSYGWWETAVRGIGAGWLIAALVWVKPNARNSELFLIVLVTYLIALADFSHVVAGTTEAAVMVYSGGMS
VAAALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDTAPERARRR
>MBL3578273.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MILDDQSEVTDFLRSQPCGPGREGETVREIETHISRIFLAGDRAFKLKRAVRLPYADFSTPQIRLETCEKEFALNRPTAP
GIYLGVRRITRQAGGLAFDGDGPLVDAVVEMTRFDQDDILDRVAAAGGLTEAHAESLARTVAAMHARAPVVRRPGGGALM
EGVLDINRAGFATSRVFAPEKVAALDEAFRRAFRRHRGQLDRRGARGLVRLCHGDLHLANIVLHEGRPEVFDAIDFNDGL
ATVDVAYDLAFLLMDLWHRGLPDLANRVANRYFDTAGAEDAQGLLPFLMAVRAEVRAHVTATAATDDPDRAAAAQGYFDL
ACDLLAPEPGRVVVLGGLSGSGKTTLAERIAPHLGPAPGARIVESDRTRKAMFGVEATEHLPQEAYAPGVSDDVYARIAA
RARALAEGGATVVVGAVFDSAAHRAELDRRLAGLRVDAVWLEAAPDQLRDRIATRGASASDATLDVLETQLSHGPGRIGW
PRIDVNGTLEATLARLCARLS
>MBL3578274.1 methylglyoxal synthase [Rhodovulum visakhapatnamense]AB19
MAFDFILMLTENDRTIPDARARLDEALEGGVRHIGFKDVGLPVADLCGLAAAIRAAGARSYLEVVSLDRDSELASARAAA
ALDVDCLLGGTRAAEVTAVTRDHPLRYYPFPGVVTGHPSVLQGPAAAIVDSARAIADLEHVHGLDLLAYRFAGDVPGLMA
AVCAAVAKPVIVAGSIDRAARIEAAAEAGTAGFTVGTAALAGAFPAEAAGFAGQVRAILALAARARAQSPAPRRLALVAH
DARKAQLRAWIGRHARALAGHRLICTGGTGAMVAASLPGLSVQRLQRGARGGDQQLGALIATGELDAVIFFADPLSHPGD
VDLQALTRLAILHDTPLALSPGAADALVAALLPGQAPS
>MBL3578275.1 pyridoxal kinase [Rhodovulum visakhapatnamense]AB19
MARVLIVSSYVASGHVGLSASGAVLQALGHDVTGLPTVVLSNHLGWAHVAGGPLPVSQLRDMAGALRANGLLEDHDAVLV
GYLPSPDHVAFAADLVAEMRAMDPAPRIVVDPILGDAPGGLYVPEAVARAVRERLVPLADTLTPNHFELGWLTGRALPDL
AATLEAAGPLAPEVLVTSPPLGAEVTGLLAVRGRRSALFRTLRRGGVPHGVGDSFAAMIAAGMAPGEALGRLDALVLCSI
GAPHLAIATSAPRWVAAPAIGPESQV
>MBL3578276.1 serine/threonine protein kinase [Rhodovulum visakhapatnamense]AB19
MTAALDMHSPTPPEGQMEELRPGTDLLRGQYRIDRFLNSGGFGLTYLARDSLGRRVVIKECFPDTLCTRSGLDVQARSRA
HGPEFEAIVELFIDEAHRLAWLDHPNIVGVHQVFTDNSTAYMALDFVDGKTLLEIIEDARERPSPAQIEDMLRKLLDAVA
FVHDRSLLHRDISPDNILIQRDGNPVLIDFGAARERATRTSRVLSRMQVVKDGYSPQEFYVAGIRQGPASDLYGLAASFH
HLIAGTAPPNSQIRTAALAAGDPDPYQPLAGRIDDLPLALLASIDLALNVIPRDRPQSARDWLALLDAAPPQPAAGPAPA
EASDSVLDSATRSVISRLVDETNRAVAEARRLAEEEARSRGPAEPPRPPARRRPFAWRTLDDEDEATAKDPGPATPTPDR
APDPLPAEPNASPGSAPAARPVRRLAASAPQAAPQTARADASAEPDPAPEGAAPPPGSGLLGRFASGALTRRTRTRP
>MBL3578277.1 FHA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGLHTAARRRHAMDFLRPKPEAEDGPAIRREAGLLGAPDPWGSDLDTDAPIFGTVIPESRLESGLTDRAAPPEGIPPRGS
DRPMTRLHSMVEPPVPHDPQPRSLPPTGPADRTADPADLSALAMAAPAAPQGPRVRTRFLGFGAPEAETADPFAGHRLAP
AKAETPADRPDLRRFPVGWLVVTAGPGRGAHFTLFSGVSQIGRGPDQAVRLDFGDTAISRSGHALLAYDDEQGLFYLGSG
GKANIVRLNGRPLLSTEELSHEDEIRLGETRLRFIALCGPGFAWNAPQTGPDADARTR
>MBL3578278.1 serine/threonine-protein phosphatase [Rhodovulum visakhapatnamense]AB19
MPAHADLRLDTASGIAQGRRAHQEDTIVSDFPIGGRVGLVVLADGMGGHAAGDVASQIAVTEVFRALKCGAGDPDRVLAH
APRLLRRAADTANTSIAVHIRRHAETCGMGTTLIAAIVAGDRLFWLSVGDSPLLLLRDGALQRINKDHSLAPQIDGMARI
GLLTPEEARRHPDRNCLTSAICGTEITQIDCPETPLELAKGDILVAASDGLAYIGLDRIRAIFEENRTRSSAEIADALFR
AIEDVADPEQDNVCFSVIRVLCAAGQPTVQAHPPLRLLGAPAKTGPRPDCPCATAPRSRFGALAARWLPGHRGGLS
>MBL3578279.1 hypothetical protein JMJ92_08940 [Rhodovulum visakhapatnamense]AB19
MSDAPEDDLIARIDAVLAAGTLPDPGRRQGMRLRQRLSQPVRVAVAGPARTGKSSLIALLAGWDADAGPVADAPPAGIPS
DLFDRMLLLECPLAPDETLPCGAGMPDIVLWTSQSFEAPESAAWARVPESLKDHSFLVLTKADLLIREAVLHDRLDRLRP
LVGVEFHALFPLATTEALAADRGPVPCMPAEHGPSGAKALFAALERMLRQGLDADRDLAETFLHRYGSHGRFAGPGPRRG
QPATGTPSPSPRPGPPSPPGPTPSDAAPTRRSAGADDRTLCERGLAVLARATAALPERVERRDGIAGVLAICADTALGLT
DLLGEVRDVCPDLDEDILDASEMLQLLAVEDDPAAAADAVTLLLQLRRGFETRLSA
>MBL3578280.1 dynamin family protein [Rhodovulum visakhapatnamense]AB19
MQDASASARPEAARPAARHPDLLGEGLDGFAPITERRATLRAALADLGRVGDATAARGALRLTAQLDALEPCVTFIGQVK
AGKTSLINAMVGWPGLLPEDVNPWTSVVTSLHLAPAPQTLAGEARFRFFDREEWARLVEKGGRLGELASRAGAEDELDKV
RRQVERMREKSQGRLGRRFELLLGQEHRYSAFDLGLVERYVCLGDDFADDEHGADARFEAAGRFADITKSADLQVDHAAM
PLRLCLRDTPGVNDTFLMREQITIGAIRDSRLCVLVLSAHQALSSVDMALIRLIATVKARDVVIFVNRIDELSDPVPQVA
EIRAAIRATLQAQNGPVDAPILFGSAIWAAHALGGTLPALPEDSRRALQRLARERFAGGEDPQTQLRGVWDMSGLPALYR
TLAERLNEGAGREALDRIARSTANLARSIGAAQGTALPAGARPTVGRAELEARIMALSHRAEEALVRVIDREQTEFRTRL
ERSHRSFLDRATAALIAHLETEGEDTVWTYEPTGLRMLLRTACQLFGTRMQAAARSVLDELARDVAAVYRNALGLDVAFT
VEAPDPPRIGPPVDIACTIALDVKGSWWRRWWTRRRGHGAFAADFHAMIRDDTLPILDALRHDHAERVRADLMATLAGFI
EDQREIVEALTCKDEVAPDALDVALRRKARQDRLQAIESAMTTMLKEAA
>MBL3578281.1 dynamin family protein [Rhodovulum visakhapatnamense]AB19
MSDPYDLDIRAMLERARAMDAAPARPRPAEGGASRPALAPEEAVRAQFGGRDRSDALEATPDADASSDRPAADPDNAVET
GAEQIPHGSTEPPQTDASAPPAEAAPPEADPEFAFDPEPEPEPEPEPEPEPEEDVFAADAGPSPSRAPVEVRPHLPAIAA
HPDLADLPPGARPCLALMGEFSAGKSTLIHLLIGQSPLPVKVTATQLPPVRLSYGSAPAWREDRFGRIEPVEMADLPRLS
PAETRLIQIHAEAEILKLCDLIDMPGISDPNMGSEVWESAISLADGVIWCSHATQAWRQSEAAVWDMFADRLGETSLLLL
TRFDKLVTDRDRTRVLRRVRRETEGLFADVCPIALTDALDAQDDPARWAASGAGEFGRALLQVLRRLGATANDHEAPVVL
DPDWRIGGAGMPVRPRRVQIDESRSRSPRPVRAQRPGASPPAA
>MBL3578282.1 hypothetical protein JMJ92_08955 [Rhodovulum visakhapatnamense]AB19
MIAFVDLSARLVLRAEAEHSQPQEFYDALCLRGALLLGGQAAAASTEVFGTDQAPPEAVLLHEGRFELFVRAPRAPDEAL
CAVIGGEADIAAALAAMRATMAEIVEIVDAAPPAAAAGGSQDRGR
>MBL3578283.1 hypothetical protein JMJ92_08960 [Rhodovulum visakhapatnamense]AB19
MAGLERLNAALAKLRGAEAAAERTVPGGVDGIVEVLLTEISETILPREMTIGDGAGQEIRLLAARRRLLRVGRTGPVTAD
AAPIPAEPPEATGDPAEPLIAAFHGRVRPFVAKAAELSVAASRPPYRVDPTEAGCSVEALRAAADRGWTAPAASAPAPEP
LPDQAGETATPPPDPVGTCLARATAGLRLREGQIVAMQGDAEFAHRLTGFTGLGLGAMTKAAGDGPGTTCAILRAPAPSN
LLLVRVAHGRDAALFLSPSEELPAILALCRATGPATRSAPLDRAGSPD
>MBL3578284.1 TonB-dependent receptor [Rhodovulum visakhapatnamense]AB19
MTRPTLCLGLGLAALSPLPALAQEVQSSLMLDEITASASLTPIATNRTGATVETLESGEIAAGGQNLGQTLATLPGVSIT
QNGGLGQTATLRIRGLGNGYIATRIDGMDFADPSGTPAALDFGTLTAGLPSRIEVLKGSQSALFGANAIAGVVDITTWRP
EKLGFSGRATVETGTYGSYSAGLSLGQKTERGEVSATISHVETDGFSTLSGNNEADGFDEDSVSLNAAYDLTDTLRLGFS
GFYSDGNSDYDSDATDTNPITRSEATRKGLRAFAQFAIGTVDNELSLARTQTERSYRSSFGTSSYDGTSRAASYLGTASL
AAGTDLSFGADWKQDEAKLDGETYSVINRALFAELRQAATDDIDLSLSLRYDNYSSFDDQVTGRAALAWRLQPDLIFRTS
LGTGYRVPALYELYGTITGDTVGNPDLNPETSTSFDIGLEKRLSGDGFLKATAFFAEIDDKIDYGAADPAICSYAWGCYR
QLDGTTRSQGLELSGRHEMTSAIALYGSYTYTDVRWKGDRLDRVPLHDLLLGVSSEVTPRLTADVSYQYLAGRLDPYGSL
PDAGLAAAQITYALGDGTEAYARVENLFDEEFYSAVAYGGAYHYNTTGRALYVGLRASF
>MBL3578285.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MWGCVPPSSAIGLAAALALAGAAVLADPPARVVSMNLCTDQLAMLVAAPGQLVSISDLAANPMNSAMPEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATVAMLERLGIRVARIGLTTRLDEVPERLREAGRLLGREARAEALAQTFLRDLARLTRSG
PPRPLAAFFYANGYTQGKGTLSDDILTHAGFSNLAGSGQAARGRSGGFDLALEELVMADPDLLILSRPYPKTSRAEEILA
HPALRALPAAAAPALSGPDWVCGTPLVLDALAEMTRRRDALTAPPGQN
>MBL3578286.1 cobyric acid synthase [Rhodovulum visakhapatnamense]AB19
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGIEPLTDMNPVLLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESYHRLAAGRDLIIVEGAGSPAEVNLRAGDIANMGFAQAANVPV
VLIGDIDRGGVIAQIVGTRAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIADRTGWPGFGVIPWFPDACRLPAEDAVD
LGGAGRGAFHVVCPMLSRIANFDDLDPLKLEPGIRLTMIPPGRALPGDADLVILPGTKSTRGDLAFLRAQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPHGLEGPPGLTEGLGLLEVETVMHADKTLTRVAATHAATGAAFSGYEIHIGATDGPDR
ARPFAHVAGRAEGAVSADGRVAGSYLHGLFSEDGFRRAWLARLGVETGTEGYGQAVEDTLDALASHLEAHLDIDALFTLA
GVVPGN
>MBL3578287.1 hypothetical protein JMJ92_08980 [Rhodovulum visakhapatnamense]AB19
MGAGADGIIVVTDGCDDGTDNMLDLLDTAGLVPHLQNPARRGKSLQ
>MBL3578288.1 hypothetical protein JMJ92_08985 [Rhodovulum visakhapatnamense]AB19
MAEINHYTVKSPKAFVVKRARGLPNRTDRAVDLGHWLERNFNTVEDRSIAAMAPATAAVRARLTALPGLAALQEATLDWH
RAEAARQIATPERHAFYSQLVLAGGSRALPPDRAAAMYALYPRGAGEALSRWPPVPRSCPSR
>MBL3578289.1 hypothetical protein JMJ92_08990 [Rhodovulum visakhapatnamense]AB19
MLAGTAPPGAVGPAGETTATTLRTVAGATLLTLTCGSDEGPVPLTLDGGAVMPDPRPARTHLFAGLNVLVALRNGETADE
AADGAADGPPDWLAFHRRPPRSFRPR
>MBL3578290.1 glycosyltransferase family 2 protein [Rhodovulum visakhapatnamense]AB19
MHRHAPSRPSGRPDRAQDKPCGRARAGRSGRPRIRPCPRSSALRPDTGRRPPRPRPKPRARGHRHDHEERRPRQPQWLAH
HRAIGVDDILVHTNDCTDGTDRLLARLDSKGLVQHRTNPYRATGLKPQHAALQAAEDEPAIREAGWVVCMDVDGFITITT
GDGTLAALFTVTRGANPISMTWRLFGNADIDGYEDRPVMAQFTLCATKMTRKPHQTRGVKTLFRNKGLFRKLGVHRPRGL
EPGRLNEIRWVDGSGRPLPPRMHRTACRSPPPERRATIWCRCTISPCARPRAFWSSATAAGSTMSTATRGLATGSG
>MBL3578291.1 hypothetical protein JMJ92_09000 [Rhodovulum visakhapatnamense]AB19
MYHFALRSAQSFLVKRDRGRVNHVDRDQGLGYWFRMNRNAEDDLSVRRRLAAMEAERARLMADPEIAAAHLTCVAAHRAR
IADRMAAPEPAAFHAELTRERLRRLSRMLAHFGPSVFLAGPGAIPDSVLQTDPPADFFFTVPPDEARH
>MBL3578292.1 hypothetical protein JMJ92_09005 [Rhodovulum visakhapatnamense]AB19
MPLAWVGTLWIGPALGWLERLCLTSFVDLGHEVTVFGYAPIEGLLPGMRFERAEEGFATDRMLCHAKSGSPALLSDRFRY
RLLAECPGMIWADTDA
>MBL3578293.1 hypothetical protein JMJ92_09010, partial [Rhodovulum visakhapatnamense]AB19
MHRTRSAGSPPGSLSAALLDRHWIATAPLAPHRKARPDFSMFDEADVANLILQRSAIAEAGPESRTWKAGDDAPLRALAR
ARRDEILGRALTEAETAARLLGDALAEPPPTRL
>MBL3578294.1 hypothetical protein JMJ92_09015 [Rhodovulum visakhapatnamense]AB19
MALIVAGVPSLRDAILSEASGETFRRFQEFYLGEIQPGSKAASDFSKNIAYSAKFLGLTIPDDSALAERILLARHGQIGR
SVELGKRILADAVTRKREEISLERAEAVYRKTDKCIGVTPFQAADWEAVQRELQAIGWGR
>MBL3578295.1 TniQ family protein [Rhodovulum visakhapatnamense]AB19
MTMLSPMMPFDPQETLTSYADRLSMYHTGRGMARLLKDCGIHHEHFVSGRTEAVARLAEATGHPCADLHRNVIRVFQRGG
EFRGEPTSKSFLLPQAKRYCPACLVEDGSPTDWRFRLIWGFRHVQRCDRHGVWLTPTSNAVATSLRVALNEVTIAVPVNA
TEETPTYLDWLRGRLAGDGIPETSWLADQTLEQVLAASEMIGGVLQHGHKVKLTRLSPAETEEATDIGFSIYSEGADAVE
EALDTIRQTSPANAVQAGPLAYYGALFDWLDRRSNSIDPGPIRDILRNHIVKHSAVEPGTTVLGVEITERRYHTLYSLAA
VVGIDRPRLSRLLKKLGEIPANATEVDCGRMVFEAATAVPMVEAFKTAVPLRDVPEYLGASKRQVETLYREGIVLPLVPR
SGPGSVRHVVFGRKHLDQLLARIACLPEVDRSSDRDFHPISYACQRGAGRFERLFTEVLQGKIPAFRNPDRTGIGAIVVD
VGTLAGARNAA
>MBL3578296.1 arsenical resistance protein ArsH [Rhodovulum visakhapatnamense]AB19
MPETPNLVDALVPARRSSHAPRILILYGSLRERSYSRLAAEEAARILERFGAEIRVFDPRDLPLPDSVEADHPKVAELRA
LVEWCEGMVWSSPERHGAMTAIMKAQIDWIPLSLGSVRPTQGKTLAVMQVSGGSQSFNTVNQLRVLGRWMRLLTIPNQSS
IARAWAEFDEAGRMKPSPYYDRIVDVMEELMKFTLLTRDIRGHLADRYSERKESHAELSTRVNLKTL
>MBL3578297.1 aldo/keto reductase [Rhodovulum visakhapatnamense]AB19
MQKRTLGQGLEVSALALGAMGYGKSREIEDRDQMIALLRAAAERGMDFFDTAEVYGPWTNEDMVGEAFRGMRDKVKIATK
FGWDIDQRTGEHRGGVNSKPAQIRSSVEGSLRRLGTDYIDLCYQHRVDPEVPMEDVAGVVKDLIAEGKVRWFGLSEAGAG
SIRKAHAVQPVAALQSEYSLWTREPEAGILPVLEELGIGLVPFSPLGRGFLTGKIDPSASFAETDMRAKMPRFQAEARAA
NMRLVELISRIGARHGATPAQVALAWLLARKPWIVPLFGTRRLERFEENCGALDLALTEADMAEIEAAGFQPQGNRYPEA
FMKLSGL
>MBL3578298.1 acetamidase/formamidase family protein [Rhodovulum visakhapatnamense]AB19
MTPALAQTSAGKAPAPPSYRHLPANADTVRWGCFSTTLTPRVEIDSAGIVTIETLPHPAADDLERMVQGDEGAESVYLWT
TDRKGVDRRGAGSTDPAVCKVGSADGRGVHILTGPVHGWGAKPGDVLELRILDCVPRPGANPDFAGKSFGSNAASWWGCH
YNDMPGGAKREVITIYRVDATGDKSRAKAVCNFRWGPQTDPFRVTRPTIDYPGGPIDHALTDFTFNVLKGIRIPIRPHFG
TLGVAPAEADFVDSVPPSHTRGNVDKWPIGKGAIMYSPVSVEGALVSVGDPHASQGDSELCGTAIECSLAGTFQSILHKK
ADLAGTPLQEMDRPMLETRVEWVVHGFSGPNHLGALGATAQADIYGKPSVDDAMRDAFAKMRRFLMTTKGLTEDDAHSPM
SVGVDFGITPVADGNWGVHAIVPCHRAMPS
>MBL3578299.1 hypothetical protein JMJ92_09040 [Rhodovulum visakhapatnamense]AB19
MHDLDGRHPAIVEIRLLQERPAQHVQQGAFAGGKILRRQRAELRAENRQHRPRPIGGHRPARHQRPRQPLSAEPGRDAVG
RQIEKDRPGIARPAQAPVDARVEHRKIVPGEVLYAGPTERTPRLRSVSTASDAPDRDRTAPGRISCAGATSRARRTPLGG
LGTLSVLSVPVSAATPRTPKRRARRLGQPRAASGRVDGSR
>MBL3578300.1 acetamidase/formamidase family protein [Rhodovulum visakhapatnamense]AB19
MSPGYFGGKIDNRRAGPGARIHLPVAVEGALRSIGEGHFSQGDGESNGIGLEMSLTGTIRLRLHKAGTDTVPEVRGLTAP
VIETPEAWAIQSFGFGNHLRALGRSAQTAVYTRASVDHALRTAFRQGRRFPMDVHGLTEDDAHALLSVAADFSVTQVADG
DFGVHVTIRRSIFRRSAGSAPLSGP
>MBL3578301.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDRLNRDDVRLFLALAREGTLSGAARQLGLGVVAMSRRIERMEQVMEVPPFLRHRQGLDLTDRGAAPRRPQSWARASGGD
GRLMLGTLESQVAAVRDGMGTGVLPHFLARRPGLRVLAPPLPDGTKMERPLLPVSHADLAASGPSPTRSRRASPGHHQGI
ARARADLAGKA
>MBL3578302.1 aspartate/glutamate racemase family protein [Rhodovulum visakhapatnamense]AB19
MAFIVINPNSTAAMTDSILAMAQAAAPGAAFEGWTSTLAPPAIQGPADVAAATPPLLELVTQAARRGAEGVIVACFDDPA
LAEARACAPCPVIGIGQSAFHKAALRGWRFSVVTTLPAAIPTVEGNIRGYGLSQHLGRVRASNVPVLALEEDTEAACARV
AEEAERAVAEDGIDAVILGCAGMARVTGHLRTRLPVPVIDGVEAAARFISVL
>MBL3578303.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDRRPRSFYVLAAVFTLFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFVLGLMVM
VTTVVVSVMGGLAFRKRFAGSAVLFYLVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGSQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGASAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSYNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLVVIGVFLASVWAMNRRRARQGSDAGQGMV
>MBL3578304.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTALSKNRRLSGSRPASLLAQLVTGRTKNRHLMGWLLASPLALVLLVFLVLPILMIVIVSFWGATEFSIYPAFQWDNYQF
LLTSPVTYKVFLNTFKYAVLTWAFTLTIGFTVAYFLAFHVRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANS
TLMSMGVIDEPLDWLLYSDFSVILAFVHLYTLFMVVPIFNTMMRIDRSLIEAAYDSGATGWQTLTNVIIPLCKPGIMIGS
IFVVTLVMGDFITVRFMSGSQSANVGRLISNDIGLLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MBL3578305.1 extracellular solute-binding protein [Rhodovulum visakhapatnamense]AB19
MSEATKSGLSRRSLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVSKIRNYDKIVGIFKDGKLTPDSTIAQGTSPNSVGFTDGPDGTRFADQE
TGWMTLIPTIYNADTLGIRPDLIGRPIDSWAELLNPEFKGKASLLDISAIGIMDAAMVCEAMGEITYGNKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGLEL
DAAYEYINWYLDGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENQYMVRKWNEFIAA
>MBL3578306.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISRLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKGVDRETRRKRAMELLELVHMTAYAERLPAQLSGGQQQRVALARALITNPQVLLL
DEPLSALDPFLRVRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNNAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRSDQISVTEAAQGKLDGHVTGIEYQGTSVALTLMTAGDQEVTAIVPEDRYFAQPIQPGDGVGLSWDED
HLHALTA
>MBL3578307.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MKLRSMTAEELPAVLDWAADEGWNPGLDDAAAFFAADPEGFFVAEAEGRIVAAISVVNHTDDVAFLGLYLCRPDWRGRGI
GYALWTHALDHAGARTVGLDGVEAQQDNYRKSGFALAGRTVRYAGVLPGRAHPGIGPVLKDDIGTLIAMEAEATGYEKRA
FLAAWTRDCETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPGTSPWLAGHC
TGLGLSPVFGTARMYRGPAPQPGPLISAVATLELG
>MBL3578308.1 DUF1513 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDRRSFLAGALAASLSPRIGWADAGSPAFLSAAQEKNGNQMLVGLDAQGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVTAVLDAPEGRHFYGHGAYSADGRYMYTPENDYDAARGVIGVWDTEAGYLRVGEFDSHGVGPHDIK
LMPDGKSFVIANGGIETHPDSGRAKLNIPFMAPNLAYLSAGGTLLETVAPPAEWHMNSIRHLALGPGGTVAFAMQWEGPE
AEAPPLLGLHRRGAAPVWLDAPGAEHAAMQGYAGSVAISQDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGDVLGLQGLRPVWTARHGRAFDNHLVTVGAA
>MBL3578309.1 imelysin family protein [Rhodovulum visakhapatnamense]AB19
MIRRSVLALALALGAAPLAAAPADIAEAVIDRHVLPGFARFEAAAADLQAAAEADCDPGSDPLRAAWGAAFDAWLGVSHL
RLGPTETDNRAFALAFWPDPRGMTPKALAGLIADADPVVESQAGFATVSVAARGFYALEYLLYDPQFTPPTPYGCALIRA
ETRDIHALAAAILADWQDGYADLMRQPGPEAPYKDEREVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPTRAESWRSG
RSLHNVTVTLTALRDLAMLMAAEDPASAAALSADFDRADRIAADLDDPVFAGVATPQGRLRVEILQQAIHEIAEETRASL
GPALGVAAGFNSRDGD
>MBL3578310.1 thiol oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTGPGAAALPFTPAEEARIAEATALPRDFTRPQPFEALAGGAGTVAGAAAFSAPLANLPRAEGLDFRGGQALFDRTWVSA
PSSTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPVALMLQLAVPDPSTIEGYLSQPDPVYGRQIQPASLPGLTAE
GRPTVAYDAVEFALSEGESVTLRQPRYALADPGYGPLDPDTVLSPRLAPGLAGLGLIEAIPEEAILALADPDDADGDGIS
GRARVLPGPEGRPILGRFGWTAAQPTLEAQIAHAFAHDIGLSSPLYPEGHGDCTPAQTACRAAPDGGDPEQNGVEISATA
LDLVTRQARHTAVPARRDADAPEVLAGKRVFHDTGCAACHRPAFVTLRLPEAPALSFQLIWPYSDLLLHDMGAALGDGGA
GAEGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPAADRAALIRFLESL
>MBL3578311.1 bacterioferritin [Rhodovulum visakhapatnamense]AB19
MQGDPKVIDYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMTHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAGAGDHVTKELFDELLADEEGHIDFLETQLDLYDRVGAENYALLNASKMDEA
E
>MBL3578312.1 (2Fe-2S)-binding protein [Rhodovulum visakhapatnamense]AB19
MIVCHCQCITDRDIHAAIDWMRAADPATIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPSDLQNLRPQHRKDKT
SCKATPRSSTT
>MBL3578313.1 peptidase [Rhodovulum visakhapatnamense]AB19
MMKPTLATCSLALGMAGTAALAEAPAADAVLTTYADIAAATYGDALTGAERLQAAVDALVAEPSPQALDAARRAWLAARV
PYQQSEVFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGPTDENPLAAVNVIASPQFEISGATVDATEITPDFLAETL
HEADGIETNVATGYHAIEFLLWGQDLNGTGPGAGTRPWTDYATGEACTNDNCDRRGAYLKAATDLLVSDLGWMAAQWGED
GEARAAVMADGSAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVAGPSVSDLVAAKDAGLDTEMKTRLDATMAALARLKTAAEAGFAYDQMLARGNAAGEALIMGGVNGLVAQTASIERVVD
TLGVGGVSVEGSDSLDNPAAVFQ
>MBL3578314.1 hypothetical protein JMJ92_09125 [Rhodovulum visakhapatnamense]AB19
MTADPNRRGGTAVGYLTDLDPVEAGAVRCLRLWADGDAAQRELRRELTDRLGPLQGRAAAESLNTICTLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMAAMLVRADLAPGLVDPATRLGLALRRLATGVAPQPSRPPAEKLH
>MBL3578315.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum visakhapatnamense]AB19
MKIDGTHFRSIWRESDGAVKIIDQRWLPHELRIVALTNRRDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLPPSERAAAAFRRAAEICDEDVEINRRIGLNGLELIRAISARKGGKRVNVLT
HCNAGWLATVDWGTATSPIYHAIEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVKEIPIEERDGGEVTHVQGRMPSGVVGLVQISPD
GTPARNPAFDVTPARLVTGLITERGVAEASPEGLARLFPDRATVAAD
>MBL3578316.1 glucokinase [Rhodovulum visakhapatnamense]AB19
MTALVADIGGTNTRVALAEGPVPVPGSVRRFRNADHPDLTDVLAAYLAEAGSPEIDGACAALAGPVRHGRGKLTNLDWII
EEAAIARVAGTGRVKLLNDMAAQGHALDHIAPAALETVLEGPAQPGGPRLVIGIGTGFNAAAVHALPHGTLVTEAEAGQV
SLPVGDAETLSLARFLAEPDGFAPVEEALSGRGLGRLYDWATAEAGAPRRLDGHGVLAALDTDPEARRAAETFVRLLGTV
AGDLALNHLPYGGIYLIGGMACAVTPLADPMGFAEAFRRKGRFAELMRAFRVLTVTDDSAALTGCAGYLASAE
>MBL3578317.1 beta-glucosidase [Rhodovulum visakhapatnamense]AB19
MPPTRADFPPGFLFGTATSAYQIEGTGGAGPCHWDSFAATPGNVAGAADGRRACGHLDRHAEDLDLVAAAGFDIYRFSTS
WARVLPEGAGAPDPEGLDFYDRLVDATLARGLKPALTLYHWELPSALADLGGWTNRDTALRFGDFAALMAERLGDRVWSW
ATLNEPWCAGWLGHFTGVHAPGLRDIRATARAMHHLALGHGLGLAALRAAGVGQIGIVLNFEPAFPAEPGEAARAATLRY
DAIFNRFFLGGVARGAYPELALEGLGPHLPRGWQADLDAIGAPIDWLGVNYYTVKRITHAPGPWPNWAEVPGPGRKTDMG
WEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDTPVAGATGPEIHDEDRIAFLSSHLAAAREAIAEGVPLKGYIVWS
LLDNFEWAFGYGKRFGLVHVDFESLQRTPKASYHALKRMLEDRRP
>MBL3578318.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MQLIRMAGATAAALALFAGTAGAQALKFTPGEDARFSWDSYEAFADSHDLSGQILDISGVWIGPDKDLVESVLAYFEAAT
GARVRYSGSDSFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLTPLGPETADWVRENYAAGDSWVDLGTYADEDGTE
ALYGFFYKVDVKSLVWYAPDAFAEAGYEIPGTLEDLKALTERIADDGGTPWCIGLGSGAATGWPATDWVEDLMLRREPPE
TYDAWVSHQIPFDDPAVVGAIEAYGWFARNDAFVEGGSQAVATTDFRESPAGLFSFPPGCYMHRQASFIDTYFPAGSEIG
LDVDFFYFPASAERDLGTPVLGAGTLWAITRDSEAAHAFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEVGADAFWKGMVDYTTGRKDAETAAHDIEQRWSSIR
>MBL3578319.1 sugar ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSPLLQGVVTILIGVGGCVGYFYAANLLLDRVIFPPSGRDPGRNISRANAVRPWLFMAPAMAALGLYLVYPVVGSFWRSL
YNRDGGTFIGLGNYTDLAADPAFRTAVVNNLLWVLVVPAASTFLGLIAAQLTDRIRWGNIAKSMIFMPMAISFVGASLIW
KFVYANEADIGLINAIRAGLGFQDPIDVIQIPFWNTFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRVMVPQITGTIVVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MBL3578320.1 carbohydrate ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDGHAGAKSRLTWAVHLTVAALVVLWLVPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPGAAVERHGRFVLSG
NVFDSEDSAGTGTVTGFGVTGRAPAEFAPGASASLRGGGQLTVAADGSFTAEADAPFGRRGPTIYFEAETPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALAWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHQAVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSHGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MBL3578321.1 DUF3459 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSEDPDWWRGAVIYQIYPRSFQDSNGDGVGDLAGIIRRLPHVASLGVDAIWISPFFPSPMKDFGYDISEYCDVDPLFGSL
ADFDALVAAAHGCGLRVMIDLVLSHSSDRHPWFVESRSGRTNPRADWYVWSDPRPDGTPPNNWLSIFGGPAWAWDPGREQ
YFLHNFLASQPDLNLHCKAVQQAIFDTARFWLDRGVDGFRLDTINFYFCDKKFRSNPPLPVEERNDNIAPRVNPYNHQLH
LYDKNQPENIDFLRKFRAALDEYGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLGSAPLTAARIAAVYARLDRV
AAEGWVCWALSNHDVVRHPTRWGLSPAALRGFLTLTLCLKGSVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSGAPRTWLPIPETHIGLAVATQEHAPEAPIHHYRRAIAFRHANPVLARGAMDTVRAEGNVLSFR
RRDATAEMFVAINLGETPAALVPPGGDWLPVGAEINAARPGADGLVHLGPWQPSLMLRRKGA
>MBL3578322.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum visakhapatnamense]AB19
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGTLTIDGVRVNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARRLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLAAGGGTIASKVPTEPGDKGRKVRVGIRPEDMEATDGEDYAFEGRVEILEALGEVTQLYFERA
DPEADPVIAKLPGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MBL3578323.1 hypothetical protein JMJ92_09170 [Rhodovulum visakhapatnamense]AB19
MPRSMARRSLLVALPLLFLGACVQTGPMGSMAPGVIGPVAPGSAWANAVGTVTGTDGLVSNPMWAAEFSEPGFRSDLAGA
LSRAGILTPGGACRLNADVQSVTQPQTGTKVQVAMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAVRGVDRLRIASENAA
KDNIALLLRSLGASAEGAPTGGPL
>MBL3578324.1 hypothetical protein JMJ92_09175 [Rhodovulum visakhapatnamense]AB19
MQIIPRAPAAAVLALSLALGACVAQRADETAMVPTAIAPLPPGNPYRGAVSGVESTGGKETSPLLYSQIGDAEFKAALRS
ALLLAGAYSASGRYMLSAAIEDVRQPMFGADMTVEITVLYRLEDRSGTTRWERRIVSRHTAKFGEAMMGAERLRYAKEGA
ARENIASFLRALGAEARAGGVAGVS
>MBL3578325.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MEPIDIGLAVTGILFVVVLLGMRVAFAAALAGLLGLIWIFWSKKGYDPEEFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFTWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVIFLMAIWHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFSDWITGLNHPPMLTLVMILLAYAVLGMFMDAIGMLLLTLPVVYPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFVADAITIAVLIAVPGIVLWLPSFA
>MBL3578326.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MAIHAPVLEDDSPLSRLDRGLYRLERQLALLAGLAVFALMLLAVVSVGGRQVFNQPLAGYVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVARLSGRALWAAEAVTTLAMLIVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLAVQLWGYGRAFVLGLAAPVAVPLVVSVADQAAAEAGHVSGADD
>MBL3578327.1 TRAP transporter substrate-binding protein DctP [Rhodovulum visakhapatnamense]AB19
MKTAIGAVALAAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTGGEFTLSLSYGGLSKNTENLDGIQIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVVADLARWNATLLMPTPMPQYNFVGVGEPPRKLAD
FNGMTVRATGGIGEAMQIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGTWWTTNLNPGTVNCPVVVNSD
ALAALSDAHREALLGSVDEALAHYIAYYNSETMARWGPALDERGIERITFAPEAMAEFRAAAAGPVAAAWIEEMSARGLP
AQELYDTVTGQIGQ
>MBL3578328.1 tellurium resistance protein [Rhodovulum visakhapatnamense]AB19
MFTPRPRFATQTPPAIFPPVLGALGLGLAWRRAVDPFGVPGAAGDLILGAVTLLFLFMVVAYALKFGRRPGVLAEDLRVL
PGRAGLSAAVLSVYVLSAALVPLARPLAEALLWAGLGLHLALLAVLIRGLATGPAEQRRVTPVWHLHFVGFIVACLPAVP
LGHAGLATVLLCGTTGVALAIWAASLVQARRLTVPAPLRPVLAIHLAPACLIGTVAASLGLMPLALAASALAAALLVVML
ARARWILAAGISPLWGAFTFPMAAFASLMLALAGTAGPGAPGDLFRIAGGVSLVAATLAIPPILLWVMQAWAKGMLGAQT
NAARV
>MBL3578329.1 Crp/Fnr family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTESAPFPHSAWLAELPGGLRRRFQPGEAIARPGDGPDRLFVLDAGLARICLNGAARELTIGYLRPGGIYVTHTRAWIEA
LAPSTVVSWPVSEMLALVTRQPALGLAAFREVGQLLHGAMNLIEDLAFRPVESRLARFLLGERRLQDSDRIRLIDSTESL
ASALGTSRQTLSTLINKLIREGVLARPDRRHLTLCDIARLEELAELSAG
>MBL3578330.1 N(2)-fixation sustaining protein CowN [Rhodovulum visakhapatnamense]AB19
MTDQTPDRYVTFCGIDCDRKADRLLAMLAAHMATSQSRWVGYFEKKLAEKARMGNDNLHFVGSQVNSLYAFFEELGDSAA
EELLYDLEQN
>MBL3578331.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum visakhapatnamense]AB19
MTIAQPIASRIGDPTLRNRVMSAEDAAALVAPGSTIGMSGFTGSGYPKSVPLALAARIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEVSGITSDGQLIPSSSIGNN
KTWLDQAEKVILEVNHWQSEALRGMHDIYYGTALPPHRRPIPLSSPNDRIGQPYFRCDPKKIVAIVETDAPDRNAPFKAP
DEVAQSIAGHLLDFFLHEVSKGRLPPQLLPLQSGVGNVANAVLTGLMNSPFENMTAYTEVIQDGMLELLDAGKLRSASAT
SLSLSPTAAEWFNDHAYRFRDKLILRPQEISNHPEIVRRLGCIAMNGLIEADIYGAVNSTHVMGSRIQNGIGGSGDFARN
AYVSIFMTPSTAKNGKISAIVPKVAHVDHIAQDVQILVTEQGIADLRGLAPKQRAALIIENCAHPDFRPALRDYYKRAME
GSYGKHAPHLLDEALSWHLRFVKTGSMQAE
>MBL3578332.1 efflux RND transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MRPRFNLSDWALGHRSLVWFLMLVSLVAGTLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDA
LKFTRSVTYPGRSVVYVELRDSTRAEEVDATWLRVRNMMSDIRADFPSEFAGFSFNDDFGDVFGSIYAFVADGFTPRELE
DRVEDVRSEILRLDQTGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLDTLARENAIVPSGTIRTTGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLADVADVTPGYADPPAELFRYNGHEGIALLVGMREGGNILKFGAELEAVMDGVAQRLPVGIE
VHKVADQPRVVEESVGHFTRALAEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGENLTKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGVTFLPRKLRHAHREAGRVRRAFRSVLLKAMRFRWTTILLTSALFAASVAGLGHVEKQFFPTSERPEIIVEV
TLRQNGAFAATDAAMADFEAWLGQQDEASYSTAYVGRGVPRFVLTLDQPTASENIGQLMVMTPGLEARDRLRAKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIEPLRDRARDLAALLDADPRLTSISLNWSEPARVVRVILDQARLRQLGLT
QSDVAQTLYGLFEGAGVTELRDGRKLVDVLARGVAADRSTIAALETLQFGNAAGDPIPLLSIARLEWTTEQPEIHQRDRV
PTITVGAAIRAAEQPATIVADLTPRIAAFATDLPPEYRVALGGSEESSAESQAPILDVVPVMVLSILTLVMIQMQSFRLL
FVVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNAVILIHEVDVLIRAGQSPWEAVYGASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRVRPPAPAASAPKAGTGN
>MBL3578333.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MIRLLVLALATLPAAAHSASPACGDIPATGRPVVSETVSSDPTRKRAFAGVVAATHSTDLAFQTIGRVARIEVDPGDRVA
GGDVLATLDRVSLQEDVASARAALSAALAEAAFARQSFERVNTLAERGIAPRAQLEEAEATRDATQAQAEAAQADLARAR
DALGHGTLVAPNDGIVLSTEVEAGTVVAAGTPILTLADLKGREAVIDVPTEFLQVLPRDAQFEVVVHAEFANPRKARLRL
VEPVIGDNIRTRRLRLTITEGDSDFRIGSLVSATLAQLDLPVMTLPATALTGSETDPAVWRVLPPDRRVERVAVRIGRQL
ADRIEITEGLSVGDEIVIRGAACLRDGLAVGPRVAP
>MBL3578334.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MGALLLAAAPAGADQPLPVEIIRVGAESAETTYTLTGTIEAVDDYPASFRDGGRIVEVAVEAGDELDRNDVIAQVDPTEA
NARLRAATAALQAAEAALVQARQARDRATRLLDEGNTTQSDLDAAVQAYLSARSDRNGARARRAVAARAAEDTVLRAIEP
AIVTHRSAEPGQVMAAGQTVVTLANRGPREAVFQVPDIPELGAFLGSHVRLSPLEGGPGPGTSAPVSELAPVVGGNGTVE
TKVRINGTAAQLFSIGQPVVGVVTLARQTAITVPWTALTATADGPAVWTVDPADNRVRLAPVEIGAYTDGGIRIAAGLAE
GEAVVGAGSQYLFPGREVRPLEGSE
>MBL3578335.1 TCR/Tet family MFS transporter [Rhodovulum visakhapatnamense]AB19
MPQPPNRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGVLSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAALATLNLIFGALVLPETVTDRIRRPFEWRRANPLGAFRAVGRLPGVRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGVGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFLAFIAIGLIGNGTAVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGGPFLLAAGVMIVCATVFAAR
RGAPRTAGA
>MBL3578336.1 alpha/beta fold hydrolase [Rhodovulum visakhapatnamense]AB19
MTAFLLIHGSCHGAWCWRDVLPALRNAGAEARAIDLPSHGDDPTPLADVTLDLYADAILDAIDEPVILVGHSMAGFPISA
AAEKAPEKIRSLVYVCAYVPVAGLSLVDMRRAGPRQPLLDAIVKSEDGVSFSFDPEKVRDKLFHDCPHEAVAYAKARLGP
QPILPQATPIALSERYRSVPKRYIRCLQDRTIPPDYQATMTADWPADRIDALNCSHSPFLAQPEALAALLLRAAG
>MBL3578337.1 3-oxoadipate enol-lactonase [Rhodovulum visakhapatnamense]AB19
MKIADLGDVALHYREDGDPDGPPVVFSNPLGCDLRVWDAVVELLPPGLRAIRYDMRGHGLSSCPPGPYAMGVLVRDAERL
LEFLGVRDCVFVGLSIGGMIAQGLAVKRLDLVRAMVLSNTAAKIGTPAIWQDRMAMVRAGGIEALAEGTMERWFSRPFRQ
SPDCALWRNMLTRQPVEGYLGCCAAISGTDFYTPTASLTLPTLAIAGSEDGSTPPDLVRETAALIKGAHFHLIRGAGHLP
CVEKPGDYADVLTAFLKEIGHVAD
>MBL3578338.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum visakhapatnamense]AB19
MTTFTIATFNVQNLIGPDREYYRFEKYSSVEHAWKQDWLADQLTRMNPDIVGFQEIFEPEPLQQVIALADRRGEQSNAAG
QPGAEPGRKAIHRKQRYDSYGETALAFAPNIADSGPGERRPGVAILSRFGFADQPQSIQLLDPPVDVPFHHLGGGDAGRY
QIRRLTRPILKARIPVGDHVVTVFNAHLKSRLGEFVRPHGARFSPEIDLLDYDAAGRAMGALRSGLRRMSEAWVLRRLVL
DELALDRPVIVLGDLNDDDRSATHEIICGERPLPDYSWMRRPNPQGPDDRYTAAESEQIREAIDRVRLQAAAQLFMRKSL
RDMVYTAAFAGVYQALDAILLSRHFDPDRADRIGEMIHFGAYNDHITDGAEPQSPAARIVSDHGQIMAHIRLR
>MBL3578339.1 threonine/serine dehydratase [Rhodovulum visakhapatnamense]AB19
MTIDLIDAAAARLAGKARLTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALSPEARARGVIAFSSGNHAQ
GVALAARMLGAPAVIVMPSDAPGPKIANTRALGAEVVTYDRATGDRDAIGADLAEARGLTLVRPFDDAQVIAGQGTCGLE
IAAQAAEAGIDTAEVLVPCGGGGLTSGVALALEARAPGLRVRPVEPEGFDDATRSLVAGRIETNTRRAGSLCDAIQTPSP
GDLTFPVMSRLCGPGIVVSEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPRDVAGETVIAIASGGNVSAETFRMALD
RYGDAP
>MBL3578340.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MIRFAADDGRMLAYDECGTGTPLLCLAGLTRNMDDFEPVVDAFADRARVIRLDTRGRGGSDPDPDFMNYNLIREGRDALN
LLDHLGLPKAAILGTSRGGLIAMMLAAGHKDRLSGICLNDIGPLVEPRGLAHIMTYLGIPPDYSDYDEAARRLEASMSDR
FPGVTRDQWRSYARRLWKQSDHGLALRYDPALRHAVKEQSATGALPDLWPLFDALEGLPLALIRGAHSDILSPETAAEMR
RRRPDMIYAEIPDRGHTPFLDEPDAVAAIAILLERISK
>MBL3578341.1 haloacid dehalogenase type II [Rhodovulum visakhapatnamense]AB19
MPITTCIFDAYGTLFDVAAAARRAASEPDHACLADSWPALATAWRAKQLQYTWLRAITGAHADFGQVTGEALDWALEAQG
LAGDAGLRARLMALYRELDAYAEVPAMLEALKRAGKATAILSNGSPDMLAEAVEAAGLGALLDDLLSVESVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAGAAAGYGFVSAWVNRANEPVDRLPWRPAHVLADLSGIPHLAEAIA
>MBL3578342.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MSQNHGKVWWTELMTHDVPGALKYYKAVCGWHFQPMPMGAGVYHVAHCGAQPVAGVMDMAMLPGMETAPADWFSYFAVDR
LDKALEDTRSRGGSVLREPFDVPGIGRIAIVLDPTGAAMGLITPAR
>MBL3578343.1 peptidylprolyl isomerase [Rhodovulum visakhapatnamense]AB19
MTQVQTGDKVRIHYTGTLADGSTFDSSEGRDPLEFTVGSGQIIPGLDAALPGMSEGDRKTVEVPCAEAYGAHNPDATQAI
PRAQVPDSVPLEIGTRLNVQTSEGEVLPVTVAEVTEETVVLDGNHPLAGKDLTFEIELVSIG
>MBL3578344.1 enoyl-ACP reductase [Rhodovulum visakhapatnamense]AB19
MPELMKGKRGLVMGVANDRSIAWGIAKAMADEGAELAFSHQGEAFGKRVEPLAESVGSNFLVDVDVTDDASLDAAFGRIA
EEWGSLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPNGGTILTLTYQGSNRVTPFYNVMG
VAKAALESAVRYLANDLGPEGIRVNAISPGPMKTLAGAAISGGRKTFRHTEMNAPLGRNATLDCIGGTAVYLASDYGART
TGEIVTVDGGYHVLGMPRFENL
>MBL3578345.1 beta-ketoacyl-ACP synthase I [Rhodovulum visakhapatnamense]AB19
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEASIDKRQLRFMGAGAAYNYLAME
QAIADAGLEPGEVSNPRTGLIMGSGGPSTANFFVAHSTVKDKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNGTELIQMGKQDVVFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGVRSMKLALGTLPEGRRIDYINAHGTSTVAGDIVEVRGVREVFGE
DSMPPIGSTKSLTGHSLGATGVHEAIYSLIMMQKGFMAASANVTELDPEIRPGEIVTELRDGIEIDSVLSNSFGFGGTNA
TLVMSKYHG
>MBL3578346.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum visakhapatnamense]AB19
MTDFPTSFDKDELLKCARGELFGPGNAQLPEPPMLMMDRITDISAEGGEHGKGHVVAEFDIRPDLWFFSCHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPERKLIRYFVDFTKAIQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MBL3578347.1 transcriptional repressor [Rhodovulum visakhapatnamense]AB19
MAQLNENPNNPDAIERGSRWLSKAGLRPTRQRVSLASLLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDEHRLSDAPAGELEITKLPKAPEGAEISKIDVVIRLRRI
>MBL3578348.1 hypothetical protein JMJ92_09300 [Rhodovulum visakhapatnamense]AB19
MAGQYAGLAEFLGRARGALGPRPVALIFVEDEIEVESTVDHLDALGFGTLVLFTPEGLDLSPGAAERVHRVTYDTLAEGA
LPRAVTAVIAKAPGVWLHYCYNAEYLFFPFCENRSIGEMLAFHAEERREAMLTYVVDLYAADLEQCPNGVSRDGAMLDRT
GYFARPRTDPATGRLLERQLDFFGGLRWRFEEHIPEDRRRIDRIGLFRARPGLRLLDGHLLNEPEMNTYACPWHNTLTAA
ICSFRAAKALRTNPGSRLEIARFRWPMSDAFRWESQQLMDLGLMEPGQWF
>MBL3578349.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum visakhapatnamense]AB19
MTSPTPPTRKLFIRTYGCQMNVYDSERMAEALGPSGYELTDSAEGADLILLNTCHIREKAAEKVYSELGRLRALKVENPD
LKIGVAGCVAQAEGEEILRRQPLVDLVVGPQSYHRLPELEARARQGGKALDTDFPEEDKFDRLGGRPKAPRGPSAFLTVQ
EGCDKFCAFCVVPYTRGAEASRPASQVLAEARDLAERGVREITLLGQNVNAYHGAGPDGDWGLARLIRELAAIDGIDRLR
YTTSHPNDMSDDLIAAHGELPELMPYLHLPVQSGSDRMLKAMNRKHTAEDYLRLVERVRAARPDILMSGDFIVGFPGETE
ADFEDTLALVRAVSYGQCYSFKYSPRPGTPAAERDQVDEDVKTDRLLRLQALLTDQQVAAQAAMVGRRVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIAEVAITGTAPNSLAGVLAG
>MBL3578350.1 PhoH family protein [Rhodovulum visakhapatnamense]AB19
MGISALTPPPKVEDVHETFLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHILRRGNRLAIVGEGAARGQAAMVLQQLYARL
EGGKPLEAGDIDGALRLGDSAAGTGSRAGDQLEMFHGGRTEVHTRKKMVEPRTEAQKAYVKALFENELCFGIGPAGTGKT
YIAVAVAVNMFIGGHVDRIVLSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFM
RGRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKDIDNISFNYFTAKDVVR
HPLVARIIEAYDADDAKA
>MBL3578351.1 rRNA maturation RNase YbeY [Rhodovulum visakhapatnamense]AB19
MSIEILFEDDRWAAAGLAQLAESACRETLTHLEFDPEIHEISVLACDDARIAILNAEFRDKPAPTNVLSWPAEDLAAEED
GEAPLLPEPDFEGEPVELGDIAIAWETCAREAREQGKAFNDHVTHLMVHGCLHLLGYDHIRPRDAARMEGIEVEILAKLG
LADPYD
>MBL3578352.1 HlyC/CorC family transporter [Rhodovulum visakhapatnamense]AB19
MGDETDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEEYEEGGDSVAANGVARPALTHGIGNLAKMRVEDVAIPKAE
IDAVPLDISMEDLVQVFRESGLTRLPVYDGTLDSPIGMIHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGALWTVEKPGIYLVQARAPLDAFEDEIGLRLLDAEE
EEEVDSLGGLIFMMVGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPAVTAAAAASA
>MBL3578353.1 apolipoprotein N-acyltransferase [Rhodovulum visakhapatnamense]AB19
MRAGPFRRVLARPAWAAFGLGVGLALGQAPWSLWPLALCALAALIWLVARAETPGRAARIAWAGGAGQFALALSWIVDPF
LVDIRQDGWMAPFALVLMAGGLALFWGAAGAFAGWAGRGPRARALAFVLALSAAELARGYVLTGFPWALPGHVWIGAPQM
QLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGFAVAAVAGLGLWGAARQAVPVPTEADPPQVRLIQPNAAQHLKWR
RDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLETAGDGLETIAEAAGGVPVAAGIQRADGPLAYNSLAVIGAGGR
LLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDLGARLGKALPLICYEAVFPQDLRGTARPRWL
LQITNDAWFGTSTGPYQHLALARLRAVETGLPFLRAANTGVSAMIDGRGRVLASLPLGQQGQITAPLPPALAETPYARTG
DWPVFLVLCLGLAAFVATRALK
>MBL3578354.1 methionine adenosyltransferase [Rhodovulum visakhapatnamense]AB19
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLSDKTRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLSVRYEHGRPVAVDSIVLSTQHASEDQTSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPEAEIEKAVGQVMDLTPRGIRQHLGLDRPIYARTSAYGHFGRMPEEDGGFSWERTDLAEALKKAF
>MBL3578355.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum visakhapatnamense]AB19
MSDDTRKSPDQSSGPAEGAPARAWRNFYGRRHGKTLRQTQKGYLDSDLAALAPGPVGWDENPDRAPLDLQARFGGREVWL
EVGFGGGEHMVHQAATHPEAAIIGCEPFINGVAMLLGKIREAGVDNLAVHPGDARDLFDVLPEASISRAFLLYPDPWPKA
RHHRRRFVTPEFLAPLARVLKPGSTFRVATDIPDYVRQTLVEVPRAGFEWLAECPEDWRAPWDDWISTRYEQKALREGRA
PHYLTFRRR
>MBL3578356.1 amidohydrolase [Rhodovulum visakhapatnamense]AB19
MSDIRITNCHIHTLTAAHAPLYYPAPPVAAIRAWPGLLHGLRHAARLQPWEGPHEAVLQLDHFRKTGCRESQRAVFLEAL
RHYPASARFVVLPMDLEYCGHGPVPVGLKAQHRELYELSRDPGLGHRVIPFATLHPDRPDAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRHRRWTPARADAVTDPAAHVPVLRAFPELRLCLAHFGGDADWLS
FLAEGLDPLDPEARRRNWVTKIADMIESGAYPNLYTDISYTVFKVPACMPLLTLFMESERLAARILFGSDFYMLRQEDLS
EKAVSIRLRAALGEARFRQIAETNPENWLGER
>MBL3578357.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum visakhapatnamense]AB19
MSAHGDPIPMTARRSGPLRGEAVVPGDKSISHRALILGALAVGQTRISGLLEGQDVLDTAKAMRAFGAEVTHEAPGDWTV
QGVGVGGFAEPADVIDCGNSGTGVRLIMGAMATSPVSATFTGDASLRKRPMGRVTDPLALFGTRAFGRQGGRLPMTLIGA
ADPVPVRYVVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRIEEAPEGRAIVLTGQPELVPQTIA
VPRDPSSAAFPVAAALIVEDSDVLVPGIGLNPTRAGLFTTLREMGADLTYENEREEGGEPVADLRARFSPAMTGIEVPPE
RAPSMIDEYPILAVVAAFASGPTMMRGIGELRVKESDRIAAMAAGLRACGAEVEEGEDWMIVHGLGAGGLPGGAVCAPHL
DHRIAMSFLCAGLAAQKPVSVDDAGPIATSFPIFEGLMTALGAEFDRGDA
>MBL3578358.1 GFA family protein [Rhodovulum visakhapatnamense]AB19
MSVTGGCLCGAVRYRIDGPLSPVVACHCSQCRKASGHHVASASAPRDSIAVADELRWFASSARARRGFCPVCGSNLFWDG
QGPDMAIHAGSFDGDPGVRLVAHIFCADKGAYYEIAGGLPQAPAGRSGLPEDIA
>MBL3578359.1 (d)CMP kinase [Rhodovulum visakhapatnamense]AB19
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLDPEALERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAMRAGGAVLDGRDIGTVICPEAAAKLFVTASDTVRAGRRFRELSDKGVETSLEDVLAEMRERDA
RDSARAAAPLRPAADAVILDTSRLTIDEAVAAAIETIRTRQPD
>MBL3578360.1 hypothetical protein JMJ92_09360 [Rhodovulum visakhapatnamense]AB19
MNILADRRACRIEPPIPIAIVIEQHGAWSVLFAAIAAIFDGRGRPGDARLGRLDNHLRRDIGLPPLPPRRSEPPRWM
>MBL3578361.1 30S ribosomal protein S1 [Rhodovulum visakhapatnamense]AB19
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGEAPEIAVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYAEDSRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIIGKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDSVERKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPIGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQDYRKGDMVRAVVTEVDTDKERISLSVKALEGDPFAEAVGGVKRGSIITVTVTAIEDGGIEVEYEGMKS
FIRRSDLSRDRSEQRPERFQVGDHVDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MBL3578362.1 integration host factor subunit beta [Rhodovulum visakhapatnamense]AB19
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEIISAMARGDRVELRGFGAFSVKQRDSRTGRNPRTGESVQVDEKCVPFF
KTGKLLRDRLNGK
>MBL3578363.1 DUF1049 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRLIRYLFLVLLAICLVVVATANLDPVSVTLLPGELATYSGVQFTAEVPLYVVGFGGMLLGLLIGFFWEWLRESKHRTDA
SRRRREAARMQRELDRLQAEKRRNDGHDDVLALIEKGSSTR
>MBL3578364.1 phosphoribosylanthranilate isomerase [Rhodovulum visakhapatnamense]AB19
MSDSIRVKICGLTSPAAIEAAARLGASYLGFVFFPRSPRHLEIEAARALAMAVPPGLAKVALTVDADDAALDALLDRVPI
DMLQLHGQESPDRVAELRARFGLPVMKAVGVADEADLPALADHARVADQILVDAKPPKDAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPDNVAEAIALTGARQVDVSSGVESAPGVKDEALMGRFIAAAGGKEKT
>MBL3578365.1 hypothetical protein JMJ92_09385 [Rhodovulum visakhapatnamense]AB19
MKGLLGLIAVLAVAGLALAFTKPTEADFEAALETQLLDRIDRAEPDMQSNPASAVLLATCKLGRTQCAELIRSMISLDYR
DKVLFAVADVSLGGREGGVCYGAATRIFCRETGNGAANGR
>MBL3578366.1 tryptophan synthase subunit beta [Rhodovulum visakhapatnamense]AB19
MPDDILNSYKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTIIA
AIGGGSNAMGLFYPFLDDASVRIIGVEAGGHGVDEKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDIGRAEYVSVTDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPGLPADHLICMNMCGRGDKDIFAVAR
HLGFGMDEA
>MBL3578367.1 DUF2237 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTYRKAPSLNVLGGRLDPCSAVPLTGFYRNGCCDTGPEDTGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFPGLTPGD
CWCLCAARFLQAHDEGCAPRVKLTATHRAALEVVPLEVLTLHADDG
>MBL3578368.1 DUF2332 family protein [Rhodovulum visakhapatnamense]AB19
MDLRAACTDQAAACARLGSPFTAGLLRLAAERLRPGGAVADRLLGWKGALGAGGQSVPLRLAGALHGLVLSGAAPGLAAL
YPPVDPDPDGLWAEIEAAFTTHETQLMRWLDSPPQTNEVRRSAVLIAAGHWLTAATGLPLVLSEIGASAGLNLNWDRYAL
DLPEGSYGPVDARLRLAPDWQGPAPPKATPRVIDRRGVDLNPIEGSTPEGALRLRAYLWPDQPDRRRLTDAALAEPPAPV
DREDALPWLARRLADPAPGALHMIFHTVAWQYLPEAARAEGDRLIAEAGARATETAPLARVEMEADGGDGAALRITLWPG
GPPRTVGRADFHGRWVRWTAAETPDDREGRI
>MBL3578369.1 aminoacyl-tRNA hydrolase [Rhodovulum visakhapatnamense]AB19
MRLFVGLGNPGAQYAGNRHNIGFMAVDRIACDHHFSPWRAKFKGQTAEGRLGPEKVILLKPETYMNLSGDAVQAAVQFYK
LTPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYQRVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGLSDGAADLARGEGAKFLNAVALRVAPARNGPSAEAPAPAPKSAAPPPEPAEDPRSALQKLADRFR
>MBL3578370.1 antibiotic biosynthesis monooxygenase [Rhodovulum visakhapatnamense]AB19
MYLTMNRFKVKPGCEEAFEEVWKTRDSHLKTVPGFVGFHLLKGPDKETYRLYASHTFWESEAAFAAWTKSEAFRAAHKGA
KGPSDMYLEPPELEIFESVQALS
>MBL3578371.1 hypothetical protein JMJ92_09415, partial [Rhodovulum visakhapatnamense]AB19
MNRSTGIVPTDLRKLAATLRDVERKQLPYATMLALNATGEAVLDENKTLMQRVFDRPTRWTLNAFFLRRATKRTLEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVATEQHIEAVVPARGAKLNAFGNLPAGQIQRALSNIGAQQD
>MBL3578372.1 hypothetical protein JMJ92_09420 [Rhodovulum visakhapatnamense]AB19
MIATSAPATADQSNRLECLRQLVDLDFVSFGSPNGPWTNAPYPIDYEIENHIDRAIETVSVNFRLFTQGREVPWIDKDIE
QFIPGGVEPHERREIRVLLDAYGVADWPKPFRFELNLIDISDAAGRSFMLDFGQDGPCSAPPSPGLP
>MBL3578373.1 hypothetical protein JMJ92_09425 [Rhodovulum visakhapatnamense]AB19
MKATAFVIKRGDTSPGLEYQLSVYEPGSAVLAGASARFLMQPYRDASAPLTVDAPAAIHDVDGIVRYAWVEGDTGTAGTY
RAEVEITWPDGTRETFPAAGWLEIRITEDLG
>MBL3578374.1 hypothetical protein JMJ92_09430 [Rhodovulum visakhapatnamense]AB19
MAYAVIAAFSGTGATKTTVNIAATNYDIYECPSDAQIDVGTAGDIDYAIIGAGGASSPANYNASGGGSGGDVLIGTMAVS
AGTKSITVGLGGTSTTSAATSGGDTSALGLTALGGGYGGGYGAGALIPAINGGGAGSRDDGDSLLGAAHPTSYRGGNAFR
VSGGKKHSGGGRGAGGLGGDADADTAGAGGPGIVSDITGLSVEYGAGGTGRIWELNVNIPTNPETPTIPGHGGPGVTSRG
YLAGSPGANGVVILRVATPGATTPDEVGGGSIASQVSISGGAVGQTHRLGGSAIASAADATGGALGQTHAIGGGAVAAQV
SASGGGLGQTHAMPGGAVSAQATLSGGQLGQTHRIGGGSVTSQVVITGGAIGDISAVPGGSIAAQVAIAGGALGQNHRIG
GGSAVAQATVSAGALAQTHALAGGSVAARIDATGGALGQVHRIGGGSIASAFVVSGGAFTQGQVSGRRWARPGETWGSGR
VLSGQIGSGIVRGWT
>MBL3578375.1 hypothetical protein JMJ92_09435 [Rhodovulum visakhapatnamense]AB19
MLIWHLFKSPSAFLTDPWGFARNQTGHVLIVGFLPVLLLGPWAALPAIGLYAIWEAAQWRFYGATPSDGLEDLAYVTGGV
LAALWWPVLIVLAFMLASGVQYRRELRG
>MBL3578376.1 hypothetical protein JMJ92_09440 [Rhodovulum visakhapatnamense]AB19
MALSRFPAVMPRAAEAVIAAADALRYIRDTSGDLRLREIDGAIEALRTAKLACLAALAEGQKQPAAAEAFMASLGGPETL
ADFGAALVQIDAAATAWNDSWAAWLGTLAVSDLIQPATMIREGVDTRYIARIEAVSDATAAPLRQAQALDDLIAALEATG
A
>MBL3578377.1 winged helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGRPGLDPIRALEAAIEAMPPEEAVPVLMYLVRELAGQADEAVGRWSGPRRLTGTERALFLILYRREGRFVARESLLAAL
WPDRPEAGGANLLTVYLSRLRTKLRGLIEIDCDPWSGWTLRRMPDVVFPWEDA
>MBL3578378.1 hypothetical protein JMJ92_09450 [Rhodovulum visakhapatnamense]AB19
MTTLSNDVLDAGLQVIRDAASPVLYLCSQEPTTYAEASSTYKLGTKASPTIGAQAPRTGGGRKIDIATFTDGTVDASGTG
THWAVVDAATSRLLATLPVVGAQVMTAGNPLSLNTPIELGFSPAA
>MBL3578379.1 hypothetical protein JMJ92_09455 [Rhodovulum visakhapatnamense]AB19
MKVVEEISIPRWRVSVAYAALAPVSLIGAQIPSAWLNALTGALAHWILVGSRTRFIATGATFVGGYGMVGERRDPPRPLF
TAEHWASRSPRSLGKTEGPIPSKK
>MBL3578380.1 hypothetical protein JMJ92_09460 [Rhodovulum visakhapatnamense]AB19
MPVRAALEWAFGTECARFDHDEIGAVGGTGWRSYGMEYVAIQQEQLGARVDTSPGRSWPHDDAELIATVVRNVLPWYAAT
QVADLARAGRTPDWMPDARPRCVPVKWRPSPAGPRAAQDHGDTFRYRAMKGRSGNRLIELRSMCCPVTYYPTSGQIAAAR
RAYLDWWGWLLALQVPLRGAGLVSIDVTSAMPPMEPWKNSS
>MBL3578381.1 hypothetical protein JMJ92_09465 [Rhodovulum visakhapatnamense]AB19
MDARDQKAGEDRVRRLLVKPLLVRGLVKPGHMKVPEFEEMLDGLCAKLAYMSDLDLAALEEEMAARPGGKDKDRFPIANE
ILAKASDMCAPPVGDSPLIRKVMGHAVGQRAIAEGWAPELLDWLRDNRRWPGDFVLSQIKQNSGSALRRIEDLTARKQRE
GEVTPAEDQWLKHRQDITDRCRRLGAVVGAGTCN
>MBL3578382.1 hypothetical protein JMJ92_09475 [Rhodovulum visakhapatnamense]AB19
MPGAHSFRDEAIARAKAGIPPRVLAAEYGVAPRVLHQMLKDARRAGEDIPRFANGAPVLSPDMTRMTCRIGRATRAALVP
AAQARGLSVAELAGALLAAIAEGALVDAVLDDGEGAP
>MBL3578383.1 DUF2312 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPKDIDDLGADLAGADDIAVDPLMLQAAQHVVKTRKASTSGLQSVLRVGYNRAARLMEALEAEGIVTPADHVGHREVAVD
ALPFSLAVLVDTQEAADAVVASVNSSAKGRMKESPEDVEVRDRTYRVAAGELRGFIERFEKLAQEKAEITDQQAAVMAEA
KGRGYDTKVLRRIIALRKRDANDVAEEEAVMALYREALGM
>MBL3578384.1 DNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MTLVRDFAALRPAGGFHLIMADPPWAYQLYSEKGQAKAPQAQYACTPLDWIKSMPVSVLAADDCLLWLWATNPMLPQAIE
VVSAWGFAFKTAGHWVKRTKHGKMAFGTGYLLRCAGEPFLLATRGAPKTARNVRSVVEGQIREHSRKPEEAYAAAEALMP
EARRLELFSRTDRAGWSVWGNETGKFAVAA
>MBL3578385.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDALSPEERRLIDEAVAAGRVTEVPTGASAHSSYVWDQSKKTLVMREPYAPKSWAHRKGGRPANPALAARRQSVRVMVAE
GGRTGAEMAQALGVSEAAIWNDLKVLGLNLKPVTHGLPQGLSDHNAARAAAVEDRRSRIADMAARDMTRTQIAEAFGVSP
RSLYADIAALGLDIPDGRRQARKEAAAPAAEAPEAVRDGAAAPAPIQAHDKAAAKRIAQADRKRAAIRDRRRFKTGVVAD
GRYAKMVPADATCTVHGHMLADPGDGEAVLKNGAMNAKIGGDVLVGRLRGARIFTLTLEERATCPRSCAHWRGCYGNAMH
YARRWRHGPALEAALRRELSDLCAAHDLVLIRLHVLGDFYSLDYVALWHAALRTHRGLAVFGFTAHPDDSEIGRAIRFLR
EAHHDRFMIRHSGRTGVWGSFDITDPEPEKRIGDAIVCPEQRAANRGDREGVHCGTCAVCWSTDRPIAFIRH
>MBL3578386.1 hypothetical protein JMJ92_09495 [Rhodovulum visakhapatnamense]AB19
MIRAAVFAMAVAAPASAATVPVWHADDLQVVTLANGRSAFRPVGSDAPFTAKWALPREAANCPQQALGKEWALCRMHAVP
AVMFCATSCSRSLRPHSSPSSSAEWAVGSIGSFSSALNGWNNPAPVPQPTGPDVAQVPAPPAAVLIATAFLGLRAFRRAT
APGRRRYARPIPFPFRRGAQVPPDRFQCAPRDYPPLSSSLAAVLPGEARTKTRGRDFRGAV
>MBL3578387.1 hypothetical protein JMJ92_09500 [Rhodovulum visakhapatnamense]AB19
MEKSCRKCSRSGGGQMDRERAWFASLMWRAFPEATSEHELATLVAEVLTTDRVPVHPRTVRNWLRCENAPGFHYTLRILA
LAGAERVFEILDPEVRT
>MBL3578388.1 hypothetical protein JMJ92_09505 [Rhodovulum visakhapatnamense]AB19
MQKLIAEIEAYAAARGIAPQRVLRDAVGANWGQWDSWKRGASSPTMKVVDRLREFMTANPPPKREEDAA
>MBL3578389.1 hypothetical protein JMJ92_09510 [Rhodovulum visakhapatnamense]AB19
MANTAGVPYDQLKSLHQGKNLRTNAESALAVARAFGVSLEDFIDGRIGTSDSGATGPVESEVELFRGEKPGVNADLTAAA
RAMTPDISAPAFYVLGRHLPSISLLSGDVLVCDLHPPPEPDPGSIVLVQIVDEATGTAETVVRRLYPPYLAGGPTHDARP
LRFDPASMSIMGQVVASFRYCG
>MBL3578390.1 hypothetical protein JMJ92_09515 [Rhodovulum visakhapatnamense]AB19
MSGLTAVTLLVATLIAFVAMLVGLAMLLFRPGRRKRGLTIFLATPVIWVWAMIAMISWSSQRAGFEGFMDQNEARSAGIE
DPVEWAAIRAERAAEQEGIAAEAKAAAEAEDRRKGFHCLSGRDGAHPAFKRIVKNSMREPDSFEHVKTGVGPATNGWHTV
RMVYRARNGFGGMNVGEAVGRYRNDDCSVEVLSLE
>MBL3578391.1 hypothetical protein JMJ92_09520 [Rhodovulum visakhapatnamense]AB19
MKTILTATAALALLGAPLIASTDATEDLAAAATPATAPACFEQIEGTNAFQRTGAEGCVYYSAPTDGAYHGDDPDHDADR
>MBL3578392.1 hypothetical protein JMJ92_09525 [Rhodovulum visakhapatnamense]AB19
MPDFPTRPSPRTLTLGVLTGALALITLLGGTVLATRAQSAAPVCVLALAPEAAR
>MBL3578393.1 hypothetical protein JMJ92_09530 [Rhodovulum visakhapatnamense]AB19
MTCIDPGAAQVAHARTIVLNPGAYAHRLSIRLHAWAVLKTARGQTVRAARLQQMQRTENHRGLAFDRQNEAPGGDAA
>MBL3578394.1 hypothetical protein JMJ92_09535 [Rhodovulum visakhapatnamense]AB19
MKWLDEKISEMLAGNHVVVVTSGPIRARQLMAEVARRVEGTVKVSEHFRRVDRLEFDGSIHFATIDEGGHESLLLADSVS
LDPDFPSSHRRQDGDDAA
>MBL3578395.1 hypothetical protein JMJ92_09540 [Rhodovulum visakhapatnamense]AB19
MTHPAILTARIARVIEGTRVNITNERLAHDAIAAALARDGLEVRREVVLTDKERIDIMVEGVGIEVKVQHSKRKIFAQLT
RYAKLEAVTALVLATGRAWPTSMREIEGKPFRSVSLSRGWL
>MBL3578396.1 DEAD/DEAH box helicase [Rhodovulum visakhapatnamense]AB19
MLGRVDFNGGQWLVESMQPHVSMRFKGMFKGIPEGSTPPFALRDRPDMAVDLDWFMSRYPLDLTEHAAARLAEGLAAYHR
ARDQLGRLMRPDYTPTLSPGFRDGTSPFPYQLRAAEMLRASGRLLLLDDVGLGKTVSALAAISDGWGLPAVVVVQPHLST
QWVKEYIERFTHLRAHAVSDRNARTLPPADIYLFRYSNIGAWADYAATLGHKTVIFDEIQELRHGQATEKGRGSAAFCDA
ATYRLGLTATPIYNYGSEIYAIVQFIAPGALGHWHEFLTNWCTSHGSHWLVKDPAALGAYLQDEGITLRRTNEDAEVAST
LPPLSKVVLEVDWHEGDVETDRELQRRLAQRVLSGGWHDRGQAARELDLLLRQETGVAKARSVAAYARTIVEAGEPVLLA
GWHREVYRIWNEALADLRPVMFTGTESVPAKNKAKAEFMEGRSDLMIMSLRSGSGLDGLQDRCANVVHGEFDWSPQVHAQ
VNGRPRRYGQLRPVTAHYLHVDGGSDPVLMEMLGLKASQSHGILNPYGGEEGATPTDETRIKQLARAVLERARANV
>MBL3578397.1 hypothetical protein JMJ92_09550 [Rhodovulum visakhapatnamense]AB19
MSDTPTAIFGRFTAEITPALACLTIREDGHVVVQFFGRDLILSALRRGSWPPDMGKAMRWGLARVEEAVGEDLRYRAGVM
AACETMRRLSVGVDVHAGQTRAILLGEEPPKIEFRKAVGELVDCVMGMGAKDR
>MBL3578398.1 hypothetical protein JMJ92_09555 [Rhodovulum visakhapatnamense]AB19
MKTETLLEQIRQDREAGTPQVWSAEKNACCDINGDGWALVWDKIPGGRKNDNGTITFSVRFPMLLASEYLAEPERSMKAL
ADALNAAERIDELEAALKAADALTRAIEAADLPLSGTSIPGAIAAFRKAREGAE
>MBL3578399.1 hypothetical protein JMJ92_09560 [Rhodovulum visakhapatnamense]AB19
MIDYSDGKIHGWNGGARPVHLQSEVRVWFREDDGPSVNLAEAWLWYHSDNASDIIAFQVTRAHRTPRRFWIKPGEPGQYP
TLGDDNAEEWRRRGFILVEEVLP
>MBL3578400.1 hypothetical protein JMJ92_09565 [Rhodovulum visakhapatnamense]AB19
MTGWRLVSRVITNGGGPEVWVLPVGKDEIVVHNTTVRDRWFMHCNGIGLRDFDLGSLDHMTADEAKAKALREAASAARLL
HGADHRLTRALVAKLPSVWARLRAEPRSALVLAAFLFALFGWAITFALSGPGVW
>MBL3578401.1 hypothetical protein JMJ92_09570 [Rhodovulum visakhapatnamense]AB19
MAGTGGAAAVAAERRRQIEVEGWTPEHDDQHRDGEMAAAAACYCQPRHPAHYQIPPAGWPWDRDWWKPKTARENLVRAGA
LIAAEIERLDRAAIKQEGREDG
>MBL3578402.1 hypothetical protein JMJ92_09575 [Rhodovulum visakhapatnamense]AB19
MANLAIDLASLLPEPRWTVCIHLKGGHVARLMMPEADAVTLLEAIEGHIRARGFRGWMRGELFVFNMEELQMVRLIPWPG
VAEE
>MBL3578403.1 site-specific integrase [Rhodovulum visakhapatnamense]AB19
MPLRKFRRNGIWYLRGTVAGQRVYESTRVGDETAAEALRIRREGEILERVSLGRRATATFAEAALTYLESGGEGRFLAPI
LAHFGPRFRLADIDNDAVNACARALHPAAAPSTINRQVVTPISAVYQMAAEDGLVAHRRFRRRRVDDARLRWLTPDEAER
LIAAADVRTAAQIAFLLGTGCRVGEMVALQRRDLHLETGEAWIGKAKNGHPRMVRFPARVRRMLAAHGLPEAGAVFRTPK
GKPYVQRANGGGQIQAAFNAARDKAGLESDGPRKVTPHTLRHTWATWYYAQTLDFGGLMDFGGWEKADMANRYRKIAPAW
LAKALVDTGWQFGNSDHAGIPAGQETKKSAG
>MBL3578404.1 phage Gp37/Gp68 family protein [Rhodovulum visakhapatnamense]AB19
MGENSKIEWTTHTFNPWWGCVKVSEACKHCYAEAWAKRVGQKVWGPTTHRRFFGDAHWKQPETWNRRLEGTGQRERVFCA
SMADVFEDRRDLDPHRARLWSLIETTPNLDWLLLTKRPDVATRLNRWGTNWPANVWLGTTVENQQRADENLPHLVGIPAR
VRFISAEPLLGPLNLSAYLERLDWVITGGESGPKARPASPTWFRQLHLQCMEHEVSFHFKQWGDWAPGDGINLPHRRTQQ
AHDGTLMVRLGKKAAGRELDGATHDGLPESSRAI
>MBL3578405.1 three-Cys-motif partner protein TcmP [Rhodovulum visakhapatnamense]AB19
MTDPYDGRPQSWAKHEILKRYLGPFSQKVVRGLKNLQTPIDELVFVDGFAGPWDTATDDCSDSSFMIAIAELRRAHDALN
ASGLGIRTRVHLNEANRKAYRRLVDLVAESSDHASGFRVETTNLPFDELAAQIGPANASEFRLVFIDPKGWSGYPLACLR
KLGRENTELLINFMRYHVHRFVKSSAEGETEGEDRQFSALLGEDWRDRIGTSPSGIAARDLLRERLRKDIGFRFAPVMEI
GMAQREQVHFDLILATRSTVAVDLARAIEKKVMEDYEKRRIPSSQMDLFEGDPDYARDWFIRRRRDAQASFYKKLQETVD
GRRRSNEFKSVCADIQEDMPLTKSAITLLLVHLADNGAVEATWKERGAKRPGDFDPVILVQNPCTPDGQSSLF
>MBL3578406.1 hypothetical protein JMJ92_09595 [Rhodovulum visakhapatnamense]AB19
MMQMVSPLTLIRLKREPFVEIYAVAPTAHQSDRAGKAVGARDMMLLSGAMADAEAGRHSTRNLSGR
>MBL3578407.1 toprim domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTPRQTYSIDDIKTMLIARIDELAYRYAPPVQGSYEDKGIYFTLNPGRVDRSVGSFYVHLRGPKAGKWRDHATGQFGDVL
DLIALALNTDGKGALREARLILGLQHESHDDRRRREKALAEAKARRAAAELEAREEAERTRKAAVRLWLSGSERISGTPV
ERYLSDARGIDLQALGRQPRALRYVPSCWYSHTDRKTGEVIEGRFPAMAAIMVDRAGKPVAVHRTWLAIGRDGSWSKAPV
PKPKKVLGECGGAYIPIWKGLGPRGGKAVPLSQCPPGSHVYIAEGIEDALSGAMLLPEARFLAAYSLGNMGCVPLPATVS
TVTLIADQDAAPEAQHALSQAIQAHRSAGRTVRVWRNQWGGKDLNDALRAAAPERGAHELEPASGWGGHAMTFFLDPSDA
AADQPPVVPEEARASTASPAGFGEVFNASRNAQKIRSDAWFYEYGLRRELAQPMWDRLDREARNRVLMRIEGPDGYWRSW
DDYVREEARAAAADFPEAWSDLSLDDEPFEAEIARRRKAELDEAQAVLDRPGGGLAEFLGVGATAMTDEINLATLPFAFG
GGALRVIGSEALLNGVAERCLADAVARNVLSAASSSRTRRRSSCKGTLIRMPPERLVFWPRYSTRSPLMFQGPRFTAPSH
APRRVAHPRAIQAVPRENSRSAASPLA
>MBL3578408.1 hypothetical protein JMJ92_09605 [Rhodovulum visakhapatnamense]AB19
MTPRTAEDLQAAANAQAQAALAWADAIGLMRVTYDSIRGRGTAVELELTEAALILRLPRTDLATEPDRVEYAIKIPAEPD
LSKIPEAIRGGGAIAPTEDLNQGDGAAVAEVKEQPTADEAPREPSASEQGWPTCAAGVACDPAKAGSPWSEAEEAEALAM
RARGCTVRQVARHLGRPMAATSAKFGQMRKRGRSAPNPDPDTAPPTAAKLSQVAAHLSLEERNRRMESAVANLEARRRKS
RAPSPKPEPAPAAAPAAVAPPPPATSSQDSGTVLPPPCSAREVEAHLNAVGYLAPWTPQADLALVLALVRGDGLSAAATA
AGVDRDAAKQRWHVLCPPPVTLDRQQALLTALRRRAEGAT
>MBL3578409.1 hypothetical protein JMJ92_09610 [Rhodovulum visakhapatnamense]AB19
MAEPKLSIADQVLVNHAAFLATLRISAGREADIKLARDVMRDVLPRTNRKHKYLAPVIEAAQAVVDELGAEEWRGFELAA
ALAEFFRWRGALAYDAFAVGSGEEGAA
>MBL3578410.1 hypothetical protein JMJ92_09615 [Rhodovulum visakhapatnamense]AB19
MRSRVALQCAAFAAALSARSDVLKPADLDDLERQAALAGQDNPLTAPISRFVATCRAARGDRKTLEDAGIALSEAVRVDT
LPEPPDGHRRDIHG
>MBL3578411.1 hypothetical protein JMJ92_09620 [Rhodovulum visakhapatnamense]AB19
MSRHLTPLEVAERIIGSVEDISVLCGYHRKSAYLWRNPSEWRDAGDFPSARIMRRLLDYAAEKGLPLTADHLIRGASAEE
IEALLAPDGMAAE
>MBL3578412.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPTFHLVDEKWFKQQQRRAGITAEEIASEMGRHRSVVSRILGGKQRMTMDWAKAFARALGVSLDEVLLHAGEIEEGQAGS
IRSTLTDGDVCQWKGSTSEEMQARAVLRALGQDRPAVEIWRVKGGAMALDGFLPGDLIAVDRDLSERVRLGDTVIARSSD
WNTGNAQIVLRRFEPPVLVASGGDSTGRRVLVVDGNNVVVLGKVTACWRV
>MBL3578413.1 hypothetical protein JMJ92_09630 [Rhodovulum visakhapatnamense]AB19
MADHASTVPLAHAGPITDDILDQVAQAAEDLLDGHCTAEGVTLVGMCAAPLLRELQQRRRVMAHIAHAASKIDNIHFLNA
QQG
>MBL3578414.1 hypothetical protein JMJ92_09635 [Rhodovulum visakhapatnamense]AB19
MEYWMECLIAAAGLGLVMLVYFGLMRAARDIGRDLANHLSPWDPDWSERQRPGDE
>MBL3578415.1 hypothetical protein JMJ92_09640 [Rhodovulum visakhapatnamense]AB19
MRRPIRYSIDQIQRAAELREAGLTFPEIASQLGMKRTSVEYHCMRLGADPAARRQIRQGRGAMIQKRGNHLVRRFSTDDD
ATLMALVEQGLRHAEIARRMGRAQTSIAGRLVTLARAAARGEDE
>MBL3578416.1 hypothetical protein JMJ92_09645 [Rhodovulum visakhapatnamense]AB19
MVDRRLFSIALEERRVRHQRIVATDDGHAEQIGRAMARQRGARYLGLTEAGAGPSADPRAALDALAHLIAAPFLTLGGRS
ATVGDWLAAFSGGREDADLNRAMAPAGLRVYVLPSGADFYVATSPRIAFLADCFARTPWAGGAWATTLRAIEGARATNMT
FAGIASRATGLPLASAMDHVQPRSVANG
>MBL3578417.1 hypothetical protein JMJ92_09650 [Rhodovulum visakhapatnamense]AB19
MAKVFLTADEVATQLGLASRAAFLRQRPRLEADEDFPLPMPQIKRPLLWRADQVAVWIDRQGRPAAEAPAAPPRPAPLRL
VGGRDHLMEEACRP
>MBL3578418.1 hypothetical protein JMJ92_09655 [Rhodovulum visakhapatnamense]AB19
MTRRRKSKETIADAPKGLRQRVRKDGSLRIWWEPRAEDRALGFEPVELDADRLTWSIREAHRLNREAAIAQHSGQRQPRN
RSGRTIDALIQDYRQHRSFRKLAEASRRSYSANLSIIARKWGPQLVDDFTKPVIAQWYETNYVARGKTQALALNRTLSIL
FGHAELIGWRPAGSNPAKGIKAEVPAPRARVASWAEVDALVAAAEDLGRHAMALAILIGVYQGQRQTDIREARRSQFQPV
QLIDPETGKPATYLAWSLRRSKRQTEGAMAIHPDLEPRLRRCLMANSPPGDGPLLIDEATGKPYSVWLFRDRFDEVRARA
ERNQPSVATLTFRDLRRTFGHFARSGGASRDDTGDVLGNSAASDPRLGETYMAPQFWTATRAVLAIRRPSKEKRKKA
>MBL3578419.1 hypothetical protein JMJ92_09660 [Rhodovulum visakhapatnamense]AB19
MTDPALKMLELKTARTGRAEWLREQMDGLPPVYDPTAPMEQHARYMQALSALETTLRGLPEPARITVKWNGASVTMLGIT
STSTSGLAGALSNWCARVEKDQRA
>MBL3578420.1 hypothetical protein JMJ92_09665 [Rhodovulum visakhapatnamense]AB19
MTGLNEEPIDTSCSNPGRDDYWTCPGCYHDLGDVGEGRHTCPECGRGIDCAIDIQPVCVARLADHEEEAA
>MBL3578421.1 hypothetical protein JMJ92_09670 [Rhodovulum visakhapatnamense]AB19
MTLPEDHTANKLAHALRAAGLNDMAARAAEGYYHDFLSPLDFPELELMRDLEKARMAGNAGAALLIARHIEGDFDASLEE
SEAWAASPEGRETLASVLGRPVSLGGRA
>MBL3578422.1 diaminopimelate epimerase [Rhodovulum visakhapatnamense]AB19
MARRNDPERLPFMKMHGLGNDFVVIDRRQGGRPLSASLVAAIADRHRGVGFDQLAVIEPSAEADARLVFYNADGSPSATC
GNATRCIARHLIDETGRRELTLVTERGRLSARDAGGGRTSVNMGPPILDWQGVPLAREVDLDRLPIAGEPVATGMGNPHC
TFFVPDAEAVDLATFGPEHEHHPLFPERTNVQVAHLAGPDRIRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRAVTI
LLDGGDLQIDWRADGVWMTGPTAHVFDGVFTAPFLAEVG
>MBL3578423.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum visakhapatnamense]AB19
MDGAAPRFTTLGCRLNAYETEAMKALAAEAGLENALIVNTCAVTSEAVRKARQEIRRLRREHPEARIVVTGCAAQTEPGR
FAEMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVTETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVDQIRRLVGAGYNEVVLTGVDLTSWGADLPGTPRLGDLVARILKLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDLILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETDAMFENSLRLVED
CDLTWLHVFPYSPRPGTPAARMPQVEGAAIRDRAARLRAAGDAQVARHLAAQIGLSHRILMESPRMGRTEQFTEVDFASD
RPEGRIVTATVAGCSETRLQVD
>MBL3578424.1 hypothetical protein JMJ92_09690 [Rhodovulum visakhapatnamense]AB19
MPLPLAPIATVALRYGLRYGAVALAAYALSKSRDGLRRDQRTEDAMDELGEGLTFRRDQEQVNGAARMRRTFRVGTAGPG
VEIDASAFGRLRVRRV
>MBL3578425.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum visakhapatnamense]AB19
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLINQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFIRLRTPE
DIELARSIPLGDLRDNNSRNPNKPGEATDQNRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MBL3578426.1 cytochrome b N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSGIPHDHYEPGSAPEKWLERRLPVISLIYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYVPNTEMAFASL
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNNNPTGVEVRRGSKEEADKD
TLPFWPYFVMKDLFALGVVLVVFFAIVGFMPNYLGHPDNYLEANPLQTPTHIVPEWYFLPFYAILRAFTADVWVVMIVDW
LTFGVVNAKFFGVIAMFGSIIVMALVPWLDTSNVRSGRYRPQFKLAYALFVVDFVLLTWAGGMPAEAVYANISLLGAAYW
FAYFLVILPVLGVIEKPLPQPETIEEDFNAHYGDGAAAGKATPAE
>MBL3578427.1 cytochrome c1 [Rhodovulum visakhapatnamense]AB19
MFKKLTITALTALTLGAGGAWAAEGGHVKDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKYVPFRSLSEPGGPTL
SDDAMRAYAASYSIFDPELEDYRDGKPTDHFPEATYPGAPDLSLMAKARAGFHGPLGTGLSQFFNGMGGPEYITSYLLAF
SDETKEEAGTLYYENSVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDVAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKNV
>MBL3578428.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLSLERLAILQGGFSLTADLTVAPGQIVALLGPSGAGKSTILDTIAGFLAPDRGRVLWKDTDLGPLAPGDRPLSVLFQDN
NLFPHLTAAQNVGLGLRPGLRLDRDQTRAVETALDRVGLAGLGPRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAGMLDLVAELARETGATVLFVTHDPADARAIADQTILVAEGRAHAPRATAKLLADPPPALRAYLG
>MBL3578429.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP, partial [Rhodovulum visakhapatnamense]AB19
NGLLSAALAPLGLGPIDIYGPGGVVLAHVFFNLPLATRLVLQGWLAIPAERFRLAAALGFGPAAHFAHIERPMLREVLPG
TFLVVFLICLTSFAVALTLGGGPRATTVELAIYQAFRFDFDLGRAAWLALIQVGVSVAAALAAFAIAVPGAFGPGLGRPI
PQFGTNGRWLRLQDGASLTLATLFLILPLVMVAFRGLPGWASLPASVYSAALRSLAVALGSAALTLALALPMAIAIDRLK
GLRGRAVQAAGTLTIAASPLVMGTGLFILLYPLADPRILALPVTATVNAAMSLPFALRALVPAVAEAERNHGRLADSLGM
AGRARLKLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATLPLQLYGLMAAYRMDSAAAAALLLLALSLGLFWI
FDRGGRAHAEP
>MBL3578430.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MTTPVLFVLTVLIWGTTWIAIAAQVGEVPVMVSIFYRFTLAGLLMLAGLVALGRLRRPAVWRFVVVQALCLFCLNFVGLY
SATSLVPSGLVSVIFSLASIFNAVNARIFFGDGISRQTVLAGALGVAGLACLFWPDIDIQAGASTLRGIGWAVIGTLFFS
WGNMASRQNARLGVTPVIANAWGMGIGAICLLGLLTVTGQPLVLPHGGLYWTALVYLAVAGSVLGFTAYLMLVGRIGSAK
AGYATVLFPIVALTASTMFEGYEWSIMSVLGVVLAALGNVVMFLRR
>MBL3578431.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum visakhapatnamense]AB19
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYRHLDWHELLAGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MBL3578432.1 hypothetical protein JMJ92_09730 [Rhodovulum visakhapatnamense]AB19
MGIYRSENRKDRLHRMGIEPISTANISAILTASAQADVAFDSLGGDIARCVLERMRGETDFVAYGLQTGKPVEFGAGVRA
TYHRFHMRDHFPVLAGQGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQALAEVEKPGGQKPIIDLSSLA
>MBL3578433.1 alkylphosphonate utilization protein [Rhodovulum visakhapatnamense]AB19
MTDTLPPCPECSSSYVYQVDALLNCPECGHEWVPDNLADTASDVRDSVGNVLADGDTVTVIKDLKVKGSSLVVKVGTKVR
GIRLVDGDHDIDCKIPGMGQMSLKSQFVKKVSG
>MBL3578434.1 cold-shock protein [Rhodovulum visakhapatnamense]AB19
MANGTVKWFNATKGFGFIQPEHGSKDIFLHISAVERAGISRIDDGQKVTFDVETGRDGRESATNLALA
>MBL3578435.1 DUF982 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MMEIQWGQPMVLMTSHDGDVERFGTIEKARYWLRRRWPVSDGARHTALAKVESAMECMSSVEEARRAFLVAALSAGFAPA
GAE
>MBL3578436.1 Na+/H+ antiporter NhaA [Rhodovulum visakhapatnamense]AB19
MLLRALDKFFGHEASGGILLMLAALAALIVANSSLQPAYDSALGATFSVLLNGEGLEKPLILWINDGLMAVFFFLIGLEL
KREMREGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGTPETLSGWAIPAATDIAFALGVLALLGDRVPAALKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLFLALIPLAGLIWLNLRGAHRIAPMILLGTIMWFFVLKSGVHATIAGVVTAFCIPL
TDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISPSDLLQPLPLGVALGLVIGKQLGVFAVTFAMVKSGLARL
PEGVGWVHIYGLSCLAGIGFTMSLFIGSLSFGDPALMNDVRLGVLCGSAISAVLGYAALRLIASPATAKQVATAR
>MBL3578437.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MLELDHLAIAAATLDEGVAAVEAALGVRLAAGGRHEAMGTHNRLLRLSPALYLEVIAIDPEAPPPGRARWLDRFEGRPRP
AAWVARTSDLGAALARAPAGSGRPMAVARGDLRWRMAVPEDGELPFGGLFPALIEWQGDLHPVAMLPDTGCRLVGLELYH
PRAVDLCHALEGLLDDPLVAVHPGPEPALRALIGTPHGRRILE
>MBL3578438.1 molecular chaperone DjiA [Rhodovulum visakhapatnamense]AB19
MSLWSRIADALSALAKGEGLAAVFDRLRTAPERTVAFTIAVIALGAKMAKADGRVTRDEVTAFREVFTIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETEAPLCDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLTDRQFRTLRARFVPDAV
PDPYAVLGVDPEDDLDAIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAVNQAWEAIVAERAA
>MBL3578439.1 endonuclease [Rhodovulum visakhapatnamense]AB19
MRIATYNVEWFNALFDDAGALLDDDGPSGRHGLTRHAQIEALGIVFTALDADAVMVIEAPDQNGRRGTVRALEGFAQAFA
LRARRAVIGFANDTQQEIALLYDPDRLQARHDPQGQPTGRKGAREAPRFDGVFRWDVDVDAAPDLIRFSKPPLELAVETA
SGASLRMIGVHAKSKAPHGARSPEEVIRISIENRRKQLAQCIWLRQRVETHLEAGEPLIVLGDLNDGPGLDEYEKLFGRS
GLEIVLGQDGPPDRRLYDPHARAALQGLLAAQPASARFYVPATGRYLSALLDYVLVSPDMRARAPVWRIWHPFDDPELYR
VPELREALLTASDHFPVSLDIAL
>MBL3578440.1 AAA+ family ATPase [Rhodovulum visakhapatnamense]AB19
MTRLAAHAPLIALLLALSLAAPPVAAQDGAPLDGTGGANDPGDLDEGLDLLGEGMRKLFKGLGDEIQPRMRDFAEAAEPV
LSRLMDLIDDLDAYQMPERLPNGDIIIRRKPDAPPLADPDHADDIEI
>MBL3578441.1 GFA family protein [Rhodovulum visakhapatnamense]AB19
MSSYDGGCAHVHAHADHDPIDNHTCHCSVCKRVTGQPTTHVVFFRHGDLAAEGGPMKRVPFNDRNPDGPLEICICEECGT
PIMLDDKQGRIRAVVPNLMGSSAEMPATYHAFYDAATGVPKPDDGRPVYEGLRPDFVWPQPS
>MBL3578442.1 hypothetical protein JMJ92_09780 [Rhodovulum visakhapatnamense]AB19
MAMDDAAWARHANPWSGWSRLSVLPLLSVAAWSRIWLGWGALAPLALVLVWTWANPRLFPPPASTGSWMSRGVLGERIWL
TQGTDPAFAHHRPMVRALGLAGALGLGLLLAGLALLAPAPTVAGLAVAMLSKLWLLDRMVWVHRDAGAPGLPPD
>MBL3578443.1 Ppx/GppA family phosphatase [Rhodovulum visakhapatnamense]AB19
MDGQAEDRPEAWDPFGRSLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
RRALAALKRFEILSEAMGAAPLTVVATAAMRDAEDGPEFRAEIERATGLKIWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGIVGQRGTSPLGPLKLRDVPGGKKGLDRYIGQEIERLAAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRSSLSETIDWIATSDTEALRQRTGTSPDRMALVPYAAQVLKKLVAHLRPREIAVSSYGIREGLLFEQM
PADLRARDPLIEACRFAEQTSARLPGFGNRLYNFILPLFGAAGPEKRRLIRAACLLHDTAWRAHPDYRHEVCFESATQAN
LGGLEHWERVFLGVSLLHRYKNSRAGSRFEPLFALLEPEQIRQAEVLGKAMRFGAMFSLQAPDSLAELRHYPKKKQLELI
LAAGSEALFGEVAEARFASLAKALGVETSVRVRRH
>MBL3578444.1 RNA degradosome polyphosphate kinase [Rhodovulum visakhapatnamense]AB19
MTQADFLVAPFPEPVEIPEPQRIGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFVSISATNLDEFYTVRVAGLRE
LAKKGNIVPAADGLTPAEQLVLIDRDARKLLQSQQTAWNKLKREMEDAGIHILTRSRLTAADRAHLEDYFLRKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERDRDGHPLQALLPIPHQIQRFVRLPAEDGQQRFLPMEELLLVHLGSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKLSAGAPEQLRSVIMRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWPPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPNVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVSALVELKARFDEAANIRQSRRLERAGAHVIYGFINYKTHAKISTVVRREGDQLVTYTHFGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEESDHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSHRARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANFADEAQSWVMQPDGSFVRAEAGPDAFNCHRFFMENASLSGRGSAGAADVRQLAKV
KD
>MBL3578445.1 chromosomal replication initiator DnaA [Rhodovulum visakhapatnamense]AB19
MVRQLALELPVRPARGRAAFFVAPPNALAVQQIDAWRDWPARKLVLIGPEASGKTHLVHVWADLASAEVIHARDLPQAEL
PALAAAGAVAVEDADRIAGRRQAEDALFHLHNLLAAEGGTLLMTARRAPRDWGLCLPDLASRVQAAATAHLEPPDDTLLA
AVLVKLFADRQIAVSPDLIGYLVDRMERSFAAAAETVAAIDREALASRRKPGPRLAREVLDNGPGGDD
>MBL3578446.1 AI-2E family transporter [Rhodovulum visakhapatnamense]AB19
MGLPVRAQAKYWGIAAAAIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGFSRVGATVTITLCALVIFVLGALLVL
PSMIEQAVALVNAAPDLASHLHAFLTERFPSLADNGSTVRKTLTGIGEAVQAKGGELLNGVLTSVVSIVDMVVLVVLVPV
ITFYLLMDWDRMVAEVDRLLPRDHAPVIRRLAGEIDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FIPYVGAVVGGVLALGLALFQFWGEWWMIAIAGGIFFAGQQIEGHILTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAAALGVLTRFFIAQYMDSRLYRGMAGRDDAPAPDSDEDAA
>MBL3578447.1 proline--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MRLSRYFLPVLKETPSEAQIASHRLMLRAGMIKQASAGIYSWLPMGFKVLKKLEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRIRDRHDRDMLYGPTNEEMITDIFRSHVGSYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDYDSAIHAYNRHMVSYLRTYERMGLKAIPMRADSGPIGGDDTHEFLVLADTGESEVFYDSAILDLTFGDRNVNYD
DRAECAQIVKEWTTPYARTDETHDAALYEAIPEARRRSSRGIEVGQIFYFGTKYSEPMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADGACKGIYKALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGDSEEMSPEAAVAKIAEIYAPHRTGSHWEPMAKSSFHTWL
>MBL3578448.1 hypothetical protein JMJ92_09810 [Rhodovulum visakhapatnamense]AB19
MIPRIAPYHSGPYRLGAILQDPGPLHGSGCNAQKTGEIGVLNGDPTATLCRQALEANGISLSAYLPMNAIPWHDAPASRP
ARLLKEGAAPNRRLILEAGVDLVLLLGRQAWTSARYLDLPDRIEIRRLPHPGRLGLINCRENGKIVGAREAQKRLIAGFA
LR
>MBL3578449.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MTAAPFARFEWMIAWRYLRARKAEGGVSTMTWISLLGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
AGVRTRTIPDYEPIAERLRTVPGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLDRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVNAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNRESVADEFEVMV
EDPEHVDDLTSALLRAAGDRALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGASVGLAGTLFGVILGCLFAIYIDPIFSLVNYVSGGGVWDPSIRGIYNLPAKLELQDVLSAVLLSL
GLSFVITIFPARRAARMNPVEALRYE
>MBL3578450.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSDPVLSLDAVEKCYNRGLPGEVSVLRGASLSVAPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENILLPQMAAGTPRAAAEARAMDLLTRVGIAPRAAHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MBL3578451.1 hypothetical protein JMJ92_09825 [Rhodovulum visakhapatnamense]AB19
MPRPFARRNRRDRRQQRIEIGAMDAKADISGLGARVTDAQRHQKPRGVANQLHPARVARCQPIDRAVAQKQVARPKAAAP
AGLGDRPARDGRQKRLEPVRQLVRQTPVGRLGPLGGQFRAAPPQPVTSAKGKPPPFGRDQMGQPATGAPDHLVALGPGQR
LAHRTALGQALHRKPLAGPGRDPRRHPDRVMSHMKRQTLQVAVERVGALGTLRAAQQGQFGRVAVLAADKDSLARIGPGH
PLDGEAGEAGAARLGLLHLVRCIQKAFEPECTSRHAGLFAPK
>MBL3578452.1 DNA polymerase IV [Rhodovulum visakhapatnamense]AB19
MEVGHGDDPATGTDPETDPGGAPGAAADQRRIIHVDMDAFFASVEQRDRPELRGRPVAVGHGRARGVVAAASYEARAFGV
RSAMPSVTALRKCPELIFVPPRFEVYKAVSAQIHAIFAAHTDLVEPLSLDEAYLDVTGACTAGRPATGIAEEIRAEIRAA
TGLTASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAQAFVAALPVGRFHGVGPVTEQKMHRLGIRTGADLRARSLAVLQA
HFGSSAVHYRAISRGIDTRPVRPDRRRKSIGAETTLSEDLREFGAAVEVLRRLAGKVARPAAEKRLSGRTVTVKVRFTDF
EQLTRRRTLPRPLAGAEEILAVAESLLEDLHPFRRPVRLLGVTLSGFEPPAGETGQQLDLFDAAEVPPQGSGRAGRLTGA
PSS
>MBL3578453.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSIHTRPIPSRARVGAKPPRGSVSAALAALDRAPSDPAALRAFVATLAKADMERARSARFEAALARALAEPSVCNLTIQS
FASAYLAGRFMAAADKADGKVDVPPGLLNLTIAHLYHRLNVSLALEPFLIAFRRDLLEAAREGRAVSAQQIALAEALARH
SFTCEYIWLEAEAETAALETVQRQVETAIAQGADVPALPLFVLGAYRPLDRIPALLAWVALQAAQGLERLDPTLRLLVFD
RLQEEALIPRIETLTAIEDATSAAVQAQYEENPYPRWRHLGRRTPVDFKTYLSRELALAPALTVSAPAQARVLVAGCGTG
QHPISLALSLTGATVLAIDLSRASLAYASREARVRGVENLGFAHADILKLDGLEDAFDLIEAMGVLHHMRDPEAGLAVLV
KALRPGGFLRLGLYSRLARRAVIAMRSRIATVGYRPDLEGMRAFRRDFFLDRLYAEAPELCSFRDFYATSELRDLIFHVQ
ERDYTTSELAEMLDRNGLEFLGFSGLDADIMQRYRAETPDDPTGTDLAAWGRFEDRHPETFRGMYRLSCRKAAPSAVSPA
>MBL3578454.1 DNA topoisomerase IV subunit B [Rhodovulum visakhapatnamense]AB19
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPVDPHPKFPGKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGATANRRGTTVTFHADEQIFGHHRFRPARMLKMVRSKAYLFSGVEIRWKSAIPDGDTPMEAVFHFPGGLSDYLT
ETLEGASTYADRPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRAEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATSRDGTELFIVEGDSAGGSAKMARDRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFNIDDLRYDKVIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGPKRIYA
LDEAEKEMWLAKGLGGKGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDEPGETADLVERLMGKKPELRFQYI
QENARFVDEVDV
>MBL3578455.1 polyphosphate kinase 2 [Rhodovulum visakhapatnamense]AB19
MDQLTPPAAQTSAALPKTEENETGQAPLPTVAKPAAPASVPRKSTPKAAPPVATAANIAHAFESGEYPYRTKMSRRSYEA
QKAKLQAELLKVQLWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRTARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNDYLEFMRQTPELERMLVRSGVRLFKYWFSVTQEEQRRRFKSRETDPLKRWKLSPI
DKASLDKWDDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMRHFLHGLDYPGKNPRVAHAPDPLIVGRAEHVIHKA
EHILGTSLHPDLRKGRED
>MBL3578456.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MWNDRYAGEDYLFGTEPSTLLRHEAARLPPGAEVLSVAEGEGRNAVWLAGQGHKVTAVEAAPNALAKARRLAEARGVTLD
LHEADIDRWDWAPGAFDAVLGVFIQFGDRAAQDRLFAGMRQTLRPGGLVLLQGYAPRQVGYGTGGPGDPAQMYTEPLLRD
RFAGFEILLLRDYDTDLAEGRGHSGRSALVEMVARKPRPEG
>MBL3578457.1 MATE family efflux transporter [Rhodovulum visakhapatnamense]AB19
MASVSPLPLSAHLRATLVLGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFIVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGVGLLSLPVFFVSERLFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGAVAVNAVGNYLLIFGHFGLPELGLQGAALSSLIVNVLSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIAVQISSAIFMVHLGLSNAATIRAGAALGRGDRTGLYRGAVAA
FGVSAVAVAVSVVAFLAWPEVLVGFFLDPASPDRAAVMAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLASGLALAGVLMMTRFWSRDWVPAR
>MBL3578458.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum visakhapatnamense]AB19
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKRDNGLDYEPSQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVFVEGRMEDGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRAQLKALTDVLMKHPHVHIMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPAPLIKAMGKIQSQSTSNPSSIAQWAALEALNGPQDFIAENNAVFQRRRDMVVEMLNQAEGIDCPVP
EGAFYVYPSIAGCIGKTTPAGVKIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MBL3578459.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDTSETDAADWYSEDAATFGDRVVAAREALGMTQTELAKRLGVKLETVRGWEDDVSEPRSNKLQMLAGVLNVSIMWLLNG
HGDGLDGPGEEAVIPGDVRGILGEIRAVRADMARLANRLGVLEKRLRHALKEHG
>MBL3578460.1 succinate dehydrogenase assembly factor 2 [Rhodovulum visakhapatnamense]AB19
MTESTESRRKRMHIRAWRRGTKEMDLILGRYADAHLAAMDSAALEAFDALLAQDDHDLYQWVTGQVAAPDEFAPLIERLV
ARPVNG
>MBL3578461.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSNVSYNLKKLVEKGYMH
HQRCEIDRRAVRVRLTPKGREIREVVGGLFARHAEGLVARNVVDDDGLREITAALKRMERYWSDQIRYIY
>MBL3578462.1 DUF1194 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVALAGSAHAPASAGAAECRQALAIGLDVSGSVDAEEYRLQRDGLAAALIHPDIQAAFLQIPSAPVALAIYEWSGTLDQR
LILPWTVIDSPAALAEASATLRRAGRNSAARTTAIGTALTWGAALLADRPQCWQATLDLTGDGSSNEGPRPAAVEIGEVT
VNALAIGIGSSLRLDQAETELDELVAYFEAEVIRGPGAFVEVASGFSDFEAAMERKLLRELQTMAVGQAPSGPGPGPRRA
Q
>MBL3578463.1 DUF1194 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVRLAALLALAPIQAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALKSSNVQAAILSVPDRPVALAVYEWSGRYQQR
VVVPWRLLESPSAILGAAEAIAGSRRSYAAFPTAMGFGLAFGARLFDSAPDCTERTLDMSGDGINNDGFGPELAYASFPF
GDITVNGLAIGGGSPNDAEVFDFYRDRVIRGPGAFVETARDFSDFERAIRRKLMREVAARVYGGTSLLPRDGG
>MBL3578464.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MKVRYLHTMVRVKDLDASMAFYQLLGLTETRRIENDKGRFTLVFLAPPGQEECPVELTYNWDGDDGLPSDSRHFGHLAYG
VENIYDMCDRLMKAGVTINRPPRDGHMAFVRSPDNISVELLQIGESLPPAEPWASMPNTGHW
>MBL3578465.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MAPVAIDRVALTVRDLDLIGDFYQRILGLDHISGSGEDLILGQGGRALIELRRDAAARPYPHAAGLFHTAFLLPHRDDLG
RWLRHAHARKVRMSGASDHLVSEALYLRDPEGNGIEIYADRPRASWLHDGDRVVMDTLPLDLASLRRAEGHWTGAPEGTV
IGHVHLQVGAIPEARAFYADELGFDVTAEIPQASFFSTGGYHHHVATNTWNSAGAGMRPADATGLAELVLAATDPAASRS
GRSVDDPWGNRIRVA
>MBL3578466.1 DoxX family protein [Rhodovulum visakhapatnamense]AB19
MTTLLQDLGIGSATAIDVAALLLRVALGALFLAHAWLKIFVFRPAGAAGFFRSLGLPGALAYLTMAAEILGGLALIVGLW
TSLVSILLIPVIAGAGWFAHRANGFWFNNQNGGWEYPAFWTLTLLVQALLGSGALALTAI
>MBL3578467.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDLVDGLRTFVAVAESGSFTRAGEQLGITNKVASKYVAALEERLGHVLFYRTTRAVSLTHEGTKWLPHARKVLAALEEAD
SALRDPADGLSGRLRLTCGTTMGELVVADAVRGFLDENPAMQVELHLSDALADLAAGGFDLAVRIGIPQDSSLKMRRIGT
TRLCVAASPAYLARAGRPQHPRVLEGHTALLDLNEHPAGRWQFRDANGPLTVTVSGRFAVNSASQTIRAALAGEGVMRAP
DIFLAPHLASGALVELLPGHGTAAHPLNLLTLPTAFRLEKVDAFAAVLKRHLAGLGSDTRHPAP
>MBL3578468.1 NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTNVALIGASGNAGSEILKELSARGHRVTAIARNPERIAALPGVTAEAADLHDRDRIVGLLSGHDAAISAVHFTATDLPA
LLAAVRASGVKRYLVVGGAGSLEVAPGQRLIDTPDFPEAYKPEAARGADYLEMLRKTDDLDWTFLSPPALFEQGARTGTF
RLGKDRLLTGKDGSRISFADYAIAMVDELERPAHRRERFTVGY
>MBL3578469.1 FAD-dependent thymidylate synthase [Rhodovulum visakhapatnamense]AB19
MPVTEDQLAEIEAQRAETAPTRRVVARGMEERLYTLHPVLDHGFVRVIDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNHQGRGEVLEGEEA
ARVLEILKADSARSYDNYEAMLSQDGQRGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTMC
EIVADWVPLAFKAFEDYRMGGVTLSAPAMDCVRRMLKGEPVTQENSGMSKGEWREFEAAIQSN
>MBL3578470.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MRNSANAIAATISAPLGAWLGDIIGWRGAFALIVPVAVLALVWQRIHMPSLPPRGIRRANPLGLLSQPQVALGMASIFLL
FMGQFALFTYLRPYLEGVAGFSVPMLTGGFLALGLAGLAGTWAISRLLRTRLYGLLIAIPAVMAGLAGLMIASAQLPTAV
GALIVLWGFFGTAAPVGWGTWLARTLGPEAEAGGGLQVATIQLAIMGGAAAGGLLFDALGWQFTFVFSAALLGGSALCAM
LAWLNQRSSQ
>MBL3578471.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MTEGTNPTLNDLPDAGRRTLLMMTGAGLAAAGLVSIGAAPSRAQASGGWDKTFPRSENVAHEKVTFTNRYGITLTGDLYM
PADSGEAALPALAVAGPFGAVKEQSAGL
>MBL3578472.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDNITGKVIVITGASSGLGEATARHLAAEGATIVLGARRVDRIEALAAELVAADRKAVAVATDVTDRAQVKNLVDTAVQ
QFGRVDVVLNNAGLMPLAPLERLKVDEWDRMIDVNIKGVLYGIAAALPHMQAQQSGHIINVSSVYGHVVDPGATVYCATK
HAVRAISEGLRKEAKPYNIRTTTISPGAVSTELLEHISEKDIQEGTKDFVSKIAIGPGTFARAVAFAINEPDDVDINEIL
FRPTLQPV
>MBL3578473.1 lipocalin-like domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKTNLMIASVALLSALSAPVLAQEADSPIVGAWQMTSLEVASADGAYSTVPYSGMVIFTEGGTLSVQASDANPDAEDTTY
TMNGYEAYYGPVVVDDEAGTFTITVASSLVRALEGQSLVRNFEVTDDQLVLTPVDASEGWRVTYDRQ
>MBL3578474.1 hypothetical protein JMJ92_09940 [Rhodovulum visakhapatnamense]AB19
MTQPRLLAAMSSPGFAARSLITAILLSFGSVAATTTAFAQTTAAAPVTQGETPITITVGDTVMSGRLNSTVMARHLADRL
PMTVDFTDHGIGTDDFPTKVHEIEPPLPAEGTDLGGQPGTGEIAHYVPNGNLGFYYGQLASYWPGVVSLGTFDGDPEIFA
RQTGPFPVTIEVAEE
>MBL3578475.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MARTRAEDFERKQRNLLLDAARVFAEQGMEKASMAQIAAEAGVSKSLLYHYYPSKDALIFSIIETHLTELDDALAEADRP
DAAPEDRLRLLVRTVLEKYRGADDQHKVQLNAAAALSPDQRACLTEIERRIVRRFSAVLTEIRPELKGPGTMLMPVTMSL
FGMMNWVYMWFKEGGPISRDDYADLATRLMLGGLGNLD
>MBL3578476.1 phenylacetate--CoA ligase [Rhodovulum visakhapatnamense]AB19
MTDLTPTKDILDPIETASRDEIAALQFHRMKRTLKHAYENSAFYRKRFDDHGVHPEELHCLADLARFPFTTKSDLRDSYP
FGMFATPRENLVRIHASSGTTGKPTVVGYTQHDIDVWADLMARSIRASGGRKGDIAHVAYGYGLFTGGLGAHYGAERLGC
TVVPMSGGMTERQVTLIQDFRPSIIMVTPSYMLSILDEFRRQGIDPRASSLKVGIFGAEPWTNAMRREIEEAFDMHAVDI
YGLSEVMGPGVACECVESKDGLHIWEDHFYPEIIDPETGAVLPDGEMGELVFTTLTKEGLPMVRYRTRDLTRLLPGSVRS
MRRMEKITGRTDDMIILRGVNVFPTQIEEQILKCPGLAPHFQIELTRQGRMDAMTVHVECHASHGAAEARHASAGELAHH
IKSVIGVSTRIEVHDPEGVERSAGKARRVVDRRPKD
>MBL3578477.1 hydroxyphenylacetyl-CoA thioesterase PaaI [Rhodovulum visakhapatnamense]AB19
MNPEKTPQDLAEACAAAMWNDDSAARRLDMRLEHIAPGQATLSMTLTEAMTNGHGIAHGGYIFTLADTAFAYACNSYDAV
TVAQHCAVTYLAPGHVGDRLTAAARELSRSGRSGLYDVRVTNQDGTAIAEFRGNSRTIRGHLLPRTDA
>MBL3578478.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum visakhapatnamense]AB19
MADSHSVLATLDRGVLRLVLNRPQKLNAFNEDMHRALRSQLDRAHEDAAVRAVLLTGAGRGFSAGQDLGDRDPRLGGPPP
DLGHTLETFYNPMLRRLRSLEKPVICAVNGVAAGAGANIALACDIVLAARSATFIQAFSKIGLVPDAGGSWSLTRILGEP
RAKALAMTAEPLPAETAAEWGLIWKAVEDEALMDEATALAERLAAGPTLGLGLTKRLIQTASGGSFDAQLDLERDAQRRA
GQSADYAEGVTAFLEKRAPVFRGQ
>MBL3578479.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKTLTTTALALIAALGAAGPGLAEIRLGASLSATGPASFLGDPEAKTLEMMVEALNAAGGIDGEPVELVLYDDGGDPNKA
LTFATRLVEDDEVVAIIGGSTTGTTMSILSVAEDNEIPFVSLAGAVSIVDPVRPFVFKTPHTDRMACEKIFTDMAARGIG
KIGMISGTDGFGASMQAQCKDVVGQFGIEIVADETYGPKDADVTPQLTKIRGTGGVQAVLNPGFGQGPAIVTRNYHQLGI
DLPFYQSHGVASDAFIELAGADAAEGLRLPGTALLIAGQLAEDDPQRAVVRAYKAEFEAAYGMDVSTFGGYAHDAFALLV
DAISRAGGDDPVAIRDALEATSGLVGTTGTYSFSADDHLGLDLSAFRLLEIRDGGWVPVD
>MBL3578480.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDALMQFVFSGVTVGAVYALVALGFTIIYNASDVVNFAQGEFVMLGGMITVFAHLAGLPLPLAALGAILATAALGVALNR
LAIEPARGAPVVSVIIITIGASILIRGAAQLIFDKQLHGLPSFSGDDPIRVLGATILPQSLWVIGGALAVFVGLWAFFTR
TLTGKAVLATSNNRTAAQLVGINTGWVMTLAFGLSAAIGALAGVLVTPITLVSYDVGVGLALKGFAAAMLGGMGNPKGAL
AGGILLGLFEALTAGYVSSHYKEAVAFIVILGVLFAMPQGLFGRAGTERV
>MBL3578481.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRPSAKWTQLLILFLLIALLPLFFPSGYYFRVGALIFVNGLAVIGIVILTGYAGQISLGHAGFAGIGAYASALAPGHLGL
HPLLAVVLGALVSALVAWLVGRPILRLKGYYLAVASLGFGILVAMVLGNERALTGGPDGMAVPDPGLRDLLKDLGLKLTG
GEFWYWCCGLCLLIGAWAALNLQASPTGRALRALHGSEVAARTVGIDVARLKLQAFTISAVYASVAGSLLAMQNRFITPD
VAGFMHSIEMVTMAVLGGVGSVIGAIFGAVILTLLPQVLTVFADYEQMVLGAVMILVMIFLPEGLIPSLARKLRGRGE
>MBL3578482.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSLLSVEGLGIAFGGVRAVHDVGLTVAPGEIVSIIGPNGAGKTTLFNMISGVYLPGAGRVRLDGEDVTGMAPHLLARRGL
SRTFQNLQIFPAMSVLENAATGFHLRESGALMADLLALPGARRRSAGALAGARDLLARVGLDRAADREAGELSYGALKRL
EIARALATAPRLLLLDEPAAGCNAVETEEIDRLIAGMAQSGIAILLVEHDMKLVMRISTHIVVLDHGEKIAEGDPATVSR
NPDVIAAYLGAPAAEPEAAHADG
>MBL3578483.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MLTVENLRARYGRIEVLHGIDLTVNSGEIVTVVGANGAGKTTLLRCLSGIQPITDGRIVFRGETYVTTPAHKRLRHGLAH
SPEGRQIFTNLSVEENLRLGAFLYDDDRVARDMDEAFALFPVLREKRNLAAGGLSGGQQQMLAIARALMGRPACLLLDEP
SMGLAPLLVQQIFDVVTGLKALGVTVLLVEQNAFGALKVADRGYVMETGRIAMEGPAEALIADPRIREAYLGI
>MBL3578484.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum visakhapatnamense]AB19
MSVLTIDREGEIAVAILDNPPVNAISAEVRCALWQAVETLDADPGIRAVVLVCAGRSFIAGADVKEFGQPPVAPHLPDLV
ARIEAAAKPWTAAIHGAALGGGLEIALGCRFRLIDAEARVGFPEVGLGIIPGASGTVRTPRLAGIEAAVEMVTSGKPVPA
PEALRLGLVDAMVTGDLRGAAVSYAASMTCGPLPEPVSARPVETRPDSYWSERRAQLEKAGEAAPLRALEAVRRATEVSF
DEAMAFERATFLALRDSPEAAALRHVFFAERAALRPAALKGVAPRGIASVGVVGGGTMGAGIAAALAMAGIPVTLIERDA
EAAARAHAAVSRIFEGAAARGKLTGAEAGALSGRLVCTDDYAALGHVDLAIEAVFEDLAVKRAVFDDLARVCRPDAILAT
NTSYLDPRRLAEGVPAPERLIGLHFFSPAHVMKLLEIVPLPGTAPEVLATAFDLARRLGKMPVRAGICEGFIGNRILKRY
RAAAEDLLAEGVPVAAVDAAMRGFGFRMGPFEAQDLGGLDIAFLQREAARAEGRDVPETLADILVRAGRKGQKTGGGWYD
YPEGGRMPVASDAVARLLADRIAGGEVPAPDAIAERLVGAMADEGATILAEGIADSAAEIDLVEIHGYGFPRSKGGPMHW
TGRG
>MBL3578485.1 2-oxoacid:acceptor oxidoreductase family protein [Rhodovulum visakhapatnamense]AB19
MEIRFSGSGGQGLLLSARILAAALTEAGLTVAQSNAYEPVSRGGLSRSDLVIGEAEADYPLARRLDVLLILDEAAATVST
GLLTPASLVLCDAERVTTPPQGPFRTLCLPFTETARTLGTPRVTNIVALGALTAQTSICPPEALLAAIVAQTPARFERLN
REAFAAGLAMGETEPA
>MBL3578486.1 2-oxoacid:ferredoxin oxidoreductase subunit beta [Rhodovulum visakhapatnamense]AB19
MKDTKTETAASFDVNDYLRQDRMPHFLCPGCGHGIALRALLWAVHEQGIPKDRLAVVSGIGCSGRLSAYIDANTFHTTHG
RPLTFATGLKLARPDLHVIVITGDGDCLAIGGNHLIHACRRNLDITCVMLNNEIYGMTGGQVSPMTAEGRFTTTTPEGNT
EPNFDACALAAAAGASFVGREVTAQVLALKTLLGQAIAHEGFSFVEVLSDCTEIYGRKNDLGASPEMMLAKKSAMRPYAY
RNTVDVPFRPNALRTGVLTRTDRPEYGAAWRAMAARIRNEED
>MBL3578487.1 2-oxoacid:acceptor oxidoreductase subunit alpha [Rhodovulum visakhapatnamense]AB19
MTAPSLAAAPTALTGRRNLEGNEACALGAIRAGCRFFAGYPITPSSEVAETMARELPKVGGTFIQMEDEIASMGAVIGAS
MGGVTAMTATSGPGFSLKQENLGYACGAEIPCVIVNVMRGGPSTGMPTRPAQGDILQARWGTHGDHAVIVLAPASVGEAY
SETIRAVELSETLRVPVVVLLDEVIGHLTETVDLGAVAEAPGIARPFATGPREGFLPYAETADLVPPMPRPGDGYRSHCT
GLTHGPDGFPTQNPAVAAAALTRTTDKLVLHRARIESWREQATEDADLLIVAIGISARAARQAVKDLRAEGLKVGLFRPV
TLWPFPETPLREAVAAAGTRKVLVPEMNQGQLVLEVERVLAGRAEVTGLSRIDGETLTPDEIAGAAREALK
>MBL3578488.1 2-oxoacid:acceptor oxidoreductase family protein [Rhodovulum visakhapatnamense]AB19
MDKRNRTTNVLIVGVGGQGVIMVSKVLAQLCQEAGHDVKQSEVHGMAKRGGGVFSHVRFGPKVWSPTIPEGEVDILVALE
WAEGLRWIRHLKPETGTFIADCQKIVPPFACRSRKRGAEPAYAPQTPEEIIDQVHAGYVMDATGLAANLGNARAANTVLL
GALSTALDFPEAAWAQVIAATVPPKSVEINARAFTEGRAWALGGTKRIDVTASGLQKSRAEVHHPQVETVVEITADWCKG
CDICVKSCPERCLRLNDQLKAELALPELCTGCQLCSWLCPDMAISVTNTPVQEAAS
>MBL3578489.1 indolepyruvate ferredoxin oxidoreductase subunit alpha [Rhodovulum visakhapatnamense]AB19
MTHALRQGADEPLGAGQSRPMTGNEAIARGVWEAGARVAAAYPGTPSTEILESLAAYPAADIHAQWSTNEKTAMDVAIGA
SFAGTRAFTAMKHVGMNVAADALMSFSYIGVNGGLVVAVCDDPGIHSSQNEQDSRIYARFAHVPVLEPSDGQEALEFTRT
AFDLSEEYDCPVFVRSTTRLSHTRSAVTLGARQTPAARVFEDNPRKNVMIPAHARMRHGHVLAREARLREALSDSPLNRV
EPGDARVGIITSGIPYTYVKECLPDVSVLKLGVTWPLPDRLIREFCAGVERVIVVEELEPLIEDALKAMGIACEGKAFFP
REGEFSPEIVHDGLAKAGLMPARVHAAPFEFAPMVRPPVLCAGCPHVACFMALGAIDARVAGDIGCYTLAVVEPLKSMDT
CVSMGSSIANAVGMAKAGTETRPIVATIGDSTFLHSGIPPLIDAIYNDADITVFILDNHITAMTGGQDHPGTGRTLRGDP
APRVDFFALVKALGVRWVQKVDSYDTASMQRQLREAVAHKGVSVVISDRPCVLDPVRIKGPAMAVDQDSCIACQACMNLG
CPAITWAEGWHEGRHKVQIDPEACIGCSLCAQLCASHSIKPADIAEQV
>MBL3578490.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTRAEDGGERIGAAELAYRAIRKRIFSGRYAENERVTEAEFAESLAMSRTPVREAVKRLILEGLLTREAGPGLRVVGLGA
DEIEQIFAMRLLLESYAARRAAGFASAEERATLADLALQMQAHVPPRNDADYEAITEANRAFHQLILTAARSPRLEAMLS
LVVNLGLVSLTFKSYDEAAIRRSAAHHREIADAILAGDADWAGAAMQTHLHAATAAARRNFGS
>MBL3578491.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum visakhapatnamense]AB19
MKDVVEIVDVTLRDGIQNEKTLLDLDTKKRMLAAIIDAGATRIEVTSFVNPARVPQMADAEALCADLPREGLRHIGLALN
HRGFARALAAGLDEVNYAIVLSDTFSQRNQGMTTAEGIALWHRLAAETEGRVGTNVTLAAAFGCPFEGEVPVARMIEALE
KVMEAAPDELTLADTIGVATPRDIEDRVGAVRARFPDLPIRLHLHNTRNTGLANAWAGYCAGVRSFDASLGGVGGCPFAP
RATGNLPTEDLVYMFERSGIATGYDLDRAIAGAAALETALGHPVPGMLMKAGGFPATAVA
>MBL3578492.1 CoA transferase [Rhodovulum visakhapatnamense]AB19
MPSEETAARRGPLNDVRVLEMGQLLAGPFCGQLLADFGAEVIKCEQPGVGDPLRVWGQEKPYGKSLWWPIVARNKKSLTL
NLRTEEGQEIVRELIRSTDILIENFRPGTMERWNLGYEDLKKINPRLIMVRVTGFGQTGPYSRRAGYGAIGEAMGGLRYV
VGDPSTPPSRMGISIGDELAAVYACMGALMALHARERTGQGQVVDSAIYEAVLAMMESTVSEYHVAGYVRERTGATLPNV
SPSNVFETRDGKLLLIAANQDTVFRRLASAMGRPDLAEDPRYATHSARGTHMTELDALINDWTRTLDLKPLEETLHENGV
PCGLIYSAAEMLDDPHFKAREAIVELPHRDFGSIKMQNVAPRLSDTPGEIRHAGPELGEHTDDILLKDLGLSPDRLDRLR
AEGVI
>MBL3578493.1 TRAP transporter substrate-binding protein DctP [Rhodovulum visakhapatnamense]AB19
MKPYIIAALLAGSALAGTAGQALAEKTLRVTVQVAVDHPVGANVVTFKEALEDLSGGEIEVEIYDSAQLFKGSEVPKAVA
SGAIDMGVVLADEYSGTVPAAGIFSEPFLFPSYEVLAKAAAPESPVRQTFDRLIGETGTRVLWWQDYGPVQILSKGHPIR
TPADMKGKLVRALGKPVGDFIEAVGGTPVVMGGSEQFMAYQRGTVDIGMSGTTAVKSRKLYEVMDHVTMTNHSLAEFIVV
INPATYDGLSDQERAWVDEAAQRAEADLRAKTRQQNEEAAAWLVETGNATVTELTPDEIAQWQKASAPAIDIFIKDAGAT
GQQLVDDIRALY
>MBL3578494.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MTEGTHAPPPRDPSRVPERLDGPALLRAVDRLSAIAGRGADLALVAICAMVTYEALARYVLHAPTRWTSDVATTLLLWLT
FVAMAQSLRQRRMIRITALIGGRSPTAARLIELFSLVVIGGFSAMAVWLCWGEMLESIAMGRRTASMLQLPQWIVEAPVV
IGFALLSLQAFADAARLWLRPAPDFGHGDAGDLPGERDTA
>MBL3578495.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MTPVLIIVGLIALLLTGLPVAFGLASLGTLLIVLKGLPLALIPANLFGGVNDFVLIAVPLFLFMSNILLRGGVGRDLFVA
LQSWVGHFPGGLGIAALLSCGIFAAISGSSVTTAATVGTVAIPEMIRRGYGTSFTLGLLAAGGTLGILIPPSVPLIVYGV
IAEESIGKLFLAGIGPGLALILVFGIYAVFAATFGSRATRSEKATWAERLSASRRALPTALLAVLMLGGIYSGAFTPTEA
SGIGASAALLITVLQRSLSWQDFLAALRDSVMTTSVIFLIVVGAKIFGRAITLYQIPAEVAEMFSVAGDSRWVFLLIVSA
ILLFVGLFLESMSMLLIMVPVLLPTVLGFGIDPVWFGVYFVLLIEIALITPPVGLNLFVIQAIARTGIGTVIRGVTPFVL
LMLLIAVLMCALPGLALLIPYGL
>MBL3578496.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MIEPVLVVVLLIGLIGMGAPIFLALGASGLLGLWMARGPLAFFFAPTSIFGQLNSFELIALPLFILMGNLLSATPVGTNL
FRAAAIWLYWLRGGLAIATVGASALFGAVSGVSVAGVAAVGSIAVPQMLERGYSRGLAAGAVVSSGALAMLIPPSVPFII
YGAVSGVSVGALFVGGIVPGLALAGALALYIYIRVRRHPEQAPRESGPPPRPAEMLRALGGIWHALLLVVIVLGAIYKGI
ATPSEAAAFGAAGAFLIAALVFRTLSLRSLGQILASSVKVSCTILLIIGCAKIFGDYLNLVRVPEIVTERLTATSLPNWA
ILVVLMLALVLLGMLVDAVSLIVVTTPILLPLIVALGYDPLWFGIILVMNLEIAVVTPPVGLNLYALRGVCPMLSVEEIV
RAVLPFVAVQFVMLMIFVLFPGLSLWLPGLL
>MBL3578497.1 TRAP transporter substrate-binding protein DctP [Rhodovulum visakhapatnamense]AB19
MTQTRRTFLKTGTALMGAGALLGATGGPALAATRLTGVSYLPPSYRALSFGSAGFVERLNASDAVDVDYYDSGKLLKADE
QLAALRAGTIDFMFHTTSYITRSVPILGITGLPGVVEALYENPERLRKGSPLFDLINEELAREDLYMVSMMGNVLEPEYL
WSSAGAPIRSIADVKGKKVRVVSFEGTKVVEGFDGAAVRLPSSELYLGLQRGTVDAAVANISTIIGRSLQEQLHHVYRLP
ITGFGIGLFVTPQRWEKMGDEVRAAFETAADWFDANGAKEANEVIYRDDYWPAIEAAGIEVIDPTGEDLAALDAAAEEVR
AAWIADVGEETGHRGIALATGQAG
>MBL3578498.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MRQVFTRMVQGTRIVGQLVLVFIVVTICYDAIQRYAFAAPTSWSLEVNTFLLIYVAVMVAADVQRTDGHIRITFFVENAA
PLIRRAARAVVALTGIAFAGILTWRGALMAEQAWDYGERVSSGFGTPMVLPYALLPLGFGTLALQFLFDLIDALWGDSPD
QAG
>MBL3578499.1 hypothetical protein JMJ92_10065 [Rhodovulum visakhapatnamense]AB19
MRDAYNGSEAVISNLSGLVTALRLAAEGLPGSTGGAPEWDAFHAILRPAERRAEHLTEVRGKEWAALTRFGARSEGDREE
VLDLLIAARRASGRSLDFWADPT
>MBL3578500.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MSLAAEVRPARPLVWGGGQQRRHKGGPVAGRGGLAGTSVWRIEASLPMLFNFAAKKLGYTGSNPARFAERMKTNPDGFHT
WTEEEVERFLKRHEPGTKARLVMLLALNTGMARQDLACVGRQHIKKEGRIDYRRHKTSVAADLPILPELAEELRHVPKDR
MLFVTQDNSDKPYAVASLGNWFRDRCVEANVPGSLHGLRKAGATRLADAGASEWEIASYLAHTDTTQAAVYTKRANRARL
ADSGSAKPRAVTMSNLSEESDRKEGKANE
>MBL3578501.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum visakhapatnamense]AB19
MTRAYLGVETSATGRRWVGPSEEEARQAEALAQTALLSPAVAAVLARRGVAPEAVPAFLDPTLKDLLPDPLSLRDMGRAA
ERLLEALIGRQRIAVFADYDVDGGASAALLLTWLRAMGHGATLYIPDRIDEGYGPNVPAMQALARDHDLIVCVDCGTLSH
EPIAAAGGTDVLVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEVNRQMRERGLRGPDLLQSLDLVAL
ATVADVAPLTGVNRALVRQGLKIMARRQRPGLVALADVARMNSAPTPYHLGFLLGPRVNAGGRIGQADLGARLLATADPD
EAAALAERLDQLNTERREIEAAVRAAALDQAEARGTEGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIHRLAAEGLLVKGGGHRMAAGLTVARDRLEPAMVRLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFADCAIQHVRRVGESHLKISFGDGLGARIGAIAFGAFDGPLGPFLEGHGGARVHLAGRL
EVNIWNGRQSVQLRLEDAALAD
>MBL3578502.1 class II fructose-bisphosphatase [Rhodovulum visakhapatnamense]AB19
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGTGDGPAVDIALDPLEGTTLTAKDMPNALAVIAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPSERVKVLAKAK
GGRTEDITVCILERPRHEDLIAEVRSTGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVQADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MBL3578503.1 SOS response-associated peptidase [Rhodovulum visakhapatnamense]AB19
MCGRFAITMPTEAMAELFGAVPGNDLPGGPDYNICPTDTVAAVTSAEGLRRLRPMRWGFLPHWYKTPTDGPLLINARADS
VAQKPAFAAAARQRRCLIPAAGFYEWQNGPQDARLPWYIARSDGAPLAFAAIWQDWERDGHSLTTCAIVTTEANRAMQPV
HHRMPVILDPDDWPLWLGEAGHGAAALMRPADDGVLSLHRVGTAVNSNRTDGPELIEPLEA
>MBL3578504.1 hypothetical protein JMJ92_10095 [Rhodovulum visakhapatnamense]AB19
MTDPARRAIAHAALSGPFAPARFLYAATDAASRAEALGQLAPLCHEVVRDGDILWTMHTAERTQTLKALVRQPDLLARLW
RKRPPLKDDAFGHALKACLTGTGPLDADALCPEGDDRQPRLRAAISAAILAQALVPADRRAEVRAFEMGLYRRSLELAEA
ARRKLVLPRALSGRTDERTAALAFMTGAAAPAPAETLAGDPGRLARVMLITGSPGMGKSAFLADLRPRLDGLVPPRWVIS
FDFDKTTLAHGGPVAWTEEVTRQIGMQAPDLAGPLSAARGNRALERQSMTGEATISAADLLLEDTRAILTEAGPRPFAVV
LDTIEEITAQDMRDAFAESPTFTLFYRLLAWLDRLASLAGEGPGAVTAIASGRTAPPVDDRLRALWFDAWLDLAALAAED
ARELLALRCPELPEPARAALVAAVGGHPLHLLLTGRHLDGLAAKDRARVIEDLGREGLAGMPAETVLRTLYSRFLDRLRV
RGLPEGLDRDAIKALAHPGLLLREVTEPLLAEVIAPAVGVDLSPPGHAAAAFRALGEQVWLVSTEPGGTRIRHRRDVRRV
MLPMMLSRPEPSHLRVLDAAIARHQADGLPDEAAYLQALKGDTDWLRAHPERAGAVLSLAGEDLEVMRLSVRALLKHFAP
QAGALSRAEIDALPPDLAREAREAENLRSMRQTGARAMPPPRASAPPDLHEASEFVVVNRRRDIRHPPMQNLFPPEDAAA
AADPLPRLADWIDPDSDGGAVLNDRRLQDAMELAFDEADFEQVSAMGWDALARVGQWPDLTRPLPVETPWQDHWLWRLTL
TGMIVPPPSGWREIGPFGLIASGEVDAKLIAAEGVDLGAAFYDFDALCQDRPLGLPEVETSPMLQSPSGLRLVRVLTGAT
LGRAMLRAATRTDKSFLAVPAHLPLLARDLLDWLARSSDVPRLVSGLVEGHPGKPDFAALAEALAADPGRVESEAERIFA
GAAFAPGDTEIRALVRLDGPVPAPVLRLIARGQTPELHRAVAAALLNRLPRARAAACFEPVAAAAPVWPKRAARSLEELV
APRTSEFDRHDRALELIRYADICGLLPQLVTEMAARGPASQLKALKALFDEMDRRWTWPGETG
>MBL3578505.1 trypsin-like peptidase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPDAIPTAAIMRLARGLRVSRSVFETAFDEIGARHRAPSFMQLAETRNQIDPLPAGAERDRMDFAAAMERANADGWLVAF
VFQKFSDLSAGVSDDARPELQSMVNAHQHFAAALDVTTGTMNALRRCCLILSERPDPNSPGKTIADELGSGFLIGPHLVL
TNHHVVAGLLDPVTGTPKPDAVPLVRFDYHMGQRELVPPVNIRGSPDWLFAASPSVPGASAETAAALAGHLDYAILRLDG
RPGHARGHYDIAAAPAPPAVGVGLELWQFPKGQPMKVVGNVRAPAPQGLGIDADPMPPRIHYLMNALHGSSGGLVLDGEK
RPVAMHDAGFEAGALGGDRVNRAIPLALIARHAGAALTAELVRTPPRLYWSPGRALPILGRTQLQEHIHRAIDGRARIIA
VLTGPDQTGARRPRIGRSFTHRVLSACLPPDRHHVLLIETSQIDPDPFVTARRIVGLMGPEARVELPGASGETTLDADAT
GVLVDRTVQALLTAAPGKTVWLMIDDIDADPIGTQWGASDYLVALYRRAVSEPRLRIVLAGLPKRLEGLGDLQDATLVEY
LAAPPGPAELNAWIEGVLTRDMPPDEFSPRLAALLRDLAEAGLAAGDDMVPPGCPTEALARLLTRHAQKAFLGTGGAP
>MBL3578506.1 trypsin-like peptidase domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
PGGCLGRLGRGALPIDFSETADGSQRHALTGVVMAGPDPINGVERLGHLDMALLSLDATAPGLPRALPLARQMDEAADMV
VIGYPARPGRSAFVDPATGAVSREIGNRLREIFGTDYGRKYVAPGRVIQGPGMLPGDSEGWAASHDCTTLGGNSGSVLVQ
FTATPSVAGLHFSGAPLTANKAHALGRVDQSPLGPITGAAWI
>MBL3578507.1 substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTKSTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPSGNTVTFGFNVPQTGPYADEGLDELRAQELAVEHLNGMGDG
GMLNTFSSKALDGTGILGKQVEYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKQFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MBL3578508.1 DUF2083 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPRSALTGTRIRERRTMIGMRQADLARLAGISPSYLNLIEHNRRRIGGKLLVELARNLGVEASALTEGAAAALIETLREA
AAGHDEAEADLPRLEEFAGRFPGWAGLIADRHRRVRELERTVEMLTDRMTHDPFLSASLHEVISAVTAIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGTEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEARE
LTSGPARELALAHLKRYRRDAELMPLQRFSEAARGAALDPGALAQAFGVDPGAAFRRLAALPEDRAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGATPQRFLTYAICQPVLAAGFDGPQVLEAAMLILPEGT
VALPRMAAQPVGTSCRICPRRGCVARREPSILANGF
>MBL3578509.1 response regulator [Rhodovulum visakhapatnamense]AB19
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHADGTTAFDRVAETRPDIVILDVMLPGRSGFDILRDIRADAGLGALPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MBL3578510.1 hypothetical protein JMJ92_10125 [Rhodovulum visakhapatnamense]AB19
MARAPLFLAREGYRRRRLADMARLLPVLGATLFLVPALDARDGLGAGMLIYLFSAWFGLILASAFVSARLARAAPPEGAE
LASEPPVSGPPASEPTADPSEGAR
>MBL3578511.1 sodium:solute symporter [Rhodovulum visakhapatnamense]AB19
MIAFDMLVAICLFYVAILFGVAFLAERGGRRGSNAWLRSPLVYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNMLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGAPGPWQVVD
LNAAAFSVAVGLAVFTVFFGTRNLDANERHHGVVTAIAVEAVVKLIALLAVGIFVVWGIGGGAQATLDRIEASPLAGMPV
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPGYVFLMSLFVVPIAAIGLAEMPPGANPDLFVLTLPL
AQGRDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRTLVLRARRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWGYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFALVSLLDFPGPMERLQAAQFVNVFDHSPAGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAADQGKQGYLPDTTPEFLRTLERKLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELARTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMEDDALPPERLADYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGRSGRAPMAIRRDPAAERVDLITDGDRLSQVFINLVSNAQ
KYCDAADPVLTISVTEAEGRVAVDFIDNGSGIPDRSQSIIFEKFSRLSDPRKAGGAGLGLAICREIMVRLGGSIVYLPGR
GGAAFRVTLPSRCAEAA
>MBL3578512.1 FliM/FliN family flagellar motor switch protein [Rhodovulum visakhapatnamense]AB19
MAENGHQAILRRILGEDRVSLGGARGGGSDGVAAMRLETARATREAFGLTALVEECKAERTGLPEIEAEVTDESLPILLR
GPDGRLGLVVYSADLAMALLEWRLVGFLSETAPPARTLTATDAAVLADLTDPILTRFARAMKEASGADWASGFTQGARID
DPRHVPLLMAAGRYRLYRLKLVAGRGRSGGLIIALPEAAPVARPKPADKVARPWPEALRAGVLGAELSLNAVLWRTRMSA
AGIARLKPGDLLPLPSAALGAVQLEGPGGVVIAGGRLGQAHGDRAIKLDSEAGAADEPGFGGGMLDEGGLGKGLPGGDPL
QIGADLPLDEGGFPFGEAAEEGGLDFAAEGFPAGGLDLGTGDFPFDPGGLDSDLENALQNDLDLGGFGAGPLDLSEEFPA
ASA
>MBL3578513.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum visakhapatnamense]AB19
MPDPTESASRRLLVRLREALAEPAAGQERLDRITALIAGQMGTHVCSIYLFRDADTLELCATEGLKPESVHQTRLRVGEG
LVGRVAKTARPINTGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKEARQYSDDEVYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVITNPIADDFETEMRRLHEAVDRLRVTVDEMLNAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPADPILIARNIGPGELLDYGRSLRGVVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVATAFNDKIAMQAKAQQRYATIRKEPALTLCGQRIALHMNAGLMADLPSLESSGAEGVGLFRTELQFLVRS
KVPKRSEVAALYARVMDAAEGRRVVFRTLDIGSDKVLSYMKPQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRIARDHLMCEIDREGRLGRPLPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTPLSFCGEDAGRPVEALCFAAIGLRSLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIMDWLRRRD
>MBL3578514.1 aspartate kinase [Rhodovulum visakhapatnamense]AB19
MPVLVMKFGGTSVADLARIRNAAEKVKREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLKTSSAHSAARIEAIPRANIDQKFAEGMKVAVVAGFQGISSEGRITTLGRGGSDTTAVA
FAAAFDAVRCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDENS
GTLVCDEEDIVEQNVVSGVAYSRDEAKMTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVAR
AREAMNKTKDAGEVNFRELVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MBL3578515.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTPLITGANRGIGLGLLQLYAGRGLAPIGTARTDAPPRVEGARWMPLDVTDARAQRDLADRLGDVALDLLVCNAGAYLDR
GQTIEDGYPPEMWAQMFATNVTGAFLSVQALLPLLERSDRPRIAIISSQMASDERAPGGSYIYRASKAAALNLGRNLATD
LKPRGIAVGIYHPGWVRTDMGGEGGDISADQAAEGLAARFEALSLETTGCFETWDGRPHPY
>MBL3578516.1 DUF1178 family protein [Rhodovulum visakhapatnamense]AB19
MIRYALTCADGHRFESWFQSAAAFDTLLSGGHVTCAVCGNGAVSKALMAPNVATDRPGADPAPPERTQSAPTLSAPAHPA
EQALADLRKRIEEKSDYVGLRFVQEARDMHAGLSPARPIHGEARADEALRLIEDGIPVAPLPFLPSRKTN
>MBL3578517.1 glutathione peroxidase [Rhodovulum visakhapatnamense]AB19
MRPAILPVVAAVLLCAGPGAADGFRFASIDGGEIDLSAFHGQPVLVVNTASQCGFTPQYDGLQALQDRYGPRGLVVLAVP
SDDFNQELADEAAVKEFCEVNFGLTLPMTEITHVKGPEAHPFYRWMAEAHGFTPGWNFNKVLLDGEGSPVATYGAFTTPK
SAKLTARIESLLPE
>MBL3578518.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum visakhapatnamense]AB19
MIRAFAAIALPPEIRESLVRLQAGLPSGRPAPPENLHLTLVFLGELPEPVLEDVHLAFAAIRADRFDLTLSGLGLFGGAR
PRNLHACLLENAALCHLQARLETAARRAGASPERRRFSPHVTLATLRPGQGDPGPLERAVIAGSEFRAGPFPVESFGLYR
SELGRNGAVHTELAQYALFSSQLAFPGP
>MBL3578519.1 hypothetical protein JMJ92_10170 [Rhodovulum visakhapatnamense]AB19
MFWTVHPGHGLGSLSFGMTPEDVKAQPGLGRPGHVYRGSRGRVMEYRGLAVPICEYGPGGLNCIIAGRKVAGVRLQGTNI
FDTDPEAIVRLLESRLGPAQLCQEQLCFPKAGLLLGGFFDAHDKCFFRPDAEYHDERSVTIYMPGACGLSCETEHELVSF
L
>MBL3578520.1 threonine dehydratase [Rhodovulum visakhapatnamense]AB19
MADPLFSLDDLEEAARLVHARMPPTPQYPWPLLAEATGAEVWVKHENHTPTGAFKLRGALTFIDWLARTQPDCPGIVTAT
RGNHGQGQALAARAAGMTAQIYVPEGNSVEKNAAMRAFGADLRIFGADFDTAREEAFRVAETEGLVPVPPFHRELVRGVA
TYALELFTAQPDLHTVYVPIGCGSGICGTIAARDALGLSTRIVGVVSENADCVLRSMAASDLVETPTAHTFADGLAVRVP
VAEAFAIYSAGAERIVSVSDEEIAAAIRLYFRATHNVAEGAGAAPLAALMQEREMMAGRRVGVILCGGNIDSAWFAEVLG
GGVPQP
>MBL3578521.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum visakhapatnamense]AB19
MPPLVRSAPSVALLGYRLVLTLAAPGLALRLLREGARARERLGLAGPRGALEPRAPTVWLHGASNGELASARPLIERLLV
RRPDLMLVVTCNTLTGRALVAGWNLPRVAVRLAPYDYVWTLRRFAARWQPRALILIESELWPNRLCEMARQGRPVLVAGA
RLSARSAARWGRLPGLARRLTGAIRFLSAQDAGSRDRFAALGLPGNRIGPVIDLKAFAPAPAPDPDELARLAPCLPRERT
VLAASTHEGEEVPVLAAFAARYRADPGARLILAPRHPRRAPEIAALIARAGLDHATRSKGETPGPARPVLLADTMGEMAL
WVALAGTSFVGGSLVPKGGHTPFEPAAGGSAILHGPHVANFADTYAKLDRAGAAIPVTGAEDLAAALAALDGPEQSRRAA
LAQRTIAALRAEAPGPDTLVDALDRLLTAPDAKDPCNG
>MBL3578522.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum visakhapatnamense]AB19
MADYAARREAMVDTQVRPADVTRLPIIEAMLAVPREAFVPARLSEAAYIGENLPLAHDRVLLDPRTFAKMLEAADLGPGD
LVLDLGAGLGYSAAVMARMADAVVALEEDGTMAREAEATLAELGVDNVAIEVGPLTEGAPKHGPYDVIVVEGAIETLPQA
IADQLKEGGRVVAVFMEGALGVVRIGWKVEGALSWRFLFNASAPVMPGFARATEFQF
>MBL3578523.1 TolC family outer membrane protein [Rhodovulum visakhapatnamense]AB19
MSSFLRYFAGTALSATLSLWASGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQSLALLRPVIAFAMSGAYTDP
ASAANGGQNTSASAELTATLTVFDGGQNRLALDATKETVLATRSALIGIEQDVLLSAVQAYMDVFAALQNVSLAENNTRL
ISEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAAQGALATARESYKLAVGHYPDTLSGIPNLPSVPTSPEAARAV
AVQTHPDIIQAQHNVTVAELNLARARAAQGPSVTASVGYQRDDNSDEGVTGQIQLSQTLYAGGRLYAAERQAVANVQANR
AGLLQTVRLVELDVGNAWSGLAVARAQLGASDQRIEAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVQAEADQ
YTAVYSVLSSMGLLTAKHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MBL3578524.1 hypothetical protein JMJ92_10195 [Rhodovulum visakhapatnamense]AB19
MAETRSIVDPAGLRPTAMAQEPSRPRLGRLVLTPNLRVRAEPETAGSARPVPVLLRGPLACETAPDVDPGAARKRTAAVA
DLAEANRREAASLERRIAELEAAMAGAEADWEDPETDDVWLDAGWARPGPVPGVAGQSEGALADAAAVRALVAEVVRQEL
RGALGEGISRNLRKMVRREIARALAERDLD
>MBL3578525.1 elongation factor P [Rhodovulum visakhapatnamense]AB19
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVS
RGVRTSVALSREESERRHSQEQAEAA
>MBL3578526.1 elongation factor P [Rhodovulum visakhapatnamense]AB19
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRTGTKLNERFRSADKVDRVELERKDQQFLYEAEG
MLVVMDTDSYEQTELPADLLGDRRPFLQDGMTVVVEYYEAEALNATLPPKVTCRIAETEPVVNGQTAAKSFKPAVLENGV
RVMVPPFVGPGEEIIVNTETMEYSARA
>MBL3578527.1 fructosamine kinase family protein [Rhodovulum visakhapatnamense]AB19
MADRAALEALLGAPVARVTPLQGGDLSEVVRVALSDGRQVVAKTGLRVATEARMLRAIAAAGAPAPQVIAVTEGLLVLEY
LAETRAMPDGWAALGDGLARRHGTAGAAYGWPEDYAFGPAAIPNGASGDWPGFWAERRLLAWPEALPADIARRVEALALR
LGDLIPRRPAASLLHGDLWSGNVLFTADGAALIDPACYHGDAEVDLAMLELFGTPDPAFRARYGAPAPGWPMRRAAYQLW
PALVHLRLFGGGYRSLVDRCLTALGA
>MBL3578528.1 folate-binding protein YgfZ [Rhodovulum visakhapatnamense]AB19
MTGEQAADRTVLKVTGADRAKFLQGLVTNDVSALEGRLVYAAMLSPQGKYLADFLLTERDGAILLDVSTSVAEALARRLT
IYKLRSDVQIAPSGLNVLRGLGPAPDGALPDPRHEALGWRAYSETPGTAPVIDWDAIRVAQCIPETGIELIPDESYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGIEGTAPPGTPIEANGKEAGTLFTCAGDLAIAHLRFDRVAPRM
TAGTATVLWPDG
>MBL3578529.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MAGGAQIFGWLWRGYLRRHSATIGIALALMTVEGASLGLLSYSFKPMFDRIFVAGERGAIPVVAGAVLAIFLARALSGFG
QRVLMARAGLAITGDLQKDMVDHLLDLDGSYFQRNPPGGLIERVRGDTTAAANVWNTVLTAAGRDLVSLISLLAVALSID
WVWTAITMAGVPLLVVPLMMLQRWIRRTARSAREEAARIAGRLDEMFHGIVTIKLNRMERREKGRFGATVSRFIDVQLRA
QAGQAGMPALVDLVGGVGFAAVLVFGGLQIIDGGKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHAVFSE
RATILPPARPKSLPAPAASCDVILENVHLSYGEAPVLRGLSLTAKAGETTALVGPSGAGKSTVFNLLTRLVEPQSGRVTV
GGVEVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDIPEAALREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAHSERAVQEALSHLAKGRTTLVIAHRLATVRDAARIVVMEAGQVREEGRHED
LLAQGGLYAGLYRLQFAAGS
>MBL3578530.1 tyrosine-protein phosphatase [Rhodovulum visakhapatnamense]AB19
MFDLLKTRFEAFERRMTRRHGTDLTAPGARRAALLHFHLMDHAFLRILWTNLEEIAPGVWRSNHPSAARLRRYREMGIRT
VISLRGPRQDSHRLLEEEACAALGLRLETVTLKARRLVPRENLLALLDLFDRAERPMVMHCKSGSDRAGFASALYLIHAE
GAPVARARTMLSWRYLHSRRSKAGVLDVVLDRFEADCAKTPMTLRDWIATRYDPAAIESAFRAERR
>MBL3578531.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MSLRYGRPYLAIPGPSVIPDRVLQAMHQPAPNIYGGPLVDLVESVVRDLKAVARTRHKVAIYIANGHGGWEASLANVLAR
GDRVLVLATGRFGHGWAEAARAMGAEVELLDFGNRATVDLGRVEDRLRADKDHAIRAVMVSHVDTATSVRNDVAGVRATL
DAAGHPALLMADCIASLACDRFEMDAWGVDVMVAACQKGLMVPPGLAFVFLGPKAEEARARADLATPYWDWTPRANPQEF
YQYFGGTAPTHHLYGLRAALDMLVHEEGLEAAWDRHAQLARAIWAAIETWGQGGPIALNMTDPALRSHAVTSVRIDPPHG
TALREWLSETAGVTLGIGLGMAAPGDPAWHGFFRIGHMGHVNAHMILGALGTMEAGFKALGVAHGAGALEAAAGVIAGR
>MBL3578532.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum visakhapatnamense]AB19
MIWKPQAAGALAMAASLALLAGAGARFVPGGSAAGPLARILDSLAPWLLGGALGLSLGAAALGLRRLGPGLALAALAALA
GLGALHLRQSLPALPDRAPDLRILFFNAYSGNRTPAETIVRAVIDTNPDIVLFAEAEAVAAGLPLLQKHYGFVSPCSPGA
CQIVLAARTRPRRFWAMSLNPVWPGRYAVAEIETASGKRVFLAGLQLLKPWMSGLAETELGRLTAQLGWLPDPAVAIGDF
NAAPWSRTLSQISAETGMATARLPVATWPVGAGRFGVPVDQVLVGGGARLVRLSPFGADLGSNHRGLIAEIALP
>MBL3578533.1 SLC13 family permease [Rhodovulum visakhapatnamense]AB19
MTQDQSILFALFATVFVALIWGRWRYDLVAFAALMAAVLLGVVKPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIAFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGQRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANEERLKAEGAGLTVVEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPIRQQIRKTRVRPGDILLLLTPQDVAQDVVDWLGCLALADRGLAVTDTRK
TWVAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPITEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAEMLV
GLTGDMPPWVILTALMVATMCLSDVLNNTATAVVAAPVGIQMAEALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPF
>MBL3578534.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAIGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKYGGNLGETGSVAFMFERMGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEAELGESQSTKLIWKPGNTTEMDLEGMQKLMKLIDALEDDDDVQHVTTNFSASD
EVLEQL
>MBL3578535.1 hypothetical protein JMJ92_10250 [Rhodovulum visakhapatnamense]AB19
MEVWTMYPWVILGVAISVVLPIVRHALPATPSGALEAAAPPVWVRIWREARPYLALGLFSCIVGLLVLAAMGEQILDWRA
ALLAGYASDSTLQKLK
>MBL3578536.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MAMQSVPARGQNPVAGILWMLVTGVCFVAVTALVKLSGQGIPAAQSAFLRYVLGLVFLLPVLGRLMRLRMDRGRMMLYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISDGHVAM
LFTAVLFGISYLTAKLLSERDDAVVVVAMMSIAVTVVLAPVALAVWVTPRWDQVAGLFLVALFATAGHYTMTRAFRAAPL
TVTQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGMIIGSVVFITWREAVHKRRAVTPPTHLPET
>MBL3578537.1 hemerythrin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKDDCALGQRTGLPETLRVLLAEYPRDLWDSTVPLDGVTRFWLDRHIMFRSLLAQMEDEARRLCDGAAPPEHAVRAIRRQ
AAILLSELYGHHKIEDLHYFPQLALLEPRLGAGFEILDADHHALEEHLDDLATAVGGLVQAAPEVQHDAAGRLQVRLDRF
GGVLDRHLFDEEEIVVPILLRHGEGLVG
>MBL3578538.1 DUF465 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTHTPHELAADFPDKARLIEELKDSDAHFARLFQEYHEINGAVHRAETDVEPTDDLHLTEMRKTRMHLKDELVRILNHAS
A
>MBL3578539.1 DUF2083 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MATRKLYAGVKLRETRTRLGLTQKDFAARLGISLPYLNQMENNNRPVSSSVLLALASEFGFDVTELSEGDAERLVSDMRE
ALADPVFSDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDATLGPSPWEEVRDFFHYCDNYIDA
VDRAAERFARGPESGPDPEQRALSALESQGISLILKDIPGLRAYDEDSRTLTLSSHLRGPTRRFQLLHQIALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFFF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYVSLARDVSKPGGAWRAPVRRYAISL
GCEVRHADQLVYADDLDTGNSAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MBL3578540.1 multidrug effflux MFS transporter [Rhodovulum visakhapatnamense]AB19
MMPQPKVRFLDRTTPPHVLTLVLLAGLPALTMNIFLPSLPQMAAHFGTDYGVMQLSVAAYLAVNAVLQLMIGPISDRYGR
RPVLLISTALFLVATLGCMLAPSVEVFMAFRMAQAVIVTGMVLSRAVVRDMVADSQAASMIGYVTMGMALVPMIGPTIGG
VLDEIWGWQSTFAALVVAGIGVLALVWADLGETAAPQDVSLLGQFRQYPELVRSRRFWGYALTAAFASGAFFAYLGGAPF
VGSHVFGLSPSTLGLYFGIVAVGYMGGNYLSGRYSVRVGINGMIFWGTLIGLVAPALSMALFGLGLLHPMAFFGAMSLVG
LGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAALSALAGALLKPGTGAWPLLIIMAATSAAAVLAVLYVRWIDS
REGPIASMPKG
>MBL3578541.1 DMT family protein [Rhodovulum visakhapatnamense]AB19
MPALPVPVVTIGLLVLSNIFMTFAWYGHLKFKAAPLAVVIVASWGIAFFEYLLQVPANRIGHGHFSAAQLKTLQEVITLT
AFCGFSVLYLGEELHWNHALGFVFIGLGAFFIFHRWS
>MBL3578542.1 acyl-CoA carboxylase subunit beta [Rhodovulum visakhapatnamense]AB19
MKDILNELERRRSIARLGGGERRIESQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEESRPYGDGVVTGWGT
VNGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVVPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYQVRR
LVDFLPLNNREKPPVRPFFDEPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMSSKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDADKIARRTKDYEDRFANPFVAAERGFIDEVIQPR
STRRRVCRAFASLRGKRRETAWKKHDNIPL
>MBL3578543.1 hypothetical protein JMJ92_10295 [Rhodovulum visakhapatnamense]AB19
MEMRGWHMLREEGALTMARQLPVRFDLCASAAFPPARKGRLSLQIRQDLWRMLQDLRGFSPVIRVEEEGQGLRVSAGGRA
AAPFPRLDCEARIAALLTSPVHRARWLARARIEGLA
>MBL3578544.1 acetolactate synthase [Rhodovulum visakhapatnamense]AB19
MVDVPSGQSVTHLDTVTGEPGPAGLTVRFRFLAPEIGREGGMLTPEEAQGDMDYLCEHFALSRLSEAGPEPAQIVITLMD
RPVPFGQSDPEATQFFEAYRPEAGHCIWEGF
>MBL3578545.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEVQSGGDALPWADRAAYAERMLERDLRSYEDTQAHSGPV
IFDRGIPDILGYLTLCGLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFDTYVALGYEIIE
LPRTDIARRADFVCKQLAI
>MBL3578546.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MTHAQRGAEAPLMTPVLIAGSVILLIGFAVRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAVAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQLQGLEVLVGFGIAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPAA
EILLRFQPWQGVFAIFAVVVLAALFALPFIRSPQVASRAELEESLGQVLNRAFRDPSYVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGVFNIVGTVTAGWLGNRYSRKYLLAGIYTARTIAAAAFILMPITP
GSVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGKLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIREAPAPARVAA
>MBL3578547.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum visakhapatnamense]AB19
MAGGWARDGAVNDQIDASIEDELNRMKARRAPVGDSLTDCADCGEPIPEARRQALPGVKLCVACQGDRDRRPVIRGGINR
RGSKDSQLK
>MBL3578548.1 DEAD/DEAH box helicase [Rhodovulum visakhapatnamense]AB19
MMGLPKRLVTRLAEAGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAETRGKPVPKTARALVLAPTR
ELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDLG
FIHALRRIAAKLPKERQTMLFSATMPKQMDEIATSYLTNPVRVEVTPPGTAVDKIVQSVHFLEKAEKTGRLIELLDGHRD
DRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNV
PDNYVHRIGRTARAGADGAAVAFCSPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGASKGAGKPPAKARAR
RRPRNKSRAAA
>MBL3578549.1 M3 family metallopeptidase [Rhodovulum visakhapatnamense]AB19
MTNPLLAPRTAPFELPAFAAVSDADFAPAFDQALSDARAEIAAIAEAPEPPDFANTIEALERTGQALSDVLSVFFLLASV
SSTPEREALQRAFSPKLAKFSSDVVLNRALFARIDAVWQARETLDLTAEQARLLELKHRDFVRAGAALPEEGRGRLREIN
TRLAELSTAFAQNLLADERDWTMPLAEADLAGLPGFVADATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKAAYE
AWTSRGARGGATDNRAIVAETLTLRAERAALLGYDSYAAYVLETEMARTPGNVRDLLMQVWAPARARAEADAAILEQMLV
ADGLSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCAHRLFGLDFAPLDVDLHHPDARAWEVTRDGRH
MGVFIGDYFARAGKRSGAWCSALRSQQKLMGEIRPHVLNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEAMRDRVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAEVLEAIGLPRAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEETGDAFDPATARALEDNVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>MBL3578550.1 phosphatase PAP2 family protein [Rhodovulum visakhapatnamense]AB19
MRLPSSSLLLRPAALSAMLALVLLSVTVADGRARRTGDHLQIALPAAGLVCAATRGQAPLYAGRYLLLEAGIKLPKAALG
QRPINRRPDGGSHGFPSGHTAAASFGASALVSSCLRDSPGAQAVAVLSAGFVGASRIDAGRHTIWQTLAGAVLGWLVATL
KLAAFDRAVAAAWTRIGARLAVPGRMLPALRERTPVPGRP
>MBL3578551.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum visakhapatnamense]AB19
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKAIAADIDGPIWVVKAQIHAGGRGKGHFIEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKELQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGAEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINGSGLDVIAADDLSDAAQKIVKAVKG
>MBL3578552.1 succinate--CoA ligase subunit alpha [Rhodovulum visakhapatnamense]AB19
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTQMVGGVTPGKGGQTHLDLPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSILIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKKGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MBL3578553.1 DUF805 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFMLLGGILAAVLDGLLFWGDVSVGAEGVSAETSGPLNGLFGLVTLVPGL
AAGWRRMHDSGRSGLFLLYPLIVLVGIAGFANFIGAFDAATTGDVAQMFTGLAGVVLALSVVVLMISPLLVIWWLTRPSQ
PGPNPYGPNPHEVAP
>MBL3578554.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum visakhapatnamense]AB19
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQKFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAPREAKAAEEKIREKANEKGVEVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PGSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGYGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLVGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFEAAK
EYKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTAPPEGFEVHKTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLAGQDSARGTFSQRHSALIDQNSEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLAEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAVSEAQDFVTGSSFHRVLWDDADSHRLSEARLKPDDQIRRVVICSGKVYYD
LLEERDARGIDDVYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MBL3578555.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum visakhapatnamense]AB19
MSTEVRVPTLGESVTEATVATWFKKPGDVVEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKSNGGAPAAAPAAEAATEEVPVMVPTLGESVTEATVSTWFKQAGDSVERDEMLCELETDKVSVEVPAPASGVLKE
ILAGEGTTVEAGGQLAVLLAGEGAASAPAASPAPAQGAGGGKDVEDAPSARKLMAEKGLTAAEVAGTGRDGRIMKEDVLK
AASAPKPAAAAPRAPEAPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MBL3578556.1 hypothetical protein JMJ92_10365 [Rhodovulum visakhapatnamense]AB19
MALVFSSDYDALPTDPQVRWTKLRDLLERRLAEFSNPSEGYAEEDLIEYCCVLSAAADKLGLGELAAFEINNIRRTFPEF
RSSVISLATRLQITSVSGGSENSVAIQRPTRGKITKEIEKLRNLVASSDLPEAQKRKLRDKLDQLQRLIFDPRTDLIKVF
AILGNLGAACVNTTALLADAPNAMGTIVALIGHEREEEEKERRLIEAQKVPLQLEDHSQGSSYDDDEIPF
>MBL3578557.1 MAPEG family protein [Rhodovulum visakhapatnamense]AB19
MTPELAALAATAVIHLAAVLWSQRALEADVGRDGNTGPRDDIADRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWVSGLAAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MBL3578558.1 MAPEG family protein [Rhodovulum visakhapatnamense]AB19
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPARSMIWAAGFAATVLMTLASLI
>MBL3578559.1 dihydrolipoyl dehydrogenase [Rhodovulum visakhapatnamense]AB19
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRETLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WAQMLSYKDDVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRSLLKRQGLDIVTGAAVQSAEALK
TKAKVAYKLRKDDSEHTLDADVVLVATGRKPFTDGLGLDALGLQLTKRGQIATDAHYKTSVDGIYAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYGVIPGVIYTHPEVAAVGQTEDSLKESGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGPIHS
>MBL3578560.1 alpha/beta fold hydrolase [Rhodovulum visakhapatnamense]AB19
MTAPNGHPKHDHPYETADRAGRAMLARMTSGASLNAAAAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGLTRDD
PPFRPRAEDHRFSHPGWSTPPFSIWQQAFLAAQDWWDAAAEPARGTDPHNSDRVAFMARQMLDVLSPSNVPLTNPEILQE
TVRTGGGNLMQGMRHLAEDIRAQATATPAETASGFAVGRNLAVTEGQVVFRNELFELIQYAPRTEKVHPEPVLIVPAWIM
KYYILDLSPENSLIGYLVEQGFTVFAMSWVNPSADYRDVSLDDYRRDGVMAALDAVGKVMPGQKIHACGYCLGGTILSIA
AATMARDGDDRLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVSRYLM
GKEDEAFDITAWNADATRMPAKMHSDYLRALFLDNRLTSGRFAVEGQVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRHYRIGCRTPETRYTDPDSWYARHPATEGSWWPEWARWLAGKTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMK
>MBL3578561.1 type B 50S ribosomal protein L36 [Rhodovulum visakhapatnamense]AB19
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRYKARQG
>MBL3578562.1 N-formylglutamate amidohydrolase [Rhodovulum visakhapatnamense]AB19
MQAFKLFRPDWPTTSVVFSSPHSGRDYSWSFLRQTVLDERAVRSSEDAFVDLLFSDAPEHGAPLIVASAPRAYVDLNRAA
EELDPAVIDGARLAGHNPRISSGLGVIPRVVANGRAIYRGKIALTEAETRIETCWRPYHRQLESLVEEALARFGESILID
CHSMPREAIESARAGGRPRPEVVLGDRFGTSAGGEIVDRIEQAFSNAGLRVGRNAPFAGAYITQRYGLPSRRRHAVQVEI
DRSLYMDEATVRPNADFDAVRRLLGQVVGTLTQIGRPGEVPLAAE
>MBL3578563.1 threonine/serine exporter family protein [Rhodovulum visakhapatnamense]AB19
MILVFITVGISAARLLVPALPDQIFEPQRSVLHQAIFGAVAAAGFGVLFNFGWVRLVWAAAAGALALAVRTVGMDLGWSL
EAASFAAAAAVALGVEILSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLTLTAEDPATAAETLGMTASAGLRVAF
TIGAIGAGLTIVRSLFRRSDFV
>MBL3578564.1 hypothetical protein JMJ92_10425 [Rhodovulum visakhapatnamense]AB19
MLGGAGHDRLWGGAGADLLEGGAGDDIFAVDAPGDRTFERPGEGWDRVCASVSWTLGDHVEQLTLSGSAALDGTGNALAN
VLIGNAGASYLCGLGGRDTLSGGAGDDGLVGGAGDDRLWGGAGNDWLDGGEGADLLDGGAGSDLLIGGAGADLFIFTGGW
DRIADFEDDLDTLRLDHALWGGTPPDLAGVPALASVTGAGLMFDFGAGNGIVVEGISSVWALIDDLQIV
>MBL3578565.1 glucan biosynthesis protein D [Rhodovulum visakhapatnamense]AB19
MVPTVCPTAYRLLTSVLFAAATSVALAPLASADRVPAPPGTTPALSGPVLAAPAAFSYDVLAARAAALAAQPYVPTPVHQ
ADVLEKIDYDEHWKIRFRPEASLMLGGTPAQFFHLGTYFRQPVKIFLVEDGAAREVVYNTDYFDMPEDSPAHALKPDAGF
AGFRLMRPDMKSDWISFLGAAYFRSDGALKQYGLSARGIALNTGMSVPEEFPRFTEFYLEPAGDGRTVVNALMDGPSVAG
AYRMVLRDRPGQGQVMDITAKLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGSGEHIWRPLNNP
DRVVTSSYFDRDIKGFGLIQRDRDFDNYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETAPQ
AGDEMDFSYRLHWTATPPVEMKLAHTVATRIGNGGVPGQPRPENQIKVVVDFEGPALDGLTRKDGILPEVSAPEGVELIN
PYVLPVVGTDRWRMVFDLKAPPGTGTVDLRAYLARDGKPLTETWLGQIHPDQIDRLR
>MBL3578566.1 GMC family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYMPEDFINDEWESFGQLAWTDPRTTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKGKTTYGPVQGANLLDWPIDAAEMAPWYDLAEKKLGVTRTNGLPGLPGNNN
YKVFEAGALALGYKEVSTGRMAINSVERDGRVSCQQTGFCFQGCKWGAKWSSAYTDIPRGEETGNLEVRDRSHAARILHD
AAGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYGTFEKPVRMW
RGTTMAGIVRDEARHDPSRGFVGGYELETLSLGLPFMAAFLDPGGWGREFTSALDSYETMAGMWIVGEDMPQETNRVTLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
SNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MBL3578567.1 twin-arginine translocation signal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDQQAVRALTRRQLLARASAAGATLVVGAGFVAAPDAAWALETAVLKPETFATLVQMARDIYPHDRVGTEYYAVAVKGY
DTAEAAPMVEAGIAALDAAARRHGFGSYMGTGWESDRAAILRGIEDSPFFQTVRGGLVTGLYNQKALWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MBL3578568.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MAKAIHSMIRVLDEERSVAFYDKAFGLKVADRLDFPEFTLIYMSNPETEFEVELTVNKGRTEPYDLGDGYGHLAVSVEDL
EAEHARFEAEGLAPRKLVAFAPAGEVIARFFFVADPDGYQIEVLERGGRFK
>MBL3578569.1 ribbon-helix-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MCQIFAGQDPERYRSTTRRLRLNGQSTSIRLENSFWAILDEIALSEGVTTPAFISKLHAEVLELHGEPSNFTSLLRCTCL
IFRETVPARGPMAMAAE
>MBL3578570.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum visakhapatnamense]AB19
MGRIVLVTGGARSGKSSHAEARVRAMPGVPVYIATSDPQDDEMRDRVARHRAVRGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLSNHMFAGQDWEPEAEALTAALLRQQAPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAAVADEVEFVV
SGLPLRVK
>MBL3578571.1 manganese-binding transcriptional regulator MntR [Rhodovulum visakhapatnamense]AB19
MPPDAPPTCDPQTDLAADAQPDRFQRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREG
LAVSRPYRGVFLTEDGAALADRVRQRHRVVVDLLVAVGVPRETAELDAEGIEHHVSDATLHAFEGFLDAKG
>MBL3578572.1 Nramp family divalent metal transporter [Rhodovulum visakhapatnamense]AB19
MSAVLAGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARLGIVTGKNLAE
LCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLLDLPLIVGMAITAIVTYAILLAQGRGFRPIELIIGALVGV
IGLCYLAEILIAPIDWGAAGLGLVTPAMPDTAALTIAVGIIGATVMPHAIYLHSGLTQTRAVIHSEAERAKVLRFSDVEV
VAALAVAGIVNMAMVMMAASAFHTGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAGQMIMQGFLRV
RIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDVMGTYAAGPLVRGLAVAGAVVVLSL
NAVLLAGAFGLDLPVLGPVALS
>MBL3578573.1 hypothetical protein JMJ92_10470 [Rhodovulum visakhapatnamense]AB19
MPDRASRTPARRSCPGSCRSLCALPPARALPILAVALGASAFLWLGLGAGLGRLAAGADSSPVLAEFCVLGIQGFGICAL
ALALLIGLARPPRASRN
>MBL3578574.1 HAF repeat-containing protein [Rhodovulum visakhapatnamense]AB19
MPALVKTAVKTAEPAGVPRPCRAALLPLALVLGGSDLAAGPAVAMPPLTDAPERPFYFVVDLGDLADGSATSVPHAISED
NAVVGAAVDMTGATHAFYWKGGQMRDLGVLRLMGEPIYSQAEDINEAGQIVGTTYTDAGPAVALWDKSGISLLPALEPDA
DPGQAHSINARGDITGYVGRPDRKESVALWQGGRLVEIGLPGPQFDTAHGMVINDAGQIAGQAALHDEVRAFRYEAGVWT
LLPEFSGGGYASLVNDMNRLGEIVGKGIGDSGTDRGFFWDGAVLHDIGDLPGGKDMSHAFGLNDRGEVVGYSAAGDGNAA
VLWTRADRRLVDLNDCIDPDSGWHLVLAKDINDNGWITGYGIAPNGATHGFVLIPE
>MBL3578575.1 EAL domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTETRSGRGRLVNRLAATGLGVRLIGIMLALFLTSVTLGVVGYVEFKALGASARSVGDVSVSRLFAINDIENALSDHEIA
AERSVLEVDPFEREDLREAQRVATSAFGQALLRLRSLGLSVEETRIVDDLQRDWDGYLASFRMADRLAEDGDFEKAKEHF
EVGVEQMAADLTARITDLTTLTRADTAVALERQDIIVEQSLRLIVLTLAAAGALALGAAIWVVGRLSLPLIALNDALRRL
LGGDDTVRLPDFGTERNELSTLSHSAHALRDSIVETRRLAAEMKTQRALLSETVQNMPAGLCMFDGTGKLLVANAMFWSF
FGMPKELSSGQGSVTLDRLLTQVGCRMSAARPGGGAAFASRMKALIAQRGSDSASWELDDGRHVLLQVQPVPGGWMMIAS
DISERVDQEEQALHMARHDTLTGLPNRRAFADSIDYAIATADPNRPAAILFVDLDRFKHVNDTLGHAAGDQLLRHVSERL
QGAVREGDTVARFGGDEFAVIQIGQQQPDSALGLGDRIIDLLSQPFRIDGRLADIGASVGIALAPEHGDRAEKIMSRADI
ALYAAKSAGRGQCLLFDRDMLDRQNALIKLEADLKRAIELDQFSMLFQPLVNLDTGRITGAEALLRWRHPTRGLVPPCEF
VPMAEELGLIVPLGALVLRMACTEAASWPDRLSVAINLSPVQFRRHDIVGDVTQALKSSGLPPARLALEITEGVLLEDTD
DVKDKLTALKGMGVRISLDDFGTGYSSLRYLRIFSFDKVKIDASFVQEIDSDLGGAAVVRAVCMLCGSMGIDVVAEGIET
REQLLQVMEAGCNEAQGYLLGHPLSREDFLEVEGRSAAGVFPGLGVEETPVLPPMRSAQAG
>MBL3578576.1 TRAP transporter substrate-binding protein DctP [Rhodovulum visakhapatnamense]AB19
MTTRRKFLASAGVGAAAAGLAAPALAQSKIRWRMQTYAGVALADHVIRPAIESFNKIAGDEMEIELFTADQLVPTGELFR
AMQQGTIDAVQSDDDSMASPTEVTVFGGYFPFASRYSLDVPVLFNQYGLNEIWGAEYEKVGVKHISAGSWDPCNFATISP
IRSLDDLKGKRVFTFPTAGRFLAQFGVVPVTLPYEDVEVAMQTGELDGVAWSGITEDYTVGWAGPARYFLTNNISGAWIG
HFFANMDRWNEVPERLQELLRVCMDQSHYYRQWWYWGGEARLRVEGTKMELTSIPDEDWDKVETAARTFWDEIAEESETK
ARIVGIFKKYNEDMQKAGRPYRYTRA
>MBL3578577.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MSYEMIAILMFASMMLMLMTGQRVFGAIGAVAAVAALALWGTGGSVIPFSASMKLMKWYPLLTLPMFIFMGYVLSESRIA
DDLYKMFHVWMGPVPGGLAIGTIGLMVLISAMNGLSVAGMAIGATIALPELLRRGYDKRMVTGVIQAGSSLGILVPPSVV
LVLYAMIARQPVGQLWLAGILPGLLMAGLFILYIYLRCRISPALGPVLPPGERAGIAFAEKVRLLGAGVLPLVIFATMMV
PFVNGWTSLVESSAIGALAALVAAVLKGRMTRAVFETSVRQTLAVSCMFMWIIVAAMAFGAVFDGLGAVKAIESLFTEKL
GLDPWMILILMQLSFILMGTFLDDTAMLVIVAPLYIPLVKALGFDLIWYGVLYTITTQIAYMTPPFGYNLFLMKAMAPKE
IGLKDIYASIVPFVMVMIAALAIVMAFPQIALWLPHQVYGL
>MBL3578578.1 TRAP transporter small permease subunit [Rhodovulum visakhapatnamense]AB19
MTGFMRGYVRTVDGVNYHIGRVMMYGIFVMMGILLWSSISKTFFLPSLWTLEMAQFAMVAYYIMGGPYSIQLGSNVRMDL
FYGRWSVQTRAWVDSFTVLFLIFFLGVLLYGGIDSLIYAIQYNERSPTAWRPVLWPIKSVMCLGLFLMILQAVSELFKDI
AHIRGEEL
>MBL3578579.1 iron-containing alcohol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTPNANWSYPTAIRFGAGRIAELPAACAAAGLTRPLLVTDKGLAGLPITARALDILDAAGLGRAVFAEVDANPTELNLAL
GLEAYRAGGHDGVIAFGGGSGLDLGKMVAFMAGQTRPVWDFEDIGDWWTRADADAIAPIVAVPTTAGTGSEVGRASVLTN
SETHEKKIIFHPKVLPGVVICDPELTVGMPKAITAGTGMDAFAHCLEAYCSPHYHPMSQGIALEGLRLVTEYLPRAYADG
TDLEARAQMMSAAMMGAVAFQKGLGAIHAISHPIGAVHNTHHGTTNATVMQPVLRMNRPAIEDRLGRAAAYLGIGSDFDA
FYALVGRLNAELGIPASLTALGVTDPDLDALTTSALKDPSTGGNPVEMTAENTRRLLEDCL
>MBL3578580.1 aldehyde dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MTTLTCISPIDGSVLAERQALAPEAARAAVARARAAQAAWAARPLAERIDLVLKGVANVGAMNDAIVPELARQMGRPVRY
GGEFRGFEERAKYMARIAETALAPIEAEDSGSFRRYVARDPHGVVLVIAPWNYPYMTAINTVAPALIAGNTVMLKHATQT
LLVGERMARAFHEAGVPEDVFMNVFLDHDTTSALIAERAFGFVNFTGSVGGGRAIERAAAGTFTPLGLELGGKDPGYVME
DCNLDMAVEVLIDGAMYNSGQCCCGIERIYVAESLYDSFVEKAVKLVEGYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVAAGATAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVGIMPVKDDDEAIRLMNDSDYGLTCSLWTADVAR
AERIGRQIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGFHNLTRPKSYHLRKL
>MBL3578581.1 glutamine synthetase [Rhodovulum visakhapatnamense]AB19
MPGQMSFDALKRAVAEGGIDTVLVCLIDMQGRLMGKRFVAQHFVDSAWEETHCCNYLLATDLEMATPDGYASTSWRAGYG
DYVMKPDLDTIRPVPWLDGTALVLCDLLDHHSHDPVPHAPRQVLKTQVARAEAMGLTPVMATELEFFLFEKSLREIAASG
FRDLTPISAYNEDYNIFQTTKEEAVMRPLRNHLWAAGIPVENSKGEAEAGQEELNIKYGPALLAADYHTIAKHATKEIAW
AQGHAATFLPKWHKDRVGSAAHVHQSLWKDGRNAFFEKGADHGMSGLMRQYVAGQIRYAADLTVFLAPYVNSYKRFVKGT
FAPTKTVWSVDNRTAGFRLCGENTPGVRIECRIAGSDINPYLALAALLAAGLRGIEEKLDLAPPTRGDIYESADVPEIPR
TLREATETLRASAMLRAAMGDFVVDHYTRAAEVEQEAFDMAVTDWELARGFERA
>MBL3578582.1 aspartate aminotransferase family protein [Rhodovulum visakhapatnamense]AB19
MSHLIPRAPGAVRPMVDRGEGVYLIDRSGKHYLDASGGAAVSCLGHSDRAVTEAIKAQLDRVAFAHTGFFTSDPAERLAD
LLIAHAPAGIDRVCLVSGGSEAMEAALKLARQYMLETGQPGRHRVIARRQSYHGTTLGALATGGNVWRRTPFAPLLIETS
HIAPCHAYRDRAEGESEAAYGRRVADELDTEIERLGPETVMAFVAEPVVGATLGAVPAVPGYFRRIREICDRHGVLLILD
EVMCGMGRTGTLFACEQDGIAPDIAAIAKGLGAGYQPVGAMLCTGRIHDAIEAGSGAFQHGHTYMGHPTAAAAALAVLTR
LTQDGLVDRARVMGDRLDAALRAAFAEHPHIGDIRGRGLLLGLELVADRASRRPFAPDLRVHARLKAAAFEAGLLCYPMG
GTVDGRRGDHVLLAPPFILDDTHVSEIADKLKSALAAAL
>MBL3578583.1 methionine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVLFLCATDEHGTPAELAAAKAGKPVADYCAEMHEVQAD
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEDVSERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLINPRSAISGSTDLEVRETKHLYLKQRSLRGDLEAWIDSKTDWPVLTTSIAKKWLNDGDGLQDRGITRDLNWG
IPVKKGEADWPGMEGKVFYVWFDAPIEYIAASAEWAEKNGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSRDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPESSDSEFTWENFQASVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQSAAPWSV
YKEDPDQAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMDAMGCEDDTWPAQMTHAMERLAPGQAFTTPEMLFRKISDEER
EDWQARFAGQRG
>MBL3578584.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MEIRFDGKIALVTGGSTGIGAAIACELAASGATVCLAARTASKLTPVVDRIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPSADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATAPAYVAA
KHALLGLTKSAALAYATRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGYTAQ
>MBL3578585.1 hypothetical protein JMJ92_10530 [Rhodovulum visakhapatnamense]AB19
MTALGALSLPLARAHELTGSSRHALALLLAAATEGPVLWIVPAWAPGRLYPDSVAEWIEPGRLIQATPKRAEDLLWCMEE
ALRAGVVPVVVAELPAPPPLTPVRRLHLAAETGASLGRCAPLGLILSTGSGGAAGVETRWHMASRHGPGITAWHLERRRA
RLDPPRAWRLSRDADGRLSLDPALLEPETAGA
>MBL3578586.1 aldo/keto reductase [Rhodovulum visakhapatnamense]AB19
MRKVKLGRTGLDVSCLCLGTMTWGSQNDQDEAHAQIDLAYETGVHFMDTAEMYPVAPVLAETVGRTERIIGNWFRDTGRR
KDWIVATKMTGEGLKAVREGEPICRKSLITAVEGSLRRLRTDYIDLYQLHWPNRGSYHFRKNWRYDPSHQDRAATLAHMH
EVLETLDGLVKAGKIRHFGLSNESAWGMAQWLRLAEDKGLPRAETLQNEYSLLCRLYDTDLAELGVNEDVTLLAYSPLAA
GLLSGKYAGDVTPEGSRRSRSPDLGGRITPRVWEAVSGYLAIAKAHGLDPVQMAIAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEVEAEIAAMHKAYPLPF
>MBL3578587.1 carnitine 3-dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTGAVAILGAGVVGAGWAARFALMGWTVRVFDPDPEAAGRVAAVLDNARRALPGLSDRPLPAEGAVIQAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADEAIIASSTAGFTPTALYGQSARRCQILVAHPFNPVYLLPLVELVVAEDTPGWAL
DRAHEVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDDAVRMGFGLNWAQMGPFESALLAGGAAG
VDEVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQTGAQAGDRPLEELEQVRDKNLVAVLRALKWAGWGAGAHLRGFDA
RLDGGEIDLAGPIRTVARTVPLDWTDYNGHMTEPRYMQVFSDATDRMMELVGCDAAYVAGGASFFTAESHIRHLAEARVG
DALRVESLCLGAGGRKMHLFHRLFSDGREIATGEALLVHVSLETRQASEPGPDVARRMSEIASAHATLPRPEGIGRAVGQ
KPG
>MBL3578588.1 NUDIX hydrolase [Rhodovulum visakhapatnamense]AB19
MGETDARLRPAGGIDDLPIRDAATVIVVRDAATGPRVLMGQRGESAAFMPNKVVFPGGAVDAADGDVPLACPLSPACARR
LTAEADPALAGALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFNLPFITEVVLAEVSQLIRGGLPPASVPFFDNRDSVSRFQRLA
>MBL3578589.1 DUF983 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MMGSHARPLGAAVLRGWCKRCPNCGAGPMLSDYLTVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLTAPLVAGAVTAFR
PDPLVLTSVFSVGCVALALYLLPRLTGVMVALQWAKRMHGFGQPAE
>MBL3578590.1 EF-hand domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAWTVTKMSTAALAIGTAAILGLAGPAMAQQGPGTDAGAEASAGAGAGAGAGAGRQGRMFDRMDANDDGTISLEEFTARA
RTRFADLDTDGDGKISAEEAQKLGPAGRHARAAGQGGGQGGGQGGAGCGMQPGGGGQGMQGMPGGHGMHRGAGMQGGCGT
NHGMGHGMGPGMGPGMGMGQAMGPGMGQGMGMPGACGGRGAGTQGPGPMGGGYGMFGGLEGTGPMGYGGFGDPTLSPEDR
AERAQRLVDMMDADGDGLLSPEELAQRPGPAMMFNRIDADGDGVLTQEEFETALEKFRSFMRDQRQAPAQ
>MBL3578591.1 RNA polymerase sigma factor [Rhodovulum visakhapatnamense]AB19
MQMPFDAADQDTDEALLLAYGRGDARAARVLTLRLAPWVLAYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRTGEAKVTT
WLYRVVTNLCTDRLRRRRRGAALDEVPEPADDSPGAETRLQQAARVAALDAALARLPDRQRQAVILRHIEGLSNPEIAAI
LEIGTEAVESLTARGKRALAQALAGRREELGFDDD
>MBL3578592.1 dihydroorotate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTDPRMNDHEIEALFAAARAERAEPSAALMARIMDDAMIAAAEAAAPRPVAARPVAAQTGRRGLVAVLVAAIGGWPALAG
VATAGVFGLWIGYAGPGDVGTLTATILGSAYGPNDLVPSLDTYLTEG
>MBL3578593.1 periplasmic heavy metal sensor [Rhodovulum visakhapatnamense]AB19
MSDPAASAAPRRRSWLRPALGLSLALNVLLLGLICGALLGHRPGGGPDDPGAMMALGPYGRALDEADRAAIREALRTEAP
RFRQERREVRQSFRDLLAALRAEPFDAAQVSSLLDRQERRVQSHVDLVRQLMLDRVSTMSQAERAAFADRLEAVLRRGPP
RHDHRDRDRGGPPSDP
>MBL3578594.1 diguanylate cyclase [Rhodovulum visakhapatnamense]AB19
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEVARAERPDLILLDMGLPDIDGTDLCRMLKSGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTEQVLGFGEAAPGFIPPGLVALIASD
PRRARAWRAALVPQISDSLTVLSRAEALNPLPGAPKPDVYVVDADLSPEGAGLRLVSELRAHPVSRDAAILIVVPESARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHLARIAERAAETG
RSFALMILDIDRFKLVNDRYGHGSGDAVLVEVARRLKENLRAVDLVARVGGEEFLVALPETDADRACTAAERLRQAIECR
PVALPGGAGEIRVTISVGVALGDGRSLMSGAPDIEAQVRGLMDQADRALYGAKAAGRNTVEMSRSAA
>MBL3578595.1 DUF3572 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQVFAETVALEALAWLVGDDDLLPVFLGATGASAEDLRSRASETDFLASVLDFILLDDAWVLRFCQAAGLPGEAVLKARA
GLPGGADPHWT
>MBL3578596.1 HAD family hydrolase [Rhodovulum visakhapatnamense]AB19
MGKISAVLFDKDGTLFDFQRSWAGWALDLLTELSGGNPARRAALAGALGFDLCAARFRPESPVVAGTADDVVRLMRPYLP
GWTDAALGAYLTEASAQAPMVPAVDLGPLLSGLAARGLALGVATNDAEAPALAQLEAAGVRRAFDFVAGFDSGHGAKPGP
GQVLAFAEATGRRPAEVLMVGDSRFDLAAGRAAGAATAAVLTGTACAEDLSDLAGVVLPDIGALPAYLDRLGAGSA
>MBL3578597.1 DUF4153 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAEAAEASPGRWMLGGLGALAGLAAWVLFGVLPQPMAAMGLARLHLFLAAFGTVFFGAGLAMVGALRPGRALGAAAGLGL
PLAGLLTWASLRFDTVAAFLGDAVAVPAFAALLVLATPFAIAGLSPGGRWFDYAALFTRAWQIVVRMAAAWLFVGLVWGI
LFLSNALFGLVGIGVIEWLLDVEAVPYLVTGLTLGVALAVVGERSDYVSPDLVLGLFRLLLPVVLAVVAVFLAALPARGI
GQLFGGLSAASILMAMVFGAVTLISSAADAADDRLRLGAVTGWSARLLALLLPFLAGLAGIAIAMRLRQYGATPDRLLAA
ALAVLAMGYGLGHAGAVLRAPGWAARVRRVNVGMALAAAALAAALLTPVFDPQRISAANQLARYDSGRVAADGLDLWTLG
HDWGRAGRAALDRLAERAGGDPKLAEQLAALDAAETRADFELARRGADSAADRAALARTLPVRPAGAALPEGFLSSLRPW
ELQQIGKACKARTTQGNPACVALLADLSQDRPGDEIVILAQGPGEGPLLRAYFADGDSFSMRSPDYVGGDDLYRDAAAAI
DALLAGRYDLRPMRLNAVEVEGRTLFFGR
>MBL3578598.1 heme NO-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MHGLINRAIHFFLADTYGRQVWGEIVRDAGLERHAFESMLSYDDKTTDALLIAASARLCLPRAMLLEDLGTYLVSHRALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLDLPELRLAEDVSDGFKLDCRGGWPEAFYILQGLLRAMADDYGALVL
LDPLEERPDGGLLGVRLLDTSFSAGRSFSLKGPMA
>MBL3578599.1 GGDEF domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNLPLDSRPRDRVLGLPGASLDRLMPMHVWISATGDVVRTGPTLPRLAGGPVTLRPWTEVVTLRRPRPTMRLEELLRMQG
VALKFTLNAVPEIALKGLVVPLPGGAALLNLSLGISLIEAVGRFDLTLSDFAPTDLAVELLYLNEAKTAVAGELRRLALR
LNGARVTAEVEAATDTLTGLANRRAFDEALMRLSASGLPFALLQLDLDLFKAVNDSHGHAAGDAVLRAVAAVLRGHCRGR
DVVARVGGDEFVILMVDFTDRAKLSDNAARLIARLEQPMQVQETECRISASIGIALATRQRHPSPEVLLQEADIALYESK
RRGRGRVTFYDDWLERRRSANGDTG
>MBL3578600.1 efflux RND transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MARFFIDRPVFAWVIAILIMGIGLLSISSLPIAQYPQIAPPNVTVSATYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSAGTSSIDLTFETGTDPDIAQVQVQNKLSQATALLPDTVQRQGVTVRKSSASFLMVVALISKDGSLEQVDLSDYMES
NLVDEFARIQGVGEVQVFGAQYAMRIWLDPSKLAAYDMTPGDVVSAVSAENAQISAGAFGELPAPEGQQLNATITAQSLL
STPEDFEQIVLRAETDGGLVLLKDVARVEIGAEDYSTIANRNGQPAAGMAIRLASGANALDTAERVKAKIEEFSEFFPEN
VEYVIPFDTTPFVKISIEEVVKTLFEAIILVFLVMLLFLQNIRATLIPTLAVPVVLLGTFGILSIFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLTPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMGL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNIFFEKLAGGYGSTVGWIVRRPLRVGVVYLALAAVMALLFVRTPTGF
LPDEDQGILFTLVQGPTGASAQRTEEVARQIQNHFLTAETDNVDSVFTVVGFSFAGQGQNMGIGFVQLKDWDDRQDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARSGQSHEELLAARNQLLGMAAQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATDVGNLLSVAWAGQYVNDFVDRGRIKRVYVQGEPDARATPEDIELWRVRNDSGGLVPFSNI
STASWDFGPQGLNRYNGMPSMQLQGSPAEGVTTGEAMAEMERLAGQLPPGFAIAWTGLSLEERESGSQAPLLYTLSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLGAWLGHFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGDSLFEAIV
QAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGKMAK
>MBL3578601.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MPRSCPRPVRAVFPLLAVVLALGAAAAQAQAPGGGGDRPPPAVTVVTLHASDVTLRTRLPGRVVASGVAEVRPQVAGIII
DRLFEEGAEVELGDALYTIDPASYEAQVAAAKASVAQAQANLKAAEKDASRVEALLNRNVASEQTVDDAVAQRDSAAAAL
QVAEAQLLTAQIDLERTTIKAPLSGTVGRSLTTRGSLVTAGQSTPLAVIRTLDPVYVDVTMSAAELVRWRRGHTETALAD
ADVSVQLSLPDGSAYEHEGMLTAAEPHVDEQTGVILLRMNFSNPEGLLLPGMYVQAEMPQGVVPNAILVPQEAVGRDTRG
RPTALVVTPDNVVESRVLTVLRDSGTDWIVTDGVADGDRVIVAGLQKVQPGVPVTPQERGAAPEGGDGQNDQGQPAQGN
>MBL3578602.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTALERETVILDAAERVLLEQGLTGTTMAAVAGAAGMSKRTLYAVFDGRTALFAGVLRRLRVRVVRPLDPPDLGLPLPDR
LRRLLGPDLAPGICAAPLELLRATLAEATSDSDLVELLLEEGPRTFRREIRKELDRAVKRGEIRLSDTGKAAELLLDMAL
PCTLEDLLCKGCGVADEVGSIRERIDLAVDVFLSGADGRL
>MBL3578603.1 glycerol kinase GlpK [Rhodovulum visakhapatnamense]AB19
MKHILAIDQGTTSSRAILFGTDLSVTATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLGPEDIAAIGITNQ
RETTLVWDRTTGRPVHNAIVWQDRRTADLCRDLREQGCAAQVTEITGLLLDPYFSATKLKWILDTVEGARARAEAGELAF
GTVDSWLVWRLTGGRVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVRDCASDFGMTRPDLFGREIPILGIA
GDQQAATIGQACFAPGMLKSTYGTGCFALLNTGDAPVVSKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQVI
RSAAETQGLAERADPGQDLVLVPAFTGLGAPYWNADCRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPAMAEFGETWALDRSFTPAMEADEREAR
YGRWKRAVAAVQAV
>MBL3578604.1 iron-containing alcohol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MGAGPELHPGDGSRRARGALRPLETRGRGRSGGLSVAGFDFAAPGRIVFGRGRAAEAVPALLGWGRRILLVRGGSVAFAD
RLAADLAGAGATVCQIRGRGEPDLPGLEAALAEARAFAPEAVVAIGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPL
PRAPLPLAALPSTAGTGSEATRNAVIGVPGAGRKVSLRDIRMLPRLALVDPVLTDGCPRAVTLASGLDAIVQVIEPYLSC
RATPLTDALCAAAIPEGLAALPRLMTAEDPAARDAMARVSLTGGLALANAGLGAVHGLAGVIGGRTGAAHGAICGRLLVP
VLRANRAALDGAGGDPARIERVLDWIRAAFGGPGAEALDRFGDWIAASGLPPLPKMHRAAVAAEALGSSSMKGNPVPLSA
ATLAAVLAEA
>MBL3578605.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDSTRNSFHRLFGNAAAPALLIAPDGRVLAGNPALALALGQPHRPLAPVRADGLVCAQDAPRLTEACAALQRPGTERLRA
RLGFRAADGTERVFDCCLRPVPDATGRIEAIVLEAAAPDRPALADTPPPRPATGEGIPPDHHARVLQIAAETAGVGQFYF
DLERRRMWATDPYYRMLGFDPGAVALDSAWVRARIHPADLDAAVAAFDRLVAAEVPQIRLRYRLRCRDNSWKWVEVTAQS
YRAEDPAVPAMICGSLIDITAHKAAAADLAEALSEAESARGMLQRTVALHRAATESGGIGPWMLDPQTRLETRSDHFYRI
LGLERSDLADAQDSFLSLVHPEDRAAAIAGIDDLIAGRRESYHADFRVRHRDGSWIWCESSARPVRTAGPGRPPVICGSL
KDITARKRNEQRLAEALAEAEASRNAAWEREEMLRTSACSGGIGHWAVCPAEQTGWAPAETYRLLNYAPWAFASTVENWH
ALVHPADRPGAVAAFDDMLAGRTDTLVHDHRKRHGDGSYHWYRSVARKIDRSARGLADLIAGAMILIDETKERERMLAEA
AASARQAGALLQTLADNLPGALYERRQGPDGRIRFPYFSARLPELMGVTRTEISADGECIYARIHPEDRDRIRERRRADD
ADGDKSRFEDRFRLLHPRHGMRWILVSAVRFQAPDGTESWFGNLMDVTDNMEAATRAADAARAVRDAHERLRSIADNTPG
GIFEYRLLPDGRSEFLYTSGQFDELVDTPVTRAGHARAMAFEQIDPEDRPAFIASIHESARRLTAWRRRFRIRTVRHGQR
WLSGSATPRREPDGSVCFTGLLLDVTRDVQRENELKSAHLLADRMRRENEHQAMHDGLTGLPNRRAYDQQLAARLRGAAE
GRGPRDGVLIRMDLDHFKYVNDTLGHEAGDQVLIRVAEVLRYALRPADFAARIGGDEFSILLGAGVTPAQAREAVERIQA
RLAAPLMYGGRHCRFGASFGIAHTEDLRETGAELSLFADAALYRAKEAGRNRMEFFTSDLHQSILNDRRLAAEIQEGLEH
DEFVPFFQPQVSAEDGRLVGVETLLRWRHPHKGLLAPDAFMHVAEQLRIVPEIDRIMMQKARGALDRWQAQGLRVPKISF
NVSSGRMHDPDLVSGALDIAATDTRVTFELLESILVEEESDAFRFHLDKIREAGIDIEIDDFGSGHASIIGVMQIRPSAL
KIDRRIVSPAARDPQARNLVRAIVEIAETLGIGTVAEGVETQAHADILRGIGCNVLQGYLFARPLSEADLVTYALDQTRQ
TA
>MBL3578606.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MECAGVVTRAGARAGLAPGDRVIAMAPHAMANRVITRAEAVMPLPETVDLETAAGLPVVFVTADYALTEVARVAPGETVL
VHGGAGGVGLAALQVARRLGARVFATAGSPAKRRLVTAMGAEAVFDSRSPGFEDAVMAATGGRGVDVVLNSLAGEAMERS
LACLVPFGRFVELGKRDLYENNVIALHAMRNNIAFHAVDADQLLLHRPDAARRTLERLREAFAEGIYHPLPVTAFPAEDV
AEAIRTMQRAAHVGKIVLTAPKERGTARPATARIRGGWLVVGGTRGFGLATARWLAAQGAEHLWLMSRSGKVNPGTLDGL
GTAAEALTCDVADAAALDAALTQIRASEVPLRGVVHAAAIFDDALLADLDETRLSAVLRPKLVGGQTLDRLTRTDALDHF
WVFSSIAARFGNPAQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALAKRLAPMTTEAALDRLG
RALAAGACGPTLTVAPMDWSRMAGTLPVLGTPLFDLIDIRASATGPGTFDLAALLQTKGPQEARKLLTRLLVEEAAQLMR
AAPGDIDPRQPLELMGFDSLMAINLRMAVEERLCVTVPVMSIDEGLTLAGLVNRIIEASGTSEAEAGDAMVEEMARRHLA
DGTLDKGQLDEIRQRAQGSSGGR
>MBL3578607.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MTGTRDTLNRLRALHAGTPRAVAAPTAAKAGPGRADFTTHPGYRQVAVARSAAAALDVENPFFRETEAVDGTQVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSVPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGRVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGRGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEAAIDAAVASAAARIREVGGARF
>MBL3578608.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDPIRSVVLTGASGGLGRALAAELAAPGRHMLLMGRDAGRLAEAAEAARARGAEVQTAAVALTETAALTRCLQAFDAAH
PVDLLIANAGVKTGNRGGIEPAAHAERVIAVNLTATIHAVQALLPAMGARRRGRIAIVGSLAAIAPHGDLLSYSATKAGL
QAYATALRRSLSGSGVRVTTVIPGFMDTPMTDRQKGPAPMLMPPERAARIVARGLDRGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MBL3578609.1 capsular biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MLRVGFAPGDRLYWASGCGRYIAYRGSAERFGAVLADLIRGENLTDLVMLGDGREYHANAVSAAKVAGGITPWVIEQGYL
RPGLISVEPWGTGGRSAIPARFAATTDTRPDLPVPEPAPGSFLRYAAFDVAYHLANVLFGPVFYPRYRHYALDSPWAEWR
GWILKAVRAPARARQTEAALARIAAHAGPVFLVPLQLDTDFQIRDHGTGRTQDQDLAAVMASFAAHAPSDALLAVKEHPL
DNGLRRWDRRAERLAREAGIDDRVAVFPGGRVEALFPALAGIVTINSTVGLSALLEGVPVKVLGRAVYDLPGLTARAGLD
AFWTAPERPDPAEADRFRRFLRHDYHVPGAFDGPDARRGAEALARFIAGERPQ
>MBL3578610.1 capsular biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MTEFQSQFVARRGLLPHKHAQVVALDPEACKGRVFLMLQGHPSGFWRDLAAGLEADGHRVVKANFCLADRIFWGRRPAVE
FQGGLKRWRRFVFRLIEREGVTDILYYADRLPYHAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPKTRSE
IEALAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQSFGRPFYPLHVSDRPHWPVIEYLSWLPGLVRGRHRERAAVALTER
LAAEGTPFNLVAMQLEVDYQIRASSDYPDLISFLDETLQSFAATAPADRHLVVKLHPLDSELGRWFSRIPRLARRHGIAE
RVHVIRGGDLGALIGGSRGVVLVNSTVGIHALRMGVPVCAMGRAVYDLPGLTHRRGLDRFWTAPDPVDTDYFQSFQRALS
TIQVKGSFYNLEGRAAAIAEMRRRLAV
>MBL3578611.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTLRRAGAPVGPAALRARLADLLAALAVPAWATGSDGKVLAANAAAATLLERASADWAGLGDGALLPERCARRLQGARAT
LLHGARARVRYRGGFLTGTGRHRLLDCSLTRLAGIAGAVLVQAEPVGLCGASADPRAAETCQDEIGSGVEAAAWLPPGMS
RHHEVLQRAAEAAGFAQWYLDPARRRIWVADGVPALLGFAPGEVALDSSWLRARLHPEDRPAMRAVAAQLIRGGSESMRI
DCRLRHRDGSYLWVEATARRIVATPGRRTILCGSLSDVTHFKDHEARLQQALFDARRARTEAAKTEGLMRIATEGAGFGH
WTFDPATGTYWLSDACFRSLGYRPGSIDTSRIGFREVIHPDDAGAARAALEALLAGESELLHIDSRLRTADGSWRWHETT
ARLVPLAEVGLPPLVCGISRDITARKTHEQDLARALEAARRARDEAEAARGKLHLQATILRVSTEYSNVVPWHAIPALGL
VRADAHLAAMLGYPPGHRIGSAEFRDMIHPDDARQALGLVDALYRRETEAFSAEFRVRRGDDGWCWVASKARWLDGAGSG
LPDMVCGTLTEITASKANEARLAEALAAAEIARKEARASEQMLRTAAICGNMGAWSICAERGEAWMTAEGFRQLGYEPGD
FVPDDAGWRDLIHPDDLPATATAMDAVIRGEAEVYDYDHRIRHKDGSYHWYRTVARLIDRRAEGLPPLLAGAHTCTDRQK
QNEARLSEALAEAEAARAESQTREEMLRTSALCSGIAHWVVCPDTGEGWIPEGTYGLLGYAPDAFPPENRCWRGLIHPED
SDSAVAGMRDLLDYRADGYTHEHRLQHADGSFHWYRTVARRVDRSATDQPDLIAGALVSIDHVKENERRLAEAAEAARLA
GERLNTLADNAPGALFVFRVTPAGQFDLPYFSAKLPALMGLTRAEIEADSEALLRRVDPDHIQDLRLAISKSRRGLTPFE
MRLRVRMPGGEFRWVLVASLPFRREGGIVVWFGNVFDITEKLAAERRAAEAAEEVRRAHERLRSVALIAPVGLYEFRRKP
DGSSDFPYTSPQFEDIMGLTRAEIEARDRNVMKRVDPVDLQRVADSTDASARDLSLWSERFRIRHPERGQVWLSGAAAPR
RQDDGTIVWAGALHDVTADVRREAELRQAHQLAETMRAENERQALHDGLTGLPNRRYYDQVLADRIEAARTGDGPRDAVL
IRVDLDHFKYVNDTLGHEAGDRVLIRVAEELRGALRAADFAARIGGDEFSILLGPGMSAENAREVVERVQVALARPLTYE
GRLCRFGASFGIAHTEDIDAMGAELQLFADAALYRAKEGGRNRMEFFTADLHRNILNDREIGAELHEALERDEFVPFFQP
QVSAEDGHLVGAETLLRWRHPEKGLLAPDAFMHVAEQLRIVAEIDRIMMQKARGALERWRAQGLVLPKISFNVSSGRMHD
PDVVSLARSMVGSGTKVTFELLESILVEEESDAFRFHLAQIREAGIDIEIDDFGSGHASIIGLMEIAPQALKVDRRIVRP
VATDMRARNLVRAIIEIAETLGIATVVEGVETAEQATVLRGIGCNIFQGYLFAKPLSEDDFLAYALAHPEKRA
>MBL3578612.1 exopolysaccharide biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MARTEDFPHDGLKALREAPVSTILDAVEQTARGDRVTVRGLFEALGSVSFLPLMMAPALAVVSPLSGIPGFSSLCGLAIA
LVAGQMLIGKRHLWAPGWLMRREIRAERTRSAVDWLRRPARWLEWAARPRLRFLVTPPLVKMLQALCLLAGLSMPFLELV
PFSSSLLGAAVVTLSVAMLARDGLLALIGLAPFVAAGAVIAGVLG
>MBL3578613.1 entericidin A/B family lipoprotein [Rhodovulum visakhapatnamense]AB19
MTRIVVFCLSAAALLGVAACETVEGAGQDIEKAGGAISQEAREAQN
>MBL3578614.1 HAMP domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTENLKARISARRLTKSLALWLIGALTVAMLPLGLISVSQTSNVLHETERLSGVALMDRTQRAASRTQALIQEAFGAART
VAAANVLFEGGGVSCDSVLARLVKDSPTYLFAGFVDTEGQITCSSTGERRQILDESYFLNLLRDPQPRVDTRLSVALRGA
RVVRVSVPVYEASELRGFVVISIPYAAAYYTLDDGGAEVDLLVFDREGEFLTAEAAKREDGTDVGRLEDSATPESFEEVL
PRDSTLDRLAAEGRQSFRGTNRLGEIRDFAVVPVIDDRIFVMGSWAPGRNSLAPTAGRTMALYFPILMWGAGIVVAYFAV
HRLVIRHIKRLQGWMRLYASGHTDFAHARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNL
QLITSIMNMQIRNAHSAEARRLLKRVQDRVMALAAIHRYLYMARKLSMVRADRLLDDIIRQLVVVGDIDGTDKSVKIATQ
FSPVEVNPDQSVPLSLLATEAAINAVKYCRPPPSGGPAWITMALQTLEDGRVCLSVVNSRNEDPEPKVEPGDPESSGMGR
QLISSFAMQLDAEFEAHSDPDRYELHLTFRPLPASAEEEEEPEAEEAAE
>MBL3578615.1 RNA polymerase sigma factor [Rhodovulum visakhapatnamense]AB19
MSDPREELVTHLPAMRAFALSLTRNAATADDLVQDAIVKAWANFDKFEVGTNLRAWLFTILRNTYYSMHRKRRREVEDPD
GALAAHLSEKPHHDGRLAMEDFKVAFAKLTDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLND
TDDLSMTDPVTLAGLSSKRLA
>MBL3578616.1 RNA polymerase subunit sigma-70 [Rhodovulum visakhapatnamense]AB19
MAKKDRRGHMQEQIDENLRRVYAQAVEEQVPDRFLKLLEQLRGDGEDVAKANNGDTK
>MBL3578617.1 response regulator [Rhodovulum visakhapatnamense]AB19
MTHPNPSEDLSRVIGAELPYLRRYARALTGSQTSGDAYAIATLEAILADRGIFEQGLPPKVALFKAFYGIWSSSGGRIGE
PEPVSGIEARAQSRLASLTRNTREALLLHSIEGFTYDEVGAVMGLPGDEAASLIAIARDEMARSIAGRVLVIEDEAIIAI
DISAIVKGLGHEVTGIGRTRRGAVDLAKQTPPDLILADIQLADKSSGIDAVNDILAELGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MBL3578618.1 DUF1328 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVIALVARALRGRMP
>MBL3578619.1 DUF883 family protein [Rhodovulum visakhapatnamense]AB19
MAQSAQARNGSASVQDLEVQIEALKGDIAQIARTLGDLSEAKKNDMRDSVQRRAAEIRERGEATVAGMQSRGAELGEQAA
DAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MBL3578620.1 hypothetical protein JMJ92_10705 [Rhodovulum visakhapatnamense]AB19
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTGAAWLVLSAGHGAVFAATVIGAAYLGVGLIFWGLSLRRSPPA
RPAAPADPYTPFVHMAEGFAAGLEAGRAARAPNGDARH
>MBL3578621.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum visakhapatnamense]AB19
MSEPRADALAPGATIGILGGGQLGRMLSVAASRLGFRCHVFEPAPEPPAGHVAAHVTTAPYEDTGALARFAASVDVVTYE
FENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGLGLATAPFAAVDDEVDLAEALEEIGVPGILKTRRFGYDGK
GQARIMAPEDGPAALADMSGAPAIFEGFVEFSSEISVIAARGVSGEVACFDPGANVHRDGILRTTTVPAPLTVAQRTDAV
LLAGRILNALDYVGVMGVELFVTKAGLIVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLIG
DDMDRLPDLAPDPKVALHLYGKTETRAGRKMGHANRWVGPAAS
>MBL3578622.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum visakhapatnamense]AB19
MGDVKVGIIMGSQSDWSTMKEAADILDALEVPYEARIVSAHRTPDRLWTYGKTAVERGLQVIVAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAERLDRWRADLSASIPEVPA
DE
>MBL3578623.1 DUF465 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNIASEMNSDEVLRVKLEVLRREHRDLDDAIHALQEKGTGDSLTLKRLKKQKLALKDRIALIEDQLTPDIIA
>MBL3578624.1 Hsp20 family protein [Rhodovulum visakhapatnamense]AB19
MTKLTLGSYPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFRDEDIAITVEDRQLVIRGRQVEDCA
ERVFLHRGIASRQFQRSFVLADGVEVTGATMENGLLHVDLNRAVPDSVVQTIRISRA
>MBL3578625.1 DUF1150 family protein [Rhodovulum visakhapatnamense]AB19
MNEKYDLLPEGGERIVYVRPVKVADLPEEVQRQALGLDELYAVHDVNGDRLALVRDRKLAFQLARQNDLAPVNVH
>MBL3578626.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MDEAPLYADVAHGPEGGRAYWLRTEDGVRIRIGVWGREAPAGTVLLFSGRTEYAEKYGAAAAALQARGFATLAIDWRGQG
LADRTLANRSLGHVARFADFQADVRAVRKAAEALGLPRPYHMLAHSMGGAIGLRALIEGLDVATAVFSAPMWGIRISAAI
APLAWALTGLAPSLGLGPVRVPGTGGTTYVLATPFETNDLTGDREMYEILRRQLTAHPDLSIAGPTLTWLGEALSEAAWL
ARQRSPAVPALTFLGGRERIVDPLAIRRRMADWPGGRLEVIEDGRHEMMMEPPAIRDRLFDLAAAHFRAQSG
>MBL3578627.1 SCP2 sterol-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDTLDKAVEALNAKLSGGFNGVAKFAIEDTGDIIVDSDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLKI
EGDMGKAMQLAQIFT
>MBL3578628.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MAKTLRILNLALAVFSASVFLAERGLADSARADDLLEELQRPDLPNWQRVEDALWTEWSKSGSASMDLLLKRGRDAIEAE
AFGTAIEHLTALVDHAPDFAEAYNSRALAYYRSGLYGPALSDLAQTLELNPRHFGALTGLGTILEETGHDTAALGAYRAA
HAIHPHDPDLEEAVHRLEVVTSGRTL
>MBL3578629.1 hypothetical protein JMJ92_10750 [Rhodovulum visakhapatnamense]AB19
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPDRTQYWVATVE
AMPEATGADFLAIDEIQLCADPERGHVFTDRLLHARGQHETLFLGADTMRNAIAAMVPKVQFMRRERFSELVYAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVELYQNGDVDYLVATDAIGMGLNLDIRHVAFSALD
KFDGRRMRPLWPNELAQIAGRAGRHTQAGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAQGDWLTRVRESDDLQALKTLSGLPDLRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHGAGRVPDDWM
ARQVKRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWREQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GAHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRVVEAMGL
LSRDGVAQEVKDLDQEARAALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLARNLDEFPESPPPGLVTIPVVPGVTEE
VYRLAGYRPAGTRAIRIDMLERLADQLRSEDTRGGFEAKADMLSITGTTLEQFADLMQGLGYRAERGERPKVKAALAAEA
PEAEAPAPDATAEQAADQAVDATPEAPAAEVAPETAPETAEETAPETGAEPAAESEAAPAEPPEDAEMEVFYTFTWAPPR
RRQGGGRPRGDGAQGGQDRGQDRGQGDGPRGRGGKGGGKHGGKGGKHGGGGGKPGGKGGPRHDGPKTFEARPPRKEKPID
PDNPFAAALMGLKTKK
>MBL3578630.1 RNA-binding S4 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTEAPRPTLRLDKWLWQARFFKTRTLATKLVAGAHVRVNGTKTDKPAAQIGPGDTLTFPQGHEIRVVRVLALGDRRGPAT
EARTLYEDLTPIKETPPASPKYEGGGRPTKKQRRDLDRTRKPPLE
>MBL3578631.1 ferredoxin family protein [Rhodovulum visakhapatnamense]AB19
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAEVWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGVGG
>MBL3578632.1 CarD family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTKTKKSEFRPNDYVVYPAHGVGKIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVSGMDEVGAQKQV
DEVLVSRAA
>MBL3578633.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGTEADPRQLPDEIHSGTVPPIVGIGASAGGLSALETFFENCPSDSGAAFVVIQHLSPKHKSLMAGLLARRTPMPVSMIE
TDTRVAANHVYLIPPGTVMRIDRGVLRLAPRNEGLSLPIDIFFSSLAEDCGDRASGIVLSGTGSDGTRGAIAINAAGGLV
LIQDTKEANFDGMPMSVRRAGVVDAELPVSDLARRVLEHRSRPPKIPFGPEQDAETGQNAAGSDGSSGETDTLEVIFQAL
EDATGTNYRLYKGSTILRRIGRRMQVLGQPDLQSYVDLMLSSPGEVTALNRELLISVTRFFRDEDAFRVLEETVVPRIVE
SLGPDQTARAWVAGCSTGEEAYSIAILLHEAFHRAGRTPMVKVFATDVSQDSLQFASAGTYPASVGAEISPERMERYFIA
NGDTVQVSSELRQSLVFARHDLLSNPPFTRMDLVSCRNTLIYFRQDAQKDALLRLQYAIRKAGFLFLGSSETLSSLQNGF
QPVDSKHKVFVRVSARPSAQFDLSALKSSTPFDHGLKSRQFAVDRDSRPTMSARAFGARGPVRESLTEMAINALLDAWAP
PSILVNDKLEAIHFFGDLRPFLLTRSGVASLELVRLLPKTLVAMASVLIHQAIETAQAQASEQIEVRLEENASVLRLHAI
PFAGTELGACVLLSFETVEREPRTTPEGAQRIDLTAVAQARIDILERQLDSTRADLQTTIQELETSNEELQSTNEELMAS
NEELQSSNEELQSVNEEINTVNAEYQEKMAMLNRLNADLTSMIRAVGVATVFLDEALLITRFSPDACSVFKLRESDVGRP
LGDIAHRLKYPALLDDIRDTIRTEVSFEREATAEDGALYRVRIMPYAVQSSGHRGAVVTLTNVTVYRDLARLQGVIDALP
EHIAVLDFDGTIVLTNKAWTRFARANGDSGLERCGPGANYLEVCRSPMPGQPVPWDPEDQRIALRALEGLKSILEGSQTY
FALEYPCHSPSEQRWFYMTAATVAGSEFGAVVSHIEITSWFRNMKQG
>MBL3578634.1 EAL domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQTSTDHLELVQAELELQNQELLEAHAASERERQKYLALFEHLPLPAVVLDQAGVVREANDSAAAVFGFPSVDHLCNRSI
YRMLDQDSRSRVHAYLSELPSQDETVPQPAAIVPVHVGRPGDGVHLSYHAHLARLPFCAHDGDRVHMLLVDRHADDRQER
DQRCRQMLSDATSTLFHAFDLTGNLIFSNRATSALIGNGTGLSVEQRRDFDGLLGSRALDIEVLISGKPASNHGSFAATP
EDRRSFLIQKFPLRDDSGKVFAVGGTSTDVSALMAGHTELFAAFSIANDLANRDPLTGLNNRQCFLEHLRSAMARLDPTS
KGLVLGFLDIDAFKDINDGMGHEVGDAILSAFAGRLEEAMGDRACVGRFGGDEFLLFMSDTAPEEAEQILHRTLGEIRSP
YEVAGTRVLLTCSVGLSHYPRDAGTAEDLLRAADMALYSAKSNGRDRVFHFKESLRFTSERRLRVFSALRKALCEDSFRL
VFQPKFDIADRSRILGAEALLRWRDPQLGDISPGEFVPLAEANGLYNALDLRVLKLFARQQGEWIRRGLQVPISVNISAR
SLQTSELVPTVLALLDYHDIPPELLLLEITETGLMNCTSEASQNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKI
DRSFIAQLNARDGASDSIVRAMLALAESLQLTTVAEGIENEEQLSWLAENGCGCGQGFLVSPGLEIPAFESLVAA
>MBL3578635.1 transglutaminase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTMKRRAVLAAGAAMALGMALPRPAAARFAPEPSGWRRFEITTRLAIPRVGKPVRAWVPVPAMTEGNWMQAGAARWTTNA
QRAGLKTDGATGARFVEAVWSAADAPAELEVTAVASAQDRAVDLSRPQDLPPLPEAERARHTAPTALIPTDGIVYETAMD
IVGDAGSDLEKARRIYDWVVDSTERNPRTRGCGLGDVASMLKSGDLTGKCADLNALFVGLARAAGLPARDLYGLRVAPSA
FGYKSLGAGSSDVTKAQHCRADVYLDGFGWVPADPADVRKVVLEEPPKTLTLADPAVQAVRSGLFGAWEGNWIALNAAHD
VTLPGSANGPLPFLMYPQAESDGRRRDELEPSGFAYTITVRELGA
>MBL3578636.1 amidohydrolase [Rhodovulum visakhapatnamense]AB19
MAVENWVAKHISELVEFRHDLHRHPELLYDLPRTSAKVAEALRAAGVDEVHESIGRTGVVGVIRGQSNASGRMIGLRSDM
DALPIREETGAEWASTVPGKMHACGHDGHVAMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIEDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEVRITVSGRGGHAGRPNTTIDPMPVAAAVIQAVQTLTSRTIDPIDSAAVSLCS
IHGGDAFNVIPQDISITGTVRTLREEVRDHIEARLKQMVEGIAAACDATGRVEYIRHYPVTVNHAAQTDLAAAAARAVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFNDEAIGWGCSYWTTLVRQRLPVAG
>MBL3578637.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum visakhapatnamense]AB19
MSERGAKRMNDLPILERRRIEAMILKHAFDVISERSGRAEAEAVIGETCSRSAIEQGRALAAGLDHAPDLVDYAAILPNW
TKEDALQIEPLEMSSEKMDFNVTRCRYAEMYREMGIGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMQGASHCDFRYRM
KKKD
>MBL3578638.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDPVTFPPSLWADTAPPRTPAPPLAGTVEADTVVIGGGFTGLSAALHLAREGRRVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQTGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKNA
RETAQILGSDFWHGGMYAPTGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAAGLAPKIARSFIPVHSWQMATEPLGENLRARILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGLNDAGRAE
AKAARNLAEAFPELGVPKMTHVWSGYLSMNWDRFPRVHKLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRMAPAYLAWLRRKDLTEPDL
>MBL3578639.1 hypothetical protein JMJ92_10800, partial [Rhodovulum visakhapatnamense]AB19
NYFFSDEDVDRLARALVFIARNGLALLPLYRLDVAHGVWRALGAEPAPPPERLSDLWAMPEDDAAAPDFETCLAEAARLV
EKGRAAASAAAGTDLDADDEALRWFWLPEEVAAALTDKETPA
>MBL3578640.1 methyl-accepting chemotaxis protein, partial [Rhodovulum visakhapatnamense]AB19
MLKFVSTVFGSIALKFSSALVLMGAMTAAAIVISTMVFDSLSGQIDRLVSEDLPGIRDSVAVIEHTGDVRDSLSEMLMAR
NAEGVETGFQNYLEESKHVLASVNDLPAEDRKTFLPMLVALSDKAQQMRRALDQRFASQNLLQDQLAEFGARVGEIREAL
SIMTEDAVYDMNLAGDQTIESVSDTLDTLVHSDFNSTALILQARAEINLLSGVALALARQDDPALAAILRDLATASLRKL
EGLLADLDTAGTIPDYLPILTETRAAFAGSANAGFRARAGYTEEVMRLRDASNIALSSAIDDLTFKLMIGAEDTAVFNRE
AIHRLLSNEVQQIRDTSDVDLAVETLVASAYLGATAKDAAEADAAQDQILAARDALTDLAGRVYLTSSLKTMIEGIVAFA
DPETGVVANRRAWLAAQQEAEDASRAAYERLRGIASVASDQGNNAIAMAGDIGTAILAEAGEAKHRLKLVTLGSVAVFIT
APILTWLLIIWPMRRLVRVTGRLARGELAEVKGFGIFGGEIARMAESLVVFREGLIERDRMQQAERAAEEDRQASAAAQQ
AVVSKLASALQALSGGDLTSRIDERFAEDYERLRSDFNATVDTLNDLIGSVVENATEIHARAEEISGASDNL
>MBL3578641.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRLAFAIALAASLLGLSTPLLATSGATSGSDRSVVRFAQVAALEGPAGALGQGLRLGLLAAFEEANRAGGVNGRKIRMDS
FDDGYEPTRSAAEVEKMLADDRYLALVGQVGTPTAKATLPVAAAAGMPMIGPLTGADFLRAPWVSNVANIRASYDTETEA
WIAYLVDALGKDRIAVLYQDDGFGQVGLEGVRRALKKRGLTPVAEGNYTRNTLAVKVALLNIRKANPDAVVMVAAYKPVA
EFVRVGRKLGFTPQLVNISFVGSRALSEELGPAGEGIIVSQVVPFPGDTSLPVVAEYQAALKAVDAEAAPEFVSLEGYLA
GRVALKALEKAGPFPTRAKMLAALDQLGDLDLGGLHLVFGPGDNQGLDQVFLTRISADGAFEPVEIPAPAPASPDEPAPE
SAPEPKS
>MBL3578642.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSALFFDDVSVWFGEGRDRVDAVRHASFRVGHGESFGLVGESGSGKSTIMRALTGLAPDWSGRMAVNGNPVPRGRHRNRL
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDIEPRIVRLLDDVGLGPAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHKLTFLMVSHDLAVVAHMCERIAVMQAGEIVEVMGVDEMRALTPAHSYT
RKLLQASLGYTRG
>MBL3578643.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTPLLEVEDLWVRFPTRTGLFDAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIRLDGEDLMQHSE
AQMRKVRGQRISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDRLVQDRGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCAADK
LHEAKHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAQAPSVRPS
>MBL3578644.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTEMTGLRAWLLTDTPQSRGQARLASLYQGWLAFRRNPMAMFGLAILIALLAIGALAPWIAPHDPFYQDLTARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIVGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNSDFISAVRLHGAGPIRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MBL3578645.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYNRVYQELGLDRPLLVQFWLYLLDVVRGDFGTSLLTARPVSEDIARVF
PATLELATLGTLMGVLLGVPLGVLAAVRRGSWIDQIARVVALVGYSMPIFWLGLMGLLIFYGLLGWVGGPGRLSIFYDGM
IEPVTGMILIDSALAGDGTVFRDALSHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSERAVIWGHAFR
NIRVQLITVIALSYAGLLEGSVLTEIIFSWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MBL3578646.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTAFARLMSGAALAATLAGTAPALWAETPANMLVVANRIDDITTLDPAETFEFAGGDVLRNVYGRLVNFDPLDFEAGYQP
DLAESWEVSEDGRTITFTMREGVSFVSGNPVTAEDAEFSLRRAVLLNLTPSFILTQFGFTPENIEETIKADGNKLVITTD
KAYATSFVLNCLTATIGSIVDKTTVMAHEVDGDMGHDWLKTNSAGSGAYSLVAWKPNESVTLQANPDFYQGTPAMQRVIV
RHIAESATQRLLLERGDVDVARNLNPEDVQGITGAEGIKIQEELKGYLMYASFNQKIPELAKPEVLEAFKHLVDYDGMVN
SFLKGQWTVQQNFLPQSYLGAVKDNPFSLDVEKAKALLAEAGVDGLELTIGVRDVQERLEIAQSMQNTFAQAGVKLNIEV
GTGKQVLAKYRARDLDVYLGTWGPDYADPQTNASTFAYNPDNSDEAQNGGILAWRNAWDAGGLTEMTEAAVAERDTARRA
EMYHEIQTRFREISPFAIMFQNIEQDGVRENVQNFTTGLAVSDASYWKVTK
>MBL3578647.1 dipeptidase [Rhodovulum visakhapatnamense]AB19
MDPKTLPAVFDGHNDVLLRLYRAGGPAAAETFLTGDAGHIDLPKARAGGLGGGFFAVYVPSEGGEDNEEAMAQDSYDLPL
PPPEPQDRALTVAMAQVATLERLEELGALKICRSAAEIHISMVEHKLAAILHMEGAEAIDPEMITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMIDLSHMTMAGFWDVARQSDAPLVATHSNAHAICPHARN
LTDAQLEAIAASDGMVGLNYATAFLRPDGRMIDTGLDDMLRHLDHLLGKLGETRVGLGSDFDGAMIPSAIGSAAGLPALR
AAMTAHGYGPELIERICHGNWLRVLEKTWGH
>MBL3578648.1 ATPase [Rhodovulum visakhapatnamense]AB19
MNMQASTVFGPPAPRALAEMQLPMVMMRDILLKTVFRKNVDVVTEIARAICLPVPVAQELVDLARGQKLLEATGTLHANS
GGEMGYQLTEAGKARALDALTQSEYYGAMPVPLEVYAEQVKRQSIRNIQITRSQLTGAMGHLILPDSLLDHLGPAVSAGR
SILMYGPPGNGKSSISNGIRDALGDRIYIPRAIEYAGQVITVYDPIVHTAAEEQEDDPTALRRSAGRTDTRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQADPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKVDGPCQEDFLKIFALVARKKKMPIDEDTLIYLLREKYPTIDNAYANYQPVFLID
QMIAICDFEGIPSQMSPELIDRAWANMFVREETIVH
>MBL3578649.1 hypothetical protein JMJ92_10850 [Rhodovulum visakhapatnamense]AB19
MKGSFPAVLAGLMAAILALATALGLAKGGLHISNHEGDLLHLADIVRREVDGEWPHLDFVTPLGVLAYAPIAALAALGLP
LGLAVIWAQALVGAVLLPGAFWVGLSRLDRGWACLFGAGVMGLAVALASGGPEPWISLSMHYNRWGWAIAFIVLAIAILP
PRGSGPGQQLADGLVLGLGLAALALIKATYLLACAPVAVLALALRRDGRALATALAAALAIWGGLTLVAGPGLWPAYLTD
LLEVARTDMRPYPSDPFLTVIGGTRTVAGTLLYLAAVILARRGGWRQEGLLLLAAGPGLAYATYQNHGNAPVWLFLLGIL
ALALRRPGTPQPYGLMAVGWSALLLAAPIFLALFESPIRNFSAAEGEAVALLPGDQGLWMPAARALRVETRIERPLDLDP
PDWLVDPGPEPTVFRGTELEGCVVTNGLVAWYRAISEDLAATGFAGHPAFVADVLSAYWLFGGVGRLDGGAPWYYGGLPG
IEGAELLLVPQCVGNIDARRGILAAVEAGGYELTELRRTRDYIVLGIAPPAASAR
>MBL3578650.1 prepilin peptidase [Rhodovulum visakhapatnamense]AB19
MTEALWFLPVATPIALWAALSDLRTMTIPNRAVLALVAVYALIGVALLPLDAWTWRWLHLAVVLMIGFGLNQIGAVGAGD
AKFAAAMAPLVAPGDIGAFLFLLAAAIPVAFAAHRLARRIPGLRRALPGWASWEARDFPMGLALGPALILYLALAAGGAM
PSTM
>MBL3578651.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MRHPVLAPICAALALSVAACQKPGDTDVDRAVQDVLASDESSLNDIMMTVADPDEAIRYFRRLLDEDPDKLAARRGLAQS
LIRARRPAEAVAAWAEVVRHPEAGNADRVNYADALIRVGDWGKAEAELDRIPPTFETYQRYRLEAMVADSNREWAKADSF
YETAAGLTTKPAGVYNNWGYSKLTRGDYRGAERLFVDALTYDPKLFTAKNNLVLARGAQRKYDLPVIEMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEEAIETHPQHFEAAAQALRALEAHG
>MBL3578652.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MRSTTRSTTPSSDLLRCCGLALALICAGCAPSDRLSPAYRGLPAPPGAPHLDEAVDGLVVGHRLMAAGEYELALKAYYRA
AAKQGLTADVLSAIGSANLRLGRLGQAETQLRQAIAEDERFVPAWNNLGVVLMEKGEMGEARRVFETAFALDSGGSDDIR
RNLRLAIAKTENRDYDSALNEGNNFDLVRRGEGRYLLLATP
>MBL3578653.1 type II secretion system F family protein [Rhodovulum visakhapatnamense]AB19
MEIVAYVAGWITDRFGPLAPLIAVGLLGVGLIALSLPVFLKRRVDPLEKLKRQVREAEAATVRDQQAPLRQVSRADKLDR
FSTFLEPQDEKELSAARLKLLRAGYRSKSAVRVFHFAQFTLGILFLAGGLVYSVLLNAGGEVDTTKIALSVIVPGAIGYY
LPKYWVERRVQTRQEEIVNGFPDSLDMMLVCVEAGQSLDQSILRVAREMRAGFPDLASEYEIVSNEMKAGKDRVQVLRDM
SERCGVTDISSFVTVLIQSATFGTSIAEALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSVYAI
YDTLNNAKF
>MBL3578654.1 type II secretion system F family protein [Rhodovulum visakhapatnamense]AB19
MQIGAEPLIYGLIFLSVLALVEGLYLTVFGKSISLNARVNRRLEMLEKGVDREKVLEQLRKEMTQHMRARGIPLYSILAE
RAQKANIAFTPVQLIGIMVVLSGVAFLGLTLGTGAVLPVRVLASIGIGVGGVYTWVNGKAKKRLGLIEEQLPDAVELMVR
SLRVGHPFISAINIVAKEVPDPLGSEFGVIADEAAYGRDVSEALKDLAERVDMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AAVIRSRFKLFRRVKAITAEAKWSGMFLSGFPIAAILMISVLKPDYYDDVKETAAFIPAAIAVAVFLVVNVIFMRIMVNI
KV
>MBL3578655.1 CpaF family protein [Rhodovulum visakhapatnamense]AB19
MFSRYRKPEPGTVQPATPPEPRPEAPPPPAASLPPALPAQPAPSEKDRKRKERLGELKSELHKQLLESLNLAALEHAEEK
ELRAEIQAIASEALEEMGVVLNKDDRTQLYQELFDEVTGLGPLEPLLKDESVNDILVNGPKQIFVERAGKLQLTDIAFRD
EKHLLRIIDKIVSAVGRRVDESNPYVDARLADGSRFNAMVPPIAVDGSLVSIRKFKKDKLGIDDLVTFGAFTEEMAAYLQ
AAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAISQRDCLKNALRM
RPDRIIVGETRGDEVIDMLQAMNTGHDGSMTTIHANNPRDAVSRLENMIAMAGIEMPLKAVRAQIASAVNLIVQASRLQD
GSRRMVSITEVTGMEGEVISMQEVFRYERMGLDSSGKIIGRFTATGVRSAFSERFRQWGYDLPASIFEPARGK
>MBL3578656.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MTSMPASIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFDEARGFFDQPEAQDIEFIAVAVDDADEADIAAIG
EIVRAAKQRGLNVLVIAEELSPIALHQLMRMGADDFVPYPLPEGALHEAIVRLRQAPAAAFAPPAPADPAAPKLSRSNRD
GVVLSVQGLAGGVGASTFAVNLAWELALAARKSGGRVCLLDLDLQFGSAATYLDLPRKDAVFELLSDIGAMDGDSFLQAL
QSYRSDLHVLTAPSDILPLDIIGPPEVNALIDMARSQFEFVVIDMPKTLVNWTETVITQSHLYFSLLELDMRSAQNALRV
IRVLKSEGLPRERVRYALNRAPKFTDLSGRGRVRRLADSLDIDIEIQLPDGGKAITEAGDHGLTLAETAAKSPLRREIQK
LAASLYDLGTAAATAAQ
>MBL3578657.1 OmpA family protein [Rhodovulum visakhapatnamense]AB19
MRARLAFVTLSAALALTACSPRQIADFNRPAGDTLDDGSFGNATMANQMVMTSDRAMAIDMTRRFAAEVPSTITFAFNSA
ALDATAQAALDRQAAWILRYPFVVFRVYGHADKVGSAPYNKALGMRRAQAAVAYMVARGVPRARLQAVVSYGETRPLVHT
EGPERQNRRTVTEVAAFLRPRPMTIDGKYMARSYRAYLDSAQPKPTLQPADVAAPD
>MBL3578658.1 type II and III secretion system protein family protein [Rhodovulum visakhapatnamense]AB19
MRFRTILAAGLLGLAAIPALPPEAGAQTLRTLEGLATGKLTIPMNRAVVVESDQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGTLITNVEVQVTPDMSELKERLREVLPGEPIEVRAANDGLVLSGTVSSKTVIDRALDLASRYAPE
RISNLLNVGGTQQVMLKVRFSEMNRSVSKSLGTSLGVAGLTNGGDLGFAGGTNTITEGTNLGDLFDGDPSTTPARSRGSN
GVFSIGIGAGDLQFAVLLEALETKGFVRTLAEPNLTALSGQAASFLAGGEYPIPVVGGDGDVTVEFKPFGISLNFIPNVV
GNNINLEMNAQVSSIDPSVTFNNNGIIISGFSTRSTSTTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPILGALFRS
SEYQRDQSELVIIVTAHLVSPTRGEALALPTDRVAPPSERDLFLHGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MBL3578659.1 Flp pilus assembly protein CpaB [Rhodovulum visakhapatnamense]AB19
MRLIFGLVLLLGLGLAGFAVYMAQGYFDQTKRELAAARAAQSQQVALEPVVVAREPLRYGQQITLDNLRPVLWPKDSMPE
GVFQTKEELFPEGQPQFRTVLRAMEAGEPLLRVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDVYWT
GESQSKQVTKLIDTGIRLIAIDQIADEDTTRPVIARTVTVEASPQQVASLAQAQSSGRLSLSLVGANDDVVAEAVEVDQK
ALLGIEDAPEVAPEQKRICTIRTRRGSEVVEIEIPCTN
>MBL3578660.1 hypothetical protein JMJ92_10905 [Rhodovulum visakhapatnamense]AB19
MKLFKLFKTFAKDESGAVTVDWVVLTAAIVGLGIAVLGTVRGGVNGLGTEIASSLSAGSVADLTNLGWGNETTTSE
>MBL3578661.1 lytic transglycosylase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRRHLEGLVLAGLVLTSAVPGPVRAEPPPWPEFTFRRVKPPAPGASRRITVQIEPRATVVPAALSPPTAPLARSPDAAAE
PPAGNAADPGPAWFWSRVSPALSDSRPGRLAPALVALGEAPPGEAARAPRLQLLQDIAETHGRAILSATVGTRVSPALAL
AVIGVESGGRGRALSPKGALGLMQLMPATARRFGVADAADPVANIRGGVAYLDWLMGEFGGDPVLVLAAYNAGEGAVRAH
GGVPPYPETRDYVPKVLAAWAVARGLCRTPPELISDGCVFRAKGRG
>MBL3578662.1 UbiA family prenyltransferase [Rhodovulum visakhapatnamense]AB19
MQRQKPLVLDVDGTFLKTDLGLECFWNGLGRAPLKTLRATVMHLRDRAGLCRELARIAPPRVDLLPLSPEMATRALEACE
AGRPVVLAGGADPGLVAALAGHYGFVEEGAGAEGAAPPEGAAKARALAERFGRRGFDYAGARAADRPVWREADRALLLGR
QHRLAAELSAAGHPVEEIPAGWKLRDLGRALRPHQWVKNVLLLLPALAAHDFRPETLALVLLGILAFSAAASCIYIVNDL
LDLEADRLHETKCRRPFACGKVPIGAGMAAGAVLALMALGVGAALGPSFLAVVLLYMALSLAYSLRLKRMRWVDIATLAA
LYTIRVVAGAAAGGGEASFLMLVFVFPVFVTLGCVKRMTELARAETDERLPGRGYGRGDRGDLLNMAGIGVVGALVVFVA
YSFSAQAEALYQTRWLLWAAALPLAVWLVRMVWLGYRGQQDYDPIVFALRDRAGLGLIFFALSFMFYSAGLWQRWFGF
>MBL3578663.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MAETWIVLGASSSMARALVRRLAARGDGLILAGRDLADLERDAADARVRGAAFAEVVRFDAREPACVAPILARAKACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVATDILSALEKQRNVIYTPLFWMGIMGIIRLIPERVF
KKLSV
>MBL3578664.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MQWKTADYAGWGRALRARGRIARPERVSALKDALAEGGPAIGNRRSYGDGALNDGGAATEMTRMDRLLAFAPETGVIEVE
AGATIGALLKLLAPQGWMPAVMPGTGLATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTQTGPREVSPASDPALFRATM
GGQGQTGAILSARLKLMAIPGQRMKVVETRMRDFDSFIAALDASEADFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKPKPVPFDAPRALLSWPVVKIFNRWYGSGVPDSGRKRTRALDEFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAPAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARARVPALYARLEEQVIAAGGRIYLAKDALARPESM
AAMYPELEAWRAEAAKVDPERRLATDLVRRLKLRSA
>MBL3578665.1 flippase-like domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTKIPSASDAAPAPRRLRDALLMGGLLSLVLASLAGLAAATGWDQTMGQLARLGWMQGAALLALSLANYLLRSLRWNLFG
RRVGLPPGLWRDIRHYLGGFLMIATPGRLGELVRMRWIRRETGLPLDRSAPLFVMDRAADLVAMALILCAALALSSGHIA
GAIPVAALALGAAAAATHGRLMAALVTRSYRIVGRWPRLFGRLRGMARTLGQFTDARVLAASILLGSLGWMAEGYAFHLL
LVWLGADIGLWKAVGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPVA
ERMSKRTADAVEDR
>MBL3578666.1 hypothetical protein JMJ92_10935 [Rhodovulum visakhapatnamense]AB19
MKTLALTAAALVALSAPVFAQSQLEQDLSVQPGAYSLNQLIELKAAAEKDGVNGWVRFDTAAPATNVSMSTSGYADARVA
RIVAAHAKASDNGYTSVVGYRDNGPANEKIANARVAEIAAELAANAD
>MBL3578667.1 CoA transferase subunit B [Rhodovulum visakhapatnamense]AB19
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPVEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAENGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGESKVLKACTL
PLTGTGVVNRIITNLGVLDVVEGGLRIVECADGVTEDEIRAATEARIVD
>MBL3578668.1 CoA transferase subunit A [Rhodovulum visakhapatnamense]AB19
MQKIYGTAAEALEGLLFDGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKDFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGDHEKRIEQRTTRAA
>MBL3578669.1 L,D-transpeptidase [Rhodovulum visakhapatnamense]AB19
MADRTFSRRAALVTLGAGLGAPALLRAEPAPMARRNISSFARQDWRDHFDGLGTAVIVADTSSRALHFWSGDGSDYRIYP
TSVPISEELTKRGYTKVVRKKIGPDWTPTPSMVERNPDLRYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRPSSDG
CIGLYNDMIAELYDIAPIGTRVRII
>MBL3578670.1 type I DNA topoisomerase [Rhodovulum visakhapatnamense]AB19
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDPEHGFEMTWEVASDSKKHVKAIADALKDDNALILATD
PDREGEAISWHLEETLRARRAIKKDTPVSRVVFNAITKSAVTEAMKNPRTVDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVAAVLETPRGQSFEARLVTLGGQKLDKFDLTTATDAELAVKAIDS
RDFTVASVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GADYVPKSPRMYKNKAKNAQEAHECIRPTEMTRDPSKLKVTDDDQRKLYDLIWKRTIASQMEAARLERTTVEVESADHQV
ALRATGQVVMFDGFLKVYEEGRDDVEEGDDKRLPQIMQGEKAKPAPADRYAVEYSNLAAPDRVDFEPPLVEEEEWLLRCD
RAILNGDKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLIPEDKGRLVTAFLSNYF
SRYVGYEFTANLEDELDDVSAGARDYHEVLDRFWKDFSAAIAETANLRISEVLEKIDEVLAPHLYPPREDGSDPRICPKC
GAGRLNLKTARSGGAFIGCTNYPDCRYTRSLSAVNGDDGSELDGKVLGHDGEDEISLRIGRFGPYVQRGEATEEVPKPPR
ASLPKGWKPEEIDLDKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGKKYANLPDVEEVFTIGMNRAVEVLAQKKT
RGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPGDVTLEQAIELIDAKAAKGGKTKAKAAPAKT
AKAPKAAGKTAKKTTAKAASAKTAKPAARAKSTKAAE
>MBL3578671.1 DNA-protecting protein DprA [Rhodovulum visakhapatnamense]AB19
MRSRRVGATTFFRLIEDHGSAAAALDALPRIAEEAGVEDYAPCSQETAQAEIARARKAGAVAVLHGSPAYPPALLDLPDA
PPVLWALGHTDLLHRPMVALVGARNASSLGLRMARRLAEGLAGAGYVIVSGLARGIDRAAHIAALETGTIAVQAGGIDVP
YPLENTGLANEIAQLGLRLSEQPPGLDPQARHFPQRNRIISGLARAVVVVEAAARSGSLITARSALDQGRDVLAVPGHPF
DARASGCNMLIRDGAVLVRHPDDVLEALGPAPSLTEAQQPEAPAPRARPRVTEVPETPAAHHRVPADAAVLHARILDRLG
PSPLAEDQLIRDLGLPAGAVTPELVTLELDGRIARAPGGLLSRTR
>MBL3578672.1 metalloprotease TldD, partial [Rhodovulum visakhapatnamense]AB19
VLSFDDGRLRTASYDASEGFGLRAVRGEAAGYAHSTEISEAALKRAVETARLAVADGGASLALGPQPTNRRLYTDADPLA
EAPFALKIDTLREIDAFARALDPRVVQVTASVAASLQEVAILQPDGRLLSDIRPMTRLNVSVIVEENGHRESGSHGGGGR
TGLAGLIDRASWEASAREALRVALVNLDAEPAPAGTMDVVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAA
KGVTVLDDGTIPDRRGSITFDDEGTPSNRTVLIEDGVLVGYMQDRQNARLMGVAPTGNGRRESYAHPPMPRMTNTCMLGG
DAAPADILADLKDGIYAVGFGGGQVDITNGKFVFSCTEAYRVKNGKLGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGI
GNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MBL3578673.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum visakhapatnamense]AB19
MEFRARHLLGIEHLSPWDVRIILDLAETYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVLNAGDGRHEHPTQALLDGLTIRRAKGRLQRLTVA
ICGDIAHSRVARSNILLLGKMENRVRLIGPPTLIPSGAADMGVEVYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAKDDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAARAAGEGTYV
>MBL3578674.1 hypothetical protein JMJ92_10980 [Rhodovulum visakhapatnamense]AB19
MFDPKAETPLEEGETVRLRFQGDRAAYIKAHVVIAVLAGIGATGLLALTGNPYPWAGIVAAVLAIGVRGAFLMGDEMGAS
WTLTDRALLGPGGQRVRLSSIAKVRVIGAATQVITLGGDKHLIKFLADPAGVKARIDAARTAPGGAEA
>MBL3578675.1 dihydroorotase [Rhodovulum visakhapatnamense]AB19
MRTVFSNARLIDPEAGTDAPGWMLTGGGTILDQGRDAPPDCDRVIDCKGACLAPGIVDIGVKICEPGERHKESFRSAGLA
AAAGGVTTMVTRPDTLPAIDTPEVLEFVTRRAREASPVRIKPMAALTKGREGREMVEIGFLLDAGAVAFTDGDHVVTDTK
VLSRAMTYARSLGALVMAHPQDPGLSGGAAATSGKFASLRGLPSVPALAERMGFDRDMALVELTGVRYHADQITTARALP
ALERAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRLALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVGLETLLPAAMRLVHAGAISLPQLWRALALNPSRRLGLSTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMQGRVLGTWVAGTRVYDGD
>MBL3578676.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum visakhapatnamense]AB19
MPMLDTSVLLLALFGVGGYLLGAVPFGLVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFKGGKGVATFLGTILALAWPVGIAACATWAAVAAALRYSSLSALAAAALTPVWA
IVLNRAEVVLLTAVLAVLIFIRHHANIRRLLAGTEPKIGRKTG
>MBL3578677.1 methylmalonyl-CoA epimerase [Rhodovulum visakhapatnamense]AB19
MIGRLNHVAIAVPDLEAASAQYADTLGAKVGTPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIQGFLDKNPSGGIHHI
CYEVEDILAARDRLKAQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MBL3578678.1 hypothetical protein JMJ92_11010 [Rhodovulum visakhapatnamense]AB19
MATGNGIKVEGGDARKTFDAKAWQHILDEIPTLVGPIALRKAIGATLAELNGLKADGVLVPRTNVATIKSPWRIADGQAL
LEELEAYAQPVAPEEPGWETIQRVHKRLDLPVGEIIAAIRTGSLRLGQHPDVFGYHGLVVKISEVAAFKAKVAPKRKPSI
SQGEVTAAAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAFEASYTTPSMLSAETAAHLNTIRAV
LQNEGIQPFRPNGLDVGPVYLRNAVEPVVALLKSQGGK
>MBL3578679.1 transposase [Rhodovulum visakhapatnamense]AB19
MRSTRPPWLRPCRTTHGIIRATFYTWRKQFVGMEASDAKRLRELEAEDAKLKRSEPLSAIGPRTMAGVSTNSGPSAGSER
PSSGMPNVKLFW
>MBL3578680.1 alpha/beta fold hydrolase [Rhodovulum visakhapatnamense]AB19
MLATHVHGDATAAAPLLIVHGLFGSARNWGAIARRLSDSRRVIAVYMRNHGDSPWTSTHSYPDLAADLAEVIEAEGGRAD
VLGHSMGGKASMVLALTRPELVDRLIVADIAPVAYEHTQVGLIHAMRGLDLSAIERRGDADRALAATVEDASTRAFLLQS
LDLRSKPHRWRLNLDTLEAEMPRIMGWPEAIDGQFDGPTLVLAGANSTYIRPEHRDRIKALFPAARFAKIPGAGHWLHAE
KPREFEAAVRAFLDLAPSPRP
>MBL3578681.1 cytochrome b/b6 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQIRLHWAVFGLVVVQFLFGNGMGHAFGQYMDTGEKGFSLLVGLHILIGLSILVLAFWRLGLRFLHGVPAPDPAHSPAQV
LLARVIHGGLYVLMVALPVSGMLAWSLGSGLAAGLHAGFRVILVLLILLHVAAALMGQYIKKDGTLTRMLKAEG
>MBL3578682.1 hypothetical protein JMJ92_11030 [Rhodovulum visakhapatnamense]AB19
MTPRKTALIAAVALALAAAPAAARDVRTLVTVLTDPNPQTQLMGLVLTLQALERGAAVRVLLCGPAGDIALADPPAAATE
PQPPAGMSPQAALAAAIGKGARAEVCAIYLPGRAAGPEALIEGVGVAKPDAMARDLLDRQSRVWSF
>MBL3578683.1 hypothetical protein JMJ92_11035 [Rhodovulum visakhapatnamense]AB19
MISLDDIEDMTSLTRDEIAAIALHEHVPEADASLLGEYLMHVHNGPQRVMAMICDDIRAALRADDLEGARALYGVLHAFL
IAHPDAARGAS
>MBL3578684.1 hypothetical protein JMJ92_11040 [Rhodovulum visakhapatnamense]AB19
MDRLSLLLTPMTGAVITGMLVIVMFSLGFYSWIAVAIGAGIGCVLAWPAAYVVSRRIKQSDPRWPTRAEADRLRGGLPEV
>MBL3578685.1 RidA family protein [Rhodovulum visakhapatnamense]AB19
MARRLISTGSPFEAKIGYSRAVIADGWVFVAGTTGYDYATMTMPAAVETQCANALATIAAALAEAGASLDDVVRVRYILP
DRADWPACWPVLSEAFARARPAATMILAGLMEPEMKIEIEVTARLPAVP
>MBL3578686.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum visakhapatnamense]AB19
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKTSGLKATDGVPTPRDICDVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGVGETFKELEPEDLLKFGLIPEFVGRLPVIATLTDLDEAALV
QILTEPKNALVKQYQRLFELEDTKLTFTEDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMDAVQEVVVNEEAV
NADAAPLMIYADSKKEGKTAG
>MBL3578687.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum visakhapatnamense]AB19
MTDMIQHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPIHDGMSSLIVAQLLHLEAENPSKDISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAPGMRFSLPNSRIMVHQPSGGFQGQATDIMIHAQETQKLKDRLN
QIYVKHTGQDLQSVIDALERDNFMDAETAKAWGLIDEIVESRSAVEDAK
>MBL3578688.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MKRSELSLIALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMNIAITPEGRAAIDRAPDPLHDRYVTAFEKLPDYEQAMLVAALERVAALLDAGHLDAAPVLDLGDIRKTLPE
E
>MBL3578689.1 diaminobutyrate acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTTTIQASPRRPKTPITFRSPTGADGPDVWALIRACKPLDENSMYCNLIQCDHFADTCILAEIDGRIVGWISAYLLPNDP
ETLFVWQVAVSDEARGLGLGRRMLFELLDREACDGVMRLKTTITRDNDASWGLFRGIARRLGARIEDEPHFTRSDHFDGR
HATEHMVTIRLAEALTRAA
>MBL3578690.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum visakhapatnamense]AB19
MSTVETAETAIYDRRESEVRSYCRNFPVSFARAEGATLTDAEGNTYTDFLAGCSSLNYGHNDPDMKAALIAHIERDGLAH
ALDLHTEEKAAFLTAFEHHILRPRGMDHRAMMTGPTGTNAVEAALKLARKVTGRRNVIAFSNGFHGMTLGALALTGNAGK
RGGAGVPLPDVTHMPFENSMGDLDTLDYLDTMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWVQGLARLAEKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACVLVRPDHDIWKPAEHNGTFRGNTHAFVTARVALEKFWA
DDDLRNEVARKSQVLEERLSQIAGRIEGAALKGRGMMRGIDVGDGDFAARICADCFRRGLIIETSGAQDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACAPFPIAAE
>MBL3578691.1 ectoine synthase [Rhodovulum visakhapatnamense]AB19
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITTLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETFQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MBL3578692.1 aspartate kinase [Rhodovulum visakhapatnamense]AB19
MTKRHHTVEKIGGTSMARVHELVDTLFTRGREAPEYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDAL
NRVAGAMREAHASVLGHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAHSAFATAALL
RRRGIDARFVDLSGWRDETECTLEDRIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAII
HKEFHLSSADPKLVGAEAVVKLGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEAETAR
VEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKSVRRVERDLEAKFPGATLTAR
NLAVVAAIGRDLKGLKVLARGLAALDAGGIDPVAVQQTTRDVDAQFVVPREAMDDAIRALHSALVSEGRQPEALAA
>MBL3578693.1 MOSC domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQGKVVTVARDGTHRFSKTCQPSIRLIAGLGVEGDAHAGVTVQHRSRVRRDPTVPNLRQVHLIGAELLETLAAKGFALAP
GDLGENVLTRGLDLLGLPEETVLHLGATARVRLTGLRNPCAQIESFRPGLLAEVLEHRADGSLRRKAGVMGVVETGGELR
PGDPVGVELPPGPHRPLDRV
>MBL3578694.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRLTASRLARACLPGLLTGLAQPALAAGPDPADWPAVLAEARGQTVYWNAWGGAAATNDFIRWAAGEVGDRYGVTVEHVK
LADTADAVSRVLAEKTAGKDTGGAVDLVWINGANFAAMKEAGLLFGPWAGDLPNWRFVDTVGKPAVTADFTVPTDGFEAP
WAMAQVVFYHDTARLGDPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQTPADEAGYDAVTAPL
WAFLDDLTPHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNA
SAKAGAMVLANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPDDRARFEALDLGIATLSPAELGPALPEPHPSWATRIEAD
WTARYGTAR
>MBL3578695.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MRPLRAAPALTLVLMLGPVLAGLAGTLAPALGVFPALGGHTLSLEPARALAAWPGLWQAVALSVGTGLAATLIALGAVTL
FAAGWAGTRAMGLLERLLSPLLAVPHVAAALGLAFLIAPSGWIARALSPWATGWQRPPDLLILQDPLGLAMIAGLAAKEI
PFLLLMTLAALPQAAPARRLTIARALGYGRTTGWLKAVFPAVYAQIRLPVYAVLAYSMSAVDVAIVLGPSTPPPLAVQVV
RWMSDPDLNLRFRAAAGAILQLGLVLAALALWRLGEVGAARLGRRWAEGGARHMAEPALRAAGLGLAALAAAAVIFGLAG
LALWSVAGFWGFPDALPDGIGLRSWARHGPALIAPARETLLLAGLATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIYRHRRGMRG
AG
>MBL3578696.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTGLRLETIVLARGGEPLIAVEAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPAFTMTGRVVLNGRDVTALPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRALRGRKARRARIEAALDEIGMAGFADRDPATLSGGQKARVALMRMLLAEPQALLLD
EPFSRLDAALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIALSDQMTTTSRGGKPLKPTEE
>MBL3578697.1 type III PLP-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MTMYATQADFVGGTDVLSTSRVESYIRANSFERPTLVLDTDRVADRFHALRAGLGQAAIHYAVKANPAREVIERLVGLGC
HFDAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGVTLFAADAEEELDKIAEHAPGAEVYIRVLVTASQADWP
LSRKFGCAPGKVAPLMARAVALGLRPAGLSFHVGSQTRRAEMWLPVLNEVAEIWHAARAEGYDLDLLNIGGGFPAYYGED
VQPPALYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFSGLAETMDEAIRYQ
FATDRDHEATGPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSSYSSVGFNGFPPLDVVVI
>MBL3578698.1 L-lactate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHAVPFASAVAVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIAAVLRAAVDPILLVATNPVDVMTHVTAKLAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLASVAAQLGCAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPELAGVQNVALSLPRVVGAQGIRSTLMPTLDADEIAALTASARMLRDTSDALGL
>MBL3578699.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum visakhapatnamense]AB19
MIPVRGVEGQRLAVLGLGRSGLSAARALRAGGAEVLAWDDNETARAAAEAEGFQPVDLTRAGAFEDVAALIVSPGIPHLY
PAPNRVIAAAWAAGVPVDNDIGLFFRSFATPDWDRLEATPKVIAVTGSNGKSTTSALIHHVLESAGRPSQLAGNIGRGVL
DIDPPGEGAAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEPEGMFLAN
QLAEGAADDRVIRISSGQKLSGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEAEGVRFVNDSKATNAASAAMALAAFPEIRWICGGLEKEGGLGPLLPYLGHVAKAYVIGREA
AGFALHLKDIPHEVCTTMEAAVARAADEAKPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARIGG
>MBL3578700.1 hypothetical protein JMJ92_11120 [Rhodovulum visakhapatnamense]AB19
MQMNPVENTYNYLAPAARLGTPSLHAVTPDVKLRSWNGVPPYAVWAGIGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MBL3578701.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum visakhapatnamense]AB19
MLYWLADLSDGGGVFNLFRYITFRAGCAFFTALVFGFLFGRPLINLLRKRQKNGQPIRADGPESHITSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNAYVWLLLFVTLSFGAIGFADDYAKVSKNNTKGVPGRVRFGLGLLIAAIAGLWAAWVHPADLSFN
LAMPVFKDTLIHMGVLFIPFAMLVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTEYLDVHYVPGTGEI
LVFTAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEAMSVIIQVAYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MBL3578702.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum visakhapatnamense]AB19
MTALWTSAEAAEATGGRVTRDWSVTGVSIDTRSLKPGDLFVALKDQRDGHDFVADALARGAGAALVSRLPEGVDETAPLL
IVPDVLAALGALGRAGRARSDARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARMPRDAQFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAAIFEGLEPGGIAIYPGDLDTSPVLAAGAAAHAAAE
TRFGAAEGCEFRLMRADLHAHSTVVQAEARGHEILFKIHAAGRHFATNALGVLAVTEALGIDLVVAACDLGQWRPPGGRG
ARLRIPLDPVEESLSVEVIDDAFNANPASMAAALEVLAATRPTDGLGRVARGRRIAILGDMLELGPEEQAMHAGLADLAA
MARVDLVHCVGPRMRALYFALPLSQRGQWFDEADPLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGSGSDED
LS
>MBL3578703.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum visakhapatnamense]AB19
MTIRTETTLADLGLTAQGGREAHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVSFALRMGAVAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALACAAALFYGAQPATMVAVTGTAGKTSVASFTRQIWTGLGRAACNLGTMGVQGAYEAPLSHTTPE
PITLHRLLAEMARAGVTHAAMEASSHGLEQRRLDGVALKAAAFTNFSQDHLDYHAGFEEYFAAKAGLFDRVLPEDGTAVI
NIDDPRGAQMLGHARARGQTILTVGRAEEADLRIVAQRYDATGQDLRFAWEGRPQQIRLDLIGGFQAENVLAAAGLVIAA
GESPGRVFATLPELVTVRGRMELAATRANGATVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEEPKGIRAEILQGCAEAIEVGDRAEAILRGVDALEPGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLS
>MBL3578704.1 penicillin-binding protein 2 [Rhodovulum visakhapatnamense]AB19
MIRTPLRPLARILEARARGENPDAIERENKRLRHETMRDQARVRAEGRLLVLGVVFFAAFAVVGVRMGLLAGSDPSEPRA
IAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELAQIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQQVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVEKYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMDAKGAAAVLMDVHTGEILSMVSLPDFDPNERPRQQVTGDPSDSPLFNRAVQGLYELGSTFKTFTL
SQALDEGIVNPNTMIDTKGPLVWGRYRIRDLHNYGSSLSVTTVLVKSSNVGTARIAQRIGGVRQKEFLGKLGLLEPTPVE
LVEAAGAKPLFPAKWSEISTMTISYGHGLSASPLHLAAGYATLANGGRRVRPTLLAGGGTLGDRVVSEETSRQIRSMLRE
VVVHGTATFGDVPGYRVGGKTGTADKPKPTGGYYEKKVIATFASMFPAEAPQYVLIVPLDEPQDTTGPQPRRTAGWTAVP
VGAEIIRRAAPLLGLRPEIEQAQGFGVTLTAN
>MBL3578705.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum visakhapatnamense]AB19
MAAADRSVPADPPHIPVLLRPLLEAVSPVTGLWLDGTFGAGGYSRGLLDAGADRVIGVDRDPSVADLAAPWAGAWGDRLR
LVEGVFSDLDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGMSAADLVATASEAALADILFHYGEER
ASRRIARAIVKARTVAPIVTTAQLAEVVARCLPPQRPGQSHPATRSFQAIRIAVNDELGELVAGLEAAERALNPGGKLAV
VTFHSLEDRIVKRFLQVRSGQAAGGSRYAPEAKPEPARFDLLTRRAVAPDPAELDANPRARSAKLRVGGRTDAPAGPVDR
GLLGLPKIMED
>MBL3578706.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum visakhapatnamense]AB19
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDDKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYESEELAKTEAWLDDLPEDVDPLSF
LDGAGAVAGPAGDG
>MBL3578707.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MPLSNDVILAELSRIALPGGGDLVSRDLIRALSVEGDTVRFVIEADSAEMARGMEPVRAAAQAAIEAIPGVGRASVVLTA
HDRGQGGAPAAPAPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLP
RMMGTTRRPASPDGKIIEPVRAHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVDWGRLDVLVVDLPPGTGDIQLT
LCQRTRLTGALVVSTPQDVALLDARKALDMFAKLGTPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGLPFLGAL
PLALEVRQAGDAGHPVALDDGPMADAYAAIAARLIGGGMA
>MBL3578708.1 Hint domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
VHDARPGGDPGLSGLCFPGETAIATPRVPVRAASLVPGMTAQTVDHGPQMLVWGGQRAMPGSGRSTPVEIPPGAFGNTRR
LWPARQARGFIARPGRSPWSGCARCWCPRGCWRCWASAAPRCVRLRLRSAMSICCLHGMNWCAPGTWPAVVFSSAISSPA
GLSGPRRAALSGARFRSFSPISTSTRARPCNRRRSARCCAVARRPLFEPGPGGAAPPPSPDAAAVRPVPASDRRTAEKRN
GDAREEGRRRSAQRQCQGGGDKLPYSDGAGAPNEKCGDTWEEVGVAAR
>MBL3578709.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MLALTLAALLPAAALADRMVTDDTGRTVAVPDSPERVAVLHEPLLGVPIADLGVAPVGSYGRDAGGGTLMSVDFYREVLG
KDAPRPPGVGALGNLDLERLRMLHPDLILGTEHDIDKADQLSSVAPVYLQNASTGKVRGFGTEAALARLLGREDVFAARK
DAYLGRVEAVRAALPDAPGTYLALFLTDQINAVGEMSGAVQAIEDLGYERLDLGTGGDRAGMGSTLLVPLSAEVVGRLDP
DLLLVMNSYLGAGRDEAGIRAALDRILPGWDRFLKPAREGRILFLDSAKVTTPTVASAEHMLDAVETWAQGR
>MBL3578710.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRPARAADGRPVLRLASGLEIRRGNLLAGLGLVLAVLALGLISLGVGATRTGPAELIGTLLGTGSGDGAFAVLEVRLPRI
ALGFLAGWCVALVGAALQSLARNPLADPGLLGLSQGSMAAIVLMLVFLPAAPLGLIPFAAIGGGLAVAGLLIALVGGARA
GGMAILLMGIAVETVLSSLTAILILYAPPETSYALSDWLAGSLFQASWGAIAALGPWVALSLPAIAILGRPLRVLDLGDE
MAMSLGDPVLRSRPAILLAAVVLTSAAVTAVGPLSFLGVMAPHLAGALTRSTGRARLVLSGLMGGLLVVAADTLSRGVGG
GIALPIGLSLTMIGVPLFILTLRLRLLAAMRTD
>MBL3578711.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSLRVPVLAVAALGLGLSLIANLSAGPGGIGPGAVWEALIGFDPESYDHAVVAFQRLPRAVIAIYMGAVMAVSGTVLQAL
MRNPLASPATLGINSGAALAVLAGAYLLDLGIETQGIAALAGGTAGFLAVLWVARLAGLSRDPRGLSLILAGALVSMFLT
GMANAFLLADPVRRTDFLGWVTGNINHVYAERLYDFWWIGAASFGLLMALARPLTLIALGREKAASAGVNVPRVRGLALA
AVVLGASSAVAVCGPVAFIGLVVPHMVRPFAGAGLARALPAAALTGAALCLWADLVARTAFAPHVVHTGLILDVVGGLVF
AVIVRRVYLAPAGAAR
>MBL3578712.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MLELDQVAVSYGKAPVLADLSVRFAPGRLTALVGPNGSGKSTLLKAVMGFLPVQSGTITLDGRPIRTLARRALARRVAYL
PQENRCPDYMTLGELVELAGYARYSLMGGPSDRDRALFRDALETVGLADMAHRPVNALSGGQKQRAWIAMVLAQDAEIVL
MDEPVNHLDVKYQYAVMDLVRSLTRDHGRTVIAVLHDMNLTSAYADDVVMLRGGRVVAAGPVAQTVDADSVSRTFDLEAD
IFVRDGRLVCLPRLAGTGTRLPEVRARTA
>MBL3578713.1 hypothetical protein JMJ92_11190 [Rhodovulum visakhapatnamense]AB19
MLTVARHFFQSFAKPQSEGWIRALAAAEQRFRPGMHAASAADMAVRLLAALQELRAARTSGFRFSNPDCPGCAARLTEQE
RQFMDVLIALRRGKRSKAHAAAMMLCEGNPTDSFLRAMADLAALTIVRAPA
>MBL3578714.1 hemin uptake protein HemP [Rhodovulum visakhapatnamense]AB19
MAGDDTGAEARTGRVHDARLLTGGGTTAVILLDGMPYSLRITRTGKLILTK
>MBL3578715.1 hypothetical protein JMJ92_11200 [Rhodovulum visakhapatnamense]AB19
MATNTCSSCAFFEDHMANTGETKKDAGLCRFNPPISQPEADARGLWPIVQINDWCGHFEKEDA
>MBL3578716.1 hypothetical protein JMJ92_11205 [Rhodovulum visakhapatnamense]AB19
MTAQIRNRGAAPVAHLCTLAPVERAAIRCLRGWRAGPAPRARIRRNLAQVFGPAAEMQEEILDLLMETALMQARRPLTFN
ALDHPEVTGDENTLAEMIAAAVGGERDDALVFALGLLGPHAAFQAVRLAEDLGLALLGLVRARQRVAPAGMLH
>MBL3578717.1 hemin uptake protein HemP [Rhodovulum visakhapatnamense]AB19
MRCDQKRREDLGARCADRALPERGREAAFDPACGPDGGVSPSGPEARGGRGRRFGAGARAWVARDRGPDGRGPRGATVHG
SSAAPVHDARLLTGGATTTAIVLDGAAYILRITRAGKLILTK
>MBL3578718.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MFGAGYAAGRTAARVRAAGAQVSVTTRDPVRAADLTLAGLRVHLFDADRPAAADSLRDWLNGVTDILVSIPPDGAAAPET
ACPALAALVASGAEVPDLCWIGYLSSTGVYGDCGGAWIDETRPPAPATLDAKGRIGAEQGWQALADRKGAALDILRIAGI
YGPGPRNALAQMRSGRARAIDKPGQVFNRIHVDDIAGAIVAAMSHPRGTRLLNLADDRPAASADVLDHAADLLGLPRLPR
LPFDQADLPPMAGAFWAENRRLCNDRLKALPGFALLYPGYREGLAAILAEDSTKKEPAHAM
>MBL3578719.1 heme utilization cystosolic carrier protein HutX [Rhodovulum visakhapatnamense]AB19
MTPSPNTAAAIRADLADHPGAALEDVAVRTETSVAEVLACLPAGEAVLAPGAAFEEVMAEIARWGEITLVMNTGDVILEA
KGPLPEGRVAQGFFNLQGRPIGGHIRSGACAQVAFVARSLFGMDTRSVQFLDARGGVLFKVYLGRDAARALIPAQMTAFD
ALRARLAPGVMA
>MBL3578720.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum visakhapatnamense]AB19
MILYPAIDLKDGQCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNAAAVEAILAATEVPAQLG
GGIRDMATIEMWLGKGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARKGRVATKGWAEETDVTATDLAKSFEDAGV
SAIIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLTALQATGAIAGAISGRALYDGAIDLAEALALLKS
>MBL3578721.1 DUF2147 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRITVLIAALTLAATAAHADPVEGVWQTPLDDNGNFGHIRISPCGAALCGTLIRAYDGTGHQIDSDNVGKQIVWDMKPQG
DGRYGQGKVWAPDRDKTYNSKMALEGEFLSVSGCVIGICRDGGRWKRVQ
>MBL3578722.1 hypothetical protein JMJ92_11235 [Rhodovulum visakhapatnamense]AB19
MDDKPEPEALPPDLKLLRMLVTLLMVTMIAGFLVIVALFVIRMPGQSGALPLPEALTLPDGAKAEAVTRGRDWVAVVTED
DRILIYDAATGALRQTVEIRH
>MBL3578723.1 RluA family pseudouridine synthase [Rhodovulum visakhapatnamense]AB19
MSSPLSSPRRIAVLIGPAPPGRLDKALARDVPEEAGLTRSRLAKLIAAGAVWRNGAALTDARAKVAEGEEIEIELAEPVE
IRTAPEDIPLSVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAGLAAQFAAHTVERQYTALVHGVPDAADPRLNGLAGASFETGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVAPFGTPPAAALVACWLETGRTHQIRVHMAHVGHALIGDPVYGGRRRLSEKALGPAAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMQELARILGG
>MBL3578724.1 RNA polymerase sigma factor RpoH [Rhodovulum visakhapatnamense]AB19
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTDAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTEDEVIAMNRRLSGGDASLNAMVGGSDGDTTTEWQEWLEDEDANQAEAYAEKDELESRRALLAEAMDVLNDR
EKDILMQRRLQDQPVTLEDLSAVYNVSRERIRQIEVRAFEKLQKRMKDLATQKGLLAQV
>MBL3578725.1 hypothetical protein JMJ92_11250 [Rhodovulum visakhapatnamense]AB19
MANGWLRPEIVREIAAQRSRLAGSQAFRERNARLRTAHAEAESNGDTRRAEALSEALRRQSAVLLAAMRTPEARFELLPE
PGQALFDAIATGDLARLEEALAGSDPNARYGARSETALGRALAVERRSPAVLRYLIAAGADPNAGFAKGVTPLHELGVYP
RPWEPAETTATLARLLVEVGADLEAEAGTYRWTPLHRALLEGTPQVLDALLRLGADPNRPFADSSEPWFSPGRLPLQMAG
ACRAMAESLLTHGADPRALDARGEGLLPYLERQLDRHLALGAVGDLYRTELEAVIGMVRSWPSRC
>MBL3578726.1 AEC family transporter [Rhodovulum visakhapatnamense]AB19
MEALIEVILPVFLVLGFGYVAVWRGLFSDSGVDGLMKFTQNFAIPCLLFRAVSTLNLGQNFDWRLLVSFYSGALTGFAVG
TFGARLLFGRTWEDSVAIGFIGLFSNSLLLGVPITERAFGADALQANYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAILRSMFRNALVIGITLGLVVNLGGLTVPQVVQDALDLMVKAALPAALFGLGGVLSRYRPEGDLRTVLFACGLSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNTYIFANMYGAARRVAASAVLIGTLGSILTVWVWLALLP
>MBL3578727.1 MBL fold metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MKAELRFTILGCGSSGGVPRIGGHWGACDPDNPKNRRQRCSMLVERIAPEGTTRVLIDTSPDLRTQLLQAGVGELDAVVY
THSHADHVHGIDDLRQIVFNLRKRLPVWADGPTQDALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVLGAGGPVTLVPL
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYSPHPTHLNVEQSLAYIDRAAPRRAVLTNMHIDL
DYARLDAETPETVTPAYDGMVLSLAD
>MBL3578728.1 TatD family hydrolase [Rhodovulum visakhapatnamense]AB19
MSDTETPEITDSHCHLDFPDFANELDQVLARAEAAGVTRMVTICTRLRQEPQVREIAETHASVFYAAGTHPMSAAEEPMA
TVDELLALASHPKFVGIGETGLDYHYTADTARVQQDSLRIHIAAARETGLPLIIHSRAADEDMARILAEEYRNGAYACVM
HCFSSSPELARAALDLGFYLSMSGIATFPKSKEIREIFAAAPLDRVLVETDAPYLAPPPHRGKRNEPAYAAHTARVGAEV
FGLDYADFAARTQANFDRLFAKAASWRAAA
>MBL3578729.1 DNA polymerase III subunit delta' [Rhodovulum visakhapatnamense]AB19
MSEAELPEPDRVEGAPHPRDTLCLIGQEAAQAAFLDAFSGGRMHHGWLLSGPRGVGKATLAWSVARFLLTRPAVAGGAGL
FGAEAAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFGLSSAEGGRRVVIVDSADEL
NVSAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPADMARALAQAGHEAGDSAALAQLSGGSVGEA
IRLARLDGLALYADLVGLLAGHPRLDRSRLLKLAESTAGRGAEARFDLVLRLIELVLARLARTGATGAPPREAAPGEAAL
MTRLAPDATAARAWAEAAQDLTARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MBL3578730.1 dTMP kinase [Rhodovulum visakhapatnamense]AB19
MAGRARFITFEGIDGSGKSTQARALAERLRAGGHEVVLTREPGGSPGAEDIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTIGPALDRGAVVICDRFADSTRVYQGITRGDLRATVDRLHDLMIGREPDLTVILDMAPATGLARARGRNGSEERFEDF
GEALQARSRQGFLDLATEFPGRCRVVDADRAPDEVARDIARLAEAALA
>MBL3578731.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum visakhapatnamense]AB19
MREVTMRPTFLSALAGALALMALSVPAEASFETRAGAAYVVDQTTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGR
VTLETQFSVSSRAMSMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAHALGMTNSTFA
NASGWPHPNQRMSMHDLGILATRLIDEFPEYYGFFGEREYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVG
SALQNGRRVTFVISGLESTEQRAEEGERIINWAFRQFVQRGVLRRGERLAETDVWMGEIEKVGLVAKDDLDVLLPAVVRD
TVEAEVHFHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAEREVARGGFVPRLRTATEVFLRWAEKKAADL
>MBL3578732.1 SPOR domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQGYRIARMAILLAMTGVLAGCQGGAGAGLFGSKGGTDVAGPQTLPREARDAGEDVEAPEVFHAEETGLWDGRPSLGGIW
IAHPDVTDPERVIIRNTATGQSVVGALFRRERESPGPRFQVSSDAAAQIGLLAGQPTELSVTALRRPPDPQTAATAQDDD
AEAAPTALTRRFVQVATVDSADGAKQTAARLTRAGLSAEIRAPDPGGRALWRVVSGPVKTEDDRAALIEAVRGLGFKDAY
AVTR
>MBL3578733.1 hypothetical protein JMJ92_11295 [Rhodovulum visakhapatnamense]AB19
MDETIDRLGAARFREDPIAGRKYSRATSIISSAYKRHGAILQRALLERLKDCARLRVWTEDDFKLSHESLRQVRVAERLD
SLLQAQLPYGDRERSVRVDILVFDEARHSINAYNVKRGNGSYDGGKRRIIHEELVRTQMLLSDYGRGIGFVSETSHAHII
FYYGLLSLPPPLAISGDDLDEHFQFPVREAIEFVNAYFVARLSALIEQED
>MBL3578734.1 ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MASIDANGRQEASDFNLEPDPRVLPMLGEINIDQWRCVAELVDNAVDGFLKESRAGSSIVGAKVDVHLPQADAPAATLRI
IDNGPGMTPDMLERAVRAGWSGNNPIDSLGLFGMGFNIATARLGSVTEVWTTRKGEREWHGLQIDFDKLRQQRHFRTPRL
SRAKADPEQHGTEITIKQLKPEQRKWLAKRANQTAMRKRLAQAYSSMLRTNGVPISFELYVNHSRVEARRHCLWNEERVV
PGPSGSTIPAVMRINHALADRLYCINCMSWLVDAEVGGSCPNCETVNSVVKRERKVTGWLGIQRYLDQSEFGIDFIRNGR
KIEIANKDLFSWNDGESEEREYPIDDPRNRGRIVGEIHIDHCRVSYAKDRFDRADPTWDEMHRVIRGEGPLRPEKAKDLG
YGPNDSPLFQLFKAFRRTSPQSKTAGAYGRILIVKDNARAVEMLSAFHDGNPDYQDDSKWWELVEAADRELLYGTSGGGS
SGNEPSSGSGGGLPPGLLGGEPSGGTDPEPTPVTPTAPVKPASPPRRESPLLSRRYHHGGTGIKWNVVAYEVEAKDPELP
ADVPWTMVLGDVPTKTYHFLFNPAHSTFESITMTPQDALLAHLAYMTADQTRNSSQESNFARIFADFRGSYGEETALDLK
ALPSSAATVLTDVARCIVSACPEAERAALFNDLGVQEQTAVMRALAAKKIKPSEATVNGSFLVSGPFEIIRMVVEKRPDL
CFDGKVWDAAYADLDYGDPQITAEARASVLARYAALVDDAIWLSKHDSGDLSSSTRSEVIRAVMSLELLKPDVEASA
>MBL3578735.1 DEAD/DEAH box helicase family protein [Rhodovulum visakhapatnamense]AB19
MKHFLDDRRLLRGPWQAFERDVARLLMHAGFDDVRVVGGSGDQGADVVGVKNGEIWVVQCKHTTTAPPTKQAVKEVVDSG
TYYGANRMLLATSRAIGGGVEAEIERYRRIGINVELLDPARLAHLSQEVPEYAKSRRELRPYQQEAVSKFREGLTDTGRA
QVVLATGLGKTVVMAEVVADLYRDGLIRDSRVLVLADKRELIRQLQFGFWHQLPKWVPTHMLSGDETPSFYDGITFATVQ
SVIGRVDDLPSFGLVLIDEAHHIGSTSFRRALDALEPPMVGGATATPWRGDGFDIDELLGKPLVRLGISDGLRQKYLSEV
DYRLLADNIDWGFVQEISSHNYSLNQLNKKLLMPTRDEEAARHIVEVFSGEKRRGGIVFSPTVDHAESFAGTLRGYGLRA
EAISSRQEARERDRLMAMFRRGDIDVLASVDLFNEGVDVPDVDLVVFMRATHSRRIFVQQLGRGLRLSHGKDKVIVMDFV
TDLRRVAEVIELEKASVGPLERLPLGHNLINFRDASAGNFMLEWMKDQADLILREGDAQLEIPKFEFPTVPQPGGVQ
>MBL3578736.1 hypothetical protein JMJ92_11310 [Rhodovulum visakhapatnamense]AB19
MSVPASIRREIKKRLWAEADRLNWSALSAADKSRYYSMWTETETVGGKLGQYMDPRKVRVYIKDTLLKSYTREASASPAR
VFRVLGIEETTVVTTTFIKPHGCLLPDGRQIAWSKASDWKLTLMALHERTFEAGEPYAAVLSEAAARFGLASQRAVVESA
AERLGIKRLIWLD
>MBL3578737.1 DNA mismatch endonuclease Vsr [Rhodovulum visakhapatnamense]AB19
MDILTPEQRSERMSRVRGRDTKPEMLVRRLTHGMGYRYRLHGRGLPGSPDLVFPSRMKVIFVHGCFWHQHLDPGCKLARL
PKSKLDFWGPKLETNRERDERNLVLLAELGWDVLVIWECQTKNREELQARIGGFLG
>MBL3578738.1 DNA cytosine methyltransferase [Rhodovulum visakhapatnamense]AB19
MMRSVELFVGAGGLGIGVSQAGFRPAAVMDWDRWACDTLRENKERGLDPIAHWPIHEGDVRQFDFGTVDGSVDLVTGGPP
CQPFSMGGRHRAFLDSRDMFPQAIRAVRELRPRAFIFENVKGLTRSSFANYLEYVRLQLTYPDLVAKRDEEWLAHLARLE
DHHTKGTEKGLRYRVVMRVLNSANYGVPQRRERVFLVGFRADTGIEWHFPKPTHSRDALLWSQWRDEVYWDLHRVARKNR
PEGGAAEARALKIADRPLDEPWLTVRDAISDLPDPEHAPGTARGFHDHRFQPGARSYAGHTGSPLDEPAKTLKAGVHGVP
GGENMLRRPDGSVRYFTIRESARLQTFPDDMVFHGSWTETMRQLGNAVPCQLARIVASGVRDKLSAA
>MBL3578739.1 GIY-YIG nuclease family protein [Rhodovulum visakhapatnamense]AB19
MNQLIPTLDAMGSAPLTLDHAQALPDAQGVYLLIHDGEIRYVGKTDAEAGLRTRLARHARKFEQRRNVRPEDVQFKAAQI
LVLTAMDIESRVIAHYGSEWNGSGFGSNDPGRERETTNKPEQGFDARFPIDIDTPLDLLTPGQTTVHGALMELKDALPYT
LRYEVSLPPPRTKVGGHDYRLNPHPDMPASPLTIPPGPISVRTAMQLIVAALPAGWQATYFVSHVILYKENRQYDHGVPI
>MBL3578740.1 hypothetical protein JMJ92_11330 [Rhodovulum visakhapatnamense]AB19
MTRGTPVPETVTLHVPFRVVKRGGRKEMKLPDGAAQPQKTDNTLVKALARAFRWKKMLGSGEFATIAELAEREGIAPSYM
TRVLRLTLLAPEIVEAILDGKQGPEVTLVRALERFPTEWEDQLINFKLGVHGSQDYRQPLK
>MBL3578741.1 hypothetical protein JMJ92_11340 [Rhodovulum visakhapatnamense]AB19
MQSRTRADLIARFDRGEVQVLTNCMVLTEGFDSQPVGCIGILRPMLHKGTFIQAVGRGLRRVDPARFPGIVKTDCVVLDF
AGAALRHGSLEQEINLDEDDPEPGQAPWKLCPTCEAELPLGASVCDFCGHVFTRERTEARLLTAFDMMEIDLLERSPFAW
CDLHGDGQAMMASGFNGWAGVFHDGALWHALGQPKGRAIRPLAIGTRVQALAAADDFLRATETGTASIKSRRWLNDPATM
KQMDLLQRAGHEANGLDFSLSKYAANCHLNFRWNRGAITAAVLGRAERSAA
>MBL3578742.1 DUF2793 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDATTHLLLPYILAAQAQKHVTHNEALRLLDGLVQLSVLDRDLTAPPGSPTDGDRYIVASGATGDWAGWDLNVALWTDG
AWLRLPPRTGWRAWVEDEGLLLVYDGAGWIGTTPTALQNLALLGLGTTADASNPFAAKLNAALWTAKTVAEGGTGDLFYT
MNKEAAGDDLGLTLQTGFVTKALVGLFGSDRFRLAVSADGSTFFDGLSVDNATGIVDQPRLPRFKAWTNYDNYVGIGTWT
KIGLNNTDYNDQGAFDAANNHFVAPADGTYLFGATLLYKINASATARMRGRLVLNGTTEIRGSLGEISATHVSLATAIWL
QTMVPLTAGDTVELQGYFRVADGYFAADHTSFWGCKVG
>MBL3578743.1 hypothetical protein JMJ92_11355 [Rhodovulum visakhapatnamense]AB19
MPDAEFEAILTRAAEEGAKRALADVGLDGDEAALDIRDLRSLVDCIRLVRRTAMQTAVRMITTGVMLALLAGIAIKLKIF
GGGP
>MBL3578744.1 peptidase M15, partial [Rhodovulum visakhapatnamense]AB19
MTTTFHRHWRDVPESAWRWSNFSPAEIACRGTGKLLINAPALDKLQALRDRLGKPLIVRSAYRSPEHNQ
>MBL3578745.1 AbrB family transcriptional regulator, partial [Rhodovulum visakhapatnamense]AB19
DVHVPAVLSCAAQIVIGAGVGGRFAAYTLREIARDGWLAALVGCVMALGALGGAIAFAPVAGADVSALFLAYLPGGAPEL
GVVALALMIDPAMVIAHHVLRVFLIVALLPTAANWARRGADGSGR
>MBL3578746.1 hypothetical protein JMJ92_11370 [Rhodovulum visakhapatnamense]AB19
MKHRIAAGLLALAVTMGARPGLAQPAGWTPPEDIVIEATGGADGPVLSVKSVTLERGGYYRFDIGCTEDSDAAFSFGLQD
FVADTHLRVLTAGGMEVYLQGMSFRKIQCDGPGGIRFSFYPMRKGIYEIPVTDQADETRRTILTVTVQ
>MBL3578747.1 epoxyqueuosine reductase QueH [Rhodovulum visakhapatnamense]AB19
MTASERPVLTPPVPGGRVLLHSCCAPCSGEVMAAMSSSCIDYTIFFYNPNIHPRAEYLMRKQENLRFARKHAIPFVDCDY
DTDTWFARARGMEREPERGLRCTMCFDMRFERTALYAHENGFPVIASSLGISRCKDMNQVNACGMRAAAPYDGLHYWDYN
WRKGGGSNRMVEICRCEGFYKQQYCGCAYSLRDANRHRRAAGRAPVAIGQPVRGDAGTGT
>MBL3578748.1 transcriptional repressor [Rhodovulum visakhapatnamense]AB19
MTKAKHEPLLDICRRHGLRITGQRRVILDVLDAAGDHPDVEELHRRVAAIEPGINIATVYRTMNTLSEHGLIERHMFEDG
RLRYEPAPEEHHDHFINVDTGEVLEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPG
>MBL3578749.1 metal ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MSLKTTCLTGAAATAALMASAAYADGDRMKVVTTFTVLADMAQNVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLNHLGDVPSVTLTEGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILDAFAEHDPANAATYVR
NASAYKDELRATLEPLKAEIATIPEAQRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVAQNHIPVV
FCESTVNTAPNEQVARETGARYGGVLYVDSLSEPDGPVPSYLDLLRVTSQTVADGLTTATN
>MBL3578750.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MNAAGVPETVGSETGIEASGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVARGDIRLLGLGV
KEALRRNLVSYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVEVALGRVGMLDFRHRQIGELSGGQKKRV
FLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKDEGRVMLVATHNLGSVPEFCDRTVLVKGTVLAHGPTETTFTR
PNLEATFGGVLRHFTLGGADLHDDDDTRQVSIFTDDERPLVQYGERTRKAECRE
>MBL3578751.1 metal ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYLFGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTSFFGLGLFMASVNPMSVSIQTITMGNILAITPEDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGAATSFAGAYLSY
FLDGATGGVIVVLQTLIFLAAFLLAPKHGLLAARRKAAAALTEEPA
>MBL3578752.1 metal ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MMLDTLLMPFQFGFMQNAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPEDLWTAGAISACVSLVLILKWKDLMLH
AFDPAQARTSGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLICAVAMLGGTYA
SFFLDSAPAPTVILLLTALFVLAFLRRLHLTRIASGKVGAA
>MBL3578753.1 metal ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTFLDSFMMRAALAGVGVALAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFAGVLAVSLAMAFTVSTLGGR
TFATDTLLGVLAHSALAFGLVAASFLSGIRIDLMAYLFGDILAVMPADLAVIWGGAALVLGLLAWRWSALLEATIDPDMA
LSDGVDPKTERIVLTLALAVVVAVAIKVVGALLITALLIVPAAAARPFSRTPETMAILAAGIAAASVLGGLRAAYHFDTP
TGPTIVCIAACLFAASVSLTGAVRLAGQIGAAKDRRGDR
>MBL3578754.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSLFEIRNASVRPGGATVLGNVSAQMTAGEIVTIVGPNGSGKSTLLRVLIGSLRPTRGPVIRRRGLRIGYVPQHLRIAPT
LPMTVARLLRLRRSVGGQFRRVILARALLAQPRLLGLDEPAQGLDQPGTAAFQKQIGEVRDRTGCGILMVSHDRHMVMSA
SERVLCLNGHICCQGAPQKVASAPDCRALFGAGTQGTMALCTHHHDRTHAPAGPGQKAADQ
>MBL3578755.1 zinc ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MLYRDIYIACRCYNISWSFPVKNSLLLGAVSVLGLAGAANAEVPSVAADIPPVHSLVAIVMDGVGTPDLLVQPGASPHGY
SLRPSEAEALDRADVVFWVGEALEPWLEGPLAALASDAITVELMESEGTTELPFREGVTFEKHSHAHDHGEAHDDHDEGE
DHAEDDHDGHDDGHDDGHDHGHDDGHAEHDHDGHGHDPHAWLDPENARVWLDLIAATLSEVDPENAATYRANADAGRAQL
EEMIGRIEAELDPIRGKNFVVFHDAYQYFETRFGLAATGSIKLGDATDPSPARIEEIHQKIKDLSVECVFSEPQFNPGLV
KTVFRGTDAKIGVIDPLGADLTPGPDLYPDLMVNVAASLKDCLD
>MBL3578756.1 transcriptional repressor [Rhodovulum visakhapatnamense]AB19
MRKTRKGEAMQSDVLRVLRGAEHALSAYDVLNALKTTAPRLAPATIYRALKALCASGQVLRVESLNAYAPRQSETMDAPV
ILSICDDCGALRESVAPELLVSLSDMARKAGIEPTHHVVEIHGHCTDCGASRQTGGSRKTTPPYDRK
>MBL3578757.1 GTP-binding protein [Rhodovulum visakhapatnamense]AB19
MTQKDTRLPVTVLSGFLGAGKTTLLNRVLNNRDGRRVAVIVNDMSEVNIDADLVREGSELSRSEEKLVEMSNGCICCTLR
DDLLKEVRHLSEEGRFDYLLIESTGISEPLPVAATFDYRDERGQSLSDVAQLDTMVTVVDAVNLLQDYSSHDFLSDRGET
AGDADDRSLVSLLTEQIEFADVVVLNKISDAGPERTDAARKIIRSLNGDAKIIETDHSEVAAEDILDTGLFDFETAHEHP
MWAKELYGFANHVPEDEEYGIGSFVYHARAPFHPEKLHAVLNGPLPGTIRAKGHFWIATRPDWAAEFSLAGAMSSVTPLG
RWWASVPENRLPTHPEAQAEIARRWAEPWGDRRQEIVFIGVGLDREAICARLNSALVDTQEFTPEAWKRLPDPFPRWAQG
>MBL3578758.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum visakhapatnamense]AB19
MITTAELAAARVAWGNGKIAISRSYEDGGIDAARKTASIHLDAVYGYNLGPVLFKPTMASGEQTFRLTKAGALAYFVGHS
SAYPLDAGFAIRGWRATDSVTAAEVIEGDIALWMGRVSLTDKDGTITRVDKSFGYRRDESGVLRIVLHHSSLPYDP
>MBL3578759.1 DUF1826 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVRVDTPEGLSEIRRPDCAAVIWQRSPLPRFQTWVDGLAREQLPRTRVILRSELVRDTITTVAQTCGTPECAEREMLVED
VSALAAVFANVANARYLRLRLDIVTTDACRKFHVDAVRARLVCTYRGTGTQYGHLSGGGEPQGVFSVPTGAPTVMRGTLW
PETPASGLLHRSPPIGGTGETRLLLVLDPIDDPEEEPEDHVVH
>MBL3578760.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKTRAAIAWEPNRPLEIEEIDLDGPKEGEVLVRIVTTSLCHTDMFTLSGRDPEGLFPAVLGHEGVGIVEEIGRGVTSVVP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGQGVMPDGTSRFSYKGRMIHHYMGTSTFSEYTVLPEIAVAQISKEAP
LAKASVMGCAVPTGIGAVRNTAKVEAGATVAVFGLGAIGMAVIQGAKMQGASRIIGIDTNPNKFELARSLGAHDCIDPGD
FPRPIQEIIVEMTDGGVDYSFECIGNVNVMRSALECCHKGWGECTVIGVAGAGEEIATRPFQLVTGRVWRGSAFGGVLGR
SQLPGMVDEWLRGDFEVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMKTNSLPGIIVPA
>MBL3578761.1 hypothetical protein JMJ92_11445 [Rhodovulum visakhapatnamense]AB19
MRRLSSALAALLAAVLAVLLAASPVAAADLASHRLSNPTAYIPPQCYTDTVDAEGNAHNPCFTCHVRARAPNYIIGDADL
QTEYSLPGPALTNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAHPPAAWDEDGDGAWAGYVPDCHY
NFDAEGFDRAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTAEGSYDPAIYKVNLAIAEALIKRADVPVA
PVDEARLGVDLDRDGTLGTATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSSGEVAMAPRMKEV
RYGIKTRWQTYADLEEGGLEEAKERYDFPDRIDLFDGSLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGI
GLTDDATISFPRKFDPADAHAGGWYHWSQKSLAGTPDPIRADGRRELLTYLQENGAGDEFRNNAEVKARFIAPDGSVKPE
AAAALRDDITTLILPSAERARTLNKAYREIVLEQSFAKGRDAVAEPAGHVLKEVEQNQPTGIETPVGATHW
>MBL3578762.1 DUF839 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIRTTLLMATTALLAAPTFADSFEFSAVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDRTG
KPVRSEDGSEHISVDTDFSSLLPVGKKLFSVSHFESRPGAMYVTELDQDPETGVLTPISTRPVDFSDVGGLWVPCAGSVT
PWGTHFGSEEYEPDAREVAAAEELADVDDYFYPMARYFGLNPSEMTLDQFRAVFNPYSFGHPTEVTVTEDGNATAAKHYA
MGRLSIELPYVMPDSRTAYITDDGTNVGLYMFVADAAGNLDAGTLYAAKLTQTSDEGAGAFDLTWVDLGHATSDAVKKII
DDKPSFFDIFETADPAEGGACGDGFTSINTTAGHECLKVRDGMDLAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMEPQSKNDIGGPDSVRVARNECGAVYQLSVAPDTAIGSDYVVKDMASLVEGRPAEYAADSEFAGNTCDID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYDMTSGDLTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DEDKLADPADAMAYAGYFGPFPASK
>MBL3578763.1 hypothetical protein JMJ92_11455 [Rhodovulum visakhapatnamense]AB19
MASAICALAGGGEAAPLPKGEGLKVVRQECTRCHPLRNIVNSDGFTAPQWRDFIVRMTDLENRPENLDVVVAYLAKHFPP
YAPDD
>MBL3578764.1 GTP-binding protein [Rhodovulum visakhapatnamense]AB19
MTVSAAINHVITSHLGCGSDAVHFSTVRAGSARAGRPDSARRSPKSRPTEGLARGLSRLPDPAQIPVTLLTGFLGSGKTT
VLNRLLRHPRLAGTAVIVNEFGEAALDHELVRASSENVVLLGSGCLCCALRGDLVETLRDLAERQDAGEFAFDRVVIETT
GLADPAPILHTLLTEEGIAARFVTDGLVTAVDSATGAGTLDRHEEARRQVAMADLLLLTKTDLPQAQEDRVRAELARLNP
GAEVLTVIDGAVAPERLTGLGHFDPSMKSADVAGWMHETTRGVHGGGAGGIRAISWEIETPLTAGQFDLWMDLLMAQRGG
DLLRVKALVHLTDVPFPFAIHGVQHIFHPPVPLKDWVGQDRRTRFVMILRDFTNAEVAEIFEALERLGGAEPVPSGGYLS
AEPFHPIEPEDIRHDSDHPA
>MBL3578765.1 threonine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MIQITLPDGRVRDFAEPLSGADLARSIAPSLRKKAAAMAVDGTVCDLTAPLTRDARVEILTRDDPRVLPLIRHGCAHVLA
EAVQALFPGTQATIGPVIEHGFYYDFAAERPFTAEDLPKIEKKMREIIARNAPIRREEWTRDEARAFFGARAAGYKVALL
DAIPGDQPIGIYRQGDWLDLCRGPHLDATGQIGPAFRLTRVAGAYWRGDAGNEMLSRIYGVAFATQADLDAHTTMLAEAE
RRDHRRLGREMDLYHFEEQAPGAVFWHPKGWQMFQTLIGYMRARQAAAGYEEVNTPDIMDRALWETSGHWQNYRENMFLT
KTGDDRDFALKPMNCPGHMMLYRHGVRSYRDLPMKIAEFGKVHRYEPSGALHGLMRVRSFTQDDAHIFCTPDQLTAECVK
VNDLILSIYRDFGFEDIRIKLSTRPRNRIGSDAVWDRSEDALRAALEAAGQPYTIFEGEGAFYGPKLEYVLRDAIGRDWQ
CGTLQVDFNLPERFDACYVAPGGNREVPVLLHRAMFGSLERFTGILIEHFAGHLPLWLAPVQAVVATITAEADAWAGEVA
AALTVAGLRVRTDLRNETIAYKIREHSVEKVPLVLVLGAREAETCTVSLRRLGETDSRSLSLAEAVALMRDEAASPLMSG
QARRAPEPA
>MBL3578766.1 GTP-binding protein [Rhodovulum visakhapatnamense]AB19
MISSKDQLPVHLLTGFLGAGKTTLLNRMMADPALRDTALVINEFGLVPVDHDLVRKGREQPMVTTTGCICCTAGSDLRSS
LDQLLHGRRTGNLPPFRRVIVETTGLADPAPILNSLIPGGRDARSLADHAVARAFRLSGVIAVVDVEGIEAALAAHPESL
RQIAFADHAVLTRTDRTPAADWPGRLRAINTGISVHDAADPGFDPARLLRPGSYEAFGKGENVAAWLAAEAAAGTHGHGG
LFHGLNRHGHVVAVPLLGAGPIEAMALQRFLHRLTATPENGLLRIKGLVALRDDPSRPAVVHAVGHRLYPIRRIDAWPGG
AAETRLVLIGTALDEAALRHDFASLAAAPDAALQAALSEVLQSFLKHRD
>MBL3578767.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTADESDTAGGAGHPDGQTGGRKGGQADGVQLLPVALRLLALMRRRRGLLWLSVLCGTLAAILSLSPYLAIAYVLVNAVS
ASADWSAILLAGLAGMAGVLAEKLLFGLSTYLSHRVAFATQRDLRYELAGKLARVPLGFTDSRSKGEIRNTMVDEIEVLE
DGMAHLVPEVSAAVIAPLITLAVMLLIDWQLAVLMILPMAVGMWMMGRMMKDAEEPTRDYLEIQSRMATTSAEMADGIAT
VRAFNQDEQASHRAGRIFAQMRDLSNEWLERAIIPGTAAQVLLTSHLMLLGSAGLIMTAAGWVDLGVFAAFLAVAYGFGD
LFAAIQGISHRLFRQHELLERLDMLRDVPELSRGTKAPALADASITFEEVGFAYGAREVLSSVSFHLPEGRCLALVGPSG
SGKTTVARLIGRFQDADKGTIRIGGQDVRELDPEELHRHLAYVFQDVFLFDGTVADNIRLGRAGASMEEVEAAARAARAH
EFIESLPEGYETRLGERGLGLSGGERQRISIARAILKDAPVLLLDEATAFADPENEALIQDAVAGLARGRTVIVIAHRLH
TIANVDEILVLDEGRIVERGSHADLVAAGGLFASMWDAYESVRSFRHAAGPADHKQTEAAQ
>MBL3578768.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MKLLRFVWAYLPPHRPQYVASVLLAGLEGLLAAAPPLAVGLGLMQLAEGQAGIAGILPYAAACFLAVVLRIFVVQRAWKL
GYRAGNHASERIRSRIVDHMRRVPLGTLSGRWTPARLATLITEDGRWINETSSFYLVRFLNGLVATAVLLGAAAWLEPVA
ALAILAALGGGVAAMIAVKPVLSRFIRLRNDMIAEATLRVGEYADGIAVFRAFGRSGAAQKDFRAAVDALHDKTLAMAPR
LIPLQQAGAALISLAAPLAILLVAGLQLAGLRQADPVAVIPALFLTLAAAATFSAGVLKTLLPMELGVRAEQNISAFLGT
APLAGKRSDFSTDLDVEFDKVSFRYAPGKPEAVSDVSFEARKGTVTAIAGPSGAGKSTLVSLLLRFHDLSAGQIRLGDVD
VIEADPAAVQARISLVSQDVHLFRDTLRANLLLGDPEASGARLMEAVRAARLDDLVAALPQGLDTMLGDTGRTLSGGERQ
RVAIARALLKDAPVIVLDEATSAMDPLSESAIQKAVAALEDGRTVIVIAHRLRTVADADEIIVFDRGRVRARGRHADLLA
SDGLYARLWSAQEQAAGWRLR
>MBL3578769.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MTGTMDAAAGAGAGGAGGPGAGGGSLKQADRRRVFLGVFAFMTASSVPMSFFYYVFPPLLRERGHSPEVVGAFALVYLPY
VLRGLWAFVLERVMRGQAGRYRNATRLLAVLAVLAVLALLPLDPVRHPGAIMGVAFLVFVILASGMTTLDGYILATLDLD
GRARVAAWGAAGAAAGGVVVGLGAWLGLAGNGWHTVVLVLAAATLLPSLGIAILPRRPGGAARKDHAAPQAVQRNDLRGF
LADPRLRALILLALLAHGSMGLMSGYLPVLQVDAGLKIGEIGLFSAVAANLMGLAGAMAGWVIVTRMGGWGALVAVMVFL
SAVFAAASLLHGLFWGRGFAIAITAALMLAGYVYYVPYRALILQACDGPHAVSRAAILSSLDMTVGILGMSVAGLVAVQL
GLTVFLGVCAAAALLAAGLALHRAARRGFADIPTTGKLETSK
>MBL3578770.1 TonB-dependent receptor [Rhodovulum visakhapatnamense]AB19
MPAAAQDDDAFFLGDIVITGTKRDEKLKDIPGSVSVVTSEQMEDRGITDGASAAAGIPGASLYSYGDRTNSFITMRGVGP
ILMPLSPDDSSVLTFVDGAPLMLEQSASSYLDLEQIEVLKGPQSTLFGRNTSGGAINLVPALPSDTYGGSLTAEMGPDGL
YRTEAVANVPIVPGILSSRLALRFSGIDGYVANTAGPELGGEDVVTGRASLLYTPSDETSVLFTYSAENADVTPAYYVPQ
FGNDDPLDATQSFSTDDSRSRQAMLKITHDFERLSFTSQTSYNSYKTSNSYQGDHRLFSAITGLAESAFEDRDDNFMDWD
KDQTRLTQELRFSSLPGDRIGWVAGAVFYRDDYEMANDTHIAAYGATQAGYSTYRQVTTGAALFGDVSVPLSDRLTASGG
LRLTREEKDFDGTFDARGYDSVYSGMLSSFSESDESTYEFWTGKAALNYEWSPDFSTYASVSRGYKSGGYGFYNTYMAYG
IPRSSYKPTETLSYEIGTRASLLGGRLDLSGAAFFIDMNDEQVMLYNYDLTTSNANLDAESRGVELNAGWRLSDQWRLDT
GAAYTRTKITEVPADAATNNPGLAAGNRLPNTPEWSMTFNLGYDAPASALGWTGPRAPDRIHAQIGYSYLGTRYFDAANA
GKLDPVNLVSARVGFDWGNTQVYIFGRNLLDEKYLTVRQPYGTAAGTSTPAYGVTQDRGRVLGVGMTVTF
>MBL3578771.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MPATDVIPMPRRIVPRLDGVPETLLWPLQSRAGITVQDRAFFDDPMAVEILNRIDYDFGRFGPVNHWHAVRSKYSDALIR
SYLSVHPQATVLALGEGLETQFWRVDNGQVRWLCVDLPESIALRRQLLPEHPRVQELALSALDPAIFDHVDASRGLFVTA
AGLVMYFTAEDTAGLLRRIADHLSGNGSDNGSGIRAEVFFDTIPPWLSRRALKGWKIDKGYVAPPMPFGLSRKGLDDLAG
QVPGLEIIAALSYSDAYPERARLIALLAKLPVARNMAPMMIHGRFS
>MBL3578772.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MLEGTSETVIDGHRYVHPQTGIPQLAGLGQETPIGFSEQDGQRIRMAGLTITPAFFDMNQEGLSEGFTSIRAFLDPGVWH
CTLPKACALREMLQSLNRVPYRGGLGDLYRESLALGIVVELAAHLSGVQPVFGPLGRDPQRIARDARALIDADPAAIASV
AKLAHDLGTNETTLRRCFKEAFGIRLFDHVRAKRLDKAREMVRMSTLQIGEIAFHCGYADPANFTHAYRRRFGRSPREDR
R
>MBL3578773.1 DUF2083 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MEKRGAKLIIGPRLKALRTSLGLSQAQMAAELGVSPSYITLIESNQRPASARLLMRLAEVYDLNVSELAPSVDAQLAADF
AAALKDPALEAEGIGRSEIDAVLQAAPKVAAALVRLQGKHAEAVMRSQAEMNPLTDRNKVEVLGQISRPVEIVRDWFYAT
RNYIDRVDRAAEAAAEDMDLRRTEPQVALTERLADHGIRIRILPAATMGGSLRRYDPHRRELLLSELLGQPSRRFQIGVL
LARVEQQDLIDAAIDRAGFDGEDARRLARVSLANYFAAALMMPYRRFLAACESERYDVELLSHRFGTSYEQTAHRMSTLQ
RPDARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCSLWNIHGAFEAPGRVQTQVIRMPEGTSYFSIARTVTRAGGTH
AAPAPRLAIGLGCDIAYAPRLVYADDIDLDRMRPVDIGLNCFLCERDNCSSRAQAPINRRLAINELERSVAIFRFEGE
>MBL3578774.1 malate synthase A, partial [Rhodovulum visakhapatnamense]AB19
MSLDHHVPSESMPLVLRDAPGADRVLTPDALAFVAELQRRFGLNLHALMIARQRRQDRYDNGRLPDYLEDTKEIRQGVWQ
AAPVPKGLADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFPNIVAGHANMLDYRDGSLAHDDPRTGKSYRVGE
DPALLIVRPRGLHMDEANVLLAGHPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKLESHREAAFWNSVFEFAQVRVGL
PKGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAAVTMDEAFLATYAARLVKV
CHRRGIHAMGGMAAQIPVKGDAAANEAAFAKVRADKQREVRLGHDGTWVAHPDLVQVAMQVFDAEMPGPNQIRKPRQEHR
IAPEMLLVPHKGQITEAGVRANVSVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVALTAGGDRKLD
A
>MBL3578775.1 glucose-6-phosphate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLFRRDADGQLPETARIVGAARSPMDDEGFRTLVRAAIHAAIPEGRRDAEA
VDRFLTRLSYVAVDATGEGGWPELAAKMRPEVVQAYYFSVGPGLFGALAERLHAHGMNTEGCRIVIEKPFGHDLASARAL
NATLAAHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWNAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLMAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MBL3578776.1 6-phosphogluconolactonase [Rhodovulum visakhapatnamense]AB19
MKLHAYPDLEMMMIALANVLAGELNNALFHEDRVSIALPGGTTPGPLYDDLCASSLDWSRVRVLPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFIGLRPGADGMDGLTERVRRALPLNVLVLGMGDDMHIASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRITLTAPVLQGALSTHILITGAAKRAALEQAAELADPHLAPVCTVLKDATVHWTE
>MBL3578777.1 glucose-6-phosphate isomerase [Rhodovulum visakhapatnamense]AB19
MTLSTIWDRLDAQAGRVSARAIATLFHDRNRAAAFSVRFPGPSAAAVHGEEMLFDFSKTNIDEDTLELLIELAIAAGVQA
RRDAMFAGRRINETEGRAVLHTALRNPEGKVALDGQDVMPGLRETLLRMRGFAREVRGGGFVGQGGAITDVVNIGIGGSD
LGPAMACLALAPYHDGPRCHFISNVDGAHAADTLKDLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSDPGAQFAA
LSSALDRTADFGIAPERVFGFEDWVGGRYSMWGPIGLSLMIAIGPERFDDFLAGGAAMDAHFRSAPLRANLPVLLALVGI
WHAQVLSHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQDVARPTGPVVWGEPGTNGQHAFYQLIHQGTQVVPCE
FLVAAKGHEPELAHHHRLLLANVLAQSKALMEGRGIEAARAIAEKAGFVGDELDRQARHRVFPGNRPSTTLIYPRLTPRM
LGQIVALYEHRVFTEGVILGINSFDQWGVELGKELARSLEPLLAGGARPEALDGSTAQLLDFVAAVRLSV
>MBL3578778.1 hypothetical protein JMJ92_11530 [Rhodovulum visakhapatnamense]AB19
MFGSDGDTLCELCAMVQDAEVLFRQIRSLEDDGKTRAEITEAVWDRWTAEERAAGSEDRARKALTEAEPADPPRRRWPRL
SLR
>MBL3578779.1 cadmium-translocating P-type ATPase [Rhodovulum visakhapatnamense]AB19
MTLPTEDLRRLALTGLTLAGMLTAAALRWGPFPDTGWPAVAGTAALALVYAAGGIPAAMRALRAFWTERELDIDLLMVTA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAMGRARRAIEALMELRPDRTLRRRTSGETEEVAVADLVPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAIEVARPLAESTVARMIALVTEAQAARAPSERFSDW
FGQRYTVAVLAGAVLAFAIFVWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVDLACEGDPDIFLARLAGLEAHSEHPIADAIRRAAAARGLKPVPVREARAVPGEGMVGVDDE
GVLWAGNARLAARMGARDTPDDRPAPVGGLDRGTQTLVLLGRGARLLGAVTVEDQPRPTARPGLAALRARGVARVAMLTG
DRRAVAERIGGDLGIAPSEIHADLRPEDKVRIVAGLTEAGRVAFVGDGVNDAAALARADVGIAMGAAGSEVALQAADVAL
LSEDLGQLAAAHALARRTARIIRQNLIFAMGAMAVLVASGLFFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRRRSPG
>MBL3578780.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum visakhapatnamense]AB19
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLTNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQSKEKGSVPEDFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKDAERAETDSINIIPGFDGFAVANIREMNRM
LAAMGVEYTILSDVSDVYDTPSDGDYQMYAGGTKLDDVKAAINAKATLSLQEYCTRRTLEFCEEKGQKTAALHYPMGVSG
TDEFLMTVSELTGKAVPDCLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKDWAK
KMEELLASSPYGQGCQVWAGKDLWHLRSILATEPTDLLIGNSYGKYLERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTETGTLGETDISFDLTR
>MBL3578781.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum visakhapatnamense]AB19
MAKDIPDPIAPEKLIEEVLSAYPAKSAKKRAKHLGVAAPVAEGETEIVSKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINELFPLAKGISVQS
ECPIGLIGDDIEAVSKKKKKDIGKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYQPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKAKLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTIQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEIVGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MBL3578782.1 nitrogenase iron protein [Rhodovulum visakhapatnamense]AB19
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYDDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALASKLGCKMIHFVPRNNIVQHAELRRETVIQYAPDSSQADE
YRQLAQKIHNNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAASEA
>MBL3578783.1 SIR2 family protein [Rhodovulum visakhapatnamense]AB19
MAAADRLSALLDEVAAGRRVPYLGAGVAATAAGGQPASPGALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAGRPDPGPLHRWIAQVRPPLVVDAWYDGALIAAAEGTGGWGFVQGVSRHGEWSEIWTRAYDAAGSLVGEEPDPAWD
MLIYKPHGLIREGHAFLMSDNDYVEVLTEIDIQSPIPEEVQNRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAKGHAAVI
EGDLTRMEARFLEELGIERLDLPLDAVTEALAAPA
>MBL3578784.1 putative nitrogen fixation protein NifT [Rhodovulum visakhapatnamense]AB19
MKITVRDTPKGMEVYVAKKDLEELIVDSEHPGIWGGWAKLTNGWVFDMPAYDTPPSLPITIEARRLSTE
>MBL3578785.1 nitrogen fixation protein NifZ [Rhodovulum visakhapatnamense]AB19
MSTDDKEIEIYGPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRSIVGMRR
DELDSLDTPAKEKTA
>MBL3578786.1 hypothetical protein JMJ92_11570 [Rhodovulum visakhapatnamense]AB19
MTGGPDPVDWQGTALDCAACRFSGLLARRQCGPGWSCAFDRYAARIARFFMMNPDTADSCLDDPYSETRAHAARIANIFR
LRPLLNDPDPGVRAVAAVRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILTRDP
APEIRKLVAERVAPRWLGPLMVDPDPAVRRAVAHRIDPARLGPLAEDSDLRVRHAVAERAGAALARRLLDDPEAPVRQAA
ADRLAEIGAAAPPAERNSDVDG
>MBL3578787.1 4Fe-4S binding protein [Rhodovulum visakhapatnamense]AB19
MALKIVKSQCTVCGACEFECPNAAIKFKGDAYIIDAEKCTECEGQFDAPQCAAVCPVPNTCVPA
>MBL3578788.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum visakhapatnamense]AB19
MSATLIPISGLQVASRKDMGEAMAKGGGCSSGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTKATFDLVSKDLPDIKLCLSSN
GLALPDHIDEIVAMNIDHVTITINAIDPEIGQHIYPWIFYDGKRRTGIEAATILRDRQLLSLEMLKARGVLVKVNSVLIP
GINDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEVIADATEARTAYRDWVAEERRDRAAAAAQAEATVAETGKSTLFAVCTRGSGRINMHFGKVTEFQIYE
ADAEGIRFVGHRRADNYCLGGHGDKARMDEILRVLEDVPYVLCSKIGAGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KTAHPGRTAESA
>MBL3578789.1 nif-specific transcriptional activator NifA [Rhodovulum visakhapatnamense]AB19
MTLSGSPALPKFDVRERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLQMGALALLDDSGAGQTASGKVNPFVIA
ATSRGAASAPAASRAMPVAATRAVFRTGVALVSCDVAGELGPEALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGAWRDL
TEELYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRHANEKSVAEARVPAEPIRGIIGDSPAIKSVIA
QIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQSLLESELFGHEKGSFTGAVAQKKGRFELAD
KGTLFLDEIGEIGPEFQAKLLRILQEGEFERVGGAKTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILLPPLR
DRLEDVPKLAQAFLDRFNEQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGSEIGAQELACHQGTCLSAEL
WRMQTGEQSPIGGLAAVRTPLPVIDSGSGQRPPATACPIGFGEGPAAAPACQAPAAAARPPEPEPQDERARLVDAMERAG
WVQAKAARLLGLTPRQIGYALKKHNIPLRRF
>MBL3578790.1 cytochrome-c peroxidase [Rhodovulum visakhapatnamense]AB19
MTRLLATALLSTALAVPASASELRDMALDYFEPLPSTVPQMADNRVTPEKIDLGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVVTLKSMGQYVDWFKAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDDTQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGAAQLGEDVSDEEATRIVAFLDSLTG
TMPAITTPVLPPETDATPRPTAEVMQR
>MBL3578791.1 type VI secretion system-associated protein TagF [Rhodovulum visakhapatnamense]AB19
MTPATGFFGKIPSAGDFVTQGVPGMMRIALDRWMTAHLATRSAWPGSWPETGLRATLELGKGTLTALILPSRDRSGRAFP
LACCRLPGLDWDAAEEWCDAALPTARAAVAGALSPGSLGAALEALPPARGIDPEPGLWIADPPAAENRSVEQVLAALMGP
IGAV
>MBL3578792.1 type VI secretion system tube protein Hcp [Rhodovulum visakhapatnamense]AB19
MTLTAFMKLPDVEGESVRVGHEREIDVFDIQWALGRDLRTSAGTGRVRGRPGVGPLAVWKWDDAASPHLALALLLGKSFP
EAAIMLRTPSNDMDLDDLTITLSNATVSHYEIVGADGDPAVLQERLDLVFEAVNIRYTGQAAGHSSGNGHEIGHDIGARA
>MBL3578793.1 porphobilinogen synthase [Rhodovulum visakhapatnamense]AB19
MRPTVAPFPTTRLRRTRRTAALRALTSETTLSVGDLIWPIFVRAGEGVEEPVPSMPGVMRRSVDLSVAAVKEAAALGIPA
VCIFPYTDVSLKTELCEEAWNPDNLSNRLIRAIKADVPEIAVMTDIALDPYNSNGHDGIVRDGVIVNDETVEALVKMALA
QAEAGADILGPSDMMDGRIGAIRKALEENGHQDVTIMSYSAKYASAFYGPFRDAVGASGALTGDKKTYQMDPANSDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MBL3578794.1 component of SufBCD complex [Rhodovulum visakhapatnamense]AB19
MDLYGRVFDLIDMRSFSNLWYWIALAVLWSTSSHWVLGVPFDLIQRARRRGGQAAEDVATLVGVNARRYLYIASEAGLWI
AAFTGFALAVLFVLGFGYGVEFCQAVFLLVAPTTLVGLWSVRTAHRYAKRAPSGEALYRMLRWHRLGVQAMGIVSVFVTA
MWGMWMNMVVTGL
>MBL3578795.1 transcription-repair coupling factor [Rhodovulum visakhapatnamense]AB19
MEDPRHITAGGAPEGFDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLATLAAGLSGPFILLTTLGAATQRVPAREVLQGASFTARVGMQIDEAALKAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKSVELAPVSEVILDDAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGAEHWLPFFHDRLETIFDYLPGAAIYLDDQVTPARLSRWETIEDQYQTRREAMAQKGRIDTVYKPCPPGLMY
LDDTAWEAAVAGHRVVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQTRREEGAVVVASYSEGARER
LQGLLEDEGLSEATLISDIREVAEGRGLYLTVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYTGLETIAAAGAPHECLALEYAGGDRLYLPVENIELLSRYGHDEGLLDKLGGGAWQAKKAKLKERIRE
MADKLIRVAAERVLRHAPILEPAHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTEVAMRAAF
VAAMSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAKGVRFRNL
GLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDTVTVREALL
REHYRGGQSFFVVPRVKDLPEMEHFLRDQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLDIPTANTM
IVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAGNLIGEEQ
SGHVREVGFELYQSMLEEAIARIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLSTKVELEGF
AAELIDRFGKLPKEVNTLLLVVRIKAMCKAAGIARLDGGPKGATVQFHNDKFANPAGLVAFIQDQQGLAKVKDNKIILRR
DWKKDSDKIKGAFAIARDLAEKVRETA
>MBL3578796.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MAARRLSRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPETLNRAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTALAYMLGAAIAGLGQSLEWLLIGRAIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTLLPALAPSVGAVIMA
GFGWRGIFGAFLVFSVVSMGWFGLRQAETLPPESRRALRPGPLLAAAREVLGSPVARSATLVQTFIFAGFFGFLTSTQQV
YDIYFDKGDSFPVWFGVVAVCAGSASFLNAMLVGRLGMRYLIRTALMAQFVLSGVMMAAFWLHLLPGWAEFPAYILWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATALSALLASPIGLLFDGTPRPLATGCFIAVGAALAVMLTVPKR
>MBL3578797.1 DsbA family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MIRLDIFSDPICPWCLIGKRLLDAALAERPDHPFTIAWQPFQLNPGMPRAGMDRRAYLEAKFGGQTEAVRAYAEIDRRAR
ETGIELNLAAIARTPNTLDAHRLIHWAGIEHRQTEVVTALFEAYFQQGRDIGDPEVLTDLAASAGLDGAMIARLLASDAD
LDGVRARDAHARERGVSGVPTFILADTHVLVGAQPTELWLDVIAELSGAPTAAGPH
>MBL3578798.1 acyl--CoA ligase [Rhodovulum visakhapatnamense]AB19
MHAIFDEGAPAPCPAPFNLAAYVLAPAALSPDKVALAIVGPHGAERWSYARLEAAVRGLAAGLLAMGLPEGGRVLLRLGN
GVEFPIAYLAAIAAGLVPVPTSAMLTRIEIGKLAAEIEPVAIFAGPNVALPEDCPAPVLDIETQRGFYAHAPADYVLGDP
DRPAYVVYTSGTSGQPRGVIHAHRAVWARRMMWDGWYGLSAEDRLLHAGAFNWTYTLGTGLLDPWAIGATALIPAPGVQP
GDLPLLLRRFDATLFAAAPGVYRQMLKAHPQIVLPKLRHGLSAGEKMPEATRAAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAVSNRDPGVMLGYLKAEAETRARFAGEWFLTGDMVEMAQDGAIT
YLGRGDDMLNAGGVRVSPLEVERALMEHPAIHEVAATEIAVKADTTVIAAFYTGTPLDEAELAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQRHEAAHDPA
>MBL3578799.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDEQSEHSLIRIARAQGEAEAAEPLDLGRRVRELRTEKGWTLEQAARQAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDVAEFDGWVRHEGEEFLYVLTG
VVRLYTEFYAPVDMRRGDSAYYDATMGHNLVSVSQEDATVLWVTSVD
>MBL3578800.1 entericidin EcnA/B family protein [Rhodovulum visakhapatnamense]AB19
MARILPRLLLVALALAMAGCSTVEGVGKDISASARAVRNAL
>MBL3578801.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTGIPLRAARVAGAALGVILSAGLGLAEAAAPAPAHGIAMYGDPALPPDFVALPYANPDAPKGGRIVLGETGSFDSLNPF
LLKGTAPWALGHESYESLMGRSWDEPFTLYGLLAETVTTGPNRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGTLGHP
RYRNGYEKIARAEAVGPRSVRFTFNAPDRELPLILGLRPILKKAQWQGRDFSRSGLEPPIGSGPYVVSEVEPGRFVSLRR
NPDYWGRDLPFNRGQHNFDEIRHDYYADGAALFAAFTAGEVDIYRETNDARWQSAYDFPAVRDGRIVKAEIPHHRPSGIS
GLAMNTRRPVFADWRVRDAMILAFNFEFINQTLTGGTQPRIASYFSNSELGMRPGPAEGKVRGLLAPFADSLLPGALDGY
ALPVSDGRPQNRRNLRAALARLAEVGWTVGPGGRLRNDKGAPFRFEILLVQGASDSERIVTLFADALQRMGIEVRVTQVD
AAQYVQRTASYDFDMTVYARALSLSPGNEQWLYWGAAGVTQPGTGNWMGIDSPAAEAMIRSLLNATGRDDFIAATRALDR
VLTTGRYVIPIWYAPSSHLAHAARLHYPGTIPVYGDWVGFLPDVWWSEEN
>MBL3578802.1 3-hydroxybutyrate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEEMAAQHGVKVRYIKADMSSGEECRALIEKAGA
CDILVNNAGIQHVARIDEFPVAKWDAIIAINLSSAFHTTAAALPVMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHNMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MBL3578803.1 patatin-like phospholipase family protein [Rhodovulum visakhapatnamense]AB19
MTTRRINLALQGGGAHGAFTWGVLDRLLLDPEIEIAAISGASAGAMNGAAVKAGLVSGGREAARENLDWFWEQVGAVGDM
RLTSWMAAFLPGAGAVAQFMENALPISLIDNASRSVSPYALGPFYRNPLERVVRRFDFGKVCAKAEPLLFVGATNVRTGK
VRVFRGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFEPELPEDIVVVSINPMERDEVPRTP
QDIQNRINEISFNSSLLRELRAISQLEQLIEEGRIDAGSLKVPRIHMISDDALMNSLSIVTKLMPSPIVLAELKEAGRAA
ADRFLREVKPALQTASSVNLKRMCEGT
>MBL3578804.1 amino acid transporter [Rhodovulum visakhapatnamense]AB19
MGPALTGFATSLSLILAIGAQNAFVLRQGLLGCHVFALCLFCALSDAVLIAAGVAGFGAVTGALPWLPQALSLGGAAFLI
VYGALRARAAWRGGHRLTAEGQAGGVWAVVGTAAALTWLNPHVYLDTLGLIGAVSTEFDPGAAREAFALGAVLASFCFFF
ALGYGARVLAPAMARPVAWRVLDALIAAVMWAIAARLILGT
>MBL3578805.1 Mth938-like domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKLTEMTIPEGLPIDGYGPGFFRIGGEVREGGALVALGRVERWAGPEDEAPLMALAGRVDILLIGTGPTLVPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALFPMPAPGA
>MBL3578806.1 protein translocase subunit SecF [Rhodovulum visakhapatnamense]AB19
MRLKLVPSDTSWDFFKFSHVSLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRDAISALDLGDVSI
TEVFDPSFGPDKNVAQIRIQAQGDAESVTPETIAALEQALTGIDPSITFPSVESVGPKVSGELVQSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLRFDLAIIAAILTIVGYSVNDTVVVFDRVRENLRKFKKMDLKDVLNL
SINETLSRTTMTSFTTILALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVASNILLMLGVKRDWSKDGDGGAGTQFAK
AEG
>MBL3578807.1 protein translocase subunit SecD [Rhodovulum visakhapatnamense]AB19
MLDFALWKRATVWGLVLLGLLFAAPNVFYSRVEGHNDALKAIETQGATPELIASRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALRAVRDQVGPIRRIEGTPGLLQVRLSEPEGMPAALEAVRALARPIVSLTGAGASDIE
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTTNPNEAPGASNVLLPSMDEQGTYYIIEKTPVVSGEDLTDAQPAFDQNGAPSVTFRFNPSGARKFGQYTAENVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFSVEESTNLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASIAAF
MLVLVFMWASYGLFGLFANVALVVNIGLIFGLLSLIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFAMGSGPVRGFAVTLAIGIVTSVFVAIYVTRLMIVMWMERRRPKTIVL
>MBL3578808.1 preprotein translocase subunit YajC [Rhodovulum visakhapatnamense]AB19
MFATPAFAQAAGGGAAGAFGSFIPLILIFAIMYFLLIRPQQKKAKEHKAMVDALRRGDQVITQGGLIGKVSKVKDDGEVE
VEIAENVKVRVVRQTIAQVLNRTEPAEKA
>MBL3578809.1 trypsin-like peptidase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRPPIRPRAALSLLLAVALELAALPAAHAAGAQDRDRNRAEPLAEAQHRAWRAIGRVNVAGFDTGGFCTGTLIAPDRVLT
AAHCLYALRGSARAQPGQVHFLAGWYKGTYAAHRIARAVLSNPDFHPGKKPDFRSLRSDVALLVLETPITDIPPLPVATP
DLVGPSVTVIGYRRDRLNALTKVTDCRVVVQNPGMVGLGCPVVQGTSGAPVLQREGSRWSVVGVVSASVSGAGEIHSVAA
RPSAAFLAGR
>MBL3578810.1 hypothetical protein JMJ92_11690 [Rhodovulum visakhapatnamense]AB19
MTAKRSRLIDWASHLWRPDFKRFSGFGWIVRLVLSLPLLALAIIALGAAILTVVQFAGALVLTNRFASIEGQYEAIRNAG
LVLAALVGVPFLVWRSIVAQKQVDVAEQGLITDRLNKAVEGLGAEKTVKRRLTHPDGTTGIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYIRQNAPASSARNPEDEGISPPEYMPSSLAPEDRKSHLQAIRDYIRSLEHWAHEHEKDCAP
EAMSLQPLV
>MBL3578811.1 pentapeptide repeat-containing protein [Rhodovulum visakhapatnamense]AB19
MEKHNNAEHTQAPYRLDLKDTNLQFTDLRGGDFSDALLTRARLEGAILANTHFRRAALEETHLAASDLRKAQLEGAILWA
ARLDSANLSGAKISPLTQLWSATLRGARVNRVDFRETDIECAQIETAFGDGSTQLRLEARPRHWPSEPLSPTAFQREWLR
WRADPASYVPPQDRA
>MBL3578812.1 serine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MHDIRAIRETPDAFDAALARRGLAPVSSEILALDESRRAKISAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDDEAKAEDRRLQDMLMGLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRMTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPDQGLDELDRMTRCAEGILEKLGLPYRTV
VLCTGDMGFGARRTHDLEVWLPGQATYREISSVSYCGDFQARRMNARFRPAGGGKPDHVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPKALTPWLGGKTLLTVEGELA
>MBL3578813.1 hypothetical protein JMJ92_11705 [Rhodovulum visakhapatnamense]AB19
MIDPVKAVLVFVATVFFVASAVMPGGFSGFEPSQFPIPQDDPPVQPAGYAFAIWGVIYVWLVISAGFGLFRRAGDGAWER
CRLPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
VFGETAWALIALLGALATGAAVLFPLDRAPAYGVALIWGLGGIVVANLFSAPLVAIAALAGAVVIGFLTVRAAT
>MBL3578814.1 ribosome biogenesis GTPase Der [Rhodovulum visakhapatnamense]AB19
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVVDTAGLEEATDESLQGRMRKLTERAV
GMADACLFMIDARAGVLAADEVFADILRKKSAHVILGANKSEGRAADAGFLEAYALGLGEPLRLSAEHGEGMAELHAVLA
PLIEAAEARIDAEAAPEIDVDLSEDDDEDMEAPVRMPTAARPLQVAVVGRPNAGKSTLINQILGEDRLLTGPEAGITRDS
ISLSMDWQGTPVRLFDTAGMRKRAKVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLKIADLAEREGRAVVIAV
NKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVISAYMVWNRRVPTARLNRWLAGMLEMHPPP
APGGRRIKLRYMTQVKTRPPAFVVMASVPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRARKKKTPSRLR
KHIEKKSGS
>MBL3578815.1 PQQ-binding-like beta-propeller repeat protein [Rhodovulum visakhapatnamense]AB19
MKFGHVTSVLALVALVAGCGDKEEILPGERLGVREALGLETAQPALPEARDIALPAAQAVADMPQLGGNPEHLTPHAALS
ATPARIWSASIGAGNSRRYRITAPPVVAGGVIYTLDARSQAAAVSAEGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLFA
TTGYGTLIALDPVTGAELWTQKADAAISGPPAYRDGIVYFVSRDNRAWAISAADGRVQWQIPGTPAPAGMLGGAAPAVTD
RLAIFPLSSADLVATLRQSGVRVWGAAVAGQRRGAVYASVTDITGDPVVAGNVLFAGNQSGRSVALDVNSGERIWTAEDG
AYGAMLPVGGSVFFMTDQDKLVRLDARDGSRIWSVDLPYFTKKKPKKRKAVYAHYGPILAGGRIWVASDDGWLRGFDPAS
GAVLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MBL3578816.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MTNPDSFIQEVTDEVRRDRLFAWMRRYGWIAALIIVGLVGAAAWREWSIARQEAAAQALGDSILDAIEIRDAAARAEALG
RIGADGPAGALVALLAAAEAPDAAGRIAATERLDAIAADASLPPYLSDLAALKLVLMRGSDMTPEARLAALEPLAAPGRP
FRTLALEQMAYAEIDADRTDAALDRLRSLLDDAEASADLRQRASRLIVALGGSPDAG
>MBL3578817.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MRWISMLTALLVTVSFYLLMMERDRVMVFAGVEPAPAPAADTGGSGPQKVSVLVQRSTAQQVQGGVRLRGETEAARSVEV
LAETDGRVISEPLKKGSAVAAGQTLCRIEPGTRPSALAQARAVLAESRARLPEARAAVAQARAQLDEARINDRAARRLSQ
EGYASDTRVAGTASAVSTAEAAVASATAGLEAVETARKTAEAQVATAEIEIERLTIAAPFAGVLDEDTAELGTLMQPGLP
CATVIALDPIRLVGAVPETEVDKIRVGAPAGGRLLSGQEIAGRVAFVARTTDPATRTFRVEVEAPNADGAIRAGQSVEIG
IAGPARSGHLVPASALTLDDAGRLGLRYVDDTSHARFAPVEVIRDAPEGMWVAGLPDSAEVIVVGQEFVSDGTPVEVSYL
ESPQ
>MBL3578818.1 efflux RND transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDAEKLLIKPMETELSDLDGLDS
MTATARENYAGVALEFEFGWDKTKILADVRDRMNKAEADFPDGYEKYTISEINFSEFPILVVNLAGEVPERTLVRAAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEVETANGAFAVKIPASFDDPSDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEPTLALQVVKRKGFNIIDTSRLVRDEVEKARADWAPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAVALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFADAAKRMFWPIVSSTATTLCAFLPMLFWPGVAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRVLWRITERLRPLPKGLRLGLMALALATAFLGAMRMLNPAWPAPGPASTGALEMLPGLALFTLGLI
GCSLAVNALRDPRPEPVKAGYRPTLFGRLIRAIAGNPVMPLVTAGAVLAFVAGVFVYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVKAVERVVLTEPGVENVFSFAGEGGLSQNTGGASPPLDTIGQVQIELQKWQERAADPDLHGGLILA
RIERKLAQIPGIRTEILNLSDGPASAKPVHLRLKGDNWDDLSAAARIALDRFEATDGLRDIEDTRPLPGIDWQVDVDTEE
AGRFGASAVLAGQMVQLVTRGILLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEVGLVPLSNFVTIAPVRKIGR
INRVDGKRYFDVKAAVADGLTTAEGQPINANERIATLTRWLDTAPFPQGVSWEWTGDQEDQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYASLRRLAALSAGPDSRAARDLALTRAAARLDGPEIVWTEAPEPTGAAGAAAGKPDGLRAAE
>MBL3578819.1 ABC transporter ATP-binding protein/permease [Rhodovulum visakhapatnamense]AB19
MRRGKRPTTADLSQFDREQGMRTIRKVAPYLWPPGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGETRDDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFTRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIGPLIVELAMVGVVFALAFDLWYLGVVAAVIAVYFKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREADRYDRAMEGYEDAAIKTSYSLALLNFGQAFIITLGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAPALKVTGGAVEFRDVRFGYEPERPILQGVSFSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVTIDGQDLREVTLDSLHRAIGVVPQDTVLFNDTILYNIAYGRPEASPAEIEAAARAA
KIHDFVETLPKGYETLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADKIVVLEDGHVVERGTHEALLARGGRYAAMWQRQQAGEDEDIAAE
>MBL3578820.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSESKRSVWTWAILGGEAVLVLMVAAWFLGRDDDRKADGRAPGAAPSTDAPSRSPDAAAPQAVPATGQAPAGATPLDDRS
DLAPPPDTTPPVFDVVRVGPEGGALVAGRAEPGSSVAVLVEGREATRTEVGADGDFAVLFDLDQSRDPRRISLSMRSADG
RKTPSEATVILAPSPASSSVSPAVEAEPAAGGAQAVAQAADVGAPAPGPAAAEGLSDIGASGAAPTVRPVIEAPHAAPAI
LISDAGGVRLVAPPQAGEAPPVSGVTLDAITYDADGAVRLAGRGRPGGALRLYLDNAPLAETGIDSAGRWMLQAPEIGAG
LHALRADLLAADGSVAARFETPFHREAPAEIAATAAPPAGPGGATGVRAITVQPGYTLWGIADRTYGRGMQYVKIFEANR
SQIRDPDLIYPGQIFDLPRGE
>MBL3578821.1 TIGR00730 family Rossman fold protein [Rhodovulum visakhapatnamense]AB19
MTLQNPSICVFCGSRDGTRPDYPEAAEALGHALAEAGWQLVYGAGDVGLMGRVARAAQASGGRTFGVIPMHLLDREVGKR
DLSTFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTAGFWNPLSALIHHFIDEGFAE
PSLAAYVRVVPDVPALMADLREALSCRRLSAE
>MBL3578822.1 EamA family transporter RarD [Rhodovulum visakhapatnamense]AB19
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLAVQGRLGELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVAVGFAVLGERPSALQWGAVGIATVAVAALTWGLGVAPWLSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVNFATVGLVMYLNPTLQVMVATLVFREPFTGWHILAFALIWTALALYSAESLRQDRASRRSAIRAGTSGTTRT
>MBL3578823.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MKVSSRGEVDPFIVMDVMEAATRAEAQGRRIIHMEVGQPGTPAPAAARKALARAMEEGPLGYTVGLGLPALRARIATLYR
DWYGVDLNPDRVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTESQHRLQPVPGDLPEDLD
GLLVASPANPSGTMLDRDALGALIGAAEARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MBL3578824.1 M48 family metalloprotease [Rhodovulum visakhapatnamense]AB19
MTGLARGLAGLALALIVLLAPMAVQAQSLIRDAEIEYALKRLTQPLAVAAGLSPQRVRVMVLQDSSLNAFVLDGQTIMVH
SGLLLRLESAAELQAVIAHELAHIANGHITRRLANIRGAGSAAGMGLLMSLAVAATGNADAAAGLAMGSSSTAQRLLFAH
TRAEESSADQAGARYMARAGISPQAMVDVLEMFRGQEALSETRQDPYVRTHPLHADRLRSVRGYASAYKGTAQPDAEADY
WFARARGKLGAFLQSPRYTLRRAEKDKTAIGMMRRAVAWHRTPDAKRAMAELARLEAAQGGDPFVQELKGQILLESRQFG
PAAQAYARAVRMAPNEPLILAGYGRALLALDRPGENRQALDALEKARARDPFDPRMLRDLAVAYARTGNNGMASVATAER
YAIMGRMDTAGVHARRAEGLLPRGSPGWLRADDILAAAERSARK
>MBL3578825.1 thioredoxin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKALAVLILLAAGSPALAGLTADERAAFRAELRAYLLDHPEVIREALEGAEARRMERHVTSDLDLIAAHADELFHAPDDW
TGGTPEGDVTLVSFVDYRAEGAARALDAALETAAEDGRLRLVVKDAPDPGNPESLRAARFAQAVLRLAGPDAYGTAQAGL
LAAKGPLDRAALDRIAAALGLDPAAVAARMDAPDIATKLAGTQALAEALDLGPAPAQVLNRTLVRGDVPAVALSRMVEAM
RRKK
>MBL3578826.1 thioredoxin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTRMTAAALMALGLAAPLAAPAQAFDLTDMSAADREAFRAEVRSYLMDNPEVLMEAIGVLEQRQADAQAQNDETLVKVNA
KDIFEDGYSWVGGNPEGDVTLVEFTDYRCTYCRKAYSEVTQLIEGDGNIRFVVKEFPILGDQSVLSSRFAIAVQQVAGDA
AYAKVHDALITFRGNVADDSLKRLAEENGLDATAVLERMKAPEVEKVIAENHALAQRLQISGTPTFILGDQMIRGYVPLE
GMKQLVADVRAD
>MBL3578827.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum visakhapatnamense]AB19
MSLNAVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTLGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDEKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVPGTIKSAIGLGNLLWMGIGDT
LRVSLSADPVEEIKVGYEILKALGLRHRGVNIISCPSCARQGFDVIKTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIEHIVEEVEKKAAEIDAARAASEAEAAE
>MBL3578828.1 methylmalonyl-CoA mutase [Rhodovulum visakhapatnamense]AB19
MTDKTTRWAAMAEKELRGKPLDSLTWETPEGIAVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYTGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDILKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLAEAAWAIIEEIDEMGGMTKAVATGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLAKEDEIDILDVDNMKVRDSQ
IARIEKIRATRDPAACTAALEALEQAAASGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQKSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAARDAIDNDVHVIGISSL
AAGHKTLAPKLIEALKAQGAEDIIVICGGVIPHQDYEFLQNAGVKAIFGPGTNIPAAANDILRLIREARA
>MBL3578829.1 DUF4174 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKKYLTILAWAALVPLAGTADAVSEPEPLARWEADRSVVLDAAGVRLSDFHWIARPVVVFADSPADPQYRTQMQLLTDRI
DELAERDVVVIADTDPEAQTELRTKLRPRGFMLVLIGKDGGVKFRKPLPWNVREISRSIDKIPLRQQEIRDRR
>MBL3578830.1 hypothetical protein JMJ92_11790 [Rhodovulum visakhapatnamense]AB19
MISVAAIDARIWQAIVAGAFVAIGWIVNGWQNRRVAAALRAERTRDVHRALYAEIASCLANLDSPEALAAYRDAMAARMR
DDPGFVPLIPRERNDTVFRALVAEIHILPRVTIDPVVSYYSQLFAIEAMIADMRGERFRALEPERRIAMYEDYIALKVQA
FHDGHFALRMIDAYATDGRNGAMEEEARITREISAGFDTAGAAARAASRISSPGAVRSGRSPE
>MBL3578831.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum visakhapatnamense]AB19
MFDKILIANRGEIACRVIKTARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIKESGAQAVHP
GYGFLSENRLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDADEAVRISQQIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADKHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRKAMGEQAVALARAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGIDLVEQMINVAAGKT
LPFAQKDLKINGWAMESRLYAEDPYRNFLPSIGRLTRYRPPAESSHDAAVVRNDTGVYEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVTLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERTVGGDWVVVAQGERFPLTVAADHEGATIQFQGGDHHRVTSDWRPGQPLAVLHIDGEPLVLKVGPSS
HGFVIRHRGAEIKAQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVSRINAGPGQSLAVDEVIMEFE
>MBL3578832.1 hypothetical protein JMJ92_11800 [Rhodovulum visakhapatnamense]AB19
MPSPKFLVLLAAAGMLAGCNMSNDSQRAVAGGLGGALIADVLDTNVAAGAAIGALGGAMCDDAGVCR
>MBL3578833.1 hypothetical protein JMJ92_11805 [Rhodovulum visakhapatnamense]AB19
MLKHRGFPSRLPGTDFQFTIRRANKDGASRLIARERFADRRPADRRADAGFLAALIVQFGDEPFERGNLDAGRLSWLLGR
EVVPAEEPFDPESYEALLRVDLDRAMAAFPEIFEGQ
>MBL3578834.1 glycosyltransferase, partial [Rhodovulum visakhapatnamense]AB19
LFLFGGNLAGFLFRGDTKAGDPIEAFLLRLRPASEAVPEVVPGLFAAAAAPRPAPPADIVLPVFNAADDLRVCLERLARN
TPPEHRVIAIDDASTDPSIAPMLDAFARARPGTLLLRNAENGGFIASVNRGLAESRGHVVLLNSDAFVPPGWIDRLMRPI
LDDALIASVTPMSNEAEIATAPVICRHEPLAEGQAEAMDAIAQRLNPAAARAESPTGVGFCMAMSRRWLDEVPRFDTAFG
RGYGEEVDWCRRVGERGGRHLLIGDLFVEHRGGGSFGPEKAVRIAAASRLINDRYPAYDASVADFIRKDPLIGPRLALGL
ARAGTEAPLPVYLGHRLGGGGEHWLQDRIARDLDEGGSALVLRDGPEPETVAVELYRAAGQTRAVLPLAELGGYLGAAGR
KTLVYSCLVGARAPLDLAEAAAISLGAEDRFRMVFHDYFPLCPSRNLLGHDGRFCDLPGAERCQACYDRLAAIDETWPAR
ISDWRGRWHALAARAETIEVFSPSSRTLVARAWPDLAPRLALRSHPLAFLPRPVRPAPRARPVLGVLGSIGFEKGAAVLR
DLAAAPGVRMDIVVIGKLDEAYAHRGIRVIGRYRREEISDLAEAYGVGRWLIPSVCPETFSYATHECLATGLPVFAFDFG
GQADALRGAPNGHLLPRDIAPTELAARLLAPPPSDRPAERKELTA
>MBL3578835.1 hypothetical protein JMJ92_11815 [Rhodovulum visakhapatnamense]AB19
MKPALSDIFAPDDEESAKRRIAGARREKAERTLLIHFTPRSGSSWLASLLEATGCLGIGHELFNPSFMPQNARYFGARTL
TEYVEMARRFPVRQGSLSFKITSHQLHAVFDDPDQFFAAFADAASVWLIREDIVAQAVSLAKMVQTQVGHTADSDAETRR
RAEAGFAYDRSTIKYWLRHILAAEQCTENCLRTYRIAPLRLSYERITAIPPRQLVALMANWCGCPGLPDDAPPSSRHEKI
GTAQNLDYAERFRRENRGFLAKVEAERRSWLDRLDRLDDPGPGLPKG
>MBL3578836.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum visakhapatnamense]AB19
MKFSTLLAGASVALTVTAAAASAQDMSFFRIGTGGTAGTYYPIGGLLANAISNPPGSRSCEEGGSCGVPGLVASALSSNG
SVANINGIAGGTLESGFAQSDVASWAHSGTGIWEGKPAVESLRAIANLYPESIHLVADADSGIKSVADLKGKRVSLDEPG
SGTLVDARIILEGYGLSESDVTAEFLKPDQAADRMRDGAMDAFFFVGGYPAGAIAELASQHAVTLVPISCEDVPTICETY
SFFASDTVPGGTYEGVADDTPALSVGAQWVTSASQPDDLIYGITKALWNENTRKLLDAGHSKGKLITAETALDGVGIPLH
PGAERFYREAGLIQ
>MBL3578837.1 TRAP transporter permease [Rhodovulum visakhapatnamense]AB19
MTENRTETAQGTATETLSAEDLKALEEKFDPEMRFRTVARPLAMLAAAIMFLLSCYHYYTAGFGIPPATTHRGLHMGVTL
LLVFLSFSAFGRREVRPGPLAPWGMPLIDWILAGAGLVAALYVPWIYADLAFRVGNPLPVDIAMGTILIVVLLEAVRRSM
GWPLPVIAILFIAYAYFGRSMPGILVHPGASWSNIVNHLYLTSQGIYGTALGVIATYVFHFVLFGVMASRIGLGQLFIDI
ASALAGRYAGGPAKVSVVSSALLGSISGSSIANTVTTGALTIPAMIRIGYPRHFAAAVEAASSTGGQITPPVMGAVAFLM
IEYLGVPLTTILTAALVPAFMHFFGVLVQVHLEARRLGLRGLHPSELPNAWRVFRKGWLSVLPLILLIAILLSGRTPFAA
AFWSITACIGVLLIQKVLASGLVDGVRAAAYEVWEGFVLGARQSLAVTAAAALVGVVIGVVTLTGVGFKIAYMVTGVASG
WANDVHGWLAVLPVELMTVPTLTLLFTLMLTAVVCILMGCGIPTTANYIIMVAVAAPILGLLGVQPLVAHFFVFYYGVLA
DITPPVAMAAYAASGIAGANAFKAGNTAFRLGMGKVLVPFVFAFQPALLLVTDGFTWSAFFLAAFGAVMGIWALAAAVSN
WLFAPLHWAERILLVIAALLLVAPDTGATVVGLALFLPPALRQLAFRRRSMA
>MBL3578838.1 hypothetical protein JMJ92_11830 [Rhodovulum visakhapatnamense]AB19
MAQVIFYEKPGCVGNARQRAVLTASGHALDRRDILSAGWTAETLHPFFGDRPVAEWVNASAPRVKSGEIRPEALSEAEAM
DLMLADPLLIRRPLMQVGEARMAGFDQAAVADWIGLAPTRTPVTDACPRQPDAPSCPPPEV
>MBL3578839.1 cupin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKIIRSGSNASMKGPEDWFTGTVRVDMLFQAEEPGRTGGSHVTFEPGARTAWHTHPAGQTLIITFGRGRVQREGGPVEEV
SQGDVVWFPAGEKHWHGASAETAMSHIAIQQSIDGSPVTWLEKVADADYNG
>MBL3578840.1 hypothetical protein JMJ92_11840 [Rhodovulum visakhapatnamense]AB19
MLFGPDAAPHPTVRGDDTGATDIAADLIRAIGFKPLDAGGLRTGRFAAPFALGTAARACIQPGGAALICRFDSLRG
>MBL3578841.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MLRENITDLVALAAVAEERSFTKAAARLNVSQSALSHTIKGLEARLGLRLLTRTTRSVAPTLEGEDLLATLTPCFEKIEA
RLMALNESRDTPTGTVRIVAVEYAIESLLWPKLSPMLKKYPSVNIELVMDYGYTDLASSQCDAGVRYGEQVSEGMISMRI
GPDERMVCIGAPDYFAGAGVPETPQALTGHRCVNLRLSTHGALYAWEFEEADGTEIRVKVQGQVCFNTVNPVLRAAVDGH
GLALVPERLAADHLAAGRLLTCLEDYSPCFPGFHLYYPSRQRPSSAFDAVLEALRDRG
>MBL3578842.1 zinc-binding dehydrogenase [Rhodovulum visakhapatnamense]AB19
MAGRKHNCLNGTTFTYGSEDKLLGGVTYGGFSKRIVVKEDLARRIPPGGDLPGAARLLCAGITTFSPINLWDLKPGERIG
VIGMGGLGRMAVKLAAAKGAEVVVFSTSEDKIADARAFGAVEAYLWSDEAAMARNTGSFDLMVATVPVAYPMQQFLNLLK
LGKTRVNVGALFPI
>MBL3578843.1 hypothetical protein JMJ92_11860 [Rhodovulum visakhapatnamense]AB19
MPMGFGRQSLAGSMIGGIAETQAVIDVAARPGIAATCEMITPAQIADSYEKLVNRQARYRHVIDMTAA
>MBL3578844.1 hypothetical protein JMJ92_11865 [Rhodovulum visakhapatnamense]AB19
MTRITLIAGDAVLPATLGDTPWADDFAAPLPKEATLSDHRGREKVSDLPRKLRTHGAPARHAARPGDITTYAPWGNLAIF
VKPFGAPSRLVRLGAFDGEFGALLKSGRVPVRIEIAR
>MBL3578845.1 flagellar motor protein MotB [Rhodovulum visakhapatnamense]AB19
MAVGTNAPVIIKRKKVVGGGGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGESIFSEETLIQRGTGATQPSPSPDRQAKGEIGSGPVEQKDDKGTNSADAEAETQALKKLEDMINGKSGETILSEQMMR
HIVTRLTDEGLIIELFDIEGVPLFDANDRPTEILEQLTEVIGGAFGVVRNKVSVAGHVSARPVVLLNNPVWDISTLRAQT
VRKMLEDQGVAPARIERVTGFADRKPAVSRPMAVRNNRIELTLLRSDLRN
>MBL3578846.1 flagellar hook-basal body complex protein [Rhodovulum visakhapatnamense]AB19
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKTAEADFHSMVINGSRGSYSAGGVRTTTTRMIDQSGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGYLKTSTGLVLMGWPADASGTIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTLGVNLPATETAFNSASATGDPLTLSVEYFDNLGTSQSIDIVYTPDTSVAGLSNTWNMQLTDSATGAV
VGDYDLVFDDSQTYGGTLLSVTDNTGGAWDPATGILTVQVGPNADTMSINIGAFQSRSITTQLSDSFAPTSITKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYTHDNQCYSQSDTSGSFFMWDAGDGPTGDVVSYALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MBL3578847.1 flagellar hook-associated protein FlgK [Rhodovulum visakhapatnamense]AB19
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNQQLIGDRRFADAASA
EAETRADGLSKLEAAFGTADSADSISGSIAAFESALTAAASRPDSDARLATVLSAAQSLTGRINDAADAIQQSRMDAESG
IASTVQTLNDTLQQIAELNTEICKQYSYNNNANALVDQRQILIDKLAEIVPIREIPRDNGMVALYTENGAALIDGPPAEF
SFSSAGVIVPQMTVEGGALNGLYMNGKPVKVSGTYAAMGGGSLEALFEQRDVTAVQAQTDLDALTRDLIERFQDPAVDAS
LGATDAGLFTNFGAAFDLVSDPNAETGLSTRIGVNALVDPDQGGALWRLRSGLMAGSAGSVGDASLLNSMSDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQSAIDQSTFSTARAATLREAELADGVDTDHELQMLMLFEEAYAANAKVMKTID
ELINLLMEL
>MBL3578848.1 flagellar biosynthesis protein FlgL [Rhodovulum visakhapatnamense]AB19
MGDLAQSLGLRTRNAEVKAQFTRLAEEMVSGVTSDPAARVRGDFRPLGAIERSLTMLDAYDLATSETKSTADVMQAALGI
LSDTAKDIGATLISGSSGQHENMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGDATDSPALASADTILSSIGTAISGLT
SVTDIETAIDNWFNTPGGFDTVAYQGSTTAVGTVRLNETETVRLDITAMDPAIRDVLKSLATGALLADPALLSGNPVLRS
LLAESAGEGLLTADSALTDLRALLGVRQEKIESIETENSANRTMLLLAREGVLGVDPYETATQMEAVESQIDTLYTVTAR
LARLSFTNYMS
>MBL3578849.1 flagellar basal body P-ring protein FlgI [Rhodovulum visakhapatnamense]AB19
MISRLTLLLAILLLAFPAFSAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARAGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGAVIAGGASAEGDGAKVVEG
VPTSGVIPSGARVEREIDFDFGSLNRLRLALRNPDFTTAGRIEAAINNDYGRGVARMVDSGTVVLDIGATRAASPAHALQ
RIEGIMVEPQQKATVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAEIEEDPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFVVR
>MBL3578850.1 transposase [Rhodovulum visakhapatnamense]AB19
MDEAEHDVLARMSFPKAHRARLDSTNPIERLNAEIKRRTQIVGIFSDYQAVVRLVGALPPGQNDNAPSSVPDP
>MBL3578851.1 transposase [Rhodovulum visakhapatnamense]AB19
MWHIAMPGAGAILLVNGGHGSLHEAYAQGIATRSVDRLGKAKGMSGISRNQVSRLCEKIDGKMKACLNRPLEGDWPCPWI
NATSLTAHRGERIVSVAGIIVIGVSTDRRSEVPGLPTGISEVDRSGPNSCASSQGVVCAAQRWRSWMHMRASRPPSPRFS
APPGGAAASISSATPFCPCRKKRASRLSSPPPLPGH
>MBL3578852.1 transposase [Rhodovulum visakhapatnamense]AB19
MHGVDDEGKRGRMPEVFHNLPDSLVGMEDCASAQCWARELTKLGHGDRLMQPSCVKGYVKRGKTDKADAELICGAVSWLS
MHFDPVKAEERRDLLMSHKAREFLVRQRTLTVNGIQADPGL
>MBL3578853.1 IS110 family transposase [Rhodovulum visakhapatnamense]AB19
MAKGIHNADRLIAPCDRADLPVSAREALTLPADGSVGTQEKIARLIADIHADAKANDAAQRPRTIPGIDRITASALVAAL
REASGFRSGRDLAARIGLTPKPHSTGGKGRLGRILKTGNRDSRRLLFLGTIAPVGARRRGEPGEDWLWMITERKKPEQAA
IALANRIGRPDCALVKNGPENQATRPARLKPGHLPEKKGKCIVR
>MBL3578854.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MTDTPEHAALMDATYRHQRLIYDATRAWFLLGRDRLIADLAPPPKGRVLEIACGTGRNLARIGARYPGRRLFGLDISREM
LRTASARLNGRALLAEGDARRFDPESLFGTGAFDRIAISYALSMIPDWPEAIREAVRHLAPGGTLHIVDFHDQAGLPEAF
GKGLRAWLARFHVEPRTDLAGVVGRIAAETGGEATHRVLFRGYAQIAVIRQTSRGLR
>MBL3578855.1 DUF3419 family protein [Rhodovulum visakhapatnamense]AB19
MSDISVRPASVEAQLGAAVHQNRALSATGLLERAFSRLFQGLVYVQIWEDPVADMAALDLAEGDRVVCIASGGCNVMSYL
TRRPAEVAAVDLSPAHVALLSLKRAAALHLPDQAAFFTFFGAADRQSNVRAYDRYLAPHLDAASRAWWEGRVFGRRRIEI
FARGAYRHGLLGRFLGAAGLVARLGGVDFDRLLAAQSLEDQRRFFETEVGPLFDRPLVRALARRRAALFGLGIPPAQHDK
LAADGGGDVIPVLRERVRKLFCDFPVAENYFIWQACKRRYGGVAGGAVPPYLDPSAFETLRAMAGRVSVRNRSVTDYLAD
RPAGSVDCTVLLDAQDWMTDAQLTALWSELTRVAAPGARVLFRTGGEPDILPGRVPDAILGRWTYDTGASRPGSAEDRSA
IYGAVHLYRFRG
>MBL3578856.1 UDP-2,3-diacylglucosamine diphosphatase [Rhodovulum visakhapatnamense]AB19
MECRTIFISDIHLGTRGCQAGMLLNFLSHHSAERIFLVGDIVDGWRLERTWHWPQTHNDLVQEILARARSGVEIVYIPGN
HDEMLRAYLGTHFGGIEVKRQAVHVAADGRRYLITHGDQFDSIVMHAKWLAHLGDRAYGAALGLNTLLNRARRIWGGPYW
SLSNWAKQQVKQAVNYISEYENVLAAEARRGGYDGIVCGHIHKAELSTVDGLAYVNCGDWVESCTAVIEHPDGRFELIDW
AAEMRARAFRRDRLRLLGGRRRGQDREAA
>MBL3578857.1 substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRCLPGILLCAALSLPAARPALAGDVTLMSRDGAVEIGGHLLDFDGGTYRLDTIYGPLAVNADAVTCKGAACPGAEARVA
RFALSGTPVLGAVAMPALIEGFAAAGGMTVERAADGRRGLFRLRDPDDGTLRAEIALTTGSTGEGFADLLTGGADIAMAD
RAILPEEVAHGREAGLGDLSASHRRRLIALDAIVPVVAPDTRMGDPGRGLTLETLRGLLTGEIVDWSRIGGAEAPVTPHL
PRPGAGLGRTPEARLLEGQAPVPSARQHADAAAVSGAVAADPMGVGLTRLSALGGAVQVPLAAGCGTRLLASRQGIKTGD
YPFVVPLFLYLGAPQLPSLAGAFLDYLATPAAQIAMRRAGFADLMREEIPLARQGDRLALAIAEAAPGSGLAELQRMMSV
LRGAVRLTETLRPGPETDEALSQSGIEALARALEAGTFDGHTLILAGFADGGDGPDADRALARKDAEAVRDALRAAATAA
DFGRVRLEVAAFGALLPLACTGGLPEDRLPEAMAHRLNRRVEIWLR
>MBL3578858.1 preprotein translocase subunit SecA [Rhodovulum visakhapatnamense]AB19
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRVAEGEALDDILPEAFANCREGARRA
LGLRAFDVQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGEGVHIVTVNDYLAKRDAEWMGKVYAMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYKLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSMYDPESTTIVHHAQQALKAHKMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTATEKYAAIVESIKDAHGRGQPVLVGTTSIEKSEMLSDMLKTQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEMKVMEALDGDPTAHPDAVRARIEAEHAEEKQKVLEAGGLYVLGTERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSTLGMKDGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIDDLVETHIPPRSYADQWDAEGLQRAVAESLNLDLPIVDWAD
EEGVDDETIAERIADASDKAMASKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTKKLGQIRPLTEDERNEMIRQLAEQQARLAEATAQAQPSHADAPADGTEPAPAALASAAPGFDE
SRPETWGNPNRNDPCPCGSGKKFKHCHGQLV
>MBL3578859.1 peptidylprolyl isomerase [Rhodovulum visakhapatnamense]AB19
MTFALKPLAALTLAAGMALPALAADIGPDTVVARVGNQEITIGHMIVLRAQLPPDYQQLPDDVLYQAVLDQLIRQTAVGE
AIGTDLSKGASLALENERRSFVAGEALSRVAEEAVTDEAVQAAYDAAYGAAHPINEYHAAHILVETEDEAKAIETELANG
ADFAELAKEKSTGPSGPNGGDLGWFSEGMMVQPFEEAVVAMNPGEVSAPVQTQFGWHVIKLYESRLKDAPALDDVRGDLV
QRIQREAMEQALEKYTEEADVTRNEIEVDPAILKDQSLLDE
>MBL3578860.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum visakhapatnamense]AB19
MAKDKKNKVDTGETKKKKAKIKPLKREIERLRAQLVAVAEKVPAKTPVISPLAPEAGFPALPVIEGAEFAAAEAGVRYKG
RLDVMLARLAPGTAVAGVFTRSATRSAPVLDCEAKIAAKPGQKQGAAILVNSGNSNAFTGAAGAEAVSALCAAAAAAAAV
PEARVFTASTGVIGEPLPHERISAVLGDLAARLSPEALPLAARAIMTTDTFPKGATATVEIDGQQIRIAGIAKGSGMIAP
DMATMLVYIFTDAKIGQPLLQKMLGKLTDETFNCITVDGDTSTSDTLIVAATGKSTVPEITDLRSSAGRAFQEALKGVML
DLAHQVVKDGEGATKFVEVAVTGAASPADARKVAMSIANSPLVKTAIAGEDPNWGRIVMAVGKSGARADRDLLSIRFGEI
LVAEKGWVAESYAEEVGAAYMTREELVIGVDLGLGKGASTVWTCDFTKRYIEINADYRS
>MBL3578861.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum visakhapatnamense]AB19
MKIVLVAAVALIDADGRVLLAQRPAGKAMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCLAPLSFASHSYEDF
HLLMPLFACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADLPLIPVLQDLL
>MBL3578862.1 transposase, partial [Rhodovulum visakhapatnamense]AB19
FNKLKNARRVATRYDKTAESFLGFIDITSIRLWVRHLST
>MBL3578863.1 phosphatidylglycerophosphatase A, partial [Rhodovulum visakhapatnamense]AB19
MSLAINIATVFGIGRLRPAPGTWGSLVAMPAFWALDVTGGVVLTALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSIGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPIGVMLDDVLAGVATAGLG
>MBL3578864.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum visakhapatnamense]AB19
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRAVLARTIEAFAGHPRIGAIVAVLHPEDGALFELALADSAAGVATVPGGAS
RDASVMAGLKAAPEGTTRVLIHDGARPMVSAALIDRVIDALDDAPGAAPALPVTDALWRGRDGKVAAPHPREGLFRAQTP
QGFHLRAILAAHQAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGQHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRSEMARLMGMDEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MBL3578865.1 tRNA dihydrouridine synthase DusB [Rhodovulum visakhapatnamense]AB19
MAIRVADIALDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGVRERAALGFGEEATAVQLAGRDADW
MARAARMVEEQGARIIDINMGCPAKKVVGGLSGSALMRDPDRALRLIEAVVAAVSVPVTLKTRLGWDDGMRNAADLARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVKEAVTVPVVANGDIVCGETAAQALDQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPKVPEGAALADMVARHYEDMLGFYGADLGGRVARKHLGWYMDRVGTPAPLRRRVLTAPAGAAVLSLLPEALA
TEGRAAA
>MBL3578866.1 PAS domain-containing sensor histidine kinase [Rhodovulum visakhapatnamense]AB19
MTLDQDAIWTALPIPAFLLDAGDRIAAINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDGEEHLLLLVSPREIAGRLGRAHSVKSAAKSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLTN
GDLEMTDLIVEESRRIVKLLDQVEQFGNLRPPACKAVNIHDVLDRVRRSAAVGFAANMKIVEEYDPSLPPTWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRSFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPPEIAADIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MBL3578867.1 response regulator [Rhodovulum visakhapatnamense]AB19
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPREMAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGVDGPSALVARARGGSILFDEVADLTEEAQGRIVR
MLDSFGDSAPRIMATSQTDLMGRMEAGLFRQDLFYRLGGVTVAVPSLRERVDDIPLLAEHFLGRTDRDGTATRRLAEDAM
DLIRAYSWPGNVRQLEHTIRRLVVTSSEEVIARAEVEAVLGNQPEIEPLVGGGDGEKLSASVAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MBL3578868.1 PAS domain-containing sensor histidine kinase [Rhodovulum visakhapatnamense]AB19
MLGPLDQGASSHGLRIVLLVDLVYALVVASLVVQRIARMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTIN
IGLEGWFSERVRNVVGASLAAAEAYEDEHRRDLVADAHTLAGYLAVARQATVFLSDGDMRQLLTQAQARVQRGLKEAYVI
DGSAEIRARGERSYLFNYERPGPDAIARAGAGETVVIQDWDNNEFRALQKLDGYLDRYLYISRTVDGDILNLLDDTQQSV
RLYQQLEQERGRVLFEFGLLYLGFAVILILAAVWLGLWFAERLSRPVGRLAGAAQQVGAGDLDVRVPEETGDDEIAMLGR
MFNQMIRQLKLQRDALLDNTRQIEKRRRLFDSVLSSVTAGVMGLDAEGRVEVMNRSALLLLRLDAAEAEGQELCVAVPEF
AELLEKLKASRRGTAQEEIRLLRGGNMEHLLVRMAMRKRSDGGAEGFVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNP
LTPIQLSAERIKRKFRAAVGDQAEALDQMTDVIVRQTNDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVLLQEAGQPG
VAFTAEIPRTPVPAELDATMISQALTNIMKNAGEAIDSLRTKGEPEGYAPEIRVRLDVDEGSATIRIADNGVGLPQDRAR
LFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAHCGALAQITLPVDPAEGAADGPARAATRDTTPETAAT
GE
>MBL3578869.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MGDILIVDDERDIRELISDILQDEGYTTRLAANSDACMAEINAAAPALMILDIWLKDSTMDGIDILSKVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVVQAEMIGESPAFKTLKSQLDKVTR
SNGRVMLKGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESAARGVEKGLLEQAHGGILYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAGIQGGTFREELYHRLNVVPIDVPSLDERREDIPELAR
HFIATFNRLQGLPLRALGDEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILAAELPMQAEGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRIAHLEEEEEPSAAD
>MBL3578870.1 Trk system potassium transporter TrkA [Rhodovulum visakhapatnamense]AB19
MKVIICGAGQVGWQIARHLSGEKNDVTIVDMNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLHGKAQLLGIA
LDEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPDDQIYVFSHVDDVNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEDRIRAKVIEKDRRQAEIAADALERTIVLNGDGLDINLLAEANIERADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMSGKRV
QDIDFPEGALVGAVMKAGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MBL3578871.1 TrkH family potassium uptake protein [Rhodovulum visakhapatnamense]AB19
MRRLADLPFLVILMGIGALAMFPPVGLALAERDWTTARAFFNSGLLFSVLTVLIGLSTINRPVRNQARSHLLAMLGFYAL
LPVMLAVPFSEAVRDTSFLNAYFEMISCLTTTGATLFDSPERLTAGVHLWRALVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGAGSIAGRVGPERGAVHPAHDPRERLMRFAEQLAPVYVGLTACLWVLMLVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGIAGEIMLWGFMLFAISRQMFMFDFRPESWRRLKDDLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGLAALGA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVALGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYSALGDAAKM
VLASAMILGRLETLAIIALLNPEFWRK
>MBL3578872.1 RNA chaperone Hfq [Rhodovulum visakhapatnamense]AB19
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MBL3578873.1 GTPase HflX [Rhodovulum visakhapatnamense]AB19
MTRAWVLHPDISSDRERRASGPALEEAVALAGALPGLEVAGAEVVPLARPRAGYLFGSGKIDELKERLTGAEVELVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRTILADLGVARETPQIEVWNKTD
LLDPERRAAVEAAAARHERVEAISAWTGQGIEPLLAAVTGILDETRQRRELYLDHGDGRRRAWLYDQGVVEGEAPDDDGS
TLTVNWTARQEQRFRSL
>MBL3578874.1 hypothetical protein JMJ92_12025 [Rhodovulum visakhapatnamense]AB19
MPMLAVELALALILGLGLALASVLRPALAEPVSLIAGGGFLGAAGGASGPLLTQMPASGPGPSGASLFAGREGSSLFAPS
PDRPQRAAPSGPVSVFTPLRPGGTTAALAEGIRLLIGRAEAGRMGYDAVQHGAKILPPGRPTQLTIGQIYKWIADTPGQP
HAIGRYQFIPETLRRLVAELGLSDRTQFSAPVQDRLADLLLEEAGLSAFGAGDLKRKDFMHNLAQIWAGLPTASGRSYYH
GVAGNRATMTWAQFEDAMTRIAPAHPRPPKDG
>MBL3578875.1 penicillin acylase family protein [Rhodovulum visakhapatnamense]AB19
MPNLFRWLLRIFTAVVVLAGLGIGGAYYLAARSLPEYSGTHEVTGLSAPVEIVRDHTSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTLKIDELMRRLDLYGLAQKSVAAQDPQTRAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEVAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLLEPGRVMDLLPDAPGPGLAALPDYAELAPGVVPSSA
PLARYAEGQLSPFLGPDLAGASNAWAAAPKRSAAGGTLLANDPHLGLAAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDDPEEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAAVSWTLLNGADTSMSAAMRVMRSQTVDEAIEAGRFFVAPSLNLTLVDEDNIALQMIGAMPRRTAANQSQGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDTQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGRDLWFTGEPAPAGSPERRRHRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREITH
VEPLFIERVFRDIDGASVWCDIRQSAAQETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANVHGAGYRGVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
SLDPDLARAAAVGITDLVPKAE
>MBL3578876.1 NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MARVAFLGLGVMGYPMAGHLAAAGHEVSVYNRTAAKAEAWVAEHGGRAAPTPAAAAEGAEFVMACVGNDDDLRAVCDGDS
GAFAGMASGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAQNGQLVIMCGGPEAAYAAAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MBL3578877.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTETKARPRLGRSEATQGYFLVAPPFLYALLLLAAPLAAIVLFSFWTQDYLTLDTTLTLKNYREALSDPLYGELLLRSLV
ISLAVTAATVLTAFPIAYFISFSVPPSRKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLTGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIYVALEKIDRSLLEASRDLGESRVMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPNGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVSLIFLFLNRRYLKGQK
>MBL3578878.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MKSLRLYAILYLIFLYAPIALLPIFAFNDGTVIAFPLKGFTLEWFRELLNIPALHAAVLNSLIIAVSSALIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGETRWSSFRLITLPLVMPGIISSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTILVLASV
ILLAIAEYFRRRGVARTGQADAGGFL
>MBL3578879.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MIALENVEKYYGEYYALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLMIDGKDMKRVPANVRPTNMVFQ
SYAIFPHLTVAENVGFGLRREPLSRDQKARKVAEALEMVGLRGYGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQTELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIAQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVSDETHIEVEAAGLGRAVIAPDQLPGGWHPGQTQSVGIRPETMSILFPGETTDRRVAIGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLDRGTEARVAWDARSLVLFA
>MBL3578880.1 polyphosphate kinase 2 [Rhodovulum visakhapatnamense]AB19
MTDDLPFDGAITRFYEHDAPHEIRKAIADSRKHDILSDSYPYDRLLDKHTYAEDLEALQIELAKLQADVKATGKRIAVLF
EGRDAAGKGGTIKRFRENMNPRVARLVALPAPSDREKSEWYLQRYVEELPAGGEIVLFDRSWYNRAVVEHVFEFCTDAER
ERFFDQVPRFEEMLVDEGVLLVKIWLNVGQAEQLRRFLQREGDPLKQWKLSWIDVEGLRRWDAYSAAIRETFMRTHTGPA
PWTVIRSDDKRRARLAAIRRVLSLVDYKGKKDKIVGDPDPRVCGGPEIWTL
>MBL3578881.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MPEDYAPTGRMIEIDGLQVHAHQEGAGPDVILLHGAGGNTRDFTFDLLGRLSGQFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASLRLGLGPAVLVGHSFGGAVALAWALDHPARAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVADQTIARIFEPDPVPDGYADHIGIALSLRPDTLRANTRQVNGLKPHIRAMAARYGELRMPIEILHGTADRIVPIE
VHSRPLAERLPNVHLTELDGVGHMPHHADPEAAVAAIRRAATRAGLRPAA
>MBL3578882.1 homoserine O-succinyltransferase [Rhodovulum visakhapatnamense]AB19
MPIKIPTDLPAFDVLAREGVMVMGEDAALRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIEFSLVRMTEHKTKNT
AAEHMETFYRPFAEVADSGEKFDGLLITGAPIEHLPFTEVTYWNELTQVFDWTQSHVHSTFGICWGGMAMIYHFHGVQKH
MLPRKAFGCFRHSNLAPASQYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAAHRALYIFNHFEY
DSDTLKQEYDRDVANGTPINVPQNYYPGDDPALPPQNRWRSHAHLLYGNWINQIYQTTPFDQTLIGTR
>MBL3578883.1 hypothetical protein JMJ92_12070 [Rhodovulum visakhapatnamense]AB19
MLPILACAGMLAAGMPRPAAAQEGPEWELQRCIWSCLSAFGPADTPAYAACVAQRCPSEAAPAPVPWASGPTADGRGAFA
GTRSEADPDVLFYLFCAPGGQRILQLAGVEGSPGPNMLMLAVDGQGFPVSFTGAGDLSALASLPPGAPLLGALMRGRSLE
IRNGAGYTLGRFGLAGAGPAISGALALCR
>MBL3578884.1 ATPase [Rhodovulum visakhapatnamense]AB19
MIYETSEAWRQAKTRQVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGARDRGGLPFDEYMNRQAQHREAEISALLDTPRFIDRAAQLYGYSDFVCDSGGSICEV
VDPENPEDPVLSALSSHLLLVWIEGSDAHTAELVRRFDRAPKPMYYQPEFLHAAWADYLAQTGLTEDAVDPDAFVRWTYA
RALAHRQPRYAAMARNWGVKVSAEEVAKLRSPEDFADLIARAIDTAPARR
>MBL3578885.1 hypothetical protein JMJ92_12080 [Rhodovulum visakhapatnamense]AB19
MKYAVGAAVLAAVTTGPAFAGGIERSVPSVGILFEQGTYVELGFSRFNPDVSGSSDVTGLGSGDMLPGFSGYSLAFKQDL
GDSMAVALILDEPIGADVSYDSTNTYPVGSPLSTLDGAQADINSTGLTALLRYELPSNVNLIGGVRAIRTSGTVGLPGVG
AYSMTSSTETDFGYILGVAWEKPEIAARVALTYSSAIDHAFDTVETAGAFSISNELDVTIPQSLTLEFQSGIAKDTLVFG
SIRWVDWTAFDITPDLYTGSVVPGGSLVDYDHDVTTYNLGLGRKFNDNWSGAILFGYEKHEGTYTGNLGPTDGFRSIGLA
ATYTTGKVKVTGGVRYVDIGNAKTEFGPTTTTFKDNHGIGVGLRVGYYF
>MBL3578886.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MTPVLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLAVGGTLGRLGEISRHQLGLHALRNVCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVALLAPAILGERLTPTRALAAFIGFLGILLVARPNPAALEPGAMAAAAAAICFA
GSALFTKRLTRSQSIVSILFWLTAMQTVLGLACAGIDGQIAWPSPAAWVPLTVIGLAGLTAHFCLTSALAVAPASIVMPL
DFLRLPVIALVGMMLYDEPLDPMVLVGAAIILGANFLNLRGEVGRPRHAGQENRMAPRRTSR
>MBL3578887.1 antibiotic biosynthesis monooxygenase [Rhodovulum visakhapatnamense]AB19
MGVTVTGWFEAPPERRAQLRAAAAEHLRLTRAEPGCVRFEMHEDPDRPGRFLPDEEFTDAAACDARRARKPGSAWDSAAD
GLPRDLKIAGLPE
>MBL3578888.1 glutamine-hydrolyzing GMP synthase [Rhodovulum visakhapatnamense]AB19
MSTHDRLLIVDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLADFAPKAVIFSGGPASVLDEGSPRPPESVFALGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPSAERIDLLSGWFAQDREQVWMSHGDHVAEIAPGFTVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICGLSGGVDSSVAAVLI
HEAIGDQLTCVFVDHGLLRLNEAEEVVAMFRDNYNIPLIHADESDLFLGALEGVSDPEVKRKTIGKLFIDVFQKHAAEVG
GAEFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEISREKLDILRKADAVYIDQIRRHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MBL3578889.1 cadmium carbonic anhydrase [Rhodovulum visakhapatnamense]AB19
MAAADPAAHGDADGHGGGHHGAARGTHALADGLCHGFGPQAPRDISMTRGSNGRIFNMAPPASELNLCNIHTHTNAEHSG
PGFSISAGTGEHGGFRCNETASLTEQELKDPAAGQGAFHGAKPGDTIEVHWVYSSCDVAPGKGLGSCMSETCQNPQLRVE
AQVFLLVNDHNALDFKDFIYRGTQVNGLHQPRALPQGTGTPVLYAGSTTGPKYTEATCSPLQVTWSVRPSCAKLDINSLY
EWAAVGNVFQEDHSHGVRPLVTAEELLSPIR
>MBL3578890.1 hypothetical protein JMJ92_12105, partial [Rhodovulum visakhapatnamense]AB19
MTRARELLAFVPLALALHVGAFALARPPMGGVAGAAGGPGGDALVTLAAAPASYARLAEDWTEAPASETDLADLPAPEPE
PESVPRADPDPAPDRAAMPVPALPTLSEPRPEADLPVPSSPPDRREPDPASALRPESRPEPPARTARSAAPPSEARAAQV
ARGRSEAAEA
>MBL3578891.1 biopolymer transporter ExbD [Rhodovulum visakhapatnamense]AB19
MLDFRADDRQRRQGESIVPMINVVFLLLIFFLMSARLVPPAPFETAPPRADGAEPATGDMLHLSAAGDLAFGDLRGEAVF
AALAARPDGAGPLVIRADAGVEAAALARLAARLTVEGRGPLRLVTVPR
>MBL3578892.1 biopolymer transporter ExbD [Rhodovulum visakhapatnamense]AB19
MFSFDTPRPTRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIGIVAARGGGAGDWQGPPRLIEVRPDGLSLNGQAMAPDAI
AAELARITPAPGDPVLLRARDGADLQALVDAMDALGRAGVAGLMLVE
>MBL3578893.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum visakhapatnamense]AB19
MIDPILSFLHTGGAAMWAIAALSVATLSLILWKLWGLARMGAFAGARAERAVRLWQEGAREAAAEAVSGRVGLRARLVGA
AIGALSRGLPEAKAREETTRVARRLLVEARSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGSAADPADLAGGIWE
ALLTTAAGMAVAIPAAVSLSWFESVADSARADMEDLATRLFLATEAG
>MBL3578894.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTGIELSHLTVRRGRCPVVDDVTATLSPGDCVGLVGPNGAGKTTLMRATLGLVPHKGTSSLACLPASERARAAAWLPQTR
EIAWPVSVETLVGLGRTPHLGPGQRPGPADRAAVGAAMARLDLTGFATRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMALFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGGLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MBL3578895.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRGQGLFWALALLVAALFALSLLIGPAGLSVRDSLSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPALIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWLMLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVLGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPGRLLAASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MBL3578896.1 Cu(I)-responsive transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDLHNLTFLGRARSLGFSIEECRALLALYTDKDRASADVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MBL3578897.1 copper-translocating P-type ATPase [Rhodovulum visakhapatnamense]AB19
MTAITTTRLKLEGLHCAGCVRRVERALTDLPEVGAARVNLATGTAEVEHSGPPAPLIGAVEGAGFGVARTEIALNVEGAT
CASCTGRIERTLLAQPGVLSAAMNLATGQARVTAAEGLADARALARAVTEAGYPATPLTAEARPEPGAAQAAEARALARR
AWIAGLLALPVVLLEMGGHVIPGAREALAGIVSETGLRVVSFLLTTAILVGPGRSFFLKGVPLLLKGAPDMNALVALGTG
AAWGYSTLATFAPGLLPAGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLMGLQPRSARVVTETGLEDRPVDLL
APGDLIEVRPGERIPTDGEIVAGQGPVDESMLTGEPMPADKAPGDAVTGGTVNGASALRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAVWLIVGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQSLSGVATVAFDKTGTLTEGRPELTGARLAEGFDRGEVLAAAAALEARSEHPLARAILAAAPDHPEAEGV
EALPGFGVRGRIGGRAVLVGAERLMAREGIALGPLAAEAAALAATGATPVFVALGGRAAGVLALADPIKPSARAAIAGLH
RMGVRTALITGDTEPTARAVAAELGIGHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLETRS
>MBL3578898.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSTLRPEAVTFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTRQGEAVLVGARAI
ETALEACVDHVRALNEGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVTALQAASVDIAIMGRPPRV
PEVHATVLGPHPHVLIAPPDHPLAGQERIAAERVLAETFLAREIESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGIALISRHTVVEELAAGRLVELDAPALPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLP
>MBL3578899.1 class 1 fructose-bisphosphatase [Rhodovulum visakhapatnamense]AB19
MQRENPIRDLQHIPAALQPILNALCEVGIDLSRVIQRGPLGGALGAAVGENLGGDTQKALDLMADDAFCERLKSANVRFY
ASEEQDVVAELDPAGAYAVAIDPLDGSSNIDVNVSIGTIFSIFEAAATGDASVLRPASEQIGAGYIIYGPQTMLVCTFGK
GTQEYLLDPDSKQFVLVAEAVMVPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYERGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAESLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>MBL3578900.1 phosphoribulokinase [Rhodovulum visakhapatnamense]AB19
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKSELDRQYAGGNVGFSHFSFEANELKEL
EKVFSQYGETGTGRTRHYVHDADEAEKYGVPPGEFTDWAPFEDGSDLLFYEGLHGSVVNDDVNIARHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAITDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTPDESLVVIRFRNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MBL3578901.1 transketolase [Rhodovulum visakhapatnamense]AB19
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHADGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWALGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVQEVDGHDREAVAAAIEAAKKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGAEEIAATRTALGWAHEAFTLPKEVYAAWQAVAARGREAREGWEARLLCNE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQNLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDEAYRASVLGDAPRVGVEAAVEQGWSPLLGARSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIR
>MBL3578902.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVSGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEASKATTVDEVNAAIRAAADGPMKGILGYTDEKLVSSDFNHDPHSSVFHMDQTKVMDGTMVRILTWYDNEWGFSN
RMADTAVAMGALI
>MBL3578903.1 phosphoglycerate kinase [Rhodovulum visakhapatnamense]AB19
MAPTPLTSLDVSGRRLAVRADLNVPLGPGGVGDATRIARFARGMKPLLAQGARLVVLSHLGRPEGELTPALSLERVQTAL
ADALEAPVRFIDTCAGPMAERTSLALAPGEVLLCENLRFERGEEVNDPRLGADLARLGDIYVNDAFSCCHRLHASTTAAV
DAAQTVAAGPLLLEELAQLDRALDTPLSPSVALVGGRSMAERLGLLKRLVAKIDTILLGGGLANTFLFARGYSVGKSFCE
PELADEILEIAALAEVAGCRIVMPRDFVVDGLQHAGQHAYPVPLGGIRPNRRVYDLGPNTVELYRGLLRKARTIVWNGPL
GTYETPPFDGATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAER
AD
>MBL3578904.1 fructose-bisphosphate aldolase class II [Rhodovulum visakhapatnamense]AB19
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALSMIYPDIPLCM
HQDHGNNEATCLSAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGMGEAEDGH
GAEGELSHDQLLTDPDQAADFVARTRVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAQENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKPIPMEDMAKRYADGSLDPKTK
>MBL3578905.1 ribulose-bisphosphate carboxylase [Rhodovulum visakhapatnamense]AB19
MDQSNRYARLDLDEKALIAGGRHVLCAYTMKPKDGGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENEV
MKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVEHAKMRDFYVPPAYLRLFDGPVMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACHEFWLGGDFIKNDEPQGNQVFAPLKETIRLVADAMRRAQDETGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAVTSPESQRGYTAFVLSKMARLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTDDVADGPFYRQDWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLRQAHDAWKSGVNLVDYAKEHKELARAFESFPQDADKLYPGWREALGAVAAE
>MBL3578906.1 ribulose-phosphate 3-epimerase [Rhodovulum visakhapatnamense]AB19
MFDRSIKIAPSILSADFANFGAEIRAIEAQGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHIEAGPHIHRTLQAIKAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIHSGIEKTR
KVRAMIGDRPIHIQIDGGITPETAPLVVEAGADVLVAGSAVFKGGSVDTPEVYGANIRAIREAAEGARKAA
>MBL3578907.1 thioredoxin family protein [Rhodovulum visakhapatnamense]AB19
MAVSPPVCDFGWTAPDLALPGTDGRTYALKDIRGPKGTLIMFICNHCPYVLAVRDRLIRDARDLQALGIGVAAICSNDAS
AYPEDGIEGMRRVAEELDLPFPYLHDEDQSVARAYGAVCTPDFFGFDAGMGLQYRGRLDASRKQAGPPDLRRDLYEAMKQ
VAETGHGPAEQIPSMGCSIKWKDAA
>MBL3578908.1 phosphoglycolate phosphatase [Rhodovulum visakhapatnamense]AB19
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGMGREALDLETIRAFIGDGVQVLMERVIEARGLDAGQRDAMVETFLGYYEAD
PATLTTLYPGVQDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTLEVRKPDPKPLLAVRDQLQAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRSEDVDDIPQDARFSDYDVLVAIVARLADELR
>MBL3578909.1 HAD-IA family hydrolase [Rhodovulum visakhapatnamense]AB19
MTIKALIFDLDGTLAETEETHRAAFNATFAAHGLDWHWSRDDYAVLLKTGGGKERLRAFQAGLPEAARLPEADIVRLHAE
KTETFGRMIAEGAVGLRPGVEDLILHAREADMAIAMATTTSRPNVEVLARTCWGKPADRVFDVIASGDEVERKKPDPAIY
RLALDRLGLPPRECLAFEDSHIGLQSARAAGLGVVITPSTYTEGEDFTGAAHCAPTLEQRNWPLILKAMLLSY
>MBL3578910.1 hypothetical protein JMJ92_12205 [Rhodovulum visakhapatnamense]AB19
MTGTNDERFPKSLIQADRIVTDTKWNLAENGSTPFSDFFGVAMLSKGAVTAALTMRRPTPFSGALHLPMIFRRRSKTRLW
TGGRLLSWR
>MBL3578911.1 amidohydrolase [Rhodovulum visakhapatnamense]AB19
MPVKNRLAEMQPEIAAWRRDIHENPELMYDLPRTSALVAAKLREFGCDEVVEGIGRSGVVGVIKGRSDGQGRAIGLRADM
DALPIHEATGLPYASKTPGKMHACGHDGHTAMLLGAAKYLAETRNFDGRAVVIFQPAEEGGAGGLAMCEDGLMARFGIEE
VYGMHNMPGIPVGAFAIRPGPIMAATDEFDITVTGKGGHAAKPHECIDTTLVASHIVVALQSIASRNADPLKQIVVSVCT
FRTESEAYNVIPQTVELKGTVRTLEEGMRDLAEARVAAVAEATAAAYGATAEVRYQRNYPVTANAPEQTDFAAAMAEKVS
GRVDPATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGSSWYVELVENRLPAV
>MBL3578912.1 acetylornithine deacetylase [Rhodovulum visakhapatnamense]AB19
MVSPLTPRQLFEKLVSFPTVSRDGNLDLIDWVEEYLTGFGIHCARVWNPVRSKASLYAHAGPWAPGGVMLSGHTDVVPVD
GQDWSSDPWELTERNGRLYGRGACDMKGFDALALWALVEARTRDVARPLQLALSYDEELGCLAAPALIAAMARADLPRAA
AVIVGEPSMLQVVTGHKGNIGFEIRLKGHEVHSSMQHKGVSAVMEAGRLIQWANDVNDLNRARPPAGDDGLFDPPWTTVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALMAEVARVEAGMQAIRPETGITVDETFSVPALTPEPDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLDQFRQGEAFMARLLDHLKE
>MBL3578913.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MPDGASPILEVQGLQTVFRTRGGEIHAVNSVDFHLQPGELLGVVGESGSGKSVTMMSLIGLLPSPPAEVRAGTVRFGGDD
LLRMPARRLRDIRGARIGFVFQDPMTSLNPVFPVGFQIMEPLRKHMGLDRAAARRRAQELLELVGIPDAARRLGDFPHQF
SGGMRQRVMIAMALACDPEVLIADEPTTALDVTIQAQILELMKDLRERLGMAVIWITHDLGVIAGIADRVMVMYGGQVVE
QAPVKALFARPQHPYTRALLQTVPHVTGARAERLKVIEGQPPVLSGPPRACPFRARCAHAFETCARANPARVAVGPDHDA
ACFWDVDRGAPRHV
>MBL3578914.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDRSPRPLVEIRDLRMHFPIHAGVLRRRVGAVRAVDGVSFDIHEGETLGLVGESGCGKSTCGRAILRLYDITSGSIRIE
GDEIGTLGQDALRPRRPRMQMVFQDPQASLNPRMTVARIIGEPLDEHTTLSRAEKLDRIYELMDAVGLNRNFANRYPHQF
SGGQRQRIGIARALALNPKFIVCDEPIAALDVSIQAQVVNLLEDLQDRFGLTYLFISHDLSMVRHIADRVAVMYLGRVVE
LAPRDSLYGAPLHPYTQALLSAVPEPDPDLEASRRHIILKGDVPSPANPPEGCNFCTRCPQAMPICHRIDPEMRELRPGH
FAACHLHDPDHIPTAGSTAADDQPQQGE
>MBL3578915.1 peptide ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRAKHALLGAAAALALAPAAFAERGSDGQVNIIYWQGPSTMNPYLSGGIKELEAASLSLEPLARYDPDGNMVPFLAETVP
TLENGGVSEDLKSVTWKIKPGLLWSDGTPVTSADVRFTWQYCTAEGGGCSQSEKYNDVADVETPDELTAIVRFSVPKPYP
YGPFVGNQAPILQAAQFADCLGPKAPGCTSANFMPVGTGPFIVTDFRPNDVIALKANEHYRDPEKPAFSTVNFKGGGDAM
AAGRSVLETGEYDFAWNLQLAPEVLDQMAAAGKGEVEVAFGTLVERIMVNFTDPDPKWGERRATADHPHPFLTDKAVRQA
LSMAIDRDLLTEIGYGQAGRTTCNVLAAPEIYASEANEGCLVQDIEGAKALLDQAGWVPGPDGVRQKDGMRLSMLFQSST
NAVRQDFQALIKQWWSEIGVESELRNVDASVFFGGDPGSPDTFQKFYADVEMYANSFDGTDPEAYMANWECKQAPRPETQ
WQGNNMPRYCNAAYDALVAEMAKTGKMDERIALAKKMNDILMQDYVILPLVHRGRVSARATSLGGFVMNAWDSELWNAAD
WYRVK
>MBL3578916.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MFTYTIRRLLIAIPTLLVISLIIFLVVTLAPSDPTANLPLSIPSEVRAQMREALGLNEPILVRYLLWLRQFFLYEPLHML
DQAFGLSLAGEDMQRILSWQTRSPVTDLIVQRLPQTLWVVGTSYVVGVLIALPIGIVSAYRQYSWFDQIGTFVSMVGFSV
PTFFTGVLLIVIFSVHLGWLPSIYDTTLRVTDLSTFWLQIKQMIMPVAVLALYNAAQISRFMRASMLDNLNQDYVRTARA
KGMTERVVVLLHVLRNSMIPVVTVIALGVPTVFGGAIITEQVFKVNGIGQLLIIAIQGGDVPTVQTLTFIFAVLIVLFNL
IADVLYGLLDPRIRYD
>MBL3578917.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTDAPMIETMEIARPPRNQWLDVWDQFRSHRGALLGAAFFAVILAAVFLGPLIWQIDPTYIDIRARNQGPSLLHPFGTDQ
LGRDTLARMLAGGQVSLAVGLTAMGLSLVLGTLIGVLAGYFRRLDGALMRLTDLFLALPLLPLLLVIIMLFRDALRSAFG
PEGGIFVLIVFVIGITSWMQTARIVRGDVLALKEQEFVLAARSIGTPSRRMITRHILPNVLSPIMVSATLGIASAIITES
ALSFLGLGFPSDFPTWGRLLFDSTDYLQQYPERVIWPGLAISLTVLSVNYMGDGLRDALDPRIRGR
>MBL3578918.1 DUF3422 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPIQDHPLRYALTNELHARPFPSLEAPCHAAFLAIKPPLDAVTRDRDADRAHAIDLLDRFGAQHPKPGDTHFFGQMGRHK
MKWESHTEFVTYTVFTPGVADRPFDPAAFEVFPDDWLETAPGARLTSALIRIEQVKEGPGQIGARLGEWFAPDSLSAAAI
LDDAAVMATDFRIDTGGHMRMAVFVEPGIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQVNERLAELEPQLSELVGEMN
RGNRIPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRIEVLREERFQHRQTFTEFMMRRYDPSMRTVKATEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVAYMIAPGAEALGVSKG
LATAVATPLVVLVVWLMIRQIRRGMEH
>MBL3578919.1 hypothetical protein JMJ92_12250 [Rhodovulum visakhapatnamense]AB19
MPTPVRTEILEYAGSAQVEDAQLRSLLDDAIARIEKAGPTAQERPGEPKGRRNAA
>MBL3578920.1 autoinducer binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFEKSVFDRELRTLDALAPQGYNIGLHIRFTSPLLAFQTYAPEWLARYTEHGYLLRDPSVAWGFSTTGATRWSNDNIPDP
FGIFVDAARFGLKYGVTISWGPITSRTIASVARADREFEDSEIAQIEALVRRLHDMTEPPQELTKAQIDALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MBL3578921.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum visakhapatnamense]AB19
MQTTTLSFENLHNHGELFANMLRARRDLFIERNKWDLPEAMGMEYDQYDTPASRWVVVHDDLGQVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSHLLHDEAPVGETVWESSRCFVTQKVPLHLRRPIYFNLVQELARAARSLGATQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFAANLH
>MBL3578922.1 trypsin-like peptidase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTRFVTCLCLALTAAPLWAETRAPGSRAEIQLSFAPVVREAAPAVVNVFTSRTVADVPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFDAQVLLADEEADLAVLQLTGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAQTGARRFQRPWAGLAGQPVDAGLAEALGMDTPRGVVLNELHPESPFRAAGLGVGDVVLSLGGDPVNTP
QEMLFRLSAEGVGRQIEVSYLHQGDARPRTARVDLIAPPETPPRDPLTVRGQGVLAGLSVVNLNPAVLQENGLPSGLAGV
LVTDPGSVGGRVGLAPGDILLQINDRPIATTADVARAAREGGRSWYVEYLRGGRRSVLRFRV
>MBL3578923.1 replication-associated recombination protein A [Rhodovulum visakhapatnamense]AB19
MADLFDQTPKTAPGRTGAGPRPLADRLRPRRLAEVIGQDHVLGPEAPLGVMLASGALSSLIFWGPPGVGKTTIARLLADE
TDLSFVQISAIFSGVADLKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAAL
LSRAQVLVLERLDPAHLELLAQRAEHEIGRPLPLTGEARDDLIAMADGDGRALLNLIEQVMAWKVTGPLAPADLARRLQK
RAAQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRITRMSIEDIGLADPQAQTICLDAWSVYER
LGSPEGELALAQAVIYLALAPKSNAGYSAYKAARQAAQKTGSEPPPKHILNAPTRLMKDQGYGAGYQYDHDAEDGFSGQN
YFPESMRRGVYYTPVERGFERELKRRLDYFSKLRDRRQDS
>MBL3578924.1 fluoride efflux transporter CrcB [Rhodovulum visakhapatnamense]AB19
MTGATLLQVALGGAIGSVGRYLSGVAMTSLLGRGFPWGTIFVNILGSFLMGVLIVVLAKKGGTPYAPFFQIGLLGGFTTF
SSFSLDALTLYERGQAELAMAYVAGSLILSLGAIALAFWLMRSVLA
>MBL3578925.1 RluA family pseudouridine synthase [Rhodovulum visakhapatnamense]AB19
MSGVQTLTVAPGDGDQRLDRWFRRQFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEAGQKVRVPPLPDPGEVEAAPKPK
VSDADAEMIRSCVIFRDAHIIALNKPPGLPVQGGSGQVRHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAIAK
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSGGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAHLKLTAPL
PPHMKRTWDMLGWSEADVPTDPFEDLE
>MBL3578926.1 HAD-IA family hydrolase [Rhodovulum visakhapatnamense]AB19
MTARRLALFDVDGTLVDSQAHIAGAMAAAFAAEGLPLPPPHEVLGVVGLSLPLALAALAPDASAERLDRMVEAYRQQFFA
LRVGQAASPLFPGAREALALLAGVEGLELGIATGKSRRGLDAILKAHGLAGQFATRQVSDDHPSKPHPSMVLAALAETGV
APDRAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPADRLGAADAVVERFADLPAAVLALVGETA
>MBL3578927.1 ATPase [Rhodovulum visakhapatnamense]AB19
MTEWALKRFWTQAGIDAAEGGFAVLLDGRPVKTPAKMPLVVPTRAMAEAIALEWDAQDDQVAPLSMPVTRAANAAIDKVR
VQRAEVAELIAAYGESDLLCHRAENPPALAHRQAAAWDPLLAWAAEALGAPLTPTAGVIPMRQPAESLARLRARVAGFDP
FELTALHDLVGLSGSLVIGLAAAEAVETPERLWDLSRIDETWQEEQWGSDAEAAEVAAARRRDFLQARHFLDLSRASR
>MBL3578928.1 amino acid ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKKSVILGALTVAACAAGAAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNITYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPTAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELAAAPTTNPEINRLLGTEGTLGEMLGLPADWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MBL3578929.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MTSYPDVPRETFRLRMLIFDTRYRSLTIQVVALIAFMLLVAWIVSNTVQNLANMGKPIDFGFLTGAAQYDINQTLIEYTN
RDSHLRAAFVGLLNTLLVAVLGCALATVLGVVIGVLRLSRNWLVARLMTVYVEMFRNVPVLLWIVFFMAILIETLPPPNA
FRGEDATASMLLGDSVALTNRGVYIPEPLFSRSLGDLPVFGAFNISLDLIAILAVLGAGLFVSARIRARADRVQNATGLR
PTTWYLRLGVVAVPVLVMLVALGFHLGYPELKGFNFRGGVYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQSEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMNQTGRELECVLMLMLVYLAISL
AISMGMNWYNTRVRLVER
>MBL3578930.1 amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSETHAHSAAFVRDAILPQEPPPTTSVGALGWLRQNLFSSWLNAILTVLSLALIGYVLAAILPWIFQSSWSAGSLAECRD
QIKAAYGPEASGACWAVIRERWLQLIFGFYPSELYWRPILGFALALAGMAPVLFTGLPRKMLYLSLAAPFVVPWLLWGGT
VWLPVSVALGFVLGYATQRIVAPLAGGLLGAVAAGLLPVLWWLLLAGPFATLLHQIGPLGIEPVSSRNFGGFMLSITIGL
TAIALSLPIGVLLALGRQSDLFILRAICVGFIELIRGVPLITLLFVASLLLNYFMPPGTNFDIILRVIIMVTLFASAYMA
EVIRGGLAALPKGQYEAADALGLDYWKAQRLVVMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIALMFFVFCFSMSRYSMYLERKLRTEHR
>MBL3578931.1 amino acid ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSDTAIDRSRLTVSDEVAIQILGMNKWYGAFHVLRDINMTINKGERIVVCGPSGSGKSTLIRCINRLEEHQSGKIIVDGI
ELTNDLKHIDQVRSEVGMVFQHFNLFPHLTILENCTLAPIWVRKVPRKEAVETAMYYLEKVKIPEQANKYPGQLSGGQQQ
RVAIARSLCMRPNIMLFDEPTSALDPEMIKEVLDTMIQLAEEGMTMICVTHEMGFARQVANRVIFMDQGQVVEQNEPEAF
FNNPRSERTKLFLSQILGH
>MBL3578932.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAIITFSSPLMHKDKAVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVTYDNPDQKKAIMLTDKEKQKLKDLGK
LTQEEIEDAEVRDMPPRYRLACQFIARDEDVTVTFSGTPGGAD
>MBL3578933.1 histidine phosphatase family protein [Rhodovulum visakhapatnamense]AB19
MSLRLILVRHAKSSWDDPSEDDHDRPLNPRGREAAPKVGQWLAERGHVPAEVVSSTARRTLETWDRMAPVLGESTVMRRD
PGLYHAPAERMLEALNNCAASPVLMLGHNPGIADFAARLLDGPPDAQRFASFPTCATLVADFDAADWTEIEFGTGRMIDF
ITPKQLMP
>MBL3578934.1 acetylglutamate kinase [Rhodovulum visakhapatnamense]AB19
MRKQTAMNRDWIATARTLSEALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVVVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIVQAINDQGGKAVGLSGKDAGLIVCDQTDPALGFVGTPSEVNPLVL
RQLFEAGMIPVVAPLGAGREGETFNINGDTAAGAIAAALKADRLLLLTDVAGVKNAAGEVVTELTPDHIREMTASGVIAG
GMIPKTETALTAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MBL3578935.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDPRCPWPGGSENHIQIDLAEPAMTKRAIEVVRGKLADGKLHA
LVNNAGISPKTEEGGRLNTLDTDMRTWGQVFNVNFFASIVLARGLQDELAAAKGAIVNVTSIAGSRVHPFAGAAYATSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSDEASYVTGTEIEVNAG
QHV
>MBL3578936.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum visakhapatnamense]AB19
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPELCFAGRSNVGKSSLINALTGRKGLARASNTPGR
TQEINYFTLGDSHYLVDLPGYGYAEAPVKIVEKWQRLLKSYLAGRQTLRRAFVLIDARHGVKAVDDEIMKLLDGAAVTFQ
TVLTKADKVKAADRDAVLTQVRGALARHPAAFPEILLTSSEKGDGIATLRAVIEGIG
>MBL3578937.1 MOSC domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRAAKAPQLMAIGARLDEAAGH
VTLTHPARPDLTFSPDNGGAALIDWVRPLMPGDRAASARIVRAPGRGMTDSAFPSISLLGLASLEALSEKVGQSLSPLRF
RGNFWIEGLAPFAEFDWVGQKVRLGRAVIEVRERITRCLATAANPETGERDADTLGALQTGWGHKQFGVYAEVIEGGRVA
LGDAVEAL
>MBL3578938.1 membrane protein insertase YidC [Rhodovulum visakhapatnamense]AB19
MDDQNKNLILATALSFLVILGWFLLFPPEQQTPSEEPAVATTTATDNGTTPDVAAAPPATPGTGAVATPETAAPSLASEA
PRLSIETPRLTGSISLLGGRIDRLSLKGYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGDLGYEDVPGANTLWTLDG
SDTLTVESPVSMHWDNGKGLTFHRTISIDENYMFTVAQSVENATGGAVRLAPYGIVARHGQPEGSRFYILHEGVVRQTDE
ELEEIKYKKMPDMDYVEREGANAEVTGVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVSGPDIYQVEARLPVVTVAAG
ATEGTSTMLFAGAKEWETIHHYQTDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVIIKA
VVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMALYKKEQVNPAAGCLPLFVQIPIFFSLYKVIFVTIELR
HAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFLAILSLGVLPILLGISMWLQQKLNPTPTDPTQAMVFAWLPWVFM
FMLGNFASGLVLYWICNNTITFIQQYAIMRIHGYHPDVLGNIRSSFRKKKPEPEHK
>MBL3578939.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum visakhapatnamense]AB19
MFDEPDDIHPLFYGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSFTLLAALHELKWRGLLPVELLA
CNLDQGQPGFPATVLPEFLTKMGVPHRIEYQDTYSIVMDKIPEGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFAQAMSYPVIPCNLCGSQDGLQRMQVKAMLDQWEAN
HPGRRQKMFRALMHVRPSHLLDPALFDFAALARPAAGTPGALPGEAPDP
>MBL3578940.1 membrane protein insertion efficiency factor YidD [Rhodovulum visakhapatnamense]AB19
MSPLARLFALPIRAYRLVLSPWIGFNCRYQPTCSAYALEALERHGALRGGALALWRILRCNPWGGCGYDPVPPKPGEPPP
EG
>MBL3578941.1 ribonuclease P protein component [Rhodovulum visakhapatnamense]AB19
MTPPGMGGASDIPERSEASPAVSSCLTVLSKRADFLLAARARRQSAPAFTLQARRREEAPGGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARAELPQHGRPGWDYVLIGRPDATATRPFEALRADLRRALDRLHADAP
>MBL3578942.1 50S ribosomal protein L34 [Rhodovulum visakhapatnamense]AB19
MKRTYQPSNLVRKKRHGFRARMATKGGQKILNARRARGRKRLCA
>MBL3578943.1 TVP38/TMEM64 family protein [Rhodovulum visakhapatnamense]AB19
MTETTEMPQTRPARGRHLPLIAIAAVAAVGALTLRDQLDFEALAAHREALIALRDANYAGAALGFMLAYVAIVAFSLPGA
TVATLAGGFLFGVFPGVLFNVTAATLGAVLIFLAARWGLGDRLAARLDASEGRVAALREGLRENELSVLFLIRLVPAVPF
FVANLLPALVGVSAGRFAFTTFFGIMPGALVYTWVGAGLGEVFARGERPDLGIVFEPQVLGPLLGLAALAALPIVLRALR
RRR
>MBL3578944.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MAPTKTDLCIIGAGSAGLSLAAGAVQMGARVVLIEGHKMGGDCLNYGCVPSKALIAAAAQAQAMRAGGCGIAGAAPRIDH
AAVMAHVRSAIDAIAPHDSVERFEGLGVRVIRDWARFRSPRELEAGGETIRARRFVIATGSRPSIPPILGLDEVPFLTNE
TLFDLTERPERLLILGGGPIGIEMAQAHARLGVPVTVIEGRRALGREDPEAVALVLDRLRAEGAEILEGTELRRVTGQAG
AISAQTDAGPIEGSHLLVAAGRRPALDRLNLRAAGVETDAHGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGVVI
RPILFGLPARARTDHIPRVTYCDPELAQIGPTEAEARAAHGAAIDVVRADYAGNDRAVASGRRQGFVKVVVHRGRPLGAT
LVGAEAGELVAPWALAIASGQRMTAIAGMVAPYPTLGELNKRAAGAYFSPKLFENPWVKRGVRAIQRLLP
>MBL3578945.1 HAMP domain-containing histidine kinase [Rhodovulum visakhapatnamense]AB19
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNIVLRR
DQARELVLSSPIPEPVYRSFDLREAGVFDLIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEVTMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRRVVRAMLVYAEAPEDNRRIIVPSARVRELNEAETALRALQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMELSDDPAVKRAAPKIVGAISRAVHLCEATLAFGRAQEPPPRLERLALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLLRVLTNLVRNARQAIVASGKPGEIGIRAEETEEDWIIKVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAIAMELVRGHGGALELRRSDASGTAFEIRLPKAAAALPGEGDLPG
>MBL3578946.1 site-specific integrase [Rhodovulum visakhapatnamense]AB19
MRPSLRRGVVSLTGIFVVRRRGKVYTYYRTKGQPLVPLPNLPHDHPDFLTAYAEARRAAPKQKGRPAGTVGALAEAAMRS
DAFKALSDVYRATLHRHFDTITKTAGDAPAKGLRPKHVQKNVIEAASPVDRLKAWRFLAGHGMAAALLDLDPTVGVRAPK
RRKTTGHPPWTPDEVDAYRERWPVGTVPRLAFELMHWTGARLSDAVHLGPGMVDRGGVLTFRQSKTRDPAYIPWTCPLPA
WAAKLAEDREKMHRAIEAASGGHMTYLATAHGQTRSSKALGTLIRESARMAGIEKSAHGLRKARAVALAEAGATTHQIAA
WTGHVSLKEVEHYTRATQRRAAVVGIEQEQNVANTSAQSEKRGEK
>MBL3578947.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAITRDFAPRLMPAPQAAHYLGVSESTLRKLGIQTLPLRGKRLYDRFDLDAFADSLERGEESDREEGACDRAFGVAS
>MBL3578948.1 hypothetical protein JMJ92_12400 [Rhodovulum visakhapatnamense]AB19
MPETTPDRIEEIESLARHNCDELAGLTAELAELQARVEALEGGTAEAPPRPNCPRCGWIGAISREGGTDGDHA
>MBL3578949.1 hypothetical protein JMJ92_12405 [Rhodovulum visakhapatnamense]AB19
MAAPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEAQPDERAAWPDLPEETRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPADLPKPQIVQPWWF
GEPFFKATGLYLRGLAPLSATDRLIPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGDARQEAA
>MBL3578950.1 hypothetical protein JMJ92_12410 [Rhodovulum visakhapatnamense]AB19
MADETTAPDTEPDWILKFTLRGGDTVEWIAAKAAVLGVLEELQKHESEFGKVGWLYFPRGAVNMTEVQAVTTSPKPSETK
PASRARIIWC
>MBL3578951.1 hypothetical protein JMJ92_12415 [Rhodovulum visakhapatnamense]AB19
MSLIDAIAPPPDALAAFVAEWQGAAPEVQLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAARNWMKAAT
RLCPFD
>MBL3578952.1 hypothetical protein JMJ92_12420 [Rhodovulum visakhapatnamense]AB19
MAAILAIAPQIADRLAAEAAAARIEAQTARIAAKSSARDGKPLLARAAFARAERLQGRASTLSALAEQARAGGAA
>MBL3578953.1 hypothetical protein JMJ92_12425 [Rhodovulum visakhapatnamense]AB19
MPKIPDLPATYGLGTWRDALLGALISLAFIGSAWGGLTLARIAEASL
>MBL3578954.1 hypothetical protein JMJ92_12430 [Rhodovulum visakhapatnamense]AB19
MKTILTTAALALLAAPALAAVNATEDLSAIRQPSADAADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVEAADPESA
DPGEAEGDDSENAGL
>MBL3578955.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MEREAITMLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLGVPFSSLFFEPEDHDLD
NEIMEAIRCLPVSERSRILAVARAFSLDV
>MBL3578956.1 hypothetical protein JMJ92_12440 [Rhodovulum visakhapatnamense]AB19
MPNEPNIPHKDLVAEIDAFCGKAGMSRSRFGAAAVRDPRFVFDLEAGRECRSKTLNAVRSFMRAHPAPTPTGDAA
>MBL3578957.1 hypothetical protein JMJ92_12445, partial [Rhodovulum visakhapatnamense]AB19
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELF
>MBL3578958.1 transposase family protein [Rhodovulum visakhapatnamense]AB19
MTEAMANARWSIDFVQDQFADGRRFRILNVIGDVTEESPSAVADTSISGQRVARELTALIARRGKPGVIVSDSGTEFTSN
AILERAGKMQVRWHFIAPGKPMQNGNCEAFNGPRRRWRSCTTTCCPSTAPWTCR
>MBL3578959.1 transposase [Rhodovulum visakhapatnamense]AB19
MTRSKFTEEQIIAIMREQEACAKTAEVCRRHGISGATFYARKAKFGGMKPSEAKRLKALEDENAKLERLLAEACSTTRR
>MBL3578960.1 ferredoxin III, nif-specific [Rhodovulum visakhapatnamense]AB19
MPITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARSVLTLKGVTDEDEIVDLDDEEFEDEIERKIMVIADGDDCIGC
GACARVCPSGCQTHAPA
>MBL3578961.1 hypothetical protein JMJ92_12470 [Rhodovulum visakhapatnamense]AB19
MSLEELEAKVRKLSMRATNAKMNLHDLAEELPVDWTRIPEVAAETHQVFKDLEDARNALKAARKAAEEA
>MBL3578962.1 NifX-associated nitrogen fixation protein [Rhodovulum visakhapatnamense]AB19
MSTEADTLPRGGALPTSEYLTQLIAVIRAEDTHGSWDGKPDAEILADFIVTKEERREIPIICDPDPDVLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSKHVRDIHRFGFETFARLAETGEQLTADAADMVARFPEAARA
>MBL3578963.1 nitrogen fixation protein NifX [Rhodovulum visakhapatnamense]AB19
MTDSEIPLKIAIATNDMERLDAHFGSAAKFAVYEVTTASSRLVEVLEFDVVTDQKGGHDNLDDRITPKVEALTGCALLFV
LAIGGPSAAKVVRAGIHPIKRKDPEPIAEVIAQTQTMLKGSPPPFLRKVLGRPQTDFASDYAEDYSE
>MBL3578964.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum visakhapatnamense]AB19
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGPDQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREILARRKDFGDLKVVYASTPDFEGAIEDGWAAAVTAIVEALVPE
RDPAHPETVARQVNVLPSANVTPAEIEEIDRLIRAFDLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDAIPAMAKSAAT
FAIGESMQGAARLLGQRGHMEVQVFPSLTGLRAVDSFVQALMALAGTADAPAAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALTSALAGMGAEAVTVVTTSGANPIVELIPAEEAVLGDLGDLEAGARKGEASLLISHAHGRHAAQALGLPLVR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLAHPHAARPEDFGAAPIDPEFDHDRPQTAPH
>MBL3578965.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum visakhapatnamense]AB19
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLSELDIVLGKGEKKLYAAIREIVEKHNPPAVFVYATCVTSMIGDDIAAVCKAATQAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTIEPEHTTECDINIIGDYNLNGELWQIKPLLDRLGIRILGSLAADARYRQVAVM
HRARVTMLVCSHALIGLARKMEETWGIPFFEGSFYGISDTSEALRTMCRMLVERGAPADLIDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATENDKARVVQIMGDETHMYENMAPKEMYAALKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDDPRPATGLRLAAQADPAPG
PVNDPKEFEDC
>MBL3578966.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum visakhapatnamense]AB19
MTAPGVLPAQQIRHLIETGAIGLSAPLDAGQVQPASLDLRLGARAYRVRASFLAGEGRSVADRIADFQMHEIDLTQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRAGYCGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDEDLRALDAKARLVTGGPAVIDEGLGFSVDLRPAESNLVGYRAKPHSGVVDLDGIGAHDPAEFWEEIRST
SGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSVRPDALYGQGIASNYQGQGLKLSKHFRM
>MBL3578967.1 integration host factor subunit alpha [Rhodovulum visakhapatnamense]AB19
MAGNTLTRMDLTEAVFREVGLSRNESASLVESVLQHMSDALVRGETVKISSFGTFSIRSKAARVGRNPKTGEEVPIHPRR
VLTFRPSHLMKDRVAAGNKG
>MBL3578968.1 ketoacyl-ACP synthase III [Rhodovulum visakhapatnamense]AB19
MGTRAIVRGVGHYLPARVVENAEFEATLDTSDEWIRSRSGIERRHFAAEGETTSQMAIAAARAALDDAGLEADEIDAIVL
ATSTADLTFPSAATMVQAGLGMSRGFAYDVQAVCAGFVFAMANANAMIAAGLARRVLVIGAETFSRIMDWTDRGTCVLFG
DGAGALILEAAEGTGAAENRGILAVDLNSDGRHREILYVDGGVSTGTTGHLVMHGKEVFRHAVEKLADTAHSALDKAGLT
GADVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRREGRIKDGDLVVTEAIGGGLAWGSVV
LRW
>MBL3578969.1 phosphate acyltransferase PlsX [Rhodovulum visakhapatnamense]AB19
MTEEHLQELRAAPRTVISVDAMGGDRGPAAVVAGIALSAAKNPDIRFILHGQRDELEKLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRHGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLDRPRVGLLNVGTEENKGRAELKAAHDLIEAAAEEANYSFVGFVEGGDIPSSKVD
VIVTDGFTGNVALKTGEGTAKLLGDFMREAFTATPLSKVAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGSSD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATGPEALRELAGGRKG
>MBL3578970.1 50S ribosomal protein L32 [Rhodovulum visakhapatnamense]AB19
MAVPQNKVTRSRRNQRRSHDALVPGNPAECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEEDAA
>MBL3578971.1 DUF177 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPKGTVPPLRLDRRAGRDPVAFTLIPEPAERAELAGRLGLSALKKLRFAGQIRPEGARDWRLEAELGATVVQPCVVTLAP
VTTRIDSPVLRLYRADMPSRPEGDEIEMPENDSEEPLPDTLDLARVLEEALALALPLYPRAEGAELGEATFAAPGTAPMQ
DAEVKPFAALARLRDRAEGETGDGPDGETGGSDSGD
>MBL3578972.1 outer membrane protein assembly factor BamE [Rhodovulum visakhapatnamense]AB19
MARPRAVHARLALAAILSAGLVACSPIQRSHGYAPSDEDLAGVTVGVDTRDSVAELVGPPTMGGVMRDDAWYYVQSDWET
VGFREPKETDRQVVAISFDKSGTVENVERFGLEDGRVIALNRRVTESNIKGVSFLRQMLGNIGQFNAEDIIGDR
>MBL3578973.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum visakhapatnamense]AB19
MTQKVSKPDSEWRSELSDLAYRVTRKHATERPFSHDDFPKAPGTYTCVCCGAPLFAQSDKFDSGTGWPSFTRPASPDAVG
ERSDRSLLMKRTEVHCLACAAHLGHVFPDGPAPTGLRYCINGVALDFTPDSSGDGRDTDAD
>MBL3578974.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MLSLRKGRYAARLAETPADILAAQRLRYLAFRATDTHPEGADADCFDAVCRHVLVEETRSGALVCCFRLLPLKGGAEIGQ
SYSAQYYELSALETFDGPMVEMGRFCIHPAWRDPDILRVAWGAMTRFVDEEKVEMLFGCSSFKGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRQPDARRAMLGMPPLLRSYLVMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPARK
RLLRASAG
>MBL3578975.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MARAPLLQLSSISLTFGGGPVFAGLDLVIQEGDRVALVGRNGSGKSTLMKVMAALVEPDSGARVLSPGTSVGYMEQEPDL
SAYATLGDFAAAALAPGEGYRAEMAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLEA
QLAETRSAYVLISHDRAFLRALTRGTLWIDRGEVRRQDRGFADFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEATDISKNFGDRVILKTFSLRVQRGERVALVGPNGVG
KTTLLKMLTGELAPDSGELRLGTNLQMAVFDQNRAALDPDMTLWESLTGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARESNLLVLDEPTNDLDVETLDLLQELVSEFDGTVLLVSHDRDFIDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPGRTAGKPAEKPSAAQAKPEPPRSKKAPGLSYTEKHRFDALPAEIERLEAEIAK
LEELLDDPDLFTREPVKFRKATEALVARQEALSRAEEDWLELAEKAENAG
>MBL3578976.1 hypothetical protein JMJ92_12555 [Rhodovulum visakhapatnamense]AB19
MSPRQTRVTPLGEIVADPARGLFMGNRGCLHDADGRLGRARWRHKAWICCLLQFRGRHRPVMTPGRYTELFFLDEAVALA
AGHRPCAECRRADFRRFAQAFGVGTAGRLDAALHAARLCPASRDQRRHTAPAAALPDGAFVLLEATPHLILGRVALPWQP
SGYGAARPRPVGEVTVLTPAPTVAALAAGYRPVLHPSAAAGPG
>MBL3578977.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MQISETRAIVTGGASGLGAATARALCAAEAAVTILDRDTDRGMELAAEIGAGFQPVDVTDETSVEQAVGEASAQMGGITA
CISCAGIATAERTLGRAGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNTPDDDGCRGVIVNTASVAAYDGQKGQAAYA
ASKGGIAAMTLPLARDLAGLRIRVMAIAPGIFRTPMLEGLGQEVMDGLAADVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMR
>MBL3578978.1 DUF4445 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSREMPRVVFTPSGKRGQVPVGTTVLEAARQLGVDLDSVCGGRGICSKCQILPGRGAFPKHGVTVAEDALSPLNDVERRY
DEKRGLAPGRRLGCQARILADAVIDVPPESQLHRQVVRKAAEVRAVATDPATRLCLVEVAEPDLHAPSGDLQRLNAALAD
QWDLPPAACPLSVLPRLQPALRKGGWTVTLALHRGPSGPEILDIWPGFFEAPLCGLAIDLGSTTIALHLTDLATGDVIAS
AGAMNPQIRFGEDLMSRVSYAMMNPGGAAEMTAAVRATLDGLAAGIATEAGIDPRCIVEVALVGNPVMHHLLLGIDPVEL
GQAPFALATSEAATLPAAALGIGSINPEARAYLLPLIAGHVGADAAAVALSEAPETSDDLTLIVDVGTNAEILLGDRTRV
LACSSPTGPAFEGAQISSGQRAAPGAIERVRIDPETKEPRFRVIGCELWSDDPGFAAALGPAGVTGICGSGIIEAVAEMR
MAGLVDGSGLIGSAAQTGSDRCRPEGRTQSYLLLAGAATGGRDIAVTQGDIRAIQLAKSALYAGARLLMDRRGVDRVDRV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRLIEENVRRIEKVETAIEPRFQDHFVAANA
LPHASDPFPELARIAPLPRVDFNTGGSRGKSEGRRRRRPR
>MBL3578979.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum visakhapatnamense]AB19
MDFAARRSVPDSWIASVFSAQAVAKGGVVRRSRRWVEREIGMERFVAEVQLRGFHLVECGGQLIVICNPHGLRVIC
>MBL3578980.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum visakhapatnamense]AB19
MTRTVLESKSKTVVIGFDDPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPNPNET
EPPLMRRMIELVQGLVDAPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERMDRVLPLVRKYNVPVVAISNDDTGISED
PDVRFEVARKIVQRAADFGIPAHDIVVDPLVMPVGAMASAGQQVFALVRRLRDELGVNTTCGASNISFGLPHRHGINAAF
LPMAIGAGMTSAIMNPVRPVEMEAVRAANLLMNHDANGAEWIRFSRVLDAVAEGASFAEASQAAAAAGGGRRRRRG
>MBL3578981.1 methylenetetrahydrofolate reductase [Rhodovulum visakhapatnamense]AB19
MNRLRERVMALLDFRKSDRVAQGAAGTRAGPLAEFVRGYSIEVMPKTAARIADFRALLPAGTRVYIAHLDGTPIEDMVAT
ARRLTDEGFAPMPHFAARSIPDIATLSDWIARYAGEAGVTRGLILAGGISEPRGDLHSSMQLLETGLFDKAGFTDLHVAG
HPEGSRDIDPDGSDRNMMAALGWKQAFAARTDAQMAIVTQFAFDARPVTAWARRVRAQGVDLPIHIGVAGPAKLQTLVKY
SIACGVGPSLAVLQRRARDVSKLVLPFTPDAFLSDLAAAAARDPDFPIQNVHFFPLGGIATNTRWLAEHGLAPAQDA
>MBL3578982.1 virulence factor [Rhodovulum visakhapatnamense]AB19
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPERFEQAIDRCAMQVGAKDSDAYLAEWRRSEPVACDGDPDALAEAEAARID
TDYDAGRLKDLIAAAGWQRA
>MBL3578983.1 hypothetical protein JMJ92_12595 [Rhodovulum visakhapatnamense]AB19
MKADRAGAIGTVAGLVLALAGGMAPASTLAPDGGRMMVAGAVPGHPLLIVDRTPVRRGYGPADRRAAAEVAIPLGVSVCR
HAAAGVTPACALMMPAALAANAGARDFPPRPTLLARADAGTDTAFWPDPLGSGRRGGGPDGHTALPWAAPSAVSGGTGGR
HRSDPAADGSGESGDGGTGGEDIGGGTGVRPDDPLPVPLMPSAAFLLAAMAGFGAVSRRRS
>MBL3578984.1 Ppx/GppA family phosphatase [Rhodovulum visakhapatnamense]AB19
MAPKRPNGAGAFPKAVETPAPVPPDPAALYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASIA
RTVQALRVCKGKLEKHEVERMRLVATEACRRAVNAREFIKLVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRADRPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLANFSPYAAEQTKAGFQIIGTSGTVTTVAASHLGLRRYDRTKVDGLRMTSGQIDEVIRRYLELGPAGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MBL3578985.1 RlmE family RNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRAKAEGYRGRAAFKILELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKSGKAIGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGRADVVMSDMAAASSGHKQ
TDHLRIIALCEAAAALAFDVLDEGGTFVAKVLAGGAESGLQSLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MBL3578986.1 quinone oxidoreductase [Rhodovulum visakhapatnamense]AB19
MDKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEAVGPGVEGLP
VGQRVAYTTRTGACCTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMTSSFPVREGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVAPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLSDLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVAEGTLTPRVGKTWPLAETAEAHRALESRATTGATV
LLP
>MBL3578987.1 carboxymuconolactone decarboxylase family protein [Rhodovulum visakhapatnamense]AB19
MATVKIWSDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMATESPLDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MBL3578988.1 IclR family transcriptional regulator, partial [Rhodovulum visakhapatnamense]AB19
MTQPRLRGRPRAFHDKTEQNTVRALDRAMGLLAALSETKGLTLSELAALTDQSPATVYRVLITLQGHDIVELEDEAQRWH
VGPGAFRIGSGFLRRTNVAERSRAAMQALMRATGETANLGVEDRDEVLFLTQVETHEAIRAFFPPGTRGPMHTSGIGKAL
LAHLPPVRVAAILKSKGLPGFTPLSITDEAALGEDLARTRARGYAIDDQERADGMRCIAAPIFNAHGEPVAGLSVSGPAF
RIPLEAAARIGTDVRAAADQVTAAIGGTVGFPTAGEKS
>MBL3578989.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MHALNPVFLPGPTNLPESLRRACDIPTMDHRSAAFGPILASAMAGVKQVLHLSEGEVAIFPATGTGGWEAAITNTLRPGD
KVLAARHGMFSRKWIDLCQRHGLDVEIVERPWGEGVPVEAFAAALAADKSHEIRAVLVTHNETATGVTSDVAAVRAVMTA
ARHPALLMVDGVSSIGSIDFRMDAWGVDLAVTGSQKGFMLPAGLAIVGIGPKALAAMETAGLPRCFFDIRDMLGGNYPYT
PPVGLINGLAVSTGLLLEEGMESVRARHHRIAEGVRRAVAAWGLTTCAARPELCSDTVTAIVTPDGVDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMTDLGLPVRLGSGVAAAQEHYRNSKTAPVRAAA
>MBL3578990.1 pyridoxal-phosphate dependent enzyme [Rhodovulum visakhapatnamense]AB19
MKDHGPLYIPTYDDVIRAHERIAPYIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDDERAAKGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECDPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQVRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFRAGHIVADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNREVFAGKRVGVIVTGGNVDLDRLPW
TV
>MBL3578991.1 DSD1 family PLP-dependent enzyme [Rhodovulum visakhapatnamense]AB19
MKDVTEFDGLEVGYDIPALPGMAEAEIQTPCLVLDLDALERNIQKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEAFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPANVAELSEAAERHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYLDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGNRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVVFG
REDVRYVKCSDEHGVIADPEGVLKVGDKLRLVPGHCDPTCNVHDWYVGVRNGTVECLWPVSARGKAY
>MBL3578992.1 ornithine cyclodeaminase family protein [Rhodovulum visakhapatnamense]AB19
MFVVPESEIAGLVSAAQCFEAVEAVFSAMARNEACNFPVIREAIGHADALYGFKSGFDRAGKVLGLKSGGYWPGNAERGL
TNHQSTVVLFDPDTGRPAALVGGNLLTALRTAAASAVSIRHLARSDSRVLGLLGAGHQSAFQMRAAVAERPFEKVVGWNY
HPEMLPRLAETAAGLGLPFEAVSLEDLGAHADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDAAIFARARVF
TDEVAQSVEIGEAQHAVAAGLIGAGDIVQIGEVINGTAPGRQSEDDITLFDGTGVGLQDLAVAARAVAAARAKGVAVEVD
L
>MBL3578993.1 zinc ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MFFPVFLALAAPASAQPPRVVTDIPPVQSLVAAVMGDLGRPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPQLTPW
LDRALKGLGPDAQAVALIEAPGTYRRSYGTPDGHDHDHEGEADAEDQHHGAAAPDADHDADDHAAEEEHHHHEGTDPHAW
LDPENARVWVLRISGALAEADPENTAIYQANARSALDRIATTEAEARQVLAPVGDRPIMVFHDAYGYFAEHFGLSVAGSI
AMGDAADPGAARLTGLRDELRADGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTIA
DCVTGSDG
>MBL3578994.1 transcriptional repressor [Rhodovulum visakhapatnamense]AB19
MRIDAERVFSAHDHAACRRATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLVHRIRRLNAFAACMRPGEPHRPAFLICDTCQAVAEAPGTGVADAMLAAAGAVGFEIERMSLEAVGRCPACREA
RA
>MBL3578995.1 metal ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTLVAARGLTVRYGGVAALTGVDFEIGPGEIVTLVGPNGSGKSTLLRAVLGAVRPTAGAVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPNRHGAAEVAAMLDRVGAAGLETRQLTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIVDLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPYVVTAAPEYRALFGHGTHGTMALYQHEHDHAHDGCGH
DAAAGAEAHPHAHGAKPEAADA
>MBL3578996.1 metal ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MLDDFLVRAALAGIAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSLSIFAGTLGAALAMALAVTSLSGRRL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRTDLAVIWAGALAVVALIGWRWRALLTVTVSEELAAA
SGIDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWARTPEAMALIASGIGAAAALAGLWGSYQFDTPAG
PSIVVAASCAFALSLAAPRRG
>MBL3578997.1 SLAC1 anion channel family protein [Rhodovulum visakhapatnamense]AB19
MSTTAETQPGSHESRLAHFPVTFFATVMGMMGLTLAWHAGEQALGLGLPVSHYLLFASSALLAAVAALYATKLLTRFPMA
AAEWHHPVRLAFFPTASISLILLSVALLGQYPALAEPVWIAGTALQGLLSLLVIAGWIGHRPFQPIHLNAAWFIPPVGNI
LVPIAGVPLGHPDISWLFFSGGALFWIVLLTMVMNRLTFHDPLPSRLQPTLVILIAPPAVGFISWMRLNGGLDSLAMFFL
NAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYATTTGSAVHLWLGGGLLAFLSVVIAGLVGRTLLAIAR
NEICQPE
>MBL3578998.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum visakhapatnamense]AB19
MWYFAWILGLPLAALFAVVNAMWLELNADRTMMDGKPRHDR
>MBL3578999.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum visakhapatnamense]AB19
MILHEFVDFEILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYIAMFLILAALILRPVGFKYRSKREDERWRAAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTEDLMS
IYEGSFFGLLNPYAILAGLVSVSMLVMHGAAWLQLKTEGMVADRARTFGAWAAIATILTYALAGLWLAGGIDAYSFAGAV
ATDGPSNPLMNEVVRGGSWMAAYEARPWIVVAPALGILGAALAFLGFRTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSIDPNSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDKSDSVY
>MBL3579000.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum visakhapatnamense]AB19
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSIIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWDKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFEVMFNEVAQAKFVHTVSAGYVTASVFVLGVSAWYLLKGRHVELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHEAPAPFNLFGIPDQADRETKYAIEVPVVMGLIGSRSLTEELPGINQLVDEAEVRIR
NGLIAYDALMQIRAERGAAAPELTAQFEQHSADLGFAFLLKRYLDDPRLATDDQIAMAAQDTVPGVLPLFWAFRVMVILG
FGFIALMLFFFIRANFYGMRFPRWALRTAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSQLSVAQVAFTLAG
FITFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGFEPAE
>MBL3579001.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRDILQILRLTWRAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSASVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVTLYVAAFPLLWWL
TDLTLALWILASFTLGCGMVLVWAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRENL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRGLADLGRMLDAARRVTRL
LPDEAAVGVPARPASASAPEAASPALEMTDIAYRHPGAEAPVLQGFSLTLAPGACVALTGASGSGKSTVLALAAGLIQPE
AGTIRLAGRPIDELSETRLRAEMTYLPQRSMLLGQSFFDMLALADPDLDEREALDLLEAVALSATVAARGGLHAALKENG
AGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPETAILTASHRKAERDWADRLIAMT
>MBL3579002.1 thiol reductant ABC exporter subunit CydD [Rhodovulum visakhapatnamense]AB19
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPETAWGPTWAFALVFVAVGVGRAMLDHQAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALTPFLTRYAPAKRRSTFVPLVILGVTFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVDSFRSAADRLRRRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELTFGAWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEAQEETTF
LGLGASARPLETADALSVRGLAYRPPGGRLIRFPDFDLGVGETLAITGPSGIGKSSLLRLIAGMAIPAEGEIRIGDTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGHELPLDTALELAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAAGGVALIVATHDPALAARMDRQIAIRPEHAA
>MBL3579003.1 Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIASACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGVTLADLVAGNRDLEEALALAS
>MBL3579004.1 glycerate kinase [Rhodovulum visakhapatnamense]AB19
MTVSLSVDPTEPSGFLRALFDLAVAAADPMRIVPPALPPRPAGRVVVVGAGKASARMAEAVEAAWGPCEGLVITRYGHGR
PCAGVEIVEAAHPVPDAAGEVATRRVMRLLDGLGEEDLVLALISGGGSALLVQPAGQITLEEKRLVTSGLLASGAPIGEI
NGIRKEISAVKGGRLAAAAFPARVLGLLISDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQSFLEAGGDP
VRPDDPRLGRVENLVIAAPARSLEAAAEAARDAGSAVEILGDALEGEARDLAETHAALALARQAAMAPGDPPLLLLSGGE
CTVTRRGDGVGGPNAEYALALAVALGGAPGIDAIACDTDGVDGAAEVAGAVIGPDTLAEAAVLGLDPAAALAANDSHGFF
AALGAQVAPGPTLTNVNDFRAILIRPKP
>MBL3579005.1 sugar phosphorylase [Rhodovulum visakhapatnamense]AB19
MTDTTQTLRIKLAGLVGRIYPDQDRELLIDRIVEAFWPEGARPRRRARMPSNRLWSSEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLEGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIQRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVDNGVRIVRLDA
VAFLWKEPGTPSIHMPQTHAIVQLMRVLCDFAVEPVVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLILHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAIRSFGGEVSMRTTLGGGEAAYELNITWFEAM
KGTFAGEDQWQVDRFLCSQTIVMALEGIPAFYVHSLLATPNDHAGVEKTGVKRAINRHRWDYPALLALLDDPSSLQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLDHRLFGLWRQSLERDQSVFALHNVSAEDLSVSPMAINLIGGEDWVDLLSGERI
SPTGTEIPFAPYQCRWISNRDGAGPGAG
>MBL3579006.1 NUDIX hydrolase [Rhodovulum visakhapatnamense]AB19
MSAEGQRPLVAVLAVVIRAGQVLLVRRANPPDAGFWGFPGGKVEFAEPLLAAAARELFEETGIRAEPQAVLTALDALDRG
PDGQVLGHFVLVAVRCLWQSGAPVAADDALEARWVALDELEALAPQSADVTRVARLAAG
>MBL3579007.1 glycosyl transferase [Rhodovulum visakhapatnamense]AB19
MADFHQNGNVATLHNLRSAPAELLVHELTTFAQTRKISLILPSLFSELEGDALPKILDELAEVPFLHRIVIGLDQADEAQ
FAHALRFFGRLPQNHVVIWQDSPRMQAIHARLDVHNLTPGDPGKGRNVWFCMGYLMACKDSAVMALHDCDIVTYTREMLA
RLVYPVANPNFPYQLAKGFYPRIGEGKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTAPLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSPEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIEMFAQNITEAGRVFLDNPAETPFIPTWNRVHSADPTLMDDMLAAVAA
DAADFGPSGD
>MBL3579008.1 HAD-IIB family hydrolase [Rhodovulum visakhapatnamense]AB19
MPMPRPVLLIFTDLDGTLLDHETYSHEAAAPALEALRGAGVPVILASSKTAAEIAPLRTELGLSAHPAIVENGAGILEPG
AEAPRTGGRYRALRTALDQVPAPLRQRFRGFGDGGADWIADATGLAPGAAALAAQRLYSEPGIWSGSETEKTEFLAALRA
QGVSGREGGRFLTLSFGASKAGQMAEIAARYSTPYVVALGDAPNDREMLEQADQGFIIANPHRAPMPPLDGEETGRIQRI
AAAGPKGWNQAVLQVIADFGI
>MBL3579009.1 phosphoadenylyl-sulfate reductase [Rhodovulum visakhapatnamense]AB19
MSDPVSYAKRASENAWPPGGADRLLEALQADHMPDLGHVDMVGLLLDPRLGKRALVSSFGTESAVLLHYVTRIFPRIPVL
FIETGRHFAETLAYRDQLARRLDLNLVDVRPDPATVAAEDPHHRLAHEDPNMCCLLRKTFPLADALDGFDTWISGRKRFQ
ASTRAALPAIERDGAHLKVNPLVFWTQADIAAYFTAHRLPRHPLEAAGFRSIGCEPCTRAVRPDEDARAGRWADNPEKTE
CGIHLGPDGRFVRRRPV
>MBL3579010.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTLLQLEGVTAFYGPAQALFGVDFCLAEGEVVALMGRNGMGKSTTIRSICRLSPHRGGSIRFAGQDLAGMPAHRAARLGL
GLVPEGRRVFRGLSVEENLIAAARPGIWDLARVAGLFPRLAERRRQEAGSLSGGEQQMLAIGRALMTNPRLLLLDEATEG
LAPLIRAEIWAAIRQLKAETGLAILVVDKSLTELVRIADRAVILEKGASVWTGPADGLTPALVDRYLGV
>MBL3579011.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTEPVLDVQDLHLAFGALKATDGVSLTLRRGEIHALIGPNGAGKSTLIGLIAGTLRPDAGQVRLNGRDVTGLDASARARA
GLARTFQVTTLAPELTVLQNAMLAVAGASGAPYRFLRPALSDPALVERASGYVARVGLAGRRAVRAGDLAHGERRRLDLA
MALALAPRAFVLDEPMAGMGPDGAREMTALLDLLKREAPILLVEHDMDAVFRLADRISVLVSGRIIASGPVEAVRADKEV
QRAYLGEERLT
>MBL3579012.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRREPLLNALILLALLAVPLAAQALDEPFLVTLATKAAILALAGVGLNLALGLGGMVSLGHAAFFGIGGYAMAVLAAPVQ
AYEPLMTWPMDLPGTKSMPAIWLAAMAAGALAALVIGALSLRTGGVYFIMITLAFAQMLYYFAVSWPAYGGEDGISIYIR
NGFPGLDTLDPLQFFGLCLGVLLLALGAMHLIARSRFGLALDGARQNPERVAALGLRPARLKLIAFVVSGAVTALAGALF
ADLNRFVSPSMLHWQTSGEIMVFVILGGAGRLFGPVAGAAIFVLLEHLLGGVSDYWKLFLGLALLGIVLFARGGLIGALA
GRAVAHD
>MBL3579013.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSAMLLIEQALNGLQYGIMLFLMAAGLTLVFGVMGLINLAHGSLYMLGAFACAAVAAATGSFWLGLAASLAAAAAAGALI
ELSVIRRLYARDHLDQVLATFALILILSEGTRWLFGSFPLYLDIPAALSGPVRLPGGIDYPLYRLALIGFGLAVAAGLFM
LIGRTRLGIRIRAGEADREMIAALGVDISRLYTLVFALGAALAGLAGALVGALQSVQVGMGEPVLILAFVVIVIGGIGSI
RGALFGALLVGMTDTLGRALLPVAFATVLPPAEAGSVGAALASMLIYILMAGVLVIRPGGLFGRA
>MBL3579014.1 penicillin-binding protein activator [Rhodovulum visakhapatnamense]AB19
MAFKATLLAAGAALALAGSAAADPVKVGMITTLSGGGASLGIDTRDGFMLAVEAAANPELTVVIEDDQQKPEIAVQLADK
LIQSDKVDVLTGIVWSNLAMAVVPAATAQGKTYLSTNAAPSQLAGKGCNPGYFSVSYQNDNLHEAAGAYAATAGIKRAFI
MAPNYPAGKDSLSGFKRFYEGEVVSEVYTQLGQTDYAGEIAQIRASGADGVFIFLPGGMGISFVKQYADSGVGLPLIGPA
FSFDQSILQAMGDAAVGVLNGANWSPDLDTAANATFVESFRAAYGRLPSVYAAYGYDTANLLLSAMAKAPVSETEAFRAA
LKEADFASVRGKFSFAPSNHPIQDLYVREVVKEGDIYTNKIVGTAMTDRGNPYEDACKM
>MBL3579015.1 hypothetical protein JMJ92_12755 [Rhodovulum visakhapatnamense]AB19
MPRGPALVVSFDNLELALEKREGRRPRGFDVIARNGWSMLGVMTVGWTWFRAPAVAGEFGRLATSGFFARLERVVFCGAS
MGGYGAAAYSAAVPGATVVAISPQSTLDPRLVPWETRYGRVARTRNFTGRYGHAAEASRAAAAGTAPPRVAIRRLPQDAG
PA
>MBL3579016.1 hypothetical protein JMJ92_12760, partial [Rhodovulum visakhapatnamense]AB19
MPHPAQVGQPARAVADVGDQRSARRDPPAEQPVIGRNRVVIAAGEQTDRCVGREVRQIVMAGGEGRDHRFGHAIGDKEGA
GAGRIGKARAGILQAEMAGLGRFDVDQVKRAAEA
>MBL3579017.1 hypothetical protein JMJ92_12765, partial [Rhodovulum visakhapatnamense]AB19
MKPDFALTLSEDGIGLQHRAKGGWRSLGEVSLHDPGLAETLRLLRATAGNLADGRPLVKLVLPDSQVLYTTLALEGDSRA
EKRASLLRGLDGLTPYAVTDLIFDWQETAGSARLAVVARETLAEAEAFARAHQFDPVCFVARPPASKFEGEAFFGPTAAA
ASLLAGGERAEPERAPQKAPKAETAPRRKAPPPVEAEKPR
>MBL3579018.1 SIMPL domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRLAPLALLVAVLAVPVASAAAPELRVTGTGTATAAPDMATIRLGVSHEARTASEAMDRVSADLTDVLSELRAAGLEDRD
IQTSGLSLSPVWTDYSSGSDRKITGYSASNGVTVRVRALDGLGPLLDTVIGQGANTLDSLSFGLQEPGPVLDEARRAAVA
EAMRKARLFAEASGQGLGPLVSLSEEGAEAPVPMKMAARALGESMPMAAGELELDATVTMVFELTDAE
>MBL3579019.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum visakhapatnamense]AB19
MSQERPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAAHAAALFGLKEVGFIYSRLTNPTVQVLAERVAALEGGA
GAVCCSSGHAAQIMALFPLMGPGRNVVASTRLYGGTVTQFSQTIKRFGWSAKFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAVAKVADAAGVPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SQPEPAYHGLKFHETFGPAAFTFHSIAIGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAVKVAGWLENHPKVARVT
YAGLPSSPYAQRAKRICPKGTGGLFTFALKDGYDACVRFVDAVRLFSHVANLGDTRSLVIHSASTTHAQLTEEQQIAAGA
NPDVVRVSIGIEDADDLIADLDQALAQI
>MBL3579020.1 hypothetical protein JMJ92_12780 [Rhodovulum visakhapatnamense]AB19
MPKPLAQVALGRTQHACGATGAPTSDSLQRQRRQGRVALPRREMGAAAANTR
>MBL3579021.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum visakhapatnamense]AB19
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDQADYDSVVERMRLEDGTLWPMP
ITLDVSTEFADKIEIGQDIALRDQEGVILGTMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHTAGRIYLGGPVTGIQ
PPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRQHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEEGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELRVDTTGIDVDNCAQQVILKL
EQMGLIAGR
>MBL3579022.1 RES family NAD+ phosphorylase [Rhodovulum visakhapatnamense]AB19
MIAFKGIVWRILPAERAAAPCAPVQNPEGRFHHSGQAVLYASLTPEGAGVAIARYLGPGAAARMIQPLSVSAERLVDLRA
LPDPTRASVVWQDIRALGSPSPTWAFSDAARARNAQGMLYPSRSRPELTHLVLFDPAPPLVAPAGEARPWPERMPELSTE
P
>MBL3579023.1 thioredoxin-disulfide reductase [Rhodovulum visakhapatnamense]AB19
MAPFINVRASERYLQVTKQRHVRVLIIGSGPAGYTAAVYASRAMLDPVLIQGIQPGGQLTITTEVENWPGETEIQGPDLM
VKMEAHARAMGAEIVSDYISRLDLSKRPFTAFADSGTTYTCDAVILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTNFASKVTLIHRRDSLRAEKVLQKRLFNNPKVEVLWDHNLDEVLGSETPLGVEGIRVRHV
ETGETREIACKGVFIAIGHAPASELVKDQLETHMGGYVVTRPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEA
ERFLAEAGLDEGKDMTLPLGHGAEVPQEA
>MBL3579024.1 hypothetical protein JMJ92_12800 [Rhodovulum visakhapatnamense]AB19
MDRVIMAIALALAAAPAARAQDAAGGDTGDTAQQTVSVTMPEHCAVLDSSRIISVVVCDGPRDEATFAEAGRAACGARRP
CGAWIWPSRDVAPATAPANHDGLTQAEVVSSQGVWVAERELFVRIERAE
>MBL3579025.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSTKSALKGATTAICILFGAGASSAAVIDLGFVLDGSGSVSSSDFSSAASALSAALSQIPTSGENQYRVAVTSYGYGSYT
AVPPTIVTASNIGSIQAQVLTAYKDSGGTDTAGAITYITNLFTNDGGLGATSLINITTDGSPNSQSATEAAALAANVAGI
DGISFEAVGSGVSSSSAQGDMARIAGLGTSGDADAGVIATDLDNLPNATTTGFVIPVANFTAYGAAIEAKIGQVIDDTGG
NTGVVPLPAAMPMLLAGLGAFGFLRRRGAAA
>MBL3579026.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSTFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFDVLEA
RLSKSA
>MBL3579027.1 Hint domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGTHYGGTSSFVPPQALAASFAAAPQPAMRRYEVRGMTPDGTPQDFARAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LAPGMTVETAGAGPQPLLWVGSTVLAPPTDRRGEIPVLTRITADSLGLGRPMPDLVLGPRARMLVRHPGCRALTGAEAAF
APATGFVDGMALIALRVVRPTRVFHLALSGQQVLLANGVEVESYHPGENASLLIDNGNRMRFLSLFPHVSGFSGFGAMPV
PRLNAFELDGLNAA
>MBL3579028.1 hypothetical protein JMJ92_12820 [Rhodovulum visakhapatnamense]AB19
MCPGLPPASRPQHGARIAPAALAAAVVLTLADPQPASAGAWLKEKGAGLLSFSYEADRDRTYGSQWGYGSLYGEYGLTPK
LTLGLDAGQGDDADDWKAILFLRFRSGIGWLPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTTADGSGWINLDART
DTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDTATEPRTVKLSPAVSRRIGKGTWLRLGGIVGIHNDPSVGVVIGSR
IEF
>MBL3579029.1 ParA family protein [Rhodovulum visakhapatnamense]AB19
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGMAVALIDTDPQGSLGRWFMARLEGREAPDMEFSTASAWGVGYETAKLA
RAHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKANTRLAAEVAETAGGM
DAGLAAVRLANRVTYAETLGRGLGVQEAARKGPASDEIEALALEVLAALAD
>MBL3579030.1 DUF427 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVLLPEDVRAYPRPPALEPVGETLEVVFGGALVARTRRGLRVLESHHAPTYYFPPEDVAPGVLRPGAGRSFCEWKGRAAY
FDLTAGGSTAPGAAWSYPDPTPAFAALRDHVAFYAGRVEACRVGGVVATPQPGGFYGGWVTPNLSGIVKGGPGTEGW
>MBL3579031.1 YdcF family protein [Rhodovulum visakhapatnamense]AB19
MTRAFLVLGAAMRAPGQPGPALIRRAEHAAALWRAAPEALILASGAGGEAEAIVAICRAAGVPPDRLICESRARTTAENL
AFCRPILAARGIARVTLVTDGYHAPRALFLARRAGIEAEADSPARPAGPPGRHAMRLLREAAAVAKALALSATRRP
>MBL3579032.1 hypothetical protein JMJ92_12840 [Rhodovulum visakhapatnamense]AB19
MTPVLPAAAAALALCLSPGATWAQDLLEEYVAIIGPQDLYNSKGARLTAPWQVLRQDRANFHRFGRRDPGDRGDRFFASA
ENRGAMEQMVMRGSIDPAAARDLMAGGATVVVRIWGQNGRGDRVTVGVSR
>MBL3579033.1 antibiotic biosynthesis monooxygenase [Rhodovulum visakhapatnamense]AB19
MPQITPQADLQTIITTFDVTPGTCQDLLDELQAALAEFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSAEM
RVRTRRFADLCKSFEPVMYEVAASYD
>MBL3579034.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MYANILVPVAVDHAPDLADVLEIARRLRATDGTITVLTVAEAIPPYMAQYLPEGQEEETRAAIRTELTGALAGVGDVEIR
VVTGHAGMTIVDYAERHGVDCIVMHSHRPELKDYFLGSTAARVVRHAHCAVHVVR
>MBL3579035.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MHVTQPAVSRLIRDLEDTIGLSLFQRRGARLDPTPEATLLYREVERLYLGLDQIAQAAEDIRDHKNVVIRIGTVTSLVRP
YLQRAIREVIGDRRDVPLVIDVENSRHIWDMVENAQYDIGFVYRRQRMDPRAQRLRQMTAVAAVPPGHPLAGRAVCVPDD
LAGERLLIPGRNSPVRLALDTALAQATAAPASLVESSMLNCCHFAADGMGIAIVDEISIRAAGVALVGIPFLPEIGVGYY
AIRPPGAHRIAILDAIVRHVQGQLAAPAND
>MBL3579036.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKRVASAAILAACATLAPSLVSAQALTIGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWRVIDD
TTWEFSLREGVTFHDGSAFTAEDVVASLNRVPMASRNSPSSFMPYVKAITSVAAVDPLTVRITTAEPTPLLPNDLSRIAM
LPAEDAEVTTEEMNAGKGVIGTGPFKFVSWVPDSEVKVARNDAYWAGPAAWEDVTFKIFKNNSARVAAMLSGDVDMLESI
PTADTRRLKTSDDLRVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDERVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIAVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPEFDATLQQARQTLDDDARRELLQKATRIAMTDL
GVIPVFYLANTWALENGLSYPGRSDGYTLAYEVRPE
>MBL3579037.1 dihydrodipicolinate synthase family protein [Rhodovulum visakhapatnamense]AB19
MSADAGRAFRGVFPYLVSPLDASGGIREDVLAALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVATATIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILEAYFPVGEAGVEAYFTAIAEAAGGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMLIGGVGWMAGPACIVPEQSIALYDAARAGDWARAMEV
QRSLWRINELFARHSLAACIKAALQLQGFDVGDPVAPQAPLDAAARDDLAEALGAIGAL
>MBL3579038.1 nucleoside hydrolase [Rhodovulum visakhapatnamense]AB19
MTASLPVIFDCDPGIDDSIALLGAFVAPELDIRAILTVCGNQPLERTLRNALQICELAGRDGIPVHPGAPRPLCREPIHG
LFHGETGLGAARLPEPQKRPEPTGAVEALIDHLGRAVREEGPKITLCCLGPLTNLALALRIAPDIAGGIERVVMMGGAFH
APGNRSLTSEFNMLADPHAAAVVFAAGLPMTVLGLDATHQVILRPEHVARFVGASGRISAAMAGLMASWDRNDPKRYGTR
GGPLHDPLVTAFLLRPDLFETRPARIFVETESPLCLGQTVADWYGQSGAPANADIVLKVDAEGVIDLYLGLLTQYEMRGA
A
>MBL3579039.1 nucleoside hydrolase [Rhodovulum visakhapatnamense]AB19
MSPTRIIIDCDPGVDDAAAILMALGSPELDVLGVTTVAGNVTLSATLTNACRIVGLARRPDVPVMAGARAPLLRDQIFGK
YAEIGAFPAHLVGMGRVEPAAENAVRFIARMARAAARTQSPLTICAIGPLTNIALALRLHPEVARGIRRIVCMGGTFQAP
GHASRWAEFNMLADPHAAAIVFDSGVPLVLFPLDVTTKALFTERHVAAFRASGSEGGRALANLLTEYDRSDPARYGRLGG
PLHDAMTVAWLLRPGLFTGRPARVEVQLTGPANGQTFADFAAPSPRVAVMTGVDEPGYIALVSERIAAAGRAGHRGPGAG
TQKGKAE
>MBL3579040.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYGIFLRNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALALGLPLGVYAGLRPNGGLAKAIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHIALPAFNLALFKISLVIRITRAGVLETLQLDFVRFARAKGLPEARIVLVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSVINLAVDILYSIVDPRVRL
EGN
>MBL3579041.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MAAPSETARSVHADAAAASASVSPFRQTLGKLLRDPLALIGLLVVTLLVIGAVFAPLIAPQDPYDLAQLDIMDGRLAPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSLLVGIASAAIALAIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTVRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLPPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGYEYLLSGDYWISFYPGLALLVLIVSINLIGDSLRDILNPRREG
>MBL3579042.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MADPVLSVQDLTTSFRVDGQWRSVVRNASFDIGPKETVAVVGESGSGKSVTAMSIMRLLPPGNARSAGRIAFEGEDLLAG
PLDRMQAIRGNRIGMIFQEPMTSLNPVLKIGSQITEVLRQHRGLDGAEAEAEAVRLLDRVRIPSARQRLGEYPMNFSGGM
RQRVVIAIALACSPKLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFREARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADAPPVLKVENLVMRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEEPSGGTVGMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMIVHGLVSHREAPARVADLLERVGLSGEMMQRFPHELSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFETPRHPYTRKLIAAVPVADP
SRRRRRVVAGDEIRSPYRPADYVAPKRLYREVGEGHFVQIHESEAAA
>MBL3579043.1 ribokinase [Rhodovulum visakhapatnamense]AB19
MIVTFGSLNADLIFSVETLPQPGQTLMAQGFTTEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLAGRVDLTR
VARLEAPTGCAAIHRDPEGRNEIVVAGGANLAASSGSVEDALLDRASVLLVQMENDPAEIARLIRRCRPARALSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPDPRSLADATGAGILRTLGGEGAELCWQGQEIAIPAVPCTPKDTTAAG
DCFVGVFAASLDRGETPGAALRRAAAAAAIACTRIGSQSSLPEARDTDALLGH
>MBL3579044.1 DUF1489 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAGGHVNLVKLCVGADRVEDLIDWQTARRAALPDGLPRHVTRMWPKRAADLLDGGSLYWVFKGAILARQRVLRLDEVIGE
DGIARCAIVLDPEVIRTEAVPRRPFQGWRYLEAGDAPRDLPATRPDEDDLPPQLMAALAEIGVR
>MBL3579045.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum visakhapatnamense]AB19
MSRFAAPIAEQIWDMKYRLKDAEGAPADGTVEDTWRRIARALAQAEADPAKWEEVFFGALEDFKFLPAGRITAGAGTGRA
VTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAGSR
RGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVTDAFMEAVKAGGTWELQFDGKVYHTVEARDLWNKIMRATYDYA
EPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVAEPFEAGAALDEAALETLVATAVQMMDNVV
DISRFALDAQRHEAQAKRRIGLGVTGLADALLMVGLRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAEKY
LESGALAHMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQLWR
DKFGQADLPDYFVNAQTLSPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTGSV
LTVSESSDETPEAETGADVVYLSDPLDRPHALEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAWTV
ALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVAIGFIEAEGKGLKADPKYQAMAVG
DTARGPACPSCGTFGMHMVEGCMTCVSCGYSKCG
>MBL3579046.1 hypothetical protein JMJ92_12910 [Rhodovulum visakhapatnamense]AB19
MTKIKFIDARFADPDEDEFALKRRFEWHLRKLRALRDGVSPKVPGDFEDELRWNEDLIAVHLSEKDRTKVLRRARRVMRA
RAKVGEEPGAALHAVRPRQSLPRAPEADGMRRSPSSDVAFAAQGRQTRRKCPSCGGVASFRTQALANRRSRGGRSDVPRS
C
>MBL3579047.1 transposase, partial [Rhodovulum visakhapatnamense]AB19
FNKLKNARRVATRYDKTAESFLGFIDITSIRLWVRHLST
>MBL3579048.1 DNA/RNA nuclease SfsA, partial [Rhodovulum visakhapatnamense]AB19
MRFQRPLVPGRLIRRCKRFLADVRLEDGAEVTAHCPNSGAMLGLTDPGLRVWLEPNDDPRRKLGFSWRLAELPGGHWAGV
DAGFANRVVAEALAEGRVPALPGHGRVRPEVRYAARSRVDFLLSAAGQPDTYLEVKNVHLRREGDRAEFPDCVTARGARH
MRDLARMVAAGHRAAVLFLVQRTDCARFGQ
>MBL3579049.1 competence/damage-inducible protein A [Rhodovulum visakhapatnamense]AB19
MTNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRMAEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGVGIDVREDARALLAEYCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVIGNVHVMAGVPSVFQAMVA
SVLPTLAGGDPLMSQTLCVERPEGDIAGELRGLAARFGDLSIGSYPFSRDGVYGTNIVIRGTDGARIDAAMAALCALFPE
AMA
>MBL3579050.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MSLARLFAGQETTWPPAARHIAGPWCLRDGQGGGKRVAAATLEGAFDPAAIPEAEAGMRALGQDPLFMVRPDETALDADL
AARGYVVVDPVTILSGAVADLAAEPPPPVSAFTLWEPLAIMDELWAENGIGPARRAVMARVQGPKTAVLGRRKDRAAGVA
FAALCRDMAFVHAVAVSPDHRRQGTAVNMMRAAAQWAQDQGATSLNVLVTDHNHAARALYASLNMRDVGHYHYRMIAPQK
A
>MBL3579051.1 peroxidase-related enzyme [Rhodovulum visakhapatnamense]AB19
MVDPLPAETQRYFDLCADRLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGQSGLSKLDREMIAVVVSSINRCWYCQVAHG
AAVRELSGDPALGEALVMNYRVAALSPRQRAMLDFAAKLTEASHRIEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPAYHGAHR
>MBL3579052.1 OmpA family protein [Rhodovulum visakhapatnamense]AB19
MTPRPILTLVLALWPALGLAELPEPPEAAAVAADETEADSSLRLPTAPYDGQTVPTLRAEGAIRRLVWQAPLDGQGTLQV
IDGLKAQLIAGGYRIAFQCAAKGCGGFDFRFATDTLPEPAMHVDLGDFRYLLAEKVRPDGTDYVSLMVSRSEERAFVQVT
RVGRPEAPAPVQSTKSPDPATLPLIDAPAKPATETAEGTLADRLDRDGRAVLAGVDFVTGASKLDGGPFPALDTLADYLR
ARPGARIVLVGHTDTEGGLAGNIALSKKRAEAVRSYLVATLGVPADRVAAEGVGFLAPLASNATDSGRTENRRVEAVLDT
AE
>MBL3579053.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDRLTEMEAFATVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQQYPDITINMVLNNRFVELISEGFDMAIRVGELEDSTLRARKLAD
TTKRMIGSPAYFQKFGRPQKIDDLNEHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAIAGLGIAYL
PSFLFKEAKEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLITHFDGDDIMI
>MBL3579054.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDYPHLLAPLDLGFARLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSAGD
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDEAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDGWGGSYENRMRLPLEVVARVRATVGADFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATILNTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPEIAEGLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYETAATPRRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAASLGGQLNMARRIPGKEEFDGLVDWFATMVAREGIALKLGAEARVEDLLSYDAVVLATGVLPRDPGIAGQDLPH
VISYVDLLAGGAEAGPRVAVVGAGGIGFDVAEYLVTGDSPTRDPALWRAEWGVADPARHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGKRLGKTTGWIHRAALQMKGVTMLSGVTYDRITPEGIEISLGPDRRLIAADTVVLCAGQEPERSLAADLEAAG
IAHHVIGGADVAAELDAKRAIDQGARLAATL
>MBL3579055.1 hypothetical protein JMJ92_12955 [Rhodovulum visakhapatnamense]AB19
MRPADLPRLSGERLQAGLWEAVLDLPTGAPPPGIEALYGDRTLPGVTACPDPDRPGRHRLSVPIPADLLSDGVQNVLIRD
RSTGTTLAHVSILAGAVLERDVRAELDLLKRAFRDHCREIPVFQRLSQRSGS
>MBL3579056.1 hypothetical protein JMJ92_12960 [Rhodovulum visakhapatnamense]AB19
MPKRDSLTDRLLFRPALAAWSRAGDAADHLDAPDLAALRGRAWRLRHRLDRVIHTADARLAALHARAGAPRLPLGSDWGF
RPAPFSGPIDPRGLTGIGSGTRLGPRLTLFHDAARAEIALRQIANTGPKDSAPYGLSLEVFGFDGGFLSMVFDLPSRAVE
GLRRRHLIRLEAALEVEAPVDIFARLNIRHGPNLTQVVRALPPGDPRIALDFDLAASDLNDRRAERMWMDLILDGPGMNR
ILLSDLVLSRRPRAEA
>MBL3579057.1 hypothetical protein JMJ92_12965 [Rhodovulum visakhapatnamense]AB19
MPGPEPTTEDPMRRQSPALPRPPRRAIALTAAVLLVLGGCVPGGDGVQRVTVAGDRVAVVAPYGFCVDEGASQDGEDGAF
VLLASCAALVRAPGASVPAEDAILTVSVAASPGPGGSPEDRALVLSRYFQSDLGRAALARSGEPDDVEVLDTETEEGLFL
VKSIDRGPGLAEGLRPDAWRAIFEANGRIVTAAATGFVAHPLSDPAARSLLRDLARRSLAATEALPDPALTASP
>MBL3579058.1 CPBP family intramembrane metalloprotease [Rhodovulum visakhapatnamense]AB19
MRYDPHETLVSTARARPELWRTGAGLAVVAAVQIGLVYCVFGAVAALRGPGIAEAAFRGVFVTSQTATDTLWLLASFLCL
ICGVGVAAQLLQGRSLGDLTGAPGPAIRQFARALRALALLYLLIWVALPSGSEPVPHRATDTWLALLPLALPALLIQTFA
EELLFRGYLQQQLAARFKSPLLWIGLPALMFAAAHYSPEAAGANALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAILIVALPGPVSGLALYTYGFGADDPALLPLVAVDFAVLGVSWLAARVALRV
>MBL3579059.1 CPBP family intramembrane metalloprotease [Rhodovulum visakhapatnamense]AB19
MRSPLFEAYIEPARLYPELWRLIVGALVILLIYVGVFSTMLVAAYPVLGPLNYFGWIMGLSAPATPTQTLFVLASFLGLG
LGVLIATPALHYREPGSLFGPLRDWARGFFGALKVLVPAYAALFALSWWTMPLEANLDPGTWARVLPLALVLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFAALHYNPAAGMNNVIALVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSLKGTITGLALFVTPFDVTDTANAPLAMAIDLIAILLLWRLLRALI
>MBL3579060.1 acetyl-CoA carboxylase carboxyltransferase subunit beta [Rhodovulum visakhapatnamense]AB19
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFITLFDGGIFTEVEVPVP
LPDPLQFRDQKRYPDRMRTAQRTTGEKEAMLVAEGEIGRTPVVAAAQDFSFMGGSMGMYVGNAIVAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVQIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARGDDDGSETPSDPPHALPA
QPDAEPPAGGAKA
>MBL3579061.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum visakhapatnamense]AB19
MSTTPSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTVAMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAVVLDECERANGGAPITYFEITTCAALLAFAREAADYCLLEVGLGGRLDATNVIAAPRLTV
IAPVSIDHQQYLGETLPEIAAEKAGILKRGVPCVVGPQDEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLIFQDERG
LLDLPMPRLIGAHQVMNAGAALAALRTLGQDEAACEAAVTRAEWPARLQRLRHGPLVEAAGRAELWLDGGHNPAAGIALA
EAVTRLSPRPLHLVCGMLNTKDVAGFLKPLAAVAGSLTAVSIPGETATLPAGATRAAAEAAGIRAETAADVADAVARIAA
AAPDARILICGSLYLAGRVLRENG
>MBL3579062.1 AFG1 family ATPase [Rhodovulum visakhapatnamense]AB19
MSETLKDLYDARAAEGHLRPDPAQIAALAPLDRIRHALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
GAVAIEGKRRVHFHAFMQEVHRGLHAARATGADDALRPVAAGIADGLKLLCFDEMQIVDITDAMIVGRLFELLFAAGVTV
VTTSNRVPGDLYKDGLQRERFVPFIRMLEDRLEVMELGSATDYRQNRLTGEEVYFTPSDRAARARMAAIWEHFTQGEGRP
LVLRVQGRQVELPMFHNGVARATFWDLCAKPLGPADYLAMAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGKVRL
IASAAAEPEMLYLEGEGAFEFERTASRLREMQGADWARG
>MBL3579063.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MIWVGLAAGLLVVAAWPLSEALRRPMDARARAGAPGQVVDLPGGRTHLIWQGPAGAPVAVVLHGLTTGSYILDGVAAGLV
RRGYRVLRYDLYGRGYSDRPRGVQDRAFFLRQLEAVLDSQRLDRDLTLVGYSMGGAILTAFAADHPARVRRLVLLAPAGL
GQTPPGLADLVARLPGLGDWVMAVIGGGVLRRMAQQVGRVRGLPAGLIAAQIAETRFRGFLSAVLSSLRHMLARDLAAEH
RALAEAGVPVLAIWAGRDEAISAQARDRLAALNPGAGQLLLPEACHALPVTHVPEIVAAIPPAGS
>MBL3579064.1 NAD(P)-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVEIIGFEEGERALSWPGLCEAFARGHALPRAEIADGFLYRGEDTLLNRAAWIDGLGLAVKSATVFPGNGARGKPAVNGG
VCLYADTDGTLEAIVDFHLVTKWKTAGDSLFAATRLARPDSRKILVVGAGNVARSLVEAYRSAFPEATFTIWSRTEASAR
RLAEPLGAAVATDLEAAVQEADIVTSATMATEPLIRGEWLRPGQHVDLIGAYRPDMREADDRALQRARVFVDSCETVLTH
IGELKTPIATGAIAQGDVVADYYDLGGGRFRRESDDEITLFKNGGGAHLDLMTSRYILDAWRAA
>MBL3579065.1 HAD family phosphatase [Rhodovulum visakhapatnamense]AB19
MPIDAVVFDIGRVLIDWQPEAFYDRCLGEDRRRRLFAEVDLHGMNEGVDGGDPLSDAVEALAARHPDWAAEIRMWRDNWL
DMASPAFPDTVAVLKAVKATGVPVFALTNFGDATYDIARAAYPFFDLFDRAYVSARLRAMKPGPRIYEILETDSGIAPER
LIFTDDKPENIAAAAARGWQTHLFEGAGGWAARLVAEGVLAPGAVAHG
>MBL3579066.1 YaiI/YqxD family protein [Rhodovulum visakhapatnamense]AB19
MTVYVDADACPVKAEALRVAERHRAELVYVANGGIRPVDHPLVRMVYVPEGPDEADKWIADHAGPGDVVVTADIPLAAKA
VAAGARVLSHTGEAFTPANIGQKLATRDLMADLRAADPFRQGGGKSFGKADRSRFLDALDRELGACARG
>MBL3579067.1 S-formylglutathione hydrolase [Rhodovulum visakhapatnamense]AB19
METVSENRCFNGMQGVYRHASDVCGCDMTFGLFLPEEAKDGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEDPWSKNYRMWDYIAEELPRLLTATFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPIAHPSQSDWAKKPIHAYLGEGKVDWTRHDACLALRANGFAGPMLIDQGTGDQFLDALMPEALAAAMTET
RHPGIFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MBL3579068.1 rubrerythrin family protein [Rhodovulum visakhapatnamense]AB19
MIPGLSQRRRFSDLNEQEILALAISSEEDDARIYRSYAEQLRADYPDSAQVFEAMAREEDGHRRRLIDTYRARFGEVIPL
LRREHVAGYYARRPVWLMSNLGIERIRDEAEMMERDAHDFYLRAAGRATDAATRKLLGDLAAAEAGHETVADRLIATHVD
AAAAEKESRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATQDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTAVGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MBL3579069.1 TetR/AcrR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTAKPDRIRKGRKFDQVLEGARDIFLRDGFERASVDAIARAAGVSKATLYNYFPDKRLLFSEVLRRECDRQAGAALHEID
MAAPAETVLKSAARHIVSALLSEFNQAVFRICVAESERFPDLGAAFYQSGPMRLRSEIAAFLREATRRGELSVEDETLAA
DQFAELCKADLYTRRVFRLDNGFAEDEICRVIDGAVAVFLARYGTDRTRPPRLSPAAGP
>MBL3579070.1 NYN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPETKPPLLAVLIDADNIPARHAEPILKEITSFGEPALRRVYGDWSSDRLKPWADKVLALGMVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREEGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
PQPAVGKRPPQEVSDLIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETKRVGNQLMVRR
LD
>MBL3579071.1 cytochrome c [Rhodovulum visakhapatnamense]AB19
MTKRRMTKVTIFALAAAAATLAHAADATDPTVKARQEAMETIGKSMKTIADMAKGDAAFDSAAATAAAATIAETADKVPG
LFETPADDPESESKPAIWTDFADFTEKSEALKAAAGAADMASLEALRGSVGEIGKACKSCHDDYRVKK
>MBL3579072.1 DNA polymerase Y family protein [Rhodovulum visakhapatnamense]AB19
MPARRILSLWFPRLAADRALRGRRSLPPGPFAVLADRRGAQVIVSLCAEAEAAGLRPGQPLRDAMAICPHLATRPADPTG
EAAFLTGLRRWAGRFSPWVAEDPPDALRLDITGCAHLFGGEPGLIAAVEADCAALGLSVRPGIADTLGAAWALARFAGTE
AQPHLTGDAIAQEARATRSRAARRAGHGRDRTAARTDGPAAERLPIAPPGQTRAALAPLPMAALRLDEVTVEALARLGLR
RVGDILGMPRAPLARRFGRGLVDRLDQALGAASEPVSPARPAPHLAVRLSLPEPIGLETDLLAAIDRLLPALGARLEAAG
LGARRLRLQAFRTDRGIQTVEVGLARATAAPDRMRPLLALKLGGLESGNRDGDGGGGGIDRLRLKAVDTEPLSPQSGRFD
MAPDNRTGSGDGPGRATAERADIGRPPEPAAAAPGMADLIGRLGARIGLEAVTRLAPAESHIPEKSFQLLAAAWSDRVGP
WPRPDRPRPLLLLAPEPVAAAEHPEPPDRFRWRQRAFAARAAAGPERLLPEWWLDDPAWRSGPRDYWRVDTDAQTRLWLF
YAHGAEMSAGWFCQGRFA
>MBL3579073.1 DUF2794 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSVIPPTPFPAERLAEQVAFDRTELGVILTLYGRMVAAGEWRDYGISCLRDAAIFSIFRRTAEHPIYRIEKRPRLRGRQG
LYSVIGMDGQILKRGHELPTVLRVLERKLIRPVD
>MBL3579074.1 C40 family peptidase [Rhodovulum visakhapatnamense]AB19
MDRRETPANDRVAATRLKGLVAAPRYADPVQFRVTRPLTDLLRAPGGPRERQLVLGEAFELLEMHEGFGFGWAARDGFVG
YVAAQALAADVPAPTHRVAVPASHAYSAPDLKRPEVMGLSFGTELRVVSAEGRFFETAQGWFVPKPHLRPLNVPFRDPVT
VAQLFFGVPYLWGGNSGWGIDCSGLVQMAWLASGRACPGDSDQQERELGEALPEGSPVERGDLLFWRGHVALAVDPEVMI
HANGHTMSVAYERIADAVARIEAQGEGRPTAHRRG
>MBL3579075.1 leucyl aminopeptidase family protein [Rhodovulum visakhapatnamense]AB19
MFPRFADSAAPSRPLFAVEEADLAAWRADRPSAEAAWLEATGFAAGLGELQLLPGPDGAVAGAVAGLGGASARARGRFHL
ASVAARLPAGVWHLDSALAGADLQAEALGLLLSAYRFDRYRSQPAQRASFKAPAGVDAARLQAMAAGEVLTRDLINTPAS
DMGPKALEEAAIGLAARHAAEVNVFRGDELLAQNFPLIHAVGRAAAEAPRLLELRWGAAGPRLTLVGKGVCFDTGGLNIK
PGSSMGLMKKDMGGAATVLGLASMIMALGLSVRLRVLIPAVENSIAGNALRPQDILTARNGLTVEINNTDAEGRLVLADA
LAYAAEEETDCLISMATLTGAARVAVGPDIAPFYTDDEAVAAALSGAGGAMADPVWRMPFHAPYEAMIEPGIADLDNAPK
GGFAGSITAALFLRRFAGTARYTHFDIYGWQPSDAPARPKGGVGQGARTILAALPEVLGL
>MBL3579076.1 hypothetical protein JMJ92_13060 [Rhodovulum visakhapatnamense]AB19
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLESLIDGLHLAASQIRPGDCVELTGQIRALGDAMGMIS
LSSAARNVSRASQSGDQVAVAATLARLKRVAVRSFRLAEELQHRSG
>MBL3579077.1 carbonic anhydrase [Rhodovulum visakhapatnamense]AB19
MKNARPLPSYLVQRYHGWRATTHAENKAWYRRLADEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAAVEYAVTVLKVANLLVVGHSNCGGVRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADESERLR
AMEKEAVLVSIENLMTFPFVQAAVEAESLTLHGLWNDIGEGVVECYDPETGKFMPV
>MBL3579078.1 hypothetical protein JMJ92_13070, partial [Rhodovulum visakhapatnamense]AB19
FPHLPGVIRFYAGGGGASARLPAAPGPVETSAATPSPLIRRLDLSPDDIEALAAFLEAI
>MBL3579079.1 sugar kinase [Rhodovulum visakhapatnamense]AB19
MPDRSFLAIGECMVELAPATDGLFRMGFAGDTFNCAWYARRLLPADWSVGYATAVGSDAVSDDMLAFMAAEGVETGAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDKVFAGRDLLHVSGITLAILAPEARERLCAALARARAAGAR
VSFDTNVRPRLWADAAEMRAGLMLGASVADTVLPSFDEEQAAFGDASPEATVARYRAAGATTVVVKNGAAPILLSAEGTE
AEIAPEPVARVVDSTAAGDSFAAGFLAARATGAAPPEAVRRAAALAGAVIQRRGALAPDIFAPEGAALQAAP
>MBL3579080.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum visakhapatnamense]AB19
MKVLILGAGGFIGGRLARALARRGTLRGRPITGLALADLAPPPVPEAPFPVESLKIDIADPASVAAGIAPGTDVIFHLAA
VVSAHAEEDLDAGMAVNMAGSLTVFERCRALGTCPVLVFASSIAVFGGAVPDPVTDASFLNPQTSYGTQKAVAELLLNDY
SRRGLVDGRGLRLPSISVRPGRPNRAASAFMSGIFREPLSGQEAICPVGPDFAHYYLGPRRCVANLIRAAELEAAALGQN
RCMTMPGRRWTIGQMIAAMTEVAGPAPARLIRWEPQPEIQLIVSGWRDDIRADRALALGLTADDSFADNIRQFLEDDLPG
GPVLS
>MBL3579081.1 2-hydroxyacid dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTDTPLLICGAAFTEDERARLSTAVSSVSVDGPGAIAGLAPAGSARLRAVAYKGHEPFGAAEMDRLPGLGLIANFGVGYD
AIDVAAATQRGIRVTNTPDVLNDDVADLAVGLILAQARSLVRGDGWVRSGRWTKYGAMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQEKETPGWQYHADPVSLARAVDFLVVALVGGPETRNYVSAEAIAALGPKGVLINISRGTTVDE
GALIAALEEHRIAGAGLDVYLDEPAIDPRFQGLENVVLQPHVGSATTETRRAMAELQLANIRAFLDGQPLPTPVN
>MBL3579082.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum visakhapatnamense]AB19
MTHLQFADSLSRLGTESAFTVLARAQSLAAQGRDIINLGIGQPDFRTPDHIVEAGIKALRDGHHGYTPANGLPALRHAVA
TDLHRRHGVEVDPENVVIVPGGKPSMFFAMLMFGQPGREILYPDPGFPIYESAIRYSGATPVPIPLEERTGFAFEADRVL
ERITDRTSLIVLNSPANPTGGVTPRAEISRLVKGLAAFPRVAVLSDEIYSSMLYGGREHVSLLQYPDIRDRLIVLDGWSK
TYAMTGWRIGYAVWPDAALDHVTRLCINDHSCVNAAAQHAALAALTGPKDTVAAMVAEFDRRRAHIVRELNALPGFRCPD
PGGAFYAFPNIEGTGMRAAEAQDLFLEKAGVATIAGTAFGARGEGYLRLSYASSTETLTEAIARIRAVL
>MBL3579083.1 AzlD domain-containing protein [Rhodovulum visakhapatnamense]AB19
MISDAAFWTLTAALAVGTFLIRFSFLGIFGRRTLPPWALLHLKYVGVAVFPALVAPLVLWPEATGGSPDPARLIAALAAL
IAGLRVSVVAAIVAGMGTLYLIEAAARLL
>MBL3579084.1 AzlC family ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTEAQAFRRGALDCAPFILIVVPFSLLFGVVARDAGLDLLQAMAMSVLVIAGASQFTALALLEDHAPVFVALLAALAVNL
RMAMYSAALVPHLGHARLGVRALMAYLMVDQAFAVAVRTYEAEPAMTPAARVAYYFGCMVLICPFWYGGTLTGALVGQAI
PAEFSLDFAVPVCFIALTAPLIRSLPHAVAALVSALAALALAWLPWSLGLPVAALVAMITGAQTERLLQRRRRA
>MBL3579085.1 dihydroxy-acid dehydratase family protein [Rhodovulum visakhapatnamense]AB19
MSDTRANKRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSGRPVIGIANSGSDLVPCNKIHVFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPALLMGAATVDIPAIALNGGPMLDGWW
KGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGKRIVQMVLDDLKPSDILTRAAFENAIVVNSAIGGSTNAPPPLQAIARHAGVELDVTDWEKIGHDVPLLVNMQPAGAY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLDGVRSTDPDVIAPYDAPLRTQAGFKVLSGNLFASALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELEIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLKTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLADGGCLELATAYRRIARVLPRDNH
>MBL3579086.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTRSIIITGAGRGIGRATALAFLEAGWRVGLAGRGGAALEAVAEGRPGALVLDCDVTDAASVEAAFDRAMAAWGRIDVLF
NNAGVSVPGAPVDEIAVEDWRRCIEVNLTGSFLCARAAFARMRRQDPPGGRIINNGSVSAHVPRWGSVPYTASKHAITGL
TRALALDGRAHGIACGQIDIGNARTDMAETMTRGVPQADGRIAVEPVMDVAHVAGTVLFMAGLPPEANVPFVTVMATTMP
YIGRG
>MBL3579087.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MGIGRPREDRRLTGVLAMALAVTFFTCIDSSAKWLILAGLPALQVVFARYLIHFLLALAVFLPREGLSALRSNSPVRQVL
RSAFLLGSTVCNFAALKYLPITVTTTIMFAGPIAVTLLAIPMLGERVGLRRIAAVCTGFLGVAVVMQPWGAAFHPAMLLS
LGALTLASLYFVLTRMLAGIEAISTQQIWSAGLAALAILPFVPGGWDWPDGGTDWTVFLLIGGFGAAGHIAATEAHRLAD
ASLLAPVVYLQVFLAALAGILVFDTWPTVWTLCGGAIIIASGLYIWRRERAQLGSPKRPGP
>MBL3579088.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MRLDGKRAFVTAAGQGIGRAIAEAFAAEGAIVVATDLDPTRLTGLTAQTFGLDVTDKAALTEAIRAADPEVLVNCAGIVH
AGTLLEATDDEFDFALALNVRSQFHAMQAALPGMLKRGHGSIVNISSVVSSLVAAPNRFVYGATKAAVIGMTKSVALDYV
TRGIRVNAICPGTVDSPSLHDRLRAMGDYEAAHRAFVARQPMGRIGTPAEIAHLAVYLASDESAFTTGQTHVIDGGWAVG
>MBL3579089.1 NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MDDPRIGFVGLGLMGRAMVECLQKNGFELTVLGHRDRSGLDEALAQGATEAASGRALAEESDIVMLCMGTSDQVEARIYG
PDGILAGARAGQVVIDFGTSLPASTLKIGADLAKKGAVYLDAPLGRTPAQAREGRLNIMCAGERAAYDRVRPVLDVLGEN
VFHLGKLGNGHTIKLINNFFAMTTACAMSEAFAMADAAGIEREALYGVMSAGPLKSGMMDFIRAYAVEGRIDLAFSVANA
AKDVGYYRRMTEDLGRDSPISGAADAALRAARDGGAGDLMVPQMTDWIATHSKKGQT
>MBL3579090.1 altronate dehydratase [Rhodovulum visakhapatnamense]AB19
MKTVRLSEADNVVTAATALALGEAGATEAIPMGHKMATETIAKGAPVLKYAQVIGYAAEDIAPGAHVHTHNLAFRAVEAD
HAFATNLRPAPPAPAADSFMGHRRPNGRVGTRNFIAVLSSVNCSATAAHRIAAHFTPDRLAPYPHVDGVAAFVHGTGCGM
AGAGEGFEALQRVIWGYARNPNVGGVLMAGLGCETMQIDWLIEAFGLTPGPLFQHMTIQDTGGLRRTVEEGIARIEAMLP
LVDAARRTPCPASDLAVALQCGGSDAWSGITANPALGHACDLLVAQGGTGVLAETPEIYGAEHLLTARAKDRATGEKLIS
LIRWWEDYTARNGGSMDNNPSPGNKRGGLTTILEKSLGAAAKGGTTPLTAVLRYAEPIAETGFVFMDSPGYDPASVTGQI
ASGCTLVAFTTGRGSAFGSKPAPTVKIATNSAMFTRMTEDMDVNAGRILEGAASVEEVGREIYDLWLRVASGETTKSEAQ
GLGDHEFVPWQIGAVM
>MBL3579091.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MELMLDFGWMKVSDIGTISLILLLGMFALLAIGMPLGFASAFLAVATLVMKFGPDLLFRDFGRGPFAVLGQAIYRQMTNY
VLISIPLFIFMAALLERSGIARDMYSSLNMWLSRTRGGIAVVTSIMAVIMAAMSGIIGGEVVLLGLIALPQMLRLGYDRN
LAIGTICASGSLGTMIPPSIVLIFYGLVTETSIKALFTASFLPGFMLASFFLIYILVRTRLNPGLAPLPPADPGDPAGRE
KALMFLGFLARMTLWIAGALLVRVAFLTATGANRIEEGVEPIFLGMVSDIPWLIGALALALAAIHLAVGPARTRAGWQMG
KGLVAPTVVIGVVLGSIYGGITGITEAAGMGVVAVFAIGLIRREMTFEIVWDSLIRTLRSTGTIIWVTIGAAALAAAYTL
AGGPNYVANLIVGADLPTMGIILVMMLIFLVMGMFMDWVGIVLLIMPVFLPIVLKLPPAEIGVLGQLDPRHVAIWFGVVF
CMNMQVSFLSPPFGPAAFYLKSVAPPEISLTDIFSGFLPFIGLQILALSVLLIWPPIVTLFL
>MBL3579092.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MQRQDSLWLGTLGPPVKWAMIVSGAAAAAMALWLIAGQVWRADPVGMFEMLRPEGRPEVPLMLGSLAAAMLFAALHLSDR
KGAIERPPTGPMDIVALVMSRLAMIGIVCVVAAMIYEVAARYVFEKPTLWANELSLWIAGFVFLLAGLYAMQQRSHIRIY
VIYDLLPRPLQKAADVVSVGLIWGFFLCLLWGGYGEAVTKFARMETFGTAWDPPLPATIKPAILIVIGLVALQALSNLIA
DWSRPPEYHSALDDIDETEIANIRRTLED
>MBL3579093.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MNPRPMLAAVALAAGAAVPAAAQDVTLRIQTHYNPEQTSGKLAAQFVEDVETMSGGSIDVEMFYASSVVATVETFDAAAN
GILDCDMTGGAYQTGKNAGFQFVGDIMGGYDTPYQQLSWLYYGGGLEQAQTLYNEFGMQLIGWWVYGQESLVSSTPIAGP
NDLKDWKFRSPPGMETEIFANLGASPIVMDFTEVFTAMETGIIEGTDYSGLSNDESIGLFDLANHATYPGFHSMPSDHLA
CNKAVWDGLTEQQRRIVEVAMEKLALRSALYFEKANAEAAARLTEKGVTLHDWSVEDRATFRKAAQAAWDVWAGKSPEAK
ALVESHKAYLTQLGLIAD
>MBL3579094.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAEQTRAEDIANRLRRSILHGTLPPGAPIKERDTAAGMGVSRTPMREAIRILANEGLVLLRPARSPVVASPTLAEVRDAI
EVLSALELLSVRLACDRASEADLDEIRRLERELSDNFTTLDDIDRFEVDMAFHLAIVRAAHNPALAGTHRSYLGRLWRAR
FLSARRKSSRDSVVSQHRAIVAGLETRDSAAAQASLQVHLDRLLANVRAYFETETETEIGPEASGAD
>MBL3579095.1 fumarylacetoacetate hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MKLLRYGEAGSEKTGLLDAAGRVRDLSAHVPDLSGAAVAIAALDRLRGLDPETLPLVEAPGRIGACLSRVPNFFCVGLNY
ARHAAETGAEPPKEPILFSKASSALSGPYDPVVIPRESVKSDWEVELGVVIGRDTLYVSEAEALDHVAGYCVINDVSERA
FQIERGGQWVKGKSAPSFGPTGPWLVTADEVADPQALALSLALNGQTVQDSRTDDMIFSVAEVVSYMSRFMALQPGDIIA
TGTPSGVGMGMKPQRFLRPGDVMELTVEGLGTQRQDVVAAD
>MBL3579096.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum visakhapatnamense]AB19
MTGPRWIAAAWGQSSLRIWAMAGRKVLTEGASDQGVSRLGPRDFEPALLTLANDMLPHDEVTRVLICGQAGARKGWVEVP
HAMVPCAPHAAPPVPAPSRDPRISVGILPGLGQTDPPDVMRGEETRIAGFLLDRASFDGVLCMPGLHGKWVRLRHGIVQG
FRTMMTGEIYGLIARQSVLRPMMDDSWDEAAFRHAVDESTRHPETIVSSIFGIRASALLNTPAPGLARARLSGLMVGCDI
GAMRTWWHNRPVAVLGTERVSTLYASALAAQGADVQALAGDRLTLAGLIAAHERTGQLEPSAAVDG
>MBL3579097.1 galactose mutarotase [Rhodovulum visakhapatnamense]AB19
MFTATPTLPKIDRLASAPDGSPVRAIWIGQAGTRARIMTWGASLMDLRIEGLPHALVLGSEAFAPYLGPMRYFGAIVGPV
ANRIAGGRAALDGRMLTLERNEAGRSMLHGGTAGTASRNWRLEADSPAACTLSLSLPEGTGGLPGPLDLRASYLVDAAGA
LEIRLEGRSGVPTFCNLAHHSYWCLDGSGSLDRHRLQVAAARYLPVDDALIPQGPPAPVAGTRFDFRTPRPVLDAVLARE
APPLDHNFCLGDSAAPLRPACRLSAPGVVLEVTTTAPGLQVYDGGGLATAPVPGHEGRPYDAHAGIALEPQGWPDAPNRP
EFPSVLLRPGETYRQVSRFHARPTAPENRP
>MBL3579098.1 L-idonate 5-dehydrogenase [Rhodovulum visakhapatnamense]AB19
MDTRVCRLHAPHDIRIETLPVEGPGPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGTGVTGL
AEGQKVALNPSQPCGSCLYCQQGMFNHCLEMRFRGSAMRFPHEQGLFRDRIVIGAQQCLPVADGISLTQAACSEPLAVCL
HARRIAGDLTGKSVLVTGAGPIGSLCAAAAAEGGAAEVVVTDLQDRPLEVALQMGATRILNIARDPAAMEPYGADKGQFD
VVFECSAAAPAIGQAIATLRPRGILVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFADAVAAIGSGRIDVRPMVTATY
PLEDAQEAFEAAGDRSRAVKVHLSFEAA
>MBL3579099.1 TRAP transporter large permease [Rhodovulum visakhapatnamense]AB19
MEVWVLFGIFVGGLVVGIPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGLAMMVTAYVIARRKNFPRQPWQGFGEVARSFGGAIWAIAMTFLIIYGLLSGLATPTETA
VVASVYAVIVGCFIYRDLPLRRVPKVIVDSAVASAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIDPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARLPLTPVVIAILPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MBL3579100.1 TRAP transporter small permease [Rhodovulum visakhapatnamense]AB19
MPTKTERFISTVIALARIGVGLSFAVLIAAVLIQVVGRGFGSSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCE
VLPGRWPWRLRLLSALATGALALFLLPHAWRFVSIGRMQSSPALGLTMSYVHLTVFLMLALLALFAALRVLGMLTGTEDG
TPEKAEEI
>MBL3579101.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTTAWKLPGLAAAALIAGLAAAPAMAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYSSIEHMDEVASGEIGQKIEAQIVERAQIRPITYFARGARELTSNRPIK
SPDDLKGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQKYVNLTDHVRSWIYL
TISELTWAKLSAGDQAAVLEAAKRAQAYERELFQQSLADDRAWLEEHGMIFVEADNAAFAAKAKEAVLANVSAEIRPIAE
EIFGE
>MBL3579102.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDEHIERAVGCVLDPARPITPQLHRFLRLRIIRNDLKPGDRLSEAEIARSCAVSRQPVREAFIKLSEQGLLSILPQRGSL
VTTIAISSVLDARFVREAIEADIVRLLARRPDPALIARLRAQIDRQAAVAETAPRDFIQLDETFHRTLAEGAGKTGAWKL
LEGLKSQMDRVRFLALGRFPVDKLIAQHTAIVDGIAAGDMAAAEAATRAHLREILNDLPAIAAENPGFFDGLFESAAGEP
DPLTDVTGGDPT
>MBL3579103.1 mannonate dehydratase [Rhodovulum visakhapatnamense]AB19
MRQTWRWFGPRDLVSIDDVRQAGAVGVVSALHHVPTGAVWTPDEIARRQAEIGTMKDGTPSTLTWDVVESLPVSEDIKKQ
KGDWRAHLDAYRDSLRHLAAAGIEVICYNFMPVLDWTRTDLAWKRPSGATCMRFDLTDFAAFDLFILARPGATDDYEEAL
QAAAEARFRAMSDADRDQLAGNVVFGLPGAAERFTLEDVRAHLGEYSGISEDRLRGHMIDFLSEIVPLAEELGLRLCCHP
DDPPVPLLGLPRIMSTEAHYAAVMRAVDSPANGITLCSGSLGARADNDLPGMMDRLGDRVHFLHLRNVTRETGAVFGSFH
EAEHLGGDTDMVALVEAALREEARRRASGRADWSIPFRPDHGQDILDDLGRRAQPGYPSIGRLKGLAELRGIIAALEPRI
AV
>MBL3579104.1 4-alpha-glucanotransferase, partial [Rhodovulum visakhapatnamense]AB19
MTALAVLAQAAGLLPVYRDLTGTERETLPETAQALLAAMGLPAATEAEATGTLAAFEAARADRVLPDWLVVTEGTAPVLS
VPAEWRIELETGGLIEGRAEDPLPALPLGIHRLVSVGQTTTLLAARPALPLPERGWGVVLPLYGLRDAATGGLGDYADLA
RAVAGLGGLGAGFVGINPIHAGFPTDPRAISPYSPSSRRRFNVAHLAVPGEGTQAGGDLVGYPGAIAARMAALRAVFAGL
DADTLAACRRAACGADLDRFALHQALADRFGPYWPDWPAEYRSPDSPATRRFAAENAEAVAFHLWLQLQAEGQLDRVRAA
AQAAGMAQGLYLDLAVGTHPGGAETWADPGLFAQGVSLGAPPDAFAPQ
>MBL3579105.1 glycogen debranching protein GlgX [Rhodovulum visakhapatnamense]AB19
MTTLPTTITAGCPNALGARYDGEGVNFAIFSEHASRVSLCLFDETGRTELANIDLPERTHHVWHGRIDGLQPGQHYGYRI
SGPYHPDQGHRFNPNKLLVDPYARRISRQPRWHDALMGYEVGAAQADLSFDTRDSAPYAPRSIVVAPATDWGDDAPPATP
MSETVIYEAHVKGLTCRHPRLHAPGKFRALASEPMLDHLRRLGITAIELLPVQAFLNDRFLVEKGLTNYWGYQTLAFFAP
DPRYMETGDIAEFQRTVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLADDRRYYVNDTGCGNTLNTGH
PMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGPGGFDPNAAIFQAMRQDPVLARVKLIAEPWDIGPGGYQLGAFPPPF
SEWNDRFRDGVRRFWRRDPGRVPDLAARLMGSAPQFDHSGRPATSSVNLLTAHDGFTLMDVVSYNDKHNEANGEDNRDGH
SANYSDNMGVEGPSTDPAVTAARAQRRRNMMATLFLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADDAFLA
FTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGAPMCRADWEDPELRLLVVELRTASGTPPYAALEYAIVAV
FNAGEAVEVTVPDAPEGQVWSLHLDSSRPDLAPEPVEGSFQMPAEAVAVLVLEEEQPV
>MBL3579106.1 glycogen synthase GlgA [Rhodovulum visakhapatnamense]AB19
MSLRVLSVASECVPLVKTGGLADVAGALPGALKAEGVETRVLIPGYPAVLARADAAETVWESPDFFGGPARLYFARHAGL
ELYVLEAAHLYDRPGGPYLDGGGSDWPDNDIRFGALSWMGAQIGAEGAGDWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAQRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARGG
DVLGILNGIDEADWDPATDPHAVRFRQPRGKARARTALLEEMGLSDGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAARHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVTAEALSVALDRLCDLHADAELFAKLQRNAMRAPVGWQGSAAAYARLFREIVSAP
>MBL3579107.1 glucose-1-phosphate adenylyltransferase [Rhodovulum visakhapatnamense]AB19
METRYSRLAGRSMAFVLAGGRGSRLNELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAVATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESLWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRHHVETGADVTVGCL
TVPRKDGSAFGVMKVDETDRIVEFIEKPKDPPGMPGDPEQCLVSMGIYVFDWKFLRALLIEDADNPGSSHDFGSDLIPGI
VKGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCVISGTEVRNSLLFTMVHTNSYAVLDHAVVLPYVEVGRRARLKNVVIDRGVVIPQGLVVGEDPEEDAKWFR
VTEGGITLITQSMLDRRAGA
>MBL3579108.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum visakhapatnamense]AB19
MSSVRSAPAKDPFPAREDALRLQAGLHDDPFSALGPHMVGRRRIVAVFLPGAATLEALVEGKAHPLTRRADAPDLFTGAV
PGKGGYRLRATDGTGQAWEFDDPYRFGPVIGEMDEYLLGEGTHRRIWQVLGAHVRSHEGVAGTHFAVWAPNARRVSVVGP
FNAWDGRRAPMRRRGTTGVWEIFLPGIGEGACYKYEILGADGTVQPLKADPVGFGAEHPPKTASVVRDIAGYGWRDDAWM
TYRAGNNARTAPISVYEVHLGSWRRKADEGNRPLSYKEAAEELVDYAADMGFTHLEFLPLSEHPFDGSWGYQPVGLFAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVPAHFPSDPHGLERFDGTALYEHADPREGFHHDWNTLIYNYGRTEVANFLYSN
ALYWLEEYHIDGLRVDAVASMLYRDYSRKAGEWVPNVHGGRENLEAIAMLQRMNEVAYGEVPGVMTVAEESTSFPGVSRP
VDMGGLGFGYKWNMGWMNDTLDYIAREPVHRKFHHHQLTFGLLYAFSENFILPISHDEVVHGKGSMLAKMPGSDWEKFAN
LRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLGAEWHSGMQRLVRDLNTLYRATPALHVKDCEADGFRWIEA
NAAEISVYAWLRQGQEGDPPVAIVCNLTPVERSGVRLGLPQAGRWREVMNTDAAIYGGGNRGNLGGVVAEEVAHQGLPAS
AELTLPPLSVLYLMPGED
>MBL3579109.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum visakhapatnamense]AB19
MTAADLRDAILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANSATRAAQPKRVYYLSMEFLIGRLLEDAIVN
LRLEDQARGALADLGLELDAVVQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQVEEPED
WLSQFHAWEFERRDVSQEIRFGGEVTEKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLARFNRGE
YAAAAEPEATARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEEEGGALADLPKKAAIQLNDTHPAIAGPEL
VRLLHDERGMALDEAIATARGCLSYTNHTLMPEALERWSEDLMTRLLPRHMQLIERIDEVHAAEMPGRRVTLREHGEVKM
GEIAFTMAHKVNGVSALHTDLMKETVFAELHRLHPDRIVNETNGVTPRRWVLSANPRLSRLITDVIGEGWVDDLEQLHQL
EASLSDPGFLDAYAKAKRENKEEFADWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGAGWVPR
VKIFAGKAAPGYVFAKEIIHLINDVASVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGTGNMKF
ALNGAPTIGTLDGANVEIRERVGARNFFLFGMTAAEVEARRAVPDHARLAIQADPRLGGALKAISQGAFSPKDRHRYRGV
VANLTGQDYFLVCSDFTAYWDAQRRAEAAYADPEVWHRMAACNTARSGWFSSDRTIRGYMGDIWGTVPLVAE
>MBL3579110.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MPTGFETPTDSTGIRPLKHTATRSLVTGGAGFIGTHLCEALLARGHEVICLDNFSTGRESNIAHLRGDPAFTLLCRDVTQ
ALQIEVDEIYNLACPASPAHYARDPVQTVKTSVLGTLNLLELARSTGARLLQTSTSEVYGDPIMHPQTEDYWGHVNPIGP
RACYDEGKRCAETLIFDFRRLYGLPVKVARLFNVYGPGMSPGDGRVVSNFAMQALSGEPVTIYGDGQQTRSFCFVSDMIR
ALIAFMATPPEVTGPLNLGNPAEMRVLDLAETVLRLSGSRSGLAFRPLPCDDPVQRRPDITRARRLLGWAPAVGLEEGLR
ATLAYFAGQCEPAPIPALRPLAPDPVAAEALRAI
>MBL3579111.1 PAS domain S-box protein [Rhodovulum visakhapatnamense]AB19
MSAAPLPVRTPLGFAARLMAWLRARALPTGSGRIEIAAAAVSMAVLMGLMGTMALDIRGREERLHDLTAGEAQSALARFE
TEHSTLQNALYLAQRDMIPLERIRGGVAAYLQQADLVTRSAPYSDLLREFGLGEQVRHIDQAARHIAQMVAVDDAGLRIR
LPDLIDQLAATKADVHDLSSHGADLLMQIHSRAHGLIDRLESSLALIALALISLLLAGIGALLRLARQMRTRSELLQASS
SRFNAVVMTALDAVIVTDEDGRVLEFNAAAEQTFGYTRDEVIGRSATDLLIPPDKHDARMATRAYYREAHRRGEARSGRF
EMTLQRKTGERFDAEISVAHGTSEDGPISVSFLRDISDRKAAEAELTAARDRALAGEKAKSRLVAVMSHEMRTPLNGLLG
TMDLMQRTPLDAEQRQYLEVMACSGEILLHHVEDALEASSRDAGRSEVRNEAFDLSAKLRRVVAIHQSLARLRDTRLVLD
IAPGLEEVRGDAPRLRQILINLISNAVKFTRDGTVTISAARAADGRVEIRVADTGIGIAPEDLPRIFDDFFTVDATYGRE
AGGTGLGLAIVARHVELLGGEIAVESRPGRGSVFTLRLDLPEARGGIARPAAPATAAAPARPLDVLVVEDNRVNRFVARR
LLEELGHRVTEAEDGIDGVAAATARRYDVILMDISMPRLDGVEAARRIRAASGVPPRIVAMTAHTLPADLTRFRAAGMEE
VALKPVSRKRLAELLGDAFPETGRTLAREEARPTGPCPDALDAPGSGAAPLVRAVG
>MBL3579112.1 carboxypeptidase regulatory-like domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTYYYRYHQKRYEWTAYKEADLLASNDTNLSCGDSFKMPGCATVTMATYDDDSILSGDEYCDDNASDWSGQDAYVNGGRV
GAQLYAEQYHVLRGTDGRIYYLIEIEVEGYDAPGKGDDFFTFYGAVPPAGVTLTVVQTCNVSGCMIDYACLGAGCVAPPN
TPPTFSNAPGNCITIDENTTFVIDLDATDADGDALSYAVVGGADAALFTIDAATGQLGFIAPPDYEAPADAGGDNTYEVQ
VRVADGKGGEEVKLLKVCVQDVAEGGSGSCTVIEAEDMSLCGYKVEGRSDASDGAGIMLCAGSGYATTTFQGGTGSYDLT
LTYLDESDGRGAIDVYVNGSKVKTIWLNENGGGDGGVGSSSWSSVTIEDLSLKAGDKITLKGYGDCGEFARIDKIEICQP
ACEPCVVIEAEDMCAYNFVTVRGAEASGGELVRLACGTWGALSTSFKGCDGTYDLRVFAQDENDGQSTLVIRINGQEVGT
ILLDGDTDGSGDDNGPFTAFKIENLTVHNGDKIEIYACGDDGEFVRIDKIQLCQDEEPVLGALGDTVWYDADRDGLQDAG
ELGAAGVTVTLLNGDGSATGRSTVTDADGKYLFDGLEAGQYRVQFDGVAGYDFTTADAGDDALDSDADPATGLSHIVDLG
AGETDLTVDAGLVTKLGALGDTVWYDTDRDGLQDAGELGAAGVLVTLLNGDGSATGRSTVTDADGKYLFDGLEAGQYRVL
FDEVAGFDFTTADAGDDALDSDADPATGLSHIVDLGAGETDLTIDAGLIEENRTPEPQDDVGRGCADTVIVVDVLGNDSD
PDGDTLTITEIDGQAISEGQTVSTAAGDVTLEGGVLKVLGNANAAIAALDIGEHAKAGFTYTVSDGNGGTASATVEMTYC
GDANSLQSLIDSLPETATYQVIAGNEVSPIQDYGYDLLITGTGDDRLDGVVFQQAYCLSFQTAVATDGSFATAPELAGNI
ESGEDGSAFGATQVGLANGLAAAENLDLINWIIAQDFEANPTGSVDGKFSGWEVQLAIWELTDTLDPGVWGTDSVSDFVL
GLDPAYGQSADVDFLVQQALANGEGFVAGDGDIASFIVDPDPVTPENAQPFIVAFNFDQNDCLC
>MBL3579113.1 hypothetical protein JMJ92_13245 [Rhodovulum visakhapatnamense]AB19
MKTILTALAATIAATASHASNFQPPTTTSVPEISALEGTAAIAALVAIVFLAWERRRRAA
>MBL3579114.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MHETDLAVIGSGPAGMAAAAEAAGLGLRVALLDDQPRPGGQAYRDVDRVGPMRGAVLGPDFVEGRRLTAALDDPRISHLG
GAGVWAIEPGFTICYSRENAARLLRARRVLLAAGALERPMPVPGWTLPGVMTAGGGQILLKQAGLVPRRSVLVGTGPLLY
LFAVQMVRAGINPAALIETQTRGDLARALRHMGGLFGGWGYMTEGWRLLRVLQRAGVPRIVGAQEIVIEGEDRAEAVRFR
RGGAQHRLPCDTVFLHHGVVPNPQAARALGLDHRWAPRQQCFVPVCDAWGEAAAAEGGVEGVFLAGDGAGIGGARAAELQ
GRLAALRIAEGLGRIGSDERDGRAKPLRRQLRRELAVRPFLDAAYPPFAEALRPDDTTMVCRCEEVTAGEIRRAAAQGCP
GPNRLKGFLRAGMGPCQGRVCGLAVTQILAEATGQSPDETGYFHIRPPIKPLTLGALAALAETGEAAGTDKTAPGQGDAA
>MBL3579115.1 (2Fe-2S)-binding protein [Rhodovulum visakhapatnamense]AB19
MKTVSTFLSLEAPGPRVRVWLDGAPLHLPCGANLAAALLAAGVNTFRGTACSGAPRAPYCMMGACFDCMIEVEGETRQAC
LLEVAEDMRLTRPGAPGDA
>MBL3579116.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MDSEYAIIGGGVVGLSVAWGLLLRGRRVIVIDGGDGALSASRGNFGLIWVQGKGLNEPRYARWTQRSAAAWPGFAADLAE
AAGRPVWVEQKGGYDIQFSEEGLEATAARYEGLKAALGGDYPFEILDHAALRREEPAIGPRVAGAILHRQDGHADPLGLL
AALNEAVRRAGGTVLTGRQVTGVTRDGAFRLTCADGTVLEAGRVVLAAGLGAARLGPAFGFRAPVRPQRGQVLITEKLPR
LLNRPSVIARQVPEGGIQIGATNEEVGFDDGVTRPGLARLAADAVAAFPALARVQLLRSWGALRIMTPDGLPVYQESAAM
PGAFLVTCHSGITLAAAHAQVLPDWLEGTDAAPNLEVFREDRFNLPVA
>MBL3579117.1 KamA family radical SAM protein [Rhodovulum visakhapatnamense]AB19
MTETPFSDRPPARDGKTGAPDSAAPSAPSAPPREAARRSAFPSSPGARAFRRRVFPEATAAEWSDWRWQLRARIRSLDGL
ERVFRLTEDERAAVARHKGGLPVGITPYYASLMGADDPAEPLRRTHVPVGQEYLRLPGESDDPLGEDPASAVPGLVHRYP
DRALFLATGTCSTYCRYCTRSRMVGQTGGEQQISARHWERAFAYIEATPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIP
HVEFIRIGTKVPLVLPMRITRALTRMLRKHHPLWMSVHCTHPAELTPEATEALTRLADAGLPLGAQTVLLKGINDHVETL
RTLYRELLRRRVRPYYLLQCDPITGSGQFRTPVETGLDLIDGLRGHLTGYAVPQYIIDAPGGGGKVALVPDHIEGRDGDD
LLLRNFEGRIYRYPDPGGRIGAEKPRS
>MBL3579118.1 IclR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTILENAALVLRCFGNNCTDLTVSEVSERLGLPKASASRLLKSMRETGMLEEIGGSRRHRPGRMMLNLSAAFRYSSGVIG
RARAAVHELSQAFGHTGYVSIRDNRQVLAIADFEGTNALRVGASIGNKLPAERCATGRSLLARLAPAEVALLYPDGPIAE
RLAPQLDRIRRTGYALSSQETTPGVDGLAVAVGDPVTSEAVSLCLVYPHNLVSDAERNAMIDAMIDSAGGIAEAVGDPLF
RAAAERRVPA
>MBL3579119.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTDPFRALGRRDLLLLAGAGVAGAALPGRLHAQTPRVLVIASGQDFPNLDPHTATGYAPAFFMRNVYDPLLRISGNPPRP
VPGLARSWDGSADGMTHEFHLDPAARFHSGAPVTAEDVVYSFARALRLAKGNSWMLRGILTPGGLDAVDPATVRITLAAP
FAAFLQVLPWFPVVEKAAVEAHLGEDDGQSWLMTQTAGSGPFALQQARPGALYRFVRAPTAWQGGGGNLDGVIWRIAREG
ATERLLLQRGEIHVALDLTSEDMDALEGAPGVVRVIEPEYRTFTIKMNTRRGPLADINMRRAISHALDYDALRDTAGYAD
LMVGPLPLGILGHDPDLAVPRHDPDAARAHLARTATPEGGISLKIVYSANLEQQRRYALVLLDSLRALNITLEIQPMRWP
EMVAACASPDTLPDFFPVYQTANYGDPDNFAYAAYHSASNGNWQNPVFADPEVDRLIEAGGTETDIDTRKAIYGDFQRKV
VADAPDLFGVQERRKLGLRDAVRGHVFTPVAANAIECWPLSLV
>MBL3579120.1 ABC transporter permease, partial [Rhodovulum visakhapatnamense]AB19
MLRFLLRRLLMLGPVLVGLTAIMFVIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWDQYLSYVAGLARGDLGRS
LMTRRPVAEDIAIYLPATLELVLAAMALAIALGLPLGLLTALWQNRWPDRLGQVLAIGAISVPRFFLGLLLQLVFAMWLM
WLPLGGQLPVVTLPPPRVTGLVTLDAALAGDWAMLGAACRHLALPALALALSPLAAILRMMRASAIEVMAQDYVTAARAL
GLPRRKILIKTIGRNAVSATLTVIGLYFGWLLGGTVLVETVFDWP
>MBL3579121.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTGTSDGFVVFDRVQKSYDGETLVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGKPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRSDREAKVQRALEMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFNDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKEIDGTALVELDDGEVIDAMPVNVSRPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLRPGEHIEIGWLPEDCRALDAP
>MBL3579122.1 extracellular solute-binding protein [Rhodovulum visakhapatnamense]AB19
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQTSQQKAYSEPYAEMTGTGFTWDESSNEAVAKLRAM
NEAGNVTWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPGADGTPASEDFGDSVINDCFVPQIVFSTTFGYRTDVAAWNGK
EPETLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVTKDELYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWIIPADLPEDRLNRVMHFLHFATDTQRLADQAKYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPENQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MBL3579123.1 DUF1330 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPKGYIIAHITVTDPEAYREYVDRDTPILEGFGGRFIVRGGASEAPEGPMKDRHVVIEFPDFETAKRAFHSPEYQEVARI
RHATAFSDIVLVEGVA
>MBL3579124.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTETATDPTGPTGPVLAADGLPLKRSLRRALRAQKLRALMLIAPLLIFILVTFIAPIADMLFRSVENEIVADTLPRTARA
IQDYDPDLGGMPSDKVLAAFTYDLVAADERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGETYRDQFAAVDPAWEEPA
TWIALMADPDWVAEYRAWTAAGDAAKAARRDFAQAQPLFRLRDGVEDILPETASAYAEFARIVQVEDGDDPAAEGPWAPV
YLALYRDLLHVGPGAIAQLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADKDWADPGVWGTIKAFSPAYTPGYFLNAVDL
QLTPGGVAAQPEDRQIYIMLFERTLFMSLMIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLL
QQQGVINDVLVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPTYVRAAKSLGATNWTAFWRVYFPQ
SVPGIGAGCILVFILAIGYYITPELVGGTNGTFISNRIAYHISSSLNWGLAAALGSILLAVVLILYWAYDKLVGIDNVSL
G
>MBL3579125.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDLPPYATAGQRIWHYAFYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQEFFTSNSWQHALW
NSVKIAPAATLLAVGLGTLAAVGLSQEHVPFRRAIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDKSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTAVEILRRRSEKMRGMSPG
>MBL3579126.1 host attachment protein [Rhodovulum visakhapatnamense]AB19
MKPFKTLVLVANEREARLLVNMGPGKGLREVSHFQKAREIEYADGRGRDQGGPAAGRHALEPATSARQLSRESFAMHVLS
VAAEAWARGDYDRFVMTAPPQMLGELRNRIEGPLERALAVDLNKDIVGVAATDLPRHFEEVIVF
>MBL3579127.1 DUF4389 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDTNSTLNDGARASGAQGKGYRPALIRGGWMLVMLALFYAAHTVLIIAAVLQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVASEAKPFPWTDWR
>MBL3579128.1 M3 family oligoendopeptidase [Rhodovulum visakhapatnamense]AB19
MRIAPPAPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMDWLEQECTAFATDYEGKLAGLDAAGMLACVERYEAI
DRVAGRIMSFAGLRYYQNTMDAGRAKFLSDCQDRITAATTPLVFFSLEFNRIGDSTYEAVITADPALARYKPVFDRMRAM
RPYQLSDELEKFLHDQSVVGASAWNKLFDETVAGLGFEVGDEALGIEGTLNLLTDPDRDRREAAARALAEVFGANIKLFA
RVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLPIE
EPKTVGWNAAKTTVMEAYAEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLAHE
LGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKLHE
ARRGGELTPEDINEIWMSVQGESLGPVFEFMPGYETFWAYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGPGFQDKYF
DMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGFIDELEAMED
>MBL3579129.1 ATP-dependent DNA ligase [Rhodovulum visakhapatnamense]AB19
MNRFAALYKALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTAARLREWAAERAGLPLWLFEDCYPVVG
DLAETIALVLPPPGQDSDLSLSARMADILAMAAMDEPARKTAILDAWDSLGGTERFLYTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWRALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPADWIAEYKWDGIRGQLIARG
GAHFLWSRGEDLITDRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAVLQTRIGRKTVSKRLLAEAPAAFVAYDLLED
GGADLRSRPLAERRARLEQIIAGVPPGGPLRLSPVLPFDDWQDLARTRGAARMAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGAALVPVTKAYSGLTDAEFRDITAWVRRNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAPEANTLDDLKALLEAPDPDAGPEGQPGA
>MBL3579130.1 ligase-associated DNA damage response exonuclease [Rhodovulum visakhapatnamense]AB19
MSVLSVTEHGLYCAAGDFYIDPWAPVDRALITHGHADHARPGHRRYLATDTAAPVMRRRLGAIALDTIRYAETRRIGAAS
VSFHPAGHVPGSAQIRVECNGEVWVVSGDYKPEPDGLSEPFEPVPCHTFISECTFGLPVFRWRPQAQVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLVGLGDGAGDGAGPGPILTHGAIEATCRVMRAQGIALPDTVPVTPETDPRAHPGALVLAPP
SALGSAWARRFGQASTGLASGWMALRGVRRRRAADRGFVLSDHADWDGLNAAIRATGAERVLVTHGYTGPFRRWLAEQGY
DAGIVATAWEGETTEGDAE
>MBL3579131.1 hypothetical protein JMJ92_13335 [Rhodovulum visakhapatnamense]AB19
MADVHVTEPIHPDALALLAAAGLSVSCGWEDSDPAAGLAAARAWILRTFVVSPAMIAGAPALQAICKHGVGTDNIPVAEA
ERRGIPVFNTPGANANAVAEHTIMLLLALARQAVEMDRVARTGFHGVERLAPVELSGRRMLIAGFGPIGQRVAHLARAFG
IEVTLWHRRLSAEDAGLPVVRDLRAALPAAQILSLHLPLNEGTRGLIGAAELAALPEGAILINTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPARPTDPLFALPNALVSPHAAARGDQSFRRMGMMAAEAAIRALGA
>MBL3579132.1 30S ribosomal protein S4 [Rhodovulum visakhapatnamense]AB19
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVVEVREKSKQMAALLEATQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVLMEPHLVIEFYAQN
>MBL3579133.1 TIGR00645 family protein [Rhodovulum visakhapatnamense]AB19
MAEKPSVEQAFERGLFASRWLMAPMYLGLVVSLAMLVVVFMREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGAHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAIYGDTELFWLVLIHMVFVL
SGVLLAAMDWLSARAGKH
>MBL3579134.1 histidinol-phosphate transaminase [Rhodovulum visakhapatnamense]AB19
MTRIPPQPGILEIALYQGGQSKIEGMSDVVKLSSNENPFGTSEKTKTAFSRCVHSLHRYPSTDHAELRAAIGEEHDLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAENLPERVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENTRLAAWLAGALTEAGVPTDPTFANFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MBL3579135.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MSSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAIAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ERLRRLWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDSEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTDAPDFGRGTKART
>MBL3579136.1 extensin family protein [Rhodovulum visakhapatnamense]AB19
MAEGPAALGRTLAPARPQPRPEGDAELPLAGTEPDPAPDLALRPHARPTVAGAPARVREVTADLTLDRSARPEPRPRTPY
QVASLSAAGIRTQPSAILTPRGGVVCGDPAITGQMIAPIPGRIAGCGVDRPVRVTAVDGVALSQAATIDCDTARALRVWV
SDGIKPAVGRLGGGVASLKVFAHYACRPRNNQKGARVSEHGRGHAVDIGAVTLRNGVSMTVARGWNDAAQGKILRRIHRA
ACGPFGTVLGPGSDGFHKDHIHVDTARYRSGSYCR
>MBL3579137.1 DUF2125 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRFLLSLAVLAALAWSGYWALAARGIERGLAGWLDARRAEGWAADAGRISVTGFPARFDTRLAPLDLADPATGLAWSLPW
FGFSAHSHRPQRVTVRWPEAQRIATPTERIEVTAEAMTGALAFRPGLALELVSAQLSVGAFGLVSDAGWRASMDGAEIET
AALVDRPGAQRLRLSASGMRPPEKLVATLDPAGLLPPVFQQVAIEAVAVFDAPWDRHAVEDRRPQLRQVEIGRLDAQWGD
LALQAAGRFDVDAEGQPSGSLTLRATNWREMIALARGSGRLSAPLADRLEEALGLLAGLSGRPGMLDVPLRLALGQVWLG
PVPLGPAPNLRLR
>MBL3579138.1 gamma-glutamylcyclotransferase [Rhodovulum visakhapatnamense]AB19
MQDGLWVFGYGSLLWKPGFEVAERRLARLDGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCHGVALRAAPGSEEATL
AALRERELISSAYFEVELEVTPEAGPDGTVPAALRVVAYVIDPDHVQYCGGLPLDEQARIIARAKGGMGPNDEYLFNTVA
HLAELGLADPDLDWLAQRVRALQTD
>MBL3579139.1 biopolymer transporter ExbB [Rhodovulum visakhapatnamense]AB19
MDKTPREAEPQFSRPLRQVVLMTSSCVLFATGAYLAYPQVAPVFMASPYLNGAIFCVFLIGVATCFLQVIQLGASVRWIE
DFASGIPGHNLTRAPRLLAPLAALLRKRRDKRMQINTGSARTILDSVATRIEEQRDITRYLTNLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMTGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEEWLSSIT
RLGFSTGETEGEVSAEVGLLAATLDQLAEQMEGLHTLFAESEGERVALESRVGTLAEAVNTLGAAMERQLDDTRAVTEAL
SRVADAQGRATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRVLSRLAPGDERWG
>MBL3579140.1 peptidoglycan -binding protein [Rhodovulum visakhapatnamense]AB19
MALTRRGGGRFQATIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQKSELTELNAELSALADALGMERQRASGLE
EQVGELGAALSTARTDAEAKAALIAALRDRVSTGEADLAAARTRIEDVEARMARLLTERDAAQARGDALAGEVAELEGTR
DRLEAALASTRQEVDAQTEAARLAAARREALEALIADLRARNAETEAARAALADEVQSTEAALSQAEKDRLAEAAAAAAL
RDRLAGSEDELTAMSLALEEARKRAEDTLTLLAAAEKARDQAAARAEGALTEADRRAALLAVANETLDKEEAKSAESQRQ
VELLNRQMAALRGQLGELQGLLDAAEDRDAAARIQIETLGSKLNAALARAASEQRARAELEEAARRKAEEEAARLAAEKK
TLEGYRSEFFGRMRTLLAGREGVRIVGDRFVFSSEVLFETGKADLSDDGEAQIANVVSILREVAGEIPPDIDWILRVDGH
TDDVPLAKGADFADNWELSQARALSVVRYMTEDLGFPPDRLAAAGFGQYQPVARGNSPEARAQNRRIELKLTER
>MBL3579141.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum visakhapatnamense]AB19
MTEHTEPALPGFRLGWEEWISLPELGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSATI
VDRREVTSSNGDSEWRYVIAAEIVVGERRWPIELTLTHRGGMAYRMLLGRQALGEDVLVSPVDSFCQPRLSYDVYHTARV
REVAPARVLRVAVISREPHNYSTARLVAEGEARGHVVEVIDTARCYMALDALAPEVHYDGARLPRYDAIIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETNNAAESVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGYAVPVKITPQERET
AVRAARAFKLNLAGVDVLRAHDGPKVLEVNSSPGLEGIEKASGKNIAGMLYDEIEKRVRPLPVPKGRRRR
>MBL3579142.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum visakhapatnamense]AB19
MTTFGFTLHATDGAARSGAIATPRGTIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
AFMHWNKPILTDSGGFQVMSLAGLRKMSEDGVAFRSHIDGSTHMLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESADALTAIGFDGYAVGGLAVGEGQEAMFGVLDYATGFLPAD
RPRYLMGVGKPDDIVGAVARGIDMMDCVLPSRSGRTGQAFTRRGVVNIKNASHADDPRPLDEHCSCPACRNYSRAYLHHV
FRAQEILSSMLLTWHNLHYFQELMAGMRAAIAEGRFAAWQAAFHAGRAEGDIEPL
>MBL3579143.1 endopeptidase La [Rhodovulum visakhapatnamense]AB19
MPEHISSSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQIDPAVDEPTTEGIYRTGVLANVLQLLK
LPDGTVKVLVEGKTRVRTTGYLDNPSFFEASCEPLSEELGDEEVVEALLRSVGAEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVAQKQELLETLTVAARLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDDGQNEIAELEERIAGIKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWILSLPWGVKSRVKKDLTAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNATFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKREIAERHLVPKQMKNHGLKAKEFELTPEALTEIIRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTIGPDVLEDYLGVKKYRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPDIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVAHVREVLKQALVREPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MBL3579144.1 elongation factor G [Rhodovulum visakhapatnamense]AB19
MRCFTILGPSQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGESWAGFDIAGGPDFLGHAGEALAASDAAILCVPP
DPEAAVLAAPHLRLVEQSDVPCFVFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDAEGHVVGSVDLVSERAFQYR
EGQPSKLIEIPSDIQDREQEARAELLEHLADFDDSLMEQLIDDREPASGEVYTILAEAHRDSAIIAAYLGAASHGNGLTR
LMKALRHEAPGRETIGLRLGIEAPLAVGVASDTRKHVGKSILIRALGSSIRHGEPLAGGSIGNLTGIDGKPVAEPLDPGT
LAVAVKSDHLDPGMAYTAEGSQPLPRWTRGRPPTYPRLLLPANERDDARLSAALGRMAAADPGMETTQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAAEQPVSGIYRETITRPIETHYRHRKQSGGAGQFADVVLTVRPQGRGAGFAFDETIKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAAKAGVREALEQAGSVVLQPIERVEIHVPTI
HSGSLVALISSLKGQVLGFEAHRRARGWDVFQALIPAAAKEELFQALGGLSHGTAWFESHFDHYEELHGKDADRIREARA
AELA
>MBL3579145.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]AB19
MLARDLKSLLKDPGLLATDAYLAGDWVGADDGASFAVTNPANGETICQVPDMGRAEAARAIEAAAAAQKGWAAKTAKERA
GVLRKWYDLMTAAQEDLALILTAEMGKPLAEARGEIAYGASFVEWFAEEAKRIYGETIPGHQPDKRLTVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAILIKPAGETPLSALAMAVLAERAGLPKGLFSVITSSKSSDIGKEFSENPVVRKITFT
GSTEVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVKGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMDDGTDLGPLISDAAREKVEEHLADATAKGAKVILGGKPHQRGGTFFEPTIVTGATQEMQFATDETFGPLA
PLFRFETEDEVIAMANDTIFGLASYFFARDLSRVYKVAEALEYGIVGVNTGLISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MBL3579146.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MDWDDAYANAPYIPSAEAYPPRWAAEAAAFRARARGQTGQSYGPHPRQGFDLFLPEAEPSGLVVFVHGGYWMKFDRSLWS
HLAAGAVARGWAVAMPSYRLAPEVAIPDITADIRAAVEAIASRVPGGPLVLAGHSAGGHLVARMLCGDTAPGASADRIAR
VVPISPVSDLRPLLSTQMAGPLHLDAATAAAESPALMTPRADVPVHVWVGGDERPVFVDQARWLAEAWPGAALTVDEGRH
HFDVIEGLTRPDSPLTGALLDGL
>MBL3579147.1 P1 family peptidase [Rhodovulum visakhapatnamense]AB19
MRPGRRNLVTDVAGLRVGQAGDVRVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEIDALVLSGGSAFGLD
AAAGVVEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGHKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLESGITVGALVAVNALGSAVMGGGPEFWAAPFEIGDEFGGRGVGRHDPLAEPRPEAKLGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPEGGYEALRLGHAAAVCLARAIARGVYLARAAPGDTR
PCWQELFGRD
>MBL3579148.1 aldehyde dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGSWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVMGHSLPYMEGYTVYTLREPHGVTGHIIPWNYPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLDAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRALWVGPAL
EDLNLGPLISGRQKEIVLDYLGKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPPGHRLAQEEIFGPVQVVIPFADEEE
AVSIANGTGYGLVAAVWTRDGARQMRMARKLRAGQVYLNNYGAGGGVELPFGGVGLSGHGREKGFEALYGFSVLKTVAAR
HG
>MBL3579149.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MILLRDLGLSLHGRPVLNGVSLEIGRGEILGLAGESGSGKSMTALAIMGLLPEGAELRGHLRLNGLDLLSLSDRQMCAIR
GRDLGMIFQEPMTALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPTRYPHELSGGQRQRVCIAMA
IALRPQLLIADEPTTALDVTTQARILDLLKGLVAETGMGLLLITHDLAVISGVADRLAVMRRGEIVEEGPAAAVLAARKH
PYTRALVAASAHRPATPPPLPGPPLLEVREARRSYPAAHSGLFRRLPPHRAVDGVSFGIARGESLGLVGESGCGKSTLAR
AVLGLDPLQGGEIRLDGEVVRAGAAMPARLRRKMNAVFQDPYGSFNPRHRVARLIAEPFHLDGRPSDADDRIDAALEAVG
LDPKDRDRFIHEFSGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSST
ERVLVMQAGRIVEEGATEKVLHNPAHAYTKALLSAAPKLKEPD
>MBL3579150.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MSARPTLIAGGVLSGTVLALAALSLVWVPHDVTALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAGRGGWLDEIVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRARISAEHVLPNIANLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYTAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>MBL3579151.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MLRYALTRLLSLSLSLIAASIAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGSVWARYLDWASGLATGDFGIS
YTYRVPVADLVAQRLAVSLPLAAYALALSTAIALPVGLWAAARRGRGADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGPGIKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MBL3579152.1 aminopeptidase P family protein [Rhodovulum visakhapatnamense]AB19
MTRPEIRPDFYRFANGEKAALPFAPDEYDTRLMGLRAAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASQSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRVGIEADHLTLARRDELDTFLAPAGTVDLAPATMRQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVREGAREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHNPVTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLGIWEANVAAHDYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGVLSHYYGREAGLELREDVGTVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAEDITLYPYGPG
FNVIA
>MBL3579153.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRPIRIIARTLVLALPFGLSLAAVPARAAPPDAITLGMVLEPPNLDPTSGAAAATDEVVYANVFEGLTRFAPDGTVVPGL
AASWETNETATVYTFHLREGVRFHDGTAMEADDVVFSLDRARGPDSTNAQKALFDGIDSIAATDPLTVTVTLARPDGAFP
FKMAWGDAVIVAPETAGTAATAPVGTGPFRFDRWVHGDRVELVRNPDYWGPAPALARATFKFIPDPNAAYAAMMAGDVDA
FPNFPAPETLPQFEADPRFKVIVGTTEGETILAINNRRPPLDGIRVREAIAHAIDRQDVIDGAMFGYGTPIGTHFAPHHP
DYVDLTGLSRHDLKKARALLAEAGQTDLKLRLALPPPSYARRGGEIVAAELRAAGIETEITNLEWAQWLDQVFKRNDFDL
TIVSHTEPMDIGIYARPDYYFGYGKPDFVALMDRLAGATAPDERSEILKAAQRMIAEDHVNVYLFQLAKTGVANARIEGL
WENAPTQANDLTAVRWAD
>MBL3579154.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum visakhapatnamense]AB19
MSASAESRQMTVAEVRARKGAAPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVSMEMMLMHGRAVARGL
SHALMVVDMPFGSYEESPEQAFRNAARLMAETGCGAVKLEGGAAMAGTIRFLSARGIPVMAHVGLTPQGVMGFGGYKVQG
RGADGARVLADAQAVAEAGAFAVVLEKVPAALADRITDAVPIPTIGIGASAGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGSAARAAVALYAEEVRARRFPGPEHVFADETGGAA
>MBL3579155.1 pantoate--beta-alanine ligase [Rhodovulum visakhapatnamense]AB19
MTAPILRSLEALRAVGAEWRAEGARVAVVPTMGALHDGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDALYVPAADQVYPPGFATSVSVSGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDFQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDSRAMAPALYRALEAARQALEAGTGAETTLATARAAIMAAGFAEV
EYLELRAAADLAPLEAADVPARLLVAAHLGGVRLIDNIPVAAR
>MBL3579156.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum visakhapatnamense]AB19
MDTSPGHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEYLGERLAAKGFEVSYVRARGAPADSDAHPRWNMIA
RHEGTEGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVATCPAYRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAIRHMGAVLAEMEA
TLFPLLAGRQTAMPVVPEGARAATLNINAIHGGEPEQEADYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTDRGAPVVQAVERAIGRVLGTAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLDG
>MBL3579157.1 hypothetical protein JMJ92_13470 [Rhodovulum visakhapatnamense]AB19
MFAFLRFALAGFVILTVIYIAVSLYSRAVRRGKLGREWDEDIRIGDRDAYVEEGLRQYDRSLRRKLILGVYVVPAIVVGT
IIYITNYM
>MBL3579158.1 DUF1523 family protein [Rhodovulum visakhapatnamense]AB19
MAYVKWTIVTIVVLVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASDGAGNSEGDNTRFVNFIETFNRDGKPVVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVDSPDDSPIPWFNILFLGAL
GALVIWIWQMLARFKEDRIEPMLDEMGESLETVGDRAEGFWRRVFSR
>MBL3579159.1 aldehyde dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MPPTTLDRGPGRAPDAEARAWIARKQGRFGPWIGEPVTPDGPRRTLIALATGTDLAELAEATPPQIADARAAAGSAQADW
AALSGPARAVRLRVWAEAIEARAACLTQLLALETGRPVRHGRTWLAEGRAALRQAADQALLGLANRPGLVPLGIVAPGLS
LGRIGPALAAGNAAMLAPGPGGGTLAALCLAEAAAEAGLPAGLLTVLTGPAEPLLGLARPPVPELGGPCLHLVLEDADLD
AAADAIAEALGNPPPGTTGQRLLVQDSVAERVHSRLAGRMARLIVGDPLDPATDLGPLPGAGLRDRLTAALANSTGTPIQ
PLPRLPDTGLYFAPALIPGLAPASPEMETGLPGPVLLSTTFRSPAEAILLANAGPPAPSASLWSETLAVALDLATALEVG
TVCVNGTDLGPAPDPLELWQRPAGLAPARPMAPAPADRGPDPTAALTAARRVQPGWAGRGATGRAAVLARAAARMPEEAA
APLAACAARAATACATWSEGPGRATLRRHRPLGLIAALCPAETPALAAASILGPVLAAGNAAVLLPHPGDETRLRLLVTE
LEAAGLPAGLVQILSGAPAAVALRLAARVDLDALWCCEGDDLPDTLPVRTASGGPALWLAQAAPGAWSDPGDASEAFLRA
ATRAQTIRTSWGA
>MBL3579160.1 deoxyribose-phosphate aldolase [Rhodovulum visakhapatnamense]AB19
MPGEKTPTPARTAGPQPVQKHNVGLPLDTGWVAATRVNRPAAERHVAGLAARRPADPAAEAAWLLRAVGLIDLTTLSGDD
TPGRVRRLCAKARNPLRADLRAALGAGPVTTAAVCVYHEMIAHARAALEGSGLPVAAVSTGFPAGLSPFSTRLAEIEASV
AAGAAEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTSTGKEPVN
ATLPVGLTMCRMIRAYREATGIDVGFKPAGGISTATDALDWLGLVGEELGPRWQEPALFRFGASSLLGAIERRLDEIAFG
AGSTPRRHAPG
>MBL3579161.1 hypothetical protein JMJ92_13490 [Rhodovulum visakhapatnamense]AB19
MPDSSCPEPGVDPTEGLTEFALESLLASPEGWRSFARESVAVWPNSRPLAVIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFAAYWHSSDPYFLNL
>MBL3579162.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MGGRLITILVLLTAVPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVAELKVTEGDPVEAGQEIARIEDDKL
TFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLATQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVARPDGPVERVVVPGERLTHDGLDWVEILTGLEPGDRV
VSPDE
>MBL3579163.1 efflux RND transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSQTYDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQTAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDEHHVASLARGPDGEIVRRPAVTLALAKRAGANAVV
VGEQVLQRLEQMKGGLIPDTVAVEVTRDYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTRDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAATVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAAKVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPIFRHNGRSAEMVQADLAGDFEAPLYGMLAVQDRLAR
IDWEGLPAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFLGI
MLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILADP
IFQGLALSLLFGLASSTLLTVLVIPAIYRIFKT
>MBL3579164.1 nitrogen fixation protein NifQ [Rhodovulum visakhapatnamense]AB19
MTADTAYDRLMAGAARARWDAADLHVAASILALALSEAPVPEDLPAHCGLDAAELAGLLGALFPAAPREFLRGIGAVPRG
IEEDSLRTLLLAHAGGTALAVPLASMIARRAMEPDHLWQDLGLRNRGELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
EEGFVLCATPVCTDCADFDMCFGEESGESRLARAGRAEPPDGSPPPARADGRVRS
>MBL3579165.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum visakhapatnamense]AB19
MPRYALKIEYDGTPFSGWQRQADRASVQGAVEAALARLEQDVPSIAAAGRTDAGVHALGQVAHCDLAKDWDPFRLSEALN
HHLKPAPVAVVACARVPEEFHARFSAVERRYLFRLVSRRAPLVHDRGHVWRVGHDLDLAPMQAAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEDMPYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWPPEGVKAALEARDRAACGPVCPPD
GLYLAGVGYPTDPFARD
>MBL3579166.1 YcjX family protein [Rhodovulum visakhapatnamense]AB19
MINCHPDFERSARTSKGATLRIGDLADGMTRGVEGIAASVSETFMEPVVRLGVTGLSRAGKTVFITSLVSNLLDRGRMPQ
LRAAASGAIVSAYLRPQPDNTVPRFDYEAHLAAMTGSEPHWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIV
DYPGEWLLDLALMDKDYAEWAADTLGRLDQRPGSEGFVAALGGADPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPG
RFLLPGEMAGSPVLTFAPLPVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVED
LRRAMTEILGAFRPGRNAWLTRFLMGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGAETAAMAIAAL
RATVEETREQRGESYDCVRGTLMSTGRQTALYPGELPEDPALLLEPARDGAEDWLDGDYQVMHFAPARLTLKPGEGPPHI
RLDKAAEFLLGDRLR
>MBL3579167.1 TIGR01620 family protein [Rhodovulum visakhapatnamense]AB19
MTRRPVVFDLEDEEATPARPARRPDPQPEAFSGPPPQDPPVSPATAPPVPDEDEDPAPEGRAMQTVAALAARRPSRLARF
FWSSFVALLGFVISVAAWNFVFGLFERNQILGTIALTLVGLVALAVLLIALREMAAFARLRRLDTLHHEAEAAIGANDVK
AARALVDRLTGFYAAREDTRWGRARLAERRDEIFDADGLMGLAERELLLPLDAAATREIEAAARQVATITAIVPLALADL
LTALTANLRMIRRVAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRPDS
>MBL3579168.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTHAFPAALLGAACLLAGQSATASTVYGIDFPAGDISFADRVVSFTPGFGFGGGVAPCTDASNALGVASAGPDSYLGECN
GYVSLGEGGSLVLGFDDNLLVPSGDAAPDLQVFAGGDHDEHFLVLIGLAGKLDDWFALTGAEGSIFLGGSTGIDIDAAAG
VMPGMAFSRVMIVDLPRYCNTATGVMEWSVGEACGLDIRHLPYDGPWAGVDIYGLGAISTVPAPIPLPAAGLMLATALGG
LAALRRRSRG
>MBL3579169.1 isoleucine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MCADTPDYKDTVFLPETDFPMRAGLPAREPAWLERWERIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHALNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWIDVQREEFKRLGVTGNWADPY
LTMNFHAEAVIAEEFMKFLMNGCLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEVTATPEECWAKVGDRFILADALAESVLGAARLTPDMWTRVGDVSADALGALTLAHPF
RGVEGGAGEWDFDVPVLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFGLPMTYNVLEDGSFRPDLPLFGGAVIIRPDGK
EGDANRRVIDTLVERGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMGTYGDTIRQRALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGAKPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGN
DYNADHYTQVFDVLDVWFDSGSTHAFVLRDRADGTADGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAETVA
PADMPELERWVLHRLAELDERVRAGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADSATRRAARTVLDLLFQ
RLTTWLAPILVFTMEDVWLSRFPGDEGSVHLQDIPETPADWRDEALAAKWAGIRQVRRVVTAALEIQRQDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAALG
>MBL3579170.1 hypothetical protein JMJ92_13535 [Rhodovulum visakhapatnamense]AB19
MTAPIAGDFSAWGVAAARKALHIDSRQQGPAASGQAQSATDILSQIDKDKDGGLSYGEVASTGLANLIDANAKSDVDTNG
DGLLSLSQPEKRREDLGTPGATENLVKSMMELDTEAAKSPEEAAGSYDLTGNSQPSTRDSALSRIADFLDPDNRAVSVGD
EDKAAARSDIAANRQTPPPDSATGLLQSEFQTDSSFDRSVFKDQLALQTGVATFQNTKALFSGAAA
>MBL3579171.1 hypothetical protein JMJ92_13540 [Rhodovulum visakhapatnamense]AB19
MNISMTSSALTGLGAARQAPPPPPPPQESSTASAKTEEETLLKLLEAQESDESDESESSLVLTTTDDTSESDSGTATSAA
LTLLQDAADLAADTPPPPPSQTESIVQGVLSSLSDTGSSADQASTQAEALYTAMQRMLTEKVA
>MBL3579172.1 tyrosine recombinase XerC [Rhodovulum visakhapatnamense]AB19
MSLALSPALRDALEAWLAEERAIDGASEATIRAYATDLRGFLAFLAEYDGEPAGPARLARIELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGRREGFEPTAVLSVRAPKFTRKLPRPLPEDAARAVIADLGDTPEVPWIAARDAAVATLLYGSG
LRISEALGLRGRDAPLPDVLRIRGKGGKERLVPVLPVAREAVAAYLDLCPFDLVPDGPLFRGARGGALNPRMVARAMEGA
RARLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTARLLDVYDAAHPKA
>MBL3579173.1 DUF484 family protein [Rhodovulum visakhapatnamense]AB19
MSSTAAIADDLRARIINEPKVILDDPDVMRALVAANDKMMGANIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLGLLDDDLAAILRVDCVRLVLETDGDRAETALAAPGGAVRVMTAGFARSYAGNGTSRPPRR
IVLRRTGPHCESIYGSRAAELRSEALLTLDLGEARLPALLALGSADPQQFTPNQGTDLMEFFADAVERVLRRWLA
>MBL3579174.1 fructose-6-phosphate aldolase [Rhodovulum visakhapatnamense]AB19
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLILKSGRDILEVTKEICDLVDGPVSAEVVATGADAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDYKTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWKKTGQKIL
>MBL3579175.1 primosomal protein N' [Rhodovulum visakhapatnamense]AB19
MREVFPEGARVGVLTAQPLGRVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGGFDAAKLRRVGRVLDAQPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTPPRARVLEVLEAFGGLSFTLSELAAEAGVSA
GVVKGLVPSGAVLEEDLPRDRPYPRLDPARPGKALAEDQAAAAQALCAGIASGGYGTTLLKGVTGSGKTEVYLEAVAACL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGAAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLAARFGTATLPEMAAIDMRAEDTAPG
RWISPALEAEVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCDHCDARMVEHRFQQRLVCHQCGETKPIPETCPSCG
VAGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEAKPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAIAEWVAPVKLPPNLRLA
VDIDPQSFM
>MBL3579176.1 YeeE/YedE family protein [Rhodovulum visakhapatnamense]AB19
MDIVQLVERIGEGPTAALFGLIAGGIFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRMLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAGLWVTAG
GRNSDLLGGLGLPRESGLGLGLMIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPAVLQFDIGLVPGVFLGAFAAAWVGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLIDQPHGAARPV
>MBL3579177.1 MFS transporter [Rhodovulum visakhapatnamense]AB19
MTLRFSPLRLDAAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
LFMREQVLGVVSLLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAAALL
AYGLLVVTWKTFDLSYNFVYLASGGFTALVALFCLLAYPQFEAPNPQVKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVNEVTALFLINFLANMAFAPLMGKAVARWGERSALVFEYAGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAATSLVLALMIPRHPSPGH
ETIFARLAPAAAE
>MBL3579178.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTLEQIRIFLAVAERQHVTRAAEALNLTQSAVSSAVAALEARHRVRLFDRVGRRIALTEAGRRFMDTARALLAESEAAEL
MLADLGQTMQGRLRIWASQTVGSYWLPPRLAALHETHPGVAISLKIGNSAQVARAVAEGTADLGFVEGEVDAPDLLTRVV
DRDALALVTRKGHRLATGPAPDRAAYLAQDWVVREPGSGTRAVFEDHLAAMGLRLADLSLAMELPSNEAILAVVAESDYA
SFLSAGALAAHVPAGISFREVDWTARPERAFSVLIHPRRYRSRAVEALLTRIGDDR
>MBL3579179.1 putative sulfate exporter family transporter [Rhodovulum visakhapatnamense]AB19
MTDTPLDSAPRGLARIDRAGLLPGLALTGGLALVALGLHRALGIPALSPLVLAMVMGMAIRNGIGPVPLAAPGIAFSLKR
LLRLAIVLLGVQLTLGQLAAVGPVGLGIVAVTLCSTFLFTKAMARLLGVERRLGELIAAGTSVCGASAVLACNTVTRGSD
EDVAYAIACVTVFGSAAMLSFPLIGTALHLTPQAYGLWAGASIHEVAQVVGASFALGDAAGQAGTVAKLSRVILLAPLIL
ALARVGRWRGHAPADGAAPMPWFVVGFLAMVGVNSVLDLPEAAQHGLALTASFLLTVALAAMGLETDIRKLRQKGLLPLL
LGAAASVFVAGLALALVVLL
>MBL3579180.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum visakhapatnamense]AB19
MFSLLGRKTDMVREDEALKGRPEPIATAETHHVFGRPLQAPVPEGMQEIVFGMGCFWGVERLFWKLPGVWITAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEISLDRLLRTFWEGHDPTQGMRQGNDRGTQYRSAIYVYTPDQKAAAEASLAAY
QARLKAAGHRAITTEIREAPPFFYAEGYHQQYLSKNPGGYCGLGGTGVSCPGGTGA
>MBL3579181.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MGTRIHITGASGAGCSTLGRVLATRLASQVFDSDDFYWRPSDPPFAAKRSQAERVALMQALFVPRSDWILTGSLGGWGDA
LIPRFTHVVFLTVSPALRLARLRRRERQRHGAAIQPGGAMAHAYRAFIDYAMGYDSPDFTGRSRVKHELWLEELPCPVIR
LDSSVAPDLLADRVIEALDQTVDAA
>MBL3579182.1 50S ribosomal protein L11 methyltransferase [Rhodovulum visakhapatnamense]AB19
MPTYSALTTLTAKAAADALAEAIESRMDPEPIGVGVFEIEDGSGLWELGAFFTEAPDEAGLALLAMVHGARPFTVSEVPE
TDWVAKVRRDLAPVQAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGLAPGAVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAEANVAANGLAGRIRCIEAAGFEHPELAAAAPYGLIFANILKAPLIALAPDIA
AQLAPGGIAILSGLLNEQAEEVAAAYAASGLELEGAEQIGDWTTLCVLKRRA
>MBL3579183.1 hypothetical protein JMJ92_13600 [Rhodovulum visakhapatnamense]AB19
MQDPQYRDFQNRLQRVAEMQRSGRAFETADTSRMAAPRRPRHALNLPLWRSLGVMAATVTLVKVGILVQIGAPAYAERLA
LAESRTPVERAAAAVMQIDPATGWVARGVSALLGRGR
>MBL3579184.1 DUF1127 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAMFELSHPQPAGLLATAPRLGFVTTLVARVQAWDELRRTRKALSQLSDRELDDIGLCRGDIDTLLR
>MBL3579185.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum visakhapatnamense]AB19
MRVLGIDPGLRNTGWGVIDQRGSRLGHIANGICHSSGETLAERLLSLHIQLTEIVARYAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGADAADALAIALCHAHHLAGGARLA
AALARAGA
>MBL3579186.1 Holliday junction branch migration protein RuvA [Rhodovulum visakhapatnamense]AB19
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGPGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKDKAPAVMALGGRLAPEPAAGAVIEPGPAAPA
PATRPQAPVSTSVSAQADALSALGNLGYAPSEAAQAVARAAGETPGADTKTLIRAALKLLAPKAD
>MBL3579187.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum visakhapatnamense]AB19
MTEPDPMLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEILYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLLGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLRLIAENYGGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWTHLGLAAPRPAGQTAQTDLFDEGA
>MBL3579188.1 hypothetical protein JMJ92_13625 [Rhodovulum visakhapatnamense]AB19
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLATFKGACEAVVSLAGHQLTETDPDLGSNLIVFFFENWLELVR
VPHLDRLVPDLVRRVGRLQAAGANQYRFFRFDEDGAIRAAFVFVRMDADLARVPAESIALNQMVQTILLWSDTAFAERSP
LARMPGGTLVLRPEIAAVIRAGYDPAMPTVARDASHALRLAARIGRTLGQTLGQTLAQDT
>MBL3579189.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum visakhapatnamense]AB19
MTHRFAVRVYYEDTDLAGIVYYANYLKFIERGRSEWVRGIGLDQVRLKAETGIVFAVRRVEADYLSPARFDDLLTVETDL
VRATAARLVLDQAVLRGDTRLFEARVTLAALGPEGRPARLPAEFRRSLETG
>MBL3579190.1 protein TolQ [Rhodovulum visakhapatnamense]AB19
MDTDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIIQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MBL3579191.1 protein TolR [Rhodovulum visakhapatnamense]AB19
MGGSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPMLTAGVPVELPKTAASALPSEQEAPLTVTL
TADGKIVLQETEVASDALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNSAGFRNIGLVTDTGGPTLDGRSE
>MBL3579192.1 cell envelope biogenesis protein TolA, partial [Rhodovulum visakhapatnamense]AB19
MNTGTYISGGAHLGLIAWVMLSGLFDAPPPKPMEVTDVTILSGDEFAALTAPAAAPTPSQEVDAPEAPSLPRSPRPAPAP
EARPQRPQPPP
>MBL3579193.1 hypothetical protein JMJ92_13650, partial [Rhodovulum visakhapatnamense]AB19
MPWLAGLAAERLFPEARAARPALELLIALLGAAQVALVLALAASIDRAVRAEARTERFDPVAGRTSRFRPDRDLLDGKGP
VGVILCAPAGHGTATDPDDRTMGRALQRATRHLRDEDSVGRWRGRNLLVVANVPSETELARMAERLALVLAPDLPEAAIG
LSMAAFDEPSVEAALRRAEGALYIAERRSSRHPVRASGLADGTDPSSRRPDSDPEGQGGTGGSGRSAPRP
>MBL3579194.1 LuxR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSLEHLSALIAARSVEELWALHTQKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPDYVRAFVDKGLYMNAPMVR
WASRNEGTSSWRIITERMARGELPPEELEVLQFNRSMGVVAGYTISFSEISVRAKGAIGLAARPGLDQDDVDRIWAEHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKSTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRAESP
>MBL3579195.1 hypothetical protein JMJ92_13660 [Rhodovulum visakhapatnamense]AB19
MIAMTGHHADAVERRDLTRDGNTPLRREEVFKRADPVRRTSPKTACSKVEIRERSARISDVPAEHTIGVRVGDRRQRASG
ARKRPDHDLEGQRQGGTWNGAERAPQLRGSTTLIIMIMFLKRFARRATATATNSTPDPSGRFPASLAASSVEWNKVP
>MBL3579196.1 hypothetical protein JMJ92_13665 [Rhodovulum visakhapatnamense]AB19
MLEGIRAALLCLLQEPAFYKNQRVSHAAIAENKRLGAALADLKEGQEKTPPRKRRAGQ
>MBL3579197.1 methylamine utilization protein MauG [Rhodovulum visakhapatnamense]AB19
MASAEEGGATAGPYATPEAFGEALFFDVNLSKTRSQACATCHDPARAFTDPRPTAAGRAVSLGADGQSLGDRNAPTAAYA
MFSPTFARRADGSYVGGQFHDGRAAGLAEQAGGPPLNPIEMGLADVNEAAARILENPRYGATLDALYGPGTASDPEAVYR
AATSAIAAFEATDLFAPFDSRYDRYLRGEVQLTDEEELGRVLFFSQQFTNCNLCHQLRRSPMAADETFTDYSYHNIGVPA
NTAARAVTGITATDLGLLANPAVDDPAEAGKFKVPGLRNVAVTGPYMHNGVFEDLRTVILFYNKYNSKAAARQINPETGA
PWAAPEVPDTLSMDELTTGPALDDERIDALVAFLGTLTDRRYEDLLK
>MBL3579198.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum visakhapatnamense]AB19
MSPTEQPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVDEQAPDIIVLDWMLPSVSGIEVCRRLKSRADTRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELMARVRAQLRRTRPAAVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGSDPVRTVRGAGYALG
>MBL3579199.1 phosphate signaling complex protein PhoU [Rhodovulum visakhapatnamense]AB19
MMKDPHIVKSYDRDLESIQALIMKMGGLVETAILEAANSLETRDEELAEQVRKGDKAIDALEEKVNEEAARLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGSAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSMAEQVIYLATGHLPEDERPKADRTSVDAGRS
>MBL3579200.1 phosphate ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MYDNPDLARTTVTRDIKIAAHGCQVFYGDTHAIKDVDIDIEDKTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVVGDIR
LDGEDIYDKRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARGKADLDEIVESSLRRAAIWEEVKDRLDAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRSQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGETGHIFTNPTDPRTESYITGRIG
>MBL3579201.1 phosphate ABC transporter permease PstA [Rhodovulum visakhapatnamense]AB19
MTDVPFTDASSGPARPARTGSLLEADARTRRRNAAEARFRLYGIAAVGVGLFFLAALLYAIFSNGIGAFQQTGYTLQVEF
REDVLDKTGNRDLEDIKSVKTFAYSPLLRAAMLREIETHGIDTPLADAKTTGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVAVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLREAGVATKGFNLAFITGPDASDARPEQAGLGVAMLG
SLYMMIVVLLLSLPIGVAASIYLEEFAPQNRFTDIIEVNISNLAAVPSIVFGILGLAVFIQFVHLPQSAPLVGGLVLSLM
TLPTIIISTRASLKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTIIGLAQALGETAPLLLIGMVGFIASNYPD
GAISGFLAPNSAMPAQIYEWAKRADPAFYERAWGGIIILLLFLMTMNIIAIILRRRFERRW
>MBL3579202.1 phosphate ABC transporter permease subunit PstC [Rhodovulum visakhapatnamense]AB19
MPVLWLVLIVFALGALGFVLGRRRALGGAGGDIRLLHSLPSYYGTNVALLTVVPALFLLGIWLLVQPIVVDAKVSALLPD
SAISEGTTRDLVMSDVRRIAEGLDKAVAEGAMTHAQARDIRAEFTDVRNRLGAVGVALGSRVGAPELFAAQRYRRIAGEG
SLAMTGAVLALALGGFALSLIRTTPSFRARNSVETGIRYVLIFAATIAVLTTVGIVLSLVFNTIDFFRLYPAWDFFFGTT
WSPSFGGGSDLGILPLLWGTFYISIIALAVSVPIGLFAAIYLSEYATPHVRAFAKPMIEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVVTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVRQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAANLSLNPFEAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNVFALYIVR
KYREQYE
>MBL3579203.1 substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSFAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRPIKDKEIETCKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPSDLFKALAAELPVDGKMVANTASTWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIEGCKATGALEAMVGMGMDEKDAEKACKAVRTDGKSVDIDGDYTETLARIDTNP
NGVGVFGLAFYENNTDKLKVATMSGIAPSTETIASGEYPVSRPLFFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQAKVANEETMSN
>MBL3579204.1 two-component sensor histidine kinase [Rhodovulum visakhapatnamense]AB19
MALFGPSGTGRHYVTVLRHPALLDCVEEALRLRQPRRARYLRSDLGRDSTYDVTASPLEGVAAGGVVLSFADISDREQAG
QIRRDFVANVSHELKTPLTALMGFIETLRGPARDDAAARERFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPGARVDV
AALLRTSVQTLRSLARGAGVEMTLEGAEEATHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLVLTRSERELAFRGPGVR
IDVIDRGEGFDPVHIPRLTERFYRVDSHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSVPGEGSTFSVMLPMA
>MBL3579205.1 hypothetical protein JMJ92_13710 [Rhodovulum visakhapatnamense]AB19
MDYTGPGQAPHAEPGPGRGGMALLIGFDRVDQPEIGMPFASARVERLPYGLVQAALSSVQSVDMVVSPLLTEQFDAMDLA
TQLELGGYRGLYVVVTPVVPNPEIIRREIAALCPGITVQLIPRARH
>MBL3579206.1 gamma carbonic anhydrase family protein [Rhodovulum visakhapatnamense]AB19
MTLYALDGLAPTLPEDGDYWVASDANVIGNVILGAGASIWFGSTLRGDNEPITVGAGTNIQENTVCHTDMGYPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGASALITEGKAIPDNSLVMGAPGKFVRQLDEAAIERLRQSALH
YQENARRYRAGLVAI
>MBL3579207.1 guanylate kinase [Rhodovulum visakhapatnamense]AB19
MAARRGLLIILSSPSGAGKSTLARRLRDWDPAIAFSVSATTRAPRPGEVDGHDYHFLSEQAFKAQVARGAMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRNSSLGQHTLSIFLLPPSIAELRRRLVSRGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEEKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MBL3579208.1 YicC family protein [Rhodovulum visakhapatnamense]AB19
MLQSMTAFASRSGQSETHVWTWELRGVNGKGLDLRLRLPDWVSGLEQAVRTAVQGRVARGSVTLGLRLTARDSAHNALHV
DPAALTAALALLARVEAEAARQGLRLAPSSAVEILAMRGLADNAAPDPDTGPLLAALTADLGPLLDDFVAMRAAEGRALT
TVLCDHLATISSLAETAARAAEARRGQMEDTLTTALARVLEGAAGADPDRVAQELALIAVKTDVTEEIDRLRAHVAAARA
LMAAGGPAGRKLDFLMQEFNREANTLCSKAQSADLTRVGLDLKAVIDQMREQVQNVE
>MBL3579209.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVESETRPRAAVIALSGYRTGGALSALDDVETYWAGLRDDQGTLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAMILPESRPVLEDKIEALLAGDGAGVRLTLISPRSYNRQALFAGMILLPLARENGSPTKILGAL
ATVGTVGWTPRRFQILGETANPEPRPAQDAGEARRPALTVIQGGIVEPEPAF
>MBL3579210.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum visakhapatnamense]AB19
MTPWQKSDWRARPRVQMPDYTDAAALTAVEAQLAKYPPLVFAGEARNLTAKLGQAAQGKAFLLQGGDCAESFAEFSADTI
RDTFKVLLQMAIVLTWGAKVPVIKVGRMAGQFAKPRSAPTETMNGVELPSYRGDIINGFDFTPEARIPDPARMLQAYTQA
AASLNLLRAFSKGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMTAAGVNGETMNGLSTVDFFTSHEALLLEY
EEALTRVDSTSGNWIAGSGHMIWIGDRTRQVDGAHVAFCQGVMNPIGLKCGPSMAEDDLKILIEKLNPKNVPGRLTLISR
FGAGKVGDHLPRLIKVVREMGAEVLWVCDPMHGNTIKSPSGFKTRPFDAVLCEVQEFFAVHKAEGTIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAM
>MBL3579211.1 GlxA family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MMSFAGVIEPFRIANRMAGQTLYRWRLAGEGGGEAACSNGSRVLLDIGLEPLGRDEIVIVCGGIDVQKATTRTLVGWLRR
EARKGLIVAGLCTAAHALARAGLLDGRRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIAQTH
GQDLANAVADQLIYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRGGRLEA
>MBL3579212.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MKKLLLASAATLALAGVANAEEVKIGILLGFTGPLESITPNMAAGAELAIAEVNKAGTLLDGATVSSVRADSTCVDAAAA
TASGERLVTSDKVNGIVGADCSGVSGAVLQNVARPNGVVMISPSSTSPALSTAEDDGLFFRTAPSDARQGEVIADVLKER
GISSVAISYTNNDYGKGLADSIQSAFEAAGGTVTISAAHEDGKADYSAEVAALASAGGDMLVVAGYVDQGGKGIIQASVD
TGAFDTFFLPDGMYGDSLIEAIGSPLDGSFGTVPGTDSDGAQTILDMAAEAGFDGTSSYVAEDYDAAALMLLAMQAAGSS
APADYKDKIMDVANAPGEKILPGELARGLELLKAGEGIDYVGATNVEMIGSGESAGSFREFTITDGKAVTDRFR
>MBL3579213.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MIKVENLHKHFGGFHAVDGASIEIETGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVLMDGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGEGLWSAWFRRGRIAQEERALARKADEVLEFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDAKIVFLDEVGAGVNRTLLNTIGEAIVRLNKERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAQGKADEIMQN
EAVIEAYLGTGLKNKMKAGANA
>MBL3579214.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MAEPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLNVHAGAVRLNGEDITRLSPQARVAK
GMAFVPQTHNIFTSMTVEENLEMGAFLRRDDISGTIDEVYRLFPILKEKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MBL3579215.1 hypothetical protein JMJ92_13760 [Rhodovulum visakhapatnamense]AB19
MRHLAILAGSLVAVSAGAAGAAAVSLDCVARLTCVSNLDAGRAGCQPTELRYALEVGRKTGAKVVMTPEGADETGRFYEF
RRLPGTEGVRLQASGGGLEPGQGAGVLTVFETLDFVLTRHDAVLLDPEGGTPRAIAVTVHGTCAEKD
>MBL3579216.1 hypothetical protein JMJ92_13765 [Rhodovulum visakhapatnamense]AB19
MTHAPEIAPRPRRLAALAGLLALWAALALPAVAQTAERTAPDPGPNGFEMRCHFATACSEAAPCEATDATAAVSGRIGGL
GAGLQLARADLSLAGRRVEAIGTLSGPGTGGTLFLQGGAGTERHYLAIARSAARYTVHAAEGPVSTTYIGTCE
>MBL3579217.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDFLNALVAFANFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMVTILVTWALQAAGVSFGPLPTALLA
LPFGIAGTALMVLGTDRLVYRFYREQRAKPVILVIVSMGVMFILNGVVRIIIGPGEQNFADGERFIITAREFKTMTGLDE
GLAIRSTQGLTIVTAVIVVALLFWFLTYTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFASAIVGGIGSPLGAIAGGFLIAYSEVMVTYAWKKVLTYTLPDNLAPDGLVQLLSTDYKFAVSFVILV
IVLLFRPTGLFRGKSI
>MBL3579218.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRDRALFALVALLIAGTGFLQSWNAALFILNYGLISAVMALGVNLQWGYAGLFNIGVMGFSALGGLAVVLIAMPPVPEAW
AAGGVRVWAGLAVGLGVIAGAIAIWRKMAKGRLRGLAMIVWLIAGFFLYRAIFDPAVEAIEAIDPAATGYLGGLGLPVLI
GWPVGALLAAGAAWVIGKTALGLRSDYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQSSAEFVARAQ
ELGLDPLTASTIFVKLLYAGLFALVLVVLLWLCEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQIFILGSAICGLA
GAMMITYDSQLTPSSFQPLRFTFLIWVMVIVGGSGNNWGSVLGGFLIWFLWVQVEPFGAWLMGAITSGMADGSALKTHLL
DSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MBL3579219.1 hypothetical protein JMJ92_13780 [Rhodovulum visakhapatnamense]AB19
MGRRVMRALCALVLILGAAEALAQGQGRVTPLTPAARLLLLAPPPVQPVYCCKVCSKGKACGDSCISRSRSCHVGPGCAC
DG
>MBL3579220.1 nucleotidyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MTDILILMPAAGASSRMRGRDKLLETVDGEALLRRQARRAGASGAPVLVTLPRHAGGPRAEQLDGLPRLRVTHVDPAEGM
AASLRAGAEAAAAAGARGLMVMLPDLPEIGTEDLLRLIESFAEAPDSCLRATAEDGRPGHPVMFPARLFPALETVAGDVG
GRDLLARETVRTLALPGGRAVTDLDTPEDWTDWRARAGR
>MBL3579221.1 hypothetical protein JMJ92_13790 [Rhodovulum visakhapatnamense]AB19
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQTQAAYFTSVPAFVDGAWAVAVWGGLIGAVLLFLRVG
AAPWVLGFSALGMTTAAVWLIGFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARRMRVLGEL
>MBL3579222.1 HK97 family phage prohead protease [Rhodovulum visakhapatnamense]AB19
MLWGASLGALEIRQEGGATRLSARFPYGAATELAPGRHEIIAPRAFANRIEQRGEIHLLAQHDYARPLASTAAGTLSLRS
TDLAVEIEATVDGGTSWARDFLAAHAAGLIRGLSPGFRVAAGGERIEQRGGGLLRTITRADLFEVSAVTVPAYPQAQIEA
RSWEMHQDRQPFRGAVHHLNRWRL
>MBL3579223.1 phage major capsid protein [Rhodovulum visakhapatnamense]AB19
MLTSVTIARRQSEIRQRLSELVGKDAPSEDETRQMDQLDGEYRQNETRYRAALIAEDTERREAGADLETRSGREWNDLVA
GFQMRQVIGALNEGRALDGKTAEVVAELRSAGGYRGVPVPLLALEARAGETVSAGTPDPVQTRPIIDRLFPASVAARMGA
QMIAIGSGAVEWPVATSAVTAGWADGETGTVADPTPYTTTDKALKPEHNLGVQMRITRKALLQSGDALEAAIRRDMNGAM
AAELDRAIFLGTGAAGQPLGVITGAATYGVTVTPVDAAASWATYRGAVVRFMARNAASTPADVRALIRPEVWDFMEDQLT
ATAAPKFEFDRMAEKMGGIAMSSTALEAPTGTPAACTSLLTTSAGGVAPVFVGMWGAVDLIRDPFSDAASGGLRLTALTT
MDITVARGAQLEILTGVQVA
>MBL3579224.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MDEWKRHSRHVTRTRRWKVLRHQILERDGWACAECGKRGRLEVHHVKPVRTHPELSFAPGNLKSLCPSCHTRHTRRECGI
PDPDPARVAWRQAVSEMETPTEQKEIPCSLP
>MBL3579225.1 phage head closure protein [Rhodovulum visakhapatnamense]AB19
MDLNANRLDRRIQARRVVRTPDGLGGHDEAWIDYGAAFAGPRHDISDTEKFTAGAILATVTARFVVRHTAHTASLTPRDR
ITCDDAEWEIDGIKEVPRPRRRFLEITATRRA
>MBL3579226.1 terminase [Rhodovulum visakhapatnamense]AB19
MPEGRKAGRPLKLAEFQCRFVRGSLAPGVMVGVLSIGRGNAKTALSAGLALAELVGALHPKPQPKREIIFAARNRDQAKI
AFGFLVGFIEGLPEEDQAAFVVRRGSKLEVETEANGGGLARVVAADGRSILGGAPTLAILDERAAWEREKGDALENAVLS
GLGKRDGRALIISTSAPDDANTFSRWLDEPPPGTYVQEHRPAFGLPADDLPSLLEANPGAAEGIGSTPEWLVARARRAIA
RGGSALSSFRNLNRNERVSTEDRSVLVTVDEWLAAEVAPDELPQRAGPCVLGVDLGGSRSMSAAAFFWPETGRLEALGTF
PATPSLADRGAADGVSDRYVRMQERGELSVMGDATVPPGPWLAEIVRHLDGAEVACVVGDRFRHAEFTEAMQAAGLARVP
FVWRGFGWKDGSEDIERFRRALFDGEVQVAPSMLLRSAFSDAITLVDPAGNHKLAKARSLGRIDAAAATVLAVAQGARMK
AAPTRKARAAWI
>MBL3579227.1 phage gp6-like head-tail connector protein [Rhodovulum visakhapatnamense]AB19
MDLASLIAPTKAHARVDTDDEDATIELMLAAAAGDVLAAAEVAEPADAADLPTDLRFAICDQAAMLFDARGGDTERPVGL
SLAAARIVARHRGVRVCLPTSE
>MBL3579228.1 hypothetical protein JMJ92_13825 [Rhodovulum visakhapatnamense]AB19
MFSAADLDLEDLFQLKPKGFYRVENRDGRTTIIVHRPGEPVEIIGCLSLGHANQVRQRLTDEGLTGFVEGAR
>MBL3579229.1 hypothetical protein JMJ92_13830 [Rhodovulum visakhapatnamense]AB19
MIRPHQLRAFEATQDMLQDLRGLLTSLDLVQDQLYALEPDHIAQAIRSLIRMADSKLGEIEKAREKEFVAQGGISGALTE
AEVREAAGEFADDVLRRRAELDAARTRREGL
>MBL3579230.1 transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MERKLIPSATVRDLCGGISDMSLWRWLNDPELNFPRPIYIARRRYWREAEVLAWIDAREVAA
>MBL3579231.1 hypothetical protein JMJ92_13840 [Rhodovulum visakhapatnamense]AB19
MRRICAEVAGIDEATCDQTTAQSITCHATRIYGATLPDPWENPRAIEKEIDGIRAEIRKLRKRIQALDGHARSLARNHAD
RNEREDVEANIVSSIKDGDDEALRTSLERLNEYSARPKGQWVDFAALTHLDALEVALIGPAERAIAAAGTGPGRRPDRRA
YRTAAAAARAFRDLTGTDPTFWNGGETPFSRMLVRIYQCAGIKADLRKPIEAAMHELRSDSRN
>MBL3579232.1 site-specific integrase [Rhodovulum visakhapatnamense]AB19
MKLKAATVEALQATDKRQEIPDDLCTGLYLVVQPTGKKSWQVRYRHGGVHRRMTLASFPTLTLAAARVRAREVMAAASEG
RDPAEEVKAAKAPKPEDDRDKIKTLIGQYHKRHLKGLKSGDVVRRELDRFVVAAWGERDIHRITKRDVIDLLDGIADSGR
VVTANRVRAYLNKFLNWAVERDILPLSPATGVKPVAKEASRDRVLTDDEIRWFWAACEAEGFPWGPLGKVLLLTGQRLNE
AAQITEGEIRGDLWHLTAERTKNGRAHDVPLTETVRAVLAGVERIEGKAGLIFTTTGKTPVSGFFKARAHLADTMAAIAE
KERGEPVEIPRWTFHDLRRTAATGMARLGIPVRVTEAVLNHVSGTGGGIVAVYQRHDYADEKRQALEAWARFVLSLVEGK
AENVVRLQHA
>MBL3579233.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum visakhapatnamense]AB19
MKIERKFTTEETGAYGALEFVSTTSEIRNPDGKVVFRLDEVEVPAGWSQVASDVIAQKYFRKAGVPARRTPVPEEGVPAF
LWRSVPDTDELEALPEDARFGGETSARQVFDRMAGAWTYWGWKGGYFTTEEDARAYYDEMRYMLATQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYKSGKLTKSGSAYEHPQPHACFIQSIKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHEKHLNA
IFDAIRVWDGNADAAFDPGRNDGLKAAIRAAKKAMLPEAYVKRVLDYARQGYSSIEFPTYDTDWDSEAYATVSGQNSNNS
VRVTDAFLKAVREDADWELVRRTDGTVAKTVKARELWSQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLTFWGDGAFQAEDYAHATRLWTLTLEISVMMAQFPSKEIARLSYDFRTLGLGYANIGGLLMTMGLG
YDSDEGRALCGALTAVLTGIAYATSAEIAGELGAFPGHKRNAASMLRVIRNHRNAAWGKAKGYDGLAVPPVPLDHANCPD
ERLVEMAMSAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGPAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNQWTLGEEFCTRVLGIPAAKMA
DPGFDLLRHLGFSRADIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIKMMAAAQSFISGAISK
TINMPNDASIEDCLSAYELSWSLGVKANALYRDGSKLSQPLASALVEDDEEAEEILATGTPAEKAQVIAEKIVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGIVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPTGAAFEELGSGHEEGKANVAPVSDSAASKSLEV
LKQISSTGYLRKRLPQELVVLQGGMGAVAFASSIDTAVALPAAGPASGAATALATGTVPMDARVKAKMQGYEGDPCGECG
NYTLVRNGTCMKCNTCGATSGCS
>MBL3579234.1 DUF192 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGKRARSGRGLRKIAVRAAAAGLLVWAVAGAARAADCAETRVDLRGDWGTARFTVEIADDEAERALGLMNRTHLAGSAGM
LFVYPDPQPVAFWMENTLIPLDMIFLDGAGRVKKVHADAVPLDRRPIDGGPGILAVLEINGGLAGRLGIAPGTELRHPAF
GPDAAWPCD
>MBL3579235.1 cold shock domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDKDSDTALRVEGRVKWFDPSKGFGFVVSDEGGPDILLHANVLRNFGQNSVSDGAGIVLVVNRTARGLQATEVLKIEPPV
AAGAPALEDAMHLTAEQVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPDGAFAR
>MBL3579236.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum visakhapatnamense]AB19
MSDRDGLFAGDDPFAIARAWLAEAEKTEPNDPNAIALATVDAQGLPNVRMVLLKEIEDDAFLFYTNYESVKAGEIALTNK
AAFVLHWKSLRRQIRVRGVTEKEEGEKADAYYASRALQSRLGAWASQQSRPLASRRELMAEVALVTARRGVSPQRPPFWG
GFRLRPLEIEFWADGAFRLHDRFRWCRDTLDAEWKIARLYP
>MBL3579237.1 enoyl-ACP reductase FabI [Rhodovulum visakhapatnamense]AB19
MSTKLMEGKRGLIMGLANDKSIAWGIARQCADAGAELAFSYQGEALKKRVMPLAESLGSDMVLECDVASEESLDALFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARLMTEGGSALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQDEVGKSALYLLSDLGSA
VTGEVHHVDAGYHSVGMKAVDAPDIDAVTGRKDG
>MBL3579238.1 xanthine phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MAPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGAWRAVVGITRGGMAPAMIVSRELDIRLVDTISVKSYNHQSQS
APVIIKMPDRDLVGDGTGVLIVDDLVDTGRTLEVVRATMPKAHVATVYAKPMGRPQVDTYITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MBL3579239.1 aminotransferase [Rhodovulum visakhapatnamense]AB19
MPARQPPRGGTAATFAPPITEARRWLDGIEFPPDRPLLDVSQAAPMDPPPAALRQAIAEAALNDPGAHLYGPVLGMPELR
AEIADQWSSAYGGAIRPEQVAITQGCNQAFCAAVSAIAAAGDEVILPTPWYFNHKMWLDMAGVRAVPLSTGANLLPEVQR
AAALITPRTRAIVLVTPNNPTGLEYPAGLVAEVLALCRNHGIALILDETYRDFDGRDGAPHRLFADPDWGDTLIQLYSFS
KAYRLTGHRVGALVAAEPIVAEVGKFLDTVAICANQLGQRAALWGLCNLAAWKADERAEILARRTAVETGFAALPGWDLM
GAGAFFAWVRHPFAIDSTTLARRLVAEAGVLLPGAMFLPEADPGSRDQLRIAFANIGRQGLQTLFQRLAAFRP
>MBL3579240.1 SurA N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSKSKGKQFSKTLVWLMLIFVVLGLGGFGVSNFGGRVEAIGSVGDTKISTDTYARALQRELRARAAATGGQTMSIAEAQS
TGLVDAIRAQVISNAALDNEMARIGVSVGDDQVAREVMRIDAFKGPDGSFDREAYRYTLSQNGLTEAQFETSLRDEAARS
LLQTAVVAGLNPPETYVDTLYTFIAERRSVSLIHLTAEDLDAPVPDPTGDDLTAQYEATPAAYTAPMTRKITYAWLTPEM
MADRIEPDEELLHQLYQEHIDEFVQPEKRLVERLVFADMTEAQAAWDKIASGAESFDDAVAARGLSIDDIDLGDVSEVQI
GGAAGQAVFALTEPGLAGPVMSDLGPAIFRVNAILAKQEIPFEEARETLAPEAVHDRAVRMIADKMSDFDDLLAAGATLE
DLARETDMELGEIDYTANSDQGIAAYQDFREAANAAVEGDFPEVKELDDGGIFALRLDGETPPTLRPLDAVRDQVAEDWR
AAETARELAAKAEALKARVENGEDMAALGPEVTSESALSRGGLMPQPLSDALFALGAEGDTAVVPSGDEVWLIRLDAILP
PDGNDPGAEALRQSIASQASQGIAQDLYSSFAQAVITAAGLSLDQAAINAVHAQFR
>MBL3579241.1 anthranilate synthase component I [Rhodovulum visakhapatnamense]AB19
MSKIIPEFAAFEAGYEAGRAQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGES
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEDLPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPAEDRALEADLLCDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVLKDEKLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MBL3579242.1 translocation/assembly module TamB domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRAFLGFLLLLLTALPLAAQEDDRGVLVRFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVEELSADEILLPRLPKGEGASVEQSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEAEMALDGALSL
AGGAGEADITATRSDADGAFALKAAYANDSQTLSLDLSLTEGAGGIVSSLAGLPGAPPLALTVEGDGPLSEFAADLALAT
EGEPRVAGRLTIAAPEDAPEARAFAATLAGDLGPLVAERLRPFFGDSSELAVEGTRGADRRLDISRLEVATGALQLGGTL
ALAPTGLPEKVDLSGRLSGPVVLPVSGLDTTVEGVSLEAKFDAATGEAWQADIALDGLTSGPLKLGHADLTGTGTIRPEA
PALDADIAFRATGLSHSDPALARALGATAEGRARLFWQAGTPLSLSDLAIAAGDARLTAKGTLGAAADGLPFDGEIGAAL
DDLSRFAALAGRALGGAARADLTGRYRLLDGIFDLTLAAETTDLKTGTPRLDPLLAGTGQVQVAAARGPEGTALKALQVE
TPGIRLEGKGDLSTASGGLTLTGQVPDLALVDPKLTGAGTLDTAFAWESGGRLRLDRFVARAAGAEIAAQGALTPGDPAL
PAEGKVTLNAPKLSVFSGLAGRRLSGSVDATLTGQGAVKGDFEAALSAEAQGLAIGMAQIDRLIGGKTTIEAEGARKGGA
ISVGRLDIATPRLTVKAEDSAGDGTLDLAARLSDLALLVEGFPGPVALKGTARPDGANWRLKLDATGPSGTTAAVAGTLA
RDASSADLSLKGRAPLSLANPFIEPRSLDGVAAYDLTLKGPPGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLGGRLGGGQVSVTGPIALSGAFPAELAIRLTQARLQDPALYETSVDGTVTVTGPLTGGARIAGRLDLGRTEITVPS
TGLGGGGELPDLVHRGAPAAVQATRVRAGLVETDSGGGGGRPYPLDLTVSAPSQVFVRGRGLDAELGGRLVLGGTTADVA
ATGQFQLIRGRLDILAQRFTLDEGQVTLSGPFDPQLHFVAATQSGDVTARILVDGRASSPDISFQSDPDLPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGRGGQGILGTLRSATGLDDLDVNSTEEGGTELSAGKYLSDNVYSQVIVNPDGESEI
NLNLDVSPYVTVKGHVGAEGDTGIGIFYERDY
>MBL3579243.1 outer membrane protein assembly factor [Rhodovulum visakhapatnamense]AB19
MPSFAVLTAILLSVAPRPAAATQAVLSAPGAPDAVRQALENSALSLQAASEPDASAQDIFAAARADYARLVGVLYARGYY
GPEVHVTLDGREAADLSPLSVPARIGRVEIRVATGRPFAFSEAQIDPLAPGTDLPEGFAPGRPAEAGTIRAAAEAGVDGW
RTAGHAKARVAGQSLIANHPGATLAARVRLDPGPAVRFGDLVIASGSRVREERLRAIAGLPMGEPFDPEALDRSAERLRR
TGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRLGFGIELSSLEGATVSGYWMHRNLLGGAERLRFDFEIAGIGGQEGG
GEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARVGGGLTRIFTPHLSGEAGVLLRYSDVSDDLGDRQLTHL
TLPVSLTWDRRDDALDAHDGFYLDGSVTPLLAVGGAAESGALVKADARIYQPLGSRVVLAGRAQIGSVVGASSDGVPPAL
LFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFVGLSGEARIGVTRAIQMVAFYDAGFVGPDSWVSDGDWHSGAGLGLRY
DTGIGPIRFDIAAPVDGDTGDGVQFYIGIGQAF
>MBL3579244.1 hypothetical protein JMJ92_13915, partial [Rhodovulum visakhapatnamense]AB19
MTGQPASRPAPEAPPNRIGTLEFRFDLVDGPGPLGTPERLLLAVRADLLETVGHVLAATSVGRADLRLETVEIDLGAFPD
PPDWPAVRRRLAETLTAALAPHLGSPLPDRAGPGTGAP
>MBL3579245.1 hypothetical protein JMJ92_13920 [Rhodovulum visakhapatnamense]AB19
MTEDLPPPITFAALMAEATPAAQRASGRIWTDYNTHDPGVTFLEQTAFALTEIAYRADHPVRDHLTAAPEAFDLDALALF
GPRAVLPGRPVTALDLAACLSALPEVARVFVRPAGARGLYEIAVLPGEGTPAATAIDAVAAAFEGMRLIGTDTLPVALAE
TRWLDLAGRISIGPMAKPEAIAAEVYHVVNLVLMGLDATGTGGRRGATRADLFDEPAAIWPPVQAEPGDPARPDLVLAAL
ERIEGIENVHELRLTETAPHDDRRLARPGIVAVHEVRLPAGAARLDLTLDGAPVPLDPHGIAEEYGRLTAARIAGQGNRL
DPRDFDVAFAGRPRAAGRLGVDATLPAIYRIRGGERIASYRGMIDATLGAMAAPLSALPARYAARAVPDPEDAVALRERR
EMLDYLIALQGEEMPDTGQTGLHAYRSAAERLRWDIAWREAYLARLPDFDFHKGTAHPEFGAAARLAHLCDLSPWTGPVV
ALAAAGLTLAPGADAPEAPVPRSDLTLPDPAHDLFLTRRSAPAPLGASDLAALSPWIADGRISPALLRRAASAEAYLLTP
GDDPADGWQLLFEAVPGAPFLYRCATDRDRAALDRLGTRLCRAWQDLNRACEQLLLVEDIRLRGAGRGFAEASVWALLPG
WTARGADPAFRRHVEDMILRVAPAHVHVRPVWLDADALADLAPRIAGWQAGIDGAAADLRAALRQDGGPLE
>MBL3579246.1 hypothetical protein JMJ92_13925 [Rhodovulum visakhapatnamense]AB19
MTRQDRTTLKSFFRDGALPTAEHYRDLIESCVNQTEDGFSKTPADGLQLHSVGSSRAVLSLYEGLGTPYASWVLEHGETQ
GHLHFRQGLGVSGNTLDGAAGGWVSGPPGLTLGRDGRIGISEAAPEWRLDLRGTARMDGRLGRATEGLADPVADGRWHDI
TRPMTGCQAFEVMAGVGGEVGQGHYALVHAVAMNAFHPRNAILNWMFGRRRIRAQTAVYGSYADRLRLRWIATEERHHFK
LQIRTNADYGLAEGAPVRIRYHLTRLWFDPLMTGSRGPAGGPDREDGLL
>MBL3579247.1 hypothetical protein JMJ92_13930 [Rhodovulum visakhapatnamense]AB19
MTRDAPWLRPRDLAARLAALAETAPSPWRDRLRAEPAVVVAQILSFRSDDAIAAFDLAADEGTEALIRHVRALSRRIDDW
LMRIEAQLPEAFGETIAALERQMGLRGRVSGLAARSGTDLAALLLATFGSRQAGRPAEAQAAAVPDRIAEARALATAISA
AHRQMIHAVASLQPAAATAFAERIEAGTIEPGIGLILAELSAAGLVDDRLNRFTRRHTDFYYREILGQPPADATPERVLL
HVPPAAAERHLPRGTTLAARGADGAVATFRTLTAIPVSTARVRTTGAITFETDPQVSFFATLGAITRVEAGLDPAGGAPL
GRGVFVARSRAAPEGGRGQAGAEMGLDIASDLFRLREGRRQVEVRLDMRRASPLPAMSPKLPPGTEPGRDPNVALELRHD
PELIRACGFASLAEGIEVIDAAVQDWARNMVRAPSMAMIYEVIARKTLNAAPLRQLLGRIVTLSLVEGVPWPEGDYLQLL
LDKNSALQQGPDGLLRRAAAGETDGNAPASLMAGAFQLAPGGRGFLLAPCDVFQKFFADAFTVTLTSARGPVAPEVLQIL
PNGPGQPPGVTFRMTFGREAPPLEPDPATPEAAPALAIRAAPDARICPVSFFERYEVDAAAIRVRVEGLRTMAGFNDDGP
VAVDQAVLPFGARPADGGTLTLAAPELAVKPVTHVSLDLTWADLPAGIDGFAGHYAAYPRDTPVPDPLVSVEVLSGETWK
PLLNGPTPMADRDPASGRLLADWHREADLESPSLPEDGPAALKLPKARGEIRSGALRLRLSGSAGGFGQTAYALGLADAL
RPRLLRLRPRPVPLPPYLPRIARLRIGYEAAGRIALSAPDSARARDRVRQITPFGTIPVFPERTERAAGLVPARLGYGTL
FLQLSGNSAKDNLALLFDIADSGHERVVPDPVPLAWHYLTEAGWQDLPATAISSDTTDGLLRSGTVVIDMPDDASETAPD
MPPGGIWLAVSAVRPGFHTHPVLDGVHTNGVWAESRDSHPHPGDGPRDWRFDPGFAGLGKPVEVDRRIPPRPPETPPAWR
ARVAERLRHRKRAVTPWDVERLVLQEFPEIWRVKCLPHLTAATPGPAPGRATVVLVRRPPDPADGAPPPPRELYFDVGKL
ERVRAWLQAHACPFAGFDVVNPAFDRLQVRARIRFAPFLNDGALAFRLRQDLIARLSVWTAAPEIARFGWSLNVALLRAQ
IAALDYVEDVTDFSVLHFAADDSGVHRLADTAQIDGRGPHGPVIRPSRPWALALSASDHALAAATARSGIEATQSGIGRL
RVGDMLIVGQETAR
>MBL3579248.1 hypothetical protein JMJ92_13935 [Rhodovulum visakhapatnamense]AB19
MTTGRRLFQSFPAVALGLACLAPTACGLVTKVQELPVVERFGFGIEVPCDINLYQQRRMTGAYLQIAVGSAGGVAHYVTG
RPSRKALPRNLVIEEDTIRRLRPEEENGQTRLEGWKRASAVPVAGLGPGTELPAAYTFNFRSQKIDYTGPLVVGQSPTAT
EIPKAGLSTITGPVRVTFTATDATGKTEVTDALGSFTLQIGYGTGRASFVASGFTADSGPALPFDSFSWSRLGLCAPRVV
SSGQGTVRFTGPDGGRVGLLTPGLEPAALLSFEASQFAGTDRPGPPGVAGGVFAIQGNSAILTGVFLSQPSP
>MBL3579249.1 DUF4157 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAQIFQSERGSAGPAPQARGGARAGGPQEDRLSALQAKADAATSGGAAARLGALRAEALQRAEAPEEEEPLQGKALQRAE
APEEEEPLQGKALQRVEEDEPLQGKALQRKGGSKTGLPERLRSGVERLSGVDMSHVRVHYNSSRPAAVQAHAYAQGSDIH
LGPGQEKHLPHEAWHTVQQAKGRVRPTTEVAGTPVNDSPALESEADRMGAKAERL
>MBL3579250.1 transporter substrate-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MREPGFLDLGVAHAPPFVILEDGAPPTGLSVELWRRVETGLIEAGRIEGSHFVICDAIEQQERALTDGGLDLVLAPLTIT
PERLLSYGFSRQYFLSGLTIAARHSNEIAFSHALEVLVTTLFQPGTLRAVVLFLVLNLVLAVMIKWVLRDARRRPEEDRA
PPGRLLTLVDPYLEAVERTLGLKGIGDAGFNLAGRALEMFMAIIGTALSAALLGVLTSAFVSAIGQSDRVDELDLTDERV
GIESHSTAQEFLADAYEAAAGKPDDPECRPLSAAPLAGPGCVTEVSADKLLEALVADEVDRVIGDWAELTYLAGTGRFRG
KVTVEQKVYRSEPLGWGYGSALTQDLRARIDSALIQQIRHGGWRRLAQRYLGSGSIAPD
>MBL3579251.1 DUF4255 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIDQALSLAVDRLNGHLAGRFRTGDDVVVLSPLTDAEGKPADAARNKLALFVTAIAEDTMPRSARGPGLSSIGLARGAQA
IHLDIYAMLAAAHDPDKYAEGLKQLSAALMFFQVQPVMTPQNTPDMPPGLAQLSFEIANLKVEEVGQLWGNLGGRYVPSV
MFKIRSVRVDAGAIAGVAAPIRSAQRPEGRAGRGRE
>MBL3579252.1 hypothetical protein JMJ92_13955 [Rhodovulum visakhapatnamense]AB19
MRYRVALDLTVRHGFWGDAPAPLRIAAADPGRLARADIVFKTDGTRAILGLPETAPPPAAVALDILAEPRAIALTEGWQA
DAVAVLTPAPGQAETGLAAAQETLPRDLGDRRVCRLLLDLAGADPEAGWALSLRLEPVAALWAYHVTGRGAEGPIRVIDP
ADEVAFEDLGQTPMPDGRRARVLRSARPVPLAARSPWRFRLEETQPAPFDPIALIPVLPAGGANLRPAPGQDGLQSDIYV
SLW
>MBL3579253.1 phage tail protein [Rhodovulum visakhapatnamense]AB19
MAMKTPGVYIVEKSAFPNSVVQVATAVPAFIGYTERAVNGTVSLDMTPWRITSFSEFVQYYGGAPDPVFEIVDFEVASGV
SPLSADGAAMKDPLPRAVFPLGEKKFELKQKNPAFSLYGAMRLFFQNGGGPCYVISIGAYKVRDDQGQLVDNVIDAEKML
TAIDSLKNEPEPTMLVIPEATRLVRQNCVKVQQAMLKHCGNDMKNRFAILDIFGGHLGQKDPLGNPVATFRNDVGINNLD
FGAAYFPWLDTSIFQSRDFSFQNIEPASHPKMMALLKQSVKRNPDLAPEIDRISAPTVTGDFTISVTRGGKVAITEQDLK
AEDDESDKAGLTYALAKKPGTLAGSFVKTEDDSEIKTFTQEDVSEGKVSFKHDDATPEGKFEMTVTDELGISTDTITLKV
EVVGGVLAKADIEAETAVSVDVAADNPEGDADSIVLLEATSTDGKIKALEGVGTWKADAGTVTFTPDPAFAGPEAKVKYT
IFKDDAPLATREIRVLVDGTTPVRQETPTPAAIDKTLRALVPLYVTMMDAIAKRENAMPPAAAMAGIYTMVDNARGVWKA
PANVSLNSVVAPRVNINHEEQENLNVSTTGKSINAIRPFVGEGTLVWGARTLDGNSLDWRYINVRRTMIMIEESIRLASK
AYVFEPNTANTWVTMRSMIENFLTSVWKAGGLAGAVPTDAFSVFVGLGETMTPEDILEGILRITVLVAVTRPAEFIEITF
QQQMQKS
>MBL3579254.1 phage tail protein [Rhodovulum visakhapatnamense]AB19
MADDGSAQSQTVWPLPKFYFQVKWDDTELAFQEVSGLDMESEAIEYRAGNSKVFSKIKMPGLLKTSNITMKKGVFVKDNA
IWDWFAEIKMNIIKRKALTISLLDEEGNPTMVWKVQNAFPVKVSSTDLKAEGNEVAVETIEIAHEGFVIENG
>MBL3579255.1 phage tail protein [Rhodovulum visakhapatnamense]AB19
MEDFAPPVAFHFSVSFTGSAPKVDDTAFQEVGGLETRIETTPLQEGGENRFQHQLPEKVTHSNLTLKRALTGTSSGLVTW
CKSCLEGGFGTAIVPKDLVVSLLDEEANPVASWAVGNAFPVKWTVAGFDAMKNELALETVELAYLTLERKL
>MBL3579256.1 hypothetical protein JMJ92_13975 [Rhodovulum visakhapatnamense]AB19
MTIEIGSLVVKGSFGRPAQQTEAVGPEEFAERLADLRRDLEDEIARAVEAAERRLREGRS
>MBL3579257.1 peptidoglycan-binding protein [Rhodovulum visakhapatnamense]AB19
MTKLKITRCEIQGGDIVKMSGDSNIFTATINPARFKRKYKTRFSGIDRDGAIGKSKPVPKFDRSDPEHLTLTLTLDGTGV
VPDAANTTVSAQIEKLRSIAYSYDGDDHQPNPVEVEWGGGLSDFQGRLTGLDVDYTLFQADGTPLRATVEMTFIEAITEE
KEAKESNDKSPDMTHVLQVREGDTLPLMCQRVYKDVTRYLEIARANDLDDFRDLTPGMLLHFPPIR
>MBL3579258.1 Rhs element Vgr protein [Rhodovulum visakhapatnamense]AB19
MADSPVKNADGPLGVTVKLNGSALADTVGIVSIRVETELNRVPEAVVTLSDGSVAEQEFPLTDADTAKPGSEIEISAQFG
SNTAQTLFTGIVTGLRLRIRSGSGGQLELSCRDKAVKLTGLCRTAVWSKTKDSDAMSALVQAAGLTADIAATDGPEADLV
QHDCPDWDFLRLLADRNGLVLAVDAGKITAAAPDPSAAAKLTLTLGDDVLDFDARLDTVGLEKTVSVTGWDPAQQTATVQ
TSDAVAAGAWGSSALSDLTGVTGDRTRSQTASYAEGQVSLTSVAKARAARVSLATLQGRCSYPGSAAARPGDTVEIKGVG
DRMGGTAYVAGITHELGDGHWTTTARLGLPQGWRSDGIGPGGAAAGGLVAPVPGLQPATVVALTDSGSENPLSDSAMIKV
SLPLSGDPPVEIWARYAQPYGSNGAGIQFLPEVGDEVVLGFFADDPAAPVILGSLHGGKLARTREATDGNDIKALTTRSG
LEISFDDDKTVLTAKTPGGHSIVLSDDDTSVTVTDSTGNSIKMESSGVTVSSKGTLDLTAEGNITLSSSGGDVSVSGTNV
TLSGDMGLTAKGGTSAELSAGGQTTVKGAMVMIN
>MBL3579259.1 PAAR domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPPAARLTDMHVCPMVTGVVPHVGGPVAGPGVATVLIGSLPAAVVGDSCVCVGPPDSIVKGSATVMIGGMPAARMGVTTS
HGGSIVLGLATVMIGG
>MBL3579260.1 GPW/gp25 family protein [Rhodovulum visakhapatnamense]AB19
MERGDPGFLGRGWAFPPDFDPAEGGARMVEAVEDIDQSLRILFETRPGERVMHPTYGCRIHDLVFEPMTAATARAVETAI
ARAILFFEARITLREVRVSFENWAEGRMSVFLDYEVERTNTRHNVVFPFYAQEGTLVTGTPVAT
>MBL3579261.1 sugar transferase [Rhodovulum visakhapatnamense]AB19
MDTGVLQVFAVPMGAAPVPRPGGYAGKRLLDIVLSAALLILCAPVIGAIWLLLRVETGRGFARRTRIGRGGVPISCLVFH
TARSAPARRPVRARPGDLWARRRDTGICIGTHTGTEPAAGRVGLRVRRLGLAGLPMLWTVLRGDMSLVGPRPATRADLAR
YGLARSVYLAMRPGLIGLADAHPGGRFCDRVHDDLRYSQIAGPWVDLRLIAGALTRRDAVGPRKAAGFGPLTPMTGPLPF
PGASPAPRR
>MBL3579262.1 DUF2083 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQKALIGSKLRQLRRDHGQTQAEMARRLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
SDPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRIARIGGTGTEPRLLVTSPETAVHDFFRDNRNYFDALET
AADNVRGQFIGGADDMYAQLKRYLRLKFDIEVRVEPSQDMPDALRVFDRQAGQVRLSQALDHANRVFQLAHVLALADIPY
LLDSMIGQSGIDSDLTAARCRVELANYFAAALLMPYDPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTTLQRDGARGVA
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLAAEGPVARIGVSCQLCPRQACSQRAHQPLHMDLPMDGDRRGKTRYES
>MBL3579263.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum visakhapatnamense]AB19
MTHRFTRRASLALMGAAALSAAAPAFADEWKPIKPIEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDKSGDAHVIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDTFVLWVSADSEIRTLDDFVASVKASGGTWKMG
GTGTGQEDSLVTAMLEKEFGIKVTYVPYKGGGDVATALIGGHVDSTVNNPSEQMGFLRAGKSRPIAALTADRLETFPDLP
TFTELGHPLVYTMQRSFVGPKDMPEGAVAYYTEMFRQLSETEEWRKYTAEQALLADFLTGDALQDYFIEERDKHAQILRE
MGSS
>MBL3579264.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum visakhapatnamense]AB19
MLAADRIIALALMGLSLCFMIYALRLPIGWEPETGPGAGAFPFWLGLGMLLASGAILARSFVVRPHSDETFIPDADAIPQ
ILGVIGLLLGAIALIPLLGAYIALMLFLLAYLRIIGGHGWVLTGILTLTTPVFLFFFFEVTLKILLPKGITEPLFYPLYA
MFF
>MBL3579265.1 tripartite tricarboxylate transporter permease [Rhodovulum visakhapatnamense]AB19
MDVLALLADGFATSISPLNLLIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPTSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTVSVVLFTAFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDMPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMTRMWRTMSLGSVLGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPFTVLCAMVL
VLCIVGGYAPDQRMHDVWMIAGFGVAGYVLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVDRPISAVFMAI
SVLLFLLPLIRLLRRSRARASNPAPAE
>MBL3579266.1 AMP-binding protein [Rhodovulum visakhapatnamense]AB19
MNVQTIADLLQGHDDAAPAIGAPGRPWLDFGGLRTQARSVAEALHRAGIGRGDRVAIVLPNGPEMAAAFVTVAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEAYDGPAAAAARRFGLIVLRLSADPAEPAGRFTLQAEGEGGECDTSAPGPEDVAL
ILHTSGTTSRPKIVPLLQSNVAASAVHIRDSLALKPADRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MAEARPSWYTAVPTMHQAILSRAGRNRETIEAVPLRFLRSSSASLPAQVMTALVETFDAPLIEAYGMTEAAHQMCCNPLP
RGAQKPGSVGVAAGPEVRIAHEVENRLTDGTGEVVISGPNVTPGYEGNPEANAKNFFEAEGRRWFRTGDQGAFDEDGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVTFALPHPKLGEEVAAAVVLKEGAEASEREIREFAAGRIADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MBL3579267.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum visakhapatnamense]AB19
MAHTSPDRRFPARLLALGLGMTLVAGCESGWDYDFRNLGNNPEPPRVEAAPRPEPDQRGVISYPTYQVAVARRGDRLSDV
AARVGLPAAELASYNGISADATLNNGEVIALPRRVADAGGVVAAPLGNGTITPAGAAPGQVDIATLAGNALDRAGGTAPA
AGRPAGQEPIRHKVVRGETAYSIARLYNVTPRSLADWNGLGPDLTVREGQYLLIPVAAQQARPSGAAAAGTAVAAVPTTT
ERPGQGSALATPPSAATPLPKPEPAAKPAVPASPEMAKDQSTASARFAMPVSGSIIRGYQKGKNDGIDISAKAGTAVKAV
ADGTVAAITRDTDQVPILVVRHSDNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MBL3579268.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum visakhapatnamense]AB19
MTGDDATAERKMQFLFAIRSRGVTDRRVLTAMEEIDRGQFVTGHFARHAYDDTPLPIACGQTISQPSVVAIMTQALNLQP
RNKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAEAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPP
GPLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGETGFDYEELRQVRFVPLLEGLGQD
>MBL3579269.1 5'/3'-nucleotidase SurE [Rhodovulum visakhapatnamense]AB19
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDEDLQFAAAAAHGAATVNALLDRG
SWDGADYRLFYNVNFPPVPADQVKGLRVGPQGYRRDASFGVEPHLSPSGRRFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLE
>MBL3579270.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIFDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFVAPLLRVAPGGGSAVLIDDLAEGPFLGAYAACKAAQR
ALFAAWEAEQARLQDVHVRRFVPAPMATNHRNRLYPGENTETLTRPADEARRLAADLGLA
>MBL3579271.1 amidophosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MPPAHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYDPVTGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAEALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGDGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFHPFEHRSSRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGFSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSRKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASHMSEDEMRDYLGVDSLKFISLDGLYRAVGEVEGRNDRCPQYCDACFSGEYPVAPSDMIQKGFQ
TKAAQ
>MBL3579272.1 CvpA family protein [Rhodovulum visakhapatnamense]AB19
MESFTVVDGIVAAVILVSAVLAYSRGMVREVMAIAGWIIAAIVAFTFAPQAEPLVREIPYLGDFIGSSCEIAILASFAAV
FAAALVVVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAVRGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETNPDQALGWLTVQYEQLVGTCGTAQ
>MBL3579273.1 DNA repair protein RadA [Rhodovulum visakhapatnamense]AB19
MAKPSTVFTCTACGATQTKWSGRCEACGAWNTIVEDVPLSAGPAKKSLGPARGRRLALSDLATSEPEPPRAASGLDEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEASAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAIIDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MBL3579274.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum visakhapatnamense]AB19
MQDGLEIGIDGRGVARVTLRREDKHNALSSDLIAALTGAAEALGADPAVRAVVLTGAGESFCAGGDLGWMAAQMQADAAT
RAAEARKLAGMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAHAR
RVLMSGRRFDAAEAVALGLLARAVPAAGLDDAVEAEIAPYLACAPGAVAHAKAQVLSLGPRIDDAVIEASIARLVAAWET
PEAAEGIAAFFDRRKPGWALPSDR
>MBL3579275.1 NADH-quinone oxidoreductase subunit A [Rhodovulum visakhapatnamense]AB19
MDQLLSNYLPIAIFFGMAIGLGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MBL3579276.1 NADH-quinone oxidoreductase subunit B [Rhodovulum visakhapatnamense]AB19
MGVMTGPNTAGGDPETATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GILQLQRKIRRTGTIVR
>MBL3579277.1 NADH-quinone oxidoreductase subunit C [Rhodovulum visakhapatnamense]AB19
MDETLKELGALIAAKRPDCVIGWEVAHGELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDRPERDARFVVVYHFLS
MYQNQRIRIRCAVREDEMIPSIVSVHPSANWFEREVFDMFGIVFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVKLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MBL3579278.1 NADH-quinone oxidoreductase subunit D [Rhodovulum visakhapatnamense]AB19
MKDNAFQDVRTDEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAIEKLTGIEVPRRAQLIRVLFCEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMIFYERACGAR
LHAAYFRPGGVHQDLPPQLIEDIDAWAVDFPRVLDDLNGLLTENRIFKQRNVDIGVVSEQEILDWGFSGVMVRGSGLAWD
LRRSQPYECYSEFDFEIPVGKNGDCYDRYLVRMEEMRQSTHIIRQACAKLRKEPGEVLARGKITPPKRSDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYLVADGTNKPYRAKLRAPGFLHMQAMDHISRGHMLADVAAIIGTLDIVFGE
VDR
>MBL3579279.1 NADH-quinone oxidoreductase subunit NuoE [Rhodovulum visakhapatnamense]AB19
MLRRLHPHQPDSFAFTPENRKWAEAQLTKYPEGRQASAIIPLLWRAQEQEGWLTRPAIEYVADMLGMPYIRALEVATFYF
MFQLVPTGSVAHVQICGTTSCLICGAEDLIAVCKDKIAPTPHTLSADGKFSWEEVECLGACSNAPMMQVGKDYYEDLTAE
RLAEILDALAKGDVPVPGPQNGRFASEPKGALSSLTGGEKVNAHNASAARALDIGDTVKRIDGTEVPVLTSWRRAGAAAE
DVKTGGS
>MBL3579280.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum visakhapatnamense]AB19
MLTDQDRIFTNLYGMFDRSLSGARARGHWDGTAQVIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMGAHAAYIYIRGEYIREREALQAAIDEAYDAGLLGANAAKSGWDF
DLYLHHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGSGLYGCPTTVNNVESIAVVPTILRRGGDWFASFGRPNNAGT
KLFAVSGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWDNLKAVIPGGSSVPLLPASICEDAIMDFDWLREQRSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVKGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRAQKAGRTGVLAAE
>MBL3579281.1 hypothetical protein JMJ92_14105 [Rhodovulum visakhapatnamense]AB19
MRLVGFQVAVLAVLLAGPALAEPALLKVDFGFFPKGTTCQPYGTGGKVTMKEGREIRFKIKGDTGHVSFRCKQPDGRSFE
VQTGRLLPPGSPSMVAVQINQDDHAHVLWDDGGLRKTVVADVLKWK
>MBL3579282.1 DUF5333 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIAGAVISPGGRAAALAATLALAAAATAEGAEARPALGEQTEIVEGLQVIATANMIRKQCPRIEARMLTAYGYMRGLKSR
ASQLGYSDAEIRAFVEDKAEKARVEGAARDWLAARGVRRDRPESYCPVGLAEIRARTEIGRLLRAR
>MBL3579283.1 NADH-quinone oxidoreductase subunit G [Rhodovulum visakhapatnamense]AB19
MAQLRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPDGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYLRENGKLRPASWPEALRAAAAAMTGRKVTGLI
GDLAPAEAIFALKSLVEGLGGTVECRTDGAKLPAGNRSAYVGTAAIEDIDHARQIYLIGSNPRAEAPVLNARIRKAWMQG
AAVHRVGPAADLTYDVIEEGTDRAALMKLAKAAKPAEGALVIVGQGALIEADGAAVLSQAMALAGGLGAGLLVLHTAASR
VGALDLGAVTEGGIEAATKGAEVIYNLGADEVEIGEGPFVIYQGSHGDRGAHRADIILPGAAYTEEAGLFVNTEGRPQMA
LRAGFPPGEAKENWAILRALSAELGATLPFDDLVQLRRKLVAAAPDLALVDEVIVNHWQPLPVTEPARAEFRYAVKDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>MBL3579284.1 hypothetical protein JMJ92_14120 [Rhodovulum visakhapatnamense]AB19
MAGLAVAVATGTAAGCSPLPGPAPEGSAPAYLGAETTALKDGLVEVALTMRDPGGVAALDEYGRCAVARHALDTGFGFAR
HLRTRIGREQGGVWTADAVYMMTRTFPRGVSRVEARQEVKDCAARGVPTV
>MBL3579285.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum visakhapatnamense]AB19
MADFMDTGIGLALTIMGHGLLVIAFVMVSLLFLVYGDRKIWAAVQMRRGPNVVGVFGILQTVADALKYVVKEVVIPAGVD
RPVFFIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAIFLMCALISLLFFGGWLSPIPGLPDGAIWMVAKMAVFFFLFSMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MBL3579286.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum visakhapatnamense]AB19
MAAIDWQRAGKYFLLLDFFEGFKLGMKYFFAPKATLNYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKAKLLENGDRWEAEIARNLELD
APYR
>MBL3579287.1 carboxymuconolactone decarboxylase family protein [Rhodovulum visakhapatnamense]AB19
MSGYAKLFEQMLEQSHKMARAFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPEGLDSKTRLLAVIAGLTVLGAQAD
AQFKITVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALELAQTVFDEKDEETGK
>MBL3579288.1 NADH-quinone oxidoreductase subunit J [Rhodovulum visakhapatnamense]AB19
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMASYFPIAGLIGAVFLAQLVLVYGVWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYDDYIHLFQAAGLVLLV
AMIGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MBL3579289.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum visakhapatnamense]AB19
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MBL3579290.1 NADH-quinone oxidoreductase subunit L [Rhodovulum visakhapatnamense]AB19
MEKIILFAPLIGALLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFMGFDGEMRQVEIFRWIDSGSFVADWAIRVDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMFALFFLLDSVRFDDIFDKAPELATTQLSFLNGTWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKNMIVFIGAVTAFFAATVGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLCAGSVIHAMHHEQDMRNYGGLRKKIPFTFWTMVIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGHAYFAFWMLVIAAAFTSFYSWRLIFMTFFGEARGDRRAHDHAHESPVTMLVPLGVLS
VGAVLAGMLWHGNFFGDHDSVNRFYGVPSHEVAAVAGHGETAAEGEAAAALPGQGAIYTAPDNHAMENAHHAPQWVKASP
FLAMLAGFAVAWLFYINKPELPGQTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMG
IVPFFTRVAGRLQSGYLFHYAFAMVIGIAVLVTWMALTGGAE
>MBL3579291.1 NADH-quinone oxidoreductase subunit M [Rhodovulum visakhapatnamense]AB19
MDNLLSIITFTPLIAALILGVFLKGDSPSDQANAKWVALIATTATFLISLFVLFEFDPSDAGFQFVEDRSWLLGLRYKMG
VDGISILFVMLTTFLMPITIGACWTVTHRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMVAMYMDAGTTDIPTLLAHQFSAGDIVIGGKTIVGGMQTFLWFAFLASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLIFWMSAIAIVYTSLVALAQQDMKKLIAYSSVAH
MGYVTMGIFAANQQGVDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIDAYGGLVNRMPAYALVFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSAAYALWLYRRVVFGDLIKESLRSITDMNLRERAIFAPLVAMTLLLGVYPS
LVTDIIGPSVEALLSNYQMALAETPVSTQLAGN
>MBL3579292.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum visakhapatnamense]AB19
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGLTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLAVVGMMLMVSAGDLMTLYMGLELQSLALYVVAAIRRDNLKSTEAGLKY
FVLGALSSGLLLYGASLTYGYSGTTLFAGILASIGDGPIGVGLLFGLVFMITGLAFKVSAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAMALFARVLFDAFGSVPGDWGQVIAVLSLLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMQKDGQPVVDIRSLNMYASVEPLKALALMMLLFSLAGVPPFVGFFGKFYVIKAAVD
GGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGTMPPVMWGIMMVASFAMIVGVINLFGVEGLALAAAQTLVN
>MBL3579293.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum visakhapatnamense]AB19
MSTEGQGWHWPAGHDLILLDEVDSTMAEARRRRDLTRPTWIVARRQTAR
>MBL3579294.1 CinA family protein [Rhodovulum visakhapatnamense]AB19
MTETAAPLVSGARAAGLVIATAESCTGGMISAAITDIPGSSAVFDRGFVTYSNAAKQAMLGVRGETLDAHGAVSEEVAAE
MAAGALARSEADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGAETRTETVEFGALGRDRVRAATRDHALALLLGALGAPR
T
>MBL3579295.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum visakhapatnamense]AB19
MPRHSENREMPYTAQQMYDLVADVGSYPQFLPWTAAARIRSRTDYGDRELMEADLVISFKVFRERFGSRVTLWPGRMRID
TEYLDGPFRYLKSHWQFEDVAEGRCKVEFFVDFEFRNRVLQGVIGAVFNEAMLRIVRAFEDRARALYGARP
>MBL3579296.1 hypoxanthine phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MAERPYVIDELLSAKTIAARVESLAGEITAHFADTEKLVVVGLLRGSFIFIADLVRELNLPVEVDFIETSSYGNSTTSSR
EVRILKDLRGQIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPSRREVDVRARWVGFEIPDRFVVGFGI
DYAQRNRNLPYIGAVRFTG
>MBL3579297.1 SufE family protein [Rhodovulum visakhapatnamense]AB19
MASEAFEEIVDTFEFLEDWEDRYRHVIEMGKAMEPLSEAFKVPATKVDGCASQVWLMADVEGAGPEAIYHFKGDSDAMIV
KGLIAVLRALYDGLTVVQVLETDAGAQLARLGLDEHLSSQRSNGLRAMVERIRTQAAGVAEGV
>MBL3579298.1 hypothetical protein JMJ92_14190 [Rhodovulum visakhapatnamense]AB19
MKSSLSAVLCAALALSACGTVRESRINPFNWFRSSTEAETTETQVRTAKDEDPRALVDQVVEMSVDRAPGGAIVTATGLP
VRQGFWNAELVRAETDADAPTDTLVYDFRIASPGTATPVGTEPSRLVTAALFLSDQDLEGIRTIMVRGAQNQRQARR
>MBL3579299.1 hypothetical protein JMJ92_14195 [Rhodovulum visakhapatnamense]AB19
MKIGLVSLVLCGTTVLAACQPNDTTLTSAAGMSAGSQARLIETETPPEYIPCSELERKLAVSDAKVRAFSSRNTSSEAIY
WRDRNKRLIARAYECQRPR
>MBL3579300.1 ribonuclease D [Rhodovulum visakhapatnamense]AB19
MKTLTTTEALAAFCEEAASAPYITIDTEFLRERTYYAKLCLVQLALPARDGTEGAAVLVDPLAGDLSLEPLYGLFRNPSV
VKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARANLDKTSRFTDWSRRPLSDAQKSYALAD
VTHLRVIYEYLAAELEKTGRAKWLQEELSVLTDPATYIVHPEEAWRRVKTRTHSGKFLVAVKELARFRETYAQARNIPRN
RVYKDDALLELASTKPQSFEDLSRSRLLLREARRGEIAEGIIAAIAAAAETPQADYPTMPDADDKLQVNPALADLLRVLL
KAKSEEAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALQLCAGKIALAAKGSNVVVVPL
>MBL3579301.1 phosphoribosylglycinamide formyltransferase [Rhodovulum visakhapatnamense]AB19
MTDPTRVAILISGSGSNMVALAESMTGDHPARPVLVLSNDPAAKGLDRARALGIPVAAVDHRPFGKDRAAFEAALMDRLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPNYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADTLAARVLVQEHALYPAVLRRFAAGDRTPVLLS
>MBL3579302.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum visakhapatnamense]AB19
MSERKNGLTYAEAGVDIDAGNALVERIKPAAKRTGRAGTVAGLGGFGALFDLKGAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPANVAEGDVLLGLASDGVHSNGYSLVRKVVEVAGLGWDAPAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLGAWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTA
LLAEAGETVARIGRVGPGQGVAYEGRLL
>MBL3579303.1 superoxide dismutase [Rhodovulum visakhapatnamense]AB19
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEEIVKGTYQNGAVAQSGIFNNASQHW
NHTQFWEMMSPKPVAMPSELESRIKDAFGSVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLDKLVNWENVAQRLSQA
>MBL3579304.1 sarcosine oxidase subunit gamma [Rhodovulum visakhapatnamense]AB19
MSEPVTASVSAPVSALGGFRGDGLARIEEGPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGTIEGDRGLAWMAPDE
LLLFVPYAEVSRTMGTLGRALRARHATVADMSDARAVFRLYGTGGREVLARLTPADMAPAAFRPGSFRRTRLAQVPAAIW
CESNDRFGVICFRSVAVYVRDLLAAATAAPSADYFGRGG
>MBL3579305.1 sarcosine oxidase subunit alpha family protein [Rhodovulum visakhapatnamense]AB19
MSFRLSSGGRLIDRGARLGFTFDGADCDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGTRGRFE
PNQRTTTTELFDGLVAESQNRFPSLAFDIGAINSKLARFLPAGFYYKTFLKPAAFWEHIYEPLIRQSAGLGRAPSEQDPD
SYEHFHVHIDVLIVGGGVAGLQAALVAGRAGARVLVVEQTAHWGGRAPVDGVEIEGHPAEAWVARTVETLSGMENVTLRL
RCQGVGVFDHGFALAHERLTDHAPDAGGPRHRLWKIRTRQVIVAAGALERPLAFPGNDVPGVMLASAVRDYVENWAVAPG
RRTVVLTNNDDAYRTALCLLEAGLRVPAILDTRASAEGPLPKIARKAGIEVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPAVHLWSHAGGKLFWDAKQSSFRPDADRAPKSHDGKTFVHAAGAANGALLAKRCQLDAGRAGAA
AALAAGFDAEPVDAVASAPEQKPVEPAWILPRRAGPELRMKMFLDYQNDVKVSDVQLAAREGYESVEHTKRYTTLGMATD
QGKLSNVNGLAILADALGTEIPAVGTTTFRPPYTPLTFGAIAGPGIGETFQPLRRTPMQDWHEEQGAHFEPVGHWRRPYC
YPRKGESHGAAVRREVLAVREAVGLLDASTLGKILVKGPDAGVFLDRVYTNMMSTLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIAVAGPKAREVLDRLGGMDLSKEALPFMAWAEG
TLGGFPVRVYRISFSGELSFEIAVRAGQGRALWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQARSHMTDPTRWKLVGLETLDGSVLPDGVYAAAPGRNANGQRNTQGRVTSTYHSPTLKRGIAMG
LVLHGPDRMGEVIAFTCADGSTREARIVSPVFYDPEGEKQNV
>MBL3579306.1 sarcosine oxidase subunit delta [Rhodovulum visakhapatnamense]AB19
MLVLTCPCCGAAAEETELAPGGEAHIARVGPGADAEAFEAYLFHRKNPKGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTSEPPRELLDKIAARVPGFAWEGRA
>MBL3579307.1 hypothetical protein JMJ92_14235 [Rhodovulum visakhapatnamense]AB19
MSENNSSYDELVPASAAKWIGLVGGVLFPLFLGVVGAHVYYAGTGPQQAQVFPLPDE
>MBL3579308.1 sarcosine oxidase subunit beta family protein [Rhodovulum visakhapatnamense]AB19
MKRYSAFAIAREAASYHEGWEKAWASPEPKARYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGCLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGALWQKRGGTARHDAVAWGYARACSAMGIDIIQQCEVTAVRQKAGKVTGIETTKGAIGCGKLAIVVAGHS
GVLAEMAGFRLPIETVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYTQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPILSKTPLGNCFINCGWGTGGFKAIPGSGWAMAELVAKGEPGPLAAEFGLDRFG
AGRFVDESVAAGVAH
>MBL3579309.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum visakhapatnamense]AB19
MTFIVVAIGMAAVIAAVLTLTLIRGRRGDEPAAAYDLRVYREQLDEVERDLARGVIAEDEAARIRTEVSRRVLEADRKLA
RQAATGQAPKALSLVAGIAVLAFLLGGAWITYSYNGMPGYADQPLDLRKSEAADYRETRMRQTEAEAKAPPMPGLPTPDA
EHLKLVEKLRQVVAERGDDLQGLDLLAHNEAALGNFKAAYEAQAKVIALKGAQATANDYATQADMMVLASSGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHLQTGRPDIAFRVWRELLNVSKADDPWLPIVREQMPNLAWYAGDERYQLPPMPAAGGA
PGPSAEDMAAAEDMTPEARQEMIRGMVARLSARLADQGGSPEEWARLIGALGVLGDREQAGAIWAEAQQTFAAQPDALAT
IRQAAQSAGVAE
>MBL3579310.1 Holliday junction resolvase RuvX [Rhodovulum visakhapatnamense]AB19
MHDSPEEFAAALPRPAALIGLDFGEKTIGVAVSDPFWTVASPLETIRRKKFTLDAGRVLDIAQGRAVGGIVLGLPRNMDG
TEGARCQSTRAFARNLSRITDLPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLLDRLRNLTAAP
>MBL3579311.1 DUF1289 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDADAPIETPCIRTCRVDPDSRLCIGCLRSMDEIGRWGSMSPAERRRIIADLPARRGRISPDAEAGLPRRKRG
>MBL3579312.1 GFA family protein [Rhodovulum visakhapatnamense]AB19
MQRTPGTSPTLTLVPGVDTDWEGRKLHIRRRRRGCVSKGFRVDSLATGQCLCGAVTFRISGEFESFFLCHCTRCRRDSGS
AHSANLFSSTAKITWLSGEANIRTFRLSGSRHVKCFCTICGSALPFSQPDDGVLVVPAGSLDGALGRRPDAHICFSVRAD
WDDDLASLSRFDEFPA
>MBL3579313.1 peptide chain release factor 2 [Rhodovulum visakhapatnamense]AB19
MRAEAQNTVEDIRRSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPDRAQKLMRERQALVDAIDTYKGIRQELEDNVE
LIELGEAEGDQEVVKEAEAALKALREKAEAKELEALLDGEADANDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVSPNDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQLELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKTRAEAQAED
>MBL3579314.1 penicillin-binding protein 1A [Rhodovulum visakhapatnamense]AB19
MIRFFLSLIGALFSFATLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQTYFDKTLSELKPEEAAYLAALPKAPSNYHPVRNQDAAVARRDYVLHEMHDNGY
LDDATYEAARAAPLMTVQNGDYPPFSSSLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQDEAAQALRRGLE
KYDRDRGVWRGTGKAIDPAELDTEEHWRAALAATVVPRDIRLDGPWHPAVVLRIEDQQMRLGIEGVEATEAEPQVVPRKD
IGWLRGDFRANFKVGDVVLVRRMTGDNGGFIRWTLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQATRQPG
SSFKPFVYAAALDSGFTPATIIIDAPIEVDTGGGTIWRPKNSSNKFYGPTPLRTGIEQSRNLMTVRLAREVGMDTVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRQGRTIYRHDDRVCTDCGTLSIPEGQGPT
VVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVNLGVPTAGKTGTTNDARDVWFLGFTSNIVAGCYMGFDRPRSLGGGA
FGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGQFIKIDRYSGERLADDASGENVVAEYFRAGEEPIFGIGAMIDGGFAMG
SNLPLFGRGEQDTGEDVPSEEVTTSTGRKAVVGPKASFGTLSSGGLY
>MBL3579315.1 S8 family serine peptidase [Rhodovulum visakhapatnamense]AB19
MRHFLPAFAVCLAGSAAAQGDDPGRLDPAVLIEKFSIARPEPDDRTRPVPRPALRVEPALERRAEDLRPGPLRAAGVVRS
GTAEAGFVTGELILVADSPTEAKAVAARIGTPIGAPLRLTAGTPEGRTLSVLRVRLDPRRPPDDAVFDRVEAASPHRFTR
VYEVSSEAARDTLTAALDLQLAGEVSVGLNWIFEPLALDNEILLEGVTPAGAGFVNPFDLPYLNGEGAARIGVTGAWHLL
KAAGLLDDTGRATAASRIPLAVIDQGFHDALDLSMPDPRGAAAGRPGGRACAGGAACPWHGSHVAEIMAAPIGNMRAVAG
PAGPVAGPVELQTLDGFESWSLLAWIADRTAPGAAAVPRVVNMSFAATVPDLWAWSTVALDLGIAALDRAGTLAVAAAGN
DRADIDAVRCVEGGAGACHETARRVPCELTGVVCVGALGRDEVRIAGFSAAGALPGTPGQDGDSIDIYAPGVAILAGADP
GAGTSPPAQGWTQAVSGSSVAAPLVAGVAALIAAADPGLGADALRGLLLKGAWSGATDLPPGQAPDPRLGRFLNAERPVR
QALAARFSGTDFPPLVEIVRPRPGLGMPAVQMGSRLDVEARAVDVEEGIGCCAPRWTVDGLARPDLSGPRVAIVLEQNRT
YEIGVTVTDGAGQTASDTMAVRARP
>MBL3579316.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]AB19
MPAVIRSVLLVLMLAALPVSAAAQPVDRAAVERQFRAWLDTRIWPRARAEGVSRTTFETAFSGVRLDWDLPDLVPPGRTA
APGPQRQAEFGAPAAYFDEGGLRSAAITGRQMAVRQAGALTAAERATGVPGRIVLAIWSRESAYGRAPIRHDLFRVLGTK
GFMSTRADYFADELVAALKIAQARPVPLEQMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSGPDTVASIATYLA
RHGWQAGRDWGFEVRVPASVSCTLEGPDRGQSIADWQALGVTRVSGRPFPEHERRGEGFLMMPAGRHGPAFLVTPNFYVL
KAYNKSDLYALYVGHLGDRIGFGSGGFSARWAALGRLDRAEIATIQRALEARGRDVGGVDGLPGFKTRREIGRWQESAGR
PATCFPEPGMGAALGR
>MBL3579317.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum visakhapatnamense]AB19
MTAISLVFRALAALWLGVAGPAAAEPLSALARPDLAASALDDLPGGGVALRLDLSQPVPYRVFTLEAPPRLVVDFREVDW
RGISTAALTGSDRVRAARAGTIRPGWSRLVLDLAAPMALSSAEMPRDPVSGRARLTVQLGPADRARAALAGPPAQTALWG
LPAPEPLPPPPRRNDGSRPLRVVIDPGHGGIDPGAERAGISEASLMLSFGKELAEALARAGFDPVLTRAEDVFVPLETRI
DIARAARADLFLSLHADALADGYASGATVYTLSDTATDTASAQLAERHDRDALLAGVDLSDKDDVIAGVLMDLARTDTQH
RSERLAEAIVAGLGAHVGQLYKTPHMSAAFSVLKAPDIPSVLIEMGFLSSRNDRENLTSPDWRARAAAGIVEALRAWAET
DAAEAALLRR
>MBL3579318.1 sulfite exporter TauE/SafE family protein [Rhodovulum visakhapatnamense]AB19
MPDTLTLLAMLVLLLAIGAIAGVLAGLLGVGGGIVLVTAFFYAFHSLGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
DAVDWQVLKGWAPGIAAGAVIGVLVAASLRSVVLQGIFGGLAMAVGLYMALGRSDWRLGDTMPKGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPFTLGAVNIPAFLVVIAMTLITTPLG
VRMAHAMDPKPLKRVFAVFLILVAGNMLRKAAGF
>MBL3579319.1 hypothetical protein JMJ92_14300, partial [Rhodovulum visakhapatnamense]AB19
GEAGRGFAVVASEVRALAQRSSEAAKEIKTLISSSSDQVESGVALVNRTGEALTDIVERVSNIAELIGDIATGAQEQSVG
LGEINVGINELDKVTQQNAAMVEEANAAAVTMKQEAGNLQSLVARFRLKGSAPAVARPRSPSAPSYKPDRPPFAAMDAPK
RAVNDSGWQDF
>MBL3579320.1 hypothetical protein JMJ92_14305 [Rhodovulum visakhapatnamense]AB19
MSMLLSDLRTTFGYLLQAALCRAFGPLRPKAPPRPDYSAVYTSPEFTVERFGKCQKGSYIEVYRPKTPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLARQGYTVFFPNFQTGFCSFPERGLMTVAELLDEVFGDGLRPSQEKWMQNALASVTDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTRDGLPANLMPLQVVTADPIPSSSAASAPGQIGLALDRLQDDVNLSVTGK
ALTMPVAILHGDADWIVPKSEWDIPFGSIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWFALDQVIREGAEADRLEFDLGHWSDGRPVRPVKVYLSGDAA
>MBL3579321.1 acetone carboxylase subunit gamma [Rhodovulum visakhapatnamense]AB19
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDQERFEIYLGILQEQVPWDDRIILPLGPKLFIVQRAEDKKWVIRSWAGHDF
CDWTENWKLHAKVRVRDTPEAMEKLYPKLMAPSTGWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDTFYRDWLGL
EVPERA
>MBL3579322.1 hydantoinase B/oxoprolinase family protein [Rhodovulum visakhapatnamense]AB19
MNIQTDIKGIVRGGETLKQHRDKIMEATKRSGHYAGLRHMELRDEHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFTLYNAAGDSILTSTGIIIHVGTMGAAIKYMIENGWETNPGVKDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIDAYWQFAYEAVEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHDDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQTLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGVGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTAL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFADYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARFADSVYGVVLAEGERGRVVADLAATEARRAEIRQERLAQSVPTRDWMAGERDKILAKDAGTHVQQMYAASFKLGPK
FERDFRAFWDLPDSWQLKEADLPIPSYGKDYSMDLSELPDVTIVKLVEE
>MBL3579323.1 hydantoinase/oxoprolinase family protein [Rhodovulum visakhapatnamense]AB19
MTQTARNARSVQVLGIDAGGTMTDTFFVDADGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
DTARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEDEVKASGKPIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSKFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYKNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSISDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAIKVQVADPLGMSVEDAAAGVIELLDAELRDYMRSMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKASQAEVLQAAWDELTERVLEEFERNGYAA
DKVELQPGFRMQYRGQLNDLEIESPIASAGGADDWDRLVSAFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEPLHDATPPREARTGTRQFYRKGRWVEAQLYRMETLLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MBL3579324.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MVARERFVRKADWVRFLETGLLPDDLDPDLAASWLRSRDSGVLPDRMTAPQVTDEVLLRKRTETAELRRLARAALLRARA
MLKDTGSMMILASPDCIITETEGDPGVIDTGRENRLQIGGNWQETSIGTNGIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPVLDPVDRSLRGIVDISGPTDVFLPQSMALAMAVGDEITQALARMIGEEREVLYQQFMGRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIQGGAIGDRREDDWAGEMSDRFSGMDGEILRRDGLPIGLVLTAYRGRRTPVETPSGDPFDAFLGTAPA
IVRLLEHARCVADSAVPVLISGETGTGKELLARAIHDASAQRHGRYVPVNCGALRADSAAGVLFETDGPGSGAVAAAHGG
TLCLDEIGEMPADVQPFLLRVLEDGLTRARSPDAPERSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQFRLPPLRDR
AEDIPLLAQHFLAQAAAEAGRQAPALTRAARETLMAYPWPGNARELRNDMQALVLFCGRGVIDAEDLPEKIRTPAAPLPR
PEPDERARILKAMAASGGNMSATARRLGIARSTLYTKLAAYGLTRPDDRT
>MBL3579325.1 acetolactate synthase small subunit [Rhodovulum visakhapatnamense]AB19
MAPLNIQQGTSRHSAYDLRDPNAEASERHTLAVTVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHKSRITIVTTGT
PAVIEQIKAQLGRIVPVYEVHDLTVEGPSVERELALFKVTGTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKID
AFGELMRPLGLCEMARTGVAALARGN
>MBL3579326.1 hypothetical protein JMJ92_14335 [Rhodovulum visakhapatnamense]AB19
MHNDAAPTGIAALFLLRAGTLPVSDGLRGLLWLPAWIGPGLLIWTVALMPGPQPPAAWLLLPGMALTLAVVLWPRAACPH
PPDFARPSAGCQR
>MBL3579327.1 acetolactate synthase 3 large subunit [Rhodovulum visakhapatnamense]AB19
MTQPMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELYQQTDIQHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLSGQVPTFLIGNDAFQEADTVGITRPCTKHNWLVKDPDKLAETIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYHPKVKGDRETITRLVEAMETAERPIFYTGGGVINSGDAATQLLRELVEATGFPITS
TLMGLGAYPASGKNWLGMLGMHGLYEANLAMHDCDLMVCVGARFDDRITGRVADFSPNSIKAHIDIDASSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYTPSAQTIKPQYALQRLEALTRHRKDRFICTEVGQ
HQMWAAQFLGFEAPNHWMTSGGLGTMGYGMPASVGVQVAHPEALVINVAGEGSWLMNMQEMGTAVQYRLPVKQFILNNER
LGMVRQWQSLLHGGRYSHSWSEALPDFVKLAEAFGAKGIQCSDPADLDDAIAEMLAYDGPVIFDCLVEKHENCFPMIPSG
RAHNDMLLGDADTEGAIGTKGAVLV
>MBL3579328.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MDRRSFLKTSALGGSAAAATTLAAPALAQGGRTLTMVTSWPNGMAGVHDSATFCKNRIEALSDGQIKVEIKAAGELVGAF
EVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTAQEQINWYYHGEGAAFHDELGEIFGLKMFLVGNTGAQSGGW
FRKEINTPEDFQGLKFRMPGLGGVAMGKLGVSVQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFHE
PGAGLSLALNRDLFDSLTPFQQQVMESAAAECNQWTLAMFLSQNSAALSRLASEGVRIMSFPDPVWDAFGRAAQEALEEN
RDGDIYDRMLDSYMASMRTSSSWLQASEGTYRAQRDRVIG
>MBL3579329.1 TRAP transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MDRRSFLRRSALGGSAAAATALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRREIKSPEDFKGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLEVFESLTPSQQAAVQQVTASANQWALSLFMKNNASALRRLQAGGVQVREFSDDVWDAFGAAAQEVFAQY
MGDELYKKIYDSYVASMRDSAAWIEISEGVFTRQRNRVLG
>MBL3579330.1 C4-dicarboxylate ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MLDGILWVCKNILLAFYNFGYAVSHPGLWLDWSDKQAIMRVVYYGGSVEFFFVVFTAFLVLTAVGIWRRQVMWGAVRLLE
GLANGIGRAVAWFGLLMVLQQIMIVFLQRVFRVSEIGVGPFGYTFTKDLSWWSEELKLYNAAIVALCATYTFVQAGHVRV
DLVYSAVGFRAKRAIDMAGSLLFMMPVAVLVWMYSWFFMWRHLITPKPSASDTIERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MBL3579331.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIEAGVRRGRKGSALTWFLA
APAGVIGLALLMEATGIAGSQDVSVSRYSNTAESASLRTNVPDQCKASMIALHGQSKWDRAVAQQEEIDAGSGRVEMHQL
TDDELAAARAARIAATPPVSGGVLLAFTFLALALVTARGVVPTARPAPLLIGGAGIVLALLVDALFIGPLASPGTVLLML
ALPVLMVLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
ASYAIVIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLCSFDNEFTVFLLVMLVLFVLGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVTTWHIYRGVAPFVVIQVIGLAILWFLPGIVTIVPNLLPNG
>MBL3579332.1 arginyltransferase [Rhodovulum visakhapatnamense]AB19
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTADPSDGGRHR
PLVAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHIEIAREAGLPYVYLGYWVPGSPKMGYKANFSALEIYKNDRW
QDIGTPEDHHAETHPLSVAPIAEQVARIHLPDSRPTRD
>MBL3579333.1 RDD family protein [Rhodovulum visakhapatnamense]AB19
MTDRTEPSADRLWGLPDPVLQPEFYADVPSKRLAAWVIDVVLILILSLLALPFTAFTAIFFLPLFFTLVGFGYRTVTLAR
GSATWGMRIMAIEIRNARGEKLDLTTAALHTLAYSACITFLLPQLASVILMLTGARAQGLPDFLLGTAAINRPANP
>MBL3579334.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKDLTHFVNGQHTAGTSGRFADVYNPALGEVQARVPLASKAEVDAAIAAAAEAQPGWAATNPQRRARVLMEFVRLLNRDM
DKLAEALSSEHGKTLPDAKGDVQRGLEVIEFCIGAPHLLKGEFTDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKM
GPALACGNAFILKPSERDPSVPLMLAELLQEAGLPDGVLQVVNGDKEAVDAILDNPAIQAIGFVGSTPIAEYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLVPRIEKLKLGPYTAGNDV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGHAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
ARWPSGLKEGGEFHFKQMD
>MBL3579335.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MNWDDLRLFLAVARAESLTGAGKVLRLDPATLGRRIARLEEALGSALFARSPRGYGLTEAGERLMARAVQAEQALTEGVE
EVRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDSELDYLSATGAERVALASNSVSVQLNWLRAGAGLGIVHDFAI
PAAPGLVRVLTDQVALRRSFYLIRHGDDRKLARLTRFAGLLLDGVRAELLRLEGLT
>MBL3579336.1 CBS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSGERVEGIVSERDIVRELGRRGPKCLKDPVAAIMTRR
IQFCALEDSADTVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARMSELAMEKAALEGMIMGH
>MBL3579337.1 pantetheine-phosphate adenylyltransferase [Rhodovulum visakhapatnamense]AB19
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGERFGTEIVVHPFENLLID
CARDVGASMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFV
>MBL3579338.1 hypothetical protein JMJ92_14395 [Rhodovulum visakhapatnamense]AB19
MSDIVELERRIVAALDRIGRGLDGMGRGDDPDRPDPSELEALREALETERGANAQLNERVKALHDRQETQVARLEQRVAD
LAARAEAAEADVDRLRAVNAKLRETSAALREANAQGLGDPGAIDAAMLAELEALTALRASDRAEIDAILAELMPVAEGGA
AHA
>MBL3579339.1 cell division protein ZapA [Rhodovulum visakhapatnamense]AB19
MPNIEIVIGGRSFDVACQPGEEPYLAAAARMLDAEASVLSSQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPAPERVEVPVIPPSVGETLAEIAARAEALAAQVEDRAAGS
>MBL3579340.1 hypothetical protein JMJ92_14405, partial [Rhodovulum visakhapatnamense]AB19
SDLVSRLPADAPAALARRLARCTARIEVSDPSPGRRFAPGAPVARSVLLPLAFALDAIVEDLDNGRVSFFPTAARPREAL
TSRIGRILSEISVILNRRKSLM
>MBL3579341.1 50S ribosomal protein L15 [Rhodovulum visakhapatnamense]AB19
MKLHELRDNDGAAKKAKRVGRGPGSGKGKTAGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKAYAVVNLGL
IQKFVDAGKLDGSAAITEDALIASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MBL3579342.1 50S ribosomal protein L30 [Rhodovulum visakhapatnamense]AB19
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVAKIPHLVEIIEERG
>MBL3579343.1 30S ribosomal protein S5 [Rhodovulum visakhapatnamense]AB19
MAERENRRDRRDREETPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSIGSQNPYNMIRATLDGLARESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MBL3579344.1 50S ribosomal protein L18 [Rhodovulum visakhapatnamense]AB19
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGVTLAAASSLEKELGVIGKNNVEAAAKVGSAI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MBL3579345.1 50S ribosomal protein L6 [Rhodovulum visakhapatnamense]AB19
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRTFTATDDVTIAVEENAVSVTPRGTSKRARQQWGMSRTMVQNLVKGVT
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHEVNFEVPQGITVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MBL3579346.1 30S ribosomal protein S8 [Rhodovulum visakhapatnamense]AB19
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASKLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDAAARSANVGGEVLCTVF
>MBL3579347.1 30S ribosomal protein S14 [Rhodovulum visakhapatnamense]AB19
MAKKSMVERELKRQRLVEKYAAKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MBL3579348.1 50S ribosomal protein L5 [Rhodovulum visakhapatnamense]AB19
MLDAATYTPRLKALYRETIRGALKEEFAYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSRIAGQKAVITKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRVRDFRGVSGKSFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MBL3579349.1 50S ribosomal protein L24 [Rhodovulum visakhapatnamense]AB19
MAAKLKKGDKVVLLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQTSQGGRMPKAMPIDLSNLAMVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MBL3579350.1 50S ribosomal protein L14 [Rhodovulum visakhapatnamense]AB19
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKNFMKIISLAPEVL
>MBL3579351.1 30S ribosomal protein S17 [Rhodovulum visakhapatnamense]AB19
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDTVRIQECAPKSKTKRWEVVAQV
>MBL3579352.1 50S ribosomal protein L29 [Rhodovulum visakhapatnamense]AB19
MNAQELRDKTPDQLRDALASLKKEAFNLRFQQATSALENTARIREVRRDVARVKTVLNEKAAKASE
>MBL3579353.1 50S ribosomal protein L16 [Rhodovulum visakhapatnamense]AB19
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNETIAREALRLAAMKLPIKTRIVEREDW
>MBL3579354.1 30S ribosomal protein S3 [Rhodovulum visakhapatnamense]AB19
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMREFIKDECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MBL3579355.1 50S ribosomal protein L22 [Rhodovulum visakhapatnamense]AB19
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRIAEDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGQPRARGRFGKIIKPFSELTIKVRQVEEQA
>MBL3579356.1 30S ribosomal protein S19 [Rhodovulum visakhapatnamense]AB19
MSRSVWKGPFVDSYVLKKAEKARESSRNEIIKIWSRRSTILPQFVGLTFGVYNGHKHIPVLVTEEMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MBL3579357.1 50S ribosomal protein L2 [Rhodovulum visakhapatnamense]AB19
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKFDVVGTVER
IEYDPNRTAFIALIRYEDGEQAYILAPQRLGVGDKVVASKKADVKPGNAMPFTGMPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNLGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKATDKYILRSRHARKKGR
>MBL3579358.1 50S ribosomal protein L23 [Rhodovulum visakhapatnamense]AB19
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MBL3579359.1 50S ribosomal protein L4 [Rhodovulum visakhapatnamense]AB19
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLESAEMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MBL3579360.1 50S ribosomal protein L3 [Rhodovulum visakhapatnamense]AB19
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGAGSAKAKRVSAPMRGHFAKASVAPKRKL
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGVMKRHNFGGLRASHGVSVSHRSHGSTGQCQDPGRVFKGK
KMAGHLGSARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKPTPDNLVLPAALKSATAEAPAAEATAEGGE
E
>MBL3579361.1 30S ribosomal protein S10 [Rhodovulum visakhapatnamense]AB19
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MBL3579362.1 elongation factor Tu [Rhodovulum visakhapatnamense]AB19
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFKAYDQIDAAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFLNKVDQVDDAELLELVEMEVRELLSSYDFPG
DDIPIVAGSALAAMEGRDPEIGETKIKELMAAVDAYIPTPDRPIDQPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVQLPEGTEMVMPGDNLKFTVELIAPIAMEEKLRFAIREGGRTVGAGVVSKIIK
>MBL3579363.1 elongation factor G [Rhodovulum visakhapatnamense]AB19
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPSA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVTMEEWTWKGEDLGASWTRQEIRPELKDEADEWRSNLIELAVEQDDDAM
EAYLEGNEPDTETLHALIRKGTLALAFVPVTAGSAFKNKGVQPLLNAVIDYLPSPLDVPAYMGFLPDDETEERNIARHAA
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMKKGESILNSTKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDVSKPVVLETMTFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKAEVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGARLLEPIMKVEVVTPEEYTGGIIGDLT
SRRGMVQGQDTRGNANVINAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKFA
>MBL3579364.1 30S ribosomal protein S7 [Rhodovulum visakhapatnamense]AB19
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSVAERIVYSALDRVETRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MBL3579365.1 30S ribosomal protein S12 [Rhodovulum visakhapatnamense]AB19
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MBL3579366.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MTTLSDNMRGAVLMMISMAAFTFNDACMKAASDSVPFFQAVFLRGLGTSALLIVFGLATGGLRLRQPRRDQGRIALRTLA
EVGAAYFYITALFHAPLANVTAIIQAIPLAVTLAGAVFLGAPVGWRRWLAILVGFAGVLLIVRPGTDGFTLYSVYALISV
ACVTLRDLVTRGLSGAVPSTAVATSASLGVMLFAATGLAVSDARWLPIAPLAWAQLTGATLFLIFGYVTSVAAMRVGDVA
VVSPFRYTALLWALLLGAAVFGEWPSGLTILGASIVVATGVYTFHRERRLAIRQGPVPLRMR
>MBL3579367.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum visakhapatnamense]AB19
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAEKLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQEAVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVLLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVDEVQHALDAGEVHLHARVKARIKQIDE
HGNEVYKRYDTTPGRIRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPHTKWEIVEGVRDQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVATAMMAEISAVRVDDAGAEMEPNSVY
MMSHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRSDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQEASQEGRIEFRNPN
LLTNAAGEHIVMGRNMQLVIVDDNDVERASFKLGYGTKVFVAEEARVKRGDKLFEWDPYTLPIIAEKAGRAKFVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQDIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEVDGYVRFGRDYKNKRRITIEPADDTLQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKSE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEAAVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIEARQADAVAAAALAAPMDPFGPLDDDDLGLVETPESREE
>MBL3579368.1 DNA-directed RNA polymerase subunit beta [Rhodovulum visakhapatnamense]AB19
MAQSYVGQKRLRKYYGKIREVLEMPNLIEVQKSSYDLFLNSGEGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
RPKYDVEECQQRDMTFSAPLKVTLRLIVFDFDEDTGAKSVKDIKEQDVFMGDMPLMTANGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDLVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVTFRLER
NRGWVTKFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEARVTELMVPFEHIVGRYVAKDIINEDTGAIY
VEAGDELTWTVDKDGDVTGGTLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATTLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRRDDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVIDGQVTDEVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQKPLVKVGDTVLKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQAILERNIYARLKSMILGKVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVLNPLGVPSRMNVGQILETHMGWAARGLGLKIDDALGEYKRSGDLTPVREAMRLAYGEEAYEEILRDMDERS
LVESASTVVRGVPIATPVFDGAKEQDVNDALTRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDVEDEE
>MBL3579369.1 50S ribosomal protein L7/L12 [Rhodovulum visakhapatnamense]AB19
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEQVSKAEAEDIKGKLEAAGAEVELK
>MBL3579370.1 50S ribosomal protein L10 [Rhodovulum visakhapatnamense]AB19
MDRAQKEKVVDELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASMATLLTGMTVL
AYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIVGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MBL3579371.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum visakhapatnamense]AB19
MKRLRITVDGTAYDVTVEEIETGAAGTPAAPAPPATA
>MBL3579372.1 hypothetical protein JMJ92_14565 [Rhodovulum visakhapatnamense]AB19
MLENLSLIGTGFAVVLLVLASLWGACALIGRAFIRAARKAERPVVAPEPPGVPPHHLAAIAAAVAETLGPGHRITRVAAP
AHRVDGWPLEGRIETFAAHRIRTGWGPTLPRLGGETPDIMRGPKP
>MBL3579373.1 acyl-CoA carboxylase subunit beta [Rhodovulum visakhapatnamense]AB19
MAISRSLADELDKRRAAAMEGGGPAKAEDRHAKGRLTARERIDTLFSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQATTMDEIGSAEAHASVAGNIHFIAEDDAHAVAL
VHRLLSFLPSNNMMDPPHRIEPDLTVEDDPALDALIPEDPKSAYDVREVIARLADGGDFLEVMAGFAANIVVGFGRIGGV
VVGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPTAEIAVMGAEGAVNILYRKDLAEAEDRAARARELAAEYRAEFASPYLSAGRLFV
SDIVQPRQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MBL3579374.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum visakhapatnamense]AB19
MLSDIQSRTGPVAPQDVLHRIASGTFGDPFAVLGPHAVADIRHVTALIPGAETVEALADPGGAHLLSPVPGCAGLFTGPV
PGEGAYRLRAAAKGTVWETDDPYRFGPVLGALDEHLIGRGDHHRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVVGPF
NQWDGRRHVMRRRGVSGVWEIFLPGIGENASYKYEILGPDGALQPLKADPVGFGSEHPPANASVVHDLRGYGWSDDAWMQ
DRAGRNARSAPISIYEVHLASWKRRAGGREISYVEAAEELVDYVAAMGFTHIELMPISEYPFDGSWGYQPVGLYAPTVRH
GPPHEFRDLVDAAHRKGLGVILDWVAAHFPVDAHGLGRFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANFLTANALY
WLEEYHIDGLRADAVASMLYRDYSRKDGEWVPNKNGGRENYEAIALLQQMNTLAYGTHPGTLTAAEESTAYPGVTRPVDQ
GGLGFGYKWNMGWMHDTLGYMAEDPVHRRHHHNKMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAVQFANLRA
FYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHALDFSPEGFQWIEADDA
DRSVYAWLRRGGPQDPNAVVVCNFSPVEQPAYRLGLPAPGRWREALNTDAGIYGGQGRGNMGGVTAEARPCHGQAASARL
CLPPLSTVILVHEPGA
>MBL3579375.1 hypothetical protein JMJ92_14580 [Rhodovulum visakhapatnamense]AB19
MRDDATDCDGPIDSPFDGKDDHVALRDRIEFDEAAARAEAEAATHALTTAETAFEAQCRIARRLGGRVEEGRACFGFWTP
ELQDARVPSGDIFLEVLTPVEPLDLTRAHQDVRFERAWVPVIREDAHCFTAVTGMRAGTREVLGDFYALAWRDAEGGWHR
ILDPLAMSLPFGAMAPAELYDVEAMLAARGDAAYFEAFRGDAPHKFGPPANILQVHVPTATAGGTLASLTRHYHRLAERV
ARELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVGGDEDGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGR
PDELVDFAAELHNFPGSPKKLILDVVFGHADNQGLLALNSHFFAGPNMYGQNLDYPNPAVRAILLEMQRRKVNFGADGVR
VDGAQDFKWWDTATQTMRHDDDYLQSMADLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDDDVFQWGPL
TFAHNTPFLYTFWMSKFWRIREILEVGANWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVA
LPGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRADLVRFFEFLPALVE
VTEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSNSLPTLDADQAAFCLSLRGFRRKRPWLAANY
GPRDRFDYQRPIAGRTLFTALRHGPEGEQIFAVMHMEGKPTAEIDPLSLPVPGIEGAGWELALRTPSIGADYLGGPITLT
DSMALVFSRRVPG
>MBL3579376.1 excinuclease ABC subunit UvrB [Rhodovulum visakhapatnamense]AB19
MPYSTEPHALDAPAAEIRPREKLEGGKRFVMHSDFAPAGDQPTAIAELAGGVLQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIVLAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGIGSVETYGAMTQDLMVGADYDQRKVIADLVAQQYRRNDQGFQRGSFRVRGDVLELWPAHLEDRAWRMSF
FGEELESITEFDPLTGQKTNSFDRIRVYANSHYVTPKPTMQQAVQSIKKELRQRLDQLVQEGKLLEAQRLEQRTNFDIEM
LEATGVCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVTVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWELDQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKVAAKGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNTEHGITPATVKKNVEDILAGLYQGDTDMSRVTATVDK
PMHGGNLEAHLDGLRASMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASTRAKGRSTAGRPGQR
GGVARRRGR
>MBL3579377.1 ETC complex I subunit [Rhodovulum visakhapatnamense]AB19
MRARIYQPAKTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETRGAAEDYARRHGIDAVVLRPKKR
APNVRPMGYSENFAVNRRGAWTH
>MBL3579378.1 cupin domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNGYIGNIEELTDDNTDFRRVLYSGAHLQLVLMSVAPGQELGGEIHAGTDQFFRVEDGKGRIVVDGVPHKVGAGDGVIVP
AGAHHNVICTGHTPLKLYTIYGPSHHLDGLVQATKAEADASDETFDGKTTEQAREAVRV
>MBL3579379.1 F0F1 ATP synthase subunit beta [Rhodovulum visakhapatnamense]AB19
MTQAEVPAADTERDQIKIAAGGTVLAVRGAVVDIVFADADLPHLNTALVVQWNLPTPLILEVHSHLNPTTVRAVAFQTTA
GLSRGVAVKALREAVTVPVGDAVLGRLLDVVGDVKDKGAPLPDDVPRRSIHAAPPALQEQTRSTEVFETGIKVIDLLTPM
AQGGKAAMFGGAGVGKTVLVMELIRAMVEKYAGISVFAGVGERSREGHELLTEMQASGVLERSVLVYGQMNEPPGARWRA
PLTALTISEYFRDTKHKNVLLLMDNVFRFVQAGAEVSSLLGRLPSRVGYQPTLATEVAGLQERIASVAGSAVTAIQAVYV
PADDFTDPAVTTISSHMDCVIVLSRAQAAEGFYPAIDPLASSSMLLDPLVVGEDHYKTAEAVRQALARFRELTDIISLLG
VEELGAADRVIVKRARRLQRFLTQPFMVTEAFTGTPGQSVSLADTLAGCRGILDGQADDWAESSLYMVGTLEDARKKEAV
AQVIDTSAPVQEDAA
>MBL3579380.1 F0F1 ATP synthase subunit epsilon [Rhodovulum visakhapatnamense]AB19
MRIVTPLSIVVDAQIDALRAEDASGSFGILSGHAPFLTALTVCIVSWKTDATERFCAVRSGMLSVIGDTVSIATREAVAG
DDLATLDTEVLQRFQTDADAEKVDRNETVQLQLNAIRQMVTRLHGGADRGAFR
>MBL3579381.1 AtpZ/AtpI family protein [Rhodovulum visakhapatnamense]AB19
MTRPGDDPLIIEARLRRARRDKWLREGDMSVGRRFAQIGVLGWIFVVPTLGGMFLGRWLDEQFGAGIFWTAPCLVLGLCV
GGWTAWNWMNAK
>MBL3579382.1 hypothetical protein JMJ92_14620 [Rhodovulum visakhapatnamense]AB19
MELDERKMMDFSALSPTPLLPACFVGGLVIGYGYFSALRATTDLILRDGKPLIALALTIGRMSLLASALFIAVLIGGAAL
LAAFAGVLCAKALMLYRLRREIS
>MBL3579383.1 F0F1 ATP synthase subunit A [Rhodovulum visakhapatnamense]AB19
MNSPLESVALFHLGPVPITQAVLTTWAIMVVLVAGSYLLTRRLTLIPGKRQAALELIVTTLDTQIRETTGAAPAPYRSFI
GTLFLFILVCNWSSLMPGVEPPTAKLETDAALAILVFLSVIWFGVRGAGIGGYLKSFAAPNIAMIPLNMLESITRVFSMF
VRLFGNVMSGVFVVGIVASLAGLLVPIPLMALDLLTGLVQAYIFAVLAMVFISATVEDGQPPSPHKKKS
>MBL3579384.1 F0F1 ATP synthase subunit C [Rhodovulum visakhapatnamense]AB19
MEYAPIISMICAAIAVSFGSIGPAFAEGRAVAAAMEAIARQPEAANTISRTLFVGLAMIETTAIYCLVIALLLLFANPML
A
>MBL3579385.1 hypothetical protein JMJ92_14635 [Rhodovulum visakhapatnamense]AB19
MAIDFWALGLQAINVLVLVWLLSRVFWRPVVAAIATRQAAATAVTDAAAATQAKADAALAEVTQARDAISAERAAALDTA
KTEAEATAKAAQAEAQTKADALLAAAKTTAAQDAETADADNAAQATELALTIAARLLKRLDSPKVQAAFMAQLVETISQM
PEADRASLVDAPKGIELVSPVDPGDQKAAIETAVRKALGGVPELRFVTDPALIAGLELRSPHFVLHNSWQADLDVVRQAV
QDAA
>MBL3579386.1 F0F1 ATP synthase subunit alpha [Rhodovulum visakhapatnamense]AB19
MPRDWASSARGALEGVTLGPRAEPRGRVEEIGDGVAMISGLRDVRLDEVLRFAGGQTGFARVLDPDRIGCVLLDCTAKVE
AGDAVFGTGEVVNVPVGESLLGRIVDPLGRPLDGKGPVLAQAHLPIDRPAPSIIERDLVTEPVQTGVVVVDTLFALGRGQ
RELIVGDHSTGKTTLAVDTLIAQAASDMICIYVAVGQKNSSVRRAIDALQRHGNFARCIVVVAGASEAPGLQWIAPYAGM
SMAEYFRDKGQHALIVFDDLSKHAATHREIALLTRQSPGREAYPGDVFYIHARLLERASKLSKDRGGGSLTALPIAETVA
GNLSAYIPTNLISITDGQIVLDAALFHQGQKPAVDVGLSVSRVGGKTQAPVLRKAAGTLRLDYAQFLELEVFTRFGGMPD
GRVRDQLTRGARIREALRQGQHVPFRLADEVALMLALQAGLLDELPVGAVTAFRAALPEALDRDAADFLTGLTDTGTLED
KARTDLLAVLATLAKSLGDTKTPA
>MBL3579387.1 F0F1 ATP synthase subunit gamma [Rhodovulum visakhapatnamense]AB19
MTERLADISARIDGIRQLGAVVNAMKGIAAARAHVARAQVGAVDSYAATIAAAMAQVLPNDTAPDNDNGKTGLLLFGAEQ
GFAGAFSERVLDSIGDTSPAQLFLVGTRGLSVAASRGITPHWTAPLPSHTPGIPKLADKITTAIYHAVAEKRIESLDVVF
TSWASGRPGLLRQRLFPIDLTDIPAITGERPLLQLPEETLIAALGQEYFNAQVCKAALHAFAAENEARMEAMTAAGSQIA
RELETFEATLRRVRQEAITAEIIELGTGTASAR
>MBL3579388.1 polyhydroxyalkanoic acid synthase [Rhodovulum visakhapatnamense]AB19
MPNQLKLLTSQIISPEITKAEPADTAAEALDRMTHAGLAQATAGLSPSVLAEAWTDWVVHLASSPGKQMQLREQAMRDGQ
AVLAAWLGLRPAEADPDDVPDRRYANAAWQNWPFNVWSAAHQRSWHWWQDAVTGVHGMTPEHETLMAFVAGMISDSTAPS
NFALTNPEVIATTRAERGQNLMRGASNLADDIMRRTGKAPDGPQPFEVGRNLATTPGKVVFRNDLIELIQYAPTTAEVRP
EPILIVPAWIMKYYILDLSAQNSLVRFLVAQGFTVFMVSWKNPDADDRDLSMEDYRESGVMAALDAALAITQAPKLHAVG
YCLGGTLLSIAAAAMGRDGDARLATVTLLAAQVDFTEAGPLRLFINDSEVTLIEDMMAEKGYLSSDQMAGAFALLRARDL
IWGPAISSYLLGTRGDAFDLMAWNADATRMPARMHSEYLRKLFLNNDLAEGRYHVGGKAIAMADIRAPIFAVGTEDDHVA
PWRSVYKMHLFADTDVTFVLTSGGHNAGIVSEPGHHDRHFRIAETAATAAYKDPDDWLTDNAKSDGSWWDAFADWLGKRS
GKPVPPPQMGAHSGANKAICDAPGTYVMQR
>MBL3579389.1 enoyl-ACP reductase FabI [Rhodovulum visakhapatnamense]AB19
MSALDGKVALVVGVANEHSIATGCAQAFVDAGAEVALTYVNARAQSFVQPVADAVGAKLLLPLDVEAEGEMEAVFAAVQQ
KWGRVDILVHSIAYCPAEDLHGRVVDCSAKGFARAMDISVHSLIRMARLAEPLMTNGGAILTMTYYGGEKVVDHYNVMGP
VKAALEGTLRALAVELGPKRIRVNALSPGPLQTRAGSGIAHFDALIDAARARAPEHIALTIADIGNVAVMLASNAARGVS
GDITHIDGGLHVRA
>MBL3579390.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum visakhapatnamense]AB19
MSAPEPTPMQFIENKTYDNIMVGDHAELARTLTARDISLFAAMSGDVNPAHVDADYAKDDMFHHVIAHGMWGGALISTVL
GTELPGPGTIFLEQSLSFEAPVALGDTVTVRVQVTEKQAKGRLLLACTCRNQHGKMVIEGIAKVVAPRDKVRRRRVLLPT
VRLHDVGAHYARLIAAVAPMAPIQTAIVHPCDALSLVAAFEAADKGMITPVLVGPRAKVQAAAEAAGRSLDTYRFIDAPH
SHAAAAAAVALVRDGTVAALMKGALHTDELMEAVLDPFLGLRTERRMSHVYVLEVPTYSKPLLITDAAINVTPDLNAKRD
IVQNAIDLAHALGIEVPKVAILSAVETVTPRMSSTVDAAALCKMADRGQITGALLDGPLAFDNAISAAAALAKGIVSQVA
GCADILVAPDLESANMMAKQLIYLGDADAAGIVLGARVPIILTSRADSAASRLASCALAQLFINRPTPTAP
>MBL3579391.1 hypothetical protein JMJ92_14665 [Rhodovulum visakhapatnamense]AB19
MTEAILVLNAGSSSLKFAVYPAARGDTILKGKIAGIGTAPVFSATDAQGRSLRLAGPPTRAVVLES
>MBL3579392.1 Mu transposase C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTGYDPKNSAKLSHDQLYGIITRYFIDEYPFRPHRGTGMNGATPRQKREEAQKRYGAIEAPSQRDRCLHLGAKVIATTTS
DGVRAFNIPFSSSQLVRFDDGKSKRVTVHLDPDDLRKVYVTAEGVEEVMEAELSMTVFKDQSLEEAIEIMEAASRSNPTL
RELHDRHLREARARRARDSGFFPDSRDPSSYQTLAQLEARASELLQVETRPAAYIGATAAPGQLMSRGRASGVAPARPAG
SAPSKPPSASTPPRASTSSPQSAGQTDGLPETGATSAPDPDDIKTMTFGPIKDSKL
>MBL3579393.1 ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTNPFIIPSLANLNADLAQRHFPLARGEELQQTFAQLFSRHLGRLQSGKGFEARSLLVTGLSGSGKTAEISDMLNRFNES
AVRMPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRKTQFEIWDLVIKQAKLQGVIGIYYDEAQHIMRGKSDV
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGDYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYETLNEIVGSYAISAG
LDVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVVRREGVVEWSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MBL3579394.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3579395.1 threonine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MGQITLTFPDGNQRAVEAGTTPAEIAASISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDRAEPFTPEDLGQIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGEWQDLCRGPHLQHTGQVPGDAFKLMKVAGAYWRGDSNRPMLQRIYGVGFRTRQELKDYLTFL
EEAEKRDHRRLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCTE
DQIEAEAKKFIDFLAKIYADLGFENWRVKLSTRPEKRIGSDESWDRTEAALGSACRAAGYEYEINEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDASYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWLAPRQVVVASIVSD
ADAYVQEVVAALRAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGDTRTETAAFDGLLAHLAA
EARAPDLA
>MBL3579396.1 arsenate reductase [Rhodovulum visakhapatnamense]AB19
MVIYGLKTCDTCRKAKAALERTGKPVVFHDVRDAPLPRADIARFLQTLGPGLVNRRSTTWRELDAAARAADPLDLLCAHP
TLMKRPVIEAEGRLFLGWDAATALTLAS
>MBL3579397.1 cold-shock protein [Rhodovulum visakhapatnamense]AB19
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLTDNQKIAYEMIEGRDGRKSAGDLRAL
>MBL3579398.1 DUF2177 family protein [Rhodovulum visakhapatnamense]AB19
MSVIIAISLYLVTALVFLALDALMLRKVMQPLFARYLGDWMRDRPRMGAAAVFYLAYVLGLVWLVSWPALVRGNPGQALI
EGMVVGAMAYGTYEVTNYATLRRWSPVQVALDTCWGTLLTGVSACIGVYVARIFV
>MBL3579399.1 iron-sulfur cluster assembly accessory protein [Rhodovulum visakhapatnamense]AB19
MIQITEAARDAMASAIEGAGRPIAGLRLMVQSGGCAGLQYAMALELTREETDAVVEAAGGVTVLIDPDSQGYLLGTTIDF
VSGLEGSGFVFDNPNAKSGCGCGKSFC
>MBL3579400.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum visakhapatnamense]AB19
MLDYSEILTDHFLNPRNRGTLEGANALGEAGAVRSGNAFRLTLKIETGRIAAAMFQSTGGGPEVAAGSALTELVIGKALA
EARAIDADAIEAALGGLPAEDRSAAEVAAEGLVAALKDYAQPPAFRAAQGIRVAQPLGVAPIKPARPSTADAPRLSANEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MBL3579401.1 homocitrate synthase [Rhodovulum visakhapatnamense]AB19
MTTPYVPDQFTPAPPPAEICDTTLRDGEQAAGVAFSAAEKVEIAVALDRAGVAEIELGVPAMGMAEVAAIREAGAHLTRA
RGVAWCRLRDSDLELAAMTALSRIHLTVPASDRQLAGKLGRDRDWALKEVSRLVGLAARAGFQVSVGAEDASRADIGFLA
QLAQVAAEAGAIRMRLADTLGLMDPFAAHTLVSILAPGPLPLEFHAHDDLGLATANTLAAHRGGAAFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTGVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAALIQALAAAGLPSDETTARAVLPLLRDWADREKRAASPADLILLTARAEALARHPGPTETQERSL
T
>MBL3579402.1 nitrogen fixation protein NifW [Rhodovulum visakhapatnamense]AB19
MLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLAETDLDQLDDAAVRAAARDALQKAHADFENSTPRAQKA
LKIYTQPRGNVVPMEGLRLSVQ
>MBL3579403.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum visakhapatnamense]AB19
MSEKLHEPDFPAAEAIDAPEEPVETRTGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALTSALTKLAEEAPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLETEAATITVRRRSEGGVQVLQSKLPCLITMLEDTNHLRRGTLQDMLRAARAPLTVWSAD
DAGIEDPMKCGLRGSPTVVKRVFAPQPRAEKAEMVAVEGKTPAQIGDAILDVLFAKSPKLEADVSAKITA
>MBL3579404.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum visakhapatnamense]AB19
MAQAPQNPASSRAAMQMQLAEKFKSYKHVWVFVEIERGKVHPVSWELMGEGRKLADDLGVDLCGVVLGPRDEGTKQAIKE
AYHYGADVCYICEDPLLADYRNEPYTRAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADSTELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMKEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGMGLQQPQNLALVQRLAAVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MBL3579405.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MPAEHFDAIVVGAGPSGNAAAYTMGKAGLNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SEKSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEDEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEDSVVIKDLRKYRKIPRLLEKNRQLFTTYPALLNRSMNAFLRVDG
RDKRSKEAEILKGLKTARGNWLNVAFDMLKVARAWR
>MBL3579406.1 ferredoxin family protein [Rhodovulum visakhapatnamense]AB19
MTDKTNGSKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEQGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGILFKFG
>MBL3579407.1 RNA polymerase factor sigma-54 [Rhodovulum visakhapatnamense]AB19
MEMTVSQRQTQGLAMTAKMQAALKILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGAGSDFDAIAALASD
KPSLYEHVLRQIALAFPNPRLARVAEAFAEALEPTGWLGAAPETVAAAARVPLSVAEAVLARLQQFEPAGLFARGLAECL
RLQAEDRGMLTWELSVILDNLDMVAAGRIDALADLCDGTPQDVRNALRSIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSSLPAIKITEPPETGRDAAARTFAARARSRAQWLARAVERRHSTLLAAAVCLVRRQTDYLDSGPRHLRPLST
EDVAGELGLHASTISRAVQHRMIETPRGTVPLRAFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIVTQA
KAAGFTLARRTVAKYRDVLGIPSSYDRRHTARLSA
>MBL3579408.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum visakhapatnamense]AB19
MENPVNRFKAGLRDGRHQLGVWNAIPHPTVTECLAACGFDWIVIDTEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAARAMRYPPRGLRGVAGMTRASRYGLVEDYTRRAEDELCLILQVETAAALDRL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIARLKAVGVPSGILTLDPDFARHCIALGTGFTAVGVDML
SLRNGTRALVEAFGSA
>MBL3579409.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MSAKSQISARLPLVVGMIAVVCLVGGIGVWSVATNIAGAVVAPGTIKVESERQVVQHADGGVVGEILAKDGDTVAAGQVL
VRLDGTFLRSELMIVERQLLEIQARKARLVAERDSVDSPDFSGLDSFSNIEPFWVAEHIDGQTRLFAARKAALAQELDQL
HEQTVQIENQIDGTGSQQGALVKQLALIEKELADKMTLYKQNLVPASQVLALQREEAGLEGDIGRLTSQEAELRAKISEL
AVQGLRLQESRREDAITTLRDLQYSEIELQERRLSLTERLSRLDVRSPVDGVVFGSKVFALGSVVQAAEPMLYVVPGGQA
LLVSAKVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGTVLRVSADALTDEATRETYYEVVIQPDIDEMAALPNIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MBL3579410.1 type I secretion system permease/ATPase [Rhodovulum visakhapatnamense]AB19
MSLRTPRKELTLGRAQSRGLLVAVLVFSVFTNLLMLTGPLFMLQVYDRVLGSRSEETLVALFILVGALYLFYWLLDYARG
RVMARIGARLQASLARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPFFLAAIFLFHPLLGLA
AIGGGAVLILATLINRWVTNGALERSQAKSSRAARLARQAEEGGGLIWSQGMASVMADRWARMQEDASAEGMDANDRSGT
LASFSRAFRFFLQSGLLALGAYLVLQHAVTPGAMIASSILMGRALAPIEQVLGQWALIQRARSGWKTLGEFLQSVPERIQ
PTQLPDPVAQLTVTNIGLRASAPGAPPVLQGISFELNPGEALGVIGKSGVGKTTLARIIQGLLPPTTGEVRLAGATLDQY
GHERLGRVMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILKLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVADMKRAGKSVLIMTHRPTAIAVCDRLMVIDAGQQKALGPRDEVLKSVI
RNAPEVQRAMGAARVNVVPQKEAQG
>MBL3579411.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MIDKLEMFIALARERHFGRAAEACGVTQPTLSAAIKQLEEQLGVLLVWRGSRFGGLTPEGARVLERARVIVADTRALREE
MRTAKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITVFSRNSAAIVQMLDDLQVDAGITYLENEPLGRVATVPLY
AEHYNLVMRADHPLAGREAVPWAEAASEPLCLLTPDMQNRRIVDRHLAEAGAVARARLESNSLLALIAHVQASGWVTILP
LRSAQPFLGTGSLVAVPLTEPVAEHVVGLIAPHREPMTPVLDALMEAARKAAFQ
>MBL3579412.1 formate dehydrogenase subunit gamma [Rhodovulum visakhapatnamense]AB19
MTTDIIARCRGIAAAHAHLDGPLLPVLHAVQESFGHVPVAAYPALAEELGLSAAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPLGRVTADRLERLAREGSA
>MBL3579413.1 formate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MSLTLYLPLDAAALALGADEMATALRSEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGVRMGFGPLEPADVPALFDGAF
EDHPKALGPVEEIPFFARQTRLAFARCGIVEPLDLDAYRAQGGMKGLERAMTMTPEEIVAEITASGLRGRGGAGFPTGIK
WKTVLEAEGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIAMLDASLRVAREA
GILGDHFDIEDRVGAGSYVCGEETALLNSMEGKRGIVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSLG
LGRSLGTVPLQIAGNVRYGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDAAGGL
IGHAGLVVFDDTVEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILADLCETMRAGSLCALGGF
TPYPVESALRHFPEDFGGAREAAE
>MBL3579414.1 formate dehydrogenase subunit alpha [Rhodovulum visakhapatnamense]AB19
MKDFILPDADFGTPARRSDKTVTLTIDGTDVTVPEGTSVMRAAAMAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMAVQTQTPKLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFETRQNGEANP
RFEAKDTSNPYFTYDPAKCIACFRCVRACEEVQGTFALTVEGRGFEARIASGTTDFLSSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIRNPMIRETIDQPWR
EVSWDEALAFTAQRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVKGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDSAFIAERCDAEAFADWAAFVAEDHLGPEATEALTGVPADQVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRPGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAEARGVFERLWNVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYAHPSEIMDEIAATTPSFAGVSYDLLDREGSVQWPCNAAAPLGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAQARAARRILPAAE
>MBL3579415.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum visakhapatnamense]AB19
MRGWTTSQVQSLGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLTEGIVERPGQIARIERADHDEG
IELRIWLAPGLGARLAGRRRRMAGPVGCGLCGVESLAEASRPLPVLPPDGLCLTPPEIAGAMTALSLAQELHGATRAAHA
AGFWTRAEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTARAVAAADA
AGLTLIARARGQSFDIHTHARRIAAEEIQHDP
>MBL3579416.1 formate dehydrogenase subunit delta [Rhodovulum visakhapatnamense]AB19
MTPDKLAYMANQIATAFARLPDDEAEAAIAAHIDQFWDPRMRARLLSLAESPKTGLSDRARGAAALIRRPETA
>MBL3579417.1 TonB family protein, partial [Rhodovulum visakhapatnamense]AB19
TGGAPTLTPARASALQAEWGARILARVDRSHRYPRGTRASGRALIELVLARDGQLVSARLVQSAGDPRLDAAALAAVRRA
GRFPPAPRGLEAARYSFTLPLRFEWQG
>MBL3579418.1 transglutaminase family protein, partial [Rhodovulum visakhapatnamense]AB19
MRFEVLHRTVYRYSGPVRLGPHLLRLTPRPGRVAELCQSLAVTPLPVARRDETDAHGNRVTRLDFAGETPALIFESRFTL
RTQAWREAPEGGPVPPLCAVAPEVAAFAAALGPPGAGPDRFLSALTEALHARIARQIRPDGAAWPAEVTLARGQGACRDL
AVLFIAAAARD
>MBL3579419.1 Ktr system potassium transporter B [Rhodovulum visakhapatnamense]AB19
MARLAALRSGRFLPPPLALMLTYAALIAAGTLLLKLPAARTVAMSWSDVAFTATSAVTVTGLAVRDTGTEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRHYLREDLNQTSMSGLIRLTKTILRFVLVCEAAGTAFLAVVFVPEFGWQAG
LWSSLFHAVSAFNNAGFALYPDSLTAWVAHPVVNVTVPALLILGGLGFTVVADMQRCTGWRGYTVHTKLMLVGTLVLLVW
STATIAVLEWTNPATLGQFDAVSTKLWASWFQAATTRTAGFNTVDIGGLTQATTLLFMTLMVVGAGSTSTGGGIKVTTFI
VLLLATVSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSTLTILIALFVLILFHEGEFLDLAFETVSAFGTVGLSRGITGD
LDTAGRAVLMGVMFLGRVGPLTLGFLLAVRSPKRVSYPAGTVYLG
>MBL3579420.1 TrkA family potassium uptake protein [Rhodovulum visakhapatnamense]AB19
MIGLGTFGSTVATELARFGNPVMGVDLDDKIVGRYADVLSEAVIADGRDELALREAGVGNYDVALVAIGEDLEANILCSM
NVKMLGVKAIWVKALSKTHHRILSKIGVDRIVLPEQEVGQHIAQMLHNPLVRDYVSLGNGFHVVDLTVPEPLEGRAVGDV
KLLSGYDLRALGAMREGEFLSCEGGELRLKAGDKLLVLGRRADLRRFGDDLLDEA
>MBL3579421.1 AMP-binding protein [Rhodovulum visakhapatnamense]AB19
MIVRSSRFAPVPLTGLSVTERLFRGLTPRPDEVVLVDGPSGQGLTAGALIDRIRRLAGGLAARGIGKGAVVALMAPNIPD
FVTVFHGVAYAGGTVTTVNPTYTAEELAFQLKDSGACLLVTVPGCIATARAGAEAAGLTEIAVIGAEAPDGGAVPLEALM
GQRLAAQVPLDVARDIAVLPYSSGTTGLPKGVRLSHRNLVVNIDQGLAACDMRPGDWTVGFLPFFHIYGLTVLMNMVLSH
GACLVTMPRFDPELFLRLVAERRTRELYIVPPVATALARHPLVDQFDLGAVETVICAAAPLGAAQGTELAARLGCRVMQG
WGMTELSPIGTMSSPGRDKPGAVGVALPNTELRIVDPETGADLGPDQPGELWLRGPQVMQGYLNAPEATAATLTADGWLK
TGDLASIDAEGFVTLHDRLKELIKVKGFAVAPAELEAVLLTHPDVLDAAVIGRPDPEAGERPVAHVVRRPGADADAEALK
AHVLAHLSHFKALAEVHFVEAVPKSASGKILRRLLRDAA
>MBL3579422.1 DUF2087 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTRPSIPLAIEDISAFSRALAHQLRAAEAAPSHLSLMNMLARAGGFRNFQHLRADRLAEDRLTDAPTAPVTDPDPVNHRR
IERTLTHFDADGRLLRWPSRRAMQVLCLWALWARLPAGQTWTERQVNERLNALHHFGDAALLRRDLFETGLVTRRRDGSD
YRRIEQAPPAEPRVLIRLLAQRG
>MBL3579423.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAQSLNLLHLATFADVAALGSFSAAAEKAGISQPAVSQQVRQLERHFGVRLLERVGKRVRPTEAGQIVIEGARRIGEELD
AVRAAVEPHRDGRAGRVRIGTGATACIHLLPPVLGRLKRAFPGLDFVVRTGNSTEIQRLLEQNLLDLAIVTLPAAGRALE
TSPLCDEALLAVGPAATAGAPTTPQAMAARPLILYDSAGHTRGLIDGWFRAAGLRPAPIMELESVEAAKELVAAGLGWSI
LPASSVARPGASGGLAVQPLDPPLGRQLALQLRRDKRLSPGLRHTVAAIRQGLGRVVPLRTP
>MBL3579424.1 N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTIQPAPLGPPSPLTLDDCTARDLPGVQAIYAEAVRTGTASFELDPPDLDEMRGRWETVTGAGFPWLVARAGDRVAGYAY
ANTYRPRPAYRGTVENSVYVDDGFRGQGIGGALMRALLARCEAAGFRQMVAVIGDSQNLGSIALHRALGFEDAGVLRSVG
WKHGRWLDSVQMQKPLGPGDTAPFEG
>MBL3579425.1 hypothetical protein JMJ92_14840 [Rhodovulum visakhapatnamense]AB19
MIGRPTAAAVGLTQMVNWGVSYYAVGVFAPVIAADLGWSLARTHAGFSLALIAMAVSSGAAGRLVAARGRQALAAGSVLL
ALGLAMLGTSGSFAVHAAGWIVAGLGMRLCLYEAAFAALVRAGGTGARRALSHRSRCWAGSPRPCSGRWVICWPKPAAGA
AGFWPMPGSRWRRHRCA
>MBL3579426.1 hypothetical protein JMJ92_14845 [Rhodovulum visakhapatnamense]AB19
MFWPLGHLLAETCGWRGGLLAYAGLALAAAPLCLTIPSGPAPTPAALGAAGRGADPVRPAAAFGFAVLVAASAFLSSGLS
AHLIGLLGALGLPVAAAVGLAALPGVGQSGARLAKTLAGHRIGPLGLGVLASGVLLAGMIAGLAVAGPGAIALIFVLAYG
AGNGVLTVVRGAQPMVLFPLASYAEISGRLVAPSFLAAAFAPRSMPPRSRSGARAPRWG
>MBL3579427.1 twin-arginine translocation signal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDMSTMNRRSFLKRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFAKDYARRVEEMSGGRLKIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLSWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKGEVNTVADLQGFKYRTVGLAADLMAKMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
KNYYLASYHQASESFEFLFNRPFFEDLDPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LKAWDELIPELEQDAFMKKCLDSQRAWVERVTFFEVMNSPDYTLAYDHYFPGRLKL
>MBL3579428.1 TRAP transporter small permease subunit [Rhodovulum visakhapatnamense]AB19
MIGFIRFADALSAWFGKTFAWLIVLMALGTGYEVVVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYLVAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLI
AIRTNAWLEADEDIFETEDILMREADKAERGPHI
>MBL3579429.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MTDPQIALIQLGLFIVFVFLGFPIAFTLMAMGIGFGYFAYFDAGRMWRAFDRLDETAGTWTQITTWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYIVERANIVDRLFSTLNIASKNIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSVAPRPT
EDEIPDVPFGRLLWMIVTSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALALIYRALSWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQVIGQFVEGLNLTPVQFLILAQLIIFLLGWPLEWSEIIIIFVPIFLPLLAHFEIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFKGVMPFLVCVLISMVLMYVFPQIVYLLPELVYG
>MBL3579430.1 amidase [Rhodovulum visakhapatnamense]AB19
MKDLDTPMQLGAVELRDRLASGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRVSGRALGPLHGLPV
GLKDVIDTARIPTENGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLAIGTQTGGSVIRPAAFCGVTGYKPTFGAIPRRGVQMQSHTLDTLGVFATDPLGAALVAEALFGFDETDPATAP
APPPRLLDTARGAPPLPPVFAFVKPPGWDRADAETHAAFAELTAALGEQAFEVALPPAFDTAATQRARINMAEMARYHYR
YVRDGLNRLGPETRDALEEGARIPARDYLAALDWPKVLNAGLDEIFTRCDAILCPAAPGPAPEGLGATGDPIFNGLWTLC
GTPAVTVPVLTAGNGLPMGVQLVGPRGDDARLLRTAHWLYGWAGA
>MBL3579431.1 hypothetical protein JMJ92_14870 [Rhodovulum visakhapatnamense]AB19
MDRLIAAFAFAVFLGFVGILALEVPHVDLWAVIAITVALVAADLVFALFKPRD
>MBL3579432.1 PQQ-dependent sugar dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKTTLIGAAVAAVLAVPAFAQGADVPDNLERLGNFQTTGTTDFTYVPQEGAFADGIRKTLERITLPEGFRIGLYAVVPDA
RHMAVGPQGIVTFVGTRKDKVWAVTDRNKDRVADEVKDFAPSLKFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFNLVKQGELIPPEEESYNHTARVCRIGPDGKIYISLGQPFNVAPPEKLDLYREVGIGGIIRMNTDGTGREVYTYGI
RNSVGHDFDPETGDLWFTDNQVDGMGDDIPPGELNHQTEMGQHFGAPWYGGGDVRTNEYAGQDVPHDVVMPAVEMAAHAA
DLGMTFYSGSMFPEEYRGAIFSAQHGSWNRTTPVGARVMVTHVAEDGTATSESFAEGWIDGNGEYLGRPVDVAQLRDGSI
LVSDDLAGAIYRIWYEGM
>MBL3579433.1 cytochrome C [Rhodovulum visakhapatnamense]AB19
MKGLSALALSGLMLASAAFGDAASGDLAAGRKVAGLCRVCHGLQGVAQVPIAPHIAGEPVSYITRQLAAFRSGAREHEMM
TVVARGLTDTQIADVAAWYSAHTARASLPPGADASAAPALCVTCHGETGIAVNPDAPNLAAETNIYLATQLKAFRSGKRR
HEIMSGIAADLTDDEIRASADWYAAMRLEVTEPGAPGPCGAAC
>MBL3579434.1 cytochrome b/b6 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDTNASGPANPEAYSFRQKLAHWGVVVLVAAQYLVFDAIGRDFGRGMKTGEWVYSPVATGHILFGFAILALMVWRLKLR
RDEGVPALPAAEPGWAATLARLTHGAFYLMLLAMPLVGAAAWFLQSGSAAEMHETAANLLMALIAVHVAAVAVHQFRWKS
SILSRMM
>MBL3579435.1 threonine-phosphate decarboxylase [Rhodovulum visakhapatnamense]AB19
MAGGRDHGGDLTGAIKRFGGAPGDWIDLSTGINRVPYPAPPASASALRDLPGRAAMDRLTGAARGAYGTGWPVLPLAGAQ
AAIQLLPVVAPEGPVRVLGPTYNEYAGAFEAVGRAVETLSDSGALAGAGLAVIVNPNNPDGRRLSPEALARIAGTVGVLV
VDESFADPHPALSLLPGTCPGNVLVLRSFGKFYGLAGLRLGFVLGPDALIGQMAGRAGPWAVSGPALEAGALALADAGWR
EASRVRLMAETARADALAEAAGWRPLGGTALFRLFDTGDAGAAQARLGRARIWSRIFPYSATWLRLGLPGSEAEWARLEA
ALSA
>MBL3579436.1 cobalamin biosynthesis protein CobD [Rhodovulum visakhapatnamense]AB19
MSAAAMLVALAVEGVAGWPDRLHARIGHPVTWIGALIAGLESRLNRPGDAPATRRRLGGLTVALTVGAAVLPAWALAAIL
PGGWPGAVLTGLLAAPLVATRSLFDHVARVARPLAAGDLAGAREAVSMIVGRDPARLDRAGMARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLANLLPARLTGALFCLVARHPVRAAKTMARDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPEPRDLWRGLGVYLQAMAVLALGLAALVWAFGG
>MBL3579437.1 propanediol utilization protein [Rhodovulum visakhapatnamense]AB19
MAGHFGEFLQGRLGPDGPVALVTVPCPALEVRAVWRPGRMAGLWQGGRPVLAQGQVACLARLFGIAPGRLRLFVGMPPGG
GAGASTAALLAAIRCLAPIALSPDTEAALCLALEGATDPLMQPVPEALLWAPRAARVLGRLAPGPGFEIVGGFAGPGRRT
DPADTAFPDISDLVAAWRVTTDRAGRAQLATESARRCHALRGGPDPAPIWALGRDLGALGLVAAHTGPALGLLFAPGEAP
RQTETALRAAGLGRVLRFRTGGGR
>MBL3579438.1 acyltransferase domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MISRHSIGSEIADDRVSCVTGYSAILPGADGIDAVWQVLSEGRCTISDMPGDRWSKARWMSPEPGLAGHSYSQRAGIVAT
AFDFDAGCFGITPREAEQMDPQQRLLLEVTARAFDHAGIDPAAVAPERVGVFIGAASLDHSTTMLQDPDMAGPQYMLGNT
GSIMANRISHLWNLQGPSYIVDTACSSGLFALDHARRAIASGQIDTAIVGGVNLLLSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFILERLTTAQAAGRRVRSVLVATAVNSAGRTPGIALPSADRQAALIEAALAEAGHDPDALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQMALDRQTIPATLHCDEPNPEIDFAGLNL
DVARSARALPPADRPWLAAVNSFGFGGANAHAVIRQPRPDENTPDAEAAKLPPALMLSAASEAALTGLARSWHALAETAP
ADLGARIATANWRRARHRHRLCLPVASSGGLAAGLAEWLGDARMAAPGARAETTLRDAPLAFVYAGNGAMWAGAARTMME
TDATFRGVFSEIATDFAALGIPGLADTLADPDLEARLGEAEVAQPLTFAIQVALTEALAEAGLRPAAVLGHSMGEVAAAI
AAGRIARDDGIRIIAHRSRAFEPLRGKGGMAAFAAPRDRIEALIADHGLAAEVSAENAPESITVSGTDEALKALARIART
HRIAGRILPIAYPYHSAAVETLRQPLTRGLSRIAPRDGSVPFYSGWDGTRYDAPLDGVYWWRNARLPVAFREGVRAMARD
GIRVFLEISPRTVLRTYLRDTLAELDCETRVLESLDSTRSEERDAGSIARAALAAGGAVDRARVLGSERPVADGLPDYPF
DRQTYRLDSPVAADIFHRRPQHPLLGARLRPDSAEWEGEIALARIPWLADHRVGGRVLLPATAMVEMFAHAGCEILKSDE
IELRDVEFLRPLELPEKGAVPVRLVHEPTARRMRIEAGGPRAWAPVAVARLFAATGTRPAPVTAPEAMGEAGPLYDGLRA
AGLDYGPAFARVTVLDRDGAAVRTALAPRDEAPGFRFDPALADAGLHGAVLLLEGRDARLRVPARIAKVRVCGPGQIICA
RLSRAGGWDESLAFDMVLADATGTALLAFEGLRLRPLPTGAAEPHAYWDERLVPLAGGGADAIAAAAEAACRPDQPPSDA
DVLRAALGSRLAWDRVATGTDPADPRHDMARHWLASTGHGEGAPQIAADCPWPPADALLALLPEVAPGASAELKSALAAA
AGEERPADPLPLAARTLETLLEAAAPLGRIALAGALDLGLVAAALSAGGHVTVLAEDSNALDRLRARLDTRLPLRFLALT
EARAADAADLVLGCCLAQSFAQRESAGRLAALVAPGGTLIAAEEAPDLFALMTLRHRDADALDRLDRAFHAAGLDTASGT
TQGSEALRLIRATRPAARAETRPALGLTGSGPLAEALAALPPGTDAPVAFHCAALDGDDPLAAARIFRDLPETEGPLWVA
VAETDRWEELTGWRRVVANETGRDIRLICADPDVAPERIAALAATSPEAEIRD
>MBL3579439.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum visakhapatnamense]AB19
MSVVIVIPARFASSRYPGKPLAMLRGASGQEKSLIRRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDVLGGAVEIAVNLQGDAPLTPAWFIEDLVAGLRADPGADLATPVLRCDGQGLAALLDDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQTYADGVPTPVFHHVGVYAYRPAALDAYRRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MBL3579440.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum visakhapatnamense]AB19
MDYEQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALISAELRRAFPEALIVTEEQADTHTESAAD
FLIVDPLDGTKEFVQRRGDFTVNIAWVEGGVPVRGVVYAPARGRLFYTRADGATVEETGDLALDTVGPVTPLSVSAPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGKVVRFDDHSP
LAYGKPGYENPFFIAYAPGVDLKDA
>MBL3579441.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum visakhapatnamense]AB19
MSETERPGRPAPALVVRGVEVFPGLLDPSAQAALVAEIAAVMAAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TQHPSGVAWPPVPAPVLALWHRVTGLDRAPDCCLVNLYREGAKMGLHQDRDEADFGWPIVSVSLGDEARFRIGGIERGGP
TDSLWLKSGDVLVMGGAARLVHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MBL3579442.1 molecular chaperone DnaK [Rhodovulum visakhapatnamense]AB19
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDSERLVGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEEVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLTKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMNPQAGTPLHLVMKLTRAKLESLVGDLIKRSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIEEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQNAVTIRVFQGEREMAADNKMLGQFNLEDIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAEANAEADKKRRELVETRNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLDSEDAGKIKGGIQNVSEAAMRLGEAIYKAQQQETSGPEADDDRDEPTGVDDEIVDAEFEDLDDRKRS
>MBL3579443.1 molecular chaperone DnaJ [Rhodovulum visakhapatnamense]AB19
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEAQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGRQRATRGSDLRYNLRVTLEEAYSGLQKTIKVPSSVACEVCNG
TGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERALSVNIPAGVETGTRIRLA
GEGEAGLRGGPSGDLYIFIEVTDHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMRLRGK
GMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFKKVKSFWDGMKS
>MBL3579444.1 DNA repair protein RadC [Rhodovulum visakhapatnamense]AB19
MPRPTPPPSPAEPVLPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVTRLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQARGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIAMTAQIEAACAALSLVLHDHLI
VGKARDLSFRAEGYL
>MBL3579445.1 hypothetical protein JMJ92_14945 [Rhodovulum visakhapatnamense]AB19
MTNLPSPTHRPSLRSVAAPALTPLKSGSVASTAGTSIHYTGAGALDFFEFGSFTWKGTATGIEVAQGTASCDWVDAISNT
TAATFSTGTDSDTVYGGWGDETVRLGDDNDVSCGNAGNDLIYGNAGNGTLSAGSGSDTLYGGVGNDTFGVYDSNQTAVVY
GDDGWTEALARAKQLAAQGWPGVRVVRGQNGCS
>MBL3579446.1 DNA gyrase inhibitor YacG [Rhodovulum visakhapatnamense]AB19
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGAYSVPGDATDPAEAEDDLPSSPPRRH
>MBL3579447.1 ribonuclease E/G [Rhodovulum visakhapatnamense]AB19
MKGRSILLDEIGGRKAAALMEDGRLEDLLIDPPDDRPMPGAIFRGVVDRQMKGQGGVFLRLPEGRAFLRQAKGLRPGQGL
LLQVTGYAEEGKAVPVTPRILFKSRLAILTPEAPGLNVSRAIRDEAERDRLLEILHDGMEGAPEGLGAILRSAAEGADPE
ALAEDIAAQRALAEAILSEPADGTPELFLDGPDSHALAWRDWPAPDDLDDRAGSFADHGVPEAIEALAGPEALPGGGSVH
VEPTRALTAVDVNTGADSSPAAGLKANIAAARALPRLLRLRGLAGQIVVDFAPMPKKDRVALEQVMKAAFRADAVETTFV
GWTPLGHAELTRKRERLPLSETLAR
>MBL3579448.1 septum formation inhibitor Maf [Rhodovulum visakhapatnamense]AB19
MRLILGSQSPRRKDLLAQIGVVPDDVRPADIDETPHRGELPRPYCLRIAREKVRAVPAAPDDLVLCADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLSDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFSAVVGLPLAETATLLRAAGYPLDTERT
>MBL3579449.1 translation initiation factor IF-1 [Rhodovulum visakhapatnamense]AB19
MAKEEMLEFPGVVKELLPNATFRVELDNGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MBL3579450.1 hypothetical protein JMJ92_14970 [Rhodovulum visakhapatnamense]AB19
MARSFRRPTLALSCAAALWLQPAGAWTLWDADPPKTPLEKHLDRLVEGGEDLTELHGRIEESRDQGFRLLGRSTKSLEGD
VDDLVLEIERALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQKPEPDPDATDKIEDRIADREAAAATLEAEV
AARKTALRETFAQAGATLGEDEIDSLTSRADGDDLLKMFTVFDITRKITDELKALMQGTAPSPEMQLQYYGVFVVMAELQ
VMVHREYLRRLDEDYLPALETIKAEIDATVAFARERMATATPEQQDIYAKNIAANALSLDVIARYEQILDQQKARSAEAM
EKAQSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLQPFDDNTLRQRFEEISDRVAEIVGNS
>MBL3579451.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPPRPQPQDDREKSKRIGALQALWPFVAPYRRMLAAALSALVLTALVYLAMPVAVRQVVDAFDTETAALLDRYFGLALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPAFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRRLSRENQDWIAASSGNASEALLSVQTVQAFTNESRARSQFRAVT
EQSFLSARHRIGTRAVMTVIVIFLVFAGIVGVLWVGARDVRAGEMSVGELVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTARDSVTDPAAPLPLPKPARGEIRFEGVRFSYPTRPDTPALDGIELTVRPGETVALVGPSGAGKTTVMQLIL
RFYDPQEGRVLFDGADLRDLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAAHAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRIAIARAILRDAPVLLLDEATSALDAESERAVQEAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAQGGLYARLARLQFTAGVETAA
>MBL3579452.1 acyl-CoA synthetase [Rhodovulum visakhapatnamense]AB19
MEYARREWLAIAAETPWETRDRPKTIYSFVSRTAAAFPDRPAVSFQIFSGPKDPAETLTWTEFHGRITQAANLFRRLGIG
PDDVVAYILPNCNETAVCFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPRTDVAQKVSEAVRHAPKVQTV
LEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFDDPEEDRFAAYFHTGGTTGMPKVAQHRVSGM
IYNGWLGHTLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGDGVLDNFWKLIERWGVTFVITVPTAI
AALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDSTKKIGSVGLPFPYTQIRIL
KCDGDGNVQRECETDEVGEICISNPGVVPGSTYTEKAKNLGLFADGYFLRTGDLGRIDEDGYLFITGRAKDVIIRGGHNI
DPAEIEEALLGHHDVAFAGAIGQPDSFSGELPCVYVELVSGATATPEDLMAHARVHIHERAAIPKHIEILDELPKTAVGK
VFKPGLRKLAIQRVYDAALAEAGHPVRVREVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWDWTED
>MBL3579453.1 low molecular weight phosphatase family protein [Rhodovulum visakhapatnamense]AB19
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVTVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLDVEYWPVLDPTGLGETRPDKLAAYRQTRNQIVDRLIGRFGPPARGAGD
>MBL3579454.1 UPF0262 family protein [Rhodovulum visakhapatnamense]AB19
MTTARLCHVELDDSNLPPPTPEIEQERKVALFDLMEDNSFSLPGREDRPAPPGPFRLTLSIREKRLVFDVKTETGSPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLESKADLDIDTARRLFTLICVLYHG
G
>MBL3579455.1 histidinol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MPVFLDTAAADFEAQFSALLSAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLDLTPETLAFSSEEIDAACAAV
SREDRAALELAAERIRAYHVRQMPEGAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKANPLVLMAARLSGVETVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWVAIDLLSQAEHDESAQSILVTDDAALGRAVAEAVEARLKTLERRAIAGASWRDFGAVIIVRDLAEAAAL
SNRVAPEHLELCVADPEALVQKIAHAGAIFMGQWTPEAIGDYIGGPNHVLPTARSARFSSGLSVHDFIKRTTLARMTPEA
LKAIGPAAERLAISESLEAHGLSIRARLDRLNEDAT
>MBL3579456.1 DUF2948 family protein [Rhodovulum visakhapatnamense]AB19
MTEDARFEDGAERPLHLMAAEASDLEVISALVQDGVLPVTEMRWDRSRRRFAALVNRFRWEDKEAAERRGRPFERVQAVL
TVEDVTQVVSQGIDRSDPDLVLSLLAVAFEPGEDGTGRVVLTLAGDGAVALEVECLEVTLHDVTRPYAAPSGKAPRHP
>MBL3579457.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum visakhapatnamense]AB19
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGQAEVSLPGGCAIGARPVDLHLQALEAMGARLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALLAATLAKGTTVLKNAAREPEIVDLARCLRAMGARIEGEGTATITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRLDLLPAFAEKLDAAGITVEQTDRGLRVARKNGRLSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELVRMGARIEVSGGTATVTGVGRLKGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLGACGAHIERMSAE
>MBL3579458.1 hypothetical protein JMJ92_15010 [Rhodovulum visakhapatnamense]AB19
MTGKTPKTGVPKPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MBL3579459.1 transposase, partial [Rhodovulum visakhapatnamense]AB19
FNKLKNARRVATRYDKTAESFLGFIDITSIRLWVRHLST
>MBL3579460.1 hypothetical protein JMJ92_15035 [Rhodovulum visakhapatnamense]AB19
MTLAASRLGPVDAADLPDYPLGPEDDLNDAMRNAGHALRSRTRIPPWGTRRFLGGKGN
>MBL3579461.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum visakhapatnamense]AB19
MAIRVQETASVRLDVIYRYTRDRWGEAQAETYITGLFAAFEQIDTRGVMSMPVPAEFGVEGCFFRYERHFVYWRRLSNGD
IGIVTILHERMHQMDEVSGVTAGVTASSGG
>MBL3579462.1 addiction module antitoxin [Rhodovulum visakhapatnamense]AB19
MPRTTTMTVRVSGALSEFVATNVGEDGAYENVSEYIRDLIRRDKERAEREAFDRLKAELNRAFAAPEDSYKPLTAAEVIA
RNRT
>MBL3579463.1 XRE family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MKMRVKMGTVVPKMGTVVHPEDVPADYRAAMAMALHAELGSTHRAIKSAMRWTGASERTVKYWFAGERGPSGEHLVALAR
HSDTVLIALLALADRLIAEEAEDRERR
>MBL3579464.1 hypothetical protein JMJ92_15060 [Rhodovulum visakhapatnamense]AB19
MKVADMNCETGPQIIERVGGRAPQAIRQCAGHGKEWPSSGNDFPALACSNDCGSMRNGPDHPDRIAAT
>MBL3579465.1 recombinase family protein [Rhodovulum visakhapatnamense]AB19
MRGREASRETGARQSEPDLPAVAYVRMSTDHQRYSTENQLDVIRSYAAARGLQILRVFEDSGRSGLRLDGREALQNLMGE
VQSGQADFKAILVYDVSRWGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVF
AGQCRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREIA
EVLNAEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFAKVSFKLKQRRVVNPREMWIRAEGAYPAIVNQALFLRAREIVDA
RSRHFSDRELLDALRAILKQQGMLSGLIIDEEDDLPSSSAYRSRFGSLLRAYRLIGYEPDRDYSYIEVNRALRQAHPQVV
AEVIAGVTRHGGRAVQDLDTDLVRVNDEFTVSIVLARCTATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLP
SIDMTFGKLKFAEQNGLALDAYRFDTLDFFYALASRARIAEVA
>MBL3579466.1 ParB N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPDAMEPTSQKQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEFDLVCGQGRLEAFIDLKQ
DNIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRERGYKDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIQISKTDAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPQIKSNALGRRVAKRALTSEGLVRAYQ
QEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVSDGPWS
>MBL3579467.1 ParB N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKRAADKRPASVNHGFEDDCVTLPIDVILPLRPLGKSAKSSRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQKVECLVATDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPAAGAVFDALRKMKTMRQIEAAELLVNANTYSVAYVKAILAGTPQAQLVDASKPKKVKGITPEAIARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYVGKLLGNARVVRYLMQTRPEFLSEFQTIAETDAVMPADAE
>MBL3579468.1 transglutaminase family protein [Rhodovulum visakhapatnamense]AB19
MPSVTITHTTQYQYGAEVPLGPHRLMLRPRETRDLILTSFDLEISPEARIDWSHDVAGNAVATAQFVTNTTLLSIRSCAR
VELRAPVWPVFPIAAAAASYPFVYSPDDSTDLGALAMPQYADETGRLSRWVESFVMARPTDTLSLLKDIGNGITAQISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLFAEATRTLGFGARLVSGYLFNPAGDQVGSMDAGSTHAWVEVFVPGAGWIPFDP
TNRSVGSSNLIPVAVARRIQQVAPVSGSFHGRPTDLLSMDVTVDVREI
>MBL3579469.1 hypothetical protein JMJ92_15085 [Rhodovulum visakhapatnamense]AB19
MTDGPINLDGRRSVAGQRASEMRRRPANGQPPLALSRQPHLESPEDQMFAEPAWTWAEVLKKWRFLLDRYAMTPEAGDER
IQKFIKRALGDMERLKKREERK
>MBL3579470.1 hypothetical protein JMJ92_15090 [Rhodovulum visakhapatnamense]AB19
MTNSIKTAAVFLRPFQLPSFNETLPPGEYEIETQLLEPVDWIEPGTWTSSVLVRLHPRASHPGLSRTLAVPLAELEHAVA
KDKLTGKALTDFFLDEMLADPMTRLVMQADGVAEQDLRGLYSPRSDQRQAEQDHPSKMGEPRRGRITDVSGPRFGSARPG
IGE
>MBL3579471.1 transglutaminase family protein [Rhodovulum visakhapatnamense]AB19
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGDFTVSTDGIFRDSGLP
DLVAPDATQQAVQDLPFETLVYLLGSRYCDTDLLSEEAWRLFESAPPGWSRVQAICDFVHDAVSFDYMKADATRTASQTL
AGRHGVCRDFTHLAIAFCRCMNIPARYCTGYLSDIGEPEPYPPGDFAAWMEVYLGGRWWVFDPRNNTRRKGRILIGRGRD
AADVPLTQTFGPNALTQFEVWTRDARHDPAEAPPVSRD
>MBL3579472.1 hypothetical protein JMJ92_15100 [Rhodovulum visakhapatnamense]AB19
MSGFIATVRSRIPTPGLGGTVILAAGMIASLAHPVLAQDGTGPMPENAEARSYGGGWNCALGYRVAGEECVAIDIPENAY
ATGRSFGSGWACRRGYEEAGGTSCAAIPVPDNAFLRSSGYEWQCDRGYRQDREACVPIVLPDNAYLTDDTSGSGWTCERG
FTASSSACVPIAIPKNGYLTNADYGDEWACERGFLEIDGRCDPVALPGNAFLDPASHGPGWRCERGFETVDTACVAIDLP
ANAHLDRSGNTWRCDRGFQLAEGECVLGR
>MBL3579473.1 hypothetical protein JMJ92_15105 [Rhodovulum visakhapatnamense]AB19
MNTPEWLKPGIYGAAIGAAVVGIGGFTWGGWVTGGTAHDRAMAMSRDDVVAAMVPVCLDMAQADPDRAAKLAVIRDTQTY
QRRNALMDAGWATVPGAEAPDRDIAQACLASLDVDASPERPEAAADEG
>MBL3579474.1 DEAD/DEAH box helicase [Rhodovulum visakhapatnamense]AB19
MTFNELGLNARMVSRLDAVGLKKPTPIQEQAIPQALQGRDILGIAQTGTGKTAAFGIPLVVALSKTPERPAPRSARGLVL
VPTRELAGQIVRSLQGLTKDLRITLVVGGKSINAQAEKLARGTDILVATPGRLIDLMDRGSIDLGQTRFLVLDEADQMLD
IGFIHALRRIAPRLSTDRQTMMFSATMPKAMAELSRQYLDEPIRIEVSPPGKVADKVAHSVHFVAKAQKQDLLIELLHGH
RDDRVLVFSRTKHGAERLMKNLDRAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPGVGHVYNYDLP
NVPENYVHRIGRTARAGESGRAIAFCAAEELTELKAIEKVLGTRVEIAGGRPWEAVTGAPQKKRRPRRRSAGRPDRMAA
>MBL3579475.1 cold-shock protein [Rhodovulum visakhapatnamense]AB19
MANGTVKFFNTQKGFGFIETDTGGKDVFVHISAVERAGLTGLSDAQKVTFEVETGRDGRESATNLALA
>MBL3579476.1 hypothetical protein JMJ92_15120 [Rhodovulum visakhapatnamense]AB19
MSTHVANKRADAVQDPFKKMGKAKKSAEKPKKAPAILLGEHSRYQIKSGWLAGTFVARAFPKPPTTARGMIAEATGATEE
AAISALHEAIDAREDRRTGERRRDTQNGVDVPCVEEYLEAVRQVTLSGPQRAMLTALSLADEDGLTDARLAYAAGYKSEA
SAKKSFAATGLLIAEYLSSGPQDDDAPGTPEGTAFLGFRGATATEEQTGNWILHPELRQAVRLAM
>MBL3579477.1 transposase [Rhodovulum visakhapatnamense]AB19
MKAQITILRARIPTQRIILSPAEKAELLRIGAECGHEIEGLLEVAKPATYRRWLAQMRVGTPFKAVGRPRLTQELRDIVI
RIGSENLLWGYKRIAGELKKLGLYAGANSVKRVLNEAGIHPSPERRKKKPALPWSTFIRAHMETMIACDFFSKTVFTLRG
PRTAYVLMFIHLGSRRVFCSAPSYAPDSAWVTQQARNTLMWCAEQGITPGFLIRDADTKFSASFDTVWASEGARVIQIPH
RAPDANAFAESFIGTIKRECLDFFVCFSRSQLDYILRTWVRHYNFERPHRGRDIGNNVLQVDFRPVRDGPIRRNRQLGGI
VTSYTRDAA
>MBL3579478.1 restriction endonuclease [Rhodovulum visakhapatnamense]AB19
MPAYTVREWEKLAYGEAEGQIAVHHADRLAGLAARSAFAGRGGSGVLEHGRNALRARGVVGILAAGDASLEILPKIDVAP
GETPDHENAAIRKRLVHMLAVALDLKIDLGVITDLAWQRETLLEILIRIFCDKLTETLRKGMPRRYVGREEDLPTLRGQL
DVNRQFTRHAVNPSRLACRFDLLSEDTPLNRIMKAAVVQLFRLSRRSANQKRLRELAFVYAEIADVPVPALRWDEVVIDR
TNRSWRELFAMARLFLHDRYQTTTGGTGEGTAMLFEMNALFEEYVGRLIARALAGPGLTVSLQGGRLFCLSTQDSERGLF
QTKPDILIRRDGTVTHVIDTKWKRISSRIDDPKQGVSQADVYQMMAYAQLYHAPRLTLLYPHHPGLGTEDAVHARHRITG
HATILETASIDVANSEKVLDRIRQLLIGDDDMVEAAG
>MBL3579479.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MDAFDRFRESGEHREVFGGFGDPRDYWVRSTRDRANRVYPTKPLIGFILKKKELNGGWGQKSDAAARLHNSGFIIVGEDD
KPVPPPERYAHLVRDADRVRLCALNYFIEPARERGASEVPIRAGDLAAAIGLQDAFPNICQALGGEKFQQLAQVPPPTHT
EPNPSSSTIFTFKLASAEGHEPMTFEPMTAMPTATNLILYGPPGTGKTYATAWEAVRLCLGGNVAAPLRHDRDALMTEYR
RLAGEGRIEFVTFHQSFSYEDFVEGLRPTTGSEQEGDDEGAGTSGGFSLKPHAGVFKIISERARLDTGDAPAKRLDRSRP
IYKIALGQRGSQESRIREGLDGGLIHLGWGGDIDWSDERFDDFEEIRKAWNDQKDPDASGKDPNIEMLFAFRSGLQVGDY
VVISDGRDSYRAFGRVSGEYYFDADADFHPHRRSVEWIWRDDNGAERAPFYARNFRRQSAYRLDPNRIDWDALESVVIDP
NAERPVASARSHVLIIDEINRANISKVFGELITLLEIDKRLGCENEVRVRLPYSGTSFGVPANLHIIGTMNTADRSIALL
DTALRRRFTFRELMPDLEELRRALAARRLDAANLDGVDLCKLLRTLNERIEYLFDREHQIGHAYFTGCTTRADLDDVMRH
KVIPLLAEYFYEDWSKVAAVLGDGDGANGSRFLESRRLAAPAGFADDDLGGDKRRWSVKTSFDFSDFAA
>MBL3579480.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MLFNLGLFHKREAKPAQWAVFDSVGKDEDDLIDDLDALAGLEAVGAAEPVKRSMARTYRFPPQETKLRGGRSATVPVHDG
PPATISIAALDRTAREITLKAGAAKAHLLSDRLTLHPDWPLNTSVIAAALRDVIADQCGPRRFTAVDDLLSRAAPRLTTG
AKPDLLDGADPVAGVIAAVGAMDGTVLPTQGPPGTGKTYVTARAILSLVRKGHRVGVASNSHEAIRNVLMGCLAALEDDD
PDITLEDAELAHKVSGDEDGYPEGFTGITRATSNDDPALTEAHVVGGTAFFFSRPEFEQTLDWLFVDEAGQVGLANMVAM
GRAARNIVLVGDPRQLPQVIQGAHPDPANLSCLDWMLGDHATVPPDRGIFLPVSRRMHPDVCRFISDQVYEGRLTSHPDT
ARQAVAGTAFPPAGAFWVPVPHEGNAQIAPEEVAAIHSAAHELLTGAWTEKDGTTRPMRQSDIIVVAPYNAQVNALREAL
PEGIRVGTVDKFQGQEAPVCLVSMTASSAEETPRGMDFLFSLNRINVAVSRAKGLALVFGAPRLREAKCETVEQMRLVNT
LCALDQEDELLQFSKSRNSQLTDHNLIFGKP
>MBL3579481.1 hypothetical protein JMJ92_15145 [Rhodovulum visakhapatnamense]AB19
MNMVMLRGFVGWCPGIVGKTAAGPDAALELAVGVFPRVALFVAPGTVAAPGDARAESIVQTQVVLVDLDHGDIVAKRDHL
VQHLGCPTLEVASGGVTAEGQRKLHLYWRLTEPAEGEDIATVCRARHMIAAKVGGDPSFRSAHQPIRVAGSIHAKQGLRR
LVQILNHDARDHDLGELLEAIIAMPPLEGENGLDFNMAATERGSVTELFGRQVREGGVDGTTRFDALSRVIGYWIRRARE
GHVPREQAWEEIVSYNTARVAPPWPEDRLREEAERLWKRDAARNVEIDDEDDSPDGGGPAGGGHDGPVPVRFTEDALAAT
FAARHAETWRYVAGWGQWLTWSGKLWRREETLQAFDLARMICREAAARAGSEGGGGGRRHARAAFGFGGLRTARGPAGDA
VQPRPLPQARGEARAMGGVRQRWQGRG
>MBL3579482.1 hypothetical protein JMJ92_15150 [Rhodovulum visakhapatnamense]AB19
MFTTSPLKRLRQSSWMEAIPDTINVPALSDRPNRAVPIERATVDDIEFALVALARQQSELYRLTSALGDVLKMARRQGAC
GADIAISAAVRDLEGGK
>MBL3579483.1 hypothetical protein JMJ92_15160, partial [Rhodovulum visakhapatnamense]AB19
EDAAFRHGSPEEIATAAASIHDLPDRTYPPLGAPSRAPVPRPDRPLGGARPWNDED
>MBL3579484.1 BolA family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MGRADQIRDSLERAFQPTQLEVLDESERHRHHAGYQEGGESHFRVKIAAPAFAPMSRVARERAVHKALGTDLMGQIHALT
LEIAV
>MBL3579485.1 J domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCELDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GATEEEYEAQIDKDRVWERETQPFGNRDEQRAWARLGVDDPHQVLGENATRNPGKTGTTTRRLPPTERKALEILEAQDSW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFR
>MBL3579486.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum visakhapatnamense]AB19
MFRRRFLGRVLMGVAGAALVRPASAAEEDHFEVMRSEAEWRARLGPLEYRVMREEGTERAFTSPLNDEHRDGVFRCKGCD
LPLYTSKDKFDSGTGWPSFTRALPDAVRTRPDRSFFMVRTEVHCRRCGSHLGHVFDDGPPPTGKRHCINGVSLTFAPA
>MBL3579487.1 cobaltochelatase subunit CobS [Rhodovulum visakhapatnamense]AB19
MTSAEKPTEEISVREVFGIDTDMIVKGFETPTDRVPDLDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQVA
ARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGVQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKLT
LLDQNQVITPHPYFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKQI
NHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRSVGFAFRVTFLNKCDELERQTVAEFYQRLFDEELPESAASM
SLG
>MBL3579488.1 hypothetical protein JMJ92_15185 [Rhodovulum visakhapatnamense]AB19
MGSALDPTMPPTREPWAAAIRTDLDLALDGSDPGYPVGGTLDVHVAQLAAAAVALSDVAA
>MBL3579489.1 hypothetical protein JMJ92_15190 [Rhodovulum visakhapatnamense]AB19
MWRPKARPFRIAAALAACLALVGPAPARAADPAFPALDCAALWDATADFRARYALAEGPPDEARAMARAFRDAAVALSDD
PEAEVDARIAKLRPIYLLLLKRYILDGNRRARDQYVRLSGLCDDFGRDAALPGHQGPGR
>MBL3579490.1 hypothetical protein JMJ92_15195 [Rhodovulum visakhapatnamense]AB19
MEQGATRIAGIVLCLALAASAAAARPATPGTPWKRAELFATCSGRLSAITARQQAVDDPAWPRTMDQRDMFNLMLEATLP
EAIRFGVPKDEPVLWRSAGWAEMAGLLADIAYSFDSGRADRARAALADRMSDCTGLLLGG
>MBL3579491.1 cobaltochelatase subunit CobT [Rhodovulum visakhapatnamense]AB19
MTKPTDNPADPFKKALAEATKVMADDPDLGISYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAFALRHKYHDSAT
HSRYRPSGQMARDLYEAMEMARCEAVGARVMPGTASNIDAMIGAEAAKKGYAQAREASEVPLPVAAAYMVRHLATGRPLP
KGADQAMELWRGFIEEQAGAALDGLDHALADQAAFARLARKVIADLGYADQLGDDPDADQNDDEDSSAETEEDAPEEYGE
EESQDSDEADASPEQSQDDLQDAAQAHVNPDDISDMEMGEETELPEGEAPLEPPPPAPHSEADPEYKVFTATFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCQVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIIY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHRRMLGRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARLFGIRKAS
>MBL3579492.1 aminopeptidase P family protein [Rhodovulum visakhapatnamense]AB19
MFQSFDSTTRPEDGPVRLARLREEMTREGLAGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPKDLDALTEALDGTQVAIRETPNLVDRIWADQPA
PPQGPIAPYPEDLAGETHADKRARIGRLLAEAGQSAAVLTLPDSIAWLLNVRGADIPRNPVPHAFAILHDDGRVTLYADP
SKVTDALKAHLGPEITLRPAAAFGPGLRSLPGKVRVDPASAPLWVLRQLEDAGSEVALADDPCILPKARKTAAELAGARA
AHARDAVAMIEFLAWIDAEAPGGGLTEIDVVRGLEEFRAATGKLRDISFETIAGAGPNGAIVHYRVTEATNRRVAPGDLL
LVDSGAQYLDGTTDITRTLAIGPVPEDAKAPFTRVLKGMIAISRARFPRGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLCVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAVEEAPALTGGDDRRMLSFETLTWVPIDRRLIAP
EMLDAGERAWLNAYHAEVAHRAGPDLSDRARAWLVGATLPI
>MBL3579493.1 DUF427 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDHITIHKAEGAWVVRAGGAVIAESRNALELSEGSLKPVIYFPREDVAMAFLDRSDSRTTCPHKGVASYFTLRAKSYDI
EDAAWSYEDPKPGLERIAGHLAFYADKVTVEQL
>MBL3579494.1 chloride channel protein [Rhodovulum visakhapatnamense]AB19
MRVLRVHGPTQVQFWFIAAAIGVAAGFAALGFRLAIDALQSALYGVEDPRRLHSLAETVHWAWILLIPACGGLVVGLVLH
RFTPDARVRSVADVIEGAALNEGRVEVKAGIASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLG
CAVAAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRLEFGGVPEFTLPQDDRLAFYGELPAFLLLGL
VCGLVAVILMRSIFWAEGIGDAVQRKTRMPRWLRPAVSGLGLGAMAIWFPHIIGVGYETTSAALTGTLVFHEAVVFCLLK
CVAVSLTMAGRMGGGVFSPSLMVGALTGLAFGYVATAAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQ
TGLAVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAAFTAGVLMRPKDSAGAPSEAACADLIGQGVMFEA
DATLVEALPHFEKWGHSFVPVVARPADGGAPALMGALFHVDALRAYSRALAMTAAEEHS
>MBL3579495.1 FAD-binding protein [Rhodovulum visakhapatnamense]AB19
MSKPDALTALGEMLGDRFSRSKSDLDLHGRNETYFPLLPPDAVVYPETTEEVAKIVRICAAHGVPLTGWGRGTSLEGHAL
ALKGGISVDFSRMNRVLKVHPEDMDVVVQPGLTREELNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMREN
VLGLEVVLADGRVIRTGTRARKSAAGYDLTGLFVGAEGTLGLITELTLKLHGQPEAISAAVCAFDEIGPAVDTVIQTIQL
GIPMARIEFVDAATAAAFNSYAGAEMPEKPHLMIEFHGSASAVAEQAESFGQIVADNGGDGFSWSSRPEDRTALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIARSSIPGPILGHVGDGNFHAILLVEPGNEAELAEAKALSHRMV
ERALRLGGTVTGEHGIGMGKLGYMEEEHGQAWGVMGEIKRALDPSALMNPGKMVPGN
>MBL3579496.1 cell division protein FtsW [Rhodovulum visakhapatnamense]AB19
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSCVLLLFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVYGGLALCTMLIV
SMFSPTQVRRLGVIGCGVALLALVFLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVSFLALQPDFGQAALILFAWGVMYFVAGAPFMILVAVAGAVVFAGTVAYENSDHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MBL3579497.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum visakhapatnamense]AB19
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPGAVEIETIAADSPDRGGLVARAASPLRLGA
GVAAMLWRMLRDKPAVVAGFGGYPSFPALTAATLLKRPRMIHEQNGVLGKVNRLFAPKVHAVACGVWPTDLPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARALSDSVPAAIAALPAEMRGYLRVSHQAREEDVDRVVAAYDAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADISAIGRPAILIPYPHAAGDHQTANARGLVAAGAAILIPESALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MBL3579498.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum visakhapatnamense]AB19
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKSSKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAIAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAVVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHPEVQALVGRVTDRKVV
TFGFNAQADVRAVNLRYRAGQAEFDIALQTEDMLIEGCTLPMPGDHNVSNALGAVAVARHLGLKADEIRSALAAFGGVNR
RFTKVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYTRLHSLFDDFCTCFNEADVVGIAEVYGAGEDP
IAGATRDDLVAGLIRHGHRHARAILCEDDLERLVREQAGPGDMVVCLGAGTISAWANNLPARLKG
>MBL3579499.1 hypothetical protein JMJ92_15240 [Rhodovulum visakhapatnamense]AB19
MIPYLVIAICGAALVAGVLGLRALRRTSPSITAAVLLTAAAVAVSLVPTGDLFGPEAALAGPFRESATLLVDLPAGIGGA
LGALSGDNRSEGGAE
>MBL3579500.1 DUF2484 family protein [Rhodovulum visakhapatnamense]AB19
MTLSLVLACLWVLVATVVGLLPEKFHWPGAYALIATGIPLVGFVTYQSGPVWGLIALAAGVSILRWPLIYLGRSLTKRRR
SHSGE
>MBL3579501.1 hypothetical protein JMJ92_15250 [Rhodovulum visakhapatnamense]AB19
MTGPTLLLAYASWAVGPVVAYAALGHGLKRSAIGFTVLFGLYTTAVWLIWGGLLLQKASGGGGLAPIAVLAPWGGVAVLS
ALLYALGAWIGDSE
>MBL3579502.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTPMPAIRGTLTPSRSLADLTWLRVGGPADWLFQPADIEDLAAFLAALPPEMPVFPMGVGSNLIVRDGGLRGVVIRLGRG
FNAISVADGQVTAGAAALDSFVARQAAAAGVDLSFLRTIPGAIGGAVRMNAGCYGRYLADVFVSARAVTRQGEIVTLTAE
DLNFRYRQTDLPEGWVIAEAVLAGPPGDPEALAARMADQLARRDASQPTKERTAGSTFRNPAGFSSTGAADDTHELKAWS
LIDAAGLRGLRKGGAQISEKHSNFLINTGGATAADLEGLGEDVRKRVFQSSGIQLEWEVLRVGEPAPVKP
>MBL3579503.1 D-alanine--D-alanine ligase [Rhodovulum visakhapatnamense]AB19
MAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAIALRGEGFDVIEVDAGQDLPEQLRASAPDVVFNALHGRWGEDGCVQ
GLLEWLRLPYTHSGVLASALAMDKQRSKEAYRAAGLPVVESRLASKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAAN
APPQLGAEMPEIVMVETYAPGRELTTTVMGDRALTVTDILTDGWYDYHAKYAQGGSRHVVPADLPAEVFEACLDFALRAH
DALGCRGVSRTDFRWDDSRGLDGLILLETNTQPGMTPTSLAPEQAAQCGISFGQLCRWLVEDASCDR
>MBL3579504.1 cell division protein FtsQ/DivIB [Rhodovulum visakhapatnamense]AB19
MRPLSPPAFRDPAPSRWAYRAQRLWLTPFVRKAVLKGLPLVVLAAIPTIWLADADRRAAIGDGLAEIRRDIETRPEFMVK
LLVIEGASAPIDREIRAAVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRSGGVLEMKIQQREAALVWRSRDGLSLL
DAGGRRVAALDSRESRADLPLIAGDGAETAAPEAVALFAAAAPISERVRGLVRMGERRWDVVLDRDQRILLPETGAVAAL
ERVIALEDVSGMLARDIVAVDLRNPSRPTLRLAPAAIEDFRKIQTTQAGAVN
>MBL3579505.1 cell division protein FtsA [Rhodovulum visakhapatnamense]AB19
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPRGGVEQMGALAGQSRFRVIGAATTRSRGIRFGEI
HGMNEAERAIRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGANREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDGGAVQNLVHCIKRCDLEPAGLASSAYAAGISALVEDEQELGAACIDL
GGGATGISVFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIDLGGDSGDYETDTRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MBL3579506.1 cell division protein FtsZ, partial [Rhodovulum visakhapatnamense]AB19
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPTV
GAAAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGSKRMRQAEDGVENLQKV
VDTLIIIPNQNLFRLANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRAVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDPDANIIVGSTLDPDMDGRMRVSVVATGID
AAARTEDIPLPRRPMREPLRRAEVQDAPAAAQPAHVQA
>MBL3579507.1 methyl-accepting chemotaxis protein, partial [Rhodovulum visakhapatnamense]AB19
MRIYAIVVLSLVLSSLLFALLMSRATDLAYKIREAGLHDLTGQAVSLLESLDRQVAAGEIELEEAKARGQALLTSLHFGE
SGYIFAIDHDLVVTVHPTMPDWVGTSQADYSDFHGMKIFQEMRKVAQTDGKGSVRYWFKKPGGAEAEMKIGFIEDFTPWG
WMVGTGAYVSDIEEELAAIRTPAIITLVIGILLMVAVSTVLIRSVTGPLAALVKSMSDVANARYDADIPAAKRQDEIGVL
GRDLAAFRDKLAESERLAAAREEDRREQERVVTDLGVGLRALSEGDLTRTIDTTFAPAYEQLRQDFNATVDTLNALMGEI
VENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGNAEQSGLVVKEAIGA
MSEIKKSSDGISQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVR
>MBL3579508.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MLDGMMRRLIDPPLDRLGQRLAARGITADGVTLAGLGLGLAAAGLIALGAPGLALWPMLAGRLADGLDGAVARASRKTDF
GGYLDIVADFLVYGAVPLGFVLLDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGVKSLYFTGGLLEGTET
IAFFAAICLFPSWFAPLAWGFGALCFVTALSRVLLARRVFPGG
>MBL3579509.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum visakhapatnamense]AB19
MLTAIVDYESGNLHSAQKAFERVARETGAGTVAVTSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVVAGG
RPFLGICIGMQMMASRGHEYEDTPGFDWIGGEVVRIEPAEAHLKVPHMGWNDLVLDASHPVLDGIATGDHAYFVHSYQFR
VADPAHRLAHCDYGGPVTAIVGRGTMVGTQFHPEKSQATGLRLIANFLGWAP
>MBL3579510.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum visakhapatnamense]AB19
MRTAKITRKTAETDISVEIDLDGTGRYDIATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDVGIALGQALAD
ALGDKRGIRRYGSCLLPMDDALVRAALDLSGRPYLVWSVDFPTQKIGGFDTELVREFFQALSTHGGITLHVDALHGLNSH
HIAEAAFKAVARALRDAVETDPRKADAIPSTKGAL
>MBL3579511.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTTCVFVQLRCRPGKTYEVAEEIVLREIHSELYSTSGDYDLLMKLYIPKSEDVGKFVNDRLLDIPGIDRSLTTLTFKAF
>MBL3579512.1 acyl-CoA thioesterase [Rhodovulum visakhapatnamense]AB19
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVARGRAATIAVEGMQFLKPVKVGDEVTLYAKLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTKGLFTFVAIDETGRSRPLPDPVQAG
>MBL3579513.1 transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTGSETGRGSARLHLLGAPCLTDAEGRDITPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KRALKAVDDTLLATDRNALCLDLDRLWVDLRAIREGGGRLPAGVDPGADLLEGLDIPDEEFEDWLTLERSAWARLRDEIG
SGGPAARKAEPPTGPAGPTAAPAARRVPQGIEIGLLPGIVHGGLRSGAFIGDYIIESVARALRDYHPVQIVDLREAGAGG
ACEPRQGEPDFLIRTRTLVVGDTASVSFLVYENGTNSLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGSTRDG
PTGIRNDYSALIGYGVLAGMFDLDPARMQATTEVLDRLNERTENSLFPSLSAYASSFALGENIGGWDPERRERTEALAMS
ILQDNPFNSIALACIGHVMGFVLDRHDIAAEIFGRAVELNPMQAFVWDHLALHELYCGDLGRARAASERAVNLGKYSPIS
YTYETTACMVATLAGDHARAVQLGRCALVKQPRFNAAMRYTLAALGHLDDGGAAETLRADLLALDPGFADRETREMRFRL
PRREACDHVLEGLARAGL
>MBL3579514.1 phosphatase PAP2 family protein [Rhodovulum visakhapatnamense]AB19
MFWRALPVPDFKGGKVSNSLEILKRAEFVVSTTGLVLKGAGGSLSDAGFPGFDAGETAAGGSLSTLLAMNRSSLNRNRNR
NRNRNRNRNASENRESGADTDGAQLTLEPWRERAALYGMEPKWIDLPVALPPALDQLRAEAVELLKKQVRLRRGEEALRR
EEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVPRPNAVEPRLRPFLPIPAHASYPSNHS
FQSFTVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>MBL3579515.1 S8/S53 family peptidase [Rhodovulum visakhapatnamense]AB19
MFGDETRRPQGREIYDDYAALWHLESIGVLGLLRDGPKPRKGRKSRVAVIDTSVAVDHPCLMPAIDRTLAIDFFSNRLGA
FPCHPGDHRLTLDLPNLATTVADDLPETRALLGELVDRLSPGAIAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALTVPLPYAGVDPFCELVPISTNFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRIVPELASVDLDGEDL
GALATQVEIPPRERALWDELARLIVAVSMRRPVICAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQVAGAT
LLAPSNDAETFDRVSVRLDEQQARFADRLCPPHNDNRKFSHFEIVSTDVPGRHGYSYSPYASDEPPEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDACADGPAARNWLLSRCVSIDTDEGSFLYPSWTGKVSFPDLYGL
>MBL3579516.1 trigger factor [Rhodovulum visakhapatnamense]AB19
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFD
ESGDRPAMQPQVKMTDEDWKPGDDVTVEMTYEALPEIPETDLKAIKLEKLIVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKEGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSDSFIPGFEDQLVGAKAEDEVTVTVTFPENYGAENLKGKEATFDVT
VKAVKAPKPAEIDDDLAKQFGAEDLEALKGQVAERLKAEFGGAARAVMKRALLDALDEAVQFEVPPSLLEAEAGQIAHQL
YHEEHPDDHGHDHGAIEPTEEHLKLAERRVRLGLLLAEIGRKAEVSVSDNEMTQAVLAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELADVTEKPVSKDDLQKAVEKLEEE
>MBL3579517.1 hypothetical protein JMJ92_15330 [Rhodovulum visakhapatnamense]AB19
MPESSIEDIRETGRVITPAAEADKTKLGPLKDLPGRWSNDALPGRGWNIIALPFFEGPFGYRLLMNQYNEDLTFEIADTG
VPNRGVETAATGISGDQFVVALDYQQVTTQIAAADFPESGLKARNDTPIHHEPGLFLHMTNKARSDEALGTFDVARLGTI
PHGDSVLALGTVHKSLGIPPMSGLPVGTRLGHAILDEVLKPADATNRNDYVAPYRHFHHAPFKGTLAGLPDFPGFEPVDT
TRLLREALAGETVLQTTVLDFDTTIESGGILNIPFVVDEANATSMRSIFWIHKVKGTSPDKPRMLLQYAQFVFLDFFPRG
DGSPGLIRWPHISINTMEKVEDDPKPMYAMVRDGKFDSSVA
>MBL3579518.1 50S ribosomal protein L9 [Rhodovulum visakhapatnamense]AB19
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQGKALRANATNIARFEADKAQLEARNLETKKEAEALATKLDGQQFVVI
RSASDGGALYGSVTPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVAVNVARSAEEAELQASGKSI
QELAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MBL3579519.1 30S ribosomal protein S18 [Rhodovulum visakhapatnamense]AB19
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSAKKQRELARAIKRARFLALLPYAVK
>MBL3579520.1 30S ribosomal protein S6 [Rhodovulum visakhapatnamense]AB19
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVESEYWGVKTMAYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTVKVDAHEEGPSVQMQKREERGDRRERR
>MBL3579521.1 polyisoprenoid-binding protein [Rhodovulum visakhapatnamense]AB19
MNPIHAAAAAALVALTALPAAADAVDYDLDPGHSQVLFSYEHLGFSTTWNLFSGWQGKIAFDAEDPAASSVSVSIPTEAL
FTGWDARFEHFMSDAFFDAANNDLVTFTSTDIEVTGDDTAKITGDLTLNGITRPVVLDATLTQHAMHPMENRDWLGFYAT
TTLKRSDFDMGEYVPAVSDEVEVQISIEAGKAAD
>MBL3579522.1 glycosyltransferase family 92 protein [Rhodovulum visakhapatnamense]AB19
MRRFFNRPITKLSFAPPAARPGRAGLAIVLIVRNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTGAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRADSLDAALAHLDDIPSVTLPWHNFGRNGHDA
PPEGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWIDGKAVTWNDRGEQTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHAARVRRNVANIEAREVEDLCAPDFLARRG
>MBL3579523.1 ACP S-malonyltransferase [Rhodovulum visakhapatnamense]AB19
MRAFVFPGQGAQTIGMGKALADAYPQARAVFEEVDEALGESLSALIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKARGAKRAVMLPVSAPFHCALMAPAAAAMAEALDDVEIETPLVPLVANVRACGETDP
ATIRALLVEQVTGAVRWRESVAWMAGQGVTEIWEIGAGKALSGMVKRIAREVATRQVGTPEEVTAAVDSMNAAA
>MBL3579524.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum visakhapatnamense]AB19
MFDLTGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAADLGERAHVLPCNLSDPEAVEALPKAAAEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIETAMTDKLTGDQKSGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMVMV
>MBL3579525.1 acyl carrier protein [Rhodovulum visakhapatnamense]AB19
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQDAA
>MBL3579526.1 PilZ domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSVLPLLALTALFLLTGGSALRAAPPCPMHDWLVWIYVEGETLGRDGPGLIRLDHALRLSGAVKSADTERLSRLMGKVGL
DDGLPVVTDYVGLVGQRLSFARPEPDTQEVAQRMQGYLQDLRCGADPGWRADLTLPETGPPGTEARPGHTAGALDDGAPG
APDGADDPSAAQAVAATPDQAAQGAEPETPPETPADSTLEAPSAPRGGAATSTEALKAKPGFSEDAISQGQVGTRLPSMP
KQRAAAGPLRWILMGGVGLAGLAAIAGTVLVLRARLRRKAPRTACHMNAVLRLPDGRCPTVAVDISPNGAKLNLTTEPEP
GLRGTLELSDVEVPCRIAWSTHFFVGLVFLRALEKAEFETLLHWHRWDNTAETDRPRPAQPPTPAGGPARPAGGSAAAAA
ASAGAGRALET
>MBL3579527.1 beta-ketoacyl-ACP synthase II [Rhodovulum visakhapatnamense]AB19
MRRVVVTGLGMVSPLACGVEETWKRLLAGHSGIGPITRFDASRVATTYAAEIPYGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWAPETDAERERTGVMIGSGIGGLNAIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRADAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLSPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQVAPPTLNLDTPPDGTRIDLAPKAAVRREIGVAL
SNSFGFGGTNASLVMGRGDR
>MBL3579528.1 endolytic transglycosylase MltG [Rhodovulum visakhapatnamense]AB19
MWKAVASNALTLFIVVLLLAGGLVIWAKQKYAEPGPLETAICLRVEPGSTMAGVSRDLGGEGAVSHPLIFRLGARYAGKD
AELKAGSFLLPAQSSMEEIVDLVTRAGRSTCGTDVNFRIGIASAELQVRTLDPATGRYQEVLAFDPRAGEVPEGYDALMA
EPDLRYRVTLAEGVTSWQVVEELKQAAFLKGEIAEVPAEGSLAPDSYEVTPGMDRGTLLAEMTERQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPDERRRVASVFVNRLERGIRLQTDPTVIYGLTDGKAPLGRGIRQSELARRTPYNTYLI
DGLPPTPIANPGRASIEAALNPETTEYLYFVADGTGGHAFAQTLDEHNRNVARWRKIEAGQGGN
>MBL3579529.1 EamA family transporter [Rhodovulum visakhapatnamense]AB19
MTRTRATATGFVAVLLWALLALFTVGSAPVPPLQLNALCFAIGGTLGLVWVIVRGEAGLLRRISWKVYAFGTAGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRATHVLGALAAFAGAALIVAGGAIGGFDAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLTTAALSLPLHLALEQTVWPETTLGWGSVLALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAAILITGGAALAARASRRAADQA
>MBL3579530.1 DUF465 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNLSSHLQELRKKHKALSDQVERAQQTPASDTLQVAELKKQKLKLKEQIERLSQA
>MBL3579531.1 methyltransferase [Rhodovulum visakhapatnamense]AB19
MTALRQDGFLGGRLHLWQPTAGYRAGIDAVLLAAATPAEPGQSVLELGCGAGVASLCLAARVPGLALTGVELQPAYAALA
RRNASGTGLPLEVVEADLAALPPGVKAQSFDHAILNPPYFRRDRGSAAPDPGRETAMGEATPLAEWIAAAARRLRPGGRL
TAIQRAERLPDMLAALCPLLGCVELLPLAPRDGRAAKLVLLRARKGRQGPFRLHAPLTLHEGAAHLGDGDSYTPDVAAIL
RDGAALSWPG
>MBL3579532.1 DUF2007 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKELVRTNDPTLVAFVSALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDES
>MBL3579533.1 polyprenyl synthetase family protein [Rhodovulum visakhapatnamense]AB19
MGLDHAVTKPHERLAAVLSEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAS
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNLQVLDILSNAAAVIAEGEVLQLT
AARDLSTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALYTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAAADAEERAFWARTIEKGDQREGDLEHALGLMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MBL3579534.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum visakhapatnamense]AB19
MTVEAFAPAKINLTLHVTGQRADGYHLLDSLVVFADIGDRLTLAQADDLSLAVNGPRAAGVPVDGRNLVLKAAALFGAGQ
GAAIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGPEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGL
LLVNPGVEVPTPAVFKGLVRKNNAPMPELPGWASAADLADWLAGQRNDLEPPARAEAPVIDAVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAALLRETRPDWWAEAGAPYSL
>MBL3579535.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MPRLAALAILGLAALNTAAPARADLGVSGPYLAARQASFLSDYRAAAVYYTEALASDPSNPRLLENAMTALVGLGEVEKA
VPIARRIETLGNPDQLANLVLMADQMKQGQFDRVIADLDAGRQTAPLVDGLIRAWAEFGQGRMTDALAAFDAASAQSGIK
AFGLYHKALALAAVGDFEGADTIFSGEAEGPLRATRRGVLAHAEVLSQLERNDDAIELIDAAFGTEVDPGVAALRARLAG
GDALPFDVIDGAAQGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPKNADAILLSAGLLEAQDRYELATEAYAAVPKD
DPAFYAAELGRAESMRHAGDVDGAIETLRGLAATYPDVAIVHVTLGDALRSQERFGDALKAYDAAIALFDEPARGQWIVY
YARGISHERLDQWPEAEADFRKALELEPDQPQVLNYLGYSYVEMNTNLDEAMSMIERAVAARPDDGYITDSLGWGLYKLG
RYQEAVPHMERAAALMPVDPVVNDHLGDVYWAVGRKVEAQFQWHRALSFDPEDAEAERIRKKLAVGLDKVLKDEGAPPLR
AANDG
>MBL3579536.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum visakhapatnamense]AB19
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPDLSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKERGAPVSVPV
KEDNFVFLGKSGSLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVKGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIAKFDLSKGRDPQKYGLGMKEVWEIDPKKHREGTVTHTMGWPLNG
NGGGGSFIYHAENNQIFIGFVVHLNYQNPHLFPYMEFQRFKHHPMVAELLDGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLADYDDALHAGDIARDLKKVRNVKPLWSRYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAEATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLADPAIPV
QVNLPQFAEPAQRYCPAGVYEVVDEGQDPRFVVNFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MBL3579537.1 transcription elongation factor GreA [Rhodovulum visakhapatnamense]AB19
MEKIPMTRAGYTALDEELKTLKSVERPAVIRAIAEAREHGDLSENAEYHAAREKQSFIEGRIKELEGLLSRADVIDTSKL
SGAIKFGATVTLVDEDSDEEKTYQIVGEAEADIERGLLNVKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MBL3579538.1 hypothetical protein JMJ92_15435 [Rhodovulum visakhapatnamense]AB19
MAERDKDKPFDLAPVAGQGREGGLSRIEIAAGVLSVAWLGLSGALLASADGVAGTGGGALGTAVTVLALALPVGLIWVVA
QGARSARLLRQEAARLQATVDSLRQAYLAQQQGAGMDVRPSMEKRIDDLARAQRETQDAIATFATRRDRAAEIADVQGPQ
ALSTKAHPGPSAPRTAPAASPSKTPPDDQPRLALGSVPEDTVRPLTVEEFIRALNFPEDTSDRAGFRALRRALEDRTASK
LVRSAQDILTLLSEEGIYMDDLHPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQF
DRVLVEFEAAASDQELNDLAETRTARAFMLLGRVTGMFG
>MBL3579539.1 molybdopterin guanine dinucleotide synthesis [Rhodovulum visakhapatnamense]AB19
MSMVDTVIMADWSARSGPSPARPSADAIWIAVARRGWPTATAYFRTRATAEAALADLLDGELRAGRRALLGADFAFGYPA
GFARALTGTASARAVWAWVADRLEDLPDNRNSRFELADAINAALPGGGPFWGCPAARAARLADLTTMRPADSAFARHRRV
ERLLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAGRFGTDLAVWPFEPTGATGATGAPLTLAEIYPAMIGPEV
AEALAARPGQILDEWQMRLMAEAVLAASGAGRLAALLDVPPGADLAEEAWILGASDPEALRAGAKASLSRTCR
>MBL3579540.1 molybdenum cofactor guanylyltransferase MobA [Rhodovulum visakhapatnamense]AB19
MRIFGTILAGGQGRRLGGRDKALIGLGGQTLLARVAERLEPQVERLALSANVPAGAYRTAGLGPGVPVLPDPPPGDQGPL
AGVLAGLDWAAAHGADWLVTAAIDTPFLPCDLVPRLLLAAETAGTGLAMAASGGRRHPTAALWPVGLRDELAAEVAGGLR
KLGVFGAARGAALADFATVPGPDPFFNVNTPEDLAAAEAALG
>MBL3579541.1 AzlC family ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MPASTRNSAYLTGLRQGAPFLLILVPFALLFGVVATEAGFSLPEVMGFSMVVLAGAAQFSAVQLMAEDAHTLVVIATALA
VNMRMAMYSASLTPYLGAAPLWQRALVAYGLFDQTYAVAHARFEARPEMTVAERIAFFAGAVTPMLPAWYGMTLVGAVAG
RSIPPQFALDFALPITFLAMVAPALRTPAHVAAAGTSVALALVFAGLPFNLGLMIAAVAAMAVGAEIERRMGAR
>MBL3579542.1 AzlD domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSWSTAGTWAIIVTLGIGTFLMRFSFLGAMGGRRLPDWLLRHLRYTPVAVLPALVAPAVVWPPATGGDPDPARLAAAVVT
VAVGWWRKSVLAAIGAGAVTLYALLFLLG
>MBL3579543.1 hypothetical protein JMJ92_15460 [Rhodovulum visakhapatnamense]AB19
MFRFLIACLLPLFLLGCGAESTWAPDEAVARAKYRDAAPPSITLYTMINNRSGSGAHSALMINGSERVIFDPAGSWWHRA
APERNDVHYGITPKMLEFYIDYHARVTYHVVAQTVQVSPEVAERALRLVEGYGAVPKAMCARSTSDVLNQLPGFDSIPHT
VRPKAVMSAFAKLPGVTTREYYDDDPDEHEDLLREQQRARFDELVKGIVEGQ
>MBL3579544.1 MBL fold metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MDGSLAPIRTPFEVPPDDGAAVEIAEGVLWLRLPLPPPLKHVNVFALDDGPGWTLVDTGLDTERTRAIWQTLLAGPLGGR
PVRRVILTHHHPDHVGLAGWFQSAHGAELWTSRTAWLFARMLTLDEQPLPRPETLEFYRGAGMDAAVLAERAAERPFNFA
DVVAPMPLGFRALAEGDRISAGGRDWDVRLGDGHAPDHVTLWSRDDALVIGGDQLLPSISPNLGVYATEPLNDPVAGWLE
SCTRFATHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALNRLIEALGEERTACDCFPVLYRREIGSGEYGLALAEAVG
HLNHLYLTGRATRRRRSDGAWLFRSE
>MBL3579545.1 acyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]AB19
MAYRAPVAEFQFILDHVVGLDEVVATDRFSEATPDVTRAILDGAGRLCDDVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPAEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALSHHASDEIRALYLPKLIAGDWSGT
MNLTEPQAGSDVGALKTRAVPNGDGTYAVTGQKIYITWGDADFMENVVHLVLARLPDAPAGTRGISLFLVPRNLPDAEGR
PGVANRVKVVSLEHKLGLHGSPTAVMEFDGATGWMVGEPNKGMAAMFTMMNNARLGVGVQGVGVAEAAFQQALAYAADRR
QGPTPLGDGGILGHADVRRMLAGMKAEIFAARAIALSCAVAADMGTATGEADWTARAAFLTPIAKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLADGGDVAWRLLEEVEQTAEAARGVFPDLAVEVWTAAE
ALRDTTEWMLAREMTDRFAGAVPFLRAWARVLGAQLHLAAALAEGGSGPRSALARVFIRRLLPEHVSALAAARAGADDLY
ALSDADLGA
>MBL3579546.1 threonylcarbamoyl-AMP synthase [Rhodovulum visakhapatnamense]AB19
MSAESLTPDADGLARAAALLAAGKLVALPTETVYGLGADARDDRAVARIFEAKGRPRFNPLIVHLPDLAAAERLASFPDP
ALRLAEAFWPGALTLVLPLLPGAGLSPLVSAGLPTVALRVPDHPVAQGLLQAFGGPVAAPSANPSGAVSPTRPEHVIEGL
GSRIAAVVDGGACPVGVESTILGFDADGGPVLLRPGGLPAEALEDCLGMAIAARAEGAAITAPGQLGSHYAPGARVVLEA
EVPPPGALWLGFGPGCAGAALNLSASGDLVEAAAALFHALRRLDAQAAPGQVIAVAPVPDHGLGRAINDRLRRAAAPRP
>MBL3579547.1 YqgE/AlgH family protein [Rhodovulum visakhapatnamense]AB19
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLDIPRSPGARDIRVHFGGPVEHSRGF
VLHSGEYRTDRDNTLRVDARFGMTATLDILEDIAQGGGPSRSLLALGYAGWGPGQLEDEIRQNGWLTCDADPALVFDGAD
GSKWERAMRLMGIDPLLLSPAAGRA
>MBL3579548.1 hypothetical protein JMJ92_15490 [Rhodovulum visakhapatnamense]AB19
MARNLFVPIAAALILAAQALTSPARAETALPPDSVVSGEILPGWQTDRGTYMAALHLTLAPGWKTYWRAPGDAGIPPRFD
WHGSKNVAAVRLHWPRPTVFSSNGMRTIGYVDDLVLPIEVTPGEPGRPMEIRARIDLGVCHDICMPMELRLDERLPGESR
AAPIRAALAAQPLDARAARVGRVACEVEPIADGLRLTARIEVPPLGGDETAVFELPDPSIWVAETEMDREGSLLVARSDI
VPADGTPFALDRSLVRITLLGQDRAVDIQGCGGAR
>MBL3579549.1 efflux RND transporter permease subunit, partial [Rhodovulum visakhapatnamense]AB19
LAMMAELQRAAEAVGARYAAEYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISLELIDADARPYSSFDFVRALQDE
VRPHPKVESLSFRSWRAGPGGDALDVQFFGAEARVLKAAAERLKAELARFGEVSALEDSLAYDKEEAVLDLTAQGAALGF
TIEDLGRVLRHRINGIEAATYPEGPRSAAIRVELPEAELTADFLDRMQVRSPEGVYLPLADLVTVERRTGFSSVRRENGL
RVVTVTGDLSEDDPARAAEISTRLKDAILPGIERDLGVSWRLGGLSEQEKDFLADARLGFGLCLVGIYLILAWIFSSWTR
PVVVMAIIPFGLVGAIWGHAQWDVPLSMFTVVGLIGMTGIIINDSIVLVSTVDEYADRRGLVPAIVDATADRLRPVVLTT
LTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAMQQDLGRQVGALRRALGGRGRRAMPVPARAAF
GMAGVFSGTLLPELLGGGLPGIWLALVPPLAALPAPLAAFILFVCGSALILALAIAVALVEGRKS
>MBL3579550.1 hypothetical protein JMJ92_15500, partial [Rhodovulum visakhapatnamense]AB19
GGRIRIPDPLRPRPIGIARPDYIYDQTGSVGLSATIALGGAARRTSRVRLVFISGGSNYGTFGGGRASLYRRREYIAD
>MBL3579551.1 hypothetical protein JMJ92_15505 [Rhodovulum visakhapatnamense]AB19
MLDATDNAIRTLLAILGGLVLVWLRTDGMAVIARMGIVIASGAIGYVAGPEIALWLGTPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>MBL3579552.1 hypothetical protein JMJ92_15510 [Rhodovulum visakhapatnamense]AB19
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAAASLLSADMLGLPPDVYAAGVGLLSAAAVLARLIAQTGLEGADR
>MBL3579553.1 lysozyme [Rhodovulum visakhapatnamense]AB19
MIRRRTAAGGAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETHGVGPGQTTTPEECRTKLAARVAQFEAEIRPCL
PPELPVETRAAFVSAAYNIGSGAFCRSSMSRRALAGDLPGACDALTLWVKAGGRTVPGLVNRRTAERALCLSGLD
>MBL3579554.1 bacteriophage spanin2 family protein [Rhodovulum visakhapatnamense]AB19
MPVRPRLILTAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNE
IPAWIVLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3579555.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MWVLTPQSLDTVRDDLRRALTLSNGESVYAPSAAEYHAIEVVYRLYEALGGQPNAALRPAALDAARPSLYTAYNQVQIGG
RLADLRERLLSSTDSCPYCGFGEPTDLDHYLPRVVYGELSIYPNNLVPSCGKCNNAKRAIVPGVGPGPGLIHPYFQELPD
ADFLSASITFHDGSIDVSFFIDHETITAVLAEKLQFQLERLRLNERYPAQINKFLNEQRESILMLREISEDLVASWLRRN
AVSLADNFHRNDWRVALMRALSEVPDFCSAPAAYLGAEVEAA
>MBL3579556.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MTIFTVSPPSRNEPSEFSGIVLQQDNWNDYSFQTLYHLYVSVPDFTGRIGQVKILRRGQTASDPLQLPLGPLTPLTSDWV
SLGQDLDYYQRLAELPAELRQEILTHLRDALAFPAHAETFFDEEGWSTSVLRYVDWDSFRRDGSVLLEGNFDRLAQVDLT
IKFQMTGWSDPLQLNFRAPDADLFLDEQCNLPDRISVIIGRNGSGKSTLLSRLARILHASQRDRAEEALAALGSIEPSGV
GFTRIINVAYSAFDAFQLPGIDYRERRQIIEDVERGVGRYYYCGLRDIAKEVRRAEGVGDIDGRPIEPLGLDRQEFVIFK
ASEVLTSEFVASIARIQQQGRVELFEKVCAVLASDISFADLGDSPGVSILNHPGDWFKTWSTGHKIVMHATASLVANTEP
KSIVLMDEPESHLHPPLLAAFMHSVRLILRHHDAFGVIATHSPVVVQESLRRHISVVRRTGAETHISRPRIETYGESIGE
ITNEIFGLNANTTDYHIVLNNLVGFGMSVDDIDNLFDRGLSLQARAYVMTEIARRER
>MBL3579557.1 NYN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MMSRLAVLVDGDNISGCHAERILSIASRQGSPTVVRVYTNARRTSEWHDACGFRMIHAGTGKNASDVLLVIDAMELALSG
GIDRFVIASSDGDFTHLAHRLREHGAMVTGVGEGKAPTGFRRACSDFVLIDPGPSIRLVPSAPPVADLDLKIRAIIAAAS
TKGAGMRLAALGASMHSKHGIRIGALPEQTWRAYLAARPHLYDLGPRGPDCMVRFKPEGFPAAA
>MBL3579558.1 hypothetical protein JMJ92_15540 [Rhodovulum visakhapatnamense]AB19
MEDLFWLTNARMARLSPFFHKSGSAFVNGKPAGRIGNAISCGGAADAGSPNVSFGD
>MBL3579559.1 S8 family peptidase [Rhodovulum visakhapatnamense]AB19
MASPRYLIGQGEKLSEEISRPPRGMGDKAHPYSFSEARRRLAPQWKATAKAIESLPGLACPGGEATLEVTLHPSYLAKSF
YPSALIRELGLKHLGSRAVHIVPEKVIAARAEESGKAQPAPVLYLAGNAERLIEFSNSAAQWVPQSENVEDAFRRIESVT
VPGRSRLKTLSTRFDGRETIPLEVVLHNPEELVNSVVIRTFAKFMRSIGVHFDLDRQRQAGGLAFLPIVAPRNRLDDVLN
FSFLRALREAPRIVPFDPIVRSLGQAFPVALANEDASAPDLSVAIFDGGLPENHGLDRWVTLHDAPGVGAPIPAAQSHGL
AVTSAFLFGPLAQSQPLARPYANVDHWRVYGDGDGSSDFEAFDLLDRIEDVLTSRRYDFINISLGPDYPLDDDDISPWTA
RLDQILASGETVATIACGNNGERDQESGLHRVQPPSDGVNMLAVGASDSIGSGWQRATYSACGPGRSPGYVKPDFVAFGG
SHATPFLALSAVAPHGASGTMGTSFAAPVAMRTGAGIRAQFSEPLWAPTVKALLVHHANGDEATRTQTGWGLVSHGLGDL
VLCDDYEAHIVYQRQMPTTGAVRLYLPVPDGLKGNVDIKATFCFYCEVDPEDAINYTRAGLDIQFRPDTTKIPAPYYKGA
KLITPTVAASDSFFSAKSFYATEHMQRDDAQKWETTLSRTKSKRATSLKQPAFDVSYVAREHGHGGRRTANMKFALALTI
RNRSARDLYDRVIISSGNRLQPMRPRVGVQVPIRLPK
>MBL3579560.1 ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MDLPDKLSENVVQLARLGLSGRAQDVQAYVRQSIRKLRRESPELAAQLSELLALAPTALSPLRDIGGAIVPVDADSRLSL
AKSEYPVVMSGGPILDSDLKARIEQVVAERHHLPALEEQGLGPTRSLLFVGPPGVGKTMSARWLAALLGRPLVTLDLASV
MSSYLGKTGANIRAVLEYAKSVESVLLLDEFDSIAKRRDDEGDVGELKRLVTVLLQEVDDWPSTSLLIAATNHRELLDPA
VWRRFDDVLEFRAPSADERMEALLRLFGTDGESLKDWMPLLVNIWEGRSFSDITRATQWVRRRATTSGNTAVEVLVERIG
NDLRNGPVEDRKRAAHLLSEGGYSDRKISDIVGISRDTIRKCRTDAHSTSETKVLKHG
>MBL3579561.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum visakhapatnamense]AB19
MLAYPVDLTPDDNGTFLVTCPDLPEVTSFGETEAEALSMAKGAISEALASRLSGFEDIPRPSDGPRLVAVPLQLQIKVLL
FWALSDADKTRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGRAPGFALEAAA
>MBL3579562.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum visakhapatnamense]AB19
MPKIAAQVSISTLRLNISVNFNRYVDYAISMNSKELEKLLRSKSCTFETHKGGSGHKTVRLGDRKSQIPMHGARKELGTG
LVNKILKDLGLK
>MBL3579563.1 ASCH domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPTLHLPLKGVYFDQIKSGEKIEEYRLVTPFWAKRLEGREYDGIELAKGYPPKGDTSRRIARPWRGYRQTTITHTHFGPD
PVEVYAIRVN
>MBL3579564.1 hypothetical protein JMJ92_15570 [Rhodovulum visakhapatnamense]AB19
MADASTPTRCYWLRDDDGAEILIPMCCGSAIGGPAECTCNVPESRIEAAERGRAEAEAQVLRLREVRDLHLEEQGRMWRE
NKRLRERISELETLLAGKARC
>MBL3579565.1 hypothetical protein JMJ92_15580 [Rhodovulum visakhapatnamense]AB19
MDPCGGYVEGNVRVVCWACNVMRGQLWDETVATCCETLLRGKAEADPEVLCLPSLDHPRLEFSGFVHDDGLVASPGKCNA
LGTLYPMAPCGL
>MBL3579566.1 hypothetical protein JMJ92_15590 [Rhodovulum visakhapatnamense]AB19
MPYWFRFGVRQTEKPPRLVGDILEVDQAAALADDIEQISVFGRGGIGPLAYRALAGFGAGQANLPITGSSKRSTASSGLN
V
>MBL3579567.1 hypothetical protein JMJ92_15595 [Rhodovulum visakhapatnamense]AB19
MINDALGRGKDATALPDAKIRLRVPVRSGGTKVFHGQIAEGGWVPPAAGPQFGVAEDLALLELIDGETFPLGIKAHRHRR
SRS
>MBL3579568.1 hypothetical protein JMJ92_15600 [Rhodovulum visakhapatnamense]AB19
MQLSPEGGSTSRASAIHEGTAPEFENELTILLAGRAAERLILGSISAGAGGSPDSDIAAATQLQLQFDRAFGLGIHGSAW
LGTADMKLLSDDDRARLRVKLEQFERRARALLAPHRDLLERLADHLLAHRDLDETALAPWLSDLAAGAAPAAPS
>MBL3579569.1 threonine synthase [Rhodovulum visakhapatnamense]AB19
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETVPTMTPEAIAALAGLSYEEAAFRVMRPFVGDTFTDADFEAIIARAY
AGFTHAARAPLAQIGPNQFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLSNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAQRMGLPVEKLVIATNQNDILHRALTGGAYETKGVAPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAKGGFAISQGALEFLRETFASGRASEAETTDTIRATFAATGLTICPHTAVGVKVAADQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MBL3579570.1 insulinase family protein [Rhodovulum visakhapatnamense]AB19
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDERPEENGIAHFLEHMAFKGTEKRTTLQIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILVNPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPAQALGRSILGP
VERVRGFTREDLFRFIGTHYTPDRMILAAAGAVDHAEIVRLAEALFAGQTPSARGLLEPARFAGGERREIKPLEQAHMAL
AFECPGYRDPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMLTLYAGTSAEQVGPMAELTMAELA
RAAQDMTPAEVARARVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVANIDAVTTGDVREFAARLAGSARPALA
LYGPVSGAPALDALQGRLAA
>MBL3579571.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MLGFRRKVRIETERMTLRPPVHADFRPWAMLRAESMGFLTPWEPTWSPDHLSRKAFTNRVYWAQRALGTGSAVPLFLFRQ
SDDALLGAITLDNIRRGPSQSGTLGYWIGECHARHGYMREAIEALVQYAFTHKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYSNLRRDRRGRTETGLA
>MBL3579572.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MQLPKLTPPADPHVVQDFFVPVFWGITDADEIAAFARAMAKRMAGGVHFADNFLSWGRNNSMFDDQPFMTAWQGNLGDHA
IDQATVWRRYILACAGYHAVQIEGDFVECGCYRGTAVKVVVDYLGGPEFPRQFWAYDLFEHDDSDPHHAMPEHGPDLHAQ
VQARFAGYPTVRIVRGRIPEVLRAEAPQKISYLHLDLNQVGAELAALEMLFDRVVPGGIVILDDYEWSMGYRPQKLAEDP
WFDARNYRVFPLPTGQGLVLKR
>MBL3579573.1 MBL fold metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MLRSCLILLAVLTASSAAAEGRRLSHCIAIADAAPGIAYLHRASFGTPLGENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPMQVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWARGGGAADHHLDLGEMLVRNVPTDIRGHDSGAVHPNGNSIFVF
EVAGLCIGHLGHLHHIPDEAQFAALGRLDVVMAPVDGRLTLDLPSMIAVLTRLKSSVVIPMHWFGPRTLDRFLAGMADEF
AVTRPGTSSLEVSLRTLPARPTVAVLEPLSD
>MBL3579574.1 FAD-binding oxidoreductase [Rhodovulum visakhapatnamense]AB19
MLNPVTDAFAADLRTRLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
ILEEGPAPVIVTLDRMRAIRAVHADENVLVAEAGCILTEVQDAAEAAGRLFPLSLASEGSARIGGLLSTNAGGVNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPLPARTGAALLAVRDPAAALALLA
LARDRVGEGVSAFELIHRAGFDFIAETLPDLRRPFADPPDWTVLIDLGLGAGQDPGAALEGLFAEAFEAGLVSDGLVAQS
EAQRHDFWTVRESIPQANRRIGAISSHDISVPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPMPGETRAD
HEPRRGAIKRCVHDLVASFDGSVSAEHGIGRMKVEDLERYGDPARLAAMRAIKAALDPAGIMNPGAVLRALS
>MBL3579575.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3579576.1 Fic family protein [Rhodovulum visakhapatnamense]AB19
MYIWEQPDWPRLTWQDSSVAAPLAAVRHNQGRLIGRMEALGFKLREEAVLQTLTQDVVKTSEIEGEQLDATQVRSSLARR
LGIDIGALPPTDRNVEGIVEVMLDATRNYQAALTAERLFGWHAALFPTGRSGMTKIIVGNWRDDSTGPMQVVSGPYGREK
VHYSAPPAPRVAAEMEAFLAWFNAPLAIDPVLKAALAHLWFVTIHPFEDGNGRIARAIADLALARSENSPQRFYSMSAQI
RAERNAYYDQLEQTQKDGTDGTAWILWFLDCLSRAIHGADSVLAAVVAKGQFWERAAALALNDRQIMVLNRLLDGFEGKM
TSSKWAVIAKCSQDTANRDIAALLDLGLLRKGEGGGRSTHYELVL
>MBL3579577.1 hypothetical protein JMJ92_15645 [Rhodovulum visakhapatnamense]AB19
MVLDRGLDIFLAPMRREGFNLGDRLQEHRMVKGFYVTYVRL
>MBL3579578.1 VTT domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSGLLPSIASLGLWGYWVIGVMAFGEAFFLSSVFSPGTVVVVLGGALAARGLYGIFDMMWFVAIGTILGSQASFWLGTKG
EALFGKGHTVLSAAHLERGQRFFAKYGGASIVIGHFLGPLRPIAPVVAGLSGMGGRRFLLWNIAGGGAYAIAMVSVGYFF
GAAFTIIGPTTTRVGLFAGAIVVILALLWFLVSRLRHGWPFAVSILRSVGSVNEKTDSYEVTFENLGIKRVAVDSGTVKA
HPKLLVTGVWCIADVQYEFSEDARTSPWVLETIKPIQIAKVDYEGYKEAREQFTKDDWIDLLMQSIGFTPEAFGRRSKLL
QLMRLIPFVERNYNIIELGPKGTGKSHIYSELSPHGQLISGGEITIPKLFVNNSNGRIGLVVYRLEDSP
>MBL3579579.1 VIT family protein [Rhodovulum visakhapatnamense]AB19
MSRLSHSEIHMVHRIGWLRAAVLGANDGLVSTASLVVGVAAAGSGKPEVLIAGLAGLVAGAMSMAAGEYVSVSSQTDAEQ
ADLARETRELAETPEAELEELTRIYVQRGLDEGLARQVAVQLTENDALAAHSRDELGISETVTAHPVQAALVSAATFAVG
AVVPLIIAVLAPASQITLIVAIATLAALALLGGLGASAGGAGIVKGAVRVTFWGALAMAATAGVGMLFGVVA
>MBL3579580.1 hypothetical protein JMJ92_15665 [Rhodovulum visakhapatnamense]AB19
MTERFTEDEIVATVTRLTRSQLVQFIEGDLVRPERSGRGYVFRRVDIARLELLCDLSQDLDLDETALGIVISLIDQLHAT
RQELAAVAHAIDALPTDMQARLTAELKRG
>MBL3579581.1 J domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPNDPYETLGLAKTATADDIKKAYRKLVRTSHPDLHPDDEGAEARFKAISAAYDILKDPETRARFDAGEIDGLGQERPQR
RYYRDFADAADNAYREGRGFGPDADPADIFSEILRNRARTSRSDFGEGGFSAAGRDARYTLEVPFLDAVRGSETRITLPD
GQALAVKIPRGTEDGQTLRLRSKGAPGFGGGPAGDALITIFVQPHPVFRRDGDDIMLTLPITIDEAILGAKVTAPTIDGP
VSLTVPPGANSGRVLRLRGRGVGHAGSKTTGDQRVELKIVAPPEPDAGLRDFLAEWRKTHAVDPRADLLKEASR
>MBL3579582.1 hypothetical protein JMJ92_15675 [Rhodovulum visakhapatnamense]AB19
MATGGLVVRIGFAAPVDAPVGLTVAANIIVEQREAALTVPRTALRPDGSATTVFVVEDGAARLQPVTVVEWPAARLIVTT
GLAEGDMVITDATGSAEGQAVVVEQP
>MBL3579583.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MLYALKIAIRYLTANKAQTALLVTGVAVGVFIFIFMSALIGGLAEFILSRTVGDISHITIEAEDRDPAVLIEAVPGVRAV
SPQITGAGFLTRGAQVSQVSVTGVEPGRESAILDLDGYIVEGTARLGSGLIVLGRDLADDLALSLGQTVRLQSSGGATAL
LTLSGIFETGNGAMDGARAFVSLPVARTLFAMPQGVTRIEIKLDDLNAADATTLRIRSLTGLDAVPWTDGAEQLMEALNA
QAQTGYFLKTFALITIVIGVASALMLSTYRRRPEIGIMRAMGAGRNFVVFVFVTQGALIGLLGGILGAALE
>MBL3579584.1 hypothetical protein JMJ92_15685 [Rhodovulum visakhapatnamense]AB19
MTTDDTLWDLEERFWTQGSDSARHATAKGAVFVLPYPAGILQGDALWREKDVAQRWRSVEMSERYLSRQNDIAVLAYRVS
AERSDQPIYEALCTSTYLNDDGKWLRLAHQQTPVVDPREG
>MBL3579585.1 mechanosensitive ion channel [Rhodovulum visakhapatnamense]AB19
MTPMARLFLQNIRAVVRYLASLSALALLLASQPVQAQTSPGTVDSTVSDPPREVAVAPDVRDSEIADRLRRILVASEWFT
PLAVTVREGIVFLDGQTESDERKEWARQLALRTEGVVAVVNRIEVKPQISWDLTPTWREIERLSDRVQWLAPLTVVSLVI
LLLAWIVSRGVTALARKLLHRRIASPLLLQLVARSLSIPVILIGLYIVLQVAGLTRLAITVLGGTGLVGIVLGLAFREIA
ANSLASILLSIRNPFRAGDWIRVGGHQGIVQNLNMRTTVLLTLDGNHVQIPNALVYSSVIENFSTNPNRRSDFVVGIGYD
DSAQKAQDVIIQTLRKHPAVLDDPEPGALVDELGPSTVNIRVQFWFDGREYSVFKVRSALMRQIKRALQDAGISMPDTAR
EIIFPDGVPVRQMPTAERQADGVRQGSAPSRGELAMVTPGEGELLSEKEELERQAEGADLSDTGENLLAPEKR
>MBL3579586.1 YfcC family protein [Rhodovulum visakhapatnamense]AB19
MAIPAASATETTSRFSFPSAYTILFALIVIIAGLTWVIPAGQYERVASETLGKDVPVAGTYAPTDANPQGFFDVILAPIA
GFYDPGSYSANAIDVALFVLMIGGFIGVVTATGAIDAGIKRAMTRLEGREKWMIPILMGLFAIGGTTEGMAEETLAFYVL
LTPVMIAAGYDALTAVAVILLGAGVGVLGSTVNAFSTVIASDAAGVPFTEGLMLRLVLLALTLVATVAYVMRYAARVKAD
PSRSLVFDRKTENETHFLKASEAGASDFTGLHKIVLLLFGATFAVMIWGVSLGGWWMAEMSGLFLFAGIGIGIVGRLGEK
GLVEAFVGGARDLLGVALIIGLARGIVVVMDAGHITDTILHWAEGTVAGLNEVVFINVMYWIQVVLSFFVPSTSGLAVLS
MPILAPVGDFAGVSRSLVVTAFQSAEGVVNLVTPTSAVVMGGLAIGRVPYERWLRFVWPVLLGLTIIIMAALSIGVLLQG
TPA
>MBL3579587.1 arginine deiminase [Rhodovulum visakhapatnamense]AB19
MSLTYGVHSEAGKLRRVLVHKPGAAMARLTPANCAELLFDDVIWVKQARIEHMTFVDAMRNRGGEVVFLRQLLMETMKDM
DARKWLLEARISDNTVGVGLADDLMAHLMEVDADLLSTILIGGMSRAELPIPDKGVLAPMLEPADFILPPLPNHIFTRDT
TCWIYGGITLNPMHWPARRMETLNLAGIYRFHPDFRDAGFPVWWGDPMADHGPATVEGGDVMPIGGGCVLIGMGERTTPQ
AVSQIARGLFKGGGATRVIACQFPRARGSMHLDTVFTFCDRDLVTIFAEVTDAIRCYSLRPGEGEEIAVEAETKPFLAVV
ADALGIRKLRTVPTGGDAYEVAREQWDDANNLLCLEPGVVVGYERNVYSNTLLRKAGVEVITIPGSELGRGRGGSHCMTC
PLIRDPI
>MBL3579588.1 ornithine carbamoyltransferase [Rhodovulum visakhapatnamense]AB19
MPQNLRGRSFIKLLDFTPDEIRHLLQLAASLKMAKAGGYEQQMLDGKNIALIFEKDSTRTRSGFEVAAYDQGAHVTYLGP
SGSHIGHKETMKDTARVLGRFYDGIEYRGFGQKDAEVLAEFSGVPVFNGLTDDFHPTQILADLMTMREFTHKHLSDIAFC
FMGDAGNNMGSSLMVGAALIGMDIRLCGPQSCWPDDDLVARCRTIAESTGARITLTEKHAEGLEGADFVYTDVWVSMGEP
DEVWEERIALLSPYKVNTKVMEMTGNAYAKFLHCLPAFHNRDTEVGEATFQKFGIDCMEVTDAVFESPASVVFEQAENRM
HTIKAVLVATMGA
>MBL3579589.1 carbamate kinase [Rhodovulum visakhapatnamense]AB19
MRVVVALGGNALLQRGEPMTAEAQHTNVRIAATALADLARDHQIVVAHGNGPQVGLLALQGAAYDRAAPWPLDVLGAETE
GMIGYLIEQELMNALPDGSRCATLLSRVEVDPNDPAFETPSKPIGPVYTEAEAARATKDHGWAMVTEASGGHRRVVPSPL
PLRIVGLEAIEVLLDAGHTVICAGGGGIPVARNADGDMTGVEAVIDKDRTAALLALGLNADALLLLTDVPAVFRHYGSKD
QTAIGEATPDAVEDLELAPGSMGPKVGAAIAFVRASGKLAGIGQLTDARAILEGHAGTRILPEKAKPRRTGTSSQEVSEF
AGDDQPVSVWLDDGGAMV
>MBL3579590.1 hypothetical protein JMJ92_15715 [Rhodovulum visakhapatnamense]AB19
MTPETNKSTNVADKMKSVKAAWDKAPSGPKKDAALKHYQAAEKAHNAKHDADAIKELDAAAHALA
>MBL3579591.1 OmpA family protein [Rhodovulum visakhapatnamense]AB19
MLKITGILSAATIISLAGCTYNDGTPNQPATGAVIGGVTGAAIGDDTRSTIIGGALGAAVGGAIGANMAQQERELNQQLA
GSGAVITNTGSQLRVILPEGVTFPTGSATVASSFLPALREVARSLNAHPNSTVRVVGHTDTVGSAAYNQQLSQDRALAVA
RILIRDGVSSSRISYSGRGYNEPITTNATAAGRAQNRRVEIVITPTR
>MBL3579592.1 CsbD family protein [Rhodovulum visakhapatnamense]AB19
MDKDRIVGSAKVVKGKLKVAVGKSVGDLELEAEGQAEKVEGKIQNAVGGIKDTIRDA
>MBL3579593.1 IS3 family transposase [Rhodovulum visakhapatnamense]AB19
MKKSCFTDAQIMGVLRQAEGGMPVPELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLSMQADLL
REALGKKLTRPAQRRESAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIADLLVGLTNVHKTWGFGLCFLHLR
NVKGHVWNHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPPSLPSIPRIDGFTLRPPNLVWSMDFMVDRLADGRQFRL
LNVLDDFNREGLGIEVDFSLPAERVVRSLNQIIEWRGKPLAIRGDNGPEYVSSSLMTWAEQQGIALTYIQPGKPQQNAYV
ERYNRTVRHEWLDLYIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MBL3579594.1 DUF3309 family protein [Rhodovulum visakhapatnamense]AB19
MSLGTILVIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MBL3579595.1 Crp/Fnr family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MIENNPLVRKLGAFVALSEPELSVLASLHKRRRTFVRGRDLVHQGQSDQAAYTLASGWACSYKLLEDGQKQIVDFQIPGD
FLGLRSVLMHVSDHSIEPVTDIEVTEILVADLLDAFARTPRLATAVLWAASRDEAMVVEHLVDLGRRDAARRMAHFLLEL
GARLVIVGMGDRTGYACPLTQYHLADALGLSAVHINRVLRQLREDGMVTFRDGFVAFDDYGRLVDFAQFDPSYMDQKGPF
LS
>MBL3579596.1 hypothetical protein JMJ92_15745 [Rhodovulum visakhapatnamense]AB19
MKDDQMHSGMAALSICEALLLALNDAGILPEKEIMGVLSDAAATQENATGSETDVERHRAAAALIRNIIAGGNSVRRL
>MBL3579597.1 hypothetical protein JMJ92_15750 [Rhodovulum visakhapatnamense]AB19
MKRQDTTKATSQTRRQKPADKTDKNTLGNTVENEPHLRDDSDQKIDRPGFDLGGSSGDTHAGTGLGLGVDASDSAGDRRL
PGRRLDNKLTIPRWGGAAPKPPTEPGGTPSGDDT
>MBL3579598.1 sodium:proton antiporter [Rhodovulum visakhapatnamense]AB19
MNALQIGTLLIVLAGAFGAVNHIVLRLPSAIGILIVALAASLGVLGLEALRPDLGVAMEMRRFVIDAEFSRTLLEGMLGL
LLFAGALHVRVEDLRKQAWTIAVMATLGVALSVTIVGFGFHWVTGMPFLAALVFGALISPTDPVAVLGVMAEAKLPKSLE
AKIVGESLFNDGVGYVVFLVLVGLAFQPVGGHAAGDTMGIILFFLKEVGGGALVGGVLGFLTYRIMRRIDDYPLEILLSL
GLALGGYQLAVALDLSGPILAVVAGLFIGDIGVKHGMSEETRTHLNGFWTVIDEILNAVLFLLIGVEVLVVTLNFDTISA
GIAAIGLSLVGRLVAVALPVLLIKPFREYSRGVIPIMTWGGLKGGISVALALSLPESDWKPLILTATFIVVVFSIIVQGL
TIAPLARRLRMDPDPL
>MBL3579599.1 DUF2254 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MADDLSNAFSFGQERTPDQDIEFSLRRFVEIAQRALSPGVNDPTTALYCLDRLGEVLGILAGRHFPSGQILDQDRKLRVV
FDPVTFADLAESAFAAIARYGIGDSDLVARLLDVMERCSRGAATSDRETIMRMYDAIRAASAVSGFGVAKTAAQPIRE
>MBL3579600.1 LrgB family protein, partial [Rhodovulum visakhapatnamense]AB19
MDSLLHWIEQLAPVAGWTALTVGFYLLAKRVYRRWPRWWLMPLAVAPALLMIAVLALHESYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRALIWRTWPVLLVGMVAGSATAVAVSWGLASLFGLDQSLRLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDVVLAWLPVRSALARGAFLGVAAHGAGTARAHRIGRV
>MBL3579601.1 CidA/LrgA family protein [Rhodovulum visakhapatnamense]AB19
MTAHALVRQLRIALRRSRSVQIGLLVGFWLAGEGVVRLTGLPLPGGLVGMAAALGLLGSGLIRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWGIGADGQPSALD
>MBL3579602.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MEFRTLRVFVEVVRAGGFSAASGRVHATQSTISKAVRQLEDEIGVPLLNRGPAGVTLTAAGRIVFQRGQALLADRETLMT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDITLVEHGSDRLEELLRASEIDLAASLLPVSDEFDWRPVH
RDPLVALMAPDAPLAQSAGPVTLADLRAMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPSTDWVMATLWRRGAYLPQAARAWLEIAASRPE
>MBL3579603.1 error-prone DNA polymerase [Rhodovulum visakhapatnamense]AB19
MFAELDATSNFTFLTGASHPEEYMARAAELGLAALAIADENTVAGIVRAHVAAREIARAADRGEAAPTALPRLIPATRLV
LTDGLDLTLLPRDRAAWGRLCRMLSTGRLRAAKGACQLGLDDLMDWGDGAEILLHPPQAQRLQGGAGAWRPQADRLTRRF
PGAVALAMAPAYDGDDAARFDRLSALAADLGLAPVATASPILHHGRRRRLADVLTAIRTGTRVDALGRAALANAECRLRS
EPEMLRLFRGHEAAVHRAGEIARRCGFSLDELRYEYPSECGDGETAARRLARLAEAGLAWRYPQGAPAKVRAMMDHELAL
IGKLGYEPYFLTVNDIVAFARARGILCQGRGSAANSVTCYALGITSVSPEIGTMVFERFVSEARDEPPDIDVDFEHERRE
EVIQHIYDRYGRHRAGLCATVIHYRGKRAIREVGRAMGLSEDTLAALSSQVWGWGSGRIAPERLAEIGLDPADPRLRRTL
ELIEEIQGFPRHLSQHVGGFVITERRLDELVPIENATMEGRTVICWDKDDIDALGILKVDVLALGMLTCLRKAFDLIDGH
HGRRFDLATLPAEDPATYDMLCKADSLGVFQVESRAQMNFLPRMRPRSFYDLVIQVAIIRPGPIQGDMVHPYLRRRNREE
EVRFPSDALGQVLGKTLGVPLFQEQAMQIAILGAGFSPEEADRLRRSLATFKKHGNVSAFRDRFLAGMAANGYEAEFAER
CFSQIEGFGSYGFPESHAASFALLVYASAWIKRHHPAVFACALLNSQPMGFYAPAQIVRDARAHGVELRPVCVNASRWDN
ALEPDGRGGLALRLGFRQVRGLPEDDAAWIAAARGNGYASVEDLWRRAGLGPGLLTVLAEADAFAALGLSRREALWAARA
LGGPERIASPLPLFARDLDGEGRAEPTVALPAMTEGEEVVEDYLALHLTLRAHPVAFLRKRLTPDFPVARIPPD
>MBL3579604.1 hypothetical protein JMJ92_15785 [Rhodovulum visakhapatnamense]AB19
MIRKAPSRAVRQTPSPAATRPVSALQDAADASPATRALRTLQTKAQGAAQSGTTAPLQLKSRQTVSGEFLNGGYAANMTI
GFFGHHIALNGHDNLAAVRTHAARNPPPQTNTVIMDAHALKTGLAAGAWADLGNAWRVTTVGNVTLQDTTKAPGPFNGGF
PGNAALLPPATTGADADRFTVANGVVTAVTDATQQEVANAVAQIGAYPPGNKKDRRRDYRKRLVEAINAARTAAAEAGQA
AWVTGNFSQIGATPVANNPAVTTLAQINAIAKRQAQVSVRVDKDSGNIFHYGA
>MBL3579605.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]AB19
MSRSLRPETRPDLRPAVAAALAEAVAADTIADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGVTFQADVIRRDRNQSE
FVKPIWDYLDSAVSESRVQNGRAALAQYGAVLARIEARYGVDEEIVAAIWGMETSYGSYRGSAPIVDSLATLAYDGRRAA
FFETQLVDALKIIQAGDTDARHMTGSWAGAMGHTQFMPSSYLAHAVDFTGDGRRDIWSDDPTDALASTAAYLAHFGWTRG
QPWGVEVQLPRGFDHRLADRSVTHLPSDWARMGVRDMNGRAVRDYGRAAILLPAGARGTAFMIFDNFRVIERYNPADAYV
IGVGHLADRLKGGGPILGGWPRDDQVLASAERKELQERLTRAGYDTKGVDGRIGPDTVSALRAYQSAVGLVPDGYASMAV
LRRLR
>MBL3579606.1 ribonuclease R [Rhodovulum visakhapatnamense]AB19
MTRIPSKTEILDWIAAHPGQTNKRDIAKAFGLKGGDRIDLKRLLKELEDEGHLEKRKRTYRDPDKLPPVTVLQILAPNAD
GDLFARPLEWHGEGVAPKVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIYRKATEGGRIVP
IDKGADKEWTVAASLTHGAKDGELVEAELAGPRGRMGLPKARVVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGNREDLRALPLVTIDPADARDRDDAVLAMPDDDPANPGGHVLWVAIADVAHYVTPGSRLDREARRRGNSTYFPD
RVVPMLPDRLSGDLCSLHEGVPRACIAVRMTIDAEGRKIAHRFTRGLMQSAGAFAYEEVQAAEEGKPSGRIAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVRFRDRLDAHRLIEEFMVLANVAAAEELTRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGKDGLGPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSERVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRAMPRGA
VRGRGKPVRRKVVRAKAKSDKVKGKVKRTRR
>MBL3579607.1 succinyl-diaminopimelate desuccinylase [Rhodovulum visakhapatnamense]AB19
MTDPVALTAELIRCRSVTPTEGGALVLLAARLSAAGFDCRRVDRNGTANLFARWGGRGHEKTFGFNGHTDVVPAGDTAAW
TADPFGAEIREGQLWGRGATDMKSGVAAFVAAAIDFVTETPPDGAIVLTLTGDEEGDATDGTIALLDWMQTEGEHMAVCL
VGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHSAYPQRARNPIPALARLVQRLDAYSLDQGTRHFDPSTLAVTTFDTG
NPATNVIPGQCRATVNIRFNEAHSSESLADWMAAEAARVTEETGIEIAMEIKVSGESFVTPPGPLSALVADAVEAETGRR
PELSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETAQIDELKRIYTRILSGYFG
>MBL3579608.1 fumarylacetoacetate hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MTAYALPLPPVPALSIDGDAARFPVRRIFCVGRNYAEHAREMGADDREPPFFFTKPGDALVTDDADIAYPPATADLHHEA
ELVVALGRGGADIAAAAALDHVWGYAAGNDLTRRDLQAEAKAARRPWDMAKGFDASAICGALRPAARIGHPARGRIACHV
DGVLRQEGDLGDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGAIARGQTCSVEIEGVGRVSTRVL
>MBL3579609.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum visakhapatnamense]AB19
MRRASLCVRHALLFAILAVGISVAATGLRAAPSASFVVDARTGEVLHAENADTRLHPASLTKMMTLYLAFEAIEHGEISP
ETVVTISAHAASEPPSKLGLRAGQKIRFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNAN
GLTEEGHLSTARDLTILARHVVYDYPGYYNIFSRVTDDAGGRQVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSAIRG
QERIIATVLGGRSTAARNAEVAKLLDLGFRKAPSRVALRSPQKPPYLTGAARLAAVPPVEAAPSGSAPAVMARSMRPRAR
PGAAAPTEALIAALAADVSTSVSAAKAELTVPAPAAASAPEAEVASASGASGASGAAVLAVSIPPRARPAGLAPEAVAPV
TSAPVADPVAVAAAVPAASEPAATDLAAVAAAAAAAASAPPAAPDAVELALAEDEPQIVSRMSSSGGRYWGINVGNYNSR
YQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTELEADQACRRLQSHGSTCSTFGQPPS
>MBL3579610.1 HAD family hydrolase [Rhodovulum visakhapatnamense]AB19
MAGQLTTIGFDADDTLWQNERFFRLTQARFAELLADFAPPEALMDRLLEAERRNVGHYGFGIKGFVLSMIETAIEVTDER
VPAAVIRDLLAAGQEMLRHPIELMPEAREAILALAGTYRILLITKGDLLDQERKLAQSGLGELFDGVEIVSDKTAPRYGA
IFARHGDGAERAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRAHARFAELQHLGELPDLIARLG
>MBL3579611.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum visakhapatnamense]AB19
MADKSGDPEGETGVITKTKPKTQRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MBL3579612.1 methyltransferase [Rhodovulum visakhapatnamense]AB19
MTVSRLTLALQGGAVSLPPEGRIAVFDAPAAADLSALPKERVQIVQGFAPDHTAWAARGWEVAVAPSGAFSAALVLLPRA
KAAAQARLAEALGLTGGGPVLVDGAKTDGVDSLLKALRQGGAEVSAPFAKAHGKTFSVRADPADFEAWRPRAGEMVAGRY
RTLPGVFSADGVDRGSALLVGALQTPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVPDPRARFH
WADAIAFTAEKGFDTVLTNPPFHVSRAADPGLGRAFLAAAARLLAPQGQALIVANRHLPYERDLAALFAETHEIGGDAGF
KVLLARRPSRRPR
>MBL3579613.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MSFSIQGKTAIVTGAANGLGLAIARHFSDRGANVMFADRDEPRLVDECGKNPETESTVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMMLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAEEAGQTEGQAGAIVNISSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRNEIRAHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVAAPAH
>MBL3579614.1 hypothetical protein JMJ92_15835 [Rhodovulum visakhapatnamense]AB19
MRKLALLMLLPLAACATPRQSCERAALYDLRVLDTLIRESEQTIARGYGYRREPYERTRFDFCYGSRFGRSPAMGFTFCD
YPDVGIREVPVTVDLAAERRNLAELKAKRTEAARRAARALSACEARYPGDEKG
>MBL3579615.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum visakhapatnamense]AB19
MTEMFDDRKAQASAWFRRLRDEIVAAFEALEEAPPPAPVAELPPGRFNVTETRRQSEDGSDAGGGLMSVMRGGRIFEKVG
VNVSTVYGTLNPRAQAAMAARKGLEGMKDDPRFWASGLSLVAHMRNPHTPAVHLNTRMFWTPQDWWFGGGTDLNPCLPHD
EDTADFHAVLKAHCDRHDLSHYPRFKAWADEYFYVPHRGRVRGVGGIFFDDLNSGDWPADFAFTQDVGRAFLPAFLPLVE
RRAGTPWTERDREAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MBL3579616.1 TetR/AcrR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAQPSELFAASGFRVRVVDALIVLLRERGTARFTLGEVAEAAGVPESRVRAAFPDRDALVSELRRVCYDRLAARLTARYF
DPDGHPPTRLREGGRAHLEFARTNPALYRLLYCDPGDGGIAHIIDVIVPPDSLEALTEGVRRCRAYRGRSTGKARELAFL
LWTTIHGVAVLALDADGPNRSGGKWDQAAQTLDLLIDLICASGDD
>MBL3579617.1 uroporphyrinogen decarboxylase [Rhodovulum visakhapatnamense]AB19
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYRATRAEAGDFLSLCYNSELAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITDAQGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRTEDEATFAALIDLLTDATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYAMEPAKRIIAEMKARHPGLP
CIAFPREAGDKYVGFAKATGADCVALDNSVSAEWAVENVQKDGCVQGNMDPKLMVTGGQALIDETRRIKEAFSKGPHIFN
LGHGITPDADPENVTVMLEALRA
>MBL3579618.1 hydroxymethylbilane synthase [Rhodovulum visakhapatnamense]AB19
MAITLPSPASPLKIGTRGSPLALAQAHETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLG
GQIDIAVHSTKDMAVAQPEGLVLDTFLPRENYRDAFISKSVKGLKDLAEGAVVGTSSLRRRAQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGLEEVAQSTIEPEEMLPAVAQGAIGIERRVDDAQAAHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIEDAAEMGFALGKKLREQAGEGFFDWE
>MBL3579619.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3579620.1 transposase [Rhodovulum visakhapatnamense]AB19
MRLRFIEPGKPVQNAFVGSFNGKLRDECLNLHWFRSRRHARDEIERWRQHYNTERPHSALG
>MBL3579621.1 hypothetical protein JMJ92_15875 [Rhodovulum visakhapatnamense]AB19
MGTYYLRKEVPKRVRDGDVEGRREVYISLGTDSLAEAKQKASRIWDMQIGAWEARLAGDTSDAEARFDAARNLAKQKGFR
YIPVERVASLPLTERLERVDAISNRRGQPDMIEARALLGAVERPSITVSRALELYWTLAADVAHGKNANQMRIWRNGRKK
PVASFIEHIGDLPLSQITQDDMLDWRQALWERVEAGQYSTNAANKDIGAFCRIVRTISEKKRLGLTLPFSGLSLKDRRVC
RPHAP
>MBL3579622.1 hypothetical protein JMJ92_15880 [Rhodovulum visakhapatnamense]AB19
MTAKASIPAAQSFRSTARTAPIVLGAFAPATGPRKGIVLDNGRDGTGKAMPDRSERTGSRSPGRYGSAEPLSRPGHGHSL
RDVAASRLTMTCRRRVFPTCCSRAFGGIRKVDEIVEEVEETLKEHEDGKPAYP
>MBL3579623.1 alkene reductase [Rhodovulum visakhapatnamense]AB19
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHDTLAPTDLHVTYYTQRAGAGLIVTEGAQIAPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAIPAEEVKTFTAEGFAPVSAPRALETDEIARVLGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNHRTDAYGGSIENRCRFLFEVVEAVADEIGAGRTGLRLSPFSNANGI
ADSDPFALFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRALFDGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRRDAVLAEPDRNTMYGGGAHGLTDYPTLDPAETA
>MBL3579624.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKRTLGAIALGLISMAPAHAATLYNTLSGEAPLIIAHRGASGYLPEHTLGGYELALQMGADVIEPDLQTTADGELVAMHD
STLNRTTNIEALFAPRNGGYRVSDFTLAEIKTLTVEPTGATASTSYDGFTPSMAAPYKVPTFQEVMDLVSAYNATTGKEI
GIYPEAKTPNSLAMNQQILQEMKANGFDGSVQNTFIQTFSHEGARQLADLQVEMGMDNAIAALGYARQLGDGFGVYDATT
GTTTSLEDLATFADGLGLSLSGALSADFIAAAHALGLTVHGWTFRPTSDEAAWDMFLPWIEAGMDGFFTDYSLRGVEVLD
RYEAAEVPVPATLPLMLAGLGGLAMLRRRRAAA
>MBL3579625.1 winged helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDQITAKDAFAALAHETRLSVFRLLVRQGPGGLPALEIARRLGAPPSTLSSHLASLKRAGLLNAERRHRQILYAANLAAV
NDIVRFLLEDCCGGDPAACAGIGGVILPARATPSDA
>MBL3579626.1 ACR3 family arsenite efflux transporter [Rhodovulum visakhapatnamense]AB19
MTAASSSAEPGPLGRFERYLTLWVAAAICVGLVLGLVAPGLVQGIAAAEVASINLVVAVLIWAMVYPMMVGVDLGAVRDV
ARAPRGLFITLTINWLVKPFTMAALAVLFFEHVFAPWIAPADAAQYTAGLILLGAAPCTAMVFVWSQLTRGDSTYTLVQV
SVNDLIMVVAFAPIVAFLMGVSEIAVPWETLLLATLLYVVIPLAAGLLTRRLLGSPAAIAGFSARVKPVSTVGLIATVAI
LFGMQSDRILTQPGAIALIAVPILIQSYGIFALAYGAAWALKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLNSGAAMA
TVVGVLVEVPVMLSLVAFANRTRARFAGDLA
>MBL3579627.1 arsenate reductase family protein [Rhodovulum visakhapatnamense]AB19
MIVIHHNPDCGTSRNVLEIIRRSGTEPVVIDYLAEGWTRPQLLALFAAAGLTPRAALRRTKSPAAELGLLGEDVPDDALL
DAMIAHPVLVNRPIVASPRGVRLCRPSETVLDLLDRLPPGPLYKEDGQMILTASGARVAPPGDAV
>MBL3579628.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum visakhapatnamense]AB19
MNRPDTVPQITLGPLPASEKVYLSGELHPIRVPLRRIATAEGAVTVYDSSGPYTDPKARIDIAAGLAPVRVPFAAARGEA
ETYPARDVTAADNGFAEGARLVPAFPRRPAPLRATAGRAITQLAYARTGIVTPEMEFAAIRENEGRSAAQPRDGEPFGAE
IPDLVTPDFVRAEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLTWEIYRDTLIEQAEQGVDYFTIHAGLRREMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDAAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFAFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAEAEAGTCPNGLTPAE
>MBL3579629.1 aldo/keto reductase [Rhodovulum visakhapatnamense]AB19
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQTEVDGLVGSALEAGINFIDTANVYAGGESERLLGQSLKNLAV
PREDVVIATKVLGPMGAGVNARGASRYHIMEQCKASLARLQLDHIDLYQIHGFDPATPIVETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGFLSGKYDREGKAADGRRAS
FDFPPIDKDRAHDAIEAMRGMAEARGCSVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATKVELSADELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MBL3579630.1 AraC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTDRLSGLRAKLVSLWEAHGREPPVPGLMLSYAERPSGLFHGVYRPSLCAVLQGAKISRLGDRVFRYDAGKCLIASLDVP
IRAEIVGAAPETPYLALALEIDPAVVAELMLGQRPTGDPPIGAAIEVHDLGEALIDPLDRLLSVAARPQDIPVLAPMIRR
EIVWQLLNGPQGARLRQIGMADSRLARIGRAIGWIRENYAETLRVGHLAALAGMSPATFHRHFKEATAMTPVQFQKSLRL
QEARRLLLTRSGDVAGIGYRIGYDSPSQFSREYRRHFGEPPGRDAVELRRSLAETGG
>MBL3579631.1 large-conductance mechanosensitive channel protein MscL [Rhodovulum visakhapatnamense]AB19
MFMLQEFRDFIAKGNVMDMAVGIIVGAAFTAIVTSLVNDLINPVIGLFVGGIDFSGLAFRIGEGENAGVFAYGNFLTTLI
NFLIIAWVVFLLVKGVNRIKDAASRKERPVPGAPAGPTQEQLLTEIRDLLKAR
>MBL3579632.1 alanine dehydrogenase [Rhodovulum visakhapatnamense]AB19
MQIGCPREIKPQEFRVGLTPNAAREAVAHGHAVLVETGAGLGAGFDDDAYIAAGARIAASADEIFAEAELVVKVKEPLAQ
ERRRLREGQVLFTYLHLAPDPDQTRELIDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQLGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGARVTVLDRSLLRLRQLDETFGAAFSTRYSSEGTLAELIDRADMVVGAVL
IPGATAPKLVRRADLARMKPGAVLVDVAIDQGGCFETSHPTTHEDPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALAGKGWRQACADDPHLRAGLNVHAGHLTCYAVGLAQGIDVLSPHLALKA
>MBL3579633.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTLDETDLRLLRVLQKQGRISNADLSERVNLSASACHRRVQRLEEAGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGSADYLLKVVAEDSEDFARIHRQYLTRLPGVARMQSSFALRTVFKTTALPL
>MBL3579634.1 class II aldolase/adducin family protein [Rhodovulum visakhapatnamense]AB19
MIQETDKRAAIVAACRSMNAVGLNQGSSGNISVRHGAGILITPSSIAYDVLAPEDIVFMEMDGTAHGARKPSSEWRFHLD
ILRARPDLNAVVHAHAPYCTMLAILHRPIPAVHYMVAAAGGGDIRCAPYETFGTQALSDRVLEALEGRKACLMAHHGMIA
AEVSLEKAMWLAVEVETLARQYHGALTLGEPSLLTEAQLAEAVAQFSQGYGQAERG
>MBL3579635.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]AB19
MSLRFILLLALVPLVLLILVLAGNDLRGFSSAARFGGDMATVAEETDRIGDLVHELQKERGLSAGFTASKGRNFSAELRT
QRTETDTALSVFRDKLSVVRTMAPEATDSALRALQALQTQRGKIDALDLTVPQLAGYYTGIVESLLTAATRIRDGKVASS
TAILMEAQELVALAKESAGLERAMGATGLGTETFPDEVHLRFLALGARQSALLARAQTVLGRPDFVSTIEASKPARTIAP
MRETIAALPYGGARGDLTAPQWFAASTAWIDRLRTVESDLGEEIGLLAERNRAQAERAMVVGSIATGIGVLLGVLIAAAI
ADGITRRLRKLTGIMHQFMEGNFEAWVPFIEKKGEIGQMANAIYRFKQLTRAAMRQKEEDEATLNERHQQVVDLVTEGLK
ALSRSDLSRHFEDPLHGDYDTIRTDFNATVVRLREVLSTIASTVSDLEGRSEDMLRTAGDLAQQTASQSSTIQGTAASVD
RLASGLKDTNGSIHDARSLAGDAKQRADLSGEIVRDAVFAMERISESSSKIAQITAIIEDIAFQTNLLALNAGVEAARAG
ESGKGFAVVATEVRELARKSAESAMQIKKLIGESVEEVSGGVRLVGEAGESLDEIVSQVTRVYETLAQVSAQADGQTVEL
QEVNESMTSLRALTERNGHVVDSTRDASNDLAASAQALARIVADFNLGPDQRADQVGRAA
>MBL3579636.1 cadmium-translocating P-type ATPase [Rhodovulum visakhapatnamense]AB19
MMSDSIRRQWSVSGMDCAACTAKVTKAVEKLPGVSEVSVALMSEKLSLTLAPGATAPEQIETVVRRLGFGIAPASSDRGN
AAAARPRASCQGHHHDHDHDHSAHQPSGRESAVGAPSACNAGHGAPGHVHDDPADRSTAWYRTGKGRLVLFTGVLLALAW
AFELLTNAEYGDWAFMLACVIGVAPVARRAFEALRLGQPFTIESLMTIAATGALFIGAAEEAALVVFLFAVGEVLEGVAT
GKARDGIRALANLVPKTALIEEDGRTRESPADQLMIGQRVLVRPGDRVPADGEIVEGVSGVDESPVTGESHPVTRGPGDT
VFAGSINTEAALRVVVAKEASDNTIARIVRLVEEAEDARAPTERFIDRFSRWYMPAIVAVSALVVLVPPLGFGLDWNTWI
YRGLALLLIGCPCALVISVPASIASALSSGARRGLLMKGGAVIEAAARVERIAFDKTGTLTHGRPRVTDIRPAEGVSETD
LLAVATAVESGSSHPLAQAILRAAEDAGITPLGASDARAIVGKGVEALVDGARAWVGAPRHALEAGGLSAWQGEQARTLE
AEGKTVVAVFREGEPLGLVALRDEPREDAADAMRQLTAMGIAPVILTGDNPRTAQAIAGQLGMDYRAEMMPEDKLSVIRE
MGADGGVMMIGDGINDAPALKQASVGVAMGSGTDVALETADAAILRDRVVDVPALIRLARATMRNIRHNVAIALGLKAVF
LVTSVLGITGLWLAILADTGATVLVTLNALWLLRFDPDREG
>MBL3579637.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLSIGKLGARTGVKVPTIRYYEQIGLLAEADRSAGNQRLYDEKAVERLTFIRHARELGFPLDAIRELLSLSDQPDIPCGA
ADMIARRQLDAVRERMLRLKALQTELERMVAQCAHGTISDCRVIEVLGNHDLCLHPDHGH
>MBL3579638.1 S8/S53 family peptidase [Rhodovulum visakhapatnamense]AB19
MTLELLVAAQSVAAPEAEPGLPPDRLRFTLEYASPPDCDAQRTRLAGMLGGDHFSLEPLDPLLPQFLVLQFPGVRRRVSP
EALFDAADTLVEEMQLVSAVPDIRASFVGAPEDPERVESVADAFLTLTCWVAKDEALPDDWAVSAINVKPVWARGITGQG
VLVAQPDTGVADHPELAGALDLGHAWNTLTGTADPTDPLSTAMGNPGHGTATSSTVASRAPGRVFGAAPGAKVAPIRCLD
AVVLGLDPTPVARAILHAVHAGADVISMSLGGALYSPALAAALKTAARAGIVIVSAAGNCVQPIVVYPARDPNVVGMAGT
NHLDKPWKGTSRGRQVAAAAPAENVRVARRKPGDNGQGTTEPSQGTSFATALTAGVAALWVQHLGRQRVRDEAARIGITV
TDLFRTALKATARRPAGWPQGMGAGIVDADALLRLDLSRISPLAAPESAPPPDDDAILAALEDSYDAIEMGDGDWPRVGT
EAVYLLNDAWLRENRAAGVAVETTASPRPSAGLVRHMPEPVMRGLAARSDAGAFTPPLIAATGPSAQYAKLLAAGQPGTA
ESSANLTEHEARARLAGEGAGRLMARTRASLDRLQATGLGDRDAQARMLEGAEEVIRMAAENRLDELDLPGRITLEALVR
IQDRPAFRVIDGSVDTDDPLAGDWAPFLGLVVDLPDWTRSVGRIDLDGTHIGTGFLIGGGRVMTNRHVLEACADELAGPG
GSLWRLGRGAVTIDF
>MBL3579639.1 Hsp70 family protein [Rhodovulum visakhapatnamense]AB19
MSAPLASAPLAIDFGTSNSAAAMLAGGQVRRLAIEPGAETLPTAVFFPEDRSAMRIGSAAAEALIAGEEGRYMRALKSVL
GTPLFHEARPIGGKRRTLAEIVTGFLAELKARAEADAGIRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFHAVD
FRFEPEAAALAARADARADELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRR
SLGEGLLPVPKAIYVDLSTWAMIPFLYTRETERAVADMERHAVDAAAMGRLGHVIGARLGHELAFAVEAGKIAANGGGAA
ARIEMGRIERGLGAPITAGSLNAALAPCREPLRMAIYETLMLAQARPDQIGAVVLVGGSSLMGLVEAEARAVCPGAALRR
SEAFTAVVDGLALATAEA
>MBL3579640.1 ExeM/NucH family extracellular endonuclease [Rhodovulum visakhapatnamense]AB19
MPELASTGSGLVLTAIVDGPLSGGLPKAIELYAIEDISDLSVYGLGSANNGGGTDGQEFVFPPVSVQAGSYLHVATESTG
FAAFFGFAPDFVAPSAASINGDDAIELFLNGTVVDTFGTPDASGSGTVWDYRDGWAARNPGTGPSPVFKPADWTFSGADA
LDDATANATAAAPVPLAGYGGAAQALVINEVLGSTTGTDVEYVELYGAPGQSLAGLSLIVVESDAQSDNGHIDARIDFGA
GDALGTNGFFLVGTASVAQVYGVTPDLVIATNTIENSSYTLVLVETASLSGDSVTGAETVIDSLGVTDGEGAGSFAFGAP
VVGPDGSFLPAGARRAEDGVDTDSAADFVLADFNLGPANTPTAATREIGGGYADVLIHDIQGETDLADGTLVGLAGAADE
SPLLGAAVRVQAVVTQVMPGLGGFYVQEEDADADGNSKTSEGIFVASTRAVSAGDLVTVEGLVAETGGETRINADAVSVD
GTEALPEATVIQFPTATVLVDADGDYVANLEAYEGMLVAIPEEMSVTEMFQLDRFGTIRISSEGQLATYTEIFEPGVAGY
AAYLKEVAARSLVLDDGSDVQNPAEIRVPFLGEDGRLDGGDVIRMGDVYTGLTGVLSYSEDSASGSEEPEYRIHLPQAGE
LTATNPRSEAPADVGGSLTVASFNVLNYFTSIDTTPGSYNGPYNTGPAGDLEPRGANAFSYDGMSEFDRQEAKLVAAIKA
VAADVVGLIEIENDPLGSTSLAALVAALNAEGCSYAYVETGPIEGAMGGALEGDAIKVGFLYNTDTVSLTGDFALLDETV
DSRFATEGVQRPALAQTFTETASGESFTAVVTHLKSKGSVLPGDEDIGDGQGANNATRTEAAKALADWLASDPTGSGDPD
VLIIGDLNAYTKEDPVRAIEAGADDIAGTADDYVNVVTQYDPDGYSYVFDGMTGSLDHALASGSLAGQVTGATIWNINAD
EADALDYNLDYGRDGSLYTDDPYRASDHDPVVVGLDLQSAPRIFTLEILHVSDQEGSASSVAAAPNLSAVMNALEAQDLG
HDGVADNTIRLSSGDAFIPGVFFEASAAVFGSGGIADIQIQNELGFAAVALGNHEFDKGTAVLAGLISGDAAGDFSALTG
SALAGQDFAGTLFPYLSANLDVSTDANLGPLAVAGGQAPQGNSITSSTVLDVNGDLIGVVGATTPTLGRISSPGGVTISP
DWAGTQPTGAELDALAAVIQAEVDAVLAANPGMNKVILMAHMQILGIELALASRLSDVDVILAGGSNTLLADETDRLRDD
DAAQGTYPQFVTDADGNTVAVVNTDGSYKYVGRLVIDFDEDGHILADSYDAEVSGAYATDDQGVADLGAGDLVDPEIQAI
ADAIGAQIVATEGNVFGISEVFLNGNRSGTGAEGDTDGVRTQETNLGALTADANLAAARAVDDTVLVSIKNGGGIRASIG
ETVVPPGGTDYVRQANGEIVDADGEIVKPEGGISETDIKATLAFNNALSLVTVTRADLVAILEHGVAAAPSAAGQFPQIS
GVQFSFDPDLPAGARIVSAAITDADGNDIDLLVRDGELVGDAEGLVRVVTLNFMADGGDGYPFPQEAAYTDRVDLADLDG
DGTADGTLSGVATFAADGTEQDALAEYLAANFGDADSAFDLADTGAEGDERIQNLNYRDDTVIDAPALTLVMGTAGNDRL
TGTDGDDLVVSGAGFYETMLGGAGADLFYFGDEALNGSRERDIVLDYEVGVDRIALGQGVEIAGIVQSGTSVVVYLDDPL
GQDDAIYIRGSGVAAANIDFVHDYTFMGA
>MBL3579641.1 cysteine desulfurase-like protein [Rhodovulum visakhapatnamense]AB19
MAFVQSQFPGLRDDWVFFDNAGGAQTARGAIERVTEFLTHRNVQIGGSYQVSLDAAEALMRGRRAAATLVNAARPEEIVF
GPSTTVLMQTLAAAMRSQFRPGDEIVVTMADHESNIGPWMRLREFGVEVRVWPLDPETHELKLEDLAPLMSDRTRLVCVT
HVSNILGHITPVARIARFVHDHGAQIVVDAVAYAPHRLIDVQGWDVDYYVFSLYKTYGPHTAIMYGKYDLLLRLDGLYHY
FYGKDKVPGKLEPGNPNYELAYSTEGVVEYLAALGTRAGAAADASLRDRVAAGYAAIERHEALLTDRLLSWLNARNDCRV
IGPARTGDAARVPTVSFRFDGLDSGAVTRAMDGYGIAIRHGDFHARRLVEALGETGDGGVLRVSMVHYNTLAEVDRLTAA
LAEIVQAAAA
>MBL3579642.1 amino acid ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSGFVSIRNLRKFYGDFEVLKGIDLEIEKGEVVCVIGPSGSGKSTLIRCINRLEEFSDDSAILVDGIHVTPGRSLARVRA
EVGMVFQSFNLFPHLTVRENVMLAPRRVRRTPRAAARAQADRLLARVGIAEQADKYPELLSGGQQQRVAIARALAMEPQV
LLFDEPTSALDPEMVGEVLDVMRALAGTGVTMVIVTHEMGFASQVADRVIFMDGGRVLEVGPPDQVLGAPQEPRTRNFLS
AVLNH
>MBL3579643.1 amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MGIVETFLNAEVFVRTWPLLVKGLWVTLQLGASSILAGLALGLGLSMVRLYALWPLRLLARIYIDVFRSIPVLVLLIVVY
YALPFVGIRLSPFVSAMTALSLVSGAYTAEIFRAGIEAIPRGQFEASAALGLTARQTMIDVILPQAIRVVIPPLTNNSIN
VVKDTALASVVAMPDLLKQATQAQALAANPTPLIGAALIYLAFLWPLVALVSRMERRFGARRR
>MBL3579644.1 amino acid ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTKTGMTAAALGLAVLAGGALPAAAQDTLTVGANIGNVPWEFQDETGAFVGFEIDLVNAVAEKLGAEVEIVNIPFNGLFS
AVQSGRIDIAMSSITITDERLTSVTFAQPYYDSDQSLTVVAGGPASLDEMSGKTVGVDTGSTGDMWATEHNAEYGFGDIR
RYEGLAPAMLDLTAGRIDGYISDIPALLYYVKDKPNLEVVQRIETGEKYSMMFAKDAPLAQTVNDAITALKDEGAIAALH
EKWFGKAPEDTTSTVRVLPIPSLD
>MBL3579645.1 FadR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MISHDDKVPVAQATARHLQEMIRSGELKRGEKMPSQRVLSDRLKVSRPTLREALLTLETLGLVRTLPARGTFVVDPEGED
RLPSPWRYDGAFSIGDVFQSRLLIETELCRLAAGHLGAADLDVLEHANATFESAWNQGDLVAHVEADLRLHETIARACPN
RMLWRLYQSVQSLLTESQRQPVPNTACARMAQSIAEHRQIIAALRAGDGAGSAAAMGAHIRNTASSAGIVLA
>MBL3579646.1 two-component sensor histidine kinase [Rhodovulum visakhapatnamense]AB19
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELSHEMDEVFDGALRDAAHRLLPLAVRVHEGRDRGLALGPLVRGERDG
HRRKDDDDDDWHEDRRNRHAEEWSERIRQFNGDVEDLSYVVRDGDGSILLISEDAEPDDFPPFRREGFSRTATHRLFYES
ARGEDVTIAVAEPLSRRRDIAREIATNLALPLAVVIPLSLLAIVIAVGTSLRPVRSLRQQLAERGSRNLSALGDGGLPTE
LRPIVGSINDLLSRLRAAFEAERSFAANAAHELRTPVAGAIAQAQRLRAETADRSAAARAAEIETTLKRLNRLSEKLMQL
ARAEGARLRVAEPSDLRPVLRIVADDLERLGSAGRIALTMPETPVLSDLDPDAFGILCRNLIENALKHGTPQGPVEVALG
PGGVLSVANDGAPVPPEELARLTARFARSNGRAEGAGLGLAIVRTIADRAAGRIELRSPRPGKSDGFEARFTLPARP
>MBL3579647.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MRILLIEDDTVLGAAVADQLRADGHSADWAKRLDAADDTLAVGAFDLVLLDLMLPDGRGIPFLRRMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYAGNPNPLINLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MBL3579648.1 hypothetical protein JMJ92_16010 [Rhodovulum visakhapatnamense]AB19
MTPTLKSAPLLAAILALGMTGTALAQADGTTRIAPRPAAPMAQQNGGGQAYWGTGRSDRHHGRWAEDDDDDRGWFGFGRD
DDDRGRRDRSHATRRSGDCDTRGGRARAQAQPAPGSVAPPANGLFNNGATPRAQSN
>MBL3579649.1 DUF2271 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKTLLSALALTTALTAPGLAFAKEVTFTTRMANYGGDGAYLAYYVTDASGAYVGSLWMAGAKAKYYKSLSDWYRATGGNA
AEVAGITGASVGAGRTLTVSFDLADALFDAGYQLHVDAAVEDMRDSPSEIVVPLTTGGAGQPVAGRGYIASFAYEM
>MBL3579650.1 PepSY domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIRPLHRWAGLGAALILSVTALSGAALSLYPAAGALSAVPLPDISAGHLAATLQDSVPGLEEIRVSAAGGITAYAFQDGA
ALRWAVDGATGEILAPAKRSALQLWLTNLHRSLFLGDAGRLVVAAASLAMLALTLSGLALTARRLGGWSRLLAPARGPLS
RRLHLDLARLGGAALTLSALTGIWLAAGTFGLLPETGLPGFVPGGAAEMSPSAMAALRDLPLADLRQLTFPRPGSAGDVF
TLRTVAGTGYVDPASGQMLAWTARGWADRLGDLAMMLHTGRGAALLGLLLGLAALSVPVLGLTGLAQQAGRRTAGAAGRR
VRAVAPEAADTILLVGSEGGTTWGFAERLRAALTHAGSSVHVGPMSGFAPERYLRAQRVLILAATSGDGDAPGSAQGFLD
RVAALGVAPAAPFAVLGFGDSAFPAFCGYADKVRAAARAAGWAELMTPARVDRQSPQDFARWVRALADRLGIALDLLPAS
AGPEPVRLRLVSRRDYGAEVQAPTAILRFALPRRSLWQRLTGGGFGPFLAGDLLAVLPEGDSRPRYYSLASGSSDGFAEI
CVRKHPGGLCSGQLMDLAPGDSVAAVLRPNPAFHAGQDEAPLILIGAGTGIGPLAGFARGNRAQRPLHLYFGARAPESDL
LFGEDLVEWQKDGRLASVATAFSRTADRAYVQDLLRRDADRVAALVSQGARIMVCGGRDMARGVAEALEDILDQAGPALV
RLKAEGRYVEDVY
>MBL3579651.1 FAD:protein FMN transferase, partial [Rhodovulum visakhapatnamense]AB19
MSKTSTDPERLALNGPAMGARWSAVLHVGAGVDPAPLHAALAAAVAEVEAQMTTRRADSDLMRLNRAGPDRWIDLPEHLV
EVLAAGLAIGQASGGAFEIGMGDAVAAWGFSGAAADPGRIRAALKEPRRPACEVLELDCANRRARKHGPLALDLCGIAKG
YGVDRLAETARAFGIGSALMSIDGELRALGPQPGGQPWAVAVERPDPGQRAAHAVLALEAGAVATSGDYRHWVDLGGRRL
SHTMDPRRGAPLAASPASVTVLAARCMEADAWATALMVLGREEGAALARRLGLSVLFLERDGAGLAETAIGPGF
>MBL3579652.1 hypothetical protein JMJ92_16030, partial [Rhodovulum visakhapatnamense]AB19
MSAIAPFPKFAEPAPRPGLPARRHRLQVVPLSDAVAAAFFDSPADAPDDARHGQGPISARSGDDVLCLPQIASQLARAGG
GQRHVTLLGLPARRLCRDGLRVLRDGETLAEIDPMALQSPLVDPLALMAGLSPDGGRRLLRLLLTTGLSLFGKGSVDGFR
DVIAQLLESLTPASLPLRAWCPVGQSAAVASYLLPRGLTADGFTDLVV
>MBL3579653.1 calcium-binding protein [Rhodovulum visakhapatnamense]AB19
MATIPGGAFNDFVYGTSAADLIAAGAGDDTALSGDGNDTVFGEEGNDFLNGGAGDDVLDGGSGNDLLMGGSGNDQLSGGS
GEDMLMGGSGDDVVSGGSGSDILHGNDGTDMLFGDSGDDQLYGGTGDDMLYGGEGADALHGDAGNDKLYGGEGDDLLEGG
TGNDSLYGDEGSDYLYGEAGDDKLYGGEGDDVLDGGAGDDQLFGGTGGDQLYGGAGDDLLDGGAGGDLLQGGDGDDTILG
GDGDDVLNGEAGNDVLSGGLGDDVLIGGAGDDLFVFSGGGDVVMDFTEGDLVQFSASLPGGVTLTDASSVADYAMDIGGA
NTLIDFGQGDSVMLYGVSYDDVAADPSKFFTVV
>MBL3579654.1 calcium-binding protein [Rhodovulum visakhapatnamense]AB19
MFTTGDDTATIVPSGSDQSFDALGGIDTVTIDASALSFGLSGSFTAGGWSATYNSVHLDIDNVERMMVIGGSGDDFLSGG
DDNDTLLGGAGNDYLWGGDGADLIDGGAGNDEVWAGTGDVVTGGAGTDTLILNLGVSGAQSIDLTTGAGTGVTWSGFERV
DLYLSGVDRDVHAGFALGEMDGQGMVHVDYSGTDMTGRGAASINFSDGEISVALDDGSVADTTIYGFRKVEVIGSSGNDS
IFLGDVDGGTVDGGAGNDRIWGGYEHSVLYGGDGDDEITGYSDYDIMHGGAGNDSIYGYLYSDSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIGGEGSPLLDGGDGDDYILTMLGQDDIDGGAGYDYLRINAPYYGIDYDLDISQNGGIRGIEFAKITL
ADGDDTIRIGIASAQIARTGGADHLILDYSEADETGRTATAVSFDLAADLSTATLSDGSSISCDLKQDLFTVIGTGGSDL
IDASIAALSCTLSGNAGADTIFGGDGNDDISGGGANDTLSGSAGNDLIDGGSGNDLIYGGSGNDTLTGGAWDDVLNGEAG
DDTFLYAAGSNGYDMIDGGSGTADRILALADNVTIGLSGLTGVEIVDAGGHTGVRLLGSAAGNLIDLSASTLIGIGTIDG
GSGSDTILGTAGADTIIGGKGADSLEGGAGDDIFQVAAGAGTDIFRGGSGQDTILAIANSVAMTVTGETLTDIETISSGG
HTGFTLVGLNGADVMDFSSVALSGVARIDGKGGNDTITGSAGADLIEGGAGADILTGMAGADVFDFNNASHSRGSSVDVI
ADFQSGEDLIDLSGVDADSGLAGDQSFALIGAAAFSGTAGELRVDTVSLPGTTVILGDISGNGQVDLEIRLDGLHLLTEA
DFLL
>MBL3579655.1 N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTIRPATASDYGPISRLLEAAFARPDEARLVEALRLGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALDVVEGPVVVVGDPAYYTRFGFSVGRAANLVSPYPLEVTALYERAPADSPPLARLVYAAPFGA
>MBL3579656.1 chaperonin GroEL [Rhodovulum visakhapatnamense]AB19
MAAKDVKFNTDARNRMLKGVNILADAVKVTLGPKGRNVVIDKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVREGMKSVAAGMNPMDLKRGIDMATAKVVEAIKAASRPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMDTEVEVVEGMQFDRGYLSPYFVTNADKMTAELEDCFILLHEKKLSSLQPMVPLLEAV
IQSQKPLLIVAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTLDMLGQA
KKILIKKDDTTIIDGHGDKAEIEARVAQIRQQIEETSSDYDREKLQERVAKLAGGVAVIRVGGMTEIEVKERKDRVDDAL
NATRAAVQEGIVVGGGVALVQAAKVLDDLEGSNEDQHAGIAIVRKALEAPLRQIAENAGVDGAVVAGKIRESDDNHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASIAGLLITTEAMVADKPEPKGASAGGGMPDMGGMGGMM
>MBL3579657.1 co-chaperone GroES [Rhodovulum visakhapatnamense]AB19
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMGVKAGDRILFGKWSGTEVTIDGE
ELLIMKESDILGIIA
>MBL3579658.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum visakhapatnamense]AB19
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGKAAEAKLLGDPNTEAKFVLTRWGFEQPEIIADVAPGENVVVVDTNNVAE
LPSKINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMYDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
VDKAVAEKLAAELGVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKEYEIAGKKFRVSVLETTSPKTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAAKVSGDTVVLPGIVSRKKQIIPNLQL
>MBL3579659.1 TIGR01459 family HAD-type hydrolase [Rhodovulum visakhapatnamense]AB19
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFPEAVAALQRYRSKGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRIYYIGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDELRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTRMGGESLYFGKPQPPIYDLARQRLAEFADVADADILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRHQPDPERLEAFLKQHMASPTYAIGFLR
>MBL3579660.1 MaoC family dehydratase [Rhodovulum visakhapatnamense]AB19
MLDNMPRGTICIEDIEIGMCRHLRKQVTDRDIELFAEVSTDCNPVHLDDDYAMETIFEGRIAHGMLTASLISAVIGEQLP
GHGTIYLGQSLKFLAPVRPGDMVLAEVEVTGIDHSRRRVTMDCRCIVDGKPVLKGEAVVLAPSKKFD
>MBL3579661.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum visakhapatnamense]AB19
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEGARTEAARRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFARQVIVDGLGLSHVVVGEDFCFGKGRAGTVGDLARFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALTEGRPRDAAAMLGHWHRIEGEVLHGDARGRDLGFPTANMSIQGLHRPRFGVYAVRVDVLSGPHQGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDGLEALVAQIDADCRQARAILTGDLPLPFARD
>MBL3579662.1 YcgN family cysteine cluster protein [Rhodovulum visakhapatnamense]AB19
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDTTCRCANYPIRKSIVPECVVLSPKTLGEVAYWMPLSCAY
RRLWEGRGLADWHPLVSGDPDSVHEAGMSVQGWTIPEFDVPLEDWEDHVIEEEL
>MBL3579663.1 low specificity L-threonine aldolase [Rhodovulum visakhapatnamense]AB19
MHFASDNTSPVPPQILDALIAANHGYAMPYGGDAIMAEVRTAIRETFEAPEAEVYLVATGTAANALALSVICPPWATVFC
HRNAHIEEDECGAPEFYTGGAKLTLVEGADAKLTPEALREAIAFAARGGVHNVQRGAVSITNATEHGTVYTAAEVSALSA
VAADYDLQVHMDGARFANALVTTGATPAEITWKAGIDVLSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGAHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAAARLSQGLAALDRAELLHPTEANAVFAAFPREAHRRAQAAGAQYYLWPMDQSLEG
PGDVPLAARLVCSWCTTDEEVDALLAIVRGD
>MBL3579664.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum visakhapatnamense]AB19
MAHIDYYFTVISPYAYLAGTRLEGIAARHGATITYKPVDLMALLARTGGTPLPQRSEARKAYRLQELRRQAAKAGLPLTL
TPAHFPTNPAPAAYAIIAAQAAGGGDLGGLVHSLMRACWAEERDLAEDAVIRDCLGAAGFDPALADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDLHLSGKL
>MBL3579665.1 ribose-phosphate pyrophosphokinase [Rhodovulum visakhapatnamense]AB19
MHEPKLISGNANRPLASAIARRMSMHRGINVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELMIMA
DALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIFALD
IAHEFNGLAPQITVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDICDTAGTLCKAA
DKLIEAGAKEVHAYITHGVLSGPAVERIRNSQLKSVVVTDSIQPTDAILATPNIRIVPTAPLFAQAIMNIWQGTSVSSLF
EHETLAPIYEGLYAPRRV
>MBL3579666.1 cation:proton antiporter [Rhodovulum visakhapatnamense]AB19
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALVGAQVEDIRHVAEFGVVLMLFLIGLELEPKVLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLGWEQALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKARIAPDGSVVRPALEAAQPTHGAEHLSLVAGLPGWGVALVTLGAVAVVILAGHYLIRPVFRFVSMA
HLREMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLEGNIEPFKGLLLGLFFITVGAGIDFQVLLADP
LGIFALALGVMVIKGLVLAALGRLFRLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSERLTQTLLLVIALTMLMTPL
FFFVYEMVSRRLAVAGIGPDHAPDEIDERNPILIAGIGRFGQVVQRMLQMSGFRATMLDDDLATINLMRKFGIKGFFGNP
TRPETLMAAGLGTAQVFVVALDDPAATTRVVIFARRVRPDLTIIARARDRAHAYELYRAGADKIVRELFDSSLRVARYSL
EAMGLSTTEARERESAYYDFDRRMVRELADLWQPGVSAEKNEGYLRRARELNGELDTALLSRTAHRRATDPATQRPARGE
TQADSSIAPADAPEDVADRA
>MBL3579667.1 hypothetical protein JMJ92_16105 [Rhodovulum visakhapatnamense]AB19
MLKLGGAGLALVATLGLGALFLTRGENAPPSTPELSPASETLPTGPDGGRAASQAPDGTGPDIGADEDDSFSPDDGLEPV
PEGLRDTDAGAAPSPDTAGTADEATAAPAAPPEAPPPTESLVPAPLTAAEALEAYASTGIWQRAPDPLGAPSQDRIEDLF
VAGIDPAPRPPEAEDLPDPQIARAVDQALPMQSDPPGPDQTFELDERGLVEATPEGALTPEGVTVHAGAPVVVPPARPDG
LVPDPEPVAVPAPGDTAAGAEITTEGVPVYDARPEVTPPGRPADAAPETGPDTAPDTPAPDAAAPGEALSDQASEADRDA
AIPQTAETAPEVEIAVSAGSPTPRPPARPGTDAAPAAAPPSVIPADPAAAARLAGRLPRARPETLLARTEPPAEAEAPGL
HPRARPGDLAPVADAPSLDTDAAVTAALEDLADGEGEAEASADLPENALVASLRPASRPSDFEERAVAAAPAVPAAAAAV
APSVPTTASVAKQATLPDAINLRDLNLIGVFGSSADRRALLRLPSGRFVKVKVGDSIDGGQVAAIGETQLRYVKHGRNIV
LDLPGG
>MBL3579668.1 hypothetical protein JMJ92_16115 [Rhodovulum visakhapatnamense]AB19
MAFPPEAVRIAGFTLRQISSAIRTQSPYSFAQTAYDFMGGTWAADLTLAAVDARESAAISAWLAGLNGPAGRFELDMAAM
DYEGPQGTITADPVVAVAAQPRAQTLVLQLAAAADTITVGDYLTLDGHLHIVTAAEAPTPAFRQTLTLWPRLRSPVAAGD
PVALRAPWGTWALAGPETALAVSQARVRTRTLQLVEAL
>MBL3579669.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum visakhapatnamense]AB19
MRHYIGVVHQEGDSAFGIHFPDVPGCFSAADALDDLLPNASEALALHLEDEPLPEARSLDAVRADAEVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>MBL3579670.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum visakhapatnamense]AB19
METNSRKIIKRLEQDGFVLVKVTGSHHKFRKGDRTVTIPHPKKDLPLGTVRNIHKQAGWL
>MBL3579671.1 hypothetical protein JMJ92_16130 [Rhodovulum visakhapatnamense]AB19
MDTSGDRILGLLVQCRFDSGDLAMFTGHGSVEWEGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>MBL3579672.1 hypothetical protein JMJ92_16135 [Rhodovulum visakhapatnamense]AB19
MIGGTMINRREGWELRLSAEIRDWDGRAFVWGSADCLGFCRATARAMTGTDPIPDLPAYASEYEAARGLVGLGYRSIAEL
IDAHLPRVPVALARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>MBL3579673.1 hypothetical protein JMJ92_16140 [Rhodovulum visakhapatnamense]AB19
MAHRVIGLAGAVFLLSAAPAAAMPPVGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPKVKTRDEITLNKI
QPVTAGLILYGERTLGGTIVARSTTEAGGKPHRRYHSVMPLACHEIDGAVEIWLGETRVWTEAQYRRDEATGTGDPYHWG
QIDSDFRGRIRLKVHTGAEDQAAEPRYVAAASEWTADHRGRGVAYVYFEADYDRDLFPTGAPQIRVRARGKRVYDPREWT
STPLASARALRPISLWAGYDGGAIGRTSGASYPQGESDAAWTGGPIAARFFFGRRYPGGLTPEAGLSPDLTAQDGDTLDY
TRMALDADLFAAFDVAFPADPEGVIWEQGGSGYGAYLGVTGADLVFRAGSGEVAGEELARATLPVAELAGRRGTVYVEID
RTAGAVALWFKGRRYSTNPALCLRDYALTPELFGGIGWTEADLDEAAIVALANAAEEPVPLATGGSQPRYAFNGVLDTEA
SPRENLDALSSAWGGWWACESGRLTLGGAVWEEPELTITEDMLVAGIRVIARRPFEEQFNTVKAQFADAGAEHVVTDLPV
LASETYRAADNGERLVRDLGELPGETDPVRGQRLMKLALLKGRRQRQVILPCSLAAWGVRLGDNIRVTIPRRGWEAKAFE
VTARAVTVGPEGVQVRLTCLETGPAIFDWRTSEEQARPAGGIPTLPSPTAKPRVSAPTMTEELYETRGGGGVKTRVRLAA
STDNPFIDAWQFSWRPITETEATVRGLTDVAEDLIDDMAPGTYVFGARGRNTRGMWSDWVYAGAAAVQGENAPPVAITGL
SGQSAGGAVAMLRWDRHPSLDVRQGGWIEFRHSAELTGATWQSSVVIGKAVPGGATDASLPLKTGSYLARPYDARGNPGP
VSAVALRAASLVPMTEVARLDEAPGFAGTKADCSAAGGVLSTDEGATEALYYFSALINLGTAGPVRLVSDVGILIEERQD
RIFGPETGAFWTPPDGLFWQGGADAYGDLDTQVRVHDDATATWGPWQSFDAAEFDGRLFQIRAALSVESAAYALRVTRLS
VAAFRAT
>MBL3579674.1 hypothetical protein JMJ92_16145 [Rhodovulum visakhapatnamense]AB19
MTQATYIPNVTHTKAQAFAFFQGALAAAASTNAGPTPPPETWPGMLWVDTAAKALRMRNEANSGWIALGGYASDSFVPAG
LRELTEAQALDSTGTAYGMLTGKILAALLDKYDSTNTRAACHQFHSDGSSEPGIVAIGDFAMAHVAYYSAQRGSDGWRMA
FSSDGGMSWGPWIALPGDYANETGGAGTFPLTEGAFLCPFQSYARRAVTLPGGSGTELFPALTTETVRVPALATHVRFAV
VRSRAGDAVLTVTLSPAGARTEL
>MBL3579675.1 hypothetical protein JMJ92_16150 [Rhodovulum visakhapatnamense]AB19
MLEATDHALRTLLALLGGLVLVWLRTDGMAVIARMGIVIASGAIGYVAGPEIALWLDMPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>MBL3579676.1 hypothetical protein JMJ92_16155 [Rhodovulum visakhapatnamense]AB19
MKLVPNWRAVLRRAWSVWILAAMVLLSGLEAAASLLSADMLGLPPDIYAAAVGLLSAAAVLARLIAQTGLEGADR
>MBL3579677.1 lysozyme [Rhodovulum visakhapatnamense]AB19
MIRRRSAAKGGAAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETRGVGPGQTATPEACRSRLAARTAEFEAEIRP
CLPPELPVEIRAAFVSAAYNIGSAAFCRSSMSRRALAGDLPGACDALTMWVKAGGKTVPGLVNRRTAERALCLSGLD
>MBL3579678.1 bacteriophage spanin2 family protein [Rhodovulum visakhapatnamense]AB19
MILAALLLAGCGGLPVPLGPHVAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNELPAWIVL
VALIGWIAPSPAEIGRRIGEAVTRRRA
>MBL3579679.1 DNA adenine methylase [Rhodovulum visakhapatnamense]AB19
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLAKIGPLLDAAHDRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFRIEEVR
LNYSVSKGGATAARELIIANREVMTGLV
>MBL3579680.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MRRLLPLLILSLTLLACAPVARAPELASPAAPYTRAAFGAGWADSDGDCLDTRAELLADLSTVPVTLAPSGCSVRHGRWI
APYTGQVVAEAGDLDIDHIVPLRYAWDHGATSWSAEKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDQGFRCQYVL
RFRRISKAYGLAFTAAEERDLVALTGRVCGV
>MBL3579681.1 CRISPR-associated endonuclease Cas2 [Rhodovulum visakhapatnamense]AB19
MWILVMFDLPTDTKPQRRAATDFRNFLLDEGFERSQFSVYARFVNGKDAFETRVNRIERHLPNKGDIQILSFTDRQYRDI
VHFSDQGRRSARKNPEQLVLF
>MBL3579682.1 type II CRISPR-associated endonuclease Cas1 [Rhodovulum visakhapatnamense]AB19
MDQIVDISTDGRHLSRDRGFMKVSEGAEEIGRIPLDQIAGVIVHAYGTTWSTSLLTELADRGAPVVLCGSNHAPRSVLLP
LEGHHAQGARLRAQWQAKAPLLKQAWKQIVICKITMQAAALEAMGETHAPVAMLKRKVTSGDNSNVEAQAARYYWPRMMG
EQFRRDRTAPDLNALLNYGYTVLRAATARAVVAAGLHPTIGLHHSNRGNAFALADDLMEPFRPLVDCCVRGLSARNGPEV
DTQAKQTLARLIALDLPLGGGSTPVSVALSKLAASLGQSFEAGTLNLALPMPPDALTLAGLGA
>MBL3579683.1 type II CRISPR RNA-guided endonuclease Cas9 [Rhodovulum visakhapatnamense]AB19
MRLGLDIGTNSIGWWLYETDGFGAKARITGVINGGVRVFSDGRDPQSGASLAVDRRTARAMRRRRDRYLRRRATLMRLLA
NAGLMPADPVEAKALEALDPYALRAAGLDEALPLTHLGRALFHINQRRGFKSNRKTDHGDNESGKIKEATGRLEQEMMAK
GARTYGEFLHLRRTRASHPRHVPTVRTRLSVANRDGPNGKEEAGYDFYPDRRHLEEEFHKLWAAQATFHPDLTNNLRDLV
FEKIFYQRALKEPEVGLCLFSGYDDIPPDERRLPKAHPLSQRRTLLETVNQLRVTLDGRERRPLTREERDQIIHALDNKK
PTKKPPMSATQGPTLTLKYLAEKVLRLPDGQRFTLETGVRDAIACDPVRASLSHPDRFGPRWSTLDPGSQWEVISRIQND
ADYAALVEWLASTYALDRDHAEAIANAPLPAGHGRLGLAATTRILEKLEEDVVTFADAVAACGWHHSDQRTGECLDRLPY
YGEVLDRHVIPGTYDAKDDDVTRYGRITNPTVHIGLNQLRRLVNLIIEVYGKPDQIVVELARELKQSDQQKREVMKRIRD
TTEAAKKRSKKLEELGIEDTGRNRMLLRLWEDLNPEDIMRRFCPYTGRRISAAMIFDGSCDVDHILPYSRTLDDSFANRT
LCLREANREKRNQAPWEAWGGTPKWDAIETNMKNLPENKRWRFSPDAMQRFEGEKDFLDRALVDTQYLARISRAYLDTLF
TEGGHVWVVPGRLTEMLRRHWGLNSLLSDRDRGAVKVKNRTDHRHHAIDAAVVAATDRSLLNRISRAAGQGEEAGQSAEL
IARDTPPPWDGFRSDLDAQLRKIIVSHRADHGRIDREGRKHGRGSTSGQLHQETAYSIVDDTHVASRTDLLSVKPAQLLD
ELGRSGQIRDPQLRKALRVATAEKIGKDYEKALRDFAAKPGPYQGIRRVRIIKPLQEQARIPVPEQRPIKAYQGGSNHCF
EIWQLPDGQIQSQVITTYEAHRLECHKRPHPAAKRLLSVHKGDMLALEREGRTVVGYVQQMHVKNGLFIVPHNEANADAR
NSDKTDPFRWIQIAARPAVDAGIRRIAVDEIGRLRDGGAKRR
>MBL3579684.1 site-specific integrase [Rhodovulum visakhapatnamense]AB19
MESALAKWNQRIAAGRAPHANSVIQPIAAVLYASQQVGLLGDPDKDWIAIRAKLADGACPRLRAIANDARNVRLLERGNM
LRNTMEQNWRERGRYADALDITRLAFVQDHFATTQRPETGIVVMNMHKAKGKQFDEVIIFEGWPVRVGKEVKANPDRIVR
ENRPGTLAHRAVTLMLYTGAARVDAVQLGPWNIKGDRVEYRRQKTKRSGGILISVPLHDDLRRILEELAADRPFLATASG
KQRSAAGLGNAMRKWCDEAGLDVCTSHGLRKACARRLAEAGATPHEIAAVTGHKTLALAQLYTEAAGREGLADAAFEKLI
ARPNGEQNVVNLHERFAKGDTNTLEGKEKP
>MBL3579685.1 hypothetical protein JMJ92_16200 [Rhodovulum visakhapatnamense]AB19
MIATGRPDWSLAILISTKRMMRFVSDILREPFGNVPAIAHAASIDMEGPILAADVIALLLQQACAADDLDQLVHLMCQYL
RGRGGG
>MBL3579686.1 hypothetical protein JMJ92_16205 [Rhodovulum visakhapatnamense]AB19
MPEIKWPREIWAAQPDPDDAEGRHVFSEHATVPRFEGDSDRDCAFHRYVDGDIVDSADRYHREMLIASRARAEAAETERD
RLRTELERLREDAGRYRWLRARDLDTIQSGGIFAGKTPENLVLNLEDLDAAIDAARHHGDRGNG
>MBL3579687.1 hypothetical protein JMJ92_16210 [Rhodovulum visakhapatnamense]AB19
MADTLRASFGRFEAETVPAEARLTIRLDGTPVIRLFGRDLVRSALLGGSWCPDMQRALRWGLQRIEAELGEDLRFRAGVM
AACETMRRLSVGLDVHAGQTSAILLGEKVPNVDFRKAVGELVDSVMEGTLDG
>MBL3579688.1 DNA-binding protein [Rhodovulum visakhapatnamense]AB19
MPLTLCFAPRLMPAGQAAHYLGVSVSKLRTLPITSKQLDGKRVWDLRDLDAYADNLPTHGESDQGNTCDALFTARAS
>MBL3579689.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MRRAVHGKGILKHLNASGRWPSGNVRYYYRPKGQKGVPLPDMPPSHPDFLAAYAKAAGLSEPPLPSARTGSIAAGIAAYL
KSDAFLSLSAGTRTRRRIMLDDIRRRYGTGLTRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQDAGLAEDDAAGPV
RARRAPPTDGHLPWTRDDLAKFRDRWPETTPQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGRVDVPFTA
SAPDWAEPSDRTHLFSALKAQNDRHAVWMVTTHGRPRSIKAASQWFAEAARAAGIDGGRSAHGLRKTRAQIMAERGATPD
QRAAWLGHESLSEVQHYSRRADRRRMLSGTEPEPKSSNSPNQVPTIVRK
>MBL3579690.1 LacI family DNA-binding transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTVSRVLRHSGDVSEKTRAKVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSLSNMVFPEVLAGINEVLEDTPLQPVFG
LSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEASRAMLRAAGIPVVEILDLDGEPIDSVVGISHRRAGAEMARAIAGAG
YRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMTRALLDRHPDLDFLYFSNDMIAAGGLL
YCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAQIIADCVEKGLPGKGERVALTPRIDPGHTLRADL
ARCGQAVRDQV
>MBL3579691.1 glycosyltransferase family 2 protein [Rhodovulum visakhapatnamense]AB19
MPAVSIVIPMKNEAENVAFLLGEIAEACAGLDSHEVIVVDDGSTDTTAAIVAERMKSDPALRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADETGRLGLVAGQRVGRQDTASKKWASRAANAIRARLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFKRDGWEIALVDVSHRERHAGQSNYNNLQRALVGIHDLIGVSWLILRRKKARATEEV
PHGH
>MBL3579692.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAIETLFGWLHVDSWAEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGVILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRSA
>MBL3579693.1 glycosyltransferase family 39 protein [Rhodovulum visakhapatnamense]AB19
MRTGAAAPDRHGWLIPAATAVLAVTAIRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAVTEMVGNDAP
FWVRLPAPLFHAATALILGRIAAGLWGRQAAIWVALGFITLPMVAAGSILISTDTIMFPFLALALGFWLRMLARPGPGWA
LAAGVALGLAFLSKYAAIYYPLCAALAAVLIRPARPRLHDAGLALLAFAVTISPNVVWNLQNGLTTLEHTLDNADWVRDP
SGRAGFNIAGLAEFLGSQFAVFGPVLFAALIWGALRWSDRDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLAGT
LAVLPRLGRGLRIASFAINGTVALALPVLGVYAPSASFGGPPVLERYLGRVDLSDRILDIAEAEGQRVIVADNRDLLADL
FYTGRDRDVSIHAPPPEGRASNHYALRHALPRGLSGTVLYVAAGTPPACAAGTDPLTELTPETGAYRGKRFVLFKLPASC
WNG
>MBL3579694.1 SulP family inorganic anion transporter [Rhodovulum visakhapatnamense]AB19
MNALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLAKLGQLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTSVPSPLITIIVLTAVTMAFGIDVRTVSDMGELPDTLPVFLIPDIPLTLETLKIILPYSIGVAAVGLLESLMTQ
TIVDDLTDTPSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGTMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRTLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFRVTSEISPDGR
ARTYVVEGQLFFASTEEFMRAFDFKEALERVTIDVSRAHIWDVSSVAALDMVVLKFRREGAEVEIRGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MBL3579695.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MTGMLMALVDGSAYSESVCRHAAWIAKRSGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSQLMEQLSDLDEQHAKLSQAQ
GRAILEDAKALIEGEGVTDVITRLRHDDIVNTVEQKEAAADMIVIGKRGEAAGLESPHLGSNFERIVRASHKPVFVSNRS
FAPIERVLIAYDGGVSSMKAVDHVARNPVFAGLKVIVATAGQDTADLRRALEKARVTLNAGGHEAEVKLLKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTGMIRSCKVPVVLMR
>MBL3579696.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MGTAVSVVFRTRWPIGTSKRAAFELLHWTRFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAEGYAGDR
EAMHDALAALNSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQIMSWLGHQTLKE
AEHYTRQASRRRAVMGEEQEQNVATPAAQVATFPKKP
>MBL3579697.1 DUF4062 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MANDNIQLISVFIGSPSGLEVERTMFRDVIDELNRHHSRHWGCMLEPVGWEETLPGRGRPQALINQELDRCEYFIGVMYD
HWGSQTASDNPKYTSGFEEEFERAKGHVSSGKMNDIAIYFKEVPPERLRDPGESLKRVLAFKKECFSKRDALYKEYSSEA
GFETLIRAKLTAIGWAEFGKRQSELNQKVKSEAPPKGVIAKPETDSGKNHLFSEPTRAFLEAMALRGAGWEETNAIEVAR
IRLVASSVYRSGNDETVLGAHDANLLFRYRDTLELGNEEIRGLVDSGISGFGSQNVPLWHWLSKYLKDESNRERLAISAS
IAGDTKQAYAVRLISLLGIEPPEIENFLSREKVVRRWMDEEGERGVLSEAVIYLQDNSKSEDIPLLEEIYEKSSSQHQAK
LGDLIVKLEARSGATRALSRALELGIDEIDEETAEKVFENPASLTTELLMECVASPSGTIRQRSSAILCDRGALQRELAD
TLLSDPDYTVRFYAALSLHRAGHPLEDNLAKQALAITKKKKGLIELFALEETDTEHLDRYKLAVLCEKDFRQLKEEYDQS
GIYDEDAAFVLFREHPNKMKKELREQLKGGFERYLATRLNELERILGSQSEAFKGAEKHIPFLRKRLTTAALEALCGLKQ
KTDLDLVRHVLDNYNVDMCETAIEFLGRFGDWSDLARIKDMSDFRPVTLNLLSISFPKALPQKATAVISIGKDRMADLLS
EDMEPLLRRELLKQLQKRNVTSMSDEVLLQALGHDDEECRAIMALKCVQVLPKTRISSLLKKYTDHDGYRFYNSIHWLDL
GASMPRDTAKSVASKELARR
>MBL3579698.1 hypothetical protein JMJ92_16275 [Rhodovulum visakhapatnamense]AB19
MVKTYAILVGIVIVTAAGDYALKMAAVRPSPLTSFWFVKGTLLYAVTAVGWIALMQSHSLPQIAVLYSAATIVALSFIGA
VAFGEHVSLRQWTGIVLALTAVILVEFEAS
>MBL3579699.1 SET domain-containing protein [Rhodovulum visakhapatnamense]AB19
MILVRHYVAPSPIHGLGVFTREQAKKGDVIWRFEPTFDVEIPERLLEFLLDPYAETVRTNAEYFGSRRVFRLGNDGDIFM
NHSDNPSLIDLGDEMVAARDLKVGDELTCDYRTVVVLDFSPPPKAQLKESTP
>MBL3579700.1 bifunctional diguanylate cyclase/phosphodiesterase [Rhodovulum visakhapatnamense]AB19
MRSEALPPKIMAASILFIATFSGVLWASFISIVDTTNRDAAKQSKVLMSGRIGAYQEQLALIASDYNNWTDVYLAAENLD
LKKLSTNYGITAVRGDVFQYAEMFDGPFAEPIAWFSGGTLQPGPSLFDEEVRNALRRHVADLNQNTRETYEFFMNIRGKI
VIFSASYLLPEFGEFERSNHGEKHAIAMVGKVLTQEALLRVADELSVRDIHFTTEYSTEALPSISLLGPDEAPIASLSWN
APEPGTNLFAKMWKILAAATAALAAVTILAAAVVNINIRKLVRKECEAADLARTDNLTGLANRLYLLERMEALLQMPGHE
VVALVLDLNRFKQVNDVVGHAGGDALLKSFASRLNGFPFRNSFCARTGGDEFVIVFWGESRLLEAIKKRASWLQSVCSRP
ISCLGFEFDISVSKGLAITHNGQLSAQEVLRRADRAMYHAKTQGLQRLVIFDDEMERTDHSNRKIERSLRESLTTDGHFF
VEYQPIVSASDPSKLIRVEALARWRDDSGDIVSPSEFIGIAEVSNLIVPLGWKILDIVCLDLARNPGISASVNVSAIQLM
SPSFASSLTTRVLRSGVEPERIELEITETVALQDTEVVVDQVRRLVAAGFSVALDDFGTGYSSVGYIRKIPFSTLKIDKS
FAIGGIGGGENEALIEGIVSLSHALGVEVVAEGVERVEDFIKLNQIGCDYIQGFLVGRPTSLEVALDGISKSCLELAMQS
>MBL3579701.1 bacteriophage spanin2 family protein [Rhodovulum visakhapatnamense]AB19
MPVRPRLILAAALLLAGCGGLPVPLGPNVAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNE
IPAWIVLVALIGWIAPSPGEIGRRIGEAVRGVGYSRKL
>MBL3579702.1 lysozyme [Rhodovulum visakhapatnamense]AB19
MIRRRTAAGGAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETHGVGPGQTTTPEECRTKLAARVAQFEAEIRPCL
PPELPVETRAAFVSAAYNIGSGAFCRSSMSRRALAGDLPGACDALTMWVKAGGRTVPGLVNRRNAERALCLSGLD
>MBL3579703.1 hypothetical protein JMJ92_16300 [Rhodovulum visakhapatnamense]AB19
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAAASLLSADMLGLPPDVYAAAVGLLSAAAVLARLIAQTGLEGADR
>MBL3579704.1 hypothetical protein JMJ92_16305 [Rhodovulum visakhapatnamense]AB19
MLDATDNAIRTLLAILGGLVLVWLRTDGMALLARMGIVIASGAIGYVAGPEIALWLGTPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>MBL3579705.1 hypothetical protein JMJ92_16310, partial [Rhodovulum visakhapatnamense]AB19
GGRIRIPDPLRPRPIGIARPDYIYDQTGSVGLSATIALGGAARRTSRIRLVFISGGSNYGTFGGGRASLYRRREYIAD
>MBL3579706.1 aspartate--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
DESLVNAKIPTGEIEVFVRELEVLGQAEELPLMVFGDQDYPEETRLRYRYLDLRRESMQANMTLRSDVVASIRRRMWDKG
FREFQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDLE
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDTDWPQISYADAALWYGTDKPDLRNPIKMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPTGGSRKFCDRMNAFAQKEGLPGMGYIFWRETDGQMEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTDKDRFAFCWIVDFPMYEKDAETGAIDFEHNPFSMPQGGIEALEGDPLKVRGYQYDL
ACNGYELVSGAIRNHRLDIMFKAFALAGYAEDEVRKRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADELNIREVIMFPM
NQRAEDLMMGAPSEPSNDQLRDLSLRVIPQE
>MBL3579707.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTQDLPLGAPLAHWTPPPRPGRDSLSGRYCRLEPLARDHAAELHAANQADGSIWTYLPYGPFPDEAALADWIAQAASGPD
PLFFAVREAVSGRALGVLSYLRIAPEAGSIEIGHVNFSAALQRRPAATEAVALLIGRAFDLGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQATVVKGRNRDTAWFAAIDAEWPALKAAYQTWLDPANFDADGQQRVRLSDLTRPILVARDPEAR
>MBL3579708.1 hypothetical protein JMJ92_16325 [Rhodovulum visakhapatnamense]AB19
MTQVAEIAPVPFAWTRGLVSARASALLADLFPRAHDARAGECIGIVKRFISFGRRSLTGHPAEALVVMGEDGRPVCLAGR
YLEAEARQDLFRLEEILSAPGLLAYGALTPHASGLRHAAAPPRALELVLGANVHMLRTLDWQADIAARRHAGEPISRALS
SNLRLLAEHPGSHDAVEDMRDTLHAQATLMLGLLSFDEPVLPALSGIAA
>MBL3579709.1 polymer-forming cytoskeletal protein [Rhodovulum visakhapatnamense]AB19
MAQAIISEDLTIEGDLVAKDSAVIVNGRVKGNIAAKAIEISATGQVTGSLSAETVTISGEISGRVTCTDLALSATARVQA
DLTAESLTSSKGARVSGRVEITGR
>MBL3579710.1 polysaccharide deacetylase family protein [Rhodovulum visakhapatnamense]AB19
MSLKTHGRYDYSPITDRPDFTWPGGKRLAVYLGVNLEHFAFGEGLGAELAPGGPQPDILNHAWRDYGNRVGAWRLIEMLD
ALDLPATVLANSEMYDHAPELMAAHRTRGDEIAGHGRSNSERQGTLDAAAERALIREATETLARAEGKAPQGWLSPWISE
SPVTPDLLAEAGYGYTLNWCMDDQPVWMRTAHGPLLAVPYPQELNDIPAIVGRKDSAETFARMIVENFDEMLDQSARQSL
VMGIALHPYIVGQPYRLRALRRALAHIAGHRDRIWITTAGAICESFAAQRPA
>MBL3579711.1 nuclear transport factor 2 family protein [Rhodovulum visakhapatnamense]AB19
MTDPAAEAKRIVEAYLERSMIPDPEGAAAFLADDFRMTFTGGRKFGGPADSAAFNGKRYGWVRKRFLRTDAVTDPETGEV
RVYNTGHLYGAWPDGTPFDGNRYIDIFTVRDGKIVSTDVWNDSAEILLDRAGLAEAPL
>MBL3579712.1 energy-dependent translational throttle protein EttA [Rhodovulum visakhapatnamense]AB19
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDAALTVRENVMLGVAGKKAKIDRFNEIAMQVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGEKRRVALCKLLLEAPDMLLLDEPTNHLDAETIAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLEQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEELAGQSEREKLGRAQIIIPNGPRLG
GKVIEIEGLKKGYGDRLLIEDLSLALPPGGIVGVIGPNGAGKSTLFRMLTGQETPDAGAITFGDTVKLSYVDQSRDALDP
NKTVWEEISDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDSVEPKRVKYKKFAR
>MBL3579713.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum visakhapatnamense]AB19
MRAGLPTARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKSEGPAPMARRIAAARAVMDHPRVEI
TDLEARIGTRYTAQTLKRLMALYPGVRFVWLMGADNLIDFHRWDRWRWILDNVPVGVLARPGQGVAARRSRAAITHARYR
LSADRAPCLADRQPPAWCYLNMPMVDLSSSEIRARGDWRG
>MBL3579714.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum visakhapatnamense]AB19
MTTPLSQLSRRLFLAGLMAGPAASALGAPLDRSPVPRPRPELRGRVADAAQLIEAAGLSGKFAFALVDVETGTLLEAHKP
LLGLPPASVAKSVTALYALDALGPEFRFSTRLIATGPVTGGRLEGDLVLAGGGDPTLDTDLLGDLAAQLKAAGVTEVRGR
FLYHAGALPGLPAIDPGQPPQVGYNPAISGLNLNFNRVHFEWRRAAGGYAVTMDARARRYAPQVGVARIHVVDRATPVYT
YASNGGIDEWTVAQGALGAEGARWLPVRRPALYCAEVFQTLARSHGIVLDTPQEVAGAPAGIQLGRIDSAPLAEILRGML
KYSTNVTAEAVGLASTIARGARPQSLAESGQAMTEWLQTRMGAHKARFVDHSGLGDASRLSPMELVRTLAIAAPEGRLRP
LLKDIPIRDDAGRPQTGHPVEVSAKTGTLNFVSALAGYIGAPGGRQMAFAMFSADEARRARLGPEEMEHPPGGKAWISRS
RALQQDFLRRWADLYA
>MBL3579715.1 hypothetical protein JMJ92_16360 [Rhodovulum visakhapatnamense]AB19
MVPVDLPARFWPFADRFVAAAEIVVDRPRGSAHPRFPELVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVLASMDL
SKRDAELKLLLGCTEAEMAEIDAFHNQAGFIAGLLVVRPDGV
>MBL3579716.1 tellurite resistance TerB family protein [Rhodovulum visakhapatnamense]AB19
MPGKAPTPIAPLAPRQYSAPQHDPTEAPLSEPETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFAAYDQD
RIRIVAQTVFDLFSEYDGLDALFGLVNEALPDKLHETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERA
ARARHTVL
>MBL3579717.1 lysine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHIGTFGEVLRTTMIRRAVEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEYESFGHHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDLMAVMLKSLREERQQTYSIFLPIHPETGRVLYVPMKQVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGRKPEHFTYELFLDESGEKISKSKGNGLTIDEWLTYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAFPGQDLKAQIDNPVWHIHGGTPPESRMVVPFAMLLNLASVAGATDKDGLWGFIRR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPQRQFRAPDATERAAMEDLVARLKVWDGGLDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MBL3579718.1 CHAD domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTYCLKRSDKSTEAALRRIAIEEIDAALTELDDPGIALHEKVHGLRKRAKKLRGLIRLVRPAFPAYARENGAIRDAARRL
SGLRDREGMVETFDKLVAGGRLDGFEPVRAHLVAARDRAAAKAHVEEDLAAFRLDMLGLRERARSWALYGDGFRPMRRGL
QRTFDRARKGRAAAAEAPEVAVIHDWRKRVKYHWYHTRLLRPIERGPLGRRAKKVEELSELLGDHHDLAVLDTHLAATPD
LPGGAETRDALHARIAARQADLAEAAQTLGARLFASPAKDLGRSWKRWWKSWHRD
>MBL3579719.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum visakhapatnamense]AB19
MSAKDPFRPADDAARALARKLIAEARYAALAVLRDGAPFVTRIALAPGPDGLPVTLISDLAPHTAALRALPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFATRPAERTTLRDHYLDHQPKAQLYADFADFHFVRLVPHSGHLNGGFGQAFRLMAEDLGA
>MBL3579720.1 peptidoglycan editing factor PgeF [Rhodovulum visakhapatnamense]AB19
MTLEILTSNALAPLRHGFFTRQGGASSGIFWGLNCGGGSSDLSEAVAINRNRVAGAMGVDTDRLVTVHQVHSAAVAVIEA
LPEAPLRADAMVTRTPGLALGVLTADCQPVLFADRTAGVVGAAHAGWKGALGGILEATLDAMETLGARRDDTVAVIGPTI
SQRAYEVGPEFLDTFLTEDPDSTRFFAAGKGDRVQFDLPGFSLARLRGAGIGQAIWTRHCTYSDPDRFFSYRRSVHAGEA
DYGRLISAIRL
>MBL3579721.1 SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MTPLARLLARRIAATGPIGIADFMADCLMHPEHGYYSTRDPFGEAGDFTTAPEISQMFGELLGLWLAQVWLDQGAPAPFA
LAELGPGRGTLMADLWRATKRVPGFHAGARLHLVETSPHLRARQRQTLPGLDIAWLDSADALPEAPLFVIANEFFDALPI
RQFQRDAAGWRERLVGLEDDRLTLGLSAPVPLAALDHRLADTEPGDIVETCAPACAIVETLAARIAARGGAALIVDYGGW
HSLGDTLQALRAHRPEPPLAHPGEADLTAHVDFEALARAARTVEGLRVSGPTPQGVLLERLGIAARAQALAQNLAGAALR
SHIAAHRRLTHPEEMGTLFQTLALTPARAPDPPGLRS
>MBL3579722.1 prolipoprotein diacylglyceryl transferase [Rhodovulum visakhapatnamense]AB19
MQAVLPFPDLTSEIFSISVFGFDFALRWYALAYIAGIVIGWRLVVALMRRERLWPASRPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPLYYLQAPWEIPILWHGGMAFHGGLLGVMAAVLLFTRKHGIPLLPAADALALATPPGLFFGRIANFINAE
LWGRPSDLPWAVVFPGEAAQYCPGWDSFPCARHPSQLYEAGLEGLLLGAVLLWLALARGALKTPGRIAGTFFAGYGLARF
AVEFVRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMMALGLGLILVSARRRA
>MBL3579723.1 accessory factor UbiK family protein [Rhodovulum visakhapatnamense]AB19
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRNFVTREEFDAVRAMAQKAREENEALKARIAALEAK
>MBL3579724.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum visakhapatnamense]AB19
MALSSLAALAEPTRLESMRLLGDGSEHCVCGLMARLDVTQSRMSRHMKVLKQAGLVTDRRDAQWVRYRLNPDMPAGIRAI
VEAVLAASAARGRSAA
>MBL3579725.1 DUF2059 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSRLFAAAALIAALAGGPVRADDGPEVQRLVEALALPDLVEIMRDEGLVYGDGLEADLFPDRGGARWDAAVARIYDSDRI
ERAMREALGTRLAVDEIEPLVAFFTSPEGARIVALELSARRAMLDPEIDKASRERLEEMQADGDPRLDLVGRFIAANGLI
EANVAGALNANYAFYTGLVDGRAFDYALTEDQILDDVRRQEPEIREDTRTWLFSYLAMAYAPLDDATMESYIRLSETRPG
QDLNDALFEGFEAAFQGISRDLGLAAARFIAGQDL
>MBL3579726.1 50S ribosomal protein L21 [Rhodovulum visakhapatnamense]AB19
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMVDGQVGTPTVEGAAVQATVIDQIKGDKVIHFVKRRRKHSS
QRTKGHRQQLTLLRVTEILASGAAATGVKAAIGSGSVSGAAVAVAEPKAAEAKAEAPAEAAAPAGDDLKKLPGVGPAMEK
KLHEAGITRFAQIAAWTNEQAAAMDSRLGLKGKIVNDGWVALAKDLAKKA
>MBL3579727.1 50S ribosomal protein L27 [Rhodovulum visakhapatnamense]AB19
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAAASGNIIVRQRGTKFWPGEGVGMGRDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MBL3579728.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MKLDLIPPQPAIAAERFVLRPVRRSDAGLLSLYSGDLRVARFTRSIPHPLPPGATEAFIQRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLTANPQKAKTVFAEVFQDNPGSARVLTNAGFEYLGDAEA
YSVAREAKVATWTYLKKLG
>MBL3579729.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTGAADGFHVETPRLILREFRPEDVTPLLRIGRDRRVAQMMSTLPVRWTRAQATEWIARSRFRGEPGFRLAIEQRGLGLI
GVAGLGGAPAMLAYFLDPAVWGRGYATEAMRAFVAAAFARFRGLDVLAADHFADNPGSGRVLEKLGFERLGRGAGRSLAR
LEPAPNIHYRLIRAKFEARHEIP
>MBL3579730.1 GTPase ObgE [Rhodovulum visakhapatnamense]AB19
MKFLDLAKVYIRSGSGGNGCISFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGADMVLKVPVGTEILEEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANSGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDATSEDVAADWDTVLTELELYGGDLADKPRVTVLNKIDSLDGDERAEKRAALEKATGGPVMLMSGVSREGVTEVLR
ALRAEIDEDRLRLKADEEGEDEAWRP
>MBL3579731.1 glutamate 5-kinase [Rhodovulum visakhapatnamense]AB19
MASLSSARRLVVKIGSALLVDRATGSLRADWLKGLAQDVAMIKARGTDVVLVSSGSIALGRGVLGLGLGTLALEQSQAAA
AVGQIRLARAYEDCLEPHGITTAQVLVTLEDSEDRRRYLNSRATMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYNANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRMRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFLRVDAGAAGALKSGKSLLPAGVTEVTGDFGRGEPVAILGP
QGEGLGTGLSRYTSVEARLIKGCRSGEIESILGYPGRAALIHRDDMAT
>MBL3579732.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKDIIDIHALMADLGARARVAAAELAFAPAAAKRRALDVAAETVLRHKAQILAENATDMEYGRDKELSPAMLDRLMLNEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDLPSGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLARARLPEDAIQRVPTRDRAAVSAMLTLTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADKVLARLPGTVPATAEDWGREYLDM
DIAAKVVGDIDSAIEHIRTFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGNGTLRA
>MBL3579733.1 histidine phosphotransferase [Rhodovulum visakhapatnamense]AB19
MTDLTALVGSRICHDLISPLGAIGNGMELLVMAAAETPDDAPGEELALISDSVARANARIRMFRLAFGAAGDGAEVAGRE
VCEILADYYGGSRHNVTAEPPAALSRAMAKVALLAVLCAETALPRGGRIALSWSEGRVVMQAEAERMSLDPRLWTPLTEG
ALCHEDLRPAEVQFALLPIALAEAGRRLTFDHDEAHLTLAF
>MBL3579734.1 DUF3553 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MHPMNAILEPGMLVRHPAQPDWGLGQVQSVIGARITVNFTEAGKVVIDGTRVELIPVFES
>MBL3579735.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MQPPEEFFQLRLARGEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLILIDTRRDAAALDHVVGVYRL
LTSDRAAAIGRFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQGIEVLFGVASFHGTDARA
LAEPLSYLHHRHLAPSDLRVRVLPEHFQRMDLMPESEIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTAKMNEKSRSRYGRGQG
>MBL3579736.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum visakhapatnamense]AB19
MMLKLTLRLVERPLFGLRRPVTPWITQGVSRAALAILGMRYRRRGRPMRERGALVANHASWLDIFALNAGGRVYFVSKAE
VADWPGIGWLARAAGTVFIAREKREAKAQADLFETRLKAGHRLVFFPEGTSTDGRRVLPFKSTLFAAFFGADLRDILWVQ
PVTVVYTAPEGEDPAFYGWWGDMGFGPHALKLLATARPGGVELVYHPPLRVAEAENRKALALACETAVRSAAAG
>MBL3579737.1 thiamine phosphate synthase [Rhodovulum visakhapatnamense]AB19
MAEPERPQIYLITPPAFDPESFGPRLAGVLDSHDIACLRLSMASRDEDLVARAADGLREIAHERDVPLVIETHVGLVERL
GLDGVHLTDGGRSVRKVRTLLGADPIVGAFCGASRHDGIGAGEGGADYIAFGPVGESGLGDGSRAEADLFAWWSEMIEIP
VVAEGALDAATVAALTPITDFFAIGEEIWREEDASAALGKLIAAMG
>MBL3579738.1 TfoX/Sxy family protein [Rhodovulum visakhapatnamense]AB19
MAFDEGLAAELRGYLNEAGFVTERRMFGGLCFLLESHKVCGAFGEAGFFRVCPDRAAEALALPGTRPFASSGRRMTGVIS
VDADLMADEARRGQMLALALAFVRSLPPKQVRQAGRSQPEKTPL
>MBL3579739.1 RNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVDPRDGWPNPRAVALASGAGRLLDHAGIFPSTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLADGRRVAVLFGPERAGLENDDIARANAIVSVPVNPDFASLNLGQCVLLSAYEWR
RQTAEILPERLEMAGAEPASLLEVEKLAEHYEERLSEAGFFFPETKAPGMKLALRNMWSRMPLTRPDVQILHGMLRQLTR
VRGRGE
>MBL3579740.1 COX15/CtaA family protein [Rhodovulum visakhapatnamense]AB19
MSKTRSKAKTRSIFEEVGTEAPLERPVVQPGAIDRAARRGARGAVAWWLISVFVLIAAMLIAAGVARLTGHPAALPGFGP
LYGQLPPLDPAGWTAAFDRFTAAGGATDLAGFQRLYWWGWGIRQAGTLAALVWALGYLGFLVFGKLPKGWALRLLPLGGT
ILGIGAADWAMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLSAWGAMLLRRPEAQLMQARRARDGRAFGMATGVMHLAFL
QILVGAMLGALDQGRGFPDWPLMAGGILPPEPLSLEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTR
RAFDWLGVMVFGQGVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MBL3579741.1 carboxypeptidase M32 [Rhodovulum visakhapatnamense]AB19
MTAFDDLMAFQHETEALSQVSMRLGWDQETMMPRGAAQQRAEEMAALESVLHRRRTDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYTRATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAGALAAMFDRMRPRLVSLRERIMGSGRAPAPLSGHFPEAGQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGTDVRIT
TRVDETEPLGSLYSTLHETGHGAYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRSRAFCSWLFGRMTEVFGTAGA
ADADAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPRNGLLQDVHW
SVGLFGYFPTYTLGNVYAGCLYQALRAAVPTLDADLARGHAEPATAWLKSEVQRSGGLYEPAETIRRACGFAPGEGPLLD
YLDAKFGEIYGL
>MBL3579742.1 hypothetical protein JMJ92_16500 [Rhodovulum visakhapatnamense]AB19
MISHDRLWQAIWLPARRVAFAIVARLWWRRPPEEISARLEARPLRDQATIVAAVLTGLFLTSLVFAHAGILGMLVFLLLV
ILLIR
>MBL3579743.1 hypothetical protein JMJ92_16505 [Rhodovulum visakhapatnamense]AB19
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKRAAAAGRVVPAE
>MBL3579744.1 enoyl-CoA hydratase [Rhodovulum visakhapatnamense]AB19
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQDQIDALAEDRETRVVILKGAGKAFCAGHDLKEMQAGREALDGGR
AYFADLFARCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALTRTIPRKH
AFEMLTTGQFVDTGRAEALGLINRAVPADMLDDAAWRLAETLAGKLSPALRVGKGLFYDQLERGIDEAYSMAGAAMVENM
MLSETEEGIGAFLEKRPPAWQA
>MBL3579745.1 PaaI family thioesterase [Rhodovulum visakhapatnamense]AB19
MQPVMDVAALTAFLRSAFPQVGEEFVVEEVAPMRVRVRLAVTDRHLRPGGTVSGPSMFALADVGIYLAVLAMIGPKALAV
TTNCSIDFMRKPAAGRDLICEARLLKLGRVLAVGDAMIRSDGSDEIVARASLTYSIPPK
>MBL3579746.1 DUF1638 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MASAAGAGRRCGTAPAAEAAVSAPDDRSLTETGLPPDGMGRVLVIGCGALAHEILALKRLNGWDHLDLTCLPAIWHNHPN
RIAPGLRTLVERHRAAYPTILVAYADCGTGGGLARTCAELGVEMMEGPHCYAFFEGQAAFAARASGEIDAFYLTDFLTRQ
FDAFVWRPLGLDRHPELAPLYFGNYRSLVYLAQTEDAALDRQAAACAARLGLAYERRPTGYGDLAAFLAGRG
>MBL3579747.1 hypothetical protein JMJ92_16525 [Rhodovulum visakhapatnamense]AB19
MPVRRLALLLTAVIGAAGLTVWLAALLPASGVAWLLPLALAAAVGLRLLQRRR
>MBL3579748.1 aminoglycoside 3'-phosphotransferase [Rhodovulum visakhapatnamense]AB19
MFDGLSGYVWTRNNIGESGGEVYRLHGNPGAPDLYLKYCWGAEAGSLLDEVSRLRWLAAHLRVPAVVEFRCSADEAWLLM
EALPGETAYQALLARPEEREVVVDALARFLKKLHSIPTNQCPFNSGQAYRLGLARQRLGAGLVDEDDFDEERRGWSASHV
WREMLLLLPQAPDLVVTHGDFSLDNILVVGNEVAGCIDVGRAGSADRYQDLAILWNCLGEFDTSLQERLFASYGMPVPDW
SKLQFHLMLDEFF
>MBL3579749.1 hypothetical protein JMJ92_16535 [Rhodovulum visakhapatnamense]AB19
MDASGDRILGLLVQCRFDSGESNMFTGHGSVAWEGVTYLGAAGQMLRIGEAVTRRRA
>MBL3579750.1 DUF3445 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQRLPGIQPRDPERWLILDEAYGAQMAERDRLIATHRDAVHAMRPEVGDAAWELYDLVLADLARRPGTVIGATEVLRPDG
VRVPLEGPPLVRLGRLLDPHLCRGD
>MBL3579751.1 type I glutamate--ammonia ligase [Rhodovulum visakhapatnamense]AB19
MSKDKVLKTIKDEDVEYVDIRFTDPRGKLQHVTVMADLVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFIFDDVRYAVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKRIGMKVDKHHHEVATCQHELGMIFDSLKKQADNLQKYKY
VIHNVALAYGKTATFMPKPMAGDNGSGMHCNMSIWKDGKPLFAGDKYADLSQEALWYIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIKNKIDPGEAMDKNLYDLP
PEELEGIPTVCASLREALESLAKDHDFLLAGDVFTKSQIEGYMELKWEEVYAFEHTPHPMEYKLYYSC
>MBL3579752.1 P-II family nitrogen regulator [Rhodovulum visakhapatnamense]AB19
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVNA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MBL3579753.1 bifunctional ADP-dependent NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum visakhapatnamense]AB19
MAELLTSAQMRAIEADAMARGDADGATLMERAGAGVVAAALAEWPDLEAGPKAALVLCGPGNNGGDGFVVARLLAERGWR
VDLFLFGRSDRLPPDARRNHDSWAAMGRVRPWDDAAVAAHLAGGEADLAVDALFGSGCTRGIGAIAARTAAALEVFRAAG
GRALAVDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEASAFCGRVVIADIGLDPAGRCPGAVALVQAPGPRIGK
AGAVGGHKYSHGHALVLAGGPGRTGAARLAARGALRVGAGLVTLAAPGSAQLECACHLTATMLRRVDSAEDLTALLDDPR
FSALCLGPGMGAGPREAALLAASLASGRAAVLDADALSLLAAAADPFAGLRADCVLTPHGGEFARLFPDLAERLASRAAR
GPAFSRVEAVRAAAARSGAVVLLKGADTAIAAPDGRAAIHAALYERAAPWLATAGSGDVLAGLVTGLLARGRPAFEAAAE
AAWLHAEAARRFGPGLIAEDLPEALPAVFRALDL
>MBL3579754.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MSRPATTRPLRASSASWTSRRSVSGSAICQHDLVPHGWRYTAATQLADAGVDMRDIQAVTGHKTLLMVQKYTAQANQKAA
SRRAQTAREQSRNETGKR
>MBL3579755.1 biotin transporter BioY [Rhodovulum visakhapatnamense]AB19
MAYALTEKVLVDNIMPRNGALRVARDAALVVAGIAILALAAHIKVPMIPVPMTMTTFAVLTLGAAYGPRLGLITILGYMG
VGALGFDVFAGSSAELSGLTYMMGSTGGYLVGYVLATLALGTFARAGWDRSMGRMAVAMLVGNVVLYVPGLIWLGQLYGW
DQPILAWGLTPFLLGDALKLALAALAVPAVWRLIGRD
>MBL3579756.1 hypothetical protein JMJ92_16590 [Rhodovulum visakhapatnamense]AB19
MPELEDFEGAWLLTRRIDDRLTGQVLRLTGRAVFAPDDAGLVYDETGRLELPGQAPAVATRRYLWRAGVAGIEVFFEDGR
FFHALGPGDRPEARHDCAPDLYRVRYDFAAWPCWSSRWDVHGPRKNYAMESEYRPES
>MBL3579757.1 adenylosuccinate lyase [Rhodovulum visakhapatnamense]AB19
MIPRYARPEMTAIWDPATKFRIWYEIEAHACDAQAALGVIPKENAEAVWKAKDVVFDVDRIDEIEAVTKHDVIAFLTHLA
EHVGSDQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPSVEEHVCKQMGLVPETISTQVIPRDRHAMFFATLGVIASSIENVA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEAGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTLFKRVFGES
>MBL3579758.1 hypothetical protein JMJ92_16600 [Rhodovulum visakhapatnamense]AB19
MTTRTILAAAALALVPALASAECGWEKRINANTCGEGQTFDTATGTCVDQSTS
>MBL3579759.1 flagellar motor switch protein FliG [Rhodovulum visakhapatnamense]AB19
MQSFGAPIASPGLTSRQKAAIIVRLVLNEGIDLPLHSLPATVQTDLADEIANMRYIDGNTLQVVIEEFLIELEQFGLAFP
GGIDEAMRLLSDHLSPEAAAAIRARFGAERGGDPWATLAGLDPTRLTEILLAESPEVAAVALSKLPSQIAAATLGKMPGS
DARRIAFAISRTAEVPPAAVVRIGRALADRINSAPEPAFDLAPETRMGAILDVAPAATREDVLEGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQAKLITAMAGADGKTGPAVEFILNNMSQRMANTLRDEINERGTPAADEAEAAMADV
IAAIRGMEAAGEIKLRKSSKAA
>MBL3579760.1 lysophospholipid acyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MGKRDRRARRLGDWLTDRVARLLIGTALALPYERRVPFGGWVTRRLIAPVAGYRARAEANLALVYPGMPAGERRRIADAV
ADNAGRTLIENYSTRAFLARMAGVEPRGPGLAALEAARAAGRPAILVTGHFGNYEAARAALVARGFEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTAGFVRHLRNGGMLVLLTDQHARRGTELRFMGQPALTALSAAELALRYGADLIPFYAT
RRADGLNFDVEIEAPVQPSTPREMMQALNDSLEARVRRHPDQWFWIHRRWKVR
>MBL3579761.1 DUF1223 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRAVLTVLLAGCVSFAGPARSDPSPVVVELFTSQGCSSCPPADALMAELAQRDDVIALALHVDYWDYIGWKDVFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGEDHVVGYRPMDLAHLIEAHAVTESPVTLSLSRQGDTVTVSAVSTQAFGEDAVLQIV
RYQPEQLVDIERGENAGKSLLYTNIVDAWTPVARWNGADPLSMSIEAAGGEPVVAILQRPGPGEILAAARLR
>MBL3579762.1 aconitate hydratase AcnA, partial [Rhodovulum visakhapatnamense]AB19
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFGRLPAALKVVLENLLRFEDGKTVTVDDIKAFSDWAANGGKA
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGNAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQDGAEVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFKLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLDHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDAGYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLDQAAEAFF
RVVSDYRGKDESAEAHDMLAEAPAPDSASDPRKTAKVAGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDLNIDLTRDPIARDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPTSSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKDTTPAGKYLIERQ
VPVREFNSYGSRRGNHEVMMRGTFANIRIRNEMLSGVEGGYTLGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEERFSIKGLAGDLKPQAEVPCTIVYADGT
E
>MBL3579763.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum visakhapatnamense]AB19
MLLLIDNYDSFTYNLVHYLGELGAETKVVRNDALNVQEAMGLRPSAILLSPGPCDPAQAGICLPLTRAAAETGTPLMGVC
LGHQTIGEAFGGKVVRADEIVHGKKGRIEHDGSGVFAGLPSPFQATRYHSLIVERASLPDCLIANAWLEDGTIMGLRHRE
LPIHGVQFHPESIASEHGHALLKTFLDTVKEPA
>MBL3579764.1 anthranilate phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MSDALKPLIGLAADRPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVTAPEGAIDIV
GTGGDGKGTLNISTATAFVVAGAGVPVAKHGNRNLSSKSGAADAMTHMGINVMVGADVVETALREVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGAFSKALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
EGTITERELHPEEAGLPVHPFEAIIGGTPDHNARAFAALLDGEASAYRDAVLLNAAAALVVAGRVTTLREGVERAQDSID
SGAAKSKVEGLARITSEAA
>MBL3579765.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum visakhapatnamense]AB19
MTETILDRIKAYKLEEVAADKVARPLADVEAAARAAPAVRGFAEALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
RAYEAGGAACLSVLTDAPSFQGAKPYLTEARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDADELDRAAKLKSPLIGINNRNLRSFETSLDTTRQLAKRVPEGRQIVSESGLNTPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRKLLANPAMGAH
>MBL3579766.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum visakhapatnamense]AB19
MPELTHFDAEGRAHMVDVSDKPETARLAVATGWVRMAPETLALVVAGSAKKGDVIGVARLAGIMGAKRTSDLIPLCHPLP
ITRVAVDLTPDDTLPGLRIEATVKTAGRTGVEMEALTAVSTAALTVYDMLKAAEKGMEIGGITLKLKEGGKSGRYEAPE
>MBL3579767.1 molybdopterin molybdotransferase MoeA [Rhodovulum visakhapatnamense]AB19
MISVDAALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGQGWP
GTVAPGQAVRIFTGAPLPAGADRVVIQEDVTREGDRIVLGAGFDHGTNIRAAGGDFRQGDMLAAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGEIPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEVSLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGEAAMIGLPGNPVSAMVCGHVFLRPALRAFQGLPKTPLP
TARAPLATDLEANGPRTHFLRARLTPDGLLPFERQDSGLLSVLAEADALLIRPAGDGPQPAGALADYLTLR
>MBL3579768.1 transcriptional repressor LexA [Rhodovulum visakhapatnamense]AB19
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEARGFRP
VVIDGDRPETPAPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGSMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQTTAENGEIVVALVEGHEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MBL3579769.1 ComEC/Rec2 family competence protein [Rhodovulum visakhapatnamense]AB19
MPALAVSAVLAAVEARRGHLFPWTPVFLSLGIGLYFLQKTEPPVWALWACAGVAAALALAARRLPELWGPLLIALALVAG
GAALAGARAHLVAAPKLDHRVYGALEGRVLVLDRSISDAPRITLDQVWIEGVRPDETPRRLRVALHGAGGVMAPPPGARI
AMMAHLSPPGAPAEPGGFDFRRHAWFQQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSDALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVVFTALRFALALWPRLALRLPIKKIAAAGALAVGAVYLALSGGN
VATERAFVMVAVVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPADRWRPPRWA
QGALAVVISSAVAGAATAPFGAAHFNQVSQFGLIANLASVPLMGLLVMPAAVAAACLAPFGLAVLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLVPILAAFALWSAVARPALLIADSGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQAAAFARPGLSGARGEQEVTVAGQRVTLITGRGWADRVAPACARGWVVVPQFLDDAP
AGCRVFDRAALARTGSLALFPGADGPRVVTARGVAGDRLWAQ
>MBL3579770.1 glutamate--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MTDMSDSPVVTRFAPSPTGYLHIGGARTALFNWLFARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAIS
QFERAPRHAEVARAMLANGTAYKCFATQEDIEAFREAARAEGRSTLFQSPWRDADPATHPDAPFVIRLKAPREGVTVIGD
KVQGDVKIGNDQLDDMVMLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFDDAQAKEWFSLEGIGRSPARLDFKKLENLSGQHIAGA
EDAALLHEVQAFLAATGAPSLTEEQIAGLARALPFLKQSAKTFPQLVEKAYFILGKRPFEPDQKAAKSLDDVSRGILGEL
TPHLQNASWTRDALEAAVTGVAEAHGLTLGKLAPPLRAALAGRTVTPSVFDMMLVIGRDETLARLADTQG
>MBL3579771.1 citrate (Si)-synthase [Rhodovulum visakhapatnamense]AB19
MADSKKSATLTLGDTSVELPVLSPTAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESSITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCFLLLYGELPTAAQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLDLLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRR
>MBL3579772.1 hypothetical protein JMJ92_16675 [Rhodovulum visakhapatnamense]AB19
MTRLHTITAVSLLGAALLAGCGESYGERALTGGVLGAGVGAATGNDVGTSAAIGAGAGILTK
>MBL3579773.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum visakhapatnamense]AB19
MTDYKTIGYDCADGLAVVTLNRPEVMNALSAQMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIANIDIERT
LRDEYEPMLNAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAAEWGMIWEAVPEDGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFESQLSLEAELQGRCGASRD
FKEGVLAFVEKRKARFEGC
>MBL3579774.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum visakhapatnamense]AB19
MPRPALTAALLLALSLSPLLSGPLEAVEPNEILADPAEEARAREISKDIRCLVCRNESIDDSNADLARDLRLLVRERITA
GDSDTEVVDYLVDRYGEYVLLKPTATGSNLVLYIAGPLMLVLGLGGAVFYIRGRRAGRDAGSEALSPEEEARLKEILGK
>MBL3579775.1 heme lyase CcmF/NrfE family subunit [Rhodovulum visakhapatnamense]AB19
MVIELGHFALALAFAIAMVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPTLKARVLAVQAAIGAAFYAFILFTSNPFDRLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIIAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFSVRAGAMEAKGVFGTVSREAALVFNNILLAVAALVVFVGTIWPLVAEMAFDRKLSVGAPFFNMAFTPFMVV
LAILLPLGSILPWKRARLARAAVPVIPALLLALALGALVWAMQTGHSALGPIGVALGAWLIAGSAVDLWLRAGRTGMAAR
LGRLTRLPRADWGKAVAHAGLGITMIGISAMLAWSQEDIRVAQIGERYDLGGYGFQLDRVQKLEGPNYISTTATMSVWRG
DRQVAEMHPEKRVYPVAGMPTTEAAIDGGFLRDLYVAIGDPQQDGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRRV
RVAAGARKERGPVLPQPAE
>MBL3579776.1 holin family protein [Rhodovulum visakhapatnamense]AB19
MGMMNAALGMLLSGGPNVVREAAEVFRVNAEAADKRDLELQRAVLEEFAREFAQPRQTRFDALIDGANRLPRPLLALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAETMAMAPQVARNLQHLRDLSEEAVA
VRTARTDTGAVAVSRGTNPALEEWRER
>MBL3579777.1 peptidoglycan-binding protein [Rhodovulum visakhapatnamense]AB19
MTKTVEELAREIVLCEGGYVNDPDDPGGPTNHGVTLDTLRRLRLDLTGDGLVDIADVRKLTADQAVAIYVDHYFRRPKLD
ALPGVLHASVFDMYVNAGANAVRLLQQLLNDMGQPCGVDGAVGPETARAAKTAAEAAPDHIADAYGIARRNYYYALADRR
PASRKFACRRDGGKGGWILRAEEFISPRYHLSEDEHRERIARWG
>MBL3579778.1 cytochrome c maturation protein CcmE [Rhodovulum visakhapatnamense]AB19
MRGLKKRRRIQIIVLAIAALVLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGSLKRGQGETIRFNVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPSVEGANGS
>MBL3579779.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum visakhapatnamense]AB19
MSYSVAILGASGYTGAELIRLIATHPELRIVALSGERKAGMPMASVFPHLRHMDLPDLVKIEEIDFSTVDLAFCALPHAT
SQAVIRELPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVDLQQEAVYGLTEFYRDEIRAGRLVAGTGCNAATGQYALRP
LIEAGIIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSMLAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLARAYADEIFIEVLPFGDHPSTRHVRGSNFVHIGVVGDRKPGRAMVIAALDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MBL3579780.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRPVLAAAALAATFALGGAASAATIVLDGSKEIRLTLNDVSNVVLSFSIDASAASYTNSGGYIKWSTREDGRQDADGPWG
TCLECGYSGGDWALSYDPYSRSNTLTSDLELDFGKTLESVYVWIRPTYGTGTVSYDDGSQGAPDIEAVPLPAGGLLLISA
LGAAALLRQRQRARKAA
>MBL3579781.1 DNA polymerase I [Rhodovulum visakhapatnamense]AB19
MTEGFGTGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRTDL
YPDYKANRDEMPADLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEEKFGVGPDRVVDVQALAGDSVDNVPGAPGIGIKTAAQLIQDYGDLETLLDRAEEIKQPKRRQTLIEH
RAQIELSKKLVTLDAETPLDETLDDLEVKEPDAGTLLGFLAQMEFRTLLKRVADALGAEPPALSETSPAAADPAAPEASA
ALPFDPEGYECVRDAAALEVWIGRAQARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
PGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHEPIPI
KSLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLASTDPNLQNIPVRSEEGRRIREAFVADEGKVLLSLDYSQIELRI
LAHVAGIDALKEAFREGQDIHAMTASEMFDVPMAEMTPEVRRRAKAINFGVIYGISGFGLARNLRIPRGEAQGFIDRYFE
RFPGIRDYMDATVAFAKEHGYVQTLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAECARGVMERAGLPAVALDVPLVVDAGQGPNWAAAH
>MBL3579782.1 DsbA family protein [Rhodovulum visakhapatnamense]AB19
MTVTRRGLGWLIGAAGVTAAVSAGPGLWRRAFPPEIETEPVPGLPGFRRVPRPGPALSPLIGLTAEPPPPLPEDPCAALF
GPAPEVPEAVPVACFTDIRCPWCRQLTPLLIARAARRPAAIRIAWQPLPLLGESSVLAARAALAAEAQGAALDWQERTMG
GALVPTPRGMREIAAGMGLDIAAFERDMAHPRTEARLAEARALAAAFGFVGTPGLVVGRVAILGGVDGPMLDRLIAEGRA
APGSACG
>MBL3579783.1 zinc-finger domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPPEAPGQDTDSIPPETTYTSEWRVCCDGSGPGLGHPRVWLSIPPETGFVECGYCDRKFVHQSFADKVRT
>MBL3579784.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTGNAIEIEGLTKTYAASGSQPPKQALKGIDLDIPAGSIFGLLGPNGAGKSTLINILAGLVLKTSGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRVTDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEQGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEDEVAAPPEMPAPVETCLRPDGALRFTYRRSEIGTGAVIEAVRNAGISIRDIATEEPNLEDVFVALTSHKGAA
>MBL3579785.1 pseudouridine synthase [Rhodovulum visakhapatnamense]AB19
MSRVILFNKPWGVLSQFTDDGPPRPDRRTLAAFIDQPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGIPPDGALDALGRGVTLKDGPTRPARVRRIDEPAGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGTWTLDGIETGTWRAA
>MBL3579786.1 HIT domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTYAYDDQNVFARILRGEIPNDTVLETGMSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIARVCEM
KGLEDGFRVISNAGEHGVQEVPHLHVHILGGRVLGRMLAKA
>MBL3579787.1 glycosyl transferase [Rhodovulum visakhapatnamense]AB19
MATVAYLLLCHRDPDTIVAQAGRLTAAGDLVAIHLDRRAPDADFAAIRAALAGNPSVVFARRVRCGWGDWSPVQATLNAA
RAALAAFPQATHLYLLSGDCLPIKPAVRLRADLDDSGSDHIESVDFFESGWIRTGLKDERLIYRHFFNERRQRRLFHASM
AVQKALGLERAPPADLQVMIGSQWWCLRRSTVEAILAFLVRRPDVFRFFRTSWIPDETFFQTLVRHLVPSGQIRSRAPTF
LMFTDYGMPVTFYNDHYDLLVAQEGYFARRISVEAVPLRARLAAVYASADPGPAASGGGPEIHRFLTGRGRIGQRFGGRA
WERGAGLGQGRQLMLVTCKKWHVARRLVERVRQATGLASADFAFDDEAVDLPDLGGIERSRAKRSRHPRAFLRLVYESLG
TDRLILCLDPADLEIMADFQADGATVRVLEIVCPFSQADLLGHARRLGLLSDASPPGVAARVLPALAQDLERETARLRAA
GFPALYRLSPGQKLSEAALVLAQFLAIPYDTARGIADTATLFDD
>MBL3579788.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum visakhapatnamense]AB19
MQKITVETTPIEGQKPGTSGLRKKTPVFMGPHYLENFVQSIFTAIGGVSGKTLVLGGDGRYFNDRAAQVILRMAAAGGAA
RIVVGQGALLSTPAASNLIRKRGTDGGIILSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATRTITSYDILEAQD
LDLSAPGEFTLGKTVVEVVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYAKAILEGALGAPEGSVINAV
PSPDFGGGHPDPNPIWAKPLVDLVMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANAALAPGYAGGLSGVAR
SMPTSRAVDRVAEALGIDCYETPTGWKFFGNLLDDGRATLCGEESAGTGSDHVREKDGLWAVLLWLNVLAGTGLSVADTM
RAHWRAYGRNYYTRHDYEAVDQDKAEAMLDALRGRLATLPGQSFSGRRIEMADEFAYDDPVDGARSTGQGIRIHFEGGAR
IVYRLSGTGTVGATLRVYLEDYVNDPARLELPVEEVLADVIAAADEIAGIRARTGRSAPDVRT
>MBL3579789.1 acyl-CoA dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MPILPPPASSVPVEVRNQPPDRGDVDLWASDSALREAAARAGAPDAPLAAYGRDMGRAEMRAAGRAANRTVPHLVPVDSA
GQRLGEVRFDPGWHCLMRTSIAAGYAALPWEGGPGGHAAHAAMVYMAAQVEPGHCCPLTMTYAAHPALAASDALAAAWQP
LLVSRRYDPAPLPLAEKQGATLGMALTETQGGSDLRATATRAEPDGEAWRLTGHKWFCSAPMSDGFLTLAQAPGGLTCFL
VPRWLPGGSNPIRLLRLKDKLGNRSNASTEIEYDRALAWQLGELGDGIRTILTMVHHTRLDTALAPAGLMRAALSEAHHW
VAHRTAFQKRLIDQPLMRAVLADLALDVEGAVALGLRVAAAVDRAEDGEAEAALARIGVALAKFQTNKQAAPMIAEAMEV
LGGNGYIEDSPLPMLYREAPLNGIWEGSANVICLDILRTLAREPLAAEALAAELHAAAGADRLYDAELRAHAARWPGLPN
EAEARWYAEQTALLLTASVLLRGAPDAVAEAFVATRLGARRGRAAGAFGRRESGALLDRLGPSADA
>MBL3579790.1 HAMP domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDRWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTRALVLELAYLTRIVDAAPDLAEARTEAGAVA
RPLGLGLTLPAEAPQDESRRFYDLSGETVTETLRRGLPGFTGIDLATDTSRVWVGIETGKGPMEVSFNRGRVSASNPHQL
LVLMVFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPSGATEVRAAGRAFLDMRARIERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDTPETRAMLRDINDMGRMIDTFLDFSRADALDDPEEVDPAALLDRVAQRAGAAEGTVELGA
LPRGQRASLRPMAVERALQNLIDNGLRHGSRVAVSLYLRPGALVFTVEDDGPGIPEDQRELAMQPFQRLDESRNQNRGSG
AGLGLAIAADIARGHGGALHLGTSARLGGLRADLVLAR
>MBL3579791.1 MBL fold metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MDDPSAPKPFAPEPFAPEPGRAERLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVTVIDPGPASRPHLAALLAALAPGER
VSRIIVTHSHLDHSALSRPLAEATGAPVLAFGDSRAGRRADLAALDGLGGGEGVDAGFAPDETLADGARIEGEGWTLTAL
HTPGHMGNHLCFAWSGLGPDAGALFTGDHVMGWASSMVSPPDGDLGAFMASLDRLAARPEQRLFPAHGAPVPDGPGRIAA
LAAHRRARAARLLDVLSRGPATPAALARAIYTDTPPALLPAATRNVLAHLIDLADHSLAAPDGPLAAEALWRRV
>MBL3579792.1 hypothetical protein JMJ92_16785 [Rhodovulum visakhapatnamense]AB19
MTRRCERCGAPIPGHKRADAVYCSKTCKNTDYGEILAAGRIDDKRDRAPCLHCGAPIPPEAPANRRFCSITCQRLARRVR
DKAARVQTCPVCGKTFNASIPDQTCCSHACAAVYRREAGPRPCQCCGKEIPAPLPEQKWCSSRCRERAWKIRRRKG
>MBL3579793.1 hypothetical protein JMJ92_16790 [Rhodovulum visakhapatnamense]AB19
MLMLTPEAMEMHRALKRRERDARRGKMAAVRVDRLTDAMAAQMRAAFTEGHAASLFAFEGPFRHAIRSGLCLQGWKWAAA
DEMAAAMVAEALRKAGAKRPSWNEGQPEWTIESGTLIERTRCQRCHKPLPEDHHKFCSDLCRTSHHAALWRLREADGESA
VTMAVRSNL
>MBL3579794.1 hypothetical protein JMJ92_16795 [Rhodovulum visakhapatnamense]AB19
MGLWEAGMSLADVTGTDMLDRQTMALCARALALRGEALFLIRDRLVPAIDWDLSTRDGQPRAYRVQVPEVGGNRGETVLA
PEVLHFRIGCDPVTPWAGSPPLKRAQISAELLGEVETALRDVFRDAPLGSQIVPVPEGSADDMEALRAGFRGKRGAALVI
EGVAQSTAAGMNPNIGKSPDQLSPDLARTLADKMLTEAKGAILGVYGVLPGLTNPATTGPLVREAQRHLAQLVLQPVANL
MAEEASRKLGGAVSIDVVRPMQAFDHGGKARALGAMLQAMAAAKEAGLDDATVTDALKFIDWAE
>MBL3579795.1 hypothetical protein JMJ92_16800, partial [Rhodovulum visakhapatnamense]AB19
HAIGDGPAPQPVLVNWAWTGDRQRSERGQLTGAARTPPRAPVAAAAAGASATGAGIGTVPDGAAAAVAARGGGIGLWPLL
LWLGWLILALMLAAIVALLVPACGLRGLAGVSFCPAPPPEASAADASTLILQDQIDRIEREIAIADRACQPAPPPPPPAA
APVEESRYDRALDDAGATRGDLNFSLFWTGASDIDLAVTCPTGARISYRAKNVCNGRLDVDSNVDDIRPDPVENVYFNGP
AAGGYRATVTLFSDRTRGPDSFKLLIRHGDVSRIEEGTLGRQGESWTTTINYPGLP
>MBL3579796.1 virulence factor SrfB [Rhodovulum visakhapatnamense]AB19
MISDRKEQLRPLVNWHEDITVVPFSGIQMLDFGFAIDKLTARPWRFIERTVDDAPDERMLIPLTGNEDLDAPLEAAARPD
DDEYSVRTAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELARPDPETGHTHRVQIALDTALTAQDQ
SIHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQPRDPQLWVSDWLKELFLSFKRAERPGRNISEDTLPHQFE
HWARYLACLQVIDQAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGESRVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFAELKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDEARQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEVKQRLRHPRKAPTDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RSRRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKTKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIDAFLRLKGRDRVRPGEAAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSGIVLPRLQTSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILTHSETAAEYDRFDLSVAETL
GLPRPAPEPDEDGVAPPRTGPAEPLISTEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLVSMHTYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSESRIPNF
KVTTGAFQMKSTARFVGEMDYNGQILDEKLMFSELDLDTKGGAQEATVAMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITQVEDGDGGGMKNGDVVLKLHTLGFDDEYWIDTGVFRY
>MBL3579797.1 hypothetical protein JMJ92_16810 [Rhodovulum visakhapatnamense]AB19
MTTKDQLAERCARVEGAARRALDWVADPENAETVGLERKSLVQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSESDVARTIVNSFYMDGDQS
EPVPEPEAITAHLAAFRAKAGGAEVPGVSYEDVLEIADYVNRSFGRAAYAAGLKTFWEDAALIAPKLAVADRAALFAILW
GGHAPLTDLYIRLGEALQTIRNAEEVHAPLAALTPRETSIIDVKTLHGLYGEAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYDLFDETDLLDFPGARNRFEQPLSKTLIEPEKTVTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVENWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAGGGEETRFERRMQASLLEKFGRGKDPWVESWTPGRP
FDNCYWLRNPNFFVDGLIDYDDAKREIRIRPEKEARLAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKIGQIGVQLDKLAGDLAADLAPFHVSDDIGRRIEEKREAAAAIIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAAIARPLADTAHAATPARPGRPLRPGRAAGADLALAEAPAAAPKSGNGTGNGTDIRTMTAETFQ
AESAVEVWIEGLKRFREDVETVGHFGLSPGSVATLSAELTHALRRIGVVDRARAQLKAMAFGLTVDKQAEPAAIVCAEHI
NRFVSVLGTDALPEAQRARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANAKDTDAGTVNI
AQNLRLGEILADFGAGGA
>MBL3579798.1 hypothetical protein JMJ92_16815 [Rhodovulum visakhapatnamense]AB19
MALTVRPDPRRPSGGYAELSAASDALPETEATVSVFDAFSERFLGIDGWQSDRAEFGPYPVVQDGGRATLVIGPEIVNQI
EEYAALKIRVNRVEADISWPDDVVPMPGAPRMGGLAVTRAAPARGPGALTGRAPGTEAPPPKATDAPEAGTASDAPKGRS
RLPLIAGLSALALLIAGGALAWFLMQPPAPVFTETRKTEPPPPPPPDPCGAEALAGLAGLPFAEGRALMASCGARVTPQQ
ALAALEAGADAGDAEALLLFGEIYDAGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAVDRLGRLCPELRAASDT
LSRSAALEYCSP
>MBL3579799.1 VWA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MARPLLIDGTSTVYQRVLTRPGAALHDAPGGPVSSHYPAFQPLYVFARQAGWVQVGPSSAAAPAGWVEAETVVDWKQNIV
AAFTNPADRARSLMFRTEEGLRGFMEDEALVDTQARLIEKAETGMLTPEDGVVSIEPENFVNIRDRFYILPILDFVEDLH
PMTYDPNLLLKVASVPLRDELPAAAAEASSSAGSFDTGVVFVFDTTKSMQPYIELTRKALAKIIFDINGTDIGDRINFGI
EAFRDNPQAAPGLDYRTRQVIPLARRINQLPVLEAIDNTRAATVSSPGFNEDSLAGVEDAIRQTDWDQTASDDPFDARYI
ILVTDAGPKDPRDPNARSEIGPVEIQRDAEDRNIVIMTLHLKTDAGAANHDYAADRYRQLSRFAGRQFYYPIEGGSEQAF
EDTVTLLVTALTDHVRMALGQARVQAPEDRDDDLEFLGHALQLAWLGTREGTRAPDVFESWVTERAAEKPQALAIEPRLL
VTKNEMATMAELLDNLTRIAETTRGEDEARDFFRQVRGVIAQMAQNPDRLVATDADSLGGALEYLERLPYRSQLLQTDET
RWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MBL3579800.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MADALVLRDLGVSLADGDRGFALRVPELSIAAGETVGLTGPSGTGKTLLLELLGLLRVPDAGGVYRLCPGDAPERDLTAL
WTRRGRIARLRGRLFGFVPQTGGLLPFLTLSENVALPQRICGRPDPGLVRDLIDRLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMTLLFEAAGRTGSAVIVSSHDLDLLGRFALTRYRLALDPDHAPGRPVSRLIAA
EDGPEAA
>MBL3579801.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTLLVTLALRALFRDWIFVFCNVAVLAGVIVPLLVLFGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVRFATLKTRSIFDYVNVRATGGRGRQEALIAPSGTGDPMITPLPGLGADEVAVSPALAAQLGLATGDRVEIFTQAENRP
RQLVLNARVAGVLPPGRLDGRVVMADIGLLDLIEAFYDGYALPEHGIDSGKPLADRAGSFEGMRVYAAALDRLAPLQDRL
ETRFGVRTLARTAEVTSVLTLGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVVQA
LVTAVLGLCVSFLLFRLTAALAERLFETGLAERGGLVSVSPAEALAIAAAVIAFVGCASLAAARAALATDPATVLREET
>MBL3579802.1 SUMF1/EgtB/PvdO family nonheme iron enzyme [Rhodovulum visakhapatnamense]AB19
MKAAALALSLLLAAPAAAGVTWDRDQYDPGGATASADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGYS
DYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALMGECSPPKRIDRTALGGLSWFRAVELSQLYSEWLLAEARDALP
PETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLTRPNPLGLYDIYGNAEEL
MLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSASDGSATAGETFGLRLVLSRSVAWSDPVLREIKA
GWIARTEDTGRGGADQTPLGTLTEMIDEEIDPRRKAALQELQLEVRRSAEEATAAFGEAAKSNLLNGAVLVGAMLAGRQE
EARMSSELIGIADQTRLCSRPEQCTALRGAGAQLMTKLATLREVQKTYLLSLRSAVESLTEGADSQLTGDALRLLQGELS
ASSQRQILDNLTRFSAVLDAYRDHPDMSEDELHALVLSR
>MBL3579803.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MRAVSFLLLMLVLACPPTPGRAAGGIDRDSVRFAQLATTEGPSGDMGADIRDGLLAAFDEVNRAGGVRGRKLLLDTFDDH
YEPGRAIVLARDVAEGDTHAAFIGQVGTATLKAVLPVANRSGMPMIAPFTGADFARAETAGRVLNLRPSYDQETEAAVAE
LVDRIGLKRIAVFYQDDYFGAAGRDGVIRALARRDLEMVAEGRYTRNTVAVKVAALMLADAAPDAVILVASAGPAARLMG
IARELGLETRYLALSTVDPATLAAEAGADATGTMFCEAVPSPFDTDLPVAADYRAALKAALPEATPGFGSFEGYLSGRLA
IEALREAGAEPTRDKLAEALDRLGDIDLGGLVLRFGPGDRQGLDAVGIYRLTADGTLVPAGTAPSGT
>MBL3579804.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]AB19
MRAALGLRFDSSDRMTGQVVSFTRLAEETRARLFQLSDDAAYDMTLAGQQTGETVTSTLDHLVGTDFVAATLILKVRAEI
NFLGGLALAISKSEDAAYTAIMRDMADTSLNALDVALGRLAEMQTVEDYLPALVETHESFEKLARRGFRLRKGLTELVLE
QRETSEKALSGAMDDLTFDLMTGARDAAQFNGEAIERLLTNEVQQIRDTADIGLSVEKLIATAFLGAIAQDVDEAAKIQD
TLDGLVAELEAVVARSYVPDDLQELIARIAGETSAETGIVATRLALLDAQDQAEDRSLTANDRLGEIAAAVRLTSEEAIA
NAHEAGDAILLQAGEARDRLMMLAVASGTVAVLAIVLSWALIVWPIGRLTGITDRLARGEMTEIPGFRLFGGEVARLAGA
LLVFRDNLAERERLRAHEREAEAEERRRADEQKAMVRELAGGLQALAAGDLTRTLSTPFPPDYEALRADFNATLATLNDM
MATIALNATAIRSRAAEMGASSDDLSRRTENQAATLEETAAALDQLTASVRAAAEGAAEVDRVVKEAHDQAEQSNTVVVE
AVAAMTGIKDSSDSISQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSDAAKEIKGLIAASTD
HVASGVTLVNRTGEVLTDMAARIGNIAELVDAIATGAREQSVGIAEINAGTAQLDQVTQQNAAMVEEATAASMQLREEAT
TMADLVARFRLDQGGASLSSPANAEPDWASGPANEAPRRAAAGTGWADF
>MBL3579805.1 cobaltochelatase subunit CobN, partial [Rhodovulum visakhapatnamense]AB19
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFDAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAGAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIANRVMAWVGLARAPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLADAGLPGAPAEDLTGDLADTLGRETLSWPLPEYEAALAALPAPLRDALSDVWGAPETDPACRDGAFQF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSDACWPEA
LIGDLPVIYPFIVNDPGEAAQAKRRIGAVTIGHLPPPQRQAGSPERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPEAASDFDTAPSVAAESAALLGALQGAPVAPGPSG
SPWRGRRDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTAGEDFAMALHLLG
VKPVWDEGSGRVSGIEVLPVALLDRPRLDVTLRVSGLFRDVFPALSALYQKAIRALSQRDEAPDWNPY
>MBL3579806.1 cobalamin biosynthesis protein CobW [Rhodovulum visakhapatnamense]AB19
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLDPRPDHILIETSGLALPKPLLKAFDWPAIRSRITVDGVIAVADAEAVAAGRFAPNIAAVDAQRAADDS
IDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAIEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDSAADHDHDDFESVVIDLPEQDDPEALAARIEALARSRNILRVKGHVAVSGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MBL3579807.1 DUF1636 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSAPEPAPVELLVCTTCKRRQPADPDAPRPGSLLHEAVRAHGLPEGVRLVPVECLSACSSGCSVALRGPGRWTYVYGNLD
ETTGAPILAEGARAYRDAPDGLVPWRERPEHFRKNCIARIPPMEALK
>MBL3579808.1 FAD-dependent tricarballylate dehydrogenase TcuA [Rhodovulum visakhapatnamense]AB19
MTDPDPAAPIAGARPAPLATGVLVAGAGFAGLVAAIEARLHGAAVTLIDPAPPPLLGGNTRHCRNIRLVHDRETPWQRGS
YPAAEFATDLARLSPPETGLGAVLAEGSAGLGPWLAARAVAFEPWAEGNLPFSRRTAFFRGGGQALTNALVRCAEGLGVE
ILCGWRIDTLPPGWAEDRALALTADTPDGPHPIEAEALILASGGYGANRAELIRHLGPGAAVFANRGTPYQQGAPLLWLM
AHGAETAGRPGDGHLVAVDARAPRDDAGIVSRADGMQVGLVVDATGRRFRDEGAETGSARYSVWGRALAERADPRAWLIL
DAEGTGRLPPLLYPPLAADSPAELARLCGIDAEGLTRTLQAATEDAPLDPPRSRSDGVPLTGSPVAAIPLVPGLGFTRHG
VAVDATARVRLAGGGTAHRVFAAGAAMTGAVLGEGYLSGTGLTVGGVFGRIAGAGAAACAGPAANRPRPAAVPAPAATDP
VPPVPEPWAEAARALNICNTCGFCTGLCAVFPAAQRRPNLAAGDLRHLAHLCHDCRSCHYDCQYAPPHALAVNLPAALAA
ARAADHAAGLPPHLPDLIFLLCLIGLPLAALTLLPPGVLFSTQTGPGAFYAVIPHAAMAGGAALAFTGAGLGLGLRLWRF
WRATGGPTARPSLESLWQGCRDALTLANLGAARACDGAHGPVGRARRWSHHLLVTGTALTALATLAGAVLHLGGALAPYP
VASAPVLLGSLGGIAMLAGLAGLERWHRTADRRPAAARMQAANRGLRAQLAIVAASGLALLALRDGAAMGLMLALHLGAV
LGLVLALPFGKLGHGGFRSLALIRHAGEEAARRPGPDHRA
>MBL3579809.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTMRILSSAAVLALLSGAAAQAEFALTLLHTNDVHARLEPISKYDSGCPEEDNRAGDCFGGAARLATAIAAARAEGGPTL
LLDAGDQFQGTLFYTYYKGKAASEMVNRLGYDAMAVGNHEFDDGPEVLAGFAARLTMPLLMANADLSAEPQLKDRIRKSV
VIEEAGERIGVIGLTPRDNPELASPGPNIVFTDPLDAVQAEVDRLTAEGIDKIVLLSHSGYEADKRIAAGTTGVDVIVGG
HSHTLLSNTDDTAAGPYPTMVGDTAIVQAYGYGKYLGRLDVVFDDAGKLVSAEGAPILLDASVAEDAGVKARVAELAQPL
EEIRQKVVAETAAPIDGERGSCRAGECQMGNLVAEAMLDRVRSQGIQIALQNGGGVRASIDEGPVTMGEVLTVLPFQNTL
STFHVPGATVRAALEHGLSQVEEGAGRFPQVAGLRFTWNPEAEPGQRLRKVEVQEGGAWLPLDPDRSYGLVSNNYVRNGG
DGYSMFLDAREVYDFGPDLADVTADYLAAQAPYTPRLDGRIATE
>MBL3579810.1 DUF952 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAEQVTGTAEKHFAGESDLVLVAVEAERLGTDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVV
>MBL3579811.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTPLERAGLAVFHRMDPERAHTLSLTALQSGLVPLPGRLTGPRLATDLAGLALPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLVEDRAAINRFGFNNDGMEAIRARLAARPEGVPVGLNLGANKDSADRSADFARVLSACG
AHVDFATVNVSSPNTEKLRDLQGHEALSALLAGVMAARAELSRPIPVFLKIAPDLTDAEIDDIAQVALEAGVSGIVATNT
TLARAGLKSPEAGQAGGLSGAPLFARSTRVLARLSAATGGRLPLIGVGGVGSAEDAYAKIRAGASAVQLYTALVYGGMSL
VRDIVDGLDRLLARDGFAHVAEAVGSGREDWE
>MBL3579812.1 arsenate reductase (glutaredoxin) [Rhodovulum visakhapatnamense]AB19
MTGIVIWHNPRCSKSREALRLLEETGAEPTVRRYLDVPPTEKELRETLDMLGGCAIGMMRTGEDLFSELDLTKDAPDEVL
IAAMAAHPRLIERPIAMADGRAVLGRPPERVLELLED
>MBL3579813.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum visakhapatnamense]AB19
MPAAMPRPTACLTLADGTVFYGQGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNDEDDETAEP
VAEGMVVKWDPTEPSNWRAAEELKTWLARRGRIGIGGLDTRRLTRAIRQQGAPHVAIAHDPEGRFDIEKLVAKARGWSGL
VGLDLAKDVTCAQSYRWDEMRWAWPDGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPATATAEDVLALDPQGV
FLSNGPGDPAATGDYAVPMIRKVLEKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMSDRPVFSVQYHPEASPGPQDSYYLFERFADAMAERKQA
>MBL3579814.1 GatB/YqeY domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDLRTRISAALKAAMKDREADRLGTLRLINAAIKDRDIAARTEGGEDGVGDAEVLAILARMVKQRQESARAYEEGGRLDL
AERERDEIGVIEDFLPRQLTEDEVDEAIGAAIVETQANSIRDMGRVMALLKAEYAGRMDFAAVGPAVRQRLA
>MBL3579815.1 hypothetical protein JMJ92_16900 [Rhodovulum visakhapatnamense]AB19
MFTYLKKVRPEDWPALALRAGALLLITVHLIVFLFIYQHPLFILSALVMGLLLAREMYEDLSQRFFRLKAEEYEKELHGA
QEDAPQTERHPLLIEGAASLKDISTRSTRH
>MBL3579816.1 lipoyl(octanoyl) transferase LipB [Rhodovulum visakhapatnamense]AB19
MEPEWIEFEELSPYLETVAAMETRADAIAAGRAGEAIWLIEHPPLYTAGTSARPADLTDPGRFSVFETRRGGQYTYHGPG
QRVVYAMLDVGQRGHDVRRFVWQLEEWVIATLAEFNVRGERRPGRVGVWVVRPELPPGPDGAPREDKIAAIGVRLRRWVS
FHGLAINVDPDLGHFDGIVPCGIRDHGVTSLVDLGLPVTMGDVDVALKRSFARVFGPLPARRTATE
>MBL3579817.1 peptidoglycan-binding protein [Rhodovulum visakhapatnamense]AB19
MACLAASLALTPATRVAADGGDVVGGLIAGIIGGAILNEASKGRQHRTGQHRTYADPATVAQNREVQTSLNYFGFPVGAV
DGVLGSRSRTAISEYQATMGYPVTGRLQPYERDFLTGSYRRAIAGGPATAQMIAGDPMGPRGLLRTYQKQAAGIAPPPAV
QPVPNTTVVIAPAAPAPAPVPATIPVMNAARAPGGTALPNFLGAGTGKSLASHCNKVSLLTSTNGGFVTSAAMTDPSVAL
NEQFCLARTYAIASGEDMAGRVSTLSQDQIAAQCDRLGPVLKPYVSALSFRPRAEVMSDLGGFVQGSGMSPEQLAGTARI
CLSVGYRTDNMDVALGSALLLNVLGEAVYGELLGHHLSQGFGTATRADLALDWYDAGLDAVARGAAPVFAPGQPERSELI
RQAAYRIGGRSDGTALSVPAPVVSGQVAMPALPAFTVAD
>MBL3579818.1 hypothetical protein JMJ92_16920 [Rhodovulum visakhapatnamense]AB19
MPPATKGTGAMADTLRASFGRFEAETVPAEARLTISRDGATVIRLFGRDLVRSTLLGGSWCPDMQRALRWGLQRIEARLG
EDLRFRAGVMAACDLISHLRLAGDPRRAERLLLGDMDAGWSQGETPLSQDCGALVNGKTVCGGSYSAPDAMPKPVAEPAA
EAFREAVAELVYSVMKEGKTDV
>MBL3579819.1 hypothetical protein JMJ92_16925 [Rhodovulum visakhapatnamense]AB19
MPETEWPREVWAAQADPDDAEGRHVFSDHATVPRFEGDSERDCAFHRYVDGDIVDSADRYHREMLIAARARANAAEAERD
RLRTELGRLREDAGRYRWLRSRDLDTIQSGGIFAGKTPENLVLNLEDLDAAIDAARHQGDRGNG
>MBL3579820.1 hypothetical protein JMJ92_16930, partial [Rhodovulum visakhapatnamense]AB19
WSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNAPAEAQPDEKAAWPDLPEEARRAIM
WRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPADLPKPQIVQPWWFGEPFFKATGLYLRGLSPLSATDRLTPPA
PGTEAHKRWSAVHRASPGPDRWKIRSRTFEGLAAAAAAQWGGDARQEAA
>MBL3579821.1 HlyC/CorC family transporter [Rhodovulum visakhapatnamense]AB19
MDSPATVADAALFISSAAIVGLLLLSAFFSGSETALTAASRGKLRARADKGERGAETALTITEDNERLIGSVLLGNNFVN
ILATSLATTLFTRLFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPELAASRVSPLIRPIILILSPVVSAVRALVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLSERTVEEIMLHRSQIEVIDADLPPETILMTCLE
SSHTRLPIYKDDPENIVGVIHAKDLLRAVERLVRGPDGSPEKISELRVLDVARKPYFVPDTTTLDDQMREFLRRHTHFAM
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRTEDGAILVDGAMTIRDLNRAMDWSLPDEEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MBL3579822.1 tyrosine recombinase [Rhodovulum visakhapatnamense]AB19
MTPDAARWISAFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGAFETATETEITAYLVACEAEGLAPTTRARRLSAI
KQLYRFAYEEGWRTDNPALQIRGPGRARRLPKTLSHDEVERLIEAAGRSPHDATRNACLMEVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALAAWIAERDAAEEAARAKGLPASRYLFPGRGQAGHLTRHRFYVLIKELSVA
GGVDPAKVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVSTTEIYTHVLEDRLRDLVLEHHPLARDSGPS
>MBL3579823.1 hypothetical protein JMJ92_16945 [Rhodovulum visakhapatnamense]AB19
MSTRARVPLLLAAVLAAGAPAWAERPLSAIDWLSDSVAAPGPRKPPATISPVPGAEPITVVPLGTTLIDAVGLLPAQVTG
LPRDLWGPGETQTIARAIRAERVDTLPAVQELLVTLLLAELDPPTGGGADGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPVRIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEEGDALPLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRSTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGGPEAVTDTLDAAWTAMVSAELEVPFAQLYGPRLARMKLGGPAGALAFRIGLLSDEYEEI
ARTREPQTNEEAFLVGIARGDLQGLPPLGSLAAALQDGFDQPALGPGPSRLIEEKRLGEAILAAIDLVTDGAQGDILDVT
RGLGLLRQLGLEDVARQSALQLMLLERRG
>MBL3579824.1 shikimate kinase [Rhodovulum visakhapatnamense]AB19
MGAKLKKTVVLVGLMGAGKTAVGTVLARRLGVPFLDSDAEIVKAAAMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVL
STGGGAFLGEANRAAISGLGVSVWLDADLDLLWQRVRHKDTRPLLRTPDPQATLAELYHARRPFYAMADLAVRADPRYSI
EDMAGRVIEALKTRPDVMEAA
>MBL3579825.1 3-dehydroquinate synthase [Rhodovulum visakhapatnamense]AB19
MSATVETVHVALPGREYDIRIGEGLLARAGAEIGPLLRRPRVAILTDETVAALHLAAFRAGLGDIEAPALALPAGEATKC
WAQFGRAVEWLIEQKVERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPQGKNLIGAF
HQPSLVLADTGVLGTLAPRDFLAGYGEVVKYGLLGDAAFFEWLEGQGPALAAGDVAARIAAVKRSCEAKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCAQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
DGLIALMGQDKKVQDGTLRFILARGIGEAFVTAEADPALVRSILAEALAAR
>MBL3579826.1 MoxR family ATPase [Rhodovulum visakhapatnamense]AB19
MKFGSTDAYVAADDLTVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLMEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDERVHDVANYIRRGKLWQAFAAPAKVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKAKERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLQAALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMRP
EDLRKDGRSALPKLHGALLKNEQDVQLFERLAFMARRGG
>MBL3579827.1 RNA polymerase-binding protein DksA [Rhodovulum visakhapatnamense]AB19
MKAEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLLNESRETLEGLQDSSRNIPDIADRASEETDRALELRTRDRQ
RKLVAKIDAALRRIDNGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERRERVHRDD
>MBL3579828.1 FAD-dependent monooxygenase [Rhodovulum visakhapatnamense]AB19
MLLGSRKITVLGAGIAGLAVATALARHGAEVVVLERADAIREVGAGLQVSPNGVAVLRALGLGNALAARSGRGSAVVLRD
YRRGARVLRLDLSRGARDYFFVHRADLIDILADAARAAGVQIRLLHEVTGLSLEGDRAELITAQGARASSDLLIGADGLH
SVVRAALNGQVTPRFAGQVAWRALVPARGKVPPVANVHMGPGKHLVHYPLRGGDMINIVAVEEREAWVEEGWNRTGDPDA
MRRVFADFGGEVPRLLEQVHSVNLWGLFRHPVADSWYRGPAAILGDAAHPTLPFLAQGANMALEDAWVLAAALARHPTAE
AAFAAYQAERRPRTARIVEMASKNARNYHLSFPPLRLAAQTALRLGGILAPGAALRRFDWLYGYDAAARYPLPAAAV
>MBL3579829.1 exodeoxyribonuclease III [Rhodovulum visakhapatnamense]AB19
MQIASFNINGVKARLPAVLDWLDASSPDVAVLQEIKSVDEAFPREPFEDRGYNLETHGQKGFNGVAILSKSPLEDVRRGL
PGDDEDAQARWIEATVMGRRAVRICGLYLPNGNPAPGPKYDYKLAWMARLETRARELLAAEEPAVMAGDYNVIPQDEDAA
RPEAWAKDALALPRTRAAFRRVLNLGFTEAFRARVQGPGHYSFWDYQGGAWDRNDGIRIDHMLLTPQAADLMTDCRIETG
QRAGEKPSDHVPVWIDLDA
>MBL3579830.1 lipid-binding SYLF domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFKDKTSHLISRRGFIGAAGAATTLAACGNGVGSSGASELDARVDSTRNYLFAHYPATRELSQKAQGILWMPLITKAGLW
VGGAYGRGALRINDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGSGWSAGADLEYAVTNDGGMVSADTIT
ALDPIIAIVFGQAGLIFGATLEGTKYTRIIP
>MBL3579831.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum visakhapatnamense]AB19
MTTDTDFAAALQHKIDFKTKPLGSLGRIEDLATVIATVQGTLSPRMDSCELTIFAADHGIATEGVSKFPQEVTRQMVLNY
LAGGAGANAFARAVGARMKVVDAGIAGEPFGLADLIERRIGAGTKSFLHEPAMSAQECARALEEGRKLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDILVGRGTGLDDDGLTHKRQVLERAAARTGDLGPQEALAQYGGFEVAMMAGAMIGAAE
AKKVIIVDGFIATAAALAAARIAPGTRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MBL3579832.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum visakhapatnamense]AB19
MTPAARAREEVRLGVLALQFVSRLPLPADPGYTPDRMRRATRYFPLCGALIGAALGLVYAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALGLKAAALAGLGAAAGGWAAAGALVAAHGLSRL
ASVIVMVRLPYARTEGKAAFAAAGPGRDGMAIAWGTGALIALGLWIGAGGGAALTALALAVAATLGTARMLTRRLGGHTG
DGLGAVQQVSEIAILLGLLAWV
>MBL3579833.1 alpha-ribazole phosphatase [Rhodovulum visakhapatnamense]AB19
MGVILLRHTRPDVAEGTCYGRTDYPPAESFSEEAAEVLAALPPVHRVLSSPLLRCTRLADHIGAARGLPVETDPRLIEID
FGAWEGTPWAEVPRDGLDHWAAHFYESRPHGGESVGMFYARVVPFLEEMHGAGTVLAVTHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MBL3579834.1 class I SAM-dependent RNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MTDPAPFEIFLAALPGLEPLLAEEARAAGFAGPVTVAGGVTVQGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKLDWAAVLRPDRPVRVEVQCRASKIYHAGAAAQRIERALAETLGAPIGGEDAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGTEPVVDPMCGSGTFPIEAAEIAGGLAPGRDRSFAFEDFASFDPAAWTAMKAPR
PAPAAQVRFFGSDRDDGAIRMATANAARAGVADRTDFRRHAVSDLVRPDGPPGLVMVNPPYGARIGERKLLFALYGALGA
TLRERFAGWRVGLVTSDEGLARATGLPFLPPGAPVAHGGLKVRLFRTAPLP
>MBL3579835.1 TIM barrel protein [Rhodovulum visakhapatnamense]AB19
MRFSANLGFLWRELALPDAIRAAAASGFSAVECHWPYDTPRAAIRAALDETGLPMLALNTRPGDRDAGEFGLCALPGREL
EARAAIDQSIAWAAALGVPQIHAMAGCARGPEAEAALAAALAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
DRVAAPNLKLMFDCYHVQRAEGDVSARLQALMPLIGHVQVASVPDRGPPDHGELDYAHVFALLDRLGHAAPVGAEYRPPG
PTGDSLGWMARFGAEGA
>MBL3579836.1 glucose 1-dehydrogenase [Rhodovulum visakhapatnamense]AB19
MDLFDLSGRTALVTGASMGIGLGLARALAAAGVRVVLNARGAERLEEAAATLRVEGAGVDILPFDVTDAEAAARAIDGYE
ARRPIDILINNAGIQHRAALEGFPVEAFDRLMRTNVNAAFYVARALAPHMIARGRGRIVNIASVQAALARPGIAPYTASK
GAIVNLTKGMATDWARHGLCCNAIAPGYFDTPLNAALVADPEFCAWIERRTPAGRWGRIEDLAGACIFLASDASAFVNGQ
VIYVDGGMTACL
>MBL3579837.1 aspartate aminotransferase family protein, partial [Rhodovulum visakhapatnamense]AB19
MALDRNSGPNDLSAFWMPFTANRQFKTAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAIQKQAAELDY
APAFQMGHPKAFELASALRDMAPKGMDHVFFTNSGSESVETALKMAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IVTNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADELERIVALHGAETIAAVIVEPMAGSTGVLLPPKGYLER
LRAITKKHGILLIFDEVITGFGRLGSSFAAEHFGVMPDMMTTAKGLTNGVIPMGAVLTTAEVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEDALHALKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKNLMIRTTGDIIAMSPPLMINKAQI
>MBL3579838.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDHPPRTRIQQRNRETILGAALEVFSQHGFRGATLDQIAQAAGLSKPNLLYYFPSKEAMHEALLAGLMDTWLAPLRALD
PGGEPLDEILGYVHRKLLLSRDFPRESRLFANEILQGAERIRPTLEGELKTLVDQTAAVIAGWAREGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGAGKDDPFDGADRYLATLFRRLLTP
>MBL3579839.1 hypothetical protein JMJ92_17025 [Rhodovulum visakhapatnamense]AB19
MAPTIVAPAAPTAPVAAAGSGGGASQTRSETGQRGQTPIRQEFPAPDPDRPAGPPPAFDTTPLQLEAERRQNEASVFWRV
EMAGDTSEPAPRQLDIEV
>MBL3579840.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum visakhapatnamense]AB19
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFEAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLDVNLREITTVKRDYPDRALVVSLMVPCEEEAWRRILARVEETGADGVELNFGCPHGMSERGMGSAVGQVPDYVE
MVTRWCKQMTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVSEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMIAGLSDWMDRKGHARLEDFVG
MAVPNVTDWQYLNLNYIAKAQIDAETCIKCGRCYAACEDTSHQAIEMTADRSFVVKDQECVACNLCVDVCPVEGCIEMRQ
LAPGEIDPRTGTEVPAGYANWTTHPNNPGRKSAAEQGLE
>MBL3579841.1 NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MANSPLTPGVVPGRLQPDDYTRNFADKAPPLTAHEAAVAADRCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTAEARPVEIGRLQRFATDTLMTREGHPFMRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVNDYAQAEVAWLMGIGGIAVTNGKALGRDMTLDDLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQAEDLSTIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETETGLELTDETFRIRADQVFKAIGQKLEGAPEGIALSGRKIAVT
GPGRTSVPGVWAGGDCATGGDDLTVTAVAEGRDAAEDIHATLMAEG
>MBL3579842.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum visakhapatnamense]AB19
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAHAPAMPMSAYAPAPAAAAPGATVEVS
VEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDTVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILIEDSAPVEYGTPL
MILE
>MBL3579843.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum visakhapatnamense]AB19
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPPGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMKALGVPCVPGSDGGVPDLETAKTVAAEIGYPVIIKAT
AGGGGRGMKLAKTAEDLEQAFQTARAEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDPETRARIGKVCADAVARIGYSGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFGQDDLQLNGHAVEVRINAERLPNFAPCPGKITAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLMEPDIQRGNYNIHWLERWLESGPEL
>MBL3579844.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum visakhapatnamense]AB19
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFEIRVDTAFEGVVQGCAS
RAETWINDEIYRLYRQLFELGHAHTIEVWQNEELVGGVYGVTLGAAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIERDDYLSRLERAVNRGANFDRAGPLPAPQLLLQRSTQTS
>MBL3579845.1 DUF2155 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MQEHRTETRTAAVTDTAPMGAVLRGLDKLSGDTVDLTLAPGETGRVWRLTVTLDECRFPADNPASDAFAFLDISDPTRNS
HLFSGWMIASSPALNPLDNSRYDVWVLRCKSS
>MBL3579846.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum visakhapatnamense]AB19
MAENSATEILTGAAVLAVAAGFFVYASNATGMIGSAAQDHYELTASFRSAEGVAVGTDVRLAGVKVGTVTALDLNPQTFR
ADTRFSVKTGIEIPDDSTAAVASEGLLGGTFLELVPGGSPFNLEPGAEVYDTQGAVGLISLLMKFVGGSGGSGAADTGDD
AAATGGDAGQ
>MBL3579847.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum visakhapatnamense]AB19
MGVVDSFLSYVTWWNGQTVNTRLWTARNGQKIGEDGQGNVFYRSKDGKRRWVIYNGEVEASRISPEWHGWLHHTYDAPPT
EAPLPHKAWEKPHKENLTGTPLAYAPPGSIRRPDPEPRRDYEAWQPE
>MBL3579848.1 elongation factor 4 [Rhodovulum visakhapatnamense]AB19
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQLLDSMDIERERGITIKANTVRIEYPAKDGQTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIEADHEIVPVLNKIDLPASEPERVAEQIEDVIGIDASN
AIRISAKTGLGIPDVLEAIVTRLPPPHEGDPTKPLKALLVDSYYDAYLGVVVLVRIIDGVLKKGDRIRMMKTGGVYPVDR
IGVFRPAMQSVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCETPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTSEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEFLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
EDYLVKMQILVNDEPVDALSVMVHRDRADLRGRAMCEKLKELIPRHMFKIPIQAAIGGRVIARETIAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDN
>MBL3579849.1 hypothetical protein JMJ92_17075 [Rhodovulum visakhapatnamense]AB19
MPITDRESARAWLEGQPHQVQVAFAARCALRALPAIMNDKDAALRGLALPALRAILTSGVAGTCPIPEVMRAAADASAYA
SANAANAAAPSSSAAANASSSAYAASSSANAAAPSSAYAAASAANAAYAAADAAYAASSSAADAAMSSGEGESVDVFLRP
LWPGGALPEGLARQHEKLRSFWKDAAPVWTFWQSWYEDMLAGRPVDWDFLRQVVLLPDEDWKRGPAHVARLIEKLRAKRD
LQGSIEDLEQDLTGTASSRLGLGGNNPPEPLDQDSQLPAGLLIVWAPLQEMKEEAEKQAPDPARLRKATDALILALAEIA
TWCGRKLDRATDKAIDWGVPAGLGYLVLHQDKIRAVIEAAEAFLKLH
>MBL3579850.1 acylphosphatase [Rhodovulum visakhapatnamense]AB19
MTELTSIRLRVTGHVQGVGFRAWTQAPAENLGLSGRGCNAADGSVEAWVSGSAGAVADLVEALGHGPAAARVASVETGPA
DAASDAADGPGFRILHRAVYALYGLCVAS
>MBL3579851.1 hypothetical protein JMJ92_17090 [Rhodovulum visakhapatnamense]AB19
MDDTQPSSARGLRRAILAVLAVQAGIAALLVAIDLVSVVPRPGGSPGSAGPSVRPYVPDRHPAGPDAPRGRPMPERLAFE
GTGDRLNVSGQIAPGDAERVAQELSRRSEAGEPVRIVNLDSTGGSVRDALAIGRELREREIDTGVADGAICFSACPYIFA
GGVERTVAQGGRLGVHQHYFGENTFLPAFMAVNDIQRGQAEVMAHLRAMGIDPALLEPAMRTPPGEIYILDRQELVEFRL
VTSDD
>MBL3579852.1 4-alpha-glucanotransferase, partial [Rhodovulum visakhapatnamense]AB19
SSWGLAPMVPGALAARGFCPLAEILRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVRMPRAALLAVARIEAARAGAV
IVGEDLGNVPEGLREDLAASGLLGCRLAMFDTDPGSWPEPVLGSFGSHDLPPFAAWGAGRDIDWHLRLGHIPPDRAEALR
TARAGQAQALSVRSGGVGVDALHAALAASPARLVALQVEDMLGATEQANLPGTVDSHPNWRRRIGPGAADLAECEPVQRA
AQIMARAGR
>MBL3579853.1 hypothetical protein JMJ92_17100, partial [Rhodovulum visakhapatnamense]AB19
MSAGPDPGWVAARRGAAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASARVASWDPEPDYFHHWTRDAAIALAAIPE
AMAAEPGAAGFWRQAVADHVRFSLAISDPDRRGPPVNPLKATATEAFRPYLRPDAELAALTGPAWLAEPRCAADGGPDLE
RWGRPQYDGPALRAAALMRLGAAMPEARGEEADRLIARDLDFTLSVAGQPCLGPWEEEPARRSGFTLIAQWDALELGARR
LGRADLAGAAETVADLIAEAR
>MBL3579854.1 hypothetical protein JMJ92_17105 [Rhodovulum visakhapatnamense]AB19
MSTPSALWTARSGRDRDDGPVPVVIGCEAVVPVGTVLLVHGRNGAPDQPQIAEIAEAYLARGWRVVAPELPNSIALPASG
PADRLTMDGLRRAAAEVMVWTRARWPDVPLALAGHSLGGFAIGHLAADLGDPHHVLGVSPVLSGARLLAARVAMGPPAVA
ALEREVPLMRAGMEAEDAAPALARVAAPLGVITGAEDGIVPLTDARAYFNAAPNGRFFGALPGQNHCPAGPDVGAMLGVA
LAALGA
>MBL3579855.1 hypothetical protein JMJ92_17110 [Rhodovulum visakhapatnamense]AB19
MGLQAIRWPGAPPAATRAGLTEVLALARAADASFSMILPLAACAGDEAGLRAAVAGFMARLLNGAFGPLPREFTQELGNG
YCARDSLADAPALSGRLANAAAEEISRPVFDAAVNPGLVDVSVAVQAGRTTAEDAAIRGRMSPLAVAQIDELAIHRFAPA
CAGPISAPTRWPGRWPPGPMRSRRQAGPRRRWSCRPGPSTA
>MBL3579856.1 hypothetical protein JMJ92_17115 [Rhodovulum visakhapatnamense]AB19
MRDRHGPCRASDGPVRNFRRRRHAADDERKPDRHPAGLGPRRGGGRGRDGAKPCLRGRGPDRDLPHGGRSWHGGAGPGGA
GSGRYRGRLRPCRGRKPDRRAGPRPAHRLRHARHARGRRKPRGAALLNRAAAGSGAAALGRYAVADAYRGPPGEPAGDGQ
DLGRDPRTRRLGRSGERAAGLQPGAAGLQRRRRGGGPFLTGGAGDDRLNGLDGDDRLQGHGGHDILRGGAGHDRLDAGAG
NDLIDDAFGDDRLWGGAGDDTFHDSQGNDQNWGGAGADRFALDGTTGYDRIHDFEPGIDLVVLGEGLSATDVPVLDVAGD
AVVRIAGGNQLRLIGIDSDLVGIDDFPFL
>MBL3579857.1 TOBE domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDPSLKAALTLQREGDPRIGGDRIRLLRAIDANGSIAGAAREMGLSYKAALDAVGSMNNLFSRPLVEAAPGGRTGGGAR
VTRAGHALIACFSMLEASLGKALAAIDTGLKTSPGGAVNTLWSLMMQTSTRNTFRCTVTRITPGAVSTEVDMALTDGHTL
TAVITERSATDMGLAEGSEVFALIKATFVMLAAGAAPANISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAIITRTS
ADALDLAVGSTATALFKASHVIVAMP
>MBL3579858.1 molybdate ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTFRLTALRAGSAAFLAALALSAPARAADTIAAVAANFTDAATEIGAAFEAATGHHVTYSFGSTGQLYTQITQDAPFEVF
LAADQARPEKAEAEGLAVPGSRFTYAVGKLVLFSTDPEAIDDSPAALKDPDLTHVAIANPETAPYGAAAVETMKALGLYG
TLEPRIVQGKSISQTHQFVATGNAPVGFVALSQVIADDTGSRWLVPQDLYTPIRQDAVLLTKGADSEAAKAYVEFLKSPE
ALAIIGKYGYGTED
>MBL3579859.1 molybdate ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MTASPLFDAAMIETILLTLRLAGITTVVLLLVGTPLAWWLARGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPHSPL
TALLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPMEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MBL3579860.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MIEAEFRGQLGGFALAAEFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGETWQDGRQFRPTHRRAIGYVF
QEASLFPHLSVRANLTFGLSRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDEILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPQPAAVIDGEVV
GRDTKYGLSEVRVPGGVVVVPGDLGPAGLRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGGHQMTVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAPSAALAPPAAAARLR
>MBL3579861.1 ModD protein [Rhodovulum visakhapatnamense]AB19
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGASGAKLTMRARGPMTVCGSEEAARIFALLGARAEIAAPSGTAVAAGTLLA
EATGPAQALFLGWKVAQTLTEWASGIASATAALVGAARAVTPGIGIACTRKAVPGTRALSLKAVVAGGAEIHRTGLSDTV
LLFPEHRAFGGPDALASQIARLRAACPERRVVVEVKTLTEAEAAAEAGADVLQLEKFTPDEAAAAARALAGWTGCLAAAG
GITAANAAAYAATGMQVLVTSSPYYAKPADVSVAIAPA
>MBL3579862.1 NnrS family protein [Rhodovulum visakhapatnamense]AB19
MTDAVPEIRPRRRGGRGASLTEIATGRLVRDVWLSPHRPFFALSALWAVLAVVWWRFGDRIGLPVPALGTTTLWHAHEMT
VGVGGAAMAAYFLTAMPNWTGARRVTGRGLMGLAGLWALARLAAALGQGLPLAAVLAPGLAFYALFTAAYTRAVVSQRRW
DRWAIPAAIAFLGLADAAFLATALGYLSFPGDAAMTRVLVLFFAIKVSIIAGTMAPAFIAGWVGRTGGRLPEVDPMASRA
GLVLMLAAMALTLGGAVTAASALLIAAGAAQLWRMRHWRSVSAFGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREAD
AVHALMMGAMSGLAFSIAARAAARRAGGLLRIGPVHKAGFALIWGAVWLRLAAPAVPSLYEPLLDATALAFCGGWALFLT
GYIPSLRGPVTNPVFNAGGHGHGHGHGHGHGHGHGHGCGCGGHGHGGQAQGGCGGHGGQAGRQGGCGCGGRDHGNAGSAC
GIGPSRRAGPFRMPDEA
>MBL3579863.1 urease accessory protein UreG [Rhodovulum visakhapatnamense]AB19
MTSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSIAVVTNDIYTQEDAEALMRMQVLPSDRIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLEIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITKSDLLVINKTDLAPYVG
ADLGVMDRDAKRMRGPQPTVFAALKQGEGVGAIVRLLCEIGGLTEPA
>MBL3579864.1 urease accessory protein UreF [Rhodovulum visakhapatnamense]AB19
MATDGQILRLAQWLSPAYPVGAFAYSHGLESAVATGAVADGAALTDWLADILRFGAGRSDTIFLRAAYEAPPEDLPRIDA
LACAFQPSAERRTETTAQGAAFARVTAAVWPDDLPDFTYPVALGRAARLHDLPLGLTARLNLQAFLSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAGLALTETLDDLAGTSFLADIASMTHETQYSRLFRT
>MBL3579865.1 urease accessory protein UreE [Rhodovulum visakhapatnamense]AB19
MSGLPVALEIRPGAGAGADSVTLDYDARFLRRKRLVSDGGLAFLLDLAHTTSLAEGDLIVLEDGRGIVVKAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEEARLLIQRDHVLLDMLGRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHSHDQGH
GHDHDHDHDHDHDHGHDHHHAHDHDHGHDHDHRDGHDHPHHHDHGHAHDHTHGAADHLHAHDPDHDHGAEGCCGGSGQGG
CGCGAHDHGPHGSASGRRTGGCGGGGCCGHGH
>MBL3579866.1 DUF1127 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTVKSVPGGMAERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDEIPRYVFRDLFN
>MBL3579867.1 urease subunit alpha [Rhodovulum visakhapatnamense]AB19
MPATISRADYAAMFGPTTGDKLRLADTDLIIEVERDLIAERAGAAGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIIVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPGALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEHTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTQPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LAEEQGANDNLRVRRYVAKYTINPAIAHGISHEIGSIEEGKRADLVLWSPAFFGVKPEMVLMGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVEQSAVTFVSEAALADGIRSKLGLAKQTVAVRHTRGIGKRDLKLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MBL3579868.1 DUF1311 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTARGALAVLLIAAALPGLAGAACPGNTQIEMNDCAASAYRNADAQLNAVWPAARAAAASWGGDGMLLDAQRKWIAFRDA
ACAVEAAQYQGGSIQPLVHAECLRRLTERRTADLRGVLPQ
>MBL3579869.1 hypothetical protein JMJ92_17180 [Rhodovulum visakhapatnamense]AB19
MTFTSPAFSAANPFLAATVMFDQQMRLYQAATDMMLRANPWLAMMMRTSGFDPLTADSGLSAADSVDEMPLDAGVASETA
PAAMAGPAATAKLAPARPAPEPAPEPAPQPAEAATVTAFAPAAPEAAPKRSPAPSETKPEAAPAPAAAASGPKSAAKSAP
KSGGAPADKPASRPASAAPRTARSARPATPGRARRKPSAPPAPPSGGDAPEGGS
>MBL3579870.1 urease subunit beta [Rhodovulum visakhapatnamense]AB19
MIPGEIFPAEGELTLNDGRESLTLMVANTGDRPVQVGSHYHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MBL3579871.1 urease subunit gamma [Rhodovulum visakhapatnamense]AB19
MQLTPREKDKLLIAMAAEVARKRLARGVKLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVPEMIHEV
QVEATFPDGTKLVTVHNPIR
>MBL3579872.1 urease accessory protein UreD, partial [Rhodovulum visakhapatnamense]AB19
VFGRAAMGETLRAARFRDRIEIRRDGVPLYLDALRFEGDVAAQLARPAVAAGAGALASLVLVAPEAAAHLAPIRALLPAT
GGASLLAEDVLALRLLAPDSYHMRKVLIPVLTRLTEALPRSWMT
>MBL3579873.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum visakhapatnamense]AB19
RGRAWGAPEGNLAATLVLAPGCPPATAALYSFVTSFSLYATCLAYVEDREAITLKWPNDVLLNGGKLAGILLESEGTMTE
VGRLSIGLGVNLNALPDAAAIAPRALMPVTLAEEIGDAVDPLEFLAFFAEHFAHQDRFFREEGFGPLRSAWLERAARLGD
TITARMGAEEVSGRFLTVDEDGQLVLETPGGRRSIAAADVFF
>MBL3579874.1 type III pantothenate kinase [Rhodovulum visakhapatnamense]AB19
MLLCIDCGNTNTVFSLWDGERFLCTLRTATEHTRTADQYYVWFSTLLARYGIEPEITDAIISSTVPRVVFNLRVFTDRFF
NIRPWVVGKPECLLPHMPRVDQGTNVGPDRLVNTAGAFDRHGGDLIVVDFGTATTFDVVGRDGAYLGGVIAPGVNLSLEA
LHMAAAALPHVDVTKPDRVIGTNTVACMQSGVFWGYVGLVREICDRIRTEYDRPMRVIGTGGLAPLFAQGDVLFDQIEDD
LTMHGLTVIHAYNKENGAI
>MBL3579875.1 ribonuclease J [Rhodovulum visakhapatnamense]AB19
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMDTSPGVDLIFADITWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTIARLKMEDQGQDPETVRFVEPWPNRIAAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPDLWAEVAADGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSICMLGRAMRRMIEAGVESGVLTDFPKVVSPEEAADLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LSLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDADLYHVSGHANRPDLSRIHTLMKPEMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLGGDRPQPVEFIETGRTYLDGAVQIGAMDGIVRDRIRMALNGLVVVTVILDEEDEPLG
EPWVDLNGLPETGRSRAALSEVLEEDLDQFLRRADDRTLADDDKIEEAMRRIVRQSAQTEIGKKPEVVVVISRLSA
>MBL3579876.1 DEAD/DEAH box helicase [Rhodovulum visakhapatnamense]AB19
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQVAENFDTYAKKTKLSKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAESIEQAVICYTASRKDRQAKEKREL
LRALIDREGEGCKNAIIFCNRKTEVDIVAKSLKTHGYDAAPIHGDLDQSQRTRTLESFREGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGREGKALTICVPHDEKWLTAIEELVEKQIPRVESPLKGGSDDRGKRGRHTDEAG
ASEPERTEERSSARPQRGDRRERNSDRGAERQSDRTGDRHGEDRNAPTHERPDSPDRNRQGRSGTNNRRGGRDRGYRDEP
VVGMGDHMPAFLLRSFKPKSEPEPVTEDQVEESAE
>MBL3579877.1 exopolysaccharide biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MSAPDDWIISSLLEDLAALALASDRVSLADLIETLGARGFGPLLVMLSAFLILPVGMLPGLPGVVAVFMILIGGRMMTGQ
TTLWLPGRLRRVHLSGHVLAVSVARAQPAALWLRPLLAPRLVAFVESGPATRLIALILMATGGLIFLLGFIPGLPFVLSL
HVLMLGLAMSTRDGLVAFLAYCMLLPEIVFIWRVFT
>MBL3579878.1 esterase-like activity of phytase family protein [Rhodovulum visakhapatnamense]AB19
MKNSLFLLSAAVVALAGPALAEETFPAVLSGHAVLPAMTMVAPPADAPRDAWISGKFTGTARNMVPMSAMGDTGKLHGNR
ATGIALPFIGQPLQGFSGFAMDRAEDGSVYALTDNGFGSKANSPDAMLFFHRIAPDFATGKVDVKETVFLRDPDFKVPFR
IAYEGTEGRYLTGADFDLESLQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELKGADNPAVSATSVPGTDWKS
QRSGGYEGMALQPGTSKLWAMLEKPILGEDGTPEGDFLRVMAFDTASKDWTGEMFKFALADGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGAPAADCFPEPALHKWIVLIDASDVDADGFVRRIGHIDLMDIADPDGVARLDTDAARDLTGKYTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVMLLSVPELLSAK
>MBL3579879.1 hypothetical protein JMJ92_17230 [Rhodovulum visakhapatnamense]AB19
MILFVLAGCVDHTSSGAARGDAKFLSGDEILTKVIDQPLSTNVPSVWVFRSDGVEYSVGTKGHHWAAKGRWWLDGDVLCW
QGVNNLLKTGRESGQILVTEITPYGPRCSRVVETPGGFEMTRTAKASSMQNWGLRKIDSMPAEPVVVVSQAEN
>MBL3579880.1 hypothetical protein JMJ92_17235 [Rhodovulum visakhapatnamense]AB19
MHTNKLVVIGAGHVGSYVLADAMKIGLFAEIGVIDILENVAFGEALDQAQATALPYMSNIKVTSGGYEQCVDADVIVVAA
GPSVIPDPDDPKAEPDRTLLTTTNCQVIREVMAGIVRHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADACGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFADLGRHFEALGDIRDPETVKARVISAAYDVFNGKGWTN
AGIAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNSWEAEKLAESIAFIQSAMRD
AGTGPDKAV
>MBL3579881.1 type II toxin-antitoxin system death-on-curing family toxin [Rhodovulum visakhapatnamense]AB19
MIGKRRYRLSLGDALTAHDEALRYGGCDGIVSLDRIEPAITRSYSGYHRSIWRKAAALTQGMVGNHRFVDGNKRTALLLV
ETLIERSGSYRVLSGQDRFDDRIVGVASGEIGFDALVVWFEERVARR
>MBL3579882.1 peptide chain release factor 3 [Rhodovulum visakhapatnamense]AB19
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYREFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPPLDPQAVLEGHMTPIWFGSAINSFGVKELMDGIATYGPEPQIQAAEPRQISPEEPVVSGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIEQEYGLPVRFEPSQFTSARWVH
GEKTAVESFVQKNKQHMATDNDGDVVYMTRLQWDIDRVVRDHPELTLSATKEMQV
>MBL3579883.1 pentapeptide repeat-containing protein [Rhodovulum visakhapatnamense]AB19
MGNPQHLEWLLEGVEAWNARRERDDFVPDLSGMDIRGAFEKAGKLVSGRIPLSGINFANADLRGVNLRGADLDSADLGKT
SLSAILPAHKPGAAPKRKGLDGGGTAHMVRREAMRRKLYQNSTAIPLSAASLLITISEYRFSVYSNNQLAASHPTFRKGL
LAFLDTLANSVGELLEILPSANERPDRAQAENVASWLDRFIAQWRNGEDYFAPENLADASKPVSVVLGCGTLGALLGLPF
GGPIGATTGFGAGSVFGQMITKHLKPGAAADKVAEIFKNPEAP
>MBL3579884.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MTATILVATDLSPRADRAVNRAFRLARAMGADVLLATVIDSELPEDVARPMAEAAATRLTRFAAAIPQAAEVRHDTRIVT
GDPSSAIPRLADETDAALVVLGLHRDRPFLDLLRETTMERIVRHISRPVLLVRDPVDHDYATLLAALDFAPASTAALQIA
ARLAPGAAIHGVHALHIPYRGFIAPHGSSIAIAPFRRSAEMRLAEWRGQNDLPARLADVALVEGAAHLVLNAEIEARRPD
LLVLGAHGRAGAAPSILGSLANDLMRAPPCDLLVAR
>MBL3579885.1 ParA family protein [Rhodovulum visakhapatnamense]AB19
MKTVLIANRKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLKRRPAGVPEIRSLDWSADIGAGKGGKGTDWVI
VDAPGAIYDDAAAGLVAEARAVVVPVMPSFFDEDSTRRFLKEIAELKRIRKGKVGVELVASRVRPRGRDAQRIRALADQV
GQVPVAEISDRVAYGDLAEQGLTVFDKPQRAYAALRAQWTPLLAALTA
>MBL3579886.1 SDR family oxidoreductase [Rhodovulum visakhapatnamense]AB19
MDLGLKGKRALVCAASKGLGRGCAEALAAAGADLVINARGAEALLAAAEDIRQRYGVTVTPVAADIVSEDGRATVLEAAG
PVDILVTNAGGPPPGLWSDWERADFIAALDANMLTPIALMKALLPGMIDRGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPFGVTINNLLPGIHATDRADALDRGVAEADGISLEEARARRAATIPARRYGTPAEFGAACAFLCSTQA
GFIVGQNILLDGGATNSVL
>MBL3579887.1 lysophospholipid acyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MKERIDPLIEERAPWLFADHPWSAPSRRLLNGVLGYDRTVALGEVLQDHPSHVIMDEMARLLARDLRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRKAIEKGRLAVI
FPSGRLAKRRGLSLHERPWMPSAAMIARKFDLPVIPINIRARNSVLFYLFDLIHPTLRDITLFHETLNKERQPYRMTVGE
PIAPGALPVRSEDGIEMLRAATLALGGRYAPRVSLVQNSRRPSWVKSTALG
>MBL3579888.1 aminopeptidase N C-terminal domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
ADNMTDEIGALSVLLETGGADEALDRFARRWGHDRLVMDKWFGLQATLAAPERAVAVTRALTEHADFTWKNPNRFRAVIG
GFSANAAGFHDASGAGYDLVADWLIRLDAVNPQTAARMSTAFETWARYDEGRREKAQAALERIAAREGLSRDMGEMVGRL
LAAGRIAA
>MBL3579889.1 valine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MPMEKTFDAAEAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERQLAKEGNPGRREMGREKFLEKVWDWKGQSGGTIVNQLKRLGASCDWSRNAFTMSGAPGAPEGEDG
NFHDAVIKVFVDMYNNGLIYRGKRLVNWDPHFETAISDLEVENIEVPGHMWHFKYPLAGGETYTYVEKDENGTVILEEER
DYISIATTRPETMLGDGAVAVHPSDERYAPIVGKLCEIPVGPKEHRRLIPIITDDYPDPAFGSGAVKITGAHDFNDYGVA
QRNGIPKYRLMDTRAHLREDGAPYADCARQAQAILGGAEASEAEIDAINLVPDHLRGLDRFEARKRVIDEITAEMLAVMT
RADDPRLGKAALTPGAEGADALVPLVEAKPIMQPFGDRSKQVIEPMLTDQWFVDTQKIVGPALDAVRKGMAAQEAGSFDK
TAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYGLDLDASHFADDEGDNALDDVELYRLLNEGFVQRGARH
HCAADFETVTAQFQDVLAGLPAPLHAMRVVEVSGRTAAEEVLAESLADYNLSQDPTRLVYPIWRDPDVLDTWFSSGLWPI
GTLGWPETTPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVVDQIPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELID
EYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKIWNATRFAEMNGVFEGYAPTGDIPAPGETVNKWIVGEVARVRE
AVDEALAAYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTEAQKAETRATMAWVIDQCLILLHPIMPYVTEELWGTTA
DRPKMLVHADWPAYGVDLIDAGADREMNWVIALIEEIRSARAQMNVPAGAKIAMLYTELDEAGKTAWARNEAMIQRMARI
ESLTEAKTLPKGCVTIAVEGGAFALPLEGIIDVAEEKARLEKTLSKLEKDLKGLEGRLKNPKFVESAPEDVVEETKDLAA
AKTEEAAKLRVALERLAELA
>MBL3579890.1 xanthine dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MVSKFGKSQTGARFEDLRFLTGQGRYVDDIAPASALHAVFLRSPVAHAEIRALDVGAAAAAPGVVAVLTAADLAAAGVDL
SMRATVVTNRDGSKGAAPARPVLARDRVRFVGEAMAVVIAETPLAAKDAAEEIEFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWAMGDEAAVHEAFRAAARTVRLEVSDHRVIVNSMEPRGAWAEWSDGRLHLCVNGQGVWGQKAKLARMLGLPEDAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLTDNAGRDLVSMVEMAFDAGHRITGYRVETLSNLGA
YNSEFAQPIQSELFSKVLTGVYDIPAAYLAVKGVYTNTTQVDAYRGAGRPEAIYALERMMDVAARELGVDPWDLRRRNFI
APAAFPYRTPTGETYDVGDFARVLARVEAVADRAGFAARKAESAARGRLRGLGLCCYIEAILGDPTEGAEIEFCEDGTVN
LYVGTQSNGQGHETVYARFLAERTGLPVAAIRVIQGDSDRIASGGGTGGSRSVTTQASATLAAVEVMVAAFTPFLAAEMG
VDPGALGFDEGRFRAPGSNLTPGLIEAAAMARAAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYAVTD
DFGNLVNPRLAEGQVHGGVAQGLGQAICERVVHDDYGQLLTASFMDYAMPRAADMPFVTFTTEPVPSTTNRLGMKGCGEA
GTVGSMAAVGNAVLDALWEKGVRRADMPFTPERVWRLLQSAA
>MBL3579891.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum visakhapatnamense]AB19
MTAPRVSFEFFPPQSLEASFRLWEAAQALAPLKPAFVSVTYGAGGTTRKLTHEAVQTIHTHYKLNVAAHLTCVDATRAET
LEIAEAYAAAGVTEIVALRGDPPKDQGVFRPHPEGFANSCELIEALAATGKFRLRVGAYPDPHPEAGSADADVLWLKRKF
EAGADSAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAERCGAHVPPGIDAAFQTAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPEAHLEKVA
>MBL3579892.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MYLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSAAGLKLLRTAERVLPEIAAL
QADFAGMTSGRSGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFDAMPALAREEVDLVLSSDPEDIDGIGFV
PLFDYEPVFLCAAGHPLAEKPFIEAEDFRGETLITYPVERARLDIFTGLLTPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARASADFAVRPLTGTGLTKRMYAATRAEDAARPFMAHFVRLARSEPVKLQRGTAG
>MBL3579893.1 inositol monophosphatase [Rhodovulum visakhapatnamense]AB19
MQGSANLNIMIKAARKAGRALVKDFREVENLQVSMKGAGDFVSRADTAAEDILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNDRRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPNCAGVRRWGAASLDLAYVAAGRYDGYWERELHAWDIAAGLLLVREAGGFVGPIHEGRNPLD
HGELLVANEAIYDQFAKVIRAT
>MBL3579894.1 hypothetical protein JMJ92_17305 [Rhodovulum visakhapatnamense]AB19
MRRFAAFASDRSGAVTVDWVVLTAALVGACIAMVSSIQSGLVSLGGDVGGALTSANVQTLDTLGGTE
>MBL3579895.1 GFA family protein [Rhodovulum visakhapatnamense]AB19
MTRLTCHCGAIELEVELSEGLATARRCDCSYCRRRGAIMATVPLDKLRVVRGADRLSLYQWGSCTAKHYFCPTCGIYTHH
RRRSDPNEYGVNVGALAGVNPRDLGEVPWSDGVNHPSDRT
>MBL3579896.1 rhomboid family intramembrane serine protease [Rhodovulum visakhapatnamense]AB19
MFPLRDHNPSSRFPIVTLALIGVNVAVFLSYLPLFSDPRAVNAFFQTWGMVPALMSQSGDWTGLLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALFQYVIDPGSPVPVVGASGAIAAVMGGYLLLFPKARVDILIILVVIFR
VIPVPAWLMLGLWFGLQLYSGVSAPTGEGGVAYWAHSGGFLAGLALTLPLWLRLGGPEFWGRTSGSPPHPVAVYSPTSIP
RVRRRR
>MBL3579897.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA [Rhodovulum visakhapatnamense]AB19
MLDDTLPLRDRIEAATYAPEGPTLDALLTAAGLNDEDRSRIEAAAAELVHQIRAGDRPGLMEVFLAEYGLSTDEGIALMC
LAEALLRVPDEATMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLLTGRVLERHERGLVKTLKGAVKRLGEPVIRAAA
ARAMREMGRQFVLGETIDAALARAAEMEAKGYTHSYDMLGEAARTEADARRYITAYSGAIARIGLAATRGDVRADPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARTMGMGLNIDAEEADRLVLSLDVIAAVLADERLAGWDGFGVVVQAYGP
RAGLVIDALYALAQKHDRRLMVRLVKGAYWDSEIKRAQVAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMDPDPESFEFQRLHGMGEALHQIVMDKGLGTRCRIYAPVGAHRDLLAYLVRRLLENGANSSFVNRIVDTSV
PPEVVVADPLSELEARLDEPANPEILPGPALFAPERRNSRGWDLAHGPHLARIEEARAAHRTTHVNAAPLIAGPVRAEPG
RPRHSPSDPKDLVGWVQDASLRDVGTALAHARPWNIPETRCAEILRQAADLYEVHFGEIFALLAREAGKTLPDAVGELRE
AVDFLRYYASRIETLDAPARGIFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLAVRLLHEAGVPPECLQ
LLPGDGQIGARLTSDPRVTGVAFTGSTETARLIQRAMAGTMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQSA
GQRCSALRCLYVQEDIAPGFLEMLKGAMAELRVGDPWALSTDLGPLIDDEAHAAIAAYVAAARGQGRVIWEGAAPREGHF
QAPVAIRVAGIEAIEREVFGPVLHVATFAGADLDRVIAAINATGYGLTFGLHSRIDDRVQHLADRLCVGNLYVNRNQIGA
VVGSQPFGGEGLSGTGPKAGGPHYLPRFTERAAPEALSTSEPAGGIPAAPEAVEAALRAASPARGPETLDLPGPTGEANR
LTTRARPPLLCLGPGEAAAAAQAEAVRALGGAAAAVEGRLDPAALTAAEGISGALWWGDAETGRAYAQALAQRDGPILPL
IAGMPDPAHARHERHLCVDTTAAGGNAALLARAGSA
>MBL3579898.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPDGPLSLDRYDRAILRILSAEGRIPVAELARRIGLSKTPTQARLRRLETEGIVTGYRAMLNPNRLGLAHVAFVELRLSD
TREAALRDFNAAVRAIPEVEECHMIAGGFDYLLKVRTADMASYREVMAERISALPHVANSSTFVAMEAVKDAAFSTLP
>MBL3579899.1 redox-sensitive transcriptional activator SoxR [Rhodovulum visakhapatnamense]AB19
MAKATDAPSFLSVGEVAERSGVPVSALHFYEAKGLIGAHRSSGNQRRYSRDVLRRIAILRTAQSLGFSLSEIAGLLKPIP
PGRQPTAADVRAMVAGWRAALQARIDGLTELRDKLDGCIGCGCLSHDDCPLRNPADRLAASGRGAVLLGRQPPGP
>MBL3579900.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MEPKKKIALVSGGNRGIGAAVAARLAESGVLVLIGSRDLAAGQAVAAPLVAEGGEAVAVQLDVTDDASVAALAGRIAETW
GRLDILVNNAGIGLDHDTRLTPVVRIARTLEVNVTGTLRLTEAMVPLLARGVSPRIVNISSELGSFALRQDPDWEHADKI
MPTYAASKAAVNALTVGYAQSLAGQGIKVNAICPGYTATAATNFGPDRTPGEAASAIAALALADADGPTGGFFNEAGALP
W
>MBL3579901.1 IS3 family transposase [Rhodovulum visakhapatnamense]AB19
MAKRKAVGFLMTEKGFSARRACRIAGLARSVQQYWPKPKTDVALVARMKAPADENRRYGYLRLPAMLRREGLIPNTKRTY
RLSTAEGLQVPKKKRRKLPRRDRVAPQVPKRPMQRWPME
>MBL3579902.1 cytochrome c biogenesis protein CcdA [Rhodovulum visakhapatnamense]AB19
MFGIELIDAGLLPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGITMGELTGAVAGRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVIVFGLHFLHVFRIPLLDREMRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASVSRGTVLLAVYAAGLGIPFLLAALFIQRAMGVMNRLKRHMALIERAMGVLLIAVGLALLTGAFSAFSYWLL
ETFPSLARLG
>MBL3579903.1 sulfurtransferase TusA family protein [Rhodovulum visakhapatnamense]AB19
MEDGIEIDLRGLKCPLPVLRARKALAGLAPGGLLRLRADDPVAVIDIPHFCREAGHVLVSAEDEADATLYLIRKG
>MBL3579904.1 Rne/Rng family ribonuclease [Rhodovulum visakhapatnamense]AB19
MAKKMLIDATHAEETRVVVVDGNKVDEFDFESVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEDLEDEDGDGDKPKRRGRSRRKPRSGSGASGTSPSSVDQADEGALDTEDGDDDPADEIEELSA
SAEDADDESASEPDAEEAEGPSDADSDDDADSPEKDAAEEEEGDEEEGDAGEDDDTPPTVMAMTAHSDDPVETREPGAGI
PGMDVVDLGEDDETAGDLADEPSSESASEGRKSSSRRRRRGSRKKTDETEDEAPAVPAAEADEDGPEEVHHDDQIESVAE
EDVTEEIRPRKPRARRYKIQEVVKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNVVDRKK
LKEIASEMDVPEGAGLIIRTAGAKRTKSEVKRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVL
VEGEGGYRLAKDFMKMIMPSHAKNVKHYTDPMPLFARYQVESYLSSMFNPVVQLRSGGYIVIGVTEALVAIDVNSGRATK
EGSIEETALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNASVEKRLKDKLKTDRARIQVGRISGFGLLEMSRQR
LRPGMIEATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVR
IEADPFLISPDFSIERFKTATRSVPEVVTPVVSLDMSDMPDPVEEEEEDEAPVVETVAQPEADEKNEDKPGKKRRRRRRR
KKPSQGGDDQGFEAGSAEDDAEGEDDGDIADQAEPEPEEAADPENESAQAEEKSDDKPRRTRRSRSRGRKSDRTEQETGK
EAEAEAEVTAPVSEDVSAPAPEAMPEPSVDPEPVVETSLAEEERGTEAAADPADAPEPDAEGSSDAQPVSEPEPETQAEE
PQSDEPKRRGWWSLGR
>MBL3579905.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MPQAMKIAIVDDEQDMRQSISQWLALSGFETATYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSTLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGTVLVKKLIGSSTVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQIACAAFDPEALTARLFGPIEDGSTTLPAVEEARGGTLCLE
DIEALSPTLQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDMLRPDLFYRLAAMKITLPPLRNRGEDILTLFNRLSDQ
FAEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MBL3579906.1 sensor histidine kinase [Rhodovulum visakhapatnamense]AB19
MSGPSRSPYRSAYPLRGVWIVRLAVCVLILIAVATVWTTNTWLTDRFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDTGRVVAATDRSTIGTNLRSAPFYVEALRSNDTVFITSRAEA
GNFTFTYSRAITVDRKKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGRLVNEALDARSAPSAVARAI
QATADWGALPPDAYVMGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPDE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRSCVSGALSMMEPQLKRRKVTITRSLPREPVMVMADRIRLEQ
VIINLLRNALDATRESPVPQIDLILSSGETATLTVRDNGHGIEDIDRLFEPFYTTKQPGDGVGLGLAISSGIVADLGGRL
TARNAREEGAVFEVQLPILNQDKEAAE
>MBL3579907.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum visakhapatnamense]AB19
MKAAVLVFPGSNCDRDLAMAFRNAGAEVTMVWHKDSALPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHTARGG
YALGVCNGFQVLTETGVLPGALMRNAGLKFVCRPVPLTVETADSAFTAGYAKGQQIAIPVAHHDGNYVADADLVARLRAE
DRIAFTYAEPINGATADIAGILSENRRVLGLMPHPERAAEPAHGNTDGAALFRSLLGALVPA
>MBL3579908.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum visakhapatnamense]AB19
MRAAVLTGWRKPLEVSKVDDPDCPKDGVVLKVLACGICRSDWHSWTGADPDVSLPLIPGHEYCGVVEEVGPGVTRWQVGD
RVIAPFILACGHCADCASGHQTICAHQVLPGFTQAGAFAELIAVPFADTNLTPLPETMDPALAAALGCRVTTAWQALTGR
AALRPGEWLAIFGGGGVGISALLLGRALGARVAVVDVVPDKLNYAVALGADAAIDARAGDPAEAVRDITGGGAHVAIEAL
GIPETTIGAMKSLRKLGRMVQVGMPTGKNTTMALPMDAVYSGQLAVYGTRGMAAWKYPSLLSLIDGGHVDLTPLIGRRVK
LTEASGELAAFDAPAPPGVAVITNFLA
>MBL3579909.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum visakhapatnamense]AB19
MKARVHVMLKDGVLDPQGEAVRHALGTLGFEGVGGVRQGKVIDLDLDATDRTAAEARVREMCEKLLANTVIERYDIEIV
>MBL3579910.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum visakhapatnamense]AB19
MARRKKIYEGKAKILYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMTGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNIAAGSMSKRLGIEEGTQLPRPIIEFYYKDDGLGDPLVTEEHIIAFGWAGQQDLDDIVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWEGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVARRLGVLP
TNVAHPSKPTLIN
>MBL3579911.1 DUF1476 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVYRKVSSDLGSRV
DEPTLRAKMAELMVLAKEQIMSES
>MBL3579912.1 betaine--homocysteine S-methyltransferase [Rhodovulum visakhapatnamense]AB19
MTDALSRLLAERDWLMADGATGTTLFNMGLSSGEAPEFWNADEPDKIRALYRGSVEAGSDIFLTNSFGGNASRLRLHEAQ
DRVHELNRLAGALAREVADAAGRPVVVAGSVGPTGEIMEPMGPLSYTRAVEIFHEQAEGLKEGGVDLLWVETISAPDEYR
AAAEAAKLAGMPWCGTMSFDTAGRTMMGMTSAGLAELVEKLPHKPLAFGANCGVGASDLLRTVLGFAAAGTEWPIIAKGN
AGIPKYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLQAMRAALETRPRGPRPSLDEITDRLGGFSSASDG
TGDGEGPTRAPRRRRRG
>MBL3579913.1 PA0069 family radical SAM protein [Rhodovulum visakhapatnamense]AB19
MSSAGSGPRIDPVPGPGQGPTPGRGASGNPANRFDRLAVTPEDDGWDPGEAPPPLRTETRVERPRSAITRNSSPDVPFDR
SVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRVLAEELSRRGYRPATLAIGTNTDPYQPIERSYRVMR
GLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLRTIERLAAAGVPVR
VMVAPVIPALTDPELEAILARAAAAGAGAASWIMLRLPREVGPLFSDWLARHCSDRAARVLARLREMHGGEIYSPDWGCR
MRGEGPYAEIVAQRFRLAVARLGLATAQPELSTALFRVPPRAGDQLSLF
>MBL3579914.1 B12-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAEEDDDIVLAELPDDELVPQMQDDLYDGLRDEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGHDFRDGILFVPEVLLA
ANAMKGGMQLLKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDLGINTDIDRYLVALETEQPDILGM
SALLTTTMPYMKIVIDTMAEKGIRDDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNSAAAG
>MBL3579915.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum visakhapatnamense]AB19
GGDAVRLVSGSARAETELGWVPERSDLPTMIQDAWKWFQSQGYRG
>MBL3579916.1 Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MITQKTKYALKALIALAEEAAGDGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKAPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLAADAALPPV
>MBL3579917.1 hypothetical protein JMJ92_17420 [Rhodovulum visakhapatnamense]AB19
MQPAPRAGFGGLVTMGRRNAVALIVFLVAYLALFAFILTPESLWTQPSSATGHSQNAAR
>MBL3579918.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum visakhapatnamense]AB19
MLGKLGTVSGLTLLSRIFGFLRDVVLAAALGAGPVADAFMLAFRLPNHFRALLAEGAFNAAFLPGYAALSASGGPARRFG
AEVLGWLLLANLALLAVALTQTGWVLSLLAPGLGAEDPTRALAITLTRITFPYLLCMSVVAYLGALLNSRDRFAATAAAP
ILLNLCMLATLWAAPLFPGVAQAAAVGVTLSGVAQVVLLAVAATRAGIALSVAPPRLSSETRTFFRRLGPAMLAAGALQI
SVLADTVLATFLPAGSLSTLYYADRLYQLPIGLIGVALGTVLLPDIGRRAGLGDADGMRRALDRAAMVCLATGLPMAVLM
ALLGDWAVEVLFRRGAFDAEAARASATILAAYALGLVPALSVRSLVAGFHGRGDTRTPLTALMLAAIPNLGLKLALAPVL
GAAGLALATSAGMAVYAGLLWVLSRRRGHASALPRGRVTGLLATTAVMAAAVLALKAPLRAAAEAALHGGALAAALIALG
LVGLAIQAAGSLLFLRGWRPA
>MBL3579919.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MKTRLRLLILLAAAALGAGAWAVSLRDTATGTPATAAATRGTVERTVLATGTVEASQLVSVGARVSGQIETLAVALGQEV
KAGDLIAQIDSLDQQNDVLQAEADLANILAQIAAKTASLKKDELTLNRQVRLAAQNYVSDGDVEAAQADVDVDRADLEAL
EAQRKRAEVTVSTAKIALERTRITAPITGTVVAIVVEEGQTVNAVNDAPTIVKLANLDRMVVKAEISEADVVHVRPGQDV
RFTILGEPDTPFTATVRDVEPAPSEIEDSDTISTDEAIYYNGLLEVDNPDRKLRIGMTTQVSIVLDRAQNVLTVPASAIR
TGPGGAEVDLYHPATGKVSPQPVEVGLNDKVTAEIVSGLSEGDRVVTGSAEAPAAEGSGSRRMRPPMGF
>MBL3579920.1 MacB family efflux pump subunit [Rhodovulum visakhapatnamense]AB19
MDGTEPGQPLIAARGITRSFQAGDETITVLDSVDIEIRAGEMVAIIGASGSGKSTLMNILGCLDRASSGRYLFDGQDVSA
LGPDALAELRREHFGFIFQRYQLLPDLDAVGNVEVPAVYAGEGVGPRRARATDLLRRLGLGDRLDHRPSALSGGQQQRVS
VARALMNGGEVILADEPTGALDSTSGEELMALLLDLNRQGHTVVMVTHDPRVAAHAHRVIEIRDGRIVSDTPTAARTGAD
RPDRPVRRIRAGAGLRRQIEALAMAARALLAHRVRSLLTMLGIIIGIASVVLVVALGNGSQQKVLENISSLGTSTITIRS
GSGFGARDANRFETLVPSDADALALQDFADSVSPAVSDSLSVRYRNVTSTASIGGVSGDYFQVHAYTTLQGTVFGPEDIA
AREQVAVIDEDTRDTFFGAGADPLGEVLLLGRVPVRVIGLVRATGATFGPSSLNVWIPYTTSMARVSGQDHFSSIAVRVA
DGYDMTKAQDAILALMLTRHGSKDFFLTNSDSIRETITSTTRTLTALVAMIAVISLIVGGIGVMNIMLVSVTERTREIGV
RIAIGARRSDIVAQFLIEAVLVCLIGGLLGIAGALLTGEIVDRVATEVRLSFSGTAIAVAFLSSTLIGVTFGFLPARAAA
RLDPVVALSRE
>MBL3579921.1 hypothetical protein JMJ92_17440 [Rhodovulum visakhapatnamense]AB19
MTDISAVSGSTLADGGPNVAVAVLAALLLGPFGLFYVSRMAAIVMIVLTFVIALPTLGFGVLLTLPLGMLWAGIAAIRLR
RRAMRAA
>MBL3579922.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]AB19
MRLGRKPVLAGLAVLALAGGLVWWWGHERVYPGTDDAYVGAHVLTVVPEVGGRIAELAVDENDHVAAGDLMFRIEDRALK
AAVDQARARADAALQSAGAAAREVAAAEAELDVARAARREAEADYLRQEGLFRRNDVSQSALDRALAARDQALAEETAAA
QQLARAQASLGDEGDRNAGVREALAALQMAEIDLDHATVTAPESGWIANIDLRPGSVVTAGQALFSLVGDAEWWIEANFK
ETDLTRIRPGQPVAIGIDLCPALDLKGRVASIGPGAGAVFSLLPAQNATGNWVKVTRRIPVRIALDPVPEAARFCLKAGA
SATATVDTTAAPGP
>MBL3579923.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MSAARWPIVLAVVLTAILEVMDMTIVNVALPHIKAAFGLTSDQTVWIVSSYIVASVAVMPLTGFFVRRVGRRRLITSAIL
GFAGFSMLCGLSWSVGALVLFRIGQGLCGAFLIPLSQSILFDAFPREKRGQAMAFFGLGVVVAPVFGPTLGALLTEYFSW
RAVFYVNLPLAAFALMLIAGELEAEETRVLPVDWAGLALMLTAIGCLQMTLDLGETRDWFGSKLIQVTALSSAVAGALFV
VRGWHKRDNIVDFSLLRDRSFAAANVAILGFGVSMFGAIAILPLFVQGLLGYPVLDAGYLFIPRGLAAGVSMVLTGAVLL
KRIDARLLVVAGLGLTGLGNVLLSGLNLDAGFWDLGLPGVVTGFGMGLFFVPMSTLAFQNISSARQDEASGIYGVTRSIG
SSIGVAILGWQVSERSQVHWALLGEELTATRQAVAQYLAPLGLVPTSPEGAAQLAQALRAQSAMLAYQDAFLLAGLAAFA
MIPAALVLQKPRPGAPAETAAA
>MBL3579924.1 cation:proton antiporter [Rhodovulum visakhapatnamense]AB19
MEGFLLNATLYLLCIVLAVPLATRLGLGSVLGYLLIGLVVGPVLGLAGAEMITLRHVSEIGVVMMLFLIGLELDPRALWA
MRDKLVGMGGLQVLITVALVTAAAIVFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEMRAAETEGAHGAMHLIEELPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVLIKV
AVLYGLALAFKLDRSNRWLFTLGLAQAGEFGFVLVGFASSQRIMPPDIVAMSSLVIALSMLITPALFILHDIIARVLQAR
GGPRPDADQIDEHHPVIIAGIDRFGLTVNRMIALTGGRTTVIDDDLRAVRRVRRLGFKAYYGDATRPALLDSAGIDTAEV
LVVCIGDARAATTLVRYARRVRPDLFIIARARDREHVFELYRAGADETVREVFDSALRCGRRVLEKTGLTAYEAENAEDT
LFSFDRTALRELAKVWKPGVPLEDNAEYMELNSKLQSDLERAFAESLLHEAAALRSESETTTPTDVLAESDTLPEPR
>MBL3579925.1 malonyl-CoA synthase [Rhodovulum visakhapatnamense]AB19
MANPLYDQLFGRHAGRETPFLHLADGRTLTHAAFMTTAARFAHALNAFGLGPGDRLAVQVEKSPEALALYAACAQSGVIF
LPLNTAYTPDELAYFLSDSEARLFICDGRRMGALTPVAEAAGARIATLNADGSGSFTVIARAKSGTYPTVPRDAEDLAAF
LYTSGTTGRSKGAMLTQTNLISNAEVLTDVWRFTDRDVLLHALPIFHTHGLFVATNILLLAGGSIIFLPKFDTDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAPLRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYEGKRIAG
TVGLPLPGVDLRIADPETRAELAQGEIGQIEVRGPNVFKGYWQMPEKTREELCEDGFFLTGDLGRIDENGYVQIVGRAKD
LIISGGLNIYPKEIEEALDAQPGVLESAVIGVPHPDFGEAVVAVLVPASGAEPDLDAIAADLRSRLAAFKQPRRMALARA
LPRNAMGKVQKAMLRAEYRDSFA
>MBL3579926.1 inorganic phosphate transporter [Rhodovulum visakhapatnamense]AB19
MSDSFKDRQWKTLDKDLKRLSQVGTAAQSVSRPLVGVGISLAFIIAAALAAALVTGNTPGLLFVMAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAAGITAVDWPTMGGIAASWVISPFLGGVIAAGMLAFIKWKVVYRDDKIAAARVWVPVLI
GVMSAAFATYLAMKGLKHLFDIGLGHAVLIGVLVGVLAGLVSVPLIRRQSEGLENRNRSLKVMFTGPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQDGEVAGQVAIPVWVMVIGAFGISFGLMLFGPKLIRMVGSQITKLNPVRAYCVALSAALTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWDAERRWRRMDQTLPQAKRLAPEERRRRKLVRRSHFMTIVAAWGITVPATALL
SGGLFAAIMALK
>MBL3579927.1 NUDIX hydrolase [Rhodovulum visakhapatnamense]AB19
MDGNLATEPKSPVGSQIAALPFRRDKNGRLSVLMVTSRGTGRWVMPKGWTMDGRKPWVAAEIEALEEAGAEGFIATQSIG
TYDYDKRLDDGSVLRCRVEVFPMIVKTLKRDWKERRERTRRWFSPKAAARRVDEPELATLLRSLSGKPQKVPVIRDLIRS
A
>MBL3579928.1 hypothetical protein JMJ92_17475 [Rhodovulum visakhapatnamense]AB19
MRDPVRVLFLWFPLHSLIVLMTVLGGVGDARAVPLAMDPQFEAAVTGDWGADPATLSDGVATARLQAGILCAAWARDMIG
QHWRRLDHEDGPGTWSADRQTLWFQLGWIDEFERRYLRPRIDAESQQALQAAWWPGGVSTPAGSSEAGQIHRLCLRLPGL
FGSIDPDAPSGDPAMLR
>MBL3579929.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum visakhapatnamense]AB19
MAGEIPDLNATVRMGTGKGAARQARRENLVPGIVYGGGAEPLPINLKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEEKSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNIGDI
VHISDIALPEGTTPTITGRDFVIANISAPSGLRSADNEEEAVEE
>MBL3579930.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum visakhapatnamense]AB19
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNSSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
LTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIERARAANCSALVLTLDLQ
ILGQRHKDLKNGLSAPPKMTLPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTAGNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIVVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGAKGTYIGRAFIYGLGAMGEAGVTRALEVIHKELDTTMALCGRKTIAGLDRDILLVPKDFEGDWV
>MBL3579931.1 EI24 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MILTAFLKTLGQIGDRAFRRVLFLGVGLSVLLLAAIYAAIFFLIGWLVPDSFTLPWIGEVNWVDEILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPTLPPVAPIPVFDQIRDSLGFLGVVLAVNLVALVLYFFVGPFAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRSRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIAARPAAA
>MBL3579932.1 nitroreductase family protein [Rhodovulum visakhapatnamense]AB19
MPDPRPEVLDFLLTRRSRPAKTLAEPGPTRDALIPILTAAARSPDHGKLEPWRFVVLEKPALTRLEALVRTRGAALGQPE
EAIAKAASAYAQSPLAVVVVSAPKPSSKVPEIEQIHSAGAVCLALLNAALASGWGANWLTGWPAHDRGFLAEGLGLAETE
TVAGIVHIGTETAAPPDRPRPDITAITEWVSE
>MBL3579933.1 DUF167 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDLTHLAVPGTEIAVRVTPRASRDRILAEEGQIRVYVTVVPEDGKANAAVTKLLAKALGVPKSRLDLVRGQTARDKLFR
VL
>MBL3579934.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]AB19
MFGRSKRNSAAKDEADLAKAFFAVIDRTQATIQFRPDGTIITANANFLNALGYTEAEIAGRHHSMFVDPDHVKTPAYKAF
WDGLGNGQSFTDQFPRVRKNGSIIWIQATYAPCLDENGHTTRVIKIATDITERHDGIDEIAKGLERLQSGDLSHRVPGSS
LPDIAALADAYNSAVGQLSTTIATVKDVSSIVERTAQEVGQASSDLSRRTETQAATLEETAAAIDELTATVRSAASAIKD
VEQSADRAMATAESGGRVVSDAVEAMARIDGSSKKISQILTVMKDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRA
LAQRSGEASGEISVLVRESTENVKLGVGLVNNAGSELTRIIDAVSGMREHISQIATGASEQAITLNEINTGVGQLDTVTQ
QNAAMVEQATAASQGLASEARELAAQVSIFRIANDGYPAAGSVVPFRSSNAA
>MBL3579935.1 hypothetical protein JMJ92_17510 [Rhodovulum visakhapatnamense]AB19
MPSLRKLIGQGGRIALFLLALYLVVLCGLLIGPTFTAVCLVVLAVVGGCVLYLRNPDRADRWKSALPRRTRRETAPAAAP
VVAASATDLQDRPVQLPALRDPALDREDERPPRLTMLDTLGWETPAAMARDFAVLGLAGLGLAIVGYTLPAWPVLSWIAG
LLKVVGVLLVLFSSGVLYSFGRELFWRGRG
>MBL3579936.1 UPF0104 family protein [Rhodovulum visakhapatnamense]AB19
MGRLLLTAAFIGIAVWLLREATRQIEFSEITDGLQAVTRPQIALAVLGTLVSFVFIGALDLLCLKEIAPGRVPGRVSVAT
GAAATAVSNLLGAAYVTGVGVRYRVYSVFGLGASQVAVLFAHNSLAYSLGALVLYGAVLAVHPASIEGVLPLSPPLQTVI
GLSLLALTALIWGAIRLRAGRPVQVLGRRIPMPGFGTAVALTGAVVFDLVASGLVLHVLYPPDLSIGFLEFLAVFGIAIS
LGILSHSPGGLGVFEATILTATGAHGRADALAALILYRAAYTLLPFLAALVAAGVFELRTNRAALARTAQRAGARLRPAA
PAIAAGLAFAAGGGLLLSGLLGPLGPEIAVSPELRALAQLLAMGLGLVLLALAGALALRLRRAPALTLAALAAGSMAVLA
DGRPVEAALLLGLVAGPFWLLRRLL
>MBL3579937.1 nitroreductase family protein [Rhodovulum visakhapatnamense]AB19
MSNKTLDLLSKRRTQYALGKTLPIPADAVEELIKTAIRHAPSSFNSQSSRAVILFGAESEKAWSLIEAELRKIVPEDAFA
PTAAKMAGFAAGAGTVLFYEDQDTIRGLQEQFPLYADAFPGFANHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFGVPSSWKLIAQMPFGSHAGEIGPKTFIEDNSRFITLGK
>MBL3579938.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTETKIRIHLRAARARAGLSLAQAADLTGVSKAMLGQIERGESSPTIATLWKLARGFRLPLTALIEDLVQTTGSFTPATA
RPMRFEGSIAMRTIFPFDPVFGSETFLVTLDPGQVHLSAAHDTGVVEDIFVTEGQVEVLLDDIWKTCQAGDGLRFPADRA
HGYRNRADSPALFHNTLHYPRTALFGPPEDA
>MBL3579939.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum visakhapatnamense]AB19
MVFGLKLSHLVAGFIAVLLGYTSSVAIIFQAIDVLGASQAQANSWMLALGLGMGASGLILSLRYRMPILTAWSTPGAALL
VISLDGVPMNEAIGAFVFCGLLLTLTGLTGWFEKLSHLIPDAIGNAMLAGILFQFGLGIFASTEDNLPLVAVMGAVYLAG
RRLFPRFAIPAVLLAGCLFCAVTGAFDSGAAVDLSLARPAFVMPALSLPVLIGVGLPLFIVTMASQNTPGIVTLKAAGYA
PPVSACVTVTGLTTLLLAPFGGYAFNLAAITAAICAGPEADEDPDTRYRAVVVAGLLYCLVGLMGAAVISLFLIAPKALV
VTVAGLALLNTIGTSLHAALAVPERREAALVTFMTTVSGIGFLGIGAPFWALLLGIGTGAVLAPRRSRAAAPDRRPA
>MBL3579940.1 pirin family protein [Rhodovulum visakhapatnamense]AB19
MSWNPTQDPESGAAACAALETLIIPRARDIGGFEVRRALPSPKRQMVGPFIFFDQMGPAEFLTAGGIDVRPHPHIGLGTV
TYLYRGEFEHRDSIGSHQMIYPGEVNWMVAGRGVTHSERTSAATRGTRHSLFGIQTWIALPEDREETAPSFEHHGKDALP
VIEAGGAEARLILGRAYGAESPVTLPSETFYLDVVLAPGARFPLPDDHEDRGIHVAEGSIAVAGDLFEAGRMMIFRPGDA
ISVTAGPQGARLMALGGATLNGPRYIWWNFVSSSKDRIAQARADWQAADWANGPFHLPPGDEAEFIPIPPELDRTRPRAW
K
>MBL3579941.1 heavy-metal-associated domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKFSVPDMTCGHCTAAIEKAIRQRDPSAEISCDLGTHTVETKTALPEAEIAAAIEDAGYSAATV
>MBL3579942.1 hypothetical protein JMJ92_17545 [Rhodovulum visakhapatnamense]AB19
MQGATSPIAPSLRARPGMLDEGVDIGGVLKNYDRTNYDVHRSYCHPEMVAEAEASVVQ
>MBL3579943.1 hypothetical protein JMJ92_17550 [Rhodovulum visakhapatnamense]AB19
MLTVALSSPSQSVMDVLTGEGLGDLDLAAVACLCVPLWAIPADQRATVAALCEHP
>MBL3579944.1 NYN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MNPLDLRNNAPAQPQPQLRVRIFVDFWNFSLSLRRENNAFMVDWRPVGPLFTTEAAKLVDPNAQPVFEALHVYGSFDPNK
PQDNRLKNWFTNTLDKMPGTHVALVERQQKRAYPKCPHCQTEVSQCASCGGDMRGTEEKGVDTRIVADMISLAWAKAYDV
AVLVSSDRDFVPVAEFLQTKGIKVVHGAFPPKGIHLSQKCWANFSITNLMPQIERR
>MBL3579945.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3579946.1 phosphonate metabolism transcriptional regulator PhnF, partial [Rhodovulum visakhapatnamense]AB19
RPGDKLPTEADLARRFGVNRHTVRRALADLAEARLVHARRGSGVYVAARPTDYPLGRRVRFHQNLAAAGRSADRKVLLRT
TGKADRREAEALALPEGAAVHVYEGISLADGQPLALFRSVFPADRLPGLLDALAEDPSVTRALARAGVADYTRASTRLTA
KRATPTQALHLDLRPGDPILRSVSVNVDAGGQPVEYGRTWFAGDRVSLIVAPD
>MBL3579947.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum visakhapatnamense]AB19
MPQYLQPLRFTGATILRDGELQRRSLAIADGRITKGPLPEVDLSGYLILPGIVDLHGDAFERHIAPRPAAPFALEVGLAA
TDREAAANGITTGWLAQGWSWEGGRRAPDQAEALMAALDAYRPRMLTDLRIQLRCETHTVGTAQRLLEAVERHGIDYVVF
NNHLEEAEELARARPERLHHWATENGRSVRDHMAAVAAAQAMAPDVPRYLCRLAEAFDAMGVLYGSHDDPDGETRERFSM
IGARIAEFPTTRRAAAAAKAMNDPVLLGAPNVARGGSQAGNASATDLIAQGLCDALVSDFYYPALPHAVWRLVDLGLRTL
PQAWAMISQHPAEILRLPDRGRLDFGRRADLCVINEETRAVEMTIAGGRLTYLAGEAAHRFAHRIHALDMAAE
>MBL3579948.1 chloramphenicol acetyltransferase [Rhodovulum visakhapatnamense]AB19
MPRLSAETPVVHPECSVAGCTLGRYVEIGQGARLLNVAMGDYSYCDRYADIANADLGKFANIAAFTRIGPTDHPMQRASL
HHFLYRSADYWEDAGDDPAFFAHRASRRARIGHDTWIGHGAIVRPEVTVGDGAVVGAGAVVTRDVAPYTIVAGVPAVPIR
DRFAPAIARRLQALAWWDWDHAALRRALEDFRTLSVEAFLEAHGG
>MBL3579949.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum visakhapatnamense]AB19
MSDTALLKRGAVGLIGRKRLTAFAFPGLVLAYLAYVAIAFDVAGLAERARLDNGRTLLADSYSYKTHVTRDNRSGEVTVA
IEGERKGTYAPDAPPDWVERKGARTEIDLGDGHLVSFGPEMVSYSVPGYGLIEARPSPSAGVETNLTGPLPDWISLSRNR
LAVTTEAGRLTVTRNRTEVFRYFVGWELFFFTLDSPYHGHSAASLLFGPQIDPDRSNLAGAWHDFWRNPMWRHADVAWAL
FETVLMAFLGTMGAALVALPLAFLAARNFTPVMAIRFGIRRVFDFVRGVDGLIWTIVLARAFGPGPMTGALAILFTDSGT
FGKMFSEALENVDRRQIEGVQSTGAPLLARYRFGVIPQITPVLLSQALYYLESNTRSATVIGAITGGGIGLLLTQAIITQ
KDWEEVSYYIVLIVLMVSAMDWISGILRRRLIRGA
>MBL3579950.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum visakhapatnamense]AB19
MADSFPASRTDPIRSRYLDLVRRRQLYSGLTLTIFAVLMASGFGLANNRNAGGFLDGIGNIFAFPSNVIEEAAAKIADMP
ANLLRLFPALVETVNIAAVSTLVGGTAGFALALLSTRGLAPWALAIPLFRRAMDVMRAVPEIVIALVLIYVLGGGPVPAM
IAIAFHTAGALGKLFSEVNENADLKPVEGLASVGAGWAQRMWLGVVPQVAPNYLSYALLRFEINIRASAILGFVGAGGLG
YELKNAMSWGQGRFDQAAAIFLLLFAAIVVFDQVSSHVRDRLTKGAAA
>MBL3579951.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTRLLAALVATSALAAPAFAQDKIDEFRIGILGGENAQDRLNSYECLRVKSEDLLGVPTKLFAPADYDGVIQGLLGGTID
MAWLGASGYAKVYLEDPTAVEPVLVKVNTDGSYGYYAIGFARKDSGIASLDDMQGKKFGFGDPNSTSGYLIPSIEIPAET
GHSMQSGDFFGEVVFTGGHEQTIVAVSNGDVDAGVTWADGQGNWEDGYNSGALRKAVDAGIVDMNDMVEIWRSKQIPEGP
IVLRTALPEDAKVKMTALVASLASMDPDCSYGVLAGEAKGVMPITHDAYLSIVEARKAQSN
>MBL3579952.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MLSVDNLTRHFGRTAAVDRVSFSVERPAFIGIIGRSGAGKSTLLRMLNRLTDATAGEIRFEGRNVLALKGAAKRAWQSDC
AMIFQQFNLVPRLDVVSNVLHGTLNRRSALATVFNLYPRADIYRAIDILDRLGIAEQAAKRAEALSGGQQQRVAIARALM
QDPKIILADEPIASLDPMNAQVVMDALRRIHEEDGRMVIANLHTLDTARRYCDRVIGMRAGRMVFDGRPEQLTTGVARDI
YGADASFSEQATSTSIEALDRVARAAMAETELI
>MBL3579953.1 flavin reductase family protein [Rhodovulum visakhapatnamense]AB19
MERFIPGPDTQRLYRDALGSFATGVTVVTALGSHGPVGMTANSFSSVSLDPPLVLWSPARASTRYPAMSGAERFAIHVLG
AGEENLAARFARSGADFEGLGPESGDDPPLLEQGWIARFVCRRVALHEAGDHAIVVGHVEDCARREGPPLVFAGGAYGDF
SPLG
>MBL3579954.1 hypothetical protein JMJ92_17605 [Rhodovulum visakhapatnamense]AB19
MNMIQEPRNTARRLAMRPRVHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDAAAD
>MBL3579955.1 FAD-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MSLNRRSFLGTGLALGAALSAPSALGQARPRVVIVGGGAGGATAARYIAKDSGGAIDVVLIEPGKTYYTCFFSNLYLGGF
RDLASIAHDYGMLASQYGVNVIHDLAVDIDREARSVALASGHALGYDRLIVSPGIDFVDGAVPGWDLTVQNRMPHAWKAG
SQTQLLKAQIEAMREGGVFCMVAPPDPYRCPPGPYERISMVAHVLKERNPTAKILIVDPKEKFSKQALFEEGWSRHYPGM
IERVGPDFGAANVEVRPDSMEVVIDGAPETVDVCNVIPAQKAGHIAGIAGLANDSGFCPIVPGTMQSRIDENIYILGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALIGARAFPAKYSNTCWSLIDTGDGVKVGASYQAAEDKIAKVDGFVSQTGEDAAL
RKATFEESLGWYAGITADIFG
>MBL3579956.1 c-type cytochrome [Rhodovulum visakhapatnamense]AB19
MREELSLVLALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPEAQASIGPPLTGLFGRRAATVAGFPYSRSMQ
RAGQDGLTWTFETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRQYSDKPSNIPEAAPTARADDPELSEATLALA
GDPGWGEYLSSECTTCHQRDGSDQGIPSITLWPQRKFVLAMHAYKQHLRPHPVMQMMAGRLSDEEIAALAAYFGALGL
>MBL3579957.1 cytochrome c [Rhodovulum visakhapatnamense]AB19
MSKSRNLSAVALLLALTGPAQADRFGLGRPALPEEVAAWNVDVAPDGVGLPEGSGSVEDGEEIFSANCAICHGEFAEGVG
NYPKLAGGDGTLDRDDPLKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNDLVDDDFVLSNENFLEV
AMPNADGFIVDDRETTELPRFSQPPCMTDCKPEVKITMRAAVLDVTPDEGH
>MBL3579958.1 sulfite dehydrogenase [Rhodovulum visakhapatnamense]AB19
MTDRPGAPTRRGFLKAGLAGGGALVAGGAVAQEPDPLITEKQPWAQMWGDGVDVTPYGMPIEYEADVIRRNVGWLTADTI
SSVNFSPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLVFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAVESREETSKYTDTLADGTSRKWTWVMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAISRVDVSLDGGTSWQTARLAQPGQKMALSRFYLDIDWDGSEMLLQSRAMDETGYVQPTKNALREIRGLNSIYHN
NGIQTWWVKANGEAENVEVS
>MBL3579959.1 thiosulfohydrolase SoxB [Rhodovulum visakhapatnamense]AB19
MISRRDFLQAALAASAVWGASGAGNWARLAAQQALTQDRLLEFDTFGNVTLIHVTDIHGQLVPIWFREPEINIGVGAAAG
QPPHVTGADFLKLYGIAPGTPEAYALTYVDFVSLAKGYGRMGGLDRVATVINAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGVDRVTEIVDGLDFAFLGANIFDAEWDEPAYEPYKMFERGGAQIAVIGQAFPYLPI
ANPKWMFPGLSFGVREERMAEVVQEVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMTALIERERAPYKAEMAEVLGTTDSLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGDPITREDLYSATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTKPQGSRITDMTLLKTGEAVDPARSYVVSGWASVGEGTEGPPIWEVVESYVKRQGTVRVDPNTSVVV
SGA
>MBL3579960.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MAPDPRPTLVKTAPLSQDAVAGFPLLSRERPPSVTDLLVRPLRPEDAASWRRLWAAYLDFYETSVPAETYDITFARLLHG
GDPNMGCRLALSGGKVVGLVHFIFHRHCWRPENVCYLQDLYADPAMRGRGVGRALIEAVYAVADSRGTPSVYWLTQDSNE
TARQLYDRIGRPTPFVKYVRG
>MBL3579961.1 DUF2927 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MALLITLAACAGPGPEMPGRRPPALADLPPMKTFVTHRVTPPQRSNAAIAQDFLDLAFQMESGRSLPYMTRFEGPITVRV
TGPAPASLEPDLAALLARLRREAGIGIHRVAADAPASVTIEFLPRSQLQRLVPQAACFVAPRVSSWEDFRQSRRSGEVDW
TTLPVRQWVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYAPELHNGTTRD
EAARVLPQLLARLNPRGERIGGSDLMSPTPRAWIDAIEAALGPGTAPSQRVAAARSAVEIARTQGWRDTRLAFSLFAFGR
LALGQNNGETSLAAFLEAGQIYAAHPVTRVQSAHVAMHIAAFALSAGQPDTAVLIIDDHLDDVQNGENAALLASMLLMKA
EALDMLGWTKEAAAIRRDALGWARYGFGSENEVRERMAEIAWLNPARTD
>MBL3579962.1 VWA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFLPFFQTLRATGIPVSLREYLSFLEGVKRGLVTYDAEGFYYLARTALVKDERLLDRFDRAFAQSFGGLEEIGPGEVLEA
LDLPEDWLRKLAERHLSEAERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDKREFRNLDDSVELGTRNIKVALKRLRRWARDGARHELDLDGTIRATADHGYLDVKTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARSEFKHLEHYYFHNCLYEGVWRDNRRRWDRVTPTAEVLRTYGSDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGRVWLERARAQWPDHLWINPVPERHWHYTQSIGMIREIFEDRMVPMTLDGIERGMKTLGR
>MBL3579963.1 F0F1 ATP synthase subunit epsilon [Rhodovulum visakhapatnamense]AB19
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFTESGSQKYIVTGGFAEITADAATVLA
ERSHPVEEVTQDMIDEMVAEARAAARDAHPDVVDAAARMLADMVAMGTHIGFEPQT
>MBL3579964.1 F0F1 ATP synthase subunit beta [Rhodovulum visakhapatnamense]AB19
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLGKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSEILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMIESNVIKVDDLSKSQVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDDVIAKAEKMAADAA
>MBL3579965.1 F0F1 ATP synthase subunit gamma [Rhodovulum visakhapatnamense]AB19
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGSGADKVHL
LVVMTAERGLCGGFNSSIVRLARLKAQNLIAEGKTVRILTVGRKGREQLKRDFADHFVGHVDLSEVKRIRYGNARDISQD
IIARFEKGEFDVATIFFSRFKSVISQEPTAQQIIPAVFDEPEDVSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDRLNLEYNRSRQAAITKELIEIISGAEAL
>MBL3579966.1 F0F1 ATP synthase subunit alpha [Rhodovulum visakhapatnamense]AB19
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEIDNVGIVIFGSDR
AIKEGDVVKRTNAIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIADVKAPGIIPRKSVHEPMATGLKSVDAMIPIG
RGQRELIIGDRQTGKTAVALDTILNQKSYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMDYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSAAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDAATQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYEADLLSFLRTKHQA
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MBL3579967.1 F0F1 ATP synthase subunit delta [Rhodovulum visakhapatnamense]AB19
MSEPASISSGIAKRYATALFDLTREANGISALEADVDALDAALTESGEFRDLISSPVYSRDDQARAIDAIASKMGLGRMM
ANTLQLMASKRRLFVLPQMVAELRGLIAEAKGEVSADVVSARPLSDAQRAALAAALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MBL3579968.1 methyltransferase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPEAKGQTVAGFGFAVPLLRPLRVSARRVVALMPGQQGVMPWPAGEEN
VSVLCEETAWPLPDGFVDKLVLLHGLETSEHPGAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTARRFWLKTAGIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLATKDPLPRPLRILDGL
PRPGAEPA
>MBL3579969.1 hydroxyacylglutathione hydrolase [Rhodovulum visakhapatnamense]AB19
MPLEIVTVPCLSDNYAYLVKGPGGALLIDAPEAGPIVEALESRGWGLDAILITHHHHDHVGGVAELRTRYGAQVMGPAAE
AARLPPLDRALAEGDRVGDGPDEAEVIAVPGHTLGHVAYRFAGGNAVFTADSLMALGCGRLFEGTPAMMWDSLTKLAALP
PETLVFSGHEYTSANARFALTVEPGNDALRARSAEIDRLRDEGRPTVPVPLSVESATNPFLRAGRPELKTALGLGDASDV
EVFAEIRARKDRF
>MBL3579970.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum visakhapatnamense]AB19
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDAAKVMKACSVDLEDLRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGATQTDGGESRESALSKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVSGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVNEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLLAESKRRKTIGTREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVREGEIDLRIEEPEKRRLDSSKKPPLLTAE
>MBL3579971.1 hypothetical protein JMJ92_17705, partial [Rhodovulum visakhapatnamense]AB19
MRFAWLAATAALLSVSATGGICQQAAPTGLDLTAEDVQDLSQQAASYRRIIAALSEESAQAEAVLTRTQDRLRTALNELA
EAEARLEDLTGRQAEAEDRLAATGAAKAELSDLTAEIEAARAVLAELATERDRLNAGTEQLRTAQADAAAGLQELQTRVA
TATEAAEAADRRAAATRAELDRLSTEAETARREAADLAEAARAARAEAEAEAASRAEAEAALAEDEAALAEDNRSASARR
DEAQAAAERAEAEQAAAEALLAATRQKIEDMAPRLAEAEAAIREADDARAGTGAATAALKDIEDRTEAARSALAAAEGRI
AETEAALEARRADLAAAEAAAREAGAAADAARATRRQAEAGAQEATGRLTGIETALEEAMAAEAEARDRAER
>MBL3579972.1 EAL domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTGSLSAVLAGVNVGRRFVLLTAAGYLTALAAIAAALWLVAVPALHKLHLAALETQAQTRAGSVQDTLSLVLADALSLAH
APQTGAYLSSDAAARTTRMRRALERLSDGVTAQVLLFDRNGTVRLRTPGVMVRPVFGLAETRQGLSQLSVGRIGGEPLIS
YRPGHGGNSADSAFLMSIPVFAGGQPRGMLVIEKHLDLSRVLTGDAVSAKTRLATAFQVAMYADWTGHRDDLIAAPVAGT
DFFVVIERNTRLTGRLAREMGREVVLFTGLALLVPFVAMGFAGRRFIVAPHRALEQSRRDLAASRDELAELAQIARMSSD
SIVVSDAQRRIVWTNPAFLALTGYTAREVLGRDADTLLQGPGTDPAAGRRLREAIARKEPVRAEILNYRRDGTPFWAHLS
ITPIFDADGRVIRFAAISTDITRRKTYEGELERARHELEHQALHDSLTGLPNRRALERLFAGIDPEGDPRSVVRIDLDHF
KNVNDTHGHAAGDHVLIRVAEILREGTDPGDVPARIGGDEFVIVLGPGRDTDEAMRLADRLRNEIGRDIPYQNKTCRIGA
SFGICGTGDGLVDIGALLVSADAALYASKDDGRSAITLYTPDLHRDVQEKRRLAVEIERAVLNEEFLPYFQPQFDAVSGA
LVGVETLARWHHPVRGILPPAAFLGLAAQMSMMPEIDRIIYRKGLQEVAAMNRAGFDIPKVSFNAGVAQLRETDLPGIAA
AIDIGPTRIAIEILESVLVEEQTDEFGFHVDLLRDHGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLIVPVTRTERAR
QLVRSIVDIGHTFGIGVTAEGVETAAHAEILAALGCHTLQGFHFARPLAPKDLCARLSEGEMGRGRDPGASSVA
>MBL3579973.1 hypothetical protein JMJ92_17715 [Rhodovulum visakhapatnamense]AB19
MSPASAIPGPDTAAAEATAAVEPQPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGQGVGLTFRREIPNFLRLDPFR
LTDLAPAELPSDPAAEVELAETDGTDTADADAMAEDSASEEMPPDATDETVEDLAEDSFDLGAGNVEDALGNSPATDLAG
ADVPESDPDLPDTDFPALDEAGAEETGLDMPAEPGDAEPLGADAMAGDVDEGLSDEAPMDLTGSGRPADDETAAEMDEGV
ALGAVETVAESMKFGADEFHLDTAEDDSLDTVGEDMLLEDEGMPAEASEDLVSDEIGPEDTGSVDTGLEGVGLEDMGLED
MAEDPSDAAFDVPGETAEDDVPELAQESAAVDALTDSAPDDIGAGLDTDSAETAELDPGTGTEGPTGGDTGLDQIMDRLD
LIEFMLCGQRDGEAGSAESDPGESLGTRISQIEAGLARVEAEQGRLAEGLQRVEAAVSRIEAALEGLAGQAAASAAPPAD
GASLGDALDAVDQRIEAIADRLTEVQSSHSGEIAALIERIERLAETQPEGSVSADDIAARAIEIDALSSLVTALSEQLMA
GQGGGERKDGLEEVLERLNATQESIAAMVSQLVEGTPAPERQISA
>MBL3579974.1 xanthine dehydrogenase family protein subunit M [Rhodovulum visakhapatnamense]AB19
MYAFEIDRPTTLDAAVTALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIDDLKGICIADDGALCIGAATSHATVAA
EAAATYPALADLAAHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASRAMIRTNTREIAADDYFEGMFATALEEGEIITE
VRFPLPEQAAYVKFAQPASRFALVGVFVARFADGVRVAVTGASEDGVFRWTEAEAALSDDFRPEAVAGLSVDPEGMIGDL
HGSPDYRAHLIRVLTGRAVAAAAA
>MBL3579975.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum visakhapatnamense]AB19
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTGVDTSAAEAMPGVLRVFTGADFEGVGGLP
CGWLVTDRFGQPMQEPGHPVLARGKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMKAALDPDAPLVHDELK
NNLCYDWGFVEENRAAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGRFQALRTE
THANMGAYLSTFAPSIPTWLHGTLMAGNYKTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
LRRRNFITEFPYATPVAVEYDTGDYNATLDKLLEIADVAGFEARLADSKSRGMLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAAHLMEAAPEDIELKDGRFSVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTVCSFAAADDFGNIVNPMIVSGQVHGGIAQGIGQALLEAASYDDYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGSPPAVVNAVVDALQRAGHTGVTHIDMPLTPARVWAAMQG
>MBL3579976.1 (2Fe-2S)-binding protein [Rhodovulum visakhapatnamense]AB19
MTKVSMKVNGKPVSGEVEGRTLLVSFLRDTLGLTGTHVGCDTSQCGACVVHVDGQAVKSCTMFVAEAEGCEVTTIEGMAN
ADGSLSTIQQAFQDHHGLQCGFCTPGMVMSAAALLAGTPKPTEAEIRHYLEGNICRCTGYHNIVKAILAASGQDVSDIGG
DAIAAE
>MBL3579977.1 carbon monoxide dehydrogenase subunit G [Rhodovulum visakhapatnamense]AB19
MKLAATHDIAAPRATVWEALLTDEVLKACLPGCQELSGNPEDGFEATVLQKIGPVKATFKGHVTLSDMEEPSALTLSGEG
KGGAAGFARGAARVTLEEISEGTRLGYEVEVEVGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPSETDEAGAEPEGA
DPAEDAPKGKGWLGRLMTRKAEAE
>MBL3579978.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MVIDDHPLFCDALSMTLKSAVGIARVETSDHLEDALSRLGQAPRPDIVLLDLNLPDVTGLDGLIRLKTAVGETPVVVVSS
MADPRLIGTAIRAGAAGFVPKHSPRDVFRAAFATIAEGEVYVPDGVVLSDQTGAPARDDAIRRLALLTPQQGRILQLICA
GKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMTDPS
>MBL3579979.1 PAS-domain containing protein, partial [Rhodovulum visakhapatnamense]AB19
MSDRLIRPPEPPEDREDRVHRIATLLTGRGASEPTGPSLTDRAVLLEDEVRARTDELEHALDLLNESNARLAAANRATEA
ARADLANAIETLQEGFALFDEADHLVLCNSRFVMQMPDVREQLWPGLSFQAYVEAVSRSRFLTLPDGDTAADWADRRIAR
HRDNLHTVINISLLGHRWIQVSDHRTQDGKTVILQTDITDIMRSERRERSRMLDDQARMVRATLDHINQGVCIFDPDQRL
VGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADPALQIDIAPEALLTWVHRTDRRPPLRFGLRRGEALVLEGLAEEMPD
RGFVISFSDVTAARRAAGALAEAKSHLEQRVLERTLDLEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSSIVED
LAQPDHREVLSRAETALESVEGILEALLDISTLDSGQAAISPEPVGIRDLFARLQSGFAPHAALKGLDLRVMPRDLTVRT
DPGYIRRILQNLVSNAIRYTETGRVLVGARRQGASLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGLAIVE
RACARLGHPLGLWSQPGRGSGFFVTVPLAEPAPVRPPAPPLPEATPGLVALLIENDPEIRRALPMLVRRWGVDVLDVADA
DEALALLAEIDLKPDAALIDDRLGTGTGLAALDRIEARYGPIPTRIVSASRSPDFAAACRARGVQILPKPLSPEPD
>MBL3579980.1 c-type cytochrome [Rhodovulum visakhapatnamense]AB19
MTGDAAKGEKAFIQCATCHSVVSPSGEMLAGRGLKVGPNLYGMPGRHAGIVEGFRYSKSMTAAGEAGLVWDEEQVSVYAQ
DPTGFLRGYLDDPKARGLMTYNAKDPQEVKDIYAYIAKLSEE
>MBL3579981.1 VWA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MATLEDYAELLADLDAPQREKLEDVWPEAVRQLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPTVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEDLLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQNERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIADYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVAATTAPLKGDELNALQRAAIGLIEDARVEALAIARFPRLRDLWLRFHRPAQDG
SMTARFGRIALALLDPDAATGDEIADWARAAFAGADLGTAETSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EESVDWEKGMAPDQQVRRYVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKEPTAPPVPYDEFDYKIQM
HRPAWATVLEKRPRLGDPADIDAILTENRKLTQRMRHLLDAMQPQGVQRIRKLEDGDEIDLNAATQGLIDIRMGLQPDPR
VMMRSVRKTRDIAVMALLDLSQSTNDPVAGQERTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEIPKARLAGMEGRLSTRMGAAIRHAGAHLGRVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVARTGVIPF
CLTLDPRADQYVAQTFGQRNFLVLENVERLPERLPQLYAGLTR
>MBL3579982.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum visakhapatnamense]AB19
MTDMLDQYRVAEEPYYRPVADEVALYEAAYAAKMPVMLKGPTGCGKTRFVEHMAWRLGKPLITVACNEDMTASDIVGRFL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFHLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVSHESGADPGDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEPPAA
CRMALVRPITDDPDMRDALDAAVATYF
>MBL3579983.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum visakhapatnamense]AB19
MSNVQDYTSRLSDPASRKMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDTILA
ELKACHEANPDNHVRLIGYNNYTQSQGANMVVYRGTPV
>MBL3579984.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum visakhapatnamense]AB19
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELKTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVMDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDREATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTNAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MBL3579985.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEDSLGVALLDRIGKRMQPTDAGRVVVEGARETLDAVERM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAASEDDLCILGTPPEGLDVVARA
IADNPLVLIARPDHPLAAEVNIPPERVAREPFLLRERGSGTRLTVERFFRARGLTLPMRMELGSNEAIKQAVIGGLGLGA
LSRDTLALEGATGALKVLDVAGFPLLRQWQVAYPRGKHLSVVAEAFLDHLVAHARQAVEAGPAIARIAKEAAQE
>MBL3579986.1 hypothetical protein JMJ92_17780 [Rhodovulum visakhapatnamense]AB19
MQVFALYLGFSLVLLLGAAELERRAIVARRLGPNGRAMLIALVVSAVSSLFVVVAAGVSGGWIFMLHVLGGAILYHALMG
IFLVHGLQEVSARVAGHGMS
>MBL3579987.1 division plane positioning ATPase MipZ [Rhodovulum visakhapatnamense]AB19
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRSAYLAQTGVDLPSPDFRELPEIDAATL
DESENVHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGKALDNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
TLNISNVAARQELRDLMAALKLPEVEQVA
>MBL3579988.1 CZB domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSLPISRSTAEALEAAIQSHLLLRGRLRQAVQTGRAGISPEEASAQGGCDLDRLLGGGDLAAAARGARHVREIARSHAEF
HACAGRILRLVADRRVGTAERALGVELRDISNRMIAEIEALQDELKAPTGA
>MBL3579989.1 50S ribosomal protein L31 [Rhodovulum visakhapatnamense]AB19
MRKDIHPDYHAIDVKLTDGTVVQMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MBL3579990.1 50S ribosomal protein L19 [Rhodovulum visakhapatnamense]AB19
MDLIAQLEAEQIAALGKTIPDFKPGDTIRVGYKVTEGTRTRVQNYEGVCISRKNGKGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAEVSNYKPKSAE
>MBL3579991.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum visakhapatnamense]AB19
MTENARSHGRLSVSASLKPRDLMAERPRLRGAWTARVITLFPEAFPGILGLSLTGKALDQGLWALEPIDLRPFGEGRHRN
VDDTPAGGGAGMVLRADVVAKALDQAAIGTPPDRARWPVVYLSPRGAPFTQATARRFAATEGLTLLCGRFEGVDERVLEE
YAVEEVSLGDFVLTGGEIAAEALIDATVRLLPGVLGNAASTEEESHSAGLLEHPQYTRPAEWRGRAIPEVLLSGNHGAVE
RWRRDMAERLTEARRPDLWAAYRRKPD
>MBL3579992.1 hypothetical protein JMJ92_17810 [Rhodovulum visakhapatnamense]AB19
MNLPQIFYAVILFGAFLGGTAGIDAWVILVIAAFAVVATVFDPAAKAKRTAEGRTLTKALPMIVVNQVIWANLAFLIGLG
LAWPFGGSILALPLLVPLIVSGIGCAGALAMGMKPGAKG
>MBL3579993.1 ribosome maturation factor RimM [Rhodovulum visakhapatnamense]AB19
MTDRVCVGAVSGSFGVRGEVRLKSFCADPAAIADYAPLYSEDGAKSFDLEITRAVKEGFAARLSGVVTKEEADALKGLRL
YADRDRLPLLPDDEFYHADLIGLTVVDPGGKVLGTVHAVFDHGAGDLIEVRGPGLKAAVLVPFTNAIVPTVDLEAGRMVI
DPPDGLFET
>MBL3579994.1 5,6-dimethylbenzimidazole synthase [Rhodovulum visakhapatnamense]AB19
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPELLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDEETAQGAGLGAATMPEMRRYSVVAAISMFWLSVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MBL3579995.1 30S ribosomal protein S16, partial [Rhodovulum visakhapatnamense]AB19
DRVARMLEAAGVLAKTERSNPKKAEPGDKAKKRAEEKAAKAAAAAEAE
>MBL3579996.1 DUF2190 family protein [Rhodovulum visakhapatnamense]AB19
MKNYLQNGHILRVTTPAGGIASGDAIIVGSIFGIAAYSSAKGDPVELSTTGVFQLPKASAAVLTVGARVAWDDTAKAVTT
PGAGRFPIGVAVEAAGNGVTSVAVRLDGIATAAA
>MBL3579997.1 TIR domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPRKVFFSFHYDDVTRVNVVRNSDQITRRYTKAARFHDKSLWEEVKKQGPLAIKRMINGGLDGSSVTCVLIGSQTWQRPW
VRYEIIKSLARGNGILGVQIHDVGFKPGQPTNALAGLFGTSPPSNALAGYGSRPEPTLGGLLGLATERQEPPQNALLGAL
LAGEPSVAPTPQPGPNPLRYLGYTVDRRYGMVRFHEIGPNRQWREYTEVQAVPLRSLPWLPRFKDADNLENLFRIYNWKQ
DYGSFYFPTWIEEAAAQVGR
>MBL3579998.1 hypothetical protein JMJ92_17840 [Rhodovulum visakhapatnamense]AB19
MATDKDDLPKHLEFILDVVERHAHNSFVLKGWSVTLVAAVFLLAVRGAEPALAMAAGLLPSLTFWALDAYYLRQERMFRA
LYNHVRKAEPSPDNRFSLDARSFADEVPSWFRTLGATPVLWFHAAVLAVVVVALAFFSLRPPDAP
>MBL3579999.1 hypothetical protein JMJ92_17845 [Rhodovulum visakhapatnamense]AB19
MPKSNDAALAAFIARKAEIDAALDRIRAASDDHFFASPEDVHWGHVTALADHAALLKRITDAIYAEA
>MBL3580000.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MQKPEPFRDLKELGSLVRRHRDLHGLSQQELASMSGVDAKQISRIETAAHEAKITTILRVAAALGLDLAVTDRAGASSRV
EDIF
>MBL3580001.1 HipA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGRAPQTRTLDVWVNGRLTGYYRYSPSGGVSFQYEREWLDWEHAFPLSRQLPLVARSQSGRHVNAVFENLLPDNAPIRRM
IAERTEARSDRPHDLLAAIGRDCVGAMQFVPHGQNPGDPFVIEGEVQSEAQIAETLRHLARDPLGIAEEDEPLRISLAGA
QEKTAYLKQGDNWVKPRGLTPTTHIFKRPIGVTQRGLDLSESVENEYLCLKILQAFGLEANNVEMARFEDERVLVIERFD
RAPRAKGGIVRLPQEDFLQASGFESGLKYQDHGGPSMRDCLELLAASENPLSDQNLFLKAQILNWMLLATDGHAKNYSIF
NLPGGGFRMTPLYDVLTAAPAELRNNFRHKDIQMAMSVGNARHYRMDQIHPRHFTQTARAARVPIRVIRDATIEIVEIGR
PALAEVEVGLPGDFPERISGPVLERLGRCLATVEAYAESGDA
>MBL3580002.1 hypothetical protein JMJ92_17870 [Rhodovulum visakhapatnamense]AB19
MLTHPTHDALCTLKLDGKAEAFAELLSEDHGRDLDPVTWIGLMLDREKARRNTRRFQTGLRAAALRHGDACMEDVNYRIA
LDGPSMRKDRSDAKKEYEK
>MBL3580003.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MAGTLALFQLADRPDAAPAEMSGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLILERRVEEGTRISAG
EVLFRIDPAPLKADLALAEAALMRAEAAEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAGIAEARAAVEHKRLD
LEFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMAAEEGLGPVRIIQDRDGAAPLA
GVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDVVLHTAGGGAQLVVVSPEGKARRRDV
VPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGVAVSVEARPAET
>MBL3580004.1 multidrug efflux RND transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTQRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQTLGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MBL3580005.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARAGAVLRRTMGRGPDHLLRLGPLTVDPEAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAEADGMLEAVRGIGYRLDMPHVR
>MBL3580006.1 HAMP domain-containing histidine kinase [Rhodovulum visakhapatnamense]AB19
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFPARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLAAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDAVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALHAGQTDD
>MBL3580007.1 hypothetical protein JMJ92_17895 [Rhodovulum visakhapatnamense]AB19
MVTGSARSVISTGLSRYSKTRAKRADARAQNDLKRADPGRGRRRRDHAARQPGQQRKILLRQGDVDDRPQQERPGQTDGR
CKDHQRHHGPDPRPVGDEQPQNAPYRHMPRG
>MBL3580008.1 ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRGAVQLDHVSFAHAGQSLRAIDDVTLTIPAGSHVAIVGPTGSGKTTLGYLLARLYDVDAGAIRFDGVDLRDLGFATLSQ
MLGVVSQEPDLLNASVAENLRFVCPKATGADMIAAAKVAQIHDHIAALPEGYDTLVGEGGFRFSGGEKQRLALARTILRD
PPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTMAATRSGVMSSLSFTRASDPLSRRAARGRGRARPG
>MBL3580009.1 hypothetical protein JMJ92_17905 [Rhodovulum visakhapatnamense]AB19
MRRWGILTDTADIGVYTAEGGAPSLVRAILRRPDGITGFGDARLWSETTRLDLRLAEVANPRRGDRVEIDGEAFLIQGEP
VRDRERLVWTVDLRPA
>MBL3580010.1 hypothetical protein JMJ92_17915 [Rhodovulum visakhapatnamense]AB19
MTLDARNARFMIHPFYTAPEQDGSYTNKYSWLTGISFDWEDPTTPPDEHTVHELVEGQPRFRTHSGIIART
>MBL3580011.1 Do family serine endopeptidase [Rhodovulum visakhapatnamense]AB19
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPSGGYVDLVARVAPAVVTIEVEKAAPQAQLQTFQFPDGFPM
EEFARRFGLPMPGYPQGPQGEAPRLKGVGTGFIVSQDGKIVTNAHVVDGADSVTVTLADGRSFDGKVLGADTASDIALVE
IDGQNLPHVDFGSSDALKVGQPVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPHGTMIVDVTADSPAAKA
GLRKGDIVLAVDGQEVTGPRDLTRFIATDAPGTDVSLNVLRAGKSMDVSVTLGNRADRPA
>MBL3580012.1 response regulator transcription factor [Rhodovulum visakhapatnamense]AB19
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALASAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRTVSRAGRRIDLLPREFALLE
HLLRHKGRVQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDKELIATVRGAGYRIGD
>MBL3580013.1 HAMP domain-containing histidine kinase [Rhodovulum visakhapatnamense]AB19
MGARAASLTHLLRSTPVRQALALVAVVALANLLSLGGAYLTLRADLARSIRADLDAELASFDLSATPAALSAIVRARARA
ADPAKTITVFLAADGQQVGNARATLEGSDIHLGPGDQPLGAAGYLHEARPLAGGLLIVAESLAPIAELRRTFLSLLAFSL
GPTVLISLGVGVLIARRTARRVDGIEATLNRLSAGDLSARLPPDPAPADDLSRIGAGVNRLAARQQAATEALRQVTADIA
HDLRTPLQRISVLLQDLRARLPDEGDPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARFQPFDLGLTVRQVVELYQ
PSVEDAGHRLSLSSPETGPTIRGEPSLIAQALANLVENALRHTPEGSRIDIAVSADPPALSVADDGPGVPVGERDKVLRR
LYRLERSRTTPGHGLGLSLVAAIAGLHGARLTLEDNGPGLRVRLAFPQAEGNLTGSSDPTR
>MBL3580014.1 short-chain fatty acid transporter [Rhodovulum visakhapatnamense]AB19
MLSVVARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGLLNRLADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGIIGTSETIFAAFNLIIVAALFIAVPLVNWLMLPKPGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MBL3580015.1 tellurite resistance TerB family protein [Rhodovulum visakhapatnamense]AB19
MNIERLLQEALGSGQGQRQNPGRGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWRDWQQ
NRPSGTEADPLHLPPPPADSGFDMAQERDSAGQDFRLAVLRAMILAAKSDGHIDGAEHGRIRDRIEALGLGAEEKATLFD
SFAAPADPAEAARPARTDAQRAELYLASALAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQVGA
>MBL3580016.1 siderophore-interacting protein [Rhodovulum visakhapatnamense]AB19
MHRTRGRVAERAGDAMAALRACASEWDLAVSETAEGVIMDLPGSRVVLQPTGTGLGIEIAAPDDVHLRAAQDNLTEVLAG
GGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTARVDWPE
GADALHRAVYTVADLGTDWIDMDIFDHPDSPTCAWVRGAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILRILRLS
ENEVRAWVTASPEDLSALNADPRVKRVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVAYWR
>MBL3580017.1 glutamate--cysteine ligase [Rhodovulum visakhapatnamense]AB19
MSIPQSGGGPIESHAQLTEYLAAGCKPKADWRIGTEHEKFGYCKDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLAAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSVETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MBL3580018.1 hypothetical protein JMJ92_17955 [Rhodovulum visakhapatnamense]AB19
MSFLRPEAVAALRRRREVIAAGAVALAGLWIFGLGGYLFQALGLLTGALGAGLGFVATRRNRFRIPGNGPGIVQVDEGQI
TYLAPRGGGFVALSEITRIEMVFDETGARGWRLSQTRFPEVTIPASASGADALFDVFMALPCANPRAILSALDRSPADGP
VTVWSRIVRPALT
>MBL3580019.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum visakhapatnamense]AB19
MNDLRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEAKKRAGVLICRENTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTYVPEVADLQKLSDLLDA
WPERRRLMFCDEALVGAGQALGAAPTGPWAILIGPEGGFSDGERARLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MBL3580020.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum visakhapatnamense]AB19
MSDTAETPEGHSALDRAVDGQVADAVKGNWVDRLAPVWPRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWIDLW
IVLGCGIGAFLMRGAGCTWNDITDRNIDGEVARTRSRPIPSGQVTVAQAVFWMVIQSLAAFFILITFNWATIAMGVGSLA
LVAIYPFAKRFTWWPQVFLGLAFNWGAMLAWVAHTGSLSLAPVLLYLAGIAWTIFYDTIYAHQDKEDDALIGVKSTARLF
AENTPVRLQQFLLGATGLMVLAVVLALLHPAGGTAAFMGLIGTAGFALHLYWQLRRLDTENTDRCLSLFRSNRDAGLIPV
LCFGLAILA
>MBL3580021.1 OmpA family protein [Rhodovulum visakhapatnamense]AB19
MRHLLSKLIAPAVFALAAAVCLGAALLAVNWIESHTRQAVRAALTDRGIPWANVRADGMLMHLSGTAPDEAARFHALAAA
GSVVDSTNLIDDIEVAAPTPLDGPRFSVELLRNDTGISVIGLIPRKSRTEDLAAELARIAGRLPVTDMMDSADDAAPPGW
NAALDFGLIALDRLKRSKISITANRVAVTAISDSPQDKARLERELRAAAPKGLDLALDISAPRPTIAPFTLRFLMDEAGA
RFDACAADTEGAAALILAAAREAGAPDDATCTLGLGAPSADWGTAAAGGIAALAELGGGSLTFSDTDVTLVAAAGTETAL
FDRVSGTLKADLPEAFTLHTVLPAPVKTDGAAPGPAEFVATLSPEGLVQMRGRVTDQMVRDATESYARSRFGGEHVHSAL
RLDPALPEGWPMRVLAGLEALSQLRNGSAVVQPDFVQINGLTEDETARARVAQILSDRLGDAQNFGLQITYRKPPETPGA
ALADPAACVEQIGAVLAETKITFDPGSATIDGASLRVVDQIADILRGCPRARMEIAGYTDSQGRDEMNLRLSQARANAVV
DALMARRILVGNLTAKGYGEDNPVAGNDTEEGREANRRIEFHLIEDADPDAPQAEDTEAQATDTGDETTSEAEGEAEGED
ETGTEPQDDIGAETGPETGVDDTARDAEDPADAGEEDQIDGQD
>MBL3580022.1 hypothetical protein JMJ92_17975 [Rhodovulum visakhapatnamense]AB19
MDRTEFILVTSVMLFVAFALGWVACWLVQRLGRTTTADMGELDRMAHALHEAEEARDQAVGYLNQREAELTNQLNQTEAE
LNAAMDGLQHARQEAEELRAYIERINAR
>MBL3580023.1 transposase, partial [Rhodovulum visakhapatnamense]AB19
METSLARDLMSDEEWAFFERFILAVRAPNGRKAANHRLVLDGIFWIARTGAPWRDLPGEFG
>MBL3580024.1 Hsp20 family protein [Rhodovulum visakhapatnamense]AB19
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDGALVIAARKAP
EDTERSFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPESLKPRRIEISSGGAQRIEARAEAEQPEGAAV
>MBL3580025.1 trypsin-like peptidase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MCLRRFLCPRLADRPRRRVRARAPSVWAGLLALGALVPVPPAWAAAADRPLHALVTGDESRGWEGVGRLELGGGGFCTGA
LIATDLVLTAAHCLFDKTTGGRLPLERMEFRAGWRNGRAEAYRGIRRGAVHPDYVPGAEASVGRVRHDLALLQLDRAIRL
PGLVPFGVAPQPGQGDAVGVVSYALDRSEVPSLQEVCHVLAGIDGVVMLSCDVDFGASGAPVFRVENGVPRIVSVVSAKA
EMDARKVALGSTVEEGLEILRARLAGGGTESAAPPVSEAPLSPMRRFGAGTARSAGARFLRP
>MBL3580026.1 glycolate oxidase subunit GlcF [Rhodovulum visakhapatnamense]AB19
MQTNFTEAQLQDPGIARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADARTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDHARAHIEATYRRPWRDRALRWLVAKTLPYPGRFRAALRLARLGRPFARLMPDPRLRAMLDMAP
ARLPEPGESDRPQVFAAKGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVAKGMGCCGALTHHMGRAAEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRGDPLAEAAAEVAARAVDITELLERLDLPPGRGGLRVAYHAA
CSLQHGQKVKEAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKARKVRTLEARAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPKPRALSRRD
>MBL3580027.1 FAD-binding protein [Rhodovulum visakhapatnamense]AB19
MRPETEAELAGIVAGADRPLRIEGGGTRGMTVPGDGDRLSVAGLSGVVLYEPGALTLVVRAGTPLAEVGAVLAAEGQRLA
FEPMDHRRLLGRDGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGRVIRNGGRVMKNVTGYDLVKLLAGSRGTL
GVLTELAVKVLPVPEAAAVLVLDGLTPEAAVAAMSAALGSPFEVSAAAHLPEAGETWLRLEGFAASVAYRAGRLGALLDR
FGPARVVEAPDEVAAMMRWLRDVEDFADRPGDVWRISVRPSDGPRAAAAVSAEAAIFDWGGGLVWVLVPEGHDIRPALSG
IAGHAVRVRGAGPLASTEPAPLAALAARLRAEFDPKGLFNPGAMG
>MBL3580028.1 FAD-binding protein [Rhodovulum visakhapatnamense]AB19
MQMPAPDARVMAKKDHVLRRLMAVLPQDAVIHDPTATRAYECDALTAYRCPPLAAVLPASTAEVSAVLKICHEERVPVVP
RGSGTSLAGGALPTADSVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTGAVEGDGWFYAPDPSSQLACAIAGNIGMNS
GGAHCLKYGVTTNNLLGVTMVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFDCS
ERAGACVADIIRAGVLPVAIEFMDRPCIAATEAFAGAGYPDCEALLIVEVEGSPAEIDDQLALIKRIAMAHDPVELRESG
SAEESARIWLGRKSAFGAMGQLGDYMCLDGTIPVSALPDVLRRIGELSAEAGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYRPEDLDAQMRVKDVFDPGWLLNPAKVFPLEVSAGRRAG
>MBL3580029.1 hypothetical protein JMJ92_18010 [Rhodovulum visakhapatnamense]AB19
MTGEVIFDPLVPLLLLWAAAALAALMVGFALWRGLAGWWLRGLAAVAILAALANPSLQTEERTPLSDIVVLVVDESASQR
LADRPDQTARAVERVRAEVAALDNTELRIVRFGDGAGDEGTMLMTALSEALAEVPRSRLAGAILLTDGQLHDLDRAPSLP
APLHALLTGQEDDWDRRLLVENAPAFAILGEEVTLTLKIEDQGAVPETMGGTTSVAVSVDGGEPQSYRVPIGEDLDVPVV
LDHAGRNVIQFSVAEQPGELTDRNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPAVYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGQRHPVTEGLKAEAGGAWGRWFRLIDLVPKRGEVVMSGIDDRPLLVLDRVGEGRVALLGSD
HAWLWTRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTVTRRSLSEEPRSVEIARPDGGTDRLELTETAPG
RFTATYQGPEMGLYRLTDGTLDTVIALGPAAPREFEETIASGARLDAPVAATRGGILPLHAGMPDLRTVREGRRAHGRGW
LGITPRGAYLTSDVTVMPLAPAWAFLLLAALLSVGAWLREGRR
>MBL3580030.1 DUF4159 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MWTVGAFGFTAPLLLWGLVLLPALWLLLRAVPPAPIRRRFPGVALLLGLADDETQTDRTPWWLLLLRMLAVAALILGFAG
PVLNPQDRTPGRGPLLVLIDGSWADARDWPRRIDRIEAMLDEAARDGRPVAVVQATDLPGDGLPFQAAEVWSARLAGFRP
AAWLPDADALADWAGTLEGRFDTFWLSGGLDWPGRTTLLTALERHGQVSVFESPRPLVALRPAAFRDGAIGLTALRARPG
PATEATLAATGRDPAGVERVLARVPVAFAPGETEAATDLVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHKALDPTADLIEGTLSDVVLANPDVIVLADVATLSPAESEALQGWVEKGGLLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEGSPFFGLAVPDDVRVNAQVMAQPDPALADRSIAALSDGTPLV
TRKKMGQGQVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAAELAGTTWVPQAVIDAFGELAEAGKLPGVPGE
TLARAVPGPDLPPGLYAGEDRRLALNVIGTDTVLSPAAWPARIAVEGLTVARETVLKGWVLAVALAIFAADILASLWLSG
RLRGGRVAGRAAVLALGFVMLVPQGAWAKEPGTPADDALALRATSEVVLAHVLTGDARVDQIADAGLRGLSEKLTQRTSI
EPAEPIAVNLETDELSFFPFLYWPVTAGQPMPSPAAYARLNRYLRTGGMILFDTRDADVAAYGGGSPEGRRLQQLARPLD
IPPLEPIPSDHVLTRTFYLLQDFPGRNAGRDVWVEAAPPDAEQAEGMPFRDLNDGVTPVVIGGNDWASAWAIDGQGAAMF
PVGRGYAGERQREIAFRFGVNLIMHVLTGNYKSDQVHVPALLDRLGQ
>MBL3580031.1 DUF58 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MISAAALRARAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGQGDEFWQYRPAHAGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGGNHPPKAMRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEVLGRDLSQSD
YGVPATRGMPPHSRAVFLSDFLGDLAPVETALTEAADRGVKGALLQVLDPAEEAFPFDGRTIFESMGGTLRHETLKAGDL
RGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWLFRALERGR
>MBL3580032.1 MoxR family ATPase [Rhodovulum visakhapatnamense]AB19
MPDETELVAAIEALGEKLAEAKASITKRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVATLSTVMGLNGGRIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQMLMADEINRASPRTQSALLQAMQEKSVTIAGESHALTPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILMATTGVAEEEAHPVFTAAELIAAQKVVRQMPVGEGVVELILDL
VRACRPNEPEAPQAVRENVAWGPGPRAAQALMLTVRAQALLDGRLAPSADDVLKMAGPVLIHRMALSFAARARGEDLPRI
IEKVARDTARVEAAA
>MBL3580033.1 DUF1285 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAKNRQGQMIVKPVTESLAQAARAASGKGLPPVHLWNPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKREGDR
HFLVTPVEKVGITVDDAPFVAVDVDRSDEGGEPVLTFTTNVGDRVAAGPGHEIRVTRDPKTGEPAPYLHVRAGLEALIDR
KSFYRMAEIGDTVRHEGRDWFGFRSKGLFFPAIPADELT
>MBL3580034.1 hypothetical protein JMJ92_18035, partial [Rhodovulum visakhapatnamense]AB19
SLDSATVLALVQAGRSDGPFALTAPRTRATMAALETLFAGLYPLNQGRAAPALGRWAGDVFCGGNPWFPVTLGFAEAHYR
IAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPTSCLGLTWSAAAFLMAAAARDQALAAR
>MBL3580035.1 beta-glucosidase [Rhodovulum visakhapatnamense]AB19
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDVEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVERLVGFLETADRFDGVFPHFLHGGTGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPGIGARIEALFDAVNWAA
HLREDGAVMWHRHPDRPFAPNALPIRGWNEAMPVFVLGAGSDTHPIPPESYHQSWVRTPTFLNGRSYDGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLTDAYADYGAQARAHALVNRAHCLANPRGHAGYGAACWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPVGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSGRPEIR
RGLLRLGFSAPYLAASA
>MBL3580036.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MDRRRGGETVDRLMAQMTLAEKIGQLNLLAAGEGLVTGAATATPLAKRLDAGQVGAIFGTKSLASARDLQDRALAGSRLK
IPLFFAEDVIHGHRTVFPLPIALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVSRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGDDPASPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFAEGVAAGAASVMAAFNAVNKLPM
HAHEPLIEGWLRGTTGFEGLVVSDYTGIRELTAHGLGSPATVALRALAAGIDMDMVGEDYLAHLPALAEAGLDAPEAGLS
VPAERVRALIDRACARVLGFKARLGLLGDPWRGLTGSPPAPDRAEGRALARKAAARSAVLLKNDGLLPLAPGARVALIGP
LARDRANMLGTWSVSGRAADVTPLFEAMTAIAGRPPAHAPGCNLVEEDWLVDRLNVHGVTVTRDPRPEAEMLAEAVAVAQ
TADVVVVALGEAKEHAGESSSRLCPDLPAPQRRLLDALAATGAPLVIAVFAGRALALGGVDGRCGALLYAWHGGIAGPEG
VADLIFGRAEPSGRLPVTLPAAPGQTPVSHAEDPTGRPWTGRFVKFRTGWLDLPGDRQPYPFGFGLSYTEVDYAPPRLSA
AEAGPEDRVRLSVTLTNTGPRPATETVQVYLSDPEARITRPARHLVAFRQVDLAPGATREVVFEIGADLARYPLAPSLEE
ARWVRDPGRVVLHVGPNSRDTRPVELTWRA
>MBL3580037.1 ABC transporter ATP-binding protein/permease [Rhodovulum visakhapatnamense]AB19
MTAYWVSSRWKEAWVLTVVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLTAAAALVGIYAARACGVA
CRHFLSTTLHRRARAWLVGRFDAAILADERIALDLMSDRSETELGARLPDAIDQRIDECSIGLYGGLIGLTMGLWGAITS
VWFVSAAILERSQPVPQLDRWGASANAWIEAQFGPALAARVDLVPGAHGTALLVAGLILLYVPAITWIAWRLGRILERQK
LQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINARLYAALDRTWGRQNGLGAAMMLFTDLYNFLSHRLLAYLPALP
AFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELARAVERVRARQDFYAETGISRFDRRRDARGA
LVEIRDLALCHRGHDAEPFLTVPRLRLDRGDRIYLRGANGCGKSSLLKAVAGLWPYGEGRVALAGGARMFFAGQEPDLPE
RMSLKTLVCYPEAPEKHGDLVVARVLYRAGLGQFITSLHHDLHHGKTWRTVLSGGQKQRLVLARILLTRPDILLLDEATS
ALDANAAVDFHDALCEELPRTAVIAVLHGETAPYGPDGRPFYAAVLDIAGGVGQVRPVLAPGLAAARHAAE
>MBL3580038.1 hypothetical protein JMJ92_18055 [Rhodovulum visakhapatnamense]AB19
MLARSVFSAFLLSVAAPLGAQTVYVDQGDSWTGALRSAFYTQDQGSRIMPLAWMQALTGPDGTPFLADSLARYGYLPMPD
RDDDATLPVGFTTNESADGTAIGMTCAACHTRQIEVGGTAYRIDGGPAIVDFQSFLADLDAAVLAVLADGAAFDAFADKV
AGGDGDRADLRAELETWSKRFHTLIAGSLPDPAWGPARLDAVSMIFNRLTGLDLGAPEDAYLIPENILIADAPTRYPFLW
NAARQDMTQWPGFAENGNDLLGLARNLGEVYGVFGEFHPTAKPGLLFDRDYVTDNSANWEGLKSLEDAIWKIGAPRWPWA
LDEELAEEGRTVFDRATDQGGCVECHGKKQGAFRSIFHSTWATPILPAGTDERECEILTRTAKTGVLEGAKVPLSGKTLG
AEAAAFDLLGLSVIGAIIQHATGFRATSDLASAAHADLATDEDFMGRFDDLRGAFPSSGPDGVTLETAAPACAYESRVLD
GIWAAAPYLHNGSVPTLRDLLTPPAERTAAFMPGPAYDIDAVGMAAGQTAFDHVIETTGCDQISSGNSRCGHDYGTALSE
ADKRALLEYLKSI
>MBL3580039.1 ABC transporter ATP-binding protein/permease [Rhodovulum visakhapatnamense]AB19
MAERTGTTAPPARLGAQIRDTLGLFRSSGFGRRAALLVAALVGVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVAQLGV
FAALAGVLLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADVDQLADLSAALGIGLF
QATLLLGSFIGVLWQKSEGFTLSFGGQSHEIPGFMVWCALFYAVAASWLSWRVGRPLVALRAEESAREAVLRFDLVRISE
AAGRIALERGERAETSRIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMMVAGAFT
QVQGSLRWFVSNFAVIATWRATLFRVTSFHRAVLAVDRAEAAAEAAGPRIDRREDAGRIEIAGLHVVTPQVGVRLAPPEV
IVGPGERVLLHGGSGSGKTLLFDTLAGLWTRAEGHIAMPPPDRVMYLPTRAYVPPGRLDLALCYPEPAERYGHDQMVAAL
DAVGLGHLSAALGESGRWDQLLGQSDKQCLVFARALLRCPDWLVMDDVLDQLDPEALTRIEALLQGRLARLGVLGIGDGA
TPSPVFGRVVQIVAEPGSARHGAGTAAP
>MBL3580040.1 cobyric acid synthase [Rhodovulum visakhapatnamense]AB19
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLTVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGVPLSVDMNPVLL
KPETDIDCQVVLRGRVLGRQSASAYQALKPTLRSEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAVTGHHRLWTEAERARVAGVIVTKFRGDPAVFAPAAAEIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRDGRAGRLVIAVPELPRIANFDDLDPLAAEPDVDLRWLKPGQPVPGDADAVILLGSKTTRPALEALRAEGWDIDIR
AHLRRGGHVLGLCAGFQMLGRVVRDPGGIEGPPGETPGLGLLDIETVMTGDKRLVAVDARDMLSGTRVTGYEIHAGRVSG
PGTARPWLSLDGQPEGAVSADGRVRGSHVHGLFGADGFRAAWLAAMGATAAEAGPDRVEAALDRLADEIEADLDLDALLA
LAR
>MBL3580041.1 cobyric acid synthase, partial [Rhodovulum visakhapatnamense]AB19
RRGVKVAPFKAQNMSNNAAVAADSDLPPGPDGVAPPGEIGRAQALQARAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRAL
GNWPARHYHELKPKLLPAVMDSFNRIAAEADLVLVEGAGSGTETYLRKSDIANMRFADAADLPVVLVTDNDRGGAMAAVV
GSWLLHTEPERARVAGFLVNKFRGYFSLYDPACRSITEITGWPLLGVARWFDAASRLPAEDALALERPASGTGQGLVIAV
PHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADVVLLPGSKTTRPALDSIRANGWDIDIQAHLRRGGRVAGICAGF
QMLGRTVRDPQGLEGPPGETPGLGLLDIETEIGPEKRLAEVAALDTVSGARVTGYEMHMGVTRGPGLERPWLMLNGRPEG
ALSADGRVMGGYVHGIFGADGFRRHWLTAMGGRASGLDHAARIEATLDALADQLETDLDLDALLTLAR
>MBL3580042.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum visakhapatnamense]AB19
ERLRLSEAASVLRPAALRRRVADERRRTEDRAARIAPALDRLVRQRRAELVALSRRVRPELLDRRAGSGQEALDRLDARL
RAALASDFDRRRARLEALERMRAGLSYQETLRRGFAVIRSGGQVVTTRASAEQAGALEIEFRDGRLAIGGRPPRRARKTE
EPPEQGSLL
>MBL3580043.1 hypothetical protein JMJ92_18080 [Rhodovulum visakhapatnamense]AB19
MRLAPTALILAATLAVPAAGAPAADAAEPMSATAFDRYATGKTLFYASDGHAYGAEQYLSGRRVIWTFLDGECSEGVWYE
SNGQICFRYEHDPEDPQCWSFFESGGGLMARFENDPAQTELVEVNQSREPLMCTGPDVGA
>MBL3580044.1 signal recognition particle-docking protein FtsY [Rhodovulum visakhapatnamense]AB19
MPSEPEPDSLQDARIDSAAEAPAFTMSDPAPSPDLPPETPAPEPETDPEPEPQPAPEPEPEPVPAPDPLPEREPEPTPPS
RPEPQPEPLNIPPGPSEIPPEPPQELPGWPEEVPPAAPEEIPSDSPPEVPGQLGAAPLAARDAMPDDARHETDDAPEDEA
GGPRRGFFGRMFSRTEQKKTVIRRELDDAMLESLEELLISADMGVDTALRVTANMAEGRFGKRLSVDEIKELLAREITRI
MEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGQRAGVPVMTAPQGA
DPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFQKLA
DVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGVGEQIDDLAPFEPEDFANALAGLDG
>MBL3580045.1 EamA family transporter [Rhodovulum visakhapatnamense]AB19
MTDWIAAIEGTEAGHDLALVLALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGAMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKIAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPMQWLGVGVLLAGIYGLAIYNLRHWTTNRETLK
PALALAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLTVMPWLALMRWRQMPDPPAAGPLMLRGLAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMTLIAAGAVIVEMGG
>MBL3580046.1 septation protein IspZ [Rhodovulum visakhapatnamense]AB19
MAEKRKINAGLKLALELGPIVAFFVAYLRLRDRTFTIAGTEYEGFVLATAGFIPLLLITTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYTLFAAVLGVGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEVIW
RTMSTDMWVNFKTFGLTVAIFAFFMAQGRLFKRYGLEDGKRDG
>MBL3580047.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTSEIELYYWPTPNGWKISIALEEMALPYTLHLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGQFCGRTERERIAVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAIADF
VAGDFFSIADMAIWPWASNWEGQQQTLDDKPNMARWLDRVAARPGVQRGRALAGEKRSDLSTDRKAQAMLFRRG
>MBL3580048.1 alpha/beta hydrolase [Rhodovulum visakhapatnamense]AB19
MPLVQVNAAGERPEPQGGAAGLGLLLDRALAGLPPRAPVAVLIHGLKFSPSVPELSPHRHILALDPDERCWKAVSWPRAL
GFTGQSRSEGLCIAFGWESGSNVWRAYDEAARAGVALARLIEAIRLRAPDRRVDLLGHSLGARVALAAMAALGTEAVGHA
VLMAPAEFASQAQTALRSTAGRQARVLNVTSGENDLYDWLLERFVARRGDGPTLGRGLGTAQVNWADLRIDDAPTLATLA
GLGHRVAPPDRRICHWSPYVRPGMLALYAALIRGDLPYELLRTRLPEAPAARWSRLLALPRVELPLPFAGNAPS
>MBL3580049.1 O-succinylhomoserine sulfhydrylase [Rhodovulum visakhapatnamense]AB19
MDRDWTKRTRAVHEGARRSQFAELSEAIFLTQGFDYPSAEAAEARFEKAARDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCLYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMISNPV
LEVVDLPAVAEIAHAAGARVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREMIRGPVQTYMKHSG
GAISPFTAWIMLKGLETLDLRVRAQAAGARLIAEALQDDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFKV
LNALDIWRISNNLGDAKSIITHPATTTHQNLPEETRAVLGIGPGLLRLSVGLEDPADLLADLRAALDTL
>MBL3580050.1 GTP cyclohydrolase I FolE2 [Rhodovulum visakhapatnamense]AB19
MNVFSRDLDREPTRAEAERALALLRDWAGSASDAEIETLDPALARLLPGRPVSDYPALSRAYPEAFVADDTYKATLPDLQ
NGPASLIRGARRPIQHVGISNFRLPIRFHTRDNGDLTLETAVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQLIEAA
LASYKTDLEAFDARIMMRFSFPMSVRSLRSGLDGFQYYDFGLELVETAGNTSQIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLVELCRSAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALSADL
RIGDFRVIASHQESLHSHDAVSVLTEGPTFAAESLDPKLFSTLIHAR
>MBL3580051.1 TrkH family potassium uptake protein [Rhodovulum visakhapatnamense]AB19
MLDLRPVGYVIGLLVAVLGVTMLIPMGVDLWDGNPNWSAFLESALVTGLTGAMVALACASGSDGGLSIRQTFLLTSAVWL
ALPVFAGLPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDALPRGTLMWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETGGKVLPRAVEIAAQISGIYLFLTIACMLCFTAVGMPLFDALNHALTTVSTGGFSTHDASFGLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLSVIAAFVLIIAAFRVFANGDHYEHAFREGVFNVTSIISGTGFAST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIYAPHGIFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGIVSVLLGATGLDATTALSGAATTLGNIGPGLGDQIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MBL3580052.1 trypsin-like peptidase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRIFATIAFVLLAALPAAAQDRAWVQVEAHPTLREAEERARAYAAILPDVGAYRLNSGWYTIAVGPFSSAVAEAELARFK
AGGLVPSDTFIADGANYERRVWPVGAEADTPSTDAPATEAAAPAAAEPQPVAMPELPDETPFEARQSEARLDTQGRMEIQ
TALKWEGFYTSTIDAAFGPGTRNAMASWQTARGYEATGVLTSRQRAELVGGYQAQIARLGMTPVDEPEAGIRIEMPMGLV
QFDRYEPPFVHYASRGGSGVKALLISERGDQSTLYGLYDIMQTLEIVPLEGARERNSQNFTLTGRNDRLESYSYAVLTGG
MIKGFSLIWTPTEDSRLMQRAVAMMKDSLDSVPNVALDETLGEATPEQRADMLSGLDVRKPDATHSGFFVDPRGTVLTTT
NGLDACRRITIGPELEMRLTATDPDQGLALLTPTRTLAPIGFAEFAPGVPRLRSDVAVAGFSYGEVLDLPVLTFGVLADL
RGLGGEETVDRLEIDALPGDTGGPVLDASGAVLGVLLAPAGGARQLPDSVRYAADAAAVGAFLSANGVDPRASAATGALP
PAVLSRRAADMTVPVSCWN
>MBL3580053.1 hypothetical protein JMJ92_18135, partial [Rhodovulum visakhapatnamense]AB19
SRPLGPWLARRTPRLRQRMRDRLARLSERDDSAAALLAEIACPEADRPTARAERLMATPHGLFYILALSDPRRLLTGIAL
ASGDATAELPLGRPLHHPRLGRLQVGFLPGIAGFEPGEEAALSLLYRSGHRARAGTARIDALPATLPPVLEALPAADLAP
VLASVLGDALPARPRIAAELLPVGAPERPQRSALIVALDGSLDYPHALAATLGDASETGLILHHRDPDAVPALRRIAADL
HAVHGIGVEIADLPRRDLLPAERVRAILAAVTAPVSILLAQDTLPEGADWLANWVADLDRPGPALGGAILMNHDGTLRDG
LTAGTDPARLLPEACLGLNAAARARLLASPLRVPGIGADMALLAAALRQDEAARIALHPGLCATAHAAPLPRPEAARHAE
DLILSTEVQP
>MBL3580054.1 glycosyltransferase family 4 protein [Rhodovulum visakhapatnamense]AB19
MKILVICHDHPAFTDGGTEHAAHDLCRTLDARPGISARFLAASTSLTHPEVRPGSLHGIGRDLLLRTGAYDAFSMRRMDG
TDWTGAVARVLETVEPDIVHLHGLDRIGAEIVPLIRRLRPAARLVLTLHDFQAICPADGLMLRRDGGLCTRPAADACRRC
LPQIAVGAHALRKARLLAILDQIDAILAPSRDLRDRFVAWGLPAERIAVLPNAVAPLAPPATTARPRPNRFAYFGNLAPH
KGVGVLLAAAADLAGRGADLRLALHGRLNHPAPEAETAFAEGLAAAAPLARHLGPYDRDQVHGLMAEADWVVIPSLWYEN
APLVALEAQRAGRPVICTAQGGLKELVSDGIDGLHVPRADPVALADRMEAVAADPALWARLSANLRPPPTLDDSARWHLD
HYSRLTEVLPA
>MBL3580055.1 hypothetical protein JMJ92_18145 [Rhodovulum visakhapatnamense]AB19
MTALKDISAAPLAILRPRPIVLPGGALAIHCFSDLDAPAPEAARPEGDAAPAWAARFWQAGGRWHGLAILGAATLGPFAL
TDASGAPVAEVGTPASVATEAAALAAHLRETGAPVAELVQFLDEAFEASGSEAAQRFQTDLLRETSQADGFVELVVRPDC
GGLFLQGWAHSSLTGPLSLLGQAAGVEAVAAVFRRDDILAPAAGFCIFVKDWAGRLDGCKVLFVEHEGGLLRLDLVPDAP
APITGADATEHVRAMLPRLAASGASVEPFKRIVRPRFDGRNTLAEHPGPTTAAIDRILRTPAGGIFVTGWLLDPLDRVER
VILKTSANLYAPLHDRWHRTDRPDLNDAFAPDPRFQGLIDPRERLHGFVCAVSAPAEKLDGTEAYLELVMKDDGCLFLPV
ELTPCDGPGAAHPVFSALQPHDPALGSLISDHAAPFLASLPRRGAPNRLTVQPLAGGPAERTVAAVMPVTDLAHLHPVMA
CLAGQPEASELDLILVAGREGAARLAEELDHQFRFFGLTGALVLVPDHETLAGRLDAGAAASDAPEILVWQTSVLPKSPG
WLDRLRAGAAGLPGAAVVSPMLCYEDGSVYFGGSEAATPPRGAVCALVGFERHRIADGAPRPAAAIPAEIALIARAALDQ
AGGFRGGLWGDRFIGQDLTLRLARSGARPWCDPSAEFWMLDAAPPQGDPARRELVDRVDAALIALQRRRAGGPHLAPVGQ
KADSKGDRT
>MBL3580056.1 glycosyltransferase family 4 protein [Rhodovulum visakhapatnamense]AB19
MKALIISHAHPDFSIGGAQVASYNLHRGLRQQPGWTSHYLAGIGAPVMPHRDTPLMAMDRAPDESLFWSNDFDWFHLGSK
DVGGLMAHFERFLAELKPDVVNMHHVMGFGVQAIRSIRRALGDVPIVYTLHEYLPICAHHGQMIKPKTHALCLKATPSDC
GMCFPEIGAANLLRREAFIKSFFAEVDAFVSPSHFLLSRFANWGLPQDKLVMIENGLDAGTPAPLRPLAPGGRRNRFAYF
GQLNPFKGIKVLIDAVTRIPEPVWGDSILNVYGGNLEHQPEDFQASVKDLFRQAGRRVRFRGSYKSHEMPDLMRDADWMI
IPSTWWENAPVVIQESFFHGRPIIASDIGGMAEKVRHGVDGLHFKVSNADSLAETMTQAIQQPRLWDRLHAGIRPPTTAD
EAGARHAELFGKLLARQNDRRAGPVAAE
>MBL3580057.1 type I secretion system permease/ATPase [Rhodovulum visakhapatnamense]AB19
MMRRADPAGRLDETLRDLLRGGVAAGAVGFFVNLLHLGLPLFTIQVYSRVLSSGSVETLTALAILALTLLAFQTLLDVMR
QRIFVILANRTVARLGKPVFEAAIESSLTKGPQAASGAMQDVSELRAFLAGGALALPLDLAFAPVFLLALFLLHPVYGFV
GLGGALALAAAAIATELLLRGPSKEGTQATARVNGETAEAIRHAELITSMGMLPALARRWRAAQNRAIEMSERGAKLARL
LSTLTRTLRVVLQIAVIGSAAYLVIEDRVSASTIFAATVLTGRLLLPFEQTASGWKQWLEARAVLDRLKGVTRDGVAARS
ATPVEIESGRLVAERLSYFAPGGGSRPVLQNINFSLESGMMMGVIGPSGAGKSSLSRLIVGIAQPSAGGLYLDGQSTFAH
ERESFGRAVGYLPQEPTLLTGTVRDNIARFGDHDMAAVVRAARSAGVHELIGSLPQGYATPLGSGGHPLSGGQRQRIALA
RALIGTPRLIVLDEPNSNLDAEGEAALVAAIETARAAGATVVVVAQRMSILNRADRLLRLQDGAMVQFGPREEVMQALTP
QRPLPPRRRREIAS
>MBL3580058.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MTDVLHLDPEEPPLPSYWPVVWAALAVALALTLTLTGWAMTARLDAALVSHGVLHADSERKTVEHLEGGILAGLLVQSGD
MVEAGQVVARLDPTQTDEKLAQLRSDRDATRFALWRLGAEEEDRPLDPATAPPCDTCIRADKIAETTRLFEARQRAHGAQ
IDSLNRQIAQLEGQIAANEGQRKAAERQVQLWEDERRMVADLVDRGASPKRDLLDLDRAIASLAGDRDESAGLVEAARQD
IARARSDLVALTQQRLAEIATSETEARTRLAALDSQIRAMEDVRARLDLRAPQAGKVVEINTVTPGAVLGSGQPLMEILP
RDDQLVALVKLPPDAIDTLHRGVPAKVRLTAFKRSDAPTVTGAVSYVSADLLEDPQTGASYFEARVTLDPDSVTELDGVA
LTAGMPVEVTLTIGERRAGDYLLEPILRHFRRAFNEE
>MBL3580059.1 hypothetical protein JMJ92_18165 [Rhodovulum visakhapatnamense]AB19
MNEGRAIICSNRSCVTSGAPSTRSEPRMTRKAILQIGTEKTGTTALQTFLAANRKALAARGFVYPPFCGALDHTGLAAHA
MDADRSDSLKHPFSGSAAKELDGSGTQIHCSENWHSRPLSDAEIQRLRDFLDHWQIGPPDAFDPVADENGAISPEDGPIR
DRLAASLSAGFPGKGLRARAAAKTFCEAFRPSKAAVAGRPFPDPATPFSADFTTHPEAADPAAPDTETPARGAAALPVEC
GREIERLKAEITIRGARSLRLAARQPGRAPCPRDRSCRHRRTGCGCGRSARGADHEARLSGSRACLAGRLVACPPPAGAT
L
>MBL3580060.1 antibiotic acetyltransferase [Rhodovulum visakhapatnamense]AB19
MARVQAAGLRLSGLAKTGHLHPNSWVEGPTAIHATVPTGSILRLGAFCNLSGSQINNAEIGRYCSIAKNVVIGTHEHPTD
WLTSSRTAYFPQVNGWDQLMAGDEAASIQQRKRPFPGSCPVTVLGPDVWIGEGAFIKSGITIGAGAIIGARATVVKDVPP
YAIVVGTPGRVLRLRFPEPVVERLLALEWWRFSIYDLFDAPFDDIERAIDAIGEMAASGAVTPFQGPVFSAEDLADPDRM
LQVLDGSPLALAS
>MBL3580061.1 hypothetical protein JMJ92_18175 [Rhodovulum visakhapatnamense]AB19
MRRGAGRIAAAVLAWAGMADAGPAPDLGAAPLLFDWSAERCGRWDIPDAPARFWRDAEGRIHMIAGSDQSRQSVGPAADR
LARVCAVVHRGADDPDPAARNDRTWVSSIFTRDGLRIEALGHMEYQGDRHPGACAAGRYMACWRNAVVALESRDGGESFA
RLPGPPVAALPYRYDPGQTRRSGYFTPSNIFEADGVLNVFVFAEAYDAQRRGACLLRRRVDGGPGDWRAWDGQGFSARFA
DPYRGAVADPDAHVCAPLPGLDATLSSVVFQPATGRFLAVSPRVGRDAGGARRAGIWAYVSRDLIHWDDLGLLAEAPLLW
ARDCGQGAAYAYPSLVDPDSPAPMLDRVDDHLWLTLTRMRLEADCRVGPERDLIRVHVNWPAQAGSRPELAASGPDRPDP
RR
>MBL3580062.1 hypothetical protein JMJ92_18180 [Rhodovulum visakhapatnamense]AB19
MTAASDIARALPAADDPQPRVNGVYDLPAPGRIAGWAIDRADPSAAVEVEIYREGRLAAKTRADRHRPDLERGGIGTGRY
GFSVELDPPVEPGLAFTLSVRAVTGDGTAGALRATGAALPSDDPDRRVIEAVFARVAALGTEIADLRGALARHDDPADLQ
DIARALDRIELVQARLELAAAGTDGAAAHDPLAGLRRMVVAALALGGTALALGLWSLFAG
>MBL3580063.1 alpha-2-macroglobulin family protein [Rhodovulum visakhapatnamense]AB19
MATALEDLGRGRDMIPALRLAQTLAPRDELSARLDEAIGKYGFRITDTVVESDAARPRICAEFSEDLVKARIDYAPFVQL
PDPGLAVTAEDRRLCVEGLSHGERYRLTFRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKTGGTALPVVTV
NSDRLGLTLYRMSDRNLLRSVQSGYFGEALSPWEEETVSTDLAEKVWSGQAEVGRDLNRDVTTRLPLDEALAGQPAGIYA
LTAAIPGEDPYDVPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKSGIKVSLLSRANEVLGTAMTDAQGYARFEPG
LTRGRAGAAPAMLTAEDGAAEDGAADIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDR
AEAIADLPLTAILTRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASSKILVEDFLPERIDFD
LGLPEAPIDPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAVSGLPAYPGFVFGRYDASVAPAMAAIEGAGRTDAAGQAR
IGLSLPPLTTEGQPVEARITLRLSEGSGRPVERSLTRPVVPSGPMVGIRPRFDGDLPEGAEAGFDLIVLGADGQPGDSML
HWALNRVETRYQWYRVDGDWAWEPITTRERIADGEARLENGRASVEVPVRWGRYELVAERRDGAWAEAAVAFEAGWYAPA
DASTTPDMLELSLDKPAYRPGETATLRIVPREAGKGLVTVMSNRLIDMVPVDLTEGENVVRLPVTDDWGAGAYVAATLIR
PMDLPAGHNPARALGLAHAAVDPGPHRLAADFEVPAEAEPRQPLDIALKVEGIAPGETAYATIAAVDLGILNVTAFASPD
PDSHYFGQRKLGMGLRDVYGRLIDGLNGAMGTVRSGGDGTAGMRRQAPPPTEELVALFSGPVTVGADGIARARLDIPAFN
GTLRLMAVAWSPTGIGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAV
ELAEGGKTALSIPITAGMPGVHHVEVALTTPDGKVLSRTLTLPVEVTDPEVVRTSRFTLADGQSFTADDALFADMLPGTG
RATLALGPIARLDAAGLLASLDRYPYGCTEQVTSKALPLLYLDQVAEALGLGTRERLAERLDQAVTEVLANQSPSGGFGL
WAPGAGDFWLDAYVTDFLSRARAQGVTVPDRAFGMALDNLQNRVNYAPDFDDGGEDIAYALMVLAREGKAAMADLRYYAD
TRAGAFATPLAAGQLGAALAAYGDPTRADLMFARAARMMAGRMGRAEPPVWRIDYGTDLRDAAGLLTLALAAGSTAVDRD
ALTRYLAETDRPLSTQEASWMLLATHELIDRPGAEGFTLNGAPLTGPLVRLLAPGDGPAVLGNESGRAETLTVTSFGVPE
VPDPAGGNGYAISRQHYTLEGDAVTLDAVPQGTRIVTVLEVTPFSADQARLMVSDPIPAGFEIDNPNLLRAGDIRALDWL
GTTAGVQHSEARQDRFLAAIDWGSADPFRLAYILRATAPGTYRAPAASVEDMYRPDRRAWTDAGRASVTP
>MBL3580064.1 penicillin-binding protein 1C [Rhodovulum visakhapatnamense]AB19
MRALLPALAAVLFLGAAARDAVDAWIDATVLPPLATETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDARALLRAAGQALAQGRVVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLTRMAEAGVLDAETAARAAR
SPVPTTRRAFPELAPHLADRARAAEPGTRLHRLTLDAGLQARLETLVRGTVRPMGDRLSAALIVADHRTGEILAEIGSPD
YTDTARDGFVDMAVATRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGPYRPSNFDGRYRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGAAPRLPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLYWRIGAAPAADGPPVLPP
EAAWQVADILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAIWIGRPDGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIAANSALPAPLRRFFRPGESPGTDPLRLAFPPDGADLALDGAPLAVKIEGGTPPFTLLADGRPLAT
GLRHRTAALPAPGPGFVTLSAIDAAGHAARARLHLTD
>MBL3580065.1 beta-ketothiolase BktB [Rhodovulum visakhapatnamense]AB19
MTGIVILGAARTAIGTFGGSLAGVPPIALGATVAKAALARAKLPADRVGHVAFGHVINTEPRDMYLSRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVVQALMLNEADFGLAGGAESMSRAPHILPDARWGRKMGDTPAADMMLGALTCPFGTGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDAQIVPVDVQRRRETAAFKVDEHPKATSPEALAALRPAFRKDGSV
TAGNASGINDGAAALVLAREAAAEAADLVPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLKVGDFDVIESNEAFAA
QALAVSRMLGLDPARVNPNGGAIALGHPVGATGAILTVKAIYELERTGGRRALVTMCIGGGQGIALALERI
>MBL3580066.1 FAD-dependent monooxygenase [Rhodovulum visakhapatnamense]AB19
MPYDYKPLPYSAPPGLSGPEPRHRVVVVGAGPVGLAMALDLARLGIASVVLEDKSSVTIGSRAIVWSERSLQLFARLGIV
DQVMARAVPWSIARISHGDEEIFSFDMAGTAAGRFPPFANLQQYHIEDILIARALAEPLIDLRFRNRLTGVDPDGTGVEL
SVKTPDGPYRLSADYLLACDGARSLTRALMDLDFEGEFYEERFLVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQADN
VYRIDLQLGRLANAGEEARPDRVIPRIQAVVGPDFDLEWVSIYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANGGL
RDVENLGWKLAAVLEGRADERLLDSYNRERVQAADENLRDSARAASFISPAPGVERLFRDQVLALARETAFAREWVNAGR
LAVPCIYATGAPDDPLLPDEARPGAAAPEARIGNGWLLDQIGPGPTLLAINCAAPDGLQIPTLSVRADPTLRTRYLGDAE
RALYLIRPDLVVAARWVTAESRAVSAAIRAMWEGRE
>MBL3580067.1 DUF2783 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKLITDPNLPDHDGFFAELLAAHRGLSDAESQALNARLILILANHVGDRETLTEALDLARGR
>MBL3580068.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum visakhapatnamense]AB19
MTVKPPTPILDRVAGPADLKGMSQTDLTLLARDLREEVISVVAQTGGHLGSSLGVVELTVALHAVFNTPFDKLVWDVSHQ
CYPHKILTGRRDRMHTLRQGGGLAGFCKRTESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDAIAVIGDGSISAGMAY
EALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFEAALPGPIREGARRARQLVTGFPGGG
TLFEELGFDYIGPIDGHDMGQLLTVLRAARARASGPVLIHVCTVKGKGYQPAERSADRGHGVSKFDVASGAQKKSSSNAP
SYTKVFGQTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTFLQRG
YDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVATAAAYDEGPISFRYPRG
EGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLAKEHEAL
ITVEHGAEGGFGALVLHWLARTGRLDRGLAIRTMTLPDAFIEQGSPAEMYAEAQLTAQDIAATALQALGVAPGQFGQASA
>MBL3580069.1 MGMT family protein, partial [Rhodovulum visakhapatnamense]AB19
SEDPAALTPWAEAAFGRQGGEARLHLIGAPFQIKVWEALLAVPSGQVTTYSEIARAIGHPGAVRAVGTAVGRNPISYLIP
CHRALRKTGALGGYHWGLPVKRALLAWESARAEAAASGP
>MBL3580070.1 OmpA family protein [Rhodovulum visakhapatnamense]AB19
MIRASKPILLTIAGALALGACTDPSVQTGDARQRTKEGAAIGAGLGALTGLLASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQSFDNNQIGVVNTGNALIVTMPQDILFDTDSAAVRSGLRADLQTLAYSLNDYPNTTVDIIGHTDNTGSAS
YNQQLSTRRATAVSSILTGAGVNSGRLRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPMS
>MBL3580071.1 FCD domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPFQKVLPEKLSAAVVRQIELLILRGVLRPGERLPAERDLSDRLGVSRPSLREAIEALEARGLLVRKAGAGIFVAEVLGA
AFSDALVRLFASHDEALFDYIAFRRDLEGLAADRAARTASDTDLKVVDTLFARMEAAHAKRNPADEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRTSLLDQHRAINAALQARDGAAARAAVERHLDFVAEALRADQAVAR
NEEVARQRLEQALGKG
>MBL3580072.1 hypothetical protein JMJ92_18230 [Rhodovulum visakhapatnamense]AB19
MSSLTHTPPRPAALSARHPRADSGAAAVPPPGAPAARNLFRPGTFSAILLGVGLCGLLALYGVGPAQRFLEDHNSGARAA
RHAVAIEAVMATDPINQRRQDMTERARRFAGAKVDAGFFIRTPTPEKLACITFRGGDMHAPEPYLVRMNLDSLRRMLAVQ
DELDFATYWALHKRCRIHANLATSVN
>MBL3580073.1 F0F1 ATP synthase subunit B [Rhodovulum visakhapatnamense]AB19
MKKLAVALMLSASPALAAEGPFFSLNNAEFVVTISFVAFLALLVYLRVPGKLMAMLDKRAAEIKSDLDEARALREEAQTV
LASYERKQKEVQAQAERIVETARTEAEAAAAKAKDDLKVAIARRLAAADEQIESAKSGAVKEVRDRAIAVAVAAAREVIV
RQMSDQTNDKLVQDAIGEVRGKLHLH
>MBL3580074.1 F0F1 ATP synthase subunit B' [Rhodovulum visakhapatnamense]AB19
MATELETAAAAGHAAEAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAAAEELKLRAQ
EAERAYEKALADARAEAQRIVAETKAEIKADLDAATAKADAEIAARSAEAEKQIAEIRAGALESVSEVARATTADVIAAM
GFRAESGAVDAAVDGKLKG
>MBL3580075.1 F0F1 ATP synthase subunit C [Rhodovulum visakhapatnamense]AB19
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MBL3580076.1 F0F1 ATP synthase subunit A [Rhodovulum visakhapatnamense]AB19
MHQFMVRPLFGEGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKMVEDVSGRDGLKYFP
YIMSLFIFIVFANFLGLIPGAFTTTSHLAVTGTMALAVFIGVTVLGFVKHGASFLSLFWITAAPLALRPILAVIEVISYF
VRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCVYLRDALHPHH
>MBL3580077.1 AtpZ/AtpI family protein [Rhodovulum visakhapatnamense]AB19
MMDPAEKERLARLEARLAELKKAKADPAPSHMDSHYTQAQLAWRMVIELVSGLGIGFGIGFGIDSWLGTKPIFLVLFILL
GLAAGIRGMLRTAQEVQGQQAAAAAEDEKRD
>MBL3580078.1 winged helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MEDRLDIVFAALADPTRRAILAMLLEDDMAVTDVAEPFQMSLAAVSKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQSFGQFEAVNLDAFERFLAAELNG
>MBL3580079.1 DMT family transporter [Rhodovulum visakhapatnamense]AB19
MALSPAAVPRGAALRGHLAMLSFSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRRQFRAPWRFL
VLGTVFALYFVLMFEGLKTAAPVPTAAVFTLTPVMSAGFGWLFLRQRATPQVVAALAIGGAGAVWVIFRADLGALLRFEI
GRGEAVFFIGCIAHAAYTPLVRKLNRGEPALVFTFGMMLAALLVLTLYGAPALVATDWGALPPLVWAVLAYLAVCASAMT
FVLLQYAALRLPAAKVMAYTYLTPSWVILWEFALGHGAPRALVLGGVALTVLALAMLLKDD
>MBL3580080.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDNWDEIRTAYHVARLGTVSGAADALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQLA
GRLRGRGAAMTGDLTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGGQPDEPDNIVQRLYT
LRYALYASNGYVATHGRLGEDMSAHFYVGPSDEDHRAPFNRWLKARAPSDRVGFRASDARAQVEAVVAGAGIGFVPVWWA
ERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MBL3580081.1 signal recognition particle protein [Rhodovulum visakhapatnamense]AB19
MFESLSDRLSGVFDRLTRQGALTEEDVATALREVRVALLEADVSLPVARDFVKSVQDKATGQEVTKSVTPGQQVVKIVHD
ALVEVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLARRLKEINGKRVLMASLDVNRPAAMEQLAILGVQIGVDT
LPIVKGQKPVDIARRAKQQAAMGGYDVYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVILTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMSKQMADAGFDDSILRRQIALINSMTKKERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKALGGMFGKGGMPDMANMDQAQLEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MBL3580082.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADVGQWSLMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLCARPDATAARPDPGDL
VYRHPRPEAAA
>MBL3580083.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MKITIDCPEIETERLILRGPRAADWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDAAIG
VIGPHFPEGWAEPELGWILYPEAEGQGVAREAALACRRFAYDTLGWTTAISYIDARNDRSRALAERLGCRLDPSVPYPFD
EDCVVYRHPGPEAAA
>MBL3580084.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTFLPVVPALTTARLTLRGPEPRDFPVLRAFYASDRSGFVGGPKSPEGAWRQLATEIGHWALRGYGRWIVTERGTGHTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARSHAYGALGWPTAISLVNRANIASARVAERLGAVYEGEVTHETY
GSIGVYRHPAPEACR
>MBL3580085.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSYRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRETDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWTTAVTYVDPKNASSVRLCERLGATLDADARTVDSH
DIVYRHPSPAALAAAPLAARIAAELADHIDPSCKPKGVPLD
>MBL3580086.1 chorismate mutase [Rhodovulum visakhapatnamense]AB19
MTDDVRRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLPPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHFEHQK
>MBL3580087.1 30S ribosomal protein S16, partial [Rhodovulum visakhapatnamense]AB19
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGVYNPLLAKDSEERVKMDTERAQYWL
>MBL3580088.1 TOBE domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKLSARNILTGTVTAVETGTVTTHVKIDVGGGAIVTASITNEAATDLDLRVGDKASAIIKSTDVLVGKD
>MBL3580089.1 efflux RND transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MAAFFIRRPVFAWVLAIVTMLVGAFGLATLPISQYPDIAPTTVRISASYTGASAETVENSVTTVIEDGMTGLDGLTYMTS
TSSEGSASVSLTFDDTVDPDMAQVQVQNKLQLVQSKLPASVTQQGVAVTRSTSSILMVGALVSEDGSLSSVELGDLLSST
LEDAVQRTEGVGSINVFGTQYAMRIWLDPDRLFQYQLTPADVTGAVAEQNTNVTVGSLGAQPVVEGQQITVSLSAQSQLS
SVEDFQRILLKTEPDGSSVYLADVARIELAEESYGSSSRFNGKPAAGFGVNLATGANAVETASRVRATIDGLTASLPEGV
AVEYPYDTSPFVEQSIEQVYHTLGEAIVLVFLVILLFLQSWRATLVPTIAVPVVLLGTFGVLAALGMSINTLSMFALVLA
IGLLVDDAIVVVENVERVMAEEGLGPREATEKSMAEISGALIGIVVVLSAVFLPMAFMSGSTGVIYRQFSVTIISAMVLS
LLVALILTPAMCATLLRPGDGHAQLAPLRWFNAGLDRLTGGYGGSVARFSRRPFRMLIVLAAVGIGAGLVYREVPSSFLP
TEDQGVLMATIELPQHATTAQTEEAVAALENHMLTATGGAVDSVFSAVGFSFGGSGQNAAMMFVKLRDYADRPGLDAETL
STRTNGAFFQSRFGQIYVMQPPAIPGMGTSSGFTMYLVDQAGTGQEALKAAADRLVAAATADGRVTNLRGNDDATKPSLR
LDIDQQKAEALGVSLSDVNGMLATVFAGTYVNDFPLGNDLREVIVQGDARWRMQPEDIDAWYVRNSGGEMVPLSAFVTRV
WDSVTPSLDRYGGTRAMELSGAPAQGISSGDAMETMEELVSGADGGYSVAWTGLSYQERLSGNQEPLLYSLSALVVFLAL
AALYESWTVPFAVMLSVPVGMLGALLATWLLGQSNDVYFKVGLLTTIGLAARNAILIVEFAETLRRQGQALVEATVTAAR
QRLRPILMTSLAFGFGILPLALASGAGANAQNSIGIGMLGGIVFSALFGIVMVPVFYVAVLTAVARLRPQPSRPAPDEAR
G
>MBL3580090.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MSLISLTRSLPFRSPLDCLAVLAALVWLTPAALAQEPATGAAPPMQVGVIEMQRQEVPRTVTLPGRAVAFEDVEIRPRVD
GVVEEVVYKPGRPLKVGDPLYRIDDAAYRAEVAADAADLAKAEANLPVVQSAYERALKLEGNNYSAAQVDAARAELEEAK
ATLDAAQAALDYSRTQLSWTTIRSPIEGVPDISAVSVGDLVTAAQGDALTTVTRLDPIYVDMIETSARILSIRRQIEAGT
LKMNDRLRARLVLETGQSYEGEGQLVTPGTSVATSTGTMSVRFRFDNPRRLILPGMFVRGEVTLGSVDAFLVPQRAAQRD
SSGKLNAFVLAADDTAKKTALTEIGSTGNSWIVEDGIAPGDKLIVDGLKSMSDGQKVRPVTATLDENGLVQDAAPASSGA
ED
>MBL3580091.1 transcriptional repressor [Rhodovulum visakhapatnamense]AB19
MDVLAEAEDHPDAAELHRRAEPRAPGLSLPTVYRTLSALEDQGVIQRHQFEGAPACFQRAETAHHDHMIDIGTGEAVEFR
SDRIEEPQARIAAKPGYDIVHHRMELYVRKTRG
>MBL3580092.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MFRRLPLLLLSVTLLTCTPVAQAPDPTTAPYSRAAFGAGWADPDGDCLDTRAELLAGLSTVPVTLAPSGCSVRHGRWIAP
YTGRVVTQARDLDIDHIVPLRYAWGHGAASWPSAKRARFALDPVNLLPVTASANRSKGARGPLDWLPPDQVFRCQYVLRF
RRIAKAYGLVHSTAEKRDLAALTEQVCGT
>MBL3580093.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MDGDFRTSFVREPGSLKHHPALVLNADYRPLSYYPLSLWPWQEAVKAAFLDRVDIVAEYDKVVRSPTRTIRIPSVVVLKD
FVKPQKRVAFTRFNLFLRDEFSCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PQATELRDVGRKFPPNYLHDSWLDFLYWDAELEA
>MBL3580094.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MADPPLLELRGVSRLYRPRRSLLARGPEVVALDGVSLRIGPGESLGVVGESGAGKSTLTRIILRLERPDAGQILYRGADV
ARFGPGALRAFRARVQIVFQDPQAALNSRMTAEEIVTEPMLVHRDTVGLDRRGRRARVAELIETVGLRPDHLRRFPHELS
GGQRQRIGIARALAAGPELLLLDEPTSALDVSAQAQVLNLLIELQDRLGLGYLFISHDLAVVRYLCDRIALIRLGRLVEE
GPAAQIFDAPRTACARRLIDAAPDLGAPLRSAGRTTGTD
>MBL3580095.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MPPLMPPLLEIRDLHLTMATRDGPAQVLTGVALRIARGEIWGLVGESGCGKTLTGLSVPRLVPCPPAHYPAGEVRLDGED
LMALSERRMRALRGRRIGMILQDPATSLNPTMRIGDQLADVALAAARHDPALLGPGPARTAARALAATMLDRVGIASARQ
RLSAWPHEFSGGMRQRVLIAMALIGAPDLLIADEPTSALDMPVQAQILALMQGMAADRGLGMILITHSMGVVARACSHVA
VMYAGSIVETGPVVEVLDRPAHPYTRALMAAVPGRHTPRGTLRALPGTVPDLLAAPPGCRFAPRCPRATPACRAARPPLR
PLGAGHAVACAHPDAPAHG
>MBL3580096.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTAGTRLPRPAARRPRALRRFGRNRLSLLGAGLVALVLALALFGPLLAPYPAHVAGGIDTAARFQPPSAAHPFGTNELGQ
DVLSLTLAGARVSVLAGFSVVLIGGTTGILIGGIAGFLGGWIDEILMRLTDLMLIVPNLILAMTVAAVLGPGFQNMVLAL
ALGWWPGYARLLRGEVLAARERPHVTAARAMGASQARVLVRHILPNCVSPLIVKMSLDMGFAILMVAGLGFIGIGVRPPV
PEWGTMLATARAYMPDMWWVAMAPGLAIFVAVFGFNLLGDGLRDSLDPRGGR
>MBL3580097.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MKDIAAADRQSSPFGTVAVLGAGSWGTALARVLSRNGRAVRLWARRQALAQEIAATGQNSQYLPGIELGETLRATASLAE
ALEGAEAVLMVTPSATLREMCRAAAPHMPPGIPIALCAKGIELGSGLLLSEVAAEELPGHPIGAISGPTFARETALGHPT
AATVAFPFTYADRLAPHASAAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVVDLARRIGVPM
PICETVNAVLHEGADLESSFSALWTRPIEAEPRALMLSLDHPAPTVPLPFGVSS
>MBL3580098.1 HAD-IIB family hydrolase [Rhodovulum visakhapatnamense]AB19
MNLATALHPPLSDRRFVLATDLDGTFLGGTEAERQRLYDWIEANRASVGLIFVTGRDPEFIMEMCAENGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWDDSGARVRAALNGHPGLTLQPTEFRYRVSFDMDPETYDPSAEAKVAAMGLDWL
ISADCYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTLPKGA
>MBL3580099.1 glucosylglycerol-phosphate synthase [Rhodovulum visakhapatnamense]AB19
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFEKGAWIAWKQAEDPASPDFERVIEVDDAFGKYTVS
RLPLTAEQVKSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWAFAEAAAAEAAEGAVVWVHDYNLWLVPGYLRTL
RPDVKISFFHHTPFPAADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTARQKVEPEFAAEVTALS
ERSVPTELVYEDRRVAVQASPVGVDADYIDAVARREETARRAEEIRTEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLRGQVRLMHVSVPANRNMTVYENIQNELEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALDMPAAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGPTLGAAALPAA
>MBL3580100.1 nicotinate (nicotinamide) nucleotide adenylyltransferase [Rhodovulum visakhapatnamense]AB19
MRVALFGGSFDPVHDGHLAAAVLARQALDLDRVILIPANSTAARPGPKAQAVASAAHRLAMLRCLCEGRPWLEVSNAECR
PGASPFAVDTLAVFRETLPPGTEIVLLIGSDKLALLPRWRGIDEIRAGARIVALARPGHPLDAAPPWVGRLNGPLPDLSS
TQIRARLAAGAPLDGLCPPAVISYLMTEQPYARPGPAARFA
>MBL3580101.1 adenine nucleotide alpha hydrolase [Rhodovulum visakhapatnamense]AB19
MLAGLPLRAVACSGGIDSLLLATLAHRQAPDATRVVHAVSPAVPAAATARVRAQASAEGWALDLVDAGEFSDPDYLANPV
DRCFFCKQRLYSTLRQVTAALDGPVAILSGTNADDLGEYRPGLRAAEALGVRHPYVEAGIGKADIRALARVLGLAFADLP
ASPCLASRLYTGLAVTPERLRAVERAEDRLRAETGLSVLRCRRRGDLMLIEVEAGEGARIGPGLIARVAAEARAIDPGIR
DLRLDPRPYAPGRAFRGAR
>MBL3580102.1 nickel pincer cofactor biosynthesis protein LarB [Rhodovulum visakhapatnamense]AB19
MRVRLDHDRPRRIGQPEAILCEGKALADLDAILEALQGRPALLTRLAPERHAALAAPPEDYDPASRTAIVNGCLPARTGI
VRVVTAGTADLPVAIEALRTLRFGGLSPDLIADIGVAGLWRLEEQIETIRDSDAVIAVAGMDAALVSVIGGLVGVPVIGV
PTSVGYGAAEGGRTALNAMLASCAQGVLVCNIDNGFGAASAALRILAGRAR
>MBL3580103.1 LarC family nickel insertion protein [Rhodovulum visakhapatnamense]AB19
MSGVLVIRTPSGLSGDMLLAGLAVMAGEAADIGSVLAAAGLPLPPDAVEIRPHALQGISGWQARVRLPHEHAHRRLGDIM
ALIEASHLSAPAKTVAARAFTLLAEAEGAVHGRPPGEIAFHEVGALDSILDTCVAAELLARIAPDRLVCSPLPLCDGTVR
CAHGPLPTPAPAVQELLRGVPVRGLASTGETVTPTAIAFLRAAGFAFGYWPEMVIRQTARIYGGRVLPGVPNGALFALGD
AGLAPVEQRPKGLTEPGSEST
>MBL3580104.1 radical SAM protein [Rhodovulum visakhapatnamense]AB19
MTATTVPASAGESRKTPSAAPVYQTDYLMPVEVHVFARDGQHYAFDCRSYAIFKLDRGAALVLDRAARMSLPEIVEDLAG
ELSEAEIRGHYLRFLEMLVAGELSCEPVPRPGRPPFKNLVLMLAGGCNMGCSYCFEKDVPIYQKPNVMTRERADEVLEWF
FRHQEGPKAHVQLYGGEPLLNWEVLTHVVERIDAWAAREGKDLSKYLITNGTLLNEERVGFLVDHGVTVQVSVDGDRRTH
DRFRTFKNGRPTMPAILPNIKRLAEKGADFNLRAVLTRANKDPDAVTRGLSALGGERVSFEVVATDAREAQFDEADWEEF
LAHYDRYLGRAFETWTGLPDEMKGTILKILRQQRVVYGCGAGVSEVTVAPDGNIYECQRIYRDPYSSIAEDKGPTELDSR
FLTMVDDRPVCQDCWARYLCGGGCMHQSQTGHGSDDPLPQYCRMKHALVEAAIVRIDEIRSIAARAVEA
>MBL3580105.1 aldo/keto reductase [Rhodovulum visakhapatnamense]AB19
MALALDRRPLGKTGIEVSAMGIGSSPFRHGAAADWAGLLEEAYDCGITYYDTARSYVNGEAVIAHLPPRVRDGLTIATKT
GARGGPHCLRDLQTSLRTMGRDHIDLWMTHMVETMREYELCTELGGFCDVAVAARTAGLVRATGASFHAPTEVILRAIEE
RAFDVVMFPFNVLGRETVFGAPISDYRDRLLPAARANGVGVVVMKVLAGGEMKHGAPRLGFLADPATGQDTLSGAIRYAL
MQPGIATAVLGMASRTELRRNLAAGIGVGPDPGACQRLEARVAAASPGECTRCAACLGVCPEGIEIPKVFRLLDQDRFFG
MTGIARFKYARMQPDASACARCGKCAEVCPEDFDIARLLQLAHARLTQATRPAGSRQTEEENTHG
>MBL3580106.1 hypothetical protein JMJ92_18420 [Rhodovulum visakhapatnamense]AB19
MADEVQGFKKVTAEQLPEEQKKKLRNALQQELAEAMIKTIRAEPPQVDLSEIEVILKPGQRIEEWDVLASCGTCGTCGTC
GTCGTCGTAALTDDIPINIARELGVLLPKPQVDLLRLHSDMEKMNSMILTLANRRQK
>MBL3580107.1 hypothetical protein JMJ92_18425 [Rhodovulum visakhapatnamense]AB19
MSYQRSDWLADLDLLEGAVALWWAGRARHAELDGTDPGAVFSALRAVEPAGDLWAGARALRGGLWALGDCHLRLAPSVMG
AETGWQSGLAFAPTPEGPALLWADPAISAYRAASVGDLLTAIDGVPAEKVLASLRLRPGSTPRQRHLFALQSLSHRDCLP
GEPPLPRCLTLTDARGHDLTLAPEWRTQDPAAPPPPAVRARRIGDRTGLITVRSFACRDRTGQISDAEMARQLDAALAGL
EGCDRLAIDLRGNGGGRDEQARMLATRLTGAPLVWMRHAHPAPYGGELGRFEDLILTPKATPQPSGLRLLIDAGTASTAE
ICAAALAALPGAALVGSPSGGAVGDPVEFRLPRSLLGVFVPVARYARPGTDAPIEGAGLVPDIEAAPGAVDLREGRDPVL
DAALASFD
>MBL3580108.1 hypothetical protein JMJ92_18430, partial [Rhodovulum visakhapatnamense]AB19
MTLARRHRTEAFRSLAARTIFEAMAYRGRDAARAELTRIALIFEPEDDADALSEAIGGMVSSVHGRDSPASASAFHAFFA
DIALL
>MBL3580109.1 serine/threonine protein phosphatase [Rhodovulum visakhapatnamense]AB19
MVRSYAIGDIHGQRARLEAAHDLIAEDRARVGDSDAPVVHIGDYVDRGPDSRGVLDLLMRGRAEGRPWICLKGNHDRWMR
FFLDPGCKPEPVKPGISWLEDRVGGAATLGAYGVDAGHHRDPVRIHAEARAAVPAAHLAFIDSLPFSYRRGGAFFCHAGV
RPGVPLEEQDPTDLMWIRGEFHRDRRDHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSAVVIEGRDVHLLTPEGRV
HVPPEPGRESG
>MBL3580110.1 DUF1643 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTEIDPSSLHDPGGKTRWALPPGMRGSAVFSPCGRYRTRLERDWTPEGQPSRTILFCGMNPSTADALVQDNTCAKETRRA
AVLGFTRYLKGNVLDYRVTNPKDLPKDPALACSPENLPEILAMAAEAEVVVMAYGRLHPRYAGVVDGIVAALRDSGRPLF
CFGKNQDGSAKHPLYLRNDAPLLPF
>MBL3580111.1 hypothetical protein JMJ92_18445 [Rhodovulum visakhapatnamense]AB19
MPSRHSARATRALQKLAEEDPAFAALALWCTHADSDAREGPAWTDGAAIRYGPAFEALSLPEQIGVAAHHILHVAFRHAP
RTRAMYLRFGDRFDEDLFNLATDAIVNETLMLSGFILPRPVVRLTGLLKTAAREELGADEAVTRYDAERLYLRLLQDDAA
PQNGKPGDRGVRAGGTTGEGQGRGSTGEARPRPGGAVAEAARDYGRQQGFAPDIETGGTDSDQGAGSEADADWRQRVARA
MEAGRIAGHGLGMLGHRLADLPEVHTPWEQHLRALVTRAVTVQPQPRNTRPARRWIARDSDARARGEPSPAFEYAWTRDL
EIPRIVVGIDSSGSVEPTLLAKFAAEVAGISKRTGAETHVLVFDTKVQGHQVMGGGIWEGRIADVLFSREGGTSFIAVME
EALALGPSAVVILTDLLGPFGPPPPRGLPVIWAVPGEVPPGGAPFGQVLSLAR
>MBL3580112.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MSVNAMIVSAGEALEVLRAGWQAQQAGQITASYMLHGRPGVGKTQVIEQLAAEIGARLFDLRLTTIEPQDLRGLPYYDHE
AQKTKWYRPEDLPDDPGQPSILFLDELTAASPMLQPTVYGLLQERRVGRHRLPGNVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAATDWLDNYAVPKGLHPTVIAFIKTRPDLLDTTERAVAEGQLIATTPRSWERVSQIMGAVTERRLRNVLIA
GTVGDAVAAEFALIADDIAATVQVQEMLEASRKDRIGLYPASMHGLNALIYGLIGVLDARNADAVIDCMAEIRQLARHRP
EEAFQRMPLGELCTYGFEGLIRKGLDLGLGERFLGHEAYRSYAAERKAAGL
>MBL3580113.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum visakhapatnamense]AB19
MPDSKFDSRPLPVPAGRLTRLARFGGLASNLAGAAALNGMQQLAQGHRPKARDLFLTPSNMKKVADQLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPIAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVTNVAALLRLSGAMPKQMDISPMLDEARRQLHEEADYDREGRYLRRFSDLLADAPEFAVPRMHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMGLLVRLLFRELFDFRLMQTDPNFANYRYQPDTGRVVLLDFGASREFPAEMT
EAFRSLMRAGLAGDREAVRQAILRIGFFGEDTAAHHQQLMIDMFEMSMEPLRRPGAFDFASNDVALRMRDAGMELGQDRD
FWHIPPMDTLFMQRKFGGMYLLASRLRARIDLREIVAPYV
>MBL3580114.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum visakhapatnamense]AB19
MGRSRKGRDISGWLVVDKPAGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTVR
FGAATNTDDAEGEVIATSDKRPSDDEIAAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGKTLGCHGHVVGLRRVWAGPFEAEDGVTLDLVEELARTPALDDYLRPLEEGLA
DLPELRTTHDGAVKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPNRVFVKG
>MBL3580115.1 phosphodiester glycosidase family protein [Rhodovulum visakhapatnamense]AB19
MRIRAALFLLAALLPLPAAAEPACHPLTHEGRGYVVCSADPATDDLRLFLKTDQGGIYGSFGRVNQALAARGETLAFAMN
AGMYHPDRRPVGLYVEDGRQQMHAVAAAGPGNFGMLPNGVLCLEDGRAEVIETRAYLEAPPECRYATQSGPMLVIDGALH
PRFLSDSDSRYVRNGVGVDAEGRLHFAISDAPVTFHEFGRLFRDVLKTPDALYFDGKVSKLYAPDLGRNDAGLPMGPIVG
AVVPAAE
>MBL3580116.1 30S ribosome-binding factor RbfA [Rhodovulum visakhapatnamense]AB19
MSRSSAPSQRQLRVGELIRRTLSEVLARGDVHDPELNRMSITVGEVRTSPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLTAPDGDED
>MBL3580117.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum visakhapatnamense]AB19
MDSLPGIVVMGASGRMGQMLIEAVLQSEKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAQAHAVIDFTT
PEATVATATLTAQARAVHVIGTTGLAPEHLQKIKAAARHAVIVRAGNMSLGVNLLVQLTRRVAAALDEDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRRIALDDASERGRDGITGERAKGAIGFSSIRGGDIVGEHDVIFAGLGERIVLRHVATDRQ
IFARGALRAALWGQDQKPGEYDMLDVLGL
>MBL3580118.1 alcohol dehydrogenase [Rhodovulum visakhapatnamense]AB19
MRVEVTHVPVNPSDLIPITGAYAHRVVLPAVAGYEGVGRVVEAPAEFSHMLGRRVLPLRGEGTWQTHVDCPATCAVQVPE
AISDLMAARAYINPLAAATMLRRWPVRDKTVLLCGAGSGCAEYLGRWAIRQGARHVVGIYRSESRTDRLRQIGIEPVSTV
DSVAISRASTWADIAFDALGGDIASGVLGRMRRGADFVAYGLLTGSPVMVGAGTKASYHRFHLRDHLPSPVGPGMRDAFA
DIWSMLAETPPPDPRVFPARDWPKALAEAERPGGRKPILDMSGLA
>MBL3580119.1 DUF1674 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSDDAEDTPRKDLPPAARRALAEAAERRKAAEAAEKARPVELGGRDGPDPVRYGDWEKKGIAIDF
>MBL3580120.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum visakhapatnamense]AB19
MDEPRERGTERARAAALDLIRAVLEDRRLVAELAGPDGPLEPLEPSDRARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
VHAILRLATVEMLEGGAAAHGAVNAAVALARADRRTEALAGLVNAVLRKVADLPASDWLALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGSVQVSALPGYGEGAWWVQDAAASLPARLLAARPG
ERVLDLCAAPGGKTMQMAAAGATVTALDISEQRMARVEENLARTDLTATLVVADALDWDTDQRFDAILLDAPCSATGTIR
RHPDLPFAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALDRHPDLAPIAFEAPWIDPGWRA
AHEALRLRPDFWADRGGLDGFFIAGLRKPA
>MBL3580121.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3580122.1 hypothetical protein JMJ92_18500 [Rhodovulum visakhapatnamense]AB19
MEGTKLYEANQGFYDMLRYGVAIAPGPGEAPVTVRFVDWSDAGANDLGVAEEVSIKGKDAKAWSKRPDLVLYVNGIALGV
VELKKSTVGVGTGIRQTLDNQQPEFIRHFFTTVQITFAGNDSEGLRYAPIKTPQPYWLAWKEDSEISARLDRDVTQMMAP
TRFLELIHDFTLFDAGIKKIARPNQYFAVKAAQERVAAREGGIIWQTQGSGKSLIMVMLARWIREAFPEAGMGETEKQRV
HRVYTDLLGDTSEEEYEEEALRLFKKEPGRMKLLIVVSRLLTGFDAPTATYIYIDKQMRDHGLFQAICRVNRLDGDDKDF
GYIVDYKDLFRNIESAVDDYTSEAFDAFDKEDVEGLITDRAEQADTDLRTARDAWLGLLDAVEQPKGDDELFAYFSSPEG
IESDPDAEEKARRRQALYKLAGRYARAYTNVAADPTHVQMSRAC
>MBL3580123.1 hypothetical protein JMJ92_18505 [Rhodovulum visakhapatnamense]AB19
MARKPANFTQTDVTRVLKAYRNAEIPVDRCEIDPRTGKIVVFANTAEDIVSSP
>MBL3580124.1 hypothetical protein JMJ92_18510 [Rhodovulum visakhapatnamense]AB19
MDFWNETWKAEAVAKAAGLPKEKLQLWLGRNHVLGQGMGGGGEKGRHRRFEFRNVMEIAIARALVDQGHRPADAFKAAAV
FAYSAVQHPGTPGLPLDPVGGDTFMAVAGDKVTINYLPTGRGAMADFLADLTGPEGNERDLEAFTMVNASAVFRAVCREL
TLDSSAILREVKNQ
>MBL3580125.1 PAS domain S-box protein [Rhodovulum visakhapatnamense]AB19
MWFNRRSRSSKPTSVNKADAIVQIVERTQAVIHFTPEGVILEANDMFLRALGYTAAEVIGQHHSMFVQKKYRQTQAYQDF
WNRLRAGEFFTDEFPRITKDDEVIWIAATYAPVFDEAGTVVQITKIATEITRQREAIRAISKGLQALSNGDLTYRVELSA
QDRMKEVADSFNAASENMANLIRQVKGVANTIDGMSQKVSGNADELSRRTETQAATLEQTAAAVDQLNHTARKAADYASE
VGREAQDTRKAAGDSSKVVEDVTAAMQRIEDSSKSISQIVSVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRQ
LAQRSADSAKEIKSLIVQSSEYVRDGATLVSKASGDLGGIFRSVDRISERIREVVSGLQEQTITLTEINTAISHLDTVTQ
QNAAMVSETAGVTMELSKNSTSLSDGISIFTVAPAGATLH
>MBL3580126.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum visakhapatnamense]AB19
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKDACAAAGAGYIFKASFDKANRTSLSGRRGVGIDKGLEILA
ELRRQLEVPVLTDVHAAEQCAPAAESVDVLQIPAFLCRQTDLLLAAGETGAAVNVKKGQFLAPWDMANAVAKIESTGNRR
ILLTERGVSFGYNTLVADMRSLPIMARLGYPVVMDATHSVQQPGGQGGSSGGQREFAPVMARAAVAVGVAAVFIETHEAP
DRAPSDGPNMIPLAEMPGLVETLMGFDRLAKAHPLSV
>MBL3580127.1 hypothetical protein JMJ92_18530 [Rhodovulum visakhapatnamense]AB19
MRELRAVLTEGSSSGGSLARVSAELRIAEADPGNRQLLLQQALEQLETARIEANRQVRHLSLGVSPVAPDKAAYPRAVEN
TALALLIFGGIYLMISLTLSILREQVTA
>MBL3580128.1 capsule biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MARRIAQKQGLSITSDFDAVRQRRSRGIDRFSRNSVLNFGEARPIAPGAPGANDPAARAGATPGPARAPGAQAAPAAPAP
APGPAALTSPAAERARAVSDIQRDIAHRRRRALTMLTARLSVFVVLPTALAGYYVFAVATPMEATPPEFVIQQADSPSGG
GPGSLFQGGSLAMQQDSIAVQSDLQSRDAMLRLDEDQGIRAHFSQSSIDPIQRLRGSGAIEDTYKVYRHAVEIGYDPTEG
ILKMEVLAADPQVSAAFSKALISDAEDRIDSLTQRLRENQMAGARQSQDTAEARVAEAQNPVLPLQEKLRVIDPADETAA
LMGQINTIEIELRHKRLELQQLLDNATPNAARVSGVEGDIR
>MBL3580129.1 Na+/H+ antiporter NhaA [Rhodovulum visakhapatnamense]AB19
MYRVWNFVTAYSLLLIGGAVTALVWVNLHPNSYHDFVEYVLIDDFFIGHAHEVEGHVTRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSTTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAVFYPSGDLQPLWLLLSGGAALAVFVLFNWLPRRLDRGRQMRPVSSWVRRYLNVWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVFLGLLIGKPVGVLVFGSIAARGLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGITLDGIDVQEAAKMG
ALFSFAAALMAIGAGKLMRVQKRD
>MBL3580130.1 uracil-DNA glycosylase family protein [Rhodovulum visakhapatnamense]AB19
MTAALDDLRGRIAACRLCAGRFAATATAHAPRPVPWFGPAPQVLVCGQAPGLRVHKAGRPFLDPSGDRLRAWMGIGPETF
YDLSRVAVLPMAFCFPGYDGAGADLPPPALCAKTWHRAVLAALGPVPLTLLIGGYAQRWHLGRAARPGVTATVAGWRAHA
PQVFPLPHPSWRNTAWLNRNPWYEAELIPALRQRVAEVLA
>MBL3580131.1 SseB family protein [Rhodovulum visakhapatnamense]AB19
MTADTSAPQPRSRAAALDRAHAAMTAAPDDPGPRLAYYGRLAASELVLLLDRDAEDDRIAPRIFDLDEGRVVLAFADEGR
LTDFTGTPSPYAAMPGRTLAAMLAGTGLGLGVDLGTGAGELLPAAAVEWWAGMLAATPEPLDLVPEALTPPGDLPAPLLA
ALDTCLADAAGLAACAWLAGLRHPAGETTLLLAFLDPAEGAEPALARAVSEAVRFSGLDSGALDLAFFASQAPMAARLSR
LGLRIELPQPAPETLTPLADPDAPPRLR
>MBL3580132.1 DUF1127 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MALANTHVAGQRGSLVSSIIAAMVRIVENHPRTRALEKLNAISDEDLAARGLTRQDVIRRIFSDRFYL
>MBL3580133.1 phosphoadenosine phosphosulfate reductase [Rhodovulum visakhapatnamense]AB19
MDLGFLTVVEVGMKDRFASESETGRWHTLLDRSGTGAWVKALGPDHAAVWAAGGGTLLVTFEQAREILTGATVGHTLAAQ
LAEPAGWSRLTLVAHGATWFRDRAVYDFFDERVDSEFFDAFDRVVFYGAGMCGYAACAYSVVAPGAAVVALAPQATLDPA
RLDWDRRFLMARRRDFTSRYGYAPDMIEAACCAAILYDPAQTLDAMHAALFDGPNVMRLATPYCGDALEAHLSAMAVLPE
LIDAAGEGQLTAEVFFRLFRARRQHAPYLAALLDRLDKSGRTDLARGVLRHASHVAEHEHLTGARTDLDRRLRRHRPDVP
V
>MBL3580134.1 LysE family translocator [Rhodovulum visakhapatnamense]AB19
MPLDLWFAFAAASALLLMSPGPTVLLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFSVLKWVGA
AYLVWLGIKLLRSRPAALEEESGGVPEQRPARAVFAHAAMVTALNPKSIAFFIAFVPQFLRPEAPLAPQFATLIATFVGL
AALNALSYALLADRLRAQIRRPSVLRWMTRAGGGALIGMGALTATAART
>MBL3580135.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAAEQEPYTLLDLSPVLRSIMAARGLSVADMARMAGVSKSAMEKYLAGPSSPRAVAVASLARALNISTDALVFGEFYEMT
EKAAHRAAVDGFIKLLRDLKSDPELSRTFAELEPGSDALSDFTMRVALDRADDVHRQFVGRHFRILPATTTIKR
>MBL3580136.1 hypothetical protein JMJ92_18580 [Rhodovulum visakhapatnamense]AB19
MPRPLLPGYKGNTALAEVSDEAWQFFVTTIRDAAPEFPLRQAWRDVRDVARRKGWAWPSWPTVYRRWQALPEAQRIAARH
GRGEAAKRLAHPNDGIRKDR
>MBL3580137.1 hypothetical protein JMJ92_18585 [Rhodovulum visakhapatnamense]AB19
MTQDLGEMVVTLSADEVRQIVAAYSDAELLLWSALNVLEIFAVELDQGGALHDPEKGMAVARLAVEALRPKINALKDRLW
PIEKRTVNPERTSAGVATAPSGDARRAEAELVE
>MBL3580138.1 phage tail length tape measure family protein [Rhodovulum visakhapatnamense]AB19
MTFVVQGKIEIDSTGAIRSITVAKTQLDGLGERGKNAGKKLGLLNEWLNRTGQHAQVATGHVANLAANFNDVGVMLASGQ
SPLMLALQQGTQISQVLGPMGAQGAVRALGSAFMAMINPVSLATIALTGGVAVLGQWALGINRAEDEARKAKERFETLAD
VIDALGDVSRASAADIDRYIRGTFNDVAGAVQALIDDLRQAEFGLLSTEMRHSIEETTADLSRLSGGFEVFWQDFAKGPN
RIRASSFRPRPCARPWKSEMPGVWSARPQRLRKPSRKGF
>MBL3580139.1 hypothetical protein JMJ92_18600 [Rhodovulum visakhapatnamense]AB19
MRAALEERNAWRLERAAAKVEEAVQKGFLTTPMKAWARDLCVADEAAFDRFVASAAPAYAHLTSYAVTAAPPRKRVSAGA
SVSSEAADVARQLGLWPEALSD
>MBL3580140.1 hypothetical protein JMJ92_18605 [Rhodovulum visakhapatnamense]AB19
MDGVSLQIRTACAVVGQLKLLLDRLADALDQAEDELRVDPLSAHSKGVQIGFQDLPEPSDHRRNHRPGRPSKIETDPELR
AFIEARIDRMTFDDIASEVSRRFPEGRRVAKSAIHAWWQRRRRR
>MBL3580141.1 acyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]AB19
MESPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPELFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSM
KTRAEKTATGYRLTGTKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDDARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPVIRHMVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MBL3580142.1 MoxR family ATPase [Rhodovulum visakhapatnamense]AB19
MAEAIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARAIAAALGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGGADRAGLQAELFDERYLIERPLLQAMRPQPGGAPVLLIDEIDRTDEPFEAFLLEALGDFQV
TIPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQRLRSEDLFK
KPGVAETIDWAKCLLALDVIGLSPEVIADTIGALLKYQDDIQRLEGSEARRLLDAVRAELATA
>MBL3580143.1 VWA domain-containing protein [Rhodovulum visakhapatnamense]AB19
MADYPALGIPDEGKLSHNILHFARALRKAGLPVGPGRAIDAVRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGAAEERRARPAEKRAAEALLDGVPRDLSDPVEPGPEEDIEIDATGTQSARERLKSLDFEQ
MSTAETAEAKRMLSRLRLPVAPLVSRRSQAARHGRLPDWRGTMRASLRAGGEVRDFSQKNRRPRWPNLVVLCDISGSMSQ
YSRMVLHFLHAVLNARGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGSALHAFNRDWSRRVL
GPGAVVLLITDGLDRDETDILSREIERLHLSARRLIWINPLLRWDGFAPKARGIQAMLPHVDCFRAGHSIRSLEELAEAV
SEARDTGERDRLLAAMRHSGPV
>MBL3580144.1 YeeE/YedE family protein [Rhodovulum visakhapatnamense]AB19
MPLNWKIGGPLLGIVFFLAVLLAKPIGVSTQFVVLDAVLWNLQQPDAGIVTQTAEGFTSTNAYLAKSGGALAAEAGNPLT
YPVVFVLAMMVGAFLSSLIRSTVPKGERNVPAMYRANTGGFWPLRWVLAFAGGVLVLYGARLAGGCTSGHMMSGMMQTSI
SGYVFAFGAFLTAFPTAMALLKKEG
>MBL3580145.1 YeeE/YedE family protein, partial [Rhodovulum visakhapatnamense]AB19
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIARMLTLTDTNLMKTILVAIGTASILIFAGQMYGLVDVGHMSVKAVHVGVL
LGGAILGFGWAIAGYCPGTGLCGLAVGRIDALFFVAGGLVGAAGFMVSYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
QGDLAGIVMGAAFILIAILLPRRIVGRKAARAAA
>MBL3580146.1 isocitrate lyase [Rhodovulum visakhapatnamense]AB19
MTKRKTYSELRAEVLSRYPSGRSSSGVSVDDIVQLKLQNSFDTHLDIAREMATVMRADMAAYDADPSKSTQSLGCWSGFH
AQQMIKSVKRLRGSAKGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVADLIQEIYTSLRQADEVALNDLFKDLKAARAA
GDAAAETAAIEAIDTFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSQQPGDLAADYIKWLKTEPITEENPIREGELALFRDGEFVRPAR
LPNGLFPFQEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVNEIRQAVPNAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPNGNELMKPDYDETDLGREADARLKAFQTDISTRAGVFHNLITLPTFHLTAKSMDELSRGYFGEDK
MLAYVATVQREEIRRGISAVKHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MBL3580147.1 BLUF domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRKDELQRTDAEGRLFRIAYASRTRDDLRLPDLQAIAEQAAARNRQSRITGVLLFGQGQVLQWLEGPAAAVCAVMGAIQR
DPRHQGVSVLSAGWIDARRFPDWSMQFLDAGERAGSVVPLAVSPDKGSAARVFDGAAVRHWADRDPDGICTAQGLAAHLA
RSPEESLPPIPERFLGCPRARAGLVDEVCRTLGQGWMDSRYSGFEVTLATVRLNRLMLLAGRPADPREARASAVVLAPDR
CSELTGALMKTDLLRSAGYSVRLIAWARVTSLRSSLRGTGNCPIIIYGGRVGIDSRDAKRAAAMADWLRADYPGRTILIG
GRSAGPLSEWPDRLAFHSQGGHPVAGKPIDWPALSALAADPVAALAR
>MBL3580148.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum visakhapatnamense]AB19
MIRSANLGFPRIGARRELKRAVEAYWKGATDAAALEGTGRELRARHWQAQQAAGIDAIPSNDFSFYDQMLDMTALLGAVP
ERFGHRGGAVGLDTLFAMARGRDDAPAMEMTKWFDTNYHFIVPELTDGMRFALSSSKPVDEFIEAKKLGIVTRPVLIGPV
TWLSLAKTKGAEFDPLDLLHGVLPIYEQILDGLAAAGAEWVQIDEPVLVTDLTARQQGAFATAYDALAKAGPKIMLASYF
GALGDNAALALRLPVAGVHLDLARAPGQLADVLPLAAGKVLSLGLIDGRNVWRADLSAKLALAKPALAALGPDRIEVAPS
CSLLHVPVDLGQEDEIDDELASWLAFAVQKLGEVRTLARALGEGRSAVARQMAASDKALAARRASARIHDVAVSARLDTV
TPADLERRGTYAERRAVQDEKLRLPAFPTTTIGSFPQTAEVRKARAAHRKGELDDAAYEAFLKDETRACVAEQERLGLDM
LVHGEFERNDMVEYFGELLAGFAFTRHGWVQSYGSRCVKPPLIYGDVSRPAPMTVDWSAFAQSLTTRPMKGMLTGPVTIL
QWSFVRDDQPRERTCRQIALAIRDEVCDLEAAGLPAIQIDEPALREGLPLRCADWAGYLAWAIDAFRLTASGVRNDTQIH
THMCYSEFNDIIEHIARMDADVISIEASRSDMELLQVFGDFDYPNEIGPGIWDIHSPRIPSEAEMTALLAKATKAIPAER
LWVNPDCGLKTRAWPEVRASLANLVAAAKGVRQGALAAE
>MBL3580149.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MVDLQPLLLLRAVARHGSLAAAAEALNLSQSAASHTMRRFADRHGVAIWERDGRGLRLTQTGEWLLAFAERVLPQFDHAD
RVLADFATGQRGSLRLGMECHPCEHWLMRVIEPFLNDWPQVDLDLTTAFRFGGVGALLGHEIDLLVTPDPLEHPGLTHHP
VYPYELVLAVPEGHALTRKPHAAPADLTGETLITYPVEPERLDIFTRFLVPGHVRPRRHRTVETSELMLRMVAAGRGISS
IPDWLIRDLPEGAGVAAVRIGAGGIFKTIHLSRRTGEAADFLTGFVSLAATHAGQTGSGAKLATIERSSDS
>MBL3580150.1 methylisocitrate lyase [Rhodovulum visakhapatnamense]AB19
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQAKAAGFQGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRCFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKVAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGADAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPALTAAEFQDLGYDMVIW
PVSSLRVANKAQERLYAELARSGSTARQIPEMQTRAELYETIGLNAYESLDRSIVASLAPEPV
>MBL3580151.1 2-methylcitrate synthase [Rhodovulum visakhapatnamense]AB19
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELTAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPNDQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAPPSQDHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDKAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNAVIKRVARHLADHEGATKMFDIAERIETVMADAKGMFPNLDWYS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYVGPENRRFLPLDQRGGLLTDQTEA
>MBL3580152.1 MmgE/PrpD family protein [Rhodovulum visakhapatnamense]AB19
MALHRLRPHKSAESLAREDQLAWKFAEIAADPVAVDDDVAEMIVNRVIDNASVASASLARRPVASARAQALCHPYRRGAA
VFGMPHDTRVSPEWAAWANGVAVRELDYHDTFLAADYSHPADNIPPILAVAQHCGLSGKALLRGIATGYEVQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPTETIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFVAWMLSGPDAAYEVPLPMRGAPKRAILETYTKEHSAEYQSQALIDLARRLRGEIGDLRQIRTIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENVADIPESGLG
ILNFTAAPEKLGAARPHGLFDWS
>MBL3580153.1 acyl-CoA thioesterase [Rhodovulum visakhapatnamense]AB19
MPVSEPDRDRPSRMTALIFPETVNHHGTLFAGAGLALMSKAAFLAASRRARRPVVMAAAEKIDFRTPVLPGQMLELTATV
VRVGRSSMQVEVSGEVETLTTGARHIAMTGRFDMVAVDESGRPTPIDDQDTEIRT
>MBL3580154.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum visakhapatnamense]AB19
MKKAYLGGRLRQLREARGLTQAALAAQLGISPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARVLAELREAL
QGGEPAVGAADLRDLVDNAPALARRMIALHRRAREAEDRAAALALAQGAPDAMPAPA
>MBL3580155.1 transposase, partial [Rhodovulum visakhapatnamense]AB19
FNKLKNARRVATRYDKTAESFLGFIDITSIRLWVRHLST
>MBL3580156.1 sulfite exporter TauE/SafE family protein [Rhodovulum visakhapatnamense]AB19
MILGIDTDLFVAALAVALLAGFVKGAVGFAMPMIMISGLSSFLPADLALAGLVLATLLTNTAQAFRQGLAAAWGSVRRYR
LMIGCVVLAIALSAPLVAILPDRVMYLLIGLPIAAFTVSQLAGRQLILPARHRARAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMVRVQGVVFLIGAVMLLLAHLGSGVLNGHSLPFSAALVLPAALGMWAGVRLQDRLDPGRFRRATLVVLA
VAGLNLIRKGLMG
>MBL3580157.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum visakhapatnamense]AB19
MPHDGQDRPAEQALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYAQALRQMQA
WAGRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFHSDAVTALLRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFAVDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVRAGDSYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEETPFPTPGMTGGEIEVLGYRGMKEYELGFDKFAVP
AENLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MBL3580158.1 diphosphomevalonate decarboxylase [Rhodovulum visakhapatnamense]AB19
MTDRARAIFDAVLPARLPDPVSFSAAAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVEPARDGTDAVWLNGA
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLADDTLSMLARFGSGSAT
RSLWHGFARWERGTREDGTDSFARPLPEVWPEFRIAIVRVDTGPKSQSSRDGMGHTVATSPLFAGWPAQAEADCAAIEAA
IEARDFIRLGEVTEANALGMHATMIAARPALAYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLVFLEGSTSRIAEL
FPDAAIVEPFGAAAKFPGQPRP
>MBL3580159.1 hypothetical protein JMJ92_18700 [Rhodovulum visakhapatnamense]AB19
MKVSAPGSIMITGEHAVVYGHAAIVAAVEQRITIEVTPLAERQLQILSDIAPPATVPLDPIVVEGPYRFVLAAAARFAGR
LPGGARLEIASEIDPTLGLGSSAAVTVAALGAFARLSGAPTEGLHTDALAVVRRIQGRGSGADLAASLKGGMNAYRLGAG
MLTGAPPEAARAQIDRLPMPPALSLRHAGYKTPTAEVLARVAAAMEGREAEFAALYDRMGDCAAATIAAATRRDWTGFGA
ALTVYQGLMAELGVCDDTMGRIVAEAKVTPGLMGAKITGSGLGDCVLALGARPEGFTPVALAEEGLRIDD
>MBL3580160.1 hypothetical protein JMJ92_18705 [Rhodovulum visakhapatnamense]AB19
MSVATAPQGTAETLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFAQVSQGAFYPLSA
LSHFKQSLDRRFESFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPVGAGMGSSASII
AATMVLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAIRVQGDSRFAPAIPPGHGLWHGEGWYWVLHGK
PASSTGECVAAVREAHGTDQALWQGFEACTDAFQTALETDSSPVASLRENHRLLTHIGVVPEAAARFVDEVELAGGAAKI
CGAGSVRGESGGVILVHLPDAPGMDRLMAAHPDLRWAPLHVAPTGAAFGPPQ
>MBL3580161.1 TRAP transporter large permease subunit [Rhodovulum visakhapatnamense]AB19
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSESLMAIPLYVLMAAILEKSGII
EALYEAMETWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILVASYSAYILIRTAINPALAPKPSDLATLPLGVKLAKLKSLILPAVVVSGVLGSI
YAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGAMVLVLVFLGLFLDEIGIILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLAVLLLFVVFPGIVTWLPETLLPSLK
>MBL3580162.1 TRAP transporter small permease subunit [Rhodovulum visakhapatnamense]AB19
MTTLARLITALNRGLFGIAKWLVYAIVLLMLWEVVSRYFLAHPTSWAPELATLIFGPFFLLGGPYLLHLGGHVAVDLLSA
RATGGLAVLLHLVGLALAAAFGLILLWFSLPLVAQSISYGETSYSAWNPVVWPAKAFLPLCAGLLILQAAADAVFAIKGA
DAA
>MBL3580163.1 TRAP transporter substrate-binding protein DctP [Rhodovulum visakhapatnamense]AB19
MTQTTRRKILHLGGAAALAAPAILSTGAARAQGVTKWRMQALWGGGTTPMRYEEDFCARVAELTGGAFEITPFSGGQIVP
SAQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLDLVRESYAPAGLTYVAPTVYGEEP
IHSRVAIRKIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGV
HQPTTATSYVANTRAYEALDDQKKAALAVAAREISGRLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVAEARGRAVEFWA
EAATDDLSRRMMDSQVALMKDLRLL
>MBL3580164.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum visakhapatnamense]AB19
MTDSPTAPKSGVRSRIEGLRDSEPADRRAAVAAAAGLDGTAMEALSDATALPLSVANGMIENVIGTFELPLGVATNFVVN
GREYLVPMAVEEPSVVAAASYMAKLARAGGGFTVSSTAPIMRAQIQIVGLGDPFGARAALLAHRDELIALANTRDSVLVG
LGGGCKDIEIEVFATSPIGPMVVMHLLVDVRDSMGANAVNSMAELLAPRVEAISGGQVRLRILSNLADRRVVTASVRVPF
EALTTRAHDGAEVARRIVEACALALIDPYRAATHNKGIMNGIDPVVVATGNDWRAIEAGAHAYAARSGRYTSLTTWEIAA
DGALVGTLEMPMALGIVGGATRTHPAAQAALRLMRIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMTLHARNIAI
TAGATGVDIDRVAKAIVAAGDVSVAHAKKVLEGA
>MBL3580165.1 hypothetical protein JMJ92_18730, partial [Rhodovulum visakhapatnamense]AB19
MKIVDWNLEWMNKWFSGNARPRWGSNELSADEARTCARKAASVIDALAPDLLCLQEGPSAEAEMALFLDEFLSDADGPRF
EALIGSDGGAQKLYVLRRRDGLVRAVERASDAATLALTEPWAADVNGDMLLEGYDFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHGGEALWRDPVRRQEFVV
>MBL3580166.1 TIGR02302 family protein [Rhodovulum visakhapatnamense]AB19
MTESTPIPDDALTHLRWPLRLTWAGLLAERLCRAFWPLASLLLLIASALAFGLHDLLTRGTALGLGGALLAALLATLVYG
VRGFQRPSRAEALDRLDRTLPGRPISALSDSQAIGAGDPASEAVWRAHIARMARRVRNARAVRPDLRLSSRDPYGLRHVA
LIAFTVALVFGSFLRVASVTDLGQGGPALAAGPTWEGWIEPPAYTGKPSLYLNDITDDALAVPQGSRITLRLYGAVGALG
VTETVSGREEGAEAPPPEGTDAMAQSFEVVKDGRVEIDGPGGRAWQIVLSRDIRPEIRLTGDLDVAADGEMKQPFSASDD
YGVTRGEATITFDLARADRRYGLAADPDPREPLVLDLPMPISGDRRQFTETLVENLSEHPWAGLPVRIELAAEDALGQRG
VSAPVEMVLPGRRFFDPLARAVIEQRQALLWARANAPEVAQILRAVSYRPDEIFRNESAYLQLRVAIRRLEASAAALTAE
TQTELAKALWDIAVLIEQGDLSDAAERLRRAQERLAEAMKNGASDAEIAQLMDELREAMQDYMRQLAQQQQENGQEQARN
GETQEITGDQLQQMLDRLQQLMEEGRMDEAQQLLQMLQQMMENMQVTQGPGGSSPGQQAMEGLAETLRDQQGLSDDAFRD
LQDQFNPGGQQGEGQQGQGQQGQGEGEPGQGQGGAQGLADRQDALRRELERQQQGLPGLGASPESEATREALDRAGRAMD
EAERALRDNDLAGALDDQAEAMEALREGMRNLGDALARNRQEGGEDGQGMGRADAGGERRDPLGRAPGSTGQVGTEDSML
QGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLDRF
>MBL3580167.1 diaminopimelate decarboxylase [Rhodovulum visakhapatnamense]AB19
MDHFLYRSGVLHAEDVSLADIAATVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNMAVLKLMGDLGAGVDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGRIAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAKDVYARAAAMPGLRVLGIDVHIGSQLTQLEPFEQAYGKVAELTKVLRAEGHDIRRLDLGGGL
GIPYERSNAAPPLPVEYGAMVKRVLGDLEVEIEIEPGRLIAGNAGVLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
YHDIVPLTEPAAGTDYAPHDIVGPVCETGDTFAKARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVSGDHFA
VIRQRPSFDEIINRDTIPEWL
>MBL3580168.1 DUF2834 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKYLRYLFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWILIDSARRRDALGLIC
IPLTFGIGLSCGLPLYIFLRSRPSKAA
>MBL3580169.1 argininosuccinate lyase [Rhodovulum visakhapatnamense]AB19
MATVLALTLAGCGLDGPPEPPKSEAGTGFSVSGTAEMGVVGGNRP
>MBL3580170.1 hypothetical protein JMJ92_18755 [Rhodovulum visakhapatnamense]AB19
MRRGATFAAGLALLALAGCARPHGGVAVSNAGDVSGGGSAGRVAVGAGPGGARASARVVDTGSTAVTVGTDGASVGLRPR
GAPVRLILGTGGVGIGF
>MBL3580171.1 argininosuccinate lyase [Rhodovulum visakhapatnamense]AB19
MWGGRFANGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAETGILTVKDAEAIREGLLTVLSEIEAGSFTFSTALED
IHMNVEARLKEIIGEPAGRLHTARSRNDQVATDFRLWVRDQADAAMAGLEALIRALLAQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFGDARARMNESPLGAAALAGTSFPIDRHMTAQALGFDRPMANSLDAVSDRDFALEFLGAAS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADTLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAETKGCDL
PDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSYGGTAPEQVRAQIARWTERLG
>MBL3580172.1 TlpA family protein disulfide reductase [Rhodovulum visakhapatnamense]AB19
MVLRSLVLYIALGLCANAAPAADIATLEAMREGTMKKLVFHAEPQAVPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLEALAATADSDRFAVVTVATGRNPPQAIDRWFADKQIAHLPKWRDKSSWLARSMGIMALPVTVILDPEGREI
GRLMGEADWNSPEARTLLGSLIEGS
>MBL3580173.1 DNA-3-methyladenine glycosylase I [Rhodovulum visakhapatnamense]AB19
MAERCGWCGSEPIYVAYHDTEWGVPERDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEIIAGWGEAEVARL
LADPGIVRHRGKIEATIGNARAWCEIEAREGFSDYLWRFVDGAPLQNNFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
ITYAFMQAVGMVNDHVLTCPRHAEVAALG
>MBL3580174.1 EAL domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPDGSYEKGVAAPRGSDSPLSAAVAERDRNVIAMVQDALDRRDVVLAFQPVVQSMENGRIAFYEGLIRVIDRSGRTIPAG
EFIETVETTELGRLLDCAALELGLAALADCPDLRLAINMSARSIGYPRWTRTLNRAIEDDATLAERLILEITESSAMVMP
DMVTVFMRDLQAKGIAFALDDFGAGYTAIRYLRDFYFDILKIDGQFIRGIADDPDNQVLTSALIAIAQHFDMFTVAENVE
TARDAAWLASAGIDCMQGYAFGAPTIVPPWRSGNRERRSA
>MBL3580175.1 acetyl-CoA C-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTNVVIVSAARTAVGSFNGAFATVPAHELGKTMLEALVARAGIDKSEVSETILGQVLTAGQGQNPARQAHINAGFPVEAA
AWSINQVCGSGLRSVALAAQHILLGDAAIVAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIKDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVPGRKGDTIVEADEYIRHGATIESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMSADEAERRGLEPLARIASYATAGLDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRSARKGLATLCIGGGMGVAMCLERA
>MBL3580176.1 acetoacetyl-CoA reductase, partial [Rhodovulum visakhapatnamense]AB19
MARVALVTGGTRGIGEAISKALKAAGYSVAATYGGNDEAAKKFTDETGIATYKWSVADYAASKDGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPEQWQEVIDTNLTGVFNTVHPVWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARFGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVVFLASDDATFVNGSTISANGAQFLD
>MBL3580177.1 GcrA cell cycle regulator, partial [Rhodovulum visakhapatnamense]AB19
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAAAAAAP
>MBL3580178.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MGVRRFGQVNWLGLYTLSAREIQRFLAVWTQTLAAPLATAGLFLGVFSLAIGPSRGEVMGVPFVHFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPTELLLGYTAGGVARGLLVAVAVGLLMLTVLGMGIAHPLWALVFVLLGSAFLSA
LGIMAAILSNKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHVNPVFYLIDGVRYGVIGQSDSSPWLGLGVCTL
ATLLVMALCWHWFRTGYRMKA
>MBL3580179.1 tryptophan synthase subunit alpha [Rhodovulum visakhapatnamense]AB19
MTRIDAKFAALKAENRKAFVAYVMAGDPDFATSLEIVTGLPGAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLDLARAFRETDDTTPIVMMGYFNPIYSHGVEAFLTDAKAAGIDGLIVVDLPPEEDSELCLPAQAAGLNFIRLATPTTDD
KRLPKVLQNTSGFVYYVSITGITGAASAEASDVAPEVARIKAKTDLPVIVGFGIRTPETARSIASVADGAVVGSAIVKQV
EEKKPVAEILAYVKGLAEGAHSA
>MBL3580180.1 TIGR01244 family phosphatase [Rhodovulum visakhapatnamense]AB19
MVWLSDDFAAAPQPRIESLAALAEAGFRSILCNRPDEEVAPSENSAAMAAAAEAVGLGFAAIPVGHAPITPAMIAAQARA
MDDLPGPYFAYCRAGFRSSVIWALTQAGRRPTSEIVGALERAGFALPGLRAQIEALAAGR
>MBL3580181.1 TraR/DksA C4-type zinc finger protein [Rhodovulum visakhapatnamense]AB19
MATLQDRKRQLLKRLAELDGRLQDIEAELDTHQSKDWGELAVEREEDEVLQGMGSSGLAEVRQIRAALARLEDGSYGFCV
RCGDEISAERLDLVPATPFCRICAR
>MBL3580182.1 hypothetical protein JMJ92_18815 [Rhodovulum visakhapatnamense]AB19
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAEMHALGLPVPEDILRLEQELEDDDSDDLYDDMPV
>MBL3580183.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum visakhapatnamense]AB19
MTRPVTAEHPAPGVVRLVLDAPPDNALTAPLRDALEAALTAALAARNTRAVLIAARGAVFSMGLPDAQDEGGPAVPLGAI
AELIDTAAVPVVALLPGPASGGGCELALACHYRVAAREAELCLPDIALELPPQAGTTLRLPRLTDPATALDMMLSGRAVP
SARARQAGLFDAVVDGDVDAAGLRFALGLLAEHAGPRPAPSRPLPDFRSLQAAVQRLKGALDPGGPLRARGAILDCVEAA
ALLPFEAALAYEAAAVEDCRDSAAHRALCHLARAERRVRDEMQAVADPAILPRRIGLWGWGPGAAALGAALLATGPAVRL
GAPDAAALDRVIAEVEALLDGARTEAGWDEATRVRYRSRLSGGVGPAALSGCELLIEAGGGRMSDRQARFPGLARTAAPG
AVLAATGVLASPSALGAPAGREADTLWFHLPDAVPGTRLAEIVRSPRTGPRATAVLCDLARRLERLVLVSETESPTLGLL
LGALDAADATVEAGAAPDEVDAAMQAWGMAHGPYRMADRVGLPMLLALRRRQPGGDDPEARPTLILGQLVREGRDGYLAG
RGYYRYGPGGAADPDPQVAEIAAAAREVLGAVPPRSFSRAAIQARVLAGMVQAGAAMLGRGVVRRPADLDLAAVHGLGVA
RWRGGPMRAADEAGLLSIRKTLRDMAAGRPQGGLWDLDPLIAEAIKTGRALSRSEAPCRGAFSPA
>MBL3580184.1 hypothetical protein JMJ92_18825 [Rhodovulum visakhapatnamense]AB19
MDALIWAGAAVSVMGLAGIVWCIRNMLSARGANLPEPEMRARLQKAVAQNMAALALSAVGLMMVVIGIMLG
>MBL3580185.1 DUF2312 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MEIEDEQDDTRSADSTYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKDDIAEEE
AILELYKEALGMA
>MBL3580186.1 hypothetical protein JMJ92_18835 [Rhodovulum visakhapatnamense]AB19
MAGPDPRSYRPVLREMPVALRGAPATDKMQTAMLQAALEGATAERLVLTNPSFLCMPQKALAQHMLYPMAGEKAHWLAQL
FPGARPCFLSGLRNPAIFVPALFALPKERDLAAFIAGTDPVRPSWKDPVQRIRNALPGAELTVWCNEDTPLIRPDVMQVA
ASGGATDLAGGDAVLAKVITPAGLARLNGFLADSPALDPAARRRAAFLDKYAIPEAVEEETDLPGWADGQIETRTDRYAE
DIAAIAAMPGIRFLAA
>MBL3580187.1 iron ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MADQIAQVNRRRPLRLRPDPWSAGALAIAALVLLPILSVVVLALTPDENIWPHLIATTLPRYLTNTLAMMGGVAVLASAV
GAGAAWLVSMYRFPGARWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTVLRSLFGWQNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLARAAFREQSGAAYEVARALGAGPVGLFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHALGRHHRPLVPVQLEGIAGWVATLACTLPVAVGFALPVGV
ILSHALANPEGWADPGLIRALLHTLTVGGIAAVLTVAAGLFLVYGVRLTGRTLPRILLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADAWVWLFGADPGLLMTGSAFAIVYAYGVRFFAIAQGAADAAMGRIAPSLPMAARSLGRTARGTLTSVYLPLI
RTSIGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLGDASPAALLVCLVGLVAVGLLARANR
>MBL3580188.1 SulP family inorganic anion transporter [Rhodovulum visakhapatnamense]AB19
MTPTSGQSVQFLPKLVTVMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIVGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLALAGVLRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLSLLDLAMGIGTFGFILAQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANMASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHALALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDLRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGQSRQTVVLRLTGAYFFGSAPVIESVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFVRKALDQGMAVTLAGTRPPHMTMLQAAGLPAEARSAPDVSAARAAA
>MBL3580189.1 phosphonate C-P lyase system protein PhnG [Rhodovulum visakhapatnamense]AB19
MTEPGTRREWMGLLARAPAATLERLWISLGPDPEFAWLRPPETGGVMVRGRMGGTGAPFNLGEVTVTRCALRLQEGRAVG
HAWVQGRDKAKARRAALADALMQTGRADDVRARLLDPLAEEMAAAETARAARAAATRVEFFTMVRGED
>MBL3580190.1 phosphonate C-P lyase system protein PhnH [Rhodovulum visakhapatnamense]AB19
MDVQALSGGFADTPREAALAFRAALTAMARPGRIEDVAGARPPAPLSVAAGTLLLVLADPTTPVHLAGSLDRPEIRDWLR
FHTGAPLSDRAGAVFAVGRWADLLPLDAYSLGTPDYPDRSATLIVEMDALDATGARLTGPGIETSHGLSLPEIAAFRANR
ARFPLGLDFFFTAGARLAALPRSTHVEAV
>MBL3580191.1 carbon-phosphorus lyase complex subunit PhnI [Rhodovulum visakhapatnamense]AB19
MYVAVKGGERAIDNAHAWLAEERRGDAAVPEVSVAQIREQMTLAVNRVMAEGSLYDPDLAALAIKQARGDLIEAIFLIRA
YRTTLPRLGASEPVETGAMRCDRRISATFKDVPGGQVLGPTFDYTHRLLDFALAAEGEVPEAATAAPDPAPKPRITGLLD
RDGLIETEPASDETPPDLTREPLGFPAGRALRLQALTRSDEGFALGMAYSTQRGYGRNHPFVGELRLGRVGVEVEIPELG
FAVEIAEIELTECETVNQFAGSKTEPPQFTRGYGLVFGQSERKAISMALVDRALRWEDLGEDFTGAPAQDAEFVISHGDN
IQASGFLEHIKLPHYVDFQSELELVRRIRAEAAASAAEREAAE
>MBL3580192.1 alpha-D-ribose 1-methylphosphonate 5-phosphate C-P-lyase PhnJ [Rhodovulum visakhapatnamense]AB19
MTQAEIRGEAPEADYTFAYLDEQTKRMIRRALLKALAVPGYQVPFASREMPMPYGWGTGGVQVSAAVLVPGDRLKVIDQG
ADDTTNAVSIRKFFQKTAGIAVTEHTGEATVIQTRHRIPEAPLTEGQILVYQVPIPEPLRFLEPRETETRRMHALEEYGL
MHVKLYEDIARHGEIATAYAYPVKIEGRYVMDPSPIPKFDNPKLRMAAIQLFGAGREQRIYALPPYTEVVSLDFEDHPFV
PGKAEGACALCGSETSYLDEVIVDDRGGRMFVCSDTDYCAGRRAAGYRGEMAAGEGGA
>MBL3580193.1 phosphonate C-P lyase system protein PhnK [Rhodovulum visakhapatnamense]AB19
MAPILSVRGLTKRYGGRVGCEDVGFDLYPGEVMGIVGESGSGKSTLLNCLAGHLRPDAGEVLFDLGEEGLRDTLALSEPE
RRRLARTDWAFVHQNPRDGLRMTVSAGGNVGERLMAVGARNYGAIRASALDWLGRVEIAADRIDDRPAAFSGGMQQRLQI
ARNLVTGPRLVFMDEPTGGLDVSVQARLLDLLRGLVRDMGLSAVIVTHDLAVVRLLAHRLMVMKGGRVVETGLTDQVLDD
PQHGYTQLLVSSVLQV
>MBL3580194.1 phosphonate C-P lyase system protein PhnL [Rhodovulum visakhapatnamense]AB19
MIELSGVAKSFTLYNQGGAAIPVMAGAALSVAPGECVALTGASGAGKSTLMRMIHGNYLAASGRIVVGGLDVAAAEPREI
LALRRHVLGYVSQFLRVVPRVPTLDVVAEPLLAVGVPVEAARDRAAALLARLNIPRPLWDLSPTTFSGGEQQRVNIARGF
AHDYPALLLDEPTASLDPGNREVVLELIEAAKARGAAILGIFHDAGARARVCDREVDVSAFAVAP
>MBL3580195.1 phosphonate metabolism protein/1,5-bisphosphokinase (PRPP-forming) PhnN [Rhodovulum visakhapatnamense]AB19
MSGVGPGRLFAVVGPSGAGKDTLMAGAWLRRPDLHLVRRVVTRAPGAGGEDCDCVSAAAFERMRDEGAFALWWRAHGLSY
GIPRSVDEALWEGEDVIFNGSRAMLAEAQARFPDLTVLHVTARPETLAARLAGRGRESAGEIAARLGRAGYALPEGIVAV
RIDNDGALDDAVAAFLAALQPDRR
>MBL3580196.1 DUF1045 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MEGYRRYAIYYAPDEGALGDFGKAWLGWDAEAGAPRAHPRLRGLPRPVEDLTEVPRKYGFHATVKAPFRLATGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLSGFLALTPRGDTRALAALAGSVVEALDGFRAPPTAADLARRNPDRLSARQRKLLEKW
GYPYVMEEYRFHLTLTGPLKPPEAEATRMVLGPVLDPLIDRPIRIRSLCLFGEAEDGKFHNLHRYRLSG
>MBL3580197.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum visakhapatnamense]AB19
MSPVSETVLANATLVLPDETLTGSVRVADGRIAGIDAGAAVPAGAIDCGGDLVMPGLIELHTDNLERHIQPRPSVDWPHA
SAIVAHDAELAGVGITTVFDAMRVGSIPSGKARYRAYARGLASEMLDLRARGALRISHFLHLRAEVCSETLAEEMAEFGP
EDRVGIVSLMDHTPGQRQFRDLDKLKAYVMGKNNFSEADFEAHVATLKALRDRHGERHEEVAVAEARRCGAILASHDDTT
EAHVAVSAGHGIRLAEFPTTLEAARACRASGIAVMMGAPNLIRGGSHSGNVAAAELAGLGLLDILSSDYVPSALLMAGVM
LGDLWDDMARGIATVTRAPADAVGLRDRGRIAPGARADLIRVARIDGVPVVRGAWVQGTRVA
>MBL3580198.1 hypothetical protein JMJ92_18895 [Rhodovulum visakhapatnamense]AB19
MPKTPETPSAAAALEAALRAQAEGWGLMAWVSATMVDHVRRTSSEMAAFARDEARRNADAMQRLAACRTAESLTDWQGDY
LGETVAVCRDEAERLARMNAEVCDRTLTRMTGWRD
>MBL3580199.1 hypothetical protein JMJ92_18905 [Rhodovulum visakhapatnamense]AB19
MLPLQSQECPATRARPAPDEAGTACPRSATIDAFSYPVWPEAPHGPFGYLFPDAAEARGGVAAAAALRDLASAMAGRGPG
GGDDSGMPAIYTYLGQVIARELAAGTDPEGGLSGLDLDRVDPLPRRRAMADLSNDRSGRLSLESLYGAEAGGWRRDPAAP
ARLWSGVTGPSGSVGGKAWPDPARRNRWPKPALAEQDKAYIGAPQTDAGLATAEVHLVLARFHNAVVARAPGIGGPPAEA
GDAAFDFARDEVRKHFQWLVVNDYLRRICLPEVLDAVMAEEAPVYRDLLQRCPGLPEGRLPLPLEFQAAAIRLGETMARP
SYDWSARHGFGCGAASVAGPPGWRRASGRMDFSRLTDESGTRPDRHARGINTRITPDLLCLHDEPPGLHGRMRQLAERTL
RRGLRLNLASGQDCLRGMARLGVRIAPLSAAELAEGPGGGVLARAGMIEATPLWYYILREAEARTGGRRLGPLGSRIVAE
TLVGLCVCDPDSYWHHLGSDHGRWHPRDGVRPVGEPVTTVAALIRAAGMRA
>MBL3580200.1 hypothetical protein JMJ92_18910, partial [Rhodovulum visakhapatnamense]AB19
MIRARLWYGPAGDHLPPKRIARYLRGPLACSVALRERNLDGEWRSEIRLSAPVGATLALERGLDVSGE
>MBL3580201.1 Grx4 family monothiol glutaredoxin [Rhodovulum visakhapatnamense]AB19
MTDAKDRIQQTISDNDVVLYMKGTKSAPQCGFSSRVAGVLNFMGVDYADVNVLADEDIRQGIKDFSDWPTIPQLYVKGEF
VGGCDIITEMTLSGELDKLFEDKGVAYSKDAADKIRAANA
>MBL3580202.1 BolA family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAITPEEIETLIREKFPAAKITITDLAGDGNHYAAEVIDESFRGLNRVQQQRAVYAALKTQMEGSTGALHALALTTKAPD
>MBL3580203.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MTTHDRASSATAIRPASPADFPFLHAVAGRPEMARFVIDEDDTALAAHLADPACRLVIWSPEGRPLGFALFCEIGNPSGR
VELRRLALAETGRGLGRAFLAALVRHAFTELAADRIWLDMASDNDRAHRVYLAAGFSHEGTLRRHWRRPAGDVADLLLFG
MLRDEWRG
>MBL3580204.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum visakhapatnamense]AB19
MDEPQITEDLIAAHGIKPDEYARILQLLNRAPTFTELGIFSAMWNEHCSYKSSKKWLRTLPTTGPQVICGPGENAGVVDI
GDGQAVIFKMESHNHPSYIEPYQGAATGVGGILRDVFTMGARPIAAMNALSFGEVSHPKTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHTAYNGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMASGAVISIQDMGAAGLTCSAVEMGDKGDLGIRLDLDRVPCREARMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIPEDRFLIVHGGEVRADLPLKALSGNAPEYDRPWVETPPAAPMDDVPGIDPIDGLK
ALISSVNYCSRHWVYEQYDTQVMADTVIRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAFRNLSAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIKGIGEACLALDMPIVSGNVSLYNETDGVPILPTPTIGAVGLLETLDELIAGV
PAEGHLALLIGETAGHLGQSALLYEVFNREDGDAPRVDLEAERRNGDFLRANRALIAAATDLADGGLALAAFELAEAGGI
GVTLDAADTPTLFGEDQARYLVAAGFDAAEALMVAAAKAGVPLTAVGRFGGDQVSFGGVSAPLADLTTLYRSAFAAALG
>MBL3580205.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDWDKLRIFHAVADAGSLTHAGETLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPVLYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATQPYLDARGMPATPEDLSSHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDDIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDAPSM
>MBL3580206.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum visakhapatnamense]AB19
MTRPDVSLHDRYDLSKSRILLNGTQALVRLMLMQSARDRADGLDTGGYVTGYRGSPLGAVDQQMTRARADLEAAGVLFQP
GLNEDLAVTALWGTQQAELRGEGRHDGVFGLWYGKGPGVDRSGDAIRHANLAGTSPRGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDFGLYGYALSRFAGVWVGLKVMKDTVEVTSVVDGRPDRMRFVTPDFAMPPGGLGIRLNDH
WVPQEERMIDHKRFAAEAFAHANRIDRRVWGTPGAKIGLVAAGKNWLDLVHALELLGIGEAEAERLGISTYKVGQVWPLD
MKGFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHNRRGRRIYGWKNDRDQELFPTRYALDPVMIAEKLGQILIEEGRETE
ALTAALARIREARRADNAEDLAARLPYFCAGCPHNTSTKVPEGGRAYAGIGCHIMALWMDRETSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGTKRVEVVYDE
KEDLDPRGFPAGVACHPRAELMAVQTRLSEIEGVTALVYIQTCAAEKRRRRKKGAFPDPDTRVFINTDVCEGCGDCGVQS
NCVAIVPVETEFGRKRAIDQSACNKDFSCLKGFCPSFVTLKGARPRKEASAEVEIGALPAPALPRIEGTWNLVITGVGGT
GAVTVGAILAMAAHVDGKGAGMMEMAGLAQKGGAVQIHCRIAETPSDISAIRVATGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNNHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPISHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAQPAAAARVLVSETVEKPRSLRERIALREAHLRAYQSGRLARRYRRMVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLETAARARAEFEGDLQITWHLAPPFLKGQGSDGRPKKRAFGRRMEQGFRLLAA
LRRLRGTPFDPFGWQGERRRERAAIRRFEADMEEVLARLSPATLEACRALAELPLTVRGFGPVKAAAEAAAEARRDELLA
AIRGGEVPLRTAAE
>MBL3580207.1 lysophospholipid acyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MRGQVARDISYSSSARTKGGKALIRVLENATGRISLIRRAEGYEAEVERGRNFWEVMVDRYGLSLDVVQGSLSDIPATGP
LILIANHPYGILDGLMMGLILARARGDFRILANSVFRKAEALNRVILPVSFDETKAAMQENLATRKAALDYLAEGGAIGV
FPGGTVSTALRPMGPPMDPGWRSFTARMVAKSDATVVPIFFDGHNSRLFQLASHLHETLRLALLLKEFRSRVDEPVRVAI
GRPIDRARLNALGQDAKAMMDFLRNSTYELSPRPLKSLAYGYEFDHKRRA
>MBL3580208.1 aspartate/glutamate racemase family protein [Rhodovulum visakhapatnamense]AB19
MAVGVFDSGLGGLTVLDAVSRRLPDVPFVYFGDNAHAPYGIRDAEDVYKLTTAAVSRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVASRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQGAFQEALGAGVKVYSQANLVAESLADYLGRHPGMRGTGD
ASMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MBL3580209.1 hypothetical protein JMJ92_18955, partial [Rhodovulum visakhapatnamense]AB19
AQTATRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSCGRSRPHDDAELIATVV
RNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELENGWQPIPRRNRKGVIVHDRARYTPC
VWAPTLAQIAAARRAYLDWWGYLLEVQAALGAADLTRICVTGDMPPMTPWR
>MBL3580210.1 DNA cytosine methyltransferase [Rhodovulum visakhapatnamense]AB19
MRRNLTSVELCAGAGGQALGVEQAGFDHQACVEIDDWCRKTLKLNRPSWNVLEGPQCDLTKFDARPYAGVDLVAGGVPCP
PFSKAGKQLGAEDERDLFPAALRVVDEVRPKAVMLENVRGFLDAVFQDYRLKLKSQLKAMGYPKVEWHLFNACDFGVSQL
RPRVVIVAIHQDYADKFEWPKSGDLHPPTVGECLRDLMAANGWKGVDAWAAQADEIAPTIVGGSKKHGGPDLGPTRARRA
WEALGVNGKTIAEEAPDPDFEGLPRLTVRMVARLQGFPDDWAFAGRKTAAYRQVGNAFPPPVARAVAQNIHAAITARRLY
AVA
>MBL3580211.1 hypothetical protein JMJ92_18965 [Rhodovulum visakhapatnamense]AB19
MPWLLEARRNFHADCLAGPITTTNGVPSIADVSSRHSREIAIGILSRIGATRNHDQKPAGQTAGSMFETACQIFVSESFA
RLPHLRPGDFDVEKGQAISQFDQYGHLDELQALARANKELRTLLGADYLIKPDVVVLRHPESDETINSHGVLVDDTVARR
TALRSANGAKATLHASISCKLTIRSDRVQNTRSEALNLVRNRKGRLPHIVAVTAEPLPSRIAAIALGTGDMDCVYHFALP
ELVDTLREQERESLELVETMIEGQRLRDIADLPLDLVI
>MBL3580212.1 hypothetical protein JMJ92_18970 [Rhodovulum visakhapatnamense]AB19
MNRSTGIVPTDLRKLAATLRDVERKQLPYAAMLALNATGEAVLDENKMLMQRVFDRPTRWTLNAFFLRRATKRTLEATVE
RKDAPRGRHYLEVEEHGGPRPKTGIERLIIGNVATEQHIEAVVPARGAKLNAFGNLPAGQIQRALSNIGAQQDRAQNSTD
RSRKRSRGAAQYFVPKPGQLSPGVWKRQGSRIAKFLSFTDASPRYAPRFDMQGHGRAVAVRELPGRMRAALKKALSTAR
>MBL3580213.1 terminase small subunit [Rhodovulum visakhapatnamense]AB19
MPEIDTADLRRRYPLPEGVEDAPMNRAQIARALNVSDNTITKWIAQGLPVLEEGGNGREYAFSPADCYAWRMHRDAETRA
AKSAADTAAAQLAMAFRNLDEDDANAAAGLTARQIAEEAEADYKYQRAAEQRGELTRTARVRDLFEDMLVEFRRTVTTLV
DYCEMEFSLDPEETAKLESRCDGALMRARSNLEIAIGRGAAETVPLHAARQNDLGL
>MBL3580214.1 phage terminase large subunit family protein [Rhodovulum visakhapatnamense]AB19
MVVIPDSRMGSVRRFAPLPPLTTPEEILADALPMLDPPSRLTVTEAAERYINVQVQGAWQGFDRTVTPYMVEPSDVTQSR
IFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYGRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGSPVRMAVQRIKSYLSRGCVLAESSPAFPVTDPSWQPD
PAAPHLLPPVKGGIARLYNDGTRARLYWECPDCGEEFEPRFDRLRYDDSLEPGAAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKKTDIASYALNGAAATFASWRNLVMQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIAVDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQATAWSETGTAQIVDRFELSAPPDGAERVLD
PAKLPGDWSVLLPLGRRVWPVEGTEYGLRALALAIDYQGRPGVSDNAEAFWRARRKTGEAGRWFITRGHGGFQHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVETGTGALFAGSWMTGEQIAELVAEERLSKGWEKKPGQVRNETLD
LSVQARALAEHKGLLRLAPGALPDWAVGGLENPNAVPLAQAKAQAQADRTDPAPDAAPAPETPPEAPAPRPRQTAPRRIN
FLKR
>MBL3580215.1 hypothetical protein JMJ92_18985 [Rhodovulum visakhapatnamense]AB19
MAHTQEELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEADLAGHGAGAISVSYPRTLRGL
>MBL3580216.1 phage portal protein [Rhodovulum visakhapatnamense]AB19
MRWLDRAILSLAPQAGLARIRAKARAQVLMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMEDDADGTAAMDLLRAHLLTPAIDAYGIHALPGLQWQVMNAVFSDGEVLVRRRARNLNLDPDLV
LPFQIQVMEADHLDLSITSHGRNEVIEGIEYGPTGRVEAYHLFDQHPGATHRITSGRFQSTRVLARQILHIRRTERPGQM
RGVPWLAPVMMTVGELSDYQESQILKQRIASLLAFFVEASADGEVYAGTEIERLEPGAVIGLKEGQKVTPSEPPAVDGYA
DFMREGVRSIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCQGIGRWTLGAWQMVRASHGLPPVP
RALEWTAPRRPMIDPGKEIEAAVKEIEAGLNSRQRKQREMGLDPDVIARERAEDAARDPAPSPAPPPANGPNAPAIPDAS
DTTDEEDTANGGV
>MBL3580217.1 Clp protease ClpP [Rhodovulum visakhapatnamense]AB19
MEGSDLILNGEIILEGDVLPHEYCSYLDGGCFSARMVREALSRFDGAVAIRVNSAGGSPYEGEAIRAAIEAHPGQVTVIV
GGVAASAASLMIMSADRIEMTAGSFLMIHNPSRCLCGTASELRKEADELDKLARVYASVYAARSGRAVEDVMRMMDEETY
FGPEDAVAAGFADAISGATPEIAPELAAVMSAHRGALSRLQMCARSFAAEGHPAPTPALSQADPAATEEIQTMTTPNPAV
EPTASPAPAQPPAQTQTQTPPTVPPTTMQADAEVIAARAVQDERERRRGILNMAQPSMRAGLLSQAQVEAVIDEGVSLAS
AGNRLMAVMAAAEPPIPAGGAGAARITRDETDTRIEGLISASMRDYSGPGQQFRDIKTIQHLAMHLSGSGSRFPEGRAIA
DGFLSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRAAIWQVVAGEPRRVSDFREVHGVRFGGDLALKDVKENGEYEQA
VLEDQAEGLKLVRRGRTLTLTFDMVMNDDLDALAELPNEFARQARRMENDMVWALIRTNAKTKSDGKALFHADHKNLAAA
AGPISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDRLIVPPALETAALQFATATTPVKDAETNPFKGTLTPFVVPNLGT
SVSGGSDSAWYLVSSDLPPISVAYLDGYESPTVQTIEGMNPDKVTMNARHIFGAAPTEFRGAYRNAGQ
>MBL3580218.1 glycosyl transferase [Rhodovulum visakhapatnamense]AB19
MSDGLRPARPAGGPDAYVTLVTNADFALGARALVRSLALSGTGADICVLHTGGVDAASLAPLADLGARLVETDLLPTSAA
FNAAHARDRLHREAPFTKGEKPAFHTPLDNFCKLRLWQLDYDRAVFLDADTLVLQNIDRLFDYPEFCAAPNVYESLADFH
RMNSGVFTARPSQATFAAMMDRLDAPGAFWRRTDQTFLQEFFPDWHGLPVFCNMLQYVWFTLPDLWSWPEIRVLHFQYEK
P
>MBL3580219.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum visakhapatnamense]AB19
MKIAVLGGDGFCGWPTSLHLSNLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLAENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPGGSKGMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTKRHPQLVNRFDYDG
DYGTVLNRFLAQAAIDYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
RIAYLPNPRKEAPENELIVKNDSFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MBL3580220.1 DUF882 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTTPTYCLTRRGVLAAFAATTVAAAPTYSNAFGLMRGAGDVRRVRMYSGRTGENIDTVYWIDGEYIGEVVKEINHFMRDW
RTDSAISMDLRNLDILAAAHSLMDVREPYMLLSGYRTPETNAMLRSRSSGVAKNSLHMKGQAADIRLKSRSVDQIARAAS
ACHAGGVGRYSRSDFVHMDCGPVRSWGR
>MBL3580221.1 L,D-transpeptidase family protein [Rhodovulum visakhapatnamense]AB19
MPLSHLRGAAFAGLVAACFGFAAPAHAETELTAFKQAVAAAAVQNDAIAAFYRDRDYAPFWTSADAAARRSALVTVLGEA
SEQGLPAARYDADRLVETFREARTQRAIGRAEVAAMRMYLDYAHDASRGVLTPGAVLSEIKRKVDRPAPATLIEGLAAAP
SPLAYLRGLSPQSPEYARLMREKIRLERLIAAGGWGPEVGGGKIEPGQSGPRIIALRNRLIAMGYLPRTATQTYDATLQK
AVQAFQFDHGLTADGVAGPSTMQELDVPPERRLRSVLVAMERERWLGNARGDKHVLVNITDYHARIVDKGEVVFETRSVV
GQNAHDHRTPEFSDVMDHMVVNPTWNVPRSIAVREYLPQFQNNPNAAGHLMLVDGAGRVVTRAAVDFTQYTASNFPFDLK
QPPSNGNALGRVKFMFPNPYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPYDFAYALLATQTDDPKGFFAAKLNSGRETR
VDLEHPLPVHLIYRTAMGEPKGRMQYRRDVYGRDAAIFDALQAAGVALPEVQG
>MBL3580222.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum visakhapatnamense]AB19
MSFTIQEIATALGAPAEGDLDVKVTGAAEPATAGPQDLALAMDPKYAGGLTEGAAQAALLWAGADWQAMGLKAAIFAPRA
RLAMAGLTRMMDPGPEIATGIHPTAVVDPTAMIGAGAAIGPYAVIGARARIGANARIAAHAVVAEDARIGDDALLMYGVR
ICARVKIGDRFIAQPGATVGGDGFSFVTPEKSAVEAVRETLGDTGSSRQQHYTRIHSLGAVTIGNDVELGANSTIDRGTI
RDTQVGSGTKIDNLVQVGHNVQIGEDCLLCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAALQKAVSKLAERD
>MBL3580223.1 acyl carrier protein [Rhodovulum visakhapatnamense]AB19
MSENVKDKVIEIIAEQAVLEPSDVKMESTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVAAIVTAVE
SLVAEKHA
>MBL3580224.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum visakhapatnamense]AB19
MKRVVITGQGTINALGHSVPETLAAFREGRCGIGELDIQDLDRLSIRIGGQVRGYDPEAHFNRQQIALYDRFTQFTLLAA
RQAVGQAGLTFSDELSEEAGGVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRSGMSRVMVTGGSESMLCFGGIKAWEGLRVMSKDACRPFSANRNGMVQGEGAAVFVFEEYEHAT
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPADVGYINAHGTGTAANDKTECAAVADVFGAHADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIAPTVGYEEPDPECALDVVPNEAREVQVDVVLSNAFAFGGLNAVLALR
RV
>MBL3580225.1 invasion associated locus B family protein [Rhodovulum visakhapatnamense]AB19
MREFFGPLGLAMLTALAAPALAQDAPVQPESSGTPAQVDSTPAEQLPMGQAEAPKAPQAFVKETYKDWRVVCVRADERES
CNMQQLLRDADNNAVAQVSVAPMPPAAAPRVAAVEVATPLETLLSEDLLVQIDTSQAKRYRFSFCTPQACVARFALSAED
LAAFKGGKEAKVVIVPLVAPDQKANITMSLAGFTAAFDDALSTMSGQN
>MBL3580226.1 DUF853 family protein [Rhodovulum visakhapatnamense]AB19
MPGDIFLGGAGADHADPQVLRLDKANRHGLIAGATGTGKTVTLQILAEGFSAAGVPVLLADVKGDLSGLGAAGSPALRPH
DAFAARAARIGLGDYRYRAFPVTFWDVFGREGHPLRTTVADLGPLLLSRLLELNEVQEGVLTLAFRVADDEALPVVDLED
LRALLAWVGARAETLSLRYGHVSAASVGAIQRRLLVLESQGGAHLFGEPALQLSDLLLAAPDGRGRIGILAAKALMTAPR
LYATLLLWLLSELFETLPEIGDPEKPRLVVFFDEAHLLFDDAPKALVDRIEQVARLIRSKGVGVYFVTQSPDDLPEDVLG
QLGNRVQHALRAFTERDRRALARAAETYRDNPGLDIATAIREVGTGEAVTSMLDAKGAPGPAQRTLIRPPASRLGPLDPD
ARAALIAASPLAGRYDTPLDRDSAAEMLAARIAEIAAPTEAPSARRFSGPHSPARSVPRDGSRAESLGAALGQALIGELS
GPTGRRLVRGLLGGLFRKR
>MBL3580227.1 hypothetical protein JMJ92_19045 [Rhodovulum visakhapatnamense]AB19
MRRFAILLAAGLLHAASVQAQMWMPLTGTGGEFDGAVVCEDHPRGENSCILLGCRAGQPIDLYVVSRTLTRSGLTDAMLT
VDGRVISVAAFQRQEGHDDLFFAGATRQSIEAIAEPLRRGSRFALDFEGGAAGLTLQGSLRGSSRAIDHALSVCPMPLPA
PVADPAGDALAQVQRDCAEIGGTVTPEQPMARPVDIDGVAPMDLAVDFGAVRCSSASSLYCGSGGCSQQIYLGVAGGGYR
PIYGDTMYGFEVPSPGVLRVDVHGSACGRVGASGACRLTFRVDPDGVTLLSKE
>MBL3580228.1 hypothetical protein JMJ92_19050 [Rhodovulum visakhapatnamense]AB19
MSLTLLPKGIFKRGSNYAVRFTGPAELRQALGKREIIRFLGTSDLGAAPSRRRETLDEIKASRFAKCDEPVDEPGSQLVF
GTTLREGLQDAAADNLAVHLRIAA
>MBL3580229.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum visakhapatnamense]AB19
MANLTTRGIKAACAGKHDDGSGLRLVKASPTSGKWVFRYSHLGKRREMGLGSWPEVGLATARKERDRWAAELRSGKDPIN
LRDALRRAEREARDKHDPTFAELAQMVFEAKKAELRRDGDRGRWFSPLRVHVIPKIGRICISQLTAQDIRDAMSSIWQTK
PPTAEKAWQRTRLVLREGKLMGFECDPFTADAAQRLLGTVSHTTQHIHATPWQDMPALYARLDSGSPAHECLRFMMLTLV
RYMGCSGARASEVDGDVWTVPAERVKGQEGRTKDFRVPLPVTAREIIDDGKEAWGDLLFPGRSGAPITSRAIEKALDSIG
EAGRPHGFRASFRTWVQDTDACDYDVAETILGHTVGNRVERTYARSDLLERRRPVMDAWERHVTGCADNVVKIKVD
>MBL3580230.1 His-Xaa-Ser system radical SAM maturase HxsB [Rhodovulum visakhapatnamense]AB19
MRVWPLRFRNMPSGGVLFGDDSGGYFCADAEFLSRYVHGSLTSSDFDFLYRNGQTFENLNDLSFVGFAARWARRINLPKP
LNFVILAPTLRCDMSCSYCQVSRAPETASAFDWSEQDTINALSWIDRTAGDNIKVEFQGGECLLRLDILERVRDFCRSRF
HISEFVVCTNLQNVSEAAWSFLAPEDTFISTSFDGTPAHHEVTRTRSPKETERFLSNLRRATTSFGAGKVSALPTLDPDA
LPSPEDVIQSYTQYGLNSIFLRRINHQGFARKRFRFSEAPDRWLEYYRRFIAAVVRHNSKSEVPFEEFYIAHLIRRILRG
EGNGHVNLRNPNWLAKDYAVIDYDGRIYPSDEARMITRVGQIDLSIGHIHSGLDEVKLNQLQANASNFQDPDCQHCVFQP
YCGLDVFDDLSRYGRIDVPRPQTDHCRLHQGLFDIAFEMIYSKDQSTRETVRKWLGAASLPSDVAPSPL
>MBL3580231.1 His-Xaa-Ser system radical SAM maturase HxsC [Rhodovulum visakhapatnamense]AB19
MIPLRLSCSPMPISEPLVFRLRTDSTSAVFSESSRDAWITKANGVNAEFDLNGFGLSVKISNIEEVDRDVVLLLPRKNVI
HRLIRAKSQHNTLLITERCDQKCIMCSQPPKDSHIDMFGVFKEALDLAPRNTIIGLSGGEPLLFKSELFNLLEYARIFRQ
DISFHILTNGRAFTDFDAEKIESIGVDRVLWGVPIYAARPEIHDAIVGVSGAFEQLTHSLATLARTGARIEIRTVIMNGN
IEHLEDLASFIARKLPFIDVWAIMQMENIGYGRMVWRQEFFDSSLNFDPIARAIDTVEIRGVSANLYNFPICTIPTSYRA
YAVNSISDWKQKFLSECSACVVRSDCCGLFEWHPKDGGYNRLGLL
>MBL3580232.1 His-Xaa-Ser repeat protein HxsA [Rhodovulum visakhapatnamense]AB19
MKRFIISTLTAAGFLPGAVQASLPPTDGIALKPSKSLLSKFTIEHLYTLAGHRSHSSHRSHSSHRSHSSHRSSTGGYSYS
PPTYSPPTYSPPQPAAPSPSFNSTSPRSPSSPKTLPGNSGKFTEIVRLVQTALLAYGYYDGPIDGVIGAKSRSALLAFQK
AFGLSQTGNITPETLTALGITAR
>MBL3580233.1 hypothetical protein JMJ92_19075 [Rhodovulum visakhapatnamense]AB19
MGWLVQILGRGLAGQLREAYEARLRAANDADRIAAEIRIAELQERQANRALGGRLTALVQAAWAAPFILYNAKLLIWDKV
LGLDATDALSADLLDLQLRIVTFYFGGAAAIGVVRALRR
>MBL3580234.1 lysozyme [Rhodovulum visakhapatnamense]AB19
MNKILLAVAGLVLIAVLAFPQPQPDIGIPTSAPESAQTQEARALALAVPLVAKWEGKRNAAYQDLVGVWTICYGHTRTAR
PGLVLSDAECEALLRAEVRDYRTRLLLHFSAETRARRLPPPRDAAFTSLAFNVGVAGAGRSTATRRLNAGDVPGACEALT
WWNKAGGRVVAGLRIRRTEEYGYCMREAS
>MBL3580235.1 hypothetical protein JMJ92_19085 [Rhodovulum visakhapatnamense]AB19
MLNFILKSLPALIPNWRAVLWRSHSMRALILGVIWTGLVSIIAMLPWLPIPPMLVAWVYLGLLAYGAVGRLLAQGIGDE
>MBL3580236.1 hypothetical protein JMJ92_19090 [Rhodovulum visakhapatnamense]AB19
MLEATDHALRTLLALLGGLVLVWLRTDGMALIARMGIVIASGAIGYVAGPEIALWLDMPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>MBL3580237.1 hypothetical protein JMJ92_19095 [Rhodovulum visakhapatnamense]AB19
MTQATYIPNVTHTKAQAFAFFQGALAAAASTNAGPTPPSETWPGMLWVDTAAKALRMRNEANSGWIALGGYASDSFVPAG
LRELTEAQALDSSGTAYGMLTGKILAALLDKYDRTNTRAACHQFHSDGSSEPGIVAIGDFAMAHVAYYSAQKGSDGWRMA
FSSDEGMSWGPWIALPGDYANETGGAGTFPLTEGAFLCPFQSYARRAVTLPGGSGTELFPALTTETVRVPALATHVRFAV
VRSRAGDAVLTVTLSPAGARTEL
>MBL3580238.1 hypothetical protein JMJ92_19100, partial [Rhodovulum visakhapatnamense]AB19
ISPDGLFWQGGADAYGDLDTQVRVRDDASATWGPWQSFDAAEFDGRLFQIRAALSVESAAYALRVTRLSVAAFRAT
>MBL3580239.1 citramalate synthase [Rhodovulum visakhapatnamense]AB19
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDELGVDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTGAVCLVGKTHDFHVTTALGIGLDENIDNIAKSVAHLVAQGREPLFDAEHFFDGFKANPGYALDCC
RAALEAGARWIVLCDTNGGTLPPEIGRIAAEVIAAGIPGARLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETGITPEALAGITRASRLLDEILNRVPQKSAPYVGSSAFAHKAGLHASAILKDPTTYEH
VEPQATGNIRIIPMSNQAGQSNLRRRLAEAGLEVAKDDGRLAEILDEVKVREGQGYSYDTAQASFELIARRVLDRLPAFF
RIKRYRVTVERRRLDPARVVTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWRALAKDLGPYQAFIDDMRLVDFK
VRITNGGTEAVTRVIIDSEDGAGRRWATVGVSPNIVDASFEALLDAVVWKLVRDGAPDFDARRP
>MBL3580240.1 squalene/phytoene synthase family protein [Rhodovulum visakhapatnamense]AB19
MTLEACAEIVRKGDPDRFLAVMAAPVAARTRLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDALEEIADGGPVRRHEV
ATPLSEVLAREAARDLLPLVQARRWDAYREPFADGAALEAHLAATSGRLMGAAARVLGAEDGQAALADLGLAMGLAGWFL
AVPALLARGRQPLPDDRPEAIADLARSGLARLAAARAAGLPARAIPAARTAWRTGAILKRAAARPDRVRGGGLEEAEVAR
RAGLLRRALTGGW
>MBL3580241.1 hypothetical protein JMJ92_19115 [Rhodovulum visakhapatnamense]AB19
MIRRVYFLSRCTGQRISDVVRLNPNDEDDGGFSLPQQKTGVKPWCPIFPELEAEMAKWCRRRGPCLLREDGKSKGKPFST
IQMWKASDRERQKHPILAGAVPHGLRANAVIRLRGAGYSALKISDMVGISVDMVEHV
>MBL3580242.1 hypothetical protein JMJ92_19125 [Rhodovulum visakhapatnamense]AB19
MTRRPVVLILLTAAAGFLAFDLARSAPLDPYLAPALFALGSGQAAGGAHCAALPAR
>MBL3580243.1 YeeE/YedE family protein [Rhodovulum visakhapatnamense]AB19
MTDSSQTMPVPPRILPRTAAFGLCALAVLAVAAMAGPRSGALLMIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
VCLALVAAAAFPMLAAHPGELVGAHAPVGYAMVGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSAIALPFFCLGSFFGAY
HLVWWTELGALPVAALTGTGGLALTLVLLASVAGLAMALADPGKRAIPARYWLAAVLLAGLAILHLAVAGQPWGVVYGLG
LWVAKGAAALGADLSGSAFWSAPANAERLRESVLTDVTSLTDLGLIAGAALAAFWRDGLTGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIQLRPLLGLEARR
>MBL3580244.1 sulfurtransferase [Rhodovulum visakhapatnamense]AB19
MTRFAPSAVFVLALLAGPAALAAPGFGPLIDPQGLAEAQAAVAPLVLDIRSGPDGAAPVFEAGHIPGAVSAPYGLFRGPA
DNPGALIPEDRLTEVLRSLGVTRDRPTVIVHQGSDPSDFGAAARVYWTLKSSGVSPLAILNGGMTAWSASGLPVETGPAL
RPAPSDIEVSFSHDWLATTEDVEAIVAGDAPGELIDARPQSFWAGNAKHPAAARPGTLPQSRYFTHSGWFGSDAPALIKP
DLVPDLAAANGFAQGDRLVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHETANLPGPLRNLWNRVTGRY
>MBL3580245.1 multidrug efflux SMR transporter [Rhodovulum visakhapatnamense]AB19
MPSYLVSYSALAGAILCEVAGSSFLLKSEQFTRLGPTAVMALFYIASFYLLSIALKTIPLGIAYAVWGGLGTVLIALVSV
TIFRQSLDAAAIVGIAMIVGGVVIMNAFSTVSH
>MBL3580246.1 extracellular solute-binding protein [Rhodovulum visakhapatnamense]AB19
MTVRLILASTAALIAGSAAWATDADLLVFDYPGFENAAFHTKYKDKYGDNPTFTFFGDEEEAFQKLRSGFRTDVSHVCAG
SVTKWVEAGILDPWDTSKIPAWGDLNADLKGTDVADTGADVYFVPTDFGSTGIAYNTNEVPAEDVASLQVFKDPKYEGRV
TLPDNVDDTFALAYLATGTTNWTHATDAQFDAAVEWLREVHPNLRTYWTDPAELAQLLASGEVLVAWAWNETLPTMVEQD
FPIGFQREAKEGSSLWLCGYVDLKDGPGSEEKAYDFLNAMLDPAATQALLDAGYGQSNDKAMAEIGDEALTAVGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MBL3580247.1 damage-inducible protein DinB [Rhodovulum visakhapatnamense]AB19
MVTAGWCRLMARYNRWQNRAMMEEVAGMDEAARTAGRGAFWGSIQGTMAHLLWADHVWMSRLDGWEAPHVGLSDSAHFVA
DWSEYRSKRQITDARISRWAQGLTEAGLAGDLAWYSGAAGREMVVPRAVCVVHMFNHQTHHRGQIHAMLTAAGVLTAPTD
LFLMPDLIG
>MBL3580248.1 oxidoreductase [Rhodovulum visakhapatnamense]AB19
MFRALVVEKDAEGKTRAAVQDLSEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRSWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTQMAMAVGTAGMAAMLAVLALEDQGLRPCDGPVLVTGASGG
VGSVATAVLAHLGHEVAAVTGRPGSESYLRDLGASRIVPREDLSEVTRKPLESEIWAGCVDPVAGAMLGRVLKQMKYGAS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMRPYEDRLRAWQRIATDLPMDRLKGMIRHATLEDLPGLGADILNGKV
QGRVVVDVNA
>MBL3580249.1 aminopeptidase N, partial [Rhodovulum visakhapatnamense]AB19
MTDAAPQPVFLKDYTPFGFLVDQVELNVHLHPTATRVRAKIAFRPNPAARDRRFFLHGEDLTLISAAIDGTPVTPEITPE
GLSCPVPEAPFTWEAEVEIAPAENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIDGDLPVLLSNGNPV
AQGAGWAEWNDPWPKPSYLFALVAGELVATSDRFTTSEGREVALNVWVRPADQGKADYALDSLIRSMKWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNVFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYAEINNFYTATVYEKGAEVIGMVRRLVGPEGYAKALDLY
FARHDGQACTIEDWLQVFEEATGRDLTRFKRWYSQAGTPRVKVTEDFKDGTYTLHLEQKTPPTPGQDEKLPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLAAKPVPSLLRGFSAPVILERDSTPEERAFLLAHDTDPFNKWEAGRSLAREVL
IAMVTEDAAPAPAWLDALAAVVRDEALDPAFRALALRLPGEDELAEALADRGAVPDPLAIHAARERAKTAVARHLDPLWA
GLYAQMACPGPYSPGAADAGRRALRLAALGYMARLDGGA
>MBL3580250.1 deoxyribodipyrimidine photo-lyase [Rhodovulum visakhapatnamense]AB19
MEVTILWLRRDLRLEDQPALARAAAGEGAVLPLYIVDPAVWAAPEASARHWRFVAEGLAALSDALAARGVALQIEAGPPA
QVLARCAARWPVTRVLTLDDGTGRDAAPWARGTGIAFEDVRASRGAASPPPGALRGLDGLVPAAIPEARDLGLGFDPCPG
RPRGGRAEAERVLEAALADPASEGALSAHLAWGTLSAAEVSRAARVAGAGPLTAGLARRARLMRASSGRTDTPRPPDPAA
RLAAWEKGETGLPAVDAPIRALRHSGLLDPSWLGLLASAGIGLLGLDPEDCGRVLARLCLDYHPVLHRARMQAAAARPAD
PLRQARDLDPEGAMLGAWLPELADLPAPARHAPWTWRGPLPRPGRRYPAPVIDIATDPARPLRPAPARARRRPADRRQLA
FDL
>MBL3580251.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MARPRVGIIGNSYLLNDQYPAHAGGTMNSEAVAEVVGAIPLLIPADPRFVSVPELLDCFDGFLFTGGRPNVHPEEYGEAE
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRMNHRMPPDGSLEEKFALRHKVCL
TEGGIFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVAAWAEGTRPAVLKTA
>MBL3580252.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MFHDAVHRGASLSYSPEERDAWSPSPEAPADWEQKLLSRHTVIAEIRGAPVGFMTLGEDGYLDFAYVAPDWTGRGIGRAL
LQAILREARRAGLGRLSTEASLVARPFFARHGWRETARQSVIRHGVALTNFRMEIDI
>MBL3580253.1 kynureninase [Rhodovulum visakhapatnamense]AB19
MTDFAATRAQFHIPEDVIYLDGNSLGPLPRTAEARVAAAVREEWGEMLIGGWNRAGWTEMPRVLGDRIGKLIGAEPGSVV
LGDTLSIKIYQALAAALEMRPDRRVVLSDRGNFPTDLYMAQGLIASLGRGHTLRMVAPEEVEAAIDDDVAVVLLTEVDYR
TGRLHDMARLTARAQAAGALTIWDLAHSAGALPVDLAGAGADFAAGCTYKYLNAGPGAPAYIYVAPRHSDMALPALSGWF
GHAAPFAFEPGYRPGAGIARMRIGTPPVLQMAVVEAALGVWEGVSLDDVRRRSIALSDLFIAEVESRCPELTLLTPRDPR
QRGSQVSFGFAEGYAAIQALVARGVVGDFRAPDIMRFGITPLYVGEDELLRAATILQDVMENRLWDDQAYRFRAAVT
>MBL3580254.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MRDGDPMARLLHYLELPPVWLALFAGLAWLQASVFPLAFLGRAGDVAGGLALVFGLALSGWAALRVVLAGTSLIPRERPD
RLVVEGPYRLSRNPIYLADAAILLGLILIWDAVPSLILVPVFLKLIEWRFILREEALIRDAFGSEYDAYCARVRRWI
>MBL3580255.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum visakhapatnamense]AB19
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIEAGAGEAAGFADAAYEKAGVKVVQSAAALWQGADIVVKVREPVAE
EVARLRKGQTLISFFWPAQNEALLEQCKARGATVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVFAFDVRPEVAEQIESMGAEFVFLDFEEATADGSESGGYAKPSSPEFR
EKQLEKFRELAPEMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPAKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPRKEKPKELTPEEK
KAREAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATVSVLIATINIVGGFLVTRRMLAMFQKS
>MBL3580256.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum visakhapatnamense]AB19
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLIPAVLIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALKGFAAVLAHKAPVEISILKVEVFLGIFIGAVTF
TGSVVAFGKLAGKIDGKPHKLPGGHILNLVAVIAAIALGYLYFTGAGIWTMVLMALLAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSIIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVLEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MBL3580257.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP, partial [Rhodovulum visakhapatnamense]AB19
MARRAQPLGIATGLGLGAAAVTLALALGTIAAVAWRAEGAARLGAADLAAVRFTLLQALASAALSTLLAVPVARALARRR
FPGRGLLITLLGAPF
>MBL3580258.1 thiamine ABC transporter substrate binding subunit [Rhodovulum visakhapatnamense]AB19
MRFTVFAAALAASALPAAADERPELTVYTYESFVTEWGPGPIVEAAFEAQCGCDLTFVPAGDGAALLARLRLEGDRTDAD
VVLGLDTNLTAAAAETGLFAPHGRDDAVLDLPVGWEDPLFLPYDWGYFAFVYDKTRLPEPPASFEDLIAAPEDLKIVIQD
PRSSTPGLGLLLWVKAAYGDRAPEIWEGLAPHILTVTKGWTESYGMFIDGEADMVLSYTTSPAYHLIAEEDYTKVAARFD
EGHYLQIEVAGIVASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGYQTLIRPETALIFPAGEAAEVRD
EALAEWRDALSR
>MBL3580259.1 chorismate synthase [Rhodovulum visakhapatnamense]AB19
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDEAMLQHWLDRRKPGQNRFTTQRQEPDAVEILSGVFEGQTTGTP
VQLMIRNTDQRSKDYGDIAQKFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALASLAPGLKITGYMVQ
IGPHAIDRARFDADQIERNPFWAPDAQAASDWESYLDGLRKAGNSVGAVVEIVASGVPAGLGAPIYGKLDTDLAAAMMSI
NAVKAVEIGEGMAAAALTGVENADEMTMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTVTVAGEETE
IVTRGRHDPCVGIRAVPVGEAMAACVLLDHLLLHRGQVGGNRGRIG
>MBL3580260.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MGLEVRVNLPGLTRTTTSSGGIRWRVRVAGQPLRKINLGVGPSHPEFMVRYEAARRGEVWTPLEDRGPIPRSVSWLTLEF
EKAMQERVAAGLMHANTLKQRRAYYDRVRAVHGEKAMQIPRAKIVEIRDSMISTPGAADNMIKSLRACFAWAIERGILAE
NPATGIGKLSRGHGAVPWSIDDLQKFRDRHPAGTMANLALTIFMFTACRLDDARRFGRHHERRIDGITYLDWMPGKRGSA
RVVIPILPPLAEAIKAQTLVGPTYLLNGLGRPFASSAAFGNWFRDRVAEAGLEGRSPHGIRKAAGELLALEGASQYHIMA
IHGHTQAKTSETYTSGVNRQKLAAEAMELLRGMKW
>MBL3580261.1 hypothetical protein JMJ92_19220 [Rhodovulum visakhapatnamense]AB19
MTATRFTEAQVRRAVKGATDAGWTVGEVRVEPDGTIRLLPVAKESPQPDERTPQAWD
>MBL3580262.1 hypothetical protein JMJ92_19225 [Rhodovulum visakhapatnamense]AB19
MAIDLASLLPEPRWTVCIHLKGGHVARLMMPEADAVSLLEAIEGHIRARGFRGWMRGELVVFNMEELQMVRLIPWQEAAE
E
>MBL3580263.1 phage Gp37/Gp68 family protein [Rhodovulum visakhapatnamense]AB19
MAENSKIEWCKHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSSANWRKPLAWDKAAAKSGVRHQVFCASL
ADVFDNDRSITSGWRGDLWHLIHRTPNLDWLLLTKRPQNIARYLHPEEYGDLPEWGDGWPNVWLGTSIEDQATADARIPH
LLATPAAARFVSAEPLLGPVDLTPHLHQKRWGCDFGAARGGGSASGTIPALDWVIVGGESGPRARPMHPDWVRGLRDQCQ
AAGVAFFFKQWGEWSPCTLLGDDDGEPSAAYPMEGCADGSSHHVDQEARFWHDGEWVYWPYVLQSLPAVGVRRVGKRAAG
RLLDGRTWDEMPEPTKGGRAYG
>MBL3580264.1 hypothetical protein JMJ92_19235 [Rhodovulum visakhapatnamense]AB19
MTEEAFVERFVGHCLAQCGFTHFDDGRPVEAYARKVAPSYWADAHYRADGPEACAEGDMDYWGED
>MBL3580265.1 DNA cytosine methyltransferase [Rhodovulum visakhapatnamense]AB19
MPDGALFPVEPATRTPFDPTPMIVDSFAGGGGASTGIEMALGRSPDVAINHDAAALALHQANHPATRHLNSNVWHVDPAE
ICRGRRVGLAWFSPDCKHHSKAKGGKPVARNIRDLAWVVVLWARRVRPEVIALENVEEFRDWGPLTEANRPCPERRGQTF
RHWVGELRRLGYRVEWRELRACDYGAPTIRKRLFLIARRDGRPIVWPAPTHGAPDSPEVQAGRRAPWRTAAGIVDWSLPC
PSIFDSSAEILARHGLRAVRPLKEATLRRIARGVMRYVIEAQEPFLVTYAQQGGAVRSGFDPLHTVTASAKDQNALVVPT
LIQTGYGERPGQAPRVPGLDRPLGTVVAGGAKHALVAAFLAQHNAGARMQRHAGRPAGAPLSTLTTRGTQQQIVAAHLMS
LHGTTRRDQSLDAPVPTLCAGGGHGALVAAFLQKYYGAGTGQAAGTPLHTLSTRDTFGLVTVEIDGATYAIADIGMRMLT
PREMFRAQGFPESYRIDTAPDGRAFTKTEQTRMCGNSVCPPLAAAIIAANSPHLAASPCSEAQRHAG
>MBL3580266.1 hypothetical protein JMJ92_19245 [Rhodovulum visakhapatnamense]AB19
METALTTAPELVDFVAEWRSAAPEVQLAAIRGALRRQGIAQPSPDDPARAGYEIQLFGLAALGRDEADAARTWMDAAARR
CPFD
>MBL3580267.1 hypothetical protein JMJ92_19250 [Rhodovulum visakhapatnamense]AB19
MPRIPKIPDLPATYGFGTWRDALLGALIGALFVGSAWGGITLAGIAHGGL
>MBL3580268.1 hypothetical protein JMJ92_19255 [Rhodovulum visakhapatnamense]AB19
MKTILTTAAALALLAVPALAAVNATEDLSAIRQPSADGADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVETADPEP
ADPGEAEGEDSENAGL
>MBL3580269.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MAQDFRDALQWHMSQNGTTVAELSRETGVSRDVINKVRLRDGASTSVENAMLIAAFYGKSVNQFILCEEVGQVDRLKNLV
ELISPEVRPLLEAQIRGLLSAQPDK
>MBL3580270.1 hypothetical protein JMJ92_19265, partial [Rhodovulum visakhapatnamense]AB19
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELF
>MBL3580271.1 50S ribosomal protein L28 [Rhodovulum visakhapatnamense]AB19
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRAFKFRVSAAGLRTVDHRGGLDNFLAKARDAELSDK
ALKVKKEIEKAQATA
>MBL3580272.1 glutamine amidotransferase [Rhodovulum visakhapatnamense]AB19
MKPFLILQLRPETEAADDEYAAFLRKGRLAPENARRLRLDCEPLPSDLSLDAFSGVIVGGGPGCLSDAEGAKSETDRRIE
AAILGLLPEITARDLPFLGCCYGIGLLAHHLGAPVAKDRFGEPVGTTTCRLTEDGRADPLTRDLPDAFAAFVGHKEAVEA
LPPGCAHLLASDPCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRAQAVDWPETILARFV
ARHARP
>MBL3580273.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum visakhapatnamense]AB19
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLADAPGQALRIGLSGTPGVGKSTFIESFGMMLTAEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSREPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWDDMQRLADWRRAQGHFDARRAEQARYWFTEEVRRGLLARLDRDPAMRARMADLGAKVAGGKLTVAHASAEML
AALGVTA
>MBL3580274.1 ATP-dependent helicase HrpB [Rhodovulum visakhapatnamense]AB19
MTPLPIDAVLPELTAVLARAGRAVLQAPPGAGKTTRVPLAILQAGLTAGRIVMLEPRRLAARAAAERMAETLGEPVGQTV
GYRIRGEAKTGRATRIEVVTEGILTRMIQSDPGLDGIGAVIFDEFHERSLNADLGLALAWEARQALRDDLILLVMSATLD
AAPVAALMDDAPVVTSEGRAFPVETRWLPAPLPKGARLAEATADLVAQAAAETAGGVLVFLPGEAEIRRCASALQGRLPD
DCHVRPLYGALPFAEQQAAIKPAREGRKLVLATAIAETSLTIEDVRVVVDAGRARRARFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWTKGEEGALAAYPPAEIEAGDLTGLALELAAWGTSGPEDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITAHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGSDLALRLRCIADPKAPTPVPPDRGALARIR
TEAKRLAAQAPDAPRPMGPGEMAALAYPDRIGLRRKGDDPRYVLSGGKGAVIDPADPLAGQRLIVALDLDGDTREARVRL
AAPLSEADLRAVHGPAIAWQDVCAWSRREARVTARRQERFGALVLDDRNWPDAPSEALARAILEGVRSLGLPWSDAARRF
RARVELLRAEGADLPDFSDAGLMADLEDWLLPHLGGLRTAEDLRRFDLLPPLTGRLDWEAQQMVDRLAPASFETPLGRKI
PIDYDAEAPGIALRLQELFGVTRHPTVGPRRLPLRIALLSPAGRPVQVTMDLPGFWATSYAEVRKEMRGRYPRHPWPEDP
TAADPTLRTKRRS
>MBL3580275.1 ornithine carbamoyltransferase [Rhodovulum visakhapatnamense]AB19
MTHFLDIATTEPADLRGILDNALAMKRARAGRSKGAPDDDRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGETMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADYASVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQLGFDLTFTGPATLDPEAVFVEAARAKGATVTIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMEAAKPDALFMHCLPAHRNEEATNAVMDGPHSVIFDEAENRLHAQKAVMRYCLGV
>MBL3580276.1 aspartate aminotransferase family protein [Rhodovulum visakhapatnamense]AB19
MIPSVLPTYNRAPLSFETGEGSWLVATDGTRYLDLGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAIKMARKYWYEKGRPDRVNIVTFSGAFHGRSSAAIAAVGSEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDDTVAAILVEPVQGEGGIRPLPDACLKGLRDLCDETGALLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAAAGMTVGTHGSTYGGNPLACAVGKAVLDIVAEPAFLDEVNRKAGLFRQRLEGLVASHPD
IFEEVRGAGLMLGLKCRAAASDLVQAGYAQHLLTVPAADNVVRLLPPLTITDDEIAEAVARLDAAAAAVAAKEAQA
>MBL3580277.1 DUF4336 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAGRADGLYPPLSVPKPLGQEIWVVDGPAIRFYGMPFPTRMCVVRLPSGGLWLHSPVRPDEDLIARIEALGPVAHLVAPN
ALHYAFLPAWAARFPEAAVHAAPGAAERAARHGLGFPDHAPLGPRAPEAWRGTIRQRLVPGHPFLKEAIFFHRPSRTLIL
TDLIEAFEPARLGPVMKLATWIGGIRSPGGTPRDARLTWTDTAAAAPVLREALSWAPDRVIMAHGAPIETDVAARLRQAV
VWALGPEADARA
>MBL3580278.1 hypothetical protein JMJ92_19305 [Rhodovulum visakhapatnamense]AB19
MTVKPLAIAAVLASISAFAAEAGQIERACLSSGRPGVTRGLCGCIQQAADITLTRGDQNRAAGFFRDPHQAQVVRQSDRR
SDAEFWRRYQLFGDTAAAYCS
>MBL3580279.1 hemolysin III family protein [Rhodovulum visakhapatnamense]AB19
MLDDFRAYTRAERLSDAVVHVTGLAAVAIGVPILVVLAILIRGDTPAVLGIAVYGAALFAMIGFSALYHMVRHPNWTPVF
RRLDHSAIYWKIAGTYTPFTLLSGHGVTLLAGLWAAAAAGTGLRVLAPYRFRAVNLALYPAMGWAGAVAGWSMFATLSPP
VLGLVIAGGVLYTVGMVFYLWERLPYHNTIWHVFVLVASMLFFAAITTHVVQTA
>MBL3580280.1 hypothetical protein JMJ92_19315 [Rhodovulum visakhapatnamense]AB19
MSGSFDDLFGDGDDFVDTGDAFGLREEALQEAEVSSCQTNDGCGGAGIGEVGRRCCANQLTSAVPLSPDTLIPWPR
>MBL3580281.1 hypothetical protein JMJ92_19320, partial [Rhodovulum visakhapatnamense]AB19
PPQTVTEETFFQPPPPRIGKPVPAEPKYANPKDQPKPEPANPAADEALREPPIRARIADESRLSFLVPEGFEIDYTLEGV
LAACQTLTLSVASNARPRSQPGVFLPLTDLIRNGALNALSVKARAQLAGHVASSFRLAASEGGDITTLRARQASANAAVF
ERIPDRVIVAPGGAKPRPGNPTATTTAIEMPWRLIVSPHGGAKWRHATRPALSASTAHVELWHTRMVTPGSDGTEIPPPY
ADPARTIRAVWARSGTGSEAANPPMRQAWPTRSPGVPPSQPNDALPVPGGRPFRMPLDDFDRFQIAHLSSNFSVTGYTPE
PVDTNLMMLSSLGGWLDSRGSWNPPGLSVEEWVHRGAMGRDHYVKVVYRGCLCPLNCRVSLVKVTERKFHKRSSETPGSQ
DGYDRSQHAYLRQRYFIIIRERVLTFDDALFHAAKSTDNTVNFARQFPFSKIEILTERTPDLDDPADTDVSNAGQLFFWP
SVNGEPFRFQCAGTDLDGNRVLFDLPMIFMDNTVSCPRIFNPATERLDADYPAAAFNAATAAEEYAKWPQRHTVPFDFQR
VALATSARSGDTAVEVEEMVLGAEAPKRGGPGQQPTRNATIEAWSRDLSRALFLPKIVETTARLGPVNQLTGSTRTNRLS
WNARYLQFGFAAGPGAPVGQRNVGEVFADIVQSPNMGMLDFSSQGDKSGGFVQPNLRPRALSRMAGPVMSDVTQFLDGQM
ESGAGFPISVSDLPLPLLFGCIPLGELIKAVTDIAGEGEKVPRFVSEAGTQVESFIGALVQLFGLTYDLPRGVLGQGAGG
LAQAVGKIADLSQQGQVAPAALQAALAKLSEIEALIAGLGTTLESLSHQALDGIGAAPDFAALPGQIATIQTRIAELLAI
VNGPQGDAIPANLRQQIRAFATGLDTLLEAVGDSAALFSAARDLWDALDAIVGDPTVLANLLSDGAGLEAKINDVIAALG
PFEAAIRDFDLLGAAPKTAILTALGAVREVLEAAADLARLIEALTGDELTIRFDWAPEIGNWPAAAGEEIFRANDKRGFV
VAVEGKVKKNGSSSPKIAVTCSLNRFDLVLIGKASFLELNFDRIVFSVDSAAKMDVDVVLDDIRFVGPLSFVETLRDLIP
LDGFSDPPYLDITPQGIHAGFDIALPSICVGVLNINNLSLGAGFTVPFIGQPLSVAFNFCTREQPFCLTVYCFGGGGFFG
VTIDPRGVQILEAALEFGASLSVDFGVASGGVEVMAGIYYRMELQDASLTGYFRLGGHVSVLGLISASLELYLELRYEFS
SGKCVGMAQLTIEVSVLFFSGSVTIRCQKKFAGSNGDPTLREMMGFDASLPLADELAAISGPGVDYAWRDYVEAFG
>MBL3580282.1 hypothetical protein JMJ92_19325 [Rhodovulum visakhapatnamense]AB19
MAEQFLVWTVLPYGRVADGGEHDGKWRVSLVVSPRLTPQAPDEQVLKAYEPWLDWPATLARANFRLRIGSTLVRLTPVSK
PDSDLWKRFFTEETPVAGFVYADMSRVNLRSYAVRNVLAFARRHYGRLAAQSGDDHPVLLPWKDADPALKGMLGDLGTRT
QIINFGDRSVEVPLPGFSRFFGDDIDKLLDRSVFSPESVFPMAVPGPGVEGETGTPDAAESRPRRALPPDWVPPAAAGAA
AGVMAQFTSADEYTFYQADRFYRRTRASELEKLKRRPDFKDVTPPPPAPEYDFHRIVASYADYGGLKRGLGLVIDCVLDT
GKVIDDRIAAGGGTGIGQMQLVLKWDGPAPGKDATPRTAWLARKDRFVPRPRSAQHDAGLLRLEDSDDGWQVAKDEKPGL
FDLYQVDPDGAALKTVNFALTAQNLVARSLSLRQSHGEVTYTTPDRQGVAALRSGGIGVSHHGRAMDLAQLAAAADLKNA
EIAAGNADKVVLFAEDVHRGYRIDVARVPDRVHPGPWQSLQARVGDYRVISTGEQLKFPPDEGYVSGHSVSGDPDNADEQ
YLHESLFRWSGWSLAAPRPGRTIRSETGEDDNLQAELPADVTDTAEKGNDLAVIFAAEKGSLPRLRFGALYRLRARVVDL
AGNSLGLKDPSLGDLEQASDAVGYWRFEPVDPPVLVQRERLSEGEQLERLVIRSNFNATTGQYLNDTDFQAAAAEPASAD
FAYTETNQRHLVPPKSSQQQCETHGFFDPFFGDWQRIREGYAIAAREAGTLYDPLPGAQIELITPQTLGAIATTAAVPPA
LPSADNPVGDRMAGGQYVIHREAALTTPYLPDGAAGGISIRAARGHTLPGIDDEMVLGPSARVVRDDRERLILLVRHGGD
WPDLAGFRLVLAERAETDSDLPCAVDFPDRGLPVWDEDKRELTLFVEKGRIVRLFYASFVSPRHLDSFGIPHWTESAKAA
EACRKAAAMGTNWLMTPYRPLTLVHATQAPVCRPEMIQMTTSRGRGDRELRLHCRQVRLHGPSTGKIEIEADWQEWVDDI
AKPRPERVAFRGQLGEVRLAENHPNALVLSTAVSAQLTDPEAKRGDVHDLGDTRFRLIAYRMRATTRFREYLPPALYGQT
DLVTQLGPVALGEPMALPPEDDMGAPVLPDPAGSTAQTRVLASAPPKDPRLLYVVPTFRWSRSTGATGYTATRTGNGLRV
WLDRPWFSSGDGELLGVVLHRNGGNFNDIPERFEKLVTQWGTDPLWQSPAPKQTIRDADFPARVTAETLALREARPGDPS
VRIVGHRVHWDDDRRLWYCDIELSPGSSYMPFVRLALVRYQPNAMPGARISRVVLTEFAQVLPRRRVRATRTGSVLSVSL
HGPDPESGPIRFDRDSAFQNVSFVNGPFETGRNRVEIVLQRQKDGIDSDLAWEDVQVLHDHVVGEEEDGGIGPVFAPGGL
SAARDGVLSLDRPAGTGALSATVSPGPAGGRVVAPAAGGRVTLPPAEDRSLAIGRALGTAMGGAIGDLVTPTRPIDPFLP
DPAFWDASVTLPGGAGPRRILVREFERFYSDNTVNERHGGRLFPRRIIEERLVFAETFDPEALLVR
>MBL3580283.1 alanyl-tRNA editing protein [Rhodovulum visakhapatnamense]AB19
MTGPLYRKDPYLREAPATVTAHAEGGVVLSAPLFYPRGGGQPGDTGRLVWQGGQMIVADTVKSEAGAELLLAPEGAALPP
VGAELTQHLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIGADKGRLDFDMPEAPGDKEALEAALNDLIARDLPVAEQWI
TEAELDAGPGLVKTMSAAPPRGTGRVRLVRIGSGEAPVDLQPCGGTHVARTGEIGAVRLGKIEKKGRQNRRVTVHLGG
>MBL3580284.1 mechanosensitive ion channel family protein [Rhodovulum visakhapatnamense]AB19
MKSRFLFALLAVLATAVLPTALATPALAQAQAQQEGPDYAQWNKVASRVEKVLAEGKASTAAFDTLRGELVDWRTRFLDA
QNINSARIKTLRDQISALGDPPAEGETEPQEIAKRRAELTKQLNEAQAPSLKAVEAYSRADGLIREIDQIIRERQADQLL
QLGPSPVNPVNWAAGLTAIRGTLVEVGNELSSNWENPNARATMRSALPVTLLFLALAALLTVRGRRWMEMLSVFLAQRGR
GRGRTLFSGIASLGQIVVPTLGVVLLAGALKSSAMLGLRTERLAQILPILGFTIFTAGWLGGRVFAQLGVSRAILTLPPE
RRAEGRFNSWIIGLILALAMLAQEVSKVETYSAEAVAVLSFPILLLAGLMLSRMGQLLLAHSRADSAESPEERPYRNRVA
AFFGRAAIGAGLIGPLLAAVGYAEAGDFFVYPSILTLALMGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMML
VLLSLPVLALIWGARIADLTELWTRFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLVQGMLRSTVLPKTKIDPGGQTA
LISGVGYVGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDI
SVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRKVEKILMEIGESHPLVMVNPAPLVVFQG
FGADALEFELRVILRDINYGLSVRTELNHEIARRFAEEGIEIPFAQRDIWLRNPETLRERPAPQPPGPFLPRQTAEPQPE
PLADLGGDADADGGDGPR
>MBL3580285.1 cysteine synthase A [Rhodovulum visakhapatnamense]AB19
MAAIRSDLADLVGNTPLVRLKGPSEATGCEILGKAEFLNPGQSVKDRAALWIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAQTEANGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRIDGFICAVGSGGTLAGTAMALQPRGVRIGLADPHGAALYSYYTTGEMTSEGSSITEGIGQGRI
TANLEGFTPDFCCRIGDDEALGVVFDLLAQEGLCLGGSSGVNVAGAMRMAREMGPGHRIVTMLCDSGTRYQSRLFDPAFL
RGKGLPVPSWMDGPKRSMPEVFAG
>MBL3580286.1 NUDIX domain-containing protein [Rhodovulum visakhapatnamense]AB19
MERMFFYGTLCHLPLLARVLDRPAGTLTTRPARLADHAVRLAEGESFPLILPEPGKQAEGLLVDGLTAEDRARLDYYEGG
YGFDCQEVAVETADGPVKAGVYAHDRAGLVPGAPWDLDGWRRRWGDLVTEAAGEVMLGYPDRPPEVTARRYRMILARAAS
TLRARRPGPATLRKPTGPGDIVETARVQPYANFFAVEEYTFRHTRFDGRMSDEMVRAAFLTGDAATVLPYDPARDAVLLI
EQVRAGPYARGDSQVWSVEAIAGLIDPGETPEETVRREALEEAGLTIGALHRCFGYYTSPGAKAEYIYSFVGEADLGADA
GGLGGVPAEGEDIRAHVVPFARAMDLVDTGEIGNAPLILSLLWLARHLEAFRPPA
>MBL3580287.1 TrgA family protein [Rhodovulum visakhapatnamense]AB19
MPTAAKLVAFLLYGGLAWAASVALVPSFPEGMDLGHFFTVNAAVGALAGWFVMGRLAGQGYGLAVTAGLRTTVVLVFYAL
LIHAGARAYARSVEMRFGDPLAAVLGWIGLAADYGLQLFTSPAAMGVLLVGGVLVGLAVEAVSHFWT
>MBL3580288.1 class I SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]AB19
MTVLTSTRGQADLPRYFAQVFDIAGRMGHGRLDFVLSDGRRFRAEGRAPGPVAELDIHDPDVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLIRAYERLRFWLQRNSKTQARKNISHHYDLGNDFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIAKAGLSDRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVTDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGDSYALTLRRWHETFNERWDDVARLGFDARFRRMWNLYLASCAATFQSGNCDVTQLTVA
RPT
>MBL3580289.1 deoxyribodipyrimidine photo-lyase [Rhodovulum visakhapatnamense]AB19
MSDQVPVIWWVRRDLRLGDNAALAGAIASGRPVVPLFIHDETVEALGAAAKWRLGEGVACLGQALSARGSRLILRRGPAL
DVLRAVIAGTGAAAVVWSRAYDPASVARDKAVKAALAEDGVEARSCAGHLLFEPWTVETGQGGFYKVYTPYWKAVRDRAV
PEPAPSPGLIPRPDTWPASDEIGTWRMGAALRRGAAVLARFAPVGEAAAQDKLNEFATRKIADYADRRDMSAADATSGLS
AHLTCGEISARACWHAGLNAMDAGKAGAETFLKELVWREFGWHLMWHSPHIAERNWREGWDGFPWSTEGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMIAASWLTKNLMTHWRVGMDWFAEHLIDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPVTQAEKFDPDGAYRDAWIAEGRQSPDPRALAYFDAVPRAWGLSPGDAYPAPAVTPEAGRRRALAAYEARGG
>MBL3580290.1 selenide, water dikinase SelD, partial [Rhodovulum visakhapatnamense]AB19
SLLTDPQTSGGLLVSAAPDTAGAVLEVFARHGFEAAARIGRIEAADGTAPGVVLG
>MBL3580291.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSTGRKTRSADRKSGETPDFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAVVDHARANV
GMTVFIGITAPRHETSWLNSFRALIDDIPEIVEAYRLTGATDYILKVVVPDISTYDRVYKTMIERLDFSQINSSISMEEL
KFTTAVPTSYL
>MBL3580292.1 VOC family protein [Rhodovulum visakhapatnamense]AB19
MSHPVKGVDHVFLLVEDLDRSAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPADYMELLGIVTPTEGNAPRREALAREGE
GLRAVACRIDDADAAKTALDALGIATAEVGHFERPVPLPGGGTAPAAFATLPYAEAELPFGLVFMCQHKTRETVWLPELL
THPNRACGLGAIFAQSADPEAAAARLARLFAAGTVVPLGGGARVETGPDSAPILCLTGAALAARFPGIDLSALPAEGLAG
LAIRSEDMAATAACLAGAGVAPVETAAGLALAPADCAGAVLEFVPA
>MBL3580293.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MARAFAGAGYRIALTARSEDRLTALAEELGGPGDRLRVFAGDVTDRARILAIAEEIVQWAGRIDVLCNNAGLNVPLRRWD
ELDWDSWDRVIATNLTGALNVIAAALGPMRRQKSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDLSASLNAQEGENGIR
STALCPGEVATPLLNGRPGFDPSRAAEVIQPEDVAALALQVAGMNPNVAIHEITFAPVLRAPR
>MBL3580294.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MITTSRSACGSAWGWLLAGAAVSALAGPAAAQEPRHGGTAIIHMPSEQRILNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTEDGLHITVKLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDPHTAVFNYSQPMP
LDLFVAAMPDLGHPVPKHLYEGTDIMRNEHNTAPVGTGPFKFVEYKRGQYVIAGHNDDYWRGKEYPYLDRIVWRFIPDKS
AAAAAIEAGEIHESGFNGVSMADIERFSKMDGFDVGTQGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSAGGANYTDDVTTYAYDPELAKKMLDEAGYPEGPDGIRFKLRHRPAPWGEYTQLWAEYFAQAMKEIG
IEVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPAGTPWSNQFGWQSDEMDRMIDEAQAELDPDQ
RAADYHAIQKLAMEEIPVIFAIEHPFISVTSQKLHNHHNTPRWNSSSWYDLWLEK
>MBL3580295.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MQLTQVLTYALRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVAAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLIFYATPSFFLSLMMIL
LFSVKLGWLPVSGLSDVAAFYTGWDHVLDVVLHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
IHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MBL3580296.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTAATTDLPRAEAAPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPTDPLRRAGDPLTKPFTDWAVPLGTDQLGR
DILAQLFHGARISLLVGVLATLLSIAIGVVVGALAGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNHA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MBL3580297.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTDPVLDIRGLRIALPKGSDRPFALDGLDLSVNPGEIICLVGESGSGKSLTAGAIMRLLPEPHVRVAEGSIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTGLGRKARRARVLELLDLVHIPDPRSVYHAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGT
AAEVLNRPKHPYTRALIGAIPALVPPRPRDFRDAPVVLRAEGLVKTFAARGSLISGKRAPVTAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGADPK
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLKLLADLRDRLDLSV
LFVTHDLRVAAQLCDRVIVMQKGRIVETGVTAELFAAPSHPYTQQLLASIPGRGWTPPDLATDAA
>MBL3580298.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum visakhapatnamense]AB19
MSLHFEDIRRALIGEGAAIPGPFGPRALIYADYVASGRALGFVEDAIRRHVLPVYGNTHTETSYTGRRTTELRELARAAV
RESMGADEAHAVIFCGAGSTGAADKLVRALQMGGPAGQLGPEAVVFVGPYEHHSNDLPWRESGARLVRIPLDAAGAICLP
TLRREIAAHADAALMVGAFSAASNVTGIRTDIRAVARLLHEAGGWCVIDFAAAAPYVAVRMAESAPGAGDRIDAALVSPH
KFPGGPEASGLLIADRALLTTPRPTVVGGGTVSFVSAAEQCYVEAVEAREEAGTPSIVGNIRAGMVLALKTELGAEAIEA
REGELRARLEAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAALNDLFGIQARGGCSCAGPYGHHLLDIDD
DRSHRFSEAVARGHTAFRPGWVRLGGV
>MBL3580299.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum visakhapatnamense]AB19
HEPSNLAWGTADDLRREAGMLDKISETYAQTYARATGHPVERIRAWMAAETWMTADEALALNFCDGLFGDEEAFQSEPVA
AFDYTRFKAAPPELVRLAARNGWTGNAA
>MBL3580300.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MTDEPKMGTESAAEGSVSHLYGNRARLKPRALSLLSATTWAADLSPCLARPYLVKGWLDQSALSVLYGPSNSGKSFLALD
LAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDDPEFFVLSVPITLTGTDSAAGPLTEVLQHLSAVGGAGFDM
IVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAE
VTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEDRGEIHRKPQYPSHA
GVSFDLWRDACMAEGELSASENRDTRKRAFNRCREELETAREIVVRDDLVWVVQ
>MBL3580301.1 hypothetical protein JMJ92_19425 [Rhodovulum visakhapatnamense]AB19
MVDQYPIQFDEEPPLGTTIRYYRGRLLKLVAITPYTRVDGRESAVLTWETPKGRRCTSGLRCKAVRWPDGAI
>MBL3580302.1 Mu-like prophage major head subunit gpT family protein [Rhodovulum visakhapatnamense]AB19
MIAEDTRGAFASNPAQHSAPTGRRGAGIARAEGSPSGAPASGSASVARNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVSAAQAEAVASGLAEFQKVSAPFVQGEQLDHAALMSIAKRAAMAGLALPETDAAAITKEIARVAANEAMALMASNEPRI
RPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQRHAVMWGGAMGVDDFKTALAI
ASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQIIDAGEAFVLETYGKIFTLTRQAI
VNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHADHGNLAETGAALSIGSLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>MBL3580303.1 hypothetical protein JMJ92_19435 [Rhodovulum visakhapatnamense]AB19
MAFVPAITSRDEVASYINLRNDTEFLARICIGHDDETNAIYSAFVSLCRQSGHTERYEIRFDVIETSACEDEPDNWCNDG
LQTKRFLAADHRKTTLNCICTVLQEMVEASEAQELFMMTVTPHLPEKALAKYELICCALRAIGFHAGRDAPYHGTQIWIM
KRISDGT
>MBL3580304.1 hypothetical protein JMJ92_19440 [Rhodovulum visakhapatnamense]AB19
MIEVGKNYTLVMLELTDEGYDKMSIGVTVTGREGNLIEVNGCEVINTASPLFHSLLDAEAQKAHFERLHSELEARLSGD
>MBL3580305.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MSMTGTQIRAARVLLEMEQSELAKRASVSINTVRNMEAKGGQVVRVRLDTLMKVQKALEDAGVQFIAKNGGGVGVRLKEG
ASDD
>MBL3580306.1 hypothetical protein JMJ92_19450 [Rhodovulum visakhapatnamense]AB19
MTKKANPMSRRALLMALPASSVALAAAPQISLANEADQSQILRLFHRHRAILDAARRHVCNATGSGEDAELDLLFYRHSN
KIEDEMMSLPSTCAADFAAKVIVETVCGQCGADWETSMIWKEARLLVGAAPSAW
>MBL3580307.1 hypothetical protein JMJ92_19455 [Rhodovulum visakhapatnamense]AB19
MEFTNQRFTVSEVASLTETNLNTVQSWRRKGFFDLGASEGWHRFTLSELFSVAVFAEVSGGTGNQDVASSACSFAVQMLA
EIIESNAAPYFVGASRKGNDPVMEIAYGSLNVGATLGKLISEGADAGAYIVVDYSAIFSRLLKRLHAGGYAMENPNSNV
>MBL3580308.1 hypothetical protein JMJ92_19460 [Rhodovulum visakhapatnamense]AB19
MACKPTSFTQADVARVLKACCGAEIPMGWGEIDPRTGKIAVIALGLGEA
>MBL3580309.1 hypothetical protein JMJ92_19465 [Rhodovulum visakhapatnamense]AB19
MERRPAAIRKSDLTPAFEAAKAAGYDQVSIVVETNDGKRFLITAVAAGDTATPDMTPLEKWRAGRAAS
>MBL3580310.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MPKGERSRADIRKWALRFAEHFKDAPAVIFEERGARGEVNAWRALWKHSPKQHDMAGTHAVRILNWAVQEGKLTEHHCHK
LHRLYDVDRSEIVWTQTDRAAFNAVAPEWVRRILCAACETGLRPADLIKLTPAHVEQTPLGRRLRVRTNKRKRLAHIPIT
PELAEIIDTTPAGRLLILTNARGHALTPHRASEGVRQWRDKAKLSDDLRLYDARGTAATRLLNAGLSLAEIANHMGWSVR
YAANVIEHYARVSPDETDAVLIKLAQAKGGVA
>MBL3580311.1 transposase, partial [Rhodovulum visakhapatnamense]AB19
FNKLKNARRVATRYDKTAESFLGFIDITSIRLWVRHLST
>MBL3580312.1 sulfur oxidation c-type cytochrome SoxA, partial [Rhodovulum visakhapatnamense]AB19
MKTNRLTGMAAALACGALLGGGVASAGPDDPLIINGDLEIVTRTAAPPHLEGHLDEIRSGWTFRSDDTQALELDDFDNPG
MIFVEAAREVWDTPEGSAGKACADCHGTVDEGMLGVRAHYPKWVESAGEVRTVEQMINACRTSRMGADEWKYIGDDMTQM
VALIASVSRGMPVDVAIDGPARSTWEKGKDIYYTRYGQLDLSCANCHEQYFDHYIRADHLSQGQINGFPSYRLKNTKLNA
VQDRFKGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVQ
>MBL3580313.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum visakhapatnamense]AB19
MAEGVKPRVKAPKTAAAGETVVIKTLISHQMESGQRKDSDGTPIPRSIINRFSVAFNGQNVVDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEDVKSIAIG
>MBL3580314.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum visakhapatnamense]AB19
MEFTRRGAMALGAGLAAALMLPAQALRAAADDKIAEFTGGAAMGEGGITLTTPEIAENGNTVPIEVNAPGAVEILVLASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAIAKMADGSFQRAANTVKVTIGGCGG
>MBL3580315.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum visakhapatnamense]AB19
MGKVGLTAFCLAVWAGAGLASEVAPRDVAIDGQGHVAAPLTDAPGDPAAGRSLMTNRAVANCIACHQVTEMSDAPFPGTV
GPSLDGVAARYSEAMIRGILVNSKNVFPDTVMPAYYRVEGFNRPGIEFTSKPIEGEIQPLMTAAQIEDVVAYLMTLTQ
>MBL3580316.1 thioredoxin family protein [Rhodovulum visakhapatnamense]AB19
MKLTTLLAAGFAALAVPVLASPMGDDGLHKPDWLRETFRDMREDLGEAEAENRRMLVIWEQRGCIYCTKMHEEVFPDPEI
EALIRKNYFVVQMNLFGDVEVTDFDGTVLPEKEMAARWGVMFTPTLMFMPETVPEGGTAAQAAVATMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPSN
>MBL3580317.1 sulfite exporter TauE/SafE family protein [Rhodovulum visakhapatnamense]AB19
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAAAMLFLFGLHFLGILRIPLLYREARIESRAEPTTVLGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIARGALLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGVMLVVFAVLIATNSVGYLAQVLIDTVPW
FTTLG
>MBL3580318.1 hypothetical protein JMJ92_19515 [Rhodovulum visakhapatnamense]AB19
MKPDLAAWICAAGLALIAGASARADLALGMVERTGCAYCVMWNREIAPIWPKTREGRTAPLRRIDLDAKLPEDVRLVSRP
QFTPTFVLLRDGVEIGRLEGYPGEDFFWGLIGAMVQGQPEWAQTDEGE
>MBL3580319.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MDEVQAEDMVQHAETASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCTAKAPPRAAEARD
>MBL3580320.1 YeeE/YedE family protein [Rhodovulum visakhapatnamense]AB19
METIPPGAWAALIGLVTGSALGLAARLGDFCTLGAIETAIWGGDQRRLRMWGVILGTAIAATSLLAAAGQIDTGATIYHA
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISICGFVTLSGPLAPLRDLAFPQEPSDGLQSLAV
SAAELTGLPALAVALTLAAAAFGWGILHRPMRAEPHRIGWAVAVGLAVTAALWGTSAISHATLGAVAVEGHTFTAPLGRT
LLWMMTSSAGGLSFSVGSVLGVLAGAWLGSRRKRSFRWEACEDPRELGRQVAGAALMGVGGVVALGCSVGQGITAFATLA
WSAPVTLAAISAGAVFGLRRLIAGFQPD
>MBL3580321.1 DUF1624 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MVVFHFSYDLEMFGHLPPGTVVSGGFRVLSVTVAAAFLALAGVSLQLAHGARVRPRAVLRRLLRIAAAAGAVSLGTWAVF
PAAFVYFGILHAIAAASLLGLLLLRLPPFVPALLALAVLLAPRPAPIPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLA
GMALAGLGRRYGLWDRLSGSPGRLTRWLAWPGRNSLAIYLIHQPLLIALVWGLTRIGLS
>MBL3580322.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFGVSRTTFHRWLKEAGPAIMTLKRGNIRLIRREDLENWLEERSQ
>MBL3580323.1 bacteriophage spanin2 family protein [Rhodovulum visakhapatnamense]AB19
MILAALLLAGCGGLPLGPNVAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNEIPAWIVLVA
LIGWIAPSPAEIGRRVGEAVRRRRA
>MBL3580324.1 hypothetical protein JMJ92_19555, partial [Rhodovulum visakhapatnamense]AB19
PPMTTPVLFVLTVLIWGTTWIAIAAQVGEVPVMVSIFYRFTLAGLLMLAGLVALGRLRRPAQLLLTQAAS
>MBL3580325.1 hypothetical protein JMJ92_19560 [Rhodovulum visakhapatnamense]AB19
MTDDFSSEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPRAEPEDPRPEPKGKKQERLEAAAQPAEDYGSLYDRIPRQ
>MBL3580326.1 terminase large subunit [Rhodovulum visakhapatnamense]AB19
MTGASWAACPDWWEKLQAGETPIPDLALDANLADVAVQLFDKLVVPDVAGQPTMAEAAGEWMRDIVRAAFGSIDPATGAR
QVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLAKRFRVDEHKKQITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFAARVIGQIRGGMITNPKSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKDEPWKTPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEVARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPELDLDALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVCRIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>MBL3580327.1 phage portal protein [Rhodovulum visakhapatnamense]AB19
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSTGSPDPFAGLGRQSKAGQRVSATSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGERLVGLRPLFNVVPVRRDDGRFDY
RVTEDGRSHVLPPSKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPDQRTQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAGKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>MBL3580328.1 Clp protease ClpP [Rhodovulum visakhapatnamense]AB19
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAATVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAVDIYAARTGIDRDDIAAMLDRETWIGGQAALDQGFADSFLPADAVDLAGNDKETATMRAERKLDLLCARAGLPNAAS
RALKRDLKGGMPGAAPTGTPGAADLTRALEELLAQAKTL
>MBL3580329.1 phage major capsid protein [Rhodovulum visakhapatnamense]AB19
MPKGPAASLTVPKAVIGTPRMEAAGGVDRLLADVKAELGRIGDDVRRTAEDALRQARASGDVSAEVKASADKLLSEFHAL
SGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAGDDSLKAYVAGGLQGSVVLRPKNAITTATGSAGGLI
WPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEEAAAPVSSYGWSQADAPVRKITHVTHISDEA
LADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAFAAPAGLPDETRIDRLRLGLLQVALANFAANGIT
LHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGTNFVDG
MKTMKGSKRLALANKRPAALVTGDFTFA
>MBL3580330.1 hypothetical protein JMJ92_19585 [Rhodovulum visakhapatnamense]AB19
MRLTLTRTQKTEIGLLQRGIPYDFDLSKPAERAVAEDLRHRGVATETKTETPAEAPAPKRKGKPDPDPAS
>MBL3580331.1 phage gp6-like head-tail connector protein [Rhodovulum visakhapatnamense]AB19
MTRIPLDELKRHCQAEGFEDDDALLASLGAVAERFVADYTRRDLDAAFPGGWPAPCQLAAKLLVAHWYRNREAVAEGAGA
EVPLGVRDLLAAYRDLG
>MBL3580332.1 head-tail adaptor protein [Rhodovulum visakhapatnamense]AB19
MAAPRAGELPRVVRFERARLVDDGLAMVERWAPHGRPQRAKRTDLSDAERWRAAEIGASVTTRFVLRRTAFTADLTPKDR
LSCDGLSFAISGIRELAADPRFLELTCTARTDR
>MBL3580333.1 HK97 gp10 family phage protein [Rhodovulum visakhapatnamense]AB19
MSVTMKLEGFAELEAELDRLSRAAGKGALRRALRTAAEPLAERMRANAPTDEHELEESIAVSTKLSPRQRKAHRKTVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPILDRLREELKAEIDKSVRRAEARAARAARAAAKG
>MBL3580334.1 DUF3168 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MADSMEELLRARLRADPGVAALAGERVNWGAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWAREVTEAGAL
ARATIACLNGLSVSVIRSLWLDGQRRDRATDPDDKTWLYRVSMDFTATWRER
>MBL3580335.1 hypothetical protein JMJ92_19610 [Rhodovulum visakhapatnamense]AB19
MSDITEADIGHGARLGLATEGGGFEDLAMVTRIKPVGWTRDEEEGTHLQSPGRYKQFIPGLKEQTPCEADLNWIPSVPDR
LIAAFEAGLQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGRATILEAE
>MBL3580336.1 gene transfer agent family protein [Rhodovulum visakhapatnamense]AB19
MANRFKGEIDALCEGRRYTLRMDMLALADFEDATGENALSWAEAAEGGRAAVGDMIEMIRCTLARHHPEADRQLAGDLLS
EDPGLLLRLFRAASPEIAQDAPEDGPGKPLPAPAAG
>MBL3580337.1 Tm-1-like ATP-binding domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MAKKVFVVGTFDTKGRELAHVAGLVADQGLEVVQVDLSTSPGHRSGADVTPAEVAACHPEGTGAVMTGDRGTAVAGMAAA
FEAFVATRADIGAMISLGGSGGTALAAPGMRALPVGVPKLIVSTLASG
>MBL3580338.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTAPVVVADHLARHYEVGGGLFSKPATVKALSEASFSIAAGKTLAVVGESGCGKSTLARLVTLIEEPTGGALTLDGKAAT
PENWRGLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMSAKDRSEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADEVMVMYLGRPVEFGTKEDV
FATPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPAGCPFAPRCWKAQDRCRQDRPELTGAPHAAACFFPEGL
>MBL3580339.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDTGDILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRRLTA
RQRRQVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLKLDRRARHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACQPRLLIADEPTTALDVTIQAQILDLLQGLQQRTGMALILITHDMGVVAETAQRVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFSPRCRFADDTCRHSPPPVQPPALGIARCHYPLDTA
ATEAAR
>MBL3580340.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MVDATADAPRAPHHRPGRLKEFWRYFRENRGAVIGLYVFAFFVVLALGADIFAPHDPTQQFRDHTLLPPFWTAEGSWSFP
LGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLVAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGPT
LLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGFL
GMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MBL3580341.1 ABC transporter permease subunit [Rhodovulum visakhapatnamense]AB19
MLKFFLARLLTFVPTFIGVTLISFAFIRVLPGDPIIVMAGERGLSEARYQELREQFGFDQPLIVQFWDYLTGILHGNLGM
SYVTKKPVWDEFFALFPATVELSLCAIVIAICLGIPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGNL
GWTPVSGRIDLLYYFPDTTGFMLIDSLLSGQKGAFASAVDHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLAPIRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MBL3580342.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTLHTFLTTSALALTMATAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGIKFQTTDFFTPTRDLTADDVIFSFMRQLDPENPFHDASGGTFEYFNAMSMPDLIESIEKVDDLTVAF
KLTRPEAPFIANMAMDFASIMSKEYADQLLDAGTPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADVAAMKSEDGITVQEQEGLNVGYMAYNTQQPPFDNPKVRRALNMAMDKQAIID
VVFQGSGEIAKNPIPPTMWSYNDAVEDDAYDPEAAKAMLEAEGVTDLSMKVWAMPVQRPYNPNARRMAELIQADFEKVGV
KAEIVSYEWGEYLDRSKDVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYQPFEDLIQKAKTLPTQADRAK
LYEEAQVIFKEQAPWATIAHSKVFMPMRDEVQGYKVHPLGLHIFTEVSLEN
>MBL3580343.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum visakhapatnamense]AB19
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVTGLFYLAIFRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLIGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERKIRMQSLRPVSRLEKLIFAGLVTVVVILLVPAASALIGML
MLGNVLRESLVTERLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVIAFGIATAAGVLMAKAMNLVSRT
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MBL3580344.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum visakhapatnamense]AB19
APAVAAAAPAAPAEPGAVLSPLAGTTVSVAVSVGQSVAAGDPLLVLEAMKMNTDIRAPQAGTVSALHVAPGATVTEGQVL
LVLS
>MBL3580345.1 IS5 family transposase [Rhodovulum visakhapatnamense]AB19
MTCATCTGRGADGQACPFLPQVHGKPRVDDRRVLSGIIFINRNGLRWRDAPEAYGPHKTLYSRWKRWSEKGIFARMMAGL
AAEHGEQKTVMIDATYLKAPRTATGMAAKKGGVPDQAEFEDQKTIRGIVFLRTGGMNTKLHAICDSNGRPFNLFVTAGPV
SDDIGARALLGPLPKVGWLLGDRGYDADWFRDALKDKGIRAVRGRFDPLDQILSPVTPGRKQRKTPVKYDRRRYKRRNRI
ETMFGRLKDWRRVATRYDRCPKVFLSAIALAAVVIYCL
>MBL3580346.1 Cache 3/Cache 2 fusion domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRLSKLSLKVVLTLGTGLLVLVLCIVQGVVLQRQTAEAMREAAQQRQTTSLRILIDQFDDHFGGIGFETAPDGTVSRVTW
DRLPEVTDNALIDHVGGLSGETATLFAWDAASDDFVRVSTNIQKPDGTRAVGTPLGQDNPVRAAVMQGQTYSGEAIILGR
PFLTVYQPIMGSDGQPVGIFYVGIDRSRIDHAIAVQRQTGLAVTAVLITVAMAVLLLMLRMLLRPLGDLGDAFERMAGGD
LETEVPHAHRHDEIGAIADRADAFRIKLKAAHLLDEEARQRQKEEAHVVQTLRAGLERMASGDLSHSLEEPFPHNYEGLR
TDFNATIDTLNDLIGIVAENAAEIRTRTDEISTAADELSHRTENQAATLEETAAALDQMTSSVRTAAEGAAEVAEVVKRA
RNHAEESGVVVKDAVGAMSRIKRSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEA
AREIKTLISTSSDEVESGVALVNRTGEALTDIVERVGNIAGLVADIARGAEEQSVGLGEINVGVSELDKVTQQNAAMVEE
ATAASTTLNSDAATLERLVARFDLKRRPSVHGTAPASARGHPTAVTPEPVPTTAPLRQAVNDGGWQDF
>MBL3580347.1 ATP-dependent helicase [Rhodovulum visakhapatnamense]AB19
MLDHGGHLAGLNDRQRAAASHGPEGAGPLLVIAGAGSGKTRTLAHRVAHLLAGGADPGRILLMSFSRMAAQELTRRVERL
LAGSDRAWPAGALCWSGTFHAIGARLLRENAGRLGLDPDFVIHDREDSADLMNLARHGLGLSSTEKRFPAKGSCLAIYSR
CVNAGTPLPEVLADRFAWSLPWENDLKRLFGAYVAAKQAQNVLDYDDLLLAWAQAMEDESFARWAGAQWDHVLIDEYQDT
NRLQARILMALKPDGRGLTVVGDDAQAIYGFRAATVRNILDFPKAFEPPATVIALDRNYRSTGPILAAANAVIGQARERF
AKELWTDRAGGSKPQLVTLRDGRDQARHVAGRILAAREAGLRLKDQAVLFRTSSHSAELEIELTRRHLPFVKFGGLKFLS
AAHVKDLLSVLRLRQNPRDRVSGFRMLQLVPGIGPGTAARVLDALEAAPAPAEALRRLAPPPRAAADWPALVELMTAPAG
WPDLIGAARAWYAPHLDRLYEDADSRRADLEQLERIAAGYPDCARFLTDLTLDPPEATSAEAGVPLRDDDYLILSTIHSA
KGQEWRSVFVLNAVDGCIPSDLGTGSEAEIEEERRLLYVAMTRAKDSLALGVPLKFHVTQQARFGDRHLYARRTRFIPDS
ILSQFEQVYWQDPPGPDEPADGTEAPRLDLRRRMRDMWA
>MBL3580348.1 DUF1992 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSWMSRLVERRILQAQARGQLQGLAGEGAPLPDRPGDAFVGAAEAAGFRIMAEAGALPEEISLKKQVLACRTRLTALTDP
AERKAAMAELADLQMRQAIAEEARRRFLSF
>MBL3580349.1 SUF system Fe-S cluster assembly protein [Rhodovulum visakhapatnamense]AB19
MTEPQGKLEGTPLIEPSTTDHPLYEQVVEACRTVYDPEIPVNIYDLGLIYTITIDPENVVRITMTLTAPGCPVAGDMPGW
LQEAVEPLPGVNRVEVDITWDPPWGMDMMSDEARLELGFM
>MBL3580350.1 iron-sulfur cluster assembly accessory protein [Rhodovulum visakhapatnamense]AB19
MFAIPGKQAVSLTPAAAAEVARLMDQQNAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYETSLLESGFKFRNPNVVDACGCGESIKFRETDAAEG
>MBL3580351.1 triose-phosphate isomerase, partial [Rhodovulum visakhapatnamense]AB19
MRRKLAAGNWKMNGLSGALGEAVALAAAHPAPGIDILLCPPATLLDRMADSVHGSKVAVGGQDCHPLVSGAHTGDISAEM
LADAGASYVILGHSERRADHGETDALIRAKTEAALAAGLAAVVCVGETEAQRDAGETLAVVGAQLAGSLPDAGVSAETLV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALKDRFGATADGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLKASDFS
AIIAALEAAPE
>MBL3580352.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MFSYFLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPVQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAAIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHVRHLVLPAVTLAVVPIGIVARTVRALSGDILSMDFVQALYAKGMSRLDVLTHVGRNAAA
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MBL3580353.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTLTEPLTSAPAPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGIVAGYVGGRVNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MBL3580354.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSATELYDLLPDRGGPAQPLLTVRGLKKYFPIRGGILGRTRAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IDRDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARALAMSPRLVVLDEAVSALDKSVEAQVLNLLSDLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVEAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLSGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPQLRK
IGADGHLAACHLHDLTSGHPKAGKIA
>MBL3580355.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTDKLLEIDHLTVRFKGARTVHAINDLSLSLEEGETLALLGESGSGKSVTLKALLRLLPPKRTEIEGDIRVGGTDILRLS
GRSLQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKGVSRSEAMEVALDMLKRVKIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGQVVEEGTTR
EIIKDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPASCSFAPRCALAGPDCRAGLPPVVTPAPRRRVACLRAD
EAVPAE
>MBL3580356.1 amidase [Rhodovulum visakhapatnamense]AB19
MLIEEDAYHAFMPYPAVSVENAPQGPLSGLTLAVKDLFDVRGYRTGCGCPLKLAASREAETTAPAVQRLLEAGARFVGKT
HTDELAWALYGMNPHFGTPVNPKAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSVRAPASFCGTWGLRPTHGRVPLAG
AMALAPSYDTAGLFARDGATLLAAAGALMDPDPVPLPEMPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAD
AAYAAYRVTIGAEAQETVLPFIRRSGMPLARGIDGRVAAAAALEEAEIDKARATRHAFAAHLEELLVDAVLLAPAVHAAP
FALDAPDEVLDGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPCGVSLIGPRGSDLSLVALARRLAPEAHP
>MBL3580357.1 RidA family protein [Rhodovulum visakhapatnamense]AB19
MTACPVEARLRELGHSLPDSAPSRAMFLPGKLSGNLLFLSGQICEWEGVPRYFGPADDSLDLAEAQAAARICALNLLFSI
RAVVGSLGRVREIVRVGGFVAARPGFEAGPMVVNGASQLFIDLWGTAGQHARTAVCVASLPANALVEIDAVVEIA
>MBL3580358.1 GTP 3',8-cyclase MoaA [Rhodovulum visakhapatnamense]AB19
MQQPPLIDPFARAITYLRVSVTDRCDFRCVYCMAENMAFLPKKDLLTLEELDRLCSAFIGLGVRKLRITGGEPLVRRDIL
TFFRAMGRHLDSGALDELTVTTNGSQLEKHATALWEAGVRRVNVSLDTLDPDQFARVTRWGRLDQVRRGIGAAQAAGLRV
KINTVALKGFNEDELFDLVDWCAAGDMDLTFIEVMPMGDLGNDYRVDQYWSVRDVRARLEDRFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRVTCTGELYMCLGQEDRADLRAPLRAHPGDDGALVGAIRAAIAAKPKGHDFDYSR
QRADGQVSRHMSHTGG
>MBL3580359.1 hypothetical protein JMJ92_19730 [Rhodovulum visakhapatnamense]AB19
MGRADGTTRGRTAARKLGPGLGLALVLAGCNGAGIPLGDGAAPPAEEIPADPGAPLSALETLPTDGVPEATGPEAGAGAG
SGAGSGAVPTAPSGLAEATAPVFGLERELGVTTASLGDPNEAGFWAVTPLVDETRRGRLADPVSGASVQVELRPSDSSPG
AGTRVSMQALQALGLPPISLTNLKVYVSE
>MBL3580360.1 urease accessory protein UreD, partial [Rhodovulum visakhapatnamense]AB19
MHASGRGRDIAFHDPSAAGFASASAPCAPSQPRAQGEVRLSSKPGPRGSVLAGLRQSGAFKAVFPRPAPLPGGPPLDAVL
VNTAGGITGGDRFSCTLEAGAGSHLRVTTQAAERGYRAQPGETGWVANRLTVAAGARLDWLPQETILFEGCCLDRSLVAD
LAPGARLLLVEPLVFGRD
>MBL3580361.1 urea ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MTSMKKILLGAVAASAISLPAWAQDTIKVGVLHSLSGTMAISETTLKDTVLMMIDEQNAKGGLLGKQLEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFINYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFESAESPENEAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEEAGTTDVGAVSDAMIGQTHPNLTGSSAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPESAVLT
SDWKDLDCGMYNTETKTCVQIKSNY
>MBL3580362.1 urea ABC transporter permease subunit UrtB [Rhodovulum visakhapatnamense]AB19
MRLFSVLFACLVVVSVVFAALDAGPALAQSGPAGPGQNQTSQIQSILQENRELIEKSSRRTIGPAIAALRDSGLPAAQSV
LEKWQDKALYQRKSDGLFFFAEPAGGGTLRLIDIATGEATGEAARDEVDQLKPNSGIRGLIGAALVQFQLSDPDPARRAA
ALDAIGRDAEPDHLQALRGAIATETDPGLKARKQRLERLLTIAYDPDPADRIAAIDSFAGDLGVDVRAALNPLVATTRAV
APGAPPEGENVARRLTPGSDALSEAEAYRLLVAAGLARPRISPADKRNALAAHIENGTVAGIPLEDLNSDEARDRAYAAL
AARGLVPPTATAQEVQAALDAHSFYDRYAEPDPAVTAAAEDALNAIGFKVGLNQAADLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQFVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLAKNIFGTQARPLTSPSWLDGALQLNDVVSISYIRIAIFVLALLFLALFVFIMRKTRLGLEVRAVTQNPRMAASMGINP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGATLIGFLQKGIEWLNPSNTLAA
QTYMILFIILFIQVRPRGIIALRGRAAGD
>MBL3580363.1 GNAT family N-acetyltransferase [Rhodovulum visakhapatnamense]AB19
MALRIALADLSDPAIRSLLATHAASCAATSPPESCHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAAHRGQGVGAALLAAIQTEARARGYLSLWLETGATAPFAAARALYERQGFHPCGPFGAYRLDPHSAYYTKSLAPKSVTP
MEARA
>MBL3580364.1 urea ABC transporter permease subunit UrtC [Rhodovulum visakhapatnamense]AB19
MKDSLFARNPSVLIFLGLLAAFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLIAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQAEIPPTPQEIRDAIGTQIFGVVGGSDFPAIWAFAHSLPLQLALVVLVPGLLALVFGW
LAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIWFFWGSAAALALGYVIAAFVV
SGKFGSVIRGIRDDEARVRFLGYSVESYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGVVSLLSTWFTGGQVPDLPLGIYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLISGRRAPARHGADLGPDT
GSFREKEAEQ
>MBL3580365.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum visakhapatnamense]AB19
MTALLEVSGVSVSFDGFRAINNLSFEIGHAELRAIIGPNGAGKTTFMDIVTGKTRPDSGRVLWGERSVSLLKMSESQIAR
AGVGRKFQRPTVFEDQSVFDNLLMALRKDRAPWKVLAYRQSAEDRARVAELADEIGLGDQLHRKSGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAEREHTTDLLKEAAKTRAVVVVEHDMDFVRRLDCKVTVLHEGSVLAEGSLEHVTKNRQVI
DVYLGR
>MBL3580366.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum visakhapatnamense]AB19
MLKTTGLTLHYGGSQILHGVDIEARAGEVTCIMGTNGVGKTSLLKAISGTHPRSGGRIELDGAAVGRVPAQGMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPDRVVPDEIYELFPVLGDMAHRRGGDLSGGQQQQLAIARAMITKPKLLLLDEPT
EGIQPNIIQQIGRVIEYLRDQGRMAIVLVEQYFEFAYGLADRFYVMERGAVTLSGPKAELEKDRLIRAVSV
>MBL3580367.1 hypothetical protein JMJ92_19770 [Rhodovulum visakhapatnamense]AB19
MLGLVFVGMAVGYACAGLALLLTQSWLVALATLSLTGTIAVLAAAARLWISDEPPAPVAG
>MBL3580368.1 hypothetical protein JMJ92_19775 [Rhodovulum visakhapatnamense]AB19
MEILKDQFKWMLGLVALIGVLGLGYELNKADPSPKAAPEADVAAVADPAADPVAEAVEPVEAATETAAVEAVAETPAEAP
AEAAPAETAEAPAQ
>MBL3580369.1 Zn-dependent hydrolase [Rhodovulum visakhapatnamense]AB19
MTAPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDVDAEGRALFQSWCEAAGLTMGVDRMGTMFATRAGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTKHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYGRK
DLEGLSYGDELTRIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPDAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDLAKLDRMRAEIETRAAAICEDLGVG
CSVEPVGHFDPVTFTPELVGTVRSAAEKLGYSHMDIVSGAGHDACWAARVAPATMIMCPCVGGLSHNEAEDISKDWATAG
AEVLCHAVLETAEVVG
>MBL3580370.1 dihydropyrimidinase [Rhodovulum visakhapatnamense]AB19
MSTVIKNGTIVTADLSYEADVLIEGGKIAAIGPDLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDKQVFDEMETVVNERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAVPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFTTD
QKRYGVGDFTKIPNGTGGLEDRLPMLWTYGVGTGRITPNEFVAVTSTNIAKILNVYPRKGAVLVGADADLVVWDPEKTKT
ISATGQQSAIDYNVFEGKQVKGLPRYTLTRGRVAVADGEMKPQEGWGEFVKRPPNGAVNRALSSWKALTAPRAIERAGIP
ASGV
>MBL3580371.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MRARPAGKGRDVKTPVIKAENVDLVFQTGDGPVQALSDVSLDVGRGEFVSFIGPSGCGKTTFLRCVAALEHPTGGSLSVN
GMSPDNARKERSYGYVFQAAGLYPWRTIARNIRLPLEIMGYPKADQAARVQKVLELVDLAGFGNKYPWQLSGGMQQRASI
ARALAFDADILLMDEPFGALDEIVRDHLNEQLLALWARTGKTCLFVTHSIPEAVYLSTKIVVMSPRPGRIADVIDSPLPK
ERPLDIRDTPEFLEIAHRVREGLRAGHAYD
>MBL3580372.1 hypothetical protein JMJ92_19795 [Rhodovulum visakhapatnamense]AB19
MTRKQRLTGAGLAGLWLAVLLVWVFAPSVMAVPVLGWGLFLLILAPLVWGMHLLARRLARKGRRDA
>MBL3580373.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRSVLPILTVVLAILALWYGAAVALNARWTLDQAARAGQELTVSQIVSDTLQQERPKLPAPHQVGAELWKTTGAMALEGR
AFSKRSLIYHGWVTLSATLLGFAIGAGAGILLAVGIVHNRAMDRSVMPWAIASQTIPILAIAPMIIVVLNSIGITGLVPK
AIISAYLSFFPVAVGMVKGLRSPDAMDLDLMKTWGARAGQVFWKLRWPSSMPYLFTSLKVAMAASLVGAIVGELPTGAIR
GLGARLLAGSYYGQTVQIWSALFGAAILAALLVGLVGLAQRITLKRMGMAR
>MBL3580374.1 ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MTWVLGALGFWVAAWALNVRLARLDNSRGLRLLMPALFGLTLLVVWEGLVRGLNVPGVILPPPSAIGARIATSLPVLWAD
FVQTFVKGALSGYVLGCGAGVLSAIAIDRSPFLQRGLLPVGNFIAALPIIGTAPILVMWFGFDWQSKAAVVVAMVFFPVL
VNTLQGLASADAMQRDLMKTWSASYLQTLTKLRLPAAMPFIFNGLKIATTLALIGAIVAEFFGSPIRGMGFRISTEVGRL
ALDMVWAEIAVAALAGSAFYGAVAACERAVTFWHPSQRGL
>MBL3580375.1 ABC transporter substrate-binding protein [Rhodovulum visakhapatnamense]AB19
MDVKLTGALAALLLGTGAAQAADEVTLQLKWVTQAQFAGYYVALDKGFYDEEDLEVTIKPGGPDIAPSQVIAGGGADVMI
DWMPSALAAREKGLPIVNIAQPYKSSGMMLTCLKETGVASPEDFPGRTLGVWFFGNEYPFLSWMAHLGIPTDGTDGGVTV
LKQGFNVDPLLQKQADCISTMTYNEYWQVIDAGIAPEELITFKYEDQGVATLEDGLYVLEEKLADPAEVDKLVRFVRASM
KGWKWAEANPEEAAMIVLDHDETGAQTETHQIRMMGEVAKLTAGSNGALDPEDYRRTVDTLLAGGSDPVITREPEGAWTH
VVTDAALN
>MBL3580376.1 hypothetical protein JMJ92_19815 [Rhodovulum visakhapatnamense]AB19
MRNITKVKGLLLGIGLVAVLAGCAKEPEECEPGVSTISDMATVTAPGC
>MBL3580377.1 hypothetical protein JMJ92_19820 [Rhodovulum visakhapatnamense]AB19
MGTARSTESPPQPGAREVALAGLYEAALGDAAATVPGMLDQIAEALPASLKGPLDRDGLDAAKLAAAAVAGPGPGAAGRA
AGAFLEALASDDAERIVLLRGLAARLGYAAPAPGPQGTLRRTARAAVEDLLRAAGATPAPAPARAAPPAGIAREAATHSL
TERAGLVLFHPYLRMLFDRLGLIEARQIRADGLPRAAALLAALAEAAPAPRLPDPLERLLLGLPDGTRPEPCPTLAPAEI
ALIDSLIRSVIGQWTRLGKTSPEGLRATFIRRRGLIGTDARGAPRLTVAPGPFDMLLDGLPWALGPIRLPWMPEALSVIW
RNADD
>MBL3580378.1 ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MTEPRPTDPHAEALKAELGWLAETVTARLTHFFEGTATPFVLPDPPALPGDSALARLIDSAGLDAPARLVLALALAPHLA
PAALDPFFVKNSAIDRVFSEFGAARGEAQAGGPGFAPSAVTALFLLGGTDAAARISAMALFAPDHPLRAAAGLTVGAVAD
PGGATLLSGPLTLPPHRVLTLCAGRPPRPDYAPGFPAKRLTTRLDWDELILPQGVKHSIEHLVAWYAHRHLIREQWGLAR
RVGAGFKALFYGPPGTGKTLTAAMLGKRTGLDVYRIDLSMVVSKYIGETEKNLAQVFDMAEMNDWILFFDEADALFGARG
QSGSANDRYANQEVAYLLQRIEDCPGLVILATNLRNTIDDAFFRRFQTVVGFPRPDAGLRRALWASILDRVPLAPDVDLE
ALARGHEMAGGAITNVVHHATISALRRGADTVSAHDLAQAISTEMRKEGRTA
>MBL3580379.1 hypothetical protein JMJ92_19830 [Rhodovulum visakhapatnamense]AB19
MTKAPLLCLLALMAALAWAAPGPARADCTDLAALTELPPATGSIDQIQRGLRSALRDPSRYLRDGKLGPYTKQALVRLCR
AVPLGLGRDSVAGTLELAADYGALARSDAHWQPRAVAPALAARLGAIPETGANRLALQLAGPPALAISALEDWQKGAACA
GLSEAALSDEARAGLAALTAVGAWPDTDALCTGLTPVPNALGDRAVAAALAAYGRIEAGLPGAVARLVSPGFSDWLVAGQ
ATRVPRLMGSDAAAVALIAEYRPSLSPAAQADETVEADEPASCAEPVSRTVLDYTAFDAADYQTLIAPVDVKTALAGLDG
KTFAGAEDLGAAIDAALGGQLTRCALDEIRALVTGPSHLGLRFGLDPAAAANMALNPDLVAASGAVAPLVGLSTPVRKTL
ETAAEAAIRKAVRAEFEVEIELAADTLAGAAEEIVPGLDTRPEGVPEFPELPLGAPLGVTDATDSAVQAAVKDTDFQQAL
LNAEYAPAPNAEVLKGDVRRLLDPIAARKVEEIVRTAMTEVEAAIDARWLLTPDLSAAILGLDAVAAAQSLDIPEATALA
LEQLVGLTYPNQRLFAAAVEAVPPPVPHGQFEAVKRQARQAAFRTVTRAEAQAARSAEALALPGCGCVAPRLDHAEVYAF
YPFWMLPRTPAAPKTAEADSAPAAPDPLNQVDFGLVSRVALYGYEIAYGEGSRRADFPDESEWSAMRRDFVQAAHRHRAR
ADLAITLTGWQDWTDFQIETAVQQILRFSAPFPRIADNTFKALAEGFPTIFDAPRPDGVTLIFRGYSGSKDNDPAAGRLQ
QIVSRAHEGLAARGQGVNLGLDLDLIGSGIDTPLMNDLRAILVPPTPVAEPDDPDDGAESAASAARGPKPPVERILIFME
RPTSDAKKTLRARLEHGDFRGPERTEVLRRIVPVLPPTGHREVERQPRSDLDPNDHPEDFSQFRDDLVYFQDNFGGIGFW
PAPDPTAGESAALRRIFNELWIEPVLPGFLASLSVLCAWICPHRAVLLTGAALIALATAGLVWRSFYSGVADRLAFGWKL
AWIGTALVILILTALTVCDPDAVVAPTGLAATLLGLALLIGFTAYQRARNGPKP
>MBL3580380.1 IMP dehydrogenase [Rhodovulum visakhapatnamense]AB19
MEIREALTFDDVLLVPAASSVLPSQADTSTRVSRTIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYSPITLRPDQTLGDAKALIERYNFTGFPVVDARGHVVGIVTNRDMRFAASDATPVSAMMTCKDLAVLR
EPVDRAEALNLMKARRIEKLLITDAAGKLTGLLTLKDTETSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVEAGVD
MIVIDTAHGHSEGVAKAVERLRKATNSVQIMAGNVATGEATKALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CAAAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPASAVVHQLVGGLRAAMGYTGCATVEEMRKNCSFVRITGAGLKESHVHDVQITRESPNYR
IM
>MBL3580381.1 ASCH domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLTLHLPLKGVYFDQIKSGQKVEEYRLATPFWAKRLEGRTYERIELARGYPPKGDTERRITRPWRGFRRTTITHPHFGPD
PVEVYAIRVN
>MBL3580382.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MHRGSLIAPGPVLHDHFDLKLIHVSWSPLGHHCGFACSGGPDINVATLRQLDPAEIVASLRESLLVLTEELVVEYANDRF
LRTFDVEKGATVGSRLAALGNGQWDIPALLDELGKIVSGGAEVEDFEVDHVFERIGRRVMRLNARKTVRPGNGSRRILLA
IEDVTAERDAAAALERERLLSVGIVATLREPLLVLDELLAVVSASRSFYTTFKVDPDATLGRRLDDLGNGQWALPELLGL
LADVVQKNTVVEDFEVSHSFPEIGERVVLLNARKVFREGNHTHMLLLAMQDVTGQRRLEAEREAELGHAGRLLEELNHRV
MNSLSIIGGIIGLEARTMGDTACKAAFARIRARIDAIGSLYRCLSHVGSVDTVTADTYLTALVENVVASSGHAETLSIEF
DISDARLSTQVAVPLGLIVNELVTNSLKYAYQGRSDGRLGIELAVEGPSMIVSVWDDGPGLDPGARVVSGLGQKLIDAFT
GQLGGKMQVCSDAPGTRHTLILPL
>MBL3580383.1 hypothetical protein JMJ92_19855 [Rhodovulum visakhapatnamense]AB19
MTDSARWLNRNFAGWSNLTAQEKRAIRDFPVLWSIFELRATGRNGQRPDASPERICQAVDDLEVEPTSEVFQRAKIYFSS
RYFHAGNPTVAYSHLQVNDAFQGRVRDALLDAGAGTGVVLIGLLLVVNRLRKNFLHGGKAAYAFADQLDNFRHANAVLMS
AIPLWD
>MBL3580384.1 ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MASVTENLTWDPLEAAGTVDANILASAKKREIKNILKSYVSNYDPLSELIQNAMDAVEKRFSSELSECPKVKVVVNLQEN
SIEVIDNGCGFEESEFRSFLAPSISFKSGGATRGNKGVGVTYIAYGFNDLTIRTKNNFFTYEGVMRRGREWIEDQAGTVA
RPIIEPAKTSSSAFDALEQGTSFKISFSGKHVRPSNLSWYKARTASQWLYLLLIKTPLGSINLPDCSPSNIHFDLDVIDE
AGALTSITDELTQYKFPHNEIKASQQLRRIVAAQQKALDAGKDPSKAIDKFRKSNGIYETYTCDQALSLARLSEEERSLA
ESLNLTAYGYFVYSTEVWDQLNDKKAGLRKGLRILRGGLQIASNKMPQGEIITIPLTKSIGHQNQSHVIVHFDGAEPDLG
RKGFQPELKELAEKVAVGIVRQLSARREDILKSDSGAQTDIDKEIKVHEWLKRQEQHEVDCPLVLKSDKFFLPTRKISVM
CVPQSEQDVIVLFNQLIAGGVIRGLKLLSTSQSSQYDGVFRFSAEDPLADYSYDKERNPLGVYEEQLTKTYRTQPKVLEY
KFCLDGLIREFEAGDKHENDVDLAIFWDMGKEFEKEYSVISYLDEEKTHHRTHHGLTHRLNSANSHIEVICLQELFQLLN
DPAAAQEMQEALYGDDL
>MBL3580385.1 bacteriophage spanin2 family protein [Rhodovulum visakhapatnamense]AB19
MPLRPRLILAALLLAGCGGLPLGPNLAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNEIPA
WIVLVALIGWIAPSPGEIGRRIGEVVRRRWD
>MBL3580386.1 lysozyme [Rhodovulum visakhapatnamense]AB19
MIRRRTAAKGGAAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETHGIGPGQTATPEECRGQLAARVAQFEAEIRP
CLPEVLPVETRAALVSAAYNIGSGAFCRSSMSRRALAGDLPGACDALTMWVKAGGRTVPGLVNRRNAERALCLSGLD
>MBL3580387.1 hypothetical protein JMJ92_19875 [Rhodovulum visakhapatnamense]AB19
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAAAALLSADMLGLPPDIYAAAVGLLSAAAVLARLIAQTGLEEADR
>MBL3580388.1 hypothetical protein JMJ92_19880 [Rhodovulum visakhapatnamense]AB19
MLDATDNAIRTLLAILGGLVLVWLRTDGMAVIARMGIVIASGAIGYVAGPEIALWLGTPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>MBL3580389.1 chaperonin GroEL, partial [Rhodovulum visakhapatnamense]AB19
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVIIDKSWGSPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETETEVVEGMQFDRGYLSPYFITNAQKMVVELDDCVILLHEKKLTSLASMVPLLEAV
IQAEKQLLIVAEDIEGEALATLVVNKLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLEN
>MBL3580390.1 co-chaperone GroES [Rhodovulum visakhapatnamense]AB19
MSFTPLHDRVLVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGARDEDGERIAMDVKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMA
>MBL3580391.1 hypothetical protein JMJ92_19895 [Rhodovulum visakhapatnamense]AB19
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDQETENHRAVADLINAIISGGNSVRRL
>MBL3580392.1 Crp/Fnr family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTSVELSPLTRKLSAFVALSEVELAVLERLHQRRRSFVAGRDMVHQGQSAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPVVDIEAAEVLTSDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGYDCPLTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHAYGGLVDLAEFDPAYLDQTG
PLLK
>MBL3580393.1 hypothetical protein JMJ92_19905 [Rhodovulum visakhapatnamense]AB19
MTPEQTKTAEKMTSVKAACVNAPAGTKKDAAMKHYHAAEKAHTAKNDAETNKELDAAKHALA
>MBL3580394.1 hypothetical protein JMJ92_19910 [Rhodovulum visakhapatnamense]AB19
MEEHFWTSGADNARATTATNAVMIFPYPPGILQGDQIWTQLKQSTGWRSVVMAERRVTRCQDIAILTYRVSAEKPDVPIY
KALCASTYLNDDDTWLRISHQQTMVA
>MBL3580395.1 hypothetical protein JMJ92_19915 [Rhodovulum visakhapatnamense]AB19
MAAPNVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWKEAAELVALRRDAAQARLGTRLARFRDVPALASDH
GRIAGDLSQLLPEGPTSGALQRAASTVADGRPGTSGLIWAVLAIIFVLFQMLMVGGSGSGE
>MBL3580396.1 hypothetical protein JMJ92_19920 [Rhodovulum visakhapatnamense]AB19
MNMRSTRSTVTFSNPFTLSGYPGDLPAGDYEVLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
SRDQGAAKKNDHSDAALSPQEDGT
>MBL3580397.1 hypothetical protein JMJ92_19925 [Rhodovulum visakhapatnamense]AB19
MNTPEGLKPGIYGALIGAVFVGIVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPARADKMETIRAASTY
QRRDALMEAGWATVPGTDAPNRDIAQACLAALDVDGSPDPAESAVDEG
>MBL3580398.1 hypothetical protein JMJ92_19930 [Rhodovulum visakhapatnamense]AB19
MLAHERILQALIAYMARTEPRFIDHLRARFVEPMSMARHEHDHRETDDYAEEFIRAVMLIGEARAPNAKEQDVSDKQPEP
PRSKGAQKSSMNRPTRRDGVQVRERNGIWEVQVDGKFRGDYHQKEHALAAAALHKLSPR
>MBL3580399.1 hypothetical protein JMJ92_19935 [Rhodovulum visakhapatnamense]AB19
MRHPLARLIAKTAAKAGVIASLAFPVLAQDGTGPMPENAQPRSYGSGWVCDLGYRVEGNECLALDIPDHAYPTGRSYGTG
WECDRGYEEVGGTSCNPIPVPANAFLRSSGYDWQCERGFRRERDGCVSIVLPDNAYLTDDTSGPGWTCERGFSVSSNACE
PIAVPTNAYLTNADYGAAWACDRGFVKIDDRCDAIVVPANAFLDQASDGPGWRCQRGYEPLSGACVAINLPLNAYLDRSG
NQWSCNRGFRLSDGACILGR
>MBL3580400.1 pirin family protein [Rhodovulum visakhapatnamense]AB19
MPILIHENMSRGRTRTGWLDAFHSFSFGGFHDPARMGFGRLRVLNEDRIVPGAGFSTHDHADIDILTLVLSGRVRHADSL
GNRFEIGPGELQLMRAGRGVTHSESTPSPDDPVHLLQIWLIPDRTGGTPSYRRIARPEARTEPGLLAAGSHGGAPLDLGS
DSRVLFARPAAGTETRLEVAPGRKVFVHLVEGLAAIEDDRLVAGDGLQLADTPPPLTWRTDGAILIFDMAP
>MBL3580401.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTSNAEAAQDAPDFATALAQALGAQILNDAYVLSFDMETRCLVAASDATVFLLDLSEDALEVNDFASLVAVPGQTSDDLW
DRAVAGTEPVWSGRFIGCRSGSTHAMQMRSVVVVCADGSLRLSVIGHPAPESGADQAGRWSPLEAAVGLIAFDAGGTVIE
VNDRAAALLGQTGAALAGRPHRDLWPDAATDAPGYDGFWARLRQGQIVEGRHPHRTGTGGTVWLRSAYVPVRAANGAVDR
VLQCLLDVDADARTARAEREIATLCETGLATARYDAEGHLTQASAPMCALLGQEAEGLVGKHMRRLVSNGFSRGKPFAEA
WAALGRGERVALDIPHPVRGQDTAWTRSQLLPLTDSEGGFAGAFEIAVDITHEKQDLDRLGARQAALDSRIAMAEFRPDG
TLIEASTGFCKLLGIAASDLDSRSHKSFVPSDCADSRRHDDFWDRILRGEPVSGTVRRHGPDGRAVWLSSCYLPLTDADD
GEVRSVLFIGHDVTEARQAEAEAEGKLHALDRAMMVVEYDLTGRILSANGTFLDTLGHRIEDIRGRGLGLFLDQDRVKDG
ADSRFWEDLRERDGFKGEVLWIDADGREVWLQTVFHPVADPDGRPGRVVQIAVDITAAKRRTLDLEGRWQAALNHQAVVE
FDPEGKILQANEGFLRLVGHSLREVAGQSHSSFCAGDYIRSTAYTDFWMALRKDEPQSGRYHHIARFDRDLFLLAHYTPL
KNCRGEVERVVMCGYDISAQVALETATAAQARALAEEIESLRKVNDTLRGDADLLTRTNEKLQDSAQNGDRLLDGALTEM
RTAREAADKVTGIVDLVGDIAVQTNLLAFNAAIEAARAGEHGAGFSIVADEVRKLAERNGEAAREISRHIERANESILRS
ASGTEQTLERIRAIGSMAQEAIGGLTQMAAHAGAGESAAASLSRLAGELGQAAAE
>MBL3580402.1 chemotaxis protein CheW [Rhodovulum visakhapatnamense]AB19
MTETAPVPDSAPDREATYALMEVGGGVIGIDIAHLSEVYPIDALSPLLVAHPALMGAIRLRGHIIPLVDPRAVSGIGPVG
DAPGIAAILARGDRVVALAVNAVSGLARLRRDDVQGLASGDTEAPFFVGGFFHGGKLVNVVDPAAIFALGGLPTATRFRR
DEGDRGATGEGRAYLTFRAGGATFAAPAVEVHRTLPRQDIERNALTGGDCLGSVTVNGLRIPVLDAPGILGLGAARERPN
PEIVVFSFSGDRLIGLAVDVISNIATLRQKDLHAAPALLGGGAGSIGAVAVASDGAQTYVIRVERLREMKGLQAIAEMSA
PVAPQATRPGPPASGSAADTAPSDQHDTPEPAPDTGPLDETGIAAETAPETDVLPSPDALFRDQRRYLIFQAGTAHAAPI
ESIARIIEPPATITPIAHPFPGVLGFFPVDGATTTLVCLSRFLGAGAPRKGQHQRVLLVGSGDRRIGFLVPSVEGIEAAT
WRALNTAAAPFREQMVSLGRGADLRVLPCLDICRLAVDIAERFHDHNVYA
>MBL3580403.1 hypothetical protein JMJ92_19965, partial [Rhodovulum visakhapatnamense]AB19
SDLTGAERRLAQAQAVQLAAGLRPGAPCPVCGAIDHPAPAAAGAGDPSGPEAVLKAVRAAWDEADRVLREAERTLASERG
VLADRQERLAGLDRPRTDAATLKDRIRATHEGLAALGAETEIAVAEGLLARLDAAVAAAEAARDRCRDAIAEREAVALRE
AARIEAMLAPVPQALRSEPALSAALGARKAALAAREAARASAVQAAADSREAVLAARAAHEAAVRAMAEARARHEAARQA
FAGRLAETGLSAADLAELKPAIARLDEDRAAVEAHGRALAVAEERARATAEAIAGRDRPDLEALRAALEAAEARLSAATE
RRSGAGHARDHLAALRGDLAETLRRLEAEETASGPLRSLAALFDGRNPQGLDLETHAIGAMFDRVLAAANRRLVPMSAGR
YRLERETEGGGRGRRGLGLQIFDLFTGKARPTATLSGGETFIAALALALGLADVVETASGKVRLDTIFIDEGFGSLDTEN
GAGTLDRVLQALGALVGRTRAVGLISHVPLVQEAIPNGFYVRKDPAGSRIETRGPV
>MBL3580404.1 bacteriochlorophyll 4-vinyl reductase, partial [Rhodovulum visakhapatnamense]AB19
MKDDLSGRSGRIGPNAVLQLLPVLEAAGGGALRDEMLGAAGLSAPPSDAGLMDEGPAGAMHRALRQRLPGRAPELLREAG
ARTGDYILAHRIPPMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTRELTCSASGSAVCR
>MBL3580405.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum visakhapatnamense]AB19
MRIVFIHPNYRSGGAEIAGNWPPAWVAYLTGSLRTAGYDDITFIDAMTNNISEDDIRKQLKALKPDVIASTSITPSIYAA
ERLLEIAKEEVPDAIRVLGGIHATFMFKQVLSEAPWIDAIVRGEGEEIVVELMNAIRDGKWPENRREIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVVNHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRKAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALLHYPWRGSGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MBL3580406.1 CPBP family intramembrane metalloprotease [Rhodovulum visakhapatnamense]AB19
MAWTLDLSLETRVPSRGRLWGEFVVFYLLTPLGMALLMPPQALFPVLLSLTAMGLLLLQVTEGFRWSDLIRGLSRIDPWL
VLGFSAVTTLIVGTLTMLVVPQEALALVRTNPALLGSILLFYPPLSALPQEIVFRALFFRRYGPILPDLRHAIVLNAAVF
SLAHLMYWSVVVSALTFLGGIVFAWAYEARRNFPLAVVLHAVAGWILFIGGLGILFYSGNVVRPF
>MBL3580407.1 carbamoyl-phosphate synthase large subunit [Rhodovulum visakhapatnamense]AB19
MPKRTDIKSIMIIGAGPIIIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPEIVAKIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKAVIANTMDECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPADGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDRAQIVAALTRQTPDRLRIVAQAMRHGLSDDEIHAATSYDPWFLARIREIVEAEARVRKEGLP
VTEAGLRQLKMLGFTDARLARLSGRDEDQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYETPVMGETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANALEEAGIPILGTTPDAIDLAEDRERFQALVTRLGLKQPKNAIAHSAKAALEAAGEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYIAEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHRLPQDIVAELKRQTEALALALGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPAETSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQM
GAGSDLPREGQVFLSIKDADKTPELVETAQILQALGFRILATRGTAGFLAENGIETTLVKKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAASHAAALAMKSREEGEIGVRSLQG
>MBL3580408.1 DUF502 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MFETKEPSADHPEPQDPHPRPFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLIFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLVQYPRPGIWALA
FVSTSAKGEIKRVIPGEDPLLSVFLPTTPNPTSGFLLFVPQSEVIELEMSVEEAAKLVISAGLV
>MBL3580409.1 pseudouridine-5'-phosphate glycosidase [Rhodovulum visakhapatnamense]AB19
MPLSLSYSPEVSDAKAAFAPIVALESTIVTHGMPWPRNLETALAVEAEVRAAGAVPATIAVIEGRIHAGLAPDALEALAR
AGGVAKLSRADLAAALARGITGSTTVAATMICARLAGIAVFATGGIGGVHRGAETSFDISADLQELAQTPVTVVSAGAKA
ILDLPKTLEVLETLGVPVIGYQSDAFPAFWSRSSGLAAPLRMDSAAEIAAAHRMRGLLGLPGGQLVGNPIPEEDEIPRAE
IEPMIARAMADTVGASGKDVTPALLARLYELSGGRTLEANIALVRANARLAAEIALRLA
>MBL3580410.1 kinase [Rhodovulum visakhapatnamense]AB19
MSADLLLCIGAVLWDVIGRAPRPMAPGDDRPGRISRRPGGVALNVAAALARHGLRPAVLGAVGRDAEGEALIAATAALGI
ETRWLCRSARPTDVYMAIEDATGLVAAIADAGGLEAAGAAVLAPLIEGPLGTPDRPFAGTVVLDGNLLPGLLAKIAAHPA
FAAADLRVAPASPGKAERIAPFLARPGATLYLNRAEAGLILGRELADAPTAAATLRAAGAARVLVTDGSKAAAFASDDRL
VAACPAPVEAAHVTGAGDALMAAHIAAELGGVPAEAALAAALAAATRHVTAEADPCPSR
>MBL3580411.1 30S ribosomal protein S2 [Rhodovulum visakhapatnamense]AB19
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIIDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVAEAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMSAGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPDGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDIGAL
EEAPVEELLAEARTEEEA
>MBL3580412.1 elongation factor Ts [Rhodovulum visakhapatnamense]AB19
MAITAALVKELRDKTGAGMMDAKKALTETDGDMDAAVDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAVEVNSETD
FVAKNAEFQAMVAEIAKAAIGVDDIEALKAADLGGKSVADTLTDKIATVGENMTLRRMAKIEGDQLVAYVHNAAADGMGK
IGVLVAMTGGDEAFGRQVAMHVAAANPAALSEAQMDPAVIEKELAVQTAKALEENAGAAKPKPEAVITNNIIPGRMKKFI
AESTLMGQAFVVNPDLTVEAAAQAAGATITGFVRIEVGEGIEKAEEDFAAEVAKVAQG
>MBL3580413.1 GGDEF domain-containing protein [Rhodovulum visakhapatnamense]AB19
MWTSGLTMRKSGAMRVLGLAILLVIGFGLIQNLVSPPDDSAAALHPLPAIGFALFGLVFLTGPQILNRNAPIRMMAAIVA
VLAIEHLLEASVPGWMQIVGHPRIESAIEGVGLRGVLSVETSFALAVLNLGLLAEPHQRQASLLFLAAAWVATTMGVLKL
AFNLTLWRGEMSPYALATMVLVCSAQTLKLRDQPFLRPLFAQTSYGTYTRALVTGALVVPWMSGFLYFLNVRPDPATHLA
LELAFGFIGWIMLALVLSIGHLMEKSSLALEHAARHDPLTGALNRRGLSAALGSRDEARGVVLFDLDHFKAVNDALGHDA
GDQLLRDIAEIVTRNVRDSDLLVRWGGEEFLVVMTSSAEVLLVQTAERLRQAIAAHTPMRIGATTRPVTASFGVSMAHPG
ETGIAAAIRRADEALYAAKIRGRNRVFSAAALCEADPGTLPAVAPIEPARLVS
>MBL3580414.1 hypothetical protein JMJ92_20020, partial [Rhodovulum visakhapatnamense]AB19
MPSLAAFPAHALSRQALRLLGLAMLVAALAGALPMSLFPPQREAAALHPAAAAGFMLFALSLLGRRPAGRSLKIWTGLGL
GAALIGAQGLLEALLPGWPQALSGTSLPGMLATGAGFDLPSAYAVLTLNLGLAVKPFSRGAALALLAAAWAGIWWFLMGT
VLSAADGRQPVAAFGLVCMLLGGLALGHVLRADPVLHPLFARGRHGLRARGLLGLALAMPWLA
>MBL3580415.1 hypothetical protein JMJ92_20025 [Rhodovulum visakhapatnamense]AB19
MTSHRTPSPPSDLPPDDAAPPMPEISVPMLDPAPPRRAKALMFQGTSSDVGKSLLVAGL
>MBL3580416.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum visakhapatnamense]AB19
MTDETVPDTAADDARHASKMARKKAARDKIMAGKSGEKGLILVHTGTGKGKSSAGFGMILRCIAHQMPCAVVQFVKGAWD
TGERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPAIRMVLLDEINIALRYGYLDPAEVVAFL
QAEKPPLTHVVLTGRNAPEALIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MBL3580417.1 DUF4198 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MFHGNLLTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGEKIDLHATLS
QTVFRGPTNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIYIQQITKTYLNRGQMPTDWDSPQGLKTEIVPLVKPYNV
IAGSTFTGRVLSAGQPVAGAEIEIEYMAAEPDMATGAPKPATAGPLPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEHDGKELSQDAVLWIRAFDLK
>MBL3580418.1 cobalt transporter CbiM [Rhodovulum visakhapatnamense]AB19
MHIVDGALAAPVVIGGAVLAAGGVARGLRDLTLEKTPAAGILSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLNIALPAVIVHYLCRRGLARGTPRIAALWAGMGGALAIALTALCVGLALALSGEAF
LPAARLVFLAHIPVMAVEGLLTAAAVYLAAQVKPDLFTTVQGPQR
>MBL3580419.1 cobalt ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MRPLALMLALAMAPLPALAHKVVGGAYADGALIEGEIGFSNGDMAADALVEVFDPAGTRLGETRTDGDGIFTYRPTAAVA
HVFRADLGAGHVAEFTMSAEEVAAILDSPAARAAAEPGQAAAPTEADGAAGMAGNPSTFPLDRGPAATAAAAPGLSDADK
AAIAKIVRDEMRPLRREIAAYREQNDLQSILGGIGYIAGLFGFGFYIAARRRLKA
>MBL3580420.1 cobalt ECF transporter T component CbiQ [Rhodovulum visakhapatnamense]AB19
MSDILMQDRAGPEGAALDAIDPRARLIGAAGFACVTVACSWLPLLLAALILAIAVMVLSGRAVGPTLRRMAAVDGFIFLL
IAMLPFTTPGDPVFTLWGFAASREGIVHSAEILLTANAVVLALLSLAGTLEPAVMGQALHRLGTPERLVHLLLFTIRYIE
VLRAEHLRLRRAMKVRGFRPGTSWHTYRSLGYLVGMLLVRAVERSERVLAAMKCRGFSGRMPVLSAFAYGPRDAVFGAGL
GAVLIAMIAAEVAHGAF
>MBL3580421.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MALFELDGLVFGYSGRPAILQGASLTLEAGQRLSIAGANGSGKSTLLQLMVGLLVPQSGQIRAFGQARRAEPDFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGRAAAMDQVEAVLTRLDLMHLKDRVTHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAGRLVAILQGLPQAILLVTHDAEMRAQVAPQGLRMTAGRLVPA
>MBL3580422.1 precorrin-6A synthase (deacetylating) [Rhodovulum visakhapatnamense]AB19
MHELFLIGIGTGNPDHITFQAARAIREADLILIPRKGADKADLADLRRQICARVLGEDAGDRIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTETVAAASPAPQKVALLIWGDPSLYDSSLRIASRLVPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQTLAPEGIRIWWGAYLGMAEEIALSGPLAEAGPEILTAREAARARHGWLM
DIYLMRRRQKQG
>MBL3580423.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum visakhapatnamense]AB19
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPKQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRVQFVTGHDVTGDLPRDIDLAA
LADEHATTVVYMGKRTFPALAGALIARGLPETTPALLAEGVGTPDQALTRTTVAALAARLAEAPGSAAPGLILFGPLVEE
APDA
>MBL3580424.1 cobyrinic acid a,c-diamide synthase, partial [Rhodovulum visakhapatnamense]AB19
ISAQRIAIARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAGATRFLAGLRAHART
GPIHGECGGYMVLGETLIDKDGTAHAMAGLLGLVTSFESRRLHLGYRRAELLAPMPGHAPGTRLRGHEFHYSTILSQPDA
ALARVTDANGADVAETGSRRGPVTGSFFHLIAEDPR
>MBL3580425.1 hypothetical protein JMJ92_20075, partial [Rhodovulum visakhapatnamense]AB19
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALNTAQRPVNPRTVRNWLR
>MBL3580426.1 hypothetical protein JMJ92_20080 [Rhodovulum visakhapatnamense]AB19
MQTIEHLLRLADAYKQAASIAEDTTVSYRVFGDTKKLAALRAGGDITTRRYRAAIAWFEDNWPNGSHPAPTPTGDAA
>MBL3580427.1 phage repressor protein [Rhodovulum visakhapatnamense]AB19
MALQEILDRITEQRARLGLSEGALSLQAGLSRDGIRNWRRRLENGEDAAGATITALAGVARALGVSETWLIHGIGEGPWS
PTIAIAGKVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPTDVVGKRCV
CECEEGLGWVKVIHQGREPGLFDLHSFNDQTPPMYGVRLKWAAPIKLHWPAELARKV
>MBL3580428.1 hypothetical protein JMJ92_20090 [Rhodovulum visakhapatnamense]AB19
MASYVQIRKPLKDALSKPDFDRDGLDFLINRLDDKARRETGYNRDEALRCSRAVRAFQATFNPKSFSRLTISPSPKMIST
RVEGVKLNVSLDAQVTATKDDVTNSGGIVLLFAFSADRGSLKERLATTSGLVLWALEGGQMEPLPRLCMAADLAEYEIVK
ASASHARFRERVAESCKEIAARWDDVEPPADYDGPEWR
>MBL3580429.1 hypothetical protein JMJ92_20095 [Rhodovulum visakhapatnamense]AB19
MDDITLVAKLVDGTTLYVSPLHDQTYSEYVEADNLGGSAGYFIARERLNQFEILAKAASLDAAREIFGMLTASRLAAS
>MBL3580430.1 BrnA antitoxin family protein [Rhodovulum visakhapatnamense]AB19
MTENKKHTAPDLSDDAPDLSAPEWREKFATAKVQRGRPKAEKTKISTTIRLSPEVIEYFKADGPGWQSRIDEALRKVAGL
>MBL3580431.1 hypothetical protein JMJ92_20110 [Rhodovulum visakhapatnamense]AB19
MQTVVETKNPFDPNAGKYILASGSAQIDGQAFFRQKGGGVVTCAGEQVALAPATPYQQERIQIIYGSVEGGARTTAFGNV
PPEIDSRAEAMSRKSVCDADGNFTFRGLAAGDYYVVTRAVWSIGGAPQGGLLSKRIRIRPGEKVRAIIN
>MBL3580432.1 hypothetical protein JMJ92_20115 [Rhodovulum visakhapatnamense]AB19
MKLLLTTATPLALLAAPALAAVNATEDLSAIRQPSADGADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVEATDPDP
ADPGEAEGEDSENAGL
>MBL3580433.1 hypothetical protein JMJ92_20120 [Rhodovulum visakhapatnamense]AB19
MPKIPDLPATYGFGTWRDALLGALIGALFVGSAWGGVTLAGIAHGGL
>MBL3580434.1 hypothetical protein JMJ92_20125 [Rhodovulum visakhapatnamense]AB19
METALTTAPELADFVAEWRSAAPEVQFAAIRGALRRQGIAQGFPESYEIARARWPRLHQDRTDPHVRQLGLPAGRGRDHR
HQLPASGGEP
>MBL3580435.1 hypothetical protein JMJ92_20130 [Rhodovulum visakhapatnamense]AB19
MAEKSVGTDKRIERYIAAAKRAGSAVQRVVIEGRKIELVLSDERGPDLSEFDAVDLRR
>MBL3580436.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MKRDLPKYTSRKKGVIYWQRRGEPCTRMRNQDLTPEFWAEYALRLKGPERAPASQTFAGLIDSYRKSMRYAKLAPRTAKD
YDKVLELILDRWGDLNPAKIERRHFISLRDANADAVRFANYCVQVGRVLMEHAIDVGWRADNPAKGVQQIKGDTDPREAW
PSNLIEAYRATAEGRALLLFELCLGTGQRIGDVLKMRWSDIEGGGIHVKQGKTRKKLWIPLTASLQATLDAEERRSVFIL
TNSRATGPWSYRGAADAVMKVRRQIGAEKYDIHALRYAAASELAALGCDDDAIAAITGHTTRAMVAKYTAETRQKIRALD
AQKRRK
>MBL3580437.1 hypothetical protein JMJ92_20145 [Rhodovulum visakhapatnamense]AB19
MLGAALTLAEFDAWAVASAVWAARLSARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASLANR
AELKAFALASFEAMGPRDQAAFLRHISEIEVAA
>MBL3580438.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum visakhapatnamense]AB19
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLEQHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADR
>MBL3580439.1 DUF4779 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MIHFVLADLKRFRLGSAVIVLLIALAVALGTTVTLQERALRLGSARASEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLVALTEDPRVAWAAPIGFGDFVAGYPVIGTTTTLIEMTTTGFAEGRAFAAEGEAVIGSAVDLALGDTLVPTHGKQAE
GGHAHAGIAYRVTGRLDPTGTPWDRAVLVPIQAVWHVHGLGHEAHDGHDHEAEGHGAEAHDEEAHDADGHDEEDLDHAHA
HAAGEDHAESHAENHGDDHGEADHDSHDAPAFDPDAPLDETWAAGEAPGLPAILVKPRSIADAYRLRQDYRATGDTLAVF
PAEVLTGLYAMLGDAKRVLVAVAVGAQTLVAAALLLVTVIQVGQRRRQIGALRAFGAPRGAVFGIVWLELALLFGTGILL
GLGLGFAATEGLSRAFAAERGFPLPVAFAPGDLLGFGLLVLGD
>MBL3580440.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MSSVEVAYPGLAAPVLRIPDLDIPAGARVAVTGPSGSGKSTLVNIVTGLAPPGSGCVLWDGTDIARLPEGARDRWRGANI
GLVMQDFHLFPGLSALENVLLPARLSRVADTAMKDRARTLLAEVGLDRPGQPVETMSRGEMQRVAVARALLRAPGVIVAD
EPTASLDPENGAAIGALLIELAHRSGATLIVVSHDSRLTARLDRVLTLSGGEILSDSGCEGARQ
>MBL3580441.1 hypothetical protein JMJ92_20165 [Rhodovulum visakhapatnamense]AB19
MTAPAAPDRTRRFCLAALPGLMFLTAPRPAAAETPLIGFDELYSAFSPLGLTFSDKVIALTGQRVRIRGFMAPPLKAESN
FFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNQTIEVTGRLDRGSWVDPETGFVSQLRLRDARYSKV
>MBL3580442.1 alkaline phosphatase [Rhodovulum visakhapatnamense]AB19
MRTLLTALAASTILAGAAQATAVYPLDRATILVSSPFDFKVELDAVHPEADISVTVNGKPYAETFGTAAEYVAEEKGADD
AVLGSALILRDLALAEPGSYTVEVKAGDETKTVTWEVYTTPETPKAKNIIFFLGDGLSVAHRTAARIMSQGMTEGKADGR
LAMDDLDHMAFIGTSSTHSIATDSANTMSAYMTGHKSRVNALGVYADRTAPTQDDPRVETIAEALRRTTGKSIGVVTTSE
LEDATPAAVVSHTRKRSDKADIVGMFYDIQPEVMLGGGSAYFLKSDIPGSKRKDDKDYVAMFREAGYTLATSAAELDAAR
GSNSGKLLGLFHTGNMDTKLDRSFLHQGSVGKFPDQPGLVEMTRTALDELSKNEDGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAVAAARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDDAGFPTYTDADGDGYPDKIDVSR
RLAIFSGNFPDYYETWRPKMDGPFEPSVKNEKGEYVANEAYKDLPGAVLRIGNLPKSADTAVHAVDDVVLQATGPGAEAF
KGYMEQSDVYKVLADAFALGTVQK
>MBL3580443.1 SRPBCC family protein [Rhodovulum visakhapatnamense]AB19
MARAYASAVIPAPIEKIWEILRDFNGLPSWHPAIERSEIEDGRSADAVGAVRSFHLAGGGGHVREKLLSLDDSAFTLSYS
FVKPAFPVENYIARIALFPVSETGETFALWEAEFDEAPEDRGKYGPVISEGVFAAGWAALKRHLA
>MBL3580444.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum visakhapatnamense]AB19
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVTKTTPVLAGVNGTDPFCNFDPFLDQLKAIGFSGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPEDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MBL3580445.1 Tm-1-like ATP-binding domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
ISLASGNVAPYVGPSDITMMPSVTDVAGLNRISRVILGNAARAIAGMAKAAPEAAGDGRPAVGLTMFGVTTPCVTRLTDR
LGAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTTEICDLLFGGILAATEDRLGAIARTGIPYVGSCGALDMVNFGP
RSSVPDRYAHRQFYQHNPQITLMRTTPDECRQMGEWIGARLNACKGPVRFLLPEGGVSMLDAPGMPFELIDARSALFAAL
EATVEQTPDRRLIRLPHNINDEAFSDALYTHWKEIA
>MBL3580446.1 hypothetical protein JMJ92_20195 [Rhodovulum visakhapatnamense]AB19
MTLNGHKVFFQDRTLTVAGLALGAGGHLHAVNGRLNVSAAPVRPGGGARTTDESGQVWIAG
>MBL3580447.1 hypothetical protein JMJ92_20200 [Rhodovulum visakhapatnamense]AB19
MADQPGRPPRDARADFALASIALVAVKAGLLPALVLAPWTGALLAYVCRRMWQ
>MBL3580448.1 YbjN domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRSSEDFLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSGFDETLRLICTFEMEPPPERLPAL
YEALNATNDMCWAGAFTFWRDQRLMVWRHGLMLSGGQTASPEQVDQLIHAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAFGRA
>MBL3580449.1 pyrroline-5-carboxylate reductase [Rhodovulum visakhapatnamense]AB19
MQFDDLSARGLVLLGCGKMGSALLEGWLKRGLPAGAVWAIDPHPSDWLRARAAEGLHLNQPLPEAPALVLIAVKPQLMDE
ALPQVAGLADGQTLFVSIAAGKTLGYFADRLGAGAPVVRTIPNTPAAVGRGITALIGNAKVDEAGLALAESLLSAVGQTV
RLDDESQMDAVTAVSGSGPAYVFHLIETLARAGEAAGLPAAMAMTLAKATVAGAGQLAEEAAEDPAQLRVNVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGRELGA
>MBL3580450.1 tRNA-binding protein [Rhodovulum visakhapatnamense]AB19
MTEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPIGGRMF
>MBL3580451.1 D-glycerate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MARILVTRPMPETVAEAVRSLGETEFRASTLQLSPDELRAALTGYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAAKAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
IDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRRRENVTLLPHLGTATQEVRTAMGLMAVENIRAHLGGRPLPNPVG
>MBL3580452.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum visakhapatnamense]AB19
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADATRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MBL3580453.1 NAD-dependent deacylase [Rhodovulum visakhapatnamense]AB19
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGQLVRARCAACGADWAAPPVMRAEDPCPACGAPATRPDIVWFGEMPYHMEEIW
EALRAADLFVAIGTSGSVYPAAAFVQDASRAGAETLELNLEPSETVSDFDRVRHGPASGIVPVWVEDCLNQLTRG
>MBL3580454.1 copper chaperone PCu(A)C [Rhodovulum visakhapatnamense]AB19
MSLKTTLAASLIALAPALPAAAGDIAVEGAYARASSMMAQSGAAFMTLVNNGGADDRLIAAASDAADRVELHTHVSDANG
VMQMIEVKEGFPVPAHGRHELRRGGDHVMLLGLARSLTEGDSVHLTLTFEKAGTVEIEAPVEVVRQPMGGQMGARPAMGN
>MBL3580455.1 cobaltochelatase subunit CobN, partial [Rhodovulum visakhapatnamense]AB19
TPEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAEAFVHAQDLPETDLLLAADYARHEAGFAAAQDVTGGRAAI
YHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAATLDHMAAFARLAGVVPDHLFDLYFEATLAD
PGLTAFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MBL3580456.1 precorrin-8X methylmutase [Rhodovulum visakhapatnamense]AB19
MPHDYEKDGAAIYLHSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGMVATARAALEGGAPILCDARMV
SEGITRKRLPAGNEILCTLQAEGIAERAAAMGNTRSAAALELWRPHLAGALVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKEALWADQPVPCCIVEGRLGGSAITVAAINAMASRKE
>MBL3580457.1 precorrin-2 C(20)-methyltransferase [Rhodovulum visakhapatnamense]AB19
MTMGTVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGQARSIVADLIPEGAAEHPMEYPVTTEIPFDNPRYNEI
LASFYADCTAHLKALAETGEDVVVLCEGDPFFYGSFMHLYTRLKDDVPVEVVPGITGMSAAWTATGAPITWGDDVLSVLP
GTLPEEDLIRGLRAADAVVVMKMGRHLGKLRRALLMAGRADEAWIVEYASMKGQTVTRLKDYPGTSAPYFSIALIHGRGR
RP
>MBL3580458.1 precorrin-3B C(17)-methyltransferase [Rhodovulum visakhapatnamense]AB19
MTGWVAIAGLGPGAEALVTPEVTATLADATDVVGYIPYVARVADRPGLTLHASDNRVEVDRARHALQMAAEGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPDWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLKLLRAACGDDRPVIFARAVSTPEEKLTVVPLTEARPEMADMRTVVLVGSSLTRVLRAGDRP
LVYTPRSAPE
>MBL3580459.1 cobalt-precorrin-6A reductase [Rhodovulum visakhapatnamense]AB19
MRPTLLILGGTTEATALAARLAGTGLKATLSLAGRVERPKAQPIPMRVGGFGGVPGLIAYLRAEGVTHVIDATHPFAAQM
SRNAVEACTALGLPLVALTRPAWMAGLLDTWRHVPDIAAAVAALSGPPRRVFLAVGRMHLEAFAAQPQHRYLLRLVDAPK
GPLPLPQADVVVSRGPFTEAGDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPVLPARRELAHPDEVLD
WLAHSGADLGV
>MBL3580460.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum visakhapatnamense]AB19
MAETPWLTIVGLGEDGPDGLPPASRAALEEAEIVMGPARHLALLPDLAADKIDWPVPFADGLPLLQGLRGRRVAVLASGD
PFWFGAGSVIARSFAAHEWRALPGPSVFSLAAARLGWPLEATHCAGLHAAPFARLRPLLAPGFTALVTLRDGAAVADFAA
FLTGAGFGDSRLHVLEALGGPRERIRATTARAMDLEGIAHPVAVALETAGDGPAIPAASGWPDSHFDNDGQITKRPVRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQASVIEAEPVRAERIAANAAALGVERLRVVTGRAPEALEGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRRRGWRAAFPVVQWTVRR
>MBL3580461.1 cobalamin biosynthesis protein [Rhodovulum visakhapatnamense]AB19
MRVAGFGFRAAATEASLTDALDRAGGPAGLTALAAPADKASAPGLTALAARLALPICPVTADALHRPDTATRSAQSLTHR
GTGSVAEAAALAACGEGARLLTPRRVSNDRMSTCAIATKDLP
>MBL3580462.1 precorrin-4 C(11)-methyltransferase [Rhodovulum visakhapatnamense]AB19
MTVHFIGAGPGAPDLLTLRGRDLVAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEGESLANFAATGAT
LAIHLSIHNLAKVVADLAPHYGADCPAAIVYRASWPDQQILRGTLATLEAALPYEIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARSGSDG
>MBL3580463.1 cobyrinate a,c-diamide synthase, partial [Rhodovulum visakhapatnamense]AB19
MAERPPGLVIAAPASGSGKTTVTLGLLRALRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMDEGLLATLAAEA
QGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFASHPDAPPLAGVILNRVAGA
RHAAMIRPEMDRLGIATLGALPRRPDLTLPERHLGLVQAGEQADLEARIDAIGRFVAGHVDLDALRAAARPGAPGTAGNW
PAPPAQRIAID
>MBL3580464.1 hypothetical protein JMJ92_20285, partial [Rhodovulum visakhapatnamense]AB19
VESGVALVNRTGEALTDIVERVGNIAVLIGDIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAATTLKQESQA
LQSQVARFRLRSGAVVASAIRPEPRSEIPSFDVKDAPAARESRKRAATEGGWQDF
>MBL3580465.1 acetylglucosamine transferase [Rhodovulum visakhapatnamense]AB19
MTAACADAAAVVDLASRAPQSAAAIYRIWLDRNGARPDAWAAWFNLSVLLNVAGDLAGTYDAAVQALRMKPDLWQAALAA
GQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKSLGASAEELRASLLIEPHQPDVIQHLVHTRQKMAAWPP
AELAVPGLGTAEAELWCGPLATLALHDDPEMQRRVAADWIARNVPDPGERLAPPGGYRHDRIRLGYLSSDFCRHAMSYLI
AELLERHDRSRFEVTGYCVSPEDGSDVRARILAALDHHVPVGTMTDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKP
APVQATYLGYIGSVPVPELDWLLCDAITVPEEETARYSPAPLRIEGCYQANDGRQPDLPAVSRASEGLPEDRFVFVCVSH
HYKITEPVFAAWCRIAAAAPETLFWLIEDTPESVAALSARWQASGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNA
GTIASDALRMGLPVLTMAGRTFSARMGTSLLTAVGLTDCIATGPEDYVSRAVAMANDPARRPALRGPALAARWTETLGDC
ADFARRFETALVSVVKRP
>MBL3580466.1 heme utilization protein, partial [Rhodovulum visakhapatnamense]AB19
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMTTAQVGALTTMAIRGIGSVQASGLTTAQMAKFSTAQLKQLS
SLAIRGLSTDNIVALTTAQAAELSSRQVSALSSSQVAAMETADLVKLSTIAVKGLGKTQVAGLTTGQVAALTTAQTAVLS
SLTLSGLSSTQVAALTTAQIGALTSIAIKGLTSTQTAGLTTAQVAKLSTAQIKALGVSAMKGLSTANIVALSTAQAAEIS
SKQVAALSSTQVAAMETADLVKLSTVAVKGLGRTQVVGLTTGQVAALTTAQAAVLSSVSLSGLSSTQMAAMTTAQIGALT
SISIKGLTATQTEGLTTAQLAKLSTAQIKALGSSAMAGLSTANIVAISTAQAAELSSVQLKALSSTQMAAMETADLVKLS
TAAFRGLASDQIDGLSTAQVAAITTAQAAVMSSTMLGSLSSTQLAAVTTAQIGAMSSIAIKGLTSTQTEGLTTAQLAKLS
TAQIKALSGSAMSGLSTANIVAISTAQAAELSSAQIRSLSSTQMAAMETADLVKLTTLAVKALGEDQVEGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALTSRSIKGLGATQTEGLTTAQLAKLSTDQIKGLGASAMSGLSTANIVAIS
TAQAAELSSVQLRALSSTQMAAMETADLVKLSTAAIRGLAADQIDGLSTAQVAAITTAQTAVLSSSMLGELSSTQMAAMT
TAQIGALGTLALKGLGATQTEGLTTAQMAKLSTDQIKVLGSSAISGLSTANIVAISTAQAAELSSTQVSALSSAQVAAME
TADLVKLDTSAMRGLGVDQVAGLTTAQVAALTTAQAAVLTDITLSGLSSTQMGAMTTAQIGALTSRSLRGLTATQTEGLT
TAQMAKLSTDQIKALGSSAMSGLGTASIVALTTAQAAELSSVQIAALGSAQMAAMETADLVKLDTSAIRGFGADQVSGLT
TAQVAAITTAQTAVLSSSMMGELSSTQMAAMTTAQIGALGTLALKGLGATQTEGLTTAQLAKLSTDQIKVLGSSAISGLS
TANVVAISTAQAAELSSTQVAAFSSTQIAAMETADLVKLDTSAIKGLSSTGIAGLTSAQAAALTTGQITALSTLQIGNIS
TSSIVGMGTAAIQAFTTNQMGGFNSQQIAALTTAQVAALQTQDIAALSDTQTEAFTSTQL
>MBL3580467.1 aspartate aminotransferase family protein [Rhodovulum visakhapatnamense]AB19
MNHDDLAYWSKRAADWAQAYHSGLRDRPVRARTAPGETAAKLPATPPETPEPVETIFADFEALVPDAMTYWQHPRFFAYF
PSNASPASMLAEQLASAMAAQCMLWQTSPAATEIEQVMVGWLRQALGLSDRFTGTIHDSATTATLSAVLTMRERALGWAG
NTGGLAGQPRLRIYASAQTHSSVDKAVRIAGIGQENLVKVATDADFAMDPTALDAAIRADLMAGRVPAGVVLCVGATGIG
ATDPIAACAAVTRTHGLYIHVDAAWAGSAMICPEFRDLWDGIETVDSLVFNPHKWLGVQFDCSVQFLADPAPQVRTLGLR
PDYLQTPGQAEVTDFNEWTVPLGRRFRALKLWFTLRAYGLEGLRTRIRNHVSWAAEARDAIAALPGVEIVTEPRLSLFTF
ALNDEAATADLLRRVNDDGRIYLTQTRHEGRLVIRVQVGPFDCTREDVLTIPRVLADLTR
>MBL3580468.1 porin family protein [Rhodovulum visakhapatnamense]AB19
MTSYFAPAAIALGLSTAMAAPAMAGSYAPAPAEPVIVPAVPAAAPDGDWGGAYVGLSYGYIDVSTDSGAPDDDSDALGIM
AGYRWDFGKTVAGVEVEYGEPDLNFGSEEVDSVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGSETGYLVGLGVDYQMTP
NWVLGAEVLYHDFDEFGSSGVGADATTAAVRVSYRF
>MBL3580469.1 hypothetical protein JMJ92_20320 [Rhodovulum visakhapatnamense]AB19
MKISKGFIAAAFAVATGFAGTTAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAASADAPR
EPWYSCFWLNNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>MBL3580470.1 glycosyl transferase, partial [Rhodovulum visakhapatnamense]AB19
DRLKPLIDLWRAYAEGAAIPDPASLPGPAAP
>MBL3580471.1 NAD(P)-dependent oxidoreductase [Rhodovulum visakhapatnamense]AB19
MSLAVTGATGLVGRFFVEEALARGEPVTILGRTPPPPGFFSAPTGFRPYALGDRPDLSNLDALVHCAFSHLPGRYRGGEG
SDPAGFAAANLDGSIALFETARAAGLRHLVFLSSRAVYGHYPPGTALTETLTPYPDTLYGEVKARAETALLSLATDSFAP
LALRATGVYGPAGPGRPHKWQTLFDDFRQGRPIAPRRGTEVHGADLAAAARLLRDAGARGVFNVSDILLDRHDLLALVAE
AEGIPHPLPPRSDAAVSAMRCDRLAAFGWTPGGLARLTATIPALCRPCPAN
>MBL3580472.1 STAS/SEC14 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIDITEETAEGLLEIRATGRVTEQDYETVLIPAVTRARDWGVPVRLLYQIGPDFDGYSPGALLADARLGLKHWRGFEKIA
VVTDNDKIEAGVRMFGFTLPCPVRTFDLDKRDEARLWLRESLGALHVEEIGEDALEVQLIGRLDSASYKARTPDLDAYGA
AHDRYRLMVDLRRFEGWQGPAAVGEHLGLIRHHRRQPYRIAVVGDKSWMKLAETVLPMVLDAKTKYFDEDDYPAARAWLL
A
>MBL3580473.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MYDAFFGLAHRPFGVAPCEGSVHWTDPHWHDFERLRLALIDGAPLALVLGDTGTGKTTFLRALLRDETLADIFRPAFQTN
PTGDGPALLRWILSAFGAEAGAADLDTLLARVETVLADIRAAGRLPLLAIDEAQGLSDCGLEMLDRVAHPDRGDGAAFQV
VLAGLPDLEPHLSQARPSFLSLAEDSVVRLKPMTAAETADYIRTRIAAAGGSAGTLLDADAMALIHGQAQGVPRLVNVLC
DRCLNAAFAARQPRPDAALVRSVLADWTDPSGADSCVFETPDAGGPQAMPRPAHRPAPHAARPADPAPMPPGASPDAAPA
DRSGPAPEAGPMAGTTAARPPSLPDTIQFHLLSDPAPSPATPTAPATPAAAMTDRISAKPSPAPLAAPPAAAQAVPASRR
SRGGRAIAALAGAGIGLAASLGALALLTGPGRDPAAEPGTHEPRLAASGQGAGIGPDAALAPLSDRLAEARAAAGAADAE
ARAAARRLDDTRARLVAAESRLAATRTELDAIEARLRAASAEAGTAEIRRDTARSEAARAEAGLAGLRDRIAEAELRLAA
LTRRIDETGAEPLIGLSATAATRPAPKPPAAALAAAAVPPVTLHAAPSDPRAAQRLYRQALASTDLLDIAIAYSRAAVNG
QARAAYYMGQIYEVGDGVGRDLDTARQWYMTASVEVDAARARLSDLPERPAEPERAQAWPLASALSDGVAELVWQGSGPF
VVELAPEPGPPSAVFATPLTAARIALPSRPALAWWRVRAGTAAPTEWQPLTPE
>MBL3580474.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum visakhapatnamense]AB19
MSLFHRSRRAIFALRDGGLAGLALAGLVAAGPAFAQQFEKNILTGGPTGTYIQFGRDIARIAGECGLTLNVRESAGSLEN
FVGVRQRSFTQFGIVQSDVLEYLRTYASNDPEIAQTIAGVRIAFPLYNEEVHLLARSDIGNLADLAGKRVAVGVEDSGTY
VTATLVLDLTEVAAERVTIGPDESLRQLLAGEIDAFFYVAGAPTRLFQDPGISAERFHLLALTDPVLQAVYTPATIAADT
YPFQSDPVEAVAVKAVLMTYEYQIGKNGYHRASCDAVRSISHLVLAKFAELKETGHPKWTQVDLTDIPPGWEVGACVNMG
LDPEFTLPCTRNTAPAAEPAMSAANATYRRRICDAIGGC
>MBL3580475.1 hypothetical protein JMJ92_20360, partial [Rhodovulum visakhapatnamense]AB19
ISRDRAEAARAAAATAEAEAAALADRVRAAGAEKDALQAEIAKARATLDRLRQDTEAATRMRDQARAEADTAMADGRARA
ATLVEEARAMAEEREQAAEARVAGLEARATRLAADIEAARRLLPDASQTGTGTSGPETPAAAAVMAPSPPAPGARPAYRA
GPAPSGDAVARAVAAAPGLQEASPAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>MBL3580476.1 transglutaminase family protein, partial [Rhodovulum visakhapatnamense]AB19
SRGIAARFVSGYQAESEHPDGPRHMHAWPEALVPGRGWCGYDPTHGRAVGAGHVALAVAPDQAGTMPVEGGFTAGPVTAA
MEVDLRIATGPDDAAPD
>MBL3580477.1 hypothetical protein JMJ92_20375 [Rhodovulum visakhapatnamense]AB19
MALVRRTEPADDRVLDLAALERTGGRLGSNPGGVYRDAEGRRFYVKELESPAHARNERIAAALYRLAGAPTLIYRPTADP
CQVATEFVTLEKAHAAQFSEDERRFAQRWLGVHAWTANWDAAGFDGDNQGVVGGQVLTLDVGGALEFRACGDPKGRAFGA
EVAELDRLRDDPDNPHAVRLFGDIAPAALAEAVGLVTGLPDEAIRGTIEGLGGSARLTEKMIARKADLAARPG
>MBL3580478.1 ADP-ribosyl-[dinitrogen reductase] hydrolase [Rhodovulum visakhapatnamense]AB19
MCDAARPDPADRALAAYLGFAIGDALGATVEFMTRREIAAQYGQHREIVGGGWLRLAPGQVTDDTQMSLALGASLVRCGG
LDLQDLCEAFAAWLKTGPADVGNTCRRGIQRYLTKGTVEGPLSEGDAGNGGAMRVLPVALATLGAPGRAEGWTLAQARTT
HHHPLSDAACLSLVRMVHRLIGGEGHKAVRDEADTLIEAHRDFRFAPYRGQCSAYVVDTMQTVLHHYLAADGFEDCLVRT
VNEGGDADTTAALAGMLAGATWGTAAIPARWLDRLDPAVAEAIRVQVPGLLALA
>MBL3580479.1 NAD(+)--dinitrogen-reductase ADP-D-ribosyltransferase [Rhodovulum visakhapatnamense]AB19
MDDQPSLARRGPRHSTNLVGRSSEWLESCAFNDAPAPLHIWGVQEMNQGLFGMLDQAADLAEAGEAFHAYMMAMFGIDDE
QRDVPSAGRQRFRSSFLRLIQGWSFDSNGPAGAVLKGWVESRFGVCPSFHREIIDAVPGPAWDVYIEEKMSSQFHNNAIW
VQLDLLFEFCQWAIRRFAFPGQSHLTLYRGINDVERHLIVERSDRREAVIRLNNLVSFSSDREVADCFGDRILTARVPLC
KILFFPGLLPSHLLRGEREYLAVGGEFRVSVDYV
>MBL3580480.1 esterase-like activity of phytase family protein [Rhodovulum visakhapatnamense]AB19
MTLRLWGMSSMLALAAGSAGADVKAEMNFNRIASFPVVENMAEGEDRSRESSAEIIDATADGMTLVYTDSPLGVLGMIDI
ADPAAPKPLGNVVLDGEPTSVAVVGQTAFVGINTSESYTNPSGRLAAIDIASRTETGSCDLGGQPDSVAKARDGSFLAVA
IENERDEDLNDGVLPQRPEGWLVLVGLKDGALDCASLKKVDLTGLAGIGAEDPEPEFVSINAAGETVVTLQENNHLAVVA
RDGTVLSQFSAGTVDLEGIDATDERAALIFAESQKGRKREPDGVTWIDGDHFATANEGDYEGGSRGWTVFSKDGQVVYES
GPSLEHAIVQIGHYPDKRSDAKGVEPESVVFGRFGDAPLLVVGTERASVAAVYDVTDPAAPVLKQLLPSGIGPEGFVAIP
SRNLLVSANETDLVADGAARSHVMIYQYQEAPAAYPMLTSDGMDELTGWGAISGLVAGEPGTLYAVNDSFYGYQPTIFRI
DTTRTPARIVEAIRVTRAGRPAQKLDLEGITLDGAGGFWLASEGNSAKLVPHALYHVNAKGEIKEEVALPPELLANETRF
GFEGVTKVGDTLWMAVQREWADDPRHQVKLVAYDTAAKTWGAVRYELATPETGWVGLSEIVAHGDWVYLIERDNQIGSAA
VTKKITRVPLSELQPAPLDGPLPVVTKELARDLIPDLTATGGYVLDKVEGLAIDADGTMWVATDNDGVDDHSGETMFFAV
KP
>MBL3580481.1 preprotein translocase subunit SecY [Rhodovulum visakhapatnamense]AB19
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVLLAAFQAYGLAVSLEAGNLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLVMVVLVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFIPGIRPGKRTQDYLDYVVTRVLVLGSAYLALVCLLPEILRSQLAIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>MBL3580482.1 adenylate kinase [Rhodovulum visakhapatnamense]AB19
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLESGAGGGF
IFDGFPRTLAQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGSCGEVYNDLTRPIPADGKCTKCGGTEFKRR
ADDNETSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLAEIDEVSGAIKAILEA
>MBL3580483.1 hypothetical protein JMJ92_20435 [Rhodovulum visakhapatnamense]AB19
MKSSDTRSRPRVPARTAATAPRHAPSPVSATAPLDTLRGLAETSAPVQRLRALGPALQREVDTSSSPFLPTYGPNETPAW
KKETGIPKWALDELGGNEEVTLICSLKDGIIGSVYFPEGGRIRTTHGSGPEKEQTPERVTQQFNMDMSKARKIFKDGSPK
LLASLYDKTDATKTEEERKKVAAKAWDRAFKSWLSNQLVKTPKEKLPDWIEPVTGPDSAFDPTTGAPPKDRKLFEVFTTL
EGVVTGWHPSRGLAAKFQTSKKVVNVLNAAIEQIKGIKDPGERNQAFYAYIEPRIPEFAARIRKPDQV
>MBL3580484.1 30S ribosomal protein S13 [Rhodovulum visakhapatnamense]AB19
MARIAGVNIPTGKRVPIALTYIHGIGPTTADAICEAVGIDKTRRVNELSDAEVLSIREHIDANLTVEGDLRREVQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MBL3580485.1 30S ribosomal protein S11 [Rhodovulum visakhapatnamense]AB19
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAIAWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAIGFNITSIRDVTPIAHNGCRPPKRRRV
>MBL3580486.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum visakhapatnamense]AB19
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGDISESAGIEVLNRDHVVCHLDDGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLTLKIETDGSVTPDDAVAFAARILQDQLSIFVNFDEPESAS
RESDDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MBL3580487.1 50S ribosomal protein L17 [Rhodovulum visakhapatnamense]AB19
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAAARLKQDAHVAKLF
EVLGPRYAERNGGYVRVLKAGFRYGDMAPMAIVEFVDRDLDAKGLADRARLEAEETAED
>MBL3580488.1 hypothetical protein JMJ92_20460, partial [Rhodovulum visakhapatnamense]AB19
SLFEAHVAAGFDPASFQDLSLREYGLAMRGARARIRAEHEARAWLAWHVEALHRCRSLPSFRSFLGGRTGPEAAQGGAEM
QAMFDTVATAWARGPGPRG
>MBL3580489.1 hypothetical protein JMJ92_20465 [Rhodovulum visakhapatnamense]AB19
MSQSVIGALRVNLGLDSAKFESGAKRVKDPLRAMKSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALTRLGLAASDLEGLDADAKVATIADAVKGLGLSASEATAV
LRDLGVRNREMALLMIQGGEAIRAARADVEAYGLALDAVEAGKIEAANDRIARLGLIARYAGQQLALQLVPSLGRAAQAM
TEALREGGALRAVIDGLTGNLARISTWIGTAVTAFGIRYVGALAAARIATLTLAGSLATLRGALIRSGIGIAVIAAGELV
YRFGRLVAATGGFGAALAALKAVAAEVWDRIADGPHLVELAVRQMGWAIRADFLEAMAEMQESWSGFIGNVATLGAMIPG
FGSSFRTLAASVAGTGESMRALREESRRASTYATNYGTQVEGLFANMTRPLETLKALRETLAASDPGRLGGLGTGDGAED
GAGALGGIRAATEAASEAARTASDSFKGFFKDLVSGSGDAGDAVAKLADRMLDDLLDRALSPISDAMGALFDGLISGMFG
GAGGGSGGTGTVTSIASLIAGAPGFARGTDNAPGGLAWVGEAGPELVNLPRGAQVIPNDRLPGLGGGGVRMGDVHVSVAG
SNASPEQIAEVVRQVTRDEAQRVYARQRREGL
>MBL3580490.1 hypothetical protein JMJ92_20470 [Rhodovulum visakhapatnamense]AB19
MAFPPEAVRIAGFTLRQVTSSIRTQSPYSFAQTAYDFMGGTWAAELTLAAFDARESAAISAWLAGLNGPAGRFELDMAAM
DYDGPQGLITADPVVALAAQPRAQTLVLQLATAADTIEAGDYLTLDGHLHIVTGAEVPTAAFRQTLTLWPRLRAPVAAGD
PVALRAPYGSWALAGPETALAVSQARVRTRTVQLVEAL
>MBL3580491.1 hypothetical protein JMJ92_20475 [Rhodovulum visakhapatnamense]AB19
MDASGDRILGLLVQCRFDSGELNMFTGHGTVAWEGATYLGAAGQMLRIGEAQETSGGEMPGLTLTLSGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>MBL3580492.1 hypothetical protein JMJ92_20480 [Rhodovulum visakhapatnamense]AB19
MTGTILRREGWELRLAAEIRDWDGRAFVWGTADCLGFCRATARAMTGTDPIPDLPAYASEMQAAKGLVRLGFGSIAELID
AHLPRVPVARARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>MBL3580493.1 hypothetical protein JMJ92_20485, partial [Rhodovulum visakhapatnamense]AB19
MAHRVICLAGAARIGAPLAVLIVALILWAAPAAAMPPVGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPK
AKARDEITLNKIQPVTAGLILYGERTLGGSITARSTTSFDGKPHLRYHSAMPLACHQIDGAVEIWLGETKVWTEAQYRRD
EAQGTGDPYHWGQIDSDFRGRIRLKVHTGAEDQAAEPRYVTAASEWTADHRGRGVAYVYFEADYDRDLFPTGAPQIRVRA
RGKRVFDPREWSSTPLASARALRPGSIWAGYDGGAIGRTSGASYPQGESDAAWTGGPIAARFFFGHRYPGGLTPEAGLSP
DLTAQDGDTLDYTRMALDADLFAAFDVAFPANPEGVIWEQGGSGYGAYLGVTGGDLVFRAGSGEVAGEDLARATLPVAEL
AGRRGTIYVEIDRTAGAVALWFRGRRYSTNPALCLRDYALTPELFGGIGWTEADLDDAALVALANAAEEPVPLATGGSQP
RYAFNGVLETEASPRENLDALSSAWGGWWACERGRLTLGGAVWEEPELTITEDMLVAGIRVIARRPFEEQFNTVKAQFAD
ATAEHVVTDLPVLASETYRAADNGERLVRDLGELPGETDPVRGQRLMKLALLKGRRQRQVILPCSLAAWGVRLGDTVRVT
IPRRGWEAKAFEVTARA
>MBL3580494.1 restriction endonuclease subunit S [Rhodovulum visakhapatnamense]AB19
MSGIDAWQSELPPAWSMRPLRSVAEYAVSNVDKILSDGELPVRLCNYTDVYNNEKIHLGMEFMAGTATQSEISKFHLIAD
DVVITKDSEAWDDIGIPALVTETADDFVCGYHLAMIRPDPEKLDGAFLFRCLQSKTVRVQLELAANGITRFGIPKSAIGS
LALPVPPTSIQRSIARFLDSETADIDALIAAKQKLLDLMAEKRRAIVAEAIVRGLDPSAPLRPSGIDWLGDIPAHWEIER
SRWLFTERDQRSQTGEEEMLTVSHLTGVTPRSEKDVNMFEAESTAGYKLCFAGDLAINTLWAWMGAMGTARVDGIVSPAY
NVYTPGPRLLPDYVDALVRIPVFAKEVTRYSKGVWSSRLRLYPEGFFETYWPVPPLGEQQQIVAHITAETKKIDRLRVAT
ENSIALLKERRSALIAAAVTGQLEIPEAA
>MBL3580495.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MKIRRLSLDNVRAFEEAEFEFNPGFNLIIGINGAGKSTALDAIRFCGSHLLSAVQKMPFRPFGFDVDDIHGDAPFAEAAL
YLSFNDKADGFVRLREWRTQFATDNMENVEQLRRRILETTRPRDRLRNQLRELQETVSPAEPVFFYPSKNELKAQASSEP
SAPLMIHYSTARSIMNEQAERKSAAGTSQLAYVNALQSNALSLRQFADWMRAQIELASERPASRHLVAGIGAALERFLPG
YSNLRPSKGSASRVEIDINGTTLEVRQLSDGERSVLALVLDIAKRLSQANPRLDDPLTSAQAVILIDEIDLHLHPQWQRK
IVGNLEKTFPNCQFIATTHSPQVIGEVQHDKIQIIKDGRIYSPSHSFGIDSSRVLEEVMFTDSRNPAVEKEINRVARLIA
DGKSEEAKAAIKTLSDEIGEDDPEITRARTLLDFMEGDE
>MBL3580496.1 TIGR02646 family protein [Rhodovulum visakhapatnamense]AB19
MRVITKGAEPNSLAQHRAQAHSDYDNYAQKDELRTALVAEQKGLCCYCTGRIRAELTAMKIEHWQCQATYPELQLAYGNL
LGACLGGKGKSRAEQHCDTRKTNRDLKWNPANTAHAIETRLRYLADGTVESADGDFNAQLDDVLGLNLSYLKSNRKAVLD
SVLEWWRRAQPVQPAKIQGQIDRRTNQLAELQPFSPVAVWFLRQKL
>MBL3580497.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3580498.1 phage major capsid protein, partial [Rhodovulum visakhapatnamense]AB19
ALVPLSNSLLRHSSVAMAQHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWRDGIAGTAAAAEAAVRWAVST
VEDANVGMVRPGWIMRASAKNWLASLRDDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAGGDGTEITFADFDEVVIGD
AMQIAIAASTEAAFVDANGETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>MBL3580499.1 hypothetical protein JMJ92_20525 [Rhodovulum visakhapatnamense]AB19
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGEDPVATVFDRAAEAQLAAAADPGEIEARAADLAAREAALAEREAAL
AQAEAKAQAGAPPRQGKAPDKEAARESAGA
>MBL3580500.1 phage gp6-like head-tail connector protein [Rhodovulum visakhapatnamense]AB19
MILAETPPLGVSVEAYKRASHWEGDADNSRIEACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPARDLLGV
TWSGAAGDTALDAGAARLLFPDTEPQILFAEGALAAVPEGSPLAITLSVGPDIVPPTLAQAVILIARDWLEAGIAIETVE
SPRIAFGARALIRQMRYRRPTSWCRR
>MBL3580501.1 head-tail adaptor protein [Rhodovulum visakhapatnamense]AB19
MSARLDRRVTFERQGAGRNALNEPTGDWAEIATLWAARTDLSDTERAAAGQIGAVRAARFTLRRSALAEGPALTLGPADR
LWAEGLIWNITGVTERGRWIDVSAVSNGRKEEA
>MBL3580502.1 HK97 gp10 family phage protein [Rhodovulum visakhapatnamense]AB19
MSRQPVSVDGLKDLEKMMIEHLPKSTGRGVLRRVGTAALGIFVARARDLAPRASGDLAESLAVSTRLDPKQRRDHRKLVS
DDKAAVEIFGGAAALPHAHLVEFGTVERHLESGGSTGTMPAQPFMRPAWDATREAVLDDIAEGLGREIAATVARRARRLA
KKAGR
>MBL3580503.1 DUF3168 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSLQADLTDLLLSDPGLADLVGARITWGRRAPGEGLPAVVLMRVGATRDYHMKGVTTLRRTRIQAEILAATLAEAGEIEA
ALTARLDGIRGPHGGTDVRGLFVEALRDGLDTDRDGSGIHRIVADLIVHHRVTKEENER
>MBL3580504.1 hypothetical protein JMJ92_20550 [Rhodovulum visakhapatnamense]AB19
MSEADIAWGYGVEVAEDAAATTFLDLAEVKSVALPDQQRDEHDATHMKSPNRTKESRPGLLDPGECTVGMNWIEGSATDR
LLIGLKASGAVRQIRVTFPGGTVWLFEGWLKSYAPPASVGEFQEVSASFRVTGSLSITLPEEG
>MBL3580505.1 hypothetical protein JMJ92_20555 [Rhodovulum visakhapatnamense]AB19
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGRTLAEIMTSLKAGSVRTMRLILWAAMRDHRPETTLRQAGAVAEEL
GPELGPVLGRVIAACGFLAAEDPAPGKPDPAKRSAGTGAASGSDMG
>MBL3580506.1 hypothetical protein JMJ92_20560 [Rhodovulum visakhapatnamense]AB19
MAGAAARAKVGQHRDRWLAWHVAALTRTPDFPRADDFILPPDPRREAAVMILRARVLHARFEAQNQKKR
>MBL3580507.1 phage tail tape measure protein, partial [Rhodovulum visakhapatnamense]AB19
MALKAVIGALRVNLGLDSAEFRNGLKSADDRSKRFARTVTVGLAGAVTAATGALGLMTRQAMGAVDAQAKLAQSLGTTVR
SVQVLSRAGDLSGVAMGTVEQATKDLTRRLSQAATGTGPAVDALKRLNLTAGDLLAMPLDARVEAINAAILDFVPAAQQA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDADNIESANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLASALDLVLTNLDRVAAYAGAAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVTAAGGLSAALDLMKDVAAEVWDRIVMGPELMRLRMEELGARMKAIWGDVMVYLQERWSGFLARFADLPDILP
GAAALKEAAEGAAEGLAAAKEAAAAAGDEAERLKREANGVADAMIRTPLASMQALKETLAGVSEEAGNTATSLARIGDAA
GGAGDGGTGAVTQATEDLADAAKETGDSFKTFFKDLAKGS
>MBL3580508.1 2-isopropylmalate synthase [Rhodovulum visakhapatnamense]AB19
MGARVQKTGRITARLALVAALAAGGTALAQDSGDVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEG
TGIARLVNGSVYEGQFRDGKPEGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGKMTSPNGYV
YEGTWVNGVKDGKGRIAYPGGRVYEGEMSQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGLFVNGERH
GTGKVTFANGDVYEGEYRNDKRHGKGTLTGADGYRYEGEWVAGRIEGLGKLTYPDGAVYEGQFRADLPDGTGKVTYADGS
TYEGEWTGGVIGGAGKATFPNGLVYEGQFKDAAYDGTGTMTHAGGYSYTGDWMGGLRHGEGTATYADGSVYSGSFVKGQR
EGQGTITMPDGFSYTGGWKAGKFDGRGRATYANGDIYEGMFSDGRYEGEGVMKYSDGEIRSGTWTNGVLTTAPAGAADRP
EAASAPPPAD
>MBL3580509.1 NAD+ synthase [Rhodovulum visakhapatnamense]AB19
MADDRFRLTLAQLDPTVGALAENAAKARAAWAAGRDAGADMVALPEMFLTGYQVQDLVLKPAFLADVAAHLEALARDCAD
GPALGIGAPVADDEGRYNAYVICEGGRIAARILKHHLPNDEVFDEKRVYRSGPISGPYRIGPLRIGTPICEDAWYEDVTE
ALAETGAEILLVPNGSPYHRGKLDQRKTIMVARVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLDEALT
HVEFRRTPEGWRAGPGSLAPLPDAWEQDYRAMVTGLGAYVAKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SEFTSAASLEDAAAVATALGCRLDEVPISGPQAAVGEALGPLFEGTAPGITEENVQSRLRGLILMAISNKFGAMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKPRVFETCRWRNAHHRPWMKGPAGEVIPPRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDEDLSVSDLVAEGFDEETVKRVEHLLYISEYKRFQSAPGARLTPRAFWLDRRYPIVNRWRDPS
>MBL3580510.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum visakhapatnamense]AB19
MAQPKVAVIFYSTYGTNHQIAEAAAEAAAAAGAEVRLRRVPETAPEEVVKGQEAWAAQAEKMAHIPEATPEDLAWADAFF
FSTPTRFGVAASQLRAFIDTLGPVWQQGKLANKAVTATSSAMNLHGGQEGTLLTLYPTFMHWGSILVPPGFTDDTVTAAG
GNPYGYSAKAGEFDDAGKAAVAHQARRLVEVAGKLIA
>MBL3580511.1 1-phosphofructokinase family hexose kinase [Rhodovulum visakhapatnamense]AB19
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESRALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSTSGEQFRFVLPGPIWNEAGLKATLAAVTTAVPEAGYVVISGSLPRGLPEDFTERVCAKIGSR
GARVLADTSGPALTRLAEARDAVPYVLRMDGLEAEELAGRALPDRKDSADFASELVARGVASIVVIARGAEGNVLAAEGL
RLHVAAAKVPVRSLVGAGDSFVGAFVLALARGADLARALQWGAAAASAAVMTDATALCTREDTEALLDRCPVTGI
>MBL3580512.1 Mu-like prophage major head subunit gpT family protein [Rhodovulum visakhapatnamense]AB19
MIAEEIRGAVALNPAQHPKRIGLRGAGVARAEGAPSGAPASGSAGAVLNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVGAAQAEAVAAGLASFREASVPFVRGELLNQAALMSIAKRAVMAGIAVPGTDPAAITQEIARVAGEEAMALMARNEPPV
RPSALAFVEDTPSRADAMADGLLARMQAGHVPTHGREFAAMRLDDIAKISAGGGYVRGRRHAMMWGGAMGADDFRAALAI
ASNKVLLTAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLGAFEQSARMFGQGAALTEARIFAGLLEANGGTGPAMSDGKALFHADHGNLAETGAALSIASLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQVFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>MBL3580513.1 DUF4238 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAGKDHHHVWRMLQRGFGEKRGKDHHIWVYRKGAKPIAKGTGNFGVDKYFYGPEGSETDTIITNFENSVQGEIQNVRKME
DGEELSGAFVAPLVAHLEIRSHFLRSELSSMFERLLAAIDEHFSSPKKIQALLKHYLQNNRKEVDAFLARNLVPTDRRGE
ALNLLDAYIDNLLPSAAVGFFNGKLSEIFRLAKLVPDGIKEAHNKSIIEIKPDSPRIRALETYAYSVYRPRDGQLILPDT
CMAFAGSKNVAPVSQFKDDMKLVIIPISSEVAICGCKGKQRPTELKTINRLLAGCAYDAFIAKSNDQRLVPLTGRIGKYA
KLMSDKDIRELFEFEKLLSRQKFD
>MBL3580514.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTPAQCRMARSGLSMGVRELAEAAGVSTNTITRLEKGEALKPRTLEAIQSAFEAAGVEFIPENGGGPGVRLKK
>MBL3580515.1 hypothetical protein JMJ92_20605 [Rhodovulum visakhapatnamense]AB19
MPNPFPAAVTALPAARLYEIHDCLALALDATERPGRYTQNEREARSYLRTALRHTLRLMEARA
>MBL3580516.1 hypothetical protein JMJ92_20610 [Rhodovulum visakhapatnamense]AB19
MKRRTFLAAAPLAVLPGSGVAPAVPPHFAQEGTTDPLVALYHEWLSARREWRELAELPGNEDWTDPRSLAAEARESEAED
MMVALKPTSLEGIAALTALAWILVSPGNPNAEGFETAAQSYDCRVIASIWRACTGLEGYPVT
>MBL3580517.1 hypothetical protein JMJ92_20615 [Rhodovulum visakhapatnamense]AB19
MRQSHLLKITEGTRNELDGGRRRGVLPIGQGDSFGDPADEAVFSWADFTLSDALRMRAYFDLTRSGLKAQDVKSFVGNGF
ARVEHGDVQRPFDFHNPGPMPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQG
FDQRETLSLQLYNLSLARKKVLDAAREINLPELDDLNGGKA
>MBL3580518.1 hypothetical protein JMJ92_20620 [Rhodovulum visakhapatnamense]AB19
MKKALAAIVILAAFGLGGFIWYLGNMAGPGAKTAATPASEEAVPAPTEAAPDAAEADAGAVEVPAAETQADAPQDEAAAG
PQTGAGMVSADDDMSVGEETQPETSETPEAAGTPEETEAVGSGDGSVEAAAPDDGTGTEAAVPQDLPDAKAPDGDAPAAE
RDPAAAAPGAGDAGAEAPETAVPEGADPASEAQAPSAEAPAAGETPGAGAALPFALTEGGFDAAAVAELIAASDLPEDEK
ALLTAAAEGAADAPVLVPPVVAQIRAALGY
>MBL3580519.1 translation initiation factor IF-3 [Rhodovulum visakhapatnamense]AB19
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVAPARGMELAEQAGLDLVEISPNATPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVIKFLESGDKVKVTLRFRGREMAHQNLGRELLERVAEDVKEIGK
VENMPKLEGRQMVMMIGPAK
>MBL3580520.1 globin-coupled sensor protein [Rhodovulum visakhapatnamense]AB19
MAEKKRQPARLWAYGLQGQTRERVAEVGKILLPHLDAVLASFYEDIANTPDWDAYFTTEALRAHARKKQKEHWILMFSSN
FSQTYFESAEKIGRVHHRIGLPISHYTAAYARVGLALQGLIMAEVRRKSFLGRGDPTPYMDALSRVLMLDTEVANSGFFA
AQAEEYEARLSTLGRNFEDDIGRITDVLSTSMRRLDDAAGTMNTEISRARQGADSLSDNASRIATSAQSVASAIDELSAS
ITSITQDVNNAASASANAMEEAEASSEQVESLQSAAEEIGEVVNLIAEIAKQTNLLAVNATVEASRAGDAGKGFAVVAFE
VKALAERISQATSSINDRIKRIQSETQLMGTRMTGISDCVSRVRSFSDSIRVAVAEQTQAAQHISQHAESTASSTTDMAQ
MIHDVSHRVERSGDTSMALKDAVGTVSGEAGTLSDKVRSFLVALRAA
>MBL3580521.1 molybdopterin-binding protein [Rhodovulum visakhapatnamense]AB19
MRFGPVPPAEAEGAILAHSLTLAGRRLQKGRILTAEDGAALAAAGIASVTVARPDPDDVTEDDAAARLAAALVPDPLAAA
LRIGPAARGRVNLHAVGPGVVGLDAAAVQAINRVDPGITLATLAPLVRVAPGMLVGTVKILPYAVPGRALALACQAGRSA
VRVHPVQRRSAGLILSEAAGQKPGLTAKGAGAVEARLNALGISLDAVRVVPHEAGAMAAVLADLPGEIGLILTGSATSDP
RDVGPEAVRLAGGTVERFGMPVDPGNLLFLGAQGGRPVIGLPGCARSPALNGADWVLERVACGIEVDAAAIADMAVGGLL
KEIPSRPQPREA
>MBL3580522.1 XdhC family protein, partial [Rhodovulum visakhapatnamense]AB19
SFAVGLACGGRIRVLVEPVGAALPEALLADLVAARAARRAVAYVVETDSWARRLAGTGDPDLGPVLADRMRADRSGFEGE
AFIAIHNPPLRLAIVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGSEARFPGETLIDAWPDEALAGIGLDARTAVVTLSH
DPKLDDPAILAALQSEAFYLGCLGSPRTHAKRVERLQAAGVAPDRIAAIHAPVGLDIGARSPAEIAVAILAEIVQRLRRG
>MBL3580523.1 hypothetical protein JMJ92_20650 [Rhodovulum visakhapatnamense]AB19
MSIFRTAVLALLVLGHGGAALAGDFDDQMKAFYQASILPWARSPQILDAVAAQNLRTADLTQDDIDRLDKQWVSEIGTGS
APLIDSVTRSPVSDMLRAQLMAMKGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQETYGVGPEAMNFGEVEFDDSFL
KYQGQISFTLVDPETGTSIGAMTVAVDAEEFL
>MBL3580524.1 hypothetical protein JMJ92_20655 [Rhodovulum visakhapatnamense]AB19
MKTRLPIGLFFRQALHLWSLGTGWSARKKNAANFPKTVFKPDEVLPGTSLILPSREAERPRSSTGRSGDIGRILGSFDA
>MBL3580525.1 L,D-transpeptidase family protein [Rhodovulum visakhapatnamense]AB19
MDIVISSAGDGWEARFGDHRWRCAVGRGGIGEKRGEGDHISPEGCWPIRRILYRPDRVAAPPAPHLHCIAIAPGDGWCDA
PDHPEYNRPVRLPFPESHETLWREDALYDIVGVLGFNDDPVVAGAGSAIFLHVASPGYGPTEGCAALARDDLLELLSRID
GDTRLCFRKAD
>MBL3580526.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MTTRAARQDLAKLGWENANAGRISYRRGKTGVEADLPILPELGAELARIPEPQTLFLPTQAGTAHTAAGFGNWFEARAAE
AGTDVPSGNVHGLRKAGATRLAEHGVAEWEIAAFVAHENTRMAAVYVRKAPRTKLGTAALARLDDRKSHKGVSNLCERLD
KSSQKDAP
>MBL3580527.1 hypothetical protein JMJ92_20675 [Rhodovulum visakhapatnamense]AB19
MLYQLSYTPRPCARLRYAVGGIKGAFHLTHWFQVRDEARACGKARALFDSAPWTGPDIRETATAIEGPTMLSRAEQAFYF
WLARDWARDAGAIVDLGCFAGGSTAWLAEGRRQAGHCRPVLAGDRFTAPPEVRAQVLYAADIAPFEGTDPLALVRRLLAR
RPVTLVPDEIRSAVRPGGPIEILTIDAVKAIDTADAIAGTFFPALLPGGAVVVQQDRFHWRQP
>MBL3580528.1 hypothetical protein JMJ92_20680, partial [Rhodovulum visakhapatnamense]AB19
MQMEALAGCFAPLTAGPGTTAACHAASDIELACGLTAARARFARFRCEER
>MBL3580529.1 efflux RND transporter permease subunit, partial [Rhodovulum visakhapatnamense]AB19
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFAAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETATQSVEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEEAEEPEVTRGAWRDRVTDVVITGPVAVDQIG
RLADELVDRLFAAGITRSTIRGLAAPETLVEVPSIELMRHDIAMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAAIVLRSYPDGSKLTVGDLAEIRVEGADRERASFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVTGNFMMLSGADRADTAAM
>MBL3580530.1 efflux transporter periplasmic adaptor subunit [Rhodovulum visakhapatnamense]AB19
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARRSDRPKAPPVAERVFSVNVVPLRPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQAEADLRDARRRLDLAHDELTATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETASTALARARIALGDAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDEKGALRPLPVTVTLDVYGANLTARGVLSRESGAVPDGQ
VGRLVYARLDDAPGFRPGDFVTLRVEEPALEDVAVLPATALDAANEILVLDAEDRLEAVPVTLLRRQGDRVLLRAPGLAG
REAVAERSPLLGAGIRVRPLRPGAAAEPDDATEATVELSPERRAALIAFVETSPALPQEARARIRAQLDQPRVPAQLVER
LETRMGG
>MBL3580531.1 molybdenum cofactor biosynthesis protein B [Rhodovulum visakhapatnamense]AB19
MAGIDGTREFVPVRIAVLTVSDTRGLAEDRSGQTLADRIEAAGHILADRKILKDERAEIADQLRAWCADPEIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFATLFTLVSFGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MBL3580532.1 LysE family translocator [Rhodovulum visakhapatnamense]AB19
MMGPVDLVTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGCFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWGALRHGALAPGLPAVTPRRAFREALAVNLTNPKVILFVLAFLPQFVVAERGAVLAQFLILGAVLSLGG
FIVNGAVGVFAGRARQVLSGSRAVERALGVVSAAIFTALAVRLAVLQKG
>MBL3580533.1 uracil-DNA glycosylase, partial [Rhodovulum visakhapatnamense]AB19
LVDPVALARAAAAAAQDLEGLAAAMAAYEACELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGQLLDLM
FAQIGLGRADPAAERALYITNVLPWRPPQNRDPEAQEVAMMLPFLERHVALADPDILVLMGNHSCGALLGRKGITRLRGH
WVEALGRPALPMFHPAYLLRNPHAKRDAWHDLLMLQARLRGG
>MBL3580534.1 hypothetical protein JMJ92_20710, partial [Rhodovulum visakhapatnamense]AB19
MRFRPLLLAVLPALAGPAVWAGPHAEMLGEEAVTLTLDPATGALALDAVLPAPQGDVTLPRQDWLTIETLRIGGDATPVP
GSGVLRAARHMGRPVTVRLTGTLPPLSAGIGEVARGETASYLLGSGWLPVDSAPRDR
>MBL3580535.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum visakhapatnamense]AB19
MKFFPIFLRTEGARIVVSGGGETALAKLRLLLKTEARIAVHAAEADPRILDWQQEGKLIWHPRPVSATDLDGARLVYAAS
DDAAEDARVAALAREAGVLFNIVDNRADSAFITPALVDRAPVVVAIGTEGAAPVLARRIKAGLEAWLPAGLGARVREADA
FRPAAEALPKGRARRRFWDDAFAGLLDGMPGPAPQLAPLLETHKAAATAAGEVLFVGAGPGDPDDLTLRARRALDRADVV
IHDRLVPAPILELARREAEIVEAGKTGFGPSTPQADINGLIVDRAARGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWS
VVPGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVKGLADHDWAALARPGAVAAIYMGKRAARFIQGRLMMHGAEAATP
VSVVENAGRPEERILSATLGSLPAEIVAAGLTGPAVILLGLAPRAAARSVPALREVAR
>MBL3580536.1 DUF2849 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKRRFHPSVVTANDLFEGHPVWRTAEGRWSATIREAEVLRDPETAEARLAAAASDAARVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAQASDRLDHLPGE
>MBL3580537.1 nitrite/sulfite reductase [Rhodovulum visakhapatnamense]AB19
MYAYSDFDESFVRHRVRQFRDQVERRIDGRLSEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVAREGAVGFEVSVGGGLGRTPMIGRIIRDFLPEADLVPYVEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALAEIRAAFRAPDFRAGGTAIPSGSPAFRAWADTNLAP
HRREDHAIVTVSLKTPGQQPGDASADQMRAIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAQEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTERIAIGERTGPGFAADEIVGAVERIVTAYLELRDSADETFADAFRRLGLAPFQKALYSEESRENAA
>MBL3580538.1 phosphoadenylyl-sulfate reductase [Rhodovulum visakhapatnamense]AB19
MRPENGFERAETRLAALNRRLDGATPQEVLAEAADRFAGQLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVADLLGLTGVRLLHPDAEALALHDPAGDLHRSDPDLCCHLRKTEPLEHALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHAWGREDVAAYIDRHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGTEDVA
>MBL3580539.1 DUF934 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MSDRVLITDAGFGPVDPAERYLGLADLVAAPGAQRVDLGPETDPAALGPDLARIQAIRIAFPAVSDGRGFTLARTLRRMG
FTGRLRAAGQD
>MBL3580540.1 hypothetical protein JMJ92_20740 [Rhodovulum visakhapatnamense]AB19
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARIDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELVATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRASDSAELPDGWQPIPRRN
RKGVIVHDRARYTPCVWAPTLAQIAAAHRAYLDWWGYLLELQAALGSADLARICVTGDMPPMTPWR
>MBL3580541.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]AB19
MARELFRRSAAEVEPSFGHLRRALVPLQGRPKTDPIFLLIWIRNAFAKAGVSLPAFDLSLAIMWEKTRSGDPFPTLENPW
LHRAGSAMSDALPDGVGLVREALEETAGTIPLLGFLAKRGTRWAFDKGKKAWLEETRPQLQAFYRDGALIEDHEMPGRLP
WMLAQDLNRHLKDHPADRFVLLIDEYEGLIEGAGTGPRWQENVFDIYLRDFVKETDGLLLLIFSRERLHWEDHPDWRKDL
KGNQHLLGGLPDEDAEDWLRKVPVDNAEIRAAMIEGARETPDPTAPVYALMLELQVTHWRQLGEEAVPADFEVAARSFEA
RRLELVTRIMRGYGGPIQDVLARLAVVQRFDRTAFEAVTRAFNIPLADSDFDRIAALSMMSAGDEGWLTPHRAIADAIVE
AEDPARLESSRRFLLSHFTDRAKPERITDVEETTLACLAEAARLRRAEGADGYVDWLNAAGVLIHRARRDTFLEWLWREA
LDMSLVSLGTDHPDTAASYNNVASNLDAQGRAAEAEPLYRKALEINERVLGTDHPDTTASYNNVAYNLDAQGRVAEAEPL
YRKALEIRERLLGTDHPDTATSYNNVASNLNAQGRAAEAEPLSRKALEIRECVLGTDHPSTAASYNNVACNLDAQGRAAE
AEPLYRKALEIRERVLGPDHPDTAASYNNIASNLDDQGQAAEAEPLYRRALEIRERVLGTDHPSTAASYNNVAYNLNAQG
RAVEAEPLFRKALEIRERVLGTDHPDTAASYNNVAMNLDAQGRAAEAEPLYRKALEIRERVLGTDHPSTAASYNNVAYNL
NAQGRAAEAETLSRKALEIRERVLGTDHPYTAASYDNLASNLDAQGRTAEAETLSRKALEIRERVLGADHPSTAASYNNL
ASNLDAQGRAAEAEPLLRKALEISERVLGTDHPSTAASYNNVAANLKAQGRAAEAEPLLRKALEISERVLGTDHPSTAVS
SNNLASNLDAQGRAAEAEPLLRKALEISERVLGTDHPTTRMIRANLEAFLQRP
>MBL3580542.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MPPRLTAMPPRLATLAPRIGAVPGDARAQDRERDRVKPWRAWYRTARWSKLRRKILARAGYVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MBL3580543.1 5-aminolevulic acid synthase, partial [Rhodovulum visakhapatnamense]AB19
AANYHDVEAARAAALKGCDAARKPDGNPCVIAAEIRPKGWEPRALQLSADATEGLRSDYGRRGGPRAMAISESTGRWVVR
KGPDAAAQALDACASASGASDCRLAVEDR
>MBL3580544.1 5-aminolevulinate synthase [Rhodovulum visakhapatnamense]AB19
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPTVIAAMQDAISATGAGS
GGTRNISGTTVYHRRLEAELADLHQKEAALVFNSAYMANDATLSTLPMLFKDLVIVSDELNHASMIQGIRRGRCDKHIFR
HNDMAHLRQVLEGIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGPRGAGVAERDNLMHRID
IINGTLAKAFGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVRHLKTDTALREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIIGDPVHTKRISDMLIEGYGIYVQPVNFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWAQCAL
NRAELTA
>MBL3580545.1 DUF4115 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MIRRRQPRAAEGSQDAPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGNFATVNAMDAAASPRPQASRRKSVSEPRDPLADPNAIFVPRGPAMFSQVQPGAIGSMLVLL
SLIAVLGYGGWSVLKEIQQVRLAPLDDQPGLIADVDPLQVAGADPLSDEAPATPPSVEALDRLYRPQALDRPVMVARDGP
IATIDPGEIGVLSSDRRPDRAFDRAVASALAEAGAGTPGMTVTQVGTAVSGATPVQVVAADATPELALLAVRPAWVRVSA
ADGTVLLEKILNAGESYVLPRTDEPPTLRAGNSGSVYFSVNGRTYGPSAPGANVAKNIELSPEALTERYQLADIKADPDL
AVALAQNEVPVTVSGPSR
>MBL3580546.1 cache domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MPAFLYRIPFRIYLIVIVALALSIVLSVLLLTRAVSNAYQMRETELRGMTDAAISLLDDLQAKVEAGEMDRPAAEATGRR
LLETLRFGESGYLFALDNNLVVTAHATLPEWVGTDKSDYADVKGLKLFQEMREVALRDGAGTVEYWFQKPGETEPEKKLG
SVQQFKPWGWFVGTGAYVSDINAELASMRMASIITLIVGMLLLIAVSAVLVRSVTRPLAAFVESMRDVANGRYDTEIPAS
KRHDEIGDLGRNLSEFRDKLAESERLAAAREEDRREQERVVTDLGVGLRALSEGDLTRTIDTTFAPAYEQL
>MBL3580547.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum visakhapatnamense]AB19
MPKILFSAPPGLWAEYRAPLARAFEEAGIAAEVTTETGDPAAIDYVVFAPRGGISDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGIDRHIRATAPHWDKRVPPLARDRTVAVLGLGELGRACAGALAALRFRV
LGWSRTARSVVGVECHHGAEGLRPVLERAEILVLLLPRTPETEGLIDAERLSWLPQGAVLLNPGRGALLDETAVLAALDA
GRLGHATLDVFRVEPLPPDHPFWSHPRVTVTPHIASETRPASAARVIAENVRRAEAGEPLLFRVDRARGY
>MBL3580548.1 rod shape-determining protein RodA [Rhodovulum visakhapatnamense]AB19
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMTVMFVVAFVPIWFWRNM
AALAYGISVLLLVAVDFFGTVGMGAQRWIDLGVFRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPLLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVVAGGVGLVSAVFASRGTPWQLLKDYQFRRIDTFLDPSSDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGISLLALYVLIIVFCISSAMQTRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MBL3580549.1 penicillin-binding protein 2 [Rhodovulum visakhapatnamense]AB19
MKRSQREAEESSRRIGRRTLVLGGAQALFAGVLALRMRQLQVTQADEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
EQNYRIVIVREDAGDPEQALARLTRLVRLDDETVERALKEIRRHSPFVPVTIADRMRWEEVAGVAVNAPVLPGITPEVGQ
SRHYPMGPDFAHVVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDIEHGDVLGIASSPSFDPNKFVQGISVADYRALTGTPFRPLSNKAVQ
GAYPPGSTFKVVTALAALEAGVITPEDTVWCPGYLKLGERRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGIGVHHDLPMSAVAEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIASGRAVTPRLVRS
IDGVEQPSGAGEPLDIHPANLARIRKGMDSVVNSRRGTAHRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPKVAVAIVVEHGGGGSAVAAPIARDITLRALYGRVPPGEAYPSDQRWEAERRLNDLPLRDPGSL
PSGGRSRA
>MBL3580550.1 rod shape-determining protein MreD [Rhodovulum visakhapatnamense]AB19
MVDPTTLDRWLYRLIFLGLAVLTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQQVSVETAFGPEWLLTGGTIFAIYLADGLVLALFSVPEADFGRLIFLALVTALVYPLVALASRY
ALGVCRVTPGDLDPRGLNR
>MBL3580551.1 phage major capsid protein, partial [Rhodovulum visakhapatnamense]AB19
ALVPLSNSLLRHSSVAMAQHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWRDGIAGTAAAAEAAVRWAVST
VEDANVGMVRPGWIMRASAKNWLASLRDDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAGGDGTEITFADFDEVVIGD
AMQIAIAASTEAAFVDANGETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>MBL3580552.1 hypothetical protein JMJ92_20800 [Rhodovulum visakhapatnamense]AB19
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGEDPVATVFDRAAEAQLAAAADPGEIEARAADLAAREAALAEREAAL
AAAEAKAQAGAPPKQGKAPDKAPDKDPARESAGA
>MBL3580553.1 phage gp6-like head-tail connector protein [Rhodovulum visakhapatnamense]AB19
MILAEIPPLGVSVEAYKRASHWEGDADNSRIEACLAAAQSAVETATRRPLTPRRVRFETAAGQGRRWWVPVAPVREILGI
GWSAPDGTTGDLGADAAWLLFAECEPQILFAEGALAAVPEGSPLAITLSVGPDIVPPVLAQAVILIARDWLEAGIAIETV
ESPRIAFGARALIRQMRYRRPTSWCRR
>MBL3580554.1 head-tail adaptor protein [Rhodovulum visakhapatnamense]AB19
MSARLDRRVTFERQGAGRNALNEPTGDWVGIATLWAARTDLSETERAAAGQIGAVRATRFTLRRTALAEGLTRTLGPADR
LRAEGLIWNITGVTERGPWIDVSAVSNGRKEEA
>MBL3580555.1 HK97 gp10 family phage protein [Rhodovulum visakhapatnamense]AB19
MSRQPVSVDGLADLEKMMIEHLPKSTGRGVLRRVGTAALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRRLVS
DDKAAVEIFGGAAALPHAHLVEFGTVERHLESGGSTGTMPAQPFMRPAWDATREAVLDDIAEGLGREIAATVARRARRLA
KKRMQGGGR
>MBL3580556.1 DUF3168 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MSLQADLTDLLLTDPALADLVGARITWGRRAPGEGLPALVLMRVGATHDYHMKGVTALRRTRIQADILAATLAEASAVEA
ALTARLDGVRGPHGGTDVRGLFVEALRDGLDTDRDGSGIHRIVADLIVHHRLHNKENER
>MBL3580557.1 hypothetical protein JMJ92_20825 [Rhodovulum visakhapatnamense]AB19
MSEADIAWGYGVEVAEDAAATTFLDLAEVKSVALPDQQRDEHDATHMKSPNRTKEFRPGLLDPGECTVGMNWIEGSATDR
LLIGLKASGAVRQIRVTFPGGTVWLFEGWLKSYAPPATVGEFQEVSASFRVTGSLAITLPGED
>MBL3580558.1 hypothetical protein JMJ92_20830 [Rhodovulum visakhapatnamense]AB19
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGRTLAEIMTSLKAGSVRTMRLILWAAMRDHRPATTLRQAGAVAEEL
GPELGPVLGRVISTCGFLADLADLAGEAPAPGKPEGSDMG
>MBL3580559.1 hypothetical protein JMJ92_20835 [Rhodovulum visakhapatnamense]AB19
MAGAAARTTVGQHRDRWLAWHVAALTRTPDFPRAEDFILPPDPRREAAAMILRARVLHARFEAQNHRKR
>MBL3580560.1 trimethylamine methyltransferase family protein [Rhodovulum visakhapatnamense]AB19
MSEAEGNAGRRARGGGGAARRAARTNVGIETARFITRNIPDFEILNAEALELIEANAETVLAEIGVNFVDNPGALARWRE
AGAEIEGERVRIPRGLARKLCATAPARFVQHARNPERNVEIGGRNLVLAPVYGPPFVRDIDGGRRYATMEDFRRFVQLGQ
MSKWMHHSGGTVCEPTDVPVNKRHLDMIHAHMTLSDKPFMGSVTEPSRARDSVAMCELLFGKDVVAENTVMTSLININSP
LTFDATMMGALEVYAAANQACIVSPFIVGGAMAPVTVAGTLTQVLAEVLAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILYGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETAATLNAALLGGVNFMLHAAGWLEGGLVASYEKYVM
DADQLGALHRMAAGIATDPAAQAMDALREVGPGGHFLGCAHTQAHFRDAFWRTDLLDYKPFETWDEEGARDTATLAADRV
TRLLARYEAPPLDPARRGAVEDYVARRKADMPDAFV
>MBL3580561.1 hypothetical protein JMJ92_20850 [Rhodovulum visakhapatnamense]AB19
MNMLPATLATLRRPRLLVRAARFGLGDYRRERDLARLMQGRLPDNAQTVLAWLIDQEQRMEAIRQSGDAGYSTARHIELL
IALMAEARLICDFESQRTTE
>MBL3580562.1 helix-turn-helix domain-containing protein [Rhodovulum visakhapatnamense]AB19
MGTQCPNQSAPAWLPQAARLYLAHTEAGVSLRELARIEGCHPSTVMRQVRRVETRRDDPLIDDALNRLGGQSDASAPQKE
SPHMSPTTRPRPPAADESTIDREALRLLRRLNEPGAFMAVARDMEKAAILRESADGQTTRTAVVDRSVAEAFALKDWITC
RNRGRVTIYDISTAGRAAFKRLQAEEVERREGFGEAPTPFAAQHRDWEVQKNARAERIRFNRAESPLAILARRKEKDGHP
FLSHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGTFFGADEASGGSAAARDRVAAALRELGPGLGDVALRCCCF
LEGLEQAEQRMGWSARSGKIVLRIALQRLKRHYETLGDRSGLIG
>MBL3580563.1 polyamine aminopropyltransferase [Rhodovulum visakhapatnamense]AB19
MTDTPIPGWTLERLHKGYGQALEETEVLYDSQTDHQRLRVFENPRFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
AKRVLIIGGGDGGMAREALRHPSVESVTMVEIDAGVVDFCKTYLPGISKGAFDDPRLTLVIDDGAAFMRKTDQKFDVIVV
DSTDPVGPGEVLFTDTFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYMATVPTYAGGPMAFGWGT
DGPGRGATLAEIEARFAAAAIETDYYTPEIHKAAFALPGYVRRLMP
>MBL3580564.1 hypothetical protein JMJ92_20870 [Rhodovulum visakhapatnamense]AB19
MFEALIVTTSSAGLTALGSREQRSYELIADTVRDRLGPDHAALFAEPVATEQGDRYDWYAPVPGRVRRLDALIPEERGAL
LQRLEALRADIGALADEIGAEGSPAAERLSEALRNALQVPGED
>MBL3580565.1 trypsin-like peptidase domain-containing protein [Rhodovulum visakhapatnamense]AB19
MAEHFLTKCQIELSQCLEIGGGLALESHGALTQALRERVSPEAAALFAEPLLSRGNDSAPASVAWYTDHPGEGRPLRALD
EADRVRAEAALSERLRGIRAHLGDPEDGPLFGAALHLANHPDGDIWVVDGQPVILNWGMLPPGMARDPDTRGAHVAATLG
RFLPLAGAPPLSAAEALARRGDAAPAGAEAAPPVSGAGPAGAVIAPDPVAPDPARRVWPGPIAWLPLLVLLLIAGGALAW
LLIPGTRIFPARAPDPAIDRAEAAAAVAEINASLEQRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPEPGNPADAPG
SRAAADPRPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADAQPGQQVRAERGSGFFVGPDLVVTNNHV
VEGAPEDRIFVTNRGLGQQYPVTVIKTAGPFGSTGRDFALLRVHGVNAPHFTLLKPDHSLKLQSVIAAGYPDDLLGDWRG
GTDPVPDLAVTDGTVNAEQVLTQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNFALSSDDLLAFLES
AALTPATVTRPCQPQLLRPMVTPATPDTPEDAGAAAPSTGVPNFNLRSSPSE
>MBL3580566.1 hypothetical protein JMJ92_20880 [Rhodovulum visakhapatnamense]AB19
MLRAAILGMALGLLAIVGAAGYAALAACRIELAVLDRWLPQSCPSDADIAAAARLDALRDRNLALTRDIRRTENELAALQ
CEAVPPAPLPAPLPEPEPAPAPDSAGIDPGSWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDRQGNGRETM
TATNGTTCRGAVSGQFLDPSGAAAGDQRLEVREPGNLRCSDGGYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRR
TEDQ
>MBL3580567.1 peptidoglycan-binding protein [Rhodovulum visakhapatnamense]AB19
MANPQRCGMGGQSQQPTPRPTPGPTPRPPVQADPTVRTDQQALNYFDYGAGSADGVMGRKTRQAISRYQTYMGYPVTGQL
APYQRQTLVGAYNWAQAGHGAAYPGIYGQELLRAYQTETRGGDYCRETGRCPVQAASTGQTTQPRLPDMPTTSASMANAC
ASSQMVTNASGPVLTPAGITGPDRARQAMDEQFCSASSYALSRSENLLDGSGMTDQALSENCSWVVDRMADQIGQLGSSS
AVELTEAADRRIRDIGADMRQISDVAKVCLGYAYRTDDAQVALASALMLVGTGARPYAELVGHHLRGGYGTARNPDQAQG
WYDIAFDALDRGADPAVRPSQSGERVAVMRAALRTGGLAGGGNATSSTGTGMPNFNLRQN
>MBL3580568.1 DNA repair protein RecN [Rhodovulum visakhapatnamense]AB19
MLRSLDIRDMLIIDRLELAFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRTGAAQGEVVAVFELPAGHPAREVL
AEAGLEAGDELILRRVNSAEGRKTAWVNDRRVSGEVLRALSDTLVELHGQQDDRGLLNPRGHRQLLDAFGGLDAQLDAVR
AAWRARSRAERAVAEAEARLAALRAEEDFLRHAVAEMTELSPLTGEEAELDARRRTMQAAERIREDITRAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDTPLAALSRALIELGEAVQGVEDCLEALDFDPGALEAAEERLFAIRALARKHGVLPDD
LGRFAEDLQTRLAALDAGEGDLAGQRRAAETARAAFDAAAAALSEARRAAAVRLDAAMAGELAPLKMERAVFSTGIAEAE
PGPEGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALAGS
AQVLVVTHSPQVAAQGDHHWRVEKRVEGDVTLSTVTPLDAAARVDEIARMMSGDTVTDAARAAARALLSS
>MBL3580569.1 outer membrane protein assembly factor BamD [Rhodovulum visakhapatnamense]AB19
MATGSRRIGAVAAILVLSLTAACDPIGSRKPPPLESYDAPTIFQMAETKLEKDRDLEEAARLYGEVERLFPYSEWAKRAL
IMQAYTYHQAKDYENARASSQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRFYLKRKNYSAAVNRFRVVVEDFQTTTHTAEALYRLIEAYLALGLDSEAQTAGAILGHNF
QSTDWYADGYKLLQAKGLEPEAKGDGWLSTIYRQMIKGEWL
>MBL3580570.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum visakhapatnamense]AB19
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIDGPDALIPARWDAVEPSRLCTKLANGRVSVMTVEHLMA
ALAGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRVLEHVEVSEGEARASLGPAETLEIDFEITFA
DTAIGHQARRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVFDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFSQPGAFRLETCSPDQGAVLPGFGVNSADLKAVA
>MBL3580571.1 cell division protein FtsZ, partial [Rhodovulum visakhapatnamense]AB19
ISAHVQAPAPAQRPAAAAVAREPLVQEPVEEPSLFSGFDPANAGSSVEDLVETARGGADLPPPAYQPAEEPEAESFVAPR
PRSPGEPTPETLARLRAAVAKTPARQPVQATMTAGQPDDPRGDKGRFGIGSLINRMSGHVPEQPERSPHTYRQQPPLYSR
GPAAYQEEEDLDPDQERIEIPAFLRRQAN
>MBL3580572.1 phage major capsid protein [Rhodovulum visakhapatnamense]AB19
MAQTQTRRLTRKALQQSGEALEQAIRRDMNGAMSAELDKAIFLGTGANGQPLGVVTGAATYGITSTDAAGPASWAALRAA
VVRFMTANAAADPGAVKALVRPELWAFMDDAEAFAGTGITEWARMTAQLGGVAQTTNALAAPAGTPKETSVLLTTAAGGV
SPVFVGLWGAVDLIRDPFSDAQSGGLRLTALTTADVTVARASQLELVTGLELA
>MBL3580573.1 HK97 family phage prohead protease [Rhodovulum visakhapatnamense]AB19
MESPVFNGGLELRAAGDGSRRLTGRFPYGKRAVLDAGGKGRRPKKEQFAPNAFSFAVDDPDRDIHLLLGHSFDRPLASRK
AGTLMLQDSAEALSFEAVLTPEIQRASWVQDFLAGFAAGLIMGISPGFRVAPPEAVEKPEDVTEEPPEEGNALIRTIFAA
ILFELSMVTRPAYHETEADLRHFQWDRTPKGLTHPLKRWRV
>MBL3580574.1 hypothetical protein JMJ92_20925 [Rhodovulum visakhapatnamense]AB19
MIEYMAQTEGAPSAYPAIPGLTGDALTMAPVAWQRVEHHIAWRFAPRTVTWTVKGPGMWIPPLRPVADLTAEIWDGSAWI
AASPDATWNGYDLTLEGPYRITATVGAGPVPEAVAAAVQRLATYLAAEADTPAGARSWSASVGQLSETINRDPAHMAKAL
QNSGAADLLRPYRRA
>MBL3580575.1 phage portal protein [Rhodovulum visakhapatnamense]AB19
MWPFKRKPVETRSSTGYTAQLIGARQAYIAGVSGLAELTATVQGCVALWEGGLSLADVQGTDLLTRHALAVAARSLALRG
EAVFFVGDDLIPAVDWEVTTRGGKPRAYRLSLPEAGGNTTETALAAEVLHFRVAPDPAQPWAGQAPLRRSSLTAGLLHQI
ETALSEVYSNAPMGSQVVPFPESQEVDLETLGAGFRGRRGRVLVRESVNVSAAGGPVPTQDWKPQDVTPNLSGMMPDAML
TAARAAICNAFGVLPALVVPEAQGPVVREAQRHLAQWVLQPLAMLMAEEASAKLGGPVVIDCLRPLQAYDAGGRARAAAT
VIEALAAAKAAGLDPAETDKALTLVNWGTNDGAA
>MBL3580576.1 hypothetical protein JMJ92_20935 [Rhodovulum visakhapatnamense]AB19
MLMMTPAAAKMKRKLEGREREARRGRLGQARFDALAGELAAVIRLAFEAGATATLFGLEGPLRHGIRSDLCLMGWTWESA
DLMARELLDEAFKRVRAVRPTWNEGQPEWVIEAGTLIERTRCINCGKPLPEGHHKYCGEICADSKRRRVARIKEASEDRA
VVLAIRST
>MBL3580577.1 2-isopropylmalate synthase [Rhodovulum visakhapatnamense]AB19
MTESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKNSRNAVICGLAR
AQFPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITKLTQDEMVERIEATVAHARNLCDNVQWSPMDATRTEHDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADQIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFQTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKKLVEHHAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MBL3580578.1 rod shape-determining protein [Rhodovulum visakhapatnamense]AB19
MAGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MBL3580579.1 rod shape-determining protein MreC [Rhodovulum visakhapatnamense]AB19
MAADRNTQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVIPGFDWAMAPITKGAELVEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRISGVGETTARVILLTDSNSRVPVTIQPSGQRAILAGDNSTAPVLDFVEDPAVVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAE
>MBL3580580.1 chaperonin GroEL, partial [Rhodovulum visakhapatnamense]AB19
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALAALVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLEN
>MBL3580581.1 co-chaperone GroES [Rhodovulum visakhapatnamense]AB19
MSFIPLHDRVLVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKNGDGDRVAMDVKAGDRILFGKWSGTEIKLDGK
DLMIMKESDILGVMT
>MBL3580582.1 hypothetical protein JMJ92_20970 [Rhodovulum visakhapatnamense]AB19
MSTASEHAGQAALSICEALLLAMNDRGVLPEQEIVGVLRDAAAAHENAVGTDHETENHRAVANLINAIIAGGNSVRRL
>MBL3580583.1 Crp/Fnr family transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MTSRSQSPLTRKLLAFVALSEAELGVLERLHQRRRTFAAGRDMVNQGQSDQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLKADLLAAFEETPRLATAILWAASRDEAMVVEHLVGIGRRDAHARMAHFLL
ELGSRLALVGIGDKDGYACPLTQYHLADALGLSAIHVNRVLRKSREAGLMSFREGRVSYGDREKLVEIAGFDPAYLDHTG
PLLK
>MBL3580584.1 hypothetical protein JMJ92_20980 [Rhodovulum visakhapatnamense]AB19
MRHTHKLVLASFVLAMASAAASAAIVVVDGGGPYDITSDTLFTGIVQSSADGAGSYSIDFFTPGDPTNAVADAAVTAATV
NSSFTNLTMSWIDGLNLNTLVSAEGIDTLSTLFNGAFPAQSLLFEWTDSDALAGFRFDVEASVAAVPIPAGLLLLGSGGA
ALGLLGWRRRDKRVTV
>MBL3580585.1 hypothetical protein JMJ92_20985 [Rhodovulum visakhapatnamense]AB19
MTPEQTKTAEKMKSVKAAWDKAPAGPKKDAALKHYEAAEKAHTAKNDDETNKELDAAKHALA
>MBL3580586.1 hypothetical protein JMJ92_20990 [Rhodovulum visakhapatnamense]AB19
MEEHFWTSGADNARATTATNAVMVFPYPPGILQGDQIWTHLKRSTGWRSVVMAERRVTRCQDIAILTYRVSAEKPDVPIY
KALCASTYLNDDDRWLRISHQQTAVN
>MBL3580587.1 hypothetical protein JMJ92_20995, partial [Rhodovulum visakhapatnamense]AB19
MTEHIYPPQPDFVSGAHIDAAAYEAMYRQSVEDPEGFWGEHGKRLDWI
>MBL3580588.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MNVKPDFNKNANQAATAPAFLSVYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPQVTYGEIW
LDHAPLHRMAAHQASAAGLGLVPEDRRIIPGLTVEENLQLAQIVPPVGWSLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLK
NDALRAEYLAI
>MBL3580589.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MGILEVKGVNKRFGGLQALGDVNLSVAENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQLGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAHERDIVARAEQMLDDVNMLDKAGMQASSLSRGDKRRLEMA
MCLVQEPKLLLLDEPTAGMARADTNNTIDLLKDIKATRNITMAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MBL3580590.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MFGLSARDTRFLLIVIALTLLTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRNSAQVDLGGWVFTFNVGYYFCAVIAILAFYLSLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGI
LHGWFAVLPDGIEDFIVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRIWRLVRRRKSGGPKRKDPEHRPTAAPH
MAE
>MBL3580591.1 branched-chain amino acid ABC transporter permease [Rhodovulum visakhapatnamense]AB19
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPDLGGAIIDWSVPLGILLAIPVMIGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPAAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLVIIGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MBL3580592.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3580593.1 PepSY domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTDTVHGATAPQASARSGPASNLYRAVWRWHFYAGLLILPFLITLSITGGIYIFREEVDQLVHADFMTVTPVAEQRLAPS
EIVAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRKDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGNPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQARIPETAPPEAGATAVGLDAAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLLDMSYADYGPLGRWLEFGINTHMGQTFGVLNQIVLVLVCAGIVALSISAAVMWWKRR
PSGSLGVPPLPSDKKVFVGLFVLLGALLRKSRGFIS
>MBL3580594.1 hypothetical protein JMJ92_21030 [Rhodovulum visakhapatnamense]AB19
MLLPFALASLVAQGMMPGKASDGTLTLIICSGDSFVEMVFDPVTMEPVSDNQDRGDQRAASGYCAWAAAHPVCAEPVAAA
IHRPVSQARAVLRPPSPTILRIAAATGLPPSTGPPFSV
>MBL3580595.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum visakhapatnamense]AB19
MPASVSLSGLSWSTPDDAPLLTDLNLTFGLERTGIVGRNGIGKSTLLSLISGDQHPASGQVRVTGSIAMMRQEALERPDD
IITDLFGARSALDLLDRAEAGLADADELADADWTLPARIEGALLRCGLSVGPQTLLATLSGGQRSRAALAALIFAEPDFL
LLDEPTNNLDRDGRKAVIDLIRGWTGGAIIASHDRELLEEMDAIVELTSLGAARYGGNYSDFRQRKETELDAAARDLAQA
EKARAEAARLAQQASERKARKDSAGHRARAKGDQPKVLMDAAKGRAEASGGAGVRLRDARREAADKALSAARVKIETLQL
LRMDIPPTGLATSRTVLRLEKVTGGHDPDHPLIRDLSLTVTGPERIIITGPNGCGKTTLLKIITGQIVPQSGLVALSVPF
ALLDQHVQLIDTALSLRDNFRHLNPLADPHNAHAALARFGFRAADALRYAGELSGGERLRTGLACALGATPPPPLLILDE
PTNHLDLDGITALEAALAAYDGAVLAISHDAAFLESLAPDRTIELGA
>MBL3580596.1 phage terminase small subunit P27 family, partial [Rhodovulum visakhapatnamense]AB19
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDVWDRLAPVLAAKRRLDPAYEDPFAIY
>MBL3580597.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MTIRKLCAASGCDDLAVPGAALCEEHEAERIARNRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEVHPLCADCAGLG
LVTPASEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGRT
>MBL3580598.1 hypothetical protein JMJ92_21050 [Rhodovulum visakhapatnamense]AB19
MLRFPINIPRQSYRGQSKSLARFVERWNSDAAALETYANALALEETEEISRYSFERIAEETGYEVLRVRELFLAAGCNGC
VLSIAKRDPQDVSEYLEKQETEARGESELKLATVITNHAERPLRTGDRVAHPSYGEGVVSLLLAEATVACVDWDDLTVVE
LRVFTSQLTRIELCVSPMAASAACSR
>MBL3580599.1 hypothetical protein JMJ92_21055 [Rhodovulum visakhapatnamense]AB19
MQERAMMLDRQMQRQGQRNSPIRRAMPVRAALEWAFGTECARLDHDEIGAVGGTGWRSYGMEYVALERAQLGTRVDTSRG
RSTPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPGLWAKSRDSSETPDGWKPIPRRN
RKGVIVHDAVRFTPCHWAPTPARIAAARRAYLDWWGYLLAVQAALKAANLARIEVTENMPPMRPWG
>MBL3580600.1 hypothetical protein JMJ92_21060, partial [Rhodovulum visakhapatnamense]AB19
IAEERRLRERANALENLPEAERAEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPALAR
AYEDLDADPLTVNTLSGTLRFSAVGAEGMSPVAEMRVQPEHLRGDLLSKIMPVAYDRAATAPRWDAFLEEILPDATVREF
VQRWMGLSMTGIKMQRLAFLYGGGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEP
DEGQRLQEGLIKELTGGEPLMIRALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEDRRDPDLANK
LWEEAPGILNWLIEGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRDLIEAFNFWLEDRGE
TRWGGRTVSLRLKQKESRWRHPHTGKSFIRGKRDATGYRGLRFTDEFAARMADRRDRGGAGAPVDEPF
>MBL3580601.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum visakhapatnamense]AB19
MKDGPDISRIAALIGDPARASILTALLSGRALSAGELACEAGIAPATASGHLAQLTEAGLIWPRKQGRHRYFALAGDEVA
SALETLSGLAAAKGHLRSRPGPRDAALREIRVCYDHMAGARAVAIFD
>MBL3580602.1 DUF1127 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MTVRQTVLFPIRRASTGPLARLFARWLRNHRTRADLARLAPHLLQDIGIDAKTARREAARPFWRG
>MBL3580603.1 adenosylmethionine decarboxylase [Rhodovulum visakhapatnamense]AB19
MTDANLFRLGIGLETGAHAEDHRGHAAVNATRDVFDDARDDHFIRRDGRIFAGTHLIIEVVDGEGLDDEARIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDIRVKELLRGED
VVAARVAA
>MBL3580604.1 choice-of-anchor A family protein [Rhodovulum visakhapatnamense]AB19
MKMEFLLGTAMAVSLGAAAPAATLSASEILAQFSIVTAGNLDTNQDNYGRAYVGGNLVASAGKADFANRPLPASDYADVI
VEGNVTGSGGVRIGRNGTTLAVRGDVSVDTVQFGVERTGEVLAGGTLSPTTNINNRETPSFDGVRVEDGLAGNTAFEALF
PTDVVDTLNQASEDLSKLAATGTATVSGGGNTLNIAATGGGISVYNFDISDFGGSIGQIDFNLGAADTLILNVAGSSILI
EDNMLGLQASDGQRIIWNFYEATSVTLGRQMYGSILAGNAALTNSTAVEGNIFAGSAVLRGQIHAQAFAGELPPDDPAPV
PLPATLPLLGAAMGAVALMRRRRA
>MBL3580605.1 50S ribosomal protein L13 [Rhodovulum visakhapatnamense]AB19
MKTFTATPADIEKKWILIDAEGVVLGRLASIVAMRLRGKHKPSFTPHMDMGDNVIIINADKVQMTGKKRTDKKYYWHTGH
PGGIKHRTAEQILEGAHPERVVVAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MBL3580606.1 30S ribosomal protein S9 [Rhodovulum visakhapatnamense]AB19
MAEEIKSLDELQSVVSGKPAVSADDSAPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDIKAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MBL3580607.1 universal stress protein [Rhodovulum visakhapatnamense]AB19
MFKQILVPVDLAHADRLTRACEVAGDLARHYGIGVTYVAVAAPQPGAVAQSPEEYRWKLDAFAAAEADRHGHRVASRLMV
SPDPAAELDEALVRALEESGADLVVMASHVPGWAEHVFPSHGGRLASHAKASVLLVRP
>MBL3580608.1 BCCT family transporter [Rhodovulum visakhapatnamense]AB19
MTDQTSQDLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLSIMAFVFYALALPGQAEAVFGWLR
PFLTSTFDWVFLSAGNIFVLFCLALIVLPVGRVRLGGAEATPDYSYAGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPGNVDAAREMGLAATIYHWGLHPWAIYAVVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHVI
DIIAVFATLFGLATSLGFGAQQANAGLHHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMVVAALLLVF
VLVAGPTGTILADFGEGMLAYVKDLPALSNPFGREDTDYMQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVVCVLL
IPSLVCVLWMAVFGGAAIDQVLSDPVNSAVKAQVIDSYNPPMSLFAMLEALPWASVTSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCAFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLMMCFAIFRGLQAEAH
>MBL3580609.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum visakhapatnamense]AB19
MVALDTEFVRNQFPAFRYKELRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAFPTSRLAGEEMDEARTRLAAHLG
VGRDELHFGPSTSANTYVLAQAFGAWIEPGQAIVVTDQDHEANSGVWRRLAARGIELREWKVDPGTGHLDPAALEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDIPALGADIYLFSTYKTYGPHQGVMLIRRELAY
QLPNQGHWFNAEDVLRRFDPAGPDHAQVAAVAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRIQETAILEPLLEYLST
RPDLRVLGPARAGPARLPTVSIALDRPGHEAAGRLAARGVLAGGGDFYARRVLEAMGIDPALGVLRLSLLHY
>MBL3580610.1 phage major capsid protein, partial [Rhodovulum visakhapatnamense]AB19
MPKPKDLNDLRRERRAAAERMQERADALAALEGAETPDAEAIAAAETAFAEAQAGFETLNAQVGRAEATEAARAAAATGG
DDPAPAQTPAQTPAPRAATPRDPAHRGVEVGFMLHALAASRGDRERAVARLETDGHSGIAAIMSGASEAA
>MBL3580611.1 S49 family peptidase [Rhodovulum visakhapatnamense]AB19
MPETTIGALLGAAPLALDRSFGAGLLGLPLPAAAAAGPVLAGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGW
ATFAGIEASCGALASAEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPGS
LAGSIGVMRQAGWPVGPDGGGNRWQIFTSTHARAKLPNPETEGGRAEILRDLDAHEAAFHADVARGRGIAPEDLAARLSV
TDDPADGGATFGPEAAIARGLADRAETRAAFYDRIFAVHAPRPAAARRNSGRGSLARAAAAQARAAL
>MBL3580612.1 phage regulatory protein/antirepressor Ant [Rhodovulum visakhapatnamense]AB19
MDRTMIATGAEPLSMSSREIAELCEKQHKHVTRDIRSMLIGLYGDEHVNRIIPEHYRNRHSEFIRENADSILGAIMGDGP
NWDHPDRGFSWTRDQRGYIREFRLDREHTVTLVAGYDVKLRKRIIDRWMELEAQGRNFDPSTILESPAAMRGLLLSYTEK
VIALEARVEDMREDVEAHARLTGADGTLCVTEAAKVLGMRPKDLFQWLGQHGWIYKRPNAGAWLGYQTKCNQGLLEHKTT
TVHRADGSEKITEQVRITPRGMSKLARLIHPTARIES
>MBL3580613.1 phage portal protein [Rhodovulum visakhapatnamense]AB19
MIGLPFLTRGRKAEAQIATAPAPRREPPVTAAMAAVEPSGTRDPAPWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACC
NVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARVARFALVYAFALRGRAYAFAPRDGAGELTLLDVI
RPDLCAELRDGRARFYAFEDGAGVQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVL
KMEDVYEDDEAWHRNARRVRNALIDPEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHG
VKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAE
DGRAPVDGGERLNPAANMTRKEDSKTERTEDEV
>MBL3580614.1 N-formylglutamate amidohydrolase [Rhodovulum visakhapatnamense]AB19
MNDRPFETVGEACGGRWLVTCDHATNIVPPCVNGGSLGISPADMVRHIAWDPGAAGVARAVAEALDAPLVLSRFSRLVID
PNRGEDDPTLVMRVYDGTVIPANRAIAEAEIDRRIRTFWRPYHTEVARLAARRPDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEPDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLIELRNDVIASPADQAAWGARLAPILTAA
LAETGA
>MBL3580615.1 pyruvate kinase [Rhodovulum visakhapatnamense]AB19
MRRLRNLKIVATLGPSSNDYPTIRALFEAGADVFRLNMSHGSHEEIAQRHATIRQIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPTPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKDHGPDFADCEVIVGGTISNRKGVN
VPDVVLPLAALSEKDRDDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDAILAVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVTMMDNVAVEVESDPTYRSVIEASRQAERSTVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPILALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARAGGYGEGEDKIIVIAGLPFNIPGSTNILRVAPCEERLIFNLEP
E
>MBL3580616.1 50S ribosomal protein L35 [Rhodovulum visakhapatnamense]AB19
MPKMKTKSSAKKRFKVTATGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MBL3580617.1 50S ribosomal protein L20 [Rhodovulum visakhapatnamense]AB19
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MBL3580618.1 hypothetical protein JMJ92_21150, partial [Rhodovulum visakhapatnamense]AB19
QTATQADFRLKLANARPVTPEELGIELTKGSGEFTAILARSKAEAAWMDSAEGKAWRAEQRAKQDAQPVELAVYKGGQMV
GFMAGGFTAESSIAGFLPRNWDSMSIKDLSQVFRSHGFKVVTAKEGLSMNHGQAADIMNPL
>MBL3580619.1 hypothetical protein JMJ92_21155 [Rhodovulum visakhapatnamense]AB19
MTAAIRSPAQTATRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRSYGMEYVALERAQLGTRVDTSRGRSSPHDD
AELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLKPDDWTVNRWGRHAKTADAAMLGVEGWQPIPRRNRKGVIV
HDAVRFTPCHWDPTPAQIAAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDMPPMRPWKGAPQRL
>MBL3580620.1 hypothetical protein JMJ92_21160 [Rhodovulum visakhapatnamense]AB19
MDAREQAEGEKRVRDLLIEPLLRRGLVKPGAMTKAQFDEMLADLAKRLAYMTPPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGREALAEGWAPELLDDLRRTRRWPGGYALGQIRQAAGEALRRHAHLAGADPAF
LDPAEAAWLRDREAQLARCRRIADLAGAAA
>MBL3580621.1 hypothetical protein JMJ92_21165 [Rhodovulum visakhapatnamense]AB19
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVIEALARKHDNRARNEAANAAKRRQRLRSAVAGIHPDLAQNDAAVLWMDDWLVEQGCGYRGSAWVERA
ITAWSNHMFDMTRAARPRE
>MBL3580622.1 hypothetical protein JMJ92_21170 [Rhodovulum visakhapatnamense]AB19
MATRIYTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGAGRKGAEPMPVRIRGEVFTDAHAAAARFGVTPQA
VWKALADGDPDRIGRPQRRPGRDPHPVEIGGLHFASQRQASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MBL3580623.1 DUF2312 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MKETAEDEAVREKTYRVAADELRGFIERFEALAEEKAQIGDQQKEVMAAAKARGYDTKALRRIIALRKRHADEIAEEEAV
LQLYREALGM
>MBL3580624.1 hypothetical protein JMJ92_21180, partial [Rhodovulum visakhapatnamense]AB19
MTQSTYLPNVTHTKAQAFAFFQGALAAAASTNAGAAAPSETWPGMLWVDTAAKALKMRNEANSGWVEIGSYASGTFVPAG
VTRLSEAQATDPTGTAFGALSGTLLKAAVAAFAPPAGWHPYDRTATGDSATGVFYDFATEGTSQYLEAPTFEPGYDYMIR
LDGLLPLNPGVLRGQFWVPEPGFWTNGFDLTSAVQARVPLGGRIRIPDPLRPRPIGIARPDYIYDQTGSVGLSATIALGG
AA
>MBL3580625.1 hypothetical protein JMJ92_21185, partial [Rhodovulum visakhapatnamense]AB19
EIDGAVEIWLGETKVWTEAQYRRDEATGTGDPYHWGQIDSDYKGRIRLKVHTGAEDQAAEPRYGAAASEWTADHRGRGVA
YVYFEADYDRDLFPTGAPQIRVRARGKRVYDPRDWISTPLASARAVRPGSIWAGYDGGAIGRTSGASYPQGESDAAWTGG
PIAARFHFGRRYPGGLTPEAGLGPDLTAQDGDTLDYTRMALDADLFAAFDVAFPAAPEGVIWEQGGSGYGAYLGVTGADL
VFRAGSGEVAGEELARATLPVAELAGRRGTVYVEIDMTAGAVALWFKGRRYSTNPALCLRDYALTPELFGGIGWREEDLD
DEALIALANVSEEPVPLAAGGTEDRYAFNGVLDTEAAPRENLDALSTAWGGWWACERGRLTVGGGAWEEPELTITEDMLV
AGIRVIARRPFEEQFNVVKAQFADATAEHVVTDLPVLASETYRAADHGERLVRDLGELPGETGHARGQRLMKLALLKGRR
QRQVILPCSLAAWGVRLGDTVRVTLPRRGWQAKTFEVTGRAVTVGPGGVQVRLTCLETGPAIFDWRTSEETPKPAGGVPT
LPSPTAKPRVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQFSWRPISAPEATVRGLTDTPEDLIDDMAPGTYV
FGARGRNTRGMWSDWVYAGAAAVQGENAPPVAITNLAGQSAGGAVAMLRWDRHPSLDVRQGGWIEFRHAGVLTGATWRSS
VVIGKAVSGGVTEATLPLKTGTYLARPHDAKGNPGPVSAVALRAASLVPMAEVARLDEAPGFAGTKAGCSAAGGVLSTDE
GATYALYVFTGIMDLGVAGPVRLVSDVEILIEERQDLMFGPGTAAFWTPPDGLFWQGNTDAYGDLDTQVRVVDPATATWG
PWQSFDAAEFDGRFFQVRAALSVESEAYALRVTRLSVAAFRAT
>MBL3580626.1 hypothetical protein JMJ92_21190, partial [Rhodovulum visakhapatnamense]AB19
LTAVATAAERAVVVDLLELPWDGPGGASGKDALARAILARPDLAALVAARAEAPALGARALGDYGGTRSAVAEMTTALGT
MGAGALAFQSLTPGMVSFAPGIAAIVAHQAAIAAFPLGGLLGTAWYGVFPAAAPAWMTVAITVPLIGLGALVAAFAGVIA
DPVQVALGMHQRRLNRLIDALEDAFTGTGRRGFAAREHYFARLLDLSDAGLAAIRLMRG
>MBL3580627.1 alpha/beta fold hydrolase [Rhodovulum visakhapatnamense]AB19
MTPMRWIVGLAALLAIAVSVWQLESERRGIVIAPVPGTGATPATVYRLRDAPPAPVVIVSHGFAGSRQLMQAWSLTLARA
GYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALARPWADGRVAILGHSMGSYIAIREARDDARIAATI
GIAAANDSITATEPSNLLMINGEWESRLATDPLEALQLADPSAQLGDTVGDPATGTGRRALLAPDVEHIGVIWSPTALRE
TRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLILAPFETRF
LPVLVADYLAVHFALYGAMVLALLAWWGEVRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFWPIPIRGLIIAAM
VVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGRATNRPAG
VGLGLGLFLAWALGVTFPMFQAV
>MBL3580628.1 type I methionyl aminopeptidase [Rhodovulum visakhapatnamense]AB19
MKECALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRVAAEILDEIAPLVFPGQTTAEIDRVITDLVEAKGAVSATIGYKGY
KHASCISVNHVVCHGIPGPKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLFKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLDEDGRKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYS
>MBL3580629.1 DNA/RNA nuclease SfsA, partial [Rhodovulum visakhapatnamense]AB19
CARFGLAADLDPGYAAAARAAAAAGVVFLCHATRIGPEGVTLAQALPVDLG
>MBL3580630.1 DNA adenine methylase [Rhodovulum visakhapatnamense]AB19
MTVSRPLLRWHGGKWRLAPWIVAQFPPHDCYVEPFGGGASVLLRKPRASLDVYNDLDGAVVALFRVLRDAPDELIRRVEL
MPFARAEFDAAQDPDQGPKDEIDLGLRLLLRSHMGFSSAGACGRGGHQKTGFRGRGIRAGTTPPENWRRFPPVLREVAER
LRGVVIECRPALDLIAAQDGPSTLFYLDPPYLPETRDAGADYIHEMTEADHADLLAALGSLQGAVVLSGYASPLYDRALA
GWHRIERPTFADGARPRTEVLWMNRDPALPLFGGRA
>MBL3580631.1 hypothetical protein JMJ92_21215 [Rhodovulum visakhapatnamense]AB19
MTAQTRVDAPETDTTAPDTEPKWTLSISLRGRETVDFSLTESRALGALRALQDRDDDRDLEGWFFLPGLVVNLSDVQMIS
AAPSPSDTASRARLTWI
>MBL3580632.1 hypothetical protein JMJ92_21220 [Rhodovulum visakhapatnamense]AB19
MSLIDTIAPPPDALADFVAEWQSAAPEVRLAAIRGTLRRQGIAQPAPDDPARAGYEIQLFGPAALGRDEADAARTWMEAA
ARRCPFA
>MBL3580633.1 hypothetical protein JMJ92_21225 [Rhodovulum visakhapatnamense]AB19
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRASTLSALAEQARAGGAA
>MBL3580634.1 hypothetical protein JMJ92_21230 [Rhodovulum visakhapatnamense]AB19
MPKIPDLPATYGFGTWRDALLGAPISLAFIGSAWGGLTLARIAEASL
>MBL3580635.1 hypothetical protein JMJ92_21235 [Rhodovulum visakhapatnamense]AB19
MKTILTTAAAMALLAAPALAAVNATEDLSAIRQPSADGAGCFAAIAGTNAFERTHAPGCIYYRAPTGTDPKEVEAADPEP
ADPSEAEGEDSENAGL
>MBL3580636.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MARTFFYRKYHVNSHDHRAFRNRHGFHRQYRKCSGMRLAWIDEQLEAHGMSRRELAARIGLTEAQMSKVMGGSRKLSADE
ADAIRRVFGYSTPDNPEDPDISRIYSILSQLGERQRRAVVLYLEALAGDGE
>MBL3580637.1 hypothetical protein JMJ92_21245 [Rhodovulum visakhapatnamense]AB19
MSVADKIIAKCGGVARTAEIVGVRKNWIYRWRLPRERGGTGGEIPRTAQLKIMEAARQGLVAISPDDFFPNKAKSEGGTK
>MBL3580638.1 hypothetical protein JMJ92_21250, partial [Rhodovulum visakhapatnamense]AB19
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELF
>MBL3580639.1 MBL fold metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MTEMTRRHALLAGAALPLCAAAAPPARAAAPMMGPARPPFNRFTLGAFEVTTILAGTRTVPDPQTIFGLNVEPERFAAVS
EAAMIPADRAQFFFTPTVVNTGSELILFDTGLAPQGTVAALAAAGYTPDQIDTVVITHMHGDHIGGLMEDGAETFSKARY
VTGAVEFDAWDMSGDEGFEAKVRPLADKTRFLDDDGEAAPGVTAVAAFGHTPGHMAYRLESEGKALLIGADFANHYVWSL
AHPDWEVRYDRDKAAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEALADGYRYMPASYQMMLD
>MBL3580640.1 metallopeptidase family protein [Rhodovulum visakhapatnamense]AB19
MTDPIRHGLPPSLDDIADIAATARDALPEPFRGPAREVAIRVEDLAPDEMLDELDIDSPFELTGLYDGIPLTEKSVMDQP
DRPDTIWLFRRAILDEWVEREEVTLTELVAHVLIHEIAHHFGWSDDDIASIDPWWE
>MBL3580641.1 glutamate--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYAEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALDLSDDEKAALRAERPGHWRFLLDRERIDWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTYIVRGSDHVTNTATQIQIMGAVGGTAPRFAHHSLLTGAQGE
ALSKRLGHLSLRDLREQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDIGTFGAAPTKFDEHDLFPLTARHLHGLPF
AAVRAEIAALGVPDDLAERFWQVMRENIVTRRDLPGWWALCRDGAEPLVDEEDRAFVTEAFALLPEPPYDDATWGAWTAE
VKAQSGRKGKGLFMPLRKAVTGRAKGPEMGDLLPLLQKKPG
>MBL3580642.1 phosphoglycerate dehydrogenase [Rhodovulum visakhapatnamense]AB19
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAIAMMMAAARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAVGLKMKVLAYDPFLSQDRADKLGVTKVELEELLPKADFITLHVPMTEKTANILSKDALAKTKKGVRIVNCARGGLVDE
EALAELLKSGHVAAAAFDVFAVEPAKENVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLMTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHVGSFIGQMTDEPIKAINILYDGVASDMNTAALNASAIAGVLKEVIAEVNMVSAPVIAKERGIAV
STTTQGKSGTFDGYIKMTVVTDKRERSIAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNKDVPGIIGALGAAMGAHGV
NIANFTLGRTKAGEDAIALMYLDQPMPVHVVAELEKTGLFQQVRPLEFEVA
>MBL3580643.1 phosphoserine transaminase [Rhodovulum visakhapatnamense]AB19
MVTATPAARPVNPRFSSGPCAKIPDFSVDMLADAALGRSHRAAIGKAKLKAAIDMTREILGVPADYKIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFAEVDFDKDVVFTWNGTTSGVRVANGDAIPAD
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYKPAWPLPKIFRLTKGGKLIEGIFV
GETINTPSMMAVEDYLVALDWAKSIGGLPKLMERSTASFKAVQDFVDAKPWIENLAADPATRSNTSVCLKFTDARIKDGA
AFAKAIVKRLDKEGVAFDIGSYRDAPAGLRIWCGATVEAADVAALMPWIEWAFEAEIEAQTAAA
>MBL3580644.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3580645.1 phage tail tape measure protein, partial [Rhodovulum visakhapatnamense]AB19
MIDVGRLRVRLGLDSRELQSGLAKARLDIGKFAGRIAAAAAPAAVGAAVAAAARSSFQVVDAQSKLAQSLDTTTRSVQVL
TRAGDLAGVSMSGIEQATKDMTRRLSQAAAGGGPAADALTRLRLTAGDLLKLPLDERIARVNQAMQDFVPEAERAAVAGQ
IFGEEGSIAMSRIDPKTIRQAARDVDEFKVALSEVQADNIEAANDAMSTLGVVMRGVGNQVAAGMAPAITSLVTGFTDLL
RAGTPLRGLLDGLGTGMQAAFQAVSASIGRALSYAGTFATFLAGRFVSGMAMAAASVV
>MBL3580646.1 hypothetical protein JMJ92_21295 [Rhodovulum visakhapatnamense]AB19
MRGAARAATREAGQQRWLVWHLAALMRAGKLPSFEKFVGRPTVRRRQSPQEMLTMARIWHATLQGIARDD
>MBL3580647.1 gene transfer agent family protein [Rhodovulum visakhapatnamense]AB19
MANRERGEVGAQFRGEDIALVLDFNAICALEEHYDEDIDSVLARLDSAKGQRRVRARDLRRVVLELMRASRPGATEADAG
DFITETGLARLPDLLARVIAASRMVDAAPDSEARDPRPPETGAA
>MBL3580648.1 hypothetical protein JMJ92_21305 [Rhodovulum visakhapatnamense]AB19
MPESQALMAYDIGFAIHDGEDPGTFEELAEVNEVTPPNQQADDIDVTHQKSPNKTREYIAGMIEPGEMTLSLNWIPGGST
DMTIQALKVSGARRQMRITWPNGITWTFTGYIKGFEPSSQLGDKMTGTVTIKVAGSTAISGVGD
>MBL3580649.1 hypothetical protein JMJ92_21310 [Rhodovulum visakhapatnamense]AB19
MFASKAIRHAIADLLEAADIAVDTPARRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPATMTRAARTITMDLILEA
RGADAEDQLDDMQLAVERTIAASANLGGLVMEIRPVDAEIHIERGSAIFGARRLSWSVRVEVPRSDPSL
>MBL3580650.1 hypothetical protein JMJ92_21315 [Rhodovulum visakhapatnamense]AB19
MASVFDGMGALLTGALGAPVTVAPPGEAPRQIRALFRDADSAVLTEAGVEVLNAVPTLQAARDRVAGLCPGGRVILADGR
AFVALAPMDGGNPDPGGMVTIQLEEA
>MBL3580651.1 DUF2190 family protein [Rhodovulum visakhapatnamense]AB19
MKNFLSHGENITLPAPADLRSGAGVLVGTIFGVAQADAASGAPVVLVRRGLFTLPKTAAQAWTPGAKVYWDGAQCTTAAS
GNTLIGAAAAAAANPSETGTVLLDGTIR
>MBL3580652.1 hypothetical protein JMJ92_21325 [Rhodovulum visakhapatnamense]AB19
MLVLFTLASIAAGALSALAGALLLDSGWATVLLCYWLGGMVGGGAAVTVVALRDEPEDDTDRFVGTPPDLGVGETARTRP
DPAKPQAGAEPVEADPGTARSRICEGCDSH
>MBL3580653.1 Hint domain-containing protein [Rhodovulum visakhapatnamense]AB19
MATLDGDRTGNSLTGTDGRDQIEGHEGTNTIPGGAGDDTIDGGSQGATIFGGDGNDALTGGSGDDQLLGAAGDDAIDSTC
NNATIFGGAGNDTIRTRFGTAHVDGGAGDDQIWPDGHSGTPNTWPSALARQRPYARLRSRARFRPYRRSQPGRHRHHPDR
GPPDLDAEHRGRRPGRPHGAGPVLFLEPCRHRRPDPDPPGRVRQLQAAPGPSLPCFAAGSRIATPNGPRRIDRLRPGDLV
ATRDNGPRPVGRLLRRRVVPREMAAARDGGQCRAMPGADRGRRAGAGAAGPGHVAVAPARGADAGARRARGDCAHPPSGQ
ETGSGPPEARPAQDPAAVSASASASEPRHA
>MBL3580654.1 cyclase family protein [Rhodovulum visakhapatnamense]AB19
MCDICVMTAVKDRMLSRRGFFAGAAGAGLAAAAGLTASAPRALAQGHAAVTDMTHELSADFPTFFGEQQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVENLVAPLCVIDIAARAAEDADTTLTPDDIRAWIAAHGEIPQNAC
VAMFSGWGDKASGPGFRNADAEGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFATHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>MBL3580655.1 rhodanese-like domain-containing protein [Rhodovulum visakhapatnamense]AB19
MHSEDVNGKVLEHWNSDDLQAAMAAGEVVTIDVRTPQEYMFEHIKGALLLPLSGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYVGTDMATGAPVPVNVKAG
>MBL3580656.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum visakhapatnamense]AB19
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLDSARDVTPETERDKA
>MBL3580657.1 twin-arginine translocase subunit TatB [Rhodovulum visakhapatnamense]AB19
MFDIGWTELLLIGIVALIVVGPKDLPAMFRTLGRFTAKARNMAREFQRAMDDAADQAGVKDTVNDLKDIANPRNLGLDRL
NEAADRFEKWDPKLPKAGETKAGEATAQMTEERAAQAEKIRKAMAEKGAANRAAADPVEAPASDGTPGPTRDKTSDA
>MBL3580658.1 twin-arginine translocase subunit TatC [Rhodovulum visakhapatnamense]AB19
MSSDDIDDTSAPLIEHLAELRTRLIYALAAFVAAMVACFTVWNPIFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGGAFAYFIITPLAFDFFLGFQQVGTLGAEGGGA
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLSSVRKYAVVGILVLAAIVTPPDVITQVILF
TVVYGLYEISILLVRRGEKVREKELRAQGLWFDDDEEEDGAVGQDSEGRA
>MBL3580659.1 ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MQRIAEALERRYPAPAAAPDFAAAEAFLWQVSPDRLMPVPEVNRVDLTLLQGIDRSRDTLLENTRHFARGLPANNALLWG
ARGMGKSSLVKAVHAAVAAEGHPLKLVEVQRDDLPSVGRLLTLLRGASERFVLFCDDLSFSHDDQHYKSLKAVLDGGIEG
RPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLGMIRAYCAAHGIEIAPETL
RAEAIEWQATRGARSGRVAWQYFTDLAARRGIRI
>MBL3580660.1 glutathione S-transferase C-terminal domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLTLYHAPLTRSTRVVQLIAEMRIEDSVEVRLTDIPRIDGSGARDPANPHPEGKVPFLVHGSVGIRETNAILLYLTDLYP
ETPLGRPVGHPGRGSYLSWLFWYGNVMEPVYLAERLGLSDPAIARTWRGTDEAAATLGAALAQHPYLVDEMFSAADLLIA
STYGWFRDLIPDDPAVRAWVDRCLDRPALTGVLERDRAAMADRTERAPA
>MBL3580661.1 ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]AB19
MIAPLLEIDRLSIAFATRRGDIPAVADFSLSVAAGEAVGLVGESGCGKSTVALGIMRDLGRAGRITGGTIRFRGRDLATL
SGSELRRIRGNDIAMVYQEPMASLNPALRIGRQLMEVPRLHRGASRAEARELAREMVADVGLPDPDRILDAYPHQLSGGQ
QQRIVIAMALMSRPALLILDEPTTALDVTVEAAIVDLVKGLGRKYGTALLFISHNLGLVLEVCDRICVMYSGEAVEQGPV
RHVFDRMRHPYTQALFRSIPLPGADKTTRPLETIPGNFLMPQDRPRGCNFGPRCTHFEAGLCDTAEIAMRPVPGASDHAA
RCLRFEKIDWQSRPPVPKAAAPGEVGAPVLTVSGLRKYYEVSSGGLFGHRRRKLVRANETLSFEARQSETLAIVGESGCG
KSTLAKVLLGLETATAGQVLLDDREVQETPIQKRGPRAVADLQMVFQNPFDTLNPSKRVGGQILRALEVFGVGATRRARR
ERMFELLDLVRLPRDFADRMPHQLSGGQKQRVGIARAFAGGARIVVADEPVSALDVSVQAAVADLLMDIQRTRRTTLIFI
SHDLSIVRYLADRVMVMYLGHAVEIGSTAQVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGDVPSAIDPPPGCPFQTR
CHWKDRVPNGLCARELPPMVELGSGHRILCHLSAEALGEMEPVFRVAAE
>MBL3580662.1 ABC transporter permease, partial [Rhodovulum visakhapatnamense]AB19
SGFFGLGLAPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGMNLLADGLREESLRE
>MBL3580663.1 hypothetical protein JMJ92_21380, partial [Rhodovulum visakhapatnamense]AB19
MSGPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEAHPDERAAWPGLPEEARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWF
GEPFFKATGLYLRGLAPLSATDRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAAQWGG
>MBL3580664.1 hypothetical protein JMJ92_21385 [Rhodovulum visakhapatnamense]AB19
MSDDITADDRLQDTAPDAEPDWILKFTLRGGSTVEWIGSKSAVFGALEELKTLDRVTGPLSWFFLPMGAINMGEVLFVTI
RPCPPETKPDPEPARRARFSLV
>MBL3580665.1 hypothetical protein JMJ92_21390 [Rhodovulum visakhapatnamense]AB19
MDTTLAAAPELADFVAEWRSAAPEVQLAAIRGALRRQGIAQPAPEDPARAGYEIQLFGLAALGRDGADAARTWMEAAARR
CPFA
>MBL3580666.1 hypothetical protein JMJ92_21395 [Rhodovulum visakhapatnamense]AB19
MPRIPDLPANYGFGTWRDALLGALIGALFVGSAWGGITLAGIAHGSL
>MBL3580667.1 hypothetical protein JMJ92_21400 [Rhodovulum visakhapatnamense]AB19
MIRLNPKTILATAAALALLAAPALAAVNATEDLSAIRQPSADGAGCFAAIAGTNAFERTHAPGCIYYRAPTGTDPKEVEA
ADPEPGDPGEAEGDDSENAGL
>MBL3580668.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MACESVESREQLTLLGNTSPEAISLRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSIPVMKILYRRHRIDFNF
VLHGDFAQLPGDVQERLFEALAAAKR
>MBL3580669.1 hypothetical protein JMJ92_21410 [Rhodovulum visakhapatnamense]AB19
MCDIREFIQALGGCRAVAQRLGAKYTTIHSHLAAGAFPAKYYDAFCALAVEVGREPPPKKLFSFVQIPEAARRSGIAGGS
GDAVTDVDSDEKRGAA
>MBL3580670.1 hypothetical protein JMJ92_21415, partial [Rhodovulum visakhapatnamense]AB19
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLA
>MBL3580671.1 hypothetical protein JMJ92_21420, partial [Rhodovulum visakhapatnamense]AB19
MRIDGAETAGLAAATSPKPSTGAATAQAQAESGAQSAASPAAQEAFRSPVAPRAPKTDAARDMWAAAPGPAPDGADGIGT
APATEATTGTGQQTEIPAPVGRAAPAAPPREAQPHEAPPREAPPNEAPPNEAQSREAPREGGPIPQARHRQDREADTEDA
SERPSQPAFAEAASDAPAAPDKTAPAASATPRTAARQSAARRLVPALVGTRIGGSDSARVTPETLDRIAAQLTSVPPPEI
PAALASGGGAARAAAQGLRQAALDHPGGTAQILAGLAPEDIARLIAALLPEGAQALSDAVAALERTARDPVSARRAVARA
LLEARPVDLEAARALAPMDERTRALIDLVALADASPRRAAAPPPALPETDAPTASGRDRAAPAGAFPRTPPDAAQSGRVP
ETRRGTAAPEASAPQAGSPRRAKAAADMRPEPPASGPAVEAPLAAPPEAARQAVSDRAASRTSPAGGMDAAEHPDQRPHA
PQTDRAGPRPREAMGAPDGAAPGVTGVTTGLVPPRGGPAPGKAVSDDTGADAGTVELGGREPPDRMPATATDRAGRATGT
SPGSAASPGPESGPDVVTRALEPEGDMPRHRPDGSSGTDRTAPPVGAAPDGWPGHRPGGDARPAPEPAGPADRGDRSAPA
GPAGHAPAEDRPTAPPQGTASGSLRG
>MBL3580672.1 hypothetical protein JMJ92_21425, partial [Rhodovulum visakhapatnamense]AB19
VESGVALVNRTGEALTDIVERVGNIAVLIGDIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAAVTMKQEAGN
LQSLVARFRLKTRAGGGQRPRETTPLAFAPAPAADLTMSPTPRRIANGGDWQDF
>MBL3580673.1 hypothetical protein JMJ92_21430 [Rhodovulum visakhapatnamense]AB19
MHVAAAGTPTVSRRSGAGTGGFSLETQVWLALATALTIAGGGLIEIASAPPTGLASRGRALGAICYGSPAFAWFYLMRGH
ALAPVAVLYASATLIALALLGVPVFQESLLLRDALGIGLALAAVPVMLRGALKRPQRAAKRPGKTARKHRESNRKASGTQ
RKSTGKTPEKHRKSTGAADSAATPDRRALRCVKARNALSARAFCWKIRAA
>MBL3580674.1 peptidoglycan-binding protein [Rhodovulum visakhapatnamense]AB19
MTTAMASLALTMPAERVRADDLGKVIVGGAILCAVTGCLNGRNQGRSNRTAARPAGDPTVRTDQQALNYFGYDAGGADGV
TGRRTRDAISRYQGYMGYPVTGQLDPYQRQNLVGAYNWAQSGGNASYPGIQGQELLRAYSSYARGGNYCQETGRCAGGGY
GGQNAYGAGQGYAGANGYPGGAGYPSGNGYPSETGYGAMPSQVPVPSYPQQGAPQPFLQPQGQAPQQVANQVLTTGGALP
GFELPDSTAYRSVADHCQTVQMVSSANGGAVTGPAGVTNPTQALDEQFCSASTYAVSTTESMLSGAGVSDDQLAQNCQQV
VDFMQPETDALSGRQASDLAAAAEQKIRQSAGADPQGLIQTGEVCLGYGYRTDDSDLVLAASMLLVGAGARPYAELLGHH
LRDGFGVGSDPARARGWYDTAFAALDSGATPVFLPSQSAQRVAIMRAALDGGAPAPVLTGASAAGAAAPAPAALPSFNIG
N
>MBL3580675.1 hypothetical protein JMJ92_21440, partial [Rhodovulum visakhapatnamense]AB19
AQTATRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRSYGMEYVALERAQLGTRVDTSRGRSSPHDDAELIATVV
RNTLPWYAATLVADLARAGRTPDWMPDARPRCVPVKWRQTSHGPRAAQDHGDTWRFCAGRGRTGSRLVETRALCCPVTYY
PTTGQIAAARRAWLDWYGYLLQVRCALQAAGLRSVRLTDAMPPMTPWKNSS
>MBL3580676.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MTIRKLCAASGCDDLAMPGAALCELHEAERIDRGRARRAKIKTAEEIRRRAKLYASPAWKKARAAFLEANPLCADCAGLG
LVTPATEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGR
>MBL3580677.1 P27 family phage terminase small subunit [Rhodovulum visakhapatnamense]AB19
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDVWERLAPVLAARRRLDPAYEDPFAMYCESVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGTD
>MBL3580678.1 terminase, partial [Rhodovulum visakhapatnamense]AB19
MEPIDHPVSRYALDVIEGREVAGTLVRLACERHLMDLETGADRGLWFDCKAASRVLNFARLIQHTTGPAAGRPLDLTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLYTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDTGNKHLISTAITNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELRDYSATVLRGDVADDSFFAYVAEPPADCDVGDPVAWKMANPNLGVAFSEDRFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIE
>MBL3580679.1 hypothetical protein JMJ92_21460 [Rhodovulum visakhapatnamense]AB19
MKYFWDDWMPKLSSKQRLLTDVETDGESTTTPFSDALGFKCLSEDNTSKTELMTNNPTPLSRQMNWPLLGGMGEGHVELK
TADPTPLSSRMGWPLLSKRAHYAVAEK
>MBL3580680.1 light-harvesting protein [Rhodovulum visakhapatnamense]AB19
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MBL3580681.1 light-harvesting protein [Rhodovulum visakhapatnamense]AB19
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYAGSFEAASLVTNATTLLS
>MBL3580682.1 PucC family protein, partial [Rhodovulum visakhapatnamense]AB19
MSKMAVNRIATVGPRFLPFADAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHRSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAISFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRTRARP
RPESEPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTASVAGGTLVGFAWASRV
LSRGYDPMAMAGWGALVGLPAFAAITFSATLQSEPIFVLGTMLAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDMFGAATPYFFVYAIELALLVATIVVGYRLR
>MBL3580683.1 hypothetical protein JMJ92_21485 [Rhodovulum visakhapatnamense]AB19
MAFPPEAVRIAGFTLRQISSAIRTQSPYSFAQTAYDFMGGTWAAELTLAAFDARESAAISAWLAGLNGPAGRFELDMAAM
DYAGPQGTISADPVVAVAAQPRAQTLVLQLATAADTITVGDYLTLDGHLHIVTGAEAPTAAFRQTLTLWPRLRAPVAPGD
PVALRAPWGTWALAGPETVLSVSQARVRTRTVQLVEAL
>MBL3580684.1 hypothetical protein JMJ92_21490 [Rhodovulum visakhapatnamense]AB19
MDASGDRILGLLVQCRFDSGELNMFTGHGSVEWEGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>MBL3580685.1 hypothetical protein JMJ92_21495 [Rhodovulum visakhapatnamense]AB19
MGEMITRREGWERRLSAEIRDWDGRAFEWGSADCLGFCRATARAMTGRDPIPDLPDYASEYEAARGLVALGYRSIAELID
AHLPRVPVARARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>MBL3580686.1 hypothetical protein JMJ92_21500, partial [Rhodovulum visakhapatnamense]AB19
MAHRVILPVVLTAALILSAAPAAAMPPVGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPKAKTRDEITLN
KIQPVTAGLILYGERTLGGTIVARSTTEAGGKPHRRYHSVMPLACHEIDGAVEIWLGETKVWTEAQYRRDEATGTGDPYH
WGQIDSDY
>MBL3580687.1 ABC transporter ATP-binding protein, partial [Rhodovulum visakhapatnamense]AB19
MQTARPTPDPDPTDIIPRLDIRRIHRVFGGRKVVDDVSLTVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQ
LVCDTVFRLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEDLLDRVALGRFIDAYPHELSGGEQQRVAL
ARALAPRPKIMLMDEPFSGLDNRLRDEIRDQTLQVLKDEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNIYNA
PVDRAAAAFFSDINVIRGRVHNLLTETPFGKFLTPGMADGAEVDIIIRPQHLRIDFDRNGRGPNPTAEEGVAARACVERA
RFMGSESLVEFRMDHDGSALRATVPAVFLPQPGTPMWLTIRRDRCFVFPREGGGD
>MBL3580688.1 transglycosylase SLT domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRLFLLVCLFALTAACDQSDIADRGRSLPSMRWDHMPEATDWTRASLDALTLYGSGLTETVPADIDAWCPAYEKARPAQR
RAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGEANLRCAVRIAASAVARDGVVAAS
GRGVAADWGPMTVSSKREEIAAWTRSQPYCRG
>MBL3580689.1 DJ-1/PfpI family protein, partial [Rhodovulum visakhapatnamense]AB19
SAGVLVLATDGVEHEELEAAVTGLRDIGARVDIATPGGASITSWRGGNWFAEIEATMPLTHVDVDEYDGLVLPGGQLNSG
ALRTTFAAVRLVSQFLSGGRMVAAICHAPWLLVEVGAISGVAVTSHPAIRTDLENAGARWTGRPVMRSGGIITARSLHDL
EGFIDEIARELESRGKWLRRRDLATVSAGIRADFARFVAPQDDPEDKDTPD
>MBL3580690.1 S49 family peptidase, partial [Rhodovulum visakhapatnamense]AB19
MPETTIGALLGAAPLALDRSFGAGLLGLPLPTASTAGPALAGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGW
ATFAGIEASCGALASAEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPGS
LAGSIGVMRQAGWPVGPDGAAQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSV
TDDPADGGATF
>MBL3580691.1 phage portal protein [Rhodovulum visakhapatnamense]AB19
MASAMASAGPVEPSGTRDPSPWFGDLWAGGQSRVRSLPVVTPLVAQRHATVFACCNVIAGDLAKVPLRLYQRTGPSRAEP
VADHAATYLLNTESAPGVAAKVARFALVYAFALRGRAYAYAPRDGAGELTLLDVIRPDLCAELRDGRARFYAFEDGAGIQ
RRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALID
PEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVE
AQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVDGGDRLNPAANMTRNEDAG
AGTEED
>MBL3580692.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum visakhapatnamense]AB19
MPKDTDRDDSQAYHFSVIRRAIDRIDAAGAETLPLDALAAEMNMSPAHFQRVFSRWVGVSPKRYQQYLTLGHARALMRER
FTTLETADALGLSGAGRLHDLFLRWEAMSPGDYARGGAGLEIRWGWVDSPFGPALLMATDRGICGIGFAAETGPEPAMAD
LKSRWPRASFVEDPAA
>MBL3580693.1 endonuclease III [Rhodovulum visakhapatnamense]AB19
MAQALPYHTIREIFARFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MBL3580694.1 adenosine kinase [Rhodovulum visakhapatnamense]AB19
MTKTYHVVGIGNALVDVLAHADEAFLTDHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGAIFAHDLRAQGADFATPMAPEAEPGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGAESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEILSMYQTEVFDDALAHAAAE
IELVACTDSADGAHILSGTGRWHAPALNTRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LTHLFRTHGLI
>MBL3580695.1 hypothetical protein JMJ92_21545 [Rhodovulum visakhapatnamense]AB19
MELDGDHIRITQRGQIASLPLQALTNAPALRKGMLGTALTINSQERAGVTLKAASHVAATGFADEVKEAWTRFNLEALEK
EAARLDRILAGVLALAAPPGYPSACQIAPLLDDARALDGSLLSKLNAEAIGPEVAARIAPVRKFAADAR
>MBL3580696.1 hypothetical protein JMJ92_21560 [Rhodovulum visakhapatnamense]AB19
MLAEISADAWGKFDRATGEFHHLAHHSADVAAVFLNLIEQPKFRARANAAHGQTLTEDQVRCIAALVFLHDIGKLAPGFQ
AKGWPVGAGYDIAPQGHLECGWYWLTQGALLRKSRGFIS
>MBL3580697.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3580698.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum visakhapatnamense]AB19
MTEDQILAFCDGLPGAARSQPFGPGTDVWKVGDKIFALMAPCSGRVSLKCADPGFAEMLISVGRAGKAPYLPRGGWIALE
TARHDPEEMAHRLRESYDTVRASLPRRVQATLD
>MBL3580699.1 cysteine--tRNA ligase [Rhodovulum visakhapatnamense]AB19
MTEIRLYNTRTRQKERFEPIDPANVRMYVCGPTVYDRAHLGNARPVVTFDVLFRLLRHVYGADHLTYVRNFTDVDDKIND
AALKRKQAGDPRSLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSFELLGPSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFATIWLHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKARQAKSTLRKWAEQADDFAAEDLDPSVLAALADDLNTSKAIELINKIWQKGNGPKLTASASLLGFDLQEIARSDWAKP
FFANFPGGTAVEGDDYLPSISIMAWGGVPEGVGDLLRPLMQSWLRMRREGSWDEADKLKKAIETSGLILEVKKTEIGTTM
GVARLQDDFDQSKLEGVRS
>MBL3580700.1 zinc ribbon domain-containing protein [Rhodovulum visakhapatnamense]AB19
MLKGLLFGPDGAAFSPTHTRKGGRLYRYYVSQTVLKHGAGSCLVGRVPAGEIEAAVIDQLRAVFRQPEIVAGTWRAARAQ
DDGITEPDARTALQQLDPLWDDLFPAEQARIVALLVERLDIGADGLNVRLRVDGLSGLAREMIIGATERAA
>MBL3580701.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum visakhapatnamense]AB19
MQSMSARDAKNAFGRLIDMARAEPVAIEKYGRSVVVVMAVEEFERLTARAKKQAASAASDRRPGPDD
>MBL3580702.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum visakhapatnamense]AB19
MLDLTFEPPKPKVISGAKAEWELVIGLEVHAQVASNSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLMSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHLEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDLRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYETFRETGDHSVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGTVDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVTEFGLTEYDASVLTAEVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPAQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGDPAEIVAARGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MBL3580703.1 DUF4177 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MPVLYEYRVLPAPERGRRVRGAKGPAERFAHALEQAMNEMAAEGWEYVRAESLPSEERQGLFSGSSRTVRNVLVFRRPRD
TGA
>MBL3580704.1 hypothetical protein JMJ92_21615, partial [Rhodovulum visakhapatnamense]AB19
MDCRTESAGPREGGALRSARAFGISLGIALCLGAAVAASAEPVDGKAARKLVFKPKGAEVTVIDLPFLSEADRKGLVFAG
EQQPYYGAIAVAPSEGLISEATLAAANYHD
>MBL3580705.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum visakhapatnamense]AB19
MSLDPVLSRIDADLPQALDRLMALLRIPSISTDPAHAAACRDAAEWMVRDLASIGFDAEICPTPKHPMVVAKGGTAGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFLEACRAWKAVHGSLPARITVFLEGEEESGS
PSMVPFLKENADRLKADLALICDTGMLGDATPTIVTMLRGLVGEEITVTGPSKDLHSGMYGGPAMNPIRVLARIIAALHD
DTGRVTVPGFYDGVPEMPEEILRQWAGTGFDADRFLGEVGLSTPAGEDGRSVLEMLWARPTCEVNGISGGYEGTGFKTVL
PSNASAKVSFRLVGTQGPLKIRESFRKMVQDMLPPDCTAEFTPHGASPASVMDIADPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFKTLLGMESMLIGFGKDDDAIHSPNEKYDLESFHKGIRSWARILAALAA
>MBL3580706.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum visakhapatnamense]AB19
SFLMIHNPSRCLCGTASELRKEADELDKLARVYASVYAARSGRAVEDVMRMMDEETYFGPEDAVAAGFADAISGATPEIA
PELAAVMSAHRGALSRLQMCARSFAAEGNPAPAAALSQADPAATEEIPTMPTPNPAAEPTASPAPAQPPAQTQTPPTVPP
TTMQADAEAIAARAVQDERERRRGILNMAQPSMRAGLLSQAQVEAVIDEGVSLASAGNRLMAVMAAAEPPIPAGGAGAAR
ITRDETDTQIEGLVAAMMRDYSGPGQQFRGMRLSGLAMHLAGPGTHYDRTRAVAQGFRSTRMMGGAHGISDFAYITTEVM
NRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAVRFGGDFQMKPVQENGEYQEARLEDQAEGLKVERRGSTITLSFEAVI
NDDMSAFQRIPREFAMAARVMESKMVWGLIRTNAKTKSDGKALFHADHRNLAAAAGPISVETIGAARKAMWEQTAFGSKD
AEDFLQVVADRLIVPPALETVALQFTTATTPVKDAEANPYKGTLTPAVVPNLGAAAGGSDTAWYLISSDLPPVSVAWLDG
YESPTVQTIEGMNPDKVTMNARHIFGAAATEHRGAYRNAGQ
>MBL3580707.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum visakhapatnamense]AB19
MAHVLVTGGAGYIGAHACKALARAGHVPVCYDNLSTGWAEAVKFGPLERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLTLIEAAVAAGCLNMVFSSTCAVYGDQDGVTLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LTSVIFRYFNVAGADPEGEVGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDWL
LAGKGSRVFNLGTGTGYSVRQVIEASHAVTNRPVPHSEGPRRGGDAVRLVSGSARAETELGWVPERSDLPTMIQDAWKWF
QSQG
>MBL3580708.1 UTP--glucose-1-phosphate uridylyltransferase GalU [Rhodovulum visakhapatnamense]AB19
MNRQVTKAVFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLK
SKGKDDLLEILRSTDMESGAIAYIRQKMAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLRQMVDAYQDTGANMVA
AMEVPREKASAYGILDVARDMGDKVLVKGMVEKPSLEEAPSNLAVIGRYILTPKVLHNLDQNLRHKRFGAGGELQLTDAI
AQEIDGQGVYGLRFNGQRFDCGSKAGFLQATVSFALARPELRGEFEAYLREMFALPEAAE
>MBL3580709.1 DUF882 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
ISEHNRAVGGATRSKHLDGAAFDIAMANHDPVAFEAAAREVGFLGFGFYPRSGFMHIDLGPARQWGERFPVRATAFAAET
PPAREVLADSRTMKGGGAAGVATLGAAGVEVAQSVLAETQSAILPLVPYLDTLRWVFIAVALGGIAVTIYARLDDWRRGR
R
>MBL3580710.1 hypothetical protein JMJ92_21645 [Rhodovulum visakhapatnamense]AB19
MIAALLTRFAASPWTRAALRCGAIILAVLLFLMSLRRFGERAGRLAERLETMEKANDVQRRMPEAAARRPRDRNELAQRL
RDDGF
>MBL3580711.1 chaperonin GroEL, partial [Rhodovulum visakhapatnamense]AB19
TSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDALNATRAAVQEGVVPGGGVALVHAGKMLETLKGENNDL
DAGIKIVRRAIQAPLRQIAENAGVDGSVVVGKVIENDSPSFGFDAQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLI
TTEAMVAQKPEKAGAGSEMSDMGGMGGMM
>MBL3580712.1 phage tail tape measure protein, partial [Rhodovulum visakhapatnamense]AB19
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRSVKIGLAGAVTAATGALSLMTKQAMGAVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAMGTVEQATKDLTRRLSQAATGTGPAVDALKRLNLTAGDLLKMPLDARVEAINAAISDFVPAAQQA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSELDADNIESANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLASALDLVLTNLDRVAAYAGTAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVTAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMEELGARMKATWGDVMVYLQEKWSGFLARFADLPDILP
GAAALKEAADGAAEGLAAARAAAGAAGEEAKRLKEEANGVADAMIRTPLASMQALKETLAGVSEEAGNTATSLARIGEAA
GGAGDGGTGAVTQATEDLADAAKETGDSFKTFFKDLAKGS
>MBL3580713.1 hypothetical protein JMJ92_21660, partial [Rhodovulum visakhapatnamense]AB19
GWLDLLKDYCAAGFDPAAFWSLTPGLYRAQMAGAAARTTVGQHRDRWLAWHVAALTRTPDFPRAEDFILPPDPRREAAVM
ILRARVMHARFQQQEQTKR
>MBL3580714.1 hypothetical protein JMJ92_21665, partial [Rhodovulum visakhapatnamense]AB19
VGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPKVKTRDEITLNKIQPVTAGLILYGERTLGGTIVARSTT
EAGGKPHRRYHSVMPLACHEIDGAVEIWLGETRVWTEAQYRRDEAQGTGDPYHWGQIESDFKGRIRLRVHTGAEDQAAEP
RYVAAASEWTADHRGRGVAYVYFEADYDRDLFPTGAPQIRVRARGKRVYDPREWTSTPLASARALRPIALWAGYDGGAIG
RTSGASYPQGESDAAWTGGPIAARFFFGHRYPGGLTPEAGLSPDLTAQDGDTLDYTRMALDADLFAAFDVAFPANPEGVI
WEQGGSGYGAYLGVTGGDLVFRAGSGEVAGEDLARATLPVAELAGRSGTVYVEIDIAAGAVALWFKGRRYSTNPALCLRD
YALTPELFGGIGWTEADLDEAALVALANAAEEPVPLATGGSQPRYAFNGVLDTEASPRENLDALSSAWGGWWACERGRLT
LGGAVWEEPELTITEDMLVAGIRVIARRPFEEQFNTVKAQFADATAEHVVTDLPVLASETYRAADHGERLVRDLGELPGE
TDPVRGQRLMKLALLKGRRQRQVILPCSLAAWGVRLGDTVRVTIPRRGWEAKAFEVTARA
>MBL3580715.1 transposase, partial [Rhodovulum visakhapatnamense]AB19
METSLARDLMSDEEWAFFEGFILAVRAPNGRKAANHRLVLDGIFWIARTGAPWRDLPGEFG
>MBL3580716.1 AAA family ATPase [Rhodovulum visakhapatnamense]AB19
MAHERHFFVVTYGPGAGKTSPIAELARRGFHTIPESGRAIIREEMQSGGDALPWADLAACAERMLERDLRAHRAARALSG
SVIFDRGIPDILGYLTLCNLPVPPHVATAAKAACYNRRVFLAPYWDEIFTQDTERKQSQTEAEATCAAMFDTYVALGYEI
IELPRTDIAWRADFVCEQLAI
>MBL3580717.1 hypothetical protein JMJ92_21690 [Rhodovulum visakhapatnamense]AB19
MTVRSDIAAEFQATALAMQARQRPVSIRDRLSLAAAGLGSGDGELRAAIARFLADHDTAPAAAGAALQETILRRCAVAPA
RHAWQERADLDG
>MBL3580718.1 hypothetical protein JMJ92_21695 [Rhodovulum visakhapatnamense]AB19
MAEAPLTRADQVLIAAAAALAVPPVMDRDVTARRMAMALDVIPHIDLNGPTYGLAFEIEAMDRARRTEDGSAFSDSHWRL
RMAVARFFETRAAHAHERWRHETGRG
>MBL3580719.1 DNA adenine methylase [Rhodovulum visakhapatnamense]AB19
MGALVRYHGGKVRIAEKIIGLFPAHDCYVEPFGGGAAVLLAKPRARLEVYNDLDGDMVALFRVLRDRPDALAACVALTPF
AREEHEVAYSETHGDLERARRVLIRSHFGHGSSGIHRATGFRAAGMRAGTLPVHGWAALPDTIREAAERMRGVVIEHRPA
VQVTQAHDGPKTVHYVDPPYLPETRDKGRDYRHEMTRQDHIVLLDTLRGLRGSVVLSGYASPLYDEALHDWRRVEIQTHA
DRAAERTEVLWCNFRDTVPLFSCGLA
>MBL3580720.1 hypothetical protein JMJ92_21705, partial [Rhodovulum visakhapatnamense]AB19
MTPREDPRLAEARALPIGEVAERLGIAGLKPSQAIERIGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVELVKGCE
FRAALDWLMGAREVEIDPAELARRKAAREKDARERSRQAEAARKN
>MBL3580721.1 hypothetical protein JMJ92_21715 [Rhodovulum visakhapatnamense]AB19
MAFPPEAVRIAGFTLRQVTSSIRTQSPYSFAQTAYDFMGGTWAAELTLAAFDARESAAISAWLAGLNGPAGRFELDMEAM
DYDGPQGMITADPVVAVAASARAKTLVLQLAAATDTISVGDYLTLDGHLHIVTAAEAPTAAFRQTLTLWPRLRAPVAAGD
PVALRAPYGTWALAGSETALAVSQARVRSRTVQLVEAL
>MBL3580722.1 hypothetical protein JMJ92_21720 [Rhodovulum visakhapatnamense]AB19
MDASGDRILGLLVQCRFDSGELNMFTGHGSVEWQGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>MBL3580723.1 hypothetical protein JMJ92_21725 [Rhodovulum visakhapatnamense]AB19
MGTVITRREGWELRLAAEIRDWEGRAFVWGAADCLGFCRATARAMTGSDPIPDLPDYASEMQAAKGLVRLGFGSIADLID
AHLPRVPVALARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>MBL3580724.1 DUF2312 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
RTYRVAADELRGFIERFEALAEEKAQIGDQQKEVMAAAKARGYDTKALRRIIALRKRHADDIAEEEAVLQLYREALGM
>MBL3580725.1 hypothetical protein JMJ92_21735 [Rhodovulum visakhapatnamense]AB19
MATRIYTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGAGRKGVEPMPVRIRGEVFTDAHAASARFGVTPQA
VWKALADGDPDRIGRPQRRPGRDPHPVEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQASA
SRTSSPTGPACPDQMEELHHG
>MBL3580726.1 hypothetical protein JMJ92_21740 [Rhodovulum visakhapatnamense]AB19
MAARRHLAPVETGDLPDYPISSEDRLDSHFFVQWNLKRWRKSKFRQLAEPEVGWYGFQLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRQALDEFSAEMA
>MBL3580727.1 oxidoreductase, partial [Rhodovulum visakhapatnamense]AB19
LRAAGQLIPEQYPMARACGFDEVEIDADRARRQPEADWRAAARRQGYLARLRRPAA
>MBL3580728.1 divergent polysaccharide deacetylase family protein, partial [Rhodovulum visakhapatnamense]AB19
LSGAPAAPEPETAPAAVAAPGARPAAPSGSGGLPAADPTTDIDLPPGSEFNRPRPETEATLPEREETLRETPAMGAPAPA
AVAEAPLPDTAPAAAPAPVSAIPETMTPPEAPDAAVDLGAGTDLGAEEPAPAGAALRGPAAPEPAAPPDPEALPDDRPAA
ETAPRDAGRDDDEDEEAAAPRGAGKAGPRVLPLPSAEDATVPGDAPAGLTPVAPLPTLGTAPEEDGAAAEDPSDEAPATV
PGDRAAAPAPLGALARNAVAFDPPPGAPLLSLVLVDVGAAGLDRRALLTFPFPVTFAIDPAMPGAAEAAADFHRAGYEVV
LLASGLSDLPPAEAAARLNRALGLIGTGIAVLDPGKDGVQSKGFQDDRVLTDAVLGVLAETGHGIVTRDEGLNAAARAAD
RVGVPKATVFQTLDAEGQNTETMRRMLDLAVFEARQTGQAVLVGHSRPETVTALFSWALQSGPGEVALAPLSAVLRLP
>MBL3580729.1 DUF2312 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MKETAEDEAVRERTYRVAADELRGFIERFEALAEEKAQIGDQQKEVMAAAKARG
>MBL3580730.1 site-specific DNA-methyltransferase [Rhodovulum visakhapatnamense]AB19
MSIAIHHGNCLALLDDVPPESVDAIITDPPYGQTSLEWDRWVDGWPEVMARVLKPTGSMWVFGTLRMFMDRRDEFSGWKF
AQDIVWEKHNGSSFHSDRFRRVHEQAAQFYRGEWGSVWKGKVVTMDAARRTVTRKKGRPAHMGIIEGATYTSEDGGPRIM
RSVIYARSQHGRAIHPTQKPEAIVEPLILNACPPGGVVLDPFAGSGTTGAVAARLGRRAILIEGRNDYVSALRARFSGDL
LLAGGAA
>MBL3580731.1 hypothetical protein JMJ92_21765 [Rhodovulum visakhapatnamense]AB19
MGLMEMLALILGIQVSVSVIFLGALIWGMRHMAETRRRLDAEAANFDRKHARFLRTMHRLR
>MBL3580732.1 hypothetical protein JMJ92_21770, partial [Rhodovulum visakhapatnamense]AB19
MTDDPLDRVRGAFAAADDVDMGDMPEPDAPEDPGRGAEPPHPPEGGTPDDPLGPVRAAAEQPLNDYGNGQRFCIHFGEDL
TFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKAEKKVIAEERRLRERANALENLPEAERAEDHDD
ELGTIRARLRSIEA
>MBL3580733.1 hypothetical protein JMJ92_21775, partial [Rhodovulum visakhapatnamense]AB19
ALDWLMGAREVEIDPAELARRKAAREKDARERSKQAEAARRNAIAQARAIWQACRPAEDSPVRDYLARRGITRARLPELP
ACLRFHPDLPYMVPSEGNRGSWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHDGESLAAKKTLGSVKGG
AIRLARSSGTRAMVVGEGIETTLTALVAGGLPGAAYWAGISLGNMAGRRITRGKGMRYAGMPDLDDLQAWLPPQGVEHLV
FIQDGDSDPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGDDT
>MBL3580734.1 tyrosine-type recombinase/integrase [Rhodovulum visakhapatnamense]AB19
MAPEGTAEFDREYWEILTGKRMQAKTSWNALMDDYRTSDRWLGLKPRTRQDYDKVMAYLREKIGTRDVKALTRADVIAAQ
KANVHRTRFANYIPQMLVILCEHAIDLGWLANNPAKGVRALKTPERRRKEHLPWPDWAVEKFRSEAEELPRLIFEIGVGS
VQRPGDWVGFRWGDYNGESLTLRQNKTDKSLVLPCTPQLKAALDRAKDALGAVPIAGRPILMKRDGNPVSYRYMAQIMLK
ERRRLGLEAYDLHALRYRGVRELALDGCSDDEIAAYSGHATKAMIEKYAGEARQIMRARQAAEKRR
>MBL3580735.1 hypothetical protein JMJ92_21785 [Rhodovulum visakhapatnamense]AB19
MKQAEFRALVEAGHLPRGREIAPGLIRWPVEDLRRIASGEAAEGMGDVSW
>MBL3580736.1 hypothetical protein JMJ92_21790, partial [Rhodovulum visakhapatnamense]AB19
FFGHRYPGGLTPEAGLSPDLTAQDGDTLDYTRMALDADLFAAFDVAFPADPEGVIWEQGGSGYGAYLGVTGADLVFRAGS
GEVAGEELARATLPVAELAGRSGTVYVQIDMTAGAVALWFRGRRYSTNPALCLRDYMLTPQLRGGPGWTEEDLDDEALIA
LANVSEEQVPLAAGGTEDRYAFNGVLDTAATAAENLDDLSSAWGGWWSYDRGKLAVGGAAWEDPAFTVTEDMLTGGIRVT
ARRPFEDQFNTVKAQFADPAHEHVVTDLPVLDSETYRAADNGETLVMDMGELPGETGFARGQRLMKLALLKGRRQKQVVL
PCSLAAWGVRLGDNIRVSIPRRGWTDKAFEVTGRTVKIGPEGVSVTLTCIETGAAIFDWRTSEETPKPAGGVPTLPSPTA
KPRVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQ
>MBL3580737.1 P27 family phage terminase small subunit, partial [Rhodovulum visakhapatnamense]AB19
SDVWDRLAPVLAAKRRLDPAYEDPFAIYCESVADVIRFTGDIAAFGSWYEVETRNGRQQKKRAVWGQRQDAIATMNQLAA
RFGMTPVDEARMSAGGQGDLFGEILRTLDGTD
>MBL3580738.1 terminase, partial [Rhodovulum visakhapatnamense]AB19
MEPIDHPVSRYALDVIEGREVAGALVRLACERHLMDLETGADRGLWFDCKAASRVLNFARLIQHTTGPAAGRPLDLTPWQ
VFRHGSVFGWKQDDGLRRFRTTYHQVAKKNGKTTDTAVPMLYTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDTGNKHLISTAITNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVQDDSFFAYVAEPPADCDVGDPVAWKMANPNLGVAFSEDRFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIE
>MBL3580739.1 hypothetical protein JMJ92_21805, partial [Rhodovulum visakhapatnamense]AB19
MRRLIFCTTALIALAGPAQAMPPVVAALGAAAGGWMAGLTATAIMGQAALAFALTGVQMALAKKPKVKTRDEITLNKIQP
VTTGLILYGERTLGGSIIARSTTTYGGKPHFRYHSAMPLACHEIDGAVEVWLGETKVWTEAQFTADAAAGTGNPYYWGQI
ESDYKGRFYLKVYNGSDDQVADAEYVAAASEWTADHRGRGE
>MBL3580740.1 hypothetical protein JMJ92_21810 [Rhodovulum visakhapatnamense]AB19
MGTMIGGTMIGGTMMRREGWERRLSAEIRDWDGRAFEWGSVDCLGFCRAVARAMTGADPIPDLPAYGSEYTAAKVLVGLG
HRSLEDLVDAHLPRVAVARARRGDWMMTAAEGAMPGAMGVVTGRYALHLGAAGLVRRPVLTAEAAWCVD
>MBL3580741.1 hypothetical protein JMJ92_21815, partial [Rhodovulum visakhapatnamense]AB19
SRRVTVLLGLFDGEGQIETADVLWEGIADTMESDDSPDAATTTLGMEPRSMELGRKYPFYYLPEDQQRRFPGDRFFDLVQ
AIQNREDTWGR
>MBL3580742.1 IS3 family transposase [Rhodovulum visakhapatnamense]AB19
MTKRKRYSAEFKAKVALEAIREELTTAELAKKYNIHPTMISGWKRTAIENMASAFGAQATADPTISAADVEKLHAKIGQL
VIERGFFVRSLQSHPRHWRQKAVKKYHSDLSVRRQCSLLSLARSSLYYQPRGESAENLAFMEIIDRQFLETPWYGSRQMA
RHMQRAGHKCGRHRVRRLMKLMRLVPIYQEPKTSRKHPEHKIYPYLLRDLAITRPNQVWCADITYIPMRRGFLYLVAIMD
WHSRKVLSWRLSNSMDAGFCVEALKEALAKYGTPEIFNSDQGSQFTSIDVTGVLHDAKVKISMDGRGRWIDNRMIERLWR
SLKYECVYLNAFETGSDARDGIGSWLSYYNERRPHSSHGLLTPDEAYGSRSPNLKIAA
>MBL3580743.1 EamA family transporter, partial [Rhodovulum visakhapatnamense]AB19
MTTPVLFVLTVLIWGTTWIAIAAQVGEVPVMVSIFYRFTL
>MBL3580744.1 helix-turn-helix transcriptional regulator [Rhodovulum visakhapatnamense]AB19
MASVHDSLSRSPVAHAAATLDMGRGRGITIWENRNDRITYDATRGHVFSLYLEGGTGTRRLDAKGVSGWPGAVCIFPDGQ
TSEWEITTPFRFVHLYLPDDRLRADFARTHDCDARRFDLPEVTFAEMPALGGLLGALAGAASSGSILLADAVLAELVGGL
APRPAILRGGLAPHILSRLDEWIDAHLDEAIRLSDLAALADLSPFHLHRMFRVSRGMALHAWITERRIDRAKGLLSGPAP
LVQIADACGFASQSHFTRAFKAATSTTPADWRRAVKDSPSNT
>MBL3580745.1 phage portal protein, partial [Rhodovulum visakhapatnamense]AB19
MIGLPFLTRGRKADAPEPALRREPPVTAGMASAMAVEPSGTRDPSPWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACC
NVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARVARFALVYAFALRGRAYAYAPRDGAGELTLLDVI
RPDLCGELRDGRARFYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVL
KMEDVYEDDEAWHRNARRVRNALIDPEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHG
VKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERRAGLFFR
>MBL3580746.1 chaperonin GroEL, partial [Rhodovulum visakhapatnamense]AB19
TSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDALNATRAAVQEGVVPGGGVALAHAGKVLATLKGENSDQ
DAGIKIVRRAIQAPLRQIARNAGVDGSVVVGKVIENDSPSFGFDAQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLI
TTEAMVAQKPEKVGAGSEMSDMGGMM
>MBL3580747.1 hypothetical protein JMJ92_21850, partial [Rhodovulum visakhapatnamense]AB19
IPRRGWEAKAFEVTARAVTVGPEGVQVRLTCLETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPRVSAPTMTEELYETRG
GGGVKTRVRLAATTDNPFIDAWQFSWRPISAPEATVRGLTDTPEDLIDDMAPGTYVFGARGRNTRGMWSDWVYAGAAAVQ
GENAPPVAITNLAGQSAGGAVAMLRWDRHPSLDVRQGGWIEFRHAGVLTGATWRSSVVIGKAVSGGVTEATLPLKTGTYL
ARPHDAKGNPGPVSSVALRAASLVPMAEVARLDEAPGFAGTKAGCSAAGGVLSTDPGATYALYVFTGVMDLGVAGPVRLV
SDVEILIEERRDLMFGPGTAAFWTPPDGLFWQGSTDAYGDLDTQVRVHDPATATWGPWQSFDA
>MBL3580748.1 2-dehydropantoate 2-reductase [Rhodovulum visakhapatnamense]AB19
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMKARGLRLIEEETGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVPKMQPLIGEGTTIVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPNRVLGCVVYPAAEVVEPGVVKH
IEGNRFSLGEPDGSKSDRATRLSQALAAAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITDTPTPAIDTVLALVSLRA
RVAGLY
>MBL3580749.1 hypothetical protein JMJ92_21860 [Rhodovulum visakhapatnamense]AB19
MTVRSDIAAEFQATAVAMQARQRPVSIRDRLSLAAAGLGSGDGELRAAIARFLADHDTAPAAAGAALQETILRRCATAPV
RHAWQERADLDG
>MBL3580750.1 hypothetical protein JMJ92_21865 [Rhodovulum visakhapatnamense]AB19
MAEAPLTRADQVLIAAAAALALPPVLGRDVTERRLMMAREVLPHIDAAGPLSGLTFEIELLDRALRTGDRAAFSDGQWRL
RGVMARFFETRAAHAYERWRRETGQA
>MBL3580751.1 hypothetical protein JMJ92_21870, partial [Rhodovulum visakhapatnamense]AB19
MPQREDPRLAEARALPIAEVADRLGIAGLKPPQGIERIGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVELVKGCE
FRAALDWLMGAREVEIDPAELARRKAAREKDARERSKQAEAARRN
>MBL3580752.1 hypothetical protein JMJ92_21875, partial [Rhodovulum visakhapatnamense]AB19
MIGPVTATSVMPVRKEQTEQQTATQPKFRPELANFRPGTGEEAGFKPYKAPAEFMAMMAKSEAEAAWMDSAEGKAWQAEQ
LAKQNAQPVELAV
>MBL3580753.1 HNH endonuclease [Rhodovulum visakhapatnamense]AB19
MTIRKLCAASGCDDLAMPGAALCPDHEAERIARNRARRAKVKTAEEIRRRSKLYASPAWKKARGAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGRP
>MBL3580754.1 hypothetical protein JMJ92_21885, partial [Rhodovulum visakhapatnamense]AB19
MQAAFQAVSASIGRALSYAGTFATFLAGRFVSGMAMAAASVVAFNAKLLLTRAALMRTGIGALIVGVGEVIYRFGGLVDA
TGGVGAAFDALKAVAIEAWERIADGPHLVELAVRQMSWSIRADFLGAIATMHERWSGFIGDIAKIGSMIPGLGMSFRSLS
SAIGDSGTSIEALRHESELASEYAANFGTQVEGLGKNMKRQLASWGALRAKLAEARAEMDNSGTSSQDLAAALDDLNAAL
SGTDSKGGGAGVDTVTRKVAGLESAAERASGSFNTFFKDMIKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDG
LLSG
>MBL3580755.1 hypothetical protein JMJ92_21890, partial [Rhodovulum visakhapatnamense]AB19
IAEERRLRERANALENLPEAERAEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPALAR
AYEDLDADPLTVNTLSGTLRFSAVGAEGMSPVAEMRVQPEHLREDLLSKIMPVAYDRAATAPRWDAFLEEILPDATVREF
VQRWMGLSMTGIKMQRLAFLYGGGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEP
DEGQRLQEGLIKELTGGEPLMIRALHSDFMECLPYFKLMMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEDRRDPDLANK
L
>MBL3580756.1 hypothetical protein JMJ92_21895 [Rhodovulum visakhapatnamense]AB19
MIGPVTSPSLAQFFKQHAEQHEAARATLCENIKKFGGGSAEELGLTPVQAPAEFMAMMAKSDAEAAWMDSAEGKAWQAEQ
LAKQNAQPVELAVYKGGQMVGFMAGGFSGLGSMGAILPDNWDSMRTEDLKKVFQSHGFKVVTAKDGLSMNHGQAANILNR
S
>MBL3580757.1 hypothetical protein JMJ92_21900 [Rhodovulum visakhapatnamense]AB19
MAKSEAEAAWMDSAEGKAWQAEQLAKQNAQPVELAVYKGGQMVGFMAGGFSGLGSMGAILPDNWDSMRTEDLKKVFQSHG
FKVVTAKDGLSMNHGQAANILNRS
>MBL3580758.1 IS5 family transposase, partial [Rhodovulum visakhapatnamense]AB19
NQALRQRGSLTVWFDPEMQWDAVPSGRRGRQQAYSDAAIQACLTLKVLLGLPLRQATGFVASLLELSGLGWSVPDFSTLS
RRQKTLDVTIPYRGSKGPLHLLVDSTGIKVEGEGEWHRRKHGASKRRVWRKIHIGIDEETLEIRAVEVTSSNVGDAPMLP
ELLKQIGLDQQIATVTADGAYDTRACHDAIADRGAAAIIPPRRNARPWKRDSAGARARNEILRASKHLGRALWRNWSGYH
RRSRVETKMNCVKLLGQRLTSRDFDRQVAEVQIRAAVLNRFTALGIPLTVAMG
>MBL3580759.1 DUF4405 domain-containing protein [Rhodovulum visakhapatnamense]AB19
MRSLLMRYATPSIIGLFLVSLVTGTALFFHVGPSAFHGIHEWLSMVLILGFALHVWRNWRPMLAYMKGKPLAVSLVVSLL
LSAVFFLPGRSEGGPPVFGLAAQVMAHSATEVAPALGTTPDALIARLTAAGYTVGGPDQPLAEIASASGRSTMDLAATLI
GSAR
>MBL3580760.1 terminase, partial [Rhodovulum visakhapatnamense]AB19
VAFSEDRFAELYREATVISGKMPNFRRLHMNLWTEGAQSWIEREIWDKGAEPFAPEALYGRPAWVGLDLSKTTDLTSICV
AIPKDGQVYLISYSFLPSGPKGFIARAQSEKREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMK
YVAKELVKRRFPLVEHGQGYASMSSPMKRFERAVAQGRIRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVA
AIMALGRAEAEAGKRKARDVATV
>MBL3580761.1 hypothetical protein JMJ92_21920, partial [Rhodovulum visakhapatnamense]AB19
QTATQADFRLKLANARPVTPEELGIELTKGSGEFTAILARSNAEAAWMESAEGKAWQAEQLAKQNAIPVELAVYKGDKMV
GFMAGGFAARDSIAGFLPRNWENMSIDDLSQVFRSRGFKVVTAKEGLSMNQGQADIIINRF
>MBL3580762.1 hypothetical protein JMJ92_21925, partial [Rhodovulum visakhapatnamense]AB19
MIGPLDSPAMIQFRNARPDHPTITRENASFEPRTAEQGGIELVQTPPEFMAMMAKSEAEAAWMDSAEGKAWQAEQLAKQN
AQPVELAV
>MBL3580763.1 hypothetical protein JMJ92_21930, partial [Rhodovulum visakhapatnamense]AB19
IPRRGWEAKAFEVTARAVTVGPEGVQVRLTCLETGPAIFDWRTSEEQARPAGGIPTLPSPTARPRVSAPTMTEELYETRG
GGGVKTRVRLAASTDNPFIDAWQFSWRPISAPEATVRGLTDVAEDLIDDMAPGTYVFGARGRNTRGMWSDWVYAGAAAVQ
GENAPPVAITNLAGQSAGGAVAMLRWDRHPSLDVRQGGWIEFRHSAELTGATWQSSVVIGKAVPGGATDASLPLKTGSYL
ARPYDARGNPGPVSTED
>MBL3580764.1 DUF2312 domain-containing protein, partial [Rhodovulum visakhapatnamense]AB19
MKETAEDEAVRDRTYRVAADELRGFIERFEALAEEKAQIGDQQKEVMAAAKARG
>MBL3580765.1 hypothetical protein JMJ92_21940 [Rhodovulum visakhapatnamense]AB19
MGLMEMLALILGIQVSVGVIFLGALIWGMRHMAETRRRLNAEAANFDRKHARFLRTVHRLR
>MBL3580766.1 hypothetical protein JMJ92_21945 [Rhodovulum visakhapatnamense]AB19
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSGE
>MBL3580767.1 IS5/IS1182 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MSRPPKPTYKTINWQAYNQALRQRGSLTVWFDPEMQWD
>MBL3580768.1 hypothetical protein JMJ92_21955, partial [Rhodovulum visakhapatnamense]AB19
MDAKEQAEGEKRVRDLLIGPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAAPGGKDRDRFPIANA
ILKAATQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPGGYALGQIRQAAGEALRRHAHLAGADPAH
LDAAEAAWLRDREAQLARCRRIADLA
>MBL3580769.1 hypothetical protein JMJ92_21960, partial [Rhodovulum visakhapatnamense]AB19
MDAREQAEGEKRVRDLLIGPLLRRGVVKPGAMTKAQFEEMLADLAKRLAYMTAPNLAALEEMAAAAPGGKDRDRFPIANA
ILKAATQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPGSYALGQIRQAAGEALRRHAHLAGADPAH
LDAAEAAWLRDREAQLARCRRIADLA
>MBL3580770.1 IS5 family transposase, partial [Rhodovulum visakhapatnamense]AB19
FILAVRAPNGRKAANHRLVLDGIFWIARTGAPWRDLPGEFGKWSSVYRQFRRWTLAGLWQDIMDALNQSGAAPSALQMID
STVIRAHHQAAGAKRGTPRQGFGRSRGGFTTKIHLLVNAHGLPMRTGITPGQTSDYLGFDLVMADNLPRPSVLIADRGYD
ADKIRNGMEARNVLPVIPMRKSRKKRIGVDRSLYRLRNLVERCFNKLKNARRVATRYDKTAESFLGFIDITSIRLWVRHL
ST
>MBL3580771.1 P27 family phage terminase small subunit [Rhodovulum visakhapatnamense]AB19
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDVWERLAPVLAAKRRLDPAYEDPFAMYCESVADVIRFTGDIAAFGS
WYEVATRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGTD
>MBL3580772.1 phage terminase large subunit family protein, partial [Rhodovulum visakhapatnamense]AB19
YMVEPSDVTQSRIFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGR
GRDDDTFSRKRFRGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSP
AFPVTDPSWQPDPATPHLLPPVKGGIARLYNDGTRARLYWECPDCGEEFR
>MBL3580773.1 phage major capsid protein, partial [Rhodovulum visakhapatnamense]AB19
MPKDLNDLRRERRAAAERMQERADALAALEGAETPDAEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGGDD
PAPGTGAAPTGTARPQQAATPRDPAHRGIEVGFMLHALAASRGDRERAVARLETDGHSGIAAIMSGASEAA
>MBL3580774.1 methyl-accepting chemotaxis protein, partial [Rhodovulum visakhapatnamense]AB19
REEDRREQERVVTDLGVGLRALSEGDLTRTIDTTFAPAYEQLRQDFNATVDTLNALMGEIVENSTEITTRAEEISGASDD
LSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDD
IAFQTNLLALNAGVEAARA
>MBL3580775.1 phage major capsid protein, partial [Rhodovulum visakhapatnamense]AB19
EVGFMLHALAASRGDRERAVARLETDGHSGIAAIMSGASEAAGGITIPAAQSEELIALLTPRVTVRASGARTVPMPAGEL
RTARQTAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMAQHARDDLLKAMALREDLAFLRGDG
>MBL3580776.1 GcrA cell cycle regulator, partial [Rhodovulum visakhapatnamense]AB19
SEAEQPAAAAAPAPQPEPAPASRPAAASPAPEAQSAAPPPPAPRKAIVPAGQPLPPQPSANEISPEALASVREVEKTAKR
LTLMELTERTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>MBL3580777.1 IS481 family transposase, partial [Rhodovulum visakhapatnamense]AB19
MREFLKPHVSRSGLDRCLRRHGPGNLRAPKPKEPKPAHGSFKADEPGDLHIDIT
>MBL3580778.1 hypothetical protein JMJ92_22015, partial [Rhodovulum visakhapatnamense]AB19
GSGIHRTWLDLGQPKGKAVIAHDGETLAAKKTLGSVKGGAIRLARSSGTRAMVVGEGIETTLTALVAGGLPGAAYWAGIS
LGNMAGRRITRGKGMRYAGMPDLDDLQAWLPPAGVEHLVFIQDGDSDPRSTRAQLLD
>MBL3580779.1 hypothetical protein JMJ92_22020, partial [Rhodovulum visakhapatnamense]AB19
MIGPVTATSVMTVRKEQTEQQTATQADFRLKLANARPVTPEELGIELTKGSGEFTAILARS
>MBL3580780.1 hypothetical protein JMJ92_22025, partial [Rhodovulum visakhapatnamense]AB19
ADHRGRGVAWVYFAANYDRDIFPSGAPQVRVRARGKRVFDPRDWISTPLASARAVRPGSIWAGYDGGAIGRTSGASYPQG
ESDAAWTGGPIAARFFFGHRYPGGLTPEAGLSPDLTAQDGDTLDYTRMAL
>MBL3580781.1 elongation factor Tu, partial [Rhodovulum visakhapatnamense]AB19
QIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGHADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGV
PALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPGDDIPIIAGSALAA
>MBL3580782.1 phage major capsid protein, partial [Rhodovulum visakhapatnamense]AB19
MQERADALAALEGAETPDAEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGGDDPAATQPPAPQAATPRDPA
HRGVEVGFMLHALAASRGDRERAVARLETDGHSGIAAIMSGASEAAGGIT
>MBL3580783.1 chaperonin GroEL, partial [Rhodovulum visakhapatnamense]AB19
GLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSAKKVAITKDDTTIIDGAGDKGAIVARVTQI
RAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVD
>MBL3580784.1 hypothetical protein JMJ92_22050, partial [Rhodovulum visakhapatnamense]AB19
RRGGGGKEEEGRREREREGREEGGEEERRRGGGWNRGGEAEERMTKKETRRRRKKKEKEEKREEREEKGKGKKGEEKERR
RGEERKRGRKRREKREKKKGKGRRRGREEREGRKRRGEEEEKKDGS
>MBL3580785.1 methyl-accepting chemotaxis protein, partial [Rhodovulum visakhapatnamense]AB19
QIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISSSSDQVESGVALVNRTGEAL
TDIVERVGNIAVLIGDIATGAQEQSVG
>MBL3580786.1 hypothetical protein JMJ92_22060, partial [Rhodovulum visakhapatnamense]AB19
TAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGAETVFELFDPEHTA
>MBL3580787.1 hypothetical protein JMJ92_22065 [Rhodovulum visakhapatnamense]AB19
MTLAIRIYWRVAGRFNQVRAGRARAAARLFEARAEKFLARFKGRA
>MBL3580788.1 hypothetical protein JMJ92_22070, partial [Rhodovulum visakhapatnamense]AB19
MTAAIRSPAQTATRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWR
>MBL3580789.1 hypothetical protein JMJ92_22075, partial [Rhodovulum visakhapatnamense]AB19
EALRRHAHLAGADPAHLDAAEAAWLRDREAQLARCRRIADLAGAAA
>MBL3580790.1 hypothetical protein JMJ92_22080, partial [Rhodovulum visakhapatnamense]AB19
TAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGAETVFELFDPEQTA
>MBL3580791.1 glucan biosynthesis protein, partial [Rhodovulum visakhapatnamense]AB19
NTASGKTEEFPRFSTFWLERPAPGATSITIYAALDSKSLTGASPG
>MBL3580792.1 hypothetical protein JMJ92_22130, partial [Rhodovulum visakhapatnamense]AB19
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNW
>MBL3580793.1 hypothetical protein JMJ92_22135, partial [Rhodovulum visakhapatnamense]AB19
ASLLWRSFPEATSEAELADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGAETVFELF
>MBL3563412.1 S49 family peptidase, partial [Rhodovulum sulfidophilum]AB20
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDAASIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFT
>MBL3563413.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB20
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MBL3563414.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB20
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MBL3563415.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB20
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MBL3563416.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB20
MSRLFLEDFSDHEVGPQIDPGPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQGLSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLARKVVEIAREMAETEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MBL3563417.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB20
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MBL3563418.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB20
MAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETVAGAHGGHGKAAESGPLDVAFVPIEKMIISLGP
ESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDLLITEF
VLN
>MBL3563419.1 hypothetical protein JMM59_00040 [Rhodovulum sulfidophilum]AB20
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAAAAQPPTATADGEPMVLFRRTAREAAE
>MBL3563420.1 hypothetical protein JMM59_00045 [Rhodovulum sulfidophilum]AB20
MKDSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MBL3563421.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB20
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MBL3563422.1 hypothetical protein JMM59_00055 [Rhodovulum sulfidophilum]AB20
MNARHIFLALALFACQPALAQQVEIRSGEHADYSRLVFETDAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSATDTPAEEEVPPAPAEPVRPDAPSAVDI
AAQSPSPSPESPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPVQPDPGPAETVSNAQDALPDSGQRAEDSGQAETQIAEDHTPSDWSNMRVETSMDRGFDILSEDSTLAADGTRCLSDD
NFDVIGWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLASTATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVTR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEILASGGSGTADALALRIETGLNRGQPPLEDSLALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEANSLRALIAQRQGDLKSAADYLSAVGD
AEAQSAMAWRARDWSGVESLGDPNQRAFVQTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDQPSTKP
>MBL3563423.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB20
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQQEAENAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MBL3563424.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB20
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MBL3563425.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB20
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVILPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLNHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVATRIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MBL3563426.1 hypothetical protein JMM59_00075 [Rhodovulum sulfidophilum]AB20
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRTAIDDDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MBL3563427.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB20
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDSTDHSASQGQAEDGSHMTADGHAAGAPSAAGNGNDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MBL3563428.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB20
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MBL3563429.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB20
MRLLVLLAVLGCALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MBL3563430.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB20
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEVQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MBL3563431.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB20
MQTSGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGAFD
FAIEGEGFFLLDTPEGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASGAVAADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MBL3563432.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB20
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MBL3563433.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB20
MDLKSSTAALGYTTARPATLPQPGDDGAEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MBL3563434.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB20
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPAGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREARRSYEANLKMFDQARQMSRGLLDLLRR
>MBL3563435.1 FlgB family protein [Rhodovulum sulfidophilum]AB20
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMVGRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MBL3563436.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB20
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MBL3563437.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEISNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGVAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDKGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>MBL3563438.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB20
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MBL3563439.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB20
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MBL3563440.1 flagellin, partial [Rhodovulum sulfidophilum]AB20
LALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MBL3563441.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB20
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEQVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGLRVTLSGDPVPGTGGEYLC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGFNE
LRFEDENGREEVYLRAEKDLSLRVRDNAVSNIGGLSVESIDKDKWEMIGNAHTLRVGKDYNIDVGFERDFGGTFGYHNLG
DDSLQSSVFGYDSKGFDLGETGDYRLNVKGTITQTTQSTFTLRAKDSTHIESDQTLRLEAGRDFDVNAGRNLDLTATRSL
VGTAADFIKIEVAGVSLTISKDGCARLRGTNIEIHADDKVDIPAGNEIRLSAARIDLN
>MBL3563442.1 hypothetical protein JMM59_00170 [Rhodovulum sulfidophilum]AB20
MAQDHAPVSDVTVTYENDLGGQITITIDGTDFVLSAARARPASLVQQAQEYAGTIASSIWHQPTDVTTGAFLLATLGGTF
DGIAPQGSRKARAVMSLPVEAFGMLRRDWRQLRLELQMLLVYQQTDLRGRMLLASGTRIATGMTVTPWIFSLGGRVKGYA
LARGAATFALATLGAVYRMSMRMYEAKLSVMDTGPYPFLAAIISGEERIFHLAREIGIDSYFEIRNYLRDHPEAIQLEDT
ELRVVQKAINWVFDALEDPAGFTDKVEE
>MBL3563443.1 hypothetical protein JMM59_00175 [Rhodovulum sulfidophilum]AB20
MMRFLSKGGYFIFLAILSVVAGVVLPVTLVFGAFALWDHDYLNGIALLGFTLLGLYLTQFAFDYRKKIGRNRDASGPDGA
GQD
>MBL3563444.1 hypothetical protein JMM59_00185 [Rhodovulum sulfidophilum]AB20
MTELLDNADEPPPLLHPNMAQMYQDRIAKLCENLQSEEDRGAAVDVLRSLVDEITLVPATGELSIVLRGDLGAILRFAAG
KQNSDFLSEAEALDNLLSQKSLVAGVGSTRSRRAGGPKAKTSAADPAGSLQVTMVAGARIGHCFIPA
>MBL3563445.1 hypothetical protein JMM59_00190 [Rhodovulum sulfidophilum]AB20
MFGCSNGGGSSALSRSSVNSAFHTSSFSALSLSFAGGSLAPPTMDPAEQQLLAELEAARVSDLFFQTRSGPPASTGFQMP
PPAPWGGLVATSETDPRQAFLTAPTDRRTVAPDRVQPPASPYLLQAGSVIPAALITGIRSDLPGQITAQVTQNVYDSPTG
SLLLIPQGTRLIGAYDR
>MBL3563446.1 TolC family protein [Rhodovulum sulfidophilum]AB20
MTIRTSFAAVIGCSLLWVAGCGGPETPADQRLDALRDDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLADIGLDDDTE
SASLRSERNSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESARQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MBL3563447.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB20
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVTGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VAHPLPVRFDYAAQLADLASGTISVFFTLDAPAVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MBL3563448.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB20
MTTDAPRRLAPLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIDGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILKDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MBL3563449.1 hypothetical protein JMM59_00210 [Rhodovulum sulfidophilum]AB20
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDTADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEVDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLD
MGESSESYSGVLTLSSVLDTASGEDLATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFSNIADTFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQEDDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLDWVNSELSQAWEGAALELTEDGALVFVLPEAASTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAAGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVDLGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGAYRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGSLALTATGYDTALSYDTIAFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDTTAATGGLIDIFNGNLGGLTGLDLTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEDALEYASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTVFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGVFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGVEARFVAQIEVGYDLGGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGVTVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDG
DILEALGYIFYGEASYGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGNDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTILGGKGSDIMMGGGGADRIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASEMGGDDILTTGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFTEGTIWGDSTAADGNDTITVGNDDGISS
VDDLKDIVIGSLGDDTVAAGDGGLVVLGDGGTITTDPTALNALRTYVPLGSDPSDDDVAADLKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQINTGSGSDVI
VGGEGSDEIRAGVGDNAILGDNGTLSRDDTGDTLSLTLKSAYLRTDGDDLVVTGSGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSLNDTVNAGNGSNAVIGDNGHLKIDEAGIELTSADPSLGGN
DKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLKIDEAGIELTSADPSLGGNDKITTGSGNDAVLAGSRNDTVDAG
NGSNAVIGDNGHLKIDEAGIELTSADPSLGGNDKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLKIDEDGIELTS
ADPSLGGDDKITTGSGNDAVLAGVGSDTVDAGNGNNAVIGDNGHLKIDEAGIELTSADPSLGGNDKITTGSGNDAVLAGV
GSDTVDAGNGSNAVIGDNGHLKIDEAGIELTSADPSLGGDDKITTGSDNDVVLAGVGSDTVSAGDGENFVLGDNGWISLV
DENVVETSDESLGGDDVITTGKDDDVVIGGTGSDTIALGDGDNRALGDSGYYRSQGELVSDHLDSDGADKVTSGTGSDFV
VIGGDVDTAVLGDGDNRAIGDSGRIVWSATEIGTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQG
RIELDAGADQVVARRVVTKDVAQGGGDDLTTGKGDDVVLAGAGDDTVLTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLD
FGGDDVIYTGAGADIVMGSQGNDRIEVGEGEDVALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQA
GADTVIGGSDDDIIIGDLVEITFTDASAAMAGQSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQD
FLIGDTIIYQRSYTEMADGTLFEVILLDTNFAYRTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGR
WSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRAQQDDSIGSPLDLILEEMDAANEGRGLLAGGEFISEGAGIDTSFFAGRL
LDFLETDEVVGTLATLVTLGADQAVLAQALEAAIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MBL3563450.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDEKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MBL3563451.1 hypothetical protein JMM59_00220, partial [Rhodovulum sulfidophilum]AB20
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSVALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADAAGLADLR
>MBL3563452.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB20
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGPERPRHPVIWLHGASNGELASARPLIERLLARRPDLCIVATSNSRT
GRALVESWALR
>MBL3563453.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB20
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFAKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MBL3563454.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB20
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASAGYQRDDNSDEGYRAELKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MBL3563455.1 hypothetical protein JMM59_00240 [Rhodovulum sulfidophilum]AB20
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRPAPARAMPVLLRGPLPQEPGAPALPVARELA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPATPLGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MBL3563456.1 elongation factor P [Rhodovulum sulfidophilum]AB20
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MBL3563457.1 elongation factor P [Rhodovulum sulfidophilum]AB20
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MBL3563458.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB20
MADRAALEALAGAAIARRRSLSGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWILIEH
LDVRAASGPGWAALGTALLRLHATTGGTYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGGPAPGWPARRAVYQLW
PALVHLRLFGSGYRGLVERCLATLGA
>MBL3563459.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB20
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDAILLDVKADIAEALTRRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPIVAGSKEAGRLLTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MBL3563460.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEIAGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVASQLRS
RAGQAGMPALVDVVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLSAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQDALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREEGRHDQ
LLARDGLYAGLYRLQFTAES
>MBL3563461.1 tyrosine-protein phosphatase [Rhodovulum sulfidophilum]AB20
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGSNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGTPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MBL3563462.1 hypothetical protein JMM59_00275 [Rhodovulum sulfidophilum]AB20
MIWQPQASGAFAMAATLALVAGAGARFVPGSSAVGPLARILDALAPWLLAGALILAFGATVLGLCRLGPGLVAAALVALA
GLGALHLRQSLPALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVARGLPLLKDRYDFVSPCRPGA
CQIVLAARSRPKRFWRMSLNPAWPDRYAVAEIETASGKPVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDF
NAAPWSRTLSQIHRDTGMATARWPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MBL3563463.1 SLC13 family permease [Rhodovulum sulfidophilum]AB20
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MBL3563464.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MBL3563465.1 hypothetical protein JMM59_00290 [Rhodovulum sulfidophilum]AB20
MARPIPRHPLLGQAGPRRSAGLVAPLPGAGDFSRIPRLGGEDRADRPLTGDNVGTDLAEAETTTAQARFRTRAA
>MBL3563466.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB20
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>MBL3563467.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRVRIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MBL3563468.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB20
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADCGTLAEAPAEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADTVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MBL3563469.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MBL3563470.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB20
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTTADPEQRAMAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHAAQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MBL3563471.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB20
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYAMTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRIGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGA
>MBL3563472.1 DMT family protein [Rhodovulum sulfidophilum]AB20
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCGFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MBL3563473.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB20
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MBL3563474.1 hypothetical protein JMM59_00335 [Rhodovulum sulfidophilum]AB20
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MBL3563475.1 acetolactate synthase [Rhodovulum sulfidophilum]AB20
MILRAVLLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPSQVVITLMDRRVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MBL3563476.1 hypothetical protein JMM59_00345 [Rhodovulum sulfidophilum]AB20
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MBL3563477.1 hypothetical protein JMM59_00350 [Rhodovulum sulfidophilum]AB20
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MBL3563478.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCIYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWAR
>MBL3563479.1 hypothetical protein JMM59_00360, partial [Rhodovulum sulfidophilum]AB20
AALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>MBL3563480.1 hypothetical protein JMM59_00365 [Rhodovulum sulfidophilum]AB20
MSPISETGRLAGIEAIPTACPEPTYHYRTGSVCIVRISGETVLSAGANAAAIGAGGDQGLDGIGVQPVEPGLDTREQARD
QDETDRPGAPD
>MBL3563481.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB20
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSEREFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVELGVDGLGIQRQVCVADI
>MBL3563482.1 hypothetical protein JMM59_00375 [Rhodovulum sulfidophilum]AB20
MSRRPVVETDDTFPERAAAEVSGAEFLAHQCQDPADLAKAIRGADMAVVQFVPADATVITGMAEGGALIRYGIGFCNIDV
TATNDRGLPTSHVPDCCIDEVAGPSVSAPLRKPLALAPSVRGGGGDGMADTAMMPGGMTEAQLEGFGPAMPIRRYATWGA
LAAPTACLLSSRAGDITGTRLHVNGGQSMV
>MBL3563483.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPKEKDIALIRGTGATDQLTEREPADRFGVSRPMLREAMRALSVLGVIEIRPGGGACVSALDASSLLSQMNVFLGLSEIS
VDQLWQALRLIGGELAARQAKAADLEALDPPAAGGGRSLSRFRFPRPASQAGRSLFPCPRRPEPERAGARIPQGRRPYRR
DGAPVHRRIGEAPRAGDGSPQAMAAHMAQAWTSPLGISQPPPAKGFSRMTGAQA
>MBL3563484.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB20
MQTAPHQNEKIGSALGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTELLCLSERHPAVPG
GLRGLEVMVFCRSDLARGNYPARAEFVYGEWLREAFEAGESPMPERDPEYSLVLAQARQEAIALCGPPRNEVPPEVPPEH
VRQAMRDALPDLLDGLHGDARNVLLTLARMTTRTLKVSIENAEAVIRMPLDEVHGLRVAMHPRLVGEPESNSTKAIREAF
DKALARAQIRAGRV
>MBL3563485.1 hypothetical protein JMM59_00390 [Rhodovulum sulfidophilum]AB20
MKDRSAIGRRNRAKGAELEREVAAALFGLTGIAFRRNLRLCQDSGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRTQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIEIRGTVR
>MBL3563486.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB20
MCGLAARGLWVEMICLMHEATPYGHLRVNGQSPTDAQLGVLVGAAPDQITAMLGELEAAGVFSRTRAGVIYSRKLTRMAK
KAATARNNGRRGGNPTLSKGKGNPVTDNPPDKGRDKPQKPEARVQKREDTNVSLSPGDDLGFHPVDEISEAVAAFNVAAS
ESGWPQIRVLSKARRSALKSRLGECGGLWHTARTGKFFTKDTAATWAMRRLPDPDAMTLDHARGAYLGELAEDWQSRAGA
ARQVAGRMAEYVTRSL
>MBL3563487.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB20
MFRALRLAAFALLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELASQLARAGFIVIAPAHKGDTAGQPPRASQDRILKNRPAQAIAALDSALRNERLAPHADPARIG
MIGYSAGGYTGLILAGAKPDFDHAAAYCAKEGRDDTGSCGEARFIGISEKLATWSAPSEPRLKALVLLDPLAVMFDAPGL
ADVGNPVLLFRPQEDIYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPEDIAAEAAMVCNDPPGIDRPAIHRSLED
DVIAFLHETL
>MBL3563488.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MBL3563489.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAE
>MBL3563490.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTEIVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSGEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MBL3563491.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWDLAADLGGSESASRRI
>MBL3563492.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB20
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCIFRPSLDGDRRPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MBL3563493.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB20
MPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLRIGVALLG
ARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSERNLSFTV
FGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVLILTLALR
GAGVQDQSGAKRPPILPGFVIAFLILALINSLGWIPVALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFL
ETLFIAGVVLAGVMVLL
>MBL3563494.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB20
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKLNVIRSSIIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRALRRRGTALPAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>MBL3563495.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB20
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKETPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MBL3563496.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB20
MTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGARVDIDARN
GFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGTNPIAFAA
PRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGQPTTDPRAALGGTMVPAGDAKGAALALVVEILAATLTG
ANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLGAMLAQEGTRLPGERRLRGRSDSAGRVRVPGHLMEEL
STLPS
>MBL3563497.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB20
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGLENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>MBL3563498.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB20
MTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPNVAAVVVI
GIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDTTTGLSSC
PTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKGNILGGLT
TIEEKALGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPIVPVIKIS
GNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MBL3563499.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB20
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MBL3563500.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MBL3563501.1 aldolase [Rhodovulum sulfidophilum]AB20
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADIDEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MBL3563502.1 four-carbon acid sugar kinase family protein, partial [Rhodovulum sulfidophilum]AB20
AIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAAAQAPFEAPAGKGVILAGSCS
EMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGTVARAQKTLGRMRAGELVETL
LGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCLALKSGNFGSEDFFLKAWELL
A
>MBL3563503.1 sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB20
MTTRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGPHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPP
>MBL3563504.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MBL3563505.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB20
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPRAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MBL3563506.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB20
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MBL3563507.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB20
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMIQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEP
>MBL3563508.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MSRLLALALALLPMTASADSHACNEGSAQIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDAAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRVARVPVETGRRL
ADRIEITRGLAVGDEIVVKGTACLGEGQTVGPMVAP
>MBL3563509.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MLITSLRGIRILGVLPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALIQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRSVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIHIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MBL3563510.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB20
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSSGTVGISLAMFGIGVAIVQGGLIRIVLRVMGERIAVWYGLGYNFIAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLASGVMVICALVFALR
RAATADTGIRRRA
>MBL3563511.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGTDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPEKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSEDGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MBL3563512.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB20
MKIADLGDMALHYREDGSPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LESLALRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLARWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLALAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MBL3563513.1 threonine/serine dehydratase [Rhodovulum sulfidophilum]AB20
MTIDQIEAAAARLSGKARRTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLASGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>MBL3563514.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB20
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MBL3563515.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB20
MPITTCIFDAYGTLFDVSAAARRAATEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQHFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MBL3563516.1 VOC family protein [Rhodovulum sulfidophilum]AB20
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETEQGGGAVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MBL3563517.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB20
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIT
>MBL3563518.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB20
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MBL3563519.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB20
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEAGEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MBL3563520.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB20
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MBL3563521.1 transcriptional repressor [Rhodovulum sulfidophilum]AB20
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MBL3563522.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB20
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLHDALDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPLSAS
RARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGTGPEGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLSEAEQALTVRARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLAEIEALLDAARLAAGWDEATRVRYRSRLSAGPGPSALTGCDAVIEAGSGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRA
AAEDLARAPGRLGWKVTAVLSGPGSGHEIETWAMPGSNRQVRLDDKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRF
LDRIALSFEPGHAEATLAYEKAMRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLETAQAEAETAFPRAT
LALAGPEGSDPADAGALAGALAAGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQD
FGAPPLLLLDEVAAHLDAGRRAALYDEISALKAQAFMTGTGAELFAGLGERAQYLEVRETDGTSQIERMEGPCPRSA
>MBL3563523.1 hypothetical protein JMM59_00585 [Rhodovulum sulfidophilum]AB20
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPADILRLEQELEDDGSDDLYDDMPV
>MBL3563524.1 TIGR01244 family phosphatase [Rhodovulum sulfidophilum]AB20
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADASADAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MATLPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>MBL3563525.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB20
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MBL3563526.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB20
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MBL3563527.1 hypothetical protein JMM59_00605 [Rhodovulum sulfidophilum]AB20
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAGDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPTE
PSREAP
>MBL3563528.1 response regulator [Rhodovulum sulfidophilum]AB20
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MBL3563529.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MBL3563530.1 substrate-binding protein [Rhodovulum sulfidophilum]AB20
MNRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MBL3563531.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MBL3563532.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MBL3563533.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MBL3563534.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MBL3563535.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB20
MTEHIYPPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDEPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIY
AYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEE
LIDNRRNRG
>MBL3563536.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MBL3563537.1 cation acetate symporter, partial [Rhodovulum sulfidophilum]AB20
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQSDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAV
>MBL3563538.1 DUF45 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSTIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQSAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTD
>MBL3563539.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB20
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MBL3563540.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRTAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFAQDTERKQSQTEAEATCAVMFDTYVALGYEIIE
LPRTDIARRADFVCEQLAI
>MBL3563541.1 EamA family transporter [Rhodovulum sulfidophilum]AB20
MGQTANVRGGAQVSCASCPKWTSDALSSSAGIGALSFAFALSVWQVVFAAPVFGWELRKGTKGIFGIDLSRKERHRMILV
ALFTGALFGLSTYLYVLGVEKAGAANAAIAVQAYPLFAILWESLFLKRRKTPLELALTAVLIGALYYLGTGGTFRMSGLS
PWFLVSLGVPLLWSIAHVIIKEELSNTPITPAQVTFFRVAISTLFLAVVLVIVVPSGIGLGFSAVFQVMSALMGLVYFLE
LIVWFYAVRHIDVSLASSITTPWPALTMVLAVPFLGDAIAPFQVAALAVVVVCIYGLTLASLRKNRPDQAMTDA
>MBL3563542.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWTLGGPVIIVPALGAIALA
VAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYEGLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGADLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAIALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MBL3563543.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWDAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADTRPSFRLSAGSLIRFERIETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEAEEQDIAEALQLADAATAIAALPEGLETFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MBL3563544.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLELQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MBL3563545.1 hypothetical protein JMM59_00710 [Rhodovulum sulfidophilum]AB20
MAELAVQSILAVDTIPPDTSADGADFPNQDVSADASPAPTPVTDAPRLEVAPATGAEDSAIALDLAADLIRPAPGETLTL
TVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIPPPGFTGDFELEIAAIASDPDGGVATTNNLLPVTVLAEEP
SLPPSSQVIELNGLITPEDTAVALELGQAFLEATGFSNLTFASISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPN
DSDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITISGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEGARL
SAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDT
AVDLGTFLLLFDLAGFASIAVEGVPEGGTLSGGYLDEDGDWIIAVGLLQDLTYTPPEHDASGVTLTVVGRILSFPITLGR
IDVLVDAVADAPSLSASAVDGVEDQALSLTINGALVDIDGSETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLT
LTPPPDFSGQLTFDVRANSLEDEGIAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSSGDADGSENVTAIV
ISGLPDGAVLSAGTALGAGAHALQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAPVLNV
TDALGVAGEPVDLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDA
HATIPGTGDIASNTAVIDVQVPEPAPIAMEVVVDIAPGFTVDSTASLSRIVVTLADDPLFAEDTLALSDETASDPVISDA
LSGGALSLRFENDGRQAILEGDAPAELFEQLVRGLQLHTSSDQGSRTVSTDVYDTAGELLPLDSVNLTLNPTDPAASTDP
GDLLAADTSFNTETDTTSLDWDAGSDALDPPTTDDPAPYQEMST
>MBL3563546.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB20
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMNAGADDFLVKPFDPEMLAAKVRAAERIFSLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MBL3563547.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB20
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVTADRSDAIALLESA
>MBL3563548.1 ATP-binding protein [Rhodovulum sulfidophilum]AB20
MPGRFILKYDFLEAPRVWDAISSEVGANYPQDDLIRIRLGLTEIINNIVEHASNGQDNARFSLRILKLESGLFLCLSYAG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MBL3563549.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB20
MTGMIVFLTVLAVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVSKAPAPQEMKAAMASL
HGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQGGVGLISRTPVFLEDG
SYWGILSLVLDAESVFAQAGILPLQNNLNIALRLRADDGEPDRVFKGEAELFAPTSIIRDIVLPGLVWQIAATPREGWTH
SLGHLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNAAAEIMFGRPTAQAKS
MPVAEMFEVETVLANTSIQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSLRDVGDRMAIENALRKSEERFRNITSQV
PGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGEDWQFEGRFLRGDETRW
WRAFSRPQRSVGDPDDTVIFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVILSANAAVAQIFQYRAE
ELVGQNVSMLMPDAIASRTERDLDSEAVSVIRNVVGMSRTVMGRRRNGEEFPVELSIAQTMAGCGSTYTGVLRDITDRVA
AERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLLLSETQSARHRKWINT
LRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISPSPTLIGDPMRLQQIL
LNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTRRFGGTGLGLAISGRL
AEAMDGEINVSSVEGEGSVFRLTIVLPEATEMTGNISHPARLALGPAHDRALNLLIAEDNETNRLLLNDALEMCGHSVTT
VENGAEAVAVVKKNDFDAVIMDMQMPVMDGMTAARLIQTEDENGPPIILLTADALARKSFEKENVFSAVLTKPIDWKQLF
SALNEFARRDGEASADAQQHDKRSNFICAFKNNSDLGEVASSTEPPTLSLEWLDVLHQTIPPDRVNSIFASLIEKLDLQS
RELRARLSAGDLEGAERTLHSLFGLSRQFGLGKVAQCCQNISITSEAGDVAHQSP
>MBL3563550.1 response regulator transcription factor, partial [Rhodovulum sulfidophilum]AB20
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDADEETGG
QTASTR
>MBL3563551.1 response regulator [Rhodovulum sulfidophilum]AB20
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLRCLIVDDDAISRFVTVEHLRRLG
AEPVEAASIRTALDRVAGREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>MBL3563552.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIDDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MBL3563553.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB20
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MBL3563554.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB20
MTAQTRCPPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
TGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYCSAEARSDAAP
DAAAHQNLWG
>MBL3563555.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB20
MPGFRFLLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTQDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MBL3563556.1 P-loop NTPase [Rhodovulum sulfidophilum]AB20
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGYDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPEAAPPVAEALAAIVGACAALGSAGFQDAALRSLDA
AFTENLEDEDLVRALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MBL3563557.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB20
MSGPAPAEAALSRRNLLRGKLDGGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSVLALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWIRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWRAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGSWGAP
>MBL3563558.1 hypothetical protein JMM59_00775 [Rhodovulum sulfidophilum]AB20
MYKIERVHHRVYAIRDEAYRDLLAYIEGFCHSRRLHSATGYG
>MBL3563559.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MAGTLALFQLADHPDAAPAEGSGTEMAVQVTVETIRPKPIVLATEYSGRVSAARRVEIRPQIGGLILERRVEEGTRISAG
EVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAGIAEARAAVEHKRLD
LDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAILMAAEEGLGPVRILRDRDGAAPLT
GVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAELPYGAVPDALLVPEDAVLHTAGGGAQLVVVSPEGKARRRDV
VPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGVAVSVDARPAET
>MBL3563560.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSRSGVTDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEASISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSAR
>MBL3563561.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDSIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWKSNILSRMM
>MBL3563562.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB20
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRHPGRMPGLWQGKRPVLSHAQFMT
LAARLGTRPGRLRLHAGMPPGGGAGASTAALLAAIRCLARYALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
GRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPAPLLELGRNLGA
LGLVVAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGGGR
>MBL3563563.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]AB20
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRSGDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVARPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLALRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MBL3563564.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]AB20
MADGQDRGRDHGGDLSGAMARFGGTADDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAAKV
GVLVVDESFADPHPELSLLPGGCPENVLVLRSFGKFYGLAGLRLGFVLGPEALIRPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MBL3563565.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB20
MPNWPIALLLTAFASTAAAQEAADAVAPESATSATEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAETGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPAIGLLDPGYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGRPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAAFG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGH
>MBL3563566.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB20
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MBL3563567.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB20
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MBL3563568.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB20
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MBL3563569.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB20
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MBL3563570.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB20
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVADGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MBL3563571.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB20
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MBL3563572.1 glyoxylate/hydroxypyruvate reductase A, partial [Rhodovulum sulfidophilum]AB20
MVRILFSAPPGLWAEYRAPLTRALDEVGIKAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFTCAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRNPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAKRLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAG
>MBL3563573.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
SHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVIALNGGEYVSAADSAFGMSGPMCAIWFGILVVKMAELCLIT
PPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MBL3563574.1 hypothetical protein JMM59_00860 [Rhodovulum sulfidophilum]AB20
MLSAEIEDITQPLFGVDMQVGLTVRYRLQDRAGKARWERRIVTRHTARLGEAFLGSERLRYANEGAARENIAAFLRALGA
EARAGGVAGVS
>MBL3563575.1 hypothetical protein JMM59_00865 [Rhodovulum sulfidophilum]AB20
MPMIRPFGPLALCAVLAACAHGVDETAMVPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKTALHCRARC
RPRGAMC
>MBL3563576.1 hypothetical protein JMM59_00870 [Rhodovulum sulfidophilum]AB20
MPRSMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVANPLWTAEFSEAGFRSDLASS
LTRAGIMTPGGTNRLNADVESVTQPDETWAKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQSVRGIDRLRIASENA
AKDNIALLLHALGASAEGAPRGGAF
>MBL3563577.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB20
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAALTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISDTGETTEVRLTAGGGTIRAQVPTEPGDKGRKVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MBL3563578.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLQKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSLAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPGGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKERGWRV
>MBL3563579.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB20
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRSFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MBL3563580.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPVDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MBL3563581.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGQSWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVGHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MBL3563582.1 beta-glucosidase [Rhodovulum sulfidophilum]AB20
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGTGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPRGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDAIVMGEDGSEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MBL3563583.1 glucokinase [Rhodovulum sulfidophilum]AB20
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALMPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLARFLAGADGFAAVEEALSGRGLGRLYDWARAGAGQPGATDARAVMAALDRDPAAGRALATFVGLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGSMGFAEAFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MBL3563584.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB20
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALSNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVKEIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MBL3563585.1 peptidase [Rhodovulum sulfidophilum]AB20
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAKGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVD
ALGVGGVSVEGSDSLDNPTAVFQ
>MBL3563586.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB20
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MBL3563587.1 bacterioferritin [Rhodovulum sulfidophilum]AB20
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MBL3563588.1 thiol oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MGSAAVAGPLTQAVTGPGLPSLPFTALPFTAAEQARIARATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLTAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVTLSEGESATLRRPRYELTEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRANLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDSDAPEVLAGKK
>MBL3563589.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB20
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHT
>MBL3563590.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MBL3563591.1 methyltransferase [Rhodovulum sulfidophilum]AB20
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLWDGDSYTAELTDIL
RHGAALSWPR
>MBL3563592.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB20
MNLSSHLQELRKKHKALSDEVERAQQTPAADTIQVAELKKQKLKLKEQIERLSQA
>MBL3563593.1 EamA family transporter [Rhodovulum sulfidophilum]AB20
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAVQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MBL3563594.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB20
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPDEIARCVAFLASDDAGFINGSTISANGAQFFA
>MBL3563595.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB20
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MBL3563596.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB20
MPDDSHENDVGSTEGAENPLRRAGAEDDRKVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>MBL3563597.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB20
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
ISYAFMQAVGMVNDHVLTCPRHAEVAALG
>MBL3563598.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB20
MIASGPAAKRPPHIALERVWVLASVWSFVIGWPPSEGNMILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHA
DPRALPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCPPCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDD
KQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIGRLMGEADWNSPGTKALLGRLIEGS
>MBL3563599.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB20
MTKDQTDAKTQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGA
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNECPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALM
TVMKGLPLAYSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHH
VTGTLVAMAEKKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MBL3563600.1 hypothetical protein JMM59_00995 [Rhodovulum sulfidophilum]AB20
MTRGARLAALLVLLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>MBL3563601.1 hypothetical protein JMM59_01000 [Rhodovulum sulfidophilum]AB20
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MBL3563602.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDGLGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQAV
>MBL3563603.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB20
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKIAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MBL3563604.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB20
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVIRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQCSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAASAGTDAMARSFEVIRDGRVEIDGAGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGGLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MBL3563605.1 hypothetical protein JMM59_01020 [Rhodovulum sulfidophilum]AB20
MKIVDWNLEWMNRWFSGNARPRWGSGELSPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEVLSDADGPRY
EALIGSDGGAQKLYVLRRRGGLVRAVERATDAATLALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPEARILVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPELIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGTGAGA
ARVERPSDHRPIWVEIGRPLTG
>MBL3563606.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB20
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MBL3563607.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAGLE
>MBL3563608.1 transcriptional repressor [Rhodovulum sulfidophilum]AB20
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>MBL3563609.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDGEAHDHDHDHDHDHDDEPEDHHHEAAMPDEDHDHDDHAGEEEHHHHDGIDP
HAWLDPENARVWVLRISGALAEADPYNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVA
GSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLAR
TIATCVTGTEG
>MBL3563610.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB20
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQIRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAEFGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>MBL3563611.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB20
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFSRGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRDGKVECLWPVSARGKAY
>MBL3563612.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB20
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAATGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDACRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MRA
>MBL3563613.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB20
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVAIFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADVGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIAAAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>MBL3563614.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGIAPTEKSA
>MBL3563615.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB20
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDAARAALTAAHARGIR
AVAIALMHGYLNPVHEDRLAELARETGFAQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRGYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFDRLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRM
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTALAEAALRRQGVEPTAIRTLARAHLRYEGSHQTLEVP
FGRAAAMQAGFEDLHRARFGFASPDRALIVDMLDVEAVAETGAAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>MBL3563616.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MBL3563617.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEMPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MBL3563618.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB20
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELSRLDAVTR
LPAEYPGWMLERQGEYRSQS
>MBL3563619.1 phosphomethylpyrimidine synthase ThiC, partial [Rhodovulum sulfidophilum]AB20
LNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPDD
>MBL3563620.1 hypothetical protein JMM59_01095, partial [Rhodovulum sulfidophilum]AB20
MDTIFAQATARGKAGVAVIRISGPRAHSAARAL
>MBL3563621.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB20
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MBL3563622.1 CopD family protein [Rhodovulum sulfidophilum]AB20
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MBL3563623.1 Maf family protein [Rhodovulum sulfidophilum]AB20
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKSPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MBL3563624.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB20
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSSDAVVSDLVYVPLETPFLRESRARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MBL3563625.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB20
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGTVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADEWLDAVLVVTATPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MBL3563626.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB20
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTEAWRPRPRPTPLPSRLTEEEAAAHRAFVETMGDDALWK
SFD
>MBL3563627.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB20
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MBL3563628.1 FxsA family protein [Rhodovulum sulfidophilum]AB20
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MBL3563629.1 Tim44 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MBL3563630.1 elongation factor P [Rhodovulum sulfidophilum]AB20
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MBL3563631.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB20
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEDFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQHSDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MBL3563632.1 hypothetical protein JMM59_01155 [Rhodovulum sulfidophilum]AB20
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQKLSRRQSGAATADAIGVFPTLVPVSTVTGGD
RAGRIAAAKGRKLALEARLESCG
>MBL3563633.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB20
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIVEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
SLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MBL3563634.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB20
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRSR
>MBL3563635.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB20
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MBL3563636.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB20
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAEDI
ARKAMAIAADICVYTNGNLTVESITR
>MBL3563637.1 thioredoxin [Rhodovulum sulfidophilum]AB20
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MBL3563638.1 PD-(D/E)XK nuclease family protein, partial [Rhodovulum sulfidophilum]AB20
GLWPEDRVLAAPETAPPETALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGTWMHLLLEHLPGT
DPADRPALARAFLTAADPPAPAAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGAVDRLIVSPTRITA
VDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGREIGTTILWTRTGALMTIPRELGHAALARAGLA
>MBL3563639.1 hydroxymethylbilane synthase, partial [Rhodovulum sulfidophilum]AB20
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFID
>MBL3563640.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB20
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MBL3563641.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MALPSRDHSVSDLRLRAVDAAIAVMQARGDADFAMAELAAAAGLTEARLVAAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MBL3563642.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB20
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MBL3563643.1 hypothetical protein JMM59_01210 [Rhodovulum sulfidophilum]AB20
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>MBL3563644.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MBL3563645.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDVWAARGWDVAVAPEGAFAAALVVLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MBL3563646.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB20
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MBL3563647.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB20
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>MBL3563648.1 serine hydrolase [Rhodovulum sulfidophilum]AB20
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPETPEDTPSGTPAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGHRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MBL3563649.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB20
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGANCPYPPATVALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQDEAKAARRPWDMAKGFDASAVCGALLPALRIGHPSRGRILCHV
EDQLRQEGDLSDMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVGRNHTCSVEIEGIGRVTTRFS
>MBL3563650.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB20
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MBL3563651.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB20
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGDGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAASGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGIADWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MBL3563652.1 FixH family protein [Rhodovulum sulfidophilum]AB20
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEDGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MBL3563653.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB20
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MBL3563654.1 cold-shock protein, partial [Rhodovulum sulfidophilum]AB20
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRD
>MBL3563655.1 arsenate reductase [Rhodovulum sulfidophilum]AB20
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MBL3563656.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB20
MGQITLTFPDGNQRDFEAGIPPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>MBL3563657.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB20
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGHMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAKGCDDALVADCIARFDGLDRYEARKAIVADAEARGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MBL3563658.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB20
MERTFGKSQTGPRLEDRRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEGARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERILFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPSGESYDVGDFARVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VEMSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MBL3563659.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB20
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRTHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGVLPIEKWAGVRRFAQRCGAHVPSHVDEAFDTAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MBL3563660.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAERAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MBL3563661.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB20
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MBL3563662.1 hypothetical protein JMM59_01305 [Rhodovulum sulfidophilum]AB20
MTEDARGAGERAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAAGVVELGDLGRDD
>MBL3563663.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB20
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPVPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MBL3563664.1 L-glutamate gamma-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
PARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECLQLLPGDGRIGAQLTSDRG
VTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQSAGQRCSALRCLYVQEDIA
PGFLAMLQGAMAELNPGAPWELSSDLGPLIDAASHAAIASHVATARAEGRVIWEGSAPREGHFQAPVAIRVPGIEAIERE
IFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERVAGRLAVGNVYVNRNQIGAVVGSQPFGGEGLSGTGP
KAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPEAVAAAVRTAQPARGPETLDLPGPTGEANRLTTLARLPLLCLGPGPG
ASAAQAEAVRAQGGAAVPVEGLLEPAALKDIEGISGALWWGDAETGRAYALALAERDGPILPLIAGMPDPAHVRLERHLC
IDTTAAGGNAALLAEAGSA
>MBL3563665.1 phosphomethylpyrimidine synthase ThiC, partial [Rhodovulum sulfidophilum]AB20
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNID
>MBL3563666.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIGGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MBL3563667.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB20
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MBL3563668.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB20
MPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGCTVIGVALMINGRAGH
KYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGFQFLQILLSVLGFHGI
KWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSDYSRELRHGVGPMRQV
TIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVVPPAYALMDVFKLKFK
TSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDAAGPYRGINPAALIAT
AIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MBL3563669.1 transposase [Rhodovulum sulfidophilum]AB20
MPGARPASLHASCKPPWGREDEERLTADIIELARKHGRYGDRRIAVLLRRAGWQVNHKWVARIWRREGFKVA
>MBL3563670.1 hypothetical protein JMM59_01350 [Rhodovulum sulfidophilum]AB20
MAQLAPGRAVASRRLKTEWNTAACPSGRAALPPSMSTTSSPDPFNALVEALDLPPVKDGPLSGARFTVKDNIDIAGHRTS
FGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKAVADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLAD
FSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAGVLPFMPSVSTVGILAASLPLLEAVARVLLHSQTAPVTAPRRLLVLS
DAVKLALPAVQQQLHAALDEIARRTGLVAEPIRFAELVGEDVALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFS
LAYGNVQHFDRIAALESLARSERLFQQINAALSPGTIICFPTTPTAAPLKGSLDTLEAVTSFYDPTMTLTAFSGVARLPE
ISAPLLTVEDCPVGMSFAAGHYQDESLLAALSEMLGPQGS
>MBL3563671.1 endopeptidase La [Rhodovulum sulfidophilum]AB20
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MBL3563672.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB20
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MBL3563673.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB20
MTEHTDPAPTGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIELTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MBL3563674.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB20
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAG
>MBL3563675.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB20
MENLIHPVLLCGGSGTRIWPLSRKSYPKQFVKLTGEESLYQASARRLSGEGFAVPTIVTAADFRFIVMEQLAALEIAPAD
ILIEPSAKNTAAAICAAALALEARKPGALMLVAPSDHVIPDDARFRAAVQAAAPAAEAGQLVTFGIRPDRPETGYGWLEL
STPTRDFAPQPQPLRSFVEKPDLAKAEELLDGGMHLWNAGIFLFSTTAILEAFATHAPEVLTATRTAFDAAEKDLAFTRL
APSPWSELPDISIDYAVMERAPNLTVVPYAGAWSDLGDWQAIWREAEADTSGTVTAGPATALDCHDTLLQATSEAQQLVG
IGLTDIIAVAMPDAVLVAHMDRAQEVKQAVAALKAKSVPQAETLPRDYRPWGWYESLVVGPRFQVKRIVVHPDAALSLQS
HHHRAEHWIVVEGTAKVTVDTEVKLVAENQSVYIPLGAVHRMENPGKVPLTLIEVQTGSYLGEDDIIRYEDVYARGQGAK
G
>MBL3563676.1 GDP-L-fucose synthase [Rhodovulum sulfidophilum]AB20
MRKVYLAGHRGMVGGAILRQLQACGETNIITRTQAELDLTDQAAVRAFMQAERPDVVILAAARVGGILANNSYPADFIYD
NLMIEANVIHQSFTAGVTRLLQLGSSCIYPRAVAQPMAEDALLTGVLEPTNEPYAIAKIAGIKLCESYNRQHGTDYRSVM
PTNLYGPGDNFHPENSHVLPALIRRFHEAAQSGAEKVVIWGSGTPRREFLHVDDMAAASLFVLDLPKADYDANTQPMLSH
INVGSGTDISILELAQKVAAVTGYTGRIVTDLSKPDGTLRKLMDVSRLTQMGWSAQIGLDQGLAETYQWFLDNSETLRR
>MBL3563677.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB20
MTKTALITGITGQDGSYLSEFLLEKGYVVHGIKRRASSFNTQRIDHIYEDPHKQNPKLNLHYGDLTDTSNLTRILREVEP
DEVYNLGAQSHVAVSFEAPEYTADVDGMGTLRMLEAIRFLGLEQKTRFYQASTSELYGLVQEMPQRETTPFHPRSPYAVA
KLYSYWITVNYREAYGLYACNGILFNHESPRRGETFVTRKITRGLANIAQGLEACLYMGNIEAMRDWGHAKDYVRMQWMM
LQQNTPDDFVIATGVQYSVRQFIEWSAAELGITIRFEGKGLDEVGIVAAIEGDAAPGLSVGDVIVRIDPRYFRPAEVETL
LGDPSKAKAKLGWTPEITVREMCAEMVAHDLKNARRTRLLREHGLDLPISIEG
>MBL3563678.1 hypothetical protein JMM59_01400 [Rhodovulum sulfidophilum]AB20
MRADSNSYFRRGRPRWVEALWMIASALPGFRLRAAPAAFWAKIGAVVVIKPLVVVKFPWNLEIGDDVCIGQRV
>MBL3563679.1 hypothetical protein JMM59_01405 [Rhodovulum sulfidophilum]AB20
MLIRVNIVVHLFFFAVIVAFSGYSAFDLTQVLVGFLMVGVTGHSALVLSSRQRRGNGLGALTIGLVVFFWLAYTAKFGMA
MFIADEYWVVPHLIDTVSLLRVLPEAYFLSMIGFVSVVIAIIAFPLRHSIDWKLRPGKARVLGMLLLLCLCLVIKYFLKA
RFFLAVPGMDPIQLPIPYLSGILALLLGYAMLFFANVPLFLALFTGNRWAVFVTFLAAMANAGIDLRFGSKDTVMFQMTM
IVAYLFMFRVGLESGRAKFKRTARGMIIIIGVLGIGLVSAYKYMNFIRFAFFHGATSIADAISMAAQSDVATSRSSLIEL
YNRITGIEAFSAVMQMAEARLFSVSLSDMLSGNLMRAFSDMFLGGIDTTSAFSMTLIGSWYAYGRISAIIGGFLVTGGLF
AAIQTLIVRAPGAPHNMRLAFLPVYWIMCVQLMLGGNPMIWLKTIIVTLPFVYFIGRLAFTTTSRLHQTTLTQPRLTRSS
>MBL3563680.1 acyltransferase [Rhodovulum sulfidophilum]AB20
MINAQGGVTLGDGTILAPEVVILSSSHDYKQGALLPYDVYDVRRPVEIGRGVWLGYRAMICPGVRIGDGAIVAMGAVVTR
DVASGEVVGGNPAKPLSRRDCDAISRMVAAENYFHKKHWSGQRPRVMAASD
>MBL3563681.1 sulfotransferase [Rhodovulum sulfidophilum]AB20
MTGPSTNLQRGIGSPVFVVGNPRSGTTLFRLILTAHSKVGIAPETAFIIRLYPRYGHVKRFDERTLDRFEADLNRTSIDL
ESHWKTTIRDLFARKEDFVGRSYPEVCAQLYRNFHKVRGLGPVEIWGDKNNAYGNYLDVLNHLFPTARFIHVVRDGRAVF
NSYKKLPKNEAHKYAPALPRDARAVSLRWVDMVSRIDRQLARKAPGRHLAVRYEDVLQNFQPTMDKVCAFMGLEYQEAMR
GFDQLNRKFELEPHEYGWKENTFKPLDPDKTSSWRTELGLEEIAIFERESAEVLTHYGYRLETQADSSSAGRDFRPEIVK
GRAKEFMRSARFTAIRARSMIGL
>MBL3563682.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MTRVLYVLPELTAHQTTAAQVRAAALLPLIAEQTDLMVLTFSGAGDSPVGVEGLPEERIVRVPRADISAASLALGTVLAR
PRAFRRFDTPAGREALAAAIRAQQPDIVHFDGFATLGLMEVVARVRPQSRIIAHVHDAQSARMERYTSMGSLLNRVQKTR
EYRKSLQFESRGLGIAALTLVDSDEDRDYLRRRIGSDTVETLPLGFNPESFTPDGPKAELVQPAIVYSGSMKADQSVDAA
VFLAHEVMPLVWRTAPEAQLYIVGGGPTEKVRALEGERIHVTGFVDDLAAYLRASSVYACPLRLGSGMRTRVVEALACGT
SMVATSMAVRGLGNPADGVAWVQADTAPEFAQAVLRTLASTDATMGGRAAVFAYGNYSWSSIASRLVDYYSKVTEQ
>MBL3563683.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB20
MTMAGFQFRAAGGLGVALIAGRAAQATAFFVMARILDEANMGVVSVLTIIYTALFQLTNFGFERYVVYNQSEDEESLTAA
INAVWSLQLIRILIILVATAVLSLVLERSEYYDLGFAHLTAIGLAAILMSSISPDLLTHERSGNFAFIARARSYSTLIGA
AATIGVVLVWATPWAFVVGQILTAAVFMAQSFIYSSRMPQISYSGTDIRKAFKYCKHLLVIAVVSFVSTQVQNIYVGALF
SPAVLGVYFTWYRLVNLPRELVTQYATRLLFAKASADSRSGSGLMSSHLRGFAFTVVALLPFHIFVWFHGDFLITFVAGE
RWASFWWGGQLMAVASILLALSATIGPYNLVYLPHISSTLRTCEAVATTLLMFVFGGPFGLSGVLYSVIAVMAVAMLIRV
YLLYTQFVTQKRWDHARAMMLTLVVTAAPLALVEVIVRLYLPESTQSVWAGATYLVVNAAMFVYTVRRGGRLIRGMK
>MBL3563684.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB20
MNYIPQIEPWIDQEELKELSEVIASTFITENRKTDEFLEGIKALTGAPYAIATSNGTLALVAALIASDIGPGDKVIVPDL
TFIASSNAVRLVGATPIFCDVDRQTGCMDIESVERLIGQGVQGIMPVHLYGQIVDMDQLMALADARGLVVIEDAAEALGV
TMNGRHAGTFGRFGTFSFFANKTITCGEGGVVLCNTEADYKLLYRIKNHGRDRKGVFVHDGVGYNFCFTDLQAAVGVAQL
RKFGTIMQGKRRVFEQYRKAFQGVNGVTFMEPPANVSSNYWFMNVLVDDPAGLNAHLEKNGIGSRRFFYPLYAQPCNQDL
QEPEQPNSQWLYEHGLSLPSGARLPEADIARVCDIVMEFVR
>MBL3563685.1 transposase [Rhodovulum sulfidophilum]AB20
MKTCSCYKGQRSNTPSEIEGCPQQNGMVERFIRTLKEQFVHRHRFESIQHAMRVIGDWIAFYNHRRPHQALAMRTPVEAF
RLAA
>MBL3563686.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB20
MLADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSECDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQGVRESGEGE
>MBL3563687.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB20
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MBL3563688.1 hypothetical protein JMM59_01455 [Rhodovulum sulfidophilum]AB20
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MBL3563689.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB20
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
AMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MBL3563690.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MBL3563691.1 hypothetical protein JMM59_01470 [Rhodovulum sulfidophilum]AB20
MTVTSIAVAFGLVAALRLRNSCAMSGRLTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAEL
AVACGPEGQPLMGVLTDGAEPPDGDFERPAKIGERHFLIAWTGQSGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRL
SGAADALDSALAGCPPPLAVRPDPAAMRRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSSYPEVTVDFSYVSC
RAGPRLHRDFCTEAGCARQRYLPGASAYVLIEDGDPE
>MBL3563692.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB20
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MBL3563693.1 thioredoxin [Rhodovulum sulfidophilum]AB20
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MBL3563694.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREDFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MBL3563695.1 Trm112 family protein [Rhodovulum sulfidophilum]AB20
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MBL3563696.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB20
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTLEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MBL3563697.1 phytoene desaturase [Rhodovulum sulfidophilum]AB20
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHQSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MBL3563698.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB20
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MBL3563699.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVDMPRTHRPFIASVVVGCKPGAT
>MBL3563700.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB20
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAAAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MBL3563701.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB20
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MBL3563702.1 hypothetical protein JMM59_01525 [Rhodovulum sulfidophilum]AB20
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAVAPARELEDA
>MBL3563703.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB20
VATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTFGYEGDPMRLLFERGFAPTHAFSAF
YLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNPSEATLAKRRSNAVTVTHLTPPLAA
SGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLLETEDALIPDGLHVVGRTVTPEERT
EHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPTGRNIHAFDPFRMPTQFAMQEGAKQ
AQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADLVPLEELGRPRIDVVMTLSGIFRDL
LPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGAYGSNVNGLVDSGAWGDEDELADAY
EARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGISRAVKRARGGSDAAVYIGDQTRGEG
KVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEPWVYQRLSETFVLDEDMRKRLASLN
PAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLESIVAAE
>MBL3563704.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MBL3563705.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB20
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MBL3563706.1 PucC family protein [Rhodovulum sulfidophilum]AB20
MSKKPHPLTRMSAKFLPFADAASEGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MBL3563707.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB20
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MBL3563708.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB20
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MBL3563709.1 pullulanase [Rhodovulum sulfidophilum]AB20
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MBL3563710.1 hypothetical protein JMM59_01565 [Rhodovulum sulfidophilum]AB20
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MBL3563711.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB20
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPERRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MBL3563712.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB20
MATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWGW
VELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNLF
LGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMVL
PLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MBL3563713.1 c-type cytochrome [Rhodovulum sulfidophilum]AB20
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTDFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MBL3563714.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNATGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIESFLAQHL
>MBL3563715.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB20
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAM
DEDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFP
EEEPDEDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKR
KGNRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAM
TRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRG
MTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLS
TAVSAALDA
>MBL3563716.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB20
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MBL3563717.1 AMP-binding protein [Rhodovulum sulfidophilum]AB20
MTLQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAERLGLIVLRLSVDPSEPAGRFSLKAGGAGCGCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPADRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAKRIADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MBL3563718.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB20
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MBL3563719.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB20
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILLRSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MBL3563720.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB20
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTEMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MBL3563721.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
SDPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIGVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRSFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MBL3563722.1 sugar transferase [Rhodovulum sulfidophilum]AB20
MSIAALQAPAAKAGAIPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERRGGQVGCWVQRAGLSGLPLFWSVLRGEMSLVGPRPATRAELARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIGAALLRRWRPSRPQPGLALLSGTVPLIVSSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRADN
>MBL3563723.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB20
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MBL3563724.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB20
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MBL3563725.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MQDAATCPHSAWIGELPGGLRRRFEPGMAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MBL3563726.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB20
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITILFLFMMVSYGLKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALAAVLLWAGLLLQAGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLISSVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGVSPLWGALSFPMAAFASLMLALAAALEGQAPAEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MBL3563727.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB20
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMGATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSQTMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MBL3563728.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MAIHAPVLEDDSLLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRACLLGLAAPVAVPLVVSAADQAATEATHVSGADD
>MBL3563729.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
MDPIEIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDAEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGAS
>MBL3563730.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MKRSADKRPVSVDHGFEDDCVTLPIDVILPLRTLGKSAKSSRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPATGAVFDALRKMKIMRQIEAAELLVNANNYSVAYVKAVLAGTPQAQLVEASKPKKVKGITPEAMARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYVGKLLGNARVVRYLMQTRPEFLSEFQTIAEMDSVAPAEAE
>MBL3563731.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MPDDMEPVSQRQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVARRAGTDPQEYDLVCGQGRLEAFIELKQ
DQIPAILIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRERGYNDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKTDAKGTQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVTSGPSS
>MBL3563732.1 recombinase family protein [Rhodovulum sulfidophilum]AB20
MSAVAYVRMSTDHQRYSTENQLDVIRKYAETRGLTILRTFEDSGRSGLRLDGREALQSLMAEVQSGQADFKAILVYDVSR
WGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVFAGQCRLVELGYRQGGAAG
YGLRRVLIDEHGNPKGELSRGEQKSLQTDRVMLVPGPEEEQRVVQRMYEMFVNEGRPEREIAEVLNGEGHRTDLDRPWTR
ATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWIRAEGAFPAIVDKALFLRAREIVDARSRHFSDEELLDALRAIL
KRQGMLSGLIIDEADDLPSSSAYRSRFGSLLRAYRMIGYEPDRDYSYIEINRALRQAHPQVVAEIIAGVTRHGGRAVQDP
ETDLLRVNDEFTLSIVLARCAATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLPSIDMTFGKLKFAEQNGLA
LDAYRFDTLDFFYALASRARITEVA
>MBL3563733.1 hypothetical protein JMM59_01680 [Rhodovulum sulfidophilum]AB20
MSFPKKGKFFPKENGYGGSGQSDPEKGFAAEIAAALRKSHGNSRAGAKIVASWTGANEKTVKNWFAGRYGPSGTHLVSLA
RHSDEVLETFLAAAGRQDLMVAVKLAAAEDAIEELLVAVRSLSTREQ
>MBL3563734.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDD
RGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAG
GRAVLSALSDDAAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVA
GSLSEWTRDAFVRHAAPVATEAARAINGSL
>MBL3563735.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB20
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAEAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIISDEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEADIARRVRDLVGPDVPVVAALDLHGNISAPFVDSLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDASGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATRPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MBL3563736.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDDMIQSPVPVFWNITKDGE
>MBL3563737.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MBL3563738.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MBL3563739.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MEFKSRDFSEAPRVLKIRGLRVGLTGRSDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFSKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALDRAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGD
TA
>MBL3563740.1 amidohydrolase, partial [Rhodovulum sulfidophilum]AB20
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NSGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSGDFADMLKVMPGAYC
>MBL3563741.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRIIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARSGDEAADILATSGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWTATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MBL3563742.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB20
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWSVPETP
>MBL3563743.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB20
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARATGGKRVSLADLIVLGGAAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDIASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWSPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAAEFA
AAWAKVMNADRFDLV
>MBL3563744.1 response regulator [Rhodovulum sulfidophilum]AB20
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMNTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MBL3563745.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB20
MPIRGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGLDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRGDNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWSPAELPDLAGIGGGDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVTGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MBL3563746.1 response regulator [Rhodovulum sulfidophilum]AB20
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MBL3563747.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB20
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDVDPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MBL3563748.1 response regulator [Rhodovulum sulfidophilum]AB20
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MBL3563749.1 response regulator [Rhodovulum sulfidophilum]AB20
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MBL3563750.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MRSTGIFSENEYRLRRLVRAGLVWLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IQTLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQT
VSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASADRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGGH
>MBL3563751.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB20
MLLLDDTALACLLKRDGAAAAAAFSASGRRARMVSVALRARGSGMV
>MBL3563752.1 double-strand break repair helicase AddA, partial [Rhodovulum sulfidophilum]AB20
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFAGTEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGANRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLSLDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDQ
>MBL3563753.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB20
MFEDPVPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAASPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAAGHEDGREAWAAWLAEALKGTDRAGT
EPLSAHVARHRQLADILAAGPDTEGSGALWLEEAGLQARAALDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMTIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>MBL3563754.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB20
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVASRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETD
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLAGAWDPAHMDGLLLLIPPERATGHSGKGDFLIGPDGRLTRG
PGAIYSGAGILKTDWLAEIPERIFSLNRLWDGMLAKGRLYGILHSGGWCDVGHPGGIAEAEALLAGQGDV
>MBL3563755.1 phosphotransferase [Rhodovulum sulfidophilum]AB20
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPVILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEGLAPYGPAEMAELGCLPFRWYLPGQGLTAPED
EIAAFRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGDRM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>MBL3563756.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB20
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWAGRLSPIL
TEIQTGTAPDA
>MBL3563757.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB20
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MBL3563758.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB20
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MBL3563759.1 SCO family protein [Rhodovulum sulfidophilum]AB20
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARTRP
>MBL3563760.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MBL3563761.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
ISAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEAFRKIQEGIDEVRATEDAAPLKISLTPAFAENWLMPRL
GSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLEAELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTA
QDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSIQPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHR
PPRLRAFIGWLRQAAGPQAGI
>MBL3563762.1 transposase, partial [Rhodovulum sulfidophilum]AB20
KYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQ
HEFDLLCTDLGIEHRLAPPMRPQTNGMVARFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALK
DWQCQRPELFRKRVYNHAGCDN
>MBL3563763.1 glycoside hydrolase TIM-barrel-like domain-containing protein [Rhodovulum sulfidophilum]AB20
MATLVLGAAGAAIGGSIGGAILGVSAATIGGFIGSSIGSVVDSWIISSLAPTQRIEGARLDTLRITSATEGAVIPRLYGR
MRMGGNIIWATDFREETKTTTQGGGKGGGGGKVKTTEYLYYASFAVALCEGPITGIGRIWADGKPMDLSGVTWRWYPGDE
AQTADPFIAARMGAVGTPAYRGTAYVVFEELPLSSYGNRLPQLSFEVFRPLADSDTAEGLTRAVTLIPASGEFTYATQAI
RKSSGGTTQAENLNALPDTADMVAALDRLQAMAPAVESVSLVVAWFGDDLRAGSCKLRPGVEVTAKSTTPVGWSVNGVSR
ANAFLVSRDAEDRPVYGGTPADFAVVQAIREMKARGLRVTFYPFILMDVPPGNTLPTPYSDNAAETGQPTFPWRGRITCS
PAAGHAGSVDKTATAASQVAAFFGSANPSDFAISGDTVSWTGPSGDWGLRRMMLHYAHLCAAAGGVDAFLIGSEMRGLTT
IRSGASTYPAVTAFKALTTDVRAVLGTGTEIGYAADWSEYFGHHPGDGSGDVYFHLDPLWSDANIDFVGIDNYMPLSDWR
DGFEHADAAEGWPAIYDRAYLQGNIAGGEGFDWFYASAADRSGQVRAPITDGSAGKPWVFRYKDLRSWWSNMHYNRPGGV
ESGTPTTWVPQSKPIRFTELGCPAIDRGTNQPNVFFDPKSSESFTPYFSRGWRDDTIQRAYLEATYLFWGEAANNPLSSV
YGDRMVHLPECAAWTWDARPYPFFPELTDVWTDGPNWRLGHWLTGRLGAVSLAALVRHLCLRAGLPENSIDVTGLWGAVE
GYAIGALESPRASITTLARHFGFDAVETEGVIRFVMRGRAAVASVTPDDLVAAREGEVLELTRGQETELPQALKWQVARA
DEDYDAAQVEARRITVDTTRIASESFPMAVPPEEAERRCRRALMEAWTGRETAAFRLPPSRLALDPADVVMLGHDGRSIP
LRLISIADADARGIEAVRQDREAYDLPPGAPRPSALSQAVVFGAPEAVMLDLPQLTEDQAAHRPYAAAHAVPWPGEIAVY
RSPSTDGFDLLTTFGTRTRIGTLVSDFYTGPTSRFDFGNALVVDLLTGTLESVTDLTLFGGANAIAIESAPGVWEIVQAG
AAELIAPSRYRLTRLLRGQRGTEGAMGNPVPAGARIVVLDAALASLPIAEADLSIPWNWRIGPTSRPVSDETYVAQAFTP
EGVGLRPFFVAHVEQPWRRPRTPGDLKIRWARRSRALAADSWGGLEVPLAEEIEAYEVEILDGANVKRMLSAATTSAVYT
AAQQTSDWGALLGTGDTLDIRIFQLSALVGRGAPKTVTLIF
>MBL3563764.1 C40 family peptidase [Rhodovulum sulfidophilum]AB20
MKPADHDKVIAAARSWLGTPYHDQASLKGVGCDCLGLARGVWREVVGPEPFPIPPYSRDWGETGPHEVLAEGARRMMPEI
APADVGPGALVLFRMKPRAIAKHVGILTAPDSFLHAYERLGVIEERLTQPWRRRIAFAFLFPQR
>MBL3563765.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKSLSPALQVHLDEGTTTLAWCWRITRADGVTFGFTDHDRTLSFDGTDFEPESGLTASEVRSGSDLSVDAQDAEGVLTSD
RITETDILDGRWDNAEVEVWRVNWTNTGQRVLMRRGAIGQIRRGRLAFVAEVRSLAHVLGQTVGRTFQATCDAALGDARC
GVDPEDSAYKGTGTVIDLLRDRAFTASGLGGFASGWFTFGTIEWTSGANAGRRTEVLGHDVADGIAVLTLLEAPVRAIAE
GDDFTIRAGCDKRMETCGAKFDNTASFRGFPHIPRQDAVLRYATKDGGHDGGVL
>MBL3563766.1 hypothetical protein JMM59_01850 [Rhodovulum sulfidophilum]AB20
MADLLIWLVAALGAVGGVVLGRLRGRAEGKLAGKREAERDAMEDKNKRLERGRDAVRDGRGAGDPVDRLRRNDGRW
>MBL3563767.1 hypothetical protein JMM59_01855 [Rhodovulum sulfidophilum]AB20
MRYVRPNSLTWWAGLLAMFTGIASLALPATGPFAELSRLVALLAGSGDASPAGLMFLGLGLIGLRDRIERGFRGNA
>MBL3563768.1 lysozyme [Rhodovulum sulfidophilum]AB20
MHMTDQGLLALVRHEGLVPGPYLDVKQVWTFGIGHTAAAGPPDPATMPRGMPADLDAGIREAFRVFRADLVRYEAAVLRA
VKVPLAPREFDALVSFHYNTGGIANAALTRHLNVGNRVAAADAFLNWRRPVSIIPRREAERDLFRHGRYPRGTIPVWSMD
RTGCVDFSRPIRRLTEDEALASLRPSPLPRPPVIDLAPDAPTGWLARLAAFFSALIRRA
>MBL3563769.1 hypothetical protein JMM59_01865 [Rhodovulum sulfidophilum]AB20
MNDETGFLAAALKELLASTAVILAAWGALGGATNALTTKMRLRDALRHILLGGLIAAGMGSLSMAVITSWLGLPPEVIPA
GGAAGSAAYLVGVFGPAFIEMLLARLRRANEGGGDE
>MBL3563770.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAFHEVRFPDNISRGARGGPERRTQIVELASGDEERNASWANSRRRYDVAYGIRRADDLAAVVAFFEARNGRLHGFRFKD
WGDHKSCLPSGTPASTDQAIGTGDGATTAFQLVKRYASGSQTWVRTIAKPVAGSVTIALNGASQASGWSVDTTTGVITFI
AAPGSGVAITTGFEFDVPVRFDTDALDVTLDLERLGSITSIPLLEIRR
>MBL3563771.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB20
MAEKRVSVRLAAVGGRQVRAELEGVGEAGSRSFGRLSREMEAANTRLAAFSRRVRVAAAAAVAAATAAGVAMIRSGLQTV
DAQAKLAQSLGTTVASIQTLERAGELAGVSMSGIEQATKDLTRRLSQAAAGSGPAADALDRLGLSATDLIALPLDQRVGA
INAAIESFVTAAERAAVAGQLFGEEGSIAMSRIDTATLRQATEDVLAFGVVVSEQDTDQIERTNDAISRLGLIWRGLSNQ
LAVAAAPALEAVANAMAAIASRTGPLGIAIRGLFDNIGRLTTYAVTFTTFLAGRWVAGLAAAALSVRGFATALVVLRGAL
IRTGIGALIVGVGELIYQLSQIVARVGGVGEAFRLLSDLASEVWSRIGLALDAALARMSAGWEGLRAAALSALDGTVASV
VSFGDRTVAIFQGAYDGAVAIWGSLPGAIGDFAYQAANGLIGGVEAMLNGVVTRINSFIETLNAALALLPEWATGEGGVR
IGTLDVVDLSRIDNTFEGAATAAGTAAADAFSAALARTYIAPPDLGLGGMADDARARADAYREAAGMLTDAATRPLATWQ
ALKDTVSGSGTEAETALTDAATSADELAAGFDDTAAAANGAGGAARDAGTAAGEGAERALTVWQAVAAALSDYASRAREI
GGDIGQSLVSAFQSAEDAVGEFVKTGKLNFRDLVTSLIADLAKLAARRFILGPIANALSGALGGVGGIFANILHAGGMVG
SSGPSRMVPTMAFAAAPRMHSGGVAGLRHDEVPAILQRGERVLSRREAQSYGALQDQRHHHGPRRREFPPVPHAGRGGHR
PGGLARATGDVSHGVP
>MBL3563772.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB20
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKEATALLQKG
VRVRFIGDRDRLDPKLAGMMQALEKITAGNEMVNLTVAIN
>MBL3563773.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB20
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MBL3563774.1 UMP kinase [Rhodovulum sulfidophilum]AB20
MSDGSADQPKPAYNRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MBL3563775.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB20
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPEETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPLGAAQPVVIEAGRDWLNGRIEARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGNWPRWPAG
>MBL3563776.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MBL3563777.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAMMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MBL3563778.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKMLGGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTISITTTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>MBL3563779.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MERLSWTGALGPWLVPALEAALVVLTLAALAHPVALLAGGRIAPGSEAARFRPGKAARVTGGLFRLSLGAVAVVILAFLI
GGMLAPPEAKGTLGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWIFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPAHDGTVYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDAG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPTLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MBL3563780.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMIADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRSIPRPDSDKTTGRLEAIPGSFLMPQDRPRGCNFAPRCVHAVAGLCDATEIAMRPVRDPTTRQS
GHETRCLRFEEIDWQSRATRPANAPQGGVGPPVLTVTDLRKHYEVSSGGLFGPRRGALVRANETVSFEARTAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGRELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGPASAVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGNLCSRELPPMVELGPGHSILCHLPPETLGEMEPVFRSAAE
>MBL3563781.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB20
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MBL3563782.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB20
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MBL3563783.1 choice-of-anchor A family protein, partial [Rhodovulum sulfidophilum]AB20
SEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIVEGNARGPGSIRVGSGGTTLAVRGDVS
VDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDAGFEALFPTDMVETLNRASEDLSALAATGTAT
VSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILFEDNLLGLQAADGQRIIWNFYEATAVD
IDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPVPLPATLPMLAAGLGLVGLIRRRRN
>MBL3563784.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDATDQKILRQLRRDGRISNVALAERFSLSPSACLRRVQELERTGVILGYRVVTSPERMGRGFAAYVMVGLSSHTKAAQE
RLERAMAVAPEVVECHNIAGAFEYLLRVESADLSEYKRFHTEVLGTQSHVNAITSCIVMETPKDERAT
>MBL3563785.1 LysE family translocator [Rhodovulum sulfidophilum]AB20
MSFAILTALLGFAFVTTVTLGPNNLMLMASGANFGFRRTLPHMMGIVGGMSVMALLLGAGLMALFDAVPVLKVISAGYLL
WLAVKIATASPLEERDADSRPMTFLQAATFQWVTPKAWAMCLSAITLYAPDRSLLSVAIVAACFPAISVWAWLGTVVRQW
LSNATRLRVFNITMAALLVALLCLVLGLGA
>MBL3563786.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB20
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>MBL3563787.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB20
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MBL3563788.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB20
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>MBL3563789.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB20
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MBL3563790.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB20
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MBL3563791.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB20
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MBL3563792.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB20
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MBL3563793.1 DNA-directed RNA polymerase subunit beta', partial [Rhodovulum sulfidophilum]AB20
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEA
>MBL3563794.1 hypothetical protein JMM59_01995, partial [Rhodovulum sulfidophilum]AB20
MQRSIGRSNDVTLSTIWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRG
>MBL3563795.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB20
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRFSLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MBL3563796.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB20
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVIFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MBL3563797.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB20
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDKAANVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPSDVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MBL3563798.1 hypothetical protein JMM59_02015 [Rhodovulum sulfidophilum]AB20
MKRRHLILGGLGLGAAGYMGTILTGLAKPCGTGRPRLATLAGPRRIARALLRQGYIGRNKAPDAKSPEALATATQRDFAA
GDTVICDGWVLARSEANFALACLRDDTA
>MBL3563799.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB20
MRAPLALDIDRADGGPLFLAIAAAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTFV
AEDLPQTMTAPPAAPVLAEPAVRRPALAFSDGAPDPGLVPDKVLARAFRRALLSPAFRNGADDGDARGTRALREALADYL
ASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDAD
PRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLSP
GIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRISRARRDLLAGALAERLGERVVFDLP
AGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSCPQG
>MBL3563800.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB20
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGATETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLDLTDRVAPDWTLNRLWHALHVDRLNRGDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MBL3563801.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB20
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLIYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGTGDIGRHPTEHLPIALPGTGDLFAGLIVAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRAEMSCAAGPRRIRH
>MBL3563802.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB20
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MBL3563803.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB20
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MBL3563804.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MTDTLPSPAASPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKT
>MBL3563805.1 phytoene synthase, partial [Rhodovulum sulfidophilum]AB20
PISRLASARRAGVPAQAVPAARAAWRTRAILSRAAADPGRVLEGGLEDAEIARRAGLLWRALAGRW
>MBL3563806.1 hypothetical protein JMM59_02055, partial [Rhodovulum sulfidophilum]AB20
MKFALTENERAEATPGATGRCPGCGDPLIAKCGSKKVWHWAHRGKRHCDDWWEPETDWHRSWKNYFPVDWQEICSRDKAG
ELHIADIKVPNGLVVEVQHSAIRLEEARKRTLFHAPMIWVVDALRRKTDKAQFEKTLGIEFWRRSDNR
>MBL3563807.1 hypothetical protein JMM59_02060 [Rhodovulum sulfidophilum]AB20
MAEILTRSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRDAVAE
LVDCAMKEGKPDA
>MBL3563808.1 hypothetical protein JMM59_02065 [Rhodovulum sulfidophilum]AB20
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MBL3563809.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQNLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGIATKRRTEQKRNV
>MBL3563810.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MBL3563811.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB20
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWSPLGWIGLGLTVWVYYFFRDPERVTPTRPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGGEPLVAIGQTMVAGETVIADLGA
>MBL3563812.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB20
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>MBL3563813.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB20
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MBL3563814.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWASPNEVLLDLDTMRLRDFGGSGSGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDTDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MBL3563815.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB20
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLARFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPATGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MBL3563816.1 malate synthase G [Rhodovulum sulfidophilum]AB20
MGQTGKETAVTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDGFWTGFAELLHDLTPKNRALLETREKLQLQID
AWHQARGGAPHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGT
DAMGGPAPAGGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLL
KNNNLHVELVFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTR
ALSPDLDFVAPDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYV
VKPKMHGPEEVAFADETFTQVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAG
PFSRKEFIKRKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHY
HRVDVFAVQAALKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDR
ATCRISAQHIANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLH
ARRLERKAELAAEG
>MBL3563817.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MSNRALPAIALMAMLTGLPALAADFTFQVAHTNAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELTTPGQKALLKALTG
K
>MBL3563818.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MBL3563819.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVV
VVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYFLLEFALSSLPRILRPGHDPLEETGI
>MBL3563820.1 aldolase [Rhodovulum sulfidophilum]AB20
MGSIRSCVFANTHLHFTVGLAGPKQEPCSSRAAGSPQGIISVQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDM
EHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLP
VADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGMGLRGRVGHPEIQAAFGRIAAAAR
ARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGGTALLAALRGPAGS
>MBL3563821.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MBL3563822.1 hypothetical protein JMM59_02145 [Rhodovulum sulfidophilum]AB20
MTEPRQTHMVFVDIDPEEEAAFDAWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MBL3563823.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB20
MAAHPHGGLHAATICPMRADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGIFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDTHVRAGETDASL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>MBL3563824.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB20
MSLTRKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDQVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MBL3563825.1 acyl dehydratase [Rhodovulum sulfidophilum]AB20
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKVDASLKFPRKKKVTA
>MBL3563826.1 hypothetical protein JMM59_02165 [Rhodovulum sulfidophilum]AB20
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPAYRIGAISFSF
HRAVTVGETLAATATSGGPEGRSLICHLAGEIDGQTVVTGEAVLVPRES
>MBL3563827.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGSGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPDGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEIGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MBL3563828.1 CoA transferase [Rhodovulum sulfidophilum]AB20
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEAGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>MBL3563829.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MBL3563830.1 heavy-metal-associated domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVE
>MBL3563831.1 APC family permease [Rhodovulum sulfidophilum]AB20
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITHGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASLGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAVSGWLLALRIKRLQPEIYARLGQAFD
>MBL3563832.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB20
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPLVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDAPGRSTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MBL3563833.1 RidA family protein [Rhodovulum sulfidophilum]AB20
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTRQVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTAFRGASNGAQKITLEG
>MBL3563834.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MEPLADLPVSTLDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSPKQMAVYEDWLTAVAPLELGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLAKGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRKQKGAVQTGLGRHFLNELLSETRWR
DGRITPFERCRIMDPPVNAGLNAEAVAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVVRLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>MBL3563835.1 hypothetical protein JMM59_02215 [Rhodovulum sulfidophilum]AB20
MTLVDLNGDGIEEALVFYSHPASCGSRGDFIAFSLEAGSGTKGGRRDVVLNGAASIPFNNGHYGNASWDC
>MBL3563836.1 hypothetical protein JMM59_02220 [Rhodovulum sulfidophilum]AB20
MNHFTFDRVGAWATAAAVLFGASSATSATLGLPVLPAPEISGSGNAVNNPTLFGFDFLAEDAVSTGPTTASGLDVRITGL
LGLSPAALNVGPDSATLFLGGVQADLGYEFSASGPDSIEILFSGLTGSAATAFGSSVLAVITGEFGDDEAALFGAGFASM
PASVVINPVDTGVIPLPAGLPLLASALLSVLVFSRRRSCA
>MBL3563837.1 cadherin domain-containing protein [Rhodovulum sulfidophilum]AB20
MTIVTLEGPTANFEGTSTSDPNFLSWTITLDTPATETIDVGYRLLAGTGGVATSSQDNGNSDVYGNLESFVRFAAGEQSK
TVSYRIDGDDIAETDEAVVLEVLGAVNGTNAQNANNAPVLRATGWILDDDATGNKLAMYVLGPDVLENLAGGSVASFDIS
LSRPANSDLSFTYTTVDGTAVAGDDYLARSGTISFTEGQTRTAVNVPIIGDAIVEFDETFTLDVTPTSALASGEAGTDGV
GTIVDNGPIEEVATVSLSVSPVSAPEGDSGPQTAVTFTLSRSGDTTNAVTATLAASGSATAGSDYTGGVPTSLTIPAGAT
EASFTVTVQGDEDVEGDEAITVTIAGLDRADHGIGTASATHTIEEEPGEGGSAPVAADDAFTTDEDTALAGDLFADNGAG
PDSDPDGDPIDVTAASVGGVALSFGVATAIAGGGRLTVGADGSLAFDPDDDFEALGAGDTATVEVAYTITDGDGSDDATA
TITIEGVNDAPAITSGAAFTIPENQTAVGSVSTTDAEGDTLSYTITGGADAALFDIDPTTGALSFLTAPDFESPADDGGD
NVYDLTVSASDGTDSTSQNITVTVTDVEPEGPEPELIVGTPGIDYLVGTDAEERIEGRGGPLDQVLGGGGADVFVFEEQE
GSRDVLAIRDFSKAEGDMLDLQGAEIAQEVVVGGSTYLILEGEDHDLIILDGVTGYDDLLPV
>MBL3563838.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB20
MAGFIDGIDRDQVTLFPDRLEDWIGEDHLVRVVDLFVEELDLPALGFERCVPARTGRPGYHPSVLLKLFIYGYLNRLPSS
RRLEREAGRNVELMWLTGRLVPDHKTIADFRRDNGSAIRRTCAQFVELCRRIGVLRGACVAIDGSKFKAVNNRDRNFTKN
KIASRLAHLETDVERYIKEMVRIDRQEDGEARADKVAHLARRYGRIRQEITRLKAMDQALADTPDGSISLTDPDARAMAT
SARHGGMVGDNVQTAVDTETHLIVAHEVTNQGFDRDRLSPMAAAAREALQCDDLHAIADKGYFSGSQILACHQAGITTTM
PRPETSGNRRKGMYVKADFAYDTARDVYVCPAGEELTYRYTREEDGLRVGRYWTNECQHCPVRHRCATSKERRITRWDHE
HLVDAMRERLGGHADPMTLRRCTVEHPFGTLKAWMGHTHFLIRRLKNVRTEMALNVLAYNTKRVVALIGIRGLMRAIPA
>MBL3563839.1 transposase, partial [Rhodovulum sulfidophilum]AB20
QTNGMVARFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCDT
KALPYFELEHNPE
>MBL3563840.1 L-serine ammonia-lyase, partial [Rhodovulum sulfidophilum]AB20
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPAQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTG
>MBL3563841.1 hypothetical protein JMM59_02245 [Rhodovulum sulfidophilum]AB20
MTTIPTQKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIILLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAQKAAAQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MBL3563842.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>MBL3563843.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB20
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTVDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPASDNLFADL
>MBL3563844.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB20
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLVVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MBL3563845.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB20
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGGPKFTRTGVALAVLAA
GVAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVD
FQVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDK
ADPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPE
VTRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MBL3563846.1 protease modulator HflC [Rhodovulum sulfidophilum]AB20
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>MBL3563847.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB20
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLLRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>MBL3563848.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB20
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MBL3563849.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MBL3563850.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB20
MAGGVVNLRQARKARERAAKKAQGDENAARFGRTMGQKAREQLDATRARDALDGHRRTPDDEA
>MBL3563851.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB20
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IEGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGITRIKAALPDIYELAQGGTAVGTGLNTKR
GWDGRVADRIAEITGLPFVTAQNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHRNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MBL3563852.1 hypothetical protein JMM59_02300 [Rhodovulum sulfidophilum]AB20
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDDASDLPEAEPHDNDTGNGDAQIVSLDKFRK
>MBL3563853.1 50S ribosomal protein L16, partial [Rhodovulum sulfidophilum]AB20
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIR
>MBL3563854.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB20
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MBL3563855.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB20
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALSDLTFSKKRIADDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MBL3563856.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB20
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MBL3563857.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB20
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MBL3563858.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB20
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MBL3563859.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB20
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MBL3563860.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB20
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MBL3563861.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB20
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MBL3563862.1 elongation factor Tu [Rhodovulum sulfidophilum]AB20
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3563863.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB20
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWARPHARAMSERDYVSPLPSAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MBL3563864.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFEHWIDWQNSARADQYRNSLLTRLYEDRGRDFFELSPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MBL3563865.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB20
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MBL3563866.1 FAD-binding protein [Rhodovulum sulfidophilum]AB20
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MBL3563867.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRYLRPPPESHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSAGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLS
>MBL3563868.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MBL3563869.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPTDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAETGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>MBL3563870.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPLMTAAEFADLTLVRMLNEGQAARLAAE
RSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLITMLWLKAGPIINFDIGVEAGLPAEQQ
SAHSRGHHSRRHHRMLCEALLARDGDTAAQAISEDIRFASEFIRAHAGMDQQDSRRRIIS
>MBL3563871.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETIPAAVFRKRTDMGDAGQIADFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTI
SGQAISVCGDCQMLT
>MBL3563872.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MILFDGEDMTLGHAGPVFSNLSLSIRRRDCLYLTGPSGAGKTSLLRVIAGLEEPSSTPLVRAFERPGFAFAEARLLPHPR
HQSSRACCRGSGRVGSGG
>MBL3563873.1 hypothetical protein JMM59_02410 [Rhodovulum sulfidophilum]AB20
MPGCIVTARHSLPALSPDPVTVGAAAVSFLVDPAFWKGTLGGANRLRMTLLTKLLSGADGLGDAL
>MBL3563874.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB20
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFVQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>MBL3563875.1 hypothetical protein JMM59_02420 [Rhodovulum sulfidophilum]AB20
MVVFHITRNMTHKQINTAFDLLHAGKSIRSVIHFQRDETTKTNSQPGIIVPA
>MBL3563876.1 hypothetical protein JMM59_02425 [Rhodovulum sulfidophilum]AB20
MRRLSSALAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGAITLARKLAHPPAAWDENGDGAWEGYVPDCYYDFDAEGFD
RAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTTEGSYDPTIYKVNLAIAEALIKRADVPVAPVDETRLG
VDLDRDGTLGTATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSSGEAAMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLYVADAHAGGWYHWSQKSLAGTPDPVRADGRRELLTYLQENGAGDEFRNNAEVKARFIAYDGSVKPEAAAALRDD
ITTLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHILKEVDQNQPTGIEMPVGASHW
>MBL3563877.1 DUF839 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ETVKIGYHILARSGQKIGDGTWGLLVDKTGKPVRSEDGSEHISVDTDFSSLLPVGKKLFSISHFESRPGAMYLTELSQDP
ETGVLTPVSTKPVDFSDVGGLWVPCAGSVTPWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLSPSEMTLDQF
RAAFNPYSFGHPTEVTVSEDGNANAAKHYAMGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKL
TQTSDEGAGAFDLDWVDLGHATSDAVKKIIDDKPGFFDIFEASDPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRL
ETRRYAAMMGATTELRKEEGITFDPENNRMFLAMSEVAKGMGRETKYDIGGPDSVQVAENKCGAVYQLSVAPDAAIGSDF
VLQDMAPLVEGTPTEYGADSEFAGNTCEIDGIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMTSGALTRIFTTPY
GSETTSPYWYPDINGFGYLMGVIQHPYGESDADKLADPADAMAYAGYFGPFPASK
>MBL3563878.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB20
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPKR
>MBL3563879.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB20
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDTAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVSDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFLQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MBL3563880.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB20
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVASEAGLWI
AALGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAVRGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MBL3563881.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB20
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MBL3563882.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB20
MFKDESTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MBL3563883.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB20
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MBL3563884.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB20
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALTARSGRARAVVLRD
FRHGNRVLKLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRTVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPVRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MBL3563885.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB20
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MBL3563886.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB20
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MBL3563887.1 3-dehydroquinate synthase, partial [Rhodovulum sulfidophilum]AB20
LLGDAAFFDWLEAQGPALAAGDTPARIAAVKRSCEMKARIVERDETEQGDRALLNLGHTFGHALEAATGYSDRLLHGEGV
AIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDAEALIALMAQDKKVLDGKLRFVLARGIGAAFVA
PEVDAGQLCDLLDEALAGR
>MBL3563888.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MKRFASVAILAASAACLPSVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPLTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIERI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETY
>MBL3563889.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQAAEDIRDHKNIVIRIGTVTSLVRP
YLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLRQMTAVAAVPPGHPLAGRAVCTPDD
LAGERLLIPGRNSPARLALDSALAQAAGPPASLMESSMLNCCHFAADGMGVAIVDEISIRAARANAGAALVAIPFRPEIG
VGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>MBL3563890.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MBL3563891.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB20
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MBL3563892.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSFDRLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGTLPREFELKKAVDKQFLVLQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>MBL3563893.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMI
EKTPNPDRARSFLYRLTPESAELIAAIREREVRTFAAFSDQFTEDELLAFRKIMEALYANMLAGENRDTQQEDGSPS
>MBL3563894.1 YdcF family protein [Rhodovulum sulfidophilum]AB20
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWQAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGPPGRRALALLREGAAIAKALALSATGRP
>MBL3563895.1 ParA family protein [Rhodovulum sulfidophilum]AB20
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPAADEIEALAEEVLVALAD
>MBL3563896.1 hypothetical protein JMM59_02525 [Rhodovulum sulfidophilum]AB20
MRLGAPPAPTASGMPHAFVAAVAAIVAAVGAGARRLALVLTASGAALGTASPAMAGAWLQEKGSGLLAFSHEANRDRTWD
SRWGYNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWMPGRLATEFGAGAAGVPGGLTEPVIRTGLSWGT
GFTTPDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKGTWLRFGG
IFGIHNDRSIGMVIGSRIEF
>MBL3563897.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB20
MGTHFGGASGFVPQQALTASPVARPQQTMRRYEVWGMTPDGTPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGAQPLLWVGSTVLAPPAGQRDEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLTNGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MBL3563898.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MBL3563899.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB20
MNNTLRGATAAICILFGAGTASAAVIDLGFVLDGSGSVSSYDFDSETAALSAALSKIPTSGDNEYRVAVTSYGTSSYTVV
PPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVDGI
SLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIEAKIDQAIDDTGGDTG
VVPLPAAMPMLLAGLGVFGFVRRRQTAS
>MBL3563900.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB20
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
ETGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDISLPLGYGAEVPQDA
>MBL3563901.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB20
ISADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFKGRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGA
SERIRYEPEIAAFAEELTGPDMSVLAALKAVSHAIHERFDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIP
AGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETGWVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHR
TDHKVDVIPL
>MBL3563902.1 hypothetical protein JMM59_02555 [Rhodovulum sulfidophilum]AB20
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>MBL3563903.1 response regulator [Rhodovulum sulfidophilum]AB20
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MBL3563904.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB20
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPTAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQIEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
TTMG
>MBL3563905.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB20
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MBL3563906.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB20
MTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRIAALSLNGFAEYDKYLKANIEAESEHFISALTTN
VTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDPFVLRRAE
AAVYSDEEAKIPPGVWADQVFEKTGGKRSEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQTQQTLWR
RLAEQLVPCGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MBL3563907.1 response regulator [Rhodovulum sulfidophilum]AB20
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MBL3563908.1 hypothetical protein JMM59_02585 [Rhodovulum sulfidophilum]AB20
MDVFGHELQHAAKLLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLANLMPEETRVPESLIDRLRLD
QLRAVMGGAEIRDAPHSGGDIDVF
>MBL3563909.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB20
MRVMIADERTVTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSEASVEDLRQCLLRVHLGRTAQNASRRQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGATGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAL
LENCSRRSAA
>MBL3563910.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB20
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRADMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPAEKRIPLPKAKTDIDITLF
>MBL3563911.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSMTMDDSIKRWTATRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMENSLRANPLDIREQYEKQLRNLQE
AYGEAMLELRARKKLQALLDAQDGT
>MBL3563912.1 hypothetical protein JMM59_02605 [Rhodovulum sulfidophilum]AB20
MSIAKLCTWFGIPRRRVYYKPVKAVPKVDPRFADPIKKMIEEEPSFGYRTVAWLLGFNKNTVQRIFQIKGWQVRKRAVGM
RPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVVDCHTLRVFTRSISDTSGADIQRWMRPVPVSPSAPGTGSAIA
MTSSQRPSSRSIR
>MBL3563913.1 hypothetical protein JMM59_02610 [Rhodovulum sulfidophilum]AB20
MSNPYEDVRGEDFARIAKGFDFQSPHLGKVDFPDQFVTDYVAEFAQGDWRDETKLEYSVAQLGGGYQAIMYWGLLDPAHI
YSINRILDESLYAEKGSIILPPGHYVFAECYEDRGKAYLTINLNQGSGDYGKIFLWRKAHDALGTGDNADPPAFAADTLG
TYFAALKTEAEAKAELVRLNRP
>MBL3563914.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MGSIHDQTSVPDTPEVRSAQSRVDVLDAEVLAIAEEGVLLAASTSPVGGQIADAYSMSKNIAQGNYGWAIVDGIGFIPVL
GDAIKGAAKGTKLARAAADAAEALSTAKAALARTRAFARTRAAAEAYWRQIKAKRDAIIDSFRGCKTEVCRKARDADLRK
INRMPGKGGTWVDPHGNLVPAGSGYWKPDPGSSLYDALSKHQTPVQGVPFTDGKPDFTGFPPRGFDKTPQVEIEMSGNSP
KDIGAARTAYKDATGVTTPRTGGPGTWHHEPDGVTMSYVDADVHTAYQKADGSANSGTPHAGGDSMTRDPVF
>MBL3563915.1 hypothetical protein JMM59_02620 [Rhodovulum sulfidophilum]AB20
MQIGTDQMQGPPMGETAFLDWFVGEFMVENLSGWIEGMGTQTCRLFSANGRRYAHHFGIRRDDLVAQFLYLMWAVGPNFW
RFPGFAEVLARRDLSEAAKIDALFEVPDKLAARAITEANMDYWMPNLIENNVITGVDGYRVLARRDGDEDG
>MBL3563916.1 cytochrome-c peroxidase, partial [Rhodovulum sulfidophilum]AB20
MTRTGTGTGLTLAAALLACGAASADPEEGAYRSPEAFGEALFFDVNLSKPRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVDEAAARILENPRYDATL
SALY
>MBL3563917.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB20
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MBL3563918.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB20
MKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSAG
DLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDLE
VDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MBL3563919.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MBL3563920.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB20
MTDIPVSDARPERAAPARSGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPESLKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MBL3563921.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB20
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
TAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MBL3563922.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MBL3563923.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB20
MNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGRDATYDVTASPLEGVAAGGVVLSFTDISD
LEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPG
ARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAEAHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLEMTRSERELAFR
GPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSAPGKGSTFSVTLPTV
>MBL3563924.1 hypothetical protein JMM59_02665 [Rhodovulum sulfidophilum]AB20
MPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGM
TVQMIPRTRH
>MBL3563925.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB20
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>MBL3563926.1 guanylate kinase [Rhodovulum sulfidophilum]AB20
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MBL3563927.1 YicC family protein [Rhodovulum sulfidophilum]AB20
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLSDSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSVGLTRVGLDLKATIDQMREQVQNVE
>MBL3563928.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTL
>MBL3563929.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB20
ILLDPAPGADAAGLADLVSVASCRPSGRGRSRRAKVLRGGMAAIGIALAVWLALPAPLRITATALSGASHAQSVALPFEA
FIREMRVEVGHHVEKGDPIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQ
LRVTAPVSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVA
VTRDMETETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MBL3563930.1 hypothetical protein JMM59_02695 [Rhodovulum sulfidophilum]AB20
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSSYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPREPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSAREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPAELTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AARFREAQMADRSGI
>MBL3563931.1 IS3 family transposase [Rhodovulum sulfidophilum]AB20
MANLLKDKDIRPPCKDRRFPRTTDSRHNFGIAPNLLRQTFMASEPDRIWLADISHVPTDEGWLSLAAVRDMATMEIVGWS
MSERLKGRLAVDAMRMALQSRRPAPGPICHSDRGIQYASGDCRQLLDAWKTAASMSRKGDCLDNAPMESFFGSLKNELVH
RTRVRSRRDAKAALFEDIAIFCNRKSRHSSIGDRTPEQARNDMAAAVAA
>MBL3563932.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTGLLNLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRQLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDILSPTLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGNDRGRD
>MBL3563933.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB20
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDADAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPVNAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRTKR
>MBL3563934.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MQESYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPEAPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MBL3563935.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB20
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLATPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVNSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQAAMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MBL3563936.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB20
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNRVMIAGYVLLG
GSMLVMVSFTPSTPYGMVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKGVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRQ
>MBL3563937.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB20
MPGAPEARQGGPPPGAGPAGPGGPFLVSLFTRGQRWRYGLAALAWLAAAVFFWSWWLQPAHDIGAIRFAICSALLGWLTF
LQAYFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFEILRGTLSAMLAQDWCREWPHDTWLADEDPAPETLAWCAAH
GVQVSTRKGRADYHRPDWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICS
SNAADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDA
IAIGAGPANFADMLTQEFQWSRSLVTILLRHTPGCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVG
VTYPAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAA
AEARLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGIL
AVLAMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYV
>MBL3563938.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB20
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVQAIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQVPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGDDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPSRARAALGFEARHRDLDGILRDAA
LAFGLEVVDAGSA
>MBL3563939.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEQLL
ARLGIETLDVVGLSLGGMVAFELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGALDRMSPPDLSRRMAEKTPQANLCVI
EGAAHISNADSPDDFTARLLRFLSLQPE
>MBL3563940.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQASH
WQPALGIWAVPALLGGLIWWRVTAPRARVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVVAGLVVSCWVNRSIDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MBL3563941.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MBL3563942.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB20
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRTDGRVVPWLAR
SWTVSEDGREYSFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRSNDRYWGAHPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTQDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MBL3563943.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB20
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MBL3563944.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB20
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFVEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MBL3563945.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGQV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARQLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>MBL3563946.1 nickel import ATP-binding protein NikE, partial [Rhodovulum sulfidophilum]AB20
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTKGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPTENPREIPTAPVEADAAPSPID
>MBL3563947.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB20
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHQ
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFF
>MBL3563948.1 asparaginase [Rhodovulum sulfidophilum]AB20
MTEAVGMVEVLRGGMVESRHRGHAAICDGTGLVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGAQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARARAAGRLSEAMRRHPDLVAGESRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPKHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>MBL3563949.1 hypothetical protein JMM59_02795 [Rhodovulum sulfidophilum]AB20
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MBL3563950.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB20
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGIAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTNDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLASGHVEELFQL
PIFEGDVRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPTPVPVPATLPLVLSGLAAFGLIRR
RA
>MBL3563951.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB20
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MBL3563952.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAFLGMGLLNNVIPFSLIVAGQ
HSIASGLASILNATTPLFTVVVAGLLLADERPGRLKLAGVAAGLAGVAVMIGPDALAGLGSNALAQLAVLGGALSYACAA
VFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGAVTCAAVLGLTVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MBL3563953.1 LOG family protein [Rhodovulum sulfidophilum]AB20
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIETWTPPR
>MBL3563954.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB20
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MBL3563955.1 hypothetical protein JMM59_02825 [Rhodovulum sulfidophilum]AB20
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MBL3563956.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB20
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MBL3563957.1 RNB domain-containing ribonuclease, partial [Rhodovulum sulfidophilum]AB20
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGDSAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGKREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRP
>MBL3563958.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB20
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MBL3563959.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB20
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGARVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AVQDLGAFVAKIVEEIEEGRHSRRAA
>MBL3563960.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB20
MHRLALVLAFSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MBL3563961.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVCNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDGRQI
>MBL3563962.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTRPRGRPPRADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKRLHINPMTIHHHFGGRDGLIGAMSERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLPDRKRRLWRDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGAALDELLSRLGDEAAVRTESG
>MBL3563963.1 dihydrofolate reductase [Rhodovulum sulfidophilum]AB20
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPHTRPVVVLSATMTEE
DLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGGLAGDIRLQHE
KTKSFPSGLVQSRYRIAA
>MBL3563964.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MBL3563965.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB20
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAATDKMRLVRGSHIVTRRLFDHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAEPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRADAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIARLRQDYPFLTETWSRRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MBL3563966.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILVENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MBL3563967.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MQCAPGDAPEPKTDPEAEPEAEPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVVAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARPGARRED
>MBL3563968.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB20
MSRQDLPSAQDRASVDAPSQDGPARSGGQRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPA
>MBL3563969.1 alpha-2-macroglobulin family protein, partial [Rhodovulum sulfidophilum]AB20
MARSAALMALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGSDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSNACFPKARAEAPTPYAGAVSARIVATDPATLATAPARAAELDFLRDRDLAEARAQAEKLPQDHPVDGATLDELRRAA
ASARAANRPAEARRLLGAAVALNDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGDTPALRARALDVMAG
ALEDLGRGRDMIPALRLAQDLAPRDGVQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDP
GLAVTVEDRRLCVEGLSHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKADGTALPVVTVNSG
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYALSA
AIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRAGAAPAMLTAEDGTEDIAFLSLTDPE
>MBL3563970.1 response regulator [Rhodovulum sulfidophilum]AB20
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAPAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALRETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPVAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFTEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGAG
>MBL3563971.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB20
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MBL3563972.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB20
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MBL3563973.1 YggT family protein [Rhodovulum sulfidophilum]AB20
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MBL3563974.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB20
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>MBL3563975.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSVLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALLITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MBL3563976.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB20
MARTLIGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGAQAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKVEMCNRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTV
AELSKGGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MBL3563977.1 queuosine precursor transporter, partial [Rhodovulum sulfidophilum]AB20
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPL
>MBL3563978.1 hypothetical protein JMM59_02940, partial [Rhodovulum sulfidophilum]AB20
EMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRAREAEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPE
RTYPPLGAPSRGSVPPRPAHALGGAPPRSDED
>MBL3563979.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>MBL3563980.1 J domain-containing protein [Rhodovulum sulfidophilum]AB20
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MBL3563981.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB20
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MBL3563982.1 hypothetical protein JMM59_02960 [Rhodovulum sulfidophilum]AB20
MRRPDAARSCPVAALAVLFLAAPTAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFRDAALAEGAD
RDGVDDRIAALRPVYLLLLQRYLLDGERRARDQYVRLSGLCDDLGRASGLKGHRHAPR
>MBL3563983.1 hypothetical protein JMM59_02965 [Rhodovulum sulfidophilum]AB20
MTRVTLVAATGFATAFILAPAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MBL3563984.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB20
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGAALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLIRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MBL3563985.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB20
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAEQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKTHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHARDARAMIEFLAWIDAEAPKGGLTEIDVVCGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAKRAGDGLSERARAWLAEATQPL
>MBL3563986.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MBL3563987.1 chloride channel protein [Rhodovulum sulfidophilum]AB20
MRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFT
PDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAV
AAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCG
LVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVA
VSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGL
AVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPGAASPGACAELIGQGVMFEADTT
LVEALPVFEKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MBL3563988.1 FAD-binding protein [Rhodovulum sulfidophilum]AB20
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSASGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MBL3563989.1 transposase [Rhodovulum sulfidophilum]AB20
MICATTPLKQEFITPYCPQQNVMVEHMILTLKEKCIHRHRFESIQHANRLIGDWISFYNHRRPHQPLAMPTPVEAFRLAA
>MBL3563990.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MDRTGIQLDIRDDIEQSALIEALTEILGPKGLLTAPEDCARYASDQSGLCGVTPLAVLRPAGTDEVAALLALCNERRIGV
VPQGGRTGLSGGACSPQGTVVLSTERMSGVTEIDPDAMTLTAWAGTPLETVQEAARAEGLDYAVDIGARGSATIGGTIAT
NAGGIRVLQHGMTRANVLGLEAVLADGSVISRLGKTVKDNAGFDLKQVFIGSEGTLGVVTRAVLELRRQVVRTALALFAL
PDHAAALACLSAARQRFGARLSAFEGMWPDYWDFVCHETSLVAAPLEGRHGFYLLIEIEVDGQHGETELEDFFAELFEGG
IVEDGVLAKSLGEMRALWQVREAVGQVDDDFGPHINFDIGVSPSALGLFCEAADVRLTEVPEAIGVLKVGHVGDGNVHLL
VAHDGSNTAEARIEAAIYDLVREWGGAVTAEHGIGRIKGRWIGHSRSPAEVAMMQAMKSQLDPNGILNPGALFVETKP
>MBL3563991.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPPSTILGRLPGLRHFIEVAQQGSFRAAADKLHVAPSAVSKQIKNLELALDVELFRRDRGRGGLEVTEAGEILLFRCASV
VNELTIAQDEIDQLHGLHRGQLRLGVNEVLASDLLPGILRDMSYNHPGLKFHIVVENTREIVQRLQTGDIDIGLGYNFPP
SPDIETLATLRRRTYAITALDHPMARLRDVRLEDIDGERVIFPDSSIAMREMLEKALAQAGVQVREVMSTNSFTLLRQMV
ESGMGIGIVFGRFLQTRRERIAFVEVNELPFASPPVACCRMAGRTPTVSSEAFAAAIKTIFVNYGG
>MBL3563992.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB20
MTPNFGQTRSDIRRNHALLTPESHEWITQPDWPGSELAFLISPDMGANFAMGLVRSAEGLTDIAPAAQGIARFVFVLDGE
VTFSTGQTLGAEGYAFLPPETEATLGASAGVTFLLMEWRFVPRGEIPAPVFGKVSDIEGTPLRGDDWLIVQKMLPTDAGF
DGEVNIMNFHPGASLAYVETHFMEHGLLMLDGGGVYRLDDQWYPVGKGDAIWMGPHVPQWFGALGRVPSRYLIYKNYNRS
PLDAR
>MBL3563993.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MDFAAKVILPAFGHLSVDQITVADCRGYIAKRRTAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMPPTPAPRERY
LSRDEVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRADFASRTIRLAANDLGPRKGRATVPINDTLMAALQDAQ
RAAVSDFVVEWGGRPVRSIKTGFNAAVARGGIDHCTPHDLRRTAGRFMAEAGVSIEEIAEYLGHTNPNITRSTYAKFSPE
HLRRAAGSLEFGAPKLVQRTRVQTPKGRVSL
>MBL3563994.1 hypothetical protein JMM59_03035 [Rhodovulum sulfidophilum]AB20
MNPLAITRLAANLMVTAFGVGLLGVYAVTQAVTAELVVWLGGLAVLGGVAQFLVSVFFPRSIRPTWDEMAVASHRGAYQF
GYWCAVLSFWVFFFSAQYSTANLDGAFLTLGVLLICAPSAWMAVAALRK
>MBL3563995.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MRSTDQLIVHLKVHRLKAGLTQMELANMVEVSRKTINTVENGVFVPSTTLALRLARCLGVSVEDLFTLSD
>MBL3563996.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB20
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MBL3563997.1 hypothetical protein JMM59_03050 [Rhodovulum sulfidophilum]AB20
MHLHTTINGPIMAPESPERAREQGQLGYMQWLDSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELTRASLRKPLRSL
DLALPRPRRRGGAAVRRSRL
>MBL3563998.1 acetylglutamate kinase, partial [Rhodovulum sulfidophilum]AB20
LLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKTETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLI
RAPRP
>MBL3563999.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB20
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MBL3564000.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MBL3564001.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MTESDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVAVSRRPDDDEGLPFETLRLRREA
>MBL3564002.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSDPVIDPSRPTVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>MBL3564003.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSDAPSHDTAFVRDAMLPPAPAPASSAGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MBL3564004.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGADATASMLLGDSVALTNRGFYIPEPLFSRSLGNLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MBL3564005.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MBL3564006.1 ATPase [Rhodovulum sulfidophilum]AB20
MSEWALKRFWTEAGVAPAEVGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPSESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARASL
>MBL3564007.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB20
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MBL3564008.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB20
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQTRHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MBL3564009.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB20
MTGATLLQVALGGAIGSVGRYLSSVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MBL3564010.1 replication-associated recombination protein A, partial [Rhodovulum sulfidophilum]AB20
LLAAGTLSSLIFWGPPGVGKTTIARLLADETDLAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQ
DGFLPHMEDGTILLVGATTENPSFELNAALLSRSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDG
RALLNLIEQLMAWKVTGPLAPADLARRLQKRAAQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLAR
RIVRMSVEDIGLADPQAQTVCLDAWSVYERLGSPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHIL
NAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYFPESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MBL3564011.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
LFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTELQVRA
ARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGITCLQCYATADLGNIAYESPAMEGM
IVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAKIKGMF
VRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVIEDTRS
YD
>MBL3564012.1 hypothetical protein JMM59_03125 [Rhodovulum sulfidophilum]AB20
MTDILDAYARGLQRLVSKDTGMIALLLGTACFLAAKAMRGRLVPFDKAVLAALGFVLLHFLAFPSGFARHYFVAACLCLI
LWARLIDGWSARRHHRSPDDAEQQAAS
>MBL3564013.1 hypothetical protein JMM59_03130 [Rhodovulum sulfidophilum]AB20
MKPLGNTRALKLAGLVYLAVLSLVLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GGYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCQRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGFGAATV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMK
>MBL3564014.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAG
WSARNPPFRPRSEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNP
EILQETLRTGGANLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIV
PAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGT
ILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAV
RRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVY
KVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPVQEGSWWQEWAGWLAARTGPAEAA
PPAMGAPDAGLPPLCPAPGTYVFMT
>MBL3564015.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB20
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MBL3564016.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB20
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MBL3564017.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB20
MILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLGWSL
EAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLRVAF
TIGAIGAGLTIVRSLFRRSDFV
>MBL3564018.1 hypothetical protein JMM59_03165 [Rhodovulum sulfidophilum]AB20
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGVSVEQALDLWGTLQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDGLDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGNDRLSGGAGAELLLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGD
DLYIVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLAGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGTGDDLYAVDTFSDRILERPGEGWDRVCAGIDWTLGDNLEHLTLTGTVALEGTGNGL
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGDAGEDRLWGGEGNDWLDGGEGGDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDVDTLRLDHALWAGAAPGPDAVLDLAYATAEGVFLDFGDGNGILIEGLGTVGALIDDLQIL
>MBL3564019.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB20
MLADRAAALAARPHVPTPVHQPDVLEKIDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVEDGTAREVVYS
TEYFDMPEDSPARALKSYAGFAGFRLMRPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYL
EPGPDGRTIVNALLDGPSVAGAYRMVLGDQPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHD
TDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEI
PTDDEIFDNIVAFWNPETKPQAGDEMEFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDG
LTRKDAILPQVSAPEGVEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MBL3564020.1 phenylalanine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB20
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVTVTIDPETQARACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLEVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGETTGCTEETADVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGKPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEET
>MBL3564021.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB20
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MBL3564022.1 ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTLSRAPRGEAPPAAEDTSSRLPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRPMPGESLPDAEKINSDMAGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MBL3564023.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB20
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVENRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIARLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>MBL3564024.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATTAMRIFSSWLSGKSTL
>MBL3564025.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MSKKAILALGSAVLAVSGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVANRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVTDRGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIMAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MBL3564026.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MBL3564027.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILGMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MBL3564028.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPAALLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MBL3564029.1 exonuclease SbcCD subunit D, partial [Rhodovulum sulfidophilum]AB20
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLTRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMNLVEID
>MBL3564030.1 hypothetical protein JMM59_03225 [Rhodovulum sulfidophilum]AB20
MKPVASREAIDGVQQMHRALHMALDALENRDEPERAAEILRQIDVAMVDWIEAARFMR
>MBL3564031.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AVLEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MBL3564032.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MTRIRRSFGAPLAMLLVVLAGIWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNNGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MBL3564033.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MDIALDGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLEMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELNQLQVSTGITFVYITHDQCEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFVAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGSLPEGPLRLGFSEAAGVILPEGETADDAD
>MBL3564034.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB20
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MBL3564035.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB20
MTIARRPLLMGLVASTVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITTATLDRALGRADYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSAQGVTRADGRPLPRAGAMAILAPAGREGPAFALFSNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MBL3564036.1 hypothetical protein JMM59_03255 [Rhodovulum sulfidophilum]AB20
MHRLHLRWQIVLCVGLMQLAALALAALVLSHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRGLVMPAQRETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRVGALQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGRGLTAMRDRVGALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MBL3564037.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB20
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETNVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MBL3564038.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MTTPVLFAATILIWGTTWIAIAAQVGAVPVAVSVFYRFALAGVLMLAVLAALDRLRSPAVWRFVVVQALCLFCLNFLGLY
TATSLVPSGLVSVIFSLASIFNAVNARIFFGDRISRQTVLAGALGVAGLACLFWPDIDITAGASTLRGIGWAVLGTLIFS
WGNMASRQNTHLGITPMTANAWGMGIGALCLLAAGGHTI
>MBL3564039.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MASVRDFLESSPVATAAATLDLGGGRCVTVWENRNDRVSCEAPRGHAFSLYLAGGTGTRRLDGAGASGWPGAVCVFPDGQ
PSEWEITTPHRFAHLYLPDDRLRADFARTHDCDARRLDVPEITFADMPHLAAPLAALARAASAGDVLLADTALSEIVAQL
GARKVPLRGGLSPHILRRIDEWIEAHLDEAIRLSDFAALAALSPFHLHRMFRASRGIPLHAWITERRIDRAKSLLRGTDP
VLEVALACGFSSQSHFTRTFKSGTGTPPAAWRTAIKG
>MBL3564040.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB20
MNRPTILTGDRTTGPLHIGHYAGSLANRLRYQDSHEQFLLLADTQALTDNAHDPDKVRRSVVEVALDYLAVGIDPCRTTI
CLQSHLPALAELSMLYLNFVTVARLERNPTIKDEIRLRGFGRDIPAGFLCYPAAQAADITAFKATVVPVGEDQAPLIEQT
NEIVRRINAISGCSALPEARAIIPKAGRLPGIDGKAKMSKSGGNAITLSASSEEIRNAVRAMFTDPNHLRVEDPGCIEGN
VVFTYLDAFDQDQDGLAELKAQYQRGGLGDSKIKARLEAILQELIAPIRERRAQLSDDRGYILNVIKEGTERARERTEST
RRDVVSALGLFRL
>MBL3564041.1 hypothetical protein JMM59_03285 [Rhodovulum sulfidophilum]AB20
MQSKDALDLAFKHADVATKSLQFFVVASVALGGWIISSDQLRQTEPFSSPRLAWAALYLCIGTLTWFIHAQIMRRLDACF
RLAQRLADDELNQDPDFSRITKVPPRIGSHLGLPTLIVIVEILILGFGDTGLFAPSSP
>MBL3564042.1 hypothetical protein JMM59_03290 [Rhodovulum sulfidophilum]AB20
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPESRIETAERGRAEAERQVLRLMDERDRRLEEQAVTWRQ
GKRLRQKIEELETVLAGMAN
>MBL3564043.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYHAGQEQEADLGAAPLEGGRLIAGLDRPGISLIR
GAEVSGIEPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTGPLLY
LFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEAVRFL
RRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGIFVAGDGAGIVGPRAAELQ
GRISALRVAEILGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEADGLDRDETCPGSPLPAFGTALSGGVPGVL
AETGESGGETIADAAGWLPVGGADDASPDVAEAEKTATGAACHAGEA
>MBL3564044.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB20
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQVRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MBL3564045.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQKALPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLIEGAGGIAEALGDSLI
LHAAGDRGPA
>MBL3564046.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB20
MTLPSGKWRLGLDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIIHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIESALAGRGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDV
>MBL3564047.1 chemotaxis protein [Rhodovulum sulfidophilum]AB20
MADSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTIGLQRRGGGIARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVVVHHALLTFFLPTLIYPSSGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQLNLTQKEAEQLNVMEQFSAALTKLAKGNLATRIETVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQSIASTVGTHSQGIVDLKYTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQDASEQDNSAPLLRQIA
>MBL3564048.1 hypothetical protein JMM59_03330 [Rhodovulum sulfidophilum]AB20
MRAVAMICLVLGPLVAAPVLALTGRPIQTATTLLVVGPMNGLPDILRRAGGRPIGPTRAPFALLAIADDHPEDFPDRLKT
EGAWLVLDGAIAAQLCGV
>MBL3564049.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAQEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMDVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWRRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MBL3564050.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MBL3564051.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MBL3564052.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAIARHAGTGTMKRPIEIAADL
>MBL3564053.1 AMP-binding protein [Rhodovulum sulfidophilum]AB20
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAVLTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MBL3564054.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB20
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYESAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALGFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MBL3564055.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB20
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MBL3564056.1 hypothetical protein JMM59_03375 [Rhodovulum sulfidophilum]AB20
MATESYSTPWDVTHQFVKLPKLRNELFRLMPLLSYFSFPIWLESLLQRRSFFRGPTKHIKAAQDRMPPKKNRADKQRIGR
APTGFLNDVQTSKLVKAAKTRTARQGCDTRGLRPVSLCLRQCLTATYPL
>MBL3564057.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB20
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATKLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MBL3564058.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB20
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRLPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MBL3564059.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB20
MTEQRPTSRGTGRRPKVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MBL3564060.1 hypothetical protein JMM59_03395 [Rhodovulum sulfidophilum]AB20
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MBL3564061.1 hypothetical protein JMM59_03400 [Rhodovulum sulfidophilum]AB20
MSPTITAGLDLAGLDEVTASRHGAGQVAAPDPALGHDMGAMVLGSAFEPGQDGAAGKDARRTDP
>MBL3564062.1 hypothetical protein JMM59_03405 [Rhodovulum sulfidophilum]AB20
MTVPFLRQILASTSLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEMAALEDEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MBL3564063.1 hypothetical protein JMM59_03410 [Rhodovulum sulfidophilum]AB20
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAATVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMDRRHPGTKTLFLDSNFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWNFTALQPLWRDYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATSDVIGFQGCRAARHD
DHIHLQLR
>MBL3564064.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MPPAPQPQDDRERSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEISFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MBL3564065.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MSMESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPKDPAETLSWTEFQGRITQAANLFRGLG
IGPGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLR
>MBL3564066.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
PAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASEHLRQMDDPLAGTIRFGASNFTGIYLMPAF
LGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDERRYQCRHICNDEMVLVVPPAHPLAKARTATLADLS
QDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMHISSTEAIKQGVLHGLGISVLSRFVVAQELADGRLKEVPMALRPFRRG
IRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGASDRPSHPR
>MBL3564067.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MSGQAVLLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>MBL3564068.1 CoA ester lyase [Rhodovulum sulfidophilum]AB20
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALRAPRGANRLWVRVNPLPTSDFEADLDTALK
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGE
DGTLTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEQEIEAA
RRIVEAFEADPTTGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MBL3564069.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB20
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>MBL3564070.1 CoA transferase [Rhodovulum sulfidophilum]AB20
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATERSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGAEAIRGLEERGVLGRMAGSDK
EEA
>MBL3564071.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB20
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLDGFQGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MBL3564072.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB20
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MBL3564073.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MBL3564074.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB20
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MBL3564075.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARPGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MBL3564076.1 hypothetical protein JMM59_03480 [Rhodovulum sulfidophilum]AB20
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MBL3564077.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB20
MPVPVSQPLSPSLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MBL3564078.1 hypothetical protein JMM59_03490 [Rhodovulum sulfidophilum]AB20
MGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSGRRRPEPVRGLADV
LVPIPVPVKDERRMRR
>MBL3564079.1 hypothetical protein JMM59_03495 [Rhodovulum sulfidophilum]AB20
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPAGRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>MBL3564080.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB20
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLDPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MBL3564081.1 heme-binding protein [Rhodovulum sulfidophilum]AB20
MNRDETQLIERLVTAALERRGVAPAPAAGLNLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>MBL3564082.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB20
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MBL3564083.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB20
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>MBL3564084.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB20
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCIECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MBL3564085.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB20
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLHRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MBL3564086.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>MBL3564087.1 response regulator [Rhodovulum sulfidophilum]AB20
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MBL3564088.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB20
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIAREAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MBL3564089.1 YeiH family putative sulfate export transporter [Rhodovulum sulfidophilum]AB20
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>MBL3564090.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPLMQRFRREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIQSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVEFDLPPRRFHMLRHKERHLSLAEQRFLELV
>MBL3564091.1 transposase [Rhodovulum sulfidophilum]AB20
MKKTCFTEARIMGVMRQMEGGVPAAALCREYGMSSTTLYKWRAKYGGMNASLISGMKAIAEDNRRLKRIYADVSIQNNLR
KEVPGER
>MBL3564092.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLTELDDVVPDESAQVELTFAASGVTVKVAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIEAGYILACCSNPIGKVSIDV
>MBL3564093.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB20
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MBL3564094.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB20
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MBL3564095.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB20
MAGLVYFSSRSGNTARFVERLGLPSLRIPISGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MBL3564096.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB20
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHALDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMTFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWALLKEAVRTDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MBL3564097.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB20
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFSLMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MBL3564098.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB20
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNL
>MBL3564099.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB20
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MBL3564100.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB20
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MBL3564101.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB20
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSEVKRDYLPADYRAATRPWTIAAAIHMEAEWTPEDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHVLPGSMRCPDFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAANTYGLDLPGLT
>MBL3564102.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATTEMIEEIAELDARMGEAFGRRALMDYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAAAPNH
>MBL3564103.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB20
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHTRLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTIRCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPVHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MBL3564104.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVEIPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAKEGARRQRAMNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
PELIEQINAAA
>MBL3564105.1 cyclase family protein [Rhodovulum sulfidophilum]AB20
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGCREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MBL3564106.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MRPARLAVLAVRVADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLISGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MBL3564107.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB20
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MBL3564108.1 four-carbon acid sugar kinase family protein, partial [Rhodovulum sulfidophilum]AB20
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPADEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTATP
>MBL3564109.1 SRPBCC family protein, partial [Rhodovulum sulfidophilum]AB20
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDRGETFAEWEAVFDEAPEDRGKYGPVISEGVR
>MBL3564110.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB20
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MBL3564111.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAARETAGDDRPAVGLTMFGVTTPCVTHLTERLETEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>MBL3564112.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MBL3564113.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>MBL3564114.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MBL3564115.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MBL3564116.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MBL3564117.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB20
MFQPQSMALAMAVGDEISQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAVLHDTRAVWSHQAIRGGAFGARGE
EDWAGEMSDRFSGMDSEVLRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPAILKLLEHARCVTASNVPVLISGE
TGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLMARAMNLVSRSKINPLIGSAGVSAVPMAARVSQIEGQRAD
PGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MBL3564118.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB20
HRFHSGEDLEQTILRYVHLYNSQLPQSALRARTPIDALKDWQRQRPELFRKRVYNHAGCDR
>MBL3564119.1 acyl carrier protein [Rhodovulum sulfidophilum]AB20
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MBL3564120.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB20
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MBL3564121.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB20
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MBL3564122.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB20
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEASLSHLGDIPSVTLPWHNFGRNGHDA
PPEGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARLG
>MBL3564123.1 YceI family protein [Rhodovulum sulfidophilum]AB20
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKIAGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKVAD
>MBL3564124.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB20
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MBL3564125.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB20
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MBL3564126.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB20
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQV
>MBL3564127.1 trigger factor [Rhodovulum sulfidophilum]AB20
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPEADLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MBL3564128.1 hypothetical protein JMM59_03760, partial [Rhodovulum sulfidophilum]AB20
MPTHLRLVEPSAPPAAEPPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDISDAHRDMALEF
EGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAGIGSDQNDLNA
FTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEHAGKSAALA
AGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAAERDGAPRLAALLGPLAAEQLRATHEDFTAELAQFVAALEAMR
VDADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAARRLGERAADAMQQMMSRIDVLERTEHDVRLL
GLNMAIRCSGLGDRASGLRVIARELGGIAAETSAAALRIRALLVGAQQTVADTRRRAAEGRGVEGDPAVAAGQLETVLDR
LQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKERELHDA
VLGLPRSVDEGGEAPAGAADEGEIR
>MBL3564129.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>MBL3564130.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVDRLPDRAQRIATALALVIAVAFLI
SLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARPAAGEPVE
>MBL3564131.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MBL3564132.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MBL3564133.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASVWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MBL3564134.1 glycine betaine/L-proline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MBL3564135.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB20
ISFAAAHPGRVRQLVLLAPAGLGQTPPRLADLAVRLPGVGDWLMAVIGGVVLRRMARAADRAYGLPGTLIAAQGAETRYR
GFLPAVLSSMRHMLAEDLSGAHRRLAKAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILA
EIPAAPAQ
>MBL3564136.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB20
MSETLKDLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MBL3564137.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB20
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVVHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGTGLDAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MBL3564138.1 acetyl-CoA carboxylase carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB20
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MBL3564139.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB20
MRSPLFEAYIEPARLYPEIWRLIVGLLVVLLVYVGVFSTMLVAAYPVLGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPAMIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MBL3564140.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB20
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRNLRSLTGPPGAAIGQFVRVLRAVALLYLVLWIVLPSGPEKVAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLTARVALRV
>MBL3564141.1 hypothetical protein JMM59_03825 [Rhodovulum sulfidophilum]AB20
MPEQTPVIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDEGASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFTSRPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>MBL3564142.1 hypothetical protein JMM59_03830 [Rhodovulum sulfidophilum]AB20
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAERLDIPDLAALPGRAWRLRHRRDRAIHGADARRAAFHAAAETARLP
LGSDWGFRPAPFAERVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSHGEEGAPFGLALEVSCFDGGFLSVVFE
LPSHAVEGLGRHHLIRLDAALEAEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWFDLLF
DGPGMNRILLSDIVLSRRPRAEA
>MBL3564143.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MLNPVTDAFAADLRARLPAAVFHELTPAYLEEPRGRFRGQGALLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFISAAGPALARIGRFRINCFGHLGDGNLHYNVFPLRGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELTRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MBL3564144.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MBL3564145.1 hypothetical protein JMM59_03850 [Rhodovulum sulfidophilum]AB20
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGDAGSGKKK
>MBL3564146.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB20
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MBL3564147.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB20
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTATKPDRDGTKDSVANIRDTG
VFCVNIVEEAATEAMNATSAPAPCGEDEFALAGIGRAPCETIACSRVADAPAALECRLTRILRLPGVANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>MBL3564148.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MRQAVAVFGTIEHDIPFCHFPRHYLVLGAGPAGRESGVIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVA
ELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAVHPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGF
SRLTGVEMPPPTNPDRVLGIELRPGAWAGIAGAVTRARPD
>MBL3564149.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB20
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MBL3564150.1 aspartate kinase [Rhodovulum sulfidophilum]AB20
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MBL3564151.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB20
AGRPLSTPTGPAEQALTTLRKRIEENSEHVGLRFAEEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRK
RN
>MBL3564152.1 murein biosynthesis integral membrane protein MurJ, partial [Rhodovulum sulfidophilum]AB20
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVAAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFG
>MBL3564153.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB20
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTAFEAELTRLTDQGIGSKALRDAVVQYLSDARQKGRTAIAAA
FADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREAISGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>MBL3564154.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB20
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGLGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MBL3564155.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB20
MNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGVALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDARPEE
AE
>MBL3564156.1 YraN family protein [Rhodovulum sulfidophilum]AB20
MSGTVSYHAGRSAEDCVARGYEGRGLAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMNRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MBL3564157.1 glutathione synthase [Rhodovulum sulfidophilum]AB20
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDQLFWNDGRVMARGWPLEVRRVRGDHFTLGDEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERSDLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MBL3564158.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MEFCEHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTLDGPTEAIAGAERQAYWTRIAELCRRLAG
ALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDDLPLGLLADVALNLLVTVDRWFAINASDL
AEGEEARLAERAFSLLMMPLLPPDYSGKTDT
>MBL3564159.1 hypothetical protein JMM59_03920 [Rhodovulum sulfidophilum]AB20
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVVKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGAFLGLALLAAGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MBL3564160.1 hypothetical protein JMM59_03925, partial [Rhodovulum sulfidophilum]AB20
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLTAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMVQRKVFEEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDS
>MBL3564161.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB20
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGASVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MBL3564162.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB20
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETKAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MBL3564163.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB20
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>MBL3564164.1 ribonuclease PH [Rhodovulum sulfidophilum]AB20
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MBL3564165.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB20
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEANAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>MBL3564166.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB20
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVVEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDGSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MBL3564167.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB20
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGSGGED
>MBL3564168.1 ParA family protein [Rhodovulum sulfidophilum]AB20
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVKTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MBL3564169.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB20
GLVIAIIGEEHAPSLRVTLIESDQRKATFLRTVIRELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLS
PGGIALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MBL3564170.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MSPRPQLVLIGGGHAHALVLRGQPLPSSLSVTLIDPSPKAAYSGMLPGFVAGHYPRAALEIDLARLARAAGARLVIGRAE
GLDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAAPAKPLGRFADHWAGFLAGVAAGRSAPRVAVIGAGVAG
VELALAARYRLARDGVAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGSRIARIGPEGVTLATGETIPAAFVI
GAAGARPQGWLAETGLGLTDGFVTVDRTLRSVSDPRVFVAGDCAHLSHAPRPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPRSEGRGVG
>MBL3564171.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB20
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTADPGAAPLSAARLGASGT
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIASDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MBL3564172.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPAGSLPEAVADESRSGAFLSSEGLAFAAPQTVEELTRIGAPGLPPLAAA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRMAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWQSLARG
EGVIVNEQLWRRAGLRLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAI
EDDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVHLLKV
FADER
>MBL3564173.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASERRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSALLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MBL3564174.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MBL3564175.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB20
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MBL3564176.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB20
MHDHAPSDSSHPPRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHGHGHGAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGWVW
LDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPRPA
AEYRGRLAHLGRLSHVTIEVEAV
>MBL3564177.1 cation transporter [Rhodovulum sulfidophilum]AB20
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MBL3564178.1 hypothetical protein JMM59_04015 [Rhodovulum sulfidophilum]AB20
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSATGQSQSPGH
>MBL3564179.1 transposase, partial [Rhodovulum sulfidophilum]AB20
QTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQGQRPELFRKRVYNHAGCDS
>MBL3564180.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MKDRSAIGRRNRAKGAELEREVAATLASQWRNRPSASERGYGRGWKVLRKRVMQRDSWLCQPCLRRGASRPPPSATWCPK
AQGGTDDEGNLQAICADCHKANLRQQSLRRHPRGNLSPGSRESGRKARPLHNAVKPHLRDSSPID
>MBL3564181.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB20
MSKAPETNTDSEPGRELEGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRSELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MBL3564182.1 FUSC family protein [Rhodovulum sulfidophilum]AB20
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPDVSGSAALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MBL3564183.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MBL3564184.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB20
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVQVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>MBL3564185.1 hypothetical protein JMM59_04050 [Rhodovulum sulfidophilum]AB20
MSGFFRRDARMGRRPTALGQHVLVLRRFEGTDHLNALFDYSADCLAASTAVDFDRLIGPHATIAPTTREGERPFDGIVTE
ARWLGSGDNDHRYRLRPRAFLASLRRNQLIFSNKAAVEILTELLSASAHAGPPRTNAARTTASRPRAISRRSGRAAGWCW
RAIRCLEPAARTRASARGIPTRPQIPA
>MBL3564186.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB20
MVGVTISQILSSKDSPAWLVLDGVNCPDLPHFLEGTEHCCFYRETGQKQPLHAPWMIHMDDRISEMASFLPNDTHWGFIF
TSHWPMRDLRAHFRRYTMLKTPQNEAPVYFRFYDPRVLFDLGHALEADKLRMFMRPFGRLAIPLSPLLGERCGLSPLAHH
DSFRSKFLTLPTPPEEPPGKGSQSFQIGMVEYRRFENLQARRAERKLARELHFTARHRSDAEILDIAAEAASRAERYGLT
SVRQIRLFAKCMLKFGPTFDETHPGAREVLTRRRVSVRETFIALQNWYTTAGDKPFPADASQDLDIWNRL
>MBL3564187.1 hypothetical protein JMM59_04060 [Rhodovulum sulfidophilum]AB20
MKYYVPTIDDIEALVGAHPSKFSSPLQTMRSIANARAQGETVSQITAQNQYQDYLSNGGEPMSSDGAIPPAEAVHDQPQG
KAGCDCAAAMPCCVNSITLGCSHSDARLTLPQEEKANGQTNCKLVLVADQGGSSGYDLLKVTLDRTPHGDCIMPKQMPKS
LIKMEGGETEEKTAEDYEIKLAYPGDTDLGQTDIERFVNATKYTLLGDLEKIGTNYSLKLDTCSGETTFNSVLQVYPRLE
WTAASFGYEIKGTYYTDFTFVPSVALTGKLDGTFGATTFSIEGEGESKTDPENHSRSLVPFLDKTLSKLQGLTGEGARTS
ENSTHSSISVFHKVDLGTSKFKLVEHPSDPTAVGIDANVTMGFAPLIGIEAKLDIIDALLTAANGVAPGFAEALRKAREV
TAKGIGERDSNAHLSAHAAVTLTITGTLGDANVVISRKVNETRWSGKGEVSGSLEISIAAIVKAEGKAYIVESTFSASGR
ARSKITAALQTINSLQSDKKLNAKVGWNGIKVNVAAEAKVRGFGIVNMSTQGKKEVPIRKEEVFYDADF
>MBL3564188.1 hypothetical protein JMM59_04065 [Rhodovulum sulfidophilum]AB20
MANELAPSETALGIDLNLSAAMLDFRVNDVPILDPQTPLSTDAQITTQLTLNEAFTKGQNTISFSLKFKPNSEWTPSLHF
RLHSWPAGTLPELFQGSDFVFDVTVAASQNDPDKVEITQMTGTGQPTATISNIHQTAGDGTTDSWNTWTVTANVMINFPQ
DAWQSAQILELAPELRRELSGEYMKVHSALSQGERAARMALAPYIHRLAGGVGASDDEYYASGYEALLSGEAGFTLRPFD
ADESTVQLYGHGRLAALLPLPIRYWNSEAEQEASLFLYFWKDQTGQWQIIH
>MBL3564189.1 hypothetical protein JMM59_04070, partial [Rhodovulum sulfidophilum]AB20
LRADRVETVIVNVIPPWIVLVALIGWIAPSPGEIGRRIGEAVRRKH
>MBL3564190.1 hypothetical protein JMM59_04075 [Rhodovulum sulfidophilum]AB20
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESLADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MBL3564191.1 cold-shock protein [Rhodovulum sulfidophilum]AB20
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MBL3564192.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB20
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRWAIDLARTRFLVLDEADQMLD
IGFIHALRRIAPMLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEVAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MBL3564193.1 hypothetical protein JMM59_04090 [Rhodovulum sulfidophilum]AB20
MGMLEWLEPGIYGAVIAAAILATGGFTRASRAPLSGVPASDRDLARACPAAPGVAASPRRPDVTGENA
>MBL3564194.1 hypothetical protein JMM59_04095 [Rhodovulum sulfidophilum]AB20
MNGFIATAGLRIPGTSPWMAAILAVGMVASLAFPALAQDGTGTVPANAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>MBL3564195.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB20
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>MBL3564196.1 hypothetical protein JMM59_04110 [Rhodovulum sulfidophilum]AB20
MIDAPIDLDGHRSAAGQHDAEMRRRPLNTEPDSGPSRQPHLEGLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MBL3564197.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB20
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEIAPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGASR
>MBL3564198.1 response regulator [Rhodovulum sulfidophilum]AB20
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALDLLNESTGFELLVTDIDMPGAMNGLALAIAVRDRLPQC
QILIVSGGRPPRPDEMPTGSRFLPKPVTSSALEETIRALNAA
>MBL3564199.1 hypothetical protein JMM59_04125, partial [Rhodovulum sulfidophilum]AB20
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGRWRVALLAGLVLLLILPVLWQAHLRHDRD
DIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLIW
RSKALLAQLELISFPERRTVWTTFQRIGDSAEAVRAAERDAVGHILRRLGAAHRMGPDQVGSPPPRQGAGGLPELSCLMG
IHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRSGTDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSL
>MBL3564200.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MBL3564201.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MBL3564202.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB20
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MBL3564203.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB20
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLVAPEAVRTGEAAAGIGAMEGRLPGEHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMGPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTVPGHAG
>MBL3564204.1 CTP synthase [Rhodovulum sulfidophilum]AB20
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MBL3564205.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB20
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MBL3564206.1 hypothetical protein JMM59_04160 [Rhodovulum sulfidophilum]AB20
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MBL3564207.1 hypothetical protein JMM59_04165 [Rhodovulum sulfidophilum]AB20
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MBL3564208.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB20
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLSSLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MBL3564209.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB20
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MBL3564210.1 hypothetical protein JMM59_04180 [Rhodovulum sulfidophilum]AB20
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLAAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPGAPPPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDTHGATREPPPPDG
PPEPRKTEMTASETAPAPSSDDRESQDRAADSETPPHPGAGTAPPSPPRARVLKLRRDDLSAPRPPDEDTEQSAPGPQPA
ETDEAGAAAAAPVRLTDPAPAPPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKR
LRRDDDSHMRPYRQALAEVVRGDRKAPPTRDGNRLAPLILVTEQRIDRPAPETGVKTGLATDPSGKDKASPEALRLDAPI
LPMTEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDG
RFRRVGRGQFELDEAAAPPQAAGANRTA
>MBL3564211.1 hypothetical protein JMM59_04185, partial [Rhodovulum sulfidophilum]AB20
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHM
>MBL3564212.1 DUF883 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MBL3564213.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB20
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MBL3564214.1 response regulator [Rhodovulum sulfidophilum]AB20
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MBL3564215.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB20
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MBL3564216.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB20
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>MBL3564217.1 histidine kinase [Rhodovulum sulfidophilum]AB20
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPAAENGALTDSSGMGRQLISSF
AAQLDAEFEVNSEPDRYELHVTFAPLGAFLEEDEAEPEEEAASGGVSEGT
>MBL3564218.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB20
MTRIVVFCLSAAALLGVAACETVEGAGKDIQSAGGAISQEAREAQN
>MBL3564219.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB20
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MBL3564220.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MPNILPPAPIPLRPALAAWCLLILLLGAMLAPGPARAHPTGAPSGNMQGGISGPVQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAVPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAQVMQRFGVEVVLLGPEQMFEAVESGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MBL3564221.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB20
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDQVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEEAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPTDC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCIQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGAALQGGRGVA
>MBL3564222.1 hypothetical protein JMM59_04240, partial [Rhodovulum sulfidophilum]AB20
MSRPVQSSPGEVAAPLFGEVADLVAVMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLR
>MBL3564223.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB20
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAAYADRASNEDRD
>MBL3564224.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB20
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MBL3564225.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB20
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MBL3564226.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB20
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFCAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFALLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MBL3564227.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB20
MRHLLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MBL3564228.1 endonuclease [Rhodovulum sulfidophilum]AB20
MRIATYNVEWFNALFDDEGQLLDDEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRVRHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVKTA
AGLRFRMIGVHAKSKAPHGARSADEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MBL3564229.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB20
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MBL3564230.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB20
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MBL3564231.1 elongation factor 4 [Rhodovulum sulfidophilum]AB20
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGARDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
ADFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MBL3564232.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB20
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MBL3564233.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB20
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MBL3564234.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB20
MDALGLGDTTLADRPLPLVSRPDPLELQEHRTETRSAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLD
ECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>MBL3564235.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB20
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFDHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MBL3564236.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB20
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MBL3564237.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB20
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MBL3564238.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMNREGHPFLRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGAGLVLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHATLMAEG
>MBL3564239.1 hypothetical protein JMM59_04325 [Rhodovulum sulfidophilum]AB20
MADPSAREKAALERIAILDDPEKLRKFIDNARRLGAVAVEQAAFRRLCEILPSARRGTVEHDVWRSIHALEEMLKTERGT
TVRLSRTRQKISKDGEVKTVMDLVLRATPSEGFQMLIDRGHPELLFEAVVLRHPDAFGDDVRQAAKERLGNAGGAAAALA
EG
>MBL3564240.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB20
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MBL3564241.1 DUF177 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
DWRLEASLGATVVQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLAQVMEEALSLALPLY
PRAEGADLGEAVFAAPGVAPMQDAELKPFAALARLRPSRDDAEGGGTPE
>MBL3564242.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB20
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MBL3564243.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB20
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFIEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MBL3564244.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB20
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MBL3564245.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB20
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MBL3564246.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB20
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGISSNYQGQGLKLSKHFRM
>MBL3564247.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB20
MSDALKKTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAPEDLIERCEALIAEEEAKARTALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATGLRPAAAPE
DPAPGPVNDPKDFEDC
>MBL3564248.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB20
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEISTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGTRGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLETGARKGGANLLISHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MBL3564249.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB20
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSIDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MBL3564250.1 NifX-associated nitrogen fixation protein, partial [Rhodovulum sulfidophilum]AB20
MNTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLA
>MBL3564251.1 NAD-binding protein, partial [Rhodovulum sulfidophilum]AB20
TGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEVLVVCIGDAKAATTLVRYARRIRPDLFIIARARDR
EHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERTLVTFDRTALRDLAKVWRPGVPLEDNADYIELNRR
LQADLEHAFAETLLHEVPPPRSQTEPTSPADILAEADGNPERQTGRTQT
>MBL3564252.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB20
MTNPLYDRLFGRHAGRDTPFLHLPDGGSLTHAAFLAIAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARAPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIVAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRVECSPGETGQIEVRGPNVFQGYWQMPGKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>MBL3564253.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB20
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MBL3564254.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB20
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASRS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>MBL3564255.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB20
MTADDAYAGLMAAARSGQDAADLHAVASILALALSEATSPEGLPAHCGLDAGALAELLGALFPAAPPEFRRCRGAAPRGV
EEDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICED
EGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAVPPAPAQVLKMR
>MBL3564256.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB20
MSDETRPAARRLGLAGYLTRGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPETVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLSEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDRPVLLWDGEWEVTWVTFRDMGAAFAVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MBL3564257.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB20
LWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKLSFQMRALDATLKALTAQLDTARRDLDRGRA
LRDRGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGSGLVLSVPISPGSVLVAGDTVAEIGGGGLFL
RLAIPERHALALRPGDRIAVGDSTGRDGDSGRLVKIYPQIEGGRVLADVEVEGLDGRFVGRRVPVRLPVGTRQALLVPPG
AVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRVLSPDE
>MBL3564258.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MBL3564259.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSTTSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MBL3564260.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB20
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAKGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MBL3564261.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRALIWGSGGMAQDRLALMTALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLMEAARNSKKEMTPGQLVA
DYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIEPPEGVELRPDKRPYVI
IDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRRHPAAAKPVVMGNCQGGWA
TLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLVMNFELLNPSRNYFRKY
YDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKAIRAPIIVFASQGDNIT
PPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGRGE
DREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTRRLHPLRVQRTAMSSVN
PLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTRKT
TAELRAMPIVETVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAECRARILHEQTLIATHD
PEGAIGTLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPLASHGAVVHGSDMAQSR
SAAAGVPGAEAGVGDAPKTVSERKTSE
>MBL3564262.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB20
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MBL3564263.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB20
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYEQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MBL3564264.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB20
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVTKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MBL3564265.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB20
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>MBL3564266.1 hypothetical protein JMM59_04470, partial [Rhodovulum sulfidophilum]AB20
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALN
>MBL3564267.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MDANKMRQQIVKLHLGVSGTTITEFAESIGYSRPAVSNVLAGRKRSPRIEAAIAERTGFRADDLWPAPGVRKKGGQKG
>MBL3564268.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB20
MANWYSADLHFGHHRIIDFCKRPFASTAEMNAALIANFQASIHHDDDLWILGDFAFGRAEDTAQFEGWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIKDGDQSLVLCHYPMITWNGARRGALQLFGHVHDQWLGSRNSLNVGVDQWDFRPVQVSD
IVSRAAKLPVNKHWQDVEHGNELS
>MBL3564269.1 hypothetical protein JMM59_04485 [Rhodovulum sulfidophilum]AB20
MTDRGVAVSQSARDLDLSESVLRRWMRELTIAQVAAFPGGADACRSGPDRSPEERGRPAPSGA
>MBL3564270.1 hypothetical protein JMM59_04490 [Rhodovulum sulfidophilum]AB20
MEHYSVKTRDGLQLRLTRKSAKSKAAMPVIMIHGAGVRSRIFCPPREGAPNLDDYLQAAGFDVWNLDWRASIDLAPNPWT
LDKAAVHDYPAAVQAIAEVTGASEVRAMVHCQGSTSFMLSLVAGLLPQISTVVSNAVSLHPVVPRLARLKALYAVPSLGG
LFPYLNPQWGISAPPGWPRVFDAYVRAIHHECNNPVCKWSSFTFGSGFPTLWSHDMLDDPTHDWLAGEFAYVPMTFFRQM
GRCIRAGHLVTTGEFDDLPADVVSTAPRTDARIVLLTGARNACFVPESQTRSFDFLDRHAPGRHAFHELPGYGHLDVFIG
KNAPGDIWPLITAELGKGCV
>MBL3564271.1 acetoacetate decarboxylase family protein [Rhodovulum sulfidophilum]AB20
MGIPKRQREIEGRHAYVDGIRYVMPINSWEASAMIAAFPCDYDAAAALLPDAYVHPFRYFRRALLVVTVIDYRQTDIGSY
IEYSIAIACTKGRDKAPPLLPALFMKSFGTGQFVVDLPVSSEVSVKGGRGIWGMPKHQANLDFKTGRSWVSSQYNLDGRM
VSRFDVRRPKKVWAPVNMGATNYCQFRGMIYRSFIYFKGKAGVHLMHPDSARFILGDHPNADPIRALEHRPTPLFAAFIP
DVQGVLDDYFDCWFVTPNDLPEKPLGAGLEVTYPLGYSEDWLKPPQRDATFDLDKE
>MBL3564272.1 hypothetical protein JMM59_04500 [Rhodovulum sulfidophilum]AB20
MPRLLALNNAVLFLCCSIYLGTGVSLIFFQFPVEPQLTPENYYLIFVDPVRRATEFFTSMTLVMLATGALMLATEWFSGL
RWVPILVLGGLIASTLLTLYGIFPHNKALAAGIDDPRQLAETFAVWANLNRIRVSLWCVQWTAMMIYFYKLAIRARADR
>MBL3564273.1 hypothetical protein JMM59_04505 [Rhodovulum sulfidophilum]AB20
MNDAFLRLCLIAIAAITVISGAAQMIAGQTVMAIIATSATPTEVHLFATIGMFMVITGAMFLQSLLTRSPESAIPLWIAV
QKLAAAILVAMAFANGYFRWLALGVAGFDALSAALAFLFWQRMPR
>MBL3564274.1 DUF4345 family protein [Rhodovulum sulfidophilum]AB20
MIGPIATALQLIYALFLVAVGAYGTVCLQWELASFYGIDTATLTGRDGATLLNQFRFLKAIELSFGLFCLLFRRDIMAGG
QACTLFLSGLGLGVFSRGLSMVLDGRPHGVFVFFLLAEILIFVCVWLNARHVAGSR
>MBL3564275.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB20
MTARPAIASARAGRRALILPGGGMRVAYQAGAIQRLHEEGLRFSYGDGTSGGIMNLGALLSGVTPEDLALRWRRLRPTAF
VSPLSLRGYLKFPRLAAFGDFDGITGTIFPHLGIDPDKIRASRGVTAQFNICNFRRKAVEAIPHTRITLNHMLAGMSLPM
FTPAVVEGGETWTDAVWIQDSNLLKTAEAGANELWVVWCIGNTPAWQTGMLNQYVHMIEMSAVAALNAELAAIAQLNNRI
AAGEAPLGHKTPIKVHLIRPDLPIPLDPDYVAGKVSGNALVDQGYMDASRYLAARAAGGIALDESATMTARPKRGVSFRE
RMAGRISFDTTDPVTGGEDRNAVPVVLNATINLRDVAGFVRDPQHRGEMAAHLYSPRLGFIRPGTDSNFSLFTPSDQPDL
TYMTYELGVLLDGKPHWFSGRKYIRRGWFWRLWRETTTLHVTLHEGHDRTGPVVAAGILRLGLIDFIGLMTTLTARDCPG
LGARLGATGQFIEYFAGSLVRTYLRKGRAR
>MBL3564276.1 hypothetical protein JMM59_04520 [Rhodovulum sulfidophilum]AB20
MTPPKAPRTVRVVQRPAVGWFSLRLMLRAGVKALVSALAGTRTARREVLAALDLVRQHGHAGGRIRPAAAEPGQDGAIWV
DYVADLGDGFAATHSIAWLVGRDYLGLGAPGQVVAQPVPDDATHEVGKGDFPAGLTLLPAGQITVFGGDQVYPYATQSDY
ADRCTGVYYAARPWDRHPDRPAGRRLYTIPGNHDWYDGLSAYVQSFCQPGRWHGAWQVEQARSYFALDLPHGVSIWGLDL
AIENDFDAPQLDYFTERAGRLKDGDTVILCVPTPAWIKRDARLAPADAGAATWDAWSKIEMIQQLVKHRDGGAQVRAVIS
GDLHHYARYHAGRDGERNSCQYITCGGGGAFMLGTNSVPDEVRVLDGKTATMAATFPSCAVSRAIRNGVYKLVYRHKLFC
LALAVVLFGLVWVFQAASYVMKATGSSGAMGPVWTGDTALDMLQSTIRNWVGLIDFWHVLLKSMIHNPLLSLITVGIAAG
FIAFAASGRSIYSQNWAVPVAGFAHFMVQICVAFLIAAVIRAVLGPLQDWILVYITLMIALCLFFGWMVCGTLFALYLRI
ANATTGLHEQELCSSQAIEDWKCFLRIKVAADGLTIHPIGLRHAVRDWRSAPGTQAPKTTGARGLMQALRVSANDFEVPD
GTTHLLDPVAPLAPQLIEAPIFIPTIRGGRL
>MBL3564277.1 GMC family oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MTPDVIIIGSGFGGAVHACRQAVAGRSVLVLERGRRWSPQDYPRGPYDAWIFDVDEPHRQNGWLDLRILDDMWVAQGAGV
GGGSLIYASVSIDARPQMLDAGWPDPISARELAPYYEAVADMLRPEVLPDNQRTPRFALMQEAAQKTGAADRFRKLDLAV
SFDPDGRFPDTRPASEEAQKTFTNSQGRQQGYCVHAGNCDIGCKAQAKNTLDLNYLAAAEDAGAEIRPLSLVSHIVAEGA
GYAVVYTDISGGQRRERVVQ
>MBL3564278.1 serine protease, partial [Rhodovulum sulfidophilum]AB20
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSATEAMARRADVPADTPADTDGSAPPAGGATTGATVAPGPD
>MBL3564279.1 hypothetical protein JMM59_04535 [Rhodovulum sulfidophilum]AB20
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAEAAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPTP
APEPVAPSDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>MBL3564280.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB20
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSTGSGVPSFNLQ
>MBL3564281.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB20
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKQTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVEFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGMQADADRARGWY
DTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPTALPSFNIGN
>MBL3564282.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB20
MTEDAVRDMNIAGERTIESVSDTLGTLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKLDT
VLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRDTI
HRLLGNEVQQIRDTADIDLAVKSLVATSYLGATARDIADADGAQTQIVDARDRLTEMSGHVYLTDTLRGMIDRLAAYADP
NTGIVATRRAAILARNEAEAGSRAAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFILAP
VLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQNAV
VSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGASDDLSRRTENQAAT
LEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLALN
AGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAALSDIVERVSHIAELIGGIAT
GAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAAHATRRAEPAPSPDNGRM
PTEPRKSAVNDGGWQDF
>MBL3564283.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MRLALVIAPALVIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGQGMRLGLLAAFEEANRAGGVH
GRKVELDSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRA
SYDAETEAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVM
VAAYKPVAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPIVAEYQAALKEVDAEARPDF
VSLEGYLAGRVALRALQKAGPFANRSRMLEALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTRIGADGAFEPLPTAAVDPK
L
>MBL3564284.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
LLLDEPTSALDVSVQAEILNLLTDLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVEEMRAMTPSHPYTRAL
LQASTGYRRD
>MBL3564285.1 hypothetical protein JMM59_04565, partial [Rhodovulum sulfidophilum]AB20
ALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQAAAMWPDGLRHVAKATLAELIPAL
LAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLPLFVLGLPPLMMTLFQQASARTWR
NFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTGNLLLNRPDWTAFPPFPTGRLEHP
TGRVLVIEEKRREGEVIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSLYDFGPGSD
>MBL3564286.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRAEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEHTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPDLAVPGTRLS
VKMFDALWTAEVVGDSPHDPSNARIRADG
>MBL3564287.1 hypothetical protein JMM59_04575 [Rhodovulum sulfidophilum]AB20
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MBL3564288.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB20
MDWTAKRDGTKDQLRRLNKALPDQTKAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MBL3564289.1 DUF938 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPKRLTLPDSASLATPGAGGRLSAPSALRNAEAICAALERVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDPQR
RASIDAWAAEAALPNLRPALALDACQPGWGASHAGQDLIFASNILHLVSDAQAETLIAEAALALAPGGMLAIYGPFLRDV
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRGKAAGLRREAQISMPANNLTIIFRQPSVIAQRNH
>MBL3564290.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSRIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MBL3564291.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MKLNAILAGAALALGLAGAAQAQDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWAPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKASLASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MBL3564292.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MBL3564293.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
TNEILVSLLLVYVAEQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHML
GFQIRLTGQSPRAARFAGVNPNRLVKICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLA
GLLMALTYIGGELAQFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MBL3564294.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB20
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>MBL3564295.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB20
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPEVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MBL3564296.1 hypothetical protein JMM59_04625 [Rhodovulum sulfidophilum]AB20
MRHGKAAYLDNVAIWFDADQNHIHIAVADPEYFHSTVGPDPASKRGHPHLFPTLFKALRDAGVSHPPIPENQNT
>MBL3564297.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB20
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMSGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>MBL3564298.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB20
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MBL3564299.1 recombination protein RecR [Rhodovulum sulfidophilum]AB20
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGVRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MBL3564300.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MAPVLALFLALGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVNPDAPKGGEISIWAPGTFDSFNQYSR
MGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYR
RLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVY
RRNPDFWGADLPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWATGYDFPGIERGDVVREAIPDGSVGT
RLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEIL
TEEVASPPDHDAGTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRL
ERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHA
LDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRLHASGALR
>MBL3564301.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB20
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MBL3564302.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MBL3564303.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTL
>MBL3564304.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB20
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQRARFSLARVGPLLDAAHARLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLARIEGAFLLSINDRPEIRDLFGAFVIEEVR
LTYSVSKSGATAARELIIA
>MBL3564305.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB20
MRPLLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGHKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3564306.1 lysozyme [Rhodovulum sulfidophilum]AB20
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRAMFADRLAEVEAGLDRLIADP
VEALIPARSYVGILDWAYNVGLGAAGRSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>MBL3564307.1 hypothetical protein JMM59_04680 [Rhodovulum sulfidophilum]AB20
MHLVPHWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3564308.1 hypothetical protein JMM59_04685 [Rhodovulum sulfidophilum]AB20
MHFGLLRLKLYAIGAIFGLPKLRQWRIYLDMKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIR
FGLRNKGKSGGGRAIYFLMVNDDVAIMITAYMKKEQSDLTTTQRKAILKMLEDLHDD
>MBL3564309.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>MBL3564310.1 hypothetical protein JMM59_04695 [Rhodovulum sulfidophilum]AB20
MTIRPTPTSTDPATAYALDVAAGRIVAGPHVRDACRRHLRDLEEGPARGLVWDTAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRSDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVAVWSVRLEARARTNTA
ALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>MBL3564311.1 hypothetical protein JMM59_04700 [Rhodovulum sulfidophilum]AB20
MFADEMPWLGASDRAITETASRLRARMMADPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>MBL3564312.1 hypothetical protein JMM59_04705 [Rhodovulum sulfidophilum]AB20
MAIDLSFLHGAIDQLGDGFAERLVRGLFDRLRKGVRGPADAAAASQAVSHQLAAGGTDPGLGWRLPGLRIAQQKPLRAAR
IIGQAGLLFRELRRMIKAAPALSAFMNLGNKHVITTGCTNGTIRTLSRDGNSSSSARSPRPCSA
>MBL3564313.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MAITRDFAPRLMPAPQAAHYLGVSESTLRKLEIPTLPLRGKRLYDRLDLDAFADSLTRGEETDREEGACDRAFGVAS
>MBL3564314.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MRPSIRRGVVSLTGIFVVRRRGKVYTYYRTKGQPLVRLPDLPHDHPDFLTAYAEARRTKPKRKGRPAGTVGALAEAAMRT
DTFKTLSDVYRATLHRHFDAITRTAGDAPARGLRPKHVQKNVIEAASPTDRLKAWRFLAAHGMAAALLDLDPTVGVRAPR
RRKTVGHPPWTPDEVDAYRARWPVGTVPRLAFELMHWTGARLSDAVRLGPGMVDRGGVLTFRQSKTRDPAYIPWTCPLPV
WATTLADEREQMHRAIAATPGGQMTYLATARGQTRSSKALGTLIREAARAAGIEKSAHGLRKARAVALAEAGATTHQIAA
WTGHVSLKEVEHYTRATQRRAAVVGIEQERNVANTSAQSEKHGEK
>MBL3564315.1 hypothetical protein JMM59_04720 [Rhodovulum sulfidophilum]AB20
MNSLHMRKILGPAAKADSESAASQFVVRLLTNTVLEKRLRGLVSGTDARSLSLPYTVTSVVPGYLIAAARLAADGGTEAP
MW
>MBL3564316.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB20
MSDKEIWSCFTGAMGLDLGLETVGLHPTLANEIDRRFCETIRTNRPDLDLIEGDVSDLTGASLRAHRDFDGEVYMMVGGP
PCQSFSSGGKRAALNDPRGNLIYEYFRLVSEVSPRYFVLENVANLTTAALKHRPISERPGKHWSLKQYNGSLNREIDGAK
PLTEEEMSGSALKQIAKDARSLGYHISFAVVDAADYGAPQHRLRFVMLGSRDHPPPVMPSATHGIDEQPFATVRDAIAHL
QSEPGPHSEYTAPVRRFFDLVPEGGNWRSLPPELQEEALGGSYKAGGGKTGFYRRLGWDCPSPTITGRANRKGSALCHPS
ASRPISVHEAAALQGFPPEWILTGAMNVQYMQVGNAVPVKLGSAIGRAIIAHEQNQSQKKGKQPDVEKMIELAVARLRAA
ARNKSARKKAA
>MBL3564317.1 hypothetical protein JMM59_04730 [Rhodovulum sulfidophilum]AB20
MTTPLQFFPQRHPVHRLSDEMTADFIRAQQSVLHIAFPDAFTFCERVLSDLKLSIAPPVGMKAQPASEVADLELADLVTL
FDGMLQADGIPASARQMHSENLARRAQLIRAFDCPDTVLDWVTTKVVQIVADLPKTAADIEVGRNPGDVLDPYLLAANQA
LLCEGDFKQAISATVTHKALMILEGLMGHLHEEVIGRMRGNVRNPEPRADNAEILDFIYNPFPGADVVQPPLFDGDCLRL
HQIKSKTGTLNSSGGKRLAEQMRQLRMAYPGAELYSHSLVGNTLRGHRSMGGMLRVEPSLIVQVGQASFRVLTGSESGAE
LLVRVYQAAFELAAEQTGYSVENMTRAIVQTFIERAEDEGEGYLESVVHQSTRGVAANLDSRTYQGGRRRV
>MBL3564318.1 TRAP transporter permease, partial [Rhodovulum sulfidophilum]AB20
AGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFLAFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFY
DKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIATIFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEG
VFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGHLRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLM
KRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGISYLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHG
VTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGWVLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVI
SEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVILITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARN
MIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVMLIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQ
SGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDAIRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGI
LVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFRPDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVA
GPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRVVLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQW
PQELVFLPALALLAGVVWLQRSRARREGVPA
>MBL3564319.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MIRAILCAIDVSQPEHDREVLTVATRLAVMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSN
>MBL3564320.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB20
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MBL3564321.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MBL3564322.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB20
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELGVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALSFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MBL3564323.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB20
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVASVLDNARRALPGLSDRPLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEEVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGSGLDLPRTHLTEMPEATEALARIVADQAGAQAGGRPLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDASDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAGLPRPAGVGRSVGQ
RPL
>MBL3564324.1 DNA mismatch repair protein MutT, partial [Rhodovulum sulfidophilum]AB20
LPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFLVEAEALASDPDDFSRAEDELSQLQWIPLAE
VRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MBL3564325.1 RNB domain-containing ribonuclease, partial [Rhodovulum sulfidophilum]AB20
IWVHEEPSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKS
YAHFTSPIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGR
ISGIARFGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDR
ALPRGAARGRGKPVRRKVVRAKAKSDKVKRKVKRKVKRTRR
>MBL3564326.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB20
MRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGARFQPDVIRRDRNQSEFVTP
IWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISSLATLAYEGRRAAFFEA
QLVAALRIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGNGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWG
VEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRATILQPAGARGAAFMIFDNFRVIERYNPADAYVIGVG
HLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRL
R
>MBL3564327.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MEFRTLRVFVEVVRAGGFSAATGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRRRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWMAMR
RDPLVALMATDAPLAQVPGPLTLADLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTATDRGPD
>MBL3564328.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB20
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGSDGQPSALD
>MBL3564329.1 LrgB family protein [Rhodovulum sulfidophilum]AB20
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MBL3564330.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB20
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MBL3564331.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB20
MNAATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MBL3564332.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB20
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MBL3564333.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB20
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRWLRPMRWGFLPHWYKSPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVLQLHRVGTAVNSTRADGPELIEPI
>MBL3564334.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB20
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MBL3564335.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB20
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDMARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MBL3564336.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MHFYTGSNPARYAERMKTNPDGFHIWTEEEVDRFLKRHGPGTKARLVMLLALNTGMARQDLACVGRQHIKKEGRIEYRRY
KTSMAADLPILPELAEELRHVPKDRMLFVTQDNSDKPYAVASLGNWFRDRCVEANVPGSLHGLRKAGATRLADAGASEWE
IASYLAHTDTIQAAVYTKRANRARLADSGFAKLRAVKMSN
>MBL3564337.1 flavin monoamine oxidase family protein [Rhodovulum sulfidophilum]AB20
MIGTAAGSAVMYGAMSKMGLAKESTWKGRIELKGDPKGASVLILGGGLAGMTAAFELRNAGYKVKILEYREKAGGRCWTL
RSGDTYTELGGFTQKVDFAEGNYINPGPWRIPSDHFAVLDYCKRFGVELEPFQQVNYNAYVHDTNAFDGRPQRFKEIDAD
FRGGVSELLAKVADQGMLDEMVTEEDAEILVSALKSWGVLDDGLEYVTGEASSSHRGWKLPEGGGTTGKPVPSEINPLSV
ILQSGLWSKISGGHHLHMQTTMFQPKGGMDMIARGFEGEVGDLITYGAKVTHIENTETGVRATWIPSEGEGAETVEEADY
CICTIPFSVLGQIKTNFSSRMTGIIQNMPYYSATKVGLEFKRRFWEEDEHIYGGISYTNLPISQISYPSTDYFSDGPGVL
LGAYVWGAYSYQFNSLPGEQRVEKALEYGAQIHPQYHDEFKAGVGVGWHRVPWTLGCFGQWKDRDADYMDACQMDGRTLM
AGEHISYLPAWMEGAILSSLDAVKRLHETVTAA
>MBL3564338.1 cytochrome c [Rhodovulum sulfidophilum]AB20
MKIKAIATLLCAVVALPAAADEPPRVDTTGWFENPAKLDQVEGEDIYNAICAACHMPDGKGAVGAGMYPALAGNENLLGA
DYPIHVILNGLRAMPALDGQLDHDQVAAVVNYIRTGFGNDWSENPATAETVAASH
>MBL3564339.1 RidA family protein [Rhodovulum sulfidophilum]AB20
MKLAATLAAACVAFGTIAHADEVIRHPIPNSDFPILQAVEVPGDATTVYLSGVVPAKKADAGDATGIEAYGNMEEQTVSV
LTRIEETLASLDLDMGDVIKMQAFLVAEDGQPVDFSGFMAGYTQFFATEAQPNTPTRSAMVVDALASPAWLVEIEVTAVR
P
>MBL3564340.1 IS110 family transposase [Rhodovulum sulfidophilum]AB20
MQQRPKDVFQVHGISANGRVIFNKTVKRAKLLQFFEALPPCVVGMEACGSAHHWGRELGKLGHDVRLMPAGYVKPYVKRG
KTDAVDAEAICEAVCRPTMRFVELKTEDQQAILAIHRTRDLVVRQQTQIVNMIRSILREFGHILPTGVGAILTFAKRHLD
GDHPDMPELANGILGTLCHQLVGFNTRVVGYTRMIEQHAMMTADARRLMRIPGIGPITASAIIATIGDAKQFRTGRDLAA
WLGLTPLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKAARIVWA
MLTKQQDYRQPGT
>MBL3564341.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB20
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAG
>MBL3564342.1 U32 family peptidase [Rhodovulum sulfidophilum]AB20
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MBL3564343.1 U32 family peptidase [Rhodovulum sulfidophilum]AB20
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MBL3564344.1 sterol-binding protein [Rhodovulum sulfidophilum]AB20
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>MBL3564345.1 hypothetical protein JMM59_04880 [Rhodovulum sulfidophilum]AB20
MRLSIRLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>MBL3564346.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB20
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQVFLGRKRVDYGAQEFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRDG
>MBL3564347.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB20
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETTNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MBL3564348.1 DNA primase [Rhodovulum sulfidophilum]AB20
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGSGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>MBL3564349.1 hypothetical protein JMM59_04900 [Rhodovulum sulfidophilum]AB20
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>MBL3564350.1 hypothetical protein JMM59_04905, partial [Rhodovulum sulfidophilum]AB20
FLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSFIPAKRDATGYRGLRFTDE
FAARMADRRDHGGAGAPVDEPF
>MBL3564351.1 hypothetical protein JMM59_04910 [Rhodovulum sulfidophilum]AB20
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIETVGGTGWRPFGMEYVALERAQLGTRVDVSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELKDGWQPIPRRN
RKGVIVHDRARYTPCVWEPSPARIAAARRAYLDWWGYLLELQAALGAADLTRICVSGDMPPMTPWR
>MBL3564352.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB20
MRKRDADRASESFFKNKSRPVRSGAGTSVGRIDALTRNARNTWFALLGLLVFVGITLMSVEHIDFYGIDRATTLPLVNVE
VPTRYFFVAAPILTAAFYIYFHLHLIRLWDALGAADNRIGGQPLGDAVMPWLVTDAALHLRNRWRADECCTPRALDRPAT
VLNLVLAWGFGLIVLGLLWWMSMPAHTFWMTAIACAALLAATGVGLSSLKCIFEKMCPDKRIWQRRRSAPIILIGVALIA
FSVSGLRTGGLVGFWTPPIRLLAPIDMTGLAIVEKPPGWLPREIAKADFFADWCKREGTDCTWKVHSEVHQNLFQQEFRR
RREAALSDLRKPQWHQPGHQKPDFRGAQLTDTFLAGANLIGAQMEGAHLGGAQMEGADLRGAQMEGANLSMAQLEGAVLS
GAQLEGANLFVAQMEGADLHGAQMVGAVLNGAQMKGANLIDAQMEGAFLGGAQMAGADLSVAQMERANLSGAQLEGAVLS
GAQMEGADLSDAQMAEAFLGGAQLEGANLSGAQMEGAFLGGAQMAGANLRGAQMEGAVLSEAQMEGANLIDAQMEGANLW
GAQMAGANLIDAQLEGAVLSEAQMEGANLSGAQMEGADLSMSFLTGVRFEPLIIQSVNLRAVTNGGGALRFADFRSVTFN
EETDFRNAFLDGSVQITDGFRKQMGDPCQWHADVLSDEEFFGRWRGWLEASGMDSRHWSNISPAGWSDVTAIAPPEGCVW
KTSAISDTQR
>MBL3564353.1 hypothetical protein JMM59_04920 [Rhodovulum sulfidophilum]AB20
MKLTAGVSSSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENKTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MBL3564354.1 terminase small subunit [Rhodovulum sulfidophilum]AB20
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAGARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALQRGDQGEMGL
>MBL3564355.1 phage terminase large subunit family protein [Rhodovulum sulfidophilum]AB20
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALAKAPTETPGTTDMTDAARSAPAPEAPSPRPGQPAPRRINFLK
R
>MBL3564356.1 hypothetical protein JMM59_04935 [Rhodovulum sulfidophilum]AB20
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MBL3564357.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
GPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIGRGDVANAIALVSD
GVQAGVVREGDRLIPLILRQPRIDGTPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRSRQPTITVQAFTPP
DVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQTAVVWTVVPMAVTG
VGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLAAGTTILGMAPLLI
DPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDNSRKASSSKAGSANSIPSDPALAAH
>MBL3564358.1 glutamine-synthetase adenylyltransferase, partial [Rhodovulum sulfidophilum]AB20
HREIEHRLQMVNDAQTHLLPNSAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIV
ERWPRYPCLRTTRAQEIFNRLKPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELA
QYLSRNARVLDAVIGGSFFEDWPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYAD
LAEAVLAALWPRVVAQFAAKHGDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQA
LVTALTAPMAEGRLYEVDMRLRPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVEAFRRALIADK
ADVARTVAGIVDMRRRLAGAKPAKSTWDGKQGPGRGQDIELIATAAALIAASPVTSVAEQMGAGVEAGWLRQDEAEVLGA
SYRLQRQIQGAAKLISDTPLDAARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MBL3564359.1 hypothetical protein JMM59_04950 [Rhodovulum sulfidophilum]AB20
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MBL3564360.1 methionine synthase [Rhodovulum sulfidophilum]AB20
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MBL3564361.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB20
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRG
>MBL3564362.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MBL3564363.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVLAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MBL3564364.1 alanine racemase, partial [Rhodovulum sulfidophilum]AB20
MIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACADEPDHPANLQQ
LTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGESIGYGYTHTAG
ERRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDAVADSAGTIGYE
IMTALGRRYARRFLGGAGA
>MBL3564365.1 hypothetical protein JMM59_04980 [Rhodovulum sulfidophilum]AB20
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMVWVDTATRALKMRNIANNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDMVRVGDGADGLFWDHSLTGNQRYVQTPAFED
GYEYMLKIEGMEWDGFGTKRPTVRGYVDQTGNFASAMDIYSDINPSTGFYTMIRLLFPRVPSPYFGVEGKVPSGQLRTSE
LGGDNRTVSKAEISWDNRDTDIRAGKMYLYRRREYISG
>MBL3564366.1 hypothetical protein JMM59_04985 [Rhodovulum sulfidophilum]AB20
MAYRLILWAVALALLAGPAQAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQ
VGSDYHGKVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQV
KYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSW
GGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGE
PLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGV
RVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQFA
WRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPVAITGLSVQASGGAVAMLR
WDRHPSLDVRQGGRIEFRHAGALSGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIP
TTTVATLAEAPGFAGIATGCHTAGGVLAMAPGATRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTP
PDARLWLGSTDAYGDVDLQVSVTDDAPEAARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>MBL3564367.1 hypothetical protein JMM59_04990 [Rhodovulum sulfidophilum]AB20
MRDWEERPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLARLPVAGARRGDWVM
TACEGAMPGAMGVVTGRYALHMGRNGLVRRPVLTAEAAWRID
>MBL3564368.1 hypothetical protein JMM59_04995 [Rhodovulum sulfidophilum]AB20
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLAGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFGL
VQAIQNREDTWGRT
>MBL3564369.1 hypothetical protein JMM59_05000 [Rhodovulum sulfidophilum]AB20
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGCFELDMAAM
EYDGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGTWALAGPETVLSVSQARVRTRTLQIREAL
>MBL3564370.1 hypothetical protein JMM59_05005 [Rhodovulum sulfidophilum]AB20
MTGSRGNDGGNDTRGKLGGLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAVLRDLGVRNREMALVMIQGGEAIRA
AREDVEDYGLSLDAVEAGRIETANDRIARLGLISRYAGQQLALRLVPALGRAAQAMTEALREGGLLRRVIDGLTENLARI
STWVATAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELVYQLGRLVTATGGFGEALDLMKDVA
AEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPGAKAMKAAADGATDGLKAAREAAAA
AGDEAERLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATNLARIGDAAGGDGGTSAVTQATGQLADTAKTASD
SFKTFFKDVAKGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGGGSASGGGGTVTQLFPSGGLPGFA
RGTDRAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNADPRQIAEAVRRVSREEAQRVYAR
QRREGR
>MBL3564371.1 hypothetical protein JMM59_05010 [Rhodovulum sulfidophilum]AB20
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MBL3564372.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERDRVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MBL3564373.1 hypothetical protein JMM59_05020 [Rhodovulum sulfidophilum]AB20
MSVRATSPAVDWSEITPSDSANLATVPRALDCAVSGDVVIVSASGNEITITLTAGAPYPVRPVRVKATGTTATGIIGMW
>MBL3564374.1 DUF4760 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSNDGILIFGIFFATLGWAYTARRSRILSRKQHTINVIIQANFNQEYIDARSKVAPMIRSGICEPSVLDGTNEELLACLR
RVLNHSEFVAAGVRNGDLDEMLLKDSERALYVQLFSSCNEYIWGARDRRERQALYEHLQWLYDRWTETSPPLLRTAWEYV
MAKPWYGRRRS
>MBL3564375.1 aldolase [Rhodovulum sulfidophilum]AB20
MSFRDRLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEACKHAGCAVGLFVGDAAAITAWVEKGVGVFVCGSDQALLRKGAA
GIMGAR
>MBL3564376.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB20
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARSAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPGKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>MBL3564377.1 hypothetical protein JMM59_05050 [Rhodovulum sulfidophilum]AB20
MPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHHPDLTTRVFSGI
ALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDILDVCA
ATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTEQLGE
YIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MBL3564378.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAATFSSEAFRN
RVLGGTLTAFTKATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MBL3564379.1 hypothetical protein JMM59_05060 [Rhodovulum sulfidophilum]AB20
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGRTWLHRGHNFLVALSHAAPGASFDRVAQADEYCV
LLPKGGATIEWNGAVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MBL3564380.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRRAGLVGLSIANTGQRHFLSID
RNVASIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATIEYARQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>MBL3564381.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLDFVPSLLSARLRWGLRAVMAVPILAFLAVMTWYG
WDFAERMGPQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAGHILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MBL3564382.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIATGLLIYATWRARRDGFPVIPRMTARERFASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQIALFIPRFMV
>MBL3564383.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGG
>MBL3564384.1 FMN-binding glutamate synthase family protein, partial [Rhodovulum sulfidophilum]AB20
LITTHQPHLQKGLVVEEKYHRVARYARSVIFEVETIAHSVGVSEPRQMRRRHVRLVLPDGSTRPMSQIYPRSDLVNELVR
>MBL3564385.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB20
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAATGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWAVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVADLYAGMDLAARF
>MBL3564386.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]AB20
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVAT
>MBL3564387.1 hypothetical protein JMM59_05130 [Rhodovulum sulfidophilum]AB20
MIYHEWVPDVPENWEHIATLETSQITAASPFVFFYLLDLMKRKEMKNALERFSETLPEGATLHMVSRECSTSSTTIAGSV
PARLSTCRSLGHAWHGSLMIWPFAWASARPHSALDYRTPADYARTLATAIAPTGVNTNRAPVAVG
>MBL3564388.1 primosomal protein N', partial [Rhodovulum sulfidophilum]AB20
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQD
>MBL3564389.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB20
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MBL3564390.1 DUF484 family protein [Rhodovulum sulfidophilum]AB20
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALSSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MBL3564391.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB20
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKGPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MBL3564392.1 hypothetical protein JMM59_05160 [Rhodovulum sulfidophilum]AB20
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPSPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MBL3564393.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB20
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGAAEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGN
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDETLAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MBL3564394.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB20
MTHAVPAALMGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDTPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MBL3564395.1 citramalate synthase, partial [Rhodovulum sulfidophilum]AB20
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVAQGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAR
>MBL3564396.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB20
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSREPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YEDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHDLLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGRKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMNWTA
EKAEQGERALRRWRSLFAGIEPGQPSQTVLDFLADDLNTAGALDFLGHLGQALFTKAGSSWKAGPETVRDEEWSRQAGIF
VASAQVMGLLGEDMGVWAEMPEADLGGWTDRLVAARAAAMDSKDFSEVDRLKALLIGAGVEVRMSKAGIELLPGAGFDPA
KLEGAE
>MBL3564397.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB20
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSGRISVKCADPEFATMLIETGRAEKAPYLP
RGGWISVGFEAQNADEMAHRLRESHATVRASLPRRVREGLD
>MBL3564398.1 porin family protein [Rhodovulum sulfidophilum]AB20
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDLGRTLAYATAGIAPTDTSVGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MBL3564399.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MBL3564400.1 hypothetical protein JMM59_05200 [Rhodovulum sulfidophilum]AB20
MSPRQNRVTPLGEILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLTEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTATRLDALLHAARICPVSGRPRHHTAPAAALPDGSFVLLEEDPHLILGAAALPWRP
AGYGAPRARPAGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>MBL3564401.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSASAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELVPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKSAASAEATAGAKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMVRQEALAKAEEDWLELAEKAENAG
>MBL3564402.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MLSLRKGRYAARLAETPADILAAQRLRYRAFRASGAHPEGTDADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MBL3564403.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
GALKQARQPRDAPTRRDLLQKATRIAMTDLGVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MBL3564404.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB20
MSASREPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MBL3564405.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB20
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MBL3564406.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB20
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKM
ETE
>MBL3564407.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MBL3564408.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MAAPSETARSVHTDAAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MBL3564409.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPIRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRRAAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MBL3564410.1 ribokinase [Rhodovulum sulfidophilum]AB20
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDRASVLLLQMENDPAQIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQEISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>MBL3564411.1 DctP family TRAP transporter solute-binding subunit, partial [Rhodovulum sulfidophilum]AB20
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQEKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPT
>MBL3564412.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB20
QRLSREGYASDTRVAGTASAVSTAKAAVASATAGLEAAKTARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGALL
QPGSSCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQ
SVDIRIAGPARNGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPV
EVHRREPPQ
>MBL3564413.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB20
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEIEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGLMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTIAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVEHIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVRDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTPDGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTIGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWSEPPGPTPPGQAAENSKDRDGKGLRAAE
>MBL3564414.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB20
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDHAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAAELKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKGYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGQVVERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>MBL3564415.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MPDSARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERNSDRPQAEQDAAVTSPAAAGQAADAANPEAQTPAADDRS
EAVPPAMPLFAPPAFDLVRVTPEGSALVSGRAGAGTVVAVLVEGREVARAKADAAGDFAVLFDLGQSDDPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAGGVRLLEPPHPHEAPP
VSGLTLDAISYDAQGAVRLAGRGRPGAALRLYIDNAPLTETAIDGAGRWTLRAPGIAAGRHVLRADLLADDGGVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>MBL3564416.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB20
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MBL3564417.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB20
GRLAELWRLFGQARALWLVAAAAVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAA
VAVGALTWGLGVAPWMSLALAGTFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDL
GDSLLLVFSGPLTAVPLMLFSYATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRL
DRASRRSSISAGTSDTMRT
>MBL3564418.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB20
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MBL3564419.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRMEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MBL3564420.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MBL3564421.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB20
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MBL3564422.1 hypothetical protein JMM59_05310 [Rhodovulum sulfidophilum]AB20
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MBL3564423.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB20
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFEAIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MBL3564424.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMANT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MBL3564425.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MEIRLADLLIAEGLVPPDEIDATLCRLHDTGRADFDSHPPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEE
LRADLPAGLQPAVMVICRETELQEALAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLM
LLTLWTMLWMTLGSGLKLAAAVAQLRALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDI
CLVTEADDLDTRAMLEAVRLPPWMRALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPE
VACLQGVLDFYNARANWLARCFAAEYAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLA
RHGYRTEFLDSVTEEEANCSAWPWVRQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWS
FWLLPLGLPHPLAASLGPAGLWLVFKLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRP
FYWDKTRHGLGERDAAPRTTENRTAGKPAPESPAGKGVAEARNAGPDAQPSASIASAS
>MBL3564426.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB20
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMESEGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AVDMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MBL3564427.1 hypothetical protein JMM59_05335, partial [Rhodovulum sulfidophilum]AB20
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAAR
>MBL3564428.1 hypothetical protein JMM59_05340 [Rhodovulum sulfidophilum]AB20
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPVAIAEGSASAPIVAAGWHPYDMVNVGDGADGLFWDHSVAGNQRYVETPAF
EDGYEYMLKIEGMKWEGFGNKHPTVKGYVEQTGRFASAMRMSGEVSPSTGFYVMIRLLFPRVPSPFFCIEGKVPSGQIDS
STLGADDRTVSRAEISWADGDTDIRAGKMYLYRRREYISG
>MBL3564429.1 hypothetical protein JMM59_05345 [Rhodovulum sulfidophilum]AB20
MPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALMPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFLAKWCARNPFYANMFLRVY
DGVAGDALADMERRLYVLDSVDGPDSDGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDIVIEAAREADLSDQ
FGNTETRYLCIGSEIIGYTGYSGGEGVWTLSGITRAALGTKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPAEF
VDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITEDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPEFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRTTP
RYLTATLADGALQIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDEKLNGFWWADEDGLMPDGSEGYFWQ
>MBL3564430.1 hypothetical protein JMM59_05350 [Rhodovulum sulfidophilum]AB20
MTVTYTLGHAAASPYPMTHARILWDKAAGSVGATSEAEGFEAGLADTVETNSWWKPEAVPASWRIEYGESRLIDSIGLAA
HNLGTAGSHARIEYKSPKAHGNLLLYSQEIQLWPVLLRAELVPTLAPDGSMDARWLVEDETDGAHLTGIDFQAVAGRMYT
FSIYVKPNANGRRLRVSMEGAAYPDQVTVNVGGDGAIASAARAAATSSVAVGDTGWFRVSISAEAQVTGFADIRLLILGP
NSELSYPGTGEAIGLFGGQAEWRLGPSPYVRSASSPAVSNWWAVSDDWLLPSDDSAILYLFDPVEAYGIRVSVSQPARIG
VVYTGKALGMPRMGYTSLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLTGAFEWQNLPEDWYRQSFDPFARAARTEPFF
IAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MBL3564431.1 hypothetical protein JMM59_05355 [Rhodovulum sulfidophilum]AB20
MGAKASSVFAAQGSQIASMFGPVGAVVGTLAAVGLPLLSMAFTSAAKDGRAFSEVLDDLESSVAALDAVTRSYSAKGLVE
LKERYGEVNAEILTLIERQKQVAIADAVRDADAAAQGFADQLERISDLVARAEYQFSPIEKLNEEFGLTLGTAQQLKIAF
DQLAAAKTFDGQADAMARILSLMEGTKLETDEVFKELVRAEGAMRQLAASAPQAGWMSGAIAEVKTLATALWDAAKARAA
AEGAANTDAAGNPIQPGVSRTSRPRAAPPGTGGVEWGLPPQTGGGGGANKVQTDLDALRQSLMTQEEMQIASYDRQRETL
LQARQQELIDQQEYDALIEQTRQQHQDRMAQIDAYRYGNGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYV
GAAKAMELPFPANIAAAAKVIATGMSFVSAIKSGSKSGSGGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVK
ALNEAFGDGYRLNLDWQGAAG
>MBL3564432.1 hypothetical protein JMM59_05360 [Rhodovulum sulfidophilum]AB20
MTVASAKSLFRATKPKARIDLRQADAFVDLPIQRAPEEGRDPLDYDPTPPDATAAFLAVEGARIRQLGGHIWEPAAGGGH
MVREMRRWGFDVTASDLVGRGFPGVSLRSFYDFDTAPAPVIVTNPPYCEINARDGGGRWLRHTMSLRPRYTAMLLNADWP
AARINGMDALHEQFPMSRVYICCWKIDFRGGGSPPQRNIWAVWDADWQGETVYRRLFREGGEQQEALL
>MBL3564433.1 hypothetical protein JMM59_05365 [Rhodovulum sulfidophilum]AB20
MDKRLFMHMARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVVALQKATGDIAFANFLRRANEHCGA
VPAVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAASLKTGTTA
>MBL3564434.1 phage repressor protein [Rhodovulum sulfidophilum]AB20
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRPGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARRV
>MBL3564435.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
MLTRIEIDGFKTFKGFSADLRPFVAVVGPNATGKSNLFDALKMLSRLAQTDVRQAMQELRGDPEELFRHTPAGIQREMRF
AIEAMLPKRGVDDFGAGYETPAQRIRYEISIEMRDNPSGIFVSHEDCRIIKGEDDRMIFTPISKPSRSSRRNPFLETELD
SKGDPKVFVIRQDGVAESGTSKRGSTLQLPAAEASM
>MBL3564436.1 transglycosylase SLT domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVAR
AAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLAL
>MBL3564437.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB20
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYV
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MBL3564438.1 lipoyl synthase [Rhodovulum sulfidophilum]AB20
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALGTVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGEDFARMRMAREARLAQG
>MBL3564439.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MBL3564440.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB20
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MBL3564441.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB20
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MBL3564442.1 pyruvate kinase [Rhodovulum sulfidophilum]AB20
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MBL3564443.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB20
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETYRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILQAA
LADTGA
>MBL3564444.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB20
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKAMH
QTEAGPEQKAAFEAAMAARPEPGKT
>MBL3564445.1 SulP family inorganic anion transporter, partial [Rhodovulum sulfidophilum]AB20
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDM
>MBL3564446.1 NAD(P)H-binding protein, partial [Rhodovulum sulfidophilum]AB20
GDVTDPASLAADGFRGERFDALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAKQAVLLSAICVQKPLLAFQKAKLA
FEAELMASGLTWSIVRPTAFFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPDLQNRVLPIGGPG
PAITPRDQAEELFRLLGRPPKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADAT
PEYGSDRLFDYYARLVSGAERAELGAHAAF
>MBL3564447.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB20
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKS
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MBL3564448.1 SUMF1/EgtB/PvdO family nonheme iron enzyme [Rhodovulum sulfidophilum]AB20
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MBL3564449.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGKGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLAARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVATAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MBL3564450.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETAGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>MBL3564451.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB20
MSPFRLRPALSAFAIVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHETPDGPETRRYPAFQPLYVFARQEGWVEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MBL3564452.1 hypothetical protein JMM59_05460, partial [Rhodovulum sulfidophilum]AB20
IYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAKRLERLCPDLRAASDTLSRSAAEEYCRP
>MBL3564453.1 hypothetical protein JMM59_05465, partial [Rhodovulum sulfidophilum]AB20
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRIRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRGKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPAALPAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAQARSHPRVDILPARGWDDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGGAAAAAGRCLAVPP
>MBL3564454.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MBL3564455.1 hypothetical protein JMM59_05475 [Rhodovulum sulfidophilum]AB20
MQVSSNIDGGLRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAAAQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MBL3564456.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSLFRPQPRPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYIP
FHAYSEIAGGVSHSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWTIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MBL3564457.1 amidohydrolase [Rhodovulum sulfidophilum]AB20
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEVRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MBL3564458.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB20
MNPISEPGAKSMKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAIL
PNWTKEDALSIEPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFR
YRMKKD
>MBL3564459.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVRLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MBL3564460.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB20
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLKREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPETPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MBL3564461.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
TRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSLLFVTHDLRVAAQLCDRVIVM
QKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MBL3564462.1 phage tail assembly chaperone, partial [Rhodovulum sulfidophilum]AB20
GPAPMSRARLEELARAFPDKPRDEG
>MBL3564463.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB20
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MBL3564464.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB20
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDFASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MBL3564465.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB20
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPQQNALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGQAGFSAVLAAVTVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREEHGLRVIELWSEIRGPVTAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>MBL3564466.1 C40 family peptidase [Rhodovulum sulfidophilum]AB20
MIDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MBL3564467.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB20
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSHGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMRVYDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQETVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEEEVALFFGTARPEDFELSGQDVLYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWADPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICSEAGVSDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGEYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQPAFAAPLPVHALFLDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNLDAG
YTLNTTLERSAVIGLAETPLHAAAPGRWDRGPALRVKLASGTLSSLREAELLAGANLAAIGTGDAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGPGGDLALSWMRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPVWTYTTAMQMADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>MBL3564468.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB20
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLALPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTVVGGAVAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGADGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLRPEGGSFSGGMVRLAVHFTELSLPASV
>MBL3564469.1 hypothetical protein JMM59_05545 [Rhodovulum sulfidophilum]AB20
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRAEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDTDYCRC
LAQVLGALATWRDWKAALSAGG
>MBL3564470.1 serine O-acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
MPEIKPRLAEIDPVWKRICAEAEEAVSVEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQP
>MBL3564471.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB20
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAAYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVEALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWGQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MBL3564472.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB20
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MBL3564473.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB20
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYQGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MBL3564474.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB20
MSPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWTEAPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTASGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>MBL3564475.1 CoA transferase [Rhodovulum sulfidophilum]AB20
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RKLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEGGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAARDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MBL3564476.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHDQLAALAETGMMGANLPECWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MBL3564477.1 urocanate hydratase, partial [Rhodovulum sulfidophilum]AB20
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAK
>MBL3564478.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB20
FTGSRKFVWIKKKISPEQMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLR
DPANGGQPLRLSLDLTVQAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNR
AVQGVYELGSTFKTLTLSQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGER
QRAFLSRLGLLDPSPVELVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGE
RVISEETSRQIRKMLREVVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQ
DTTGPKPRRTAGWTAVPVAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MBL3564479.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB20
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSQAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQAILTVGRSEEADLRILAQRYDATGQDLRFAWEGGSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGATVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MBL3564480.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB20
MSVLWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPRAADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKATIFEGLEPGGIAVYPGDLETSPVLAAGAAGRASAD
ISFGSEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MBL3564481.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB20
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAACAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MBL3564482.1 hypothetical protein JMM59_05610 [Rhodovulum sulfidophilum]AB20
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MBL3564483.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB20
MIPVRGVEGQKLAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PGPNRAIVAAWAAGVSVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDENEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGG
>MBL3564484.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB20
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MBL3564485.1 homocitrate synthase, partial [Rhodovulum sulfidophilum]AB20
TGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAGNAALEQVVAALAVQGRPTGVALDRLCGLSQIVARAS
NRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARFGRAREIVLGKHSGLAAVTRALSAAGLPSDEASARAL
LPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSLT
>MBL3564486.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB20
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAAREALQKAHADFE
DSTPSAQKALKIYTQPRGNVVPMEGLRLSVK
>MBL3564487.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB20
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MBL3564488.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB20
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MBL3564489.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB20
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEADKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MBL3564490.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB20
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MBL3564491.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB20
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGASSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVFRKDG
TWAVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MBL3564492.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB20
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEDELCLILQIETVTALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVDTFASG
>MBL3564493.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MBL3564494.1 type I secretion system permease/ATPase, partial [Rhodovulum sulfidophilum]AB20
NSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVVRNAPEVQRAMGAARST
AAPRREARG
>MBL3564495.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MKLRRMTAGELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTGALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPVPGPVIAAVATLELG
>MBL3564496.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSGCPGRARTGEDEENAVTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQL
AHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQF
HIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPV
PVPLTLREALTGE
>MBL3564497.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRKRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAASGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDDD
HLHALNA
>MBL3564498.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB20
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MBL3564499.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAIVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWVFTLGIGFTVAYFLAFHIRSMTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGVQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MBL3564500.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARRGSDAGQGMV
>MBL3564501.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB20
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDAAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVEAAARFVSVL
>MBL3564502.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB20
LDWLVLDEGRASGLDVPAAWRIELETGGVIEGRAEDPLPALPLGIHRLRVGAEETALLSAPPALALPRHGWGVVLPLYGL
RDAGRGGLGDYADLRQALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGAELVDYPPA
IAARLAALKAAFAGLDAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPHWPAEYRTCAAPAVADFAAANGGAVAFH
AWLQFLAETQLAAIREAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLA
ARGFRPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLR
EDLAASGLLGCRLAMFDPEIASWPEPVLGSFGSHDLPPFTAWGAGRDIDWHRRLGHIPSERAEALAAERAGQAQALGVRI
GGVGVDALHAALAASPARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>MBL3564503.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB20
DLGPADGPALRVIGRARTQWGPDDCPKNIGRARERGAPATLEIDPVFAPALRGLSVGQPVILLYWMDRARRDLLVQAPRH
VDGPRGSFALRSPNRPNTISQSTVRITALDADTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGEPG
>MBL3564504.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB20
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLSQDEVDVAHAIPADEHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MBL3564505.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB20
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MBL3564506.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB20
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MBL3564507.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB20
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRDTSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGIYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>MBL3564508.1 ammonium transporter [Rhodovulum sulfidophilum]AB20
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWAAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MBL3564509.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB20
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MBL3564510.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB20
MGSTGRRPPPLVADRRYPKKTTRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRALFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSAAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MBL3564511.1 hypothetical protein JMM59_05755, partial [Rhodovulum sulfidophilum]AB20
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHG
>MBL3564512.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MBL3564513.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB20
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MBL3564514.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB20
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRAVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MBL3564515.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLEFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MBL3564516.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB20
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MBL3564517.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB20
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MBL3564518.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MBL3564519.1 betaine--homocysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGF
>MBL3564520.1 IMP dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPCGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAQDWPFDYPADLAEDLSI
>MBL3564521.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFERKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADYAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>MBL3564522.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB20
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSEHGKDMQETL
>MBL3564523.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB20
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALILVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLLALGVLVALPELATWLPQAIFR
>MBL3564524.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB20
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSVVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MBL3564525.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB20
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MBL3564526.1 hypothetical protein JMM59_05830 [Rhodovulum sulfidophilum]AB20
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIHWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLATAIR
SDRPVRALLAFNEPDGHGAHQAGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRDWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>MBL3564527.1 paraquat-inducible protein A, partial [Rhodovulum sulfidophilum]AB20
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPMLLVLTLAVA
>MBL3564528.1 EpsI family protein, partial [Rhodovulum sulfidophilum]AB20
MFAGVGVLQMLPDRSATAVVRDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGVFLAWYADQ
SHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKLWLIVDALR
TGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MBL3564529.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB20
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAASRGVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIAAAALALKHDDRGPDTSGRPGDC
>MBL3564530.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB20
MKRFLQLVMAFSGAAGLFGGSSAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMEEPGTGEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPDTTTEPGSFVASTPSEGSALSPAIVKFASLLGVDPWSLVSSDG
GSGSGSGGKTPPDNGVGGPPPVDGGGGDGDPGDGPDDGPGEGPGGDLGGEPPDQGPDEGQDGSGTAVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVAGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLNAVPGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYGDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITKEMRSFAQTKENVVVEGLTFSDGMALDN
VSNMLLSDLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSSSERVLIENTLFDHNGWEDGY
DYARSVEQGQPPSMYSHNIYFSAANNDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASGNYSLVL
GNVVTSAGYKRVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYNWIGSKS
AAKSGETEANIEGLDRAVLDRTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>MBL3564531.1 acyltransferase family protein [Rhodovulum sulfidophilum]AB20
MSAEQKRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGHAPGRSQPWDVLLRSRAQRLLLPWLIWCAVYYV
LALYRGTAWLPGTPLEPFSLAIGPAIHLWFLPFAFVCGLVFAALRPVWPSRHLAPDLAGLVLILAAGIVLNRYSDLPAPA
GQWLVSLPMAAAGFLSSVHRGRAEQAAILMGTMAVAGVGIAFGFVDGALQAFVAAPFCLIALLWRGRSNSGLVRAGETAF
GVYLVHPAVFLLLWKLVPALGQTPYGFGLTAFAVSVAIVALLRLWPPARRVL
>MBL3564532.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB20
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYNGDCSSGKKTTCYDPSGSAGALTEDLRAFDKNNAGPGL
LLSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSKGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIRSAAIAFSK
IYGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAAKA
>MBL3564533.1 hypothetical protein JMM59_05865, partial [Rhodovulum sulfidophilum]AB20
LAAAERAGAAALPARRRLLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPA
VLPMLHHAETTLKDFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGL
VEPVFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYVPHYQPSEPERLAAFLDRIDPAETELI
LGRQNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVRQIRPPAPSGAEVTPALDR
IAARGRLIAEAKGAWWRAELYERTGPE
>MBL3564534.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB20
QAGLARIQARARAQVVMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQAVVTGNVVGTGIMP
SVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLLLPFQIQVMEADHL
DTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQMRGIPWLAPVMMTV
GELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYAEFMREGVRAIATG
LGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAPRALEWTAPRRPMI
DPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPSPANVPNGPAIPDAPDTTKEEDIAHGGV
>MBL3564535.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB20
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIV
SGFAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAADLRKKADDLDKLARIYASVYAARSGRAVEDVMRMMDEETY
FGPEDAVAAGFADAVSGTAPEIAPELAAVMSAHRGALSRLQMCARSFAAEGNPAPAAALSMADPAATEESNMPETPEDTT
IQPPVEHAPAPTTTMQADAEAMVARAVQAERERARSIRSLAQPSMRAGLLSEAQVEAVIDEGVSQAAAGNRLMAIMAAAE
PPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRKAVADGFLSTRMMGGAHG
VSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEYEQAMLEDQAEGLKLVRR
GRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKALFHADHGNLAAAAGQISVATVGAARK
AMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPNLGASVSGGSDSAWYLVS
SELPPISVAYLDGYETPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>MBL3564536.1 DUF2190 family protein [Rhodovulum sulfidophilum]AB20
MKNSLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKTAAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>MBL3564537.1 hypothetical protein JMM59_05885 [Rhodovulum sulfidophilum]AB20
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MBL3564538.1 hypothetical protein JMM59_05890 [Rhodovulum sulfidophilum]AB20
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITLDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPIDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MBL3564539.1 hypothetical protein JMM59_05895 [Rhodovulum sulfidophilum]AB20
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTALGDKMTGTVTIKVAGSTEISGMGG
>MBL3564540.1 hypothetical protein JMM59_05900 [Rhodovulum sulfidophilum]AB20
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRVRGRDLRRVVLELMRASRPGTTEADAG
DFITETGLGALPDLLGRVIAASRMVASDEAPSPEGPACPPETGAA
>MBL3564541.1 hypothetical protein JMM59_05905 [Rhodovulum sulfidophilum]AB20
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKRVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKGSAAAKDLKTATGEAAGKVAENARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGT
SSQGLKAALRDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLD
RAMSPLSNALGSMFDGLFSGLFGGRASGGGTVKPIGDLIGKVMEGGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESVI
DHTRDSGGFGGFGAIRGGDVYVSVQGSNASPEQIAAAVRAESRRQASELYDRRKRMARAGGAS
>MBL3564542.1 hypothetical protein JMM59_05910, partial [Rhodovulum sulfidophilum]AB20
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRVLP
>MBL3564543.1 hypothetical protein JMM59_05915 [Rhodovulum sulfidophilum]AB20
MVPPMLALWSWVIVTVILFRVLRPAGALVVCLIGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVAAGVQRPRPA
GTEGAGRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRLLADE
AGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFHPASWIQHLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPR
IEPRRRFLCLLLAAWLFGTLVLAKTLGALAIGLLLVPVALFFSTRLQILAAAVLAATVLFYPLLRSADLIPTERVLGLFE
KYSNEDRVGSLKYRLKNEDILLDKAMQRPALGWSSFARNRVFDPKTGRDISVTDGIWAIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAATAGPTSDPPARNRPPRLRGGQA
AEEEAPLPAMRTTPYTRQTTLHSRSRRG
>MBL3564544.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB20
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCHTILAAAEAEPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWTSFACILLRAEMTAAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPVRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MBL3564545.1 sulfotransferase [Rhodovulum sulfidophilum]AB20
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MBL3564546.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWGIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLSGRN
ARLIEYK
>MBL3564547.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB20
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTVLNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFLVNQADRA
ILGKFITLDKLGVYTIAFFFGSLPVLMARATLNRILGPLYRMRPPAESAANRRNVLMARRLAVGGLVALTVPLAYGGIFL
IETLYDPRYALAGPMVVLFALATPAQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVMTIGIPGVILAPALAA
LLVYPLRTRYLRLYNADDPLTDLAILAVSLVLNGHACWLAWDRILPLLG
>MBL3564548.1 hypothetical protein JMM59_05940 [Rhodovulum sulfidophilum]AB20
MLFAAGTLYRLFPIVTGRPALSEFFMTEDGYLMLTVARNMAMGLGMSVSDGTIPTNGVQPLATFLFTLPYLQTGGDKVTS
LIGIHLIMAAWSVAGALLVRTLAARILDPGRQAPALPWIAALLWYLSPLLVLHMMNGLETGLYSAAVLAVLLMFLRLLRR
EGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARIVPSGLISILVATPWLLNNQIRFGS
IMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGVFTRASRPVRMMVLAY
LLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWAGSAAIGLCVLLLGRLLMPGVQ
DQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRREGNVLAYVVNSRIDYIADWYGVGGWAT
RTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MBL3564549.1 mannose-1-phosphate guanylyltransferase, partial [Rhodovulum sulfidophilum]AB20
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGYPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGNTPVPLASFREKPDLATAQEMLEAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAIS
>MBL3564550.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB20
MPRPTSPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLELVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MBL3564551.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MRFLTGAVLLCAALFLSATRPASAGEVTLMPREDGAVEIGGRLLGFDGEVYRLETIYGPLAVNAAGVTCAGAACPGPGAQ
VTRIALSGSPALADMLMPALIEGFAAARGLVVERGVEGRDRLFRLRLPDGGPLRAKIALASGSTGEGFADLLTGAAQIVM
ADREILPEEIDRAREAGLGDLSAPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPVTV
HLPGHAGQGLRQLPEARVLGGRSPVASARRHGRAAAVATAVAADPAGLGLARVSALGDAVQVPLADGCGTRLLASHQSVK
TGDYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRL
VATLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAA
TAADFDRVRLEVAGFGDLLPVMCDGGGRKTGPEQSRDLPSGDWARRLNRRVEVWLR
>MBL3564552.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB20
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLAAAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLV
>MBL3564553.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB20
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQTIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MBL3564554.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB20
MAKDKKKKKVEVEEPGKKKKKKARIKSLKREVERMRSQIVTLSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGV
RYRGRPDVMLARLAPGTTIAGVFTRSATRSAPVLDCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAE
AAGVPEARVFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAASVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVAESYAEEVAAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MBL3564555.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB20
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MBL3564556.1 ribonucleoside triphosphate reductase, partial [Rhodovulum sulfidophilum]AB20
NRTAMTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQAL
IGANRIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPP
EVGQAHREGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDT
YLAPYVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINR
AYMEVMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLK
RGNGLFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNH
FSTLGVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGIL
QAGTDDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTF
SICPKHGYLAGEHEFCPKCDAELIAAKRAKAS
>MBL3564557.1 hypothetical protein JMM59_05985 [Rhodovulum sulfidophilum]AB20
MDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>MBL3564558.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB20
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWYTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MBL3564559.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB20
MPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQQHALAAQAANPSIARALSEF
RASLEAAPDGFAPVLAAYGSDNPYPSGEGQKLADAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVIYSVVKE
ADFGEDVGTGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGKLSAMVT
MASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVDFADWTL
VVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEIGAMGRD
LSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLIGAVQVN
ARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEATGAMSE
IQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQVETGVS
LVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADKLLTLVA
RFRLGDDVIATTAAKPRRPSAPDALERALNERPAPQPPISAGWTEF
>MBL3564560.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRVAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MBL3564561.1 hydrogenase expression protein HupH, partial [Rhodovulum sulfidophilum]AB20
MTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPGLVGARELFDLPVV
GMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHASDLGKVQQSLREDLIRLCNRAVREDGA
DVVVLGR
>MBL3564562.1 acyl-CoA dehydrogenase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SKDLQAAATYFMAEGMKTPANALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAATEGNAAFHEAKLVTGRYYMARQSPA
TALHLARIRSGAEPVMALDAANF
>MBL3564563.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB20
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWATEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLSRIEALPGWKHPYDMMPGSPADRA
>MBL3564564.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB20
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAARSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MBL3564565.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB20
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERRYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDTVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>MBL3564566.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB20
MVFKIDFLGTRPVSELVAAAGDAAGALPPVGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAEPHAERFVLLPARMLAGVMGIRRAAPPAEVCVVSIAFDA
PATVYVNGAARVHCPSWQGEGAGATDRPEDLWSEVPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MBL3564567.1 AMP-binding protein [Rhodovulum sulfidophilum]AB20
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKIDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MBL3564568.1 hypothetical protein JMM59_06045 [Rhodovulum sulfidophilum]AB20
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLAQMARAAGTP
>MBL3564569.1 response regulator, partial [Rhodovulum sulfidophilum]AB20
RLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAELHTAIYMADRGVMPLDRLRLD
FANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGNDADLRARLPDLSRTIDAIDTDVRRYSAAGSGLL
VSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNAVVTTALDAVIVTDEAGTVLEF
NAAAEAIFGYARDEVLGYPLEQTLALSAALRRGGEATGRIELPAQRKSGTGFPAEISFGRAVTDDGTVFVIFLRDISERK
RVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLDIMSCSGEILLHHVEDVLEVSR
IDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGIVRGDAQRLRQIVINLISNAVKFTRGGRVT
VSARRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQVGLLGGRIEVSSQPGQGSTFTV
TLPLPEATAAAEAAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDGLDGVETAAARQFDVILMDISM
PRLDGIEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLCELLGEVPGATTQCKTTPAAMVPEP
ERDAPTDKPHRAAS
>MBL3564570.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB20
MCGGESRENAAGPGRGPADARSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDESSRSSG
>MBL3564571.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB20
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGKTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNAPGHRPNRNAA
>MBL3564572.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MBL3564573.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVVLGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MBL3564574.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTITEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQD
>MBL3564575.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB20
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDGAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRIQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MBL3564576.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB20
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MBL3564577.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB20
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MBL3564578.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB20
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDRPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MBL3564579.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB20
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFISKGHMLADVAAIIGTLDIVFGE
VDR
>MBL3564580.1 NADH-quinone oxidoreductase subunit NuoE [Rhodovulum sulfidophilum]AB20
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>MBL3564581.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB20
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQVCEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MBL3564582.1 hypothetical protein JMM59_06120, partial [Rhodovulum sulfidophilum]AB20
MTAVISPLGRAAALAAGLGLAATVSAAGAESRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAS
RLGYPDAEIRAFVEDKAEKARVETAARNWL
>MBL3564583.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MBL3564584.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB20
MPPDMPGQGAGPALSGAALDRLMPMHLWIGAGGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQGGA
LKFTLNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALRLN
GARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSRDV
IARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESKRR
GRGRATFYDDWQRRRHGPGDTVL
>MBL3564585.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB20
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MBL3564586.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MBL3564587.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MBL3564588.1 glycerol kinase, partial [Rhodovulum sulfidophilum]AB20
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLTSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GD
>MBL3564589.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB20
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLINALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MBL3564590.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB20
MAMSLKTIKPVLLICALVLGYMAEGAKARAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEDPSYRQVARGG
TGHVEAVEITYDPALISYEKLVSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKADAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MBL3564591.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB20
MSAPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEFIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MBL3564592.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB20
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAGAAEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MBL3564593.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB20
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MBL3564594.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB20
MLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEFCRAFRALRRESYGYFILLTS
KSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSL
VPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGG
QYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFE
GCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>MBL3564595.1 NUDIX hydrolase, partial [Rhodovulum sulfidophilum]AB20
PGGGIDPGESPIQALHREVFEETGWRIALRRRLGAFRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPD
LALGRLGNAGDRAMLHRWLGQIS
>MBL3564596.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB20
MTGARKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MBL3564597.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB20
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRDQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MBL3564598.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB20
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTDAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MBL3564599.1 riboflavin synthase [Rhodovulum sulfidophilum]AB20
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MBL3564600.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB20
MKTLLARGARALVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMV
TRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGD
RILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MBL3564601.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB20
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGGQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVMAEAATRDHRGFLLNRCTGRPMVTLKLASSFDGRIATASG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLSALGAAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAEG
RPSIGPLELSHLAEAPRFALTATRPLGPDLLHVWSRG
>MBL3564602.1 transcriptional repressor NrdR [Rhodovulum sulfidophilum]AB20
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MBL3564603.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MBL3564604.1 nitroreductase [Rhodovulum sulfidophilum]AB20
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADLVRAQGQALGQPP
EAIEKAASAYAQSPLAVVVVASPKASPKVPEIEQLLSVGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MBL3564605.1 EI24 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPTTPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLG
>MBL3564606.1 hypothetical protein JMM59_06240, partial [Rhodovulum sulfidophilum]AB20
MTRVRVKGFKIFEDRHGKPRCYHRTTGHKIDLEKTPLGSAGFFAECARIEAIAQARKVQEPKPGTLGGLINVY
>MBL3564607.1 hypothetical protein JMM59_06245 [Rhodovulum sulfidophilum]AB20
MGNANLNISVIEKRMLNQTESAAYTGMPVKHFKTTCPVQPLEMGRGIRCWDKRDLDRWIDDMKQGTEMTTRDAILGKL
>MBL3564608.1 hypothetical protein JMM59_06250 [Rhodovulum sulfidophilum]AB20
MIEHHVFIGLQMARPKHDNPADFIVSEVMAATGFDRRTVQLIRDRRAGPFGNVGVMERAKTGLYDESTVSELAMASGVHH
AGFPLLQALAIVRAYLDENSNHGPAVFSNLDEFEDPRRSRETLSWFHAACKTREARGGKDSGAPVSGDALLVIADRKYVL
EDHHQPRFGKPAVPKGVDDTLPLPLCRIVSFDGNQADVVSVPDDFPAGPDFDFREAYEVYHRAYLRAVGLIRVNISLAIR
NAFDRVQDMRIERGGPMFRTGGE
>MBL3564609.1 hypothetical protein JMM59_06255 [Rhodovulum sulfidophilum]AB20
MPKDRACANTPALSRRMFLGASPFAAVATGPSDETEILSLFRRHRVLREAAEICSDKDEPFLACLVDQVEDEMMALPCCS
AADLAAKMIVAHCDGEFSCLRWDNPVWIEARRLTGQA
>MBL3564610.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MARAATGLGVRELAALADLSPNTITRFERGEELKPATLLAIRSSLENAGVDFIPENGGGVGVRLKKDLK
>MBL3564611.1 hypothetical protein JMM59_06265 [Rhodovulum sulfidophilum]AB20
MIIYVRLLDANKFKERIVATLEHDEIPMVGDRITVSGVGRYVVENRDFCLDNIDGGRQADEASVILEVREAPPIGD
>MBL3564612.1 hypothetical protein JMM59_06275 [Rhodovulum sulfidophilum]AB20
MIVTKAVSGAGKIDPLMAAFDAVYLMSLNRMRGDWLYIAACERVDPNSDDEILAAF
>MBL3564613.1 hypothetical protein JMM59_06285 [Rhodovulum sulfidophilum]AB20
MNPERTLWLTVLVKGLDDAAMGHDADWLGAASFRHVCALAGLDSDVVLEAYTTGRRYLPRAA
>MBL3564614.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB20
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVKQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALEQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MBL3564615.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB20
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MBL3564616.1 flagellar hook-associated protein FlgK, partial [Rhodovulum sulfidophilum]AB20
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDNADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRQVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGAPGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSG
>MBL3564617.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MLNLEGLAIRQGNFGLEADLTVVPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWKGSDLDPLAPGDRPLSVLFQDN
NLFPHLSAARNVGLGLRPDLRLTPAQNRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETDATVLFVTHDPADARAIADETVLVAEGRAHPPRPTDRLLADPD
>MBL3564618.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB20
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGARLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
HFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDMACLGLAALFLILPLAMVTLRGLPGLTDLPASV
YAAALRSIAVALGSAALTLGLALPMAIAIDRLGGLRGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MBL3564619.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB20
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPVIEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MBL3564620.1 chorismate synthase [Rhodovulum sulfidophilum]AB20
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MBL3564621.1 hypothetical protein JMM59_06330 [Rhodovulum sulfidophilum]AB20
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MBL3564622.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB20
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MBL3564623.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB20
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLVERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSDRSRPDTRPDR
APRPPRPASAEAATGASTGTAAPSGRPDAPPPRGGAAEAPRPKPEFEARPTPRPTPGP
>MBL3564624.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MGPERSAGRPTGKLAGKLVGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
IEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFR
TALAPVVER
>MBL3564625.1 cold-shock protein [Rhodovulum sulfidophilum]AB20
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MBL3564626.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGVGSVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLAMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MBL3564627.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB20
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAETAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLSRFSPPRAEEKQRLVRELEEALAG
>MBL3564628.1 NnrU family protein [Rhodovulum sulfidophilum]AB20
MGGWGEFVAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALATRRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>MBL3564629.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB20
MSARPIAGRVLRLGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPRPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGKFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MBL3564630.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB20
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGNPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQYNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCETPKAARSAEDYNACIKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGEFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDNYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSRLKNSLTNEGTNEYQSISLEYQRDWKMPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPEYGWQ
PHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MBL3564631.1 hypothetical protein JMM59_06380 [Rhodovulum sulfidophilum]AB20
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MBL3564632.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB20
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MBL3564633.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB20
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MBL3564634.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB20
MKPARYDREAHDDLQSDGLQSPDAPRFGTCSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAVGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MBL3564635.1 acetyltransferase [Rhodovulum sulfidophilum]AB20
MENLRPSTAKDMPRVLDIWRRAVDATHGFLAPEDRAAIERELAVFLPTVPLCLAVDDADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAGSAASDT
>MBL3564636.1 superoxide dismutase [Rhodovulum sulfidophilum]AB20
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKPVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MBL3564637.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB20
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MBL3564638.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB20
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPAEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVTETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLKRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MBL3564639.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB20
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MBL3564640.1 hypothetical protein JMM59_06425 [Rhodovulum sulfidophilum]AB20
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MBL3564641.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB20
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MBL3564642.1 c-type cytochrome biogenesis protein CcmI, partial [Rhodovulum sulfidophilum]AB20
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDD
>MBL3564643.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB20
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHDVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MBL3564644.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB20
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMEIAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDKIIKPQYALQRLEALTKDRKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MBL3564645.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MBL3564646.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MBL3564647.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB20
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MBL3564648.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDK
>MBL3564649.1 hypothetical protein JMM59_06470, partial [Rhodovulum sulfidophilum]AB20
MTEPLPRDADAALVDAARSYFAARRARVPAFARHRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSR
APRLAAWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGK
>MBL3564650.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB20
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>MBL3564651.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVEIREATGLVRLLGETRVTGAELADGSVIGADFVIAGIGVT
PAAALAEAAGLRTEAGIAVDAMGRTTDPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MBL3564652.1 peroxiredoxin [Rhodovulum sulfidophilum]AB20
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDRLTAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MBL3564653.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB20
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MBL3564654.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDASGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRDYPDFETFLATLSSRKRKNIRKERTTARAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>MBL3564655.1 phosphodiesterase [Rhodovulum sulfidophilum]AB20
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRTAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLDEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSMAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELRARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPSA
>MBL3564656.1 RidA family protein [Rhodovulum sulfidophilum]AB20
MSGKYEARLAELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MBL3564657.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB20
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>MBL3564658.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASQLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQSELNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MBL3564659.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB20
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MBL3564660.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB20
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MBL3564661.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB20
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MBL3564662.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAETRMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPALPAVAAKGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MBL3564663.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB20
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRTAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKTLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAEGGVALIVATHDPALAARMDRQIAIKPEHAA
>MBL3564664.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MBL3564665.1 glycerate-2-kinase family protein, partial [Rhodovulum sulfidophilum]AB20
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLI
>MBL3564666.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB20
MTATPRVFGDNVKSKADEVGAELASMDDPEKFGEVLFYRGFGWAVQNGLLTDYKVIVLAMDEGLVSSGVQNRLKDESSEL
NLDDATKIIGCYKALTKQDLKVDVAADPQPMKRALAFCRSIAASKLVRDEFGAVVSEYLGEDPLIDDGDTLAADRLHVEI
RHVDGTFNAKTRGELLDWLKADAGEDICRILTNARCLSEGVDVPALDAIMFLHPRKSQIDVVQSVGRVMRRAPGKRMGYV
ILPVGIPAGIEPEKALKDNERFKVVWQILNALRAHDDRFNSTINKASLGQDISGKIEIVGVTARSEELKAVTATVDQLPQ
KSKPATSGIGKGGGGDPVTEGPVQQEMVFSIDEFSRAIMAKIVKKCGTRDYWEDWAVNIAEIAQRHISRLTGLLKTPGTE
ARQAFDAFLAELRDDLNDSISEQDAIEMLAQHIITRPVFQTLFEGHQFTDQNPVSRAIQKVLDVLDEHNLDKESRDLDEF
YASVRFRADGITDPQAKQRLIVELYDKFFRNAFPRTTEKLGIVYTPVEIVDFILHSVNEMLQEHFGQTLGSRGVHIMDPF
TGTGTFITRLLQSGLIAPEELEHKYRHEIHANEIVLLAYYIAAINIEAVYQGEAKKNDYVPFEGICLTDTFQMYEGKDEL
ALYMPDNSERRTRQKELDIRVIVGNPPYSSGQNSGNDNNANVGYPGLDGRIGETYAARSTATLKNSLYDSYIRAIRWASD
RIGNAGIVAFVTNAGWVDGNAADGMRACLAEEFTDLYIFHLRGNQRTSGERSRKEGGKIFGSGSRAPIAISVFVKNPGAA
EHGRIFFHDIGDYLDQKQKLAIIRDFGAVKGISNAQGWGRITPDDQNDWLDQRDASFDRFIAMGDKKKLEKEKLFEGYFN
GVKTGRDVWCFNPSRSNGQANASKMLDFYNSELRRYQASGRSQKVENFIDADPKKISWNRMARQKLERGTPLAVSEVVEL
PALYRPFSPQWLNAHLAITDLSTVIRNAFPEAQAKNLAIMIPGNGAAAEFSPLMVNVPPSLQPYHNTQCFPLYLYDQQDE
EPGGLFEGQSSGLQRRDAITDAGLAHFQTTYPGEEITKEDLFYYVYGLLHSPDYRDRYADNLTKELPRIPAVKSYADFRA
FADAGRRLGDLHVNYETVEPYPVTYKQGTPALWKIDDPKAFYRVTKMKFGGKARDKDKSTVIYNANITMTDIPLEAYDYV
VNGKPALEWVMERQVVKTDKASGIVNDANDYANETMGNPAYPLELFQRVITVSLETMKIVRALPELALPK
>MBL3564667.1 hypothetical protein JMM59_06560 [Rhodovulum sulfidophilum]AB20
MLRALVIVTSLLPVAAAGQSFSCSYGRPACLDYGDKVCSSSGQCVDASAVCFDVYQCNFEGFACKSDVTACVEQYEDLQR
EYNDLVERHRALASRLDNLSDCVLNASTYEEARRCVP
>MBL3564668.1 hypothetical protein JMM59_06565 [Rhodovulum sulfidophilum]AB20
MPRIVSFRLAEELAAGQGIEIDLTMPDGKGGRKYITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDH
QRSAVEAMDRRK
>MBL3564669.1 hypothetical protein JMM59_06575 [Rhodovulum sulfidophilum]AB20
MLVEQRKEAREAAIKANEARMRDATQQEKDAADAALRAEQFQISAAAGGDTPVAAASFQGLLTQLESPETATRRTARTRL
AGLGTGLVRPAMAELLNPDLTYRLQLGLVVALTEMLRDNKRARGDIITMIDDAALTELLRLATNNDRTIRVYAGEFLYDL
GDPRVFVLAPEVWNSGISDSGRFNLALALKGAAPFVAGSDKAQASSLAQSWIGQVGPRTDDLLRDALRFLGRT
>MBL3564670.1 hypothetical protein JMM59_06580 [Rhodovulum sulfidophilum]AB20
MNDDPIAPASVDREVRILEIKAGVKKVIYGTAIVGVAAAFFPFAQ
>MBL3564671.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB20
MVTKKVNGGLNGLADRREYYRRAKVALSRRQGLFVVNDQGTGAPIIQRGSFGYAVTLLQEKLRAKGFSVTIDADFGLATD
LAVRQFQAQQGLTVDGVVGSQTWEKLG
>MBL3564672.1 hypothetical protein JMM59_06590 [Rhodovulum sulfidophilum]AB20
MIPVDMIPVDMIPVDGDFLIEVAPRFSGDKALRQREIVGAISGQFSLTLESYQRSTYLRIAHFIGQVIHECAGFRTTEEF
ATGAVYNGRADLGNTKPGDGQRYEGRGLLQLTGRYNYRRYGDLLNLPLEDEPLMAGEPLVSLKIACEYWKDRKINPELRP
>MBL3564673.1 hypothetical protein JMM59_06595, partial [Rhodovulum sulfidophilum]AB20
EAGAKELAQNLFDNWLDEAKDDAEDFIELSRSKLPKWTEALALGYINKAEFALLVRGLEALIQLNALKAKGLAKQKLEKF
RVGLISLVIKSAFSAVGV
>MBL3564674.1 hypothetical protein JMM59_06600, partial [Rhodovulum sulfidophilum]AB20
LAEICAAEGKRLCDAHEWEGACAGALEPPDYRFDLARGQSVSGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKS
PSCPGGGFGNCGSNTYPTGSFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWC
RWRAPFWHGTRVMSPASHENYHLGFRCCKTLN
>MBL3564675.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB20
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRMAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MBL3564676.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB20
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MBL3564677.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB20
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MBL3564678.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB20
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDAGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEATDVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MBL3564679.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGSAFLSA
LGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGLGVCTL
ATALVMALCWHWFRTGYRMKA
>MBL3564680.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB20
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAGTAAPAAKEKPAPKP
>MBL3564681.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB20
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MBL3564682.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB20
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MBL3564683.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB20
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MBL3564684.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB20
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MBL3564685.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MBL3564686.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MBL3564687.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB20
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MBL3564688.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
RAGETLGVVGESGSGKTTLALAIMRLISSEGRIVFQGGAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGL
GVHGSQSGRSAREDVAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRD
LQRRYDLAYLFISHDLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MBL3564689.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB20
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDSSQPEGTAV
>MBL3564690.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB20
MGPRRPLLHRSAGFRRGLGLRALRLGVAVLAGLMMALTAGSGGSAGTGADGPLHPLVTGDQSRGWGAVGRLELGAGGFCT
AALVAPDLVLTAAHCLFDGTTGGRLPLAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAI
RLPGLVPFGIASQPGQGDAVGVVSYARDRSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSA
KAEMGARKVALGTVIHDGLEVLRARLAADDPGGAMPRLGLGMVRSAGAKFLRP
>MBL3564691.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB20
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>MBL3564692.1 FAD-binding protein [Rhodovulum sulfidophilum]AB20
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPVAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GNATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>MBL3564693.1 FAD-binding protein [Rhodovulum sulfidophilum]AB20
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MBL3564694.1 hypothetical protein JMM59_06700, partial [Rhodovulum sulfidophilum]AB20
LVVLVVDESASQRLSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTD
GQLHDLERAPALPAPLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGAPQSY
RVPVGQTLDVPVVLDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLV
HFTILRPPDKHDGVPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGA
ESIYRSPLADILPAEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLD
RVGEGRVALLASDHAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDG
GTDRLDLVETAPGRFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLR
RVREGRTAHGRGWLGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MBL3564695.1 urea ABC transporter permease subunit UrtB, partial [Rhodovulum sulfidophilum]AB20
RAFIEKSSRRTIGPAIAALRDSGLPAARNVLEKWQDKALYQRQSDGLFFFAEKAGEDGYRLIDIATGADAGTANRQDLDQ
LKPNSGVRALIGAALVPYQLTDPDPAVRSGALDAISRNGEAAHLGALRGAIASETDPGLKARKERLERLLTIAYDPDPAA
RISAIESFAGDLGVDVRAALNPLVATTRAVTAGAPPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNAL
AAHIEDGAVAGIPLEDLNSEAARERAYAALAARGLVPPTATTEQVQAALDGHGFYDRYAEPDPTVTAAAGAALDAIAAKL
GLNQAVNLSLDALSLASIYFLAAIGLAITFGVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFGAG
VAMERLVIRWLYNRPLETLLATFGISIALQQLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALF
LFIMRRTRLGLEVRAVTQNPRMAASMGIDPDRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVG
NIWGTLLGASMIGFLQKGIEWLNPSNTLAAQTYMILFIILFIQIRPRGIVALRGRAAGD
>MBL3564696.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAARRGRGVGAALLAAIRTEAKRRGYRALWLETGTSAPFAAARALYRRQGFEPCGPFGDYRIDPHSAFYTMRLAPQEASL
>MBL3564697.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB20
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGTGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMVGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPARHGADPGPDD
GSFRDREAGE
>MBL3564698.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB20
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MBL3564699.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB20
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRFPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MBL3564700.1 hypothetical protein JMM59_06730 [Rhodovulum sulfidophilum]AB20
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSTG
>MBL3564701.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB20
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPMLEAALAEAR
AFAPEAVVALGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPEAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGFAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAALLAEA
>MBL3564702.1 glycerol kinase, partial [Rhodovulum sulfidophilum]AB20
ATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQIIRAAAE
TQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEGDTALR
VDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDARYERWK
RAVAAVQAV
>MBL3564703.1 transposase, partial [Rhodovulum sulfidophilum]AB20
GRWRSHYNTKRPHSALGYLSPTEFLTKTTAPALETLAVSTLPLNTQTQPEDSRSNRP
>MBL3564704.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MAINGDNKDAKKRGVFTKDQLQDLYKACLTASKDTRLILLILGETGARLAEIVRMRWGDVCLTET
>MBL3564705.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB20
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDDVPAGDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MBL3564706.1 DinB family protein [Rhodovulum sulfidophilum]AB20
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLTEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MBL3564707.1 oxidoreductase [Rhodovulum sulfidophilum]AB20
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MBL3564708.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MBL3564709.1 BCCT family transporter [Rhodovulum sulfidophilum]AB20
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITLIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MBL3564710.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB20
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRSQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGCLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MBL3564711.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB20
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLLIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGAAL
GVLRAVAAETGAAAIVWGRAYDPAGLTRDKAVE
>MBL3564712.1 ATP-binding protein [Rhodovulum sulfidophilum]AB20
MADVIDNSVTAKATKVEILAETATDEPWIAIVDNGTGMTEPELIEAMRPGTKNPLQEREGYDLGRFGLGLKSASFSQCRQ
LTVISRKDGQTSAATWDLDKVAESNDWRVDLEDDLTDIPAADRLPNAGTIVLWRKLDRLSTNFRNDVAKRSAEINKAISG
AERHLRLCFHRYMEGSKPALRIMLNDRKLLPIDPFATDHPATQTDPEDILPLLNGEVVTQCFTLPHHKKMPKTAWEDLGG
PEGHLRSQGFYIYRERRLIIAGSWLGLARQTELTKLARVRVDIPNTMDSDWKIDVRKASAQMPPVVRERLRRIVERLQGT
SKRTYQRRGRKLVSDEYLPLWNRVQRDGGIVYRPNVEHPSITGFVAALPEEFRHGFRTCISLLGSGLPIAALHADMLGGA
EDVTQDAADFADFADSAEIAIRALLHSNMTGKDVVRALCSTEPFIHHKDAIRRLVEEIQGEPS
>MBL3564713.1 Z1 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTAELKHLDDVVSQSLAHQRKSGTELRTFITTMNGALNVNAGPDALEQLARDIEERFGITMGLGAMVDDESFRPWLDEAK
ASIDPFYWDRYKRLLHKNGLPQDVITTTDELTDRILGRLGNPGLDEKWDRRGMVVGHVQSGKTANYTGLICKAADAGYRL
IVVIAGIHNNLRNQTQERIDEGFIGRDTGRLATQGKKGNRAIGVGLFDDRHVPVGLTNTLADFRKDTASTNTSQIDSYKV
PVVLVIKKNHNTLHNLLDWLRENSARGDDQMIDQPMLLIDDEADNASINTKYSKDEITKINGQIRDLLNMFHRSCYVGYT
ATPFANIFVDPDQYDEALKEDLFPKHFIVGLDAPSNYFGARKIFIDGIPDDGDPVWLRYITDNEDVLPMKHRIDQTVDEL
PESLKEAVRAFLIARTIRNLRGQASKHCSMLVNASRFTKVQGVLRNRLHQYVGGIQDSLRVNGARGEAALRDAMIADLHA
TWEREYFDAEPDWSKVLAAMLEAVAAAKVVEVNSRANGLDYTGESNVGQTVIAVGGFSLSRGLTLEGLTVTWFLRNTMMY
DTLMQMGRWFGYRGGYEDLCRIWMPSDAIDWYAHIAEASEELHLELKKMEKAKATPSDFGLAVRSHPASLLVTARNKMGS
GQKHILIGLSNAWVETAKITAKPKELAANHEAAVRLLEGMAARGLGPAAADKVNGGHLLKDVPVELIDQFLLAWRNHEQA
FLTQPGPVRGYIRDRQDDELKEWDVLVTDVKSEADNFDIGGWTVGPQMRHIGYADLGDHLLSMSGKRARIASRGVERIGV
DEEKAKQAEAAYLAAEKLDGTDEEKRPSFPDRIYRQVRDKPLFVLHVVQVRQPEEKDIDQLRDKSVLDRLPERPVIGWSI
SLPPSAKPNDRVEYIINMVKFREIYGSEEDDDGAYEDD
>MBL3564714.1 PD-(D/E)XK motif protein [Rhodovulum sulfidophilum]AB20
MAHMRTIEGPWASLAENEARRVDSKGRFDFFWVRMPDGAPGLVLRLSAGVEEVRPLPKLKHVGVFYRVVEGANHLCITLS
EFAHIDLFETLCRDVVSAGEEAADLQGALGRAVRRAMRWHHLLRGGKQGMPLEVQRGLVGELAFLRELVAVIGPSKAVEA
WKGPDDSAKDFELPGMFFEVKARRSAAHPKIRISSEAQLMDIVGAQLFLRVQDVDTALDAEGDNLKDHVDRTAKLFEDDV
AALDVWEQRIAESPYAEDAVEPERRWHLGAARLFQVVEGFPRIVPPLPAGTEELAYSIRLDACTGFETTTDLKTLLLGET
RDVGA
>MBL3564715.1 AIPR family protein, partial [Rhodovulum sulfidophilum]AB20
MSELEEFHQSLIADIQGNADAMGAYVQEAFFEKVGEILNEAGEIEEADYCHFAGKRGRVTLQVSGYSGDPRDTNGELALI
LTDFQITPEVRKTDGKHLQTQFSKLVEFLRHSRTEQFLDDLEETSNAAQLVELIQTRWPLIEKIKLIYVTNSDNRAKADA
KPAGEIGGKPVTYSSWDLKRLQAYLEQGRAREDLTIDFAGEFGGAVPVLRASGADTALESYLAVIPGAQLAQVYDRWGAR
LLEANVRSFLQARGKVNRGIRDTIKDDPQMFFAYNNGLSATAENVICEKTEDGLVITRAENLQIVNGGQTTASIHAARKL
AGEGLKDIYVQMKLNVVPPTLAPTVVPQISEFANSQNKVNAADFFANHPFHIRIEELSRKILAPAGADGYRETKWFYERA
RGQFADERAKKTSAQRNKWDAEFPKSQFFTKTDLAKFENSWSGRPEEVSKGAQKNFAEFAKVIQKVWGKSGARVDEVWYR
HLIAKAIIFRRLEKLVSAQEWYEGGYRANIVTYAIAKVAHDAEAAEKQVDLQRVWRMQTVPPALEEALLVAAAEAQSLIT
SPPEGIRNMSEWAKKQACWECFRKTKLDYPEDFKGMLIAPEEARSEDDAIKDDVELTKSVEDQARVFELGPKFWDEARNW
GRSHKLLTPMEYQVL
>MBL3564716.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MTPMRWIVGIAALVAITVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAWSLTLARA
GYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREAREDPRIAATI
GIAAANDSITATEPPNLLMINGAWETRLADAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIWSPTALRE
TRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLILAPFRTQF
LPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIRGLIIGAM
AVGAVPYMLSDALMVEGGRSPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGRATNRPAG
VGLGLGLFLAWALGVTFPMFQAV
>MBL3564717.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB20
MKEWALDEKTRGRRTKDNIRIYEPDDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITDLVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MBL3564718.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB20
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MBL3564719.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAGAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MBL3564720.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB20
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MBL3564721.1 OmpA family protein [Rhodovulum sulfidophilum]AB20
MSARRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAATGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDETALAERLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTDNRRVE
AVLDTSQ
>MBL3564722.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MBL3564723.1 NADPH-dependent 2,4-dienoyl-CoA reductase, partial [Rhodovulum sulfidophilum]AB20
EWGVADPAAHRGGLAPEGPRPEPPRRTVTLLQRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFG
PERREPRLVAADTVVLCAGQEPERGLAAELEAAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MBL3564724.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPEE
KEEVMEEERRRMGLGKEVMVGN
>MBL3564725.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB20
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPAQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MBL3564726.1 hypothetical protein JMM59_06860 [Rhodovulum sulfidophilum]AB20
MRGWKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGHGAYAGVRAEGGQDVIFYVFCARGGERLLQLDGAGGEAGPNVLSLIIDGQGFPVTFGGSREGGMLARLPPSAPVLG
ALQRGQMLEIRSGAGQGQGLGRFPLAGAGAAISGALTLCR
>MBL3564727.1 ATPase [Rhodovulum sulfidophilum]AB20
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRASARR
>MBL3564728.1 hypothetical protein JMM59_06870 [Rhodovulum sulfidophilum]AB20
MKYAVGAAALAAVTTGPAIAGGIERSVPSVGILFEQGNYVELGFSRFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADISYPAGTGYPSLAGASADVDALGTTLMMRYEMPSNFSVIGGVRSLRTSGSVDLPQVASYRLDSS
TETDFGYLIGVAWEKPEIAARVALTYYSSITHDFTADESFTYPGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TEWSSFRITTPDYEDIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAVLFGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSNPTRFDGNDGIGVGLRVGYYF
>MBL3564729.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSSAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVIIGAAIILVANFLNLRGESRQARHARRKTGASPPAGRVND
>MBL3564730.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB20
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MBL3564731.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB20
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLELVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MBL3564732.1 cadmium carbonic anhydrase, partial [Rhodovulum sulfidophilum]AB20
SDTIEVHWVFSSCEVAPGKGLGACMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGNQVNGLHQPRALPSGTGTPVI
YGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLYEWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MBL3564733.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB20
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAIKGFEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MBL3564734.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB20
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MBL3564735.1 adenylate kinase [Rhodovulum sulfidophilum]AB20
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MBL3564736.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB20
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MBL3564737.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB20
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MBL3564738.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB20
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIETDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MBL3564739.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB20
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>MBL3564740.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MBL3564741.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB20
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MBL3564742.1 flagellin, partial [Rhodovulum sulfidophilum]AB20
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKAVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTD
>MBL3564743.1 hypothetical protein JMM59_06945 [Rhodovulum sulfidophilum]AB20
MTPIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQTPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MBL3564744.1 rod-binding protein [Rhodovulum sulfidophilum]AB20
MLPSSPTPIGPTLPTDRDVRLARLREAAEKLEARFLSEMLASAGLGNVAGELSSDTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDPD
>MBL3564745.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB20
MQVPFPIDTLGASASSRPDRPASTAGTADPDGSDFRSAFDDTRPSDRNETAREAARRDTPRTSAASDRAEETPSSAPPGA
RKNGEDSAEEIDETAETKAGSDTVKNDLADASDAIIAELPAMAGLSTTPQPGTAAATKTQALPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSVESQPNSALPASSPMADARPAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSFQKIADAIPETVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAVAARTIASDDPATDPKGDQKGHASAHRENTSATPTTPTTPHATAAQPDAAATAHPIAGSAIDIQTAIDGSRGDP
TAATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVN
ISADRADTLDLMRRHGETLANAMRDLGYGEVVLDFTGGQNNAPGQGRGFAAAGPAPNEEGTETGLLSANRASPRTAGGGL
DLRL
>MBL3564746.1 hypothetical protein JMM59_06960 [Rhodovulum sulfidophilum]AB20
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASFAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVENYAADGSQMSETLGQVYAPIVEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MBL3564747.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB20
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAHELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWIQPLLWMGAGAALTWIGAGLALLLY
>MBL3564748.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB20
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MBL3564749.1 DNA-formamidopyrimidine glycosylase, partial [Rhodovulum sulfidophilum]AB20
MPELPEVETVRRGLTPAMEGRRIVETLVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLD
>MBL3564750.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB20
MKYRFGVIVALVVAMVALGLAVWCLADQDLSWRNSEPFDFVSGGNAITGTLWLPDGDPQAAIVLVHGDGAQDRTSDDGYA
PLINAFLDHGIAVAAWDKPGVGPSGGNWLHQSMTDRTDETRAALRNLHKRFDRVALGAVGFSQAGWVLPGLTRDDADFLV
LIGAAVSWHDQGDYYTRVRLGREGMGRKAIAQVIADQHRADDRAFGPDAQASDAPAGMTPDRWQFLRRNHGADARAALGR
LDLPLLAVWGEDDRNVDARRNAAIYREILAGHDARSRIVIWPDATHGLLKANAYNWQLIEDWPLSAELRFVLEGRYAYAS
GALDAIMDWI
>MBL3564751.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MBL3564752.1 hypothetical protein JMM59_07005 [Rhodovulum sulfidophilum]AB20
MTKVRVLLTHNNYTLQGGAEVFFHEVARVSGTASDLIVADVKKGGTAVVFRHLAGHPEPDISVGQGELPFPTNPPWRPAC
AAVEP
>MBL3564753.1 DUF1972 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSTARIAILGTVGVTAAYGGFETLAENLVRHRETLKAPPELTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGQARIATNIDGIEWQRAKWGRLARPVLRTSEWAAVRFSDEVIADNAAIAR
HVATRYGRACHTIP
>MBL3564754.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRALKARYGAHPSIRICDPVYDPARLRAIRDRATLYV
HGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLIRAVNTLARRPDAARQTGARMREIAERRYRWAE
VGAAYFALLDPAGAREQDVPAPDQTGNRAA
>MBL3564755.1 hypothetical protein JMM59_07020 [Rhodovulum sulfidophilum]AB20
MARMFSGCRVPLIDIGLRPGLRLVWLQRFPEGGSGLIAWLRCAGLDVVTVPGLDPAQKEIAGSGRYLAGVIVSAEDFAGL
PLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLSEPAGPADLEIALCRLAARG
>MBL3564756.1 hypothetical protein JMM59_07025 [Rhodovulum sulfidophilum]AB20
MMVVCVPAGWLTLISALLLGHSLLAAVAAMIAAMWGLFVLALAVFLLADALETRGGGRREGDAVLE
>MBL3564757.1 TVP38/TMEM64 family protein, partial [Rhodovulum sulfidophilum]AB20
MARTGQQRPRRWGLARYLLLAAIAAVALIGALTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLF
>MBL3564758.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB20
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MBL3564759.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB20
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFSALRADLRRALERLHADRS
>MBL3564760.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB20
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPGPKR
>MBL3564761.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB20
MSDDTDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRTQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIPPGKTPGG
>MBL3564762.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB20
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGSDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MBL3564763.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB20
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQIGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MBL3564764.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB20
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MBL3564765.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MBL3564766.1 acetylglutamate kinase, partial [Rhodovulum sulfidophilum]AB20
MRRQTAMNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVL
HQLFAAGMIPVVAPLGAGRAGETFNINGDT
>MBL3564767.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB20
NKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSMGPGTT
EEDVRRFAESWLAAETKFRARTG
>MBL3564768.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB20
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELETAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MBL3564769.1 hypothetical protein JMM59_07090 [Rhodovulum sulfidophilum]AB20
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLCDRGPGDQVLGDRGLRDQDRCDKEDRT
>MBL3564770.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MBL3564771.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB20
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MBL3564772.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB20
MGLPQAKLTATEARLAALAMPVQAGWTRPLRDAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MBL3564773.1 YIP1 family protein [Rhodovulum sulfidophilum]AB20
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MBL3564774.1 YIP1 family protein [Rhodovulum sulfidophilum]AB20
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MBL3564775.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB20
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MBL3564776.1 16S rRNA (uracil(1498)-N(3))-methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEAKKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEDRRLMFCDEALVGAGQVLGAAPKGP
>MBL3564777.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB20
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAV
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MBL3564778.1 OmpA family protein [Rhodovulum sulfidophilum]AB20
MRRLLQKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPEDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
VDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDKRKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAEAEADDAAQQAPPDAD
ATEEAATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>MBL3564779.1 hypothetical protein JMM59_07140 [Rhodovulum sulfidophilum]AB20
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MBL3564780.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB20
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAALGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MBL3564781.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB20
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGESYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MBL3564782.1 hypothetical protein JMM59_07155, partial [Rhodovulum sulfidophilum]AB20
DRLSMLARFGSGSATRSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQ
WPAQAEADCAAIEAAIEARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANV
KLIFLEDSAPAIAELFPDAAIVEPFGPAAQR
>MBL3564783.1 hypothetical protein JMM59_07160, partial [Rhodovulum sulfidophilum]AB20
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFL
>MBL3564784.1 sulfurtransferase [Rhodovulum sulfidophilum]AB20
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVREAHEVARCGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MBL3564785.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB20
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAEAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIHEKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDEYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEAKAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
ARTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MBL3564786.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MBL3564787.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLCQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSASSGGSQTPG
>MBL3564788.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB20
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEAKGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MBL3564789.1 hypothetical protein JMM59_07190, partial [Rhodovulum sulfidophilum]AB20
YLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEAVFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPA
EGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRLSAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAM
TGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGAFTLDLAPGAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGQLT
LEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRLGGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQ
RFGVGGGGAVDGTVAVALDRVRVGNGLQLTGVRGQLSGSSGGFEARVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAA
GIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELLSAISVIGILELLDGEWLSFSDVEAQFRLVPGAVEI
REGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTRKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMF
RELFRSPAPRLKEAP
>MBL3564790.1 hypothetical protein JMM59_07195, partial [Rhodovulum sulfidophilum]AB20
AVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MBL3564791.1 cyclic nucleotide-binding/CBS domain-containing protein [Rhodovulum sulfidophilum]AB20
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEVPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDADSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFRALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MBL3564792.1 hypothetical protein JMM59_07205 [Rhodovulum sulfidophilum]AB20
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>MBL3564793.1 response regulator [Rhodovulum sulfidophilum]AB20
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MBL3564794.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB20
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMDGIRRAQSY
>MBL3564795.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MPSVLFAHENFPAQFGGIAGYLVARGWNVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVVPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFAPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDPRVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIDAVLAEPAASRAMGRRARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>MBL3564796.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
SRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRDRGLVRQRSHPRDARSAIISLTDAGRSALE
LDPIRKIALLLGTLPDADRSAIKRALRSIAIELAS
>MBL3564797.1 lytic transglycosylase, partial [Rhodovulum sulfidophilum]AB20
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITR
>MBL3564798.1 AEC family transporter [Rhodovulum sulfidophilum]AB20
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTMIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MBL3564799.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB20
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MBL3564800.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB20
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLQGAARDFYLLDGQAPRPGQVFRASKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGCHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVAMPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MBL3564801.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB20
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDGRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MBL3564802.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MBL3564803.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB20
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLNETELAEAIAQFTGGYGQGDPTAT
>MBL3564804.1 UDP-2,3-diacylglucosamine diphosphatase LpxI, partial [Rhodovulum sulfidophilum]AB20
MTGIPTALIAGSGALPAHLARAMEAVGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRIDLPAIGPATVEAAY
RAGLAGIAVEAGE
>MBL3564805.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB20
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MBL3564806.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB20
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MBL3564807.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB20
MRRSLTAPVLAAMLGLAASGASAQEGRTVFVSPILTLDQDRLFEDSKAGQAVDEQLESATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGDEPSSAPAPETGGALLRPMPAPAPPRGATEGGD
>MBL3564808.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB20
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDTGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNARIKDEDLQRIIKSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MBL3564809.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB20
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVAALPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MBL3564810.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase, partial [Rhodovulum sulfidophilum]AB20
SFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMLH
>MBL3564811.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
FRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGISAGATWLAVTIWLFAVDWRMALASIV
LTPLAFGAMLSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESLGETAGAVRDYAAIETAMGRAFVPRGA
LFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHNMAHISMASTLIEDVLATPAQPDTGAR
IALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLIPRLHDVGAGRITLGGRDIREIGLDQL
MEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGYDTRLGEGGAALSGGERQRLAIARAIL
KDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVVMDEGSVAETGRHEDLLAQGGLYARLW
ADYTAAQAIPLRGGRTMETTR
>MBL3564812.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCTLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPSAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFITRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MBL3564813.1 hypothetical protein JMM59_07310 [Rhodovulum sulfidophilum]AB20
MKGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPDEETGEETGEDGLRAVLRLGDIAPVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLIIEGAGHPAFAVEAVARPDAPLPGLAIRASLERRRR
>MBL3564814.1 hypothetical protein JMM59_07315 [Rhodovulum sulfidophilum]AB20
MVMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFADEDSSSTDLSNAAFGAFANG
LRRLWVMPTEAGSEISDDDLRPLEGID
>MBL3564815.1 phage tail sheath family protein [Rhodovulum sulfidophilum]AB20
MAAPGYATRASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARRGTATEDATPSPAPAKAVRPSSIDCGACYAPW
LLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAIDAERRITRQQQELLNPRGVNAIRFMSGGLRVWG
ARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKLDVRAFMTRLWRSGALVGRTPEEAFFVKCDEET
NPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>MBL3564816.1 hypothetical protein JMM59_07325 [Rhodovulum sulfidophilum]AB20
MPENATAARPEAPDADVRDAVPDPHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATAVRPHPRRPGLVAAVWAEGG
NHTEDGSRLAVSFDCGETWQSDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRSEALQRRLPVAASVDAVGLYAV
LATGTALGRPVVAVAARERRGVWISYDPLEPGSFVATGLEGSDIRVLDAADLAGGRYIWAGARATGGSAGEGAFRLNLPE
RPQDLDAWQPLRARWRGGSCLGFAFLGTRAWAGSFDAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAA
GPGGPGLMMAAGPRGLYARGEEGGPFAATSQTLFENEVRLPAPWLFASEPHLIRVIGSDDTP
>MBL3564817.1 hypothetical protein JMM59_07330, partial [Rhodovulum sulfidophilum]AB20
MTRHEIAALLPEILREADRPASPFRALLEAMVVLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLVLAAPALLPRRGTQAGLRDMLAAASGLEALQLRESLPE
>MBL3564818.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MPHMQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELD
WYRPEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFS
GWHRMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWD
>MBL3564819.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGIAAGRPPTLAFIVGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAVPVFAATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEKVSFGYHPDRPVLHGIDFKVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEQAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLAADGLYARLWSHRAQAAGWQIAG
>MBL3564820.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MPQTDTPPEAVGASQPVGAKPDFFSSLKLLMRYGQGNGTVIALSAVLATTAVALELVPVWAIWRAVTALAADEAGAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPEG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGPTPEKRSVPRMETAQ
>MBL3564821.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MAGKVTRRILTVAVLATVAGGVALSFRPSPELVDLAEVTRAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRMAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLADGMPVAER
QAE
>MBL3564822.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MRTPVPPGYGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSD
IGITLSRAVGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGQITLSQA
AARMLEARPGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEM
PLVAGIAIKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFV
LLAVLALPLGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVTFSCVLVARDVMRIDLLMSLKARE
>MBL3564823.1 glutamate synthase large subunit, partial [Rhodovulum sulfidophilum]AB20
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANR
>MBL3564824.1 GFA family protein [Rhodovulum sulfidophilum]AB20
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MBL3564825.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MBL3564826.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB20
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MBL3564827.1 complex I NDUFA9 subunit family protein, partial [Rhodovulum sulfidophilum]AB20
SRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPLPLALGAAMGAVFDLVQSLSLG
LLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVREAAKRLKS
>MBL3564828.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVAL
>MBL3564829.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB20
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MBL3564830.1 DNA polymerase I [Rhodovulum sulfidophilum]AB20
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRLQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAGTPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPAIPETSPAAADPADGTAPA
ALPFEPESYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQVTFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVVARVREVMEGAALPVVALDVPLVVDAGQGQNWAAAH
>MBL3564831.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGR
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPGHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MBL3564832.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB20
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MBL3564833.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB20
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPS
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MBL3564834.1 BatA domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEA
>MBL3564835.1 isocitrate lyase [Rhodovulum sulfidophilum]AB20
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGRISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MBL3564836.1 malate synthase A [Rhodovulum sulfidophilum]AB20
MSLDHHVPTASKPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAEVIMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVALEVFDAEMSGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MBL3564837.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGAGFGAGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MBL3564838.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB20
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGVISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVGMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MBL3564839.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MBL3564840.1 manganese/iron ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
SVLAHGPTETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MBL3564841.1 CoA transferase subunit B [Rhodovulum sulfidophilum]AB20
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MBL3564842.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB20
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGAHEKRIEQRTTRAA
>MBL3564843.1 hypothetical protein JMM59_07460 [Rhodovulum sulfidophilum]AB20
MSRSLTQMTLSPFQSLSPRPTGEASPSSDLFGGSKTFGSSPVAGMSRVFSDPSRNGASKGGLSHQPREEMEAIRFPI
>MBL3564844.1 hypothetical protein JMM59_07465 [Rhodovulum sulfidophilum]AB20
MAARNLFGINTALASLSASDPTSRTIVVGGDRLDMTLADLVAGRIDALVDSQMTAIRTSCQMDATEGLSAMTGCAPTVFR
ELTDETLDSLRFDLPARPGGS
>MBL3564845.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB20
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTGSRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MBL3564846.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB20
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPARPASADRFAADYATLAGTGSAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MBL3564847.1 DNA-protecting protein DprA, partial [Rhodovulum sulfidophilum]AB20
DLADAPPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQAG
GIDVPYPVENAGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVLAV
PGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAVAPAKPPPRMTEVLETPAEARRAAPPDTAALHARILDRL
GPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MBL3564848.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB20
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPTPVTPDVVTMNNAHETHFTAFPDPAIRHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLEGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVL
>MBL3564849.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MBL3564850.1 insulinase family protein [Rhodovulum sulfidophilum]AB20
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSNREPAARGALEPARFARGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEIARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MBL3564851.1 threonine synthase [Rhodovulum sulfidophilum]AB20
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFAISQGALEFLREMFASGRASEAETAETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MBL3564852.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB20
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAARGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MBL3564853.1 DNA-protecting protein DprA, partial [Rhodovulum sulfidophilum]AB20
MEIVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEVLPEIAREAGVRDYTPFPLDLAEAEIARA
RKLGAVALLHGDPSYPPR
>MBL3564854.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB, partial [Rhodovulum sulfidophilum]AB20
RKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGREVWLEVGFG
GGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKTRHHRR
RFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREGRVPHYLT
FRRR
>MBL3564855.1 amidohydrolase [Rhodovulum sulfidophilum]AB20
MSDIRITNCHIHTFTAAHAPLYYPAPPVAALRAWPGLLRGLRGAARLLPREGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MBL3564856.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB20
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGLGVGGFAEPSDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYESAREEGGEPVADLRARFSPDMKGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVAGLRACGAEVEEGEDWMIVHGHGSGSLPGDATCATHL
DHRIAMSFLCAGLAAQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MBL3564857.1 GFA family protein [Rhodovulum sulfidophilum]AB20
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVMRDDLVIEGEVRWYASSAGAQRGFCPVCGSNLFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MBL3564858.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB20
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MBL3564859.1 hypothetical protein JMM59_07540 [Rhodovulum sulfidophilum]AB20
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLLAAIAALFDARGRSGELWPGDLDNHLRRDIGLPPLPEPRAEPPRWM
>MBL3564860.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB20
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MBL3564861.1 EamA family transporter RarD, partial [Rhodovulum sulfidophilum]AB20
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAE
>MBL3564862.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB20
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAEARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTEAQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIGAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRTLMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MBL3564863.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB20
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDPEADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MBL3564864.1 DsbA family protein [Rhodovulum sulfidophilum]AB20
MLSLAVAVATATPGLALPLSDAERAAFRAELRAYLMEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPDDWT
GGAPDGDVTLVSFVDYRAEGARRALDAARETAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYETAQTRLF
DAGATLDAAALDRISAELGLDPAEVTTRMAGSDITAKLAETRALTEALELGPAPAQVLRRTMVRGDVPAVALLRMVEAIR
RKK
>MBL3564865.1 thioredoxin domain-containing protein [Rhodovulum sulfidophilum]AB20
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIYEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MBL3564866.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB20
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MBL3564867.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB20
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAVAQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRPGGPSR
>MBL3564868.1 peptidase M23, partial [Rhodovulum sulfidophilum]AB20
SRLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTIAAVLDARREEIARLVGVLAGIERNPETLVLLHPTGP
LGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADDLAAGLAGVQTARTELSQAIAERRDLPQRFAADPERL
AHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPVEGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVA
ATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPGGAPVGLMGGADPNRAAFLDAATEGGGNDRPETLYME
LRQGGSPVDPAPWFARQ
>MBL3564869.1 S41 family peptidase [Rhodovulum sulfidophilum]AB20
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MBL3564870.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB20
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MBL3564871.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEMLTGCHGA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGRPIDLRDPLADRLRALSDGADTPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MBL3564872.1 xylose isomerase [Rhodovulum sulfidophilum]AB20
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYAGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MBL3564873.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB20
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MBL3564874.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLSTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRTFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTIWLDAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MBL3564875.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB20
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRANGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVSVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPETTGVLAVRGARRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPGLAIASAAPRWISAPAIGAEPHP
>MBL3564876.1 hypothetical protein JMM59_07625 [Rhodovulum sulfidophilum]AB20
MQDAAATRIEAARPATCHPEAIAEPLPEHQAALPHPVLGDGLDGVVSMIEGRSRPLGDTGRIGCASAARLCDGRIVEAVG
DPDLTHRLTGFTTLGLDALASTASAGPKTACAILRAPSPVDLLLVRVARGTETALMLAPGTELAAIVAACRPGVPLDRSG
APD
>MBL3564877.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB20
MTRSSFCLGLGLAALAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVSFS
QNGGLGQTGTLRIRGLDSGYIATRINGMDFTDPTNLPPSLNFGTLSSGLADRIEVLKGAQSALYGSNAIAGVVDITTWRP
TTLGTSGQASVEAGTYGTYSGKLSFGHMSERGEISATLSRVQTDGFSTLSGNDEPDGYDEDLITLNAAYDLTDSLRLGIS
GLYSDGTADYDPTPTGTDPAIRSDTTRRGLRAYAHFVLGSVENELSLARTQTERTDHGSFGTSHWDGSSRTLGYLGSTTL
GDRTDLSFGADWKQDKAIQSGSTDTEISRAAFAELRQAATDAIDLSLSLRYDDFSSFDEQMTGRAALAWRIGPDLIFRTS
LGTGYRVPSLYELYGTSEGDTVGNRGLSPETGTSFDIGLEKRLSGEGFLKATAFFTEIEDKIDWNPSPPTGICTSAYGCY
DNLDGTTRSQGFELSGRFELTPATAIYGAYTYTDARWKGDRLLRVPRHDLGLGLSSELSPRITADLSYQYLADRLDPGGA
LPDAGLGTARISYTLDSGAELYARIENLFNEDFYTALDYTGAYHYNTSGRALYVGLRASF
>MBL3564878.1 flagellar hook-associated protein FlgK, partial [Rhodovulum sulfidophilum]AB20
ISIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTIDELINMLLEI
>MBL3564879.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB20
MSLISMGDLAQGLGLRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIESIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MBL3564880.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB20
MIRCLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MBL3564881.1 hypothetical protein JMM59_07660 [Rhodovulum sulfidophilum]AB20
MCLVLLGGGYACAVQAGEFDSQMRAFYEASVTSWSDAPQILDAVAAQNVRTADMTQDDIDRLDRQWVAEIGAVSEPLIES
VTRNPVSDFLREQLMALEGAVTEVIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSMKYQAQI
SFTLVDPASGRPIGAMTVAVDAEEFL
>MBL3564882.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB20
MKVQATSPKNRTKSLDSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYIDGAGEELVLVEVTAADGTVLAETRDDRSADRELLGVLSGRAIESGEVVYSDDGLTIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEVSDAMAMVADGVLDRQVPDTERRDEIGVIA
RSLEALRGTLLDAKHAQAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSDQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQ
VARFQLQSGPSGGGSRRAERISVRDASAASDRSPASRAPQKRAVNDAGWQDF
>MBL3564883.1 histidine phosphotransferase, partial [Rhodovulum sulfidophilum]AB20
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRM
>MBL3564884.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MBL3564885.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAGA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MBL3564886.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB20
MPRIGVAGWLRVALRGTALLGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEEAVRSAAPKL
>MBL3564887.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB20
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVTALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>MBL3564888.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB20
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MBL3564889.1 COX15/CtaA family protein [Rhodovulum sulfidophilum]AB20
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQVGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWAMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGIAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MBL3564890.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB20
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGAGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGVAVERPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYGPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MBL3564891.1 hypothetical protein JMM59_07710, partial [Rhodovulum sulfidophilum]AB20
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQVLIVATVLAGLFLTSLD
>MBL3564892.1 carbamoyl-phosphate synthase large subunit, partial [Rhodovulum sulfidophilum]AB20
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVAKIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAR
>MBL3564893.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB20
MPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTAIV
GTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRAAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MBL3564894.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB20
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MBL3564895.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB20
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSAPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MBL3564896.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
LSVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVLAISLGWWPGYA
RLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRPPVPEWGTMLAT
ARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MBL3564897.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MAPPLLEIRDLHLKMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHTPDLLGPGPARPAARALAAEMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPSHPYTRALMTAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHEVACLDPVAEAADA
>MBL3564898.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MPEPLLEIRGLTHRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
SFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRAGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MBL3564899.1 RidA family protein [Rhodovulum sulfidophilum]AB20
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MBL3564900.1 amidase [Rhodovulum sulfidophilum]AB20
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLGG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARNAVLPFIRGSGMPLVRGIDGRAAAAEALDDAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MBL3564901.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MBL3564902.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MBL3564903.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
FRSGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNSLVSLTIVFVPPITRVAE
AVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGVRPPEPEWGLMLNTLRSA
IYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MBL3564904.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB20
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQSVLRLDEVTGE
DGITRCAIVLDPEVIRTEAAPRRPFQGWRYLEADAAPRDLPAARAQEDDLPPQLMAALAEIGVR
>MBL3564905.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB20
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALDALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAEIGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEVRMVEGCRTCMSCGYSKCQ
>MBL3564906.1 hypothetical protein JMM59_07790 [Rhodovulum sulfidophilum]AB20
MEFPAKQGSESGSRRMVLMSVLRNLLSVRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALVQLNDPLDMFRPEAVSWR
AWVSWAAICLPATIFLSSWLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRMALGTAALICISLAALSLAVWN
ARHDRMVVLAQERIGTAEGVPYLRPVSLAPEPVDLLPPPNLAVTFLEYGMVVLILVLGPGFWIAAITDDLSERGLAASLI
WFVMVALFLASRRSVARTLLLASAMALYTPAAGRPAAGSLDTRIRS
>MBL3564907.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB20
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWSDDRINQVCHAIEAHSFSACITPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>MBL3564908.1 alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
EGTWQTQVDCPAHHAVEVPDAVSDLVAARAYINPMAAATMLRLWPVRDKVVLLSGAGSSCSEHLGRWAISQGAKLVMGIY
RSENRKDRLHRMGIEPISTANISAILTASAQADVAFDALGGDIARCVLERMRGETDFVAYGLLTGKPVNIGAGVRATYHR
FHMRDHFPVLAGRGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQALAEAEKPGGQKPILDLSSLA
>MBL3564909.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB20
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDKVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MBL3564910.1 glycyl radical protein [Rhodovulum sulfidophilum]AB20
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MBL3564911.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB20
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MBL3564912.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB20
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MBL3564913.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB20
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MBL3564914.1 BMC domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLA
SDDTPNTD
>MBL3564915.1 DnaJ domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTV
>MBL3564916.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB20
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MBL3564917.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB20
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MBL3564918.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB20
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDND
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGRVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MBL3564919.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB20
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MBL3564920.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB20
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLR
SKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVA
AMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAI
AQEIDGQEIDGQGVYGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MBL3564921.1 UDP-glucose 4-epimerase, partial [Rhodovulum sulfidophilum]AB20
MAHVLVTGGAGYIGAHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGAMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAY
>MBL3564922.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
SWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYGPIDPLLMPIRKLALEYMGFEVEPLQVAYAVS
RISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>MBL3564923.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFVSKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADARAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAILARLTS
>MBL3564924.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGATNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAATDFHHPGLLVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>MBL3564925.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIAAVGALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVQSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFRQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSLRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAELIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTVRDADMIV
VMQHGRMVETGIHAALAAKGGVYAGLLAGA
>MBL3564926.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB20
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLTAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKRALPAGQSDD
>MBL3564927.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGVGYRLDMPHVR
>MBL3564928.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
MLLAASMLVVFLVLAALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRA
GGMGLNRAILQAARLRLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRG
LAREKLRKTAP
>MBL3564929.1 peptidase M3, partial [Rhodovulum sulfidophilum]AB20
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARSEIAAIAEASDPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLTAEQARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQ
>MBL3564930.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB20
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MBL3564931.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB20
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIETMKSAGIVVADSPAHLGEAVLKAIG
>MBL3564932.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB20
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MBL3564933.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB20
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSEASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MBL3564934.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB20
MATSRLAAMRRVLRTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVRGSLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHP
PDAATGLFGTSPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDASIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRAALCDAPVGVGFCMAMARPWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEV
>MBL3564935.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMALGPVSFP
LVLFRDGPGEVPADRIQQALALTSGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSP
AISAWHFLEAALRQDPVLAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKPSAMLDPCFGLARVAA
LRDAAAHVGRRDGPRMTEAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKSAKADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALSLAARGVVCLTDPVVRNYTQACEHIAAAGYDRLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHHPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLH
GDEMRWTRMSRAGYDFCEARYSRRAVAAKLNALLDGVPA
>MBL3564936.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFARGPEAGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLK
PAERAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYN
VAYWNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPY
AFFWNGAGDSNAHTPGGGGAPAWRRPESFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVC
GGRHPMVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRL
TGSEYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPST
IRAELEPDGQIVHHLPAEIHGNPVDEKGGALCFRYFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MBL3564937.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPALSLDAINVSSGRSTPI
>MBL3564938.1 histidinol dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
LLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACLSNRVAPEHLELCVADPDVLARKITHAGAI
FLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQALKAIGPAAERLAISESLEAHGLSIRTRLD
RLNEDAP
>MBL3564939.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB20
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MBL3564940.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB20
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MBL3564941.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB20
MTRDVTRDTISRYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFSEFCAHMSRCYRESLTELVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MBL3564942.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWHK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIRTL
>MBL3564943.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB20
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAADAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASTPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVYAEIDRAEIARVGTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MBL3564944.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB20
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MBL3564945.1 septum formation inhibitor Maf [Rhodovulum sulfidophilum]AB20
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAATGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MBL3564946.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB20
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHTLAWRDWPGPDELDDSAGCFATRGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MBL3564947.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB20
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDDPPPSPSWRH
>MBL3564948.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB20
LINVYFETEHFQNRAAATKRDYRKCADFLYPIRDTPVSAINTPLVAGIHDKAAQKIGWRRANMVRTFLGQVFRFAIPKGL
IDRDYSSGVIPKPRPKDRPYANRPWTVAERAADHVRVTIALIMNTGLDPSDALKLMRNQIEGDTIWGVRGKTGEEIAIPI
GPTLQKALDAAPGHDAVTILANSKGKPWTYDGFSTVWHRLKKQLEAEGVVQPGLTLKGLRHTVATTLREAGMEERQIADL
LGQKTPAMARHYSRSANLAERNRLTLEVLEKENERRSETVKPLKKSVKP
>MBL3564949.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB20
MARDQKTGPGHVPLPRMPEMSRPPPPTPRAGKSSMAREAAAAGPLGLGADISAFLDAGVPGQLHREAMRRHWHSDPMLAS
LGACDPDEDAP
>MBL3564950.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB20
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYEDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MBL3564951.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIAGLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
NETTGGDPI
>MBL3564952.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MBL3564953.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MBL3564954.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MBL3564955.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB20
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MBL3564956.1 aldolase, partial [Rhodovulum sulfidophilum]AB20
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAGLVADDRTILTRTGSGLRASAPEAIRGLIEARRVGLL
RAEAVASAPVVLAVDLDTSETERL
>MBL3564957.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB20
MPGAEPVRDSKRRADGAAGPGDAPCGRLGADRRSRGTWRGFVSLKRSPLARRIIAANLIAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLIADMFEAQIRRNDPLDPLASNGLDVDAMLNGLELAQEAEVFVFDTAGNLVGHARGLVRTDLPVEEYEG
DSWITVITDALYRAWLGGVSLFGREERSDAEGDPQRRLSDQVAITLTDGLQVATGVDSSGHTTFSVTAQILRDRQVVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MBL3564958.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MBL3564959.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB20
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MBL3564960.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB20
MRIRVQAAPFDFGAECAAFSTGCGNVGAVVTFAGLVRDDGGLARMELEHYPGMTERALEAISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAAREADEDALARWSDS
>MBL3564961.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB20
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADISALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MBL3564962.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB20
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MBL3564963.1 excinuclease ABC subunit C, partial [Rhodovulum sulfidophilum]AB20
GETWPDLLLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRF
AIGTHRAKRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MBL3564964.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAAEAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYP
AAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITEIRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTG
AAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDLHGSPDYRAHLVRVLAGRAVAGAS
>MBL3564965.1 hypothetical protein JMM59_08090 [Rhodovulum sulfidophilum]AB20
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAAEDEAEIAPDDSGLEAGLPEEAAEAAPVGDADESAEMPDEIAADATAEDELSDPGLPMPEEAED
ETAAETVVAEEDAADLESPEDLAFNAPDTEASLAEAMPEAAAEEELPNVPEPETGDETATGLTYLPEEAGPGPDIGLGED
DILPDMPEAEPAAEDDLAATDSSDIAALEDTGNESPDDTAELEEASAETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEDDSDSSQAAIEAIEERIEAIAERLGD
VHSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGRGEERQGNLDTVLDRLNATQESI
AAMVSQLLEGSSAAERRFGA
>MBL3564966.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB20
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLAEAPGTAAYL
AGSRRVRPAQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVVEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAITEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDAAAAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFVPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>MBL3564967.1 hypothetical protein JMM59_08100, partial [Rhodovulum sulfidophilum]AB20
MRYAWLTAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
QLEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATKAAKTAERAADAARAARDAAGTEAADLA
ETVERAKAAAETAQAERREAEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAKTLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAARERAATASAAADAAEARAAAQAQEIAEAEARHEALLAEGQETETALAALREELEAA
TGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADMTEAAE
AVP
>MBL3564968.1 ATPase, partial [Rhodovulum sulfidophilum]AB20
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDIYAEQVRRQSIRNIRITRSRLTAAMSHLILPDALLDQLGPAAGAGR
SILMYGPPGNGKSSISNGICDVLEDLIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTN
>MBL3564969.1 prepilin peptidase [Rhodovulum sulfidophilum]AB20
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGLAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>MBL3564970.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB20
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVYNNWGYSKLTRGDFKGAERLFVTALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MBL3564971.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB20
MRSTTRSRTQTSDRLRRGAVLVAIFCTACSASGTLSPAYRGLPAPAGTAHPATAVDGLVVGHRLMAAGEYDLALKAYYRA
AAKHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
RNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>MBL3564972.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB20
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQVSGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRVQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>MBL3564973.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB20
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVAKEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAIAVAVFLVVNVIFMRVMINI
KV
>MBL3564974.1 CpaF family protein, partial [Rhodovulum sulfidophilum]AB20
VPAEASAPALPALPIQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHAEEKELRTEIQAIASETLEEMGVVLNKD
DRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIAFRDEKHLLRIIDRIVSAVGRRVDESTP
YVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAAYLQAAVATRLNIIVSGGTGSGKTTTLN
ALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNALRMRPDRIIVGETRGNEVIDMLQAMNT
GHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASRLQDGSRRLVSITEVTGMEGEVISMQEV
FRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MBL3564975.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MBL3564976.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB20
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MBL3564977.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB20
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIISQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MBL3564978.1 RidA family protein [Rhodovulum sulfidophilum]AB20
MARRLISTGSPFEARIGYSRAVVVDGWAFVAGTTGYDYVTMTLPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFSACWPVLSEAFARARPAATLISAGLMEPGMKIEIEVTARLSA
>MBL3564979.1 hypothetical protein JMM59_08160 [Rhodovulum sulfidophilum]AB20
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
TTHPEAARGTP
>MBL3564980.1 hypothetical protein JMM59_08165 [Rhodovulum sulfidophilum]AB20
MAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEPPEAALAPQPPAG
LSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLIEGVGVARPGAMARDLLDRRARVWSF
>MBL3564981.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB20
MQIRLHWMVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPDPSHTPAQV
MLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIRKDGTLTRMLRPEG
>MBL3564982.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB20
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYDHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRPEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MBL3564983.1 polyphosphate kinase 2, partial [Rhodovulum sulfidophilum]AB20
MDRPIPPSAKSAATPPGTEEKETAQAALPTVDKPAAPVSAPLRSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPEL
>MBL3564984.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB20
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPSRLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MBL3564985.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MBL3564986.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MBL3564987.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MBL3564988.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MBL3564989.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB20
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MBL3564990.1 hypothetical protein JMM59_08215 [Rhodovulum sulfidophilum]AB20
MKDGPDISPIIAARIDAPRRASILTAHLAGRALSAAGITPAVASGHLPPQAEAGPIRPRKQNRHRHFAQARKAADRLRRP
ERGRHPHPTPAGAHAPAGAFRT
>MBL3564991.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB20
MTDIPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASIEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVPLAELEARAAAAGLSTEYYTPEVHKAAFALPSYVRRLMP
>MBL3564992.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MBL3564993.1 hypothetical protein JMM59_08230 [Rhodovulum sulfidophilum]AB20
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MBL3564994.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB20
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHSAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MBL3564995.1 hypothetical protein JMM59_08240, partial [Rhodovulum sulfidophilum]AB20
MAAADPAAHGSAQHGSAQHGSAEAHGAAPAASVPADGICRGFGPQAPRDISAPAGRNARIFNMAPPASRMNLCNIHTHTN
AEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTID
>MBL3564996.1 hypothetical protein JMM59_08245 [Rhodovulum sulfidophilum]AB20
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCRLGLRGLAICGPALAALVL
LARRPQH
>MBL3564997.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB20
MSASDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGCYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>MBL3564998.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB20
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>MBL3564999.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB20
MGRIILVTGGARSGKSSHAEARVRAMPGAPIYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MBL3565000.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MBL3565001.1 VOC family protein [Rhodovulum sulfidophilum]AB20
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MBL3565002.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB20
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MBL3565003.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB20
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MBL3565004.1 CRISPR-associated helicase Cas3' [Rhodovulum sulfidophilum]AB20
MGILDWPGKSASISGSKPHPAAYHMLDVAAVFERLIEPFGVNNRLRDALVLLSALHDLGKISDSFRCMLEERAPQRFRHW
QLTEVLLYEFDPFLAEHLGGTPWVRQLLYASVSGHHGRPSKLDLGGLGYPGRRPRDYRLALAAIGSAQADAATTLSRFCE
LWPDASLDEVTEDHAVTLSWWLSGICTAADWVGSNTSWFQPKAEITSLKEYLDGTRRVAVDAVCGAGLSGALTRNERLFD
FALRPMQAACADVPMIEGPMLAVIEDETGAGKTEAALLLAQRMLLAGKGRGMFVALPTMATADAMFRRAADVVGKLFGED
ASLTLAHGRAGLSVAFRDIVNSTARSEDDATCSDWLAESRRRALLADVGVGTIDQALLSVLPVKFQALRHFGLSSKILIV
DEVHELGEPYIGAELEALLRMHRAVGGSAILLTATLPMKQRARLLSIYGGLSDSPAYPALTVAGGVARTDLPQVTGPKGA
VQVVRLANQDDAVAILAERAGRGSACVWVRNAVDDAISAVELLRSRGIEARLLHARFALSDRKRIEAEILARVGKAGVDR
SGFVLVGTQVLEASLDLDFDVMVSDLAPMAALVQRAGRLWRHMDVRPGAARPVPAPILHVLSPDPGEVTSDRWLQSVLDR
GAYVYPVADQWRTAKVLFDAGRIEAPSGLRTLIEAVHGEETIPTPDVLSDAESVAEGKGAAARGHAAQNIVELAAGYRMG
GQANDDAIYPTRLGEEQRVLVLARWEDGRLFPWAVDMFEGWALSEVSARRSRLDALPLPDQSAPEIMAITRDWPDWKRAE
QRLCPVAEDGHICAGLRYDERLGLILGEIATKVGI
>MBL3565005.1 type I-E CRISPR-associated protein Cse1/CasA [Rhodovulum sulfidophilum]AB20
MLNLIEAPWIPVLCEDGSRHVVAPWQIAELGILRPDWPRPDLNLACYELLIGLVFLADPPANNGDWQRRFAPDPDRLKEK
LARFAVAFDLLGDGPRFLQDLAPLDGTPNPVDMLFIDSAGANTAKNNADLMVHRDRYGMLDLPLAAMALYTFQAHAPSGG
AGNRTSMRGGGPLVTMVDPGDGLWSLVWANVPCGRSSDPDILPWMKPTRLSEKGQKSHPPEGQVFSAEAFFGMPRRLRLV
GSGAGIEGVIQKPWGAHYALWKHPLSPYYRLKAGAEWLPKHPRPGRFGYRNWLGVIAREAGSENSELSLSLRDWGQRGGE
ASVIVAGWAMDNMKPRDFVLSVQPFLDLPIAAEDMLVGLILAADAAAVALRGALAAVLSEGDAREAAREAFFAATEGMFL
DHLQAVKAGGSPCADWLNDLRRQALSQFDALAMPGLDRRESDRIREIVEARKTLSGCFAGYGKQGKALFQHLGMEPPVRG
NTRKSA
>MBL3565006.1 type I-E CRISPR-associated protein Cse2/CasB [Rhodovulum sulfidophilum]AB20
MSDDPESPGAIARGWWRANLGARESAAARALAARLRRAAPMAALCEPAVMELARALHMGPGRAGSLVRLVCLLAEVREED
AATLARRLGGSDPTMSPLRFQRLMRAEGDELIALLRRAVGMADRRCNVAALAQDLLYWEEARPRWCFHYFGADAPRDDLK
ESVK
>MBL3565007.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]AB20
MSTFLQFHLLTTYGPSNPNRDDQGRPKQAMVGGSPRLRMSSQSVKRALRESAFFELDLQGNMGIRTKRLFEKLVEHLDTQ
GVPGDVASEAAAQVAEIFGKLEAPNKADGNRVASTLAFVSPEEWRLAEDLAGKIVAGEDMPKEKDLKKLVLRHADGAVDI
AMFGRMLAADADFNRDAAVQVAHAITTHTAQAEEDWFSAVDDLNKAEDTGAGHLGETAFGSGVYYQYVCVNADLLVENLD
GDRELAAKGAEALARAIAQTSPRGKQNSFAHHPRAHYVLAEKGTQAPRDLSGAFFSPIREQPILDSSVASLVRTRDDIDA
AYGRAWDADCIMHVGVGGTLDEIVLFAGDAVRDA
>MBL3565008.1 type I-E CRISPR-associated protein Cas5/CasD, partial [Rhodovulum sulfidophilum]AB20
MQPYLVFSITASLGAMGELAGHERRGSLIWPGRSAILGLLGAAMGIERGGDFSKLDALGLAVAVFDTGAPLRDYHTVETV
PSAAAKHPNSRPEALAAARGRTNTTITLRDYRAGPLYGIAVWGEELDAIAAALRRPRYTLYLGRKSCPLAAPPGAKVVDT
VSAEEALTHLDLPPWRRLDRRGAPVAARLL
>MBL3565009.1 glutamate synthase large subunit, partial [Rhodovulum sulfidophilum]AB20
NDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSSLIVQRFGMRNKLQPDHLTVKLAGS
AGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTVLYGATEGYLFAKGRAGERFAVRNS
GARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINPETLVTCRIAVQHWEAELKGLISRH
FDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MBL3565010.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB20
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MBL3565011.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB20
MAKPTKSTGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLARRLRRMARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWSPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRK
ALEAVLTPMIELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>MBL3565012.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB20
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MBL3565013.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB20
MKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMAWRGNPAALWPEARSVVMFAEPYTQAHDP
LAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRRLG
NWFFLGVIFTTVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYGCDDC
LGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGAVARL
AEDADPVVAEAARWAVARLSRG
>MBL3565014.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVKTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MBL3565015.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB20
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLTDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>MBL3565016.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIH
>MBL3565017.1 carboxymuconolactone decarboxylase family protein, partial [Rhodovulum sulfidophilum]AB20
IFPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQADAQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAM
SRALDLAQTVFDETDEETGK
>MBL3565018.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB20
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MBL3565019.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB20
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MBL3565020.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB20
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMASLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGNHDQVNRFYGGPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MBL3565021.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB20
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MBL3565022.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB20
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MBL3565023.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTPLLTLTALGIRYPGARIPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGQ
>MBL3565024.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MAGSIPGSAQAGEATVAKALLGRPEALFGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLL
AELIHGARTSVSVGLSAALVAVVLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALG
AWTGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNAITWG
AMIAEGRNQLRSAAYLSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MBL3565025.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MPRMIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>MBL3565026.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MLATISRRSLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWDGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPVGTGPFRWGTHRPGEYYLLNRNDSYWGKNLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSDMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MBL3565027.1 adenine deaminase [Rhodovulum sulfidophilum]AB20
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAELVLSGGRAATASAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MBL3565028.1 keto-deoxy-phosphogluconate aldolase, partial [Rhodovulum sulfidophilum]AB20
LLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFCPTGGVSPANAASYLSLPNVICAGGSWIAPKD
KVAAGDWDAITALAREAAALPR
>MBL3565029.1 hypothetical protein JMM59_08415, partial [Rhodovulum sulfidophilum]AB20
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFG
>MBL3565030.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB20
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MBL3565031.1 hypothetical protein JMM59_08425 [Rhodovulum sulfidophilum]AB20
MTVVANMATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEAPLEEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVD
DDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQIAT
CAAIMHAEDFPSFEFMRDSQKFVDVRLARWCFERSITPIALPKTAKWLGKVDYAETIFHGFTQTNPPDVTEEILSYAFKV
KGRGLPPKPCASQT
>MBL3565032.1 hypothetical protein JMM59_08430 [Rhodovulum sulfidophilum]AB20
MTRDVRFCRPCPDPHSDEIRGDMSFAQTPEPVGHGARAVSVLSQRSEPDFVASARAENALAFGMLAASEIFFAGNRRKSF
LGVVADASCVEAVDSAHVFLVELGYVPADVKCAGPTVSFPRKPGWMSTDEVCARIETYEGKQVRQ
>MBL3565033.1 hypothetical protein JMM59_08435 [Rhodovulum sulfidophilum]AB20
MIVGTMATYPPRQRSMLAAVARIAPQLDVLNVVLNEYVSVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPENYVTDSIAAMQALGPGRLVGSYYGAVYRKPQLRNKTLSGLNRYRKELFRRRGQVRDSLKVDAGLQQAIVVDELG
TGVMISRPEYLPDFESVRSAQKFIDVRMARWCFEKGITQVCLPRPAGYLGLVEHEETIYTGFTTKRHPAVTREIQEYALR
NPLAGQHFQCGGDSRGNF
>MBL3565034.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB20
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MBL3565035.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB20
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MBL3565036.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB20
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MBL3565037.1 hypothetical protein JMM59_08455 [Rhodovulum sulfidophilum]AB20
MPRTAEEAVAQLTRIADGMGRIVGDRTDTATRAAIVSEAARVAAEAARPLDDATAVIAHVSFGVFDLPVLETWEVEASDG
RVIPLTVLRGGSGYAYLAFDGKDYRLGVGKFLSYESGADLCRLLLVKKVDGGGYRLRWRCIPDHRDQL
>MBL3565038.1 S8 family serine peptidase, partial [Rhodovulum sulfidophilum]AB20
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVALIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELAGVDLEGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDE
>MBL3565039.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB20
MPRGQRACAGGDRTGRFLRGENVTKYLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQV
RLARVDQTMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPI
PAHASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLA
AQKEWI
>MBL3565040.1 transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGERAAAQALGAELLRLDPGFCDPETREMRFRLPCREASAHV
LEGIERAGF
>MBL3565041.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB20
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MBL3565042.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MBL3565043.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB20
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MBL3565044.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB20
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEVTPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGISTGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MBL3565045.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MBL3565046.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB20
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MBL3565047.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPETITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MBL3565048.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB20
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVAA
>MBL3565049.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB20
MTVRHMTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLI
NGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVK
AKYRFGEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLDHDLRLGVEYIRKERLDAASAPGGTDKRWA
VFAVDDMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSE
KARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGE
ITTPGVPDDWEGTPADQIRVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTFKLTLARTF
>MBL3565050.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRHLEVTLAALLACGVPGTALAACPGNTQLEINDCAASAYREADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRDA
ACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MBL3565051.1 urease subunit alpha [Rhodovulum sulfidophilum]AB20
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGKGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVRAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MBL3565052.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MBL3565053.1 urease accessory protein UreE [Rhodovulum sulfidophilum]AB20
MSGLPVALEVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHEHSHDH
SHSHRHGYGHSHDHGHPHHHDHGHGHGAGGCCGGSGQGGCGCGGHGHGGASDGGNRGGGGCGHGH
>MBL3565054.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB20
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVRDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MBL3565055.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB20
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMERDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MBL3565056.1 NnrS family protein [Rhodovulum sulfidophilum]AB20
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVIGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWVIPAAIAFLGLADAAFLATALGYLTYPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLSALGYAPALMLVLAFAWAPLGLALTGLAALLPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGQRHGHGHGKGHGHGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>MBL3565057.1 ModD protein, partial [Rhodovulum sulfidophilum]AB20
SPEEAAAAARALAGWTGCLAAAGGITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MBL3565058.1 1,4-alpha-glucan branching protein GlgB, partial [Rhodovulum sulfidophilum]AB20
SYEVHLGSWRRRAGEGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFAPTVRHGPPHEFRDLVD
AAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLYSNALYWLEEYHVDGLR
VDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVSRPVDAGGLGFGYKWNM
GWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKFANLRAYYGFMWGHPGK
KLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVMDCEPEGFRWVEANAADISVYAWLRQG
QAGDPPVAVVANLTPVERTGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLPASAELTLPPLSVLYLM
PGED
>MBL3565059.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB20
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAGNAASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MBL3565060.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB20
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MBL3565061.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB20
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQGDLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHAAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARVVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSSEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MBL3565062.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB20
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MBL3565063.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB20
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MBL3565064.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB20
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MBL3565065.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB20
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MBL3565066.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MBL3565067.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MBL3565068.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNSSGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKAFIAAHEDDAALKQ
DFLDPLKSASD
>MBL3565069.1 hypothetical protein JMM59_08620 [Rhodovulum sulfidophilum]AB20
MPGLFLTTTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPPLKAESDFFVLTAIPMALCPFCS
TDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRTV
>MBL3565070.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIATLSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGTLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MBL3565071.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLALGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHEGHDEDGHDGHGQATDGHDHDALAAAGAE
HDDHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATG
DTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVIQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLF
GTGILCGFGLGYVAADALSRSFALARSFPLPVAFTRADLWSLAFLALAAGLLSALPAWLAYRQPPVSALRD
>MBL3565072.1 hypothetical protein JMM59_08635 [Rhodovulum sulfidophilum]AB20
MPIVFVLTSITGGVFSATIVSLILETGWGAILLSYWVGGMMWGGAAVSYMSLRSDDDSSEAEGHEYETSEYETSEYRAPD
YEDAGPGALGARSRTARSRAPEDVEEADRCGHFF
>MBL3565073.1 cyclase family protein [Rhodovulum sulfidophilum]AB20
MCDICVMTAIKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARASEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHRGGTGGPARIFALV
>MBL3565074.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB20
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMARESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MBL3565075.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB20
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
VGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAHYLMTSSFPATAGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRSRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MBL3565076.1 RlmE family RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB20
SIELDDKYRFLVPGARVVDLGCAPGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVK
GWLGGSADVVMSDMAAASSGHKQTDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPP
ASRSDSSEKFVVATGFRG
>MBL3565077.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB20
MARGEEIAAENRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIALSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPERVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPEG
>MBL3565078.1 hypothetical protein JMM59_08665 [Rhodovulum sulfidophilum]AB20
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGATLPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDEAVFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKPGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
ELDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTARTGVLEGAKVPLSSNTL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAAPCAYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MBL3565079.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB20
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MBL3565080.1 glutathione S-transferase family protein, partial [Rhodovulum sulfidophilum]AB20
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYV
>MBL3565081.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB20
MNFDEIIDRRGTHSSKWDMMEPIYDVSPEEGLAMWVADMDFRPPACVSKALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCVEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MBL3565082.1 peptide deformylase [Rhodovulum sulfidophilum]AB20
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MBL3565083.1 peptide deformylase [Rhodovulum sulfidophilum]AB20
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MBL3565084.1 peptide deformylase [Rhodovulum sulfidophilum]AB20
MIRSILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAGRCG
>MBL3565085.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB20
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTQTGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSTMGARLVVAALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>MBL3565086.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVV
GPDTVDFLRRFHVGRAFIGASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGAQVL
>MBL3565087.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MMHMEESMFDTTFRGLAAASAIAMIAGAAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYAD
IWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKD
SGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERG
LYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGV
QYTPEGLAAE
>MBL3565088.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
NPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQFVRGRAETLARIEATDVGKPLTQARSDAM
TLARYLEFYGGAADKVTGETIPYMEGYTVYTLREPHGVTGHIVPWSHPMQIIGRSVGAALAMGNACVLKPAEEACLTALA
FAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQAEAARHVAPVTLELGGKSPQIVFADADLE
AALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPALEDLNLGPLISSRRKEIVLDYLKKGQDLET
AAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEDEAVAIANGTGYGLVAAVWTRDGARQMRMAR
SLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAARHG
>MBL3565089.1 hypothetical protein JMM59_08720 [Rhodovulum sulfidophilum]AB20
MAETVSVAELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVTVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEAAVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPDDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGGRLTMPGSDDIDAPLKALLKDVLGSGRARS
>MBL3565090.1 P1 family peptidase [Rhodovulum sulfidophilum]AB20
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRELGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPCAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFEALRLGHAAAICLARAIARGVYLARPAPGDPR
PCWQDRFGA
>MBL3565091.1 alpha/beta hydrolase fold domain-containing protein [Rhodovulum sulfidophilum]AB20
MQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAAPGELDRPYGEHPRQRFDLFLPEAEPRGLMVFVHGGYWMRFD
KSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGAAT
DRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAALTV
DPGHHHFNVIDGLAQAESPLATALFDGL
>MBL3565092.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB20
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MBL3565093.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAEIP
>MBL3565094.1 glyoxalase [Rhodovulum sulfidophilum]AB20
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MBL3565095.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB20
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDHLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MBL3565096.1 hypothetical protein JMM59_08755 [Rhodovulum sulfidophilum]AB20
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVAATLARAAERDRTEAAEVAP
>MBL3565097.1 ATP phosphoribosyltransferase regulatory subunit, partial [Rhodovulum sulfidophilum]AB20
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSDMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYT
>MBL3565098.1 hypothetical protein JMM59_08765 [Rhodovulum sulfidophilum]AB20
MENLNNSDALHAARRVADHALRTGVLGSRVSCRPVYQHMGAVLADSVLQAGLNYAKVVKPRIATILRTFPHATTMNILMG
VIEQEGSPKFLQWEHREKVLRFDNLLGFMAEAEIDSTFDLSRALRDKSFRMDIRKVRGVGPKTVDYMACLVGVDCIAVDR
HIRGFAELAGLEDDSYDYLREVFSFAADLLSISRREFDASIWRYQSEQTTRQLSLEFMQ
>MBL3565099.1 7-cyano-7-deazaguanine synthase [Rhodovulum sulfidophilum]AB20
MKRAVVMVSGGLDSTTVCYLLVNEGTEVHPIFFDYGQHCAETEWAKVQEVLPQVAMPPERLNISDIFRGSPSRMIVEADL
WKEAVSDDDLYLPYRTMLFFAVAAARAQTLRILDVYSGFINSNHAKEIDCSTEFMNGLEELSRGVGAVRFHAPFREKTKA
DVVRQALNLAVPIGRTFSCQASSSFPCGACPNCVERLNALVEAGLA
>MBL3565100.1 nucleoside 2-deoxyribosyltransferase [Rhodovulum sulfidophilum]AB20
MNPRHDLLLVGEVYVDFTLPKAGAESKLRLGGIVHAARGLWAIDANFSVAAACPGYLVDQARAYLERLGCSEFIWLAEVK
GAPNVMAIGDPTELADQAYQDILRDEKSVEYRGEVDALKTFKTCLIFPGKYDLTVLRSLLAEDVQASFDIAYDLPDLQSL
SSFKGNTAAVVTSTSSPMFLEKASEDMSSLLADLRDLSPQAILLKENRGGSRVFDLRGDQVDEIPALLGETVNSVGVGDV
YSAVFVSMLDGAVFDAGWKAARAATCYAQTTYPDDFKRDVQRSLALSVDQMRGLGGTFLPWYARRGFQIYFAAPDFSYVD
RTHLEEALRALAYHNFWVRRPVQENGELTRQSSMHEMRAAYLGDFGLLEECDLVFALPLERDPGTLVEIGLALALNKPVI
TFDPLKENTNTMVMAGSTVYSDKLDSCLNGLFEVMSRLRATRS
>MBL3565101.1 hypothetical protein JMM59_08780 [Rhodovulum sulfidophilum]AB20
MALTIEQRGRLFAVDSSGQSVGALPTSFNYLADCMAAGFTYEGRVNSSASTPVASVNVDFAPRTP
>MBL3565102.1 hypothetical protein JMM59_08785 [Rhodovulum sulfidophilum]AB20
MLGSALYFPHIDIHDPAWLRSAILFWDEIQTIAPSAIEDPYQNMDTRACQAEGYLRPLRCDLHPHVIEDLGRKILRLGDR
ENDNWWRARRIENPVFQSIHRADDITWELEDAFHEVGMHPGKMTPEIRELAFQFGLSKMHRGKIPSSVRRMFRDLEMAQM
HPEKMPRVIRGLFDRGHPNGPRDEEWLLVDSRFADAYMSALAAQLSQQLAMSPLTSYERAQGMSFRFMFDDVVDASPDNA
SGAMVGVVMRGLRVDASVPVEKLLKFRQSRKDQYLDFAGKISELSEKLSDAGEVEGAELFERAQKAYDRDIEPSLRALKR
ELSNQSISTVWAGAYRAITISVPSAGALAYFTGLTGPALLGAGAALAAADIGVRGYLAGQKARAGNPFSYLHDIEESFGL
PDFDDA
>MBL3565103.1 histidinol dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKSRGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLL
>MBL3565104.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB20
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVSFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MBL3565105.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB20
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLRNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MBL3565106.1 hypothetical protein JMM59_08805 [Rhodovulum sulfidophilum]AB20
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MBL3565107.1 hypothetical protein JMM59_08815 [Rhodovulum sulfidophilum]AB20
MAEAGVPIEEIAEYLGHTNPNITRSTYARFSPDYLRHAAGSLEFGKPKPVQRPKA
>MBL3565108.1 heme biosynthesis protein HemY, partial [Rhodovulum sulfidophilum]AB20
GPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDETAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAER
FLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDRTRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTAL
LQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAILALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAY
NVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEETPQERIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALG
DLAETAPTARALALMAAIERGLGADDEVVRGYLAKAIGAPQGPQWVCESCGTVHSVWTPVCGQCSGFDTLAWKPAAAGPA
GLGSASDMLPLLVGGGFQKSAE
>MBL3565109.1 prolyl aminopeptidase, partial [Rhodovulum sulfidophilum]AB20
YHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENHYFMNRGFLERDGQLIEDVPRISHVPAT
IVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGVQRLAVALGL
>MBL3565110.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIAQQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVIAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MBL3565111.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB20
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGLLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MBL3565112.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB20
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MBL3565113.1 RNA-binding protein [Rhodovulum sulfidophilum]AB20
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MBL3565114.1 translation initiation factor IF-2, partial [Rhodovulum sulfidophilum]AB20
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEHERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEE
>MBL3565115.1 hypothetical protein JMM59_08860, partial [Rhodovulum sulfidophilum]AB20
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVED
>MBL3565116.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB20
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGREADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWETDDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAAELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKFSN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPEHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MBL3565117.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB20
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSVGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRATRAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MBL3565118.1 OadG family protein [Rhodovulum sulfidophilum]AB20
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRAARKTTAATPETPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MBL3565119.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB20
MKRLRITVDGTPYDVTVEEIETGPAPTPAAPRTASAPPRPAPA
>MBL3565120.1 HAMP domain-containing histidine kinase, partial [Rhodovulum sulfidophilum]AB20
ARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADIAHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEV
DRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELYQPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIEN
ALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERGKVLRRLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAP
GLRVRLAFPPEPGGLAATGSSAPTR
>MBL3565121.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB20
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MBL3565122.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB20
MNIERLLQEALGSGQARGQEPGQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSTGQDFRLAVLRAMILAANSDGHIDSEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARGQAGA
>MBL3565123.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB20
MGIEEMQRTRGRVVERAEDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVVSCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASSEDLSALSSDPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAIA
YWR
>MBL3565124.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB20
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MBL3565125.1 hypothetical protein JMM59_08910, partial [Rhodovulum sulfidophilum]AB20
IASGAVALGGLWLFGLGGYFFQALGLLALGLGFALGFVAIRRARFRIAGDGPGLVRVDEGQITYLAPQGGGFVALSEIRA
IEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGPVTVWSRIVRPALT
>MBL3565126.1 response regulator, partial [Rhodovulum sulfidophilum]AB20
QALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGSGLFLWRFDSSAADGPEIALPMVRLDPAGRLSVINAA
ARALVGQSHEAVAALLAGASDETEEVVVETPEGPSRRRLLQLRMADGGREFYILPQGPASRVAEAPEGFLDALPVALLQL
DTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLADAAQGRAPNTAEVLRVARDDREVFVQVALARMAEGAL
VAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVG
QLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRI
ETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDST
VGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVLLVEDEAPVRSFAARAMRMRGHTVLEAESGEEALETLADPE
LKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEP
GDTEGQRDKGKLPEQVP
>MBL3565127.1 recombinase RecA [Rhodovulum sulfidophilum]AB20
MATANLLNMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDENDEMIED
>MBL3565128.1 alanine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREVGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDK
>MBL3565129.1 methylisocitrate lyase, partial [Rhodovulum sulfidophilum]AB20
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAH
>MBL3565130.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB20
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGQLPSTAELTAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MBL3565131.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB20
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGIPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGVPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>MBL3565132.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB20
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>MBL3565133.1 pseudoazurin [Rhodovulum sulfidophilum]AB20
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGIQPAAEADLPAGLPTRADKRLREIIARQGSGPEQAEAHP
>MBL3565134.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MILSGEGLGWRVQGRVIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEARLLTD
PADGVRILRFKPI
>MBL3565135.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB20
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MBL3565136.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB20
MQHAIWPDRVLVVDLDGTLIRSDMLYESLWGACRTDWKAGLAVAATLPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
NWRTAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQVCGLLIFALALIATMG
>MBL3565137.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB20
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSAKDSTAPPLAEFDSPFIWTRT
>MBL3565138.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB20
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLESLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGRPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MBL3565139.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB20
MSLLIFGSTGQVATELRARAPGARFLSRAEADLQDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFVHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAGACLKIAAHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAAKA
>MBL3565140.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB20
MSSRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPQHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGRLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEED
>MBL3565141.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB20
LIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGTDHVAKMARAGFVAAVTRPLAVQIA
AVSPGTPAPVIRMGVDTDRFHPPASARPGREALEVVTVARFNHTKGHVHLLNAMARLRAEGVAIRYRMAGDGPERAALEA
HVARLGLQDEVRFLGPLSEAGVIDQLHSADVLALTSFGAGEAAPVTVMEAMAAGLPTVVSAIGGTPDMIEDGVDGLLVPQ
RDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTVGR
>MBL3565142.1 aspartate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB20
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPGKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVSGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTA
>MBL3565143.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB20
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQNLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MBL3565144.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB20
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHSDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQAHNVIPGKAEVAWEMRPVRSDDIGFVKKAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQSRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>MBL3565145.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTRPSQEATDSAVGSPPPRISRDDIADAGLAIGLSSVKMKAVVERLGVGHSSLYRHVKGRDDLIFLARDRALSKLDCEQD
SPDWRDFLRSRAKTVWALCDAYPGLASALRAMKTIPPRSSPDMPAPVVGWRNMVLPWTTPC
>MBL3565146.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB20
MADATIGLSDLAGRCLARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALHLEGGTTIYNRAGAKMTSEYNVITAVSGVGYLE
NDGSLTSTNTTYNGTAAAAFYKSGTVVNSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKGQYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMNSSFAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSEDEDLKGFGSLTMAGNAWTLSGGVQADALTVTSGTLTLTGTDLSFGSVDLAGASTLIVNG
NFNSSGEMTVASGSRLGGSGTFGEITVQSGGILSPGNSIGTLNVTGDVVFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDSVTSNYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRLIGANGAPEGERYTSRAATGA
DMVRAADAPEIWVEGFGAWNRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEAGDAAALAGQSQDMSTLFTTLGTRGSAQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>MBL3565147.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB20
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLD
>MBL3565148.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB20
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYRRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVSKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MBL3565149.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB20
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MBL3565150.1 purine permease [Rhodovulum sulfidophilum]AB20
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MBL3565151.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB20
MLEALPITPEAFAPFGEVIETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEGGQPGTPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MBL3565152.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB20
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTGGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MBL3565153.1 polysaccharide deacetylase, partial [Rhodovulum sulfidophilum]AB20
DALSDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MBL3565154.1 hypothetical protein JMM59_09070 [Rhodovulum sulfidophilum]AB20
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYL
RDRNKRLIARAYECRRPS
>MBL3565155.1 ribonuclease D [Rhodovulum sulfidophilum]AB20
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MBL3565156.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB20
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADSLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>MBL3565157.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB20
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPANVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MBL3565158.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB20
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MBL3565159.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB20
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MBL3565160.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB20
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDADETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAASDAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MBL3565161.1 glycine dehydrogenase (aminomethyl-transferring), partial [Rhodovulum sulfidophilum]AB20
GAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAACMI
TYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKAHLA
PYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHECII
DTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGNNPL
KKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEEVADAAE
>MBL3565162.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDHDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGAPMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MBL3565163.1 amidase [Rhodovulum sulfidophilum]AB20
MIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPVAIKDMNDVAGLPTTYGS
QIFRDNIPSADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSGGSAVALACGFAPLASGS
DLGGSLRTPAAYCGVVGFRPGFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDARDPFTPVVGGRTPWDAAD
FARLPRRDLSSLRVAVSEDFGFAPVSAATRQTFRRVLAPLLPFLGASEETTPDCTGADRIFSVLRAVMFQATHARFLDET
PDLVGALVAENVREGRGYGAADVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAFPAEIDGQPLQSYYHWLA
LAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAAIAGLPDLAPCRPDIATLSAVPPLRTAPGFL
DVP
>MBL3565164.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB20
IVADDRLPGRIRDALKAVAPVTVTRKSILPYPFACPSGVLQEGSRRSGMTEPTNAWGDAVAEQG
>MBL3565165.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB20
MGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALVLAPTRE
LVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDMGF
IHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELLDGHRDD
RAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNVP
DNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASR
>MBL3565166.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB20
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MBL3565167.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MTQAQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGALAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEESLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MBL3565168.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB20
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLVEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDAARFRTYGK
>MBL3565169.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB20
MEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAARVIVGQNALL
STPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVEARDLDLSAPGETM
LGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAVPQPDFGGGHP
DPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVARSMPTSRAVDR
VAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETLRAHWAAHGRN
YYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQSFAGRKIEMADEFSYDDPVDGSKSTGQGLRIHFEGGARIVYRLSGTGT
VGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MBL3565170.1 ATP-dependent zinc metalloprotease FtsH, partial [Rhodovulum sulfidophilum]AB20
RSLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGIDEAKDELEEIVEFLRNPQKFSRLGGKI
PKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFEQAKKNAPCIVFIDEIDAVGRSRGVGY
GGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQVPNPDIKGREKILGVHARKVPLGPDV
DLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAERRSMVMTEDEKKLTAYHEGGHAIVGLN
VPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEELIFGKENVTSGASSDIQQATRIARAMV
TQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTATQILTDKREDLERLAQGLLEYETLTG
SEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MBL3565171.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB20
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLKGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MBL3565172.1 chorismate mutase [Rhodovulum sulfidophilum]AB20
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGKEPR
>MBL3565173.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB20
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MBL3565174.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB20
MTGHDFTLAGARLTARASGALWWQDEALLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPARAARRLSALMAGRRWIWIAGNHDPAPSAPGGSALAETRIGALHFRHIAIPEEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMRPEALAVLTGQKALAFPMRS
>MBL3565175.1 DNA ligase-associated DEXH box helicase, partial [Rhodovulum sulfidophilum]AB20
LHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMTEAGLA
>MBL3565176.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB20
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGSLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MBL3565177.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB20
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETTRGQ
WIIYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MBL3565178.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB20
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARIRLDKRLPAAAGIGGGSSDAAAALRGLAELWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKANAPMPDLPGWGSATGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYSL
>MBL3565179.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYGPEQVAAWSPAPVPAEQFLTRISDGRSVFVAVTGSDAPIAFIELEQDGHI
DCFYCSPEFVGRGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLRQGFTLVKRREFERNAVRIHNYLMEKTLR
>MBL3565180.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB20
ALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDFRERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALE
LMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDMLSDLADYVVARIS
>MBL3565181.1 HAMP domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQTNDLR
>MBL3565182.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MBL3565183.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB20
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDAEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MBL3565184.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB20
MAIRLAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASTALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLSLLPEALA
AEGRAAA
>MBL3565185.1 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTIEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QG
>MBL3565186.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MNETKERPRLGRSEAAQGYFLVAPPFLYALLLLVVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSMPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRR
>MBL3565187.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGEA
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYGKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MBL3565188.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB20
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDSEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPSGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MBL3565189.1 hypothetical protein JMM59_09255, partial [Rhodovulum sulfidophilum]AB20
MRGPLLGPGPGGAPGRVSGASGASLFAGRGGASLFATYPVRAQQMAKPGTAAQVAPLRPGRGNAALAEGIRLLIGRAEAG
RMDYDAVQHGAKIRPPGPPTRLTIAEIYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLE
EAGLSAFGAGEMKREAFMHNLSRIWAGLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAPKDG
>MBL3565190.1 CCA tRNA nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB20
IFPGADPWVLPVMIHLEAALGLSPDLIRRLAALGGEDVAGRLRLSKAEARRLGRLVEGAAAGEGSAVLAYRVGPEVARDA
VLLRAASLGVDLPEGLGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MBL3565191.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMENVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPGATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MBL3565192.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB20
MSHLVERLSLRGEGVTGDGLTVALALPGEEVEGTPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAAQGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MBL3565193.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB20
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVI
DIFP
>MBL3565194.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB20
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDTAVPDA
>MBL3565195.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB20
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MBL3565196.1 hypothetical protein JMM59_09290 [Rhodovulum sulfidophilum]AB20
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MBL3565197.1 DASS family sodium-coupled anion symporter [Rhodovulum sulfidophilum]AB20
MPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVAVFTWFKLLGYSL
>MBL3565198.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB20
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQSAEIVGHADAPSDERLRELD
MGEWTGLRKDVLIAEKAELYEAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGRGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDAAPPRLEAYNLGEFAPDMDVAD
>MBL3565199.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB20
MLGSGPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGDVKLLSGYDLRALGAMREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MBL3565200.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB20
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILFLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRFSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MBL3565201.1 nif-specific transcriptional activator NifA, partial [Rhodovulum sulfidophilum]AB20
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGVNP
FAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGA
WRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGDSPAIK
SVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQKKGRF
ELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILL
PPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACHQGTCL
SAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPP
>MBL3565202.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB20
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MBL3565203.1 DUF2094 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVPSGDAPEPGLWVANPPDEEDRPVAQILTDLMGP
IGAV
>MBL3565204.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MBL3565205.1 adenosylcobinamide-GDP ribazoletransferase, partial [Rhodovulum sulfidophilum]AB20
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAVGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRD
>MBL3565206.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB20
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEGLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MBL3565207.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB20
MAKPMTKTQLVAALAEEMEADKKTASAALEAMIAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MBL3565208.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB20
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGTLAATLIPPGSTVFIDAGTTTCAFARTLAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETQPGL
>MBL3565209.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB20
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLRDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>MBL3565210.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVL
>MBL3565211.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB20
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAADYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MBL3565212.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>MBL3565213.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB20
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDEVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPAEARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWIMAEPRDITAALRAMWEGRE
>MBL3565214.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB20
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQLAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALMLNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLVPLARILCYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFSA
QALAVNRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MBL3565215.1 penicillin-binding protein 1C, partial [Rhodovulum sulfidophilum]AB20
PPGTLIATNSALPAPLRHFARPGASQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIATGLRHRTAAL
PAPGPGFVTLSAIDATGHAARARLHLID
>MBL3565216.1 hypothetical protein JMM59_09390 [Rhodovulum sulfidophilum]AB20
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MBL3565217.1 hypothetical protein JMM59_09395 [Rhodovulum sulfidophilum]AB20
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MBL3565218.1 hypothetical protein JMM59_09400 [Rhodovulum sulfidophilum]AB20
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGATWAVLAIIFLLFQMLMVGGSGSDE
>MBL3565219.1 hypothetical protein JMM59_09405 [Rhodovulum sulfidophilum]AB20
MEEHFWTSGADNARTTTANNTVMIFPYPTGILQGDQIWTHLRERTGWRSVVMAERRVMRCRDIAIITYRVSAEKADVPIY
KALCASTYLNDDDTWLRIFHQQTMVA
>MBL3565220.1 hypothetical protein JMM59_09410 [Rhodovulum sulfidophilum]AB20
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MBL3565221.1 CsbD family protein [Rhodovulum sulfidophilum]AB20
MDKDRVIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MBL3565222.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB20
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MBL3565223.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKKGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MBL3565224.1 hypothetical protein JMM59_09430 [Rhodovulum sulfidophilum]AB20
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MBL3565225.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB20
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDVKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MBL3565226.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB20
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALTTLVVNTLRGGLKVAAVKAPGFGDQ
>MBL3565227.1 DUF1365 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPR
>MBL3565228.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MPIDSAGGRRRIALIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPAVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQDILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGALADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MBL3565229.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB20
MLHGSHASQKPDEAGALPPYLGFDEGPVSTAEARVVTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKS
GADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETE
QLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>MBL3565230.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB20
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHMRAPEPDAASDPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MBL3565231.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB20
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MBL3565232.1 DNA mismatch repair protein MutL, partial [Rhodovulum sulfidophilum]AB20
GFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHPAKAEVRFR
EPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEASSQAPPEA
PLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERGVAAQALLI
PEIVELSEGDIARLMEHEADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQARLDAILSR
VACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MBL3565233.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MKPTPEDQAQTCPEALPERAFLEGVAAVLGCGQVALLCPDPAANGRLRVTAADPVDLEGRSFPAEWGLLGACRQDDLKKN
PGLTEMAARLPGMSSLLLVRPCPSGPRDIALLCLDPRPGVFTDTQIPFLEHTGRALVHALPGSPDARMARAQARPAAAGI
IASIGTQFGASRCVLWQYRKRTFRPVLIWKPPDTQAGPAQIPADAEMAAFLARRIETFTSMRPVVLEEEAALGRLGIGAR
LILPFRNGAELGGVLCIDRATGQRLFARREIAALSCLTGAVGLLVREQETRRLAAAERALLEGERNRMRAVFDLLPDTVI
ELDAERRYTHIHSHSRGSVRGRIDGLLGFRPEDCLPPATAEAIHALLDRAEAAGFAVLPELVHPPAPAAGQKIYTLSAAT
HAPAPAQASPGYVLVIRDVTEESAQRRERDRLGRVVEHMTREVFLTDCSHRLTWANRATEEHIGRPADRLAGLSPRQAFG
AVWSDATRLDQVCAQLEADNGFAGEAAFLDHGGTKVWFDIAVTPLCDGSDGREGWMWILSDITERRRDKDRLAQIARRAR
EAEERVVQAIETLPDAFAFFDSQDQLILFNDRYRQFYPHSAPAIELGQTFEAILRYGLAHGEYPGDSRNGEAMLAERLAR
HRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRLAAMDLSRDAIAIAGPDGHFLYMNPAHRD
MFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGEVWYRRPDGSRVLHELSLTRRHAGGILCIARDLS
>MBL3565234.1 undecaprenyl/decaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase [Rhodovulum sulfidophilum]AB20
MFLVFLLSAFCCAALLLARPRALSPARRDDVAAVQAAHRRPTQRSGGIAVFLSLAVGAATLPGDILPAYAALIAAALPLF
VVGLLEDIGHPMTPLRRLAAAAASSLLATALLWLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFLIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFVSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGFYALLFALTYILGIRMLKRPKRIAGTSEPATPGARI
>MBL3565235.1 hypothetical protein JMM59_09485 [Rhodovulum sulfidophilum]AB20
MTEKFVHDMANLLAVIDGSARMLSEEFGRSAHLNRILEANRQILAIMETLRAAGRKELRHRWVDLGCLLRAATDLVQAEW
PEGICLDLDLPGHEALALADPVQVSRIVLNLLCNARDAVARKTPGRAPKGRVLLSLRRQCDPPGVEGRAWYEFRIVDDGI
GMDADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVETAPGRGTAICILWPEIFQ
>MBL3565236.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB20
SGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCDT
>MBL3565237.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB20
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGC
>MBL3565238.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB20
MAGGSRGSGAYRGLLGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTENGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMMIAAFSYRVPREGWTPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKIDPEAFHTAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>MBL3565239.1 hypothetical protein JMM59_09510 [Rhodovulum sulfidophilum]AB20
MLQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPTMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWSRSHSDEASQSRNGHWHQKIHGYEDRHPDLVGMVR
DTLTDDGYTLEQPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGAVLLVVSFGKRISARQARDAANGAA
>MBL3565240.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MGPERKGDRRMRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEG
LTRFGPDGTVVPGLAASWEANEAATVYTFHLREGVRFHDGTALEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPL
TVTVTLARPDGAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDP
NAAFAAMMAGDVDAFPSFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFG
YGTPIGTHFAPHHPDYVDLTDLSRHDPKKARALLAEAGQTDLPLRLALPPPSYARRGGEIVASELRAVGIEIEIVNLEWA
QWLDQVFRRHDFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQ
LAKTGVANAKLEGLWE
>MBL3565241.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB20
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVEAYAEEVRSRRFPGPEHVFADEIGGGA
>MBL3565242.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB20
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHISLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGKALEAGAGAGEALAGARAAILDAGFAEV
EYLELRAAADLAPLDAVVPARLLVAAHLGGVRLIDNIPVAAR
>MBL3565243.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB20
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGSGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPDRVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MBL3565244.1 hypothetical protein JMM59_09535 [Rhodovulum sulfidophilum]AB20
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MBL3565245.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB20
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MBL3565246.1 ribonuclease E/G, partial [Rhodovulum sulfidophilum]AB20
HGFLAFSEIHPDYYQIPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASASDSASGEDGAGRNADGA
EDRGDHVAPAASDEDAAPTDAAPTDAEPADGVQSADGETRPAETDAAEPEDAAPAGDAEEDATDRAGKDDEPPTTVMAMA
AHSDDPVETREPSAGIPGMDVVDLGDDEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEADDTASSAEETGEDGPEEIH
HDDQIESVAEEDVHEEIRPRKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISR
KITNAADRKKLKEIAAEMDVPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRD
LYSREIDEVLVEGEGGYRLAKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVA
IDVNSGRATKEGSIEETALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISG
FGLLEMSRQRLRPGMIEATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQ
IEARYGLSVRVEADPFLISPDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSK
KRRRRRRRKKPSQGGDDQGYEAGQDESDDADSDGDTDAEAPEAVTAEASNDAAPAEEKPAEEKPRRSRRSRSRGRKTERP
EAGAEARAEEPVAPKAEEPAAVEAQVPAEAVAPAAAAPVEAPVVEDAAVEDVAVEAAEASPDTVELAAEAPVAEAAVEVE
EKAAPEAEPAPKPETQPEPEPETAEASKDSAPKRQGWWSVGR
>MBL3565247.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB20
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGAATLYLIRKG
>MBL3565248.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB20
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALSRLG
>MBL3565249.1 sulfurtransferase [Rhodovulum sulfidophilum]AB20
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRELADALDGPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLRVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPIRNLWNRLRGRY
>MBL3565250.1 aminoglycoside phosphotransferase, partial [Rhodovulum sulfidophilum]AB20
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASVLTAGGVFLKVMHPEMREGFDLGAAMTLARQA
>MBL3565251.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB20
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDVGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEVRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELATKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MBL3565252.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISADAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRKFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAQPETATETPHA
>MBL3565253.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MBL3565254.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLQGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MBL3565255.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
SRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLMPMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQ
SDASRTTLS
>MBL3565256.1 PhoH family protein [Rhodovulum sulfidophilum]AB20
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GEAAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MBL3565257.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB20
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LTDPYD
>MBL3565258.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB20
MGDETDGSSRAAQGALDTDNLDSQGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>MBL3565259.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB20
MRSARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGDTPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTFVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREAALVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQISRAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MBL3565260.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB20
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MBL3565261.1 SseB family protein [Rhodovulum sulfidophilum]AB20
MTAETPPAAPQPVSPQPVSPLDRAHAAMTAAPEDPSLRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELEEGRVVLAF
ADEGRLTDFTGAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLP
APLLAALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMA
THLARLGLRIDLPAPEPMTEAPLIDPDAPPRLR
>MBL3565262.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB20
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRAAEVLA
>MBL3565263.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB20
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MBL3565264.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVDDWIVYYEPVKAGPRGYFAVAKISRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDPPPAELAEGAELF
ERPVLERLTRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPEGPAPSLPV
>MBL3565265.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB20
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKGACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMANAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGHGGSSGGQREFAPVLARAAVSLGLAAVFIETHEAP
DSAPSDGPNMIPLEQMPDLIATLMAFDRLAKAHPLSI
>MBL3565266.1 hypothetical protein JMM59_09645 [Rhodovulum sulfidophilum]AB20
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIARSFSYELQGWRQSDRQVLPV
APVQAVTGIRAVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSARIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MBL3565267.1 phage major capsid protein [Rhodovulum sulfidophilum]AB20
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSSAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MBL3565268.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB20
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MBL3565269.1 hypothetical protein JMM59_09660 [Rhodovulum sulfidophilum]AB20
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MBL3565270.1 phage portal protein [Rhodovulum sulfidophilum]AB20
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLAHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MBL3565271.1 DNA-packaging protein [Rhodovulum sulfidophilum]AB20
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRSQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>MBL3565272.1 ComEC family competence protein, partial [Rhodovulum sulfidophilum]AB20
AFALWSAAQRPALLIAESGGLMGAMGLEGRALSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRV
TLITGRGWAERIAPACARGWVVVPQYLDDPPAGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MBL3565273.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB20
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MBL3565274.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB20
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPEGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MBL3565275.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB20
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MBL3565276.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB20
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAKLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MBL3565277.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MBL3565278.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB20
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MBL3565279.1 tryptophanase, partial [Rhodovulum sulfidophilum]AB20
IYNLYFLKTREAACRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREI
EALTVGLDETMDEDMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGM
ERGTMSEQRAPDGTEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQ
HKLVAKFRADFGDSL
>MBL3565280.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB20
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MBL3565281.1 hypothetical protein JMM59_09735 [Rhodovulum sulfidophilum]AB20
MPELTLQCSRWPNRTLAGLLVMGAMATPVAEAQQSFSLDQLSVFAHDHSCVPDHQITNNTQYLTWIEALASLVDGSLPPA
AFLDCDTPLFGFAETLNEAPLNPDDWRDLRETLISWITPETPDPDPVQARISQGYAAADYAATVFLLCQADQPCFEVVTQ
ADGFEERICPEPVPDGFDNTSPDVFELKLFKHGGDMRQFLPYLLTNCRLMAAAENRGDMAPIHNTLMQALRLR
>MBL3565282.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
ISRPGRDIGYVFQDPGGSLNPLLSVGHHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIA
IALAIAAGPRLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLH
RPREAYTRTLLAAHLDLSSPRLVGDAP
>MBL3565283.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSPLLDARDLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGNIRFDGRDWRALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPEHVASLLTEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRGHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
EILRRLIAAVPEIPAEKALP
>MBL3565284.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB20
MTALLAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALATDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGLEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTGQALAAAETAFREAAKA
>MBL3565285.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB20
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLAELRARGLRLGLLTNGSGTRQRAKLTRFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>MBL3565286.1 hypothetical protein JMM59_09765 [Rhodovulum sulfidophilum]AB20
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTVPVDWGLRVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APKSSAKV
>MBL3565287.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB20
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIPRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARTDGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEAALEAGLRVFDAAAGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MBL3565288.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB20
PETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAVALNRLARALEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLID
REIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFTLWAPLRRRVTLRRDGEEVTGTLLFEGSASATVEIGEAVLDARLA
PEGWRIDRALPGAVLRAGGAIHVFAGADGSFSFLPVDPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAAGQPLAVL
EAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIRLTPEEEDA
>MBL3565289.1 hypothetical protein JMM59_09780, partial [Rhodovulum sulfidophilum]AB20
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPRS
>MBL3565290.1 hypothetical protein JMM59_09785 [Rhodovulum sulfidophilum]AB20
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDANTEPPRDETPTEDEGPAEEVSETGPSEPAASPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARAALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MBL3565291.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB20
MTQHPPLLLLTRPKVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSVIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MBL3565292.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB20
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFSD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFVR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALAACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MBL3565293.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB20
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNGNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MBL3565294.1 YciI family protein [Rhodovulum sulfidophilum]AB20
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAAKDPYAEAGLFESV
SVQAWKKVVG
>MBL3565295.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB20
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVTPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MBL3565296.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB20
GRDWDRLFRDGDEIVLGNLTLRVLATPGHTLASVSYLAGDAAFVADTFLRPEAGTARADFPGGSASVLYDSLGRLLSLPD
ETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLKTRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSY
LKIPLNRF
>MBL3565297.1 proline dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETIDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEAEGYTHSYDMLGEAARCEADAERYYKAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELVPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDAL
>MBL3565298.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MRVCMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGVVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFAT
VPEP
>MBL3565299.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MLGGMLTVREIKVAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDP
ISERKEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWR
TKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLT
LVRYMGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQREAFGDILFTGGRSAPITSAAIEKALRV
LKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSVENVVSSGSAAD
G
>MBL3565300.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB20
MPHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTGAGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAV
GDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAASSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAK
RMGARIMATVSIDAKADLALANGADTVIIGRNADIAGEARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAG
GPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGVMRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTSLL
VI
>MBL3565301.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MBL3565302.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTMAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYLGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MBL3565303.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MTGPATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MBL3565304.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MBL3565305.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB20
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MBL3565306.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MBL3565307.1 LysE family translocator, partial [Rhodovulum sulfidophilum]AB20
TFVSLAALNALAYALLADRLRVQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MBL3565308.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB20
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPFCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRITESETVSGHIAGITGARADLDRRLRRHRPADPA
>MBL3565309.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB20
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MBL3565310.1 dihydroorotase [Rhodovulum sulfidophilum]AB20
MTKSLTIRRPDDWHLHLRDGAMMAGVLPASARDFARAIVMPNLVPPVVTAAEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRPVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSATAGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MBL3565311.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MIPSTFPDQSEIARLSARMLLEIGAVHFNAQEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MBL3565312.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB20
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MBL3565313.1 alanine racemase, partial [Rhodovulum sulfidophilum]AB20
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNAL
>MBL3565314.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB20
RALGIARVVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITV
ERSAEMRLRGQMHEISVPLPEGRLSPEDGPRLRAAFETAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGAGSGPTP
GKGDRSASLKGTRSCLFEQGRFETAIHDRYALVPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAAL
VTAGMSRAEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTL
PRAVKALLARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQ
IPPMKLFDGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDDFMADYGMHDLRALAEVVQGLSERAMRAAIR
ALPDGEYRSTIVSAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYR
PFRVTAPEGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGA
SAHGDGHSALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPI
PGLFGGQPGGKASGRVLDPAGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEATATQ
YRMPHAVPDDETVG
>MBL3565315.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MPNSPQAPTRRHVLALAGAGLAAGTIPAALPAPLLARDPRLMIIAAGGDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGT
PPEPVPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRIT
LATPFAAFLSVLPWFPVVEKAAVEAHLGDDDGQSWLMSNTAGSGPFELWQSRPGALYRFVRSPNAWQPGGGNLDGVIWRV
SREAASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSA
GYAELMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTETPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQP
LSWPDMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAF
QRAVVADAPDIFGVLEKRKLGLRASIRNYAFTPVASNAIECWPLSLT
>MBL3565316.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIDVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MBL3565317.1 D,D-dipeptide ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHPFGTNEL
GQDVLSLTLAGASVS
>MBL3565318.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB20
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MBL3565319.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MBL3565320.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB20
MSDAIRVKICGLNSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MBL3565321.1 hypothetical protein JMM59_09945 [Rhodovulum sulfidophilum]AB20
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MBL3565322.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB20
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGCLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MBL3565323.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLWHHAEEA
>MBL3565324.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB20
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRGKFKGQTTEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LSPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGAAAPKAPAGSAAPRPSQAEAATEDSRTPLQKLADRFR
>MBL3565325.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB20
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTSWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLA
>MBL3565326.1 hypothetical protein JMM59_09970, partial [Rhodovulum sulfidophilum]AB20
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPPVEPGLAAAVAGDWETEPADLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSVRATEMHRFCMRLP
GVFGSIDPDILWREVEAMLR
>MBL3565327.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRI
>MBL3565328.1 autoinducer synthase [Rhodovulum sulfidophilum]AB20
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTVAPRELAVA
>MBL3565329.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MRGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MBL3565330.1 hypothetical protein JMM59_09990 [Rhodovulum sulfidophilum]AB20
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MBL3565331.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB20
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MBL3565332.1 protein meaA, partial [Rhodovulum sulfidophilum]AB20
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
T
>MBL3565333.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB20
MASADQRPRKTLTIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWVLIVGHPRLEHALKSTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGMLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLSDQPFLRPLFARTSYGTYTRALVAGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAEIANRNIRESDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EGGIGHAIRRADTALYAAKIGGRNRVMSAAALCEAEAAVGPLARRTPPRLVS
>MBL3565334.1 hypothetical protein JMM59_10010 [Rhodovulum sulfidophilum]AB20
MFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYIMVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVVLLTGLRLIDGLLPGGPYLSGAVPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWAGIWWSAMT
DLFEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIATLHAVPETVSARL
LIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADE
RAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQR
AESALYVAERRGGGTLVRVSDLAETGQGAEARNSPRDMGGAARPP
>MBL3565335.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWAKHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MBL3565336.1 cobyrinate a,c-diamide synthase, partial [Rhodovulum sulfidophilum]AB20
NRVAGARHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAACTGPE
ALPGPWPAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRLAAATRFLD
GLRAHAETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYS
TILAQPDAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MBL3565337.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB20
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
PYDE
>MBL3565338.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB20
MNELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MBL3565339.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MPLFEIDGLVFGYPGRPAILQGAGLRLEAGQRLSVAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPEGLRLQSGRLVPA
>MBL3565340.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB20
MSEILTAGRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFEASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSTLAYGRRDAVFGAGLG
ALLLAMILAELAHALV
>MBL3565341.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB20
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAETGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LTAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYILGIFGLGFYVAARRRMKG
>MBL3565342.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB20
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRIAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MBL3565343.1 DUF4198 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
PYNVIAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAAL
GVGPDTEYEGKELSQDAVLWIRAFDLK
>MBL3565344.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB20
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MBL3565345.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB20
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDTAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>MBL3565346.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB20
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQATPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEVAAQFPGGVIAAFRNFENIFVELEGADRVRDFV
PDLAAIAGLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLERSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>MBL3565347.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB20
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMIAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVIPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYL
HDALAASEALDVGHGHGPVHHFHALWSDHPAM
>MBL3565348.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB20
MPAKGQDRDALLPLPAAAYEAALPSHSIPERPIPAAIAVVIRAKQVLLVRRANPPDAGRWGFPGGKIDRGETLTEAALRE
LAEETGISAEPLRVFTAVDAFDREASGALRRHFILIAILCRWTGGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAA
QAAMLMQEMQS
>MBL3565349.1 transposase, partial [Rhodovulum sulfidophilum]AB20
GRWRSHYNTKRPHSALGYLSPTEFLTKTTAPALETLAVSTLPLNTQPQPEDSRSNRP
>MBL3565350.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MAAGGGVIIVSGLPRSGTSMLMRMLSAGGCPILSDETRRADADNPNGYFECRAVTALARDNSIIDAAQGKAIKIVSPLLL
HLPQGPRYRVIFMRRSLSEVIASQQKMLERNGKSGAEPADLHRTFTSHLASIREWLDTRHDITTLFMRHNDVISAPAEAA
VQIAGFLGRDLDLVSMAAAVDRRLYRSTAVVKSTGLDLGV
>MBL3565351.1 M23 family metallopeptidase [Rhodovulum sulfidophilum]AB20
MTITGDACPDIAAGVGCTSGAATNVVAPPLDVQGCLSPTSVVLDIFVGPVQQDLHLDLLELRGPGGESLMLLQQRALLAY
ARVFHDGQFCWNAATVPQGGFLMIHLPRITLPKHAYHELAIRLSGCDATSAVVDQTHPAHHLPGPKRLARPVPYHWRTAN
TPDLLSIHRFAVGIRNRRCSVAQRGAMDFNLVAGRPEDSTDPAAYPAFGQIVTAPCAGKVIIAEDDHPDMPVGARDEKAP
RGNQICIRRSDGLVVVLAHLQNGSLMVDHGAQLKTGQPLARVGNSGRSSEPHLHMHLASSADNMADGHIFHFRGHP
>MBL3565352.1 sulfatase-like hydrolase/transferase [Rhodovulum sulfidophilum]AB20
MARPFCGRATISRLPNILIVSLDALRKDFVATYSTEGGPEDIFSRGARSGVVFDSAMGSGNWTVPSHASLFTGQEGQQHG
IYNWRERIPLGTETLFDQAVDAGYRCAFLSSLGVGKLVDNRVDKFTYFGDTYCGAHKEIADGDIPWCVFWHFLDTHAPYN
MTAPRPADLHKIDWQVSDNTINWLRELICTRQVDRITDQIRANIGEVSGLIDDLWSRLGENTLVVLMSDHGEDFRRHMPF
HCSFETSVLRIPLTISAQGLDPERDNRLIAHADLKSVIWDLATTNIEQRQARMAQPTISQRLKRISICGPDAFDNEEVFF
AAGNRDKLVVIQPSIGVEQRYILNHDFRSRVYRQEDDPVFAWLATAAEKIVTEFFDNHDKTVDVPDDDVSLMLEQLEKLG
YIS
>MBL3565353.1 4Fe-4S cluster-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MEELSYSVQGSPGCASPYSLTFRQLVLTLGYRCNMVCKSCFIGDKLNDHETQLSHDQAIEIIESAAKLQSIRAIAFVGGE
PFVFYKRMLSIAAYVSRHYGCDLNVTTNGSFAKSDAQARKLLTPLHKFGLRWLLLSLDSYHLEHMLLDQAKRCLNASIEL
GIDTSVQVICRKGAPDRNEFRDMMRGEVDVDAIDWIENPCAAVGNAATMLNSEEMEWHEEIPMGGCNAGEYLNIQPDGEI
KPCCGAGLMAPALSIGNAKSGDLAQAVEKANASGLVNSLISNQGPRGFADILRREDRAELLERHAPFTEACHACHALLTD
PEVVEVLEATFAKDQIALIASRVLTEHGQTILRESYY
>MBL3565354.1 hypothetical protein JMM59_10115 [Rhodovulum sulfidophilum]AB20
MADKMVVGELVEDRKTLAKSLKEPIANIMRSAGAEVSVDDVEKAILDPESKLVVPKLKLKTKAGTTVTTTTTTTTTTTTT
SDQLFGNRTLNFRLRMPMQRVEGLRKFGNVRR
>MBL3565355.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB20
MLISLHKQATTTPRIRAAIQAITDPAWKVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKAL
>MBL3565356.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB20
FHFAATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSEACW
PEALIGDLPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRA
EAQALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETSAEAGTEAGGGFDTAPSVAAESAALLGAL
QGAPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTAG
EDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAVRALSQRDEAADWNPYA
GRPETPRVYGPAPGIYGIGMDMPEPTEAGRQTAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLLL
AVDYARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAATL
DHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MBL3565357.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB20
MPHEYEKDGAAIYLQSFATIRAEADLARFDPDEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEILCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MBL3565358.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB20
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVAELIPAGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MBL3565359.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB20
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLRAACGDDRPVIFARAVSTPEERLAVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>MBL3565360.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB20
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPKAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPARRVFLAVGRMHLQAFAAQPQHGYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MBL3565361.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE, partial [Rhodovulum sulfidophilum]AB20
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWRALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVADFAA
FLTGAGFGASRLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEG
>MBL3565362.1 iron-containing alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKY
>MBL3565363.1 shikimate kinase [Rhodovulum sulfidophilum]AB20
MLLCLFLVCSRVSRFGPIITGISPEFTPFRGRNRQQWREVAQVGTKLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSD
AEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRH
KDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTRPDVLEAA
>MBL3565364.1 hypothetical protein JMM59_10165 [Rhodovulum sulfidophilum]AB20
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIEEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MBL3565365.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB20
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRARRLPMTLSHDEVERLIAAAGQSPRDATRNGCLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGAREALTAWLAERDVAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MBL3565366.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB20
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MBL3565367.1 ligase-associated DNA damage response exonuclease, partial [Rhodovulum sulfidophilum]AB20
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARAGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWMVSGDYKPEPDGLSDPFEPVRCHTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLN
>MBL3565368.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB20
MADVHVTEPIHPDALALLASAGLSVSCGWKDADPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFEQLAPLELSGMRMLILGFGPIGQRVAQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTCGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MBL3565369.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB20
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MBL3565370.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB20
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MBL3565371.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB20
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPNALRITVGDEAACRRVAHAVRAFKEGAR
>MBL3565372.1 prephenate/arogenate dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGEE
>MBL3565373.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB20
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGTAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGGDGKYRPEVLLDLDYWALMPV
>MBL3565374.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB20
MQAYRLLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYTPDLKLGEL
>MBL3565375.1 hypothetical protein JMM59_10220 [Rhodovulum sulfidophilum]AB20
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILLHFWAGVPPLPMTS
>MBL3565376.1 CoA ester lyase [Rhodovulum sulfidophilum]AB20
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MBL3565377.1 hypothetical protein JMM59_10230 [Rhodovulum sulfidophilum]AB20
MALPQNQGQNQRQNQGQNQNQAVGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTFANGLTC
LIASGEAYDPVAEPAGQAL
>MBL3565378.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB20
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MBL3565379.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB20
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MBL3565380.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGHGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MBL3565381.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MBL3565382.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MBL3565383.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIVDGVVDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRR
ISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLT
QTDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MBL3565384.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB20
MNQQTAVTEPAKKTLPDAQTVTEVRHYTERLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MBL3565385.1 hypothetical protein JMM59_10270, partial [Rhodovulum sulfidophilum]AB20
MDAADCITAWFQVKLVQNWVMEFNSPRAFGPSFCEDKRLSSNALNALYYPFSRTKDITSLKQFLLLYDKTVFLDPVSDEE
WRAHLFSNLEAGYDGFSSYADLSDNFPHLISEGVVEIVDPSKITALDSKLTTAGILSDLADANWLRLCNPLRAAISCELD
SETGEPFWQMFKQKIPNGLLELTLKDEFLQKHFLQDGGDRYAWHLSYAAGSAIALNVHMAASEELGMNLVSDSPLHNQLL
LAKATRSEGSTAAPFDGNGQANQLTNRAMLKILDSVLPADALEMVSVEEILRFREGSERLRRDFAKEIESLVQGHDSLHE
SRQIYIPNDLARRFGEDLRSYGNELASIRDTIWPRLLGSFVAGAPVATSAAGLAASYISGSGYVLAASLMAHALSPIKTA
LEIEAERKEVRRSPSSALA
>MBL3565386.1 hypothetical protein JMM59_10275 [Rhodovulum sulfidophilum]AB20
MKNYLIVGLLIVIASLVIGIEPVQRVINEATRKGTLIGIENCMSYSSSDLLSERAVRATCVRTFQKHLYHNDYATGRAGP
RINQQTVGWGGGLENKTADHVTTWVKIAVGIFDVEGNEQEYFAETPIWIDPLDEAEFRVDLPDVKHEQFESFEFCEYNDP
APKACVTWGVIEIMGVTI
>MBL3565387.1 hypothetical protein JMM59_10280 [Rhodovulum sulfidophilum]AB20
MSTAAFEACGAIELRVKELKALVEQAKAVMASDEASYDAICRSCCILISSHIEGGISDFSTSAVRDLNYFRKDFHRMPAP
LKRTFCRQLAFFEGVPERSVNTRIDQLMTFFDSNSVPIDLDAVTYLETSNNNPKPSSIDKPFKKLGITGTLNALGSDFLL
QAFSGSEGKQYWTLRRLKSFRSCLYRFPYGQVESGIFKDGSSKKKLEDDDLWHTFLEEIVSRRNKIAHGQTLENPTSAVE
LEGDIFKMEVFLRAVSIFFFSRIGN
>MBL3565388.1 DUF262 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSSTLKKNLDSLQSLARERTVKTQNIEFDLETLIKRIDKGIVKLDPDYQRRHRWNDELSSRLIESLLLNIPIPVIYISQD
IDVDDETEDNVSRFTIIDGQQRLTAIYRFMKNELELAGLETLQDLNGLRFKQLPPFLLRRLDERTVKCLRIDSTLDPQVK
YDIFERLNTGSVKLEPQELRNATARGPFNDALKRMAGNSSFRKMLQIPSENPELSAKVRKMEDLELVLRFFSLRNGGYKE
LSKGLKTFLTERMEEFNLLPQQSISKMEEEFSECMSFLDCALGVNAFAKYNVQAGQIVKKMSSFNAAVFDAISVGASEYF
TREQIASKDALAISKFDDYHVLFEDSDFFLAVSGATADVSKVKYRIEKVIEHLAK
>MBL3565389.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB20
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSESRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQAAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEGAVAKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MBL3565390.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB20
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MBL3565391.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB20
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAGTLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLANRARCLVAHPVNPPHLIPVVELCPAPWTAAE
TLDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MBL3565392.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNEGHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQ
DKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNGAGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSG
ISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERIFSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLL
LDEPFEGLSPAVVEQLFETFDRLRQEVSIIIVDHNLDLALTLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>MBL3565393.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB20
LAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRSTAAPGWALAA
GVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVRAPSER
AGFDISGLTEFLASQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLAGTLAV
LPRLGRGWRISSFAINGTVALALPILGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLADLFYT
GRDRGISIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPARCWNG
>MBL3565394.1 hypothetical protein JMM59_10315 [Rhodovulum sulfidophilum]AB20
MRSALDPRARLGQDRFMHIRTGLLCLLLCLVPLRVAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPA
KRSLPRLAMTSPGGPERSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAA
LRDNRLIAPTLQMILRRGYAPVRSRAAYFTAIAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLA
RLSERLFDTEGAIARIWRNFDWSREITVSAAATRDPNGRTLTFTWALLQGDPARVRIEPLDPEGSRARIRLAWHDPKTVL
TRDRIGYHNRSLSRVEIGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWT
DRAEYDGAGARTGWTRIGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MBL3565395.1 hypothetical protein JMM59_10320 [Rhodovulum sulfidophilum]AB20
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACNSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MBL3565396.1 ribonuclease HII [Rhodovulum sulfidophilum]AB20
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSISP
>MBL3565397.1 site-specific DNA-methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRD
>MBL3565398.1 sugar transferase [Rhodovulum sulfidophilum]AB20
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEVYDRDMSLRTDMDVLFKTVSVVVRATGC
>MBL3565399.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB20
MLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAARAEALLAEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKAAEALLREMVAKFPKDKENKAALIRFYLAQKDLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSDLLNTLGRLYLQMQD
YGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDPNRPGIWLELSNLQMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKAVEIAGPADRRPQIEEARAQIEALATAAPAEN
>MBL3565400.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB20
MLYFKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MBL3565401.1 hypothetical protein JMM59_10350, partial [Rhodovulum sulfidophilum]AB20
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSVDSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGGVLRDTDFVDDE
>MBL3565402.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRVLLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTGRHVFRLAMSDFGAALMLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRCSDPALRWLMDRTKQLLTPQGRSFPI
>MBL3565403.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPSLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>MBL3565404.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB20
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MBL3565405.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MPIPSLATRLGLPSALAALIFGAAAPAEADTAASAPFASMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDEVREGY
RRR
>MBL3565406.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MITVTDLSKTYGGKPVLSGITAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVSEIAPDSYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEERLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MBL3565407.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB20
IWMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQSFALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQA
LSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFMGIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLLAELMVQHLFRF
GTTIGILINLICGGYFLFLILRRAGRPA
>MBL3565408.1 hypothetical protein JMM59_10385, partial [Rhodovulum sulfidophilum]AB20
LLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGLIAFGIVARRPRHV
ETPA
>MBL3565409.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB20
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MBL3565410.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB20
MRRPAALVPGLLALCLAVPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQVAAVLDVITAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPKDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MBL3565411.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB20
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>MBL3565412.1 hypothetical protein JMM59_10415 [Rhodovulum sulfidophilum]AB20
MAGKRKDDGAEFKAKAAEKENEIEKLHAKIGQLVVERDFLAKASGR
>MBL3565413.1 transposase [Rhodovulum sulfidophilum]AB20
MIEPGHTVLSITRQCALIGISRSAWYGPDRTESPLNLALMKLIDAQFMETPFYGSRQMARHLRNQGYCVGRIPLAAQASQ
TVILPVLTGRDRRTHAAIFSFMAGVTPPMPMFGRSLL
>MBL3565414.1 oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
LWGNLSFNPISALTHATLDVLCTDPGTRGVARAMMLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPM
EIDALVGSVQELGRITGTPTPAIDTVLALIALRARVAGLYGR
>MBL3565415.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB20
MSDSLIDPTDPPERQAEKLREIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTERRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHLEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPKPAPKALPAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQSERT
>MBL3565416.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MDRNATPARTLSRQPPLVRDAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQEAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGHAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKEPNQLSRLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEARPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQAPPCP
TA
>MBL3565417.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MSPDPIRPTVPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MBL3565418.1 carbon monoxide dehydrogenase subunit G, partial [Rhodovulum sulfidophilum]AB20
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVIQKIGPVKATFKSHVSLSEIEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDR
>MBL3565419.1 hypothetical protein JMM59_10450 [Rhodovulum sulfidophilum]AB20
MTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIGAGQLLRAPQFLDRFDDW
LAERYPETQRREGFIRRALDEFSAEMAR
>MBL3565420.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MVKRTQRPYVSRRTVKGRTYYYFRRNDTFVRLPDNPDSPEFDHAYWACRSGRNVAVKTSFDALITSYLASPAFLAKAPTT
RSEYRRTLDQIRAKNGPKDFTRLRRRDVIAARDTHAEHWRKANAMVEMLSILARHARDLEWIDFNPAENVEKLKGGSYEP
WPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWSHYDGDAIAVVQGKTGQRLWVACPADLREYLDALPRTGRFI
LAKNLTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLAEAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQ
AQDRRGRK
>MBL3565421.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB20
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAATAALFAAIVALSLGPTRDMAAPEDEAALPAPLA
RVVASAGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVAHHARQIYRQAGLTHAMPPGNVMMMPPEERTRI
VEWYRKLRSDAS
>MBL3565422.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEETPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MBL3565423.1 hydroxyisourate hydrolase, partial [Rhodovulum sulfidophilum]AB20
LDYLERTGLATGEVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MBL3565424.1 hypothetical protein JMM59_10480 [Rhodovulum sulfidophilum]AB20
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3565425.1 hypothetical protein JMM59_10485 [Rhodovulum sulfidophilum]AB20
MEQLIAEIEAYAAAWSKSPQKVLRDAIGASWGQWEAWKSGQASPTMRVADKLRDHMRTNPAPAIPEDAARC
>MBL3565426.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTEDPFIAGLRKVFEADPQLRPATISAKAGLDKSTIRRMFEGAIQSPRRTTTAKIANALGMSVEEIENGAPRTADASTIA
IAGKVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECE
DGFGWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>MBL3565427.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]AB20
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>MBL3565428.1 BrnT family toxin [Rhodovulum sulfidophilum]AB20
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>MBL3565429.1 hypothetical protein JMM59_10505 [Rhodovulum sulfidophilum]AB20
MKTILTTAALALLAAPVLAGTDTTEDQATAMSPASAPNCFALIQGANAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GESSDT
>MBL3565430.1 hypothetical protein JMM59_10510 [Rhodovulum sulfidophilum]AB20
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MBL3565431.1 hypothetical protein JMM59_10515 [Rhodovulum sulfidophilum]AB20
MAAILTIAPQIADRLAAEAAAARIEANTACVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAEQARAGGAA
>MBL3565432.1 hypothetical protein JMM59_10520 [Rhodovulum sulfidophilum]AB20
MSIMDAIASPPDALAEFVVEWRGASPEVRLAAIRSALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWIEAAI
RLCPFD
>MBL3565433.1 hypothetical protein JMM59_10525 [Rhodovulum sulfidophilum]AB20
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3565434.1 hypothetical protein JMM59_10530 [Rhodovulum sulfidophilum]AB20
MAETAPDRIEEIESLARHNCDELAGLTAAIEELRTRVARLEGADAAPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTAGGATDG
>MBL3565435.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MVERLLSIPEAARALGVPKESLRRAADTHGKTIRMGRAVRLHPDDLEELIELCRVEPQVLAFTGGKGATVNPSGKSETRG
ASESRPARAAAQMLKRSSRHISSEKTGRLARLPQMS
>MBL3565436.1 integrase, partial [Rhodovulum sulfidophilum]AB20
MSMCLAIYAEEHAAHISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTIRRELNVLQAA
INYCHGEGYLITAPKVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHVDTPSVSG
GHVDTVNGILYRKPMGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGI
EIDLTMPDGKGGRKYITPHVLKHTAITWALQRGASIW
>MBL3565437.1 FMN-binding glutamate synthase family protein, partial [Rhodovulum sulfidophilum]AB20
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRERGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGA
>MBL3565438.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MBL3565439.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB20
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MBL3565440.1 orotidine-5'-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB20
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEATGKLIVTPGVRPAGAALGDQ
>MBL3565441.1 AarF/ABC1/UbiB kinase family protein, partial [Rhodovulum sulfidophilum]AB20
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHCMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLVGAPDFVVPGRHEDLTT
ENR
>MBL3565442.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MPASVSLSSLSWSAPDGTPLFTNLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRVGVTGSVAMMRQEALAHPEE
TVADLLGVRPALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVAPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLGEMDAIVELTSLGAARYGGNYSAFRQQRENERAAAAQDLAHA
QKLRAEAAHRAQQAAERKVRKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDVRRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLTLDRVTAGYDPAAPILEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGAAQLCVPW
ALLDQHVGLLAPDRTLREVFRDRHPQASMQMAHAALARFGFRAGDAQRLADGLSGGEKLRAGLACVLGGTPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIISLKG
>MBL3565443.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MBL3565444.1 hypothetical protein JMM59_10580, partial [Rhodovulum sulfidophilum]AB20
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGDTGRGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEWRQ
RVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRP
>MBL3565445.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
TLAETAPADLGARIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAG
AARTLIERDPTFRTAFNDIADVFADEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSM
GEVAAAIAAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKA
LTRIARAHRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAG
VQAMAEDGIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSTRAEARDAGTIARAALAAGGATDRARILGPEQPVAD
GLPDYPFDRQTYQLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGC
EILKTEEIELRDVEFLRPLELPEKGVVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATAARPAPVTAPEAMGEAEP
LYAGLRAAGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRL
CGRGRIVCARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLAGDGAATALRVGKALC
GTTETASDADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPEVAP
GASAELKSALAAAAGEDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRAR
LDTGLPLRFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEH
ALHAAGLDTVGAPTSGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEDGEPLAAARIF
RALPDADGTLWIAVAETGPWEELTGWRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAAAPRVVPVR
PLSAETGPRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGT
VLRAGVQAGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAG
GVGLAALQVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAP
FGRFVELGKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRS
MQRAAHVGKIVLRAPQEHGAPRPAAPPIRGGWLVVGGTRGFGLETARWLATQGAEHLWLMSKSGTVAPGTLDGLGTAAEA
LACDVADVTALDAALTRIRAAEVPLRGVVHAAAIFDDAPLADLDEGRLSAVLTPKLVGGQALDRLTRTDALDHFWVFSSI
AARFGNPAQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALDRLGRALAAG
ACGPTLTVAPMDWSRMAGTLPVLETPLFDL
>MBL3565446.1 CbbQ/NirQ/NorQ C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
PLTDTRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKDLKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKL
VSIAERARNLKGHGLDEGISTRMLIHAGSLIARGIEAPAACRMALVRPITDDPDMRDALDAAVATYF
>MBL3565447.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB20
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGNHIVRTWIETVPAVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQFLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFDRISLALLDPAAPTGDEIADWAREAFAGADMTTARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWKF
EETVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIAIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPFDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MBL3565448.1 arginase family protein [Rhodovulum sulfidophilum]AB20
MTRPTGPYRLSGARGRPQRARHGRGAQAIGAALARQSGTVPVPFGTSQPALNAGWRTELAAARPALGQIQARIDAVLAGG
AVSVAATGRCAASLATLPVVARHHPGACILWLDAHGDLNTPETSGSGDLGGMALSGPAGLWKTGLGAGQIVLAGSRDLDP
AERDLTLRHAIPVIPPGADMAAALRSVIAGRPVYVHLDCDALRPGIVPTEYAVEGGLSLDELNACTRVIAEHRLPGLEIA
EFEAAWKEGIAQAAIGGARAPLSGLSHARKRNPAPADGRDGALAHVAGDSPRTTITLRRASRYRRRRP
>MBL3565449.1 c-type cytochrome [Rhodovulum sulfidophilum]AB20
MTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEELFGNIAAAATEETEEPAAEAPAAEEPAAEAPAA
EEPTVAEKAADVATAAVETAEDAADSAGEAVTEAVQDTREAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEDAAEE
PAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRY
SKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>MBL3565450.1 signal peptidase I [Rhodovulum sulfidophilum]AB20
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MBL3565451.1 ribonuclease III [Rhodovulum sulfidophilum]AB20
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETAREMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKSLHRSPS
>MBL3565452.1 bacterioferritin [Rhodovulum sulfidophilum]AB20
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MBL3565453.1 GTPase Era [Rhodovulum sulfidophilum]AB20
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLVEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MBL3565454.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB20
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAALSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPGQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELERLRAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAG
MRRRMEAARG
>MBL3565455.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB20
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>MBL3565456.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase, partial [Rhodovulum sulfidophilum]AB20
ICFLLTIRNDAGVLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPART
M
>MBL3565457.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB20
ISILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGRA
AVVGIEAAHAAGAPLDLTPKDGDAVTLAGATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPGG
RVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIRR
HPDLPLAKDGAAVKPLFPLQSTLIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAAIERHPDLSPIAFEAPWIEPGWRAA
HGALRLRPDFWTESGGMDGFFIAGLQMPA
>MBL3565458.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB20
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPAARLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERALDRAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARVTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MBL3565459.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB20
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIDASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MBL3565460.1 signal peptidase II [Rhodovulum sulfidophilum]AB20
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MBL3565461.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB20
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILSLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYNVFEGKKVRGLPRYTLSRGRIAVADGEVKSQEGWGEFVKRPPNGAVNKALSFWKALTAPRAIERAGIP
ASGV
>MBL3565462.1 hypothetical protein JMM59_10675 [Rhodovulum sulfidophilum]AB20
MKSLLAILTVVLTILGLWSGPAVALNARWTLYQAARAGQEMTVGQIVSDKMRQERPKPPAPHQVGAELWKTTGAMALEGW
AFSKRSLIYHGWGALSETLLGFALGAGAGILLAVWIVHNRAMDRSVMP
>MBL3565463.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MPCLFTSLKVAMAASLVGAIAIDRSPFMQRGHMPVGNFIVALPIVGTAPILMMWFGFDWQSEVAVVAMVFFPVMVNTPQG
LTAADPMQCDQMETRSENYMLTLTKLRLPAAMPFIFNGLKIVTTLAPIRASVIEVFGSPIRGMGFRISTEVGRLALDLVQ
AEIAVVPQVGSAFYGAVAGCEGAVTFWYLSQRGV
>MBL3565464.1 restriction endonuclease subunit S, partial [Rhodovulum sulfidophilum]AB20
MSENPHFTALRDVTFVIKDGTHGTHQRVRDGVPFLSAKNITSDGQVSWDDSDEKISPREFEVIHKTFQLKTDDLLLTIVG
TLGRRAIYRGDNVTFQRSVAYIRPDTRKILSPFLFHCMGHNDFLQQLKKRSNATAQAGLYLGELGQVSIPLFSKKDQIKI
AEILDTLDAAIRGTEAVVAKLKAMKQGLLHDLLTRGIDANGDLRPPHPEAPHLYKQTPLGWLPKEWDCSTLANAIASIDS
GWSPACIETPPPAGEWGVLKVSAVTRGFYDDQQSKTLPSGMKPRPTLEVQDGDVILTRANGVAELVGKTVQVQNTQEKLM
LSDKLLRLVPDKD
>MBL3565465.1 SAM-dependent DNA methyltransferase [Rhodovulum sulfidophilum]AB20
MPLTLAQLERHLFSAADILRGKMDASEFKEYIFGMLFLKRCSDVFDQARSDVIKKRMGNGVPEEQAAQDAENKVWYGKTG
AFWVPPQSRFNYLVDEAHENIGDKLNKALGGIESENVALEGVLDHIDFTRKVGQSKISDQKLRQLINHFGEIRLRNEDFE
FPDLLGAAYEYLIGEFADSAGKKGGEFYTPRSVVRMMVRLLKPTLEHDIYDPCCGSGGMLIAAKDYIDENGQDGSKANLF
GQEFAGTVWSIAKMNMLLHGMNSPDLRNEDTLGEPQHVENGELRRFDRILTNPPFSINWGSKDKDKSGNYVWEPKFPERF
FHEVPRGSKKADLMFLQHMLHVTRDGGMIATVMPHGVLFRGGDEAKIRQKIIERDQIEAVIGLGPQLFYGTGIPACVIVL
RQQKHDGANLVSGKPVDRQGKVLFINADREYFEGRAQNHLMPEHIEKIVTTFEEYREIPGFSTIVDIDTLEANDWNLNIR
RYADNAPPPEPHDVRAHLVGGIPKAEVEAKAELFASHGLNPMDLLTPRDQRYLDFAATITAKTDIKPAIETNPGLMAREA
EIWDNFNGWWTAHTHEITALAGDDSATALIALRDELQSSFSTTLESLAMLDPFTVRGIIAQFWNQSRFDFLTLMARGTKG
VADAWRTSIVTALEDKGNKENPLDHKLVSFLMGGFVTQIAELEAEKAELDAKIKAATAKPEEGKEEEDDGEPVDEKQIKA
WRKELTEVKKTLKAKKDQFTAELNKGVDGLTEDGAAELLLKILQDDMQKILSRYIAAQRGQIVAAFENWWDKYRVTLTEI
EGARAQATDKLAGFLKGLGYV
>MBL3565466.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MPKIRFILSKQPDPTLEEAAIIKRLKEFYTDLQDKRQISDGIPQDERAAHNELWRYPQNELPKALEIRIRRWAQKIHRNH
LKDVEPTRLSREDRAMLEGCRDGADVVDLRSAHHIDEIAAALHAEFPWIAEATTLVWRSLHHNLEEGMPGARFAPILLDG
PPGIGKSAWARRLAQLLETPDMIV
>MBL3565467.1 hypothetical protein JMM59_10705, partial [Rhodovulum sulfidophilum]AB20
SGRATPIAEILETLTRITGHAPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MBL3565468.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB20
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPKTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MBL3565469.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKSALICPGPGRSGTSLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYESNFDVDADDADALRFEFSPRYTTVTAPSWHK
TVVERIRNSVDNPFVIFTIREPVSRSISAYRHFLHPYSRFGKERYSAKQRCLSDPYRRTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDLFYDFVLDRTGFHVPNSRRGAEIPKFSKSKGHPRYYYSQDHDICIRNREGREAYLPA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFSAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYSDK
VFPYAEPDFDLLNDASPELKKASLSEM
>MBL3565470.1 hypothetical protein JMM59_10720 [Rhodovulum sulfidophilum]AB20
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDVVRKSLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGAGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVVADFVTIAGLPLDPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MBL3565471.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGGANFIELDKHRGFRKAPAFNAALVRQVLRAHPDM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>MBL3565472.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MTDLADTLADEMTARLKDDVLFIETNRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNSCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MBL3565473.1 hypothetical protein JMM59_10735, partial [Rhodovulum sulfidophilum]AB20
MIRRLILHIGRHKTGTSAVQRYLAGHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHQ
>MBL3565474.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB20
LFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQAAGIAS
LRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWFAGHSEGGLVALVAAEEPPEALCGLILMATPGRPV
GQLLVEQMRALPGNAPLMPEIEAMVATLEAGDRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQGG
ADMQVRPEDAGLLAAAMPQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>MBL3565475.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MBL3565476.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MMLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MBL3565477.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MBL3565478.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MBL3565479.1 HutD family protein [Rhodovulum sulfidophilum]AB20
MRHIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGWGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MBL3565480.1 urocanate hydratase, partial [Rhodovulum sulfidophilum]AB20
SMKELFPENAGLHRWLDMARERIAFQGLPARIMWIGLGDRHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETE
AMKDGSDAVSDWPLLNALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGY
EIARDCAREHGLTLPGILK
>MBL3565481.1 hypothetical protein JMM59_10775, partial [Rhodovulum sulfidophilum]AB20
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDSVQKITLSLAQL
>MBL3565482.1 hypothetical protein JMM59_10780 [Rhodovulum sulfidophilum]AB20
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MBL3565483.1 hypothetical protein JMM59_10785 [Rhodovulum sulfidophilum]AB20
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MBL3565484.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB20
MIHVTTTCPDTDTARAIARDALGQRLAACANILPGVLSLFHWQGGIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGATAWLDTETG
>MBL3565485.1 hypothetical protein JMM59_10795 [Rhodovulum sulfidophilum]AB20
MAASRVRQARSRRLRNFCPNVDLTSYIIEGGLIPKVNSVVRISFVGGLIGLVFGSTGGKIDAILQGQNRMGWNMAEVIPD
APILVLRLLSLVATPGLWTISSGDLSITEKSR
>MBL3565486.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB20
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVRELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MBL3565487.1 AsmA family protein [Rhodovulum sulfidophilum]AB20
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPTTATDEPHQGALADFTLDRGR
ISDGALVYIDHGSDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTQVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGHGRVDL
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKADEGENLED
AAKRRLGEEAAKGLKNLFGD
>MBL3565488.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB20
MVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFTRRQKAYAHAAGKRSIYTPQMVVEGA
DHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIVRYRPEQLVDIKRGENAGKSLRYANI
VEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MBL3565489.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB20
MGKRNKPSRRLGDWLTDRVARLLIGTALALPYERRVPFGGWVTRRLIAPVAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MBL3565490.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB20
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATILGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>MBL3565491.1 hypothetical protein JMM59_10825 [Rhodovulum sulfidophilum]AB20
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MBL3565492.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB20
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MBL3565493.1 hypothetical protein JMM59_10835, partial [Rhodovulum sulfidophilum]AB20
MPGLEDFEGSWRLERRIDDRLTGQVLRLRGRAVFAPDSDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVL
FEDGRFFHLISPGARAEARHDCAPDLYRVRYDFSAWPCWSSSWDVRGPRKNYAME
>MBL3565494.1 hypothetical protein JMM59_10840, partial [Rhodovulum sulfidophilum]AB20
PIAGDQDFEKILAATHGMPKGIESSLIICSSHNRQRQQQIAQFTKGASVVENADLTDLVSFARRFDFSSPNATVELLKEA
ASVLRGISATEMIARIASLKSGTNRKPATDQEMAALSFDADKTPQKAATLLSALSNQSGVSAFRGEVFRNLLKALHASSS
ADDFADMVFKAREARRFHSRALEKKSVGSTLLVKGLEADQAVIVDTHEMNAKNLYVALTRGAKRVVVCSTSQYLPAT
>MBL3565495.1 hypothetical protein JMM59_10845 [Rhodovulum sulfidophilum]AB20
MENSITFVNETARQMGLLFKFVRQMSELDFAGSLCGEFRGAQDAGWSTTITAEQVYEELSGRLAAGPIESLADMRIILLL
YSQLSEAGGVYESLKNMMGIVESAPYNLWPFRDLVRVKQDLKRVIGPNANATFRDLAIHARKIGMIGLSSALEKVFRDDV
RNGMYHSDYILWNDGLRLRRRNGGHVTRIEYTEVFELVGIGLAFFETLQMLRKSAVQSYDPPREIIGRFSANPPMPVTVA
YNSETGAFSISCISPGQVTSPEYMVQEAINRYLGGRVMVVFRMVGGAEAPIIDFLEHGIEPSEIDLDQDQLADLLKDINA
RGLWDARGAEIKSEGLLTLSPWGFRYLEDSSDLKSLVGEPEFIMEFEPPAKTKK
>MBL3565496.1 hypothetical protein JMM59_10850 [Rhodovulum sulfidophilum]AB20
MKETDREVFANAWSQYRHLEGQRQRVITLFYTFFLGFVALSGALFDSERMSGPLGYFSLVSALSAVISIYAFFSYVQISK
LQAAISAHGRIIDLVLRRSYGEDFEDHYDQPFRAQLAESVNRSPVMLVLSALHLSSVNQVSRLFIVLPISLLCAGCGISL
YLMAGYPPYAEIQQKAQLACFCAILFVCFCLWGDLFLSRQDSVPSDPPGRES
>MBL3565497.1 hypothetical protein JMM59_10860 [Rhodovulum sulfidophilum]AB20
MTAIPLTSHAIKCMKRTIANMMPEYRSAHLSEAIASGLGYRTHAALLPALDLRADNDPDYAFWSEDEFVSRLQALSGIKT
EALGVLSSDFTGFGAINTYSTGAERVDLSSSTRKRAWRNVMVAGINAGIEQRLFSIRPADCRWPGWTVENGYHTGTSFEF
SVAGIPALGWVGDIGHDELSIHVALWPTERGREIIAAANA
>MBL3565498.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD, partial [Rhodovulum sulfidophilum]AB20
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEG
>MBL3565499.1 hypothetical protein JMM59_10870 [Rhodovulum sulfidophilum]AB20
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MBL3565500.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB20
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MBL3565501.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB20
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPIQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MBL3565502.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB20
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MBL3565503.1 chorismate mutase [Rhodovulum sulfidophilum]AB20
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKRTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MBL3565504.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRTTPLVARIEAELAGHIDPSCQPKGAPLD
>MBL3565505.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MPLIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTEKASGRTVGMVG
LWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPAPEACR
>MBL3565506.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MKITIDCPEIETERLILRGPKASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAAA
>MBL3565507.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
MGGPLSRRQAWQVFAADSGQSALMGFGAWGVERREDGVAVGQVALNKPDHFPERELGWLVFDGHEGRGYATKAAEAARDH
AFGALGFDTLVSYISPENRRSVALAERLGARADATADRPDPGDLVYRHPRPEAAA
>MBL3565508.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB20
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKAP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MBL3565509.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB20
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MBL3565510.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB20
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MBL3565511.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB20
MTTAFLTHPDGLDHATPPGHAECADRLRAVSEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAADNAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MBL3565512.1 winged helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
IFDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MBL3565513.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINTSGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDD
>MBL3565514.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGVMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MBL3565515.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MBL3565516.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVTTAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MBL3565517.1 BMP family protein, partial [Rhodovulum sulfidophilum]AB20
VEQQWVSRLHKAADAASAAGEITYAFSENTTNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFK
PDPDYPNLAVFDNYIQDASYLSGIVAGAMTKTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKA
KETAFAMIENGADLLYAERFGVSDAAQEKGVLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVY
SFMKEGGCSLAPLGTFAGKVPQSAMDLIAQKEAAIKAGDFIVEINDKEPKSS
>MBL3565518.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB20
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFILIAILLPRRITGRNAARAAEAAA
>MBL3565519.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB20
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADPLT
YPVVFVLAMMGGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MBL3565520.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB20
MADLPALDIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDTPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGRLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>MBL3565521.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB20
MLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQVTVPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREVVAFVQKLRAEDLFKKPGVAETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MBL3565522.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB20
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERIDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHTARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MBL3565523.1 hypothetical protein JMM59_10995, partial [Rhodovulum sulfidophilum]AB20
TGLSVDDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPELREVLAAAEARHAEATERRAAAAH
ASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRRLGPMSGGRYRLEREA
EGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDEGFGSLDTEDGAGTLD
RVLQALGALVGHTRAVGLVSHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MBL3565524.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB20
MQTASETRHEATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPGI
AAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPGALFALGGLPIAARFRRDERPR
NGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATFRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAEPVPETIPASTPGAPSDPDAGEAPTLSPDSLIRDRRRYLTFQAGIAHAAPIEAV
VRIIEPPSAITPMMHPAPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MBL3565525.1 PAS domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB20
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCADGSLRLSVVGEPACAAPPATEKASAEVDSALASLRYDAEGHIQQ
VSAPMCTLLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAG
ALEIATDITRDRRDLDRMRARHTALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDSASHKTLMPAEFAGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPNGQ
>MBL3565526.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB20
MRHAAFEPASSLLSRLAARNGAGSAQRFCGDIAFPIDPLFRGEKVAVEQLGQLAGCDLSALERVSIRHLGKGHFRLRDEF
ASFQSFQRTRIRVCPECIRSEMPSAAEPWRVPRRLQWK
>MBL3565527.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB20
MSEIPENFLPIESIGIEDIDNLFESKRFSQHASQAIDQLITYLGDRSTRGLALTDPAGIRAAVTRLTLGGQTGDTAEHDR
KLAEIVDLYLQTGIQVYSPGYMGRQFSGPFPVTAVVDMVSAIATQPASFYEAGALPCVVERVMSEEFNRFLGFPSDRFTM
FTTSGGSLANLTALLAARGRRYPQAWGEGMGETDCCPAIAVSSDVHYSITRAAGILGIGENRLVRLPLDHARRITPAGAR
EALDAAAARGLDVFCIVANAGSTSFGAIDPLNELADMAAERGIWLHVDGSHGGSLIVSDRLRPRLAGLNRADSLTLDAHK
TMFVPAACTLLFYRDRDQATAAFRQEASYVFENTSDVYSEYNSADRNFECTKRPMIMSLWALWAMYGRTAIAEKLEALCD
MTRKAHGILSAAPDFVPLHLPETNILCFRYLPNEQLSPKALGALQTEIRSRVRARGRFFISKVDIDGVSALRLVLMNHRI
TTDHIRQMLDEVRAVALTIREEFPQSEEI
>MBL3565528.1 hypothetical protein JMM59_11020 [Rhodovulum sulfidophilum]AB20
MSTDTALRPVADTNTIAGLIAADELQPGSPAAIRGLESFLSKIRRAEQLTGRRFAEFAPDLQDALILRRLQQMIGTLQSN
PSWAARLAAAGITGAVRDFDQWQSIPLTDKTVMRDLYMGERQGLAVPLSFGGFEIVASGGTSSGQPVETVYSLRELQDTY
EFAGEFMGRYQLAPFFDEDAPKWVMTTLADYNLWSSGTMVGGVLQKIPGTNYLGIGPVTKDVFGHLMRYIGPKAFMSITA
SVAALPELGSELSDDARRSLRVALYGSGVLNARHREELKAAYPNVSILSYFAATQAEAIALQLDPASPWLATVPGLHLVE
IVGPDGRWVKDGEEGELVVTRLHAHEAPLPRLLIGDRVIRRPGVAGAGLNTMQFEYVGRSGDVIHLGDTQFSAKRVLDGL
GHGLAAIGIDLNRAAREVQFVNDRRNRRLTLLVAADEPEIINRQVGLIGAHGTYQMFGDALIRSLSLFNQGEANFHYLAK
TGYHLELRFVPPGAPEINRTAVGKTPLLCDKQQ
>MBL3565529.1 hypothetical protein JMM59_11025 [Rhodovulum sulfidophilum]AB20
MQPVNILMTVDSITALSLGTLTGNLYLTDDAWCSQGKGTEALKTACQRGQTVNWRVLAVDVQSPAVIVDIRFLDDAATLN
NSVGTSSEKAIDPDTSRYIRPFWQTWSGIIPCNLQPGLYHYHLAFQIGAGPNSVLFTTSPALQLTA
>MBL3565530.1 hypothetical protein JMM59_11030, partial [Rhodovulum sulfidophilum]AB20
MGQQLGIVAMVDIAAAIEANDLRGHLWLVDNGRWAGSTGEGTGNLASALDVTDSALAGAPILNWFQIGIGSIPITVPQTF
FLHDEDRKALAQTALSAKHRSRFSARLRNILGEEINIRKSPRKMAR
>MBL3565531.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB20
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQTHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MBL3565532.1 glutamine synthetase [Rhodovulum sulfidophilum]AB20
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MBL3565533.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MNLLFANDRRGTYPPSWYAETTPSLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MBL3565534.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB20
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVIHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGVDAR
AYGT
>MBL3565535.1 DUF4339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
GATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSGPFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELAR
LFTVAPPPPPPGV
>MBL3565536.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB20
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGCGYLSALQQ
>MBL3565537.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB20
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALTASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPTLPASLRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARALLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALERTALAEGLPDSVMEAALSLAIRAAALTVSRAGATPPWMEELT
>MBL3565538.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB20
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTETEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>MBL3565539.1 ligase-associated DNA damage response DEXH box helicase, partial [Rhodovulum sulfidophilum]AB20
MSLPAPFADWFATRGWQMHQHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPGDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGTPCEILSADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVELV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRPGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRRLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHSAFAECLSGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILY
>MBL3565540.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha, partial [Rhodovulum sulfidophilum]AB20
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHDMEDDV
>MBL3565541.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB20
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFSKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MBL3565542.1 kynureninase [Rhodovulum sulfidophilum]AB20
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPDRRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARAQAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLELASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MBL3565543.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MGRPDLPRPRRRDLSPAAPRIRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGKDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMELEL
>MBL3565544.1 cytochrome c [Rhodovulum sulfidophilum]AB20
MKRPFLIGVAGGAAVAAGLGGWLWLQSPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MBL3565545.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB20
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAE
TEAHGSFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MBL3565546.1 hypothetical protein JMM59_11110 [Rhodovulum sulfidophilum]AB20
MMLMRQIANPLVIIDEIEKSGSVMSDKGRAFSLPNALLPLLEDLTASRWTCPYFQNQFDMSFINWVFTSNSLRGLPEPLL
SRICIVSVPSPTQEQINELVLREAEKRQLSPLITAAITTALAEAFEAGHQINIRTVKRMLELGSDQQGRPMLH
>MBL3565547.1 hypothetical protein JMM59_11115 [Rhodovulum sulfidophilum]AB20
MSADQTIDHDSWNYSPAKLPRQSKIKLGRIHGVLPFTGVRNPGFRSSSSHRVWMTYRTIANDFQPKSGIAESAAEAAVAH
ELLLSPLLYDLQFQPLTVYLRPGDRKGPSYTHDLLATFVDGRRVLVFVRNSDSLEKPKTWREIETIQAVTPSSAADSMII
VDAGRYSRQRRENLFRLHEAVQTPDPEIDDVVLWTARSHCSLWLMRDLFPLLDLPQKTVFKSCYRLIARGALTANLDHVI
AEWSRVEVAS
>MBL3565548.1 hypothetical protein JMM59_11120 [Rhodovulum sulfidophilum]AB20
MTIAPRYNFEAGTEIVVQGRDLLLRKVGSKGYELADPMGGQMSILGFSSFVELMKSGAVTIAPSQLLPEGSAKLRLGGLS
VAAQLSDEQQIYGRFHYAVCRAIDELHRHRTIVEGNEDFRISIGALDAPENRKFLRPFVEAFFGERVHLSAATLKGGRQK
SWFLYKGRTLKKYYRIYQGLQDGDDVIAGLATLDHLKGNEKPRLPLRLKELMTAAWEEIGLDLKGPSVANVHGYLAALIN
RENGQRALNDLPALPVPSHQSVLRHRKELLTPTEYMVATKGERHARNKRGRGSSDVRALMIGEFCEMDECRASLITSAKA
KGYWHTLSEDMKKAMEWADEEIRSRLSILVMIDVATRMPLAWVVSDQPKAEATMQLLRMATRDKTRERRIYGCEGEAMPA
MGLGMVRNDNGTGLRNAEVKSALMGIASANTDVRTHASADKPYVERMFGTTESVLFKLLHGYTGRKAGELPGYDAKKSGV
LDIDLLYEILTKFFIDEYPSLKHMGVGMSGRRPAEVYQELNETRETFRLLDEDLRRIHLGWPFKVQPNDEGVRVLEGLFY
SSDEFQTAREHHQGKVTVYIDPDDLSFATAVLPRDPDPYRLALQTTVFADLTVSEFLELMTQYRRENPELTTLYEDRIAK
VRLERHEQLKKIGVERRLPRSYVNVGEARKMAKSLFASSRLVTTHVPVDTVAPGTLATAISGPGILPLGGASLIDHAPVE
TTSTPALPARTSKPKAEKPSSEPPVRLGRPAQKGELS
>MBL3565549.1 ATP-binding protein [Rhodovulum sulfidophilum]AB20
MGFIDQNRVNASLALQRGHYTFPRAAKLREAFENCLHDYYVKASIGGHFEVRGMLVTGESRVGKTSETVRLIEEFNASMT
KMPNGKVGKIIYCKLDGSISWKDLGHKTLEALGYPANPRRTQGELWNMVRHQCREQGVIGLYYDECQHAFTSGKTSNEKL
LDRFKALMKEPEWPLMLILSGVPVLASHVNSEEQIAHLLSHIHFDEIHLGRFADPTRDPDMIELNKLVYTYAERVDIDVD
DLVDVDFLQRLDFACASRWGLVIELLIRAFGLCRLHGRKTATIDTFSKAYAHNSRLPQGLCPFTAPDYRDMIDGDKLMEM
MLDE
>MBL3565550.1 HD domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MIKDPIHGAIEFEGDFENSLKGMLSDKFFQRLRRVKQLGFSDFVFPSATHSRFAHSLGVYAVAKRMLRVVEPEVRNGDWS
NDGRACLAAALLHDVGHGMFSHAFENAAKSYHASRDEGSSEGLKDAANHEKVTSRILTSSSIQEKLVEIGGTE
>MBL3565551.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB20
MSKLPMTPIRTGGKPARVSEHRLEIDGLAFDVHRSDRRKTMQITVERSGDLSIVAPSTVPADQLVSFVEDKLVWVHTKVE
EKARLQQRAPMKEFVEGEGFLYLGRSHRLRLVDNQLVDLSLKNGRFCLRRSSIHRGRDIFVSWYTQRAQRWFEKQVAEFS
NRMGANVREVKVQDLGFRWGSFGSDGRVSFHWKAILLPPRIAQYVVIHELAHAHHPDHSASFWVKVEQHLPDWRWRKTWL
AENGIQVEGL
>MBL3565552.1 type I restriction endonuclease subunit R [Rhodovulum sulfidophilum]AB20
MGHEYDDVEKPFIDQCVAMGWTAQTGSKDDPTLTGRISFKEVISEATLRERLRAINPGPDGQPWLDEARLSEAVSALTRH
GHRGLMEANQAVTELLLKGLTVEGLPGWDGGRGQTIRYIAWDDGAANSFTVANQFRVDCPPGHDVGKGFIIPDVVMLVNG
IPLVVVEAKSPGIPEPLAEAVKQLRRYHNARKAALEVEENEGTPALFASVQLLIATSFDQARVGCIGAGLEHYGQWKTVV
GPDGKGSEDDAIEALGKKGLSEQERLVAGMLRPAHLLDILRHYLLFMNVGGQTIKTVCRYQQYRAVNRALERLRSGKTRL
QDGEYDRRGGIVWHTQGSGKSLTMVFMIRKMRTDLALRKFKVIMVTDRKDLQRQLSETATLSGDVVEMATSNGSLKRLAS
RKGPGLIFATIQKYRTDEDVAEVTKGPTFEVLNEDETIVVVVDEAHRTQAGDLHANLMAALPNCARIGFTGTPIIMGEKK
RTTQIFGEFIDKYTIREAEADGATVPVLYEGRTAEGAVKDGATLDGLFEDMFRGRTDEELEAIRKKYATKGNILEAPALI
AEKARDMLRHYVTNLLPNGYKAQVVAYSRTAVVRYNAAFLIARDKLMAEAAALSDHDKAMDDEVLCTKPAAFQALVQAWR
YRDILEKIEFAAIMSGGNHDDATWKQWTDGSAQETRIKRFKKPLFHKNATKSDPLAFLIVKSMLLTGFDAPIEGVMYLDR
SIREAELLQAIARVNRTGFGKTCGIVVDYFGVAHHLQAALAAYSDEDIDGALISLNDQIPVLQDRHIRVIDIFRRAGLDD
LSNDEDCLQVLSTEKARAEFTVKLKDFLKSLEIILPRPEGLPFVQNAKRLAYLQARARNRYRDMPVIGADVGAKVRKLID
DHVISLGIDPKIPPVQLTDAEFDNQVGQAAGGRAKASEMEHAIRSHIRKNLETDPVRFRKMSERLNDILKGFGEQWDQII
EQLQAIIDELRGEASDRDETTLDIPEVYLPFLRTVLVASSAEQTTSADQLRALHEVTRIVVDRIIEEIGANRSLWNSYKM
ADQENLRSEIFEIIFDAQIQGFGVDEAEALADQLMQQAKVNDDKLRAA
>MBL3565553.1 restriction endonuclease subunit S, partial [Rhodovulum sulfidophilum]AB20
LMLSDKLLRLVPDKRKMTNDFLAMLMTSVTIVRQIEKSMSGSSGQKNISQSQIKSFTCFIPPVDEQEEIAARVAAFEARV
SAEEKQLDKLRLQKFGLMDDMLTGRKPVTALL
>MBL3565554.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
PKMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGF
AMVVPTMMVRMLDRLEATGAHLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVG
RGFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINT
GGVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRD
GFGKIRRKALRAELEPAGDQVDPGSTPSSD
>MBL3565555.1 hypothetical protein JMM59_11160 [Rhodovulum sulfidophilum]AB20
MNNPHQNAHLTVYGREQIVIRVPAGQSAAEVAQAFGVFVRVRKWLPRWLVWFNRSRP
>MBL3565556.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB20
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGDDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAATDRMQARFEQLIDCWQAARQAKAA
>MBL3565557.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MBL3565558.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB20
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGL
>MBL3565559.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB20
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPASAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVVLTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGTIFLLLIL
RRPA
>MBL3565560.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MMRMFLKLLGDDVTIFRRYAAMALASGALNTITIALTVPVLLRLLQGDVAAALPWLAALLTGALACLILRRQVEQAGIKV
GLAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLPPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGQVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLVRLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MBL3565561.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MQLRLAAALAGAGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVVGLSLLTLAEYLAHLADNSLTDTLR
NRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAAAFLALVDWRMAIVSLAPFPLYYLI
FGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHRFLDAFLRFTKPLVAPLATANALIT
PVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAAADRIDAVLNTPTLPVAAPGEGVTP
DGNRLCFEAVSYAYEDGTETLSDIDLTLEPGTMTAIVGASGAGKSTIARLALRFFDPTEGRITLGGADLRDIAPAELYRR
VGFVLQDVQLIHASLHDNIALGRPDATREEVSAAARAAQIHNRILALPHGYDSILGRDAMLSGGEAQRVSIARALLLDPP
LLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETIVGADRIVVLQDGRIAETGTHEALLARNGRYATLWAQSG
SQLPAPTQDPEIAR
>MBL3565562.1 sugar ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
PVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALGIGFVHQEIALCPDVS
VAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARILILDEPTSALTETET
EKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREISHLYPDKATAPPGRP
LLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFSAALERGMVYVSEDRK
GEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQKVALARMLSVNPKVVF
LDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSEEMTEEAIIHLASGLHIQG
DAA
>MBL3565563.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MBL3565564.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB20
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MBL3565565.1 glycerol-3-phosphate dehydrogenase/oxidase, partial [Rhodovulum sulfidophilum]AB20
MSRAARLDAMDGAAPKVLVIGGGINGASVYRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADDV
MARLGLTRRTGTGDLPIGGGAGYPADPDAWCAEQAAVSGLSQARVATLLARYGTLAGALAQSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADL
>MBL3565566.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB20
MRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGGRPVERVILTHHHPDHVGLAGWFQAEAGAELW
TSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVSPMPLGFRALAEGDRIRAGGRDWDVRL
GDGHAPDHVTLWSRDDGLVIGGDQLLSSIS
>MBL3565567.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB20
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTQEMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIHRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MBL3565568.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB20
MSAELLRPDTGGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAETFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDDAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRGRE
>MBL3565569.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB20
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MBL3565570.1 hypothetical protein JMM59_11235, partial [Rhodovulum sulfidophilum]AB20
MARHLFASRAAALMLAAFAATTTATAPTPVAAGTAARQEGVLQAEILPGWQTARGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSSNLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTL
V
>MBL3565571.1 aminopeptidase N C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
RTAIARHLEPLWPGLYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGA
EEALDRFARRWGDDRLVMDKWFGLQASLAAPERAVAATRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLL
ADWLIRLDAVNPQTAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MBL3565572.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB20
MKERIDPLIEERAPWLFADHPWSAPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MBL3565573.1 hypothetical protein JMM59_11250 [Rhodovulum sulfidophilum]AB20
MLRRLLRGLGGGARAKGARAAPLPDDTPFGEDLAGRVVAFLETTSAVWGEAAIVRTHRDYTGHGLFHDRAAGRFFLSRSL
DGWPCAPEYLCFADAAGFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDDLRRHGNDGASGRQGS
>MBL3565574.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIDRGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MBL3565575.1 ParA family protein [Rhodovulum sulfidophilum]AB20
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAAKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>MBL3565576.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPDLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MBL3565577.1 hypothetical protein JMM59_11270, partial [Rhodovulum sulfidophilum]AB20
MGNPQHLDWLLEGVEAWNARRELDAFIPDLSGMDIRGAFEKAGKLEEGRIPLLRAKLGGANLVRADLGGGETSGGR
>MBL3565578.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB20
STGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRR
AGRFPPAPEGLGASRYSFTLPLRFEWKG
>MBL3565579.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB20
MTPEKLAYMANQIAIAFARLPGEEAEAAIAEHIDQFWDPRMRARLLVLAETPDTDLSDRVRGAAALIRRPATA
>MBL3565580.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB20
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MBL3565581.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB20
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIELGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRRIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MBL3565582.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
FTNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMAGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVLM
SGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQDA
AACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>MBL3565583.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRLPLILAAALAVATPAMAQQYDFTPDATLACMKKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKARGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MBL3565584.1 OmpW family protein [Rhodovulum sulfidophilum]AB20
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHLGVDYAVTD
HSAIRTDVRWIDLDTKVKSDSLGDLGTAHIDPLVFGVSYIWKF
>MBL3565585.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB20
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRMPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEEEAAFKHPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MBL3565586.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGQPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRAMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRD
>MBL3565587.1 beta-mannosidase [Rhodovulum sulfidophilum]AB20
MRPDPAIAAPRLVAPRLAALGLAALSLATAASAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ATYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MBL3565588.1 hypothetical protein JMM59_11325 [Rhodovulum sulfidophilum]AB20
MLLGVAVSGLAGAASAEGVRSEQAIAGASAMRWLAPEPKSKPSRSSKSGRKAAALVLDRRQGRGSHICSASGFGQRPRCV
AR
>MBL3565589.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB20
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRHY
FSRHPERLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLGWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALGDAGPFLFCPLQVPNDSQITMFAGWVQSVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSAAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETPDGVRIDAAALARILAAARS
>MBL3565590.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB20
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MBL3565591.1 DUF4140 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETSPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLSQGGSAAAMGVEDLQALARMIG
V
>MBL3565592.1 hypothetical protein JMM59_11345 [Rhodovulum sulfidophilum]AB20
MEGPPERLFHESSAAPNFECVLIDSTICKAHADTTGERGAKPAPGAMAAYVRSFAPEAVNASQRILPDRIGIFEIAAEPT
GREAQRTARLFNRLERTLSGLECHSDDLRAGRAVALEEARFAEGQGFKGFSRQVTTRSKAP
>MBL3565593.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB20
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWPDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MBL3565594.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB20
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MBL3565595.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB20
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPLFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MBL3565596.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB20
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>MBL3565597.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPASVADAAAAIAAAKAAFRDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICEFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>MBL3565598.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB20
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MBL3565599.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRASLPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLT
RDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLTDGGWTDILLLKLGMA
MVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTA
PLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAACALVMKLDRVPAIHV
AALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGL
FRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQATVSAYNDVFALISALA
LCALAALLGHIARDWLRARMARRVPADG
>MBL3565600.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPDELDRALATIRKIQANLAAMDR
>MBL3565601.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB20
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAGRAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLA
>MBL3565602.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB20
MARKDLLKGLMDPGKPAPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRVVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MBL3565603.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB20
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MBL3565604.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MDGQALGPLQDTSRQDTSPQDAPPARRKRVSPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGQLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELKQRADLPVAAPEGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDADDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWHNYEKAQTW
>MBL3565605.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEEMEAELGDGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRHGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRARRLADSLDIEIGLMLPDGGRSVTEAGDQGLLLAETAARSPLRKEIRKLALS
LHDVGTAAAAAAQ
>MBL3565606.1 OmpA family protein [Rhodovulum sulfidophilum]AB20
MRARLVLLTLGTALALTGCSPQQREAFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRAAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLAGRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPRPALIPEPLQAEE
>MBL3565607.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB20
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGSNLGNIFDGDPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MBL3565608.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB20
MRLIFGLVLLVGVGLAGCAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVVAKAFEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MBL3565609.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MQTDDLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLDPEGLLERPLLSHRVTPQDWFDWPDWFAAAGLAGRPKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVDRPNEISVFRGTRRSNYTAVDRLIAWLRSELS
>MBL3565610.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MICFRSSSRQAPGLFPGVGAISAAVLMLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGAASGVTRWV
WARSLCLALMWGCYYAGLPGLSFSIAAACYYTAPIWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGFDALSPVIA
LPLLAGFLYALAAVVTQGRCRDVPPISMALNLNLVLVLAGAAHLAVLLWLGAGDEAGFLMSVWPGLGMRGWAFLIGLGVA
LAVITALVAFAYQRAPVPIIGLFDNGYLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRPTGGEEDARAPRAQPR
RV
>MBL3565611.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNLHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLEECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYWIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
TPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLKLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRVG
>MBL3565612.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKS
>MBL3565613.1 cytochrome c [Rhodovulum sulfidophilum]AB20
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDNYRAKH
>MBL3565614.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB20
ILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLPWFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDR
QMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLALWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLY
VSGMMISAFAIRSLGGA
>MBL3565615.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB20
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MBL3565616.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB20
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MBL3565617.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB20
MSEMIPAWVNGELTPVEKLEAHQKGIRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRDTEGVYTPWLRI
YLEKHSAAIFGALASA
>MBL3565618.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKG
>MBL3565619.1 DUF1365 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
LRRPFGSRRVLVLIHWHALVLFLKGAKYRARPEPPAEELS
>MBL3565620.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTLTEAPFAAFALGFGLLAAVAAVAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFETGEAASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>MBL3565621.1 DUF3833 family protein [Rhodovulum sulfidophilum]AB20
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MBL3565622.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPM
TAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRGTG
VKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYFPLFGRKS
>MBL3565623.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB20
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MBL3565624.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHYWAMVA
AQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWLHDIGD
EGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAWVGDFI
FSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMDFAKGTGERFGMP
RYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVL
IYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRS
>MBL3565625.1 hypothetical protein JMM59_11510, partial [Rhodovulum sulfidophilum]AB20
MITMVDLLGVMAVGASADPDDSTRSHADGTRAGDGPAPDRATDDLMAVLDLHAALAEAGPAIDGMSRADELLFSWLSGGP
D
>MBL3565626.1 hypothetical protein JMM59_11515 [Rhodovulum sulfidophilum]AB20
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MBL3565627.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB20
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MBL3565628.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MBL3565629.1 phosphotransferase [Rhodovulum sulfidophilum]AB20
MTEAETLSLAEEAIAHWEGCTAPRLLSHRENAVFAIALSDGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLEDGRVASVLSWIAGTPLASGARPLDGDAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIEGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFAREKLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MBL3565630.1 aspartate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB20
GLFFGAEFVDETGAPATEFAIRLVEELRAEGILTGRIGRAMNTLKFRPPMPFSREHADLALDSLDRVLARTEVPR
>MBL3565631.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein, partial [Rhodovulum sulfidophilum]AB20
RFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFLAPLPLVPRAFFSDPAGLALSLTAFCLLMLAAWLTREGLRA
EDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRVARA
VEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSRDAS
ARKDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MBL3565632.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB20
MTSDSSRHMAAQDIAEVEKVTATALPELAQDLVALDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLIATIQESLTIADEGKARRAQAEEDLDKMEAELRDTLASAKSRAPGAGAATGV
>MBL3565633.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPSEARPIVEDIVAELMAGES
>MBL3565634.1 hypothetical protein JMM59_11555 [Rhodovulum sulfidophilum]AB20
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVAGASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MBL3565635.1 SPFH domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGM
>MBL3565636.1 nucleoside-diphosphate kinase, partial [Rhodovulum sulfidophilum]AB20
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYP
>MBL3565637.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB20
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGII
>MBL3565638.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB20
MEVSYAPVNPSDLIPISGAYAHRISLPAVAGYEGVGRVVEAPEALSHMVGRRVLPLRGEGTWQTYVDCPAHHAVEVPDTI
PDIVAARAYINPMAAATMLRLWPVRCKVVLLSGAGSSCSEHLGRLAIAHGATRVMGIYRSESRKDRLRQVGIEPISIHDL
GTISEASTLADIAFDSVGGDIGTHVLGQMRRETNFVAYGLLTGKPVLTGSALRASYHRFHMRDHFAVLAGQGMQAAFSEI
WPVLAEAPPSEPRVFPAQQWQQALAEAERPGGQKPILDLSTLN
>MBL3565639.1 YbgC/FadM family acyl-CoA thioesterase, partial [Rhodovulum sulfidophilum]AB20
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFE
>MBL3565640.1 hypothetical protein JMM59_11585 [Rhodovulum sulfidophilum]AB20
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLVRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSQMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MBL3565641.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB20
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MBL3565642.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB20
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTRALIRAALKLLAPRAD
>MBL3565643.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB20
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIEHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MBL3565644.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MBL3565645.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGVGSALMAEAIRRLRSTCKGAALVGDPGYYARFGFRSYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MBL3565646.1 hypothetical protein JMM59_11615 [Rhodovulum sulfidophilum]AB20
MLHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRAQLDNQGA
>MBL3565647.1 DUF4139 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
IGVETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPAEGSTEGKVTVGYTVNT
ARWMPVYDIRLDRAESRVMIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPLLRRISDPAEEAEAPVVRGDMMR
LAPARGAFAAAPPVRSRATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDE
IVLPSAQAMFYLDGRFVGQQPLELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVRIAVENLTDETW
PLRLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELDPGATREVALSHRMVWPEGKVLD
>MBL3565648.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB20
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MBL3565649.1 hypothetical protein JMM59_11630 [Rhodovulum sulfidophilum]AB20
MTLLREAAGQRCGDRRVRKVSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGD
CIDLTGQIRALGDAMGMISLSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MBL3565650.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB20
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAAYRFDRYRAQSGAPRASFKAPAGVDAARLEAMAAGEVLTRDLINIPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MBL3565651.1 C40 family peptidase, partial [Rhodovulum sulfidophilum]AB20
MSRPPDRDRRETPANDRVAAARLRGVIEAPRYAEPECWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAADGPAATHRVAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLIQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAH
>MBL3565652.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB20
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MBL3565653.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB20
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MBL3565654.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB20
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MBL3565655.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB20
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMIESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MBL3565656.1 CsbD family protein [Rhodovulum sulfidophilum]AB20
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MBL3565657.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB20
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGILAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQTDEPPLPAPKPAETA
>MBL3565658.1 phospholipase [Rhodovulum sulfidophilum]AB20
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARQTISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNSRS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGSQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRQLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVNPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MBL3565659.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MBL3565660.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB20
MKRILATTALATLVAMPVLAQSQGAATAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MBL3565661.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB20
MSDVKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MBL3565662.1 phasin family protein [Rhodovulum sulfidophilum]AB20
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MBL3565663.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB20
MSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNP
LWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLE
NLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQYSPATETVHATPIMIFPPWINKFYILDLTPQKS
LIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKVNAVGYCIAGTTLALTLALLQKRGDSSI
RSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYW
NGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQ
SGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRWDSWLKRRSGRQVPAREPGADGRPLLGDAPGTY
VMGKKAT
>MBL3565664.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB20
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MBL3565665.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB20
MPDLLIELFSEEIPARMQAGARQALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAAAKAGMEDWREALTHVTFHSALGSQADQIGRMAVLAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPTEVAEACALHYKPLGPSDEVPTAPVSVVVALADKIDRLTGFWAIDEKPTGSKDPFALRR
AALGVIRLIVSNGVRLQLDGFLDWRLSHFMDVTKVFPSYGAEEAAAALRKFQTDKPWVSRHLSELADEIEGQNKEHDRLR
ADYLRDFGGKSSDLLSFFHDRLKVHLRAEGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTADGENLVQGFKRANNI
LSQAEEKDGVEYSFGADRKFADDPAEQALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIR
RNRLNLLHRIRATCGSVADLTRIDG
>MBL3565666.1 pyruvate, phosphate dikinase, partial [Rhodovulum sulfidophilum]AB20
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALMAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGHALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSY
>MBL3565667.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB20
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHID
>MBL3565668.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB20
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MBL3565669.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB20
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLNLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MBL3565670.1 hypothetical protein JMM59_11735 [Rhodovulum sulfidophilum]AB20
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSSREDGRKDRDKSSK
ACLECGYSGGDWKLKYDPYSDPNNPYSDPNKISSEPNKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYEDGSAGAPDIA
PVPLPAGGLLLISGLGAALLLRKRGRKAA
>MBL3565671.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB20
MAVGVFDSGLGGLTVLDAVARRLPDVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVSRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGA
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MBL3565672.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB20
RVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFEDPFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKA
RAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMEQGFRLLATLRRLRGTPFDPFGWQVERRRERAAIRRYEADMEE
VLARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDKRAALLAEIRAGGAALDTAAE
>MBL3565673.1 transposase, partial [Rhodovulum sulfidophilum]AB20
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYNE
>MBL3565674.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB20
MLHDNNTPFAAIGFEQWKPDGTRMAVVAARARFEMRDGQIFYSGQQELVLADEFEGDPHRTPMLRASDLIPFKPAADITV
LGRIQAPEPASELRAGLRVVGKAEAHLRACGLSDWYYDQGWRRSSHEPVQDVPLDWRLASGGRIVGEPDGAVDPRNPIGA
GMIHPDYTSEKLRITAPQIYSEDCPISTDPTQASAPQGFGPVAPWWQGRQAYAGTYDKAWEEAQHPLLPKDFDYRFYQLA
PEALQVEGYLHPGDHLQAYGLLPEGAALDLVLPDLAPFAKFTFADGREVMAKLHLDGLHLDMRDGVRFDLTWRCWALICP
QFWRIDLELGTLAEVADMVLPTAALEGLRVAG
>MBL3565675.1 hypothetical protein JMM59_11760 [Rhodovulum sulfidophilum]AB20
MELNFSAAALQSTDHFALAAVELEYDAPFSAVLVHRPALSQPWERIDIERTIVALTFSGADLMALSDEGDIYRIGSSIER
SKIEGAGVSSSDADGRGRCTVMCTSGNKLWVAGENGQLYANVDGISEWAKIALNSKFQAVALLADGDGGVFLVGDDVIEA
ISPAEVDYTNPQAILDALRVDRDTRQQAGPTAHLYHISADLVVSELSIPDCSNVRGLASYGSGEVGITGVDGLFLKGKPR
AGLFRENLGLKGQTLLCSAAAAQGIVIGTDSHWYVFDGATVEPLRLGIAKHTARLPLSVYESAGSTVLFDCKMNPLVLAQ
GIWSDIEVPSALRKREFDMQDFLQDR
>MBL3565676.1 hypothetical protein JMM59_11765 [Rhodovulum sulfidophilum]AB20
MTLTAGIPYPTAGEVAAELATAAANRIARLPSIGSVLRANPIVLALGLALTPTTMGDGTLPNPVDTLSPSQMAWANTVTE
RLGLPSGWLAQNLAMKQHAANMAGGGTLTEDDYDQVAEDTYKQAQAAGQLNIAQSAVTTGGVRVTSRERERPANCIVGPY
QDILDICAGEAHHIVPDMAYRLGARPTGAATASPEGRIPGAPTLKEGMSICLTPAQHGSGPTGIHGRLRPKLNALGAASP
VPGTAPMGAITIASLSEINAIPDISPECKEYAAVRTVEQVTNGPGLAAPGRTREAPLPSADAKRVLAAGSY
>MBL3565677.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAIPKEGSRDTSEGLIVSCTPDVCRTPVGSSLVPIPYTITAVQGDDANTAATVRMTGLRAHNTGSMTTCCTGDEPGTGTG
VKSGTVGAICEPKGHSGSVRIEGKWAVRHTDEWWMNKRNTVGKLTYVKSTEAWGPTPAVFTFNDRESKVVSVPDWEIFVP
GGDGVDPP
>MBL3565678.1 hypothetical protein JMM59_11775 [Rhodovulum sulfidophilum]AB20
MGSKAVTAFAASFAAAGAAIEAAAGSARARFDAAGNHRAVGGAEQAARTDSIASLLSDVMPMGGVMMTMVEKFRSDTIGL
ARTEQIGAYKNTSVGHTMTVNVGQEFLINCGKSKFVMDAEGNVTIIGTKFNFTASGHVQINGKVIDLN
>MBL3565679.1 aspartate kinase [Rhodovulum sulfidophilum]AB20
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>MBL3565680.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MRRFVPLAVTLGLLAGPAVASDPADWPALLSQAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNASARAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARFGMA
P
>MBL3565681.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIRLSIGTGLAATLIALATVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQR
>MBL3565682.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALTLVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGL
>MBL3565683.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MBL3565684.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MAGAELSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRQVLLRTDKSPARPGRIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPTLRTRLRLMDNSRIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>MBL3565685.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTKIQKAMAAATALALTAGHALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLAVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MBL3565686.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB20
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALDVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLIRALAAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWEPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MBL3565687.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB20
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRTAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MBL3565688.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB20
MPPPRRWRPGANISTVSTQAACEDPLTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLL
MLAASKGTAIEVSTHGPEALKLADALERLVATRFGEDM
>MBL3565689.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB20
MHDRPAAEPPHDARELSYARTFPDPFRAQTIRAIEILTGKLTLLRLLRDFEARGVPQGQAFWRQALDVMGIRVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMEHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPAVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MBL3565690.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB20
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EETYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MBL3565691.1 hypothetical protein JMM59_11840 [Rhodovulum sulfidophilum]AB20
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MBL3565692.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB20
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFGLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MBL3565693.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVRTVLAQIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPRQGARQGEGA
ALQIVLAGLPDLEPHLEQSHPSLLGLSRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWNDSGDALCLLECPAPSLPRAPQTAPPGARPRPVAQPPSPDAAAVPSIPP
SPISEPLSASSSVSASVSVSGAVSAPGPSPAPPPRPRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATAP
RLAGAGAVPESRRAARLSDRPQAAGTVPGAGSAETDSTETGAAAERLARTRTRIEAAETRLADTLSELDRLAARLRDATE
ETGAAEARRDAARDAAHRAEADFAQLQDRIAEAELRLDALDRRLAEGGADRLTGLQATAAAPTSKPRPDPAPAPVPAASP
LELGAAPPDPRVAQRQYRQALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQ
VRLEDLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPEARFATALTAARLALPARPSLLWWRIRAG
RSAPTDWQRIDPR
>MBL3565694.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB20
MSLFSRPFSGLQAGLLVIFTAIAGLVTAVPVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPGGTYP
FQSGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>MBL3565695.1 hypothetical protein JMM59_11860, partial [Rhodovulum sulfidophilum]AB20
GLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>MBL3565696.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAPGDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAAR
FPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHAAAMAGDLTGATVLVTGAGVIGQMCATAARAAGATRIL
MSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFEASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAK
LLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLDRPEEAFARALDKTAALKVMVHFP
>MBL3565697.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MTSALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLYDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPGAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAALFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGGSAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MBL3565698.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>MBL3565699.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MBL3565700.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB20
MLKPFIRTLATAALTICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNE
>MBL3565701.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRLRHPFRWRNGILTVLATFGLALGAPEA
AFAAATDAPQILNVSYDPTREFYRDYNELFQVWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MBL3565702.1 hypothetical protein JMM59_11895 [Rhodovulum sulfidophilum]AB20
MSAFSVVILENPSPAAAVDRGPMAEVGMGASFNTTNMVDILLNFGILIADSPVMGEAGSWEAA
>MBL3565703.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFLEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLARMLA
>MBL3565704.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]AB20
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQKISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MBL3565705.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB20
MMDEPAAFDPMPGRVDRLAPGVRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSGAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMG
NHLCLAWSGLGPDGAVLFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRR
>MBL3565706.1 type VI secretion system baseplate subunit TssK, partial [Rhodovulum sulfidophilum]AB20
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVA
>MBL3565707.1 hypothetical protein JMM59_11920, partial [Rhodovulum sulfidophilum]AB20
IASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSRVGSGGVLV
SEGGRFGDDLTIEGDTGSGAGTLRLSGTTMVAGDVTNDGSIETAGGKDTALNLTDGGGFTNNGSITAEDGSLTVAADTIT
ISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENDGILELGTGLSFTGVGEVSNSGTV
AIGANGRLQAERIGNSGTLTLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTLASDSDQSGDE
PIRNAGRIVTTDDGDDTITLGGSNPNLLENLASGSIEIGDSDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTN
DGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGALTVTAGSLTGLSVSG
GSASLEGGSLSGDLDVSGGAADVDVAVDGTADVTGGRLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTIT
GDVAVTGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAG
GKFDLRSGTVTMAEDTDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGARAEIDGTVAGAVEND
GEIALGGTIDGTLGNDGTVTVAAGDTAGITGAIAGLGSYRVAGRLDFGGSFDLDREGETEGSLALGENATVSGDLVTSYG
TVTLADGSRLEADLVSSGRLTASGSATVAGDLTLSDGAVLSLSDGTAGDLLDVTGDARLNGTIEMDIDLTDGAQSADAID
IDGVASGNVLLAFNDLTARDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAGGDGWGLISGANPALGGLSS
GLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDG
GEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNHTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLEN
KAAAGAYGERLGVDDQSYDSTGHTVSGTVGYAFPLGEDSGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPIN
NEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRIL
GKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>MBL3565708.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MBL3565709.1 hypothetical protein JMM59_11930 [Rhodovulum sulfidophilum]AB20
MTRISLPLLAACLALGLSGAAVAQSAGASLTGATPTGPDPSRLMAGQTGSGACLAGSARHESHRGAWHRGDDHHGRGGRY
RDDDWRQDRSRDRSAACSRDCDRRNGGGQALRAPAPGTAPANGFFDNGTAPRARSN
>MBL3565710.1 hypothetical protein JMM59_11935 [Rhodovulum sulfidophilum]AB20
MAQAVGVSVRGREWLARFRERGPAALQNRSSAPRRVSARLPQRSLVLIAWLRRRPQLTGVAIARKPGLPLSTVARWLTRA
GGGRLAALDPAARAALPARPARRIHPSRHQEARAFRAARPSRHHQLKPDGRRHRATGTCKGCRNRGTG
>MBL3565711.1 DUF2271 domain-containing protein [Rhodovulum sulfidophilum]AB20
MVPYPVHQGRTRTAAPTARVASARRCDGWPSATSARGPKAKYYKSLSDWCAATGGDSAEVEGIPGASVGAGRTLIVSLDL
AEALFDAGYELHNDAAVEDLRDSPSEIVLPLGTEGLSRPVAGGCITSFTCEM
>MBL3565712.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTAQLAAAGFAVTDPARSLTEIARASGKSPMALAR
VLIDRPR
>MBL3565713.1 hypothetical protein JMM59_11950, partial [Rhodovulum sulfidophilum]AB20
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPVTDATEAADAPA
AEEAAAEEP
>MBL3565714.1 disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAHFLRRERFSELIHAGSKKIS
RMPP
>MBL3565715.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB20
MRGMSPFSACCAILIPVMANTLRFLNLALAVFSGAALIAGQGIADSGRAEDLLEELQRPDLPNWQRVEDALWGEWSKSGS
AAMDLLLRRGRDAIEAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTL
LEETGQDAAALGAYRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>MBL3565716.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MBL3565717.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB20
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRPLGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHVLAHSMGGAIALRALNEGLDVASAVFSAPMWGIRLGPVA
APLVWTLSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYEKLRRQVTQHPDLGIAGPTVTWLREALSEAARLARLP
APPVPALTFLGGRERIVSTAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MBL3565718.1 DUF1150 family protein [Rhodovulum sulfidophilum]AB20
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MBL3565719.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB20
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MBL3565720.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB20
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MBL3565721.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB20
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MBL3565722.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIID
>MBL3565723.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB20
MSGDRSTYITMGGRAFIGYNGGTTGVIYVEDGGTYEANSVTQLGRGEDSTGRIDVDRGTLKVGADGELQLAYAVDSTGKV
TLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETDDSNATFTVDGEGSTYISNGEFDLGYASGATGKLV
VGNRAEATFNDDLHVGLMGNGAIEVNTGGKVTANTDVHIGGTEGERKGGKGSLIIDGAGSSFTVNDNGLFIGFSTPGTES
NPSGSVTVSDGGTLTLKAEATEPAGNVKLIPEPRESTGDLTLGYGEGTYGVLAVRDNGSRVAVGGDLYAGYSGIGDIKVS
DGASLAVDGTAYLGHGEGSSGVMTVADADVTLNGKTYIGYGGQGKMSIEGGGKVTAQDDVSLGHDTGSATETGTIMVNGI
GSELDMSDSLLTVGYDSAGDATDGLNGGTVTILGGASATVGELSVGHEAGGGGTVGVASSGQDGKNDTVASRLTVRDEAT
VGRGGKGVLIAQLGASVDIGGGLAIGVNDGSNGTMRVSRGATVSVGTEDGKGSYDGTISVAQNSGSTGTLIIGGDRIADG
EYERSEAGRVNAGTLAFGNGNGSLVFSIIDTDYTFGLNVTGGGAIEAYNGTVSLTGDYSQYDGDTNIHGGTLSVDTGTFT
HSTITVMDGATLAGSGTVSDVTLQDGSTVAPGGKGISTLTVSGADLSFADGASYAVTVSSDGSSDLLAVKSTEEDEAPGI
AANKIGGAGGTVTLGGSSSLSVSRLASGTAGDFKVNTWYTILTADQGITGEFSEVSDDFAYLDTSVDYDDDTKVLLALTR
NNTDFEDVVGSSNTNARNAARAVGSMDEDNPLYKKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQ
LTPGAGAAPAAVTRNAIYYGAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFG
MVDTDARDGSADSDADSYQLGVYTAKSFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYRTWA
GSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAEST
MRFASGSDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MBL3565724.1 LptF/LptG family permease, partial [Rhodovulum sulfidophilum]AB20
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFI
>MBL3565725.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB20
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGRAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIAIGLGLIWLSAMRHRRRRPRQERPA
>MBL3565726.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB20
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARQAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MBL3565727.1 VOC family protein [Rhodovulum sulfidophilum]AB20
MIIPAIRYRDPEAALLFLVGVLGLDEHAVCRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGVGPGSMTIYA
VVPDPAHLHARVLEAGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MBL3565728.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB20
MGQALFYHLTRRPLEDTLPMLLEKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NRARCLMAVDGAEVSPEETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>MBL3565729.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB20
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MBL3565730.1 EamA family transporter [Rhodovulum sulfidophilum]AB20
MTDWIAAVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MBL3565731.1 septation protein IspZ [Rhodovulum sulfidophilum]AB20
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MBL3565732.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAVLQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLENVAARPGVQRGRALAAERKADLSTDRKAQAMLFRRG
>MBL3565733.1 hypothetical protein JMM59_12055, partial [Rhodovulum sulfidophilum]AB20
PALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALARLGHPVAPPERRI
CHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MBL3565734.1 thiamine pyrophosphate-binding protein, partial [Rhodovulum sulfidophilum]AB20
WTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRGPGTQLAPTSGSMGYGFPAAI
AAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPGRVSGTDLVNPDYAALARAYG
GEGETVTEQSGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MBL3565735.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB20
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MBL3565736.1 hypothetical protein JMM59_12070 [Rhodovulum sulfidophilum]AB20
MLRILALALSLALSACDSPGMDYAGIPPVMVEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCVIRPDT
LSGDPAMAYAKLTCTGS
>MBL3565737.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRIETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEQPL
PEGSAPLSDHVAVPEALIRRIGQIGLVPDARTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQE
>MBL3565738.1 hypothetical protein JMM59_12080, partial [Rhodovulum sulfidophilum]AB20
MTADLAPRIARTIANEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAE
>MBL3565739.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]AB20
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAAETLS
PEPAPPVASPAPEPLTAPVARRGEDGAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQY
GVEQGLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGM
AAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGL
LWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMAGQGLAGWAAPAFPTWIAAAGVALASGAGLVLMLDGASPAAA
ALGYALLLLVFAGVALGLARAPAFEDLALLPGVAALVGLGLHAALDGPLYSAFRAGLGRLPESPAPTTVWWLVAGGAALS
VIAFLRLARQIGTDHRGLWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEPRGFETG
LFAASALILIGLALFLVLTKTALTLALSGMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAVGRAGTVDVL
LAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLPHD
PSLLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGAALLGRPGRPGARWLR
PGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVF
LIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWARG
>MBL3565740.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFQASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARLARADIAEMREINDGLRRAQSSDEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>MBL3565741.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
DPDENEFALKRRFEWQLRKLRALQDGVSPKVPGDFEDELRWNEDLIAMPLSEKDRNKVLRRARRVMGARAKASGLSHLSS
DDRRALEAFRGGADLVGIASEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRVGLSVSLVESCSIG
>MBL3565742.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB20
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEGALI
NAMLAHPVLVNRPIVCTAKGTRLCRPSEVVLDLLDQLPAGPLFKEDGQMVIDENGNRI
>MBL3565743.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB20
MGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQPKGLLVTLV
VNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLVQVSVNDLIMVVAFA
PIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTEKAISAFTARIKPVSMVGLVATVAILFGLQGDTILSR
PGVIALISVPILIQSYAIFALAYGAAWLLEVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVVGVLVEVPVM
LSLVAFANRTRARFPEAERGA
>MBL3565744.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPRT
>MBL3565745.1 hypothetical protein JMM59_12115 [Rhodovulum sulfidophilum]AB20
MLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEEFIRAVMLLGEVRAPKSTETDVTGKQPMP
PRSKGKKEPCMDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>MBL3565746.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB20
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MBL3565747.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB20
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MBL3565748.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB20
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAARAAQEAAPAADAGGKAASDGGSAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRRDGDV
FLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAKTLYM
SGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVP
VMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGF
PVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MBL3565749.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPASAQEAPQADAGGKAAPEGGTGGGSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEKASAAPKAPAASASPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHF
YLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTPV
LMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEI
EAATVMSVTLSVDHRVIDGALGAELLQAIR
>MBL3565750.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB20
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MBL3565751.1 LysE family transporter [Rhodovulum sulfidophilum]AB20
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLVGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MBL3565752.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGLETKAVIEAFAARYPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGAEGCGGKA
>MBL3565753.1 peroxiredoxin [Rhodovulum sulfidophilum]AB20
MSLRINDIAPNFTAETTDGLIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MBL3565754.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB20
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MBL3565755.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB20
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MBL3565756.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB20
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDSVRIQECAPKSKTKRWEVVQA
>MBL3565757.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB20
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MBL3565758.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB20
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MBL3565759.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB20
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MBL3565760.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB20
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MBL3565761.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB20
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MBL3565762.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB20
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTISVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MBL3565763.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB20
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGIIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MBL3565764.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB20
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MBL3565765.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB20
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MBL3565766.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MTEAHLDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGG
AYCDGALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGST
RGLCLGLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRL
QEATGGAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEV
LDAVIAQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVW
ASSGSADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MBL3565767.1 arylesterase [Rhodovulum sulfidophilum]AB20
MPCRISTGPALPASVSVTSLSERIGSAIAHCLRCLPFPRYGAAGRTLNLGASLVLALVLCAAAGTARAGVTLAALGDSLT
QGYGLRQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLIVALGGNDLLRGIDPAASRANLDA
ILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLTDLPDRGAAMARYMQDDGIHPSAAGV
KLIVEAMGPSVLELVDRAGAKGH
>MBL3565768.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MADPILSLSEVTLTLAGNAGPVEILHGISLDVMPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGSRIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MBL3565769.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLDRAIAGNGAVMERVLADRLGLAPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARAR
>MBL3565770.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB20
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNSAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MBL3565771.1 molybdopterin-binding protein [Rhodovulum sulfidophilum]AB20
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGISEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLPAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>MBL3565772.1 XdhC family protein [Rhodovulum sulfidophilum]AB20
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPGGPALPGDLLADLVAARAARQAVACLVDTESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGTVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDA
RSAVVTLTHDPKLDDPAIMAALDSAVFYLGCLGSSRTHAGRVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRRG
>MBL3565773.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB20
IYYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTLTGPGDVV
LVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFEAWLMVD
EAHSVGVLGATGRGLCEEAGIAPAQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAAALTALE
ILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQKARLRF
FINADHSEDAIDAAVASAAARIREVGGARF
>MBL3565774.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNHGGIEPAVQAERVIAVNLTATIHAVQALLPAMHARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLVGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MBL3565775.1 hypothetical protein JMM59_12270 [Rhodovulum sulfidophilum]AB20
MLGDGRRYHVNAVSVAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAY
DVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWIGKALRARFRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGT
GRSQAEELVAVMASFAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGCAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>MBL3565776.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB20
MFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPY
HAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEALAEGVEAPDMRNLHPFGFGVEAFNEVSFAL
LQSFGRPFYPLHVSDRPNWPAIEYLSWLPELLRERRRKRAAGALIERLKTEATPFNLIAMQLEVDYQIRASSDYPDLLTF
LDETMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALR
MGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDTDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MBL3565777.1 UTRA domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
NGAAHMFERRWVVLRTVPGIAAADLAVVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEA
PITYTREHFAQSYRLCLGL
>MBL3565778.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASVSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MBL3565779.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETLVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MBL3565780.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB20
MRRRPGRPVSRPRPLPARHRPPPAGRNVRKLPLSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGVLGK
IDAAIARVESVLLATGVLLMALNTVANVVGRYLFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRA
RKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTA
VLEGYDDDETEI
>MBL3565781.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB20
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MBL3565782.1 heme-binding protein, partial [Rhodovulum sulfidophilum]AB20
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSVERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESW
>MBL3565783.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB20
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAGPLPDTVSDDPLPE
>MBL3565784.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB20
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDTVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MBL3565785.1 DUF308 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVA
>MBL3565786.1 DNA ligase-associated DEXH box helicase, partial [Rhodovulum sulfidophilum]AB20
LVTHGYTAPFRRWLAERGYDAGIVATAWEGETTEGDAE
>MBL3565787.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB20
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVRDSDRSLSARMTDILAMARMDEPARKAEILKTWDSLGGAQRFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGPPADWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRTDAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAVGGETTPGA
>MBL3565788.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB20
MRIASPRPVFDANASAGGALGDLPEWNLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MBL3565789.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MBL3565790.1 host attachment protein, partial [Rhodovulum sulfidophilum]AB20
GRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLGLTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDK
DIVGVAAADLPRHFEDVIVF
>MBL3565791.1 porin [Rhodovulum sulfidophilum]AB20
MKKVLFATTALVASAGFAAADITFSGQAEMGIVGGGKDAPGVSSYKGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDKATTTTAEPVPGVPGGIKFDEVHNKNNADNGYALAVSYKTEMGGANLGFGLGYQYLEAGIG
GWAPGNIKKFGVAWEQGTEVDIVAATVSADFNNGFTAGFEYSNYDPDVPSGKYDNDIDHYAVGLGYSVNALSLGASYGKF
DTKGADADGWALTAAYDLGGGASVVAGYSDSDINGAGVDNNDYETYSLGVVMNF
>MBL3565792.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB20
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGDAEEAAARFKAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKAALPPALLSALEARLAPEKAAANGARRAPLGSAPPKAAEAVVAELRAGRAEAAEA
KALALTREHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAITRVRLAEAQA
KQGRTETARAGFDAAVTAEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLAEME
ALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSVRKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGGRIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLHDLGLYYRMFLEMIAFWREKLPG
GFHEIRYEDLIADPEAEARTLVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDA
IGGENGA
>MBL3565793.1 YggS family pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB20
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGTCPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGT
>MBL3565794.1 hypothetical protein JMM59_12370 [Rhodovulum sulfidophilum]AB20
MQALIDAVPHQWRYKSGVISFAGEDAPTEEQQRAVIQRLEDFACAGLEADQFDMLWVRHTHARGPFVTLTVECLGCRFKL
GPIQAEVVRALHEAAQADAPWQNGKAILSRAGSKSLRMTESMLL
>MBL3565795.1 hypothetical protein JMM59_12375 [Rhodovulum sulfidophilum]AB20
MLTERFEISGDDDLDLRSEDEKARAAVTNWMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRLATDEGRGYVQALRKLSA
LTGVPSLFSRPSIRLAFWMKLRVRLRTHNQ
>MBL3565796.1 IS5 family transposase [Rhodovulum sulfidophilum]AB20
MSDLFWLSDAQMARLERYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPAAYGPHKTLYNRWKRWIDKGIFAKMMAGL
VAEHGEKQTVMIEVSRRTPCVRVSLRKYLKAHRTASSLGGQKGGRGRLIGRTKGGMNTKLHAICDSQGRPLNLFVTAGQV
SDYIGARALCDSLPNVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRRYKRRNRIEIMFGRLKGWRRVA
TRYDRCPKVFLSAIALAAIVIYWL
>MBL3565797.1 hypothetical protein JMM59_12385 [Rhodovulum sulfidophilum]AB20
MTIRFVPPKRRPDYLGAIKTGLTAVADAAAQNPYTAPVRIVELIKALRGTKTATPENLAWSWWSQTIAFAAAEFVISVRR
NHLLGSGPIDLSRRA
>MBL3565798.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB20
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKETAEAAGITREAQHRALGEKENPRLSTILG
VTKALGLTLKVEASA
>MBL3565799.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
GVNRVQIHEIETGKKNGSAQTLKKIADALGVTVDDLI
>MBL3565800.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MBL3565801.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB20
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
KIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MBL3565802.1 glycosyl transferase [Rhodovulum sulfidophilum]AB20
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYENLADF
RRMNSGVFTARPDPATFETMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPDLWSWPDIRVLHFQYE
KPWQDHAKADRLKPLIDLWRAHAEGAAIPDTITLPGPPAP
>MBL3565803.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEG
SDPEGFSRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDCFAP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDNGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWRPGGIARRHATPPAPCRPCPAG
>MBL3565804.1 polymer-forming cytoskeletal protein, partial [Rhodovulum sulfidophilum]AB20
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQP
>MBL3565805.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB20
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPAEGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MBL3565806.1 peroxiredoxin [Rhodovulum sulfidophilum]AB20
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MBL3565807.1 hypothetical protein JMM59_12435, partial [Rhodovulum sulfidophilum]AB20
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGQGHADLVAPGGGWPEALVAQLRFGEVGLDPEGLFETPAAFPGGALDIKIAL
DPFEAEIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEE
>MBL3565808.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB20
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDVVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MBL3565809.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB20
SLPFVPPSAYPYVYPADPSAASGPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIE
QGVDPKAEAVRTAIAVEPRDGRLCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLE
VNVQPAQSWEDCKAITFGVHEEARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSL
SYLFSGLFIGPTSQAPRIDEARHDCLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDG
PTGRLGLVEFRGFEMPPDARMSLAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLQDHGFAF
RPDWYEAQAEFRFPFCGEVEYEGVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVP
LAETGTGGLRVGGVRFKAWQPAEALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLAR
FEKMGHHAGQYRPVPDPVHPEFPMTLDLRRPPGP
>MBL3565810.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB20
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYEAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEASAVVFEGPEDYHARINDPELEIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRRKAWAPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MBL3565811.1 2-hydroxyacid dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDDWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVL
>MBL3565812.1 hypothetical protein JMM59_12460 [Rhodovulum sulfidophilum]AB20
MTDALKAEEENFLPTLLEDYIETLALGGCDDIEALEANDAALYRRVIKRGRQLYGFYPELAELSDPANTRFIPDDFPYTV
AELSAELHGIAFSDDGRIVFTEQTRTLIEAEEKALVPKGVDEEKTKLARLGAIAGEMRREMSKYADKAQKVIDRTASFLK
SYEKLQKIWEKIEPFIGFGNGS
>MBL3565813.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB20
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MBL3565814.1 hypothetical protein JMM59_12470 [Rhodovulum sulfidophilum]AB20
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGRDGIVKQLPVALNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MBL3565815.1 esterase-like activity of phytase family protein, partial [Rhodovulum sulfidophilum]AB20
IGKTEGDFLRVMAFDTASKEWTGEMFRFALDEGATAIGDFNFIDDTHALVIERDNGEGDPSLKCDGEAAPDCFPEPAMHK
WIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFPFFTIEDVMRVDDTHILVANDNNLPFSSGR
KLDAAADNEVILLEVPELLSAQ
>MBL3565816.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB20
ILSAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAITPVAEPP
HYAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVA
GVEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGR
AWIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFH
TPQAPGWFVQGEFA
>MBL3565817.1 error-prone DNA polymerase, partial [Rhodovulum sulfidophilum]AB20
MSGEPRDPPPNAPGTAGYAELCVTTNFTLLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQAGPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLMPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVIWPKVFERFRREVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQ
>MBL3565818.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB20
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLMLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLDAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAEGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MBL3565819.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB20
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSPAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MBL3565820.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGHLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MBL3565821.1 type I secretion system permease/ATPase, partial [Rhodovulum sulfidophilum]AB20
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRAR
>MBL3565822.1 glucose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB20
GGICGQGGPITDVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMT
NAETVRGWMAARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAM
DAHFRSAPLRANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEP
GTNGQHAFYQLIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQAR
HRVFPGNRPSTTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGARPETLDGSTGQ
LLDFIAAAG
>MBL3565823.1 transposase [Rhodovulum sulfidophilum]AB20
MPAHVTPDFSRPGPPTDNGFIEAVTGNLRMARLNAHWFLSPAGAREDPEDYRRHKTEDRQRDQVQGPDRHASSGWRRRPA
LGRQTEHSGDRRSSTRAPHTIPQTMAMIPPREAAHPASREKVRYREKLAPVKGRPVRTRGAISGANGDRQARARPNRPSG
RRRPSRRHALRRPSGPRPPRRSRHGSCRHPPDCGSAETAARHPAPWRKARRACPRPIRTRSGLSRIPDRSTSSLRSQPAP
RLGRKPERILSSIQPSSPAPPPDQRFSPRRR
>MBL3565824.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB20
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHLAAIAALALVYMAGGIPAAARALHALWTECALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGDTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTAQPGLDALRARGIARLAMLTG
DRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAT
>MBL3565825.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MQGRMLIAGLLAATCLGGPLSAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIADAAQWTSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVTDGPAPCN
>MBL3565826.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB20
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEAVLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MBL3565827.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MAGERGTPLVEMRDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MBL3565828.1 TrmB family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPFDKPLLSALTALGFTQYEAKAYCALQSGGPGNGNEVAKVSGVPPSKVYETLARLLEKGAVLKTQQEPVRYMARPWQEV
ASKLLQDLGSAAKTVETELGKLQHPESPKAIWTLPSRDAVLETARSFITDADVNIFASIWDDEITELSPELEAAARRGVQ
VHVAVYGQTRLSSARGYDLTACGRSAMERLAGRRLMTLVAGTGQALVAELHPDGGVEAIRTNAPVIGLLVSEYVKADVLG
RLLIDDMGDARFEHLRRDPGLIEELLRG
>MBL3565829.1 RidA family protein [Rhodovulum sulfidophilum]AB20
MDRFFSSSPWEKRSGYARAVAGKDIICIAATAATDEAGKVLCKGDLEGQTRVILEKMSGILDQAGSDMEHVLHTRLYITD
ISSAAEAGRAHAEAFSAAPPAMSLVHVLPFVDPDMLVEIELMAERRR
>MBL3565830.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MTASEARPDGAALAAAGLAVLMWGAVPVGTRYLVAPGGEALPPTLLVALRMVISTVVLLPVLLRARPWAWPSEDKRLAAL
SAGLGIVGYNLPVTLGQVEASAGVTALVIATEPLWILLLWSLKRREQPSPAQVVGALSGLTGVILLVAPSFAGFGSGRGV
AWVFLGAFFWSAYSVVVVPLVQKYGAFAVSATTVSIGSLPLTILAIPEAHGMARISGSGALVILLLALGSTVVASLAWNS
AVSRLPGPVSGQFLFGIPLVGVVAGHVLLSEAFSANTWFAVGFIAFGLWVSRHRSRSQGSYTTS
>MBL3565831.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MAVSITSITAANKAAWNASASLHAQGTEWDSLLEQAARPGFSVLDQELTEAIRALGIEGRSAAQVGCNNARELLSLASLK
ILPSVGIDQSGAFLEQGRLLAKAAGLEPRLIEADIYELPEDVGTFDLVLITIGVLNWMPDLDGFFRVIAGLLSLGGHLLI
YETHPVMEMFDPESETPHEPAISYFRTEPLKEEGLISYDGVDHGSGETGYWFIHTLGQIVTSCAANGMAIRALKEFGYSI
REPEYDVYEGREAQIPMSYLLHARKI
>MBL3565832.1 hypothetical protein JMM59_12560, partial [Rhodovulum sulfidophilum]AB20
LYFDHVVYGPKKQARLIQEFLNLLKQSEEKDLALIKDDASKSVTIDYMVSHLLQISAFFKHRAFSDEREVRTVYSESLNL
MERYEQEAAKRQFRASGGLIVPFTDTFDMYQSSSYGAEEQRPQKLPLKSVVIGPVAQAETLVSGMRALLSAKGYHDVVVS
LSEAPFRT
>MBL3565833.1 dihydroorotate dehydrogenase (quinone), partial [Rhodovulum sulfidophilum]AB20
SIVATNTTLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTAL
VYGGMSLVGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>MBL3565834.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB20
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MBL3565835.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB20
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MBL3565836.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB20
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAEVLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MBL3565837.1 hypothetical protein JMM59_12585 [Rhodovulum sulfidophilum]AB20
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MBL3565838.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB20
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPDRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGNVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MBL3565839.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MBL3565840.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSGTCAHVDVVHSAIAAGNAARSPMVASWSRSARLYGLDPANRKPPHRLTAAEFATVRERMEPWIRAAGASLDRLFGAVG
AAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIERRPVTVHRDQHFLARNGALGCIAAP
IHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILALPGLEHNPAALVAVTADDLAIGAS
HSARVALGIKGNLAKAPVPASDLLSIPGVESLEEAERAVLARALARTGGNVSAAARILGISRATFHRKLGHRKSGAKRPE
AATQDPAAPCRIPATDAPSLPRDGG
>MBL3565841.1 hypothetical protein JMM59_12610 [Rhodovulum sulfidophilum]AB20
MNDIDMGTSPGHPKFPPIGLRCAWPCWFFLASSDASSDLDFPFTPRFSGACLEHSANYTWVDRCTLSCLVGLKYPMNVLL
SAIGSNLDISGNIWLNVRLRDRRAAQLYAGQGRPIARVWIKEWAADPKRFQSALNAYTSSLRGAFFGRYAADAEQGDRDM
CDRVQDGLKVVLGPVLAISAKQHTVLMTATTQEEKKAAAELYSAAERVIHHAMMQLYFGAGARAEDKEEGLGLNNPDTKS
RFLADYAEILELFRRSREPRTLHYLIELYEHLMPGDPIAVTSRVIVDPLPEEFGPLTLPVLEGVDGCSGPQG
>MBL3565842.1 histidinol dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MTVTYLKKAPRRAVSDATETRETVQKILSEIEAGGEPAALDYAAKFDRYDGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQG
>MBL3565843.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MBL3565844.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MBL3565845.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTVNEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MBL3565846.1 hypothetical protein JMM59_12635 [Rhodovulum sulfidophilum]AB20
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACGADGPEVSRRS
>MBL3565847.1 HAD-IIB family hydrolase, partial [Rhodovulum sulfidophilum]AB20
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRT
>MBL3565848.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB20
MSDPVSDAPSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLDAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MBL3565849.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB20
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLKPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLPAS
>MBL3565850.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MLVARPGQLVSVSDLAANPMNSAMAEAARAYPANTGGAEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLD
EVPERLRQTGRLLGREAHAEALAHAFEQDLARLSQSGPPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQG
RHGGFDLALEELVMADPELLILSRPYPKTSRAEEILAHPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDADAA
TAPD
>MBL3565851.1 ParB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MARRKRLSPITGPAEDTGPVPPGPIPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTELGQGRFGLISGARRLAALSELAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPGAAVKGLFGNAPPR
>MBL3565852.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MBL3565853.1 replication initiator protein A [Rhodovulum sulfidophilum]AB20
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERDTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MBL3565854.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
LGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MBL3565855.1 transposase [Rhodovulum sulfidophilum]AB20
MAGKRKDYGAEFKAKVALEAIPGEATVAELVTKRGVHQTLINTWKRRALEGTSGIFSGKAEAKAAEKENEIEKLRAKIGQ
LVVERDFWVKASGR
>MBL3565856.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
METICTDALEDALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSAHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>MBL3565857.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB20
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALTRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFIRGIDVPEMRPVILSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVRTDLAFLDAVESTCEACGGSGYGVEARAVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLIGLFRALTGRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGMIADSLSVTGPYLARAFGCDLPA
>MBL3565858.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB20
ETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSMKGSSTVFSIANAPKSRSKGLELSFDGQATRNLRLGAAFGYAD
ATFVDYPGSKIGDASGNRQPLSSKYTAALTAEYRLPLAGDSDLVVNADYTWRSKFYFDAENTLPQSAYGLANASVAIETG
TWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MBL3565859.1 keto-deoxy-phosphogluconate aldolase, partial [Rhodovulum sulfidophilum]AB20
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTP
>MBL3565860.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB20
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKNRLAEGRTPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTIAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTIADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MBL3565861.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB20
MPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARLIDRDPEAEIDSAWFAARIG
QASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSGRVRGLEGL
AEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLARGARVLDVFAHVGGFALAALAAGAESALA
VDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERVARLAATLV
APGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MBL3565862.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB20
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MBL3565863.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB20
FAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVGKTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQ
AMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAGTGDAANLLKPALARGTLRTIAATTWSEYRQHI
EKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVVAAVQLSQRYIPARQLPDKAVSLLDTAAARVAV
SQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRAEAGQDLARLEGLHDEQKALVEQILGLRARIAG
AADGAAAEDMAGEAGTEGGEPGEGKEPLDIDALRAEMHERLATLEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVR
DELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEKPIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITIN
MSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLLDEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTL
ILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPALLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAH
GAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSREVLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MBL3565864.1 hypothetical protein JMM59_12730 [Rhodovulum sulfidophilum]AB20
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINHAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDTHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGTG
PGSAARAAQAQARDTASLWVMREVMRRL
>MBL3565865.1 hypothetical protein JMM59_12735, partial [Rhodovulum sulfidophilum]AB20
SLYGAEGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGPDLTGELIVLLAQRMDLGRP
AAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLAGSMAGATAGIDDDAAVETLVARIVHVE
SGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARENAAYLAARGHGLTPG
RLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGTAAPAVVSPEIRRYRETVDAIL
ATG
>MBL3565866.1 methyltetrahydrofolate cobalamin methyltransferase, partial [Rhodovulum sulfidophilum]AB20
RRLRDELGVNTTCGASNISFGLPQRHGVNAAFLPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVL
DGIAAGASFAEASTAVTAAGSGRRRRRG
>MBL3565867.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB20
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MBL3565868.1 DUF4445 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKQDDPLIVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGRFPKHGITVTEQALSPKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDPATRLCLVEVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAEAVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNAEGGGNRRRRRPR
>MBL3565869.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB20
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>MBL3565870.1 hypothetical protein JMM59_12760, partial [Rhodovulum sulfidophilum]AB20
MNTGSLPFPPLRRGRAHEVCGPGAIFFALAQAARIGGPLLWVAESWQAERINPAGIAALIDPGRLLLA
>MBL3565871.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB20
MNVPNRTRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEVALLRRIAATMATEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATADHPG
QVRMRTAFGGTRIVDMLVGEQLPRIC
>MBL3565872.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB20
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MBL3565873.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB20
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MBL3565874.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MBL3565875.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGALPSGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDGRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVISTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPFTADVE
>MBL3565876.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAQDVAVPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVSGRIVA
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGNPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVEKADMHPWLLPGRSATVRAFLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVT
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MBL3565877.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTRDAKKQNRERRHEIMDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYTAAIERLRGIATD
QTQPHTERMARVISSSYDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRNFILPQENIVLSLIDDGVEAGAFVDLDRAVFE
HLLFGPIVTLSMSREMFATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MBL3565878.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB20
MTPSPDTATAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILEA
KGPLPEGRVAQGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDVARALIPAQLAAFD
TLRARLAQRQMA
>MBL3565879.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MPRFSANPEPPGLLMRSVLFAALMIAALVSRGDAQPVHLGMAPPERVPAAMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILRERGLEQVLVERSDPFDRTRPHRDPMNLLPILEKTGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEDETAQAFVRAHLPGGYADDFLLTPL
GVQNAAGPLADQGLDGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLAGSVPALANHALVSLPAYYDSAV
VDYPRILGRWAAAFTSLIEG
>MBL3565880.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB20
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MBL3565881.1 hypothetical protein JMM59_12820, partial [Rhodovulum sulfidophilum]AB20
ESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVDLEHVSAIGQAIRRITRSNDRKGRPRAGL
VITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MBL3565882.1 N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAA
>MBL3565883.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB20
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MBL3565884.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MBL3565885.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGMLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPTLSALFGWLLLRQRVTPRILAALALGGAGALWVIFRGDPRAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLKDG
>MBL3565886.1 pyruvate carboxylase, partial [Rhodovulum sulfidophilum]AB20
APAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIAEGKS
LVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVTAWAP
TPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVNGHPE
TTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEALAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIRVAPA
YAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAETGVDV
FRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKPASAT
VLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGAVREI
SAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSKVVGD
MALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRGELEA
QFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAEDGEAR
VFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHAERDG
MIKAVHVAPGKQIDAKDLLIEFE
>MBL3565887.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB20
MTKTKNRPRLASWRDAETDSDKTDIIPVALVSLDDATARRADLRQAGFPADWVEGYWPASDLRNADEAHLSEIADMEHFV
RSIGRRPLPGEIGCALSHRRVMEWLANSDHPLVLIFEDDARPADPRAFDVLPELLIPLFEHGRQGASFILHLGVKRRRRP
KTINRVLAGCGAGFWHRWIVRDAGKDHSIWLAHAYVISREAARRTLAAETPIRTVADDFMRRGQEGLHDHFLYSEPGLFL
QPPDSGSMIDPTEVIRKVHAKPKRKSWKKPEQPNAMGKLKIMDRLRRLSSKTFHL
>MBL3565888.1 DUF3168 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MERLLRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQID
>MBL3565889.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB20
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELQESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTLSNPPQPWARPAWEAEKDPLLDRLREELKAEIDKSVRRAEARAARAAARG
>MBL3565890.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB20
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKHTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>MBL3565891.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB20
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAAKLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MBL3565892.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB20
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKELEPEAKGEGWLRSVYRQMIKGEWL
>MBL3565893.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB20
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSDGAARASLGPADTLEIDFEITFA
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPIIGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MBL3565894.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB20
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MBL3565895.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB20
MGLALGLGAALAASAAPVDGKGARKLVFKPEGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRSKATLAA
ANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIK
GQGAASRALEACADQSGAADCRIAVEDH
>MBL3565896.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB20
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MBL3565897.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB20
MADEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGARLS
DTEMVRFLRAHLLDAAAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFDLSI
EGARAAEAEPQAWGMWLAQHGLFTWGETAEESLSRFRDAVAACEAHLAARGAALMPPTARQGNEALEALVPHLHAALPGL
AFTDPRGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQIMLD
TLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MBL3565898.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB20
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFE
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>MBL3565899.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB20
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAERLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MBL3565900.1 hypothetical protein JMM59_12930, partial [Rhodovulum sulfidophilum]AB20
DSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLAGSGAWAK
>MBL3565901.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB20
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADTAALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLTQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPVPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQVWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MBL3565902.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB20
MYRVIGSGNSRARRVLWMLEELGLGYDHVLALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MBL3565903.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]AB20
MGNENEAGAFARQEAERLPALVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDRVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEADVTILAFGGASWARLGSNGAWAGPLADASLPLAPFRPANVGLKVDWSAPMARQFGAPVKGVALRAGSGAWH
RGEFVISARGLEGGGIYALSRPLREGAQLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALTALIKALPIAHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MBL3565904.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MTRPPICPLCDRPIPPGTRQSLHHLTPKLRGGKGGPTVLLLQICHDAIHVRLTETDLARDFASIEALRAHPGLAKFLAWV
ARRPPGFHSRTPGPRRRR
>MBL3565905.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB20
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVTALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGARLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MBL3565906.1 hypothetical protein JMM59_12960, partial [Rhodovulum sulfidophilum]AB20
MTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAATRPLRLPPGTLGALIEATVHSDRFLSR
SAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVTLPRAPKTIG
HPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAECYA
GDRDAMHDALAALGSRHMTFLATAAGAPR
>MBL3565907.1 hypothetical protein JMM59_12965 [Rhodovulum sulfidophilum]AB20
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MBL3565908.1 hypothetical protein JMM59_12970 [Rhodovulum sulfidophilum]AB20
MPKTTPDLIEEIESLARHNCDELPGLTAELQAHASKLEGRSAEAPARPNCPRCGRTDQLQPTASSAGCGDFRDKEKE
>MBL3565909.1 hypothetical protein JMM59_12975 [Rhodovulum sulfidophilum]AB20
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPKGRSWPDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPVFKATGLYLRG
LAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGDARQEAA
>MBL3565910.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSEEAETDATYRVTAGELRQFIERFERLEGEKKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MBL3565911.1 hypothetical protein JMM59_12985 [Rhodovulum sulfidophilum]AB20
MTDLSARGPLGLKAPRVPDDPGHLDRIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MBL3565912.1 hypothetical protein JMM59_12990 [Rhodovulum sulfidophilum]AB20
MQHPPAILIQKTPSGLMPYGPHSGPILDELVMGQVLTAKQRKGRTIPRNAAYWAGLTTAIENAEAWPTTRHLHDDLKRLC
GYVDRYHNPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MBL3565913.1 hypothetical protein JMM59_12995 [Rhodovulum sulfidophilum]AB20
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MBL3565914.1 hypothetical protein JMM59_13000 [Rhodovulum sulfidophilum]AB20
MAAADPLPAALEDLRASILSTLDAGEGSEMRRLLDMGPVHQALSDVERLIRRAEEYRQ
>MBL3565915.1 hypothetical protein JMM59_13005 [Rhodovulum sulfidophilum]AB20
MAKEIKAAEKAVSTARDAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRRE
AEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNNRDALTDFVEAYVRR
HHKDRVIAGVRVWEEKEAY
>MBL3565916.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
ILAAVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLARLEPAPNIHYRLMRANFEALHEIP
>MBL3565917.1 GTPase ObgE [Rhodovulum sulfidophilum]AB20
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MBL3565918.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB20
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MBL3565919.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB20
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIATGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MBL3565920.1 histidine phosphotransferase, partial [Rhodovulum sulfidophilum]AB20
RIRMFRLAFGAAGEDTAVAGREVCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRI
TLSAEAERMTLDPRLWAPLTDGQPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>MBL3565921.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB20
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MBL3565922.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MBL3565923.1 hypothetical protein JMM59_13045, partial [Rhodovulum sulfidophilum]AB20
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GL
>MBL3565924.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALGVVLVRFRKVLSG
>MBL3565925.1 ribosome-associated ATPase/putative transporter RbbA, partial [Rhodovulum sulfidophilum]AB20
DLGVGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMSDPAARRALAPRIAYMPQGLGRNLYPTLSVR
ENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLGLCSALIHDPDLLLLDEPTTGVDPLSRRQFW
ELIDRIRAEMPGMSVLVATAYMEEADRFDWLAAMNAGQVLASGSPAELKAKAGAATLEEAFVRLLPDRPEAPPLVSRPLG
EGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTMKMLTGLLDPSEGEAELFGRKLRASDIESRM
RIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDTLADRLPWDLPLGQRQRLQLAVATLHAPQVL
ILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISLMHAGRVLDVGTPAEIVARRGAASLEEAFIS
CLEAELAPDQTAPAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPIRVFFALAGPAILLLTMGYGISFDVDRLSFA
VRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEIPDEYGRDLRRGDVPEVSLWIDGAMPFRAET
ARSYTLGLMSDYAARRAPGAGPAVGIENRFLFNQAFKSAHAMVPSMMMVILMLIPAIMSAISVVREKETGTIANFRSTPV
TRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLYVFATTGFGQLISAFTRSQVAAVFATSVLSI
IPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIAPNAAVLAGFCMIYLSLAILGLRKQEA
>MBL3565926.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MTGRAVSEPFQPSPTEQALWVTFPSRERSRLEPTLPPAVPTNLWRASHHSAVVRPPLEQDASCDMLVIGGGYTGCSAALE
AACSGASVMVLEADTVGHGGSGRNVGLVNAGLWLPPDDIAEALGADAGRVLTEALATAPDLVFELIGRHGIECEAIRAGS
LHLAHSQRGLRDLQVRFRQGNRLGAPLEMLDAAETTRRTKTSAYHGALFDPRAGTIQPLAYCRGLARAAEDAGARFYEAT
QVTAVRHTDGQWLIEANGHSVRAEQLLIATNAYGRALTGGLGRQFVPVHFSQFATRPLSDAERAAILPGGEGCWDTDQVM
TAFRLDLAGRLILGGVGNLAGMGGAMHAAWAARKLARLFPALAGEPFEHSWEGAIAMTADHLPKVVAPGPDALSVFGYSG
RGIGPGTVFGRAAARALLTGDAKHLPLAVSESYNERGKRVRHAVYETGAILAHFVGASRILPS
>MBL3565927.1 hypothetical protein JMM59_13065 [Rhodovulum sulfidophilum]AB20
MSMMASEVRHYETPDRSNLAIVVFDKTDRDFGYIILGRDRRKIFRCLEVGTEFYSTADEAEAALFEAIKPYQTDGASEYP
QGDEIKPTLDIFDPVVPDDKQHKYFKILKDNELRTAARNLIQEIAYSFVDVDGNYIEQFQTSAFDQRVWELFLYVLFHKM
DFEIDNSKSIPDYSLSKFGMPVFIEAVTVGQNPDFDVSANTAAEIAELSKDYMPIKFGSPLFKKLSRKKKYWDFPHVAGH
PFILAIHDYHGLATSDTPGSMTWSRAALVNYLYGVRDDVEIDGETVKPRMVVGREGLAPAIKIITEHRYGSKNPIPSRFF
AQPDAENVSAVLFSNGATITTFGRMGKIAGLGDQDVKMLRMGTWVIDDIGTAEPFMNDVDADDYDEAWGDTVTMFHNPWA
KHPVPEGLFPNISHAIFDPKTSRVLYRFPPKHVLTSITQVIVPNCHIPRDCRPSS
>MBL3565928.1 transposase, partial [Rhodovulum sulfidophilum]AB20
QTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCDS
>MBL3565929.1 hypothetical protein JMM59_13080 [Rhodovulum sulfidophilum]AB20
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEEPE
ESRA
>MBL3565930.1 hypothetical protein JMM59_13090 [Rhodovulum sulfidophilum]AB20
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MBL3565931.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB20
AAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQMACLALVAAAAFPMLASHPGELLGAHAPVGFA
MLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAYHLVWWTGLGALPVAVLAGGDGLALTLVLLAS
VAGLALALADPGKRTIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLGLWVAKGASALGADLSGSAFWSAPGNVERVRE
SVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWIAVVIAGFLLGYSSRLAFGCNIGAFFSGISTGSLHGWAWF
AAAFTGSWYGIKLRPWLGLEGRS
>MBL3565932.1 hypothetical protein JMM59_13100 [Rhodovulum sulfidophilum]AB20
MSGDMTTILQVIGASGTHWDRQSMVARSRRVAPQARIAADFVFLRDINTRGFSGGCRTGSARGYQSLA
>MBL3565933.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB20
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MBL3565934.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB20
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MBL3565935.1 elongation factor G [Rhodovulum sulfidophilum]AB20
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMKKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MBL3565936.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB20
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MBL3565937.1 hypothetical protein JMM59_13125 [Rhodovulum sulfidophilum]AB20
MAKFDIKGPSAGDAVSATLRNSASGEVLLRLDRTDWGNVGSSGAALAVDVDFGAVHRIPASAFGAGIESVTVTSQPGVGH
VSVQGTDVLVNTVDEGEIRADFDASHLGSKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLSVKPVGQGPVAVTVT
ATPALHRQMCGWSCGRGIKLSVDETDATVLEPAERHADLYTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTIGGGV
VSGRTVAHDPTTYFGSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGAR
PLMPGMAYNGGKKHGMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGL
QREGEHWSGKYRPSCIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYF
DSSNRHILWRDNWTFGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSKDPACGYQYGYGNGHRSLCQDVVYTH
AGYMSGAGAGMAQSEGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAQFENLEGRE
RAVICADWGPGINPDYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIIEIYWWLREHEGPEIQALVRDFIAFMQAPLG
IAPAWRTSAAPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLN
VSAAPTCTGGGAITTDESGQVWIGGYAGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRS
GRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTA
GSHVLIAADSVTGSFGSVSGAIDPGLDATVAVSATGVSLTVTAGSGRIVLA
>MBL3565938.1 hypothetical protein JMM59_13130, partial [Rhodovulum sulfidophilum]AB20
LTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGSTHKVISADAGTDLQYIETGTQSGAAAPVTATSPAVR
IGDAAPTSYSPQTSTSALAWWDASDEATITHEAGTVSQFADKIGTGHLTGSGTTGVSASDVNGLNSILLDGIGNYFERSA
TALFPADGDWVLTIVASIDEVNHINDALVSAINGDNTFAIVGFNASEFAGRLAVSGEAVSFDGGPYGGLHVFQVKADLTG
QATATAYVDGIPVAFVPYSAAVDATTLRFFRSYVMGGRFCEAFLDRDLSSQAAAFAYAASKWGIS
>MBL3565939.1 hypothetical protein JMM59_13135 [Rhodovulum sulfidophilum]AB20
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MBL3565940.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB20
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>MBL3565941.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB20
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSIFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MBL3565942.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB20
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MBL3565943.1 hypothetical protein JMM59_13155 [Rhodovulum sulfidophilum]AB20
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVAILVPLALLAVLGLRLLQRRQ
>MBL3565944.1 corrinoid protein, partial [Rhodovulum sulfidophilum]AB20
PQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVLGMTVVGRDFRDGILFVPEVLLAANAMKGGMGILKPLLAETG
APRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGMSALLTTTMPYMKTVIDTLA
AKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MBL3565945.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MBL3565946.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
GMMPEDFLLPEQTARLRAAFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPDGAPAGLGLLLQDVSGAGPDR
RHAGMCARAMEAMSVPAVMTDAFCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEI
QCRTKSGAAILLDVSIVPLFDAAGTCLGTFATAIDITERRAHAAALAGGEGSVRTARDALVNALEALPDGFACFDAEDRL
VICNARFREMLPMAGTPIEPGLGFRELFESALTQGMRQGDPEQRARWIAGREKARCCGARILEGERRDGGWLRLSDLPTS
DGGRVVLCTDITALKRDARRTREKLVAAMDASVDGVAITDSVGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVAR
IRAVSERPLQARGIWTGLVVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVA
AGLMHDFNNLLATVSGSATLLRNGDDAESNIARILAASAQAGALVNRLASLEQRAHCPDLIDLRDPLEEAVNLVRAGAGS
GLSLTLCLPSEPMLAVADPTDVIQVFLNLLLNACDAICWRTPDACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRIC
VSDNGSGIGWAVRRRLFEPYFPTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGTRFSVFWPEAGEEPHEDLCAAGPP
CSRLAGRRILLSDGDQEALRILSVYLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPD
LPALLVTALPDRHLRSGAARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MBL3565947.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB20
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSTQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQVRALGSSAMAGLGK
>MBL3565948.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB20
MPQTAFPPSGGPTPPAGFLSGNGGTKDLPPDLDALTRQAAACGDAAAVVELAARTPKAAARLYRIWLELNGARPDAWAAW
FNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKR
LDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARN
VPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGA
LGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDGITVPEAETTSYAPAPLR
IEGCYQANDGRAPELPEVSRASEGLPEDRFVFVCVSHHYKITAPIFAAWCRIAAAAPEALFWLIEDTPESVAALSERWQA
AGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATD
PEDYLRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFARRFEAALISVLKRP
>MBL3565949.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB20
LEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRTGFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>MBL3565950.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB20
MTRSDPRPAFYRFQGEKKAPLPFPDEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELDTFLAPAAMVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MBL3565951.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWETGLGPGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MBL3565952.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MBL3565953.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAG
>MBL3565954.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N, partial [Rhodovulum sulfidophilum]AB20
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEELQLLMVGALPDVVEDQALGLLDAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAEK
>MBL3565955.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB20
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MBL3565956.1 cobalamin-dependent protein [Rhodovulum sulfidophilum]AB20
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGGRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MBL3565957.1 transcriptional regulator PpsR, partial [Rhodovulum sulfidophilum]AB20
MLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEARLELFAQDRDISGAVELNHAD
GAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLTEATRDAFVFIGTKSGR
VVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSRVRIKLHPVAFRAAGEPLILC
RLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKGRSLGDYLVRGSVDLRVLVEN
ATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVSDDAMRSVMELVGSANLKDIV
AETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRE
>MBL3565958.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB20
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGDIRPDWDLPGLV
PPGTRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLGQHGWVAGRDWGFEVRLP
>MBL3565959.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB20
MKAVSVVLRAAVALWFGLGPGSAGALGAEPLTALARPDLGASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSVRAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLFPAAAGTEGTERPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRNADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MBL3565960.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB20
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLMLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MBL3565961.1 tRNA dihydrouridine(20/20a) synthase DusA, partial [Rhodovulum sulfidophilum]AB20
CCAAGYDEVNLNVGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAASSVEVTVKCRIGVDDQEPREVLPAFLETVAAAGV
GRVTIHARKAWLQGLSPKENRDVPPLDYALVAEMKRTFPAMHVSVNGGISSLAEAQSLLAMGLDGVMIGRAAYHDPAAIL
LGADEELFGLPGRKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALA
ALPRAA
>MBL3565962.1 hypothetical protein JMM59_13250 [Rhodovulum sulfidophilum]AB20
MDADDLPFAADHDHDKDLPVAETCLADAALGAGDEIFSVQDLFEDGAALPTLIDDYDQTADALFVVYDSTTHPTPVLSID
ATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>MBL3565963.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB20
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MBL3565964.1 hypothetical protein JMM59_13260 [Rhodovulum sulfidophilum]AB20
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MBL3565965.1 polyribonucleotide nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB20
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEDQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEAD
>MBL3565966.1 hypothetical protein JMM59_13270, partial [Rhodovulum sulfidophilum]AB20
LVALYRDLAEARPEAFTPHLAMSLNNLARFLSNLGQHEAALEATKEAEILRSGVKA
>MBL3565967.1 DUF262 domain-containing protein [Rhodovulum sulfidophilum]AB20
MLQDEIEAAQRHVRTDAYQMSIGELVSMYEHDEITIAPDFQRLFRWEIGQKSKLIESILLGIPLPSIFVFEIGDGEWELI
DGLQRLSTILEFMGKLRDADGKPMPPSALEATKYLPSLHNAVWEKSEDVIEVPTGEQNPLDRAKQLAIRRARIGVEILKR
PSDNNTKFDLFQRLNAGGTAANEQEIRNCIMLMVNENYFRAIKAAAESDTFLKVTSLTDGQLDKQRHIELAARFLVHVDV
PYDGLLDVGEYIDEGIVQLASAGDIERATSLLTDVFALLKEVADGDALRRYQNGHYSGRVGLVGLETIAVGVAKNLPDIQ
KQPDPVGFVRDRSQKLWEQEEIERFLSPGVRGTARIQKTVPFGEHWFRP
>MBL3565968.1 hypothetical protein JMM59_13280 [Rhodovulum sulfidophilum]AB20
MSKPYTADDFSSLLALDRTWRIREISDLKLAIRRGDAALQRVLLRAHVAISYAHWEGHVRLGAKLYLTHIALRKFPYEQL
DRQFLKNYFLPRLNALSATKASIEARCELLEDILSSTEKKFTRVNNDLINTRSNLNSEILSEICLICGIPFDHFSEETSF
IDTILLKRRNAIAHGEDTFVEISDLDDLTDKTIGLMRTFGDALDNNAQLGTYKAA
>MBL3565969.1 hypothetical protein JMM59_13285 [Rhodovulum sulfidophilum]AB20
MQVIVGVPIQRNRRSVKKVNPVADCGFYLQEISNCPAILRRSIGGRAEMRRRKEAASGKLPTLHTLIIKDVHNAWEKMWW
DIDIFGDVQRSFPEEEEPLAYAALNACLSASNLEHWALSRWTREQRQRGNYSDDLPFRELLEEMVPQQGLCVDVANTTKH
GGHRNIRWPNGELKLEYEEANEHCPPGYTVRSFHERKTSYLYNDLHDLPRLWWCFLAKIDLVSGEQPTPAWWSRKMSRIF
GVAHKIPPI
>MBL3565970.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB20
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPAAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEASASCA
>MBL3565971.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB20
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDDAEVEILTPMAD
>MBL3565972.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB20
MRTRFAPSPTGPLHLGHAFAALTAFERTGDGEMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMVGL
>MBL3565973.1 hypothetical protein JMM59_13305 [Rhodovulum sulfidophilum]AB20
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MBL3565974.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB20
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADAHRLPAGGALAVDREAFSQGVTSRLMRHPKIGREDTEITSLPEDGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MBL3565975.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB20
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MBL3565976.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB20
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHHVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MBL3565977.1 hypothetical protein JMM59_13325 [Rhodovulum sulfidophilum]AB20
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQRALSRDGTRLTLTS
LNPHANGWFLLEIERPGRQPETYHLENPAPLTRDVSLSDDPAPALLLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQVLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARFNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDTATGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>MBL3565978.1 hypothetical protein JMM59_13330, partial [Rhodovulum sulfidophilum]AB20
MTRRLGLLALCATVISSPAMSQTLSQANAQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNAHV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAR
>MBL3565979.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB20
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLQFFEAAEAECARILDQTAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MBL3565980.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB20
MMRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARY
KAAGLVPADTFIADGASYERRVWPAGARMQDPASETVSQPTPQPAPATAAPAAAAPVALPDETPLEARRSESRLDRQARM
EIQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVEGYRAQIARLGMTPVDEPEAGIRIEMPM
GLVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQL
TGGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVL
TTTNGLGSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFASGVPRLRSDIAVAGFSYGEVLDLPVLTYGVL
ADLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATG
ALPPAELSRRAADMTVPVSCWN
>MBL3565981.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB20
QIFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYV
ASVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSS
TDYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVY
FVVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQF
WRA
>MBL3565982.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB20
MATASPATGTPRRSVLPNARDVTPLWRPSPNCGARRGGARPDMVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRV
FQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWD
PGPRFDWRRLARQGLAVWPEVRGSAGPAPEETAFRKAATAFGYGAGWETGHVLDALRQRFRPRARGPLAAADMAVIADLA
RRFPVDPGPAGA
>MBL3565983.1 hypothetical protein JMM59_13355 [Rhodovulum sulfidophilum]AB20
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGTQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQLYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MBL3565984.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB20
MSDLTRLTIAEAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIAEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGDLLNTAHVLE
RAAGFVSKPAKWW
>MBL3565985.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB20
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MBL3565986.1 ACT domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHED
>MBL3565987.1 type I-E CRISPR-associated protein Cas6/Cse3/CasE [Rhodovulum sulfidophilum]AB20
MTLYLSRIRLSRSPSAQALSGLLSPPASGPRRSAHHKLLWAAFADGPDRRRDFLWREDHDGDFLTLSERPPQPMDLFEPH
QVKDFAPALASGALLDFTLRANATRMKRGGKRVDVVMDALYGLPKGARAAERMIVAGREGKAWLERQGETAGFGVIRAEA
DDYATEVLPGYRGPRKGQPQFGIVDLSGRIEIGDPAAFLGQLARGFGRAKAFGCGLMLIRRAS
>MBL3565988.1 type I-E CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]AB20
MSEGNLPGLAPPRPISLKDRSSLVFVERAQLDVADGAFVAVNADGTRTQIPVGGLAGIMLEPGARISHAAVALAARVGTL
ITWIGEGGVRLYSAGQPGGARSDRLLWQASIALDDAARLRVVRKMFALRFGEEAPSRRSIDQLRGIEGVRVRESYTLLAR
QYGVDWRRRSYDPKDWEAGDVPNRCLSAATACLHGLTEAAVLAAGYAPAIGFLHTGKPLSFVYDIADLYKLETVVPEAFR
IAGQAGKGRLDMAPDRAVRLACRDAFRRTGLLKRIIPAIEEVLSAGNLPRPEPPPEAVSPAFPDAPPTGDAGHR
>MBL3565989.1 type I-E CRISPR-associated endoribonuclease Cas2 [Rhodovulum sulfidophilum]AB20
MLVVVVSNAPPRLRGRLSAWLVEVRAGVYVGDYSARTREMIWEQVLAGLDKGDAVMVWKAPTDQGYDFVTAGQNRRMPVD
FDGLKLVSFFPEPPSR
>MBL3565990.1 hypothetical protein JMM59_13390 [Rhodovulum sulfidophilum]AB20
MQQPRKFILVPRSDTFGFVKSIPKAVIQNLLKPSGRTSLPQTEKVKEFFSKNRNSPEVEDIQDGSTGYLTPAFQYVVDQI
PTGDVKQVVDLGCGNGNFATHIDSSKTEYLGIDLITPPSSSGRTFIAVAIGDNLSVPDMNNGIKLFLCANFLCYVDDPSA
PKNFIDRHSSRGDFLAVIDPHGKIWWETFFYGISVFIRKPSEISALFEKDGWMQIQSSGIYLFTVFGAPLFMTTSIQVFR
KQ
>MBL3565991.1 radical SAM protein [Rhodovulum sulfidophilum]AB20
MSAIVNYRNVEAIQRAIESGATTGDFLPSVYVIDPISRCNISCVMCPNSRMAQSQFGEISLEVFTDIVKSISPYAEFVML
YWMGEPLLHSSFSELMKVAREHIRGKIVVSSNMTVYDEHTYQSLAENADIVLACIDRWDKAAYEKIRRGAKFDVVVENTK
LLLAACQASESRCQVVVKGLDIKHDSVEYEAFHDHWEQLGAKPLLAWLNTWASTMPGVRNAAQLAVPRESDLRVPCADLW
FKMVLDWQGRTQMCCFDWQYANQVSDKRGEDWLKRVWHGERMLALRKMHIEENYQMNTLCRRCDSWGEPNEHLAYTSWSD
DSYFIVF
>MBL3565992.1 hypothetical protein JMM59_13400 [Rhodovulum sulfidophilum]AB20
MADRTTLLPMPAAIDAAYLLLIGQLCLALSKLAFGAAYVTEHDLSIDLISRSSVIWTLSAVVVLMLLVNILSCWRSTRST
FEEIGHYPNELLTSDVMIIVAFFFLGSVASAPVGFMSSVTVDTPSITQFIQSLQNLWEPVVPLVFFASALLVLAYRSWNR
SYLKVLRKEEKDPEVANTKAVALESFNSLYSFFAIVFTAFGVALLVFDNDTLSVISLLVWLGFWGYINFFWMLKPPPESD
>MBL3565993.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MGLIDGGKKLAQEVMKDITSNYQILSDSYFTAFHQEGDLQVFSSSVFPDIGWNYAIVVDEGRLPSGGEVSLIRQHTAAKA
PVFVVSAQQKAKISALNADPGIHFEEYSTWMSCKHLQGAIPAGIDIKVYAPRESAPIPAAISVFEAAYCGDGAGTIGYSQ
LGPEYPAGFGKMLRSAERAHLIAIDVDDQMAAVASVVFHPDIPLAGLYNVGVHPKFRGRGLGSAISRAATKHALENGAAR
CILQTEAGSEVALMYEKMGYSEDIMTYFLEI
>MBL3565994.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
ICSGAVVKADIPHGRPSGITGLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGK
VRALLAPFADTLLPGALEGYALPVSDGRPQNRRNLRTALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIV
TLFADALQRLGAEVHVTEVDTAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIR
RLLSADERADFVAATRALDRVLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MBL3565995.1 entericidin EcnA/B family protein [Rhodovulum sulfidophilum]AB20
MTRLLFILLALTLASCSTVEGVGKDISAGARTVRNAL
>MBL3565996.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MBL3565997.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB20
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTWTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQTGRRIAVLGPDNAPVARGEPGQLAISSGDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MBL3565998.1 DsbA family oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MVRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDPAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLD
>MBL3565999.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB20
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MBL3566000.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB20
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MBL3566001.1 UDP-N-acetylmuramate--L-alanine ligase, partial [Rhodovulum sulfidophilum]AB20
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREDNLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAW
>MBL3566002.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB20
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRLPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVIGRA
>MBL3566003.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MBL3566004.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB20
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MBL3566005.1 hypothetical protein JMM59_13465 [Rhodovulum sulfidophilum]AB20
MSAIEDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>MBL3566006.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB20
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MBL3566007.1 DUF3422 family protein, partial [Rhodovulum sulfidophilum]AB20
EGLSVVAISYYAVSLVSYMIAPGAEALAVSKALATAVVTPVVVLAVWLMIRQLRKGMEH
>MBL3566008.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB20
MASLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERGGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPGAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MBL3566009.1 amidohydrolase [Rhodovulum sulfidophilum]AB20
MPVRNRLAELQPEIAAWRRDIHQNPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>MBL3566010.1 hypothetical protein JMM59_13490 [Rhodovulum sulfidophilum]AB20
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MBL3566011.1 hypothetical protein JMM59_13495, partial [Rhodovulum sulfidophilum]AB20
IGAIVGAFAVIWAARLGSGTFESWREQKISERQIDQAERILTATYNARRSLSQVRNPLMRGNEHIAAEEKLKEDDLWPTS
KGDKKRLTLTQAYLNRLNSASLARVALQDCQPMARALFGPELENAIETLGRQFHIIRIYVEANADEEVDKDQDFKRQIRE
TLYEGVPSEDRNTMDATIAAQVVRIEDICLPQLRAAGRKRRDAGPSV
>MBL3566012.1 hypothetical protein JMM59_13500, partial [Rhodovulum sulfidophilum]AB20
AWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDWPAGASGLRRRFD
>MBL3566013.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB20
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MBL3566014.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB20
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAAAAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAETAARA
LAERSWAVVAVTGPVDYVTDGARAWRITNGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>MBL3566015.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB20
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPETVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALEGLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAAQLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLHGAALEGAAPFDLVLCDVPCSGSGAWRRSPEAKWRTSPADLARLTA
LQEEILDCAAGLVAPGGHLAYATCSLLAAENGSRIGRFLAAFPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>MBL3566016.1 hypothetical protein JMM59_13520, partial [Rhodovulum sulfidophilum]AB20
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQAL
>MBL3566017.1 TonB-dependent siderophore receptor, partial [Rhodovulum sulfidophilum]AB20
NTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSALL
YGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDAAGTLQYSLTAIGRSANTRYRDVDEERYAIAPVL
VWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLRSK
LRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTTAAP
LDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAALLY
LFDNGAAPYVSYSTSLEPTSGVDAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTNVLTPGDVPGYFIQTGKI
RSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSSYG
DDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MBL3566018.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAAPERIVLLDATDLISMAALIPEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYNTCCWAAGHAFWGGIFEIAGGRLLDASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAALNDRFARPLPGPLWLSLDAT
>MBL3566019.1 siderophore-interacting protein, partial [Rhodovulum sulfidophilum]AB20
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDAPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDDGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGADRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAADPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPAK
>MBL3566020.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB20
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVTANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>MBL3566021.1 adenylate kinase [Rhodovulum sulfidophilum]AB20
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDPLV
PWFSHVVFLTLPPARRLAQLRRRERLRHGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPAALVETAIAALDQTVGAA
>MBL3566022.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB20
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVIYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPRGEDT
>MBL3566023.1 2-isopropylmalate synthase, partial [Rhodovulum sulfidophilum]AB20
SVYSGGFVEGQREGQGTITMPDGFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGM
LTTTPEDTTDRPAAPNAPLPAD
>MBL3566024.1 hypothetical protein JMM59_13565, partial [Rhodovulum sulfidophilum]AB20
MTVQNVRPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRRGPTVAYVD
>MBL3566025.1 hypothetical protein JMM59_13570 [Rhodovulum sulfidophilum]AB20
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MBL3566026.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB20
MVIQDIPTKHESLTADLLAQRTRMSVEMIETDTRIRPDHVYLNPPGTVMRIEKGVLRLTETGLMNCTGEATRNLADLADA
GVQISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDARDGDGDGASERIVRAMLALAESLQLSTVAEGIETEEQLAWL
VENGCEFGQGFLVSPGLEIAAFEALIGA
>MBL3566027.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MBL3566028.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB20
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MBL3566029.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDEAPSRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MBL3566030.1 hypothetical protein JMM59_13595, partial [Rhodovulum sulfidophilum]AB20
LGDGARGRGGKPGGGSKGKHGGKPGGNKGGGKGGPRHDGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MBL3566031.1 hypothetical protein JMM59_13600, partial [Rhodovulum sulfidophilum]AB20
MRGAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGAALVTLAAAPASYARLAEDWTEAPAMQAAPVELPAPEVP
LESDPAATPERALAPVPALPKLAAIQPEADIPDPPERPERIRAEPDPALALRPEPRPDRPREAVRSAPPSEARAAQVARG
GSAAAEAGAGAAGDR
>MBL3566032.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB20
MFEFGEDDRQGTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSASGDLAFGAARGEAVF
AALAARPEAAGPLVIRADAGVEAAALARLAARLTAEGGGPLRLVTVPR
>MBL3566033.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB20
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGTGTWQGPPRLIEVRPDGLSLNGQAMAPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MBL3566034.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB20
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MBL3566035.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTGLQLSRLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MBL3566036.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB20
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTVLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MBL3566037.1 excinuclease ABC subunit UvrC, partial [Rhodovulum sulfidophilum]AB20
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRMAESAAHGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQV
>MBL3566038.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MVTGAAQRLGRAMALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVL
VNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLA
KMGLWALTRTAAQALAPAIRVNAIGPGPTLKGTRQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDG
GQHLGWRTPDVLGVE
>MBL3566039.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB20
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLSWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MBL3566040.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB20
MTVAMNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMHEQGRITALGWRSRACTLGMASLGLV
TEVAVGQCRAEVAAAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MBL3566041.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB20
MANPTANGADTPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDLD
>MBL3566042.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MBL3566043.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSETLDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>MBL3566044.1 adenylyl-sulfate kinase, partial [Rhodovulum sulfidophilum]AB20
KLARMNRHTFLLDGDNVRHGLNKDLGFTEADRVENIRRVGEVAKLMTDAGLIVITAFISPFRSERDMVRGMMQPGEFIEV
FVDTPLEVAEARDVKGLYAKARSGQLKNFTGIDSPYEAPDNAEIRIDTTGMTAEEAADLIIAQLIP
>MBL3566045.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MKVSVITAAYNSEATVGEAIASVAAQTYPDVEHLVVEGNSDDGTLEAIERAGHNRMRLISEPDDGIYDALNKGIRNATGD
VVGFIHSDDFLAHDEVLSRIAGAFKDPAVEAVFSDLVYVSQADTSRVIRHWSTGAFHPRRLKYGWMPAHPTLYLRRQVYE
RFGTYDNNMRIAADYDFILRYFSQATGKSVYIPEVLYKMRIGGVSNRNWAKIRQKMDEDMLAIRRNRVGGLHTLAFKNLS
KLGQFLVRPQRS
>MBL3566046.1 YdcF family protein [Rhodovulum sulfidophilum]AB20
MDTALFILSKLIGLALQVETWLVIGMVVSIAAERFARPRLGRWSFRATLAALFAVGIFPIGEILLRPLEAEFAPMPAPSH
IDGIVVLGGVEDPRATAAWRDPQLNEAAERLTAAAALAIAHPEVRLVFSGGSGRLRNAMLGQPEIPSVAVDFFVSLGIDP
ARITWEDQSRNTAENARFSYEVAAPAPGETWVLVTSAFHMGRALACFEAAGWGDIVPHPVDYRTGSFSGGIGWNLAGNLE
VLNIAIKDWVGRLAYRFTGR
>MBL3566047.1 transcriptional activator RfaH [Rhodovulum sulfidophilum]AB20
MTFHDRGTSWFLAQLKPNCANIADKNLKRQGFQTFLPMEEETRQRNGKFVTAMRPLFPGYIFVAFDVARGFWRTVNSTYG
ITRLVSFGKEPTAVPLDLVSQMMLRCDAKGKLLPAKLLKPGDQVTLTKGPFANFVAEVEKIAPDRRVWVLMEIMGGQTRV
AVGADQLRSI
>MBL3566048.1 hypothetical protein JMM59_13690 [Rhodovulum sulfidophilum]AB20
MSTEHQQYSTHNQSDKIRKYAEKRDIEIMKIYVFHPG
>MBL3566049.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB20
MDDAADRRVTAIFLLAISVYFSAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKRGSRIGWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAVIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGGPGGAGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFSALAPRLGRGGRVGLVGFVGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAGNL
AAREPLRPVAPYL
>MBL3566050.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB20
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MBL3566051.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB20
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGAGWVPK
TAIWGVDPDEIRE
>MBL3566052.1 cation diffusion facilitator family transporter, partial [Rhodovulum sulfidophilum]AB20
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHAIGARLKHAILDEFAGADVIIHFDPVR
>MBL3566053.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB20
MGIIYLEEEIDWGALAPLTMAREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVTYPAYALEVDAMKYESFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDELNEVDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDR
>MBL3566054.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MIPNLASSSASAGSSASAGRLPDKIVVASTRPCRPQNVIPHPLRYKELAVGWRVAKNTSLLFLSSIWGLCWRGRLTPGWS
CKKHGAARSQPAPGEVLTLHLRQEIVMRVLAVLAALTAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQT
DSALDTLLESAGSLPLGPPAHLVDENPCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIE
TVDFTIGADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPIARPMRATVLHGADGGDMAVTVERPGGPTDLALLDR
IGVETVGAPTAVPDAGGAPMRVDWHAIAAAKPDVIVATGDADQVRAALRHATASVPALSGIPAVAADAILPLPAYSDIDV
VGYPYTLEAWTRAFSEIAMATVSVPAASR
>MBL3566055.1 permease [Rhodovulum sulfidophilum]AB20
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MBL3566056.1 acetate kinase [Rhodovulum sulfidophilum]AB20
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>MBL3566057.1 hypothetical protein JMM59_13740 [Rhodovulum sulfidophilum]AB20
MWIEDDDGRPGGRETRDQAQRWQTEAPVGGRHRRAPTFRRARDEEDRAVDPEGDGIEPWCKRTATAFRM
>MBL3566058.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB20
MQIRDLIPWARKEHSPEPKTRTGTGTGTDEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSVEL
PGMEMKDIEVSVTDDSLIIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQS
RVRRIEVQGA
>MBL3566059.1 Hsp20/alpha crystallin family protein, partial [Rhodovulum sulfidophilum]AB20
MPGVAAPDVEIALENRVLTISGHAGTARPERLQLVHAEYGEGDYERAFTLSEDIDPDRIEAEMKDGLLRVTLPRAEAAQP
KKIAVRSA
>MBL3566060.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB20
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMICELAGRHDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGNLDADGFFGLLTDRLGRLT
>MBL3566061.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB20
MSIDYAQPTDLDATSQALSFSIDNYINPPGDSISSLIFSDLDYGSVLPLDLGEGLTVTGYSFVLDDGSDSTFDAISGLWT
LNEDSWAHLSIVASVDVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MBL3566062.1 YdiU family protein, partial [Rhodovulum sulfidophilum]AB20
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPVALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKVGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTTQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERP
>MBL3566063.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB20
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>MBL3566064.1 amino acid transporter [Rhodovulum sulfidophilum]AB20
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MBL3566065.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB20
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MBL3566066.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB20
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MBL3566067.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB20
IFGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHAASETDAEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MBL3566068.1 phosphopentomutase [Rhodovulum sulfidophilum]AB20
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEGAPG
LCAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFARTAHRHDYAMAPPA
PTLCDWAQAAERRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MBL3566069.1 adenosine deaminase [Rhodovulum sulfidophilum]AB20
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLKFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVEHLEAIREAAERAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MBL3566070.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MBL3566071.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB20
MRFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PPRRRAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MBL3566072.1 TldD/PmbA family protein, partial [Rhodovulum sulfidophilum]AB20
TLAEMASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGY
GHRRMMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGARAAALAGARRPKSGAFP
VLFDERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLT
GWVLDLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGARDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFW
VENGRIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MBL3566073.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB20
MPARDLALLTTAALEAGKLAGRYWCRDPRTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPLDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPT
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MBL3566074.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MBL3566075.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB20
MTANRAERDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARAPGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSTETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MBL3566076.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB20
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGR
>MBL3566077.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVEL
>MBL3566078.1 insulinase family protein [Rhodovulum sulfidophilum]AB20
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAALNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MBL3566079.1 insulinase family protein [Rhodovulum sulfidophilum]AB20
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPEAVKEMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALEEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MBL3566080.1 DUF3035 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAVAALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRR
KHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRARGVRNVSAPPKD
>MBL3566081.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB20
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDS
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAHEAGLGLGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MBL3566082.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB20
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MBL3566083.1 phosphotransferase, partial [Rhodovulum sulfidophilum]AB20
FDLGAAMTLARQAVAAGVGPRVIWADPGLGAIAMEALTEAGGWRRAMQKDLQEAPVLAGAMAALKALHATPALSNRFDPF
AQIDALIAEYRRLGAPLPDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDLGA
LLAETTDFERDMQAGFAAYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRSGVEWLKYGEWRLMRLRMALNHPGF
EQKIRLAGGAA
>MBL3566084.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB20
MPLIQVNAAGERPEPQGGAARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLIEAIRVRAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALC
>MBL3566085.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB20
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MBL3566086.1 GTP cyclohydrolase I FolE2 [Rhodovulum sulfidophilum]AB20
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENRDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>MBL3566087.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB20
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMR
>MBL3566088.1 acyl carrier protein [Rhodovulum sulfidophilum]AB20
MTTSLTSPAPEVVDFLTVGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MBL3566089.1 cytochrome P450 [Rhodovulum sulfidophilum]AB20
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALASLETSRFPDLMRDYCEAGFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPGLVSFPAFLGRRADRLADPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDAGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGEAAVMDVVGANAALRRRVPDGPAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDAHSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADRLGGNRLACWQPLIEAETRAALTRLASAPAPDLIADY
AEPLFRGIAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGTPATEGLPGTPLLTRLMEEDLP
ETDPEDLRALVLVMYGASFNMAHTLGNILHHLLSLPPEDRGNAADPAWIDAELERLISLCASPKYIYRMARGPARIGDLE
IRPDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPRLALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRP
>MBL3566090.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
LPAPAPGRAPEGAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCG
GVSAQMSPLDFIRNPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFQARFA
PAGLRREAVFACYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLVAGLAIVAPETGARRPDGAEGEIWLCGASVGAGYIG
PPQHSAGSFGARLDGGAGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEA
SGRAVLIAETRTARLPPDAEALARAIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCL
P
>MBL3566091.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB20
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMAAPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVIFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MBL3566092.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB20
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAASQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTDDPPED
>MBL3566093.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB20
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLAPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MBL3566094.1 CpsD/CapB family tyrosine-protein kinase, partial [Rhodovulum sulfidophilum]AB20
QAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQMRQN
GWKRLAITSPMPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRHGENV
AFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDTCERE
IAEHTNVLGVVLNAYRQADAKG
>MBL3566095.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB20
MKITFVIAVASLAGGNRVVATYAQQLKARGHEVTVVSRPRPRRTPLDRLRAWLRGRPLPPHPRSPLFDALGDSHKVLDRW
RPVVAEDLPDADVVIATWWETAEWVAALPASKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVREEVPG
SEIDLLPNAVDHAVFDATPRARGTPFTVGFLHSIAPRKRIDLAFDTVGKARLRLPDLRVVSFGTTPATEDFPRDLIYRRA
PPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAE
WRAMSDAAHATAAAHSWEAATDRLLGYLGEEVRP
>MBL3566096.1 hypothetical protein JMM59_13940 [Rhodovulum sulfidophilum]AB20
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MBL3566097.1 hypothetical protein JMM59_13945, partial [Rhodovulum sulfidophilum]AB20
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTSPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLDGEDRRSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDVPRAFSAADWSVDETGVQIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPVGGSPVTRDSAASAAVVALNFRAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLGALETGPVCLVRPALSGT
>MBL3566098.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB20
SARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDE
AWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNEF
RFEDEKDREEIFIHAQKDRNEKTNNNHTERVDNNWVQSIGQHKAIEVDGNHSESVHGSMTLHVGSSGVGRVLNDQFRKLV
EGISSIAVKMPIPGINQLGRGVYSLFADQVINEATAGVKAQTIGVTKTVNVGRSIFENAGHSIQLVAGSQATIEAGDVAS
IVSNGELELRVGKAELRMTSDGYVRLRGDTLFMELENGIEMFGGSEITANSPKISLN
>MBL3566099.1 hypothetical protein JMM59_13955 [Rhodovulum sulfidophilum]AB20
MKRKILIAVSLIVAVVALLPAAFSVWRMKMLLPEGEVTLAGHEGGMVCSSDAYNAFVPLMSQAGEMGLSQMPFEGTAAEQ
RAILDRYAALGLTGPETVVTSVNLDDGKVYANTCAAERCTMAEMAAAEAMCWQDTRNCTYLAIRFRGQDHCVLAPAKDAP
>MBL3566100.1 hypothetical protein JMM59_13960 [Rhodovulum sulfidophilum]AB20
MNDAVFPFGNDPMHPEAWVGRMDTRSKRWLISYDGSFSMVCGYHSFIFLGLDNMCIAIVNLLNCGVSASLPIGKLFKGAG
GSARAAQRIEDAHGHIGDGKMTWDAAKMEHEQQDQIGSGMALYERMTQGTPQFVSAHKPFSLADLSGMTGGIIGAEVELV
GAAALYTIDASPGPLGDPVFGPTPVFNSGDGLVSAGASAAIGIWSLETWFNLYYELGAAAQLRCHNTGQSPSYDQPYRVI
PSLDPYLAALPPAGCTFAETGFNPTRLLP
>MBL3566101.1 hypothetical protein JMM59_13965 [Rhodovulum sulfidophilum]AB20
MTQPRPSLANAILSEGGQSLPDLWRILHSNTDLWVRFAAINGAKDEGSTLRTVAQAEEALRKELMSVEAIAWQALCAAAG
WTLTGAAALSWCRNAEAGQVWRSWAESGQIPEASALFLRAARWLRPAVLPQGQTVSQLFAASGNDYNAVCASLAARPGSV
WLDYSAEQVSRAPEFFQEFLQASPIGLMTASRIIDPMQPASGKAVEE
>MBL3566102.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB20
MPAASRKGDSGSGHGCFPATPATSGSPDVLIDGIPALRQGDAHAAHGCKDCAPHGRAVSGGSPTVFVNGRPLARVGDSIS
CGGVVAAGSGTVIADEEGPRKVELTKG
>MBL3566103.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
SGVFGLGAALAALAGVLIVPIQQAHYLMGGEALLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATL
LVALVLVFRPEGLMGKAAR
>MBL3566104.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLELG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDTFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVFGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MBL3566105.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MSALLSTRALSRSFGGLRAVHEVDLDLAPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGPPAAIRADARVQAAYLGTAID
A
>MBL3566106.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLMDGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MBL3566107.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETKIRHAAQAALDAAVAAGVLAETRAFDYVR
RETYEDFEAFMGRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MBL3566108.1 transposase, partial [Rhodovulum sulfidophilum]AB20
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYNE
>MBL3566109.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB20
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTSTDMASGAPIRVNAKTD
>MBL3566110.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB20
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MBL3566111.1 twin-arginine translocase subunit TatB [Rhodovulum sulfidophilum]AB20
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDKTSDA
>MBL3566112.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB20
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>MBL3566113.1 ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTEQSAEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MBL3566114.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
KAAPSGARLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTGLPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPP
VAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLYFHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEH
VLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLSTAFGRFRLDAARKEV
>MBL3566115.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MRLLPLFLAMLPLPALAEEILLSGPPIWESAPLIALAEDQPLEGITFSFRPWASPEQLRKRVIADIPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPELMMHRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVNAALLAEPMATLALAQDRDLTRRADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGTGFARISALDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MBL3566116.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MTRKLAFLTGVAAIVMFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MBL3566117.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MTLFAADTIGLHYPGRPGPVFRALSLSILKGESLGLSGPSGTGKTSLMRVIAGLELPTSGRIPIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>MBL3566118.1 hypothetical protein JMM59_14055 [Rhodovulum sulfidophilum]AB20
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MBL3566119.1 hypothetical protein JMM59_14060, partial [Rhodovulum sulfidophilum]AB20
GVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDSTNIFTLGRSRDLVEIPFHWERDLVADGLLPGHD
QHIEVARLPDASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSIAREMRAGLPLLRAQDTILRLGFGAGLLGLLAC
LVCWIAVDDRLDEMAGLRSTVPRIVGI
>MBL3566120.1 hypothetical protein JMM59_14065 [Rhodovulum sulfidophilum]AB20
MDAFSFPVWPEAPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAVMPAIYACFARVIAADIAEAAGFAE
AAAAPDIGRFDPLPRGRAAATLCNRHTGRLALDSLYGGVTPEAPGRTPAALVRLRTDADSPAPLGIAGSGGQDRNGRPAE
ACAAPFRIVRTKVGTEIGTEADIAQAPPDGDRSVAWFHLALSRFHQAVMAHAVGIGGPRPETGGSAFAFARGEVRKHFQW
LVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPFEFQAAALGCAETMARPGDDWLARLGSGRPLPGGL
AVFPRLIDDRVSLPDRGARGANAGPDTWFAPDLLCLCENVPVPNARRRGLAERRLHRGLRLNLPSGQGCVAGMARLGVRI
APLSPVELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWH
PRDGARPAGEPVTTVAALIRAAGMRA
>MBL3566121.1 hypothetical protein JMM59_14070 [Rhodovulum sulfidophilum]AB20
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MBL3566122.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase, partial [Rhodovulum sulfidophilum]AB20
DTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHASAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYR
PYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGPEDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNF
TEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTTAAHVAVSAGHGIRLAEFPTTLEAAEACRAEGIAVM
MGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALRLGDLWGDLARGIATVTQAPADAVGLADRGRIAPGA
RADLIRVARIGGAPVVRGAWVQGARVA
>MBL3566123.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
YPAGIEFGVSFLAAMAAGCIAASWASGDWTTGKRSLPRLLHIAGDCTPAAAIGPAKTLGGLDFEQAVLHVLAHEDLRAEA
PGDFSLANERGITRLRGRIRAAAGDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLRMHVKSIIG
SHGANYHEAWQANRLVCRGLIHPVLTYTGQLADGVGLVRRSRDNLHIGKIAMLCQAAAPRDGIRDPGLRRAAGVDPFLQK
LMVS
>MBL3566124.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGPAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYHAAAMADWQMVVVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAVKAP
>MBL3566125.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MLQNHKTEEIAPGLVLNLFNASFSEPFSIEMEHEPCIVLSVVIDGSVTFNSPIRAHAHSRNVICCSSDRRMTVCSQIAAC
SCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGSLVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRENCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHPA
>MBL3566126.1 FtsX-like permease family protein, partial [Rhodovulum sulfidophilum]AB20
MPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAMLIALAGAAIGCGLGTIFCKVLAGFYGGVFR
FPFLVFRIEPAAYVL
>MBL3566127.1 YrhK family protein [Rhodovulum sulfidophilum]AB20
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MBL3566128.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB20
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MBL3566129.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB20
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>MBL3566130.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB20
MRIRPALLLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFAMN
AGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRTYLADPPDCRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPIVG
AVVPAGD
>MBL3566131.1 tRNA pseudouridine(55) synthase TruB, partial [Rhodovulum sulfidophilum]AB20
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAVTNTDDAEGEVIATSEKRPSDDEIHAALPAFIGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLR
>MBL3566132.1 transposase, partial [Rhodovulum sulfidophilum]AB20
MGSKTRQDFSAVAVIGMDIGKDVFHLVGFSSDGSLVLRQKIKRLALVATFQTLPPCIVGMEACLSAHFVSRTLR
>MBL3566133.1 hypothetical protein JMM59_14130 [Rhodovulum sulfidophilum]AB20
MLNQALRYIKHVAVWLAIFNLAYPTALLATPFYGFHTAQTSDTHRSHFLIDEPILAYQPQRLFFVTPIASDTAAFTDPVA
AVYERSIRGSEPGWRLVSLSGDDIPPGAEFMVVAVDPREESGAFVHTHGENSDVPSRSPYTVLDHPQLNGDPEAHFIIGH
RVNQVRLAGVTPAPVVAEYVAPHWRIRTADGSPIPRGYEFNILVNEGILQTAVSNGRFVRIDDARLAGRPSTEMIVTPVV
DEGQPYLGGEALFYNEYEIAGRLEKDVWTVLRQPNDRTKVRYNVFAPNLGGERRYKIFTAGPEGWKEDYFVGAMPMVDPL
EPSGGNLVDLDAVSFDADLDLSIYETIPDPSGLIEPMETAVRHRTAQGTNLTKYLQNEYGQNLGTFTLTDGMLMTVMLDL
DLDGLVDHVATHNLWTGRSKYIVAETEEALRNWAELLEGINTFCQMPEVTAEPGGTAPLVSLGSGVPASTIINGCNPLGG
SGAGGGGFSGGSQIGGGGIGAICEGVLAGAGSGGAPDAVSGYGVGIAAGGALVAGFGLFLLSSNPVGWTVAAVGGAVLVV
GGAVTVAAGIGINTTETDVANEVSALQGIVRRATQLRDQQNRIAAEAGEQRDRAIASENFYLNAGDRAGAERARSRADDA
EARRISAEIAAAGHEEVRESAERDLQILGSAPLDPSGDGRNGALEFCQRYEANKDCYSFAGLERNLAIARNQCDSPVAST
GGNLGASNITEGQCPFFPLDPRGEVENSIFCAEPETFFDMGNAVREMCINPVATPGPDGGGKCPSTNGTIGGASVDYTYL
GVASPDVELMIELIKDMVVNPGDPIYFEPPPDLR
>MBL3566134.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB20
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MBL3566135.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB20
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MBL3566136.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB20
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MBL3566137.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB20
MHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKMVEDVSGREGLKYFP
YIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLALRPILAMIEVISYF
VRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCVYLRDALHPHH
>MBL3566138.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB20
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MBL3566139.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MQDPLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLSILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MBL3566140.1 hypothetical protein JMM59_14170 [Rhodovulum sulfidophilum]AB20
MGDSYHNSGNNYGHMGPVNIGRQSFELNQSTREEILRKIPRHGILRIEIVGSGRAQSMGLDVVRFLGQNGYSLPEPTFIG
MLVPPPSGPICFEGGTLAIAADA
>MBL3566141.1 transposase, partial [Rhodovulum sulfidophilum]AB20
QTNGMVARFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MBL3566142.1 TniQ family protein [Rhodovulum sulfidophilum]AB20
MSDLFWLTQAQMGFVAQSKKSAAAAACTKGFLLAKQRNVRPRKPLGDARSFDYATKLRRWSTCVHSFRNAVVCHTWMTGC
HCAGAGQALLDLRLQRMATSLPIPKRLWSRVSQHVGRLSTQEVYLLRKLALTVEPVDRETLPSLFSRMAILNGTDAANFA
LDLGTTFRRILEQDEEAVAIFAERAGLSAMQLAELLSWTGERIGDVRMRFRKEVFVSRALRNPIIRGCPHCMREHAADQP
HPLRYIALRGDWLCRGVDICHRHHHPLVPLWSSSRPIERDDIGARLAEILPDLRAGSFDCARIDPTDYDLWLDKRLSQGI
AADDTWLASQSVFPAITLCEFIGAALLRKQGKAPDDRRAKATGFAYVSQGPDGVRAALDILMRSEDGGHIVTQGELGPLL
RHLRGSYLDDDTFAGFRSILRDYFLEIWPLAPGDDLLGQAVTERRLHSLTSASKETGIGPAVLDDFLTEAGAFAPGDARA
DARKTFDAKAWQHILDEIPTLVGPIALRKAIGATLAELNGLKADGVLVPRTNVATIKSPWQIADGEALLEELEAYAQPVA
PEEPGWEAIQRVHKRLDLPVGEIIAAIRTGSLRLGQHPDVFGYHGLVVKISEVSAFKAKVAPKRKPSISQGEVTAAAFAR
SAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAFEASYTTPSMLSAETGAHRNTIRAVLQNEGVQPFRPN
GLDVGPVYLRNAVEPVVSLLKSQEGK
>MBL3566143.1 ERF family protein, partial [Rhodovulum sulfidophilum]AB20
MGELTKIPQEGAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YVSKKTSDRTNYAYETLDAIAREVDPILAQHGLSYRFRSQQSDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAPSLDDLGAVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGD
>MBL3566144.1 hypothetical protein JMM59_14195 [Rhodovulum sulfidophilum]AB20
MTCPLRTAEALDPISTPQGRAEARDRRRAILHEAARAARWLAWTSVGLLVIGLIGHVADKAIGQVIHDMHGREVSQWAN
>MBL3566145.1 hypothetical protein JMM59_14200 [Rhodovulum sulfidophilum]AB20
MLALNVPHWLVMTDFGPHGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>MBL3566146.1 hypothetical protein JMM59_14210 [Rhodovulum sulfidophilum]AB20
MRGRFAILALVLFCVSMLAESGSLVAETEMQAETPESEQNLQSQLPSGLPIEPEIFAEDTREVYIVERTLFDQFHDGMMD
GMFFFGQTLPFLLTYFLIWLVTIAWVPIAIIIVRRRASAIMKFSKAASESQSQRGEPEAEK
>MBL3566147.1 hypothetical protein JMM59_14215 [Rhodovulum sulfidophilum]AB20
MYLSWSAFYEGNTDAQYFNTLIPRVLDDVIRSHGVRPCDVAEFPSVRFGVSDRQFDCVSREICRRRDEFHIIFIHADLGG
RALSQSIYDRREALIDRARDFCGFDVNTAVLLSPEKELEAWALSDPDALRSALGVTEIDEALLPDSPRAAEKLEDPKDIL
NQILEDASIKKRAHTQMLVRIAQEQSFTNLRRARSYVWFEESLAAALRYLGFVPAR
>MBL3566148.1 transposase, partial [Rhodovulum sulfidophilum]AB20
MGSKTRQDFAAVAVIWMDIGKDVFHLVGFSSDGSLVLRQKIKRLALVATFQTLPPCIVGMEACLSAHFVSRTLR
>MBL3566149.1 hypothetical protein JMM59_14225 [Rhodovulum sulfidophilum]AB20
MPITYQQRITAWLKDPPHQVQVAFAARCALRALPAIMRANDAALRGSALPVLRAILTSAVAGIWPPPEVMRSAADTAEVY
AKVVAAPARSAATATSRSAARAAADAAAEAAPRSVAVDARSAAADAMPSGDGKSAEVLLRLLWPGGALPEGLAR
>MBL3566150.1 hypothetical protein JMM59_14230 [Rhodovulum sulfidophilum]AB20
MEVTAKAVAALIDETVLEYMREARTNCLPDEFLLLNAIPPILRRIASGVAHPVADSSGGTLPAERSRLEARIAELEAELS
ALRARSPQCVFSKALCEAAGKSPGDRKMWAPLIGGCYVILGDPALTDRLPSLASTVRGLFPVPDAPFSPDPVLPPPVIDI
>MBL3566151.1 acylphosphatase [Rhodovulum sulfidophilum]AB20
MTDRIAIRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLVGPEDRVARMLDALQEGPTPARVETVETTPG
YWPAEAGFRISR
>MBL3566152.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB20
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIREDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVIQTA
>MBL3566153.1 hypothetical protein JMM59_14245 [Rhodovulum sulfidophilum]AB20
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MBL3566154.1 hypothetical protein JMM59_14250, partial [Rhodovulum sulfidophilum]AB20
IFAEALAARPEARVWVGAEHALVHEARRIAAGLPAERKEIGTYWRRGRRGDARRDDHDD
>MBL3566155.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLYAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLMRLDFAC
EAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRVGYAEPSAFHRAFLKWSGVTPA
AYRAARAG
>MBL3566156.1 AMP-binding protein [Rhodovulum sulfidophilum]AB20
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRAKLDEIPDCPPVA
VIRDADTPLPAGDIDLCAERTAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLQEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDVRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MBL3566157.1 ModD protein, partial [Rhodovulum sulfidophilum]AB20
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIATPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATGAAAIVGAARAVAPGIGVACTRKAVPGTRTLSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGTEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLE
>MBL3566158.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDITGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>MBL3566159.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MBL3566160.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MRLSIAFVPILGLGLSAAAPAETLHVYSGAGLRPAVEPLAEAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAASKVTDIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYIATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPDLATAFIALLASPEGRAAFE
AAGFGAE
>MBL3566161.1 molybdenum ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
LGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSALDRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERL
ADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVVGRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIP
ASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPDGRGAALLARVSLKSWDRLALKPGELVVARLKAVALA
EPAQSPAQPVPALARIR
>MBL3566162.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANL
>MBL3566163.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF, partial [Rhodovulum sulfidophilum]AB20
ATAASYVSLVGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFG
VAATLVGLGALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDI
GFAAATLYLLLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLA
LLALAGYELFRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFI
EGSALASSVIGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHAT
LTPAWAALIVALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPARED
LDRAARIAAGGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYE
VRAADVPVMLDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAK
RAREKGFSVGRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAA
FSLGMAPLSGLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNE
RRQTLRRKADRGE
>MBL3566164.1 transposase, partial [Rhodovulum sulfidophilum]AB20
GRWRSHYNTKRPHSALGYLSPTEFLTKTTAPALETLAVSTLPLNTQPQPEDSRSNRP
>MBL3566165.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB20
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKAIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRVEIAGR
>MBL3566166.1 hypothetical protein JMM59_14310 [Rhodovulum sulfidophilum]AB20
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAAERPDRPGGAGGAAGVRPRGWVFSVRRSRPGP
RPGRPCSRSGFRRSGRPGPGPRPKA
>MBL3566167.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB20
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAEEASGMT
>MBL3566168.1 hypothetical protein JMM59_14325 [Rhodovulum sulfidophilum]AB20
MTTDLAALDPRHPAEVDRGLAYLTRVLRSLRVAPAERETAAMIATQLSRPGDPVRTMARVGALLTPYFDKETPRALREIE
MEDWADALADFPDWAIERAAKWWKSADNPQRRKRPLEGDIAERCRVEMRAVRAARVRARSGWAGAGPAPKREPCSPEAAA
EILRRPGSA
>MBL3566169.1 hypothetical protein JMM59_14330 [Rhodovulum sulfidophilum]AB20
MIRADARSILAEIRRLGGREFTAGDIAHLVPDGTPPTTLTSAITRAGIVTSRSLKDVQAYRFRPDVIAQFGRQNRT
>MBL3566170.1 hypothetical protein JMM59_14335 [Rhodovulum sulfidophilum]AB20
MGYEIGQRMPLDMDAAAFGAQISPQWYILLSSPHKEPGAQARLTQMGVAECWYPTETAYRRLARGRRKQVPYERRLAPGY
VFVRLDREPRWHLIREHCRGLLRGIVSRHGMPLPIPEAAIAQMRCIPERIARIRDREMAARIIRPGDRAEIVAGPLAGWT
VEVDWIDAGIAHFVLPLLGGQEASADIKPLGNKTNLA
>MBL3566171.1 ribulose-bisphosphate carboxylase, partial [Rhodovulum sulfidophilum]AB20
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDEAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTD
>MBL3566172.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB20
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MBL3566173.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB20
MTPALTLERVQGALADALEAPVRFVDTCAGPMAERLGRDLAPGEVLLCENLRFERGEERNDPRLGTELARLGDIYVNDAF
SCCHRLHASTTAAVDAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSF
LFARGYSIGRSFCEPELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRG
ILRSARTIVWNGPLGTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEG
RPLPGLEALERAKRAD
>MBL3566174.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MRALLPVLAAVLFLGAAARDAVDAWIDATMLPPLAAETSVEVLDRNGTLLRAYTVEDGRWRLAASPDRVDPLYLKMLVAY
EDRRFRSHPGIDALAILRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGHWAGKLRQMRVAVALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARL
>MBL3566175.1 protein pufQ, partial [Rhodovulum sulfidophilum]AB20
SIARAWSQARIITPMIFSA
>MBL3566176.1 light-harvesting protein [Rhodovulum sulfidophilum]AB20
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MBL3566177.1 light-harvesting protein [Rhodovulum sulfidophilum]AB20
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MBL3566178.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB20
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MBL3566179.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB20
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MBL3566180.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB20
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MBL3566181.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFNSDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MBL3566182.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB20
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDPPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCVECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALEGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEPVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>MBL3566183.1 hypothetical protein JMM59_14405, partial [Rhodovulum sulfidophilum]AB20
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGPAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVST
ESEGLR
>MBL3566184.1 TVP38/TMEM64 family protein, partial [Rhodovulum sulfidophilum]AB20
SLFLIRLVPAVPFFVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLA
ALAALPIAIRVARRKG
>MBL3566185.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MAPMETDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AIAVETADGLLEGSHLLVAAGRQPALERLDLPAAGVEADAAGVRVDAGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGPTEAEARVAYGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MBL3566186.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB20
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASEDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MBL3566187.1 hypothetical protein JMM59_14430, partial [Rhodovulum sulfidophilum]AB20
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPDDPGSAPGGGAEPPHPPDGTAAEDPLGPIRAAAGQPLNDYGNGQRFCI
HFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAER
AEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFS
TVAAEGMSPVAELRVQPEHLRGDLLSKIMPVAYDRTAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYG
GGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMI
RALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEG
GLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTV
>MBL3566188.1 hypothetical protein JMM59_14435 [Rhodovulum sulfidophilum]AB20
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTREVETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAHEGESLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAFWAGISLGNIAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MBL3566189.1 hypothetical protein JMM59_14440 [Rhodovulum sulfidophilum]AB20
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>MBL3566190.1 hypothetical protein JMM59_14445 [Rhodovulum sulfidophilum]AB20
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCATAPA
RHAWQDRADLDG
>MBL3566191.1 hypothetical protein JMM59_14450 [Rhodovulum sulfidophilum]AB20
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MBL3566192.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
QYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCPFRYEDPAGKDVKGARTSFKWVPNGI
PGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIALWDPEIETTITQAKMHHGCDYTPYE
GMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISGEAFPG
>MBL3566193.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLATGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRGQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MBL3566194.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVVGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MBL3566195.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MDQFFTEEQRMVRDTARKLGDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MBL3566196.1 hypothetical protein JMM59_14475 [Rhodovulum sulfidophilum]AB20
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>MBL3566197.1 trypsin-like serine protease, partial [Rhodovulum sulfidophilum]AB20
MGLLLGKALRRGFKWRPDPGISRAMRPSSRPPAALSLALAVTLGAATLPAAHAAGTRDRAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPDFHPGKKPDSRSLRSDV
AILLLETPIT
>MBL3566198.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB20
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MBL3566199.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB20
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MBL3566200.1 protein translocase subunit SecF, partial [Rhodovulum sulfidophilum]AB20
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQ
>MBL3566201.1 NAD(P)H-hydrate dehydratase, partial [Rhodovulum sulfidophilum]AB20
SGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRISALGLGPGFGTGSREAE
LLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHGPGFSRIDAVRAAAARFG
AVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLGAWLHVEAARVFGPGLIA
EDLPESLPAVFRGLGL
>MBL3566202.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB20
MGPRRAMSVMSVMSVMRLLALIAFALAGSGPARASTPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPA
SLARVMSKAGLEDGLPVVSGYIELVADRLRFVPTPPETGAVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGG
TGAASPREPTPRRTGKPPAPQPVIADTAGQDRIDLSPPETGPSNPYTPSGDRDVNTEERLRGQPDFSQEAVNDGQLGTRL
PAMSKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKT
VPEPGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKA
>MBL3566203.1 beta-ketoacyl-ACP synthase II, partial [Rhodovulum sulfidophilum]AB20
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAA
>MBL3566204.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB20
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLK
>MBL3566205.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MGLQIETRQLAHAEPHEVAVLGPQPLTSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYAFLQERRLGEARRLLLEGKGSVTDIALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>MBL3566206.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB20
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHSEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFDAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRARQRV
>MBL3566207.1 transposase [Rhodovulum sulfidophilum]AB20
MPTLGLPEEIILDNGPEGTSKAMFDWSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRHAREEIGRWRS
H
>MBL3566208.1 hypothetical protein JMM59_14540 [Rhodovulum sulfidophilum]AB20
MTQPSLETVKTQAKALRQALQAQGTAISHAQSLELIARQHGARDWNTLHARLGQRNAPPELALGTKVTGHYLGQTYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDNFSNWRHRIRGTIGEDGCSSRKTSDGSPHLTVDIAPS
>MBL3566209.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB20
MSVGPAPNRIENRFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLASGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAVLIAGALAVGPATVLALAAGNAAVAEAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGANYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMD
RAGRALRLALGSAFLWCLGVALAGAFAGAPLGRLFSGDPAITEAVAAILRPMTALYAITGPVLVLALHVQAMGYPLRTAA
LTLIKPWLLTPALLVVMNALWGIEGLWFAFPVADAILLVLALSMALRTRPIAPVPAPCL
>MBL3566210.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB, partial [Rhodovulum sulfidophilum]AB20
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTP
>MBL3566211.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB20
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLEAFGPEHEHHPLFPERTNVQVAHLADPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEAG
>MBL3566212.1 hypothetical protein JMM59_14565 [Rhodovulum sulfidophilum]AB20
MTWSEREAERLQREVDLARISGQRRPRNRSGRTIDALIQDYRQHRSFQKLAEASRRSYSANLSIIARKWGPQLVDDFTKP
VIAQWYETNYVARGKTQALSLNRTLSILFGHAELIGWRPAGSNPAKGIKAEVPAPRARVANWTEVDALVAAAEDLGRHAM
ALAILIGVYQGQRQTDIREALRGQFRQVQLIDPETGKPATYLAWSLRRSKRQTEGAMAIHPDLEPRLRRCLMANTQHADG
PLLIDEATGKPYSVWLFRDRFDEIRARAERDQPSVATLTFRDLRRTFGHFARSGGASRDDTGDVLGNSSAADPRLGETYM
APQFWTATRAVLAIRRPSKEKGKKA
>MBL3566213.1 hypothetical protein JMM59_14570, partial [Rhodovulum sulfidophilum]AB20
SLHLRPSGNAPEFRVYAEADSPERAAAVLKLGLERVAAALADRGAQE
>MBL3566214.1 glycosyltransferase [Rhodovulum sulfidophilum]AB20
MPSLLVISSAPAALLDGKPFLDRKFVEGMRFYTDLWDGPVNCLLRVRSGSFPFGRVYDPEELPFGIRFLPSDRIPGAPEV
SGQDVVLCSGDNHDYLHLAALCRRSGQKLVFIIEYVPETRRQILFLDRSRSLPKKIRSLIWMLGQEIRRRRAFGLADGLQ
ANGYPAFAAYEAINPNAMMYLDNRIGSDLLATGDEMAARRRRIGEGAPLRLVHSGRLERMKGSQDLIPIAARLAARGIDF
ELDIFGSGSLEAGLRRDIAAQGLSGRVRLNGVVDFETELVPFARQQADLYLSCHRQSDPSCTYLESMGCGLAVVGYANRM
WAALCRASEAGWAVPLGRVEALADALAEAASDRPRLAACCDAARAFAGAHAFEHEFERRIEHLRRLA
>MBL3566215.1 polysaccharide pyruvyl transferase family protein [Rhodovulum sulfidophilum]AB20
MGKIEKAAELLDFLVNPSKDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLDYVEMRSRQGARVSFFGTGMAFTDEQIAGESEAFRRWRAVLDRSQEVHLRGPQSVELCRRMGVQADIFGD
FAFLLHRPDIPVRDHGARSDAIGLNVGNCLGDQAAYEEACVALVRHLHSSHRLVFYVVVDTDMAATRRVIARAALPEDGF
SIERHYFDPYGFMRSIRNLRAFIGLKLHAAGLAMIAGVPALMVAYQPKSRDFMAPLGKAEQLLIDLPVEGGELLSRATDL
LDRPEDFLVEDRIAAIAADQRKKLEAVYMPG
>MBL3566216.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB20
MAVLRRGRAVLIGLIALCTLLELALSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGGAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRHALGPEDA
>MBL3566217.1 hypothetical protein JMM59_14590, partial [Rhodovulum sulfidophilum]AB20
LVDDANTDSRKLQLDLVYRHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MBL3566218.1 NADH-quinone oxidoreductase subunit NuoH, partial [Rhodovulum sulfidophilum]AB20
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYA
>MBL3566219.1 hypothetical protein JMM59_14600 [Rhodovulum sulfidophilum]AB20
MALKDGLVEVALRMRAPDGVGGLDEYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDAR
QEIRDCATRGIPTV
>MBL3566220.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB20
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>MBL3566221.1 hypothetical protein JMM59_14610, partial [Rhodovulum sulfidophilum]AB20
ETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRETPANDGGLALGQAVIAAAGELPQMESF
>MBL3566222.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB20
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MBL3566223.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB20
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSADQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MBL3566224.1 HupE/UreJ family protein, partial [Rhodovulum sulfidophilum]AB20
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHL
>MBL3566225.1 glutamate--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
LAATTQPPLSPAQKDGFARALPCLKQSTKTIPQLLEKAHFVLGERPFEPDQKAAKSFDDVSRGILAELTPQLQSASWTRD
ALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MBL3566226.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB20
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MBL3566227.1 hypothetical protein JMM59_14640 [Rhodovulum sulfidophilum]AB20
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MBL3566228.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB20
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFASQMSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MBL3566229.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB20
MTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAGDSNTEVVDYLVARY
GEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>MBL3566230.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAQLSPPPAEAIDCRQALTNGLDVSGSVDAEEYRLKRDGLAPALLQPEVRAAFLHIPSAPVALAIFEWSGMLDQRQILFW
TVQPGSTGRSCRQTAPDRSASGGAKHRHRYGAKDCWPKVAPSGKRRSI
>MBL3566231.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPGELADHFRAKLVRGPGPGAFVETASGFSDVAETMERELPRELQAMSLGQVPPTSGSPPRHRSQ
>MBL3566232.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSNVSYNLKKLVEKGYMH
HQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQIRYIY
>MBL3566233.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB20
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MBL3566234.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGLLEKRLRGALKEHG
>MBL3566235.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB20
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MBL3566236.1 hypothetical protein JMM59_14685, partial [Rhodovulum sulfidophilum]AB20
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQGGCGQPSGAGAPDLLALTLCGGVAAERYWRP
ALVAARAARRPVLVPVPATRFGAWLDLTGGCAVRLA
>MBL3566237.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB20
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MBL3566238.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>MBL3566239.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB20
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFAGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MBL3566240.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAR
>MBL3566241.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
LFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGGRLNIAACSLGAAQAALDATL
SYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKAFVTETGSKVADACLQLHGGY
GYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MBL3566242.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB20
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVGMILIDAEGDKAFCAGGDIAVMYETGTSGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEAEWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MBL3566243.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB20
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAAAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MBL3566244.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSWLARAEGLEGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MBL3566245.1 DUF2892 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPL
>MBL3566246.1 hypothetical protein JMM59_14735, partial [Rhodovulum sulfidophilum]AB20
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGILPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
TLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFR
>MBL3566247.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB20
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFEHALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAQIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEGAGIAWSVV
PGLTAASAAAASLGQSLTRRSRNSDLRVLTGHDVKGLADHDWATLARPGAVTAIYMGKRAARFIQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGTLATEIASAGLTGPAVILLGLAPRAAARSLPLLQEAAR
>MBL3566248.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAEAESGRVVGPYLAEVATAPQGPAPLHFR
EIFRVRGPAHASDRPDQRLDQRPGE
>MBL3566249.1 nitrite/sulfite reductase, partial [Rhodovulum sulfidophilum]AB20
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALAEIRE
>MBL3566250.1 prolipoprotein diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB20
GALRTPGRIAGTFFTGYGLARFAVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MBL3566251.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWVAQIWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDAGWCERLVGIEDERLALGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHTEEMGTLFKTLALTPPRAPDPPGLHS
>MBL3566252.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB20
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTETPMRADAMVTRQHGLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLAKLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MBL3566253.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB20
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRAQPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFINRDAERSALRETYLARQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>MBL3566254.1 hypothetical protein JMM59_14775 [Rhodovulum sulfidophilum]AB20
MQRGLERSFERARKGRATAVKMPAVAAIHDWRKWIKCNWDHTGLLRPMERGPPGLRAGSCPNF
>MBL3566255.1 ATP-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFRHAH
GAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMPEEE
EPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRYRLA
RPAGALSADDLTAAPAPLTLTAEEARP
>MBL3566256.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAGAVEAAFDAFMEWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAGVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MBL3566257.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB20
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MBL3566258.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB20
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MBL3566259.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
LLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKERKI
>MBL3566260.1 tyrosine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRTGLAKSGK
>MBL3566261.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB20
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLARALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGARLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRVGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVADCADADAAATLTAAVAATVAVGVGHCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MBL3566262.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB20
MTAEEIIATLGLAPHPEGGWYRETWAAPAGSGGRSSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATAAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MBL3566263.1 hypothetical protein JMM59_14820 [Rhodovulum sulfidophilum]AB20
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MBL3566264.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDDGGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAGPDAATEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MBL3566265.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB20
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MBL3566266.1 LysE family translocator [Rhodovulum sulfidophilum]AB20
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MBL3566267.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB20
LPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAATDLEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGR
DEDLQGKPFVGRAGHLLDLMFGRIGLGRGDPAAERALYITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLM
GNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLLRTQLAKRDAWHDLLMLQARLRGG
>MBL3566268.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB20
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MBL3566269.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB20
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MBL3566270.1 HAD family phosphatase [Rhodovulum sulfidophilum]AB20
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWAAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>MBL3566271.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MPENIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGAWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MBL3566272.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB20
MIWAGLLVLMLLAAWPLADALRRPMAARARSEAPGEIAALPRGRTHLVWEGPAEGPVLVLLHGLTIGSHMLDRLAGGLAD
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGDLTLVGYSMGGAILTA
>MBL3566273.1 virulence factor SrfB, partial [Rhodovulum sulfidophilum]AB20
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRV
>MBL3566274.1 hypothetical protein JMM59_14875 [Rhodovulum sulfidophilum]AB20
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
ILPASAPAATESAPATGTAPTEPVAIANARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSEVLQEGSLTR
QGESWTTTINYPGLP
>MBL3566275.1 trypsin-like peptidase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
EPAARSWPGAIAWVPLLALLLIAGGLLVWLLLPGTRIFPPRKPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCR
PDGTLTMPDGRTIEGLLPPDPANPADAPGSRAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADA
DARPGEQVRAERGSGFFVGPDLVVTNNHVVAGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYF
TLLKPDHSLKLQSVIAAGYPDDLLGDWRGGTDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVV
GVNTFVRQGALRNLNVALASGDLLEFLESAALTPATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSDE
>MBL3566276.1 xanthine dehydrogenase accessory protein XdhC, partial [Rhodovulum sulfidophilum]AB20
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVAR
>MBL3566277.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB20
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRILAMDLSAVRAAPGVAAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDAPQIWERGDAATAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARTTGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHVDNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDSAAEAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTEALARNADYTARRNAVAEWNARHAMLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MBL3566278.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
RRGADSPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCADLTRIEVTETEIRLGAGVTIAR
LREMMRARHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGARRRSLPLEDFFLDYRKQDRA
PGEFVEAVTIPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVRAGRVETARIAFGGMAGIPKRARAVEAALTGQPFAQATI
EAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTDIDELAP
>MBL3566279.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVAAIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYAYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPAAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEDNIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEENFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRQ
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MBL3566280.1 anthranilate synthase component I, partial [Rhodovulum sulfidophilum]AB20
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TV
>MBL3566281.1 DUF4153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MADGTHGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMDRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAVLLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPY
>MBL3566282.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB20
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MBL3566283.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB20
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MBL3566284.1 response regulator, partial [Rhodovulum sulfidophilum]AB20
MDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLIVVTAGRA
PETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARA
>MBL3566285.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB20
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAE
VVRLSPDALITIDSPDFCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIAREAPLCLALPGSRRGEVMRMAPVFGRALQTVLARHPDLRIVLPAAPGVAALVTEL
TAAWPVAPLVIDPRGDPDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNI
VSDTFAVPEFLGANCQPGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>MBL3566286.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVAGIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MBL3566287.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB20
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGAHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MBL3566288.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB20
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MBL3566289.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB20
RLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLLSAFVPRFVAEQTI
ARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIEVHSRPLAERL
ANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHAAA
>MBL3566290.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB20
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPQICGGPEIWTP
>MBL3566291.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQ
SYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MBL3566292.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTLEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAARAGTRFAF
PGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAAIDLGESRW
SSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSVILLTVAEY
VRRRGAARTGKADAGGFL
>MBL3566293.1 glutathione S-transferase family protein, partial [Rhodovulum sulfidophilum]AB20
HLYVSYACPWAHRALIFRAIKGLAPHIGVSVVHPDMLEDGWSFATDFPGATGDSLYGLPFLRDIYIKAKPDVSGRVTVPV
LWDRQRETIVSNESSEIIRMFNSAFDGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFD
SLDWLEERLSTRRYLMGERVTEADWRLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRH
YHYSHDTINPNRIIPINPRIDWTGPHGRDRLKAA
>MBL3566294.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB20
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAARNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWSETGLDHGKRVSDWARLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MBL3566295.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB20
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MBL3566296.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB20
GDDPDRMPSAETIEHEVTRLKRQRESLGAVNLRAEEDARAVQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTA
FEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMCQPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVL
DEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTMSRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MBL3566297.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MTPCPGTGQGSNNRARVLSRHSPGGPAMAHPAHTSLKSVPVRPHVHIGASRTKLYLPRGSRNQAPESWTRGYCPTRLQRF
LETVPRNGTYILAKNRTQHMGKRQVQKRVEDIRKAIGVLSGQGRLVPHGWRYTAATQLADAGVDMRDIQAVTGHKTLSMV
QKYTAQANQKAASRRAQTAREQSRNETGKR
>MBL3566298.1 hypothetical protein JMM59_14995 [Rhodovulum sulfidophilum]AB20
MAGEDAADLFDLGAVRPDEEFTQCYSGECRVNLLPTLYRLNHAISNATDLSAPLGMILEVRGAARLADARARSAAIR
>MBL3566299.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MTLAASETLRPHEECGPVPDAFDAGLWFIGRIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>MBL3566300.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MMPLRLTALMAGGLVMGLAALTAAAETRTITDATGRPIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPEDEDRPF
LRPETRDLPALGRLTGKGDTVNLEVLLSARPDLIVDYGTVNATYRDLARRVHAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPEDRRPTVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVR
>MBL3566301.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB20
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MBL3566302.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
EDLAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MBL3566303.1 hypothetical protein JMM59_15020, partial [Rhodovulum sulfidophilum]AB20
KLMAARLGASPYLLVLDAKNQFVAPVTGSDFVAGDGRPRSRVVETEEKQQGWIRASFAKLDLPVPALPATAPPTVTPVVF
ARDDLRSALAMIEEKLGPIELFFARRRGKATEFMLVYAALDQGRGLWWELHAEGLPASFSLFSGGSVGRLPELVAAARCG
DCKMIGTHSRLLAAMTETVRKDLVEFWRERGLIRSDSEIEALFHA
>MBL3566304.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB20
MDPALTPHDALALLAWQVDLGATEAICETPVNRYE
>MBL3566305.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB20
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MBL3566306.1 hypothetical protein JMM59_15035 [Rhodovulum sulfidophilum]AB20
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WLLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MBL3566307.1 dihydroorotase [Rhodovulum sulfidophilum]AB20
MRTVFSNARLIDPEAGTDSTGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDAPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MBL3566308.1 glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB20
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
>MBL3566309.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB20
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAPA
>MBL3566310.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB20
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAQ
EGAFRPASLAVFRKGLAGWTGV
>MBL3566311.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB20
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRTPDPGGGGGAGH
>MBL3566312.1 DUF697 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTRRPVVFDLEDEEKVSARPARNAAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVAAREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAME
>MBL3566313.1 YcjX family protein [Rhodovulum sulfidophilum]AB20
MTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPDNTVPRFDYE
AHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAEWAAETLGRL
DRRPGSDGFVAALAGVDPGAPFDEATAQLLAAQFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPLPVPGGSTPR
GSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAWLTRFLTGKR
VEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVRGTLMSTGRQ
AALYPGELPEDPALLLEPAREGAEDWLDGDYQVMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MBL3566314.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB20
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQVWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELAYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MBL3566315.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNRLIVTTD
KAYATSFVLNCLTATIGSILDKKTVMEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MBL3566316.1 dipeptidase [Rhodovulum sulfidophilum]AB20
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMTQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGAMIPSAIGTAAG
LPALRQAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MBL3566317.1 ATPase, partial [Rhodovulum sulfidophilum]AB20
DILALQSGEKFEVPFDTLVIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREK
YPTIDNVYANYQPVFLIDQMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>MBL3566318.1 hypothetical protein JMM59_15095 [Rhodovulum sulfidophilum]AB20
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MBL3566319.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB20
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MBL3566320.1 cadmium-translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB20
IGPAGPQAGQGAGQATGGDCDCHCGCGGSGAAADVGAADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPAS
LAGLPFVLACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRA
LSALVPRSARIEEADGRVREIAATDLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIAT
EAALRVEVTRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAFGQDWGTFIYRALALLL
IGCPCALVISVPATIASALSSGARRGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPEVTGIVPLEGRTADEVLRLAGAV
ETGSSHPLARAILNAAEARGLDLPQARGARSLPGRGAEAEVGGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGSAVL
VVAEGCALGVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMSDRGGVA
MIGDGINDAPALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGL
TGLWMAVLADTGATVLVTANALRLLAFDPRRAARD
>MBL3566321.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
IGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESGEVYYRSPGTFVEYYRNPDSTAST
KDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILEAVVFGAGRKICTAFINIDLTAVG
NWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKELDADDGELTRTRKVRRRIIEEKY
ADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAAE
>MBL3566322.1 hypothetical protein JMM59_15115 [Rhodovulum sulfidophilum]AB20
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MBL3566323.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLMSQALWWGPAEREESQHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MBL3566324.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTGLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MBL3566325.1 hypothetical protein JMM59_15130 [Rhodovulum sulfidophilum]AB20
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MBL3566326.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB20
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAVQAAPASPERSEEPRESARPPRSERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPAAADEPVEQDAE
>MBL3566327.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB20
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGRRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MBL3566328.1 esterase-like activity of phytase family protein, partial [Rhodovulum sulfidophilum]AB20
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGPAVLPAMTMVAPPADAPRDAWISGKFTGGARNIVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFGTGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSVPGRDWKS
QRSGGYEGMA
>MBL3566329.1 LptF/LptG family permease, partial [Rhodovulum sulfidophilum]AB20
PTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLGLGLFFLRNFAQVLGENGQ
IPVALAAWSPPIAGILLSLGLLLHLEDG
>MBL3566330.1 LPS-assembly protein LptD [Rhodovulum sulfidophilum]AB20
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTTGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVAISRARRDELIRAEIGYLETLRDSESNATIPSLVGDVDYRRRFAPALLGGMASLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGAITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MBL3566331.1 SurA N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVARSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRS
>MBL3566332.1 acyl--CoA ligase, partial [Rhodovulum sulfidophilum]AB20
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEVSGGGVLDRARLERLAAFAPATPVADADAAPLPMPRRAKPRNVR
GYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDAR
AGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPV
EE
>MBL3566333.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB20
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPRVLYEGAQEILFEEVDA
>MBL3566334.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKKGGPAYRETEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MBL3566335.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQLPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MBL3566336.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB20
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MBL3566337.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB20
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>MBL3566338.1 dipeptide epimerase, partial [Rhodovulum sulfidophilum]AB20
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIEALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARARVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDDA
>MBL3566339.1 hypothetical protein JMM59_15200, partial [Rhodovulum sulfidophilum]AB20
MTDRARAIFDAVLPARLPDPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAYADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLR
>MBL3566340.1 hypothetical protein JMM59_15205 [Rhodovulum sulfidophilum]AB20
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPQRRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFALR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMTAYCLGPG
MLSGTPPGEARARIEPLPMPPALGLCYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAVAAIAAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MBL3566341.1 hypothetical protein JMM59_15210 [Rhodovulum sulfidophilum]AB20
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAGRFVEEVELAGGAAKICGAG
SIRGDHGGVILVQQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>MBL3566342.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
ISTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETSRWVVL
GTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGIGQVYR
GIVPFFLIQLGVLVLFALFPELVTWLPETLLPSLK
>MBL3566343.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB20
MIRYALTCADGHRFESWFQSASAFDTLLKGGHLSCSLCGSRDVSKALMAPSVATDRPEGPGAPAPDEGSENAAAPAGQ
>MBL3566344.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB20
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MBL3566345.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB20
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFIGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MBL3566346.1 hypothetical protein JMM59_15235 [Rhodovulum sulfidophilum]AB20
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MBL3566347.1 threonine dehydratase [Rhodovulum sulfidophilum]AB20
MEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTATRGNHGQGQAL
AARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVASYALELFTAQ
PDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVPVAEALAIYSA
GAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQENEMMAGRRVGVILCGGNIDSARFATVLGGGVPDP
>MBL3566348.1 hypothetical protein JMM59_15245 [Rhodovulum sulfidophilum]AB20
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDAEEIHRRRREAGAAGDGGD
>MBL3566349.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVPRLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMTNAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRSATADVLAVPPGAA
>MBL3566350.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB20
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLVMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGAATGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQR
>MBL3566351.1 MurR/RpiR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVR
>MBL3566352.1 hypothetical protein JMM59_15270, partial [Rhodovulum sulfidophilum]AB20
MPGPMRFDELTVAVTGDRIDRLAFCVMNMRGQLMGRRITARPLVDTARADPQCRRHLPGTDPEMTAPDGYAATSRRPGCG
DDRMQPLRPLLRAAGLPVGQPKGEAGRKAPRRQRRTCPPVAAEGRPPCGLRARRTPCHLGAEAPVSGGPDRPSCRSDRLP
RVLSRQRQALWQGPGRAGNDGPVGLPCPTGVRQCGENTPPARTGCRIAGPDIAPCLAPVGRLAAGLKDIAARLELDPEGR
DDIYETANVPDIPHGLRDATETPGSPAMLREEMADVTLDHDTRTAEIERKTFDQAAPGRELTRGYERAQGARTAFLRKPA
PGS
>MBL3566353.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB20
MPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTMEISEATNQFVFG
YIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGHNPLAHLAMFTFI
TLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIREDIMSRQSMITTMI
SGWRTFKDNRVE
>MBL3566354.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB20
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPPRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYEAGRPPAELACRSGDDRFFPGADGTGRAG
>MBL3566355.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB20
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPEEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>MBL3566356.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB20
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MBL3566357.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB20
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLARVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWGVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MBL3566358.1 rubredoxin, partial [Rhodovulum sulfidophilum]AB20
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALG
>MBL3566359.1 hypothetical protein JMM59_15305, partial [Rhodovulum sulfidophilum]AB20
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVVLGYLLLGLALGLSHVAAFRL
>MBL3566360.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB20
MMRSLLNTACVAALAFGSLAFAARPLEARDRSVDGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTAKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDETNSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MBL3566361.1 hypothetical protein JMM59_15315, partial [Rhodovulum sulfidophilum]AB20
PSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRGAGGMAAGLIAAVAGTVLCRRFGPRPVLL
AAGGGIGTCCAGLALWAVAPGALWQLAALQLGLSALTAVSFVALYAEMMNWCAPAQVATDFALLQSLDAALAVATGILAG
QLAQHMGYAPVFGLAVVLLMSALPLVRRLAGTCSAPEIPLKNMEIAE
>MBL3566362.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
LDSVLPGTALVQLGAFDSGDEARGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAE
GADCIPVVAR
>MBL3566363.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB20
MSHGVGAFISGCSGLVLTPAERAFFAETRPFGFILFARNIADPAQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPKMAARSMYLRARLIACELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGILPVVKHIPGHGRASADSHLHLPRVTTGAPELAASDFAVFRALCDQPMAMTAHVVYDALDSDRPATVSPAAIATIR
EDIGFTGFLMSDDVSMQALSGSIGARARASIAAGCDAVLHCNGDMDEMTEVAGACGTLKGVAAERAARALACRRPPEPFD
AAAAATALDGMLGKIAHG
>MBL3566364.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB20
MAEQGTDPGDVEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MBL3566365.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB20
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MBL3566366.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB20
IMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFLCLGVYSVR
GLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVGLLALALWQ
AWRRRAAARTG
>MBL3566367.1 C4-dicarboxylate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
GMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAWVEEATGIMNDAIAAQ
>MBL3566368.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FALIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MBL3566369.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB20
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MBL3566370.1 cytochrome c1, partial [Rhodovulum sulfidophilum]AB20
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MBL3566371.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MBL3566372.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB20
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MBL3566373.1 hypothetical protein JMM59_15375, partial [Rhodovulum sulfidophilum]AB20
ALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPGVEIDASALGRLRVRRV
>MBL3566374.1 hypothetical protein JMM59_15380 [Rhodovulum sulfidophilum]AB20
MMDRQMQMQGQRKRPTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHD
DAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELKDGWQPIPRRNRKGVIV
QDRARYTPCVWEPSPAQIAAARRAYLDWWGYLLEVQAALGAADLARLRITHDMPPMTPWR
>MBL3566375.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB20
MRDRASESFFKNKSRPVRSEAGTSVGRIDALTRNARNTWFALLGLLVFVGITLMSVEHIDFYGIDRATKLPLVNVDVPTR
YFFVAAPILTAAFYIYFHLHLIRLWDALGAAGNRIGDQPLGDAVMPWLVTDAALHLRNRWRADECCTPRALDRPATVLNL
ALTWGFGLIVLGLLWWMSMPARTFWMTAIACAALLAATGVGVSSLKCIFEKMSPDKRIWKRRRSAPIILIVVALIAFSVS
GLRTGGLVGLWTPPVRLLAPIDMTGLAIVEKPAGWLPRNIAKSDFFGDWCKREGTDCTRKELSEEKLTLFEEEFRRRREV
AIAELRKPQWHQPGHQKPDFREEQLERKALIEELLKSQWHQPDHQKPDFRGAQLEWEALIAELLKSQWHQPDHQKPDFRG
TQLADTFLAGANLSGAQLEGADLSWAQLEGADLSWAQLEGADLSGAQLEGADLSGAQLEGADLSWAQLEGANLSGAQLEG
ANLSGAQLEGADLLVAQLEGANLSGAQLEGADLLVAQLEGADLSWAQLEGADLSGAQLEGADLLLAQMEGADLSRAQLEG
AHLSGAQLEGADLSWAQLEGAHLLWAQLEGANLSGAQLEGANLSMSFLTGVRLEPLIIQLANLRAVTNYGGALRFADFRS
VTFNEKTDFRNAFLDGSVQITDGFRKQMGDPCQWHADVLSDEEFFGRWRGWIEVSVDASFYWPGLSPEGWSDVAAIPPPD
GCTWKTGSISDTSQ
>MBL3566376.1 MaoC family dehydratase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLKQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYSGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMEL
>MBL3566377.1 CoA transferase [Rhodovulum sulfidophilum]AB20
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MBL3566378.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB20
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGSGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAESYIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MBL3566379.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MDLRQLRYFLEIVERGSITGAAATLNVAQPARD
>MBL3566380.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MBL3566381.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB20
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDEDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MBL3566382.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB20
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MBL3566383.1 LysM peptidoglycan-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASP
>MBL3566384.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB20
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVSPAAGGYRVETGPASAPILCLTGSALAEYFPGL
>MBL3566385.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MQNCVWITGAGSGIGAAMARAFSAAGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRATR
>MBL3566386.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDL
>MBL3566387.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB20
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARNAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MBL3566388.1 4Fe-4S binding protein [Rhodovulum sulfidophilum]AB20
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MBL3566389.1 hypothetical protein JMM59_15455 [Rhodovulum sulfidophilum]AB20
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARRLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>MBL3566390.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB20
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MBL3566391.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB20
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MBL3566392.1 lysine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALA
>MBL3566393.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB20
MPGKAPTPIAPLPPRQYSAPQQDPTEAALTDTETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQD
RIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERA
ARARHMVL
>MBL3566394.1 hypothetical protein JMM59_15480 [Rhodovulum sulfidophilum]AB20
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MBL3566395.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB20
EVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGMLKYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTE
WMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRPLLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSAL
AGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRARMLQHELLRRWAETYA
>MBL3566396.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
IFSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQDRNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATT
SYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAKLGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMP
VFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGKFELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLY
PLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEARGLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSE
GGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMAEVERFEGPLPPVTVFSQPA
>MBL3566397.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGDAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MBL3566398.1 hypothetical protein JMM59_15500, partial [Rhodovulum sulfidophilum]AB20
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDNVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDHRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSADLEAATELRADLDWYPVAPFVMSLVPDATGHAEASRDG
ARAEL
>MBL3566399.1 hypothetical protein JMM59_15505, partial [Rhodovulum sulfidophilum]AB20
LPFHVLDTEGVGELLSIGADRGRLARPEIVLSICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRP
KHGRY
>MBL3566400.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB20
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MBL3566401.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB20
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>MBL3566402.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB20
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVPEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGQD
>MBL3566403.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE, partial [Rhodovulum sulfidophilum]AB20
SDEALVLCFVKGASFTGEDVVEFQCHGSPATVSALLSALGCIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETE
AQRRQALRVLSGALGAKVDRWREALIRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFE
VAIVGPPNAGKSTLLNHLAGREAAITSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADL
RVFLLDDTGQTQGLAPGPEDIVLRGKADLADGAGHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGG
AIAEAQNQLSLGMETAELAAEDLRRAVRALETLLGRVDVENLLDEIFSRFCLGK
>MBL3566404.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB20
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTAMVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQREGRVAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGNRQSPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSQVEARQ
VSCGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVHSIKGLENAIILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
PVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGLEIGCVGERRRTSFETKMKRLSAGRAR
LEAMSVTPKQVAAAGIKVNADGNRRSGIDLLAFPDVSFEDLIPLDPELEDVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPCGFDYEKLEGLSSELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MBL3566405.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTIAAGEFSDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHFADSAQLFDL
>MBL3566406.1 hypothetical protein JMM59_15540 [Rhodovulum sulfidophilum]AB20
MASAFSTPQSSRPAAPQEPARDASASRPAPRPTPADGYTFRDWASI
>MBL3566407.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB20
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MBL3566408.1 alanine:cation symporter family protein [Rhodovulum sulfidophilum]AB20
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTRVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERG
A
>MBL3566409.1 ABC-F family ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFQ
>MBL3566410.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MBL3566411.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MBL3566412.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEVLNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEF
>MBL3566413.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB20
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELATGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIV
>MBL3566414.1 DUF2029 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPSESAFLPRHRQIFFTCLSVFLVMLGCGVTLWKAIFADGPSRHLDTAWLIAGTDCLFKGMSPYDIDNFTTCWADSLSQD
YMAPFVFPPGIFLLSFPMGLLPEAGARLYWSAIGAATVPLLALALWQVARVTAVDGPARLLRACWVTLGVSIGGTAGALY
VGQPSVLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARAKGLLAGLVLMAAAALTLVDPQ
VFSDYLHALEVHAGSAASKLARAELLYGLPGLLDWGRSHPRGIAILAIALVTSAAAGRALARRRPAQCDWSIPMLAGACL
AGAFVSAHKGYDFAIYAIVLALAARLPRTVQALMLVPALLIWRPALLDLLPVPGTANHVVLLDAVLACSAGFLLLYGLGQ
RARSQQSRAAAPVVPRI
>MBL3566415.1 thiamine pyrophosphate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWQ
>MBL3566416.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MBL3566417.1 acyl dehydratase [Rhodovulum sulfidophilum]AB20
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRPRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>MBL3566418.1 ribonuclease HI, partial [Rhodovulum sulfidophilum]AB20
LAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKNGVTG
WIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MBL3566419.1 aconitate hydratase AcnA, partial [Rhodovulum sulfidophilum]AB20
EAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKTAREIAYRPARVLMQDFTGVPAVVDLAAMRDG
ILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIERYTFLKWGQKAFNNFRVVPPGTGICHQVNLE
YLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAEAAMLGQPVSMLIPEVVGFRLTGSMVEGTTAT
DLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATCGFFPVDEETLRYLTQTGRDKDRIALVEAYAK
ANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFFNVVSDYRGIDESEEARDMLAEAPAPDLDADP
RKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELGLNRKPWVKTSLAPGSQVVSEYLEAAGLQEDL
DAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEGRISPDVRANYLASPPLVVAYAIAGDMNIDLT
RDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGDEKWQAVETTDSETYDWPASSTYVQNPPYFQG
MGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQVPVREFNSYGSRRGNHEIMMRGTFANIRIRN
EMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSRDWAAKGTALLGVKAVIAESFERIHRSNLVGM
GVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGTEKTVTLKCRIDTAIEKEYVEHGGVLHYVLRN
LAKAG
>MBL3566420.1 cobyric acid synthase, partial [Rhodovulum sulfidophilum]AB20
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPPGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRAS
>MBL3566421.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB20
MPARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWAKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MBL3566422.1 DUF4198 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGQ
>MBL3566423.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB20
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MBL3566424.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB20
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAAAEAMPGVLRVFTGTDFEGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMKAALAADAPLVHDELK
NNLCYDWGFVEENRAAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFETRRADSKSRGSLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MBL3566425.1 carbon monoxide dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPAR
>MBL3566426.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB20
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRSTEAVFLGLSGGSPKF
AIELSDWVPAEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLLPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MBL3566427.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase, partial [Rhodovulum sulfidophilum]AB20
MVAFRPRVKAICPAGRGHGHSGVASHLRARRPVGLHAGASLIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRP
IDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDF
LLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSVTDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIV
SAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHG
KPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIATRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRT
EIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGLPLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYP
NMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPDFPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIAD
LSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILEAPVTNRDVILRYIAKRGSVAPRTVPTWRFADLPGTTVLFD
TGPAARRHLGAVE
>MBL3566428.1 penicillin-binding protein, partial [Rhodovulum sulfidophilum]AB20
FKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMGSNLPLFGRGEEETYEDTPSEEVTTS
TGRKAVVGPKANFGTLSSGGLY
>MBL3566429.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB20
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MBL3566430.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MBL3566431.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB20
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MBL3566432.1 c-type cytochrome biogenesis protein CcmI, partial [Rhodovulum sulfidophilum]AB20
ILALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEAALEQALNRNPQNGTALYYWGL
MHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGAPGSATGPSAEDIAAAAEMTPE
ARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPEALATIRAAAQSAGVAE
>MBL3566433.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSR
>MBL3566434.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MBL3566435.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MBL3566436.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
IAITMLGLLFVTFLIGRVMPIDPVLAIAGERASPEVYARVHQELGLDRPLMVQFWFYLQDVLRGDFGTSLLTARPVSEDI
ARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYSMPIFWLGLMGLLIFYGILGWVGGPGRLSIF
YDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSERAVIWN
HAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLYKVFDP
RAK
>MBL3566437.1 chlorophyllide a reductase subunit Y, partial [Rhodovulum sulfidophilum]AB20
ILGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCPAFGSLRVGLRMRRVATVLSGSACCVYGLSFVS
HFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTNLCVPTASGVPLRLLPDEINGVRIVGIDVPGFG
VPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMFPADPIVIGQMLDPLGLACGPVVPAREWRELYA
ALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGDAFGLSADRVAKAQNMFLPTISEALAGAPVKGT
ITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKGVKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQ
HAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMKEFFEGVGEGDTAGVWEGDPNLHPEFRALQQKK
LDKKRRAEKAQEMI
>MBL3566438.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB20
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGARPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MBL3566439.1 protein pufQ, partial [Rhodovulum sulfidophilum]AB20
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKG
>MBL3566440.1 hypothetical protein JMM59_15710 [Rhodovulum sulfidophilum]AB20
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3566441.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPRITPEWIRSQLNQRPRGAQAELARFVGIEPDQLSKSLNGHRQFKPREIERVAEFFGERPYLDSSQAQLIDLWQQLTEA
ERQFLLNAARAQIASRQAAD
>MBL3566442.1 hypothetical protein JMM59_15720 [Rhodovulum sulfidophilum]AB20
MKTILTTASALALLAAPALAATDTTEDQATAVSPASAPDCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASDDGEGS
GEGEGEGGESSDP
>MBL3566443.1 hypothetical protein JMM59_15725 [Rhodovulum sulfidophilum]AB20
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLTLARIAEASL
>MBL3566444.1 hypothetical protein JMM59_15730 [Rhodovulum sulfidophilum]AB20
MAAILTIAPQIADRLAAEAAVARAQANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3566445.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB20
MSVSRPLLRWHGGKWRIAPWIVAQFPPHECYVEPYGGGASVLLRKPRAKLDVYNDLDGAVVALFRVLRDAPDELIRRVEL
MPFARAEFDIAQDLSQSPKDEIELSLRLLLRSHMGFSNAGACGRGGHQKTGFRARGLRTGTTPPENWRRFPPVLREVAER
LRGVVIERRPALDVIAAQDGPSTLFYLDPPYLPETRDAGADYTHEMTETDHADLLAMLGALQGAVVLSGYASPRYDRALA
DWHRIERSAFADGARPRAEVLWMNFDPALPLFGGLK
>MBL3566446.1 hypothetical protein JMM59_15740, partial [Rhodovulum sulfidophilum]AB20
MTSPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
>MBL3566447.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB20
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPAPAPEAAAPASAPAPAPASAPAAMAPAMGPAAEPDRPHASPLARRLAAQAGLALDGLSGSGPKGRIVRVDIERLIA
SAPTQTTPAPAPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNEGREG
PARISVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARA
GTLRPEDYQGGG
>MBL3566448.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB20
RAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRPTDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLS
KKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVGGGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMN
LAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLAFGIPAFKVDGMDALSVLIASHEANRIMRSGAGPVVIEADLY
RYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQTRQIIGEAAVSGLRARCETMMEEIAGELTETEGGKTRVIPS
LWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNAKFIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLS
QDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYPDFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGY
GSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRCDDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGAR
LTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDWETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWL
DQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAMAAQGLPLAAE
>MBL3566449.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB20
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVVLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEAEIRRCAAALEGRLPE
>MBL3566450.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB20
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>MBL3566451.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB20
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPAAEKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTATCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADIAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>MBL3566452.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB20
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MBL3566453.1 branched-chain amino acid aminotransferase, partial [Rhodovulum sulfidophilum]AB20
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMADIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAG
>MBL3566454.1 VOC family protein [Rhodovulum sulfidophilum]AB20
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>MBL3566455.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB20
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGT
>MBL3566456.1 rhomboid family intramembrane serine protease, partial [Rhodovulum sulfidophilum]AB20
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPAAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYP
>MBL3566457.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMDLYEARAAIECEAAKLAAR
RADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIHFVRLIDLRTLSQRDGPEV
VTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MBL3566458.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>MBL3566459.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB20
MNRADPQTAARSVPDPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTG
YPPVQGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLE
TRWDDNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQT
SEAMKARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRA
LGVQLINETEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIE
VLEEACLKLRAAVARLTPAKEGPS
>MBL3566460.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB20
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARAHGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWNPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPIEALFKAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSS
>MBL3566461.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB20
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MBL3566462.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSAPEPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MBL3566463.1 signal transduction protein, partial [Rhodovulum sulfidophilum]AB20
GGIAMLAGLAGLSYRRKRADRRPASARMEAADRDLRRALGIVAGSGLALLALRDGPAMGLMLALHLGAVLGLALALPFGK
LSHGAYRSLALIRHAAERAARPGARR
>MBL3566464.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB20
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGDWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWGLPESWQLKEADLPIPSYGKDYSMDLSELPDVT
>MBL3566465.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB20
YGGAGPVHTYGYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVL
EEFERNGYAADKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRG
TVPIPKPKIPEEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHR
LFHLKEL
>MBL3566466.1 heme-binding protein, partial [Rhodovulum sulfidophilum]AB20
SWVRLRRLPPETLLVARFSGRATAERLNAAGRELVAEARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MBL3566467.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB20
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MBL3566468.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB20
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MBL3566469.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB20
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIGKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MBL3566470.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB20
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAARTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MBL3566471.1 holin family protein [Rhodovulum sulfidophilum]AB20
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDTAPA
APDVPQDSGTVPRSQGPNPALDDWRAGL
>MBL3566472.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB20
LYGIARRNYYYALADRRPASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MBL3566473.1 hypothetical protein JMM59_15875, partial [Rhodovulum sulfidophilum]AB20
MPLDIKNFPLVWMSYDEAPDHDHDEDFAALEVCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKVELRTLVL
AMIVIEPSAAKR
>MBL3566474.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MYLDVRLDWLAYVDEIPRALVAASAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEVECLSLFIDPPESANLPKGCCTITVSRFFRELLMRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGD
PRLKKLTDLLIAAPADHASVAKWASRVALSERSLSRLLAEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESA
SSFVTMFRKMVGKPPSRYLLERSRLR
>MBL3566475.1 hypothetical protein JMM59_15885 [Rhodovulum sulfidophilum]AB20
MTRKSNFEVVFTDGWTEEDRKAYSAELTQRHLDETFFLRALAPSPFHWHFQQASDALADGLFLPGMSGLLNGIEASLRTV
CCHVKDHSLAGDLGRVMSNPLLKEAKEVGLKVENLAFPGEGGFLEQINRPKDPVRLVDLRNNICHGNFQAYTRNQPEIGE
FFTPECLGPVSAELLGVSYKWALEVSRFMEEQGWRTAEAELQVPKNPLSEWLS
>MBL3566476.1 hypothetical protein JMM59_15890, partial [Rhodovulum sulfidophilum]AB20
MFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLCPALRTLAA
>MBL3566477.1 shikimate dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPGGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQD
KAEDLAARVAQAYPDVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHAGQVVADAIMDPVETRLLAAARAAGA
>MBL3566478.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB20
MTMTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSALPVTCD
VSDYAALEAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMS
SVAGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVA
EAALWLTDAESSFVTGQTIDVAGGLLMT
>MBL3566479.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MBL3566480.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
LTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIGPNGAGKTTLFNMLSGFLTP
NEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDAREAARQTAWRMGLGPLLQD
EARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIEHVMQAVMSLSDRVLVLAAG
EVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MBL3566481.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB20
MGKCARAGRVIGWITGAAAAAGLFASVAVFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHL
AGSAGMLFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADALPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTE
LRHPAFGPDAAWPCH
>MBL3566482.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB20
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MBL3566483.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB20
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MBL3566484.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWR
>MBL3566485.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB20
TSWASVKADLGLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYAREMPDPARFDHHLCHAVAACHFTPLEEAACLV
IDGEGDVGAVSHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALIETLTGLLAVDR
GRLRFADEAAIAAIRAAVAPLARAPGAPVTDAADLAAAGQAAYAVWADQVLAAITEDGPALILSGGCALNSSYNGTIAGR
TGFESIFVPPCPADDGNAIGAALLAWMTDTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGL
LAQGRILGVMRGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAEWFERPQPSPYMSMTLPW
RHGVRDRVPAVVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLI
EDILIEKPVPP
>MBL3566486.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB20
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIADPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDDGKVCFEAADFSSHLAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQADRVRRWIVGTHGDDLFVECHALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>MBL3566487.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MBL3566488.1 ribonuclease T, partial [Rhodovulum sulfidophilum]AB20
SHGLWPQYERGWPSYCRSTEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVSRPAAFGKLT
EPVRLPAGVVEEAFLQANPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MBL3566489.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB20
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDQVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTVTGSTLRPQSDLAKARIAAELREKVWPLLASGRGAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MBL3566490.1 COQ9 family protein [Rhodovulum sulfidophilum]AB20
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLHAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MBL3566491.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB20
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MBL3566492.1 SRPBCC family protein, partial [Rhodovulum sulfidophilum]AB20
ISGMAWTIRLHFHGAHREIEAELTDYAPPSAMCLGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLK
LARGKLAEEMEAGLARFARRIEAEAAG
>MBL3566493.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB20
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGILVRGLTAEDRARLDYYEGG
YGFGHDEVTVETAAGTVAAGIYARARSGRAPTEAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEANARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEQTVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MBL3566494.1 cysteine synthase A [Rhodovulum sulfidophilum]AB20
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPDHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MBL3566495.1 DUF3772 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MKTRFLAVLLLAMAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDA
QNINSSRIKTLRDQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLL
KLGPSPVNPVNWPAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTL
>MBL3566496.1 hypothetical protein JMM59_15995, partial [Rhodovulum sulfidophilum]AB20
APLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPVFGFERDLGVTTASLGDPTDAGFWALTPLTDEIRRGRLADPV
SGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYASE
>MBL3566497.1 hypothetical protein JMM59_16000 [Rhodovulum sulfidophilum]AB20
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MBL3566498.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPGLEAVSGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPEAWAAWRARSGH
>MBL3566499.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
LSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTHLLDSVAHMRLLTMGV
VLLVVLRFSPRGLIPER
>MBL3566500.1 acylphosphatase, partial [Rhodovulum sulfidophilum]AB20
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLVGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCL
>MBL3566501.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB20
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIGASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALVGGGVMARVAGRLLDLARTQIFMEDLLRGLDPATEFMRPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MBL3566502.1 HupU protein [Rhodovulum sulfidophilum]AB20
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVMRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MBL3566503.1 PAS domain-containing sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB20
GRMELWFGAEAEAAVLTVSDDGPGVPDAVRTLIFDPFFTTKEVGQGTGLGLAISAKIAAEHGGQLSLCPAGRGACFRLDL
PLAGDRP
>MBL3566504.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MAETWIILGASSSMAQALTRRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEAKGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVATDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MBL3566505.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB20
MQWKTADYAGWGRALRAHGRIARPERVSTLTGALAEGGPAIGNRRSYGDGALNNGGAAAEMTRMDRLLAFDPETGVIEVE
AGATIGALLKILAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMMPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASDAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPRSM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MBL3566506.1 flippase-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
DTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGRQIGLPPGLWRDIRHYLG
GFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAGAIPVAVLALAAAAVATN
GRLMAALVTRSYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLLIWLGADIGLWKAIGIFV
FATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAERMSKRTVNAVENR
>MBL3566507.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB20
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRKAHAAALATGADSEEAMRSVVRLLIEEFGADL
>MBL3566508.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB20
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MBL3566509.1 glutamine-synthetase adenylyltransferase, partial [Rhodovulum sulfidophilum]AB20
MSFASRLTRAPLAHEPDRAAEAADRFVAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIQIGGASWWE
>MBL3566510.1 YitT family protein [Rhodovulum sulfidophilum]AB20
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MBL3566511.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB20
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MBL3566512.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB20
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MBL3566513.1 arginine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
MNLFNDLRALVIDCLDAMVAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGKKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGAWTYFAP
>MBL3566514.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB20
MLAPYACRPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVQ
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MBL3566515.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB20
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MBL3566516.1 amidoligase family protein, partial [Rhodovulum sulfidophilum]AB20
MDGITQLVPRDRFLPLRPRETRAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVV
>MBL3566517.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB20
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLVCGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTDPPDVMRGEETRVAGFLTVRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFQAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>MBL3566518.1 galactose mutarotase [Rhodovulum sulfidophilum]AB20
MTSATDTALDTARSDGPATGRRPLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLAGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
TSYSIDGEGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPVDAALIPLGAPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFPGHQGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MBL3566519.1 NAD-dependent protein deacylase, partial [Rhodovulum sulfidophilum]AB20
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALR
>MBL3566520.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB20
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MBL3566521.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB20
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDVFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYYTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MBL3566522.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB20
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MBL3566523.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB20
MEFNDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLEDEAQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPDMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MBL3566524.1 diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB20
RFYPAFQLVVWADRTPANALQVAIADAYGRA
>MBL3566525.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB20
MNRFFRRLFPLLLATLFLPSLPALAQTAPAAEDAPGAEARALIDILRNDSAREALIAELEQAAGRGAADQDRAAAVPSET
DGQGLGRRVAEATSAAVEDIAGRIAAGWGALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPEPQTAPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVQLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTAALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARAAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>MBL3566526.1 zinc-ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDA
>MBL3566527.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB20
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSRADYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVVRKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSSYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MBL3566528.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB20
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MBL3566529.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB20
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MBL3566530.1 ribulose-phosphate 3-epimerase, partial [Rhodovulum sulfidophilum]AB20
LSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIEAYAEAGADM
ITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIRRVRAMIGDR
PVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MBL3566531.1 paraquat-inducible protein B, partial [Rhodovulum sulfidophilum]AB20
IWISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQAV
LGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MBL3566532.1 membrane integrity-associated transporter subunit PqiC [Rhodovulum sulfidophilum]AB20
MKHRMLPAALVPLALALAACGGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MBL3566533.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB20
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTAAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKTTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTQGQMDEMFTKLEAALGEVFAGLGAET
>MBL3566534.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB20
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGHVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEAGALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MBL3566535.1 TetR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVA
AYLGHAEDPVADARAGAEAR
>MBL3566536.1 FAD/NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB20
GSAFAIDIFEPGPWPGAGPNFAPGQSPLMLLNIPIRAVDIDPPGPAPARISSFGTWLMSPSDNERFPARAELGAYLAARV
RTLAATLPEGVALSRHETAILRLDRSGTGWYLEGAAGRFGPYDEVLLAPGQPRSAPDPQLARWQDHARRTGAAVLPAYPA
DRLLKVAENWAGASVAIRGLGLSTLDVVRLLMLGRGGRFEDGRYLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPL
PAESRSFEAALERALAAAPEAALEAISAALEPAARRVLEATGADPGGVAAWLAAERAAPASQESRDAAELLREGLAMARG
TRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVAALIGFDEGLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDIL
LTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRDAGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGR
AALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>MBL3566537.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB20
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDMMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MBL3566538.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB20
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAGGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MBL3566539.1 acyl carrier protein, partial [Rhodovulum sulfidophilum]AB20
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNAN
>MBL3566540.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MNESDSSLLPAKGLIVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEIRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>MBL3566541.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSRHGARIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNATIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLTRLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHDELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPGLLARLNPRGGRIGVSRPLPPTPRAWIDAIETALGPRTSSSRRVTAARTAIEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGDRPQRAIALIDGHLADARSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGLGSEDEIRARIAEIAWLNPARSD
>MBL3566542.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPD
>MBL3566543.1 phosphoglucosamine mutase, partial [Rhodovulum sulfidophilum]AB20
SDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPVPTPAVGF
LTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYGEFLKTTF
PRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGICLDGDADR
VMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTAVGDRYVVEAMRKGGWNLGGE
QSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAEKRLNGHG
RLLIRKSGTEPLIRVMAECEDDAQLIEVVGKVVEAVEQVA
>MBL3566544.1 hypothetical protein JMM59_16245 [Rhodovulum sulfidophilum]AB20
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLAADTPDTRPDGRGAP
>MBL3566545.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB20
MRISVFDGLRGYFLIVMTMVHMSSECHTKIGALRIEDFGWVDSAHGFVFLSGLVVGIVYGRRLIRQSRSAMTSGLMHRLM
TIYGYHAILLAAITLSVVTFYRPPSTFDTHWGENPLLVSLFAFLLLDSPRYLGILPMYATFVLATPIILIQLQKQRYALV
LVSSLALWTVAQTGLPTHLLQAIDVASGLKQQGIAVGLYFDRFAWQILYVGGLVLGMLIAQEKLSLNILHSPEYRAIFLV
CVATAIAFAISAIRLRLFDAVPRTSFFGELSYNRSHFSALRLINFIVDLYIITWLLAAGTGDRNPAVRAAARGLRWLASF
RPLVFLGQHSLQVFSFHVFLVYAAMFADISEAPRLLREMVVLASPVCLLLPAYLHARYRDRSQRLRLSGAKP
>MBL3566546.1 Cu(I)-responsive transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKG
>MBL3566547.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]AB20
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAIKGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPAAPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGIEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAQAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MBL3566548.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
YFDEVADMPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIHAGTFREELYHRLNVVPIDVPALDERRE
DIPELARHFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQTDGPAEEGRIV
LAGALATLPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MBL3566549.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB20
MSRRRSRPPPIDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIA
GHASYPDVLERAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPERE
VAEAALQRLAAPAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQ
IYVFAHVEDLNRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGL
DINLLAEANIKRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHG
RVRGVYSIGDAEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVER
LLQVSIDFF
>MBL3566550.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB20
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMLD
>MBL3566551.1 adenosine kinase [Rhodovulum sulfidophilum]AB20
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDDALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MBL3566552.1 endonuclease III [Rhodovulum sulfidophilum]AB20
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPMCGTCPIRDLCPYEDKTV
>MBL3566553.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB20
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLKIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFRQRAGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRAG
>MBL3566554.1 chromosome partitioning protein ParB, partial [Rhodovulum sulfidophilum]AB20
QAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MBL3566555.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB20
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAGRGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MBL3566556.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB20
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MBL3566557.1 FHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSEGAAAGEAGGGPLPAEDDPWDFGALAAAPVAP
>MBL3566558.1 hypothetical protein JMM59_16315, partial [Rhodovulum sulfidophilum]AB20
MTTHGPEQALPSRPSRPGEGRAWLAQQQSEGGLAPRIAQVSLPDHLEPGAVAVALAEALAGRAELTRLYRFDENCGLLVG
PGRGRPDLRLRWAASEDGIGPVIDSCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELIPGAEPA
LAGETGPGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRS
GTGLAAAPDRSAAPADRVPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPD
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFK
>MBL3566559.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB20
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIVPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGLGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRQRG
>MBL3566560.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
LIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLTRLVTVNVEAHVFDQFRHWAVGS
LQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVIVVLSGVATAAAGPITFVGLSAP
HLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVALARRMRMNAL
>MBL3566561.1 hypothetical protein JMM59_16330, partial [Rhodovulum sulfidophilum]AB20
MVDCLLRHGAAPQALDARGVGVLPYLESQLGHHLAFDGLGELYRGEVEIAMRTIRNWPPRS
>MBL3566562.1 AEC family transporter [Rhodovulum sulfidophilum]AB20
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MBL3566563.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB20
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGVTRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVIPAYDGMVLRLAD
>MBL3566564.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB20
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MBL3566565.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB20
LAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MBL3566566.1 hypothetical protein JMM59_16355, partial [Rhodovulum sulfidophilum]AB20
MSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDRLLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLS
RAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGRLCPRIVEHIEALCTALKAEFGSRYNKAGA
>MBL3566567.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLSLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGNSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRLPEDIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MBL3566568.1 NAD kinase [Rhodovulum sulfidophilum]AB20
MAGPTRIAFLASETASAEGALDRLTARYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPGKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MBL3566569.1 hypothetical protein JMM59_16370, partial [Rhodovulum sulfidophilum]AB20
LREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGF
IRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPP
LAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFT
ALRHGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>MBL3566570.1 hypothetical protein JMM59_16375 [Rhodovulum sulfidophilum]AB20
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWLGQNGRPKAVI
FLHGFVLGAAQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQEKWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVSPVEVYLSGS
>MBL3566571.1 acetone carboxylase subunit gamma, partial [Rhodovulum sulfidophilum]AB20
TEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWEDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDFCDW
TENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGLEVP
ERA
>MBL3566572.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
DPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWSAPSETPHPAIGFDNAKAAAELTAQVLARGHRRI
AMISGPLAHNDRAQARLAGVTETLCAAGLELAPGDLRECPYTLADGEVAAAALLDRAEPPTAIICGNDVLAAGALRAARR
LGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMDWIDSGRQPASRLLPTEFVARGSLGPVG
>MBL3566573.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANGR
>MBL3566574.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB20
MAADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELSVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MBL3566575.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTDEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MBL3566576.1 EamA/RhaT family transporter, partial [Rhodovulum sulfidophilum]AB20
GFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MBL3566577.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MBL3566578.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB20
MRLFQLERIGEPPRLTETACPVPAPGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATGKVVIAME
>MBL3566579.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIGQAYRAP
>MBL3566580.1 DUF1127 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAE
>MBL3566581.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB20
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MBL3566582.1 EAL domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
HLAAMLGYPPGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMI
CGTLTEVTALKANETRLAEALAATEAARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQK
GCWRGLIHEEDSIEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEAR
LAEAAEAARLAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRQAI
ATSQRGLTPFEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIA
PVGLYEFRRQADGSIDFPYTTPKFEDIMGLSRDEIDMRGGDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERG
LIWLSGTSAPRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAA
RAGQGPRDCVLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERV
QGALSRPLTYEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRVAVELHEAL
ERDEFEPFFQPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKARSALARWQDQGLVLPKI
SFNVSSGRMHDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPK
ALKIDRRIVRPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADL
KRRA
>MBL3566583.1 hypothetical protein JMM59_16440 [Rhodovulum sulfidophilum]AB20
MRRERPLQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKA
TGARSMH
>MBL3566584.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB20
GKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYMFLDDTACNLASMNLLAFWNDGAFR
SEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLGYDSDEGRALCGALSAVMTGIAYAT
SAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPEEGLVEMAISAWDEALALGEKHGFR
NAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEALGYGSAQIEEIIGHAVGHGTLGNCP
GINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPASKMADPGFELLRHLGFSRAEIEAANDHV
CGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISKTINMPNDATIEDCLSAYELSWSLG
VKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKEIVRSHREKLPTRRKGYTQKAIIGG
HKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEAFTFTRFEPAGVVQGNDSIKNATSI
LDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVSPVSESAASKSLEVLRQISSTGYLRKRLPQELVVLQGG
MNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPCGDCGNYTLVRNGTCMKCNTCGATS
GCS
>MBL3566585.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB20
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGTPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGSRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MBL3566586.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB20
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MBL3566587.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB20
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTAIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMAPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSGRLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MBL3566588.1 DsbA family protein, partial [Rhodovulum sulfidophilum]AB20
QATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANLEEATARGVFGAPFYITDGD
ERFWGQDRLDDLDQHLAGKL
>MBL3566589.1 HipA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MADFEVHVDLNGRLHPVGLARSNRVRGGETILFEYDPAWLKDAERFSLEPALPVTRGAFAPPAGLSTFGSIGDSAPDTWG
RRLMQRSERRSAERDRRAVRTLTESDYLLGVADETRLLEVAEKPTTMVTLAKAAEKGRVKLSVILSMLLQGRLQRVCRLA
DVAGLAAVLVDPQEIKSKLALPRPGMSGELALIILGFDPSRGRRVFCHPEAAPLIASQPYGEDVWVSPAALENFRQKYVT
KKRLPLVMDARPLAIEKLLRERGVKPIWDPREFGAAIYEKADLPKV
>MBL3566590.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MBL3566591.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB20
MHATQADFGGGPDLLSNSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MBL3566592.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARIEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDATLRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>MBL3566593.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
AAAGAILQLGLVLAVLGLWRLGELAAGRLGRRWAEGGTRRLAEPLLRAAGLGLAVLAAAAVILGLAGLALWSVAGFWGFP
DALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPLLVPQVAFLPGLQT
LALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAPVLTAAAVGFAVSV
GQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTAVVAAPFALALAAPRLIFRRRRSMRGA
>MBL3566594.1 hypothetical protein JMM59_16500, partial [Rhodovulum sulfidophilum]AB20
SCLAVPPDPAAWVAAIERLAEAPDEARALAARNRSALIAEDACGRQQRLWSDLLGMDLMDLRGVPAEPG
>MBL3566595.1 glyoxalase [Rhodovulum sulfidophilum]AB20
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCCGRDEWPA
DLPRPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MBL3566596.1 hypothetical protein JMM59_16510, partial [Rhodovulum sulfidophilum]AB20
DRFPGRIGITQARFATRLALDGPEAALALLPDAPLAPALLIARGNGLLRLGRPEEADAAFTAALETGGLLPAAADGRIAA
AQELDRVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGPDTSLLHLQARASLALGRIAAA
ETSLRRLLTLDPAHCRSNELMDTLCLASGRPEDYLARRLKQQARPDSTRARSDVELIRDLDLTGRHDAARRVLDATLHIA
RGTPNLFLANELTARGRTEDATAILPRVVRSRRNMIGAPDRATTGAARLARLFDFETGPPLAPSVIPPSGPLAWHLARDR
SHGQLEWTRRAERAGAVWRWLAAAPADVAALEPWLRDGEIDRLRALPRPCILAATHFGPLVFSILHELYDDFHYLGARSA
ANPATDNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLP
SLMLQPLWRDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIAWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAA
KASTA
>MBL3566597.1 hypothetical protein JMM59_16515 [Rhodovulum sulfidophilum]AB20
MPIPDFAAHGALPPFISGHATIPNARSPYAASMLDVVERFCTSPDRAKLLKGLNHYRKHLHSGGFVSGYQWIDGSFVENV
EKLRKRGPSDIDVVTLFNRPLKYHIDPSSWPADYEGHLFARYFDTNAMKPVYKCDTYGIDLDVGSRALVRNSTYWFGLFS
DMRDTAAKKGIIEIPLAVDAMEFDAVDVAIGGKFNV
>MBL3566598.1 hypothetical protein JMM59_16520 [Rhodovulum sulfidophilum]AB20
MSDLQRVAELERQQAELEALVKEAEADGDVVGRLSFKTRLNVVATELAALRARDAQVGEVALLFDGAPVKGSSTIDATFA
AQALTYFQAVVTRLFASNLKGDLAARGKIRGAELAALNIRGIATGSFGFILEEKDARQASAVKTPIRESLEEAAALFEEF
TQENEDEFLIDVDDINPRVFRALAQFFRHLEKNDAALKANLPDRQYSFDRAGIERAYQRITETNVKIEPVVLVGTLVGLS
PIKRTFDFKRDGAQEIISGKFSHQVSQDYLERIEGDEGITLGARFTANIEIGTIRKPDGSISVSYTVTDLVEAPSTKG
>MBL3566599.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MLLKKLNHFHRTWKVRRGKSFAVLGYPRSGTTMLSEIVASVTDYYFDRDNVFPSSSKVVLHTHWKPSWFPRNSSVYIVRD
PIDVSLSVIEYAAVHGWHLAEGGALNARKISKLPWRDHVSDARKASHHIVIYERLVAGDEGETTRLAEHIGVPADWISMA
MALLGAKHANQPHESDVTFRQKKAERRSAGTEELKAQLMIDFAAEVAAYQDLLSRG
>MBL3566600.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB20
MVIIAGKRKAGTTFLFHALRTDWHPALKDRSWHEMRAQVDEFRASGASSGVVAKADAIYDAQRLDAELRALGVSPDCAEM
ILLDRDPWERFLSFIGHEKKLGQRPIEALRDAFNSEETAAAEGRKALASSGWKVTDIRYEDLKDNPPNALLGLPLGRVAE
QRNSRGEMLPFFGLIRRLVESSLYGKIRETRAIVALKSFYYTKIAHRSDVKNGFVHAVVLGSVAGPMDGQRRITGMFVRR
SSFRISLIDFVNHRRWWGGLKITSQVLQGILLALFGRVDVVYLAISRSNFGLIRDFLLLSPLMLYNPRVVAHVHGAEFDD
YYFKTPGFHWLKSKQLGRVDQLLFIHEQLQSQAPDIASKSNVLRNPVPDFARAARPAKPLEVGQRPTFGFISAFVPGKGI
EDFLELAEGRAGQARFCIAGGTHPKFLAYGTGIEDQIKTRADIEYLGYLGDPSGFYQQVDFVVFPTSYVSEALPGVVLEA
LSFGCVPIVKRSNLLPAVFAGAPIRWFNDRESLLSSAVSLLAQPLEHTAELKTAGQRWVRAEFPSEADWLERLERNLLGW
ETGMRDFDHKSQTT
>MBL3566601.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTSTDPPLGPALLTLATGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLHAELPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAQAMSLLVLVPLLALAGTLGLALDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLLARTRARLAREAAAAPPPPG
>MBL3566602.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEEVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVADVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MBL3566603.1 hypothetical protein JMM59_16545, partial [Rhodovulum sulfidophilum]AB20
MGGDAFFVVSKLGWALLRPDTLILVSLGFGLLLLWRGRFGAGCAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPAIEG
RPVR
>MBL3566604.1 hypothetical protein JMM59_16550, partial [Rhodovulum sulfidophilum]AB20
LRADRVETVIVNVIPPWIVLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3566605.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB20
MTKALILVDVQNEYFDGGKLPLPDMDESLTHIEALLTCFRSNRAPIFHIQHFALTADGPFTLGSPGAELHDRVKPQLTMQ
PPEIVIPKYYTNAFRMTWLAAALQGSGVSEVVVVGAMVQNCIDATVRGADDFGFKVTVASDACAAAPITLKDGRVIEAAT
VHDLFLEALNNVADVLPTTEVIAVIEQEGDHAAGHVSWGG
>MBL3566606.1 hypothetical protein JMM59_16560 [Rhodovulum sulfidophilum]AB20
MTKSNSLRTNSRPRQIVRNSLQVNVIAIVDVARAIFSETLDDAVIFVDNSVTPEGKPSPGRGTTALKTQCLEGMVINWIV
YPVGPYGVPVPVSIADITFDEPICVKLQSYGSIVTAHSPNVIPGVTPNYDYWAGMVRPEVEPNTYGYRIEFQIGTQRMGI
STPAVEISTIPAPLQASGDRGKAQYVLG
>MBL3566607.1 hypothetical protein JMM59_16565 [Rhodovulum sulfidophilum]AB20
MGEVDTATARSGSDANAKRVITVIGLVDVVGALAEDALGRDLYLFDDNKAGGSSGHGTSCLRTCADAEDLVVWEVMPLEC
EAFARIDDVLIDEKYAPYIDLESGVYDPSSVVYWAGRILKPLPPEGVPYRLAFRLGSRPEPLIAEASSLLLAATPEDEAG
LPPEPGTEIAETASDAKPAPSAAAASKASASKKSPATSEADDIGSSKGARK
>MBL3566608.1 hypothetical protein JMM59_16570, partial [Rhodovulum sulfidophilum]AB20
GQGFLEPGRARFRNTRKSRVTRTDDQDLIHYPDPVIARIDGEAVEKKVIFPAQYGSPQLFSDGLYWSASVNPAMLGVYSY
TLWITLYYARRDKDGEVTDHSVTLPHDAWISVSTGAIRSGFSNSTLDIIPA
>MBL3566609.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIATGDDPSAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEADEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSNSALTADPAYNARLGAAYLSHLVEEF
GRNPVLVAAAYNAGPSRAHRWIAEQ
>MBL3566610.1 4-hydroxy-tetrahydrodipicolinate synthase, partial [Rhodovulum sulfidophilum]AB20
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTDLHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRH
>MBL3566611.1 NAD-dependent DNA ligase LigA, partial [Rhodovulum sulfidophilum]AB20
DLVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFTGTLEKMSRAEAKARAEALGAKVAGSV
SKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MBL3566612.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB20
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLSEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIELLTGRDKGKDRAAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDRVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MBL3566613.1 hypothetical protein JMM59_16595 [Rhodovulum sulfidophilum]AB20
MATPIQREPKPMLTELRSVLTRCRATLWQDAAGAAALMVLLIAGLHLPGLV
>MBL3566614.1 LysE family translocator, partial [Rhodovulum sulfidophilum]AB20
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGERDGHDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLTLGGVFMALTLAVF
LGYGLFAAAARDRLLASAR
>MBL3566615.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB20
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MBL3566616.1 DedA family protein [Rhodovulum sulfidophilum]AB20
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRHWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>MBL3566617.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB20
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MBL3566618.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTMIQALLRHVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIFDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MBL3566619.1 chain length-determining protein [Rhodovulum sulfidophilum]AB20
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGGFTERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVAKQKEDGTAAAETGDVSPEQAMLDAT
LSEMDSRLKTLQEEIDTTNSEIDKLQEAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELFNRTIRSPAELSNRFDITPISTIPYMKPPKERGARLRRRNR
KAPPPSGSIMPG
>MBL3566620.1 excinuclease ABC subunit UvrA, partial [Rhodovulum sulfidophilum]AB20
RRYVESLSAYARQFLDMMEKPDVDHITGLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQ
QVQDMVDRVMAMEEGTRAYLLAPIVRDRKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVK
EGLETRLADSFRTALDLADGIAVLETAPKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFF
DERLVVPDAALTVYDGAIAPWRKGKSPYFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQ
VTRAFEGVIPNMERRYRETDSAWVREEFENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEH
LSKQKNEIARAILKEIRERLGFLNNVGLDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRL
LTTLKNLRDQGNSVLVVEHDEEAIREADYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPG
SGKAVTVVKASGNNLQDVTARFPLGKFVCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDID
QRPIGRTPRSNPATYTGAFTPIREWFAGLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGA
RYNRETLEIRFKGKSIADVLDMTVEDAQEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRAT
GRTLYILDEPTTGLHFEDVKKLLEVLHELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVASCEA
SHTGRYLKDMLKPRRVAAE
>MBL3566621.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRIDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGKRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIAAE
>MBL3566622.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB20
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGADLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MBL3566623.1 dihydroorotate dehydrogenase (quinone), partial [Rhodovulum sulfidophilum]AB20
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLSACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
D
>MBL3566624.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase, partial [Rhodovulum sulfidophilum]AB20
VRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPANALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAI
QARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVPLAEIAPDWRHPVSGRTAKEMLAALPAAEIARISPFAGPWAGVSA
LVKSYPSP
>MBL3566625.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB20
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MBL3566626.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase, partial [Rhodovulum sulfidophilum]AB20
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEE
>MBL3566627.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB20
MSLLLRVVGTSCLVSCGFGLPALAQQSSDGPDEVFALGEIVVRSSDETTQGGTSSTISAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNNGYYLSRDYTPTEVQGSGRRDYSDSEDSRLNL
KFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHTSQTAGRAFDSTYDDTAWGGTLELGSDIGPRNTLTSAFHYRYDRHRNTQLSRPDINSVPDPTET
SRERTLSFALEDRFQMREDLSLVGGLSFDRAEVLSASRTNTDYGDPVGSSDAVNWQLAAIWTPRAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVESALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYAGFEIGA
RTDLTGSLALSANYTYLDRDITDPIRPGLKATDTPRHSAYLRLDWQATESLSISPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRTFYLTTA
>MBL3566628.1 RNA-binding transcriptional accessory protein, partial [Rhodovulum sulfidophilum]AB20
AERLAYLRELEARRATILDTVREQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRTA
APETLAEGYLSEAVPDVKSALTGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARV
PSHRALAMMRGSKEGVLTVDIGPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRA
QEEAIRVFARNLKDLLLAAPAGAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGAQAMLAALIRKHGVG
LIAIGNGTASRESERMVAELLGDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIE
PKAIGVGQYQHDVDQHRLARALDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSR
LGPRAFEQCAGFLRITAGDEPLDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSE
LAKPGRDPRPEFVTASFADGIEEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVV
KVRVVEVDVPRKRIGLSMRKDGGAEAASRDGATGKGPGRGAGGKGAHGTAPGKGSGKGTGKGSGQKSGRKPGQGTERQGP
GGGKGGGASGAETGALGAALLEAMKRR
>MBL3566629.1 hypothetical protein JMM59_16675, partial [Rhodovulum sulfidophilum]AB20
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TAAGLALGSEATASETTATAEAQPEVVTEAGTGPETGTAPQTGIETESPALTPETPRKTVDETTR
>MBL3566630.1 rRNA pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB20
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEA
>MBL3566631.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB20
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MBL3566632.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB20
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMETFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MBL3566633.1 hypothetical protein JMM59_16695 [Rhodovulum sulfidophilum]AB20
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASVADVGP
ILGFILLYIFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGAGFLAISLAFRTLDQPLCAALPLGTHFLWHLLNAVMLGWMIEVYRRHEAGRRSLI
>MBL3566634.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
VSGMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITV
PTAIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTE
VRILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRG
GHNIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKT
AVGKVFKPALRKLAIQRIYDTALAEAGHMVRICEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>MBL3566635.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB20
MKRIIAALSLGLFSTAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGDYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPTMADPYKVPTFQEVMDLVAAHNAATGDGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLQ
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAVA
>MBL3566636.1 DsbA family protein, partial [Rhodovulum sulfidophilum]AB20
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDIMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
>MBL3566637.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB20
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MBL3566638.1 NAD-binding protein, partial [Rhodovulum sulfidophilum]AB20
RLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFFVYEMLSKRFAVAGIGTDRA
PDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRPETLMAAGLGTARVFVVALD
DPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAMGLSATEARDRESAYYDFDR
RMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAAEASAEIRD
>MBL3566639.1 hypothetical protein JMM59_16725 [Rhodovulum sulfidophilum]AB20
MPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNTLPWYAAT
LVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPIPRRNRKGVIVQDAVRFTPCHWDPTPARI
AAARRAYLDWWGYLLAVQAALKGADLTRIEVARDMPPIQPWHEMLRGMPDCLGVSVENPAPAGGI
>MBL3566640.1 hypothetical protein JMM59_16730 [Rhodovulum sulfidophilum]AB20
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPTEAAWLRDREARLAHCRSIADLAGASA
>MBL3566641.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB20
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MBL3566642.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB20
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MBL3566643.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB20
MRKLLVALLCTLAGPALATGLDIEIAGEGANGKVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MBL3566644.1 tyrosine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
QLLTRTGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEPIKLSAGKKRHALVRLDG
>MBL3566645.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLNGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLAPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSVLDGGDGHDQIHGCSDYDILHGGNGNDTIYGYHYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTELGQDRIYGGTGNDTLVITAPYYHIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDILNGGSG
NDTFLYGTGANGYDMVDGGAGAADRILATADNVTIGLGGLAGVEIVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGNGNDNLSGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGDDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MBL3566646.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB20
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPD
>MBL3566647.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB20
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACEMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MBL3566648.1 cell division protein FtsQ, partial [Rhodovulum sulfidophilum]AB20
LLLPETGAVAALERVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MBL3566649.1 type I glutamate--ammonia ligase, partial [Rhodovulum sulfidophilum]AB20
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALDSLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYK
>MBL3566650.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB20
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MBL3566651.1 NAD(P)H-hydrate epimerase, partial [Rhodovulum sulfidophilum]AB20
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAELADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRLCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAD
>MBL3566652.1 peptide chain release factor 1, partial [Rhodovulum sulfidophilum]AB20
LKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELRARLP
ELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATVQGEG
VFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRITHLPT
GIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYRLEQI
LAGDLDEVIDALIADDQAGMLAEMEG
>MBL3566653.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB20
MSAATGSVLLVGAVARLREAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALDRRAVHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAERSGAAGLGTDISAAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGARARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MBL3566654.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPTGGGEGKSGEGKSGGRKSGGAKSDEGKRDGGDA
>MBL3566655.1 site-specific DNA-methyltransferase, partial [Rhodovulum sulfidophilum]AB20
EEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGSIHQV
GAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MBL3566656.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGESKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MBL3566657.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB20
MRDETLGAELLAWYDRHARDLPWRVGPAARARGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTIRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCTPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MBL3566658.1 DUF721 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPR
>MBL3566659.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB20
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSTHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MBL3566660.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB20
MSTAPLQPLAAFDIGPDGSTTPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MBL3566661.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB20
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQR
>MBL3566662.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLID
>MBL3566663.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPSIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MBL3566664.1 NAD(P)H-quinone oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
YPPPPGASDVLGLELSGEVLECGPGVTRFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSN
LFIRAGLQPGETALIHGGTSGIGVTATLLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPE
VIVDMVGGPYMQRNLDLVAEDGRIAQIAFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEK
GARPIIDSTFPLNRVQDAHARLEASAHTGKIVLLTSAD
>MBL3566665.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
VRELRDAHSLKINTHVSQSRVEVDFIRERDGMTPPQLLDEVGLLDESLIGAHCIHLTDDDIARLGRGRATLAHVAKGNQT
HGCLAPTAKLRQAGMNLALATDNMHADMVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLEAEIGSIETGK
RADLVLFDFRRPHLRPLTDVLGTLVHTGQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MBL3566666.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB20
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MBL3566667.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MBL3566668.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDL
>MBL3566669.1 hypothetical protein JMM59_16875, partial [Rhodovulum sulfidophilum]AB20
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASL
>MBL3566670.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB20
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELHAAGIE
ARDIQTSGLNLSPVWGDRSEDKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAE
>MBL3566671.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB20
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVQLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MBL3566672.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFHAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MBL3566673.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB20
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MBL3566674.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MBL3566675.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB20
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAGGGMPDMGGMGGMM
>MBL3566676.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB20
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MBL3566677.1 S8 family serine peptidase, partial [Rhodovulum sulfidophilum]AB20
EPLDDLLPCFLVLQFPGVRRRMAPESLFEAAGALAEEMGLISAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDET
LADDWAIDAINVKPVWARGITGRGVLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTL
ASRAPGRVFGAAPGAEVVPIRCIDAVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSA
AGNCLQPITVYPARDPNAVGMAGTNHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGV
AALWIEHHGRQNLRDEAARIGITVNDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPENA
ILAALDESYEEIETGADDWPRIGAEAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTP
PLIAATGPSAQYARLLAAGQPGTAESSAKLSEPEAKARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVI
RMAAEDRLHQLDLPGRIALEALVRIQDRPAFRVTDDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFL
IGGGQVMTNRHVLGACADELTGPGGTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDA
AAPGLPRALPLARQLDDAAEMVVIGYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDS
EGWAASHDCTTLGGNSGSVLVQFTATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MBL3566678.1 DUF3892 domain-containing protein [Rhodovulum sulfidophilum]AB20
MNPNGSRWRQTQEKKIREIEDGSWSFYVEVGGDRVDVIVAVSRYGNKYIKTEADGEHPKNLLGSGPIDFP
>MBL3566679.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MLNEILTGAIGGLVVGVGAMLIRLYNRKRIESRFPVSGDYISFYEDIIDGQKVVAPSESRIIQRGASLKITTKDPNERSW
TLSGTIMQGGHVSGVYSADAVYDDGVGSFYLKISKDALDGMWNGYDHENKMTNSGRYWFRRFLPASIVPYEKSFLNDILH
TSANAFGYGYIDTDAIKNDSCNFALVAIVRGEFAGFCFGRRLPIGSLPDLLKMSPGILPDDVRVSDSSGTLGIMKTIAIR
RKYQGHGVGSRLVKAAEESLVKLGCECILVPAWSVEGKTPIENILLTKDYAKWVTNEGYWKASCEAQEFKCISYNGKCRC
SVTFFRKGRL
>MBL3566680.1 DEAD/DEAH box helicase family protein, partial [Rhodovulum sulfidophilum]AB20
MSSLFSLLSDLRSAARSEREKGTYFERVAKAYLTADPLQAEEYDGVWSWMNWAAEQGWNGRDIGIDLVAKLRNEDGYAAI
QAKFYDADTRIQKHHIDSFISASGKAPFRRRVVIDTTAGEWSANAEEMIRGQSIPVTRIGLADLDASRIDWDAFRLRNEI
ILEDRKHLFPHQQEALDAVEEGLETADRGKLIMACGTGKTFTALKIAERLAGPGRRVLFIVPSLALMSQTIREWANDAET
PLRAFSVCSDGQVGRRRKSSDDAAEIEIHDLALPATTDPQAIALKAGADEPEKMTVVFSTYQSIQTLTRAHELGLPEFDL
IICDEAHRTTGATLEGDDR
>MBL3566681.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB20
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSYSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVL
>MBL3566682.1 hypothetical protein JMM59_16940 [Rhodovulum sulfidophilum]AB20
MRGLDLSAAARPSAGPEPMQIFKLGGAVIAVVAAIAAGAILLPRDETPAPDPDATAGLVAPSGSDLSQAEAPDRQPPFDA
AAHDEPRAEGSSSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPPE
AGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSSRPADLVPEPEPMTVPA
PGDTADGAEITAEGVPVYDVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETEPRPSARPAPRTAEASP
PAVVPADPAVAARIASHTPRARPTTVLARAEDPATAVPGTHPQARPENLAPPPTHDTDAAVTAALEDLADGEGEAASDLP
ENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTAADRRALLRLPSGRFVKV
KVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MBL3566683.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB20
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALRDVTERLGIGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>MBL3566684.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB20
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MBL3566685.1 VUT family protein, partial [Rhodovulum sulfidophilum]AB20
LVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLDPGNDVSWAGEMLPLL
GVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MBL3566686.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADER
>MBL3566687.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MBL3566688.1 TldD/PmbA family protein, partial [Rhodovulum sulfidophilum]AB20
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACV
>MBL3566689.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB20
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIGYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSPKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MBL3566690.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVQAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MBL3566691.1 hypothetical protein JMM59_16985, partial [Rhodovulum sulfidophilum]AB20
MRQGAEVLLPDAADAAGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLSEAAGDVDLVLLDAYGVLNVG
>MBL3566692.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB20
MTEQDLTTGPAPLREAFPDDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MBL3566693.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB20
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKTVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MBL3566694.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>MBL3566695.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB20
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MBL3566696.1 peptidase domain-containing ABC transporter, partial [Rhodovulum sulfidophilum]AB20
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLGPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRSDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAVVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRL
>MBL3566697.1 hypothetical protein JMM59_17015 [Rhodovulum sulfidophilum]AB20
MADKWANFLNPDVVRTRFIRTGLFLVAHEMLLSAIKDRIHDFYSNSWTAVGGWKASPDYREKVLSLDPKGKNDPLRASIV
WLLRIQAINKDDENTIREMTEERNRLAHELRNVLGGTLDHDFESLFPKLAALIAKIDRWWVVNVEMATDPEFVGTELNQD
EVTPGSLMLLKVLNKVALGKDEEAWGIYHEFTSTRDDTNP
>MBL3566698.1 hypothetical protein JMM59_17020 [Rhodovulum sulfidophilum]AB20
MFSDIVALVGIILGFAGVALTFITFFAPGHIQKLALKNPRSWVRIPSQTLGNTTYRHRIYSGFTIDVDFSEPVSEDDYFE
PWMDALHRSDPRAASYYVTLFFNGLPMDRLLFLQYDGTRNFIPAPIMQRVKGKVYYSFSPRQKSFADIVGYDYFDRPFSE
VADIITTSRYNQFSLTHYDDDLKERLEALNSAINAFKSKFRTFK
>MBL3566699.1 hypothetical protein JMM59_17025, partial [Rhodovulum sulfidophilum]AB20
EKKEKRWRTYQLRLEKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREADLAHREQHQTQQAEVAQALTADLDAR
AGEISLREGEVAAARTELVSEAQEVRAQKEELDASLAAIDHVVAEIETGGIQMLNDGKLQFRDPAPIRVAPRPLRVRLLP
IIRRLVRKIDETEKRASFVEEMMRRMQRLFGRPDLPEDVEHEAREIEADWQGRHL
>MBL3566700.1 hypothetical protein JMM59_17030, partial [Rhodovulum sulfidophilum]AB20
ICPGCGELVTEGQGCGGGICRASDAFPKPVEDPADKAFREAVAELVDCAMKEGKPDA
>MBL3566701.1 DNA-binding protein [Rhodovulum sulfidophilum]AB20
MPMTLDFSPRLMPAGQAAHYLGISASKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQRNTCDALFMEKAS
>MBL3566702.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRARRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGQVDVPFTAAAPEWAEPSDRVHLFSAL
RDQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMLAGTDPEPKSSNSSDRVPTWMRK
>MBL3566703.1 LacI family DNA-binding transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGRER
>MBL3566704.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB20
MAHKWLVENENLTGRFVERYESGEVQRGVFYISRPGRIRLEYDIPKDVVIVCDGRTLAVFDPKNNEGPTFSDYESSPFQP
LLSGPLGIAGNDAISGASRRDRETYIFARPSGAYRGKVALVFNNQPVFLKGWILTGSGSGRVSVEINSTTRMDKIPNSLF
RISSPYQKR
>MBL3566705.1 DUF2384 domain-containing protein [Rhodovulum sulfidophilum]AB20
MLQPVEFQESPAPGVGYSPEETAALQRAVLNLMERWGVRDEDAATLLGGLSVKTYRRWRAGDYGRVGRDLADRMSNLLGI
HKALRILFQEPARGYAWVTKPNEAFGGLSPLDVMRQGGMGDLQRVRGYLDSARGGW
>MBL3566706.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB20
MTFPTTRVAWAQTYRLVLSHFPPIDLYDDIADPRDWELITASVQRTNPRLAASHGDLSLVPPHRRQGGEGMSWVMAPFVH
VSKDRPTRFSDGSYGVYYAGDTLETALREHCYHMARVYADSHEAEGWVSEVRELVGAVDADLVDLRGGGAEAYLDPDPAS
YAAPQALAAELRAQDANGIVYPSVRNPEGACIGAFWPDVVEPPRQADHYRYHWDGRQIDYVRRISGDRAIFDLTQG
>MBL3566707.1 glycine cleavage system protein GcvH, partial [Rhodovulum sulfidophilum]AB20
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAA
>MBL3566708.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB20
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELNTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MBL3566709.1 gamma-glutamylcyclotransferase, partial [Rhodovulum sulfidophilum]AB20
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARGSSCQAEAEDREASASISFRACHRAAPDRTSFRPPFAPSTENSRPFLPKQNRFPDRDPSDVTIECQ
RPVGALFGPPPAARCPRQRRYQRRISGPVPPVHRQTSMPRLAGSMPGSTNRRIRAASRRSCAPAPGLSDSGCSIRSSSGS
VR
>MBL3566710.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
LSYFTRYRTAATLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPELRAVEGVEETTSQ
SLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVGQLGRLTDELVDRLFA
AGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAASIAGVVLRSYPD
GSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRIDLIQTQADYIAGR
LDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIVVDDAIVVGEHAD
FRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLECFLILPNHMVHAL
AHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFNAPEERSVSGNFM
MLSGAERADTAAMMAELQRAAEAVGARYAAEYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISLELIDADARPYSS
FDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALEDSLAYDKEEAVLD
LTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPEGVYLPLADLVTVERRTG
FSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQEQDFLADARLGFGLCLVGIYLV
LA
>MBL3566711.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB20
MLAVDFGTSNSAAAVLDGGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLGTALFHE
ARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAVGFREVGFRFEPEA
AALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRSFGEGLL
PVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMARLGHVIGARLGHELAFAVEAGKIAANGDGARARIEMGQ
IEPGLGAPITAGSLNAALAPYREALRMALYETLMLAQAGPDRIGAVVLVGGSSLMGLVEAEARAVCPAAAIRRSEAFTAV
VDGLALATADA
>MBL3566712.1 sensor histidine kinase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
VGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHARDWSERIRQFDGEVE
DLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRTEVAREIAANLALPLVVV
IPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINELLTRLRAAFEAERSFAANAAHELRT
PVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTAAEPSDLRPVLEIVAGDLERLGRTGR
IALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVALDARGVLSVANGGDPVPAPDLARLTARFARSNGGTEGAG
LGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGAR
>MBL3566713.1 hypothetical protein JMM59_17100 [Rhodovulum sulfidophilum]AB20
MTEFEIIFVVFGIGACIVGAIQVTIAYRSSIRDVEPDPERVRRFVERGMELRRQALEKSRATKPGHTHRMLNAFEAVAMH
ELLLERRGGSAGELR
>MBL3566714.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MATIPIIQCKIFPAEQTADYLEKRFIKHLRLLRSGQVGQQAHEVELLGVDNQETDKTRTTNHDRIRVQRRVKKLITRRQE
ASGMGHLQRDERERLTALAGGVRLATVKTEHQADEIAAALHDEMPWMGPATEQVWRAMRRSVREGSIGLRLPPILLDGPP
GIGKSFWARRLGRLLTVPTTVIEATNENASFGVVGSQRGWGSAGPGRLISTILMEHVGNPVMVVDEVEKSGTAKSMSGRA
FGLSEALLPLLEPLTARSWSCPFYQVKFDMSWVIWVLTSNNYHALPEPLLSRCPPIALRALTTDELVTFIWREGRRQGTS
DVALDAAVEAFKRAGQASQPSLRTASRVLQRAADLECHPTLH
>MBL3566715.1 IS66 family insertion sequence element accessory protein TnpB [Rhodovulum sulfidophilum]AB20
MIAPSSSYRIYLATHPVDFRKGMDGLANYVMTNFELDPFTGAFFVFRSKGRDKIKVLMWDGTGLVLIYKRIEGAGFVWPK
LSDGTMTLTKAQFEALFEGIDWRRVVSAAYHHPSIFNKTSAEVE
>MBL3566716.1 hypothetical protein JMM59_17115 [Rhodovulum sulfidophilum]AB20
MQELTTQIRDWWAVMLSLLGLAVLSVPAMSSRAGVSRAARAFAAS
>MBL3566717.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB20
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGHKVENAPSIVRPRAREIRQEQSENRLRADRVETVILNVIPPWF
VL
>MBL3566718.1 hypothetical protein JMM59_17125 [Rhodovulum sulfidophilum]AB20
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRA
>MBL3566719.1 light-harvesting protein [Rhodovulum sulfidophilum]AB20
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MBL3566720.1 light-harvesting protein [Rhodovulum sulfidophilum]AB20
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWLGDYYSGSFEAASLVSNATTLLS
>MBL3566721.1 PucC family protein [Rhodovulum sulfidophilum]AB20
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLEGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIVVGYRLMLSRAFGIENAPD
>MBL3566722.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB20
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MBL3566723.1 NAD-dependent DNA ligase LigA, partial [Rhodovulum sulfidophilum]AB20
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLAGAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAEHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGLQQLKNREGWGEKSATNLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWEAFEAAVTQATVGEGPEWEALLSIDE
>MBL3566724.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB20
MTRKFAIIDLFAGPGGLGEGFSRAGRASDAGMKIHLSVEMDDHAIQTLRLRAFLRSFDEFPQEYYNALNKGAPFPDWSEL
YPSNWKLAEQEVRQRVLGGDGVFEELAVELDHAREAHGGNTILIGGPPCQAYSLAGRSRNKGKADYVPEQDERHYLYREY
VRILDRLNPAAFVMENVKGMLSSKVDGGGIFSRVLDDLEASGDGYRLLPLAQPTPEDGSRAEARSFLIRAEDHGVPQARH
RVIILGIRKDIAAGLDLNGPILGEPQPPVTVGEAITGMWQLRSGLSRQDSVDSWHHAVREQALAIANASGIPDDVQAIAR
AIASANDLPHHRSSGWKGEKSIMPDRLQAWFSDDRLRTTLQHETRGHIPEDLGRYMYSAAYTHVFKKAPKLIEFPEFLQP
KHKNRSSGDFADRFRTQAAGRPSTTVTSHISKDGHYFIHPDPKQCRALTVREAARLQTFPDNYWFCGPRTKQYHQVGNAV
PPYLAYQIATAAMRLLS
>MBL3566725.1 DNA mismatch endonuclease Vsr [Rhodovulum sulfidophilum]AB20
MTDVVDKKTRSRMMAGIRATNTKPEMLVRRALHARGFRFRIHDKRLPGRPDIVLPKWKVAIQVHGCFWHRHSGCSKATNP
SSNASFWAEKFRANFERDAAAVERLLEEGWRILVVWECCLDKAGLAKAIDMIEDFIKLGPNHPVHFAEVGKPDIAVVEA
>MBL3566726.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB20
MEPVDRETLPSLFSRMAILNGTNVVNFALDLGTTFRRILEQDEEAVAIFAERAGLSAMQLAELLSWTGERIGDVRMRFRK
EVFVSRALRNPIIRGCPHCMREHAADQPHPLRHIALRGDWLCRGVDICHQ
>MBL3566727.1 hypothetical protein JMM59_17170, partial [Rhodovulum sulfidophilum]AB20
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEEGEDGPAPATGPDSRPEPRGEARVEARAEMREGIAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAVAVAP
DRIAPVGTGAGAGAGSGTASGTGIARR
>MBL3566728.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB20
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAEARAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVYLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MBL3566729.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB20
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MBL3566730.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB20
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MBL3566731.1 hypothetical protein JMM59_17190 [Rhodovulum sulfidophilum]AB20
MLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVSQLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRI
VVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MBL3566732.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB20
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLATAGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIV
>MBL3566733.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAVRPGD
>MBL3566734.1 hypothetical protein JMM59_17205 [Rhodovulum sulfidophilum]AB20
MAGQPARADLELGMVERVGCAYCVLWDREIAPIWPKTREGHTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>MBL3566735.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB20
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVISAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGIRRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MBL3566736.1 thioredoxin family protein, partial [Rhodovulum sulfidophilum]AB20
MKLTTLLAAGFAALAVPALALPMGDDGLHKPDWLRETFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMP
>MBL3566737.1 homocitrate synthase, partial [Rhodovulum sulfidophilum]AB20
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAEVARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILA
>MBL3566738.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB20
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVTGKTLA
ETRAIDADAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTDAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MBL3566739.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB20
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MBL3566740.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB20
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MBL3566741.1 branched chain amino acid aminotransferase, partial [Rhodovulum sulfidophilum]AB20
GYKVHEAVLSFEDVRQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MBL3566742.1 universal stress protein [Rhodovulum sulfidophilum]AB20
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MBL3566743.1 NifU family protein [Rhodovulum sulfidophilum]AB20
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MBL3566744.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB20
MGLGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGIGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRRLAYVQPLRAGKLGAARMIDPEGPAPLAEIGAEGIAHV
TGFAARRLGTAFGTGWHEAVPAEIAPAIAREAAALLGGGEVQPRPAPLYVRPADAAPPADPPPAILP
>MBL3566745.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>MBL3566746.1 polysaccharide biosynthesis tyrosine autokinase, partial [Rhodovulum sulfidophilum]AB20
LETSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLVGGVLARTELGLPQIGFLTRYDTGDAGIELTQLAVPPDWV
GLELTAIRTGPESFRLTDPEGRVHDGRVGVPLRLSEQGFVIEIGRLDGEIGRGFRIVQVSVADMVRRLRGMLGVSEKGRD
TGILQLSLVSDDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIREQLPEAVERVRQAELKLNRFREQAQAIDLTAEA
QGLLEQLRVLDAELRQLDTKEDELQRRFTPNHPEYRNLLNERARAEQRRKRLEDEVGALPETQREVLNLTQELELAREIY
TQLRVREQEVAVLRASAVGNVRVIDSAETAPAPVSPRVGRTLLLALVLGAVAALAWRLLAQAIRRGIRAPEEIEALGLPV
FATVPLVSDMPRQRPGTPPPVVARDMPRGLAGEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLNLAMVMAQAD
QSVCLIDADMRRGQLARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMMMRPRFNEMIEILGR
RFDCVIVDCPPVLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGQPAHAAVLNGFERRHARPGREEGYYGY
GYGYGYSYEAPIQRD
>MBL3566747.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGCVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFGARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLD
>MBL3566748.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB20
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MBL3566749.1 ribulose bisphosphate carboxylase small subunit, partial [Rhodovulum sulfidophilum]AB20
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSKD
>MBL3566750.1 M48 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB20
ADGHAAALGIGYRRLTVREARSRWGSCSSRGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEA
PRAWLRANGSALHRVRFGD
>MBL3566751.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MBL3566752.1 hypothetical protein JMM59_17295 [Rhodovulum sulfidophilum]AB20
MTIQMALFASATGLVLAASGPALAGGASQANNVGGSSSTQAAAANTANAVIAAATTTISRANSAPNSAGGELDTTATTDL
DDGDVTVTRDVSGGALFNGEPAVVNGLPNLKASFGIVYGDR
>MBL3566753.1 hypothetical protein JMM59_17300 [Rhodovulum sulfidophilum]AB20
MRKTLKTFGSVAALGAATLTMTDSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTELEPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQFEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MBL3566754.1 hypothetical protein JMM59_17305 [Rhodovulum sulfidophilum]AB20
MGTGSELDIPDPQRDHFGHPQAGLQHHGQDGPVAPAEPQGRIGGAEKRIDFVTKKEIDDTLLVAFGGHRQDFLTMKEQLG
FGVR
>MBL3566755.1 site-specific integrase [Rhodovulum sulfidophilum]AB20
MAMPGSPNTVASYRDTFRLLLRFATSELGRLPTDLRVGDLDAALIGRFLTSCEKERGNSARSRNTRLAAIRPFFKYVAIN
EPQTPAAPSLSENPGDALQTLREACRRFPSS
>MBL3566756.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB20
MDDWITPGAVTAAAARIKDDVLRTPTVFSPGLSEALGRSVHLKLENLQIGGSFKARGVLNKFAALDSTSSQVKFVAVSGG
NFGIAISEAARAAGADITVVMPRSAPSSSADRIRASGAMLILEPDVRSAFARADALAADGYEVIDDCRDTLVAEGHGTLA
LELLEDCPSLTDVFIAIGGGAMLAGAATIAKAMKPEIRIWGVETAGASSMHQALRAGKPIEVEIRSIVSTLGVPVIDQKM
LCHARRYVEDVIIVSDNDAIDGMIQFGEVAKQWVELASGTLIPAAAAAIPRLPDDAVVGLVVCGGNISHADMNRWSEHRT
SRA
>MBL3566757.1 hypothetical protein JMM59_17330, partial [Rhodovulum sulfidophilum]AB20
MEQHNITWRGIEIAITFTPEKFGMADHVELRSAGKVALPVTETGYRSHFLPVGIVAEHGGAVPFVSAWLEH
>MBL3566758.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDPKRSRLTCQIKVTEAL
DGLVVQMPEKQI
>MBL3566759.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLVALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>MBL3566760.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB20
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTEAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFQMVFHAGTRAENGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>MBL3566761.1 hypothetical protein JMM59_17350, partial [Rhodovulum sulfidophilum]AB20
RLRGRIGPLWVLRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLTERFHPQIPRLEQLTGLSLASWQAERLC
>MBL3566762.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB20
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQAMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPGAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQVGRGLEGLRPYG
>MBL3566763.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB20
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLMACPAGSRVLVGRDLRASSPRIVGDAIAAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVATPAPAAGQGARSFAPEAGAAYVARYVQAFG
DVALARLRVGIYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCARQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGTLTARALGAEAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEIL
>MBL3566764.1 NAD+ synthase [Rhodovulum sulfidophilum]AB20
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEGGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYDDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLDRDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MBL3566765.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB20
MTRPKLAVIFYSTYGTNHQIAEAAAEAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVDIAGKLIA
>MBL3566766.1 thioredoxin, partial [Rhodovulum sulfidophilum]AB20
LASMPGAFGKGTTRALLQWVLDRGYEGDEHFQKYVARTMADPGN
>MBL3566767.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB20
MRGMGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MBL3566768.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB20
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRASNTVKVTIGGCGG
>MBL3566769.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB20
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MBL3566770.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB20
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWNYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MBL3566771.1 DUF2478 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGARLAGFRQGRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALEAGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLE
>MBL3566772.1 energy transducer TonB [Rhodovulum sulfidophilum]AB20
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEEPVEPVRPD
MPEPVETVVPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MBL3566773.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB20
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLLEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MBL3566774.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB20
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MBL3566775.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB20
EARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALLTTAVGLAVAMPTALILSWF
ESRMEAERVLAETAIHTVLAPGNAFGEDRPVVSGGRDHG
>MBL3566776.1 exonuclease SbcCD subunit D C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
IPFRPIRGLRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCYAREARAPELKALGPVARGLDDP
MAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEEA
>MBL3566777.1 SMC family ATPase, partial [Rhodovulum sulfidophilum]AB20
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARSAEAAATREAVASRAGLSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPEAEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AAHRTRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWDEADRAQREAD
RALASEHGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLG
>MBL3566778.1 MCE family protein, partial [Rhodovulum sulfidophilum]AB20
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQA
>MBL3566779.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB20
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MBL3566780.1 paraquat-inducible protein A, partial [Rhodovulum sulfidophilum]AB20
ISLLILYVLTPIVFDRPPARHARAAFRLSETLRPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTF
MCRYSVWRSLDR
>MBL3566781.1 divergent polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB20
MSLVLIDIGAEGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGRGLADLAPEAAAARLGAALDRIDGSI
ALVTPEEGGFEGDRDLTGPVLGLLEASGHGLVTADKGLNDALRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEA
RQTGHAVIVGHSHPETVTAIYAWALLSGPADAVLAPLSAVLRQSRP
>MBL3566782.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSTAILVTDAGFAPAGPAEDWLSPADLDGPARPDPVRVALAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRSAAGRQGYLARLRRAVA
>MBL3566783.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB20
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MBL3566784.1 nitrite/sulfite reductase, partial [Rhodovulum sulfidophilum]AB20
LAWADTNLAAHRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHIRKDDLPSVFEALAA
SGLASANAGLISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERA
GVETYQITLGGDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MBL3566785.1 DsbA family protein [Rhodovulum sulfidophilum]AB20
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MBL3566786.1 CoA transferase [Rhodovulum sulfidophilum]AB20
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGTREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTPPGRLGNTHPNLAPYQ
VFDCIDGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFADPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAEISDPSPAPAGRTPRR
>MBL3566787.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB20
ISFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVVDAAKGFGNGRTIPAGPLREPVAAGMRRADLLLS
VGPEPAQRQFTESWGGQVSVPRITGALHPLPTGMDWQGLRALAFAGIGHPEKFFATLRGLGAELLRAEALDDHQPLTSAL
MTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSAIDAAFDRLGLGSGR
>MBL3566788.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB20
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGGYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADSSGSVFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MBL3566789.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB20
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MBL3566790.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
RRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQLIADL
RRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHGRGHAH
GPEPGRGGAGHRTEPEAADA
>MBL3566791.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB20
MLRSHPPNHGEDYPLTYTANAALVADSPLYTFAQADIRDPAALDAAFATHRPDIFLHLAAESHVDRYMALLHKSREGFIL
>MBL3566792.1 hypothetical protein JMM59_17510 [Rhodovulum sulfidophilum]AB20
MEPFDDQTRLIRALFAETQAYANGAWSGFLSLLRLVTQAEGASLVLDLQNQTRGWCDGSPNNSDPSSRRTLRFDRVYSQE
SLPSSKEGVAPTRMIKVRTTDGAGLTLSVSRGMHSRDFRSADGQLLHSLAPFLGQAMVLWLDRQREGLETKISETMLAAL
GGGWLVLDAAGKILRLSAKLATDFQVAEGRPLKFAEPTVASAFTEAFAQAVAGEGPVAFSLKQGEMLLAQIEHDNAPAIL
GRLRTTPQCASISAETVAHHLGISTSEARLAILICDGHSLKAAAAILGWTEESTRTCSKSLFARMGVSGQPNLVRRILNS
SIWFAST
>MBL3566793.1 sulfate adenylyltransferase subunit CysD, partial [Rhodovulum sulfidophilum]AB20
MTTKTLTHLQRLEAESIHILREVVAEAERPVMLYSVGKDSAVMLHLAKKAFYPAPPPFPLMHVDTTWKFRDMYALRDKAA
KQAGMDLIVYQNPEAKEKGINPFDHGSLHTDMWKTEGLKQALDLHGFDVAFGGARRDEEKSRAKERVFSFRSANHRWDPK
NQRPELWRLYNARKSKGESIRVFPISNWTELDIWQYTHLEGIEIVPLYFSAPRPTVKRDGLILMVDDERFPLKPGESPEL
RSVRFRTLGCYPLTGAVESTATTL
>MBL3566794.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB20
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAK
>MBL3566795.1 hypothetical protein JMM59_17525 [Rhodovulum sulfidophilum]AB20
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEIEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MBL3566796.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB20
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPTR
>MBL3566797.1 alkene reductase, partial [Rhodovulum sulfidophilum]AB20
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEQETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAE
>MBL3566798.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB20
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSPDLDA
VAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGISGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGAGWEL
AANAGWQRARASSFRTTSMDLGTGSLTPVDWSGNALPMAPETTWGLALAHQGEVWRARGSLHGSGSYWFDPGNTVKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MBL3566799.1 methyltransferase type 12, partial [Rhodovulum sulfidophilum]AB20
MSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRTA
PDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGK
>MBL3566800.1 DUF3479 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLG
>MBL3566801.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB20
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MBL3566802.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N, partial [Rhodovulum sulfidophilum]AB20
LAAAAETLDGKSIFFFPDSQLEIPLARFLTRECGMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAAR
PDLTVCGLGLANPLEAEGLSTKWAIELVFTPVHFYEQAGDLAGLFARPVRRRAILAGLEGAA
>MBL3566803.1 NADP-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MAQTDTVNRRYVLARRPKGAPDENTLRLETAEVPSPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGGEKCRHVTEILGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHL
>MBL3566804.1 hypothetical protein JMM59_17570, partial [Rhodovulum sulfidophilum]AB20
ALSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLARELAELTQLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDD
SQGTIGGMMGEAMAAIERLAPRLGKDPAALAETVFEAILDDGYGAFDDVVPALAEALGATGLARLKALAEAARAAPPTEA
DLARYAFISDRDARAARARAGRNRSLDMILRDVADAEGDVDSWLARYTPEQLTYSTIAPDAATRLLAAGRAGDALRLIEA
ALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRFERRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVE
KALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEALAPAYPLAAVLLWRAMIDFALRRRRAGRYGHAARHLSDCA
AADAEIRDYGPHLSHADYLDGLRQSHARKSAFWERLRTG
>MBL3566805.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB20
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MBL3566806.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MSKGCKFDQRLEAAREALLRNSFKPASVAPILRRSGVSNATLYSDVPDKRLLFSEVMQRECDRLTGAARDRP
>MBL3566807.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB20
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MBL3566808.1 DNA topoisomerase (ATP-hydrolyzing) subunit B, partial [Rhodovulum sulfidophilum]AB20
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNE
>MBL3566809.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB20
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLK
EILAAEGTTVEAGGQLAVLSSGEGAAASATDDKPAAEGSSGKDVEDAPSAKKLMAEKGLTAAEVKGSGRDGRIMKEDVLK
AASAPKPAASRASEAPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALRKE
YKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEKRI
AEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHRIV
DGKGAVTFLVRVKEALEDPRRLLMDL
>MBL3566810.1 MAPEG family protein [Rhodovulum sulfidophilum]AB20
MTPELAALAATAFIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MBL3566811.1 MAPEG family protein [Rhodovulum sulfidophilum]AB20
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MBL3566812.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB20
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MBL3566813.1 agmatinase [Rhodovulum sulfidophilum]AB20
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHDHGPAAIAARVREIVGEAPTY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MBL3566814.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB20
MKILPLVLLVLGLAALGGAVWFRTVPDDPAVWQVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAMALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGASWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MBL3566815.1 RNA-directed DNA polymerase [Rhodovulum sulfidophilum]AB20
MKHPWDSQDFLRGAKAAGSDTETLSAAVSIAKAIKQVSPDLPVIFSLSHLAHLVDVSPKSLRPIVDRMSDPYRHFRLRKK
SGGKGSKAPKRRFRDIYAPQPHVLRTQRWIAQNILNTIQPHPSSFGFAPGRDMLDAATLHCGCAWLLKMDVSNFFESISE
RQAYWVFRKCGYTALLSFQLARLCTRSVDQNHYFHLRKTKYPHPIATEGYLPQGAPTSPMLANLAVHSLDEKLKRIAGDF
GWKYSRYADDLAFSTEQSASRTDALRIRGKVEDALKNIGLSENSSKTRISPPGARKVLLGVLIDRERPRLTRRYKDNIET
HLYALNHEKIGVLAHQSKRGFSSVTGMRHHISGLISFAYHVDKKYGEKLYAEYNKIRWQITTLNPSQSGHQAGSSNGASQ
FHNCDGDLSILQALGRL
>MBL3566816.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB20
SLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVALLALLPIVAHELLDGGAFGYGVLLGCFG
TGAIGGAVSSARLRDRFPNEAIVRGGFLGFAASLTGLAFSHELWISGLLLLPAGASWVLSLSLFNVSVQLSTPRWVVGRA
LALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLPNFGTEDLAPLGRFVEPQLGVDLRARSGP
IAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESYHVATWAEYLRHHERRTVADAEVSDRLLA
LHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MBL3566817.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB20
MSDRQIFSEFSDSPFPRNALRGLVGPAFVALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MBL3566818.1 ornithine carbamoyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLH
>MBL3566819.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB20
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MBL3566820.1 amidase, partial [Rhodovulum sulfidophilum]AB20
LDGVPVSWKDLFDSAGTATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGA
PGGSSSGAAASVAFGLAPGAIGSDTGGSVRVPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAAL
EGGRPADLSGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVRQQAPEVAEALALAGVLFATEAYGTWRD
RIEAEPDKMYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLL
ALRNTRIGNLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAVAERALT
>MBL3566821.1 hypothetical protein JMM59_17655 [Rhodovulum sulfidophilum]AB20
MPWPRWRWRPSPSMSPRPPKPAFCPITARSRPSCWTASPSPISVRPRTRRARWPTGRGLDRLHDAVLSAYTVWNRRVPTA
RLNRWLSGMLEMHPPPAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGD
RNPFRAKKKKTPSRLRKHLGKKPEG
>MBL3566822.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB20
MVFEKLPWQDVLARYNGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFLIEE
VRLNYSVSKSGATAARELIIA
>MBL3566823.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB20
MKLYAITAVLFLFIDAVMLSLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVFLVAAPALRDAMPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWTGVKIMMRLQG
>MBL3566824.1 heme-binding protein [Rhodovulum sulfidophilum]AB20
MLPRATKVIAAFAGLLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTANGAKIAMTVPVLQTQEGSREMIFVLPDTLTLDTAPAPTDPRVSLARIPPRRVAVVRYSGSMTNRA
SAEETRLRDWIASKKLTPTGPAEVAGYNPPWTLPSYRRNEVLIPVRKD
>MBL3566825.1 hypothetical protein JMM59_17675 [Rhodovulum sulfidophilum]AB20
MTVDHERARQDRSLILMDFESAFVRELADLASDRLAFDGLYGEAEWAFNALLTVHRIRWQDLSGQLLEEDLLPVLSRGGR
VQEMDRKEFSALLSEPLKIVAQATRSKDRPISGTELDRLLIARSRPDVMPGSVMTMAGLRLSGTEG
>MBL3566826.1 amidase, partial [Rhodovulum sulfidophilum]AB20
PPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYRYDRDGRDLLGAETRDA
IDKGANMPARDYLAALDWPRVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLCGTPAVTVPILTAGNGL
PMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MBL3566827.1 hypothetical protein JMM59_17685 [Rhodovulum sulfidophilum]AB20
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MBL3566828.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB20
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVADA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLKFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGSMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAGDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MBL3566829.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB20
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MBL3566830.1 HD family hydrolase [Rhodovulum sulfidophilum]AB20
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MBL3566831.1 cysteine synthase A [Rhodovulum sulfidophilum]AB20
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETDAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGTEMNDEEKAISASTPGFQIG
>MBL3566832.1 LysE family translocator [Rhodovulum sulfidophilum]AB20
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVGLGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKCWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MBL3566833.1 RNA polymerase sigma factor, partial [Rhodovulum sulfidophilum]AB20
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESR
>MBL3566834.1 EF-hand domain-containing protein [Rhodovulum sulfidophilum]AB20
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGPAAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGD
GMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMGQGMMGQMGQVGPGMGGACGGGPGGMG
PRGAMQGQAPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADGDGSLSQDEFEAAI
RTFRGMMRQQGPAAQR
>MBL3566835.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB20
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MBL3566836.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGRPGAWPGPAPK
>MBL3566837.1 transposase, partial [Rhodovulum sulfidophilum]AB20
LLRANPLDIREQYEKQLRDLQEAYGEAMLELRARKELQALLDAQDGN
>MBL3566838.1 hypothetical protein JMM59_17740 [Rhodovulum sulfidophilum]AB20
MPVAPGDYKGSPVPGNVSMPRTMGQAMGDFGRGICLSASQAGGTLIGGGAGAIGGGLAGTLVAPGLGTVGGAATGAGYGA
ATGTVAGGLAGGSMGYNVGTTFGNWLCY
>MBL3566839.1 hypothetical protein JMM59_17745 [Rhodovulum sulfidophilum]AB20
MTTTPLPRASRVPIEEGLAIIDPAHGLLSYLAQSVLAPFWEAFPGGLTGPLPPAREAARAAIRHWNEGGSDDTLAQFRAA
LAAEDPAQAEAWEAFVRAILWREDNRDLRGWRMWFSGNQHRQGPVGRVPGAVADGLRHAYRDEVVARGRAIDDLLEGLAE
APLDDWDLWLHAQYAYSLIDADRFDTGRVRRDLSRFADAKLFETFLRAHVLTLAPNDQEAVTGAVRAFWADLWGEPVDGP
AGLMLTETAEDAERISSVREMLG
>MBL3566840.1 hypothetical protein JMM59_17750 [Rhodovulum sulfidophilum]AB20
MMRIDRAMLARAEDVRFAAARDRLKARLLAEPQAAQISDRQRRVFVDWIDGVWAQLRAAPGAAEHPVTLQRAVLIEMTRP
RWSADPLLAAYVDRMVATPGRAWPFEAGVTAVWRNVLAARLMRPEIVAFIAQEEKL
>MBL3566841.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSREPTRMPGPDRAASAAPDRETVLAGLAAYAFARAEALPGGHVLGLIDAACDPLSAVTLEAFPEPARCLIGGSLGEELA
GVAPWLVRFDRHGPAWDWFASEAWGRNWGVLVVSNLDLARLKARLKKPLRVEDEDGKRYFFKYYRPKHLNAYLPAMD
>MBL3566842.1 DUF805 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAE
>MBL3566843.1 hypothetical protein JMM59_17765 [Rhodovulum sulfidophilum]AB20
MIRGTATALALLLAVPGLAAPETGAPPAEAGVAADGQAVDIRTEHWPSGNLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERMPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGRIQGRYI
LTGRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTAIHEVYDPEGRLDGPRREIGANGQLR
RLETYVHGTLDGPWEERDREGRLLSGGAYSEGEKTGPWREGGPHGEEYWQGSYVAGLRNGPWERLDAQGYRLERARYEDG
TRDGLRYLFRPDGAVGEVQSWKNGERDGPTTRYEDGLPVGRDLWRDGRPVATGLPPEAE
>MBL3566844.1 hypothetical protein JMM59_17770 [Rhodovulum sulfidophilum]AB20
MLTLSGAETDVFSWALPEGSGAQGMIFAGDRGSDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELTVRVDRYAEAPAV
RREMRFLTEEGRRLEPDTAPERQPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLVPPAAEGADTLVFVRRK
AEDADVLELQTGDGQRRHFYGLGNREVTLSCDATLAWTEAGVQPPSDRPWRIDPAALDVADDMTVAGLTEQLRFVDAEGV
PLALSAPGGKALSPDDGIREAMFPDGTLRVAGPPAKILRAELKPEPLSRSFAVRFPDLPVPEAAAQ
>MBL3566845.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB20
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRVCKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLDRDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSDHFDGR
HATEHMVTIRLVEALSRAA
>MBL3566846.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB20
MSTVETAETTIYDRRESEVRSYCRNFPVSFARAEGAILTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEGNGLAH
ALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALTGNGGK
RGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVALEKFWA
DDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACVPFAMAAE
>MBL3566847.1 ectoine synthase [Rhodovulum sulfidophilum]AB20
MIIRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MBL3566848.1 integrase, partial [Rhodovulum sulfidophilum]AB20
RPGDWVGFRWGDYNGESLTLRQNKTDKSLVLPCTPQLKAALDRAKGALGAVPIAGRPILMKRDGNPVSYRYMAQIMLKER
RRLGLEAYDLHALRYRGVQELALHGCTDDEIAAYSGHATKAMIEKYAGEARQIMRARQAAEKRR
>MBL3566849.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB20
MRNAVDVVLRQLFGVEWHQAANLQSVLTEGSRCALDKAKGRARSNERGKVIAELTFDFWSNMFRNDYGDLWRTKANIAFP
GLAHGEGRHEIQLLVKKINRLRNRVAHHEPILDMNVPDLHSKIIKLVDLRCPKTAEWMRYHSTVNIAMRSRPNLEGSAPV
TLASKADQRFEIVEATSKLAHLMGGEIKKCAAFVCMEDGGVVGAITHQQLAHYIIIKSLDFEGMIDLNDHSIADVLNDPE
VMDGFRSLPAGSSFFDAIKILKEPKTRVVVAVNSDDGTPAGIVLRAHRRY
>MBL3566850.1 NUDIX hydrolase, partial [Rhodovulum sulfidophilum]AB20
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGID
>MBL3566851.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB20
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAEADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MBL3566852.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB20
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPQAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MBL3566853.1 CCA tRNA nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGYDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAA
>MBL3566854.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MBL3566855.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB20
MGSGLKLSHLVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>MBL3566856.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
MPKILYLNVRNFRSIKELSWRPNHGMNCLVGAGDSGKTTVLDAIDYCLGARRSAQFSDYDFHKTDTSEPISILVALGALE
PSLLSFDAYGEYFCGYNLSTGRFEEEQGRGLETILVLRLKVEKDLEPQWSLLSKRAKAKGIERNLRWEDRQTSSPLRLGD
HPDWHLAWRRGALFERLTDEKLALTEGLSDAARKARADFGNTANSELTDSLDVVKKSADELGVPTAGAVHALLDANSVKF
GTGAIALHDANNIPLSSLGTGSKRLLVAGLARKVATSASIALVDELEAGLEPHRIRSLLNALGAKDTSATQQVYATTHSP
VVLRELDHTQLTLLRVDKTTGKHKAYSASDSSQGLLRSNPEAFLSKRVIVCEGKSEVGFIRGFDQQSSGLGGISLEALGT
VLVDGGGAKKVLSPANELLRLGYNVSIFMDSDVPLEAADEHAFVNGGGTVFKWPNQCALEDIVFRCAPGPVISALLDYAV
SLSNGDKVDAQICTAS
>MBL3566857.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVITEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRAKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3566858.1 isochorismatase [Rhodovulum sulfidophilum]AB20
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MBL3566859.1 (2,3-dihydroxybenzoyl)adenylate synthase [Rhodovulum sulfidophilum]AB20
MDDFTPWPEDLARRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDRDGRPCAPGQTGRLWVRGPYTFRGYFRSP
GHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPQ
>MBL3566860.1 hypothetical protein JMM59_17855, partial [Rhodovulum sulfidophilum]AB20
MYDLTPMQAASWVNGHAGARAAQGPSAHLYVELDRSDGALDPDRLERAVAALIARHANLRLAVAPDGTP
>MBL3566861.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MRRLLSLLLLSLTLLTCAPVAQAPQSIAPAAPYTRAAFGSGWTDPDGDCLDTRAELLADLSTMPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGT
>MBL3566862.1 hypothetical protein JMM59_17865, partial [Rhodovulum sulfidophilum]AB20
PIFYFSEAINSSGPKMPGENVEAIPQGELAGVSLGQSFWRSFFILVIARHISKNASGAAAKKFLSYVYTQATGEKGSFWS
IVSSVPYLKSWAIDINAGRSKVELEGEFKRLGDISLFYDSALALLRDVKLTKPFYIFLDELEISFSTSKKFEEDVGAASS
LIKEVRNLNESFRQSGIPVFIVCAVRKEVAQKILGQDAAKIVRDLGCELSWQRTSWTSENRDYYHPLFEIVLRRIHSAEN
PEGVQAPWSALKAIEKSYFNFNEKGWTQKSILDLTTYRPRDIPVLFARVKEHDGSRQKFQKSTFARSARKGYRDDLWGDF
AEALRSEYSNDEVGLLKSIFFSLPSYFTMRDFMQKADDFSYDPAIADLLDEISPKKWSSMLKSLYELGAVGWSEIKGDEE
KIHFHFRGDTDGLQIFRTSFIVKPLGLRDS
>MBL3566863.1 transketolase, partial [Rhodovulum sulfidophilum]AB20
LGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAEHGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKA
SEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDNYGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFAD
YARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHLASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALS
RQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGSEVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRAS
VLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPADDLYKHFGITAEAVAAAAKKLIK
>MBL3566864.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB20
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MBL3566865.1 phosphoglycerate kinase, partial [Rhodovulum sulfidophilum]AB20
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGE
>MBL3566866.1 DNA repair protein RadA, partial [Rhodovulum sulfidophilum]AB20
SVDTVLYFEGERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQ
ALVAPSPLGTPRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCV
LFGEISLSGALRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MBL3566867.1 CvpA family protein [Rhodovulum sulfidophilum]AB20
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MBL3566868.1 amidophosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB20
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYS
>MBL3566869.1 alkaline phosphatase, partial [Rhodovulum sulfidophilum]AB20
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAEAFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSD
>MBL3566870.1 hypothetical protein JMM59_17905 [Rhodovulum sulfidophilum]AB20
MDTSWVENEKGEFPGDPAKGCMYRACDTAGEKISDKIGDKAGQKPDGKATGRGLFCAPLRRIAEALSARRARGGRAASAA
FGRWPKTSGCAGSLKAPAIFHTLSSSR
>MBL3566871.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGQAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MBL3566872.1 hypothetical protein JMM59_17915, partial [Rhodovulum sulfidophilum]AB20
MAGTTMNANEALLWAVGSDMPKPPMMLNTLTMYPPMIEAETSPGRRQMLQRQLDQAVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEACKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSMPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSG
>MBL3566873.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB20
MQDELAEIIQRVRVLEASGASGPALELLAHALARRPDDLSLRLRQGVLLREAGRLEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAQRPGDPETDLARAQSLLDEDPEAALQLSEAVIARAPDHAGAWPLRIAAARALWRFDAAESWGAEAADRFPG
R
>MBL3566874.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALAHPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGEQRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MBL3566875.1 CatB-related O-acetyltransferase [Rhodovulum sulfidophilum]AB20
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHNYRFANGKPPTKAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGA
DAP
>MBL3566876.1 cytidine deaminase, partial [Rhodovulum sulfidophilum]AB20
MPLLTAARAVRENAHAPYSRFKVGAALLGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPC
>MBL3566877.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB20
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MBL3566878.1 carbon-nitrogen hydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
YDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRFAHLFRALAKAGAEILTVPAAFSPVTGAAHWE
PLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLADGGEAPGISYVELDREEVARARARVPSITHDR
GFEGP
>MBL3566879.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MBL3566880.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB20
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDMAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MBL3566881.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB20
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDM
>MBL3566882.1 energy-dependent translational throttle protein EttA, partial [Rhodovulum sulfidophilum]AB20
RENVMLGVAGKKAKIDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPVETLSGGER
RRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPYEGNYSSWL
EQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLGGKVIEIEG
LKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDPDKTVWEEV
SDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETLQALEAALE
DFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MBL3566883.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB20
MATLVPGPALYVRASEFMYFVYLDEFGHIGPYCGRKARKHNESPVFGLAGMVLPEQQVRPFASYFLKMKEKPFHTEIIQS
GKMSAKWEKKGTSFIRPNPMKKYVEARRTVLRILRKIGQCNGHVFYYGREKFRDRDDLNPIGLYTTCFAHALRRLDRFST
RLGENFVVVVDQHSARKELWECAVKTMYGNQPCRALASPPFEVESYLN
>MBL3566884.1 transposase, partial [Rhodovulum sulfidophilum]AB20
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYNE
>MBL3566885.1 hypothetical protein JMM59_17980, partial [Rhodovulum sulfidophilum]AB20
FLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSFIPAKRGATGYRGIRLTDE
FRARMAERLSNGAGAPVDEPF
>MBL3566886.1 antitermination protein NusG [Rhodovulum sulfidophilum]AB20
MTHYRIGQTFKHNGGQIVAAPLGTVAWYILLTAPQQEFAVSAWLTRSGAVECWLPTEEAWRRVRGPRRKVSYLRRLAPGY
VFLAVDRAPLWHVIRDASLGRIRGVVCQDGEPLEVPEAALARMRRVPARIAQIRERARQERIIRPGDRAVIATGPLAGWA
VDVARLDRGIAHFVLPLLGGREASAPVEGLVKQAVA
>MBL3566887.1 hypothetical protein JMM59_17990 [Rhodovulum sulfidophilum]AB20
MIAAAIFSTICGISLLIVCSWLAMSRAHRKRVAEMDREWANGGCGGFAGDPRATIVVTPPLSVAQQRDLLAALADWHHRN
K
>MBL3566888.1 hypothetical protein JMM59_17995, partial [Rhodovulum sulfidophilum]AB20
MKLTAGVSPSDLRKLVSRLREVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRH
>MBL3566889.1 aminotransferase, partial [Rhodovulum sulfidophilum]AB20
MAASQPPRGGTAATFAPPVMQARRWLEGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVAEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSGTLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANID
>MBL3566890.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MBL3566891.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
SWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVMGV
AKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSAVT
GEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MBL3566892.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB20
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDT
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLTPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MBL3566893.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB20
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMQIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MBL3566894.1 peptidylprolyl isomerase, partial [Rhodovulum sulfidophilum]AB20
QADTCDDLYGVARGLPPERLLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVR
RQLVGQRLAGYADSYLAELKADAIIREP
>MBL3566895.1 phage major capsid protein [Rhodovulum sulfidophilum]AB20
MLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQA
VAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVVLRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQ
ATTDSNMVRYARQTKRENGAAMTAEEAAAPVSSYGWSQADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEE
AQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAANGITLNPIDWAAIELLKDAQGRYIFGNP
NEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGG
FTFA
>MBL3566896.1 hypothetical protein JMM59_18035 [Rhodovulum sulfidophilum]AB20
MIAVELGCDEKTLRKYFSRELQHGRLMVEGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPERETPKPEPKGKK
QARLEAAARPAEDYGSLYDRIPRQ
>MBL3566897.1 translocation/assembly module TamB domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ILSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVETPGLRFDGQGDLSSAAGGLT
LTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFKATAAGAEIAAEGALTPGDPALPAEGKVTLSAPKLSVFSGLA
GRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGELTVGRLDIETPRLTVKAEDS
AGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLARDASSADLSLKGRAPLSLAN
PFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGRARLDLTGRLGGGQVAVSGPI
ALSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPSTGLGGGGELPEIDHLGTPAA
VQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVVASGQFELIRGRLDILAQRFT
LDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRILFGRGLDTLSPLQAAELASAV
ATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEINLNLDVSPYVTLKGHAGAEG
DTGIGIFYERDY
>MBL3566898.1 hypothetical protein JMM59_18045 [Rhodovulum sulfidophilum]AB20
MAGLTAAMAWGPAEAKTMPPGTLRLVPNPVFQSRSSADDETTADVAISLGVSVCRHAAAGVTPACALMFPAAIASDDGAR
AWRRPELLAVLDDDRGPDGGAPFWPASAGGRGAACGGCDGALPWAPPSAVSGGSKRRQGDGDGDGGEDPGNRWPVEPNAP
LPVPLMPSAAFLLLAVAGFGAFVRRRS
>MBL3566899.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB20
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MBL3566900.1 23S rRNA methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKID
>MBL3566901.1 hypothetical protein JMM59_18060, partial [Rhodovulum sulfidophilum]AB20
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLK
>MBL3566902.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB20
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLIEINAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MBL3566903.1 hypothetical protein JMM59_18070 [Rhodovulum sulfidophilum]AB20
MILEETPPPGVSVDAYKRASHWEGDADDARIGACLAAAQSAVEIATRRPLTPRRVCFETAAGQGRRWWVPVAPVRALLGV
SWSGGELGAEAARLLFSDSEPQILFAPGAFAGVPEGAALSIALDVGPDIVPPTLAQAVILIARDWLDAGIAIETVESPRI
AFGARALIRQARYRRPGIWCHR
>MBL3566904.1 hypothetical protein JMM59_18075 [Rhodovulum sulfidophilum]AB20
MTKVILKFRRAHGRYNRGEVAGFAPALATKLTRGDDPVATVFDRAAEARLATAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETARDTARDAATA
>MBL3566905.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB20
HALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIPAAQSEELIALLRPRVTVRASGARTVPMPAGELRTARQS
AGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMAQHARDDLLKAMALREDLAFLRGDGANDTPK
GLRNWALAANWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVHPGWIMRASAKNWLASLRDDRGNPVFPSIDASGTLKGYP
IRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDANGETISAFQRDLTLMRAVSEHDLAPSHDEAI
AGFTATGWSL
>MBL3566906.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB20
VDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSDWAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVG
LKVMKDTVEVTSVVDGRPGRMQVTAPDYPLPPGGLNIRLNDHWVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIG
LVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLDMKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRG
RRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSDRLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSST
RVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEAPFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYK
ILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDEKEDLDPGGFPAAVACHPRTDLMAVQTRLSGIGGVTALV
YIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQSNCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFV
TLKGARPRKEASAEVEIGALSAPALPEIEGTWNLVIAGVGGTGAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIH
CRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQGRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARL
KDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHEAIDRAI
>MBL3566907.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMI
>MBL3566908.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB20
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MBL3566909.1 response regulator transcription factor, partial [Rhodovulum sulfidophilum]AB20
LAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIVFSSLDAPTDQVLGLGMGASDYVCKPVEPAVL
RARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAESRLLICLLRNIGKPRDRMQISMATCGREWVYG
DRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MBL3566910.1 hypothetical protein JMM59_18105 [Rhodovulum sulfidophilum]AB20
MALKKVTRTWQVGLIFLTLLVAIGNYENALNCDQGAICIDSYWTQFWLISYEDGFTRRALLGSIARALGGIPTDVYVLNV
ICLSIAISLVILSVFQLRRFDTPFRNQLTAALIVGPSATVLIETVGDPLQVCGFITLAVAFLRGKVGAILSILAIPVVVA
IHEASVFLYVPVLVCLAGRNIPPALMLRNTILVIVGLILLSVLLSEQQASSIGGALKLNDGSLMTVKQSPFFSYTDLLKD
ELDKHFGSLDGFVDLIRNAIGSLIWPLLFLIFLSCRGGHPQGLGNFIVLFLLSSPLYIIAHDWGRFAIQTLFGTFCITVC
GVRFLDMAILSKIRIRLMDALAVMRGIVTAEMVLVFGFTYYSHRHYRLDGLETPNIVVLLALLLGMIALRRNNGSHSHAS
VDEGDRSRTEP
>MBL3566911.1 PQQ-like beta-propeller repeat protein, partial [Rhodovulum sulfidophilum]AB20
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISAADGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVN
>MBL3566912.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB20
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAAAERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MBL3566913.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB20
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAV
>MBL3566914.1 hypothetical protein JMM59_18125 [Rhodovulum sulfidophilum]AB20
MDPSSPSALWTDRAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAEIGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MBL3566915.1 hypothetical protein JMM59_18130, partial [Rhodovulum sulfidophilum]AB20
MSPRPDPDWIEARRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPA
AMAAEPGAAAFWRQAVVDHIRFSLAISDPNRRGPELNPLKATATEAFRPYLRPDAELAALGGQAWLAEPRCAADGGPDLE
RWGRPQFDGPALRAAALIRLGELMPEAQGPEADRLIARDLDFTLAMAGVPCLGPWEEEPARRSSFTLIAQWDALELGARH
LGRADLAEAAAALEGLIAGATDPVTGGWRESLEAAPGMLDAATVLALVQAGRMDGPFALTAARSRATMAALR
>MBL3566916.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB20
AVLLRARFRPGRYRPELFRELDLDRPEQLARAVPKRCCEYLAGRVLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSIS
HSGDICACLALHMAGKPVHPGVDVETVADARNLDAILKLCCTPADRALIAADPDRTALRATLLFSAKEALYKALYPVFRE
VAPFEAAELTALPSDGLLHLRLTAELHPSLPAGRVFALRYLTWTATAQDSGQEHGDRQVLTWILHEPQQPGPKPKT
>MBL3566917.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB20
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWLVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDQPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
ILRYSSRDYEQLSQELRLTGQTDRLDWTVGLFAMKSSDKRGEGIALRDDYDYDYGGTTYTIPAGYGERSRAKIESETLAA
YFDGAWALTDRIGILGGLRVSHDKKSIDYNHADTAGNGYSLLALTQDLDLSTSGTFVSPRIGMTWDVTPEMTAYGMITAG
YKPAGFVSSFAETSDLEYDRETA
>MBL3566918.1 hypothetical protein JMM59_18150 [Rhodovulum sulfidophilum]AB20
MGPSPRFKKTLQSTWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGTAYAINAFLVGSIGGAIAVVVGKALQII
ARDGRQSR
>MBL3566919.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB20
MDIVQLVDRLGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLR
>MBL3566920.1 MFS transporter [Rhodovulum sulfidophilum]AB20
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFLANMLFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MBL3566921.1 1,4-alpha-glucan branching enzyme, partial [Rhodovulum sulfidophilum]AB20
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAPDLFAG
PVPGKAPYVLRARDGSGNCWEFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNA
>MBL3566922.1 glycogen/starch/alpha-glucan family phosphorylase, partial [Rhodovulum sulfidophilum]AB20
GGALADLPKKAAIQLNDTHPAIAGPELVRLLHDERGMALDQAISTARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQL
IERIDEAHAAEMPGRRVTLRENGEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLS
ANPRLSRLITETIGEGWVDDLEQLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYK
RQHLNILETVALWREIKANPGAGWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAE
RLIPAADLSEQISTAGKEASGTGNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQA
DPRLGGALKAISQGAFSPSDKHRYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSD
RTIRGYMTDIWGTVPLAAE
>MBL3566923.1 tripartite tricarboxylate transporter TctB family protein, partial [Rhodovulum sulfidophilum]AB20
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRARRAEASEEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAA
>MBL3566924.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB20
MRRTLLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTLR
LMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAAKSAPGTLKIANVG
TGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPEVPTF
RDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVKAAQQKAFALIDELV
AEGVLQK
>MBL3566925.1 hypothetical protein JMM59_18185, partial [Rhodovulum sulfidophilum]AB20
RLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGVAAIYPSALLSVREPGRRYLTNYSMGALG
YSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDTYGWIRGEAILLDDVDEPWSTDFGAVDYV
KVAEGFGFQTARIESDADIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSWVRAARKKKLPYFT
>MBL3566926.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MTNQPAPPAPLTLGDCTPGDLPGVQAIYAEAVRTGTASFELAPPDLPEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLPGDRPQGQHSGGAAPDDPPNRP
>MBL3566927.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVGTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLKL
>MBL3566928.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB20
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MBL3566929.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB20
DAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKATYYREALDLLDCYYNDARMNGLSLDRHAE
ENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAADGTDYRSATK
>MBL3566930.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MATPQEDHESIARRVGADNLQAIRASTGLSQAQFAAAIGLSDRALRRYERGERELPQAARLAIIQVYKIDPLASDQLAAA
VGLGDADLSPGATAETAVEESFWVKLRREGLEFREQNYSPLGQRLLKVRDYAFFSATMYFDAKHVALELGLPFGFVINGT
DWAFIGAFCVIALFLFSVVAELPVLKVASHILTGGRGRRAL
>MBL3566931.1 hypothetical protein JMM59_18215, partial [Rhodovulum sulfidophilum]AB20
MTHVIDSISKSETGKAWLSNFEAEDRATARTLLDSLRLINLDDVSECIHELLDQLSSERSGKRKAVAVYAEREFQEKRMF
KTLQIAKANKPDRERAIGNKGLPPVKPIRGGVRVGSEGIVSALIGQSVKRHSGILINTPGPDRFRSKRNPISTIAIVTDF
IGSGSRLIDMLDKFWNVRTVRSWRSTGLIDFVVIAATATQDGAAAVSSHVVRPDVRFCHTIPTMSSSKFEEYHFGWDNLL
DKFAEQDPSDNYVRGYLGSAALVLFSYCIPNNAPSILWKSAKHLKPLYVGSAPSELKTLFWSGSKSEQVDRAASERGHKL
DAIADVKERIMLLVLQELRGRFSKEKVQELSERLSLPRADVIEALNVAFLRDLINGNGRLTDKGY
>MBL3566932.1 S49 family peptidase, partial [Rhodovulum sulfidophilum]AB20
MEMTIASLLGAAPLALDHDFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSL
AGSIGIMRQAGWPVGPDGAGQQWQIFTSPHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPGDLAARLSVT
DDPADGGATFGPEAAIARGLADRAETR
>MBL3566933.1 phage portal protein [Rhodovulum sulfidophilum]AB20
MHQWHDPDADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERR
AGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVEGGDRLNPAPNMTRDEDAGAETTEGKD
>MBL3566934.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]AB20
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MBL3566935.1 extensin family protein [Rhodovulum sulfidophilum]AB20
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGAVPAEAVAVRPEARPATVLFRVMNGPRRARPEAAAGRGLDRSL
RPVPRPSDLLAKLAAAGLGRQPSAVSTPRRGVVCGDPAIAGEMIAPIVGRIAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRLGGGVASLRVFAHYACRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGANRFHQDHIHVDTARYRGGAYCR
>MBL3566936.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAEAMTGALAFRPGQAFELASARLSVGAFGLVSDRGWRASMDGAEIAI
KAVADRPGAQHLRLSGSGMRPPAGLVATLDPAGLLPPLFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MBL3566937.1 gamma-glutamylcyclotransferase, partial [Rhodovulum sulfidophilum]AB20
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGT
>MBL3566938.1 hypothetical protein JMM59_18255, partial [Rhodovulum sulfidophilum]AB20
QGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKSN
>MBL3566939.1 DMT family transporter [Rhodovulum sulfidophilum]AB20
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALRHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRAGRAAGSGPS
>MBL3566940.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB20
MDWREDGVPVSTRFDDPYFSISDGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSTEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPAWDGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MBL3566941.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFR
>MBL3566942.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MBL3566943.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB20
MLVSALSSDPEASRVVPPTGFTARLTLFSAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEAV
LQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDHTRWRQP
LVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMG
AVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>MBL3566944.1 1-acyl-sn-glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB20
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPG
>MBL3566945.1 AAA family ATPase [Rhodovulum sulfidophilum]AB20
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MBL3566946.1 ParB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYG
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSD
>MBL3566947.1 tRNA lysidine(34) synthetase TilS, partial [Rhodovulum sulfidophilum]AB20
MAAALERACPGEAPLAVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARMRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPQRRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGL
>MBL3566948.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB20
MRRIAAFALTVALGLAAGGPASAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSVLQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAATAMGTTGCN
>MBL3566949.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB20
MNRIATSLLLVTALAVSACSNADRFGAANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MBL3566950.1 PD40 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
GPTWAPNGRVIMFTRETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MBL3566951.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB20
MGHVLIRGAEMIVTMDDDRRELAGADLRLRDGRVAEIGCGLPPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIGPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGHIVTHDLGAAVTAQTRIARRLAGL
>MBL3566952.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB20
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
CSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFATLAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MBL3566953.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
GGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGMIQRIGPDFGGANVEV
RPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDATIAGDMPKSAFSANSQ
AKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAALRKATYEESLGWYAGI
TADIFG
>MBL3566954.1 hypothetical protein JMM59_18335 [Rhodovulum sulfidophilum]AB20
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MBL3566955.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB20
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MBL3566956.1 hypothetical protein JMM59_18345, partial [Rhodovulum sulfidophilum]AB20
MAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MBL3566957.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB20
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPRDFEGDWA
>MBL3566958.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB20
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MBL3566959.1 outer membrane lipoprotein carrier protein LolA, partial [Rhodovulum sulfidophilum]AB20
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHEEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MBL3566960.1 DNA translocase FtsK, partial [Rhodovulum sulfidophilum]AB20
SVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGP
VVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALG
KDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKA
VVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEM
ADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGD
MLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIK
DRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MBL3566961.1 pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB20
DDGRLQARIANPRAKTEKTYWAQVEGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIE
LTISEGRNRQVRRMTAAVGHPTLRLIRYRVGDWTLDGIETGTWRPA
>MBL3566962.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB20
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MBL3566963.1 hypothetical protein JMM59_18380 [Rhodovulum sulfidophilum]AB20
MTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRAWERGASLGP
GHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDSYGTDRLLLCLD
PSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAAGFPALYRLE
PGLALSEAALVLAKFLEIPYDTARGIVDTATLFDD
>MBL3566964.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MTRPPDLTDRQALALHRARALKAGPALFMHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQNAYHLMRDLRAMGETNALAARHRRAAPRRLFSEAAKRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>MBL3566965.1 ComF family protein [Rhodovulum sulfidophilum]AB20
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MBL3566966.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB20
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MBL3566967.1 carbon-nitrogen hydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGS
>MBL3566968.1 di-trans,poly-cis-decaprenylcistransferase, partial [Rhodovulum sulfidophilum]AB20
YGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTCLLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDF
TSAHFAEIVGNYSARERRYGAVLS
>MBL3566969.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB20
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVTGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MBL3566970.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase, partial [Rhodovulum sulfidophilum]AB20
MQRRRITVFGATGSIGENTIDLLTRQGGAETYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVV
>MBL3566971.1 cytochrome c, partial [Rhodovulum sulfidophilum]AB20
DGEEIFSANCAICHGEFAEGVDNYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAY
ILYSNYLVEDDFVLSNENFLEVAMPNADGFIVDDRETTELPLFSKPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>MBL3566972.1 cytochrome C [Rhodovulum sulfidophilum]AB20
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWIYCSGCHEIGPGAQASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MBL3566973.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPF
>MBL3566974.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB20
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>MBL3566975.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB20
MAERPYVIDELLSAKTIAARVESLATEITAHFADTEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MBL3566976.1 SufE family protein [Rhodovulum sulfidophilum]AB20
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MBL3566977.1 hypothetical protein JMM59_18450, partial [Rhodovulum sulfidophilum]AB20
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGI
>MBL3566978.1 ATP-dependent Clp protease ATP-binding subunit ClpA, partial [Rhodovulum sulfidophilum]AB20
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDR
>MBL3566979.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB20
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDIRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRL
>MBL3566980.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB20
MALLNFRKCDRATGRTAGQTSGQTTDQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFLRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MBL3566981.1 virulence factor [Rhodovulum sulfidophilum]AB20
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSAPVEREGDPTVLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MBL3566982.1 fructose-bisphosphatase class I, partial [Rhodovulum sulfidophilum]AB20
AEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILTRGGVFLYPGDARKGYAR
GRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPDEEVNALFGNRGLFRV
>MBL3566983.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB20
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MBL3566984.1 transketolase family protein, partial [Rhodovulum sulfidophilum]AB20
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALG
>MBL3566985.1 hypothetical protein JMM59_18490 [Rhodovulum sulfidophilum]AB20
MADDASTARAPLRRPAPDHCRPEGAAAAAARGGGGPKFPVFPAGRPVAATCIGTCQ
>MBL3566986.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MBL3566987.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFLYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQ
>MBL3566988.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAA
>MBL3566989.1 transcriptional repressor [Rhodovulum sulfidophilum]AB20
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MBL3566990.1 zinc ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTRLMGMAATAGLMGGSALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADLILSN
GLNLELWFQQD
>MBL3566991.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
RTLFGWHNARDYWFPEIRSRGAAVLVLSAALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAG
AAIAMMETVNDFGVVEYFAVQTLTAGIFSVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPV
PLEGAAGWAATAACALPVATGFVLPVGVILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRA
LPRLLLPVTTIGYAAPGAVLGVGLLIPMAAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGR
IAPSLPMAARSLGRSARGTLTAVYLPLIRTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPA
ALLVCLVGLVAVGLLARANR
>MBL3566992.1 nitrogenase reductase, partial [Rhodovulum sulfidophilum]AB20
AGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALYAANNISKGILKYANSGGVR
LGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEEYRQLATKIHGNSGQGVVPT
PITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MBL3566993.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB20
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYRPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MBL3566994.1 beta-ketoacyl-ACP synthase II, partial [Rhodovulum sulfidophilum]AB20
QAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFKGPNHAVVT
ACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMGEGAGVVIL
EELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTIELGAVERL
LGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLALSNSFGFGG
TNASLVMGRGDR
>MBL3566995.1 endolytic transglycosylase MltG, partial [Rhodovulum sulfidophilum]AB20
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEERETLLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGG
>MBL3566996.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB20
GTANIVALSTAQAAELSSTQVAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTTQVAALTTAQAAVLSDTALGGL
SSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAISTAQAAELSSLQIRAL
SSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALTTAQIDALSTLAMKGL
GATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAMETADLVRLGTSAMRGL
GVDQVAGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAAMTTAQVGALSTRSLRGLSSTQTEGLTTAQMAALSTDQIRSL
GGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLTTAQMAAITTAQSAGL
SSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTDQIRRLGVSAIEGLGTASIVALSTAQAAEL
SSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNISTSSIGGFGTASIQAF
TTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDAQTEAFTSTQLAAMSTAQLNALFL
>MBL3566997.1 hypothetical protein JMM59_18555 [Rhodovulum sulfidophilum]AB20
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPMEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSSGAKFTRI
ADWAWYCIAALVVVGIVLSFVI
>MBL3566998.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]AB20
MPSFEIDTPQLVIEPCGSLQVGISNSANQARTCRLEIAAEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGATAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGRVDRRESGSVTPGTVLAQDPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDKARNVLRDRGLRMGG
TETRESGSVTPGTVLAQDPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDRARNVLRARGLRMGGTATRESGSVAPG
TVLAQNPGEGAELAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMMDFGTDADSAKKVLAVLKA
YGADRICYVSRPQPPMMYILNGDSAPSATAATRQRLAAAGLGREDCIGFDPATLDLESGGAGVTLVSDRSRMIRFRNMDE
AKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>MBL3566999.1 hypothetical protein JMM59_18565, partial [Rhodovulum sulfidophilum]AB20
LPGPGFRPFHVVIEYPRPTRPARALIRDVAELEKPVFVSFEIVELSAPEDSEEGA
>MBL3567000.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB20
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIAN
>MBL3567001.1 hybrid sensor histidine kinase/response regulator, partial [Rhodovulum sulfidophilum]AB20
MPPPPAPSSGPPCWPADILTDLLSGASDALVDEILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPV
>MBL3567002.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB20
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRR
>MBL3567003.1 hypothetical protein JMM59_18585 [Rhodovulum sulfidophilum]AB20
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MBL3567004.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB20
TASGKTEEFPRFSAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLL
GDNDRGDFDDFRHSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLM
VEPVGNWGRGTVRLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAG
SPGLRKFVVDFEGGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTET
WLYQWINE
>MBL3567005.1 RES family NAD+ phosphorylase, partial [Rhodovulum sulfidophilum]AB20
PAPNPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>MBL3567006.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB20
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MBL3567007.1 DUF59 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRA
>MBL3567008.1 ATP-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SHQMRAFEDRFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVP
LVEGARRLLESDGLGGKGGAALRTLISLVDDWHFLVANRGSESALKTVRDEILDLASLDFHDLPDEEREVAEQRRQSQIA
LLKRRMEILQGNHALLAEDILDGSGYTLSYFKPQTDEQRERGEPPVPKDAEAAGRLENLKELVKALEEFDNLQGFLEHVA
LIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDETGLKGLEEERRLAYVGLTRAEELCTVSFAANR
RVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAFSGIEARASRADVYNSPGWQRLQSRNAGRAPAAPSR
GARAGGVVIDAEAVPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAGAKKVVARFVVAAASADDVPF
>MBL3567009.1 5-formyltetrahydrofolate cyclo-ligase, partial [Rhodovulum sulfidophilum]AB20
GFYDRTLELLRAQGSVLAVGLAYAAQEMPDLPAEPTDLPLDAIVTETEVILP
>MBL3567010.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB20
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MBL3567011.1 SLC13 family permease, partial [Rhodovulum sulfidophilum]AB20
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRIFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIG
>MBL3567012.1 type II toxin-antitoxin system VapC family toxin, partial [Rhodovulum sulfidophilum]AB20
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVS
>MBL3567013.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB20
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEASSGIEATGIG
RVEVRPRDVRF
>MBL3567014.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB20
MKKIGFLSFGHWSPAPSSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPLSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MBL3567015.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB20
EQTILRYVHLYNSQLPQSALRARTPIDALKDWQCQRPELFRKTVYNHAGCDT
>MBL3567016.1 hypothetical protein JMM59_18650, partial [Rhodovulum sulfidophilum]AB20
EKLGLAIVAGLKADPKLADRLGATLAKAQPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGP
ELAEALEAFLAARDPLE
>MBL3567017.1 hypothetical protein JMM59_18655 [Rhodovulum sulfidophilum]AB20
MTGDICPVRKMPPPVSLFSNPDMIPGLCTGPVAPIFACENRDAGQGD
>MBL3567018.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB20
MSIGEDLARIGINTGISVIVPTYREAENIPHLLVELDRLRREYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSPAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIDFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MBL3567019.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB20
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAF
>MBL3567020.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB20
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>MBL3567021.1 Mrp/NBP35 family ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
AVPGVAQASVVLTAHGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLL
DADIYGPSLPRMMGATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDL
PPGTGDIQLTLCQRTQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEAR
KLGVPFLGALPLALEVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MBL3567022.1 phenylacetate--CoA ligase family protein, partial [Rhodovulum sulfidophilum]AB20
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVF
>MBL3567023.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MFDTAPQDDTLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MBL3567024.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
KVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGSLEGKKITLLYHNSAYGKEPIPTLEALS
KKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANINFPMDHFIGNWWAGAEHDVAPAGMAAD
GYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVEAAKTAQEMTGTAQIDAAMMRDGMEHLE
MTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPDAEVIAPLIEADSTAFAAENGIAPRCD
>MBL3567025.1 precorrin-6Y C5,15-methyltransferase (decarboxylating) subunit CbiT, partial [Rhodovulum sulfidophilum]AB20
EGPAIPAASGWPDAFFDNDGQITKRPMRALTLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERAGRIA
ANAAALGVERLRIVTGRAPEALDGLAAPDAVFVGGGLSQELLQMLWDRLAPGTRIVANAVTLESEALLALWHAAHGGELL
RIELAEARPLGRKRGWRAAYPVVQWTARR
>MBL3567026.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB20
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MBL3567027.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB20
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLAPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MBL3567028.1 cobyrinic acid a,c-diamide synthase, partial [Rhodovulum sulfidophilum]AB20
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEA
>MBL3567029.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAAAIEALAERPGAAA
>MBL3567030.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB20
MALPEIASYPLPAPDALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPRDVAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILPELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMITGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALAALPAEAACA
>MBL3567031.1 isochorismate synthase [Rhodovulum sulfidophilum]AB20
MTDAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAASDADDDGALIGGALPFDKARPDCLWQ
VAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGL
MARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDDPEEDARNANALARSEKDRREH
GLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGQLKDPETPAILLAAALHPTPAVCGLPCDRAARLIRDLEP
VAREFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDAALSDPSL
HNQPNG
>MBL3567032.1 ribonuclease D [Rhodovulum sulfidophilum]AB20
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAILEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MBL3567033.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB20
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MBL3567034.1 LPS export ABC transporter periplasmic protein LptC, partial [Rhodovulum sulfidophilum]AB20
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNHGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPR
>MBL3567035.1 hypothetical protein JMM59_18745, partial [Rhodovulum sulfidophilum]AB20
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPENGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKAGSAEVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVVDRAAFFAILW
GGHGALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDREAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHR
>MBL3567036.1 virulence factor SrfB, partial [Rhodovulum sulfidophilum]AB20
AYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVIDHLGVDVVLLTGRPSRLPAVRSIVEELLVVPP
YRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNFKVTTGAFQMKSTARFVGEMDNNGQILDARLM
FSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPNAQRRPTPIRVTFEKADYDDDDREDSEAKLRR
EALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MBL3567037.1 hypothetical protein JMM59_18755 [Rhodovulum sulfidophilum]AB20
MFDYLSYGVTIWLVRKGETKEGGGTLLLGAVDVLCAAVIFFMLSASLVAIIEMINRLEGGTVIDVAALLDGIQNRPEDHW
WVFGMIFSTLVPTLVHLFIVALSAITWLPPKARDWIEAGIAAGKDDGGAFQVAALATALIYTAYAALITLGVGAGLGWLW
SVRGPILTGYLKAITWWAELIGAIPAI
>MBL3567038.1 hypothetical protein JMM59_18760 [Rhodovulum sulfidophilum]AB20
MTAALRSPLRTAPRIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDVSRGHSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRCPDWMPDARPRLKPEDWTVNRWGRHPKTADAATLGVEGWQPIPRRNRKGVIV
HDAVRFTPCHWDPTPARIAAERRAYLDWWGYLLAVQAALQGADLTRIEVTRDLPPMRPWG
>MBL3567039.1 hypothetical protein JMM59_18765 [Rhodovulum sulfidophilum]AB20
MTEGWAPELLDELRDNRVWPGTYVLGRVRDEARGAILRLDRLRRIAPADLTDAERRWLAAREQQMEECRRIADLAGASA
>MBL3567040.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHAVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFREALASALPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEVNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGPARPVAFVEDCVV
PPGNLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWREARLD
>MBL3567041.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGQ
>MBL3567042.1 anion permease, partial [Rhodovulum sulfidophilum]AB20
IGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQAPIA
IGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAPHLG
QLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPGGYR
FTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MBL3567043.1 hypothetical protein JMM59_18785 [Rhodovulum sulfidophilum]AB20
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MBL3567044.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB20
PATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAKAHGVTPDCIMIGEGI
DGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVYLSNPDNPMGTWLP
AGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAPLITAFEKVRNHFG
MCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVLAGLAERDVFVRMP
GVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MBL3567045.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
LVLKGVANVGDMNDEIVPELARQMGRPIRYGGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAP
WNYPYMTAINTIAPALIAGNAVMLKHATQTLLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVA
GGRAIERAAAGTFTPLGLELGGKDPGYVLEDANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESY
RLGDPLDPETTIGPMAQARFADLVRAQTAEAVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSIL
PVKDDEEAIRLMNDSDYGLTCSIWTNDVTRAERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRP
KSYHLRKL
>MBL3567046.1 adenosylcobinamide-GDP ribazoletransferase, partial [Rhodovulum sulfidophilum]AB20
LEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRLASVIVMVRLPYARDEGKAAFAAAGPGR
DGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAATLFMARMMMRRLGGHTGDGLGAVQQVAEIAVLLGLLAWA
>MBL3567047.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB20
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAIDRILTSPLIRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPRDGLDHWAGNFYESRPHGGESVGMFFARVVPFLEEMSGPERVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MBL3567048.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB20
GASRVLVRIGTFRAFHLAQLDKRARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIAL
KVRIDDNLVTLSLDSSGEPLHRRGHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRD
RSFAFEGFASFDAEAWATMKAPAPALPAEARFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPTGLVMV
NPPYGARIGDRKLLFALYGALGATLRDRFAGWRVGLVTCDEGLARATALPFLTPTPPVAHGGLKVRLFRTAPLP
>MBL3567049.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB20
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MBL3567050.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB20
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIQSYDGFRPPPEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRSPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MBL3567051.1 hydrogenase nickel incorporation protein HypB, partial [Rhodovulum sulfidophilum]AB20
MCTVCGCGGATVEGQAEGQSHGAHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPA
>MBL3567052.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB20
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MBL3567053.1 hypothetical protein JMM59_18840 [Rhodovulum sulfidophilum]AB20
MTTALHIAFGAAGPRIVPPTAVPVEAVLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPSQGRMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVANLPAATADSLA
SGTAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDIIDPCLPVHFEEAADA
>MBL3567054.1 pilus assembly protein [Rhodovulum sulfidophilum]AB20
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MBL3567055.1 pilus assembly protein [Rhodovulum sulfidophilum]AB20
MIGATGRFARDRRGSVAVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAT
IIRNCRDVLRVEMRSLPAAAWTTMTATPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPIFPGTGLGRRLPRTAEGD
YALIVTGAFVNEPAT
>MBL3567056.1 hypothetical protein JMM59_18855, partial [Rhodovulum sulfidophilum]AB20
ILAPATVIGARVKGGIQTTQYYAVAANGNGDAPDPDPLVSGDGENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLEL
GSDDFGQSGLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDTAIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLL
DPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTDGQITEQYRPTEPDAAVNATVELERQALSKRRMITSDST
NLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPLYFFDATPANIEEVFSAISGKINKLRLIH
>MBL3567057.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB20
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MBL3567058.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB20
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTYAIIPNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAY
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MBL3567059.1 3-deoxy-7-phosphoheptulonate synthase, partial [Rhodovulum sulfidophilum]AB20
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFT
>MBL3567060.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MISFVGAIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MBL3567061.1 hypothetical protein JMM59_18880, partial [Rhodovulum sulfidophilum]AB20
SGEAEEKQAPETRAQEEQNESTPLISFIEDIQDAMNGLAGRTRSPDAPRAPQQDDFGSSIGIELKLGLKIGQLELKGKEA
SPDLSLALSGCEVTYGLAVTGKMDLLDLFLSRFPQGPEIRDRLADPENAVSAKAECSIEVGGEGDLSYGIGDIGSLTIGN
SDNWEASIEEVEQTFTAQAKITGTITASARLDADVWFFKAHASAGAEVSTGWHFGGRVVRGAGGSRKTERLYYFEGIILR
AYAKVTLDSGGKTEVTDDYFGDATQATTASTSSSKATTALASSEIEVPLMEPEGEEDGWA
>MBL3567062.1 hypothetical protein JMM59_18885 [Rhodovulum sulfidophilum]AB20
MTGAPQNNYTLSCFAENATVELFINGAPTALHASLEKMVWSWPVPDFLRDGTNRIDIAYEPINVAERNYTPNPDVRIQME
LKQEGMPAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDD
PSLRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVAWASDE
AGGMRPLLSREEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>MBL3567063.1 hypothetical protein JMM59_18890 [Rhodovulum sulfidophilum]AB20
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MBL3567064.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB20
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRKALGTGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLADWQALYDEVAAFRAACGPAHMKAILAAGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLGLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHSRG
>MBL3567065.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB20
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVEGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRIADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDD
>MBL3567066.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB20
MTDPLSLPFDTDEILAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MBL3567067.1 hypothetical protein JMM59_18910, partial [Rhodovulum sulfidophilum]AB20
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EVEPSNVSALSPTWPEPAAEPSVKAAAEPAPDPVADTATETVAEPVVDAPARTSGQPSIGAAPAASNAPAGSTPVTAPKR
ASEASPAPGSEPEPEPAMAAAAPAR
>MBL3567068.1 urease subunit beta [Rhodovulum sulfidophilum]AB20
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MBL3567069.1 urease subunit gamma [Rhodovulum sulfidophilum]AB20
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MBL3567070.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB20
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAG
AGSHLRLTTQAAERAYRAQPGETGQVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAKGAGALASLVLVAPDAAAHLTPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MBL3567071.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLL
>MBL3567072.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSREGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDRLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MBL3567073.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
ILGLRIDASAGRQYLARRPGLPLLTRDLRAAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDALA
LDGPAIAQICAELFATDPPPARPASAPLPVPQPVPAAERAADAAYWAGALARVESASRLPWRRPPDRPGPARYRRASRIL
APELIRPLRRAAAREGLFLNTVLGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIVIDHDATSGTARERAAAL
QAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIEIA
ADHAEGVLAPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALDRGRGSALICGEERL
DYPALRARVTAALAGLAAQGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSEED
LPGRPCLRPGDLPRPGGALPDAAMLRARSLDTGPGYYLFTSGTTGTPKCVVLSNRATANVLDQTLSAWKPGPEDVLISVT
PLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVDMLLACARPGQIDSLRLIAQGGDYIK
PATVAELRRLCPAARLISLGGPTETTIWSIWHEIGPEVVSAAEDMTR
>MBL3567074.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MEREAITMLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLEVPFSSLFSEPEDHDLD
NEIMEAIRCLPTSERSRILAVVRAFSVDV
>MBL3567075.1 hypothetical protein JMM59_18950 [Rhodovulum sulfidophilum]AB20
MKTILTTASALALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRNPAASDDGEGS
GEGEGGESSDT
>MBL3567076.1 hypothetical protein JMM59_18955 [Rhodovulum sulfidophilum]AB20
MPRIPKIPDLPATYGFGSWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MBL3567077.1 elongation factor Ts [Rhodovulum sulfidophilum]AB20
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MBL3567078.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB20
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MBL3567079.1 hypothetical protein JMM59_18975 [Rhodovulum sulfidophilum]AB20
MIRLHDPAGAVHEVANEIIVEVRQRWFTDEEVGNRVSDLLIAEIWVHSSFGFVSEQQFLREILACERGEHSELGAKSATK
LDFPASPLRGLWHKHFILGQFVEENFKKKRNRKSVAGRIKAFLSRCDGIPSCSIPDDHIDPRRSALFMARLLLREVRDGG
RRC
>MBL3567080.1 hypothetical protein JMM59_18980 [Rhodovulum sulfidophilum]AB20
MSRYRIILSGLALAVLAACGTPERPKTGVPKLITPEMLPQAPEASAPACSAEMAARFHQPEAGIFQVGTGPTAAGVWIDM
KMAGRDGTWRCQTTRDGRVVTLTPISST
>MBL3567081.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRPFS
>MBL3567082.1 hypothetical protein JMM59_18990 [Rhodovulum sulfidophilum]AB20
MKFDSLGEFDAFVTITSIYPVADMVEQPSAIEYVDAEGRPRRKVIDQVYTFIDGTTFATEVKPAARAMAQNLEEQLSFVA
AAMPPEFAETLVLITEENYDQWEALNARRLLAYRREDDPEAASIIAGLAAELELPVTIRELIARAAIGGRAWPEVFKAIY
AGVLRPLEDGIIDLEMLVEGGSK
>MBL3567083.1 hypothetical protein JMM59_18995 [Rhodovulum sulfidophilum]AB20
MPEHAGFREKGDQIDLPLINLQPLSGTQDVEALSDDCKMPVGRLQPLALAHDVIGLETVDLPEDGTVGRHFQSRQAAVYP
KGIGQPKRPLCLPNDTFLGRPFEAGITICALPQQCRALWAEFHLCTTGQVPLIDKRQNGTPCILILSHPPQQGRRARRVD
FVARAFIAAILAFLGNPFRLRDMLRYLRGDLENPSVDIPPIPANFSARLSIQKEIAPCLAEEDLLTLLTWQLGDDLLSKL
GSLSRRLLAVVAVLYNDMTRPQAIVDLIVGQLIKSNISINFARDGNPQRPLVDDQAGYAAMADLRVWLQTNDLVHFEPPS
TSISRSMMPSSRGRSTPA
>MBL3567084.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB20
MRTSTFGLLCPECIRSEMPSAAEPWRVPRRLQWKFSSIRSCPEHGCMLVSLPPEKFSKGARDFSAQLRKHYGWILDQPVI
YADHSPD
>MBL3567085.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPNDTLLDMPFGSLSAIMAQDFRDALLWHMTRNGTTVAELSRETGVSRDVINKVRLRAGASTSVENAMLIAAFYGKSVNQ
FILCEDVDQVGRLKNLVELISPEVRPLVEAQIRGLLNARPGK
>MBL3567086.1 hypothetical protein JMM59_19010 [Rhodovulum sulfidophilum]AB20
MKTILTASALALLAAPALAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GESSDT
>MBL3567087.1 hypothetical protein JMM59_19015 [Rhodovulum sulfidophilum]AB20
MPEQIDSTSNGRTTNNAVRHKYRALTDAEKTQMQDIKDVGAAFIAKLHEIGGTDPEDDRFGSRDLSLANTHAEDAVMRAC
RHITA
>MBL3567088.1 hypothetical protein JMM59_19020 [Rhodovulum sulfidophilum]AB20
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSACGGLVLARIAEASL
>MBL3567089.1 hypothetical protein JMM59_19025, partial [Rhodovulum sulfidophilum]AB20
MAAILTIAPQIADRLAAEVAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLE
>MBL3567090.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAG
>MBL3567091.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB20
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGDDAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLRAAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPGLEPEALMADYAELDGLVAKLLPAA
>MBL3567092.1 DegT/DnrJ/EryC1/StrS family aminotransferase, partial [Rhodovulum sulfidophilum]AB20
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGEPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLGHLETRIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAIACYSTQTYKHLNS
>MBL3567093.1 phytoene desaturase [Rhodovulum sulfidophilum]AB20
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGDHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MBL3567094.1 squalene/phytoene synthase family protein, partial [Rhodovulum sulfidophilum]AB20
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRK
>MBL3567095.1 transposase, partial [Rhodovulum sulfidophilum]AB20
LRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIERLAPPMRPQTNGMVERFNGRIEDVLQSHR
FHSGEDLEQTILRYVHLYNSQLPQSALRARTPIDALKDWQCQRPELFRKRVYNHAGCDS
>MBL3567096.1 hypothetical protein JMM59_19075, partial [Rhodovulum sulfidophilum]AB20
MGQASKMYSIDDFGRNQVDELHDIALNISEAMNGDNSVDVFRAAFRYGRNWRPKISLDIGDGKLFDSLDETMTLGHEFPN
QYFLKRSVKLNNIGRQSVTLTPKIEPFVFGEPCQSNHARCVVINGPSTHFQDGELSWRFKSHRFSYSLFLDVQRILKDRE
YISDASIPTGVLSVFLEKTNLMDYRGIWRLLHQASKVLSFTSGGRVGIGHIEFDGEEGRHFWMLGFSRADRLPLEPNWFD
IEMVKDFQNFASAYHSHLAAEPTELPLLSSSDFYRASNAIN
>MBL3567097.1 hypothetical protein JMM59_19080 [Rhodovulum sulfidophilum]AB20
MTWIIHVANASGRLDGLVSPIRAAIERAQARAEAVTEPVDLDVVIQAWPGRVIPHLGHAGYAPTGDMIQLTFDPANSYCA
QNLGEPLERTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQAASDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLVARPKETPAKLIHAEAASFRDNLKSTFG
>MBL3567098.1 hypothetical protein JMM59_19085, partial [Rhodovulum sulfidophilum]AB20
MRALVMIQNDLRSIFEYLEPSDECRMAYSHRIHALLMRACIEIEANFKAILTENTFSPAPKRSLNINDYRKVDVTHHLSS
YEVMLPIWNGANKLIKPFEPWKAGRGLRHIPGLSLQWYQAYNASKHDRQNEFKKANLENLVMAVAGLLVLISSQFRDQDF
SAGSASLELSGSDYHPLEAATGSLFRIKYPD
>MBL3567099.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB20
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGTRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPVVVAASG
>MBL3567100.1 hypothetical protein JMM59_19095 [Rhodovulum sulfidophilum]AB20
MDSFAKRAPAKLPVNQIAAARLGLQALILLAVGQFVRQIRRQATRPDPREAAPHLARTGLILCANGILFAALRQMPLAET
TAIFFVGPFIQIMPGAFSLEEAVGWRRIPASAI
>MBL3567101.1 hypothetical protein JMM59_19100 [Rhodovulum sulfidophilum]AB20
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRARPHGAAAIADIFARHDMTSISPREIDTMAEGLRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWRETFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>MBL3567102.1 response regulator, partial [Rhodovulum sulfidophilum]AB20
IARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGIVGPNVQRIQLAVGQASGLL
RRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVALNLLTNARDSILSEEYPTG
RGRIRIALCIASDAELKPPLAFGSLDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSAVDCGSGLAILPSIVGKNGG
AIALTSDGSSGARFSVFWPLDSDRNAAPAAPHGSRRRARPLSGRLDGHMVLVTDDNPDVLRVISAILENAGAEVASCTMA
EDALEAVNEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHSGREFAAVLGKPISSADLLA
AAEAAILDR
>MBL3567103.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB20
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MBL3567104.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB20
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFGELGIQPVATLYRGPYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSELHWMKAELIANGLADS
>MBL3567105.1 CDP-alcohol phosphatidyltransferase family protein, partial [Rhodovulum sulfidophilum]AB20
MLDGVMRRLIDPPLDWLGIRLAACGVTADAVTLAGLGAGLLAAAMIAFGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPMGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAW
>MBL3567106.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB20
MTSMKKILLGAVALGTISMPALADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFESAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MBL3567107.1 hypothetical protein JMM59_19140, partial [Rhodovulum sulfidophilum]AB20
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPSTRIVPGGGRVLTPGFVNVHTHAILSMVRG
VAEDM
>MBL3567108.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB20
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MBL3567109.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB20
STLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLATPHGIRRGVHVGIDIVLRLMPGQAQDLLQRASALAGLLLMAVV
FVTALGAAADKWGELMPTLPVTAALYYIPVCICALHSALHLLLFALGGPEIWGDDAWKETAS
>MBL3567110.1 hypothetical protein JMM59_19155, partial [Rhodovulum sulfidophilum]AB20
ARDSDARATGAPEPAFEFAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGG
IWEGRITDVLFSREGGTSFIEVMEEALALSPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGRVLSLAR
>MBL3567111.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDTDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAEEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MBL3567112.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB20
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRELGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MBL3567113.1 dihydroxy-acid dehydratase, partial [Rhodovulum sulfidophilum]AB20
LQMVAREVEAAGGIAKEFDTIAVDDGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRL
NIPAVFVSGGPMEAGKVTLGDGRTVSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSL
PGNGSTLATHSARKELFLEAGRRAVELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVD
FTMDDIDALSRKVPCLCKVAPNTANVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEAR
NLFLAAPGGVPTQEAFSQSSSWPSLDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVY
ESQDAAVSGILTGKVQAGEVVVIRYEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASG
GAIGLVQDGDLIEIDIPNRSINLAVSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MBL3567114.1 epimerase, partial [Rhodovulum sulfidophilum]AB20
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRP
>MBL3567115.1 NAD(P) transhydrogenase subunit alpha, partial [Rhodovulum sulfidophilum]AB20
DMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEKKAQEAAAFRKQTITQIGMLGVGALLMLLVGAFA
PASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILGALLQIGSGNWLVVILATISVLIATINIVGGFLV
TRRMLAMFQKS
>MBL3567116.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta, partial [Rhodovulum sulfidophilum]AB20
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQS
>MBL3567117.1 hypothetical protein JMM59_19190, partial [Rhodovulum sulfidophilum]AB20
DPAAVDRALADCGLARRFEDMAAPLLAQWQEAGLMTAEPGALPLTLAGRFWQVAMTARLIAWTDQAVREHTSAKENAG
>MBL3567118.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB20
MTAELTVIPSSTGPTPTARPLAGRHLFVFGAGFCAGLVALHAQAAGARVSATTRDPLRAAELVEQGIGMHLFDTAASGRR
AALAEMLEGVTDLLISIPPGEGGCPALAALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVDDAAGAILAAMSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPLAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MBL3567119.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB20
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MBL3567120.1 hypothetical protein JMM59_19205 [Rhodovulum sulfidophilum]AB20
MTPDPGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGFALLGLVRAHPANAPVSPVLH
>MBL3567121.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
>MBL3567122.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB20
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MBL3567123.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB20
DQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPIHSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEV
YSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVHQPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNII
VSNGEYLAKFEEAGVEILTLDPEDVVAARGRAIEYWSEAATDDLSRRMMESQIALMKELRLL
>MBL3567124.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum sulfidophilum]AB20
EAIRAALEAHPGRVTVIVSGFAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAAELRKEADELDKLARVYASVYAS
RSGRAVEDVMALMNAETFFGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAADPTG
PSGSSLADPAATEEIPTMTTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVARAVQAERERARSIRSMAEPFMR
AGQLSQAQIEAVIDEGVSQAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFRGMRLS
GLAMHLAGPGNHFDRTRAVAQGFRSTRMLGGAHGVSDFAYITTEVMNRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAV
RFGGDFQLKTVQENGEYQEARLEDQAEGLKVERRGRTITLSFEAVINDDMGAFLRIPREFAMAARVMESSMVWGLIRTNA
KTKSDGKALFHADHGNLAAAAGPISVETIGAARKAMWEQTAFGSKDAEDFLQVVADRLIVPPALETVALQFTTATTPVKD
AETNPYKGTLTPSVVPNLGAAAGGSDAAWYLISSDLPPVSVAWLDGYESPTVQTMEGMNPDKVTMNARHIFGVAATEHRG
AYKK
>MBL3567125.1 DUF1194 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAI
>MBL3567126.1 VOC family protein [Rhodovulum sulfidophilum]AB20
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICAHLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MBL3567127.1 FAD-dependent thymidylate synthase, partial [Rhodovulum sulfidophilum]AB20
MPVTEDQLAEIEAQRAETAPTRRVVAPGMEARLYRVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
>MBL3567128.1 HAD-IIIA family hydrolase, partial [Rhodovulum sulfidophilum]AB20
ILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLEDGLLRAFEPRGAGKGPVLINGGVYCFSRGIVDHLVEDGSLEAE
VLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQSLVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVN
EAGWYAFVATNQAGIAKGYYSEADYLALRAQMYRDLAAAGAHIDDERHCPTHPDGTVSALAVSSDRRKPGPGMLLELKAR
WPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGGNLDLLVEHVLQSRGGAP
>MBL3567129.1 AGE family epimerase/isomerase, partial [Rhodovulum sulfidophilum]AB20
MTPPTETPASGPARSAVPFEAGSGPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADATLTEAKAVEACQGL
>MBL3567130.1 acyltransferase [Rhodovulum sulfidophilum]AB20
MPIEALRVLAVLLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYSGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLRHRIWLAALALAAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPLLRQPVL
GLRRNRRPKPAAARPGFDPQP
>MBL3567131.1 acyltransferase family protein, partial [Rhodovulum sulfidophilum]AB20
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEINSVIALIRMPLFFFCAGITASFAVHRRPRAFWHKRLLP
MVWVLAIWTLIYVAADQILPMRRDGLPVRFDLLHPQMNLWFIWVLAIFTALAPLLIRLNGLAVIAVFLVLD
>MBL3567132.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB20
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGQSEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQAVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSRAGYSEDEVRKRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MBL3567133.1 Fe(3+) dicitrate ABC transporter ATP-binding protein FecE, partial [Rhodovulum sulfidophilum]AB20
RSLIVMAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MBL3567134.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
GATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLREALFWFGVMVVLMGTASALRW
VAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNLVFTAVVTPFCAALGILL
FDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGEKAERLSATFRKLEQIQI
FGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYTAMLEVMEAALERIAALM
AIRPAPQMDPPAMPQSHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLTRLLLRHFDPQKGRVTIG
GVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLPQGWHTPLGEIGGRLSGG
ERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQILVIEDGRLAQAGRHGA
LIGQGGRYARMWAAQGARKRWSVAG
>MBL3567135.1 hypothetical protein JMM59_19280 [Rhodovulum sulfidophilum]AB20
MAHHSGWIAECAWNFARRLGSDHPRIAAVEQGSRTPPYRGRRCRPQVLGLVARYCDRAKVQRDDDVREAEFASRLMHAAD
YEFGLLAQFIVEALTRALRADGLEACLSSRKHFAEVYHMRTAVGPGLNPFLAEDFRRIDPRQCFDDGDEDA
>MBL3567136.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB20
MNRIVRSALFKRQLLDITASYRERAGTAIALKFVDQIESSIGFIAATPLACAIYTQLEGKDFRKWGLKDFPVSVFFRLDE
SGTIILEALYAHRMDIGQRLPKDIE
>MBL3567137.1 hypothetical protein JMM59_19290 [Rhodovulum sulfidophilum]AB20
MENASENKMVKRLNTTLPDPLAHYVGEITGKGALYETPSEFIRDLIRRHMEKAQDVERGQINAMLAQSLSENDYSDWTNS
DLADARKAARE
>MBL3567138.1 hypothetical protein JMM59_19295, partial [Rhodovulum sulfidophilum]AB20
MHQRDDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIESLTSGASGVAREHVPDSEISLVLDISGSMGRD
QRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHLTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHISNDPDDFFAGMVR
>MBL3567139.1 hypothetical protein JMM59_19300 [Rhodovulum sulfidophilum]AB20
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MBL3567140.1 hypothetical protein JMM59_19305, partial [Rhodovulum sulfidophilum]AB20
KGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MBL3567141.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MPASKIPSKPASGTQLSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGTLNRWTLQPGITDVKSQVLAMAPFVNENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGF
>MBL3567142.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB20
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MBL3567143.1 type VI secretion system contractile sheath large subunit, partial [Rhodovulum sulfidophilum]AB20
HAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPFGALVGD
YYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFVALVAPR
VLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHLFDTGDG
AKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSRFAHYLK
VMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQLEGMDIG
MSLVSRLPVGK
>MBL3567144.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB20
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVT
>MBL3567145.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB20
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MBL3567146.1 gamma-glutamylcyclotransferase, partial [Rhodovulum sulfidophilum]AB20
VIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELGLSDPDLDWLADRVRALKSD
>MBL3567147.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARV
>MBL3567148.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB20
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLARLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MBL3567149.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB20
MKTSKTSFTRRLFLGGLLAAPASSALGAPLDRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEYRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPA
>MBL3567150.1 5-formyltetrahydrofolate cyclo-ligase, partial [Rhodovulum sulfidophilum]AB20
MIAEAKAALRTEAQARRAEAHDPERGAAALSRLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWAPDCALEAGPFGVSVPAGARPMVPEVLIVPLLALD
>MBL3567151.1 magnesium transporter [Rhodovulum sulfidophilum]AB20
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDGSLSDRVIETCRQRVPWLLVNLGTAIVASLVIAQFEA
AIAQVVALAVLMPVVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGAINGLLFALLMGIVGVIWFGSGTLA
LVIAAAMIINLGVAALAGILVPVMLDRCGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MBL3567152.1 RNA pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB20
LETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVHPETGETLRFAAPLPADMA
ELMRRLGG
>MBL3567153.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB20
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MBL3567154.1 hypothetical protein JMM59_19380, partial [Rhodovulum sulfidophilum]AB20
MVSGIQRDLDRLAEAVTRADIDSFEAISAELRNRALADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAITTGNLARL
>MBL3567155.1 hypothetical protein JMM59_19385 [Rhodovulum sulfidophilum]AB20
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MBL3567156.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB20
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGTTGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MBL3567157.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB20
MFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSRNIASFSQPARPPQPTTLPPARDWDYRIGEGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYRVDLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MBL3567158.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB20
MKLRILTVCTGNICRSPVAAALLQALRPDAGLSSAGLAAEPGRAADPLTAEVALNLGIDLSGHRARRFSAAMGREADLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGATGIPDPYGKPRAWHESVVDAILRATESWAERL
>MBL3567159.1 hypothetical protein JMM59_19405, partial [Rhodovulum sulfidophilum]AB20
MTEPYPRSTTPPAATTPQQDDEIDLSTLFATLWAARGAMLKGAVAALVLAAVMLLFSTPSYRATALLQLEERSNQLMLPT
DMADLQ
>MBL3567160.1 hypothetical protein JMM59_19410 [Rhodovulum sulfidophilum]AB20
MPGEAKPASSSSPESRALFRPRTFSALLLGSGLVALLALTGVGPARRLMENHSEGIRAAQHAAAIEAVMAEDPRRQRRQD
LTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANL
TNSVN
>MBL3567161.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB20
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIEALEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MBL3567162.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPAPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MBL3567163.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MPAIVMWRQASRGRSGRAPVGSVCPGETRHPKKQSIFGTNMMQIRLSSRAALMASALVAPVCIAPRAALAQQGPDTGYYL
GDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEVIADTPNVLIPGSTSAPIIRGVDSDGPLIAGNAYLAKPLP
RATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQGANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLD
>MBL3567164.1 amidase, partial [Rhodovulum sulfidophilum]AB20
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPAIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHP
>MBL3567165.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB20
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKNIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYNPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MBL3567166.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB20
MVQRRVARLFGGASIVALCAVSPTAIKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRVKRRASLMASGAVAPDLAARIALDYSARDNYIDYVGPNFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATKPFSDYDSTVDQNPSWKQFTNTTILDLRQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTLSGSVRYQRDRVQREGSSPFATNNLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLISREW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYYEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLR
>MBL3567167.1 ethanolamine utilization protein EutJ, partial [Rhodovulum sulfidophilum]AB20
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIDDGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAETEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQ
>MBL3567168.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB20
METGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEET
VILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLPE
TAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MBL3567169.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB20
MSPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQLVEGVFSELD
RHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEERASRRIARAIV
KARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAVVTFHSLEDRI
VKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDRARLGLPKIME
D
>MBL3567170.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB20
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDER
>MBL3567171.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPTEPRPEPADSAERRAAAPVVCYPPESLPAPPMALYDGLRVGMTRGTQLEIPARDARAFRVPAGHVLRISCIQGPQVGD
LNLWNAHDLAERFYSGKTRALHGTHVTTGHRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEPHVHDVLNVFMCTGFSRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAP
>MBL3567172.1 hypothetical protein JMM59_19475, partial [Rhodovulum sulfidophilum]AB20
FGGAIRYSIAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGL
TKGFKALEGLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVDPWPALTLFFGLIVTVQGFETSRYLGAEYDA
DLRIRSMRAAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVA
ERSKGLIGNRAAYAVLVTAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALL
GRPVE
>MBL3567173.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB20
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSH
>MBL3567174.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB20
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MBL3567175.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum sulfidophilum]AB20
LGRAWGAPGGNLAATLVFAPGCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTG
VGRLAIGLGVNLNALPEAAMIEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRKNGFGPLRSAWLERAARLGD
TITARMGAEEVSGRFLTVDEDGQLVIETPGGRRAIAAADVFF
>MBL3567176.1 hypothetical protein JMM59_19495 [Rhodovulum sulfidophilum]AB20
MTDSLGCGGGICWASAAFPKPVEDPADKAFREAVAELVDCAMKEGKPDA
>MBL3567177.1 hypothetical protein JMM59_19500 [Rhodovulum sulfidophilum]AB20
MNKHLRTDDRVRRLVSAVEACGKTVQRVIVRGREVELILLRDQDEIDEFEAMDLRR
>MBL3567178.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB20
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLEAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>MBL3567179.1 LPS export ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MBL3567180.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB20
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MBL3567181.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB20
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MBL3567182.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB20
RSYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAAEWTEEAIALSRDAEALGADGVMLVP
PYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVAIKDTSKTVHRVTELIELCGDRLTVF
AGYYPWESYRCGAQGYSSVMANISPRLSAQMFSETLDGDEARGREIYVKCLPLINALAGDLYVSATKAAMKMIGRPMGDP
RPPRLPMPQDRQDELRRILDDLGLLAEA
>MBL3567183.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKER
>MBL3567184.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB20
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERSAREVGPAPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAGPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGNAGASGLGVPRLAGQGAAFLER
>MBL3567185.1 putative zinc-binding metallopeptidase, partial [Rhodovulum sulfidophilum]AB20
SAGVPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAEMGEPYRTLAGHLRHEVAHHYWDLLVAENP
AALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFADTWAHLFHILDSMETALAYDLLRDDGLQG
LEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLEAIRRLLPVAG
>MBL3567186.1 hypothetical protein JMM59_19545, partial [Rhodovulum sulfidophilum]AB20
ICQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDRDALIVQQALAGNIPDFLRELTPV
RVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDAIYGQARMRLAPRPMQPGAQM
SSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQPLSTVHGAYYSDYSHGVRLVS
QTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MBL3567187.1 CreA family protein [Rhodovulum sulfidophilum]AB20
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MBL3567188.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHS
>MBL3567189.1 hypothetical protein JMM59_19560 [Rhodovulum sulfidophilum]AB20
MQFLFAMAPGIGVALAGGVMLMFSQVTAAIFDISEMTRESLVASGLLPKDVIAATEQDLRSEGSLVKNYRGKSITKDSTG
FAVDGRHFNSIGEAQAFIDGNR
>MBL3567190.1 hypothetical protein JMM59_19565 [Rhodovulum sulfidophilum]AB20
MQDRAMMMDRQMQMQGHRKRPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHAKTANAATLGVEGWQPIPRR
NRKGVIVQDAVRFTPCVWDPTPARIAAARRAYLDWWGYLLAIQAALTGADLVRIEITRAMPPMRPWATST
>MBL3567191.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MBL3567192.1 transposase [Rhodovulum sulfidophilum]AB20
MMQPACEAWTWLTYLRVQFRYGDRRIVVLLRRASWQVNHKRVARIWRREALKVPHKQKKRGRLWLNDDSCVQLKPEHKGI
ALAHIQPGKPQRNAYVERYNRTGRHEGLDLHLFETIDEVQQIATEWLWSYNNERPYMGNGGMTPAQKLNMAA
>MBL3567193.1 phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB20
ILVADGLASGASARAALRALHNRGPLEIWLAVPVGPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRL
LDELPARRQGRAARIRR
>MBL3567194.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB20
MDELRQKYLGAIADAADEPTLEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MBL3567195.1 DNA repair protein RecO C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
EEMGFGLDLGRCAVTGARDDLVFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLTPA
LGDRPLPGARARLVRLLARTSG
>MBL3567196.1 1-(5-phosphoribosyl)-5-((5-phosphoribosylamino)methylideneamino)imidazole-4-carboxamide isomerase, partial [Rhodovulum sulfidophilum]AB20
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMR
>MBL3567197.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB20
MRIAIPIAALTLAATAAFADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MBL3567198.1 hypothetical protein JMM59_19615 [Rhodovulum sulfidophilum]AB20
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MBL3567199.1 RNA pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB20
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGR
>MBL3567200.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVAGRTVTGFT
NSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MBL3567201.1 NADP-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
LYPEFAKQMGDWVAQGKIRYREEMIEGLEQAPAAFVGLLNGEAFGKRVVRLGQ
>MBL3567202.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRFLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIIGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MBL3567203.1 glutamine synthetase, partial [Rhodovulum sulfidophilum]AB20
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHAN
>MBL3567204.1 50S ribosomal protein L21, partial [Rhodovulum sulfidophilum]AB20
SASGGAETGVKAAIGAGSVADAPAAEPKAAKAKAPKAAEAAAPAAGDDLKKLPGVGPAMEKKLHEAGVTRFAQIAAWTDE
QVAAMDTRLGLKGKIENDGWVALAKDLAGKA
>MBL3567205.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB20
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MBL3567206.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB20
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MBL3567207.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
MRGAADGFRIETPRLVLRAFRPADLDPLMRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFL
>MBL3567208.1 hypothetical protein JMM59_19665 [Rhodovulum sulfidophilum]AB20
MGPANFVHGYRGAGRPGSNRVPQWVLVDGFGDRYAITARSYSRRIRLRGMDSRFRKGKKVRGLRWCSDERQFEFEDGDRP
AT
>MBL3567209.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB20
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVVRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSDAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MBL3567210.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAGVAMV
FQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLEPDRLVGDLSAGERQRVEIIRCLLQDPRLLIMDEPT
SVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLSTPARAG
GTPGAAVLEVRALNLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGALGPSL
RRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASR
>MBL3567211.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB20
MPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWIWGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEG
VLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLGHGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPI
GQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MBL3567212.1 peptidase domain-containing ABC transporter, partial [Rhodovulum sulfidophilum]AB20
WEDSLAQSVRRQWDLGRVSALTGTLTGLLERMMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQ
EAALSVRMLRKIMDHPPERQDDDKLAQPMLSGTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRL
IQGIETPQQGLILFDGIDIRNIALAALRRQVGIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKG
FDTMVEEGGANLSGGQRQRIAIARALLADPRILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIM
VLDQGRLLDMAPHETLLTRCETYAALWRQQTEHIA
>MBL3567213.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB20
MSPVARDALPFQPQLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETD
>MBL3567214.1 hypothetical protein JMM59_19695, partial [Rhodovulum sulfidophilum]AB20
AFRSAASGREGALVEDARSGWLSGPPAAPQVILQAVGHDPSVHLDIEAECARPTRFGAVEVTRVRDRGVRQAPSGHRFCP
VPPEGNFPKDAMEVD
>MBL3567215.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB20
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MBL3567216.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQ
>MBL3567217.1 hypothetical protein JMM59_19710 [Rhodovulum sulfidophilum]AB20
MRFFLMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>MBL3567218.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB20
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MBL3567219.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
EKAGNLSGGQKKLLELGRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMA
EGKVLAEGKADEIMQNEAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>MBL3567220.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB20
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAHGAAPAMTRPATPRPIRRAPRGPWG
>MBL3567221.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTEMTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRD
GTLNVASNCIDRHLKTRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMP
>MBL3567222.1 DUF1153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSMTMDDSIKRWTAKRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMENSL
>MBL3567223.1 DUF2158 domain-containing protein [Rhodovulum sulfidophilum]AB20
MAQKFKPGDIVQLKSGGPSMTVSEVAKSYNADFACYHCE
>MBL3567224.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB, partial [Rhodovulum sulfidophilum]AB20
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLASAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKSLDWGNLGEVCDPGQGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQA
>MBL3567225.1 transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MSDMVTIPRDEYERLRAAAEDLEDILAYDRAKDRDEESVPHEFVTRIIDGEHPVRV
>MBL3567226.1 hypothetical protein JMM59_19760 [Rhodovulum sulfidophilum]AB20
MTDTLSFTSSSTVSTWVSMTNTGGASKGWAAPFILYNAKLLIWDNVLVLDATDALSADLLDLQLRIVTFYFGGAAAIGVV
RALRR
>MBL3567227.1 transposase [Rhodovulum sulfidophilum]AB20
MREAQILIEQWRRHCNSKRPRGALGYRPPAPESFVPMDRTPAIH
>MBL3567228.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB20
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MBL3567229.1 GTPase HflX [Rhodovulum sulfidophilum]AB20
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDAGS
TLTVNWTARQEQRFRSL
>MBL3567230.1 aminomethyl-transferring glycine dehydrogenase subunit GcvPA, partial [Rhodovulum sulfidophilum]AB20
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGE
>MBL3567231.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MBL3567232.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB20
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLETILITHHHHDHVEGVAELRARFGASVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MBL3567233.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
IFTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSAEDGQAAVDAAVDAFGGLHVLVNCAG
IAPGERLLGRNGPHGLDSFQRAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAASKGGIAAM
TLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEVIRLDGALR
MAPK
>MBL3567234.1 acetyl-CoA C-acyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTSDPIVITGARRSPMGGFQGDLAAADATALGATAIRAALGGLDPEAVEEVLMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAGAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLYEIDLFEVNEAD
>MBL3567235.1 DNA mismatch endonuclease Vsr [Rhodovulum sulfidophilum]AB20
MTDIVDQQTRSRMMSGISGKNTKPELALRRALHARGFRFRLHSSKVHGRPDLVLPKHRAVVFVHGCFWHRHEGCCYTTVP
ATRPEFWRAKFDANVARDSAVRKKLLEDGWHVATVWECALRNTGQVSATTDRLATWLFVGPVSMEIGESDVLQSGIVATD
>MBL3567236.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB20
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MBL3567237.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
HVETLAYETQRLGLQGRVNGSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAH
GITVGWGQDCVRDPWYPLGTADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDA
IEAIRLRPARLAVISKGKVVSETPRADARLDLPGRPTGVRRRHHVN
>MBL3567238.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQD
>MBL3567239.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB20
LQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFRYTRLIFALVIAMAA
FGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MBL3567240.1 phosphopyruvate hydratase, partial [Rhodovulum sulfidophilum]AB20
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTTARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSIL
>MBL3567241.1 TIM barrel protein [Rhodovulum sulfidophilum]AB20
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDTPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAG
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLDQLGHAAPVGAEYRPDG
PTGDSLGWMARFAASAG
>MBL3567242.1 sugar kinase, partial [Rhodovulum sulfidophilum]AB20
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRL
>MBL3567243.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB20
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPEPPRIANFDDLDPLAAEAGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATTRPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLGGIGADLSPDAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>MBL3567244.1 DsbE family thiol:disulfide interchange protein, partial [Rhodovulum sulfidophilum]AB20
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNP
>MBL3567245.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB20
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MBL3567246.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB20
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MBL3567247.1 heme exporter protein CcmB, partial [Rhodovulum sulfidophilum]AB20
LSLLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MBL3567248.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB20
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLMVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRD
>MBL3567249.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB20
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRSHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MBL3567250.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB20
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MBL3567251.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB20
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MBL3567252.1 DNA-formamidopyrimidine glycosylase, partial [Rhodovulum sulfidophilum]AB20
ALLDQHVIAGLGNIYVCEALHRAGISPLRKAGRIAAARVATLVPAIRTVLSEAIEAGGSSLRDYRQADGELGYFQHNFRA
YGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>MBL3567253.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB20
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTEAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTNKSDYADVNGLKLFQEMRKVALRDGAGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMVSMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
RRRDEIGDLGRNLAAFRDKLAESERLAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIV
>MBL3567254.1 transposase [Rhodovulum sulfidophilum]AB20
MHRHRFESIQHTMRVIGDRIAFYNHRRPHQALAMRTPVEAFRLAA
>MBL3567255.1 phosphomannomutase [Rhodovulum sulfidophilum]AB20
MNAKTVVLGRDVRASSEALANCVAQGLIDQGCQVLDLGLSGTEEVYFATTHFGADGGICVTASHNPIDYNGMKMVRADSA
PLEAASGLAHIKDLAEANTFEKSVTLYNIRDVAEEARAAYVERICQFVDISALKPLTILVNAGQGTAGPTFDAIAERLAE
LGAPLVFERLFHEPDGTFPQGIPTPLLPENRPATANAVRASCADFGVAWDGDFDRCFFFEHTGAFIDGEYVVGLLAEAFL
AKDPSATIIHDPRIIWNTQDLVAKAGGRAVQTRTGHAFIKKAMRDENAVYGGEMSAHHYFRDFVYCGSGMIPWLLAAELV
SRNGPLAELVAHRKAAFPSSGEINFTLDDTKAAIARVRAGFEPEAISIDEMDGLGVNMGEWRFNLRSSNTEPVVRLNAEA
RGDAELVEQGVERVKQALLG
>MBL3567256.1 hypothetical protein JMM59_19920, partial [Rhodovulum sulfidophilum]AB20
LPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVIDRVEAK
P
>MBL3567257.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB20
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGPRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHGGRAWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MBL3567258.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB20
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAA
>MBL3567259.1 aminopeptidase N, partial [Rhodovulum sulfidophilum]AB20
LTLISAAIDGHPVTPEITPAGLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMA
PFRVRIESDLPVLLSNGNPVARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYAL
DSLIRSMRWDEEVYGRAYDLDVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDR
ITCRDWFQLSLKEGLTVFRDSQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAEL
IGMLRRLVGPEGYRTALDLYFSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKDGTYTLHLEQET
PATPGQDEKAPQVIPLALGLLSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLA
HDTDPFNKWEAGRSLAREILIEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDEL
>MBL3567260.1 hypothetical protein JMM59_19945 [Rhodovulum sulfidophilum]AB20
MRGGSSATSIARRRAIDKGVSKERLARAFNVTLSTINSRINLLHGICPEAVELLQDHHFTPDVTRHLRKMKAARQIETVE
LMIAANTITATHADALLKATPPEQRTDYKPPQPEQPKGDPLEQIVKLEREMSQVQEKYKHAKKNYGSELLNLVVAKGFLK
KLMENEAVRPYVARHASEILEQFELVLNTVSIEEAVEQAEREDGPSGAESVARTYPRQDDSGAASDPGMDGQLG
>MBL3567261.1 MarR family EPS-associated transcriptional regulator [Rhodovulum sulfidophilum]AB20
MANKRTKLQEDTHFRVLRLLQENPEMSQRELAAAVGVSVGGMHYALNALIEKGLVKLGNFTAAEDKRRYAYILTPKGAAE
KATIARRFLIRKIQEYEALKSEIDALKSEIDGKTEVSAGGR
>MBL3567262.1 DUF2059 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MLRLVAATALIAVLAGGAARADEAAETASLQALVDALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDSRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDR
>MBL3567263.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB20
MLISLHKQATTTPRIRAEIQAITDPAWKVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKAL
>MBL3567264.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB20
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDD
>MBL3567265.1 dTMP kinase [Rhodovulum sulfidophilum]AB20
MDRSARFISFEGIDGSGKSTQARLLAERLRDAGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>MBL3567266.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB20
RGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVAAEVHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERA
VARGGFVPRLRTATEVILRWAEEKAADL
>MBL3567267.1 thiosulfohydrolase SoxB, partial [Rhodovulum sulfidophilum]AB20
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYKDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTVLEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARD
>MBL3567268.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB20
KIGAPGGDRTRRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAPGGGTVPIVPADWHRKVEELAADGL
RVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRVKMITGDHAATARAIAAEIGLKNTD
RVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVNDAPALKRADAGIAMGLKGSAAARE
AAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMMLPITAVQILWVNLITAVTLGLALAF
EPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALAQTMAMNTLVVLEIFHLFFIRNIHG
TSLTWTGLRGTRIVWACVLTVTGAQFAVTYLPLLQPVFGTRPVPLEDGLLIVGIGAVFFALIETEKQMRLAFRRGQPGT
>MBL3567269.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
RSYGYNPEGVRIGQDESRHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLD
VRTRPERHNAVKVLLFLDVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGP
DYKCIFVGDASMSPYEIAFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIGMIRELFEDRMVPMTLD
GIERGMKSLG
>MBL3567270.1 molybdopterin guanine dinucleotide synthesis [Rhodovulum sulfidophilum]AB20
MADCSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLEGERRAGRRALLGADSAFGYPAGFAEALTG
SASARAVWAWLAARLQDRPDNANNRFELADAINAAVPGGGPFWGCPAAFAPRLVDLTMTRPPEPGFARHRRVEHVLRDRS
GPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMIGPEVAEALAARPGQIPDE
VQVRLMAGAVLAAEDTDALLGVPSVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MBL3567271.1 hypothetical protein JMM59_20005, partial [Rhodovulum sulfidophilum]AB20
QDAIATFATRRDRAAETADAPVSVEAQPPGQPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGF
RALRRALDDRIAAKLVRSAQDILTLLSEEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKD
PIFRDVAHHFLRQFDRVLVEFEQAASDQDLNDLAETRTARAFMLLGRVTGMFG
>MBL3567272.1 cobalamin-dependent protein, partial [Rhodovulum sulfidophilum]AB20
GEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVMRAVFGQYRGP
TGVSKNPSNRTEGLEEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLTPSEIVAAARA
EGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIMFDVVALISPE
QVAAE
>MBL3567273.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB20
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALAAAFS
>MBL3567274.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MRYKARKRTSEISGSPRTKPAEVRLDELMSAAERLFLSQGVDATTVNEIVEAAGVAKGTFYHYFSSKNEMLEALARRYTE
RFLKSVQEAIDGCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSSILDQLLEIIEGGRLAGVWAPS
QPKIVALLIYSGVHGATDEIIASKTEDCRSFARDVSDACVYMLPRINARDGK
>MBL3567275.1 hypothetical protein JMM59_20035 [Rhodovulum sulfidophilum]AB20
MKYRISLLVMAVVCGGSESSATEMAWLEVDTLESRLAGSDHTEVPVSELLPEGRILCAVGSYAFDLPEGYDTAKEDLENA
GLLPVAEGNGLLFSVDEERHLHSAFALSVWPDPVILDVAEPLCIPAASAQIDLRKDTRPLIIKLERRE
>MBL3567276.1 zinc ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
DCGSPEVKRLLSRIAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MBL3567277.1 hypothetical protein JMM59_20050 [Rhodovulum sulfidophilum]AB20
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MBL3567278.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB20
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MBL3567279.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB20
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTVEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MBL3567280.1 sulfate adenylyltransferase small subunit, partial [Rhodovulum sulfidophilum]AB20
EMLLTTTSERQGRAIDHDQAASMEKKKQEGYF
>MBL3567281.1 sulfate adenylyltransferase subunit CysN, partial [Rhodovulum sulfidophilum]AB20
MTTKDPIYKTDALIAEDIGAYLEAHQNKTMLRFITCGSVDDGKSTLIGRLLYDSKMIFEDQLAALEADSKRVGTQGGEID
FALLVDGLAAEREQGITIDVAYRFFATEKRKFIVADTPGHEQYTRNMVTGASTADLAVILIDARKGVLTQTRRHSYLVNL
IGIRHVVLAVNKMDLVGYSQEVFDKIVEDYGTFARSVGITDFTAIPISGYKGDNITGPSENTPWYQGTALLPYLETVQVD
VTADQAKPFRLPVQWVNRPNLDFRGFAGLIASGTVRPGDAVRVLPSGKTSTVARIVALEGDRDLAVAGESVTITLADEID
CSRGQVIVAAQAPLEVADQFEAALVWMDEVEMVPGRAYFLKIGTQTVSATVHQPKYEINVNTQEHLAAKTLDLNAIGIAN
ITTDREIPFAPYTENRDLGGFILIDKITNRTVAAGMIHFALRRAQNIHWQAIDVTRESHAAMKNQKPAVLWLTGLSGSGK
D
>MBL3567282.1 RDD family protein [Rhodovulum sulfidophilum]AB20
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MBL3567283.1 arginyltransferase [Rhodovulum sulfidophilum]AB20
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MBL3567284.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
GIFALVLGGIYLGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAG
AEWIAGAGLAPLAVMVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTKELKIWFGILALIV
VELGLITPPVGMNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>MBL3567285.1 OpgC domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
IWILTGIHMRRGERFVARRRWLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVIGFDKTYVSLPRMLHVLA
LFYVLSCLPVVVRLAGSRAAAPLRLMGQHGLLVFSFGTAVSMLFQVLLAGYPDLALLPWLLPPLGVAAMLVAAMLGQAAR
RDRLRVPLPVVDPVAGPVADPVTAPAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MBL3567286.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKGERVALSPRIDP
GDTLRADLARCGQAVRDQV
>MBL3567287.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB20
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MBL3567288.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB20
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MBL3567289.1 hypothetical protein JMM59_20110, partial [Rhodovulum sulfidophilum]AB20
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSD
>MBL3567290.1 AzlD domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRD
>MBL3567291.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB20
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MBL3567292.1 molybdenum cofactor guanylyltransferase, partial [Rhodovulum sulfidophilum]AB20
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAAL
>MBL3567293.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFL
>MBL3567294.1 SIR2 family protein [Rhodovulum sulfidophilum]AB20
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAASAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLDELGIERLDLPLAGLAEALAATA
>MBL3567295.1 hypothetical protein JMM59_20140, partial [Rhodovulum sulfidophilum]AB20
SIAVFLVLAGLWHVGLLRYEGALIYPKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLAGAGTVFAGLVLGAALM
PATDEILGKAARFAGVAFGAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIAGAGVMIVALGWGGVATGIVLTPAIA
LFAVAGSILLKDAISAARMDFIYAPPRSLAHRPPRPSERSPARPQVRAAQG
>MBL3567296.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB20
FYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHGPADFLDPVGWRLDEKIRRARFVACISHFCR
SQAMIHARPADWPKLAIVHCGVEPGRYRRDPAPATGPATARELLFVGRLAGVKGVPLLLEAMARLGPEHPGARLTLIGDG
PERARIEAEAARLGLGARVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPVVLMEAMAAGLPVIATRIAGIPELVEDGVS
GRVVDPGSATALTAAIGAVLADPETAARMGAAGRERVCAGFDVRAEALRLATLFRDGAAVGEDR
>MBL3567297.1 DNA-directed RNA polymerase subunit beta', partial [Rhodovulum sulfidophilum]AB20
GIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNANLLTNAAGDQIVMGRNMQLAIIDDNDVERASFK
LGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGISVREDTDDATGMTQKIVSDWRTAPKGNELKPE
IIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIPREGAKTKDITGGLPRVAELFEARRPKDHAIIA
EIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFVQKGDYIMDGNPAPHDILAIMGVEALANYMIDE
VQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAEFDEANDKVLARGGRPAEGQPILLGITKASLQT
RSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGASQRVRRIAAERDQKVIDARQAEAVSAAALAAP
MEDFGASDDDDLGLVETPESRE
>MBL3567298.1 hypothetical protein JMM59_20155, partial [Rhodovulum sulfidophilum]AB20
TDEDETHVNPVYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGRSYWLGT
EVTW
>MBL3567299.1 DedA family protein, partial [Rhodovulum sulfidophilum]AB20
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARY
>MBL3567300.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB20
RYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELHETLKIDVPVYVLF
TKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDGAARIAIFGLPGQM
AMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDLLKKVIF
EERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDDSDASVV
LPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAIYRALKV
YLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDAIVTLPL
AEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTD
>MBL3567301.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB20
SQDFAARLALDYTGRDTFVDYTSPDFTEPDFDYDFASLNGRLKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDL
DNASEYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEADYDFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVL
GVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALFGEATWRFASDWALTGGLRLQQDRIEIEGKTSYVVDERLDYDET
FTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKEYYEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDI
QRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSV
GLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALANMRLSYRPRDGVEYFAYVNNVFDNRAALSVSTNDAAEI
AEPRELGLGLRVTF
>MBL3567302.1 hypothetical protein JMM59_20180, partial [Rhodovulum sulfidophilum]AB20
HHQGLLDGSKLALHQAPSRWRRLYGNDTDWISWAEDRLHKEEENTI
>MBL3567303.1 hypothetical protein JMM59_20185 [Rhodovulum sulfidophilum]AB20
MSDGNSHFLMALGRVDGGHAIEVADEQLREVISAVNRTGKKGTVTVTLEVNPNGETGFAVTARVKATAPQLQFGQSFFFM
GRDGDLTREAPNYVQQSLLKAEAFNG
>MBL3567304.1 DUF2303 family protein [Rhodovulum sulfidophilum]AB20
MADLTEIEALKHLAEAAAAVPNKIDGFEPFMAIPNGQHIESLDAYRENPARIRRSTTFRDVASLAAYLDRFADDHSLAFS
DPDAATIKCVLDYHEGGEPAAIRPRWGEHVAAFRAIKSPQYEAWAAKHGQWIGQKAAGEFLEERAVDLAEPDPATLMDMV
MQFDALRKVNFKQSQKLQNGTVQFIYTTEDEVRGAVAIPERVTLLVPVFEGMEPDRIPVRLKYRIDEARLTFSFEIHDKQ
QVERTAFERCEHALGAAHPIPQMRVA
>MBL3567305.1 hypothetical protein JMM59_20195, partial [Rhodovulum sulfidophilum]AB20
MAMRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHP
>MBL3567306.1 hypothetical protein JMM59_20200, partial [Rhodovulum sulfidophilum]AB20
MAALEVLFAGLYPLNRGRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVADLAPEGDD
LPEQADRETGAPSSCLGLSWSAAAYLAAAAARDQALASR
>MBL3567307.1 beta-glucosidase, partial [Rhodovulum sulfidophilum]AB20
IAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILDRVARLVGFLETADRFD
GVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEDLFNAVNWAAHLRADGAVMWHRHPER
PWPGNALPIRGWNEAMPVFVLGAGSGTFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGGPLFLSQYPFLGIDPRG
LRDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPNGYAAHSPTHDTGVITPTAALSSFAYAPAEAMPV
LRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIRRGLLRLGFAAPYLDAS
A
>MBL3567308.1 Zn-dependent hydrolase, partial [Rhodovulum sulfidophilum]AB20
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
A
>MBL3567309.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB20
MANWYSADLHFGHHRIIDFCKRRFASTAEMNAVLIANFQACVAHDDDLWILGDFAFGRADDTAQFESWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIQDGEHSLVLCHYPMITWNGARRGALQLFRHVHDQWAGSRNSVNVGVDQWDFRPIQIEQ
MAKRAARMPVNKHWADVEHGNELP
>MBL3567310.1 YifB family Mg chelatase-like AAA ATPase, partial [Rhodovulum sulfidophilum]AB20
VEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHFDLPIAVALLAALDVIPR
DMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLASVVRHFTGQAPLAPAEP
GEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAEALETSMIHSLAGLLDEG
GISRQRPFRYLHHTASPAAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETGEITVSRANAHSRYPCRF
LLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASGESSAQVAKRVAAARALQ
NARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLDGADRVARPHVAEAVNFR
LAIGNL
>MBL3567311.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB20
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGHDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLAGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MBL3567312.1 hypothetical protein JMM59_20240 [Rhodovulum sulfidophilum]AB20
MNYAHLISNNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMSTGPFVLAPILREFL
ETHEPGGHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRIRDGRKYWGGGLPSQDPDDP
CAFHGDKVQRRHVWRYAIGITEDRFRSRYACSMEFWKFYRSHRMLGWGSDKICTVT
>MBL3567313.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB20
EAQMNRLKLFGERIMSRDPDRQTAEIQIRIAIMNRFSALGRAEIEAIA
>MBL3567314.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB20
LPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIASLGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQM
LPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWILGLILALATLAREAGKVEEYPAEAVAVLTFPILLL
AGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGLIGPLLGAVGYAEAGDFFVYPSIMTLALVGFLLLL
QRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIWGARVADLTELWARFTAGYSIGGTRISPTSFLTFV
VVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTI
VQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVA
YGSDTRQVEKILMEIGESHPLVMVNP
>MBL3567315.1 glutamine--fructose-6-phosphate aminotransferase, partial [Rhodovulum sulfidophilum]AB20
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFR
>MBL3567316.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU, partial [Rhodovulum sulfidophilum]AB20
SAGVVICDEAETLGVNSRTDLAAAEAAFQARARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGAR
IRAFSHLEGCHVSRGAVVGPFARLRPGAELAEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYD
GVFKHRTEIGAHAFIGSDTMLVAPVRIGAHAMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MBL3567317.1 glucan biosynthesis glucosyltransferase H, partial [Rhodovulum sulfidophilum]AB20
GPDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFP
VFPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGR
DGGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQES
EAAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MBL3567318.1 OpgC domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALNVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFVAGMGRIDLPNYPNPGGWFFNPLSWQII
>MBL3567319.1 hypothetical protein JMM59_20275, partial [Rhodovulum sulfidophilum]AB20
TRFVFTEAGVIEVPRISGDAMRRASFALEGRGRLVYSCPGCDGDQVWPDDGTRDFGKVSFAIFPSGGRIAVRPRSRQLVL
TLRDGR
>MBL3567320.1 hypothetical protein JMM59_20280 [Rhodovulum sulfidophilum]AB20
MIETLRMPFFVLALVLLAFAVSFEIGLGLVWPALVPPPGGPLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGR
VQAAIGILLALIGGLVVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIASSLALTWLTALLHALVPGFLVAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>MBL3567321.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDE
>MBL3567322.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MBL3567323.1 GFA family protein, partial [Rhodovulum sulfidophilum]AB20
MSGVHEGGCLCGAVRFRVTGDFEHFFLCHCARCRHDSGSAFAATLFSGAARLDWLAGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPG
>MBL3567324.1 NnrS family protein, partial [Rhodovulum sulfidophilum]AB20
SEMLFGYVPAVLAGFLFTAIPNWTGRMPRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVA
GRNWRNLAVIVPVGLLAAANATFHLEAMMRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFD
RLALMASAAVLVLWSLAPGLPGLSAALAGLAGLHLLRLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHL
LGIGAIGGMTLAVMMRASMGHTGRPLEAGRVLTASFLLLCAAALIRALLPAQGGGPGLSGALWTAAFAGFVLKVGPWLTL
PSVARRQPNPAARPRA
>MBL3567325.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB20
AGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALKTSVVVGVDMEETGKPDIGSIRMVSWSGGSETAARQTYESARRA
IVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MBL3567326.1 Tol-Pal system protein TolB, partial [Rhodovulum sulfidophilum]AB20
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLKSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFL
>MBL3567327.1 hypothetical protein JMM59_20315, partial [Rhodovulum sulfidophilum]AB20
GAAPKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPATELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQL
SQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVPPDLGTISRPQPEAERPFTIWFGDGKPSREFTRIVPVEFRLDDPP
LGDVAWAGTEPLEDDEDTRDAFVEIARPYLARMARIWGKPDAGAAADAILAKAPWASERAAGMVPLLDRQEVRSATLAFG
SDRRLVEFADRRVAATDAGGEILSALPVYFARRPGEPFLACYSRDMNTSL
>MBL3567328.1 hypothetical protein JMM59_20325, partial [Rhodovulum sulfidophilum]AB20
MPLKIRPDPRRPSGGYAELSAEAEALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVIRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPEPEAPPPAAQAEDPAP
EEKRRSRLPLIAGLAALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDAGALLLFGEI
>MBL3567329.1 hypothetical protein JMM59_20330, partial [Rhodovulum sulfidophilum]AB20
LGRPLRPGRPAPAADLALAEPPSAETGANRATTGNGADIRTMSAEAFQAESAIEVWIEGLKRFREDVGTAGHFGLSPAAV
ATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAEHINRFVSVLGSDALPEAERARVELPEGGSRPVFA
PRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSVNVAQNQKLGEILAEFGAGGA
>MBL3567330.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB20
MPRLATLLCLLLIAGPLAAENRLPERRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGAQRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MBL3567331.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB20
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
T
>MBL3567332.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB20
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVRGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MBL3567333.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB20
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQY
>MBL3567334.1 hypothetical protein JMM59_20355, partial [Rhodovulum sulfidophilum]AB20
MEKADRKTAREVFEYRLTKPDNLSSGEKNGSEAVFPCGGQAERMGRSVRKAAGKGFHHAPRDQLRGQLAAVMAAENFERR
FKTLGGDR
>MBL3567335.1 type VI secretion system ImpA family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLERSRDLRLLA
LRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAEVTLRKLRVA
AGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVLDEMRGAIVA
VRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLLVTQARLLIG
RPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAGTLRAVEDHF
RRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MBL3567336.1 protein TolQ [Rhodovulum sulfidophilum]AB20
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVVFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MBL3567337.1 protein TolR [Rhodovulum sulfidophilum]AB20
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MBL3567338.1 hypothetical protein JMM59_20375, partial [Rhodovulum sulfidophilum]AB20
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAA
>MBL3567339.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB20
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVGVAPGPGREAGTDPGLLAALARAAALCNDAV
LHEEGGV
>MBL3567340.1 hypothetical protein JMM59_20385, partial [Rhodovulum sulfidophilum]AB20
ASHNAADTQELLGAGADLVLEPFQDAADRAVELLTGAPETERTAIPGIGSEAPQPA
>MBL3567341.1 ribosome biogenesis GTPase Der, partial [Rhodovulum sulfidophilum]AB20
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRQLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFA
>MBL3567342.1 PQQ-binding-like beta-propeller repeat protein, partial [Rhodovulum sulfidophilum]AB20
SLDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRI
WLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MBL3567343.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLSALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MBL3567344.1 LysE family translocator [Rhodovulum sulfidophilum]AB20
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDAIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLT
>MBL3567345.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB20
MGPADLSSLPAADVVVLGETHDNPGQHANQAAAVRALAPKALVFEMLTQGQAAKVTPGLRLDGVALGQALGWAESGWPDF
AMYFPIFSAAPEAKIYGAALPRDEVRRSVTEGASAVFGEAAALYGLDTPLPPAELDQRIDDQREAHCNALPEHLLPGMVE
AQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAKDARLISVGQIEGAATGAPPYDYWLVTGVAERD
DPCAALTGG
>MBL3567346.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase, partial [Rhodovulum sulfidophilum]AB20
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIEK
>MBL3567347.1 autotransporter-associated beta strand repeat-containing protein, partial [Rhodovulum sulfidophilum]AB20
AAAAGADTFHWTGTAEDGFWANPENWQDAMGDPIEGDAPGLDGMPVGIVLGEAATGPIGLESGRATLSALELTDNSGTTL
TDGTLAFSLPDGASGTAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAEGDREITLSGRNSQT
GGTVIEAGTVAATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGPASSFGLGI
SGSGGLTVSDGADLTLAAANSYEGGTVVSGGALSVTAGGSLGSGDVSVADGSLLTHGAALGADQTVTLGDGGLWALAGDE
TVRGLDGTGTADLGGNRLDIALPGTETLAFAGSLKGGTDSLLALTGGGEYMLTGSLSDYRGGFRIEAGRLGLSDAGGALN
DNALTLAGGTLVADLDNAFGGTIATEAGSASTITAATGTTLSLTGGMALAGDLSFTAEGEAAEIGLKMASVTLQEGVSLG
FDRARFKIG
>MBL3567348.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB20
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSTPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFW
>MBL3567349.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MBL3567350.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB20
MPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPAAGQRFREGTRYFHIRAVT
EHDARGLYLACYAEEEIGA
>MBL3567351.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MBL3567352.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB20
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MBL3567353.1 gene transfer agent family protein, partial [Rhodovulum sulfidophilum]AB20
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTD
>MBL3567354.1 hypothetical protein JMM59_20460 [Rhodovulum sulfidophilum]AB20
MLTLDLTNAPRWHDLAPGVRVQLRPLTTALMVATRSDPAVEAVPDEASDEERAVAFAKALARRAVLAWEGIGDADGKPID
PSPEAIDALLDIWPIFEAFQLTYVSKGLLLEQEKNASALSPTGPSAGASVTATPARKRAKTARRG
>MBL3567355.1 hypothetical protein JMM59_20465 [Rhodovulum sulfidophilum]AB20
MVQPSGGGISISELLSDIEARIQVHDLILKLRTVVADTLGRDMQSALSWSFDLQRATSSMRIFDVSTIPAIRGPLPAGVS
GVRFLVDLAGCRQLSRTRIDALVSAERALLPP
>MBL3567356.1 RraA family protein, partial [Rhodovulum sulfidophilum]AB20
LWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVVHHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEA
IASGSPKPGWLMPALEKWNVA
>MBL3567357.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB20
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFKDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MBL3567358.1 site-specific integrase [Rhodovulum sulfidophilum]AB20
MREGTVYQETKTFDRRPAATTWIMKREKELAKPGTLEGLNVSDPPLSKAIERYTEEAVKEIGRTKAQVLRTIATYPIADL
PCSTIKSKDIIEFLQSLPGQPQTVGNYTSHLASIFAIARPMWDFRLDDREMRDAITVARRMGITSRSAQRNRRPTLDELD
RLLAHFIDRRQRTPQAMPMHKVIVFALFSTRRQAEITRLTWDDFQKEHKRILVRDMKHPGEKLGNDTWVDLPDEAIRIID
RMPEHKAEIFTYSPDAITANFTRACKLLGIEDLHFHDLRHEGISRLFEMGWNIPHVAAVSGHRSWVSLKRYMFHPG
>MBL3567359.1 tRNA-dihydrouridine synthase, partial [Rhodovulum sulfidophilum]AB20
MTENYKKIEISTVARLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQD
>MBL3567360.1 hypothetical protein JMM59_20495 [Rhodovulum sulfidophilum]AB20
MLILTNASGHVLTPHRASEGVRQWRDKAKLSDDLRLYDARGTAATRLLNAGLSPAEIANHMGWLVRYAANVIEHYARVSS
DETDAVLIKLAHAKGGVA
>MBL3567361.1 hypothetical protein JMM59_20500 [Rhodovulum sulfidophilum]AB20
MRMLIVTLIGAAVAGCIPQSRRAQIDVGGGASVALIVSPMFGWHSDWHRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHE
SGLYVLHEGQAGCIIFSVSPPKLVNDPAISCDKSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFI
GADKQPEAEPSDIL
>MBL3567362.1 hypothetical protein JMM59_20505, partial [Rhodovulum sulfidophilum]AB20
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVD
>MBL3567363.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLKARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRATFDEPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MBL3567364.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MAEFGGIDHIVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGAQTNAHYGASK
GAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLKRLGQAEEVAAAIAFLCSDAAGFITGETLQ
VNGGLHMA
>MBL3567365.1 DUF2794 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLI
>MBL3567366.1 cytochrome c [Rhodovulum sulfidophilum]AB20
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MBL3567367.1 sulfate ABC transporter permease subunit CysT, partial [Rhodovulum sulfidophilum]AB20
LAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFGLVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALY
APTGPFGHALAPFGIEIAYSEAGIWLALIFIGLPFVVRTVQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMT
GFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLEEYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MBL3567368.1 sulfate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MAFPRREPVTTEPRLARWSLIGVVLALVGILLFAPLVTVFAEALSGGGAAALAALGSSDARAAIGLTLTVAALSVPLNAA
IGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVA
RELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEML
>MBL3567369.1 glycoside hydrolase family 3 C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ISTVVLRALAAGIDMDMVGEDYLIHLPALAETGLEAPEAGLTLSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGNP
AAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGPLADDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSH
AAGCNLVEEDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAKAADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDAL
ATTGTPLVVAVFAGRALALGGIDRHCGALLYAWHGGIAGPEGVADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRP
WTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSATEARPGERVSLSVTLTNTGARPAIETVQLYLSDPEARL
TRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLEAAEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MBL3567370.1 hypothetical protein JMM59_20545 [Rhodovulum sulfidophilum]AB20
MVSCPVIAICGPAPLAGIPGLRNMRRAAPPVTAGLLAAAVIPVPPAPAQAAFGPGAALTTGPLHISAFQPVERPVGTGEA
LSRDRGAEGGEQ
>MBL3567371.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB20
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>MBL3567372.1 hypothetical protein JMM59_20555 [Rhodovulum sulfidophilum]AB20
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MBL3567373.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADTEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPG
ED
>MBL3567374.1 polyketide synthase, partial [Rhodovulum sulfidophilum]AB20
MTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAGAFDFDAGCFGITPREAEQ
MDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNTGSIMANRISHQWNLQGPS
YIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFAKGADGYVRSEGAVAFVLE
RLDSAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAHGTGTAVGDPREADAIGRV
YGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNLDVARSARALPAADRPWLA
AVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLADLA
>MBL3567375.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB20
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTH
>MBL3567376.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB20
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MBL3567377.1 tryptophan synthase subunit beta, partial [Rhodovulum sulfidophilum]AB20
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNH
>MBL3567378.1 hypothetical protein JMM59_20585, partial [Rhodovulum sulfidophilum]AB20
DLMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGQGYYRYGAGGAAGPDPQVAEIVAAAR
EVLAVGTLRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARWRGGPMRAADEAGLLSVRKTLRALA
AERPRGGIWDLDPLLAETIKNGRELASAVAPRRGALSPA
>MBL3567379.1 hypothetical protein JMM59_20590 [Rhodovulum sulfidophilum]AB20
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MBL3567380.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB20
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MBL3567381.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB20
MTRPHASSTSSPTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSSPD
LSFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLTEELSRRGYRPATLAIGTNTDPYQPIERT
HRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLAAA
GVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCEIHGGKAYRS
GWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>MBL3567382.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDAWFDRAWWLFVEGAAPGPV
>MBL3567383.1 hypothetical protein JMM59_20610, partial [Rhodovulum sulfidophilum]AB20
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQD
>MBL3567384.1 SpoIIE family protein phosphatase, partial [Rhodovulum sulfidophilum]AB20
VITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDTEIADILLDLPPQAACEALIAETVARGARDNVTAVVLACR
SGDDDDEKTAPPL
>MBL3567385.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB20
MVSSPPPSPSSAEEGAAPDRTRISVPPDAPGDAGDERTAFMAPGGGEDATRISVSSAPSGPDASPAAAETRVPILSAGTV
INNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQLADDAIVRYYNYVHDHALERY
FLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLS
EEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLT
HMLEPDPAARPASMEEVLRLIEHPHLLPPR
>MBL3567386.1 phage repressor protein [Rhodovulum sulfidophilum]AB20
MRQSFRDAFLRAIEQSGQSVRNVATQSGVSYEQLKKLFRGNSASTNVDDAVRVAEHFGVTVEEFLGGNISTATPWTVSIA
GKVGAGARVPVFDAYEKGGGPQVECPPGLSPHGVVAVEVEGDSMEPVYSAGDILFYTRHTADGVPSEAVGKRCVCECEEG
LGWAKVIRLGREPGTFDLHSFNDQSPTMYGVRLKWAAPIRLHWPADLAKRL
>MBL3567387.1 iron ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
IPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAAAPDIEAEVARFYTLFYGVTPDRAALAGLLGSGHPGE
>MBL3567388.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB20
MLALGLAGALAAGAMLGPYPLSPAEVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVFRNPLVAPD
ILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIGLVMAIALALRGMGQVLVVVLCGMAVAALAGAGISLVKLMADP
DDQLPAITFWLMGSLAGIKQADVAAALPAIVAGLVPMIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSATLVTAAAV
SAAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPVFLWLLARGGRTW
AE
>MBL3567389.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MGRVTPLVEACGLAVGHGGRALLEEVSLGLHRGRILCLLGPNGVGKTTLFRTLLGLM
>MBL3567390.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB20
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGKN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGRPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>MBL3567391.1 acetyl-CoA C-acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
DLEVNEAFAVVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVER
FA
>MBL3567392.1 LytTR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
DLELWAARLAGVQPAAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFS
DGTIALSVLRARPGPETEAMLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLT
DDSLKRREVALIAGNENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEAGG
MLLRFAGPRLAASDVSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLA
DRSIAALSDGTPLVTRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFG
ALGEAGTLPGVPGEALAGARPGPGLPPGLYAGEDRRLAVNVIGPDTVLSPAAWPARI
>MBL3567393.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB20
MATIAYLLLCREGPSATVALAERLCAAGDLVALHVDRRVRPADIAAIRAAIAGNPSVVLARSVRCDRGEWSRVQAVLNAA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDSQAVGGRGQMALRAICRQDVAAPRRRAGIRAAVAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFFRAGGWAEAPLSATLFQTLVRHLVPGDEIRSRAPTF
E
>MBL3567394.1 DUF2083 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SPGQMAFQAATQIGLIEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMG
FEATCHRLSTLQRPGMQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFW
LTRMVQSRRGRHGSPGKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPAR
APFAPYARAAGPDEPPP
>MBL3567395.1 hypothetical protein JMM59_20670, partial [Rhodovulum sulfidophilum]AB20
KMMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGIN
ASVIIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIV
HINFYPT
>MBL3567396.1 hypothetical protein JMM59_20675, partial [Rhodovulum sulfidophilum]AB20
MGLLLTGPVTPWRPARLVRMPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAAVLALAA
RRLPELWAPVLIALALVAGGAALAGARAHMVAAR
>MBL3567397.1 glutamate--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGHFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKALREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHL
>MBL3567398.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB20
MADFHQNGNVATLHNLRSAPAELLVRELANFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLEAHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSER
>MBL3567399.1 mannosyl-3-phosphoglycerate phosphatase, partial [Rhodovulum sulfidophilum]AB20
YRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLDPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQGISGREGG
RFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQAFIIANPHRRPMPPLDGEETGRIQRIAAAGPKGWN
LALRQVISDFGI
>MBL3567400.1 hypothetical protein JMM59_20695, partial [Rhodovulum sulfidophilum]AB20
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVAGARIASPAPADPTLPVFRRRTVPAIPAGAT
EAARPDPALP
>MBL3567401.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFMLTLHPDAE
>MBL3567402.1 hypothetical protein JMM59_20705, partial [Rhodovulum sulfidophilum]AB20
MRIGGQARTRWPAAAGLALWLLPAISLASETPEQAETAPAPRRVVPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEGLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAI
>MBL3567403.1 amidase, partial [Rhodovulum sulfidophilum]AB20
MASDWLGMSAGDLGRGIEAGKIDPVDLASGFLDAIAGHPLCDRIYARPTRARALAEAE
>MBL3567404.1 UbiH/UbiF/VisC/COQ6 family ubiquinone biosynthesis hydroxylase, partial [Rhodovulum sulfidophilum]AB20
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSAETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLR
>MBL3567405.1 translocation and assembly module protein TamB, partial [Rhodovulum sulfidophilum]AB20
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPKGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EGEPRVTGRLTIVAPADAPEDRAFAATLSGDLGPLVAEPLRPFFGAATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGLGHAEPALARALGQAAEGHARLSWKAGVPLELTDLQID
>MBL3567406.1 pentapeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB20
MPDKRPDLIDWLGYNRSPDFTAARRFGRIIGLAVSALALALIAGTLLAFIMALVGLGDFAPAERRSEAIRNIGLVLAGLI
GVPFLVWRSIIAQKQVKVAEQGLITDRLNKAVEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALERISRDSD
SDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAKALSELTDLTDVQTALTVLGRRAESRRHLETAARYRLSLSRCNL
AKCDLSGADFSPAKFAGSNLNGAFLYRSRFRDCNFTSASMKRVQGYDSIFEGAVFENANLSQAIFNRSRFLFSPETQIGA
NFSQAQMEDSVVAFS
>MBL3567407.1 protease, partial [Rhodovulum sulfidophilum]AB20
QPERIGPEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAGLGCPVTEGISGAPVLQRAGRGWQVVGVISAALRGAGGIRSI
AARPSAAFMAGQ
>MBL3567408.1 MarC family protein [Rhodovulum sulfidophilum]AB20
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MBL3567409.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
LGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILVSHDMHLLSMVADRLW
LVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEEMRAKLQEKLADPDMY
DPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MBL3567410.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB20
SPLARLVEEIGRQTRLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAV
SEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLG
RMLSAVEAEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTR
GPDGLEPIPGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGE
LSWPGPGSGVSLALFPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELS
QFSCPVSVEARP
>MBL3567411.1 type VI secretion system-associated protein TagF, partial [Rhodovulum sulfidophilum]AB20
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWI
>MBL3567412.1 hypothetical protein JMM59_20755 [Rhodovulum sulfidophilum]AB20
MASTGGVRMCFRVGAAVNQGDIAAGRLDPGDDGSVGSILWSEAGPLPDFETDMRNVQVGTIGARFDFGVTIGAVG
>MBL3567413.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPNGIS
>MBL3567414.1 M3 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB20
PRRDLRKTAYEAWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMRVWAPARARAE
ADAAILAEMLVADEGSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVTLHHADA
RAWEVTRAGRHMGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHA
LHQMLSDVTYESLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASA
LVDLEFHDGPAPADPMQKQAEVLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPA
TARALEENVLSTGGTAEPDALYTAFRGRLPGVEALLKGRGLDLE
>MBL3567415.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB20
FLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAF
RDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTETRLGLGAASLGRDAHLGARAR
TISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDNP
EQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MBL3567416.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB20
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRP
>MBL3567417.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB20
PGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSAKKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTS
DYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDALNATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDA
GIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFDAQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITT
EAMVAQKPEKAGAGSEMSDMGGMM
>MBL3567418.1 molecular chaperone TorD family protein, partial [Rhodovulum sulfidophilum]AB20
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMKQILRDLDIHLEGTSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTAD
>MBL3567419.1 cytochrome C, partial [Rhodovulum sulfidophilum]AB20
FSDVQAMAVYLKSVPPVENRAPGQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQ
PDGKILGGAAAEVTARDGDKVQLTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIAL
WSDAGGMNTDRGAVWEYGQDTFQKACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKE
TVQ
>MBL3567420.1 ABC transporter permease [Rhodovulum sulfidophilum]AB20
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MBL3567421.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MTLTETLDPVQTPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIVRLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVV
>MBL3567422.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB20
MTDPLYRSDPYLREAAALVTAHAAGGVLLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTETVKGAAGAELLLAPEGAVLPP
VGTELIQKLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGATQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTLLLGA
>MBL3567423.1 type IVB secretion system protein IcmH/DotU, partial [Rhodovulum sulfidophilum]AB20
GTGQRSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHV
TREIDDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQR
YHLLELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAA
MLVALFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVL
VRLREALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADP
ARLSAEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MBL3567424.1 3-hydroxy-3-methylglutaryl-CoA reductase, partial [Rhodovulum sulfidophilum]AB20
MTDRASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLAK
>MBL3567425.1 exosortase, partial [Rhodovulum sulfidophilum]AB20
MSIFNEAFALRRQSRALPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
D
>MBL3567426.1 acyl carrier protein, partial [Rhodovulum sulfidophilum]AB20
NANEPTESEFDISSVEAIVKAVEGLAAEKQA
>MBL3567427.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB20
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVARSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREAEVSAVLSNAFAFGGLNAVLALR
KA
>MBL3567428.1 DUF533 domain-containing protein [Rhodovulum sulfidophilum]AB20
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMVRPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MBL3567429.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
IVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQKVAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVV
WGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAGQHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVC
VSPTRFIVDDAVHDEFVARLAEGAAALKLGDGLEEGTQMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFA
PTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALAEANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPE
TPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MBL3567430.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQLPGVLDSLY
SESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKLHNCQTLLR
RMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAENCELMVFWGANPLNNSEISWQVADHGSFSGVDQI
KEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGDTDGTPKTP
EWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSSGGSPTHTT
PILKAVDDASGVKVEGAAWLAASGAVSIPVSRLD
>MBL3567431.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB20
LVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVGLGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMM
GFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYE
LRLGILQQKVELYRMQYPGLVIADGVLEFLAYRITTNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVT
IEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIAMYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQID
EDLELLRRMLEA
>MBL3567432.1 DNA polymerase III subunit beta, partial [Rhodovulum sulfidophilum]AB20
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPA
>MBL3567433.1 DUF3422 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTV
>MBL3567434.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB20
MRRHSFEHDGLVFSFLDAGGEGRPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAVNGDHRGVWLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEDSCS
>MBL3567435.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB, partial [Rhodovulum sulfidophilum]AB20
LGAIRDRAARLRAAGEAQVARHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSDQPEGQIVTATISGRSDTRLRAD
>MBL3567436.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAEGLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEE
>MBL3567437.1 acetyl/propionyl-CoA carboxylase subunit alpha, partial [Rhodovulum sulfidophilum]AB20
VFEGGEISMYYDPMIAKLCTWAPTRAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAG
VSLPEPELRKVAAAAAAMFRVVEIRRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDW
TPGQPLAVLHIDGEPLVIKVAQSSHGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEG
QEVQEGQALCVVEAMKMQNTLRAEKKGIVARINAGPGESLAVDEVIMEFE
>MBL3567438.1 hypothetical protein JMM59_20900, partial [Rhodovulum sulfidophilum]AB20
MMQLPSKKLDIVTVVFSGELALLRLQARSIAREFHAAALGDIFVIINDHEEAACAEAVEAMRCDYGPFAGKLKVVRPDEL
LSDCPTLRARLERFYLTHLRGVGRKLRGAGGGWRGNGGWGMQQALKLMAARL
>MBL3567439.1 aspartate aminotransferase, partial [Rhodovulum sulfidophilum]AB20
AYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGCLYD
>MBL3567440.1 DNA translocase FtsK 4TM domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFETA
>MBL3567441.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB20
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFEQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MBL3567442.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB20
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MBL3567443.1 DUF177 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MANTPEPPRKPAVTAPRSLRLAGRRGREPLDFVLTPDPEERAALAGRLGITSLKKLRFAGELRPEGQA
>MBL3567444.1 ribonuclease J, partial [Rhodovulum sulfidophilum]AB20
SSHSIPESSGLVIDTPVGRIVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQL
VERAEGMVVATTFASNIARLKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTG
SQGERRAASAQLSRGKYMGLTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHT
LMKPDMVVPMHGEHRHLREHVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMA
LRGLVVVTAILDEEDEPLGEPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEI
GKKPEVVVVISRLSA
>MBL3567445.1 formyltetrahydrofolate deformylase, partial [Rhodovulum sulfidophilum]AB20
NHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVEETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGA
KPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERVNHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVV
FMPG
>MBL3567446.1 hypothetical protein JMM59_20940 [Rhodovulum sulfidophilum]AB20
MEERPDMDVVERIRGCRIPLAIIAIEADVPEAEIAAALEGSQALRFLQESRIARYLEGQDQRALSCPPRPGHKARHRP
>MBL3567447.1 hypothetical protein JMM59_20945, partial [Rhodovulum sulfidophilum]AB20
ISSNGKPDRAAARALALSPAAPCSDRLGREVLDIYLRQTGPDPEATIDSPLIELGLLPEHLIPVAAALNARFGTALRPSR
LIPARTARQAAQLIPPRPEPEDLG
>MBL3567448.1 condensation protein, partial [Rhodovulum sulfidophilum]AB20
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGTADPEARARRMMADDIARPIDLERDPLAALWLLRVGPYRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGRCAGPGPFLPFARYLEEETVYRAGPRHDRDRAHWAEVLRDIPDLVVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAGMGWPDLLTLLSAAWIARDRPEGAPGLPVWLPYQSRLGSVTAAIPAMVVNILPLIVSHRPGETLGAYL
>MBL3567449.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB20
DLGTTGLRALLLDDEGQPAGSAERPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQMHGATLL
DAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFDRIAKVLLPAGFLNLYLTGRA
VADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAAAACGTGA
LAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAALGETLRPP
GRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGARSRLWLR
MIATVLGVPLEVPEGGE
>MBL3567450.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVTLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAEKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEEPELVALTGRLCAT
>MBL3567451.1 hypothetical protein JMM59_20965, partial [Rhodovulum sulfidophilum]AB20
MDEMKKVLEAEIEKIPRHFTRLALKRKLEEQGVKDRGAIEAFVDHVLSGKEEAFEWHGGDNVPEKISIEFTDQDSDEILE
KMNNFLSKGLPEVIHGSIEDGAKSIVKDLERRWPEVKLNEKYETRHF
>MBL3567452.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB20
LGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWIVLVALIGWIAPSPGEIGRR
IGEAVTRRRA
>MBL3567453.1 hypothetical protein JMM59_20975 [Rhodovulum sulfidophilum]AB20
MANDERLSALEKTLNSALAPFRFALRAIRKLFSVGGLASIFLILNIIYFASEFVENWTRRVIESNRISGSISAMQGLVLD
MDRTLQKVVAQYDHQDLPLFVANHERNRHFCMTAANGAFNQNGISPHAISVGSISGLSRDDTFNARHIVKVICESNFFAV
SGSGFDEDFLRDVVASVASRMAENLGAKKLISGAGEEKISNSNSSNATSPEPPSIESQIMLPEE
>MBL3567454.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB20
LGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEFLWRSVPDTGALEAL
PEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTGLHWAYGIDGPGQGH
YYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRAEGEALSGGGKSSGL
MGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNALFEAIRAWDGKQED
AYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNSVRVTDAFLKAVKAD
ADWELVRRTDGKR
>MBL3567455.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB20
LVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDLLVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRS
LSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGPEDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRA
LNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWVKELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPL
PGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWWAAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNR
DRISAMLDRCLVPETRFCPDIWSGLPDPFPQWGEAA
>MBL3567456.1 thiamine pyrophosphate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MDGAGLDGQETQVTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGR
PAVLEAPSPGVTHCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRV
ATSGRPAPVHIRVPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQD
LAELLQIPVATTTPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDI
AEAHVGNNFPLKVGMVGDARATLAYMAETIRAD
>MBL3567457.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB20
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAV
>MBL3567458.1 lysozyme [Rhodovulum sulfidophilum]AB20
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFAVRLAEVEAGLDRLIAEP
VEDRIPDRSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
EEPFRWGGA
>MBL3567459.1 hypothetical protein JMM59_21005 [Rhodovulum sulfidophilum]AB20
MHLVPHWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3567460.1 hypothetical protein JMM59_21010, partial [Rhodovulum sulfidophilum]AB20
ALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>MBL3567461.1 hydrogenase expression protein HupH, partial [Rhodovulum sulfidophilum]AB20
VVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPALTRQFACG
>MBL3567462.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTSL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATAAIAESLKE
>MBL3567463.1 2-isopropylmalate synthase, partial [Rhodovulum sulfidophilum]AB20
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKITYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGSGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYS
>MBL3567464.1 hypothetical protein JMM59_21030 [Rhodovulum sulfidophilum]AB20
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MBL3567465.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB20
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MBL3567466.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB20
SRSPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLIRMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGF
AARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWAEVFLPGAGWVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMAS
PAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDVLGQKVDARIAAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKR
GLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRRDGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEVI
GVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARIARVFSRGLGTPAGYALPIQRWQSKAAAGRWRSERWK
TRRGHL
>MBL3567467.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SLRRARAGVGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRIGTACSAAGTGHLSRSQAVLP
RAAELAGFAEWSLDPDCGRIRVAEGMLAMLGHAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHR
DGRYLWVEASACRVEPGPGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVI
ETYWLDEVFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLS
EVGLPPLVCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHL
AAMLR
>MBL3567468.1 MaoC family dehydratase, partial [Rhodovulum sulfidophilum]AB20
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAV
>MBL3567469.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB20
VRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQKGLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGES
LYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGAIGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQH
MASPTYAIGFLR
>MBL3567470.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPEDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADP
>MBL3567471.1 arginine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
IDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKRAGTYVTLRDVVE
QVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAADLTKLDHEAEIA
VAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARSVAVVISAGLGIL
GVTPVDEMR
>MBL3567472.1 YbjN domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPA
>MBL3567473.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB20
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVITLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MBL3567474.1 hypothetical protein JMM59_21080, partial [Rhodovulum sulfidophilum]AB20
MSDSVYRHPGWQCPVHGGFGSLNRCAWPGCPHGVEGNSLEVSAMFEGKPAETFHRVSWDGLDRDAYYEWRTEKLPHWFGI
GQPYSYFANKIKESVRLDQMFHYTSAEGALAILQSGRMRFTDYAYLNDTREITYGLDVIRSVLEGETHISVSPALADLKA
HLDDVDPVSSYNLYTASFSSDSDSLSQFRLYGPVALGFDVNPIGFGSFKGDTYFDHVR
>MBL3567475.1 hypothetical protein JMM59_21085 [Rhodovulum sulfidophilum]AB20
MMDELARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPDPRALDHWLDALRDAPQPCPIRRPDAPPLHRDPDAADGAAN
DAGGAWCEIALEPHVSDGLYALSKACAASLFNTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCL
RAPGHLTPRAMIGTVRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPEGPVRFRQVDPD
KTDSVLGLQFEVVEDVIGGKRGLRMMMSYRHAHYSAEDVAELVAAVTRTCTAFAREGAADRPLDALLS
>MBL3567476.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTRPDPGPFTAQISEQISGQIPADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRG
>MBL3567477.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
MPDPMMLGLIGLGALVLLITGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWVRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPGALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAAT
>MBL3567478.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB20
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATAARGRG
NA
>MBL3567479.1 invasion associated locus B family protein, partial [Rhodovulum sulfidophilum]AB20
MREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERES
CNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAED
LAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDR
>MBL3567480.1 dNTP triphosphohydrolase, partial [Rhodovulum sulfidophilum]AB20
ALAARGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTLAEHVGHLRARAVHGAIRASVAAFLDHHDEILAGRF
STELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLAEHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MBL3567481.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB20
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYF
>MBL3567482.1 cytidine deaminase, partial [Rhodovulum sulfidophilum]AB20
VTLATTGGASRVVTVAELLPGAFAPAHMGD
>MBL3567483.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB20
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGR
>MBL3567484.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIPDLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRN
VRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETLSKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPE
EAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGYLDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIR
RQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLEKYDRSRGVWRGTGKSIDPAELDTEDHWRAALAASDVPRDI
RLDGQWLPAVVLTVEDQQMRLGIEGVEDDEAGPALVPRKDISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLR
>MBL3567485.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase, partial [Rhodovulum sulfidophilum]AB20
HEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPPPDGVDLVRVETAREMLAAVEAALPADAAVFAAAVAD
WHVANAADRKMKKDGSGRAPDLDFAENPDILARIAGRAEGRPRLVVGFAAETHDVEAHAEAKRARKGCDWILANDVSPAT
GIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>MBL3567486.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB20
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MBL3567487.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB20
MGLVLGIALVLWSVGMLLRLTRQLRWGMIAGLYLAVL
>MBL3567488.1 IS3 family transposase [Rhodovulum sulfidophilum]AB20
MKKSRFTEAQIMGALRQAEGGMPVAELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLSMQADLL
REALGKKLTRPAQRRELAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIADLLAGLTNAHKTWGFGLCFLHLR
NVKGHVWNHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPEVPNLVWSMDFMVDRLADGRQFRLLNVLDDFNREGLGI
EVYFSLPAERVVRSLNQIIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNAYVERYNRTVRHEWLDL
HIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MBL3567489.1 histidinol dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
SLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEATARISRLEGMEGHARTADIR
LAKYFPDRSFDLGADPAAVQGSAKVSA
>MBL3567490.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB20
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>MBL3567491.1 galactitol-1-phosphate 5-dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MKALIYTGPRQLELSELPDPEPGPGEALIRVEAAGICGSDM
>MBL3567492.1 D-alanine--D-alanine ligase, partial [Rhodovulum sulfidophilum]AB20
DSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLVESYAPGRELTTTVMGDRALGVTDI
LTEGWYDYHAKYVQGGSRHVVPAELPEEVSETCLDFALRAHRALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTS
LAPEQAAHCGISFGRLCRWLVEDASCDR
>MBL3567493.1 cell division protein FtsQ, partial [Rhodovulum sulfidophilum]AB20
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRV
>MBL3567494.1 B12-binding domain-containing radical SAM protein, partial [Rhodovulum sulfidophilum]AB20
SLSINVSQLVRGLDLARAFRRRGVPVVLGGAHVSLAPEILRGRADCLVIGEFETAAPDVAADLLAGALKPEYRCGKADMA
TMPLPRRDLSPNDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAEPDQLYRLGYREVSLSDDNFTVSRKRP
RALPEALIGWNGSAGRDPVRFSTRISIDAARDADLLALSNRAGLRQVFVGLETSDPAALAEANKRQNLHVGLIGECRKLV
AAGLTIRGGLIAGFDHNDLGRFERQSAFAQALPVDGFNISAPVAPYATPLYAEMKRAGRIVDADTHRVSAWLKAALLAPE
AALVRFEAYARTSGPPSQDMGRTARVKSGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPETGYDLDR
>MBL3567495.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB20
ISEVLATSLFFVLFVVISGFAWAVMPMIATAAAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSA
MAQDYLAIAGPGLLPALVVMVLKSYLSALERARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSM
AAVVLYALWATPEHELFRRIWRPDWEAFWRVFRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMV
HLGLSNAATIRAGAALGRRDRTGLYRGAVAAFGVSGVAVAVSLVAFLGWPEALVGAFIDPGSPDRAAVLAVGTGLLAAAA
LFQLVDAAQVMALGLLRGVQDTRVPMVMAGISYWLVGMPVSYWLGFGLGWGGIGIWLGLALGLALAGVLMR
>MBL3567496.1 ATP phosphoribosyltransferase regulatory subunit, partial [Rhodovulum sulfidophilum]AB20
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVA
>MBL3567497.1 histidine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB20
IQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEAARADLVTEVRRLLAQGEG
>MBL3567498.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB20
GSLVLRQKIKRLALVATFQTLPPCIVGMEACLSAHFVSRTLRRMGFEPRIIPAIYVTPFNKGQKNDYNDAEAIAEAALRP
NLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIRKGLRAVRNSLLSLLDERQDEISPRMRHIILDL
HDDWMRLDARIEAVSDEIEGIGQSEAHCRDLRTIPGVGPIISTALVAAVGKGEAFESGRDMAAWVGLVPRQYSTGGRTTL
GRISKRGSRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMQRNKLAVALANKLTRIAWAVLRYGRGFDARRDTVA
EALRRPATE
>MBL3567499.1 sulfite dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVVTGLA
WSGRGAIERV
>MBL3567500.1 hypothetical protein JMM59_21210, partial [Rhodovulum sulfidophilum]AB20
DPARSYVVSGCASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVVSGA
>MBL3567501.1 hydroxyisourate hydrolase, partial [Rhodovulum sulfidophilum]AB20
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFETGTYELVFF
>MBL3567502.1 allantoinase PuuE, partial [Rhodovulum sulfidophilum]AB20
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEEGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFQ
>MBL3567503.1 response regulator, partial [Rhodovulum sulfidophilum]AB20
GFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDELDQI
EAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMGPRES
LCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAPGVQS
TGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIRRLRT
AEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMG
>MBL3567504.1 virulence factor SrfB, partial [Rhodovulum sulfidophilum]AB20
FMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRFHNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRH
EEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPASRARRAQSDLPRRLNRIILTLPTATSVQEQAIM
RSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSEITQKFDGNIEAFLRLKGRDRVRPGETAPSPSL
RLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRVVSSIVLPRLQSSIEAAGGRYVGEKLRELFAGD
IGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETLGLPRPGPAPDEDGVAPPRAGP
>MBL3567505.1 tryptophan-rich sensory protein, partial [Rhodovulum sulfidophilum]AB20
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVL
>MBL3567506.1 phytoene/squalene synthase family protein, partial [Rhodovulum sulfidophilum]AB20
SRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MBL3567507.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB20
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMAG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAADTVVLPGIVSRKKQIIPNLQL
>MBL3567508.1 imelysin family protein, partial [Rhodovulum sulfidophilum]AB20
MIRRTVLAFALALGATPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLA
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFADASPYGCA
LIRAEARDIHALAAAILADWRDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRALAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
RASLGP
>MBL3567509.1 thiol oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
LARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASDRAALIRFLESL
>MBL3567510.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGEAGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPRRLELIGEGR
>MBL3567511.1 3-deoxy-7-phosphoheptulonate synthase, partial [Rhodovulum sulfidophilum]AB20
YEEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLIS
RFGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKD
VTECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MBL3567512.1 hypothetical protein JMM59_21275, partial [Rhodovulum sulfidophilum]AB20
ILTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGALATVGTVGWTPRRFQILGETANPARRSDLAEGDAESRRPSLTV
IQGGVVEPAC
>MBL3567513.1 Fe(3+) ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
VFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDF
>MBL3567514.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHAN
>MBL3567515.1 50S ribosomal protein L33, partial [Rhodovulum sulfidophilum]AB20
VKKYDPVVRQHVEYKEGKIK
>MBL3567516.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB20
GLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDLPEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRG
AAVLSRHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLSEHLSWGEISPRSCWHAGLRAMEAGKVGAETFLKE
LVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRGRTGIPFVDAAMREMYVTGTMHNRARMVAASWLTK
NLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIFNPETQAAKFDPDGAYRDAWIAEGRQSPGPGALDY
FEAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYKAREG
>MBL3567517.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB20
RRRAAIPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETR
WQRGGYPAAEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHVLLRAAG
QLGVRIASGRIEALPPDWAEDRPLCLIVQTADGPRSLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPL
LWLMAHGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAECADPRA
WLILDAEGTARLPPLLYPPLTAENPADLARLCGIEPGGLAATLEALAAHLDQ
>MBL3567518.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB20
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MBL3567519.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
QAGGGRIGTRELSDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIG
PLASPGTTLLLLAVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKL
QEEHRTGKLILWAAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAK
VTSMVFTILIGSQLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDP
KWVTIMIAVNLQTSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVI
>MBL3567520.1 peptidoglycan -binding protein, partial [Rhodovulum sulfidophilum]AB20
AEAARLAAARREALEALVADLRARNTEAEAARATLAGQVESAEAALSQAEKDRLAEAAAAAALRDKLAGSEDELSAMSLA
LEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRKVALLNRQMAALRGQLGE
LQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKKTLEGYRSEFFGRMRALL
AGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGHTDDVPLARGADFADNWE
LSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRI
>MBL3567521.1 ribonuclease T, partial [Rhodovulum sulfidophilum]AB20
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGW
>MBL3567522.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB20
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDDDEEEDDDPRR
>MBL3567523.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB20
MTQLPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFKLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMQVIDLARIV
>MBL3567524.1 hypothetical protein JMM59_21340, partial [Rhodovulum sulfidophilum]AB20
RSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAM
DEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARA
GEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVG
LAEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPTAEFEPPK
RAVNDAGWQDF
>MBL3567525.1 hypothetical protein JMM59_21345, partial [Rhodovulum sulfidophilum]AB20
LGAGALARATIACLNGLSESVIRGLWLDSQRRDRAADPDDKTWLYRVSMDFSTTWRER
>MBL3567526.1 hypothetical protein JMM59_21350 [Rhodovulum sulfidophilum]AB20
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWVPGVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQAKILEAE
>MBL3567527.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB20
MANRFKGEVAIDCEGGRYTLRMDMLALAAFEDATGENALCWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDILS
EDPGVLLRLFRAASPELAQDEPEDGPEDGPGKPLPAPAAG
>MBL3567528.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB20
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MBL3567529.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
HACAALAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPH
ADGTVAVGSTSEREFDDPYSTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKI
GIGLAPKVGELMAALVLEGRDDIPEGFRVEASL
>MBL3567530.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB20
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MBL3567531.1 polyphosphate kinase 2, partial [Rhodovulum sulfidophilum]AB20
MLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPIDKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKR
ARLNCMLHFLHGLDYPGKTARIAHAPDPLIVGRAEHVIHKAEHMLGTSLHPDLRRGRED
>MBL3567532.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB20
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHKVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPDAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MBL3567533.1 diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB20
AEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDG
LRLAVTDPLTGLFNRRYALPHVARVAERAAETGRSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIA
RIGGEEFMVALPETDAERACGTAERLRRAIERRPVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADR
ALYGAKASGRNTVEMSRSAA
>MBL3567534.1 hypothetical protein JMM59_21390, partial [Rhodovulum sulfidophilum]AB20
VRKLMLDRLSAMSPDERSAFADRLERVLRHGPPGRNRCEARPHSR
>MBL3567535.1 hypothetical protein JMM59_21395 [Rhodovulum sulfidophilum]AB20
MPELHLGATRPVSEFEQDDPADPMNDPSRAPSFTSSSAPDPTRTRRRFATAEERSYLCRFNRLRRLRRLIFATTFVWPGL
AIGVLAWIGIEARALDGYVVSALVFLAL
>MBL3567536.1 hypothetical protein JMM59_21400 [Rhodovulum sulfidophilum]AB20
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>MBL3567537.1 DedA family protein, partial [Rhodovulum sulfidophilum]AB20
LFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFGTPVRRFIEKYLGLLFT
LFVLLLIGGFYAVRFL
>MBL3567538.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB20
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPVLGLLAVAIGGRMLPLSGMVTMAVSTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>MBL3567539.1 usg protein [Rhodovulum sulfidophilum]AB20
MPLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIDGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MBL3567540.1 serine/threonine-protein phosphatase, partial [Rhodovulum sulfidophilum]AB20
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRR
>MBL3567541.1 type VI secretion system-associated protein TagF, partial [Rhodovulum sulfidophilum]AB20
GLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVLRPSCDRVGRRYPLLLLTEGAEVAPPTASDASQ
DLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPVGRAAEGPVVWAHRPDGDLGALLRAARPVEAERAELLRAQFWTPGN
GPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGGQQ
>MBL3567542.1 tRNA lysidine(34) synthetase TilS, partial [Rhodovulum sulfidophilum]AB20
RPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGDLLIEAGGLAALPAEIARRLMVAGLGWVSGAAYPPRARA
LETTLSALTRGPRATLHGCLLQRAGGRIRIGREPAAVAGLSCGPGSLWDGRWRLSGPEGAEGQEGLEIRALGEAGLAACP
DWRAAGLPRTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNCSFTAYLLSH
>MBL3567543.1 ATP-dependent metallopeptidase FtsH/Yme1/Tma family protein, partial [Rhodovulum sulfidophilum]AB20
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYK
>MBL3567544.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB20
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGLAEPMHFSA
ADFEYDGKAADLVPSDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYLD
>MBL3567545.1 peptidase, partial [Rhodovulum sulfidophilum]AB20
SETKYGRPILVRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEA
LKSALDSLPDFEF
>MBL3567546.1 hypothetical protein JMM59_21450, partial [Rhodovulum sulfidophilum]AB20
MTSKHPQKGKAWPSAYRRASDAALSFNRRVAQGRAPRHAAPVLLVAGAALTALITLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGPLSTDGLGSVAEARALQGRQAGRALLAAYPASPGGTL
>MBL3567547.1 hypothetical protein JMM59_21455 [Rhodovulum sulfidophilum]AB20
MILHARACQTTLEILTLIESGFPDGAYARWRTLYEITVVAFFISRFGDEVAKRYIAHDVVSARDLLENEFKFAGEVFDPS
SLEGPARRIEDDYEAVVELFGRSFKGPYGWAADSLGCKAPRFQDLEQAVDWGALPPEYKWSSFKVHAGSAGTLRTLGSIL
GDKIIHSGATNAGLQTPAIHTASSLLQITSLIFPNPHQLETAVQLKALLILRDKVVKECRKAARKLERDELKNRTDAGQ
>MBL3567548.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTGILQRAARVAGFAFTTILPTILSAGQAPAGPPAHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVTSAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVV
>MBL3567549.1 SIS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
LASTKAFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIRRLAERLAETTDVLFLGRGAMYP
LALEGALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGS
GVWETLIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MBL3567550.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB20
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRA
>MBL3567551.1 TIGR02281 family clan AA aspartic protease, partial [Rhodovulum sulfidophilum]AB20
ILGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRAPDGHYYMTVEVNG
TPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAFVNAGEMHDSLLGM
AYLNRFKRIEFVRDRMILTR
>MBL3567552.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB20
LWLERAGGAVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRHAKRRPAKPFALMLREADLAAVCTPSV
ADLARLRDPAAPIVLVPGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAVVARPLVMTSGNLSGAPQAVGNDEARALLDGL
ADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALGGQMKSAICLVKGGQALLSHHLGDLD
EADSWDAFLGAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHAHLAACMAENGWPRAGGPVAGIVLDG
TGYGPDGTVWGGELLLGDYRGVERV
>MBL3567553.1 hypothetical protein JMM59_21485, partial [Rhodovulum sulfidophilum]AB20
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIE
>MBL3567554.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB20
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MBL3567555.1 DNA repair protein RecO, partial [Rhodovulum sulfidophilum]AB20
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLR
>MBL3567556.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB20
RAVAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPS
ALAGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MBL3567557.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB20
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MBL3567558.1 biopolymer transporter ExbD, partial [Rhodovulum sulfidophilum]AB20
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDE
>MBL3567559.1 ATP-dependent helicase HrpB, partial [Rhodovulum sulfidophilum]AB20
SRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRLAAPLSEAELRAVHGAAIAWTDICEWSRRESRVTTRRQER
FGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRFRARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRS
AEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKIPIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLL
SPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDPTAAAPTLRAKRRS
>MBL3567560.1 hypothetical protein JMM59_21530, partial [Rhodovulum sulfidophilum]AB20
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGH
>MBL3567561.1 VOC family protein [Rhodovulum sulfidophilum]AB20
MISALDHLVLTTSDEEACLAFYVGIMGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MBL3567562.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB20
IYPALGAEPALVLSDCRALGGRAAPGERIAGLRQAAPAGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALG
SDWPGEALAAGPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVAFEPG
>MBL3567563.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB20
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIR
>MBL3567564.1 glycosyl transferase family 2, partial [Rhodovulum sulfidophilum]AB20
ILIEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFY
RSACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATC
VFRGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MBL3567565.1 hypothetical protein JMM59_21555 [Rhodovulum sulfidophilum]AB20
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCETRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MBL3567566.1 hypothetical protein JMM59_21560, partial [Rhodovulum sulfidophilum]AB20
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFE
ADGQICFRYDHDPEDP
>MBL3567567.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB20
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEQVASSAAALADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEPEPEAEPETEARRDETGPEPEPSPAPAPEPEPAPAPTPEPEPAPEPVPMPDPEPQPAPEP
VPEPEPLNIPPE
>MBL3567568.1 hypothetical protein JMM59_21570, partial [Rhodovulum sulfidophilum]AB20
RYRAGVMAAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDGLGCGGGICWASAAFPKPVEDPADKA
FRDAIAELVDYAMKEGKADA
>MBL3567569.1 hypothetical protein JMM59_21575 [Rhodovulum sulfidophilum]AB20
MGKVFLTADEVADQLGLASRAAFLRQRPRLEADEDFPLPMPQVKRPLLWRADQIAVWGDRQGRPAADAPTASRRPAPLRL
VSSRDHLMEEAYLP
>MBL3567570.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD, partial [Rhodovulum sulfidophilum]AB20
SGNHGAVERWRREMAERLTEARRPDLWAAYRRGTD
>MBL3567571.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB20
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MBL3567572.1 50S ribosomal protein L31, partial [Rhodovulum sulfidophilum]AB20
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGR
>MBL3567573.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MEALLAREKLSPEILADPYAAIPLQSYLSIIEAAADLAGDPLFGARLGFSLRPGNLAPIGLRAVQAGTIRGALSAFARWS
GALQSATQSSLESEDGNLVFTYRITAPVVAPSRQDTEFSLAGICRLIRGAFDPRWRPSEIRLNHPPIPEKTRLEALFRAP
VVYAHPTNAIVFSAAAAERVHRTEDPDMIALIERHLQDLTAGANRSESIVDQVEALIDLYLGVRPVDLRTIAAALRMPPR
SLQRRLAEEGQSLSALLRRHRQRRARSLLAEKGMSVEAVATALGYSDGTSFWRAFRSWTGDAPRD
>MBL3567574.1 squalene/phytoene synthase family protein, partial [Rhodovulum sulfidophilum]AB20
MSLEACAEILRRGDPDRFLAAMSAPVTARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELVGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGSGALMRASARE
>MBL3567575.1 citramalate synthase, partial [Rhodovulum sulfidophilum]AB20
RRRLAEAGLELGRDDLRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFFRIKRYRVTVERRRVEPTRALTLS
EAVVVLDVDGERKLSVSESLDAEGNDRGPVNALSKALRKDLGPYQAYIDDMKLVDFKVRITDGGTDAVTRVIIDSADAEG
RRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MBL3567576.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNL
>MBL3567577.1 branched-chain amino acid ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
LMVSDATTDTFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTDPQVYKDKIMDV
ANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MBL3567578.1 aldehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
RTWIDQHDGAFGPWIAGSLRPGADEAAILSPASGSELARLADATSADLADARAAAATAQPLWAALPGVERARKLYDWAAE
IAAREACLTQLLALETGRPVRACRRGLSAGLEALRQAAGSLLAGAADRPGHVPLGVVAPGPSFGLSLGLSPDLSLGRIAP
ALAAGNAVILAPRPADGRLAMLCLAEAAGTAGLPAGLLAMLPGAAGELSDLAQPPVATLRGPCLHLVLEDADLDAAAAVI
AGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLSGPAIRDRLTAALAETRGVTIQPLPRLP
DRGAF
>MBL3567579.1 lysozyme, partial [Rhodovulum sulfidophilum]AB20
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECLAMFAGRLAEVEAGLDRLIADP
LEALIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRG
>MBL3567580.1 hypothetical protein JMM59_21630 [Rhodovulum sulfidophilum]AB20
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3567581.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB20
MNSKHRKTLLAVFTDPVSGTIEWTSIERLLVAAGAQVIEGNGSRVRFHKDGVIASFHRPHPSKEAKRYQVRDARDFLIQI
GVTP
>MBL3567582.1 DNA polymerase III subunit beta, partial [Rhodovulum sulfidophilum]AB20
PDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVYM
HVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTSK
VIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDERL
EIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MBL3567583.1 BamA/TamA family outer membrane protein, partial [Rhodovulum sulfidophilum]AB20
NSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGEDLSLSARFDRPAVIDA
DTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFPVSLTWDRRDDPLDAH
KGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFFSGGGGTVRGQPYQSL
AVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTGIGPIRFDVAAPVDGD
TGDGVQFYIG
>MBL3567584.1 hypothetical protein JMM59_21650, partial [Rhodovulum sulfidophilum]AB20
RIDLGLAGGKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAA
VEAMHSLKSDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALSHGAEAGKVSGAGGGGFMFFLVD
PPRRHGLIAALREIGGDADPVVFTRAGCQSWQMPCRR
>MBL3567585.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB20
MPALTAPLPRQAAILCGGLGSRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGSL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLDRESVV
>MBL3567586.1 hypothetical protein JMM59_21660, partial [Rhodovulum sulfidophilum]AB20
MKYIFKAIFIFLISAIGGSVMARERDPTQTALGMDISLAGVKLDLRVNDVPISDPSFPLGSDGPFSTIMTLNGAFASGKN
SVTLSVSPEAKASPGWDRHVHARFGYWPAADFPMPFDDRAFAIDIQYRFGEDAPEGDFTVTYAGQEWLAASKVGTITSTD
EQNMFGMSLEVGLDLPPLAWMQGQYLNPDVNMKREIVEQYAKLHSQVSGGFDGLTAALAPYFSRQAGAFGVSLEQFIELN
VLPMFGPESDTEFLPLDTSKSELRLYGDGRLAALVPMPLTYRNETYGEEGVLLIYFWKN
>MBL3567587.1 outer membrane protein assembly factor, partial [Rhodovulum sulfidophilum]AB20
MTDTRFFPSLAVLTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLASGTELPDGFAPGKPAEAATVRAAAK
AGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPEALDRS
AERLRRTGAFRSVRLTEAETLGPGNSM
>MBL3567588.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPTDAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLL
>MBL3567589.1 HlyD family efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB20
AARLAAFESDLRQSRLEGLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MBL3567590.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLSRDHAAELHAAQLLDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTL
>MBL3567591.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW, partial [Rhodovulum sulfidophilum]AB20
IYVPFCENHCLFCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLP
LSPDCEITLEGRIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLP
GQDRATFREDLRMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGL
RERNLYNADVKSGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDP
AA
>MBL3567592.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB20
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MBL3567593.1 sulfate ABC transporter permease subunit CysW, partial [Rhodovulum sulfidophilum]AB20
IMIEMLYNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MBL3567594.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB20
LRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQRMPALARRLTGAIAYLSAQDPASMDRFATLGLAPERRG
PVIDLKAFAPAARPDAADLNALAPLLPRARTLLAASTHEGEEAPILEAFARRWRADPQARLVLAPRHPRRAAQIAALIER
AGLGHATRSRGERPGPDRPVLLADTMGEMALWYALAGVSFIGGSLVDKGGHTPFEPAAAGSAILHGPHVANFAAVYGALD
RAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRAEAPGPDMLIDALEGLIGAPAPTPPAEKEPGNG
>MBL3567595.1 phosphatidylglycerophosphatase A, partial [Rhodovulum sulfidophilum]AB20
MSLAINIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGAFLAALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSLD
>MBL3567596.1 2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase, partial [Rhodovulum sulfidophilum]AB20
SQTPQGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAF
CEGDGVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIA
NVDLTLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MBL3567597.1 tryptophan synthase subunit beta, partial [Rhodovulum sulfidophilum]AB20
NHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGAEVVPVGFGGRSLKE
AVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGGSNAMGIFSGFLEDD
VALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAHLHRTGRVTYTTADD
KEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MBL3567598.1 hypothetical protein JMM59_21720 [Rhodovulum sulfidophilum]AB20
MFRFLIACLLPLFLLGCGAQSVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MBL3567599.1 glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB20
ISIFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MBL3567600.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB20
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MBL3567601.1 HesA/MoeB/ThiF family protein, partial [Rhodovulum sulfidophilum]AB20
ILIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGALKRRVAREVVPMAPKGPLKPVELDRYARHIMLREIG
GPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVDLSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVT
VRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGKPLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPA
PGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLIYDALYGESRMIALHPRSGCPDCGAA
>MBL3567602.1 hypothetical protein JMM59_21745, partial [Rhodovulum sulfidophilum]AB20
YTGIVDGRAFDYPVTEDQILDDVRRKEPEIREDTRTWVFSYLTMAYAPLDAATMEAYIGLSESRPGRDLNDALFEGVEAV
FEDISHELGLAAARFIAGQDL
>MBL3567603.1 50S ribosomal protein L21, partial [Rhodovulum sulfidophilum]AB20
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEIL
>MBL3567604.1 serine hydroxymethyltransferase, partial [Rhodovulum sulfidophilum]AB20
SIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLRGPRGGMILTNDEALAK
KFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGTDSHVLLVDLRPKGVKG
NATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLAANGEEGNAEVEARVKS
EVEALCARFPIYPGL
>MBL3567605.1 primosomal protein N', partial [Rhodovulum sulfidophilum]AB20
VIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGIILSAPEARPAFDLGIWLARNDGALRRVGAQVFGPAPAPVARIRGR
HRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLAVDIDPQSFM
>MBL3567606.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB20
PREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGPSANTLMFFLERP
ALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGASIFAGTAWLALFS
MWLGAMATDYLLDRPTGAARPV
>MBL3567607.1 DUF1513 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
VGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARRPGTFALVIDCREGRVNAVL
DAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIKLMPDGKSLVIANGGIETHP
DSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPRAELPPLLGLHRRGAAPVWL
DAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGALEARDVCGLAPAAGGGFVE
>MBL3567608.1 hypothetical protein JMM59_21775, partial [Rhodovulum sulfidophilum]AB20
IFYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHDFLPLCPSYTLIGSKGR
FCGLPGPEDCQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLAGRIELQPHRPEHLPRR
IVPPPEGPLTVGVLGSIGHNKGAGILHDLARHAAPDLGIVVIGRIDPAFAHHRIRVHGAYHREEIADLAEHYRIRCWLIP
SIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVTLPPAL
>MBL3567609.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGE
>MBL3567610.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB20
QMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRPEAPVATVGILLMRSYILASDTAHYDAVIH
ALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPAYNDSAAAVEVLSGLDVPYMAAHPLEFQTL
GQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSYKGESKQMSACSERVAMLAARVERLARLRR
SETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGELPANVDELRAAILEGN
>MBL3567611.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREVESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAF
>MBL3567612.1 DUF4159 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
AEVDRIADAGLRGLSRKLAERTSIEPAAPIAVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRD
ADVAGYGGGSSEGRRLQQLARPLDIPPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDINDGV
TPVVIGGNDWASAWAVDGQGVAMFPVGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MBL3567613.1 hypothetical protein JMM59_21800, partial [Rhodovulum sulfidophilum]AB20
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVV
>MBL3567614.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB20
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MBL3567615.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB20
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSA
>MBL3567616.1 hypothetical protein JMM59_21815, partial [Rhodovulum sulfidophilum]AB20
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEVMPEEGRAPGGTGQDVPAAES
>MBL3567617.1 translation initiation factor IF-3, partial [Rhodovulum sulfidophilum]AB20
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVM
>MBL3567618.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB20
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>MBL3567619.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB20
VLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDPGVSRVETAPMLRGVLTRINGRPA
REVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEAGEIGLKLGDEITVNILGRDITATVTSFRE
VDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALDRVAEVLSGLAAAIAYGASA
TLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGR
>MBL3567620.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB20
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPATAAAPDAAAAPARRAAAER
>MBL3567621.1 hypothetical protein JMM59_21840, partial [Rhodovulum sulfidophilum]AB20
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTPGGDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIAT
>MBL3567622.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB20
MTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKLSGPIK
FGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MBL3567623.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB20
MQAYRIARVVLLLGVAGGLSACQDAGFGLFKKDDTETMPVRAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGGRKAEPAG
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MBL3567624.1 tripartite tricarboxylate transporter substrate binding protein, partial [Rhodovulum sulfidophilum]AB20
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGLQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
>MBL3567625.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB20
MIGLLRGLISEIRLHPDADAPGDHHIELYGELGAILALGDGSNVKPCLCVGGVSETLVAGAGNRCFLSDLELVVRQRAQL
VNMLRGLLAEFGITLPQGLEKATGFARDVLDGSEPDIPEIGQDVIRVLCRQLLSTDYLVRWHDLRLQAVARADRRMKLLQ
TIPGVGSVTASSIVATIGSGRQFRNGREFAAWLGLTPRNNSSGGKERLGRITKMGDQYLRD
>MBL3567626.1 peptidase, partial [Rhodovulum sulfidophilum]AB20
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFI
>MBL3567627.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB20
LDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAAGKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEA
HVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEAAPVTGSRMGGSGEALSVEIEVAQQ
>MBL3567628.1 type VI secretion system baseplate subunit TssK, partial [Rhodovulum sulfidophilum]AB20
ILMLMLLNRELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVG
RAVRLPLQEVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPR
QIRVVSTNVYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MBL3567629.1 hypothetical protein JMM59_21885, partial [Rhodovulum sulfidophilum]AB20
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQNPSGTERTAFGQTASTPGT
>MBL3567630.1 hypothetical protein JMM59_21890, partial [Rhodovulum sulfidophilum]AB20
MNLQSDDGFDSAALNLMLDRVTTIAHEMAAVAADSRDALAADILGEMLSNIDMNEILERAQSMKFEQTEAEIAEAIARAQ
AARQAEVDILQYAAASQTQVTGGFEGRHMVSFIRSMGPYAGYAVRQSLHEGKTLEI
>MBL3567631.1 hypothetical protein JMM59_21895 [Rhodovulum sulfidophilum]AB20
MDDKWLTEIAELIEAEIEARTEQMTARVRVLTERYGHTLIETLGQFEELSSKVDRHLAAMGFSE
>MBL3567632.1 WecB/TagA/CpsF family glycosyltransferase, partial [Rhodovulum sulfidophilum]AB20
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFAVATLNLDHVVKLTRDPAFRTAYLAQSHVTADGNPVVWLSR
LAGQKVELVPGSDLIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELR
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIAAEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRAL
>MBL3567633.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
LGTTVNNLLSILGVTKQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVA
GFRQVLEAMMDPEMRRHFHRITERGS
>MBL3567634.1 response regulator, partial [Rhodovulum sulfidophilum]AB20
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAV
>MBL3567635.1 TAXI family TRAP transporter solute-binding subunit, partial [Rhodovulum sulfidophilum]AB20
PFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVMAAKGWTMDDFALASELKPAEQSAALC
DNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPGGMYRGNDDDTETFGVGATLVTSDAVS
EEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKGWIE
>MBL3567636.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
ISTDYPLTLENCGQTLTFDAVPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAELNAGIPRLADNDPSFESVA
AETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTASIHRSIEELARIYDVEDRG
TELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQQLGIENVVASDEEWPTVGWESIAK
ADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRI
>MBL3567637.1 hypothetical protein JMM59_21925, partial [Rhodovulum sulfidophilum]AB20
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFSPGVPLSRSVL
>MBL3567638.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB20
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MBL3567639.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB20
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLS
>MBL3567640.1 accessory factor UbiK family protein, partial [Rhodovulum sulfidophilum]AB20
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRD
>MBL3567641.1 prolipoprotein diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB20
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLY
>MBL3567642.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB20
IRRIRETPAPDCLLALPRRDAEGGAGLDLMAASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATR
LGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLLIDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGP
VSGLRAQIGRRADEVFSSGRRTALGAAALALAGFDLR
>MBL3567643.1 hypothetical protein JMM59_21955, partial [Rhodovulum sulfidophilum]AB20
MLAAYYAMIVAVAVAALSAGFEALKSDWPFWVYTTLFLVILGHVNFAPESPKSANRIKNLVQRRDGPMLYTATVSRVLDG
MSRILTPESAEENPPPSKGILAKMDWRTTPRAVDLADAGRLQRNPWSWPVLDLALKLAVMYPLLLAFVQWGVTSRTTGIG
SLPLFLEEERDPLRYAAIGVIA
>MBL3567644.1 hypothetical protein JMM59_21960 [Rhodovulum sulfidophilum]AB20
MTEPRMKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAA
AGVFGLWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MBL3567645.1 periplasmic heavy metal sensor, partial [Rhodovulum sulfidophilum]AB20
MADPAETAGPRRGRNRFSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHA
>MBL3567646.1 complex I NDUFA9 subunit family protein, partial [Rhodovulum sulfidophilum]AB20
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVY
>MBL3567647.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRAGGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MBL3567648.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFADLEAEAAFDR
>MBL3567649.1 hypothetical protein JMM59_21990 [Rhodovulum sulfidophilum]AB20
MRNIANNGWITLGSFASGSFVPAGVNQLTEAQAKDALSEVYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDAARVGDG
ADGLFWDHSLTGNQRYVQTPAFEDGYEYMLRIMGMEWHGYGNKRPTIKGFIEQTGRFASAMRMSGEVGPSTGFHVMIRLL
FPRVPSPFFGIEGKVPSGQVRTSTLGGNDRTVSRAEISWADGDTDIRAGKMYLYRRREYISG
>MBL3567650.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
IFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFLKYSQTGRAIRAVAQNRGAAELMGINVNHIYVLT
FGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPGAFLGALIIGEVDALSGYYIGSDLREAVVFGLFL
LILILRPSGLFGARQNLSHLS
>MBL3567651.1 branched-chain amino acid ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILR
>MBL3567652.1 CBS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMTRRIQFCALEDGADVVLARMTEGRF
RHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MBL3567653.1 pantetheine-phosphate adenylyltransferase, partial [Rhodovulum sulfidophilum]AB20
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVE
>MBL3567654.1 hypothetical protein JMM59_22015, partial [Rhodovulum sulfidophilum]AB20
ISRDAAFSPAYIAAAAGYIDRYSDAIGPYPYDGFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNA
VAVDYRRGNWSEGLTTYMADYALAEEAGAAEAREMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHML
RAELGEEDWQAGLRRFYRERYDRVAAWHHLRADFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPF
YRLRVPVTVETEDGTERHIVALDGARAEVTLALAA
>MBL3567655.1 ferrochelatase, partial [Rhodovulum sulfidophilum]AB20
MTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQLVVLTKRPFASGENY
RSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKILFFPLYPQYSGTTSAT
ACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLTEGDPYHCHCLKTTRL
LKERLGWDDSRITTTFQSRFGPE
>MBL3567656.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMAVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSE
>MBL3567657.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB20
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>MBL3567658.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPD
>MBL3567659.1 colanic acid biosynthesis glycosyltransferase WcaL, partial [Rhodovulum sulfidophilum]AB20
MPSSRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPAEKAAAASTFYVLDAARRPGAVARALLMA
LRRPGALPGVLRLAWQTRRPGPRGALYQL
>MBL3567660.1 sulfotransferase family 2 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MYRYYLRTLLRDAVIERVPPALMRHVMPMTPSSTPYIPAVLETRLIFVHVPKAAGTSVKTEFYGGPKGGHRRIIEFAAHD
PERMQAFFKFSFTRNPWDRLLSAHAYLSDGRKTTGRDRRFARD
>MBL3567661.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB20
MSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLETQFSVS
SRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGWPHPNQ
RMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQNGRRVT
FVVSGLDSAEQRAEEGERIINWAFR
>MBL3567662.1 D-alanine--D-alanine ligase, partial [Rhodovulum sulfidophilum]AB20
MGNTEGRRTGPGKPISTRDGTFPHHEAAEVAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQ
DLPGQLISAAPDIVFNALHGRWGEDGCVQGLLEWLKIPYTHSGVLASALAME
>MBL3567663.1 UDP-N-acetylenolpyruvoylglucosamine reductase, partial [Rhodovulum sulfidophilum]AB20
LRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWSL
IDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MBL3567664.1 hypothetical protein JMM59_22070, partial [Rhodovulum sulfidophilum]AB20
GGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLRAAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPE
AELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRETDPPISDGDWLRLQAICGG
>MBL3567665.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB20
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDP
>MBL3567666.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB20
IFLAALLLTGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWIVL
VALIGWLAPSPGEIGRRIGEAVTRRRA
>MBL3567667.1 hypothetical protein JMM59_22085 [Rhodovulum sulfidophilum]AB20
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>MBL3567668.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB20
HWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAERRALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQF
LKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALRALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLP
GILLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALSRPLRLPGAPDR
>MBL3567669.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB20
MLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSRLEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MBL3567670.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALE
>MBL3567671.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
SRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSGGNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDL
AASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRPARGLSLEEIGLMMGGAHGMEVAHVAE
>MBL3567672.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVAL
>MBL3567673.1 penicillin-binding protein, partial [Rhodovulum sulfidophilum]AB20
FSYQASVFNRATQAARQPGSSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRN
LMTVRLAREVGMETVARYAEKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHD
SRICTDCGAVSIPEGQGPTIVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSN
IVAGCYMGFDRPRGLGR
>MBL3567674.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB20
MPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>MBL3567675.1 hypothetical protein JMM59_22125, partial [Rhodovulum sulfidophilum]AB20
YLPFAARRFEGETVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLARPVAQP
>MBL3567676.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB20
MTEATASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALSLGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILD
>MBL3567677.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB20
MYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWAADARAALGALSEGPQ
VLVGSSMGGWIALLLARVLPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRLELPSAYADSPYVITRRLIEDGR
RNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIESAILEIG
>MBL3567678.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB20
MFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQP
>MBL3567679.1 DNA repair protein RecN, partial [Rhodovulum sulfidophilum]AB20
ILDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGAEGRMGDALRWLEGAADRAEGRLDAPLAALSRA
LVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDDLSAFAADLRARLAALDAGAGDLAGLGRAAAEA
RAGYDDAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAEPGPDGRDAVAFTVATNPGAPAGPLNRIASGGE
LSRFLLALKVCLV
>MBL3567680.1 hypothetical protein JMM59_22150, partial [Rhodovulum sulfidophilum]AB20
VSLGFDRARFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVGIAALTGSGRILTDSGDAVLGLGDGTDFGGVLADGAAG
RLSLETDGTVRLTGDNSLTGGTSVNGGSLILAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQKAGS
FGNTGTIGGAVTVGGGTLTNGGTLSDDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLGCGGRW
>MBL3567681.1 glycerate kinase, partial [Rhodovulum sulfidophilum]AB20
IASGPTVGHRGDAARALAALTRWGVVPPPSVQSFLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEI
LGDALEGEARDLAAAHADLARARQAAMAPGDPPLLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTD
GVDGAAEVAGAVIGPSTLAEAGRLGSDPARALSTNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>MBL3567682.1 2-dehydropantoate 2-reductase, partial [Rhodovulum sulfidophilum]AB20
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMKARGLRLIEEESGTDETVPVRVAEDASELGEQDYVIVTLKAH
SVPPVVSKMQPLIGAGTTVVSGVNGLPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVR
>MBL3567683.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
ISWLPCDLRDPEAVGAMVTEAETRAGPLSLGLHAAGVLATGALLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAA
LVVVSSNGGGIPRLDMGAYCASKAGLTMLTRCFGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAHRVIAGDPGSYRA
GIPLGKLAAPEDIARAAMFLLSEEAGHVTMADLYVDGGATLRG
>MBL3567684.1 hypothetical protein JMM59_22170, partial [Rhodovulum sulfidophilum]AB20
ILLRGGATRPPLLCLTCDLAPGWEAGRRIEPVLITHEQGVMTAVALQPRKVAPPST
>MBL3567685.1 hypothetical protein JMM59_22175, partial [Rhodovulum sulfidophilum]AB20
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKP
>MBL3567686.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB20
MTGPTVSFTSPNGTTTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVVADELRSFIERFETLAEEKAQIGDQQKAVMAE
AKGRGYDTKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>MBL3567687.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB20
SFLLIGASGWNEARQSLLARALAARPRPVFCGNPDLVAPREAGLSLEPGYWAHRLADATGQAPVFCGKPFPSVFDLARLR
AGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>MBL3567688.1 AarF/ABC1/UbiB kinase family protein, partial [Rhodovulum sulfidophilum]AB20
TDPNFANYRYQPETGRVVLLDFGASREFPAAMTEAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMS
MEPLHRPGAFDFAENDVALRMRDAGMALGQDRDFWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MBL3567689.1 tRNA pseudouridine(55) synthase TruB, partial [Rhodovulum sulfidophilum]AB20
VTFDLIEKLARSPELDTYLRPLEEGLADLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGEL
HPSRVFVKG
>MBL3567690.1 hypothetical protein JMM59_22200, partial [Rhodovulum sulfidophilum]AB20
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFDRDDDLSGAR
LALHRAVYERMVAEFNNGCRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIEQ
>MBL3567691.1 hypothetical protein JMM59_22205, partial [Rhodovulum sulfidophilum]AB20
LARALEPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPAL
RAHPLFAVCQEAGPCPIPP
>MBL3567692.1 C4-dicarboxylate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTR
>MBL3567693.1 3-hydroxy-3-methylglutaryl-CoA reductase, partial [Rhodovulum sulfidophilum]AB20
HAYAARSGRYTSLSTWEIGAGGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRA
LATEGIQRGHMALHARNIAITAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MBL3567694.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MTAPDPLQISRGCIQAPAGCGKTHLIAESLKRSTVEKPILVLTHTNAAVAALRLRLDRGEVPRSNYRLATIDGWAMRMVG
MFPLRSAADPSILELSNPGTDYPAIKQAALGLLQARHIDNLLEANYSRLLVDEYQDCLSAQHRIVCELARVLPTCIFGDV
LQGIFDFGDIQVDWNAEVLRDFPLVSELSTPWRWNLAGAGSLGQWLLDLRPTLLRGGQIDLSTAP
>MBL3567695.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB20
ISIAQSEGDFHMTDDVTVSLACRAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREML
ALFADFSDSAAEAGVRGLRAVETRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQ
VRVASVQRGAIRSWPPRSGSGPIL
>MBL3567696.1 hypothetical protein JMM59_22230, partial [Rhodovulum sulfidophilum]AB20
MTGEGFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPD
>MBL3567697.1 hypothetical protein JMM59_22235, partial [Rhodovulum sulfidophilum]AB20
KVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWIVLVALIGWIAPSPGEIGRRIGEAVRGS
>MBL3567698.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB20
MFDGMRRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAADSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VSAPGAD
>MBL3567699.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB20
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPSEIGRRIGEAVGRRRA
>MBL3567700.1 heme exporter protein CcmB, partial [Rhodovulum sulfidophilum]AB20
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAEGYGWLAASLALGTPALSMIGSF
>MBL3567701.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
AGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVRGHLDRGGAALIATHIDLGFEAALLDISTF
RARPRRIDSFDEAFA
>MBL3567702.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB20
IFLKTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIP
TVTLGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLII
CLSIVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLI
>MBL3567703.1 hypothetical protein JMM59_22265 [Rhodovulum sulfidophilum]AB20
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDGQGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGELGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MBL3567704.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB20
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAA
>MBL3567705.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMRDFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPLD
>MBL3567706.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
SLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQSP
DLTQTELRRDPFGLACGAAHRLAGRNAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMIRA
GLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVAAAFLGQLETGAEAT
>MBL3567707.1 hypothetical protein JMM59_22285, partial [Rhodovulum sulfidophilum]AB20
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLVPEIAPIDPLLARAHSLRDSSASP
>MBL3567708.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMEL
>MBL3567709.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
LEGMGALLGGLMVPAKGFLPPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQ
NLAEVGIDVEFMVVEWNQMINLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFS
QIRNTFDPAEQDEVMRRTHEKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MBL3567710.1 hypothetical protein JMM59_22300 [Rhodovulum sulfidophilum]AB20
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANAHVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTIANPRVAAIAAYNAANAD
>MBL3567711.1 hypothetical protein JMM59_22305, partial [Rhodovulum sulfidophilum]AB20
ASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MBL3567712.1 hypothetical protein JMM59_22310, partial [Rhodovulum sulfidophilum]AB20
MTLAASRLRPVDATELPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHP
ELAQNDAAILWMDDWLVEQGCGYRG
>MBL3567713.1 hypothetical protein JMM59_22315, partial [Rhodovulum sulfidophilum]AB20
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAAIGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVRSEER
>MBL3567714.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
AGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLGWTWMVFRERWPSLLIIFGMLVA
VLIVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAMYLTFIEPSAMFSLTFSIQIAMF
ALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIMGVLQKFRRAP
>MBL3567715.1 ComEC/Rec2 family competence protein, partial [Rhodovulum sulfidophilum]AB20
EGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRLRVALHGAGGVTAPPPGARIAMMAHLSPPSAPAEPGGFDFRRHAW
FKEIGAVGYANSPAVTLSPPEGGATLLVHRMRMTLSDALRARIPGDQGAFAAAILTGDRSAMSRDTIQALRDSNLAHLLA
ISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGNVATERAFIMVAAV
>MBL3567716.1 [NiFe]-hydrogenase assembly chaperone HybE, partial [Rhodovulum sulfidophilum]AB20
PALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAASRPGARDAASWLAGRVAALEAEFREIWHGKMRD
VPLVNASLHVEAVGFSLYGGRPLGVLVAPWFMNLFLLPAEDEDWSDLTPGAKEVLDFPSGSYEFIHNVRPMVGGYKACSL
FSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELAAAEPACEAEEGAADEPPAVP
>MBL3567717.1 ribulose bisphosphate carboxylase small subunit, partial [Rhodovulum sulfidophilum]AB20
ISQFAKSNYWYMWKLPMFGETDVDAILAELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MBL3567718.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB20
MEDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLR
>MBL3567719.1 YdcF family protein [Rhodovulum sulfidophilum]AB20
MARGEPTVNEAGDRFITALALARRFPEAPVLFTGGSGRIHPAAIPEANVAASLLLRAGLDPSRLILEDASRNTAENARLA
AELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPGFRASPGLPENLGLLTLTLHEALGLAVYRASGLA
ADPLPEGCLAG
>MBL3567720.1 deoxyguanosinetriphosphate triphosphohydrolase, partial [Rhodovulum sulfidophilum]AB20
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYDNDHLHHRMIH
>MBL3567721.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB20
FMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRALWGAIFTVTSYLTTTGFASVEWID
ARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSVGGAGAFARRIRRQGAQIAFVFFML
FALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKMVLAATMVL
>MBL3567722.1 hypothetical protein JMM59_22360, partial [Rhodovulum sulfidophilum]AB20
SGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEARAAAEALRRLREDLTLLKRDAVKLTVYGRESGLPGDWEGIE
ARLLDIHRQMRRRLDRAELEILKAVLSGLLSEIRVLLVGTENLSGSDCEIGRHYQNSNPDLNESEPCQEMAKEAGVPCSE
TAAMTGTGSELEAGVDTRTDSGSEAGAYPISAPSVASIRAAGSKTPDLSATPGGTDAPPVLPL
>MBL3567723.1 alpha-2-macroglobulin family protein, partial [Rhodovulum sulfidophilum]AB20
REPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPR
GTWTLDLYADPEAPALASAKILVEDFLPERIDFELGLPEAPIDPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLP
DYPGFVFGRYDTEIAPAMALIVGAGRTDAAGRAQIGLTLPTLKAEGKPVEARITLRLSEG
>MBL3567724.1 fructose-1,6-bisphosphatase, partial [Rhodovulum sulfidophilum]AB20
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLL
>MBL3567725.1 hypothetical protein JMM59_22375, partial [Rhodovulum sulfidophilum]AB20
HLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGLTFTRHGVAVDATARVRLADSGSAHRVFAAGASMAGALLGQGYL
SGSALAIGGVFGRIAGAGAASLADHGVGQAGPATDKLRQASAVPALQPAPPQPAAPASEPGPWDEAARALNICNTCGFCT
GLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHYDCQYAPPHALAVNLPAALAEARA
>MBL3567726.1 DUF2177 family protein, partial [Rhodovulum sulfidophilum]AB20
MIAIILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGSPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACI
>MBL3567727.1 amidoligase family protein, partial [Rhodovulum sulfidophilum]AB20
GALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPIVRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAG
PDWTLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVAQALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMV
ERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRVLCKLELWDGSCGKDGKTR
>MBL3567728.1 cell envelope biogenesis protein TolA, partial [Rhodovulum sulfidophilum]AB20
DLAAAPKPSQEIAPPEAPSLPSSPRPAPAPEARPQRPAPPVPQAASEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPE
APVTDTAPPRPSTRIAPEPSAPPPEDAVLAEQPSQATRPDPAAERPVPEADQAAPEEAATQTVTEAEEQPETGLAMAASP
RPRTRPNRPAAPPPEETAAAPEAPEAPAEPVSEEDDLADAVADAVADAMSEPAAAP
>MBL3567729.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
MEINPTGARRENDRFEEKRLRSDASNLAASLAEIQRLSSTPKRPTGAIADISADLAMLIPQVRKVKVLDDASNKEYAFEV
EIKDGTAFSSRVISDGTIRLLALLTVINDPNRHGILCFEEPENGVHEGRIPDLISLLREATDEQKQDGDYFQVLMNTHSP
AVMRSLFAEEVLFADMIRSIPEGSR
>MBL3567730.1 hypothetical protein JMM59_22405, partial [Rhodovulum sulfidophilum]AB20
LLALALATAGWRLTRDRPETPPAIATGDDLAMVPEVEPDAETPPAPDPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPD
FEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARRSRALAQARRSGSAPGDLALGLLPEAARHPFFADS
LLRLGPGADLATALTGAGLGSEAASAATGALPTLTDPPRLAALRLRPGGTRSGTR
>MBL3567731.1 tryptophanase, partial [Rhodovulum sulfidophilum]AB20
VQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSYAGSATYTRLETRLREIFGMEF
ILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSDEPFKGDMDVAALERLVAEHGA
ERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYF
>MBL3567732.1 hypothetical protein JMM59_22415, partial [Rhodovulum sulfidophilum]AB20
MRGGLEVLAFGGLALVLHLALWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPLALPAPEAPPPPEAPP
ELAPPELLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQARADTPRPVERPDPKPEPTPAPKPAPASQQPV
RAAASQSSDMQQAED
>MBL3567733.1 hypothetical protein JMM59_22420, partial [Rhodovulum sulfidophilum]AB20
MPGTRDTLDRLRALHVGTPRNVAAPKPAASGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHALEGTRVRIGERW
VENFSG
>MBL3567734.1 acyl carrier protein, partial [Rhodovulum sulfidophilum]AB20
EARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGA
PGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>MBL3567735.1 serine hydroxymethyltransferase, partial [Rhodovulum sulfidophilum]AB20
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGS
>MBL3567736.1 Fe2+-enterobactin ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAEARARGVEKL
>MBL3567737.1 hypothetical protein JMM59_22440, partial [Rhodovulum sulfidophilum]AB20
FFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDADPAAAEEVAAAARTLVPFLARACTPG
AWDRPLSDLLADGPAGPAPCHSPRTARPIASRQEKT
>MBL3567738.1 hypothetical protein JMM59_22445 [Rhodovulum sulfidophilum]AB20
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSEGCRLLLRPFTERMVLDALTEAAPA
>MBL3567739.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB20
AWAEAERGLSPADLAMHVVLPAVDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRR
PALVLSTYPGRPWQMAHAVGLDALASAEAVLEDLADAGLPGAPAEEPTGDLAETLGRETLSWPLAEYEAALAALPAPLRD
ALSDVWGAPEADPACRDGAFHFAATRR
>MBL3567740.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB20
MLYPSTFAADPFALMRQMGRDLDRALGPRPGAGAAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKENVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAA
>MBL3567741.1 penicillin-binding protein 1C, partial [Rhodovulum sulfidophilum]AB20
HRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGDILAEIGSPDYTDTARDGFVDMARAPRSPGSTLKPLIYGL
AFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPAVALTEALGPARLLARLKRAGASPALPDGPP
GLAIALGGLGLTLEDLARLYAALGEGGRPVPLHWRIGAAPVAEG
>MBL3567742.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB20
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETDMPMKGHM
AH
>MBL3567743.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB20
MTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGNNLDKQAAEL
RQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSASYNQQLSTRR
ASAVASVLTGAGVNSGRVRAYGRGEEQPIASNLSPEGRAQNR
>MBL3567744.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQRVMIAMALANGPDLLIADEPT
TALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVEIGPTAEIFRTPQHPYTRKLLAAATVGG
PDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGAD
>MBL3567745.1 phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB20
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKSIEAPGTPALAVGAVIDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGPT
>MBL3567746.1 hypothetical protein JMM59_22485, partial [Rhodovulum sulfidophilum]AB20
SDKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MBL3567747.1 hypothetical protein JMM59_22490, partial [Rhodovulum sulfidophilum]AB20
RIVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFATEGLSPAPDACPVLPAIPAAPLD
IGLALG
>MBL3567748.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB20
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWLVVRGLALGAQPPV
>MBL3567749.1 hypothetical protein JMM59_22500, partial [Rhodovulum sulfidophilum]AB20
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGE
>MBL3567750.1 NADH-quinone oxidoreductase subunit NuoI, partial [Rhodovulum sulfidophilum]AB20
SKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAITIDAEPRED
GSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELDAPYR
>MBL3567751.1 carboxymuconolactone decarboxylase family protein, partial [Rhodovulum sulfidophilum]AB20
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPK
>MBL3567752.1 hypothetical protein JMM59_22515, partial [Rhodovulum sulfidophilum]AB20
MERFFRYAFKIWGILVLVLALAACDPLANPYSADAYKQATSLKARSLQLIQNGTQPYSSHASTSDALLLSISESYEFARG
RGRKNADEAAKQWAIIRDPNGGSVADFIRQWEEQGIMSRYFVDEFGKLISKQFDEII
>MBL3567753.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB20
MPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRDRLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLL
SLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMNVCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFG
MDLEAAFAQPRIDVSGTDRIVADD
>MBL3567754.1 molecular chaperone DnaJ, partial [Rhodovulum sulfidophilum]AB20
GFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTRIRLAGEGEAGLRGGPAGDLYIFIEVGGHP
LFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMRLRSKGMPALRGNAQGDMFIELAVETPVNL
TTRQKELLREFEELSEENNPEGSSFFTKVKSFWED
>MBL3567755.1 proline dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
AGLVIDALYALAERHDRRLMVRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHNA
HTVAAILDMAPGDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDETV
PPEAVANDPLSELETLLDAEAPAGLRPGPALF
>MBL3567756.1 protein dehydratase, partial [Rhodovulum sulfidophilum]AB20
DMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MBL3567757.1 hypothetical protein JMM59_22540, partial [Rhodovulum sulfidophilum]AB20
MGETLTEDAKPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFTDVVAQVRATP
>MBL3567758.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB20
SVAATARETVQEPTQEPSLFSGFDPANAGFAADERAETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARL
RAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGSLINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQ
ERIEIPAFLRRQAN
>MBL3567759.1 beta-glucosidase, partial [Rhodovulum sulfidophilum]AB20
DAGQVGAIFGTKSLASAQALQERALAGSRLKIPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLH
QVYAPMIDIARDARWGRMAESPGEDPHLAGAIAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDL
LEIYLPPFADGVAAGAASVMAAFNAVNK
>MBL3567760.1 TRAP transporter small permease subunit, partial [Rhodovulum sulfidophilum]AB20
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVIAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKA
>MBL3567761.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLEPTDRTRFIHEFSGGQRQRIAIARALIARPDLIVLDEAVSA
LDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVEEGATEKVLHDPAHAYTKALLAAAPKLKEP
D
>MBL3567762.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
ASDRSDFRVIALTHRDLPRDVAESRFRRDLFHRISTIQFRLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREA
LMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIRDPAAPPAPAEPDERTRILEAMAASDGNMSATARRLGIARST
LYTKIAAYGLARPGN
>MBL3567763.1 hypothetical protein JMM59_22570, partial [Rhodovulum sulfidophilum]AB20
MGSARISGVVDHRGEVFGHQGLYVSDGSVFPRPIGLNPSKTIAALAERTAAGILAR
>MBL3567764.1 hypothetical protein JMM59_22575, partial [Rhodovulum sulfidophilum]AB20
LLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MBL3567765.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
SLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAVQGGEPAVGASEIRDLIDNAPALARRVVA
LHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQAEALAETLSGSAAGLTPGLVPGDPLPGLA
AHRKTRHGIVLRRNEADGGDLRHFDP
>MBL3567766.1 hypothetical protein JMM59_22585, partial [Rhodovulum sulfidophilum]AB20
MPEPHPDKRRRRTTNITQAIRDETGRRLACPQGKAPETTACGPRCPARGQNSAASLAAVRPGILTKPCLPGSVPDQQQEY
RQFESGMETSRDSSPSAGTDMTGGQLEAFARSDLAAAVLMERIVRGAYDTRK
>MBL3567767.1 spheroidene monooxygenase, partial [Rhodovulum sulfidophilum]AB20
SDEGFNPRPNVDVNAILCVWPDTATAKAGLKGSITHRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVL
TRATVKLPVALQFWKHVPQIQKEVAADPTCVFHMGLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFK
EDLYARFKILEEEGTWEGGSPMAKL
>MBL3567768.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB20
RAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRHEDEATGARLRLSEAESQLASLGDLDAARAQLEDVR
TTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRLDTAGTRVAELEDRKAASEEELERAAALPEEIAEQR
EALAGQIETAGTRRAAAAETLAAAE
>MBL3567769.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB20
ATSAVFARIAIPEMLKIGYDKRFAAGVVAAGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAM
ALALPRFGPAVRGFGWGERLRALPKALPILFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDA
LLETAKLSAMIFTIIWGVLIYVRLD
>MBL3567770.1 hypothetical protein JMM59_22605, partial [Rhodovulum sulfidophilum]AB20
SKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSDDPYHWGQVGSDYHGRVRLRVHNGGEDQAAEARYV
AAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVKYSTNPALCLRDYMLTPQLRGGPGWRP
GDLDEDTILALANLAEEQVPLADG
>MBL3567771.1 ComEC/Rec2 family competence protein, partial [Rhodovulum sulfidophilum]AB20
AVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWAQGVLAVVISSAVAGA
ATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAVLGLEPMRWGIAWILWVAERVAGLDGAVWPVP
APGPAVLPLIALGALWVMLWTGD
>MBL3567772.1 UDP-glucose 4-epimerase, partial [Rhodovulum sulfidophilum]AB20
FNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALKIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRLLAGKGSRV
FNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPSRSDLPTMIEDAWKWFRSGGYKS
>MBL3567773.1 type VI secretion system contractile sheath large subunit, partial [Rhodovulum sulfidophilum]AB20
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHEIG
>MBL3567774.1 type VI secretion system contractile sheath small subunit, partial [Rhodovulum sulfidophilum]AB20
GAGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAALADSAARDDDA
SSDDA
>MBL3567775.1 hypothetical protein JMM59_22630, partial [Rhodovulum sulfidophilum]AB20
KDPWVDSWTPGRPFDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRAGCLEAASVQRHFADPAAAWDAALGL
NDGGVSYLIGRLAEVCTPDSKTGQISAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVL
AALMVDQDLVQDRISRVPSSIR
>MBL3567776.1 zinc ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
LGEVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVRNASAYKDELRATLEPLKA
EIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVVFCESTVNTAPAEQVARET
GASYGGVLYVDSLSEPGGPVP
>MBL3567777.1 amidophosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB20
SLHALFRSGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRI
ASPPTAWPCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSD
MIQKGFQTKAAE
>MBL3567778.1 hypothetical protein JMM59_22645 [Rhodovulum sulfidophilum]AB20
MGAVFIAKLHEIGGTDPEGDRFGSRDLSLANTHAEDAVMRACRHITA
>MBL3567779.1 hypothetical protein JMM59_22650 [Rhodovulum sulfidophilum]AB20
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MBL3567780.1 hypothetical protein JMM59_22655, partial [Rhodovulum sulfidophilum]AB20
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGR
>MBL3567781.1 translation initiation factor IF-2, partial [Rhodovulum sulfidophilum]AB20
LDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSVIYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVG
KVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKDEVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MBL3567782.1 hypothetical protein JMM59_22665, partial [Rhodovulum sulfidophilum]AB20
MRVLLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSILRP
>MBL3567783.1 lysozyme, partial [Rhodovulum sulfidophilum]AB20
FGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADPLEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLR
GACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPADVPFRWEGA
>MBL3567784.1 integrase, partial [Rhodovulum sulfidophilum]AB20
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDEFWRDLPVSSVTGAMCRRYAATRQRRFRDGRTAP
>MBL3567785.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB20
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGCERPRNVVARFPSVDAAVACYESPEYQAALDHA
RGASERELMVVEISE
>MBL3567786.1 hypothetical protein JMM59_22685, partial [Rhodovulum sulfidophilum]AB20
LVRAAVVELGGRGGGGRPDMAQGGAKDAANAEAAIRAAEAVLEA
>MBL3567787.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
AHGTGKVPETEIEKAVEQAMDLTPRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLM
LCEMAGQPVALDLVSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGL
PD
>MBL3567788.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB20
PPVLPLALVLKACPDILDYAPAPPRHWHELVALAGFVRGMMGISADAWAKAERAMGAETAAITVAAILQRVSEIQSPGGY
LRALSRKAAQGGFSPGPMVMALLRPMAA
>MBL3567789.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB20
SAFLVTPNFYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGIDRSGIVAIQRRLEARDRDVGGVDGLPGYKTR
REIGRWQEASGRAATCFPAPGMAAAMAR
>MBL3567790.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB20
KFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGDVALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPV
THYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYYTARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDG
GDDIQRLQVRALCR
>MBL3567791.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
QLVTSARLDPERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTILPRKAVTVCPGTRLA
EIAGPDAMRVNALHSQAVARLGDDLAVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRS
HGQLSAVDTMLEKT
>MBL3567792.1 hypothetical protein JMM59_22715, partial [Rhodovulum sulfidophilum]AB20
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAAD
>MBL3567793.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB20
VAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVLPVLAALF
YAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAPAVVIAPL
DYTALLWATGFG
>MBL3567794.1 aminotransferase, partial [Rhodovulum sulfidophilum]AB20
IARPAAERFVGSSFQFRLPGWPPERIADFLGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLR
LPLTFSPADCHEIAAILVEEIAADRA
>MBL3567795.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB20
GGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWIRAKYDEASKYVDIDQLGV
APQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MBL3567796.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB20
EASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALGQEIAEGTKAGLVL
DLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLPPDCLEQVGFDPEE
RLFPHHARR
>MBL3567797.1 phosphatidylglycerophosphatase A, partial [Rhodovulum sulfidophilum]AB20
LLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSHIFLM
>MBL3567798.1 nicotinamide-nucleotide amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MASGALAHSV
>MBL3567799.1 hypothetical protein JMM59_22755, partial [Rhodovulum sulfidophilum]AB20
SFVPAGVNQLTEAQAKDALSDIYGAVTGQILAAAIDARVRATGAPVNEAVWHPHDAARVGDGATGVIWDHAMNGNSGQYI
ETPELSPGEYEYRLHLIDVQTNNSNRSISL
>MBL3567800.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB20
MRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSSLFDGAARTDALAGLKALGYRPR
MLDMRPAGKTAQSLGDPRFAAMAARLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAGLALPPVLLPQEFLAREIAAD
>MBL3567801.1 DUF1674 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDW
>MBL3567802.1 16S rRNA methyltransferase, partial [Rhodovulum sulfidophilum]AB20
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILKI
>MBL3567803.1 hypothetical protein JMM59_22775, partial [Rhodovulum sulfidophilum]AB20
LAERLDLARTRALMLRAREMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDL
SVLAGRVQADLAGAIGHSAHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPRGSILSERARHCLGDLR
>MBL3567804.1 response regulator, partial [Rhodovulum sulfidophilum]AB20
ISLVAAPAPAKAPPRPDGALSSKSCLLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPD
GNGVDFARSLRQGGTLGERPVFLLSANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQR
RMAEA
>MBL3567805.1 zinc-dependent alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
RLDLQEALDFAGHGKVKSIINPVKLEDVNSVFEKMHKGQIDGRAVIEIAD
>MBL3567806.1 transposase, partial [Rhodovulum sulfidophilum]AB20
SRKGDCLDNAPMESFFGSLKNERVHRTKFRSRRDAKAVLFEDIAIFYNRKRRHSSIGDRTPEQARIDMAAAMAA
>MBL3567807.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
PDLEAPAARLAGAAATASAAWAETPGHATLTRHRPLGVIGVLCPEVAPVLAMASILGPVLAAGNGALLCPGAGANAEAEA
LIAALEAAGMPKGLVGIVSGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSEDGASETWTGPGGASD
LFRI
>MBL3567808.1 lysozyme, partial [Rhodovulum sulfidophilum]AB20
VGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDLLIADPLEDRIPDRSYVAILDWAYNVGLGAAARSTLIRK
LNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAEVPFRWDGA
>MBL3567809.1 TAXI family TRAP transporter solute-binding subunit, partial [Rhodovulum sulfidophilum]AB20
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGD
>MBL3567810.1 hypothetical protein JMM59_22810, partial [Rhodovulum sulfidophilum]AB20
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQTTSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDESGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDKGF
>MBL3567811.1 BMP family ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVE
>MBL3567812.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
GEVACFDPGANIHRDGILRTTTVPAPLSVAQRTDAVLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQ
NGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLIGEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAASD
R
>MBL3567813.1 hypothetical protein JMM59_22825 [Rhodovulum sulfidophilum]AB20
MPLIAYALYIIGVIFPLLTLAGLILAYLRRGEAPEWHKGHYTYLIRTFWIGLLISFVGLILTFVGIGVLVLIACGVWYLV
RTIKGLLRFNSRRPIDNPTTWLI
>MBL3567814.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
GDSYTPAECRAMFAGRLAEFEAGLDRLIADPVEALIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRW
RFAGGKGIRGLLIRRNKARQLCHEGLDGVPADVPFRWGGA
>MBL3567815.1 signal transduction protein, partial [Rhodovulum sulfidophilum]AB20
SGVFLLCLLGLPLMALLAIPPERLFAVGAAPGAFYEVIPHGLMAGGAGLAFGGAALVLAIRLWRFWRQTAGPAAQPGIRP
LARGLGAALRLTNLGEARGCDGPRGPTGRARRIFHHLLAGGFVLTGLATLAGAVLHAGGEIAPYPLASAPVALGTLGG
>MBL3567816.1 NAD-dependent protein deacylase, partial [Rhodovulum sulfidophilum]AB20
IVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMDEIWEALRA
ADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MBL3567817.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
HAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTLDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVF
PALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPIIVSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEE
>MBL3567818.1 hypothetical protein JMM59_22850, partial [Rhodovulum sulfidophilum]AB20
MAGIDKRAVLESLDIGNGVAERERAVLKDFFLESSAWRKLRTGNADLVFGPKGSGKSTLFFNVIEHEYDLLEEGILIVSS
ENTAGESVFSAARQNPPENEEEYIAIWKLYILALIVDRCSKD
>MBL3567819.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB20
MPKPRDLNDLRRERRAAAAQMQERADALAALEGAETPDAEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPGTGPLPTGANPGTGSPATPRNPAHRGVEVGFMLHALAA
>MBL3567820.1 hypothetical protein JMM59_22860 [Rhodovulum sulfidophilum]AB20
MPSAPAVDDLDLKIRAIIAAASTKGAGMRLAALGATMHSKQGIRIGALPEQTWRAYLAARPHLYDLGPRGPDSMVRFKPE
GFPAAA
>MBL3567821.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB20
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MBL3567822.1 orotidine 5'-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB20
RVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>MBL3567823.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
WDFAGGAREGRESPAACVLRETREELGLALEPARLIWRQTYPNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGD
YLAHPKGIGQLQARLAEYLAARPGG
>MBL3567824.1 hypothetical protein JMM59_22880, partial [Rhodovulum sulfidophilum]AB20
ILPDTDSALEVLLLVPRDGFLDGAGGFETARADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAW
DTYVTRWDALAGKGENGMLDAFLEAFSEAYARAQGEMPD
>MBL3567825.1 LysE family translocator, partial [Rhodovulum sulfidophilum]AB20
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFAALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPK
>MBL3567826.1 Rrf2 family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYMLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFG
>MBL3567827.1 sugar kinase, partial [Rhodovulum sulfidophilum]AB20
SWHDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAEAEIAPVPVAQ
VVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPDLFADNPFADGAEP
>MBL3567828.1 hypothetical protein JMM59_22900, partial [Rhodovulum sulfidophilum]AB20
PPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGL
PEGAALSAGTATADGSWSLGPDQLDGLTLSPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPR
>MBL3567829.1 DUF1624 domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ASLHLAHGQGLRPRAFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILHAIAAASLLGLLLVRLPPLVPAVLALGMLLMP
RPAPLPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRAGLWQRLSGPPGRLSGLLAWPGR
>MBL3567830.1 hypothetical protein JMM59_22910, partial [Rhodovulum sulfidophilum]AB20
LAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQLGRF
VARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLH
>MBL3567831.1 transposase [Rhodovulum sulfidophilum]AB20
MTKLRQVKVLHGHGLSMVDAVRQIGISRHMFYRWRKQSGEMNRAQLSRRKDLEKEKERRRRAVSDLTLENLVLTEAARGN
F
>MBL3567832.1 rhomboid family intramembrane serine protease, partial [Rhodovulum sulfidophilum]AB20
SLIGAFTFLMWVRLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MBL3567833.1 lipid II flippase MurJ, partial [Rhodovulum sulfidophilum]AB20
TGRIALASALMGAILWLAARGAQPWLAAEGLRYPALAGLVALGIVSYFGLGHLLGAFRLSEFRRAMRRQR
>MBL3567834.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB20
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTR
>MBL3567835.1 SPOR domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
MATVPVVPPAAKAAETAPGLRASLRPQTRPAALARLARGALVPDG
>MBL3567836.1 hypothetical protein JMM59_22945, partial [Rhodovulum sulfidophilum]AB20
GTDPNARHGSRGETALGRALSVEHRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGAR
IEAETGAYRWTPLHRAVLEGSPPVLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCL
>MBL3567837.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB20
EQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALFLPLDDLLAVVREFLNPDVSRSGLDRCLRRHGLGNLRA
LKPKDPRPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARR
>MBL3567838.1 integrase, partial [Rhodovulum sulfidophilum]AB20
MDDYRTSDRWLGLKPRTRQDYDKVMAYLREKIGTRDVKALTRADVIAAQKANAHRTRFANYIPQMLVILCEHAIDLGWLA
NNPAKGVRALKTPEKRRKEHLPWPDWAVEKFRSEAEELPRLID
>MBL3567839.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB20
IYRDSPPPGALSVAAELSADPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEE
SHVAASRARYQGKYAIADEILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLR
>MBL3567840.1 hypothetical protein JMM59_22965, partial [Rhodovulum sulfidophilum]AB20
RLNFNTAEGEVEIDPATGIPKKLKGKFTFAEPSESGREKGLLPISDALMACSKFLLDERKSIWILVDRLDVIFANDKKAE
ALALRALFRVYGEMHAMPAIKLKIFLRDDIWRDITRESGFREASHLIKKVSISWEKIPLANLLI
>MBL3567841.1 sulfite dehydrogenase, partial [Rhodovulum sulfidophilum]AB20
VSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHNNGIQTWWIKTS
GEAENVEVS
>MBL3567842.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB20
MSKFRNLSAAALLLTLAAPALAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDR
>MBL3567843.1 glutamine synthetase, partial [Rhodovulum sulfidophilum]AB20
PHANSYTRLVPGNHAPTGICWAHENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITG
NAYELDLPQIPTCWQSAIDSFEQSPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYL
>MBL3567844.1 hypothetical protein JMM59_22985, partial [Rhodovulum sulfidophilum]AB20
LELMRRAGWERRLSAAVRDWEDRPFAWGSADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFQSIEALVDAH
LARLPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3567845.1 UbiA family prenyltransferase, partial [Rhodovulum sulfidophilum]AB20
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWG
>MBL3567846.1 hypothetical protein JMM59_22995, partial [Rhodovulum sulfidophilum]AB20
DAPNTGPAPSALDFSSAASRDFASLSPELKQVFFIGDGLNSSGDFQSFIVPDGATRLYLGTLDGNGWYNNSGAFEVNLAS
GLPDPAPVPLGASFPLLIFGLASLRIFKRPCPQKAI
>MBL3567847.1 sulfotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
VLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTPELCLAGSDYLLQIETYL
ACFPHERFLFLTFEAFRDDPCATLRRITGFLGLDPLPEAAFGGGAEARNVSRAHFDQLEAR
>MBL3567848.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB20
SVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWSGIFGESRVALRSLGALLH
AASLPFIWILARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSAL
>MBL3567849.1 Fe2+-enterobactin ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
SADVVRASYEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGIARQFGGA
>MBL3567850.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB20
YNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPADVPFRWEGA
>MBL3567851.1 hypothetical protein JMM59_23020, partial [Rhodovulum sulfidophilum]AB20
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRV
>MBL3567852.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB20
GVERVGHLAPAALVGGDAAAREPWRNLLVRLDAAGLADSADRLLTEYPLAALRAAARAGLNAPASSSAGRLFDAVAAALG
LCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLDPAPAFREMMGDIEA
>MBL3567853.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
NIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQYGPERLGQLMGCLPQ
EVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTLLIEGSGLLSGE
>MBL3567854.1 ATP-dependent helicase HrpB, partial [Rhodovulum sulfidophilum]AB20
AFLTPPNPGAFAEARALLAGLGALDAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALR
LRCLSDPKAPTPVPPDRGALARIRAEAKRLSGRAPGAPRPMSPGEMAALAYPDRVGLRRD
>MBL3567855.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB20
MHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQLMEVMRFQITSRREFERLRA
CDPATLTDLERAARFLYLQRLAFGGQLRGAFGISPNSGPLFSLARVGPLLDAAHTRL
>MBL3567856.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB20
MGDTPQPIYFRPRDAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKA
>MBL3567857.1 SIS domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
GDALQHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPVDVDVASEFRYREPPIPEGTLAIF
VSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTKD
>MBL3567858.1 integrase, partial [Rhodovulum sulfidophilum]AB20
MSKRYLWRHPSGRIYVRLRGRLCRIMAPEGTAEFDREYWEILTGKRMQAKTSWNALMDED
>MBL3567859.1 hypothetical protein JMM59_23060, partial [Rhodovulum sulfidophilum]AB20
MRQDLRRLGTLDCQLALERIREEQSHQRLALERGEAVAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYQDGP
GCDLPPAGDFAAHLGARHSDPARPEHEAAARAWWQDRIAALP
>MBL3567860.1 M23 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB20
VPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADGTVAAITRDTDQVPILVVRHADNMLSV
YANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MBL3567861.1 HNH endonuclease [Rhodovulum sulfidophilum]AB20
MQRDSWLCQPCLRKGRVTPATECDHVVPKAQGGTDDEGNLQAICADCHKAKTEREAAEGQGRRLRPSFGEDGWPIGPE
>MBL3567862.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB20
PDRRNSRGWDLAHGPHLAQIETARAPSRSAHFNAAPRLAGPVRAETATPRHSPSAPTDLVGWVQEASARDVATALAHARP
WNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELREAVDFLRYY
>MBL3567863.1 hypothetical protein JMM59_23080, partial [Rhodovulum sulfidophilum]AB20
RSYIFFFFKEEEGIRDKLSEWREEGGEEERKREEEEREEGGRGEKGKEGKKKRIGIGGEDKVVDIGKVMDMGMKEKRRER
REEERRSLGKGWGSLGRVGRERKERKKKEGGKKRKEKKEEGEREEEGKEEEEEG
>MBL3567864.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB20
NHPETLHLNSNIWDADPLSVTGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVT
WGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFC
>MBL3567865.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
LEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQGAEAVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLL
CTHDPDQAADLGHEALLIERGGILAAGPAAEVMTAARMTRLYDIPVRRDALPG
>MBL3567866.1 hypothetical protein JMM59_23095, partial [Rhodovulum sulfidophilum]AB20
MAEILTRSFGGFHAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGIWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPGCGELVTEGD
>MBL3567867.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB20
LLEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLAQATGRETEAEALLTGFAETLDATRAALTLPEG
RANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADE
>MBL3567868.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB20
FSSSDVDYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYYSDDDNLSATFVDSYTVANTRIAYDLQDNLQLYGY
VNNLFDEDAVTYIRGSRSVSGDEATLVEPREIGIGVKMTF
>MBL3567869.1 hypothetical protein JMM59_23110, partial [Rhodovulum sulfidophilum]AB20
NSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGDTGKGAGTLRLSGTTTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNN
GSITAEDGALTVAADTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRT
>MBL3567870.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB20
ILQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYDGTPVLQRLSLRIDQ
DDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHR
>MBL3567871.1 integrase, partial [Rhodovulum sulfidophilum]AB20
RRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKPMGKAETKKRQRPARLPSRYLAHLRRQAANG
RRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRKYI
>MBL3567872.1 hypothetical protein JMM59_23125, partial [Rhodovulum sulfidophilum]AB20
ALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRGWLGPPPRTLVLALPAGSDFILALLGGMLAGLTLVP
VPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVE
>MBL3567873.1 hypothetical protein JMM59_23130, partial [Rhodovulum sulfidophilum]AB20
LVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRLGCADLAMPRTSRPLSDQAGGVAPAADAVSTADTVLT
FDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFL
>MBL3567874.1 hypothetical protein JMM59_23135, partial [Rhodovulum sulfidophilum]AB20
ISTPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVL
LVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEGGLRPPDRV
>MBL3567875.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB20
GLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADLAGRDVDALSGGQRQRVWIALVLAQETP
ILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHAD
>MBL3567876.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB20
SDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFALPAAPGLVRVLPDALALRRSFYLIRHGDDRKHP
RLTRFAGLLLGGLREELLRLEGLA
>MBL3567877.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB20
IFETGREALARLDARLRATLGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQAGALEIEFRDG
RLSTAGRPPRRSRKTDEPPEQGTLL
>MBL3567878.1 hypothetical protein JMM59_23155 [Rhodovulum sulfidophilum]AB20
MRETKKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHTAVTWAMHKGVPLAD
AAGFFGTTVATLESVYLHHHPSFQEATAKALDGWK
>MBL3567879.1 deoxyribodipyrimidine photolyase, partial [Rhodovulum sulfidophilum]AB20
SGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADYDPRLHGAQFRAAAARRVDPLRWGRAAD
PKGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAQIG
>MBL3567880.1 HupE/UreJ family protein, partial [Rhodovulum sulfidophilum]AB20
IPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGIAVAR
GVADLRAARMLRGAAGGTLLASGAWLLAG
>MBL3567881.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB20
LAAQTPAAQAPVPPESRPAAAAPEPQDAAPTPTASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLTLMELTE
RTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRD
>MBL3567882.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB20
RDLAEARPEAFTPNLAMSLNNLASFLSNLGQREAALEAAKEAVALYRDLAEARPEAFTPNLAMSLNNLASFLSNLGQREA
ALEAAKEA
>MBL3567883.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB20
PQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEF
D
>MBL3567884.1 transposase, partial [Rhodovulum sulfidophilum]AB20
HRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALRARTPIDALKDWQCQRPELFRK
>MCE8467480.1 hypothetical protein LZ189_00005, partial [Rhodovulum sulfidophilum]AB21
GGEGQLLKEAIMPILHLPLKGVYFDQIKSGEKIEEYRLATPFWAKRLEGRSYDRIELAKGYSPKGDTGRRITRPWRGFRK
TTITHPHFGPDPVEVYAIRVN
>MCE8467481.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB21
MNSKELEKLLRSKGCTFETHKGGSGHKTVRLGDRKSQIPMHGGRKELGTGLVNKILKDLGLT
>MCE8467482.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB21
MLAYPIDLTPDDNGTFLVTCPDLPEVTSFGDTEAEALRVAKGAISEALASRLSGFEDIPRPSQGLRRAAVPLQLQIKVLL
FWALSDAGKSRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGQAPGFALEAAA
>MCE8467483.1 hypothetical protein LZ189_00020 [Rhodovulum sulfidophilum]AB21
MKYRISLLVMAVVCGGSEGSATEMAWLEVDTLESRLAGSDHTEVPVSELLPEGRILCAVGSYASDLPEGYDTAKEDLENA
GLLPVAEGNGLLFSVDEERHLHSAFALSVWPDTVILDVAEPLCIPAASAQIDLRKDTRSLIIKLERRE
>MCE8467484.1 hypothetical protein LZ189_00025 [Rhodovulum sulfidophilum]AB21
MNPLAITRLAANLMVTAFGVGLLGVYAVTQAVTAELVVWLGGLAVLGGVAQFLVSVFFPRSIRPTWDEMAVASHRGAYQF
GYWCAVLSFWVFFFSAQYTTANLDGAFLTLGVLLICAPSAWMAVAALRK
>MCE8467485.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MELANMVEVSRKTINTVENGVFVPSTTLALRLARCLGVSVEDLFTLSD
>MCE8467486.1 MFS transporter [Rhodovulum sulfidophilum]AB21
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
AIGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGPDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAILLLVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERLEDRWLE
FGESGLVLAAASLLGACVNSLLLRRGSPPRGLVGYGVLLLAIGALVLSLLASDPAFVIGMAVVALAYAMAIPNILAEALQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLRRK
>MCE8467487.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB21
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDETRVAAPFAGTAIVAMTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>MCE8467488.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB21
MAYSSGKLTKNLVRTLGPGRHGDGNGLYLVVDLSGARRWIVRVTVKGQRNRQGQPNRTDFGLGGADIITLTVARERALEY
RRLAKQGLNPKYHCDKEVPCFEEVARQVHIERLPTWKNPKHGQQWINTLADYAFPKIGRLPVSEIDQPEVLQVLSPIWTV
KHETARRVAQGMKAVLDVARSRGFREGENPVTVVMDARVLPRVKAKVKHHNAMPWRDVPAFYAQLSEQNGMAAKALTFTC
LTGCRTSEVLKAVWDEFDLTELIWTIPEDRTKTGVEHRVPLTDEMLGIIEPLRALRSKCVFEGQRRRQPLSNMSMLMLLR
RMEIEHVTVHGFRSALRDWAAEVGNYPREVAELSLGHKVGSEVERAYARSDLLEKRRALMSAWSKYVAGKACRCWSAPIW
WSGFNLSA
>MCE8467489.1 hypothetical protein LZ189_00060, partial [Rhodovulum sulfidophilum]AB21
FDPDLPHPRAWRGGGGRSLWRKIHIGVYEQTLESRAIKVTGSNVGDAPTLPELLNRVRADVEIGGDTADGGDDTHKCHQA
IADRGIRAFGHSFEPEALLPSRPPRRTAKPWKPATAGAIALTEALSVSEYLGRAIWRRWGGYRQRSRPETKMQCVNFPGQ
SPMARDFDRQILDLQARTAELTDYTALGTPRHRARGTTASG
>MCE8467490.1 hypothetical protein LZ189_00065, partial [Rhodovulum sulfidophilum]AB21
ISDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREVPKPEPKGKKQARLEAAERPAEDYGSLYDRIPRQ
>MCE8467491.1 terminase large subunit [Rhodovulum sulfidophilum]AB21
MTAASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGAR
KVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPKSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLDALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>MCE8467492.1 phage portal protein [Rhodovulum sulfidophilum]AB21
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRQSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVVPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>MCE8467493.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB21
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDELAAMLDRETWIGGQAALDQGFADSFLPADQLETATGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MCE8467494.1 phage major capsid protein [Rhodovulum sulfidophilum]AB21
MKIMMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGGVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLSEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAAAPVSSYGWSQ
ADAPVRKIIHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRL
RLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDR
QEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGGFTFP
>MCE8467495.1 hypothetical protein LZ189_00090 [Rhodovulum sulfidophilum]AB21
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRARNVATETPAEPPAPKRKGKPAPAPDPDPAPDPDPAP
>MCE8467496.1 head-tail connector protein [Rhodovulum sulfidophilum]AB21
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGTSA
EVPLGVRDLLAPYRDLG
>MCE8467497.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB21
MAAPRAGELTRVIRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>MCE8467498.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB21
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELEESIAVSTKLSPRQRKAHRKLVRGD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPLLDRLRDEMKAEIDKSVRRAEARAARAAARG
>MCE8467499.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTESMERLLRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGAL
ARATIACLNGLSESVIRGLWLDSQRRDRAADPDDKTWLYRVSMDFSATWRER
>MCE8467500.1 hypothetical protein LZ189_00115 [Rhodovulum sulfidophilum]AB21
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWVPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MCE8467501.1 GTA-gp10 family protein [Rhodovulum sulfidophilum]AB21
MMANRFKGEVAIGCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAQDEPEDGPEDGPGKPLPAPAAG
>MCE8467502.1 hypothetical protein LZ189_00125 [Rhodovulum sulfidophilum]AB21
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARSPAARG
>MCE8467503.1 hypothetical protein LZ189_00130, partial [Rhodovulum sulfidophilum]AB21
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAARADVEDYGLSLDAVEAGKIETANDRIARLGLIS
>MCE8467504.1 hypothetical protein LZ189_00135 [Rhodovulum sulfidophilum]AB21
MQLAVLDEMCGQPLEPITMRGEDTADTALELVGLCSQPAAFVGRQLRHIRTSKPGVAVDPRPNS
>MCE8467505.1 hypothetical protein LZ189_00140 [Rhodovulum sulfidophilum]AB21
MSFLYVSPMTKAGGEINEMHIGLGGTMSTLFLKNLAHKTHRGLEGRVRGGK
>MCE8467506.1 recombinase family protein [Rhodovulum sulfidophilum]AB21
MSEEAVKIARIFENYADGLSARSIAAALNAEGIPSPGTGSGRWSFSTISGNRKRGTGILNNELYIGRRVWNRQRFIKDPE
TDKRQARLNPPDVWVIENTPELRLEEDALWHRVRVPCGRR
>MCE8467507.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB21
MKPVGIKDAVLQPERARRPTYLLSGLMKCGHCGASYMLINKARYGCSAARNKGTAICTNRTTIRRDAVEERVLAGLRERL
LHPALLDTFVEEYRTAWNAAQASRARAERELAQVEKKIAGFLSAIEDGMYHPLMKERMSVFEDRKRSLTTQLAEAQEPAV
LRMHPSLGDLYRQN
>MCE8467508.1 pentapeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGNPQHLDWLLEGAAAWNAWRKREDFVPDLSGMDIRGAFEKAGKLEEGRIPLLRAKLGGADLRGANLGQADLGEADLGEA
NLGEADLGRANLWGTNLWRADLWGANLGRANLVRANLVRADLGGAE
>MCE8467509.1 IS481 family transposase [Rhodovulum sulfidophilum]AB21
MGQVRHGSATTTYAVRAAIQRSQASLAQLSQELGVNPKTVAKWRKRATVEDLKTGPREPRSTVLTEAEEAMIVAFRRHTL
LPLDDCLYALQPSIPHLTRSALHRCLQRHGISRLPDVEGDKPKRQKFKRYPIGFFHIDIAEVQTVEGKLFLFVGIDRTSK
FAVTQLVDKADRKTAWEFLEHLLEAVPYRIHTILTDNGIQFAEQPRNRNTASSRQMRFDMICQANGIEHRLTKPNHPWTN
GQVERMNRTIKEATVKRYHYDSHDQLSTHLADFMAAYNFARRLKTLNGLTPYEYICKIWTSEPERFIRDPIHQMPGLNT
>MCE8467510.1 hypothetical protein LZ189_00195 [Rhodovulum sulfidophilum]AB21
MNYAHLISSNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMFTGPFVLAPILREFL
ETHEPGVHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFMDDIRGNTWSRRRDDRKYWGGGLPSQDPDDP
CAFHGDKVQGRHVWRYAIGITEDRFNSEYACSMEFWQFYRSHRMLGWGSDKICTVT
>MCE8467511.1 hypothetical protein LZ189_00200 [Rhodovulum sulfidophilum]AB21
MSDSFTFFNAPVINIQTVGAHLIIYQNHHVISSEAFDGSTFMKALAKAGLWNQRDYHLSRLLKNFGLAALRGT
>MCE8467512.1 IS110 family transposase [Rhodovulum sulfidophilum]AB21
MEACASSHHWGRELTKLGHTVRLMPPMYVKPYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVR
QRTQLINMLRSLAAEFGIAIARGVARAIDFAKGIIEGKQSGLPELAQDVLRVLSRQLVELHNRLRWYEITMRIQARLSRQ
AQLLQSIPGVGPVTASAVAATIGSGHQFKSGREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVT
NHPERADPWLTKLLQRKPARLATVAMANKTARIMWAVLSRNEPYRPHTA
>MCE8467513.1 recombinase family protein [Rhodovulum sulfidophilum]AB21
MPTPRRAAIYARYSTELQRDASIEDQIRACRTQAGRQGYEVVKIYFDRAASGARLIRPGIQSLLQDAREARTFDIVLAHA
LDRLSRNCRPASSASKPAHRATTGAVSLRSSVILSG
>MCE8467514.1 AAA domain-containing protein [Rhodovulum sulfidophilum]AB21
MAFLPFAAIEPDLPDMLMKNVFYGLKAPYDYLSGAKKRMEDPDNLPRAAWSAEQKESTFEQRKPKQSKEQQETPPSQKAS
EGFWVCLTKPDGAELSDEEIRLFTDPEVRKISWIEASLQENGRGKPKFAEIDVLAHDPDAGRLHLAELPPAGKILTLRPN
TYQLRKQLDVIAALQNIPNPAHRPLLRLLQPEQFANWPSMWREPEPDWMVLTDPDRSGASEQRDFVRRALATPDFALLEG
PPGSGKTTVICELIAQMARRGKRVLLCASTHVAVDNVLERLMAESNAHRDLVIPLRIGRDESLSDEAKKWTLERLTMRER
KRVLDYLRKVSAPDAAQIRLQDDLRSAQGDHIVERMLLEGSNLVCGSTIGILQHPDIKKGDQATPSFDMLIVDEASKTTF
QEFLVPALLAKRWVLVGDPKQLSPFVDDDGVAAALDDCLPDEDRRNACIDTFLAMTGKRGAAAVVANAKQEEIWREEAAH
RGVAIRAPADPDAALADIVTGSEASLDARPQALRIDIETIRAADDALPVLRRRHAANGAKEPPVWGQELAWRQVTLYSLR
GETGGNADGLRRDAANLLPASADEKLKNAIALIRRVALPSVIEILRHGFERSGDRDRGNALTDGIPKKVLKDRHVLLSWQ
HRMHPEIADFPARDFYEGQALRSGDAMSSRPWGWREDEPRMTWRDVRGRFVAREGGNRAEVDEALRELRAFAAWSKTNPP
PGSRDWEIALLSPYRIQERALRKAVQKLAGGASGSRRLRLSAHCIADICTVDRFQGQEADMVLLSLGNTRGTHFLRAPNR
LNVALTRARHRLVILGHRAGMKGAGGALGRLAEAAPWGRSVAQGEKE
>MCE8467515.1 hypothetical protein LZ189_00225, partial [Rhodovulum sulfidophilum]AB21
MIPAFTLTRSIDILVNRFAGEVAKEEKRPELMPFLLMARDHGEITDRSAAGHLLGASEGRRQVARRLLEQLERSGALEKQ
EKDRWKLTEAGREAVETEVVFIAERGSWEVWHACDPLLPHGLIQLTPYKEPKAFDEVRKDAPKRKATPLHRTLEALKDLP
LSPIMGGARRRIGELPTKVEELGSKTGTLAWEVASRRLSVTIDEKSFDLAAPK
>MCE8467516.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MIGFVLGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVSRWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFHQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTISIATTSTPEY
>MCE8467517.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MCE8467518.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MCE8467519.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB21
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPSAAQPVVIEAGRDWLNARIEARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGSWPRWPAG
>MCE8467520.1 UMP kinase [Rhodovulum sulfidophilum]AB21
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MCE8467521.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB21
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MCE8467522.1 polyprenyl diphosphate synthase [Rhodovulum sulfidophilum]AB21
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNELVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MCE8467523.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB21
MATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLLPPYAAFPLLAIPCVIGAWQ
LPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFWPKVSPKKTWSGILGGWFAA
MLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRFDGLLGASLFMLLVAQLVYV
PEVRF
>MCE8467524.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase, partial [Rhodovulum sulfidophilum]AB21
MQRRRITVFGATGSIGENTIDLLTRQGGADTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALGGSGVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LV
>MCE8467525.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB21
MLAAPNIIEIPDNGGMVAVIADLHLRSYLRHGSNPLQFHGLQDRPLQENVDALIVAGDLSDTFGPSLQDALAYLTRYVPA
DRIYIVPGNHDYYSGRLDDENRLRDLVHASGSWFAQKTELRHRSDRFLCATLWTDFDLLGDREAAKNFAPRFMRDFDMIS
IEVPGHELLDPDEVLPRRIVPITPEDIIAVHWEHRAWLEERLATPHFAGSGRTFVVTHHGPHPSAAGPIEGLTPAFHSDL
TEVLERSDIDTWFFGHSHRRLSCTVAGTRIQNVSIGYPDEDHGDDEDDLAEVCFIAAALDAQCSNEVRELPAVEQDFEYA
LRCSETGSPVLVDKLTPSTRAFLRHALRGRACPVVPEGDAYYAIDVIVALGRTARF
>MCE8467526.1 hypothetical protein LZ189_00285 [Rhodovulum sulfidophilum]AB21
MPFDAIIAISGILVCLVGLVHVVIAYRQTTRSAEPDPERVKRFVESAPPIPGHLLYAHQDRCPEARPSRMEEAEPGEKDQ
KDHEAPR
>MCE8467527.1 TniQ family protein [Rhodovulum sulfidophilum]AB21
MTTPLPLAPDLQDRETAFSFISRLAAMNGVDTAGFCTDMGLSFNKVIDGNPEALARLAVLSATDVEDLRHWSPRYLGNRE
HEFRGNRLHAKAIKESTIRGCPACLREDTEATPGRVEGGMYIRGHWLFRPVTLCLKHQHPLVPLWTEANVSCRYDASARL
AEISPAISAGNLDKELRAPNPFDEWIEARLAGTPIESWLDQFDLYAAAHFCELLGRAIWAVRFPKWKKFGPERAWMSFEM
GFRFATKDEATVRDTLMQLQETIGEPTDGPKKKYGALYDRLAFDLLGEAYAPFRELLRDHIASTWPLGPGDDLMGEPVLQ
RKVHSVRTAARELGMDPRRLRKLLVDIGLVRPAETGRDDQWELFDAKAAQPHLDRINTLVSAKDFQEALSMSRSQFELLR
KEGHFPPAIDGGEHKPLWDVRAAHLHLESLLTGAAPIYVTMHGWDDIPTTAQSLKVSPGTVLKLLEGGRVQRIGRHTNRD
GYASIVVTKGEIERLLERPEAPGLSIDVFARQCGLTRSAAMRLVREGHVTSTEGRHPKTNARQRFLAPGDLAAFHERFVT
LRGLAVELGMPWQALRPKLAAAGLEPFSPDGQDYGAVYERSAATAADLAVAKPRSHQNKEKDGE
>MCE8467528.1 hypothetical protein LZ189_00295 [Rhodovulum sulfidophilum]AB21
MKYLITTYDRHDVTDHANYCEAHQIPCIYALVLGEKCTVFVHCEKLTGPRSQAIKAHEAEFAEFIARLDNTYAKPAWIQS
TLPMSFWYHDLPASAAEDVAEETYEFLRTILAPFDDK
>MCE8467529.1 hypothetical protein LZ189_00300 [Rhodovulum sulfidophilum]AB21
MDYSPDDWVILKVSFATRDRAFTRLRVLGGWRGGYLDGDAWRINSGIQAIHADDIEYRFLGQSGSVYLCRRGGYRMSRIM
ASGLEELKRQPTVVDAEVLEDRNWSEPGLLETFHSTTADDTAAR
>MCE8467530.1 transposase [Rhodovulum sulfidophilum]AB21
MSKTMDDSIKRWTAKRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>MCE8467531.1 IS3 family transposase [Rhodovulum sulfidophilum]AB21
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGVNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDDWASLALVIDCHTRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYALKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNNRRPHQALAMRTPAEAFTLAA
>MCE8467532.1 hypothetical protein LZ189_00320 [Rhodovulum sulfidophilum]AB21
MQALSEAERQRARVRLEKAERSATGLLRPHIQLIKNLADVLVRERELKEDALEEWLASICSNGPS
>MCE8467533.1 hypothetical protein LZ189_00325 [Rhodovulum sulfidophilum]AB21
MSQFTPNMTKAAHRNWAAAERNRNAAAPDLTTAGYLYGIAAECAVKAFFRNIPWTTDSTDGPVYAHFPQLKTKLRDAISG
RGASQLARFTDQHFMEGWAIDIRYSDGTRPNDATLEKWRSDAEVARAELL
>MCE8467534.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB21
MLDLILDRWGDLDPAKIERRHFISLRDANANAVRFTNYSVQVGRVLMEHAIDVGWRADNPANGVQQIKGDTDPREAWPPY
LIEAYRATAEGRALLLFELCLGTGQRIGDVLKMRWSDIEGGGIHVKHGKTRKKLWVPLTASLQATVDAQERRSVFILTNS
RAIGPWSYRGAADAVMKVRRQIGAEKCDIHAPRYAAASELAVLGCDDGTIAAITGHTTRAMAAKYTAETRQKIRALDAQK
RRK
>MCE8467535.1 hypothetical protein LZ189_00335 [Rhodovulum sulfidophilum]AB21
MKRDLPKYTSRKKDVIYWQRRGEPCTRMRNQDLTPEFWAEYALCLKGPERAPASQTFASLIDSYRKSMRYAKLAPRTTKD
>MCE8467536.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDGVPEGAWARRG
>MCE8467537.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB21
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLVYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQIALFIPRFMV
>MCE8467538.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMTWYGWDFAERMQTQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MCE8467539.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDMRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRRAGLVGLSIANTGQRHFLSID
RNVASIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATIEYAKQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>MCE8467540.1 hypothetical protein LZ189_00370, partial [Rhodovulum sulfidophilum]AB21
ANEDLLALCGNADGYDRPRSHVKPLTAWPAPKGGFKVRHYSLDVAPVPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPH
HHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDDKVLKMAAPSLLVIPPPVIHTTRATGSGDNLLADIFSPPREDFSLKP
GWVLNAEDYPMPEQA
>MCE8467541.1 Lrp/AsnC ligand binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
HVAFVELRLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAV
KEVAFATVPEP
>MCE8467542.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDNTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWRTKFP
TAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLTLVRY
MGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRVLKED
GRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSSADG
>MCE8467543.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB21
MANMFTDDDDALLSELGIEVEKKKLVTRTPREERIIAGFEDIQKFVAEHGRLPQHSEDGDIFERLYAVRLQRLRELPEAA
DLLADLDADGLLSGAEVTPVADDLDDDALLAALGVEVEASPITELKHVRSNAERKEAEDIANRQRCEDFETFQPLFEKVQ
RELDSGQRETRPFELKAEIQKGRFFIVEGQKAYVAEMGEETLTDQGRRDARLRVIFDNGTESKMLMRSLQRALNKDESGR
RITESVAGPLFADAPEEGDSTTGTVYVLRSKSDHPMVSENRDLVHKIGVTTLGVEKRIAGAQLQPTFLMAPVEVVATYEL
YNINQTRLENLIHRIFGNAQLDIEIPDRFGRPVTPREWFLVPLFVIDEAVQKIKDGTITKFRYDPEKASLVSIG
>MCE8467544.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB21
MHDDDIDTSEVPELTAAFFSGAILSRPGESLVQKVRTARRGVPSVSVSYPANGSSTMSNELGMRTMQERAYEKRGEQYLL
IKSPPASGKSRALMFIALDKLHNQGLKQAIIVVPEKSIGSSFSDEPLSKFGFWADWTVAPRWNLCNAPGGDSGKVGAVGT
FLEGDDQILVCTHATFRFAVDKFGIEAFDDRLIAVDEFHHVSANPDNKLGAHLGTLIARDKAHVVAMTGSYFRGDTEAVL
SPEDEARFETVTYTYYEQLSGYTYLKTLDIGYFFYSGSYADELLKVLEPTEKTILHIPNVNSRESTKDKHREVEHIIDAL
GDWQGTDPVTGFQLVKRPDGKVLRIADLVDDDPAKRDKVSASLKDPSQKNNRDHVDIIIALGMAKEGFDWIWCEHALTVG
YRSSLTEIVQIIGRATRDAKGKTHARFTNLIAEPDASEEAVREAVNDTLKAIAASLLMEQVLTPKFEFKPKTPASTAQDG
FDYGENGYDDSKCNVGFNEQKGTFQIEIKGLTQPKSPEANRICENDLNEVITAFVQDKTAIERGLFDEEMVPEELTQVKM
GKIVRDKYPELEEADQEAVRQHAIAAMNFTQQAKKTLLGDGTDAPSNTAFVDGVRQFAMSVKELDIDLIDRINPFSEAYA
ILAKTMSEESLKEVAAVIEAKKIKLSPEEARDLAKRAVKFKQERGRLPSLTSTDAWEKRMAEGVAFLTRMKQEAMNG
>MCE8467545.1 BrnT family toxin [Rhodovulum sulfidophilum]AB21
MNTFECDKAKAKSNFEKHNLKFTDAARGIKAGFALTAKSPLSDEHDEERNLSIIGRAGRRAMVAIWTPRGGNVRLISVRH
ARDKEQEAFDAYIRQTN
>MCE8467546.1 lactate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
LFIRGNERRCVWVRGDELPETYGNEWLDRRFAAVAQQRSKSDRATTKALSEIPYRFGEVRQSGDEQIIAVPAISSENRDF
LPCGLLPSGNIMSNKCYALYDAPLWNMSLIASRLHWVWIGTVCVRLEMRFSYSNTLGWNTFPVPKLTEKNREDLTRCAED
ILLAREAHFPATIADLYDPEKMPADLRAAHDRNDETLERIYIGRRFKNDTERLEKLFDMYTKMTTKVS
>MCE8467547.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB21
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MCE8467548.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB21
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MCE8467549.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB21
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MCE8467550.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB21
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMASLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MCE8467551.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB21
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFFGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MCE8467552.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB21
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MCE8467553.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
WLDERPRYTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLA
MGISPRTVEVHRGSVMKKLGVQNAAELVAKMIVQN
>MCE8467554.1 YqiJ family protein [Rhodovulum sulfidophilum]AB21
MALVLLAGMLVLELAFALMGGTLLGMGGSPDGPDLPETDLPDPGVLGLDPGIDPGEFELADPDGFSGSSPADGGTGALGG
VAALLGLGKMPLMIWLASVFMAFGIAGIAIQTAAYGLWAGLLPGGLVAIPSAALAILFTRSFGAVFARLLPRTETQSVRA
RHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPTGSFRLISLDN
>MCE8467555.1 flotillin, partial [Rhodovulum sulfidophilum]AB21
MSSFAIPVIMGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEG
ALITQDRMRVDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQ
NAVSEDLTKNGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSKMEGEREKISI
EQDEEQARIEQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQA
RASADTARAEAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARL
RAEAQKAEMLAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGT
ETAAGPESPVK
>MCE8467556.1 hypothetical protein LZ189_00465 [Rhodovulum sulfidophilum]AB21
MAYRLILPALLILLAGPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQV
GSDYHGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVLDPREWLTP
MAMARAETPGTLWAGPDPGAVGTTAGGAIPTGEDGGDWNGGKITARFHCGRLYPGGETPERGLGPDLEAASGDVLEASAL
DRGANLFAAFDLDFAGTPSGTIWEQGGSGYGVYLGVTGEDLVFRAFMAGGADPPPASPVLLDGDGAALLDAEGHVLKAWI
EGLGGARLTLPRATFAGRRGTLYVQIDLAAGTVALWFRGGKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALAN
LAEEQVPLASGRTEDRYAFNGVLETEATAAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARK
PFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCS
LAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPV
VSAPTMTEELYETRGGGGVKTRVRLSATTDNPFVDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNAR
GIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSG
GVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPDFAGTATGCSAAGGVLAMAPGVTRARYAF
AGRIDLGAVQPVRLISDIELLISEARDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPAAARWGPWQSFDA
ADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>MCE8467557.1 hypothetical protein LZ189_00470 [Rhodovulum sulfidophilum]AB21
MTQGTYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTAARALKMRNVPNNGWITLGRFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGEILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNRKRSALQISVRPEVTGTWSPFTSFPGAGFAWDDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMENLAVPT
GASEASALSAVRVRWAEGSIINEVFRTGRVRLFRRREHLTG
>MCE8467558.1 hypothetical protein LZ189_00475 [Rhodovulum sulfidophilum]AB21
MTVTPTEIPGPFPLSGKRFSQTAAEIGEILEDALRGRNNLSDLKDRDLAEMLRLFGNNNMQYDTVAYVADIEADLPGRGS
GFVFCDTKTSNTPVARNWHVGFWVRRYRHARGFLIIQTENTGEVWLRSYNSAVYGWGNYVCINRHLSGTLARDDGSTEPG
LLSGAALGAWRDAVCLGHGQRWTDVKADRAAGVTYQNSSKRPILVSIGVGGGTGAGFVYVSADNETFVRTSVIAASGAPS
CASFIVPPGHYYHITNWSGTIWSELV
>MCE8467559.1 hypothetical protein LZ189_00480 [Rhodovulum sulfidophilum]AB21
MEQGFYHPERGYWQTIGTPSAEIIATYPEGTIDVPLRPGPDHALVDGAWVPVEQDPAERLAAWRASATLSRLELASALIA
AGILTQGEAEDLAAQRMPGALAALVEPLPEDARSAVRLRLVGLAGFARADPIWDALLGPELADAVFGRQDGE
>MCE8467560.1 hypothetical protein LZ189_00485 [Rhodovulum sulfidophilum]AB21
MIEATESALRTALAILGAILLVWLRTDGLAVIARMGITLASAAIGYAAGPEIALWMGTPERLTIVGVTVLGPLALETAAA
TLLWLKRDPRHLAEVFRLWRGGK
>MCE8467561.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB21
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLAGH
>MCE8467562.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB21
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MCE8467563.1 hypothetical protein LZ189_00500 [Rhodovulum sulfidophilum]AB21
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MCE8467564.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB21
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTYRAPF
>MCE8467565.1 peroxiredoxin [Rhodovulum sulfidophilum]AB21
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKVIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRANKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MCE8467566.1 glycosyltransferase [Rhodovulum sulfidophilum]AB21
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAAAEGCGGKA
>MCE8467567.1 LysE family transporter [Rhodovulum sulfidophilum]AB21
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVAAILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNATIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MCE8467568.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB21
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MCE8467569.1 aldolase, partial [Rhodovulum sulfidophilum]AB21
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEEQAGSHHAV
LLANHGPVVAGGSLEEA
>MCE8467570.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB21
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPADEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVIDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MCE8467571.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB21
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRREKMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MCE8467572.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MRPARLAVLAVRVADRVLAAVEALLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLVCCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
LGLTGGIMASGKEDPGA
>MCE8467573.1 cyclase family protein [Rhodovulum sulfidophilum]AB21
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGCREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MCE8467574.1 DctP family TRAP transporter solute-binding subunit, partial [Rhodovulum sulfidophilum]AB21
STLTMIRAGLEAAGARVQAYTSPHLARFHERVRMADGPIAEAALTAVLEECERANAGAPITYFEITTCAALLAFSREAAD
YCLLEVGLGGRLDATNVIEAPQLTVIAPVSVDHQQYLGETLAEKSGGEIGLQVFPNGLLGNDPTMINSVRAGALDIMVTG
NPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRRPVETPDDIKGLKIRT
TPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTAAPLVTNAAKLDAMDE
DMRALLIETAQDGARRQRAMNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFGSELIEQINAAA
>MCE8467575.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSA
>MCE8467576.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB21
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MCE8467577.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>MCE8467578.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPLMTAAEFADLTLVRMLNEGQAARLAAE
RSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLITMLWLKAGPIINFDIGVEAGLPAEQQ
SAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDSRRRIIS
>MCE8467579.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPAAAFRKRADMGDAGQIAEFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTI
SGQAISVCGDCQMLT
>MCE8467580.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB21
SRLWLERAGGMVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRAKRRPAKPFALMLREADLTAVCTP
SAADLARLRDPAAPIVLVLGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLVMTSGNLSGAPQAVGNDEARAMLG
GLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPEVLALGGQMKSAICLVKGGQALLSHHLGD
LDEADSWDAFLGAMADYGALFDHRPALVACDAHPGYRATQHARALGLPVIEVQHHHAHLAACLAENGWQRAGGPVAGIVL
DGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAGLADSADRWLADRPRAALRAAARA
GLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLDPAPAFREMMGDIEAGVPHSLVSA
RFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAEMLAALRGVKVLIHRETPANDGGLALGQAAIAAAGELPQM
ESF
>MCE8467581.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB21
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MCE8467582.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB21
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MCE8467583.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB21
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MCE8467584.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB21
MYRHNVRTILRDTVIERVPPSIMRHVMPAMPSASPFIPPILETRTIFVHVPKAAGTSVKVEFYGRPEGGHRRIIEFAAHD
PGRTDDFFKFSFVRNPWDRLLSAHAYLTDGRKATGRDRRFARDVLALHPGFEAFVLALEDPGFRRQVMAYDHFRAQTYWL
CMPGARDHAMDYLGRFERFDEDMETLRHRLGRPGRPAVRARPSHHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>MCE8467585.1 hypothetical protein LZ189_00615 [Rhodovulum sulfidophilum]AB21
MAKFDIKGPSAGDAVSATLRNSASGEVLLRLDRTDWGNVGSSGAALAFDVDFGAVHRIPASAFGAGIESITVTSQPGVGH
VSVQGTDVLVNTVDEGEIRADFDASHLGSKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLSVKSVGQGPVAVTVT
ATPALHRQMCGWSCGRGIKLSVDETDATVLEPAERHADLYTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTVGGGV
VSGRTVAHDPTTYFGSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGAR
PLMPGMAYNGGKKHGMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGL
QRDGEHWSGKYRPSCIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYF
DSSNRHILWRDNWTFGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSKDPACGYQYGYGNGHRSLCQDVVYTH
AGYMSGAGAGMAQSEGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAEFENLEGRE
RAVICADWGPGINPDYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPEIQALVRDFIAFMQAPLG
IAPAWRTSAGPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLN
VSAAPTCTGGGAITTDESGQVWIGGYAGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRS
GRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTA
GSHVLIAADSVTGSFGSVTGAIDPGLDATVAVSATGVSLTVTAGSGLIALA
>MCE8467586.1 hypothetical protein LZ189_00620, partial [Rhodovulum sulfidophilum]AB21
ADIGQRIKVRQIETPSGGTPVTRDSAVSPVVVALNFRAEENDDGTVGVSYADGARSTVEFELTRPAAYAGSFNLDLGALE
TGPVCLVRPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGPTHTVISADAGTDLQYIETGTQSGA
AAPVTAASPAVRIGDAAPTSYSPQTSTSALAWWDASDEATINHEAGTVSQFADKIGTAHLTGSGTTGVSASEVNGLNTIL
LDGIGNYFERSATALFPADGDWVLTIVASIDEVNHINDALVSAINGDNTFAIVGFNASEFAGRLAVSGEAVSFDGGPYGG
LHVFQVKADLTGQATATVYVDGIPVAFVPYSAAVDATTLRFFRSYVMGGRFCEAFLDRDLSSQAAAFAYAASKWGIS
>MCE8467587.1 metallopeptidase TldD-related protein, partial [Rhodovulum sulfidophilum]AB21
VETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQEVVILRPDG
TLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMDVVLGPGWP
GILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVLVGYMQDRQ
NARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTEAYRVKNGK
VGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGGGQPTLLIGGLTVGGAGA
>MCE8467588.1 DNA-processing protein DprA [Rhodovulum sulfidophilum]AB21
MVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARK
LGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLARRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGID
RAAHIAAIETGTVAVQAGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSG
SLITARAALDQGREVLAVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAPAKPPPRMTEVPETPAEARRA
APPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MCE8467589.1 type I DNA topoisomerase, partial [Rhodovulum sulfidophilum]AB21
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVDPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTR
>MCE8467590.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB21
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MCE8467591.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB21
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MCE8467592.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDMSNMNRRSFLRRSALAGGLAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQNEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>MCE8467593.1 N-acetyltransferase family protein [Rhodovulum sulfidophilum]AB21
MTNQPAPPAPLTLGDCTPADLPGVQAIYAEAVRTGTASFELAPPDLPEMQARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNMGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLPGDRPQGQRSGGAGTDDPPNRP
>MCE8467594.1 2Fe-2S iron-sulfur cluster-binding protein [Rhodovulum sulfidophilum]AB21
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>MCE8467595.1 EamA/RhaT family transporter, partial [Rhodovulum sulfidophilum]AB21
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMVAIAIGVLGVIALSRPPGGR
>MCE8467596.1 hypothetical protein LZ189_00670, partial [Rhodovulum sulfidophilum]AB21
ASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENFTDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTD
TLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDTDGLAADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELS
GGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGLVGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDE
ADLGVSGLIHEVGGSGFTEIEANTSYDLFQLDFTGTLDMGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDF
DDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGANIAGLLKNSVFDFEIPLSDLQISDVLDSLASVFTNIADTFSID
TESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEYSSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALAT
LLQAAVSPYGLSVGVTATGGLRIASDEQENDGETYRNSLAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLY
PDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSMRFTFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGV
TVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVEDGDTLRATTIDGLLGWVNSELSQAWEGAALELTEDGALVFVLP
EATCTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGELTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDAL
LDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTSDPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDV
YDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRALAFDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVG
DVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESAAAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPCLDA
EIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLDSYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQ
LDLAELLGDTLADIVGEDLADTVTGLVDASGEGALVFDPLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMR
PSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAIDAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLF
GASRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDERVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHG
TTVALSSLMTARVTADGSLALTATGYDTALSYDTIEFSVTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSG
TLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTLALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEG
QYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSDSIGLFDPDTDGLTWQATLLSVSDTTAATGGLIDIFNGNLGGL
TGLDLTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIEQIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEDALE
YASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYLQAYLNTDGGTEDSYVYAALNFGATIFAEYLDIDFDLGIPGFD
LER
>MCE8467597.1 bile acid:sodium symporter, partial [Rhodovulum sulfidophilum]AB21
MGGFERWLSVCVALAMVAGIAVGQVAQINFVVAVLIWAMVYPMMVGVDFGAVSGVARQPKGLLVTLAVNWLVKPFTMAGL
AVLFFDVVFAPFIAPDDAAQYAAGLILLGAAPCTAMVFVWSQLTRGDETYTLVQVSVNDLIMLVAFAPIVALLLGVTEIE
VPWETLVLATLLYVVLPLAAGLATRRALGSKARIEAFTARVKPASIIRLVATVGILFE
>MCE8467598.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLLLDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVA
IHDVNHALRFADCAVVLHDRHVEANGSPVDILTPALLGKVYGVEARMETSSQGHPFLIVERSIRKPLGEEHD
>MCE8467599.1 hypothetical protein LZ189_00705 [Rhodovulum sulfidophilum]AB21
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MCE8467600.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB21
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFV
EGRFVDESVAAGVAH
>MCE8467601.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB21
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAQPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MCE8467602.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB21
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MCE8467603.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MCE8467604.1 peptide chain release factor 2, partial [Rhodovulum sulfidophilum]AB21
LNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYDVELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRI
SPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRIDTYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRD
IAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQIRSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALK
VSGKSRAEAQAED
>MCE8467605.1 electron transfer flavoprotein subunit beta/FixA family protein, partial [Rhodovulum sulfidophilum]AB21
SKLEIDGDTAQVTREVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEP
RERKAGVMVASVDELLTKLKDEAGVL
>MCE8467606.1 FAD-binding protein [Rhodovulum sulfidophilum]AB21
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MCE8467607.1 DUF6473 family protein [Rhodovulum sulfidophilum]AB21
MIFDNPGGGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPKALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRDLHAI
>MCE8467608.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB21
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EQTYRSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MCE8467609.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB21
MHDRPAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQRFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHTL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MCE8467610.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB21
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDAAAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>MCE8467611.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB21
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQEEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
SPGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MCE8467612.1 hypothetical protein LZ189_00770 [Rhodovulum sulfidophilum]AB21
MLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MCE8467613.1 potassium transporter TrkH, partial [Rhodovulum sulfidophilum]AB21
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMR
>MCE8467614.1 glycosyltransferase family 2 protein, partial [Rhodovulum sulfidophilum]AB21
MFVLMSTNVDSRIVVQIPCYNEEATLEATIAEIRKATAAFRNCLILVVDDGSTDGTVEVARKAKADFIARHSSNRGLARA
YMTGLAASLNLGADIIVNTDADNQYRAAGIPALIRAISEEQADVAVGARPIEQTEHFSLLKRRLQRLGTRVVRGLSGTDV
RDATSGFRAITREAALRLNTFSDYTYTLETLIQAGRSGLRVTSVDIETNPPTRPSRLMRSMGQYILRSIGDMLRISTIYS
PLRSYLTVAAPPLAVAIFLGLRYVFLVSLVDPSRSHAPSLILAGILTGLAFLLCGLGIIGEIMTVNRRILEELRIN
>MCE8467615.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIIAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQAQIPETAPPAAGTNAVGLDTAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLIDMGYADYGPLGRWLEFGINTHMGQTFGMLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFVRLFVLLGIGGILFPLTGMSLVAMLVLDLTWQRFRAAHAT
>MCE8467616.1 DnaJ domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KSPDQLDEYFWFCKDHVREYNLKWNFFNGVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRN
PGKTGTPARRLPATERKALELLEAQDNWTKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MCE8467617.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB21
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MCE8467618.1 hypothetical protein LZ189_00835 [Rhodovulum sulfidophilum]AB21
MRRPDAARSRPAAALAVLFLAAPAAFAQGADATFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFRDAALAEGAD
RDGVDDRIAALRPVYLLLLQRYLLDGERRARDQYVRLSGLCDDLGRASGLKGHRHAPR
>MCE8467619.1 hypothetical protein LZ189_00840 [Rhodovulum sulfidophilum]AB21
MTRVTLVAATGFATAFILATAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MCE8467620.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB21
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDAKLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQNPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MCE8467621.1 aminopeptidase P family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MFQHFDSTTRPEDGPIRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETRPGDWLKAALPQGGAVGIDPWLHTP
>MCE8467622.1 hypothetical protein LZ189_00855, partial [Rhodovulum sulfidophilum]AB21
MSDQSALQTAKVLWHLQRIKRLVRDRLGRGSAQLVSVRGTVCLDPGYPGPATEIRVVNLALMQTRFVIHKPAD
>MCE8467623.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB21
MSGQVWPNPPVGCVVVRQSQVLSEAATHPGGRPHAERAALEQAVDAEGATLYVTLEPCCHWGQTPPCTDAIVAAGFTRVV
CAMKDSDPRVNGGGFARLKDAGIMLSVGLCAREAGLVMSGFLHRVRTGQPELCILAGPAYAIPDGVDALLVTVDGRVAVR
TRTQQDLTVPDSEYPITGDLLTVLGRMGLTSVAVPARDPIAAILRRDTAALAPSDRI
>MCE8467624.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB21
MEFHERRSIEQVEEGTELAPKFGPDGLLPCITTDAASGEVLMLGWMNAEAFRLTIDTGEAHYFSRARQVLWHKGATSGLA
QKVVEARIDDDQDALWLRVAVASSGASCHVGYRSCFYRAVPHGDEAGRLLTFREDHKIFDPMAMYGDAPNPTLL
>MCE8467625.1 GTP-binding protein [Rhodovulum sulfidophilum]AB21
MAWDDDRLPVTLLTGFLGAGKTTLLNHLIRDPEAGRIAVIMNEFGDVGLDHDLIEEATEETILLQSGCLCCALLGDLAET
LGALEERRRAGEVDFDRVVIETSGIADPAPIIHTLAADRLLAQTFRLDGVVTLADAATGMGTLDRQFEAVQQVAMADVLI
LSKTDLADAVTLARFETRLAGINAGATRIHARHGRVPPGTLFGLSAMRLGADAPEIDGWLGLMEQTAKVDPLAGLSGLKP
PSDTPAAFSPAAPIRQGRHDQRIVSASIEVSKPIPAEAFDLWLDTLIAFKGPNVLRMKGLLHVEGLPYPFVFHGVQHIFD
APVPFKAWSGDNTTSRVVVIARDMEEGELKASLGMLLLQPTKDHAAPGGLMAETTEMPF
>MCE8467626.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB21
MATGAVWLLKLPVRVYRLLWSPWVGHACRFQPTCSAYAIEALEGHGPLRGTWLTLSRLIRCHPWGGAGYDPVPPPPAPTY
QRKTPE
>MCE8467627.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB21
MIHVHLPDGAARPLAPSSSAADLASTISPSLARRTVAALIDGTLCDLSAPLPDGASVELLSRDDPRALELVRHDLAHVLA
EAVQALWPGTKTAIGPAIEHGFYYDFERDMPFTPEDLPAIEKKMREIIAAKAPFTCEEWSREEARAHFEAAGERYKLALL
DAIPQCEPVKIYRQGDWLDLCRGPHMRTTADAGTAFRLTRVAGAYWRGDSNNTMLSRIYGVAFADKAALDAHITMMAEAE
KRDHRRLGREMNLFHFEEVAPGSVFWHPKGWRLFQTLIGYMRDRQEAAGYVEVNSPDIMDRALWETSGHWQNYRANMFLA
ETVDDREYALKPMNCPGHMLIYGQGTKSYRDLPLKLAEFGKVHRYEPSGALHGLLRVRSFTQDDAHIYCTPEQLTEECLK
VNDLVLSIYRDFGFEDVRIKLSTRPENRIGSDESWDQSEGALREALDRAGHPYTIFEGEGAFYGPKLEYVLRDAIGRDWQ
CGTLQVDFNLPERFGTTYVAPSGEKLAPVMLHRALFGSLERFTGILIEHHAGHLPLWLAPVQVVVATVTGAADGWAVEVA
QTLKAAGLRVEADLRNEKIGYKVREHALTKTPVQIALGGHEAEERTVTIRRHGAPDTRTLSLEDAVQMLLTEARAPGAAE
PVQSE
>MCE8467628.1 sugar ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAIAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGLGLAATVFALVYMATNRRNRRAHDFPVKPRWAEAVLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGR
>MCE8467629.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MQGRTLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRDALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGTVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLSTVT
DAGWIGVEALCQGVTDGPAPCN
>MCE8467630.1 xylose isomerase [Rhodovulum sulfidophilum]AB21
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MCE8467631.1 mannitol dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
SGFVRHLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTV
AAWMRYVGGIDEAGQPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAE
AVCRETVQAD
>MCE8467632.1 flagellar biosynthesis protein FlgL, partial [Rhodovulum sulfidophilum]AB21
MSLISMGDLAQGLGLRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAVGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSITELQALLGVRQEKIETR
>MCE8467633.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB21
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDNAASISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPEMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQSDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGAPGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MCE8467634.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB21
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGVWDPATGILTVQVGPNSDTMSIDIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MCE8467635.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB21
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGTSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MCE8467636.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
LLMAVPLYEPLVSALGYDPIWFWTIFLINLTVGGVTPPFGYTLFALSAAAPNISVGQVFRASYPVLVIFLLAMLLLTFVP
GIVTWLPSVI
>MCE8467637.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB21
MTDLTDAYIVAPLRTPIGKFGGALRPLTADALMVHVVHALLARTGIPAGTLDDVIVSQSYASSEAPCIGRYGALAAGLPI
EVPGYTLDRRCGSGLQAVINAAMSVQTGQADAVMVVGVESMSNIEYYSTDMRWGSRAGSVTLHDRLDRGRVRSQPQARFG
VISGMPETADTLAREYDITRDQADAFAVRSHANAHAAWENGLFEAEVIPVDVPGRKGAVTTFERDEGIRPETTMDTLSGL
RVIREGGVCTAGNSSQQNDAAAGCLVVSGAYLEQHGLTPMARLKGWGVAGCDPARMGIGPVPATRKALARCGLTLDQMDL
IELNEAFASQALAALKGLGVADMDRVNVNGSGISLGHPIGATGVRILTTLLHEMDRRDARFGLETMCIGGGMGLAAVFER
P
>MCE8467638.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB21
MSYRVPLDLGALRAESPFLADLGMTFLSLDDSGAVFELEIAERHSNAEGRMHGGVIASLLDAACGLPVRFIAPETDLVRA
VTLTLSVSYIAAPKGPRVRATGRITGGGHRLVFSSGEVRDTDGSLIATATGSFKRLAPTAPGPTSKEPT
>MCE8467639.1 thiolase family protein [Rhodovulum sulfidophilum]AB21
MRDVIISGIGMTAFGKFMDRNLRSLSEEAVSLALADAGIAPAQVDQVIFGNAAAGVVTGQEMIRAQSSLRNTGLDGVPMF
NVENACASSSSAFHLGWLMIASGQAECVLVMGSEKLTHEDKAVSFGAFSRAVDLEEPLPEGYQAGSGSLFMDLYAVKARK
WLEKTGGAPEDFGRVVVKSRHAGSLNPVAQFRKETTLDEVMASRMISDPLTLFMCSSIGDGAAAIVLTSPEFAKKLDTPD
IRVRASAVVSAKAHGERDLVAVSASRKAYEMSGIGPEDLDVIELHDASAPAELIHYENLGLCAPGGAIEMIRNGDTAIGG
RVPVNPSGGLLSRGHPIGATGAGQIIELVQHLRGTAGARQRDGAKVALAENNGGQLAGDSAVAVVTILSL
>MCE8467640.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MSDKVAIVTGGAQGIGLGITRALLDKGHRVAVWDRDAAALAALPEGVFGQEVDVTNGAGVSAAHAAVTARWEAPSILINN
AGIARDKRIVNMKESDWDAVLNVNLKSQFLCCKAVIPAMVDAGFGRIVNIASRAWLGGFGQANYSASKGGVVSLTRTLAI
EYARKGITVNAVAPGIVETPLMASYTDEQRARLEATVPMGRMGQPDDISKAVAFFADAANAYVTGQLLYVCGGRSLSSPS
V
>MCE8467641.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB21
MTVNMSTADHITVLELNDAPALNALTPEGLMDLRRALRAAQDDDAVRVIILTGAGERAFCTGANLKKTFPPKNGFARNHL
LGREAEALDGGYTRLLDLSDLQIWKPMIAAVNGYCLGGGLELALQCDLRIASTSASFGLPEVKVASVPAVGGAQALLRAI
PSAHAMKMALTGDRIDAQTALDIGLVSDLTDPEALLPEARAIAARIAAK
>MCE8467642.1 HAMP domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARRRH
SAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYLAA
ARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGSGEAVVIQDWDNNEFR
ALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLSRP
VGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSR
>MCE8467643.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MCE8467644.1 ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MCE8467645.1 tRNA dihydrouridine synthase DusB, partial [Rhodovulum sulfidophilum]AB21
VLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDWMARAARMVEEQGA
RIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRAEAAGVQMITIHGR
TRCQFYKGRADWRAIREVTEAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIGARIAGRPAPAVPE
GAALADMVARHYEDMLGFYGAGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALAAEGRVAA
>MCE8467646.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB21
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGMTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTICHGDRIAQMIVAPVVQAAFEVVEELDETLRGAGGFGSTGRG
>MCE8467647.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB21
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPALVPP
PDGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPDLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>MCE8467648.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB21
MRHVARIAALAAALTATTAGAEQIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQATKVTP
GLRLDGVALGQALGWAESGWPDFAMYFPIFSAAPEAKIYGAALSRDEVRRAVTEGAAVVFGEAAALYGLDTPLPPAELDQ
RIDDQREAHCNALPEHLLPGMVEAQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQ
IEGAATGVPPYDYWLVTGVAERDDPCAALTGG
>MCE8467649.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB21
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MCE8467650.1 glutathione S-transferase, partial [Rhodovulum sulfidophilum]AB21
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAVMHSGFAALRSHCPMALIRSYDGFRPQPEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGAIIGFATLSARDMVAN
>MCE8467651.1 propanediol utilization microcompartment protein PduB, partial [Rhodovulum sulfidophilum]AB21
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVET
>MCE8467652.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB21
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MCE8467653.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB21
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PDTIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MCE8467654.1 glycyl radical protein, partial [Rhodovulum sulfidophilum]AB21
TQALAASYMSKKTHDCMNNGVFTVGNYYFGGVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVI
AYNAAINFAHRYAAKAEELAAQESNPARKAELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQ
YMNPYFLADKSISKEFAQELVDCVWIKLNDVNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVK
LPQPSFSIRVWQGTPDEFLFRAAEVVRLGLGVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAF
FNVAKVLEITMNNGRVGDTQLGPKTGEMTEWKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCL
GRGKSVQEGGAIYNFTGPQAFGVADSGDSVYAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAA
VRKVLSTNSSVDVATLKDEVYRTLATNSAPTSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRG
GQFQAGIYPVSANVLFGKDVGALPDGRLAKEPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAG
DQGLQNFASLVRSYFDHKGMHVQFNVIDRETLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MCE8467655.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMIEKTPNPDRARSFLYRLTPESAELI
AAIREREVRTFAAFSDRF
>MCE8467656.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSFDKLAERQILKAQAEGALDHLEGEGKPLSVRAHEDAVGIGMRIMAEAGTLPREFELKKAVDEQFLILQAITAALERKA
EMKKLADLTLRLEIEREARRSFFK
>MCE8467657.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB21
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MCE8467658.1 universal stress protein [Rhodovulum sulfidophilum]AB21
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MCE8467659.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQAAEDIRDHKNIVI
RIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLRQMTAVAAVPPGHP
LAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDEISIRAARANAGAA
LVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>MCE8467660.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MKRFASVAILAASAAFLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFASGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGFDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWAMEDGLSYPGRSDGYTLAYEVTAED
>MCE8467661.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB21
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLV
>MCE8467662.1 DNA polymerase I, partial [Rhodovulum sulfidophilum]AB21
LLGFLAEMEFRTLLKRVADGLGAEPPALPEASPASADPADGTAPAALPFDPEAYECVRDAAALEDWIGRARARGWVAVDT
ETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALAEGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKI
LARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPIKALLGSGKSQITFDKVPVAEAVKYAAEDADVTLRL
AQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSRMSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEI
LFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQLSKLKSTYTDALQDHINPETGRVHTSYVITGAVTGR
LSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRILAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAE
MTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFERFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEI
GAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLSAKMLLQVHDELIFEVEAGASEDVAARVREVMEGAALPV
VALDVPLVVDAGQGPNWAAAH
>MCE8467663.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB21
MIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGRFYLVTPVE
KVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPNHEIRVSRDPETGEPTPYLHVRAGLEALIDRKSFYRLAE
IGETRPHEGQDWFGFRSQGAFFPAIPATELS
>MCE8467664.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB21
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLVHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MCE8467665.1 DUF58 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEE
>MCE8467666.1 hypothetical protein LZ189_01075 [Rhodovulum sulfidophilum]AB21
MKKNLIYRGPEPSHATRVPARRSKGSLRGSMVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSD
GRPARHIFDFLITKTDGERIAVAIKPMQRVMKLNFASELEAVSAAASKSLADRVLLVTDQHIDRVAAAEAARTLAWSRPS
LTEVTA
>MCE8467667.1 hypothetical protein LZ189_01080 [Rhodovulum sulfidophilum]AB21
MTLRFRFSKSDMITTAGVAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVEV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTRESYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWIRAYQSASCSPLALIPETHRSGNRTRIWCPRS
>MCE8467668.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB21
MNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAMVVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSS
NGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNFEMGRHWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQ
IFEDKTPLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQATVASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLL
AGRTFFDTVDRGDYPSEMLACLCDDDLIKILLTYIVDIYHNQPHGSLDGETPNAAWKRLVSEHGTPPVPDGLTLRKAFGR
PMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQDIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAV
RHAHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTDVEVGRADAALRYPLRSDAQRLGRVPPSSDLLNDAISIT
PPHDKDESEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>MCE8467669.1 ATP-binding protein [Rhodovulum sulfidophilum]AB21
MMKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAITHLLAQEGQR
LADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELD
SVTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCERANLEPEDDVLEL
SHGERVVHAAANQFGIAIVLILDAIEDAYLQGQETLNRQNFIRAYDRRTSCDAEFNPFVVPDFMRIDARQVFSRENRT
>MCE8467670.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB21
MFSTVKPLPLNVKYQHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRNTPALA
SPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTSG
FSPPEPQIANDQDLLFEHYLRNRIKKGAGNTWLDRLPFHVAAQTCEGFGLLLTLGPKTRRETATPR
>MCE8467671.1 hypothetical protein LZ189_01100, partial [Rhodovulum sulfidophilum]AB21
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDA
>MCE8467672.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB21
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>MCE8467673.1 acylphosphatase [Rhodovulum sulfidophilum]AB21
MTDRIAVRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLAGPEDRVARMLDALQEGPAPARVETVETTPG
DWPAEAGFRISR
>MCE8467674.1 hypothetical protein LZ189_01115 [Rhodovulum sulfidophilum]AB21
MSGVLAEIREWTGGKLDWGVPTGLGYLALHDTKIRQVIDAAEAWLKTL
>MCE8467675.1 hypothetical protein LZ189_01120 [Rhodovulum sulfidophilum]AB21
MPITDRESAQAWLKGQPHQVQVAFAARSALRALPAIAQANDATLREIALPVLRAILTSGVAGTCPTPEVMRADAMSDGEG
ESVDVFLRPLWPGGALPEGLARQYEKLRSFWKDDAPVWTFWQSWYEDMLAGRPVDWDLLRQVVLLPDEDWKAGPERIADR
IEELQTRIKL
>MCE8467676.1 translation elongation factor 4, partial [Rhodovulum sulfidophilum]AB21
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTSEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
ADFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAD
>MCE8467677.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB21
SRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHAASETDVEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MCE8467678.1 phosphopentomutase [Rhodovulum sulfidophilum]AB21
MTRAFLAVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETCRSGPLKLPHLDALGLGAAIRLASGEGAPG
LCAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFARTAHRHDYAMAPPA
PTLCDWVQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MCE8467679.1 adenosine deaminase [Rhodovulum sulfidophilum]AB21
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEEAA
AEGVIYLETFLAPDFCGGCDLSAWVDHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MCE8467680.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB21
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MCE8467681.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB21
MRFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PARRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MCE8467682.1 hypothetical protein LZ189_01155, partial [Rhodovulum sulfidophilum]AB21
SDPLADLLRAAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIE
GDPLRGRETDPPISDGDWLRLQAICGG
>MCE8467683.1 DUF6314 family protein, partial [Rhodovulum sulfidophilum]AB21
LDGRFFHLIAPGARPEARHDCAPDLYRVRYDFSAWPCWSSFWEVRGPRKNYAMESSYRPES
>MCE8467684.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB21
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MCE8467685.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB21
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MCE8467686.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB21
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MCE8467687.1 NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]AB21
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGVPERLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSVFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDEVGDLLALLEDPRI
SALGLGPGFGTG
>MCE8467688.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MITTCRSAGRPGWGWLLAGAALATLAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYD
>MCE8467689.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MQNCVWITGAGSGIGAAMARAFSAAGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MCE8467690.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVTPAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>MCE8467691.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MSTGRKTRGADRKSADMPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANV
GMTVFIGITAPRHETAWLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEEL
KFTTAVPSTYL
>MCE8467692.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEELRAAKDDLGR
LVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAVWAWNAALALV
CGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSD
>MCE8467693.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MCE8467694.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MCE8467695.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MLTLRPNIRGTRRLATALLTGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>MCE8467696.1 MlrC C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DNRTFQPGAAVAEAVRLTAQATGPVVIADTQDNPGAGGVSATTGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATA
RFRIGGHPGLPDDRPVEVEAVVETLSDGSLQATGPYYGGTRLDLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPE
EQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPFTRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIAR
P
>MCE8467697.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB21
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIASGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDGRDPYDGAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLETRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGNVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDSWRKASSSKAGSANSILSADPALA
AH
>MCE8467698.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB21
MTLDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDA
RSDTRLVAPFDAILAKRIASVGALVSKGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAKIHGIDGPLDLAFREV
RTETGEIGQSYTVSLAVEKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVE
VTIPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MCE8467699.1 hypothetical protein LZ189_01240, partial [Rhodovulum sulfidophilum]AB21
IEVGTPLSNINDPPDFFVPINGHQLNVELVQLVEQEHKRRATRGETPFAGQLFLDMQWSKERFISKLQEVIYRKGNKYEN
VEITIDVLLIHTAETWLTSTAAKGWLAGENIETHPSIRAVFLIFDYEPGVGVDHWPLLSVYGELPQ
>MCE8467700.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MNALICLPIISERLVLRPFEPSDRPDYDAYHTRPEVYRFLYTPVPEADVRAEQFAAAMSTCLEEDGDTLRLAVIRRDDSA
LVGEVLLKMANKAALQGEVGYIFNPTYAGAGYATEAVRMMLGFGFRQCGFHRIFARLDPLNAGSVGVVERLRFRREAHLL
QNDRFDGTWGDEFIYAMLKTEWEDRQGL
>MCE8467701.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB21
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEDALI
DAMLAHPVLVNRPIVCTAQGTRLCRPSEVVFDLLDQLPAGPLFKEDGQMVIDENGNRI
>MCE8467702.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB21
MSDPCTPAPMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQ
PRGLLVTLVVNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVN
DLIMVVAFAPIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTETAISAFTARIKPVSMGGLVATVAILFG
LQGDTILSRPGVIALIAVPILIQSYAIFALAYGAAWLLEVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>MCE8467703.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDTV
NGLVRFLLEDCCGGDEDACAGLEQPRT
>MCE8467704.1 5'-nucleotidase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILEAPVTNRDVIL
RYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MCE8467705.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB21
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIETPPLLSETELAEAIAQFTGGYGQGDPTAT
>MCE8467706.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MCE8467707.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB21
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRTATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MCE8467708.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB21
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVA
>MCE8467709.1 hypothetical protein LZ189_01290 [Rhodovulum sulfidophilum]AB21
MTAAARIRVPPAPRTRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATRVADLARAGRTPDWMPDARPHCVPVKWRPSPAGPRAAQDFGDTWRYRAGRGRNGNKLVELRA
PCCPVTYYPTAGQIASARRAWLDWYGYLLEVRCALEAAGLRSLRLTDDMPPMTPWKNSS
>MCE8467710.1 hypothetical protein LZ189_01295 [Rhodovulum sulfidophilum]AB21
MSIRAIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPGCEAKRKATGMTKTT
TAPASNPDGALRQPTRAQKREIMDLLEGVYDTTAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAGALGR
MEALERDMRAVAEEAARQRAAAEKKMAELSVLKVELDRIRVAVGPRALRKAGVAA
>MCE8467711.1 hypothetical protein LZ189_01300 [Rhodovulum sulfidophilum]AB21
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEIAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>MCE8467712.1 hypothetical protein LZ189_01305 [Rhodovulum sulfidophilum]AB21
MTLAASRLRPVDAAELPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHP
ELAQNDAAILWMDDWLVEQGCGYRGSTWVERALAAWSSHMFDVNRAARARD
>MCE8467713.1 hypothetical protein LZ189_01310 [Rhodovulum sulfidophilum]AB21
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MCE8467714.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB21
MKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQKAVMAEAKGRGYDTKALRRIIALRKRHAEDIAEEEAV
LQLYREALGM
>MCE8467715.1 hypothetical protein LZ189_01320 [Rhodovulum sulfidophilum]AB21
MLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MCE8467716.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQTLPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MCE8467717.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MPASVSLSSLSWSAPDGTPLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRVGVTGSVAMMRQEALAHPEE
TVADLLGVRPALELMDRAERGRATSEELAEADWSLPARIEAALARCDLSVAPDTRLACLSGGQRSRVALAALVLAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLEEMDAIVELTSLGAARYGGNYSAFRQQRESARAAAAQDLAYA
QKLRAEAAHRAQQAAERKVRKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDVRRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLTLDRVTAGYDPAAPILEDLSFTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGAAQLCVPW
ALLDQHVGLLAPDRTLCEVFRDRHPQASTQMAHAALARFGFRADDAQRLAGGLSGGEKLRAGLACVLGGTPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIMSLKG
>MCE8467718.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB21
MAFKPDHSRGAAQDIAGAQHAASGVTNLDPVSSCEYRQKTETMMTPRMNYYKAAPDAMKAMRAAEETIKDLSLPEALCEL
VKMRVSQINGCAFCLDLHAPAARQAGLSQQKLDVLAAWRESPVFDDRERAALAWAEALTRIEQTGAPDSDYRLLAASFDE
RERVELTFVITMINAWNRFAVGFRQPHTRREARDAAG
>MCE8467719.1 RNA polymerase sigma factor SigJ, partial [Rhodovulum sulfidophilum]AB21
MTGSVAETDDILQDAALKFRDADLSGIDRPARWLSTVVMRLCLDHLRSARVRRETYVGAWLPEPLIADHAPGAEEEWILT
EDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGLLVGKTPTACRQLVSRARRRLAGAEPADPPSSETDHPLVTAFWE
ASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRTLPPGP
>MCE8467720.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB21
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDIKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MCE8467721.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB21
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDEDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIEDDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MCE8467722.1 IS5 family transposase [Rhodovulum sulfidophilum]AB21
MPKQRAIPGLRDAMKKKVTRREQFLAEMDAVVPWGRLLALIAPHYLKAGPKGGRPPMSLETMLRVYFLQNWYALSDPMAE
ETLYDSEAMRRFAGFELGDDCIPDETTILNFRHLPERHGLTEVTFADVNAHLADKGITLRSGTLVDATIIDAPSSTKNKA
GARDPEMSFTKKGNTWYFGMKAHVGFDAESGAVHSLETSTAKVHDSRIWDKVLHGEESSVCADKGYVSAEREAAFVAVGG
AWGVMRKAPRGGKLHPEDETINRIIAMVRARVEHPFRVLKRQFGHVKTRYRGLAKNRAQLFTLFALGNLFLVRRRLMA
>MCE8467723.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
IFSLSGLRSPYPTKIPLGVVAKDGLADLLVWDGDPEESIDFIGDPDANLHLVMKGWRVFKEVL
>MCE8467724.1 DsbA family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
AERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRARAAGIELNLGAIARTPNTLDAQRLIHW
AGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDADLDGIRERDAHARARGVTGAPTFIVAD
THVLVGAQPTALWLQVIAELVGAAPKAGLQ
>MCE8467725.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB21
MTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVILGTAAAYMLGAAIA
GLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMAGFGWRGIFGSFLV
FSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAACEVVASPVARNATLVQTFIFAGFFGFLTSTQQIYDIYFDRADSFPL
WFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSITFFGMNALTIGNLN
ALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPRR
>MCE8467726.1 transcription-repair coupling factor, partial [Rhodovulum sulfidophilum]AB21
ERLKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLS
PGDLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARK
ARLKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGK
TEVAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALL
AKSVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFD
SVTVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESG
LDIPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRG
AGNLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTL
TTKVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKV
KDNKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MCE8467727.1 hypothetical protein LZ189_01380 [Rhodovulum sulfidophilum]AB21
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MCE8467728.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB21
MSIMDSIALPHDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSV
TGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYE
LWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRSAADCIDWSLPCP
SIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLAQPLRTITGANRGEKALVAPSLT
RFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQG
GGNRSAEAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAR
TPMSTILKEGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDG
GEFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDEPTFRPFSKDVQISCCGNSVCPPVAAAIIA
ANCPHLAASRQEQEAHDAV
>MCE8467729.1 hypothetical protein LZ189_01390 [Rhodovulum sulfidophilum]AB21
MPSETLTRSFGRFHAEATPAEARLIVRDDGKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLELIEAELGEDLRYRAGV
MAAVKLCWRLRLANDPRRAEWLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRGAVA
ELVDCAMKEGKPDA
>MCE8467730.1 DNA-binding protein [Rhodovulum sulfidophilum]AB21
MPMTLDFSPRLMPAGQAAHYLGISASKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQRNTCDALFMEKAS
>MCE8467731.1 site-specific integrase [Rhodovulum sulfidophilum]AB21
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRARRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGKVDVPFTAAAPEWAEPSDRVHLFSAL
REQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMLAGTDPEPKSSNSSDRVPTWMRK
>MCE8467732.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB21
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVN
>MCE8467733.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB21
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEGVGTLVAPEEAIGQEARINLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MCE8467734.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB21
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MCE8467735.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB21
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MCE8467736.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB21
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MCE8467737.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB21
MDLKSSTAALGYTTARPATLPQPGDDGAEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MCE8467738.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB21
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MCE8467739.1 FlgB family protein [Rhodovulum sulfidophilum]AB21
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MCE8467740.1 flagellum-specific ATP synthase FliI, partial [Rhodovulum sulfidophilum]AB21
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSENAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPE
>MCE8467741.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB21
MQKLNRARRLYAAGNTLRYVRFVDDFPKFPINRLWDDTTTAGFGDPKNYVVQTNSKVVERCMLMTTDPGDLVLDPTCGSG
TTAFVAEKWGRRWITCDTSRIAITLAKQRLMTASFDYYALRYPHEGLGGGFDYETVPHITLKSIANNPDIDTIYDEDHPK
IAAALAALNAALTAAPPKPLKPAQGARKGKPVNFAKGDTLHEWEIPFDWPDDWPEAARAAFEAFHTARQAMQRRMDQSIA
DHAEQETLYDKPRIDKSKLRICGPFSVEAVPAPTVLSLDESMPPQEADETVARSGETSRQALWRDELLKTGVRGKGGAML
RFAEFETLPGLKYIHASGSLAETGERVVVSFGPEHAALEQRQVELALTEAETLRPSPKFILFCAFTFDPEAAKDIDEVNW
PGVTLLKAQMNTDLLTEDLKKKRASNQSFWLMGQPDVELRKRKDGLWEVEVNGFDYFDPKAGDLVSGGKKQIAMWSLDVD
YDNRSLMPHQVFFPMADAKGGWNRLRKTVRAELDENLLEQFHGTFSLPFEAGENRRIAVKIVDDRGIESLKIMPLED
>MCE8467742.1 DEAD/DEAH box helicase family protein, partial [Rhodovulum sulfidophilum]AB21
MSLIINTPFQCPAQHWVEGKGGKLEIKPERRPASYEVFDARNNTKRTEVLDLVNTIRARVDHWRADGWPGVTIVTRKLLE
HWHDSEVRQHPFYFCQIEAIETLIWWIEGTEAYKQGIAIPGDGGTWERLCNKMATGTGKTTVMAMIITWQVLNALTYPKR
NKDFSRAVFIVAPGLTVKERLQVLMPSEGSYYDEFNLCPSEALRQKLNQAEVLIENWHTLMPLKEADRSVVRKGRESDEA
FTRRVLGKLATHKDIIVINDEAHHAYRKPPEVKISKKAAAEQGIDLDDATRWIEGLDRIHKTRRIQRCFDLSATPFAPTG
KKSTDTALFDWIVSDFGLNDAIEAGLVKTPRVVVRDDAVPDAKTLRSKLYHIYRNPSVSEDLNRAKAEPHEALPKLVQDA
YTLLGADWRETRARWQEAGHQSPPVMLTVCNRTETAARIENYFNKGDAHWPELHAPDRTLRVDSRVLEKAEVGEAATSDK
DYEARLKQIVDAAGLPETRRQQFLALKKEELLREIVDNVGKRGAAGQDLQNVISVAMLSEGWDAKNVTHIMGLRAFTSQL
LCEQVVGRGLRRVSYDTDENGLFLPEYVNVFGVPLSISETSEGGEAPPPPKPATQIEVVLDRSHLELRWPNVLRVETVVK
PMLSIDWSGVKPLVLDPANTPISADLAPALGGAMDLGKVTEIDLEKLPEGFRLQRIVFQAARKAFAEIRHSFKGSQEYLA
AQLVRIVEAFLKSNRLDIPSMFHSDPLRRRILIALNIDLVVQHVLSNVTEQNTERLTPVFDDENPIGATGLMRTWYTTKP
CFATTKSHISHLVGDSSWEGHAANVFEKHEG
>MCE8467743.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFH
EPGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQ
YMGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MCE8467744.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB21
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MCE8467745.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFIL
>MCE8467746.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB21
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTVDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MCE8467747.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB21
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLVDGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MCE8467748.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB21
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MCE8467749.1 protease modulator HflC, partial [Rhodovulum sulfidophilum]AB21
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEF
>MCE8467750.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICARQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRV
>MCE8467751.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB21
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MCE8467752.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB21
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MCE8467753.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MCE8467754.1 betaine--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB21
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPARAPRRRRRS
>MCE8467755.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
RLLAEELSRRGYRPATLAIGTNTDPYQPIERTHRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGIS
VTTLDRDLSRRLEPRAPAPERRLQTIERLAAAGVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEP
LFRDWLAENCPDRAERVMARLCEIHGGKAYRSGWGHRMRGTGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAG
DQLSLF
>MCE8467756.1 glucosylglycerol-phosphate synthase, partial [Rhodovulum sulfidophilum]AB21
SFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVSRLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFR
EVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKLRPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHI
PRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALSERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAE
EIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEAQPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFG
SLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADGMNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHR
SMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWANHQMEALSGSAPGAAAMPAA
>MCE8467757.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB21
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MCE8467758.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB21
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGDDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDDAAKDRMQARFEQLIDCWQSARQAKAA
>MCE8467759.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MCE8467760.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB21
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLNCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATALVTGAGVIGQMCATAARAAGAARILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLD
RPEEALARALDKTAALKVMVHFP
>MCE8467761.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQSYAIF
PHLSVAENVGFGLRRAALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLSALDKK
MREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPATATVG
DKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRLDGVDR
PMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MCE8467762.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB21
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKRDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKAAGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MCE8467763.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB21
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRWLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPQGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHAAA
>MCE8467764.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB21
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHLHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MCE8467765.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB21
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGLVISGGEPLLQR
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESLGLLRDSGVDADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MCE8467766.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB21
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIA
RGLSEFRTALEATPDGFAPVLAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQVNARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MCE8467767.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVI
>MCE8467768.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MCE8467769.1 alanine racemase [Rhodovulum sulfidophilum]AB21
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MCE8467770.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB21
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNDIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MCE8467771.1 carbohydrate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHTLARHARRYGDDVQFFVLSLRFMPPVAIAIPFIVIYLDLGIYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLF
>MCE8467772.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB21
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVLLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIFTTVAFTIIWKAGKKWAK
>MCE8467773.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFEEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IEPPTTLDEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGVKATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCAMAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDAYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDNLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMRAN
>MCE8467774.1 carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB21
LAQGEATRPGIVSVDHRAQPLVDTLCASQAAREIAAVTGNRIWGGQTLMQIARLAQTEPEIMACTRWALACKDVIRFRLT
GAALTDPSDASGGGLMDLAGGDYARDVLERLGFGAHLHRLPPIVPSDAVAGRISRAAAEATGLPEGTPVAGSMMDVAACA
LGAGAVDAPVLTMIAGTWSINSLECAGPPGDEAPILNLLYRGGKRLVAEGSPSSAANLGWFLDRALGRRVGVDEANALVA
ACPASQDRCQFLPYVFGPEPRRGGFVDLGASDDLGTMLRAIYEGVAFQARRHAEDAVALAGQPFPGTLRLAGGAAKSPVW
TQIFADICQRPVEAVRATEVGALGAAICASVAAGAYGDLGEAAARMTGVARRHEPDRELAALYDRRFCTFRRLDAGLAAL
MTA
>MCE8467775.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLR
>MCE8467776.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB21
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERATD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFGLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MCE8467777.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB21
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAVPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLTLWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MCE8467778.1 molecular chaperone DnaK, partial [Rhodovulum sulfidophilum]AB21
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAVQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVR
>MCE8467779.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MSRRQLVAGASALAMMTGRGAHAEVPGRPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTADAGLRSW
PNLEALRALRPDLVVALEGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGLDAALAPP
VPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPARLLHQSA
IWQALPQQRAGRVGLLPPAWVFGGVPSAIRFARLLEAA
>MCE8467780.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB21
MTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIMLGQ
SGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQAEAQ
GARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYGQAT
PGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTWKVD
PGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQVLR
YSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALDYVS
MGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRELTGR
LGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNTSFN
TQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGGLRH
VGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MCE8467781.1 FecR domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SDLAAGSALSVDFGRARRNLTLHRGEAFFQVAPDAARPFVVSAGGAEFTALGTAFNLRLVTDRISLTVTEHRVLARRDRD
ETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEVMDVLGRNAGWTVMLSRAAARIPVTAMFSLSR
LEEAPETIARTLPVRLSRLPGGVIVLRAR
>MCE8467782.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVRRDGETERGLTQVKAVDDAYPLYGQVALDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAGLRRIARAAARARALRGRTALRLALGAVGGPGG
>MCE8467783.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MCE8467784.1 arylesterase [Rhodovulum sulfidophilum]AB21
MVLALALCAAAGTARAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPE
VDGLIVALGGNDLLRGIDPAASRANLDAIMTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLK
GLTDLPDRGAAMARYMQDDGIHPSGAGVKLIVEAMGPSVLELVDRAEAKGR
>MCE8467785.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAASHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDN
>MCE8467786.1 glutamate synthase large subunit, partial [Rhodovulum sulfidophilum]AB21
GIDALKAVWHRGAVDADGKTGDGAGIHVQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLR
MGYYIYGWRHVPVNTDVLGEKANATRPEIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIY
KGMMLAEQVAEFYPDLKDDRFESAFAIYHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGEL
AEDIKPIVAQGSSDSAALDSVFEVLVRAGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTD
GRWVCAGLDRNGLRPLRYVVTGDGLLIAGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFG
EWLDTVSEIDEVLGDLPENVLFDGADLRRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFR
QNFSQVTNPPIDSLREYRVMSLKTRFGNLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPE
ALRLGLQRIRNEAEDAVRSGAGHIVLTDHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIG
CGATTVNAYLAEDTLADRIKRGLLDCSLTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPG
MHSRISGIGVTGIQRKLEEVHRLGWKGGQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTP
PIHLRDLLDIKSLGKPVPLEEVESITSIRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGD
NPSAKIKQVASGRFGVTAEYLNHCEELEIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLA
QLIYDLKQINPRCKVTVKLVASSGVGTIAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNL
RERVTLRTDGGLRTGRDIVMAAMMGAEEYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITF
YAQEVRELLSQIGARSMDEIIGRSDLLNQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAP
FFEDGEKMQVSYAVRNTDRTIGTRVSSLIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGL
SGATIVVRPPLSSPLVASENTIIGNTVLYGATEGYLFAKGRAGERFAVRNSGTR
>MCE8467787.1 hypothetical protein LZ189_01685, partial [Rhodovulum sulfidophilum]AB21
MSISGSSSSSGYSGNFGEFGSGALQIEIPLLTNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPD
WAADIVSSIFEAGIEARFVAQIEVGYDLGGIVNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGLSVAGYAGVT
LYFNDPNHDGKLRLTEMIAIVEAAYEEISDNDILEALGYIFYGEASYGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFG
GNPVSGEVAGDMDGSGTVVLNIGSNAGASNSAIQEDGDDTLVITGPNSPIQVTYTQGGRKVTGEIDQDANALVIPAGSGD
NEIDLSGITNDVITITYTGSGEDTITLPNQGLHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVDYIGSDDY
GLRDLFIEAFSSGDVTATEVLSLLGLNADGTVDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTG
GGDDVILIDLTNDGEVRIYSGAGDDIINAGGSSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDG
MDVITGGSGSDMIYGQNGDDILQGGLGDDMLSGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADG
DDTILGGKGSDIMMGGGGADSIEGGTGKDILIGDFAEIKLSPNLAAGAVTSTYVNSRNAGQDALYGGTGDDILIAGGAGE
GEAETLTDTQGSNILIGDFAVLEGSIILDAVTKIATLASDMGGDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGI
IDFSEGTIWGDSTAADGNDTITVGNDDGTSGVDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPL
GPDPSDDDVAADLKARNLISALAASVVSTPNEDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANAD
YTGRKVELTSAAAAAAVNDDQITTGSGSDVIVGGEGSDEIRAGVGDNAILGDNGTLSRDDTGDTLSLTLKSAYLRTDGDD
LVVTGSGDDAAVLGGGDDTADLGDGDNIAMGDSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGN
GGNAVIGDNGHLKIDEAGIELTSTDPSLGGDDKITTGSGNDAVLAGVGSDTVDAGNGSNTVIGDNGHLKIDEAGIELTSS
DPSVGGNDKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLKIDEAWIELTSADPSLGGDDKITTGSGNDVVLAGLG
SDTVSAGDGENFVLGDNGWISLVDENVVETSDESD
>MCE8467788.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLD
>MCE8467789.1 SMR family transporter [Rhodovulum sulfidophilum]AB21
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MCE8467790.1 YitT family protein [Rhodovulum sulfidophilum]AB21
MPTDMPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYATGIGFGPVFFLLNLPFYWLGYRRM
GKAFVLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQ
LGFDAVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MCE8467791.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB21
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPTAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MCE8467792.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB21
MLGSGPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVFSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MCE8467793.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB21
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPFDEWLRELD
MGEWTGLRKDALIAEEAELYGAWRAGRYTPAGGETWDGFVRRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDTAPPRLEAYNLGEFGPDTDVAD
>MCE8467794.1 anion permease [Rhodovulum sulfidophilum]AB21
MIAVQFIYDQAGGEIGYMDWLLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFA
LTVTLWATADYQEIWFDGFSISIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGL
VRGLGIETMSTAAVYVVVIFLSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTL
YFATGYFSVLEQLKYGIVTCLIGGTVISVAVFTWFKLLGYGL
>MCE8467795.1 hypothetical protein LZ189_01725 [Rhodovulum sulfidophilum]AB21
MLAAVPADPAVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTHDTDAAVTAALEDLADGEGEAASDL
PENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRFVK
VKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MCE8467796.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB21
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEA
>MCE8467797.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB21
SGPLPDFHAGREDRRLALMEEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKADAVRTAIAVEPRDG
RLCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHE
EARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEA
RHDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARM
SLAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEY
EGVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRSVPLAETGTSGLRVGGVRFKAWQP
AEALHPALPVNAPLVFDIYDTWSDRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPE
FPMTLDLRRPPGP
>MCE8467798.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB21
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRS
>MCE8467799.1 site-specific DNA-methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYEALKALNEGVQMRSDWVLPICTGHERL
KDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFIGIEREEAYRKVAERRLAKVRKFDREA
LVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGSIHQVGAAFEGAPSCNGWTYWHYHREG
QMVPIDVLRQQVRAQMHD
>MCE8467800.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MCE8467801.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB21
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTASATA
>MCE8467802.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MCE8467803.1 DsbA family protein, partial [Rhodovulum sulfidophilum]AB21
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKL
>MCE8467804.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALVAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
L
>MCE8467805.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MCE8467806.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB21
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDTGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRSGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVAA
>MCE8467807.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTP
QGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKD
ASDFTSGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRF
GEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPG
SSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRTGVEYIRKERLDAASAPGGTDKRWALFAVD
DMSFGGLTLTPALRYETQDIGGDSYAR
>MCE8467808.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB21
MSALFPMLPFADDETPLSWAARQAAFHTRGRALAFLTDLGIPLVDLARGDEPAVLRLCERAGHDPAAVLRNTISAVGGRR
YQLRGLEFAAEFTTGPVTRICPACLDDDLTGAHLPGTALRHRLIWRLAPVRTCPIHGTALRDLRSGKWDDIAHELQAMTS
LIEAERRVPGRARVVSPLQAYAVARLEGCPGPAWLDGQDIDQAVRATEMLGAVDAFGPKLKASDMSEDMWDAAGRAGWPI
VSEGGAAIREYLMARVTASRGKRAAPRAAFGMLHAWLSGSRLSKNPGPIRDMLRDVILETTPLSKGHMLLGKPVTDPHLC
SVASIAKAEGLDARTLRNVLQVAGLLNPAEAEQGSNRLVVDYTAARDLIDVVKHAVPVTRLPNMLGASRPLVALLIEIGQ
LHRVQDHGALASKIGKAVDGRGVKPILRFLETRFQAVDEAPEGFVHLSKSAEKSRAGVKFILELMFLGHLKRVYRVTGAH
GFAAVVVDPEEIKALLESPQ
>MCE8467809.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB21
MAHADTAKSALERVRSLHIGSARDAEAAMHTTRLLATDEQGALTPVAKRFTRTGETRGVMLIGGPGSGKSHLLERTLSKL
TVLQEGEYGRPRYLGCSVPSPATFKSMTLALLAESGYPDANPRKEAWSLWQDLRHRLQLLGISVLWIDEAQDLFCADRKL
ILRALKSLMQGDDPVIVVLSGTEDLAKVIRTDPQVQRRFTAMVLPDLVEQVDGDSFRDIITQYCERVGLGAPIEADLIGR
IFHGARYRFGRALELLLQAMEIAIGRGDDDLDIGHFAAAYAMNEACTAADNVFYAEHYWLLKPDAVDEEEQPRRKKR
>MCE8467810.1 Mu transposase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FRPVLNGLNVTRPLERVEIEEWTVDVSTLLESTNIYGMLSDDEKRQLGLYIKGDEEDPRYKGKARRRDRWTLTAAICCAT
RCIVGMVLSRSANSEAAVQLLQMITTNKGAWADAVGALTPWDMHGTPELIVFDGGSAFKSMRFRMAAEELGVMWETAMNG
VPENRGTIERAFGSFRSDFAPRLSGHTFSSIMEKGDADPEKRAALTLDDFTFALLRWVIDIYHNTPHHGLGGETPVKAWR
HLSKLHGVTPPPDAEMMRVCFGQEREYRLDKTGITVLGVRYQSEEMQTYLRREHPEKVSVRWHPKDIGAISVKWGKTWCN
VPALDTSLQGVAAQTWLTAVRHVRDANPKSSRLDNVAVRDAITAIKARNEAAMAAAGLNLEDWSEKRCAKEEKKLLAGIE
FVERKELRQVKDGLGMEIPASSELTVAAEKPSTPVTPAKPAKPAKRAAKGRGVTPTSPKSNMTIEED
>MCE8467811.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAADAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQAEGT
SCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHHILAW
YWQHLDKLHRRMVLPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLTARQQ
DRNGEYTRRLRQCFGRQVDRSLWFLMEFQSKVRDGNPLK
>MCE8467812.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MVPMLATISRRDVLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGL
RPLLATGWEGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMP
LQLIANALPVVSSVLPKHIYEGTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAA
AASSLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLSIEINHRTEALSKLKVRQAIAHAIDRDFVLKTIF
LGYAEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRLRLRLLPAPYFSETRQFGDYLRQALAAIGI
DARIVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAAR
VALYKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MCE8467813.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MPRMMRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGENYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>MCE8467814.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MAKALLGRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLL
>MCE8467815.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
IWFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYRA
IDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEEE
QQ
>MCE8467816.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB21
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MCE8467817.1 peroxiredoxin [Rhodovulum sulfidophilum]AB21
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDRLTAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPVGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MCE8467818.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLDETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGTLGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MCE8467819.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB21
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGPKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLAHGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>MCE8467820.1 hypothetical protein LZ189_01850, partial [Rhodovulum sulfidophilum]AB21
MTEPLPRDADAALVDAARSYFAARRARVPAFARRRFGLAGALALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSR
APRLAAWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTT
>MCE8467821.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MCE8467822.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB21
MTEAAYIVAARRAPIGRLCGAYTGMAAARLGAQVMRAVIDDAGIDPAIIDEVIAGQVLQGGAGQNPARQAAIYAGIPDHV
PAMTVNKVCGAGQKSIHLAAQSIRAGDAHVILASGQDSMTEAPHLLPGVRTGRKMGDMTAKDMMIVDGLWDVFNDIHMGR
TVESLARRYQITREEQDRFALASQQKALAAREAGRFEAEITPITVPDRKGDRTVRRDEQPRETTLERLSGMAPAFDREGT
ITPGNASGLNDGASAVLVVSETKLRELGLKPMARIASYAAAALDPMDMGLGPVEASRKALEKAGWAAQDLDRMEINEAFA
AQSLAVNREMDWDPAAINVNGGAIALGHPLAASGNRIVTTLVHEMARSGTRKGLASLCIGGGMGVAICLERA
>MCE8467823.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB21
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEKTAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIADARDRLTEMSGHVHLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLRAIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWLLIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARSAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGAAALTDIVERVGNIAALIADI
ATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVAPRPRTETAIPTAAP
PPAAEFELPKRAVNDAGWQDF
>MCE8467824.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB21
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTGFRNTIGRSGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MCE8467825.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB21
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVRATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MCE8467826.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MARKDLLKGLMDPGKPAPSTEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHATPALANRFDPFAQIDALIAEYRRLGALLPDDID
WLRRLIGAAEPVLRAGATLAPCRNDGSASNLMMGPDGAVLLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFAAYAGG
FDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MCE8467827.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
RSSDLMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQ
NQMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MCE8467828.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MEDLTYRNDLFAQTLLGNLLEHARINGGKTAFSFYGGPGAPEATLDFAGLEQSVARMTAALSRRGLQERPVMLVYPAGIE
FAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCMPAAAIGPAKTLGGLDFGQTVPHVLAHEDLMAEDPGDFSL
ADAAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGFDLSSWICGHSAAEPIRREVVECFLERFAPCG
LRPETMRSAYGMAETVAVVTGGRLTGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDS
VAKGYQGHARGVEDTFRAETADGDGPFLRSGDLGFLDQGDLFVTGRLKDVIILNGENIWPQDIETVAQAADPALRSDGGT
AFDAADDAGRTRIVLVQEVRAAKEDLPDIAARIRTALAGRMGLARLDEIVFIRSGAVEKTSSGKVMRSRMKTRWQAGDLE
ILARDRLPETAGECSHEDVLAALGLGPEALESPASLTALGADSLRCASGAEALRRRYGLDMALSDLALTTGIELADLLRN
RPQEDPGPTEPDAAAAAPQGPAAPTPLQRAYLAGRAAQGLDCAIYLETGCPADLPHARLEDAWARLVARHDALRMIVTPE
DRIEILSQPPGSHEIPRIYLSSAAERRGIEAQMRRRTAPLAHWPLYGICRSTLPGEPTDRLHLCLGLIALDAPSILKLLL
ELGRLIRDPETPLPPR
>MCE8467829.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
VKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAAGVWHTPVEDYDALPENP
QVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIETGAAAQTDRMRG
>MCE8467830.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB21
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGLDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MCE8467831.1 hypothetical protein LZ189_01925 [Rhodovulum sulfidophilum]AB21
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGRSLICHLAGEIDGQTVVTGEAVLVPRES
>MCE8467832.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>MCE8467833.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB21
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISLFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFFAQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MCE8467834.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB21
MAAHPHGGLYAATICPMRADGALDLDSLEAHFSAVLATEGLDGLLLNGHAGEGIFLTRDEAATVVRHAKTIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSW
>MCE8467835.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLAEATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDCGPPRQQAPSAPTPTP
TPSSPNGAASAEDDEILAPPPSDALAFDADPEQTAPEPSAARPPAAQAPTPAGMRQSPALDEGRPAPETATDSMPPEAED
LSSGMTEPAEAAPAPAPNAAPPEQPPIPQPIGADLPGTDPADDDPAFVPTGLPTRSRLLKHGLQRLLDADPDAATRAAER
LARLVLSIETAARD
>MCE8467836.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB21
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MCE8467837.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB21
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MCE8467838.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB21
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MCE8467839.1 50S ribosomal protein L32, partial [Rhodovulum sulfidophilum]AB21
HDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MCE8467840.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB21
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRGQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLKD
>MCE8467841.1 GTP cyclohydrolase FolE2 [Rhodovulum sulfidophilum]AB21
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADDAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>MCE8467842.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
LFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDAFACASGMAAVNGALMALLKAGDRVVAA
RALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPVLEVIDLPAVAGIAHAAGAKVIVDNVFA
TPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSGGAISPFNAWIMLKGLETLDLRVRAQAA
GARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRLLNGLDIWRLSNNLGDAKSIVTHPATTT
HQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MCE8467843.1 DNA-directed RNA polymerase subunit beta, partial [Rhodovulum sulfidophilum]AB21
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHE
>MCE8467844.1 glycolate oxidase subunit GlcF, partial [Rhodovulum sulfidophilum]AB21
VHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCLACMTTCPSGVHYMHLVDQARAHIEA
TYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAPPDLRPPGESDRPQVFPARGARRMRV
ALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRAEEAHAQAAQAIRAWSAEIAGEGLDAIVVNTS
GCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAACSLQHGQKVKDAPKAVLRRAGFEVV
EPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGSGTGVPVLHTVELVDWATGGPRPRAL
AAG
>MCE8467845.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB21
MLAGLMVALAAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLPLA
GLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVSRVRYDLALLQLDRAIRLPGLVPFGIGSQPGRGDAVGVVSHARD
RSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEGGVPRILSVVSAKAEMGARKVALGTVIHDGLEVLRARLAP
DEPGGPMPRFGPGTARSAGAKFLRP
>MCE8467846.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB21
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>MCE8467847.1 hypothetical protein LZ189_02005 [Rhodovulum sulfidophilum]AB21
MGPSPRFKKTLQSTWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGTAYAINAFLVGSIGGAIAVVLGKALQII
ARDGRQSR
>MCE8467848.1 hypothetical protein LZ189_02010, partial [Rhodovulum sulfidophilum]AB21
GFAAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARATELA
>MCE8467849.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQK
>MCE8467850.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB21
MRLFQLERIGEPPRLTETACPVPAAGEVRVRIAACGLNFADLLTIEGRYQERPTLPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAILALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLAKLFRWHAEGRLHPHVSHVLPLERAAEGLELLRQRKATGKVVIAME
>MCE8467851.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MCE8467852.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MCE8467853.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB21
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRD
>MCE8467854.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB21
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPGLCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGEVFRIGHLGLMSDVMALSGIAAAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>MCE8467855.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB21
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAATGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MCE8467856.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB21
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MCE8467857.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB21
MISPHTLHPRPATQRDESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHVVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPKGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEENRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCTPGELDLPLSQAARLIGRYGALARKVAPLCRGQGATPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRPMDELAAERQAALREPRLMGTRAGPAQ
G
>MCE8467858.1 hypothetical protein LZ189_02060 [Rhodovulum sulfidophilum]AB21
MAKLMKNDQIFPPRRGRRVPRTTDSRHNLGIAPNLLRRNFRAEEPDRIWLADISYEPTDEGWLYLAAIKHIP
>MCE8467859.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB21
MTIKAFAFACAATALTALPAAATDLRLLSSWPDNQAYTENVALPLAEKVSELSDGALTISVVGPDVVPAFEQLEPVQAGV
FDMLFTHPAYHIGTASIGLGVEGTRADPTLRRSSGIIDTLDEYYRTLGLKALAVAPVGSVAFNFILREPITGDPSLGGRK
IRGTQTYNPVIEGTGGSPVIMPMTDIYSSLQTGVIDGAGTTLTGIAEQKWYEVSNYLSRPKFGTVGLFIFMNIDSWDSLS
PEEQDILTRAAMEIELESTDRFDTL
>MCE8467860.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW, partial [Rhodovulum sulfidophilum]AB21
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRQGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPD
>MCE8467861.1 hypothetical protein LZ189_02075 [Rhodovulum sulfidophilum]AB21
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCSHFEQENA
>MCE8467862.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB21
MGRHNAPAPLPAAEDGRTSDIGQAAPRPSGQSFELELQAFTRQLAACGPDTSATRSDRLDLIQVELDLQNRELREAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFAATDQLCNRSVYRMLDETARSRLHAYLATPPSGTEEGPAT
AIPVHVGRPRDGVYLSYDAHLARLPACSEEDGRVHMLLVDRHSDDRQEHERHCHQMLSESTSTLIHAFDLTGNLIFANRA
ASAYLDGAETLSVEQRRAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTDVS
TLMAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMGHEIGDAILSA
FAQRLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDLLR
AADMALYSAKSNGRDRISHFKESLRFTSERRLLVFSALRKALCEDSFRLVFQPKFDISDRRRIIGAEALLRWRDPQLGDI
SPAEFVPLAEANGLHNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITE
TGLMNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLHPSELKIDRSFIAHLDPGDGDGASERIVRAMLALAESL
QLSTVAEGIETEEQLAWLAENGCEFGQGFLVSPGLEIAAFEALIGA
>MCE8467863.1 hypothetical protein LZ189_02090 [Rhodovulum sulfidophilum]AB21
MMAGAIWALAGGGAAAPLPKGEGLKVIRKECTRCHPLRNIVNSDGFTAPQWRDFIVRMTDLENRPENLDAVVAYLAEHFP
PYAPDD
>MCE8467864.1 PhoX family protein [Rhodovulum sulfidophilum]AB21
MTSITFLLATTALLATPAFADSFEFSAVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPLGKKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYSFGHPTEVTVSEDGNANAAKHYA
MGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDGVKKII
DDKPGFFDIFETADPAEGGTCGEGFTSINTTSGHECLKVRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMARETKYDIGGPDSVQVAENKCGAVYQLSVAPDVAIGSDFVLQDMASLVEGTPTKYGADSEFAGNSCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMASGALTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>MCE8467865.1 hypothetical protein LZ189_02100, partial [Rhodovulum sulfidophilum]AB21
MRRLSSALAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAHPPAAWDENGDGAWAGYVPDCYYDFDAEGFD
RAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTAEGSYDPTIYKVNLAIAEALIKRADVPLDPVDETRLG
VDLDRDGTLGSATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSSGEAAMA
>MCE8467866.1 DNA polymerase III subunit alpha, partial [Rhodovulum sulfidophilum]AB21
IKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVSMPDFDIDFCMDRREEVIHYVQKKYGREKV
AQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALTDEPRLREAAKNEEVVDRLLTYGQQVEGLL
RNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDFLGLKTLTVVRNAIDLILKSGRPLHQAADG
TVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRMKPTCIEDIVALVALYRPGPMENIPTYCEV
KQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRRAMGKKIKEAMDAERPKFVEGAKKNGVDAK
KAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCDIHLTDKLAVYAEEVRRGLDLEIVAPCVNR
SFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDMKHVGKRPLEMLARAGAFDALDGNRRRVFE
SLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEEQKAIGFYLSGHPLDDYMPALRRKKVMTKA
EVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFSDVLEVARDHLEPGMNVVVQVEANLENDQL
KLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGRGPIEFSLVAPDLPGEVRMTLNDRYPVNPQ
IKGALRSLPGVAMVEEV
>MCE8467867.1 hypothetical protein LZ189_02110 [Rhodovulum sulfidophilum]AB21
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTETAEVAP
>MCE8467868.1 ATP phosphoribosyltransferase regulatory subunit, partial [Rhodovulum sulfidophilum]AB21
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDR
>MCE8467869.1 hypothetical protein LZ189_02120, partial [Rhodovulum sulfidophilum]AB21
RLNDADPDRALAVLKLLITKGDPEQRRLALRHGLQSTDMAIRATTLRAILDSAPTLVMKFEPVSEEPDTYYFRTIQQSGG
VVAEDNSSEVLRKLSGYNEEEECWTYVHGVYTPCFARMRGEVVSLNFGDSWGNYTLNNSGQLAGQQAINNNLTNATVDLY
E
>MCE8467870.1 hypothetical protein LZ189_02125 [Rhodovulum sulfidophilum]AB21
MAIRQHALACLLALSAFAAEAQVSLGDLDAAMSARDDEMAAFRERLNDPDPDRALTAMRLLIAKGDADQRQMAIEHGLSS
TNTDIRLAAVGAILGSRPILVSRWFPEDGEMPNNFRNRVSAFNGTTNTDKSARVPLQIGKYLDEANCWLINDAAASPRNC
LFRINSGEISTYVGGSWAQLDLDEAGRLVGSPMIGGIRTEIVVDLGL
>MCE8467871.1 hypothetical protein LZ189_02130 [Rhodovulum sulfidophilum]AB21
MLKRRNAKKITAFLLIWLALAPAAAARVIGIEDGAGSGFLFSHRGNCFLILPGHVHGNYRRGIRVGTQAGGAIGSADIVY
QAPGEADISLALVKGGVTRDCGPAWADLPRSLSGALEIGRIAIIERARQRSAEGRRVVLHSIDFRQVRLVPAEGEKPDLF
GGTSGATVFLDSTPIAMVLEAEAADAVWATRMDEIVNLLARFMGEVPPVQSCGEGVLSAACAESRAPVEGDPFEVLAWSV
HPVEGASDPSAMVAGDAPYVAPLVPGEPIVLELALTGTDRLSRVRIVSEPSDDASVPKDIEVVTDISEGAVRRPNPMPRR
DMSPQGVYDNRVGERFAKTVTIRISSSWGGGSPVRIDSIVIE
>MCE8467872.1 hypothetical protein LZ189_02135 [Rhodovulum sulfidophilum]AB21
MKPVHIKIFPAALALFTTVSGTSLAQGIALEKGPFQERVSEYSKVSGDIVMGVMLTGDEASTREPSIVTGVAPDWTASSA
ASPVCVRIVTKDGRYEAENTYLIAPGYAGTRAPFPYEGQQADLLAERSAVALVKAGRCGDRSDTFIPVHWKAEPGAQPKT
LHVYVNSAGNPVSIAWGRGADAIRNCANVTELAGLKYTARCDVQIDELPSEATVRLTLFVARSNSEEVFDIRILPVFARG
>MCE8467873.1 hypothetical protein LZ189_02140, partial [Rhodovulum sulfidophilum]AB21
MADAKAKRGSTRGRSAGWPLWFKLALLLALVLAAVIGNVLYDRFAQRTIIVEADTGTLRITLERELSGKFFQNALVCRQR
KRPDLTLRGSSFGCISRTHMLTPSAAARQDEAEGESFDLALPAGTRILLYSEPDRISLVVEKIPDGYSGTDVARLEGGGI
TLNAAAAKSFGSLVVTGRAVIGASPSESDRISVVAGNYQIRGGTWPTSWLTQERQILRSGEL
>MCE8467874.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
QPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILLV
PLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTYR
QELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADVATEEV
>MCE8467875.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB21
MAKRRKLQAPSAEELIRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MCE8467876.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDR
>MCE8467877.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB21
MSGAAPAEAALSRRNLLRGKLAEGPPVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSSEDCPVATTIHSALALAPDNVLLAGGRYFLDAGGFRGD
LLRWDGKGFCKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRHWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWRAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MCE8467878.1 Mrp/NBP35 family ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
CLERGLPVIGCVENMAGVVCPHCAGAFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPEAAPPVAEAL
AAIVGACAALGSAGFQDAAVRSLDAAFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MCE8467879.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MTVAITGATGQLGRLVIDTLKDKIAPDGNVALARSTDKAADLGVPARVFDYDAPETLAPALDGIDTLLLISGSDIGRRVP
QHAAVIKAAKSAGVQHIVYTSLLNAPTSTLGLAPEHVETEELLAASGIEHTILRNGWYTENYTMGLPSALEHNALFGAAK
DGRISSATRQDYAEAAAAVLMDAGPRGKTYELSGDDNFALSDLAATLSAQAGKDIPYVDMPEADYAAALAGPGLPAELAG
FLAHCDVEASKGVPFEEGTQLSTLIGRPTTPLATAVATAIL
>MCE8467880.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB21
MPKLSEAVRSGKLVGNLQAQECPSRDILKHVTGRWAVLTLIALQGRTIRFAALRRTIGGVSDRMLTQPPQTLEADGFVKR
QAFKVVPPHVEYSLTPMGEEVAQHVRVLCDWIEDNTSAILSIRQDIAAE
>MCE8467881.1 hypothetical protein LZ189_02205 [Rhodovulum sulfidophilum]AB21
MAGSKKDGDKIANNPSTANLATMLPIVDGMAAAPGFLKLLGISHDAISELQQSAQELKDQASILTLPDEFNAHFANQGWI
ATGALSPEVMRNALAYSREGNSEAAEAEILSWFTEDNIRLFAITRGKRFNKAQERYHQMVEALTLYKEERYISAVPLILI
VCDGLASDVLGSSPFEKDADLSCFDSITGHPTSLPTLIKLVTKGVRKSSDDALSLPMRHGILHGRSVNYASKAVCCKAWL
LFIALVDWAYDKVDEEARRDRHETEQRETLLGSLSKLRKTQEDRRKLDAWVPVVLAAPFDQPFEPGSPGEAFQQFFSGWQ
AKNYGMMAAHAVNLTGKSLGAMAGELRRDCEFIELLEFNLVRVVQANQVRADVTLDVRGKTLKGPVEGRIDAMAVCYLPN
GDPAMPTDDGGTWCVQQNCIYKVMHLDKPSEE
>MCE8467882.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB21
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEASASCA
>MCE8467883.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB21
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MCE8467884.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB21
MHTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDRARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGTMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSQAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRGMVGL
>MCE8467885.1 hypothetical protein LZ189_02225 [Rhodovulum sulfidophilum]AB21
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MCE8467886.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB21
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGITNRLMNHPKIRREDTEITSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAATILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLDAAG
>MCE8467887.1 RNA polymerase sigma factor RpoD, partial [Rhodovulum sulfidophilum]AB21
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQ
>MCE8467888.1 DNA primase [Rhodovulum sulfidophilum]AB21
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGGGGGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILA
TLIVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGMSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHE
KAALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAF
ADLLGRINYGKGRT
>MCE8467889.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MDTITRRGFVCGAMALAAPGLARANPGIVVRDLLGREVRLARPAKRVVLGQGRFLSMIGMVHPDPVAILAGWADDLNRTF
PNEAEAWSSRFPALKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDSDGSTSFIRSLTQAGLTVAVVDFAQDPL
KDTVPSLRILSQLLGQETRGEDTISFYQATLKRITGAFGDQSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGGHSI
AADVLPKAVGPINLEYMLTRQPDV
>MCE8467890.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB21
MIASLNLMSTASETRAQDDVVVLPPVVLTSEGEDSDSYVAETSRAATKTATPLVETPQAISVVTEAELETRQVQSVGAAI
RYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSKGRFAGLGRPEPFGLERIEVLKGPSSVLYGQNAPGGLVNLVS
KKPTSETIREINTSVGTFGRRQGSFDFGGEIDAEGKLQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTPTSDTTFTLLG
SYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDKFIRTSRSIGYEFEHHFDDVWTVRQNLRFDRQDADYRYVS
YSGAALAGTTMPRKRSFVDQSLESFAVDNQAEAEFTTGRVSHDLMVGLDYRYIDSAFRFGTASASSLDIENPVYGAPVSM
PPTTRSEKTDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAENGLAPYASYST
SFEPTPGSDFAGEAFKPTTGEQFEIGVKYQPVGFDGFVTLSTYELTQQNVTTTDPVNTRFDVQTGETRVRGIELEGVAAL
SDSLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDVGPLAGLEIGAGVRYVGGRFGDAANRMDLPATTL
VDASLRYDFENLSPDLEGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MCE8467891.1 E3 binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPTPAPEAPKADAGDKAAPEGGSGRDSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEK
>MCE8467892.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB21
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MCE8467893.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB21
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MCE8467894.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB21
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIAPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MCE8467895.1 light-harvesting protein [Rhodovulum sulfidophilum]AB21
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MCE8467896.1 light-harvesting protein [Rhodovulum sulfidophilum]AB21
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MCE8467897.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB21
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MCE8467898.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB21
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MCE8467899.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB21
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MCE8467900.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB21
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAEIAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLYEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MCE8467901.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAASPNH
>MCE8467902.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB21
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRNYLPADYRAATRPWTIAAAVHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMAAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPDFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MCE8467903.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSGSLPALADEDARLGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSM
LDLQPSKLSISGAAVTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSA
RYGGFQGGVVNYLLREPNGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSR
NTAWGRKPIGHQYIGDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYANI
LGAWDLSARLTYSRNKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDL
SRDLAGGRLNFGASVIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYESFLEWE
RSWERFDLRAGLRLDRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPY
DFGEYRYTQQGLKTPYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYA
RVWDRPGPRLLDSVGLRVSGVVADRETSSSGYYNASDELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDR
GRYGLGLGA
>MCE8467904.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MRVLAVLAALAAATPSLAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDTLLESAGSLPLGTPAHLVDEN
PCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTIGADLAIFQIGEMFGRSAEAA
ALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETVGAPTAVPDAGGAPMRVDWHA
IAAAEPDVIVATGDADQVRAALRHATASVPALSGIPAVAADAILPLPAYSDMDVVGYPYTLEAWTRAFSEIAMAAVSAPA
ASR
>MCE8467905.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB21
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRALAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
DSCTRLAAYAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAV
GHLNHLYLTGRATRRRRPDGAWLYRRSGAV
>MCE8467906.1 hypothetical protein LZ189_02330 [Rhodovulum sulfidophilum]AB21
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKMMEAFANLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MCE8467907.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB21
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MCE8467908.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB21
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MCE8467909.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVL
>MCE8467910.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB21
LDGTSFADHETGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDK
GNMTRDEIDRTLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIG
LSKNLSGIELDAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRD
GGSFEERMGHIACWNAVMDENRYMIRKWNEFIAA
>MCE8467911.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MSADPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLTIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MCE8467912.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEYARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>MCE8467913.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB21
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDAAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MCE8467914.1 GGDEF domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPSADQRPRTTFTIRVLGLTILMAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLPRRQPSGLCGPVRMLACIVA
LLAIERLFEASVPGWIRIVGHPRIEHALESTALQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGMLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVAGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIANRNIREGDLLVRWGGEEFLLV
>MCE8467915.1 hypothetical protein LZ189_02375 [Rhodovulum sulfidophilum]AB21
MFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSTMT
DLFEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGFRMRILLVLALIGPWLVGIATLHAVPETVSARL
LIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADE
RAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEAELARVGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQR
AESALYVAERRGGGTLVRVSDLAETGQGAEARNSPRAMGGAARPP
>MCE8467916.1 LuxR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
PMVRWAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWA
RHGDVIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAV
LKAWFQNQIFRANTP
>MCE8467917.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB21
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHLSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEPYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPGALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHAFDPQSGQTLRKD
>MCE8467918.1 hypothetical protein LZ189_02390 [Rhodovulum sulfidophilum]AB21
MIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNMAALREAGVFDGSAVQPAFRAN
ETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFRREARAAGVRHFLEVFNPNVPG
AVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGAGATHRDTFELIAQSERHGARL
ALFGRKINQAEDQCALIAWMRRVADGEASPSEAVRGYHAELARRGLQPDRALDDDLKITAESLHFDADCAPV
>MCE8467919.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB21
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCDTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGADQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MCE8467920.1 SufD family Fe-S cluster assembly protein, partial [Rhodovulum sulfidophilum]AB21
SYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNTYRGLVSMHPKAKNSRNYTQCDS
LLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVINGFCKEVLQALPMEFAMEAQQLVA
ISLEGSVG
>MCE8467921.1 hypothetical protein LZ189_02405 [Rhodovulum sulfidophilum]AB21
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLHDQDRFDKDRRDKEDRT
>MCE8467922.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MCE8467923.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB21
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MCE8467924.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB21
MGLPQAKLTATEARLAALAMPVQVGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEVEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MCE8467925.1 ATPase, partial [Rhodovulum sulfidophilum]AB21
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGNLILPDALLDQLGPAVGAGR
SILMYGPTGNGKSSISNGICDALEDLIQVPRAIEYAGQVITVHDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEDFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICD
>MCE8467926.1 prepilin peptidase [Rhodovulum sulfidophilum]AB21
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>MCE8467927.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB21
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MCE8467928.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB21
MPAPTGTAHPATAVDGLVVGHRLMAAGEYDLALKAYYRAAAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARF
VPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIRRNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>MCE8467929.1 hypothetical protein LZ189_02450 [Rhodovulum sulfidophilum]AB21
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDNDIAVRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MCE8467930.1 flagellar type III secretion system protein FlhB [Rhodovulum sulfidophilum]AB21
MSDEDPGDKQFEPTQKKLGDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLMPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRAHRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MCE8467931.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB21
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MCE8467932.1 flagellar biosynthesis protein FlhA, partial [Rhodovulum sulfidophilum]AB21
RFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKLAKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTR
PALVGMVAA
>MCE8467933.1 type IV secretion system protein [Rhodovulum sulfidophilum]AB21
MGIVTFIVEAADKGLDTVATSQFAAVAEISGTIIMGAATLAIIALFINMAWQIRPMDGREMLVLLFKISLIKAFALNWAN
FNFVSQHVIDGLDELAGSLIGSATGEDAIGSAYFAARFDLQMDRLAEYGNEAASHMSRVSKALMGVFFMALIALVGGLAG
AVLVLAKMMITLLIGLAPVLILCSMFDVTKDYFHRWVSSLASFALYPVVIAGVFSMVFGLVTLLVSDLGSVDTADKAGKM
VPFLGVVILSLVMVVAIPIIVPMISGNLHAGWAASVTAGSVQKMMSQSWHPTAPREFSKSTSALDRRANGGEASSATKSP
PPSPSTGAKMQRTLERTERLKVNIK
>MCE8467934.1 hypothetical protein LZ189_02475 [Rhodovulum sulfidophilum]AB21
MKLLTTLILIASAGPVYADTATPLLSASSARTDRYGCTERQRPDGMTYSGFRDAWRNTAADDLYSLRRHQAALEAGSCAC
DALWPDWSSIKEEFDALGFADPQATDSLHVTWAAAEYFPVISNLRAALRE
>MCE8467935.1 hypothetical protein LZ189_02480 [Rhodovulum sulfidophilum]AB21
MRSDTKPRFPVNPWLAWRPGSDRALDALERIGVLIRSGASWDDSYAFELGAQARHYANQCPKGFRQGLEIVLSEHGNLAA
IQGWLSAAPSRDFTHIDQSPRSAD
>MCE8467936.1 hypothetical protein LZ189_02485 [Rhodovulum sulfidophilum]AB21
MHGLTALERELLSCVERLTEASKESARELTTYGEETRTELAGLRSSVIALLRSQLSLAAALSAWMPDSAQLNDSMEQAQR
AKKHLETR
>MCE8467937.1 hypothetical protein LZ189_02490 [Rhodovulum sulfidophilum]AB21
MKTGELKQRLSEKLNADMERIRAENAASIDTQLQSFRTDLKGIAENALATIKTDTEGYLLRVRKHLMRQSANAARPEWKA
LMWPTLVACCLMISTGISTWSVMTWLMPNLNTMGLRVIDRPEATYLIPRDGRATLDRCQLAGEPVDCLVLPKE
>MCE8467938.1 hypothetical protein LZ189_02500, partial [Rhodovulum sulfidophilum]AB21
MQLDAVLMGVAHPQASVTVSIEPGEGDLFEAVDDLLLLVFGGGILVGEAHDTGSIGPLMRAGIDQVDHALGIAAHDLRQR
FADHGHGLARCIADQVAIIVIGKHGAGGQVFDRPRTAAFAV
>MCE8467939.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB21
VLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDAARAALTAAHAKGIRAVAIALM
HGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCERLLFMQSN
GGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFDRLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAPMMDIHTV
AAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRTKFATLAR
EVAAETGTPERSPEDMAEGFLRIAVYNMANAIRRISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFLHPFAGVL
SAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRRLARAHLRYEGSHQTLEVPFGPAAAM
QAGFEELHRARFGFASPDRALIVDMLDVEAIAETGTAPAAMAPEARAEINDRVPVHLGGKTVEVPLYARATLGPGTRIEG
PAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSWSVNIKER
LDFSCAIFDARGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLGDEILFWL
GSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIAANETGRR
ALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSPQHEGNYN
APFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVAGSQATMN
NFVWGNDRFQNYETIAGGTGAGPGFAGCHAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGDGAIRRLR
FLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>MCE8467940.1 penicillin-binding protein activator, partial [Rhodovulum sulfidophilum]AB21
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MCE8467941.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB21
MEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVE
MAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPSQSGARSRMLEEL
SNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVE
QNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEEAE
>MCE8467942.1 YraN family protein [Rhodovulum sulfidophilum]AB21
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MCE8467943.1 glutathione synthase, partial [Rhodovulum sulfidophilum]AB21
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLAD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAG
>MCE8467944.1 hypothetical protein LZ189_02540, partial [Rhodovulum sulfidophilum]AB21
ISGSTVASQNYMGSAIADAGLILADGMAKKAEKAGELQKAREQNAQLKERVQQLTIRPRVGGIYANNVNTPSIRAAVGVR
DENAVQDVAVGDHHGASADDVDAAGWFPRALEATSPVDPRRKVDNAPVNSTSGFMEVDNPYLPVPLRVPTLDGDEALQWY
DYPSLLLPGAIALGEGGYKTGAWLRDRQRSKGSPIYTLEDGQRYALQPPGKPSLFQRFNTYRKWWER
>MCE8467945.1 hypothetical protein LZ189_02545 [Rhodovulum sulfidophilum]AB21
MSYQNARNVRRESRTLVGRFRGGKLAPVMAVPVRGNEGGFLSQQITLELDPIAGRMITPITCEFISVFNPVQAIDAIKDP
EAAYAGMTEVLREKLLSGNPLFDLEPESEISQRCGVNPRSIGGVKKVNEIVRLGHNAAVNFLRQRKYVKARQVLHSNTAI
TPALISQTVLDRLNGVLDPEDRVNGAIRFDGQIPVKGLAVRPGVTFETSASSSFELQQAGETERTQEGDWNKVAEGSATG
ALYVREDPLNSGSPAIYADLGGAAEISLSDFYNAETMDRFTRSMRKIVDDNPQYGEEMALRWAHGLSVDTGKVPFIISQQ
SRVFGRDIVGATDTAGVEGDVMRSDMMAQLSFSVPIPRTELGGVIITFATIKPDETLSSQPHPYLSDVWGADNFVADELA
LDPVPVTVRELDSDCAAADESTVALYVGHNGLKRTYVHYGLGRQLDPETVENKTAVWQLEVPMSVTPESVIYPEELEHYP
FADQQAEVCTYVINSTAVIQTPTIFGPTPVEELAILEDENVFGDSEE
>MCE8467946.1 hypothetical protein LZ189_02550 [Rhodovulum sulfidophilum]AB21
MSAEITRKTRLVSAKGGTLEIVDPMGEIVAEIAVPPGNVSAVSYLDLVPDGCALFVADGLAALNPRHRIGIQPHPHARET
GANPDYVPTSATRLEREMRLTLARMQTATKRVEARERALSAIERVPQAPADVPPVEEPPVEVIEDGEGQGVE
>MCE8467947.1 hypothetical protein LZ189_02555 [Rhodovulum sulfidophilum]AB21
MSSRRYVKRTWRVPKDRGALECFATLVVKALRKHGWPAKAEWHNGIATGLDSFTIRHVDGGEELPPDFEEAVGIAVRITA
RTYRVDVEQIGNWVWINRRYRIGAGGHFIEEK
>MCE8467948.1 hypothetical protein LZ189_02560, partial [Rhodovulum sulfidophilum]AB21
MIYQGNERLPVREAVLHCAAIKSGQFSHMRPFQVFATVNRWHTERGFSNGFGYHGLFMPDGTWFPGRPFEMIGAHVKGHN
>MCE8467949.1 chloride channel protein, partial [Rhodovulum sulfidophilum]AB21
VEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAVAAAVSASFNAPIAGTLFALEV
VLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCGLVAVILMRAIFWAEGIGDAVQ
RRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVAVSMTMAGRMGGGVFSPSLMVG
ALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGLAVMVAVSLSTALASRLVDRSF
FLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPGAASPGACAELIGQGVMFEADTTLVEALPVFEKWGHGFVPVVAR
AAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MCE8467950.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MCE8467951.1 aminopeptidase P family protein, partial [Rhodovulum sulfidophilum]AB21
PRDLDALTGALAGTQVAIRETANLVDRIWADQPAPPQGPITPNPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIA
WLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADPAKVTDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVL
RQLEDAGIEIALAEDPCILPKARKTAAELEGSRAAHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRD
ISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLLLVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRAR
FPKGLAGRDLDALARNALWQAGQDYDHGTGHGVGAYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLI
AAREAPALTGGDDRRMLSFETLTWVPIDRRLILPELLDAGERAWLDAYHAEVTKRAGDGLSERARAWLAEATQPL
>MCE8467952.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGDWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYALD
>MCE8467953.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MCE8467954.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MCE8467955.1 Crp/Fnr family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
GEALFHMADPSHDMIGIADGVVDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIARRDVTILSVSAQHIETVA
LADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQADLAEMAGLSRNSANRVVRVLV
EDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MCE8467956.1 TetR family transcriptional regulator C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
RPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFSIWALTQHYADFDVQVRAVLGEDKEDPFDGADRHLAMLFRRL
LAP
>MCE8467957.1 hypothetical protein LZ189_02605 [Rhodovulum sulfidophilum]AB21
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MCE8467958.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB21
MADLSCDFVGIKSPNPFWLASAPPTDKESNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREIATVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MCE8467959.1 NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
PGRLRPEDYIQNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTIFEQNILGGMCA
RVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRIAVVGAGPAGLACAHRLAMKGHEVQLF
DARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDAVFLAIGLGGVNALRAEGEEK
AQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEEQHLASSKGVRI
VTGAAPLRLLGDAAVEAVEFAYTRETGTGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVTGPGRTSLAGVW
AGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MCE8467960.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB21
MAGFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRANPDFHPGKKPDSRSLRS
DVAILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRDRDHVNVMEILCAYICENSHRPPSSQPLSRSEET
GAAKASLSELTDLTDVQTALTVLGRRAESRRHLETAAHYRLSLSRCNLAKCDLSDADFSHAAFAGSNLNGAFLYRSRFRD
CNFTSASMKRVQGYESIFEGAVFENANLSQATFNRSCFLFSPETQIGANFSQAQMEDSVVAFSGVRGSDRWALGANFAEA
TWKNAIIIGFESQRDTDFGFRTARTGADTPPRPATIHQGLAFRDCILGAHHIGTLDLERCFGDGTVVLIGPIIRPPHWPS
EALSPAAFDRECARWRADPASYVPPQDRA
>MCE8467961.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB21
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NESLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLVELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MCE8467962.1 hypothetical protein LZ189_02630, partial [Rhodovulum sulfidophilum]AB21
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQNNPPVQPAGYTFAIWSVIYVWLLISAGFGLLRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAR
>MCE8467963.1 hypothetical protein LZ189_02635, partial [Rhodovulum sulfidophilum]AB21
MRIGKQARTRWPAAAGLALWLLPAIALASETPQQAETAPAPRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIV
>MCE8467964.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB21
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MCE8467965.1 hypothetical protein LZ189_02645 [Rhodovulum sulfidophilum]AB21
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPSPAVPAATPVATPVAGARIAGPAPADPTLPVFRRRTVPAIP
AGATEAARPDPALPVPAAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRVAPGFDAAADMAPPPRPPFRQDVAAGAG
LPEQVDSENYLIGVYR
>MCE8467966.1 hypothetical protein LZ189_02650 [Rhodovulum sulfidophilum]AB21
MIRIPRFVSVLTALALTSAGTALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVS
QLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MCE8467967.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB21
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGSRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MCE8467968.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB21
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MCE8467969.1 biopolymer transporter ExbD, partial [Rhodovulum sulfidophilum]AB21
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARL
>MCE8467970.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB21
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MCE8467971.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB21
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MCE8467972.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB21
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEDIVAELMAGES
>MCE8467973.1 DUF6338 family protein [Rhodovulum sulfidophilum]AB21
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAIYGSVVVASASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKSEDGPEGENDR
>MCE8467974.1 SPFH domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGATLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIR
>MCE8467975.1 DUF4147 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LVVRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLASGAPIGEMNGIRKELSAVKGGRLAAAAFPARV
LALLISDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQSFLEAGGDPVRPDDPRLARVENVVIAAPARSLE
AAAEAARGAGCAVEILGDALEGEARDLAASHADLARARQATMALGDPPLLLLSGGECTVTRRGDGVGGPNAEYALALAVA
LDGAEGIDAIACDTDGVDGAAEVAGAMIGPSTLAEAGRLGSDPARALSTNDSHGFFAALGVQVVPGPTLTNVNDFRAILI
RPQP
>MCE8467976.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB21
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MCE8467977.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB21
EEIFRTLKATYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLM
DDMRAAVAADGTDYRSAAE
>MCE8467978.1 GIY-YIG nuclease family protein, partial [Rhodovulum sulfidophilum]AB21
MALTAKQQRRYYVYTLADPRDESVFYVGKGTGNRIKTHAARVARGLFDNGAKCAKILDIHRAGLSVVENIVADCLTEAEA
FAE
>MCE8467979.1 hypothetical protein LZ189_02715 [Rhodovulum sulfidophilum]AB21
MTDTVRLLVKSDGLDLGVYDQDGRRIEGVLDLAVEREHEGLTFITMTVIAGKPRGAQIIGGIAPPPSEK
>MCE8467980.1 hypothetical protein LZ189_02720 [Rhodovulum sulfidophilum]AB21
MNQEKLQRIVERVNGLETQLASFAPDAIKEAKGLADTVLDPKTASRSDIWSRIWDKPLYANAKVAVADRWAEQLRPFVPS
ALAEWGGEGATFRVTKLGKGMSNDSYGLEGSLAGRIGKEVRTARYRLYRIQGAAIGLRSMPEKSPFKVFVGQPLGNVVST
LSKAFGEGWGAISILHALTDVGLAAKPDLHLVRTSEVIGLLDGLHVSDIPSPKQCLEINQRISALCIAKYGSTNAWQLRY
IDKLFMEISRSGLLDTQEGKDAPLRSRHTAGSDGREGWKPAIPAQPELPGDSWERGAQLEYLEICKLEKSEGAFKLSIEF
PGGAPFLRAGYIAPQDLVRLTAVAANSDGGEIRGDEYPLEITGMEINCLERAVKLRARQMVR
>MCE8467981.1 hypothetical protein LZ189_02725 [Rhodovulum sulfidophilum]AB21
MAKARAQSLECDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSE
EEKARAAVTNWMRWQGDLGHLDRWQQAAIWGALWGQTVLTRDGAGTDEGRVYVAALRKLADVVD
>MCE8467982.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
SERLLAGGAADLVSMARPFLADPDFVAKARSGRTREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPH
RIAVVGAGPAGLSAALVAAGRGHAVTLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESIALKLGAAPGPEDLR
GFDAVVLATGVLPRDPGIEGQDLPHVLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVAD
PAAHRGGLAPEGPRPEPPRRAVTLLQRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREP
RLVAADTVVLCAGQEPERGLAAELEAAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MCE8467983.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGAFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFREALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MCE8467984.1 OmpA family protein [Rhodovulum sulfidophilum]AB21
MSARRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKAELIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLSAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDETALADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MCE8467985.1 hypothetical protein LZ189_02750 [Rhodovulum sulfidophilum]AB21
MQTRQRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MCE8467986.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MTLFAADTIGLHYPGRAGPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRISIRPRRIAMAFAEPRLLP
RLSAMENLSFIAPKAHAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>MCE8467987.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB21
MTRKLAFLTGGAAIVLFWSLAAQANLPAILPGPLAVARALGLMLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
GWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFHVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MCE8467988.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
LATITEGSLSIVGRGTEIAELADLQGASLALPFKGYLPDLMMRRIAEPGAGTWQPHYTGSLVAGMQLLLAERGVDAALLA
EPMATLALAQDRDLTRQADLCALWRSATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAAGLLAAHFPEM
AQAGAGFARISAIDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MCE8467989.1 EF-P lysine aminoacylase GenX, partial [Rhodovulum sulfidophilum]AB21
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACKAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAA
>MCE8467990.1 elongation factor P [Rhodovulum sulfidophilum]AB21
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVAETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MCE8467991.1 Tim44/TimA family putative adaptor protein [Rhodovulum sulfidophilum]AB21
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MCE8467992.1 FxsA family protein [Rhodovulum sulfidophilum]AB21
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDKDGTLP
PSGWTRH
>MCE8467993.1 protein-export chaperone SecB, partial [Rhodovulum sulfidophilum]AB21
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAAED
>MCE8467994.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB21
MHERLGLRLRFALFFAALALGGMAMLVLGLWFGHARAGGPVDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTAST
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAQHRHTA
LGDAMATAEVFRQMLGMLQVSGGRTLGEAVARSNEMHGIRRAQSY
>MCE8467995.1 response regulator [Rhodovulum sulfidophilum]AB21
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MCE8467996.1 hypothetical protein LZ189_02805 [Rhodovulum sulfidophilum]AB21
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>MCE8467997.1 hypothetical protein LZ189_02810, partial [Rhodovulum sulfidophilum]AB21
SFIAETRLRHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MCE8467998.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELSARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDTAPRPDLYLEIHIEGDAR
>MCE8467999.1 AAA family ATPase [Rhodovulum sulfidophilum]AB21
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSAIGAILEEPLKIHRIGNAAERR
DRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDLFDKLQAQHGFTYIFI
SHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGEPPSPIDLPPGCAFAS
RCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAQPETATETPHA
>MCE8468000.1 replication initiator protein A, partial [Rhodovulum sulfidophilum]AB21
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFEQ
>MCE8468001.1 argininosuccinate synthase, partial [Rhodovulum sulfidophilum]AB21
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTE
>MCE8468002.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]AB21
MRSAALCLSLLLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRNKPDMSEEELRLLVLSH
>MCE8468003.1 glutathione S-transferase family protein, partial [Rhodovulum sulfidophilum]AB21
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVR
>MCE8468004.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB21
MNFDEIIDRRGTHSSKWDMMEPIYDVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MCE8468005.1 peptide deformylase [Rhodovulum sulfidophilum]AB21
MSIRPILIHPDPRLKTVADAVPDISDALQNLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MCE8468006.1 peptide deformylase [Rhodovulum sulfidophilum]AB21
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MCE8468007.1 peptide deformylase, partial [Rhodovulum sulfidophilum]AB21
MIRPILPWPDPCLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLR
>MCE8468008.1 propanediol utilization protein, partial [Rhodovulum sulfidophilum]AB21
MAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRYPGRMPGLWQGARPVLSRAQFMTLAARIGTRPGRLRLHAGMPPGG
GAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPSPGRLLWAPRAARVLGRLPPEPAFEVVGGFCGKGQRT
DPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPAPLL
>MCE8468009.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPAATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLMLLAMPVVGVVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>MCE8468010.1 PQQ-dependent sugar dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
IFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGIRNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQ
HFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAADLGMTFYTGGMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTR
IAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSLLVSDDMAGALYRIWYDGM
>MCE8468011.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMTIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MCE8468012.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB21
MSAETFLTAQDLVLRFWAVVDEVDDRPGAELFTPDGVLVIESFRAEGTAELSRYFAARRTLSTEQQRATRHLCTNLRVLP
GAGIRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGVPA
>MCE8468013.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB21
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPQAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTNDAVAQPDDRLRAALPGALYRRIDGPGHVALTADARFRDAAVAFLTD
>MCE8468014.1 flavin-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB21
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AISLLAEHAHQIALYSKELQDEIWGDDPDTLSSSSIAPYGQAIEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDH
>MCE8468015.1 hypothetical protein LZ189_02915, partial [Rhodovulum sulfidophilum]AB21
MRLADAGKKQTQEGVDLGGGADRGSTVSAKTTLIDNDRCRQVLKPVRVRLAMMRKPVAHEARIGFGQLALGFSGDGVEQK
RRLPRAGDSGENHDPPLGDLDGQIPEIVRAGAQDA
>MCE8468016.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRTLDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEW
RRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRDEADNSEAERDALNRVTTSGPCYACGGGRLNPAVLSCRIAGR
NIADCAGMEVGDLLEFLRGIDAPEMRPVISSLTEKLESMIDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYI
FDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDLIAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGF
RKSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVMTVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRST
PASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKGRGTVKTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSID
QVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQRLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVD
RLIGLFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGAGRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPAAAVP
SRT
>MCE8468017.1 DUF3883 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FNFQGSLEHAVLRWFKSHPDWLGRLPGPRPANGMREAAQLWIGPPPTLSNQPPPQELDQMLRIARKFDVAGRDERNRALG
RAGEERVLAHEKATLKAAGRDDLARKVRWVSEEDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHISRNELAVADER
RTEWCLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>MCE8468018.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB21
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREAWKYGDAQNHELRLALAEAH
GVAPDCIMVGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MCE8468019.1 hypothetical protein LZ189_02935 [Rhodovulum sulfidophilum]AB21
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MCE8468020.1 SLC13 family permease [Rhodovulum sulfidophilum]AB21
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MCE8468021.1 hypothetical protein LZ189_02945, partial [Rhodovulum sulfidophilum]AB21
SKVIALTGEKVRIRGFMAPPLKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSW
VDPETGFVSQLRLRDARYRTV
>MCE8468022.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAENSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MCE8468023.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFVAEGEAVIGSAVDLALGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDHDHDHDGHDEDGHDGHATDGHDHDALAA
TSADHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRAT
GDTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALL
FGTGILCGFGLGYVAADALSRSFALARGFPLPVAFTPADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MCE8468024.1 hypothetical protein LZ189_02960 [Rhodovulum sulfidophilum]AB21
MIWGGAAVSFVALRSDTDSSEAEGHEYETSEYETSEYGASEYGTSEYEDAGQGALGARSRTARSRAPEDVEEADRCGQFF
>MCE8468025.1 hypothetical protein LZ189_02965, partial [Rhodovulum sulfidophilum]AB21
LAVAVPLGASVEADRLRPRPATVSAGFAGESVRLHVGACWRGKLAEPLRRASGLRARVVCPE
>MCE8468026.1 S8/S53 family peptidase, partial [Rhodovulum sulfidophilum]AB21
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRLD
>MCE8468027.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB21
MTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTR
ENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTMRREEILRESRLEL
SAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLS
RIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>MCE8468028.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB21
HPVQIVDLREAGEAEPRPGEPDFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVD
HLAKIIGGTRDGPSGIRNDYSALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDR
ARRERTEALAMDLLQANPFNSIALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASD
RAVNLGKYSPISYTYETTACMVATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGAELLRLDPGF
GDRETREMRFRLPCREASAHVLEGIERAGF
>MCE8468029.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
AEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSAEALTEIVEDRIEDRLVSLPGVADVH
VYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRTTAMVVSAEAFEDLRIAPNVFLRDVA
RVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDISIFVTSDDAVFIKGAIAEVLKTLGL
AVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLATGMVVDDAIVVLENIVRRRAEGMGP
RAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISSVVALTLCPVLASRMLARAPGTGAGT
GARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRSVALLSIQAPQGVSLDYTQAKMAAIE
DAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRLREVIGVRAYAIQPNSLGIRGAGSGI
SVALTGESYDRLAGTAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADLGIDIAGLGDALRAFLNGRSVVSVFV
GDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRLDQSRAVSISADLGPGQSLGGAFERI
VQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISAIVVMATVPLGLACAIFALLVTGQSL
NVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTMVSTVLGGVPLILSSGAGAEAREALG
WVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MCE8468030.1 NnrU family protein, partial [Rhodovulum sulfidophilum]AB21
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRRFGRRGYLAAYVAVSLAALGWLID
>MCE8468031.1 glycosyltransferase [Rhodovulum sulfidophilum]AB21
MATSRLAAMRRVLKTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADRP
PDAATGLFGASPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDASIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRAALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNG
AALVVRDAPDPDRLQVELYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEDCQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLARHAAPDLGIVVIGRIDPAFAHHRIRVHGAYHREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHMRRHLGAGVT
LPPALPA
>MCE8468032.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSRQFGIIDLFAGPGGLGEGFSAAGRETGTSMKIRLSIEKEATEVRTLRLRSFLRSFEDGFPPPYYTALNNGSGLPDWST
LYPVAWARAENEVRQLELGRPGVFEEIAAVLDRTREGHHGDTILIGGPPCQAYSLAGRSRNAGKAGYVPEEDKRHFLYRE
YVAILNRLRPAAFVMENVKGMISSKVGGGDIFQRVLEDLRNAGDGYTLVPLAASRESADIRARDFIVRADE
>MCE8468033.1 very short patch repair endonuclease [Rhodovulum sulfidophilum]AB21
MADIVPPEVRSRMMASIGRRDTKPEVMVRKALHAAGFRFRLDVRDMPGSPDIVLPKWRTAIFVHGCFWHRHPGCARATTP
ATRPEFWQRKFDANTARDARVEAALVERGWKVGIIWECALENGTSEQSLLALIEFIRREYDAACRVEIPKAPVLLPMTR
>MCE8468034.1 IS3 family transposase [Rhodovulum sulfidophilum]AB21
MKKSRFTEAQIMGVLRQAEGGMPVAELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLSMQADLL
REALGKKLTRPAQRRELAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIADLLVGLTNAHKTWGFGLCFLHLR
NVKGHVWNHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPEVPNLVWSMDFMVDRLADGRQFRLLNVLDDFNREGLGI
EVDFSLPAERVVRSLNQIIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNAYVERYNRTVRHEWLDL
HIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MCE8468035.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
SFLGTDPAILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDRPVD
RTMDQTGPRGGGAVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVAENRFR
RDLFHRISTIQFRLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRG
VIDTGDLPDKIRDPAAPPASAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MCE8468036.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB21
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGAAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
>MCE8468037.1 DUF45 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAWGTVP
YEGRALPLVPGTGRTPQLQ
>MCE8468038.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB21
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MCE8468039.1 AAA family ATPase [Rhodovulum sulfidophilum]AB21
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPT
MFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYVALGYEIIE
LPRTDIARRADFVCEQLAI
>MCE8468040.1 ATP-dependent helicase, partial [Rhodovulum sulfidophilum]AB21
VHQILSVIAQRGGASANVIYNVLCREGPFRKVTTEVFANVLRAIGHPETGLIEQSGSGLLLLGKTGERLVEHYSFYAVFQ
TPEEFRLVADGRDLGTLPVDNVLAPGMLLIFSGRRWVVQEIHDLEKVIVVKPAKAGVPPVFGGDPGDIHDKVIGQMFAVL
EGDFKPVYMDAVAHAILEEARAHYDQLEFKANNIRSLGERTWIIATRFGTVKTSTLALALRSEGLLVEQHDGFLVVEAGD
ETPDLQMVLARFSAGYTGDVFAGAENLITEKFHVYLSRSLLELDAVSSRLVPDLLPGMASRILQL
>MCE8468041.1 hypothetical protein LZ189_03055, partial [Rhodovulum sulfidophilum]AB21
LGRRATDWAMLVLGGLLFLMSTLAGVSDGLRDGSHLVGLELLAVTLPGAVALIMSWRHIRSN
>MCE8468042.1 hypothetical protein LZ189_03060 [Rhodovulum sulfidophilum]AB21
MPLDAKNFPLVWMSYDEEPDHDHDEDFEALEACFGRGAPFVILTDNAPAEDHEHSQEEKRRTALWMKTHKADLRALVLAM
IVIEPSATKRLAFRSFGVAFAKFWGHPLRLASSRAEAMEIAGKLLSERAGSATA
>MCE8468043.1 TrbC/VirB2 family protein [Rhodovulum sulfidophilum]AB21
MIRTLMRGYRFAAAAASTLAIGLMLAPAAHASGSSMPSEQPLQQILQSIEGPVAKTIAVIIIITGLSLAFGDTSGGFRRL
IQIVFGLSIAFAASSFFPSFFPLGGGPCGIPIGTIPNLSS
>MCE8468044.1 hypothetical protein LZ189_03075 [Rhodovulum sulfidophilum]AB21
MAGQGFGIAIVGAATALLPTTGVIFLPFTDEAEPVAFTAVCSAFATPKTCSTSRAG
>MCE8468045.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MAAAGEYGRLRIGIPALIPDSFLAGLVAQYRAEHPGSEVEVTEGTGCDAVMQLREDRLNVAFVIGKLELPGCHTRPIRTE
PLVAVLPDGHALLDNRQPLGPIWSARPSLFVMAAPACRCRTISFCASQGAGLSRRSCAST
>MCE8468046.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MAQSVVSARVKALEEGLGILRFERHARGVRLTEAGRHFV
>MCE8468047.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB21
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MCE8468048.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB21
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MCE8468049.1 F0F1 ATP synthase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
QYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGAGSLT
ALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYREMAA
FAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQDLLDD
ITNNDRKVKGELEDKIRAALDEFAKNFA
>MCE8468050.1 elongation factor Tu [Rhodovulum sulfidophilum]AB21
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCE8468051.1 30S ribosomal protein S10, partial [Rhodovulum sulfidophilum]AB21
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKL
>MCE8468052.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRLRHPFRWRNGILTVLAAFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQVWWEAGDHVPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MCE8468053.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB21
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LALAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MCE8468054.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB21
MTTEPRLARWSLIGAVLTLVGILLFAPLVTVFAEALAGGGAAALAALGSSDARAAIGLTLTVAVLSVPLNAAIGIAAAWA
IARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGINGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVARELIPVMI
EQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEMLYNEYLSVA
AFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MCE8468055.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGL
>MCE8468056.1 glycosyl hydrolase family 8 [Rhodovulum sulfidophilum]AB21
MLAKQRNVRPRKPLGDARSFDYATKLIVWGDEVVASPPLTVLQGDASVIYPSVDKDHRRAALDRFWQDWKSVYLSEGCGG
AYVDIAGDGKPTYGDGVPNTLTVSEAHGYGMLALVRMAGRDSQEKPLFDGMLAYFRLHPAESGPGLMAWKQTRDCKDAPE
GGTTASDGDIDIALALQLVQETWGGYAEDAAEVREAILAREVSRHDLVKLGDWARYEVYDAASRSSDFMPYTFLSLPTRP
VPMRPGGAEIRSTGYDVWGRISETYAQGTGLAPDFMVGMPDDPRPAPAEFLEGEYDGFYSWNALRYPYRLAADYRVSRDP
RAANRLRRINAWIRTETGGDPSRIASTYRLDGSIPPDGRWTGELGWISMFAAGAIAGSGDPDSDQVWMDALWAAMVAISI
EDGDYFGNTLKLLAMIDLAEM
>MCE8468057.1 YeiH family protein, partial [Rhodovulum sulfidophilum]AB21
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFID
>MCE8468058.1 hypothetical protein LZ189_03155, partial [Rhodovulum sulfidophilum]AB21
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAAELADPEAVAEDIAAQLALAT
>MCE8468059.1 hypothetical protein LZ189_03165 [Rhodovulum sulfidophilum]AB21
MHDLIEHAAAQSEPLRDHETPHTSGRSRQHEIHYRPECRIRRDDLIAARRATALGYGKAVKKQLDIRKLRPGETFVLLNA
FKDNRLVRDQEPSACGRLPRFFSAIVARPDAIPRRMKIP
>MCE8468060.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB21
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTMRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MCE8468061.1 CDP-diacylglycerol--serine O-phosphatidyltransferase, partial [Rhodovulum sulfidophilum]AB21
NAAETSHHFLGVPAPAAAMLGLLPLFVSLAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATV
VAVGLMFTRIWLLLTALDLIYLAMLGHAALQARRPGDE
>MCE8468062.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB21
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MCE8468063.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB21
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRALLVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDTDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MCE8468064.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
MEGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
K
>MCE8468065.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLS
>MCE8468066.1 hypothetical protein LZ189_03200, partial [Rhodovulum sulfidophilum]AB21
MTAVLLDLTDPLSPAQHSQLMAWLEEEIDAAPRGTQFTMGVVSEDHANWGATEPLCKPQTGASANSLTQNARLIDDRYHE
LFLAPLNARLESMVSASGADRSPIMESLQALVSDSAGFVTFKGDRRIVIVSDLLQHSATLSR
>MCE8468067.1 hypothetical protein LZ189_03205 [Rhodovulum sulfidophilum]AB21
MQLIDKVKSVLKSDDVLPTLSVFPEIDQEKLRRDLDLDAQGEQRGKRNLPAADTKLADNVEANIISRIEALRRTGLENYE
NSRQIYNERLSRAGGLRKDVEFVAHNASADYLTAVRGWRAAMTGSTERLYETFQHRKDFRERHSLKRPAKRFEGWLKLGL
VTVIFVGVEAALNAVMFSRGNEQGLVGGLLTALIFSAVNVIGSLMLGIAACGLNHSAWARKLFGFLAFLIWVILAAALNL
TVAHFRDLIDAEIGWSEAVRMAIPALQSDPFGLTSMDSWFLLAIGSLISIVACLKGWNTFDPLPGYSRVERDLQLARAQH
QEDFDEAVEELTIKREKAIDELRDADQQVRDGISQAIDALYGHSTLNSHLKSFLAQCDTKLAYLLAVYRDANISVRTEPK
PPSFSISHAFPTFETAVLADESRRAAAETEADKVTAAVDAAVREIFQSFRTAVEEFALPEEVQQGQTTASVGPRSEEAV
>MCE8468068.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB21
MTEHIYPPDPDFVSGAHIDSAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDDPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVDVLDLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGKCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIY
AYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEE
LIDNRRNKD
>MCE8468069.1 hypothetical protein LZ189_03215 [Rhodovulum sulfidophilum]AB21
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MCE8468070.1 urea ABC transporter permease subunit UrtB, partial [Rhodovulum sulfidophilum]AB21
MRLFSVLFACLFAVTVVVAGPITGPALAQSGPAVPGQGQPSPIQNILQENRALIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTVNRQDLDQLRPNSGVRALIGAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLGALRGAIASETDPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAV
TTGAPPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLEDLNSDAARERAYAAL
AARGLVPPTATTEEVQAALDAHSFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFGTGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAA
QTYMILFIILR
>MCE8468071.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
LLGEQIEAVVVDPASDWPLFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAA
PNQQAIPATDYFLDELGVEKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKK
VGVISTINGDANIGFYKELAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFESAESPENRTFVAKWKERMGQ
DRVTNDPMEATYIGFNMWVDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETD
PVPGDAWTDYLPASAVLRSDWKDLGCGMYNTETETCVQIKSNY
>MCE8468072.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEDRK
>MCE8468073.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPATLASDDPADVIAGLRCLIVDDDAISRFVTVEHLRRLG
AEPAER
>MCE8468074.1 PhoP regulatory network YrbL family protein, partial [Rhodovulum sulfidophilum]AB21
MLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFREYKCYLAAKLAQ
AGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLREMVQRKVFEEHHLELLNDFVRRILD
>MCE8468075.1 DNA mismatch repair protein MutS, partial [Rhodovulum sulfidophilum]AB21
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVTAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGSPFIANDCDLAEAGSSAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSAL
>MCE8468076.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
VDLFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLKNTLIPLITV
IGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRLEGN
>MCE8468077.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MAAPSETARSVHTDAAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MCE8468078.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERIS
>MCE8468079.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGRVSVDV
>MCE8468080.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB21
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MCE8468081.1 glutamate-5-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ISMLDRLMLDEARIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNA
VILRGGSESFHSSGALHECLVAGLAKAGLPEDSILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFA
HLEGIVHVYVDKAADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPA
TAEDWGREYLDMDIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEI
GIATGKLHARGPVGAEQLTSFKYLVEGDGTLRA
>MCE8468082.1 histidine phosphotransferase family protein [Rhodovulum sulfidophilum]AB21
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>MCE8468083.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MCE8468084.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MCE8468085.1 1-acyl-sn-glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTTWRGAPPPDMPRIGVAGWLRVALLGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLG
>MCE8468086.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB21
MNTDLHFFPDSTHDHPVPVGLPIHEHWRATAEAKGFEITARVDDRYHLMLRCHSCGGAHRSKLYVLMTCQPLCPHCMDAR
WRKDAEAAGLIWLGRDPDDRHYGFYQAPCGHKLRRQFELVKRIAAGECAHRCEACQHEKEEAEARARGWSLIGPAPTKGP
GYRRYRHACGHEQTIARANMQSGRFNCANCGEGWSTAPSFIYCMRFALPGLAPLVKLGFSRNPDSRLHWQLKRSPDLSGQ
ILRSVPIRNGHTAQSLEKKMHAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLEPTILELLDELDTGSSDPD
>MCE8468087.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MPKTTAAPWGPYARTILRRLREAENDSTFDPDIDMDGDTIAPQSKRTPSAVELLDALEHSQHQDSRDIEDLRAAGIDGYA
MDDRGSDRPKVVIAPDQILMALRLAATFGSQERFGSALDQRASTVITGFEPIQISGAATAIGRLFLPDGWTSQTRPPRTG
ETTVLQLLRPMQTGTNKITEPAIAKLEAEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTH
SATGKVDRTQITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSD
LAAWKRGAARWSDLPHSVLLTGAPGTGKSVLARAIAVTAGVPIIEATLGNWQSAGHLGDMLREMRRSFAQAIRLKPSVLF
IDEIDAAGSRAGKDQHNANYRANVIDALLTEIDRLTRAEGVILIAATNHTDALDPAILRPGRFDLHLSLPLPTQAQIRHM
LHRALPGERAEDLAALALAFSGQTPAAIDARLRAARAAARRAGGQLTARALRTTLPAAEPGRAGPDRRIAVHECGHAIVA
SLLGAVPVRRMQISRDGGSTSRASAIHEGTVPEFENELTILLAGRAAERLILGSISAGAGGSPDSDIAAATQLQLQFDRA
FGLGIHGSAWLGTADMKLLSDDDCARLRVKLED
>MCE8468088.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
SYSAIARPACRGFMALPSRDHSVSDLRLRAVDAAIAVMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVS
YDRLADRRSAIYEAPGGDPATRLMRGGQDYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQR
GRRTDRARDLAFLLWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MCE8468089.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB21
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MCE8468090.1 hypothetical protein LZ189_03330 [Rhodovulum sulfidophilum]AB21
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARTLADCAARYPAQAEAPAGTKK
>MCE8468091.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MCE8468092.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB21
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>MCE8468093.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB21
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRGKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LSPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPASPKAPAGPAAPRPSQAEATAEDSRTPLQKLADRFR
>MCE8468094.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MCE8468095.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB21
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MCE8468096.1 DUF4174 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MCE8468097.1 restriction endonuclease [Rhodovulum sulfidophilum]AB21
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSALFELTPEDRAEVLPSGRQGKMANRVHWARGYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPAAPIASDATPEEILASAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>MCE8468098.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
ISNRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHPGYGFLS
ENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKASAGGGGK
GMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRPGNCVYLHERECSIQRRNQKVIEEAPSPF
LDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQKLPFEQK
DLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPTRAQAID
EMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEIRRARIS
GRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSSHGFVIR
HRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAEKKGIVA
RINAGPGESLAVDEVIMEFE
>MCE8468099.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
RSLTSGRIETNTRRAGSLCDAIQTPAPGALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHP
EAVAGEAVIAIGTGGNVSTETFRMALDRHGDAA
>MCE8468100.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB21
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDIRGHGLSSCPPGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDLYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MCE8468101.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB21
MSRFLLIHGSCHGAWSWRDVLTALHRSGAEARAIDLPSHGTDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPEKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSEDGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERCASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MCE8468102.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB21
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFSVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQKVELVPGSDLIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVATLAPPMGFDPDGAAADEMIEELR
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWIWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MCE8468103.1 hypothetical protein LZ189_03400 [Rhodovulum sulfidophilum]AB21
MVPPMLALWSWVIVTVILFRVLRPAGALVACLLGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVAAGVQRPRPA
GTGGASRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRLLADE
AGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFHPASWIQHLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPR
IEPRRRFLCLLLAAWLFGTLVLAKTVGALAIGLLLVPVALFFSTRLQILAAAVLAATVLFYPLLRSADLIPTERVLGLFE
KYSNEDRVGSLKYRLKNEDILLDKAMQRPALGWSSFARNRVFDPKTGRDISVTDGIWAIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAATAGPTSDPPARNRPPRLRGGQA
AEEEAPLPAMRTTPYTRQTTLHSRSRRG
>MCE8468104.1 glycosyltransferase family 2 protein, partial [Rhodovulum sulfidophilum]AB21
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLGAHPGVPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTTAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLP
>MCE8468105.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB21
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MCE8468106.1 ribonuclease D [Rhodovulum sulfidophilum]AB21
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MCE8468107.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB21
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTDPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MCE8468108.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITD
>MCE8468109.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLSVNPRVVFLDEPTRGV
DVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMTEEAIIHLASGLHIQGDAA
>MCE8468110.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB21
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGARLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
HFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDMACLGLAALFLILPLAMVTLRGLPGLTDLPASV
YAAALRSIAVALGSAALTLGLALPMAIAIDRLGGLRGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MCE8468111.1 thiamine ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
TTSPAYHLIAEDDDTKAAARFDEGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQTAIPTTNWMYPAVTPEAGLPTGF
ETLIQPDTALLFPADEAARVRDEALAEWRDALSR
>MCE8468112.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQALPRLSLRGVVFDDNDGKRVLDGVDLDLRE
GHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTIAVVSQQETLFAGSILENISMFAPERVDAA
LRAAERTGLTELIKPSPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQVLLFDDANSAIDDQGDEKVAELFADIRER
CAILFVSHRPSVLGRADAIVRLANGRISTIEGTF
>MCE8468113.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWDAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLLGEPRFLRMRAADARPSVRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGQIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAVIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEADEKDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATGLIVPHNRQHLGVVDKILMLEEGAVRFFGS
>MCE8468114.1 TldD/PmbA family protein, partial [Rhodovulum sulfidophilum]AB21
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSSSDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALSVPGVTQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGE
>MCE8468115.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MCE8468116.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGV
>MCE8468117.1 thiamine pyrophosphate-dependent dehydrogenase E1 component subunit alpha, partial [Rhodovulum sulfidophilum]AB21
MPDFTDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIETDLYRYFHQNGPLPGSE
>MCE8468118.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLSARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRAAFDDPAQTEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MCE8468119.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLRDGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLGRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MCE8468120.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MGRDLPDDIAARLGRRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALI
>MCE8468121.1 acetoacetate--CoA ligase, partial [Rhodovulum sulfidophilum]AB21
LNIAETLLAGAHPERAVLELDETGARAELSADALKAEVARVARGLREAGVMPGDRVGVVLPNRIGCLVTHLASLAVGAVW
TSCSPDFGLAGILDRIGQVSPRVMFVQPRIRYGGKDIDLAGRLGDLAGRIDGLETLVTIGEGEVKAPMPVIAWDDFGSEG
PLEFEPRAFGDPCYILYTSGTTGAPKAIVHRTGGVLLQQLKEHMLHGDLRPGDSFLWYTNTAWMMYHWAIAGMGCGATTV
LYDGAPILRARDGLDCSPLWKAVEAETLTHLGISPKYLSSVMEQGYRPGEAHDLSSLRWLMSAGSPVSPQQYDWIYDAIS
PDMGFASISGGTEIMGCFLLGSPLHPVRRGQLTVKGLGMAVNVFDERGAPVLGRPGELVCTEPFPSMPRTFWGPDGDARY
RKSYFSERAEIWTHGDHATFHPDGTAVIHGRSDCTLNPGGVRIGTADIYNVCAQFPELEDFIVFGRPVEGDEEIVLCIKM
TEGARADADLARAIRSKLRSECSPRHVPGAIYCVADIPMTVNGKRVEGAARSVVSGKAVANRGSLANAGCLDEYAALSER
TAL
>MCE8468122.1 thiolase family protein [Rhodovulum sulfidophilum]AB21
MRPHAAIVGAGSLAPQRRTEGASTLGMLARAAKAALDDAQMEKAEIDGLLVGPQVGETPQHVPATVSEYLGLHPVMSNVV
DLGGASGPGMVWRAAAAIQAGMCETVLCVIGNHRNPEVPRSPNRNPIREFDVPFGASGANVSYALLKQAHMARHGTTDED
FALIAHWARANAQNCPEAIFHGSPASVEEVMASPMIASPLHLFEIVMPVAGAEAVIVTSAGKAKGRRAAWLLGAGEKITH
RAVSQAPSLTSGPLKPAMERAFGQAGVSVDRMSLLSLYDCYTIMVATTLEDAGLCPPGGFGEFMRAHDFGPGGDMALNTH
GGQLGYGQPDLAGGMTHVTEAVRQLRGSATGRQIADPEFALVTGNGATMSEAVALVLGAEA
>MCE8468123.1 zinc ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTDLSTLKVPGPTVIALTAPFWEAAAEGRLVIQRCGACGDAVFYPREICPHCWADALSWEEASGAGR
>MCE8468124.1 hypothetical protein LZ189_03510 [Rhodovulum sulfidophilum]AB21
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRARPHGTAAIAEIFARHDMTSISPREIDTMAEELRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGPSTAESLVLARAT
>MCE8468125.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB21
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMKPGTPLTETERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MCE8468126.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MCE8468127.1 phospholipase, partial [Rhodovulum sulfidophilum]AB21
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPG
>MCE8468128.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB21
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDEVTVETAAGPVAAGIYARARSGIGAGEAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVEIGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEQTVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MCE8468129.1 cysteine synthase A [Rhodovulum sulfidophilum]AB21
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALARTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRKDGNGCRPALPEVFAG
>MCE8468130.1 DUF3772 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKTRFLAVLLLAMAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDA
QNINSSRIKTLRDQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLL
KLGPSPVNPVNWPAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPV
>MCE8468131.1 carotenoid 1,2-hydratase, partial [Rhodovulum sulfidophilum]AB21
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGRQYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGAQGYSVKSRDGQASHYYSQPFYRAEGRLIFHDRTVRVTGRAWLDREWSSQPL
>MCE8468132.1 FtsX-like permease family protein, partial [Rhodovulum sulfidophilum]AB21
GLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLRRAGWLVSPVLEGRWSHRGVPLRILG
VDPFTLPAGSLPETVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAAPGMAPGLLLVDIGTAQRLLRAGGEI
SRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAVGLFIVHSAIGLAFEQRRPVFRTLRA
LGLPLRLLVGLLAAEIIGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVSGSLSLRPEWAVAGLGMALAGAGIAA
AQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVGGFVLLGALLLAAALALPGALAVALA
LGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAWLDQRLPSELYVTGRTEDEARRLAE
WLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARGEGVIVNEQLWRRAGLQLGDPVTLPG
GAIRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAIEDDFGLPADNMISQQEVKQVSLMVF
ERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELLRAVLLALLTMALAVPVGLLLAWVL
LSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGQAAAWPAWRLARLAPVHLLKVFADER
>MCE8468133.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
GDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPEETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSW
ALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAFFDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDE
LQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNKNAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWD
LRSIAFHRFVNVFSRPVPPIGEAKSDWEIMETLTRKIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVRW
LVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLRPSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTAR
HHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLRLQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSL
PPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLELVGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MCE8468134.1 selenate reductase subunit beta [Rhodovulum sulfidophilum]AB21
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALATLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MCE8468135.1 hypothetical protein LZ189_03565, partial [Rhodovulum sulfidophilum]AB21
MTAQTRRLPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLNGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLN
>MCE8468136.1 phospho-N-acetylmuramoyl-pentapeptide-transferase, partial [Rhodovulum sulfidophilum]AB21
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNT
>MCE8468137.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB21
MSALWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPRAADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGVAVYPGDLETTPMLAAGAAGRASTD
IRFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MCE8468138.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase, partial [Rhodovulum sulfidophilum]AB21
ILFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAQTTPEPLTLHRLLAEMARAGVTHAA
MEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVINIDDARGAQMLGHARARGQT
ILTVGRAEEADLRIMAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAAGEAPGQVFAALPELATVRGR
MELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQVACEQADVVIVTDDNPRSEDP
AAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIFGDAVYPFDDAEQASVAVAALDGRLA
>MCE8468139.1 hypothetical protein LZ189_03585, partial [Rhodovulum sulfidophilum]AB21
ISFLTLKAYFDCNPPSKLHWSYQLFRAKVNPGTKEALPKPGDYAEMRVNPADNADNLPPEYFEVLASMSAAKRLRFEAGE
WASDVNGALWALEDRKSPDGKTMPGLDSLRVAAAPELRRIVIAVDPSGTRGDGGGDNIGIIAAGVSFDGQGYVLQDGTCN
LSPEGWGRRAVDLYHRHRADRIVGERNFGGDMVRFTVSTADKDASFKEVSASRGKVVRAEPISALYEQGRVHHVGDFPDL
EDQLCNFTASGFIGEGSPDRADELVWALTELMLGPNHTKVTW
>MCE8468140.1 DUF1073 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSRKILAGRAGQSFNGARDLYETLGYPLGLMPEDYVDAYLRQDIAARIVDAYPDATWREAPKVNGPDEVREAFGKLDARL
HIWRALHRADRLAGLGHYGVLLLGLDGGQPMDQPVRGNRFTLLYLQPHSERTAQIVRWEDNPKSPRFGRPLLYRITSGVN
WTGAGAGQKSFIAHHSRVIHIAERALEDESIGTPRLERVWNRLMDLDKLLGGSAEMYWQNVAMLMHLKADLAVQWDPDEA
EALKAQVEEMQHGLRRWLRTRGVDASNIAPGLQGADPANHIDKQLDMIAGATGIPKRILIGSEAGELASSQNENNFVGRV
EERREQFAGPSIAMPFLTRCTELGILPPGADGIAWPENDTLGEVARAEIAEKNAQAIATYANAPGAELIVSPAEFRETLG
YKAAQPKVAEDDDLGAEGVIQFNAARHV
>MCE8468141.1 phage head morphogenesis protein, partial [Rhodovulum sulfidophilum]AB21
MCEACLKVNAAHRYDPTRTTTLRRQFEAAAARRFRNLAAKIWEEVDRQDGFGLKTNRGRFDQPRSDQKVVAFMDWLQQQQ
DAGILEVRRGERLDSAGSRSWASFYVRNAYQKGVAQAASRMRAQGAHVAPEWVEKAFTRPFHVDRVALAYTRAYSDLRGI
TDAMDQQISRTLAEGLSQGLGPREISRALTDRVHKIGITRARMMARTEVVRAHADASLNAYQEAGVAGVALEAEFATARD
NAVCPQCEALARGGPYTLDKARGLD
>MCE8468142.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB21
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MCE8468143.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
GVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRVPTITVGAAIRGSVQP
ATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLLFIVLAVAPLGLIGVV
AALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTAAAASLALIPIAREVF
WGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MCE8468144.1 hypothetical protein LZ189_03610, partial [Rhodovulum sulfidophilum]AB21
MEARPVPLKTRRAGMGLVVSRVIGIIGGVHGQIDLVPLAPSLNPRACHSSSPGNSMPFGTVPEPMSANDLLSANGD
>MCE8468145.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB21
MRIPASVLSRVAAGLSLGLCLASASLAQTSLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGSPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>MCE8468146.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>MCE8468147.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSKKAILALGSAMLAVSGVAVQAATDYPLTIENCGHSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGK
>MCE8468148.1 outer membrane beta-barrel protein, partial [Rhodovulum sulfidophilum]AB21
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKL
>MCE8468149.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB21
MRLRSAALPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERADGTWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPETRFGLFRM
>MCE8468150.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEVIRSMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTR
>MCE8468151.1 peptide chain release factor-like protein [Rhodovulum sulfidophilum]AB21
MSDREALLLSSGNGPGECRQAVGHLLSWLSTKVTQYGVDLDVSTRDAAHGPASAVVVLSGARAGDLVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAATDAVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTSEDGKVYAVAVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWVLHGQLQRGEPRRIFEGRQFKEVK
>MCE8468152.1 RNA ligase RtcB family protein [Rhodovulum sulfidophilum]AB21
MAGWPGMMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGCGMALFRLDLPRRRFKLDKAARRLAVLEDGADPERAL
AALDDAGLTGSIGPEALGTIGGGNHFCEVQVVDAVFDPSRTDLRKDELCLLVHSGSRGRGAGIFQGLDDSWKQGFAAESD
AAARYLALHDAAICWAHVNRSLIASAASEALGSEARLICDAVHNHVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLL
EVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTRFGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSASGL
ASAVARLLPLVTFKTTGVAI
>MCE8468153.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
GTRKMQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYM
AKLIQFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSL
MMILLFSVKLGWLPVGGLTDVAGFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGE
TRLMVHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLL
YARLDSRIALK
>MCE8468154.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFVDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MCE8468155.1 glycogen debranching protein GlgX, partial [Rhodovulum sulfidophilum]AB21
SWGYQTLAFFAPDPRYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVN
DTGCGNTLNTGHPMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGP
GGYQLGAFPPPFSEWNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKH
NEANGEDNRDGHSANFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAW
VDWQGADEAFLDFTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTP
RYAALEYAIFAVFNAGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MCE8468156.1 4-alpha-glucanotransferase, partial [Rhodovulum sulfidophilum]AB21
MSSLAALARATGILPGYRDLTGTERPTAPETAQALLAAMGLAATTEAEAAASLAALEAARAARHLPDWLVLDEGRAPALA
VPAAWRIELETGGVIEGRAEDPLPDLPLGIHRLSVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGL
DAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCTAPAVAEFAAANGGAVAFHAWLQFLAETQLAAIR
EAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAM
FDPGIANWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRRL
>MCE8468157.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB21
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVDDILAATSAALIVPDDVAEMVLG
>MCE8468158.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB21
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MCE8468159.1 acetate/propionate family kinase, partial [Rhodovulum sulfidophilum]AB21
SSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEFLKEQRPQAEL
DAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNHPWVNDTFAIP
RKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLPMGSRCGQLDP
GVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAALGGISTMVFCG
GIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAADAA
>MCE8468160.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MCE8468161.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB21
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMICELAGRHDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRTLGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHINVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MCE8468162.1 hypothetical protein LZ189_03715, partial [Rhodovulum sulfidophilum]AB21
MLQKAQNAKRIPPALLHRCFIFEESGKVQVFKTSYAAAAAVMLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVY
RDFPNPDKILHTDCSTTFSCDRSVYQGSHGLGVAGFLDGPYIDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFID
GELVSPEERSGPNPYPLSGLSGTSISFGADAWNDSYKLASITVAP
>MCE8468163.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB21
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARLAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MCE8468164.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MKLNAILAGAALALGLAGAAQAQDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MCE8468165.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MCE8468166.1 short-chain fatty acyl-CoA regulator family protein, partial [Rhodovulum sulfidophilum]AB21
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALADLEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISL
>MCE8468167.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB21
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGTLLKPGTGAWPLLFIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGP
>MCE8468168.1 DMT family protein [Rhodovulum sulfidophilum]AB21
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MCE8468169.1 malate synthase A [Rhodovulum sulfidophilum]AB21
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHSDYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MCE8468170.1 isocitrate lyase, partial [Rhodovulum sulfidophilum]AB21
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARAA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMQ
>MCE8468171.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGSTGRRPPPLVADRRYPKKTKRKPQPRNPKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYIT
>MCE8468172.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB21
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MCE8468173.1 ammonium transporter [Rhodovulum sulfidophilum]AB21
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALIGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MCE8468174.1 hypothetical protein LZ189_03775 [Rhodovulum sulfidophilum]AB21
MGKRARIWALYGDGLRPMQRGLERSFERARKGRTAAVNTPEVAAIQYWRKRLK
>MCE8468175.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB21
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MCE8468176.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB21
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDV
AAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>MCE8468177.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MFTNGNDHETIVPSGSAQTFDALGGVDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLAPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSVLDGGDGHDQIHGCSDYDILHGGNGNDTIYGYHYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTELGQDRIYGGTGNDTLVITAPYYHIDYDLDISQGGDIRGIEYAEITL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDVLNGEAG
NDTFLYGTGANGYDMVDGGAGAADRILATADNVTIGLGGLVGVEIVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGNGNDNLSGGAGGDILTGMGGADIFDFNVASHSNGANIDRITDFVRGDDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MCE8468178.1 hypothetical protein LZ189_03795 [Rhodovulum sulfidophilum]AB21
MAAENFARRLKTLGGDMSREEICKIRISDPVRSLLVPIRQMPGPDT
>MCE8468179.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSED
>MCE8468180.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB21
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHTLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MCE8468181.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB21
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAMLARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MCE8468182.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSP
>MCE8468183.1 hypothetical protein LZ189_03820 [Rhodovulum sulfidophilum]AB21
MLPCPGCKAFALRLRGVIGGMRDETDLVREALRHDPAKPGRNDLMPMLAGRTGDRSATVEARPHKTEVMPGVSIAPRGFG
RGRNACRPAKTPCR
>MCE8468184.1 hypothetical protein LZ189_03825 [Rhodovulum sulfidophilum]AB21
MKAPYDLDIRAMPKRVRRQDRAPAERPAFDITSGTAHDTPPEAPLPEEAVRARFGRPVPALAHDIVDGTATEMLPQPSEN
PAIISAAARPGGSAQDGPPAPTAPVHRARPVATLPRSGARGTPGAPGTRPCIALMGEIGAGKTTLAHLSAGRPTAHAKDE
HRDPLAPGPGHIRHRPALPRG
>MCE8468185.1 hypothetical protein LZ189_03830 [Rhodovulum sulfidophilum]AB21
MPPVRVTYGTAPPCREDDRGRTAPVDLSRLSLADTRLIRIQAEAEAEILRHCDLIDTPAISDPEMGPDIWEYATGLADGV
LWCSHAPEAWRPSEAAIWDMFAPRLGGSRLLLLTRFDRLASEHKRERVLRRVRRETAGLFTGVLPIALTEALEALGHALM
RILRGLGGGTGQDAGPMRLDPAWRVADPPDCGTHGTVRPRRVRVDASRSRSPRPTGTEPPGHERPGHEPHPF
>MCE8468186.1 hypothetical protein LZ189_03835 [Rhodovulum sulfidophilum]AB21
MFGIDQPPREAVLMRDGGIELFLRAPRDPDEALCALVGPDTGVEAALSQMRRAIAEIVEIAAGAARHDTRRGGVG
>MCE8468187.1 hypothetical protein LZ189_03840, partial [Rhodovulum sulfidophilum]AB21
MAEISETIPPRDMTLGDGKGQETRRLVARRHLLRVGRARPAARAAVPLPPDMQGDRAAARPACRVEPTEPGCPSMRCARS
PAMKGPLLKAPPDTDRTAV
>MCE8468188.1 transcription antitermination factor NusB, partial [Rhodovulum sulfidophilum]AB21
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKE
>MCE8468189.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB21
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MCE8468190.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB21
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTDAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MCE8468191.1 riboflavin synthase [Rhodovulum sulfidophilum]AB21
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVIDRGTSGDGAWFDVSISAETVSKTNIAGWVE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MCE8468192.1 PLP-dependent aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB21
TRALREALADYLASGRGVVADPGRLLIARGSQMALYLAARATLAPGAVVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGL
SVVALEAALDADPQIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPL
IYVGSLSKLLSPGIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALA
ERLGERVVFDLPAGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSC
PQA
>MCE8468193.1 hypothetical protein LZ189_03870 [Rhodovulum sulfidophilum]AB21
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNEAPEAKSPEALATATQRDFAA
GDTVICDGWVLARSEADFALACLRDDTA
>MCE8468194.1 GMC oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
DRAPNVRVVLYADVCDIRLGEATGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLVANGQRPAGLGNENDLVGR
YFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRSRRIGKFRSEFYSLPLRLRDLRALRSGRIDAA
DIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQITRQDHDCILAAHQVIAQ
EAGRIGFGRMRIEIDPKPEVFLDGVGGGGHHMGTVRMAETPRRGVTDGDGRLHSVENLYVAGSALFPTGGYPNPTLTITA
MAFRLSDHLKARAEREGLL
>MCE8468195.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB21
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MCE8468196.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MCE8468197.1 cytochrome c1 [Rhodovulum sulfidophilum]AB21
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAP
>MCE8468198.1 Flp pilus assembly protein CpaB, partial [Rhodovulum sulfidophilum]AB21
STKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTRGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGATDDVVAKAVEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MCE8468199.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB21
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLNFSGGTNTIAEGNNLGNIFDGDPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MCE8468200.1 OmpA family protein [Rhodovulum sulfidophilum]AB21
MRARLVFLTLGTALALTGCSPQQREAFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRAAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKSGLIPEPLQAEE
>MCE8468201.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MCE8468202.1 porin family protein [Rhodovulum sulfidophilum]AB21
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MCE8468203.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB21
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGHAEKAPYLP
RGGWISVGFGAQNADEMAHRLRESHATVRASLPRRVREGLD
>MCE8468204.1 phage/plasmid primase, P4 family, partial [Rhodovulum sulfidophilum]AB21
GGEPLMIRALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAG
LTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQK
ASRWRHPHTGKSFIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>MCE8468205.1 hypothetical protein LZ189_03930 [Rhodovulum sulfidophilum]AB21
MQERAMMMDRQMQMQMQGQRKHPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDVS
RGRSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIP
RRNRKGVIVHDAVRFTPCVWTPTQSQIAATRRAYLDWWGYLLEVQAALVATDMTRICVTKDMPPMTPWG
>MCE8468206.1 hypothetical protein LZ189_03935 [Rhodovulum sulfidophilum]AB21
MLSYERSYGTGRFVCALIEIFGWLLVVVGGIVAIIGFGAGGVLGSGGFGSPRGAVISGFLSATPGLATVGIGLISIMLTQ
QTKATLDTAEMTRDLLAISRNSTHGPFGTASKSTGQASGVRQEPQLRRREPLAKGDIASDGQDEKNQKSPWK
>MCE8468207.1 HNH endonuclease [Rhodovulum sulfidophilum]AB21
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERDRVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDSAKQRAERAAGD
>MCE8468208.1 autoinducer binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYA
>MCE8468209.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MCE8468210.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB21
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MCE8468211.1 DUF3141 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MDMHVERRSDDDPADVMRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLME
AARNSKKEMTPGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVSFGRDPLPGQTLADVCRAEAEFVREVTRRHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPD
>MCE8468212.1 S49 family peptidase, partial [Rhodovulum sulfidophilum]AB21
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLASDRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKE
>MCE8468213.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB21
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGSGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MCE8468214.1 hypothetical protein LZ189_03975, partial [Rhodovulum sulfidophilum]AB21
LEGADFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAPRGYPVTVHADNSMRPAEWRDMPERIEPP
APLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGDRALDVPLTAEPPLTLPNWRDPEGVPQIS
RSLLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDATGHAEASRDGARAELAPAPEGYVLTLSGAETDVFSWAL
PEGSGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELTVRVDRYAEAPAASREMRFLTEEGRRLDP
DTAPERQPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLVPPATEGAETLVFVRRKAEDADVLELQTGDGQR
QHFYGLGSREVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDIADDMTVAEVTEQLRFVDAEGVPLALSAPGGGALSPDD
GIREAMFPDGTLRVAGPPAKILRAELKPEPLSRSFAVSFPDLPVPEAAAQ
>MCE8468215.1 hypothetical protein LZ189_03980 [Rhodovulum sulfidophilum]AB21
MIRGTATALALLLAVPGLAAPETGAPPAEAAADGQAADIRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETRFS
DDGKVLHDRHWKDGKLVHERMPVTVGGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYILT
GRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGANGQLRRL
ETYVHGTLDGPWEERDREGRLLSGGAYSEGQKTGPWREGGPHGEAYWQGSYAAGLRNGPWERLDAQGYRLERARYEDGAR
DGLRYLFRPDGAVGEVQSWKNGERDGTTTRYEHGLPVGRDLWRDGRPVATGLSPEVE
>MCE8468216.1 hypothetical protein LZ189_03985, partial [Rhodovulum sulfidophilum]AB21
MSPLRATLTCLRRFARFGGRAARAEYWWFIPACLLALLGAAALDMVLFPADPDRGLPDRRPLS
>MCE8468217.1 protein TolR [Rhodovulum sulfidophilum]AB21
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MCE8468218.1 protein TolQ [Rhodovulum sulfidophilum]AB21
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKVITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MCE8468219.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB21
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MCE8468220.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLVRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDSDLSQMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MCE8468221.1 Holliday junction branch migration DNA helicase RuvB, partial [Rhodovulum sulfidophilum]AB21
DFALVEGDGRITRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLI
QRTPRGRMLAQKAWSHLGLAPPRVPGQTAQTDLFDEGA
>MCE8468222.1 formate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
SVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREAGILGDHFDIEDR
VGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFGLGRSLGTVPLQI
AGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGLIGHAGLVVFDDT
AEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGFTPYPVESALRHF
PEDFAPAREAAE
>MCE8468223.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAID
>MCE8468224.1 MFS transporter [Rhodovulum sulfidophilum]AB21
MTVPARRTLGATPLFALLLGGFITIFDLFVVNVALPSIRADLRASLAGIGWVLAGYELAFGVTLIAGGRLGDRYGRRKVF
MLGMAGFTLASVLCGLAVTTQSLIVARLLQGATAGIMFPQIYAMLRVLLDAEGRRRAFGLLGMALGLAAIAGQVLGGWIV
TADIANLGWRMIFLINLPVGIIGLLCARKLPETGQADAARIDWAGTLLATIALILLLFPLLEGAHSGWPFWTWGSFIASA
AALTLFVAWERRVKLQGGTPAVDPALFTNRSFAAGSIIVLLVYSTSTSFFLGFALLVQEGLGLSAFAAGTLFAPASVAFI
AASMTAPRMVARFGDRAIAGGAGIYLFGTAAVALTALSGAHEAWLIPSLILFGFGQGLSMTPLLNFVLGFTAEREAGMAG
GIISTMQQVGGAIGVAMISILFGQILGEAGYARAFAGGLTYNIAALLFSALGISLLIRREAREAREA
>MCE8468225.1 hypothetical protein LZ189_04035 [Rhodovulum sulfidophilum]AB21
MARALRMTPEERQHLYLLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDGLFSFSDYPAGSR
NMLWMYFADDRLSRRVQDWPRQASQIVASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMAD
RGPVAFDHTTLIVDQDRHLRLVYYAAVERGEAGRKPMDGCSTDHAAE
>MCE8468226.1 hypothetical protein LZ189_04040, partial [Rhodovulum sulfidophilum]AB21
MDVPQIMPPNDWDGPVLLENSGCDRHAARTWTVVLHTGEKSQPARQGSKKSRTIFIEIVLREQISEFSTWGNGVVASSTE
AARFGFIEERRGEERRGEERRG
>MCE8468227.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB21
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MCE8468228.1 phage major capsid protein [Rhodovulum sulfidophilum]AB21
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEMKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVPEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKLLKFSVS
>MCE8468229.1 hypothetical protein LZ189_04055 [Rhodovulum sulfidophilum]AB21
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIVRSFSYELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFDAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MCE8468230.1 head-tail adaptor protein, partial [Rhodovulum sulfidophilum]AB21
MSRVPILNRQLVLEVPVPVADGAGGFSETWAPRGTLWAEMSPRMAGERAGE
>MCE8468231.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKDLIISGGLNVYPKEIEEVLDAQP
GVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEALPRNAMGKVQKAALRESYRDSF
A
>MCE8468232.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB21
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVVIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MCE8468233.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB21
MAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHSIGSYEY
DKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLLGSD
>MCE8468234.1 hypothetical protein LZ189_04080, partial [Rhodovulum sulfidophilum]AB21
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPREPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSAREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AAR
>MCE8468235.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
DPAPGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIR
EMRVEVGHHVEKGDLIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRV
AAPVSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTR
DMETETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MCE8468236.1 preQ(1) synthase, partial [Rhodovulum sulfidophilum]AB21
GQPDFAHLVIDYVPGLWLIESKSLKLFLTSYRNHGAFHEDCTISIARRLVEFLDPQWLRIGGYWYPRGGIPIDVFWQTGP
LPKGVWIPDQGVPPYRGRG
>MCE8468237.1 IS110 family transposase [Rhodovulum sulfidophilum]AB21
MGSKTRQDFAAVAVIWMDIGKDVFHLVGFSSDGSLVLRQKIKRLALVATFQTLPPCLVGMEACLSAHFVSRSLRGMGFEP
RIIPAIYVKPFNKGQKNDDNDAEAIAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLRAVRNSLLSLLDARQDEISPRMRHIILDLHDDWMRLDARIEAVSGEIEGLGQSEAHCRALRTIPGVGPIISTALVAA
VGKGEAFESGRDMAAWVGLVPRQYSTGRRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPQLSFGTWLAEADQRMHRN
KLAVALANKLTRIAWAVLRYNRGFDAPRDTVATAL
>MCE8468238.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
IFYLEPGPDGRTIVNALLDGPSVAGAYRMVLGDQPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRP
EVHDTDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRDIRGFGLTQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQ
LIEIPTDDEIFDNIVAFWNPETKPQAGDEMAFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGP
ALDGLTRKDAILPEVSAPEGVEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIER
LR
>MCE8468239.1 glycosyl hydrolase, partial [Rhodovulum sulfidophilum]AB21
IYPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYGADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTLLGF
NEPDLARQAGVSVEQALDLWGALQATGLRLVSPAASQEQTLGDTSWLGRFIAGVETRSMGVDVIAVHYYSDSGDIAAFET
WLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAGNLT
EVGRVFADLAAPVAPPTVAGGDGDDRLSGGAAAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGDDLY
MVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGNDWL
LGGEGADRLWGGAGGDLMEGGTGDDLYAVDTSSDRILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGLANV
LSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGAGEDRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGGGWD
RIADFEDDIDTLRLDHALWSGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLSAVGALIDDLQIV
>MCE8468240.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTEKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKED
>MCE8468241.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MCE8468242.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MCE8468243.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
LVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAASTALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDL
PLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MCE8468244.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRL
>MCE8468245.1 hypothetical protein LZ189_04145 [Rhodovulum sulfidophilum]AB21
MTTIPTQKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKIAIPYGIILLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDATFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MCE8468246.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB21
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MCE8468247.1 polyhydroxyalkanoate synthesis repressor PhaR, partial [Rhodovulum sulfidophilum]AB21
DAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLNDLV
RSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEEREL
DEIKRQLAELQQKLSKMNG
>MCE8468248.1 hypothetical protein LZ189_04165 [Rhodovulum sulfidophilum]AB21
MRIAKNFMAVAFAAAAGFAGTFAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAASADAPR
EPWYSCFWLDNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>MCE8468249.1 GlxA family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTL
>MCE8468250.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB21
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIVPA
>MCE8468251.1 hypothetical protein LZ189_04195, partial [Rhodovulum sulfidophilum]AB21
VADDNYKKPVGPFGAKFLVAHGLIGTEAEKYAKLCTSRGNTQIAADYLCSAIEGAAESINFSQVQVTNASIDRLEFVDLR
VSGLHVSDTFFELLNLDGAEFIESSFENCAFQHISGVSDRSKLPPAFSDSCDFDGFSSADNVSRISELPLSNAQKTLVAI
IRKLFFQPGSGRKEEALLRGTSSYWDRVAADSAVRYMLANDIISEVPGNRGKLYIPNRKFTRRMGMIRSLLRNCGDELWD
VVSQS
>MCE8468252.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
LRLSSFGADAVDARATLGAVVALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLI
LAGLVGGLAQICLTSAYRHAEAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRA
RKGITPQG
>MCE8468253.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB21
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEQIDAA
KAEVMKANGLSDCYVRPLAWRGSGPEMGVAAAQNPVRMAIAAWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>MCE8468254.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MCE8468255.1 response regulator [Rhodovulum sulfidophilum]AB21
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MCE8468256.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB21
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAA
>MCE8468257.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB21
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MCE8468258.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
QAHGGVLYFDEVADMPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVP
ALDERREDIPELARHFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGP
AEEGRIVLAGALATLPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEE
QTAAD
>MCE8468259.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N, partial [Rhodovulum sulfidophilum]AB21
SRKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTRECGMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRC
RAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVHFYEQAGDLAGLFARPVRRRAILAGLEGAA
>MCE8468260.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB21
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MCE8468261.1 DUF3479 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELQARRDDCDAMIGIIADKQIVRLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKEASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDAQ
>MCE8468262.1 FAD-binding protein [Rhodovulum sulfidophilum]AB21
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVVLGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEAGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MCE8468263.1 FAD-binding protein [Rhodovulum sulfidophilum]AB21
MRPETEAELAGMVAAAEAPLGIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHRPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPLAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAVRAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLATMAARLKAAFDPKGILNPGAMG
>MCE8468264.1 alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ISQGAKLVMGIYRSENRKDRLHRMGIEPISTANISAILTASAQADVAFDALGGDIARCVLERMRGETDFVAYGLLTGKPV
NIGAGVRATYHRFHMRDHFPVLAGQGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQALAEVEKPGGQKPILDLSSLA
>MCE8468265.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MIDLRKMEQFVAVAEERHFHRAAHRLGMSQPPLTVAIRRLEENLGVDLIERGGNRVLGLTAAGLTFLHEARETLRQADHA
IKTARETAAGRTGLIRLGYVGSALYGRLPDTIRAFRRARPNVRLELREATTAAQIAGLRGGTLDAGIVIPPIAEAAGIEL
HDFDQDRLCIALSLGHHLAGKDDFCVADIADEDFVLWPMIEGRGFHLQVIRLCTDAGFVPRVTQEAHGMHAVLSLVAVGA
GVSVVPESMRQFRPDQITYQPIAEAGADFPLSLALHKPGPATAAFTEIASHGGSA
>MCE8468266.1 SMP-30/gluconolactonase/LRE family protein, partial [Rhodovulum sulfidophilum]AB21
MKDVAPNIAVAVRTKATIGESPLWSARRERLLWIDIMGRQLHTYDPATGRDDATELPTAAGLLAEDSSGEIVLGLEHGLA
RLGPDGEIEHFARAPHADPAVRFNDGKFDPQGRLWTGLMNK
>MCE8468267.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
AETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSAGEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCV
NNHHGLEHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIANSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEP
DGSLSFIGRADDVITSSGYRIGPFDVESALIEYPAVIEAAVVGIPDPERTELVKAFVILGKGHEASDALCEELQQHVKKR
LSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MCE8468268.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVDAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAIAINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MCE8468269.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB21
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEECAEAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MCE8468270.1 preprotein translocase subunit YajC, partial [Rhodovulum sulfidophilum]AB21
KDDAEVEIEVAENVKIRVVRQTISQVLNKTEPAEKA
>MCE8468271.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB21
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPSGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEAGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MCE8468272.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB21
MRLKLVPSNTNWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MCE8468273.1 PDZ domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWL
GVRIQDVTPDMAEALGLEQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQVGNAPVGKAVRVVVFREGK
TQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLAVSDIDETGEAYSKGLRAG
DVITEAGQRQVATASDLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MCE8468274.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MCE8468275.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB21
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>MCE8468276.1 class II fumarate hydratase, partial [Rhodovulum sulfidophilum]AB21
AIIRALGVIKKACALVNIDQGGLAPKLGEAIAAAAQEVIDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVK
GSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVLLPGLEKLHEALSTKSDEFADIIKIGRTHTQDATPLTLGQEFS
GYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKKGWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALK
TVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSIMPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYN
PMMSYNVLQSMQLLGDAASSFTDNMVVGTKANTARIDKLMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIAL
GFVDAETFDRVVRPEDMIGPKD
>MCE8468277.1 guanylate kinase [Rhodovulum sulfidophilum]AB21
MSWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGNFYGSPEAPVRAAIEAGQDVLFDIDWQ
GAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEISHWDGYDFVLVNDDLDATEAKLKTILT
ATRLRRSQQPGLTEHVRALQAEFEALP
>MCE8468278.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB21
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEVGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>MCE8468279.1 hypothetical protein LZ189_04340 [Rhodovulum sulfidophilum]AB21
MALLIGFDRVDQPQRGMPFIGARCEHLPYDLVQAALSSLQGVEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLP
NTEIVRREIAALCPGMTVQMIPRTRH
>MCE8468280.1 ATP-binding protein [Rhodovulum sulfidophilum]AB21
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>MCE8468281.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFRRLGIRPGTVFD
>MCE8468282.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB21
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MCE8468283.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB21
MHDHAPSDSSHPPRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGHAHGAHAHADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGAKVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>MCE8468284.1 anion permease, partial [Rhodovulum sulfidophilum]AB21
SKRLDDLPFNTAETRILDVIRGEVSMRRHLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTL
EASIGPNSILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSER
PMRRAKAPVAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQL
IVDWVVGLLGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTN
TFVYGAGGYRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MCE8468285.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB21
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTV
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARFDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>MCE8468286.1 LysE family translocator [Rhodovulum sulfidophilum]AB21
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAA
LNALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MCE8468287.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
RSMMSVQSSLVIYPIYAYGSDAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSLKTRAEKTATGYRLTGRKTWISNAPMA
DIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEVGEEALLPGVEGLKGPFGCLNRARYGI
AWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACLQVGRLMDEARVAPEAISLIKRNNCGK
ALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGLQAFF
>MCE8468288.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB21
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MCE8468289.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB21
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MCE8468290.1 hypothetical protein LZ189_04395 [Rhodovulum sulfidophilum]AB21
MSGVYSDPSRSVASKGGLSHQTREELEAIRPLIANELAALRTAVDEMFAADLDRDLALVIRLGGLTEGE
>MCE8468291.1 L,D-transpeptidase, partial [Rhodovulum sulfidophilum]AB21
SVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRPSSDGC
IGLYNEMIAELYAITPVGTQVRII
>MCE8468292.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB21
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQTIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MCE8468293.1 preprotein translocase subunit SecA, partial [Rhodovulum sulfidophilum]AB21
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTVEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPG
>MCE8468294.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB21
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSSLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPRYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RIVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>MCE8468295.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CMRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEETPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MCE8468296.1 hydroxyisourate hydrolase, partial [Rhodovulum sulfidophilum]AB21
LVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MCE8468297.1 hypothetical protein LZ189_04430, partial [Rhodovulum sulfidophilum]AB21
MFIKLSRAGTNSRCISTERWCGETAFSLNSRDHAMFFPFVITLANGVITKLGKTRGCIGQGCGSPVPSAA
>MCE8468298.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB21
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MCE8468299.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB21
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MCE8468300.1 DUF805 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLR
>MCE8468301.1 hypothetical protein LZ189_04450, partial [Rhodovulum sulfidophilum]AB21
MLETTAISDAGITKQTLYGVEKNQFTRATYERDVRPGRGLQRGTKVPPDGRLIVAGTVPPMIGRRPAVFSIRAR
>MCE8468302.1 ester cyclase [Rhodovulum sulfidophilum]AB21
MPDISFNIAVLVCAPPMIAGRLTFDETQAGQLFGMAVNGTRIRFDENVF
>MCE8468303.1 sodium/proline symporter, partial [Rhodovulum sulfidophilum]AB21
MRTFATEDLYRGKPALDPAEIFVRQEIEPAVTCIASLVGRHDPYCLDPYCLRATGSDRAPRLYKTGIGEHVSIGAIISLT
TYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYATGLVEAWIGIGLFLGALVNWI
VVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQFGVWLTLGVV
LAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGFISLLAWGLGY
FGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLFPGLITGFFLA
ALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGAD
>MCE8468304.1 BamA/TamA family outer membrane protein, partial [Rhodovulum sulfidophilum]AB21
GLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGGAIDDSFHLRSAVGFSVFWKTPIGPL
RFNFSNAVIKEDYDKEQNFDFTVSTKF
>MCE8468305.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB21
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDQKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDVQAPDAPATGGEPSSDPAPETGGALLRPMPAPAPLRGATEGGD
>MCE8468306.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB21
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MCE8468307.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB21
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFQELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MCE8468308.1 LpxI family protein, partial [Rhodovulum sulfidophilum]AB21
MTEIPTALIAGSGTLPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVQ
>MCE8468309.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB21
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAGGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MCE8468310.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB21
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MCE8468311.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein, partial [Rhodovulum sulfidophilum]AB21
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECASVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLA
>MCE8468312.1 cadherin-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIP
PSGFTGDFDLEIAAIASHPDGGVATTNNLLPVIVLAEEPSLPPSSQVIELNGLITPEDTAVALELGQAFLEATGFSNLTF
ATISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITISG
ASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTVVA
TEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGIFLLLFDLAGFASIAVEGVPEGGALSGGYLDENGDW
IIAVGLLQDLTYTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALSLTINGALVDTDGS
ETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQLTFDVRANSLEDEGNAASTTETITINILPVT
DAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLSAGTALGAGAHAVQPEDLAGLTITPPANFSG
QFDLQVTATLQDGTADPVTVSGTLTVTAAPVADAPVLNVTDALGVAGEPVDLSISAATVVADGTEVLSIVLSGLPKDAFL
TAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPEPAPIAMEVVVDIAPGFTV
DSTASLSRIVVTLADDPLFAEDMLALSDETASDPVISDALNGGALSPRFENDGRQAILEGDAPAELFE
>MCE8468313.1 hypothetical protein LZ189_04515, partial [Rhodovulum sulfidophilum]AB21
LEGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTGVP
TRDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MCE8468314.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MRKFLGGRTPEEWLGAILMTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPT
KLRLCMLTLADLLWLGFNAVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPAD
ARIGD
>MCE8468315.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB21
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MCE8468316.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MKPFIRTLATAALTICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQALR
MGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTL
DDLQGLKI
>MCE8468317.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA, partial [Rhodovulum sulfidophilum]AB21
ISAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVHIALSE
VPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSADTMFH
AEARARHDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMALTRAAG
RH
>MCE8468318.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB21
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAYLVPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLALLAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MCE8468319.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPTGGGEGKSGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>MCE8468320.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDSEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMEQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
DTTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKAFIAEHEDDAALKE
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MCE8468321.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MCE8468322.1 MerR family DNA-binding protein, partial [Rhodovulum sulfidophilum]AB21
SPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREAQMAALVGLADRQLKVLRDQRTQLDASIEELQ
TLRDAAATGQA
>MCE8468323.1 hypothetical protein LZ189_04565 [Rhodovulum sulfidophilum]AB21
MRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHIALINEVDPLHPVILCAEGRLMDGMHRVVKAIAEGRTHV
PAVQFSTTPDPDFVNVPLDELPYPDEVV
>MCE8468324.1 hypothetical protein LZ189_04570 [Rhodovulum sulfidophilum]AB21
MQNLPGNWRFATTASDFRQPAELIPGDDRYVFGVEVWFSRQKRDGRRKDVFHYIFGLIVIPVFFGPAMLWRWAIKSTAWF
YLPLLWSRRGWRRLEGEELRIWANAYSSKILNWVWLIFGGLSFAAVAGTLFSLQKYLSLKDRLSAEGAPFTVLGFLSSLD
WADLLHQPWLWFYIPSYALTIIIFFALDNIAKDIRVGADPASRMTHMERWMWASNLRSVLTNIGLGIALWYFLDAVDAWG
KAKTFAANLLAV
>MCE8468325.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB21
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MCE8468326.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGRLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MCE8468327.1 methylmalonyl-CoA mutase family protein, partial [Rhodovulum sulfidophilum]AB21
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVR
>MCE8468328.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB21
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MCE8468329.1 hypothetical protein LZ189_04595 [Rhodovulum sulfidophilum]AB21
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MCE8468330.1 autoinducer binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSRFHPVDWKELDW
SSKQARVFLRDAMSYGLGNQGVSIPLHG
>MCE8468331.1 NADH-quinone oxidoreductase subunit NuoI, partial [Rhodovulum sulfidophilum]AB21
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAE
>MCE8468332.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB21
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MCE8468333.1 hypothetical protein LZ189_04615 [Rhodovulum sulfidophilum]AB21
MAGLALAVATGSAAGCSPLPGASAPGRTPAYLGAETVALKDGLVEVALRMRAPDGIGGLDDYGRCAVARHALDNGYGFAR
HLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>MCE8468334.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
IRKAWMHGAAVHRVGPAVDLTYDVIEEGGDRAALVRLAGSVEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLL
VLHSAASRVGAMDLGAVTEGGIDAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVN
TEGRPQLAVRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFR
YAVRDFYLTNPIARASALMAELSANAKARRAAPMAAE
>MCE8468335.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MERTFGKSQTGPRFEDWRFLTGKGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLSAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAKTLPAAKDAAERIVFDLHDLDPHLTLTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNN
>MCE8468336.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREAFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVGFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
E
>MCE8468337.1 glycerol-3-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGISLQ
>MCE8468338.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB21
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFSD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARTSGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MCE8468339.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB21
MTQHPPLLLLTRPRVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTFLPLFPPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MCE8468340.1 hypothetical protein LZ189_04650, partial [Rhodovulum sulfidophilum]AB21
MCETVRDARSQTKRIERRVPVAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDD
TPAEEVSETGPSEAAVSPAPAAAAVPPKRGLVGAVAPVLGGVLD
>MCE8468341.1 PucC family protein [Rhodovulum sulfidophilum]AB21
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>MCE8468342.1 light-harvesting protein [Rhodovulum sulfidophilum]AB21
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MCE8468343.1 light-harvesting protein [Rhodovulum sulfidophilum]AB21
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MCE8468344.1 hypothetical protein LZ189_04670, partial [Rhodovulum sulfidophilum]AB21
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKR
>MCE8468345.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALD
>MCE8468346.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MCE8468347.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
IGAEVITTCGSDQKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQIAFQQG
SRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAHTGKIV
LLTSAD
>MCE8468348.1 OB-fold nucleic acid binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFTDVEKVRSEWCIRIDGVVKAR
SDDL
>MCE8468349.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB21
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MCE8468350.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB21
MAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAAERLMEIAKEEVPNAVR
VLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIVATAAAPTIKDVDSIKP
DWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHKVGFFILADEEPTINRK
KFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNKETRVEDNKRAIQLLRE
ADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSRYNFVNPIMKPEAMDRA
QLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSKDKVHFDFDMSRKPAAA
QIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MCE8468351.1 ComF family protein, partial [Rhodovulum sulfidophilum]AB21
GPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MCE8468352.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB21
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MCE8468353.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB21
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAGDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIAPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MCE8468354.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MCE8468355.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB21
MQAAETTVDPSEVAKFEAMAAEWWDPAGKSKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MCE8468356.1 prolyl aminopeptidase, partial [Rhodovulum sulfidophilum]AB21
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGD
>MCE8468357.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB21
MDDAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLASLRAQILRRRALIAPAIAAVIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRSKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVSFVGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAGNL
AARQPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLARAGWPVSARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MCE8468358.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB21
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MCE8468359.1 HD domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SPDPAADHGSGRSSPLRHALEPPRSRERDKPAIRRYQKTMCTHADKQMQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLR
VWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAAKARDVLTGMAWSDDRINQVCHAIEAHSFSACVT
PASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICDAVDPAANDRPLDEDLFALDHFQTKLMKLERGFQTMTGARLA
ADRSAHVKSFYNGLLAELS
>MCE8468360.1 hypothetical protein LZ189_04750, partial [Rhodovulum sulfidophilum]AB21
MTQSWRNVFIGSTRTDGAQTDVTATALPFGNSGVDEHIDVTLQFDRLTLENTNAMVLPGTKNTNVLETGAIEYFILGSAA
NGSQGGGLTLNNAALAFNQNSLIGATQFLMAGPTGSVPFIRAEAGSNTLSIGSQPNFAERVTVSVDGGASLEFTGTEMST
RIEGNLNIAAGGRLSLINNSVLSLLQNDSTQLPRTSVTGGSIDLDGINTELLLTAPEIIDGGINLKNGATLTIRERDTGS
SSISFSGDNLITLDGPQTSIRGNADAPDELMLEIGAGTTRFVGAVAPTLGRGLNVNAISIDGGTLDWDDMVTNNAQQDAI
ESIAIANGGVFQERSSRFGQLEGLVVSDGTLRTHGVLGSYTVNNGINSADFTDSVIDVMGASSIQPGVSAGLRATVINAN
HLSFSGRNRV
>MCE8468361.1 ribonuclease E/G, partial [Rhodovulum sulfidophilum]AB21
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAERNADGAEDRGDHVAPAASDE
DAAPTDAAPTDAEPADGVQSADGETRPAETDASEAEDAAPAEDAEEDATDRGGKDDEPPTTVMAMAAHSDDPVETREPSA
GIPGMDVVDLGDDEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEADDTASSGDETGEDGPEEIHHDDQIESVAEEDVH
EEIRPRKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEI
AAEMDVPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGE
GGYRLAKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSI
EETALKTNLEAAEEVE
>MCE8468362.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
RLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQFSEEYGCDAPE
VTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFERMLIDNTMRRH
KGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MCE8468363.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISKPVESIEDVAGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWL
NMTAPVVMQKAAFDALPENIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTP
GQKALLEALTGK
>MCE8468364.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB21
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQDKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISGEAFPG
>MCE8468365.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
GSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGATVRRLD
RAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLATGAQVEALEINRRFNARLVEFGGNREALRMFLRG
WELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MCE8468366.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
SPLHINLSPGTPAMHAVWIVLAAGDALPPGTRLWSSQRPDPGASAQIAPVEFAPTTWLSALRADLAQTPERAAYDPEALT
PARRAALDRLARYALVPGVPLLILGERGVGKTRVVESLVVKLKGDRHVVTLSCGQLRGEGAEALLFGRAAGTDDKASAVD
EGLLHEADGGILFLDEVQDLPRDIQRLLLRALQGRVRRWRRLGETGQQEAQFDLVCASNLPVAELEKTLDPDFFDRIAHL
QVELPPLRECVADLEADWRRVWLEIGFPGDAPWSPTLERALSESTLPRNLRDLQRLVAILVSTRREGPWPISLQRKALEE
WRVVGANPPEAFGIGSRNERIKWFRKRLAHWAKERWGTWEAAAVELKCNESTLRTDVKGD
>MCE8468367.1 chemotaxis protein CheW, partial [Rhodovulum sulfidophilum]AB21
VNGVINVRGKVVPLADLRVMFGMERTPPDADTRIVVTEIDLDGEPTLVGIIADKVHDVTEISEASVEEAPKVGMRWPAEF
LRGIGKHGDDFIIIPDMGRIFGSKGDRDPSFATDERTVK
>MCE8468368.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB21
MKLSLRAKLSLAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLASYLENSGRILRYSRSNQKDLAGRQMSDSLGLFDTVTSDLT
QLVAFNSTGAKSASAEGDIAYATSQKVVFGVIALALLIGIGTAVFLIRNITRALGGEPDYARAVIREIAGGNLEVEVATR
AGDRDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMASTAE
ELESQSGQLQQVIGYFRLALDDLAGRTGQHHAGALRGGRTDSSPVEEAIRKTVRHSAPARGAATGGFTLDMGGDDEIDGQ
FLRNGAA
>MCE8468369.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB21
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAPVDFLGMIDVRGQSVPVMDLRRRLALQAAEDSHSTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDDESMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>MCE8468370.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
VLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVGVSVVDIAT
GATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRPILISVQSD
REWRQLADGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLSAHPHLRRI
EVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MCE8468371.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MCE8468372.1 hypothetical protein LZ189_04815, partial [Rhodovulum sulfidophilum]AB21
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPATVQVLALVGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCL
>MCE8468373.1 hypothetical protein LZ189_04820, partial [Rhodovulum sulfidophilum]AB21
MLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAATVWIAPGFGRVPLSCVERGPLAAQSWISCALNRNYVTPELADVLSDT
AEEMDRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADPSGYRPGAVRSYIGYFAFERGPTDCPSAWPTL
RWDFTALQPLWRGYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQE
>MCE8468374.1 hypothetical protein LZ189_04825 [Rhodovulum sulfidophilum]AB21
MTVPFLRPILALTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEMAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MCE8468375.1 hypothetical protein LZ189_04830 [Rhodovulum sulfidophilum]AB21
MSDTIPAGLDLAGLDAVTASRHGAGQVAAPGPALGHDMEAMVLGSAFEPGR
>MCE8468376.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
RTEVAAMAVGIARAALSEARDWAKSRIIGGEPLASRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKAKLY
ASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MCE8468377.1 urocanate hydratase [Rhodovulum sulfidophilum]AB21
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLDEALAMIGRWTEAGAAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVVAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MCE8468378.1 HutD family protein [Rhodovulum sulfidophilum]AB21
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MCE8468379.1 zinc transporter ZntB, partial [Rhodovulum sulfidophilum]AB21
SKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVELEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRH
AGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEELDAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFL
PLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALFRLLRWL
>MCE8468380.1 DMT family transporter [Rhodovulum sulfidophilum]AB21
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MCE8468381.1 phosphopyruvate hydratase, partial [Rhodovulum sulfidophilum]AB21
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSR
>MCE8468382.1 hypothetical protein LZ189_04865 [Rhodovulum sulfidophilum]AB21
MRDDGEPGIDRAVDAAEKESQMPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPE
ILDARVPSGDVFLEVLAPLEPMDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRI
LDPLAMSLPFGVMAPAELYDVEAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVA
RELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRP
DELVDFAAQLHNFPGMPKKLILDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRV
DGAQDFKWWDASTQTLRHDDDYLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLT
FAHNTPFLYTFWLSKFWRIREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVAL
PGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEV
TEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYA
GRDSFDYLRPIAGRTLFTALRHGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSD
SMALVFSRHLPE
>MCE8468383.1 hypothetical protein LZ189_04870, partial [Rhodovulum sulfidophilum]AB21
QAYVMAQRWTQSEAGIIYLQKLAKPLGQMVNIRGIPAKDVAGVVRHQFSALNIPMGTTTFNAATGHFASPGTQLLHVPVV
EGTASAHITSSGAQHFQALHDADNVLKGAGLMLGLATTYAALKHLSDPATLAATGAGAFAQNTKVQLISELVGLAGALSD
VKKMTRIANFGQIRADGLRALFRDGVRFNLGNANVLNMRLGVNGGAINLARLATFANVALMVGTAIAMSKSYEAFVRGDN
SAALGNAMVGAGSLVLIGVDITVGTGGWGAVVGLVLIAVGTTFTFVADDKLTKWLRGSFWGEGYYVYWDRNRDRYFSTQL
EEAKKLASHDEEMVGFYQKELQDFLDLVCGITIENASRGDKAVDIYCGAIQAPADIARLKVALKQVSRTAGLMGAMSTRT
ALAVDGVTVDIDYIEPQRVRARFRNFEPRQTSVHGPVVSYSTVDIEASYPNFGGGTWTSTLTIEGSDI
>MCE8468384.1 hypothetical protein LZ189_04875 [Rhodovulum sulfidophilum]AB21
MSVVPKLSWNQRMHRRGWWRLGRANPHEPLNSPDQIRGLHRLIRVIDDDTIELRNFMSSIRWLWLFTAILIIGGWVWSGP
MTMNVPPLPRPLLGLVAPEWYGEWQTATSESHFPGGQFPDSLDRAESVRVNAQAAREEWKAGIVFLILFAVPPLYWLFAP
GPRGVRVDRRRKLVYGWKGFRFYCIKIHDFDLIEIDAHYTTRRGPEGEKYGHLVWGLPRADRPEKIGDFLLGRGPTPNWH
QFTLMHNAAGSFLWHKEDPDWLVKRKTTPRGRNNWIDWLAAIASFHLIPAIWPPSTERRLQQFDMKSRE
>MCE8468385.1 autotransporter outer membrane beta-barrel domain-containing protein [Rhodovulum sulfidophilum]AB21
MADATIGLSDLAGRCLARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALSLAGDATIYNRAGATMSSEYNAITATSGVGYLE
NDGSLTSTNTTYNRTAAAAFYKSGTVVNSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKGQYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMNSSFAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSENEDLKGFGSLTMAGNAWTLSGGVQADALTVSSGTLTLTGTDLSFGSVDLAGASTLIVNG
NFNSSGEMTVASGSRLGGSGTFGEIAVQSGGILSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDNVTSDYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYTSRAATGA
DMVRAADAPEIWVEGFGAWDRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIG
A
>MCE8468386.1 methylmalonyl-CoA carboxyltransferase, partial [Rhodovulum sulfidophilum]AB21
ILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRKAYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKG
ATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPHSTRRRVSRAFASLRGKRRETPWKKHGNIPL
>MCE8468387.1 hypothetical protein LZ189_04890 [Rhodovulum sulfidophilum]AB21
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MCE8468388.1 DUF6497 family protein [Rhodovulum sulfidophilum]AB21
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPSQVVITLMDRPVPFGQSEPEATQFFEAYRPEAGRCIWEGF
>MCE8468389.1 hypothetical protein LZ189_04900 [Rhodovulum sulfidophilum]AB21
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADVGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MCE8468390.1 hypothetical protein LZ189_04905 [Rhodovulum sulfidophilum]AB21
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MCE8468391.1 phenylacetate--CoA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPL
>MCE8468392.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MCE8468393.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAADKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MCE8468394.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
KSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHVQLMILGALIIGFLIAEPHGLAQLWRVGK
EKLRLWPFPH
>MCE8468395.1 flagellum-specific ATP synthase FliI, partial [Rhodovulum sulfidophilum]AB21
SGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSDPEIDAAIA
IWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MCE8468396.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGIEDKGALANKLADKSYYKLAEAFRFVSSGAAAATAEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDGEGDTNKEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDKLIKLYMIRSEANTGAGYSSGQIALRLLGG
>MCE8468397.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB21
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MCE8468398.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB21
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MCE8468399.1 quinone oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LSLGQRVAYTTQTGACTTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQ
WLAAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFG
QSSGLPDGFRLADLAKGSLSATRPVLFDFIADPTELRTRAAELFAAVADGKLTPRIGRSWPLAETAEAHRALEARATTGA
TVLLP
>MCE8468400.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB21
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADQLVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MCE8468401.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB21
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MCE8468402.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
MNATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGAASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGIDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDD
>MCE8468403.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ILGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQSFGRYQAALDGYLKVMLDWYRAVGFPAR
FSWLVLSPMPTLTLLLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMMLRHMIEKVGLSVARIEEVMQAPELKQRA
DLPVAAPEGAPALSFEGVHFAYGPDLAPALQDVSFEVARGSVTALVGPSGAGKTTVARLIPRFWDVTAGRICLDGTDIRA
LAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDADDEQVIAAARAAQADGFIRELPQGYDTPVGERGVFLSGGQRQRIA
IARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATIRDADQILVFERGRIAERGSHDALLEAGG
TYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MCE8468404.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB21
MCIIEFCKRPFRSVSEMNAAIIANFQACVGHDDDLWILGDFAFGRADDTARFEGWLHSLPGRKHLIIGNHDDEAVISLPW
HSVEYMAELQDEEQGLVLCHYPMITWNGARRGALQLFGHVHDQWQGSRNSVNVGVDQWDFKPVQIQEIAQRTKRLPVNKH
WADVEHGNELE
>MCE8468405.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB21
MTRELHCLRYGEQEIQYEIIRRPRKTLEIAVEPDASVVIAAPEDATLDAIEARLRKRAAWVTRQQRYFSQFLPRTPERRF
VAGETHLYLGRQYRLKVVPHVQESVKLIRGFIVVQTHRPTRQEVTRELVETWYRDRAHIKFPERIEVCLGYFPDPEQFRP
KGLIVRQTRQRWGSMSPAGRLLLNRRLVQAPVDTIDYVITHELCHMAEPHHGAAFFELLDKVMPDWDCRKQRLERAMA
>MCE8468406.1 DUF3387 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FDAPRNTVLYVCKPLKEHNLLQAIARVNRLYEDGGTEKQFGFIVDYEGLLGELDSALTTYSAFEGYEAADLAGTVHDVRE
EIRKLPQLHDQLWDLFKPVRNKKDMEQFEQHLADEALRHEFYARLKAFSRCLHISLSSDKLFDVFDEAKIDALKRDWKQF
SELKRSVQLRYQETVDVREFEPKIQKLLDDHVVAMPAETIIEVVNINDPDALKAVIEEAGVSEASKADRIASATRRAITE
KMDEDPTFYKQFSELLEETIRAYREKRLSEREYLNSVVDLASKVARKDRRRDVPESIRGDEDAQAFFGVLDGQLKTKGDV
SVTGVEVAAIAQQIIDIIKSRLIVDIWSNEVAQNNLRNAIDDYFFDVLRDEKDIDLPVEVLDDLELKIMDLARARFAA
>MCE8468407.1 PhzF family phenazine biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
MIMYQVDAFAEEVLSGNPAAVLLLPGWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEIAAQFPGGLIAAFRNFENIFVELDGADRVRDFV
PDLAAIAGLGPVGLVITGRERPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVK
>MCE8468408.1 excinuclease ABC subunit UvrB, partial [Rhodovulum sulfidophilum]AB21
SSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDVIIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQ
RQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSFFGDELESITEFDPLTGKKTDGFDKVRVYANSHY
VTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEMLEASGFCNGIENYSRYLTGRAPGEPPPTLFEFI
PDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRPLKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFT
EQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTKRMAEDLTEYLHEQGIRVRYMHSDIDTIERIEIL
RDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLIQTIGRAARNAEGRVIMYADRITGSMERALRETE
RRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEKPMHGGNLEAHLDGLRTSMRKAAENLEFEEAARL
RDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQRGGTRRRHS
>MCE8468409.1 NAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
LALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGIFALALGVMVVKGLVLAALGRLFGL
KGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFFVYEMLSKRFAVAGIGTDRAPDRID
ERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRPETLMAAGLGTARVFVVALDDPAAT
TRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAMGLSATEARDRESAYYDFDRRMVRE
LADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAAEASAEIRD
>MCE8468410.1 ribose-phosphate pyrophosphokinase, partial [Rhodovulum sulfidophilum]AB21
HEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELMIMAD
ALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIFALDI
AHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLCKAAD
KLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILGTPNIRIVPTAPLFAQAIMNIWQGTSVSSLFE
HETLVPIYEGLYAPRRG
>MCE8468411.1 MFS transporter [Rhodovulum sulfidophilum]AB21
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPEQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSLALLLAVG
FGRSRAAG
>MCE8468412.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
LWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGATNDTVEVGFATAFADGALELNGALFASQVDNNHLLSYDSVT
YVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRTVQSFL
GLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLGLTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYGGIARG
RAVTVGLTHRF
>MCE8468413.1 hypothetical protein LZ189_05025, partial [Rhodovulum sulfidophilum]AB21
MDRGLAYLTRVLRSLRVAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWA
IERAAKWWKSADNPQRRKRPLEGDIAERCRIEMRAVR
>MCE8468414.1 hypothetical protein LZ189_05030 [Rhodovulum sulfidophilum]AB21
MSDPWLKFYTSDWRSDPGLRMCGLAARGLWVEMICLMHEATPYGHLLVNGQSPTDAQLGVLVGAAPDQITAMLGELESAG
VFSRTRAGVIYSRKLTRMAKKAATARNNGRRGGNPTLSKGKGNPVTDNPPDKGRDKPQKPEARVQKREDTNVSLSPGDDL
GFHPVDEISEAVAAFNVAASESGWPQIRVLSKARRSALKARLAECGGLDGWHAALHRAQSSPHCCGQNDRGWVANFDFLT
RQSSFAKLMEGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRAGRA
>MCE8468415.1 hypothetical protein LZ189_05035 [Rhodovulum sulfidophilum]AB21
MPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIEIRGTVR
>MCE8468416.1 hypothetical protein LZ189_05040 [Rhodovulum sulfidophilum]AB21
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRTQAA
ASARKAGQLPVVV
>MCE8468417.1 hypothetical protein LZ189_05045 [Rhodovulum sulfidophilum]AB21
MSNSIHVSVRDGRAHIDLPLDEVHGLRVALHPRLAGEPESNSTKAIREAFDKALARAQIRAGRV
>MCE8468418.1 hypothetical protein LZ189_05050 [Rhodovulum sulfidophilum]AB21
MARNNPHDSIQDAVYRAYEAAGGLKTSSSILNLAMSTLSSFSELPRSGKRSGGLGLNYAHALSEARPEAAAVFAHHFAAL
AGGVFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>MCE8468419.1 CBS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEES
>MCE8468420.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB21
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGCGLAPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPEILDDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>MCE8468421.1 histidinol-phosphatase, partial [Rhodovulum sulfidophilum]AB21
FLGGFGRAEFTGPHGGRALATAAPRPLSEASVFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVE
AGLHPYDIQAPIAVVEASGGIVTDWQGGPAHGGGRVIAAANPRVHAEALAILSAAA
>MCE8468422.1 pyruvate carboxylase subunit B, partial [Rhodovulum sulfidophilum]AB21
APAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVRQAAETG
VDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKPA
SATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGAV
REISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSKV
VGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRSE
LEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAEDG
EARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHAE
RDGMIKAVHVAPGQQIDAKDLLIEFE
>MCE8468423.1 hypothetical protein LZ189_05075, partial [Rhodovulum sulfidophilum]AB21
MPVFEQGRQGASFILHLGVKRRQRPKTVNRVLAGCGVGFWHRWILRDAGKDHNIWRAHAYVISREAARRTVAAETPIRTV
ADGFARRGQEGLHDHFLYSEPGLFLLAPEARSMIDPNGTLRKVNRKKRKSWKKPEKPNAMGKLKIMDRLRRLSSETF
>MCE8468424.1 3-keto-5-aminohexanoate cleavage protein, partial [Rhodovulum sulfidophilum]AB21
MSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAIVNITTGGGLGMSMEARIAPA
LKAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLVKLSETGTRFEFECYDTGHLYNLA
HFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPLVTMGAIVGGHVRVGLEDNLY
IAKG
>MCE8468425.1 transporter [Rhodovulum sulfidophilum]AB21
MKTTYTLGAIAISLTMAAVPAQAIDVGPADYTIVPSGTAVGMIYYQRLSSDRLDVDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDNPETDTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGLYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MCE8468426.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB21
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFETASHFAVN
ILAHDQIELSNHFARRSDDKFAEIKVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVAGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MCE8468427.1 flavin-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB21
AERHEYPTPTQMAFWRTNQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGL
EPDPSLF
>MCE8468428.1 hypothetical protein LZ189_05100 [Rhodovulum sulfidophilum]AB21
MKMTIQKISEAHSARVSGGARELPVIFSQNLLDDLRIVGEHISDLEAGICENSAPQTSHSRRSGQVEPVSLMGNSRIRG
>MCE8468429.1 hypothetical protein LZ189_05105 [Rhodovulum sulfidophilum]AB21
MSDLSIGGGVRLPEPSRGNRATQVGSTQHFTGGIVLGSGPGFRTGLESHLEAQGTLLLAARPEVQDLVEQVLFEWFDEDG
EIHKHYIDLVATERDGTVIGYAVRPMGRVKDAYLAQLARVKEQAIAQGVLDDFRLFTERDVCPVEFFNAKLFHSVRRPDC
FGDPVARDVVGRMTGVVTIESLVEQTGLDGMGFRALVRLIRSGHLQMVSYERIEHSSLVFKAKGGCA
>MCE8468430.1 transposase, partial [Rhodovulum sulfidophilum]AB21
MDLSFTTENFRYAFNSFDRVTVDGTAFRLHMETEVGVVMTQDDDTGFSRQFSHQDLSRLGSLGRIRVERNYFNPDAARKR
QLAHGVSLSALSGRPLRRFVRKDAYCQAAIDMHREKLLKFTDASIEASMDMLVGRAAQLASKHIPAGGMNVLPSENMGEA
PSARTLRRWLAERNDLNLIGHLDNMDRRGWRGTRLDPEVAAIMHEEVQGYLSRDKPTMQQIYENVALAIHERNEHYTEEN
DHLSVPSRETVRRAIRALDPFRVEVARNGEAAARKRFRPR
>MCE8468431.1 DUF6280 family protein, partial [Rhodovulum sulfidophilum]AB21
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQE
>MCE8468432.1 elongation factor P [Rhodovulum sulfidophilum]AB21
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MCE8468433.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB21
MADRAALEALAGAAIVRSRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHGTTGAAYGWDEDHGFGPAAIPNAACADWPGFWAARRLLAWPEALPAEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTAEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGAGYRGLVERCLATLGA
>MCE8468434.1 folate-binding protein, partial [Rhodovulum sulfidophilum]AB21
EKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLSLYKLRADVRIAPAGLHVHR
GLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEAGFDRLHGVDFRKGCYVGQE
VTARMKHKTELRKGLATVGVEGAAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRMTAGAATVLWPDG
>MCE8468435.1 hypothetical protein LZ189_05135, partial [Rhodovulum sulfidophilum]AB21
MLDIVFGSSGQTPAETSLRDVLSAAEFEGTLYFAYPLFDSVDGQVSADALLITHDHGLVLFDLTAPPKGGRTKEVWREEL
LDRQDEIYRNISSKLFDNKDLVKRRDLVLKPEIITYLSEDPEIDDSDLLYATPETLVNLIEKFPGLSDAHERALNATIQR
VTTIKPNNKRLNVGRDDSRGATLKAIEAGVANLDSWQKKSAIAYPEGPQRIRGLAGSGKTIVLALKAAYLHARHPEWEIA
VTYYSRALQQQFKDLVRRFMYETKKDEPDWSKIH
>MCE8468436.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB21
MLHDNNTPFAAIGFEQWKPDGTPMACVAARCSLVLHEGAVHYAGTQALVLADEFAGDPHREPMLKAGDLVPFRPGADITV
IGSAHARESAREFEAAIRVGPLTKRLRLTGPRHWVHDGRWRLSEPEPVSEVPLSWRLASGGRIVGDPDGDADPRNPIGAG
IVHPLYTSEKLEIPAPQISSAEHPMSLDPARPSDPEGVGPVPPWWQTRVRHAGTYDRAWQETHHPLLPADFDYRFYQVAP
PGLQLAGFLAPGMPVEGEGLLPGAAPFRFRLPDLMPFAKFSFTDGREVTARLNLDGLHLDLREGVAFDLSWRAWIPSCPA
FYRIDLELGRWDEVMAMGLPVPGAEGLEIA
>MCE8468437.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase, partial [Rhodovulum sulfidophilum]AB21
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEEGAALDEAALDALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYR
>MCE8468438.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB21
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGMILARQSVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAASAQEDDLPPQLMAALAEIGVR
>MCE8468439.1 ATP phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
ELASGRIHLGVTGSDLVQERIADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYH
RLVRVFLRDAGVADYQLVDSQGATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYNDTDRT
NLRALLDRLGLTA
>MCE8468440.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
RSTPGRVGDEPTVPGTRVSTPLTIRGQLTTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQ
MSPGANAVSTSAAIEKRLAELRLAMPEDMEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVA
PVALLGTFAVMALAGYSINVLTMFGMVLAIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAV
FIPMGLAGGSVGAIYRQFTLSMAVSILFSAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTL
RRGGRMLVLYAVLIGVMAAGYMRLPTSFVPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGF
SGSGPNAAQAFTSMKDWSARKTSVDEEIAAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAED
RLIALAQASPLLSGVMSEGLPDGMSIALKIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARM
HVEDVLRLEMRNLEGGMVPLSEVATPVWESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSG
QSLQERQSASQAPMLLAASMLVVFLVLAALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKN
AILMVEYARHLRAGGMGLNRAILQAARLRLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFV
PVLYVTVSRLTRGLAREKLRKTAP
>MCE8468441.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPAPLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFA
>MCE8468442.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILGMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MCE8468443.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB21
MAAATAFGDYNIGLRTVFLSVTNELGLTSAEITPIEQSVVWNLRLSRALVAALSGAGLAICGAILQALLRNALAEPFVLG
VSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHTILAGVAASQLFNALTSYIVTTSGNAQQ
ARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAALGVPVARIRLVLFGVTALLTATIVSMV
GAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTVPIGVVTALVGVPFFAIILYRARPQA
>MCE8468444.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB21
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEDASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MCE8468445.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MPLFEIDGLVFGYPGRPAILQGAGMTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLNRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MCE8468446.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB21
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
VLLLAMILAELAHALV
>MCE8468447.1 cobalt ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
IWTGQAEAASDGGNPSTFPLDAASGTAAVGASAVPLAAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGG
IGYIVGIFGLGFYVAARRRMKG
>MCE8468448.1 hypothetical protein LZ189_05200 [Rhodovulum sulfidophilum]AB21
MAAISGEPAPMMQPLDSYIATRSDEAFHQAEFEANIDDYYFTLDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDS
EEDMKAWARSHSDEASQSRNGHWHQQIHGYEDRHPDLVGMVRDTLIDDGYTLERPFLHVRPYSGSREAALAALATPDYVP
VYVLLGVGVVLLVVSFGKRISARQARDATDGAT
>MCE8468449.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
SSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLLRQKAFASANFASFVLGFSGYTSL
FLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNHVMIAGYVLLGGSMLVMVSFTPSTPYGIVAPVFA
LLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAVASLKSVLAQSGVDDVASIAAVAV
QRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRE
>MCE8468450.1 aminomethyl-transferring glycine dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ICHIHDFTGPIADLHAAQALGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIV
GVSVDARGNKAYRLALQTREQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAV
EPAEFFDTFTVEVGPMQGVIYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMNR
ESDFLTHPVFQMNRAETEMMRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEML
DDLADKLCRITGYDAMSFQPNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGD
IDLEDFRAKAQAAGGDLAACMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKT
FCIPHGGGGPGMGPIGVKAHLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKR
LEGAYDVLFKGRNGRVAHECIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAM
LAIRDEIREIAEGRIEKGNNPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPV
EDVADAAE
>MCE8468451.1 DUF2254 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PGTAIDILGRLEQLLAECPPAGDEIRYPRLHAPPLRAYDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARA
AEAMTRRALAHAEAALVLDEDKAGLRQLAGL
>MCE8468452.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB21
MQVTTVGLDLAKNIFHVHGVTKTGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKR
>MCE8468453.1 hypothetical protein LZ189_05225 [Rhodovulum sulfidophilum]AB21
MIFPYEPDDTFIIHGTRYSCIRQTDALCVFEPKDPADGNTRTLSRTEISFLRRSNNWRYIPGPRTKERMRATASRGTKAL
QSAHPDDRASAIFAYMECMNLKTFHDARAVTLTKESLEENWPKIVGAFRANEEIRNVGDGPTRGGSSLPPQRKSHAPETL
LKLYRKLRKNKYDPSVFLPRYRVRKGEGRRFCQETEGFISENIRAYATLEQDTKSSVARQTRNALLEENNRRAELGQRPL
QVPSERTIERRIDFLDPFEVAVYRDGIDQARMDFGVSSGGLDLLFPLERVEIDEWKADIRTLFQRLGIWNELPADLREEV
PSGRRWVYAAIDCSTRCILALAVCDRPNADTARRVLGQILEDKTEAARAAGAEGVWDFFGTPHLICADTGSAFSADMFVT
AVNFLGSAILFPPVKIPELRSRIEQMGWMAPAPGVAMRHSAGVRNCN
>MCE8468454.1 Tn7 transposase TnsA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MLYLGSHRQIVVYESLLELMCILLIISRGDVIDVWDQPPAIHFSRPDGSHHEHTPDYLVELADGTRFAVAVKPIEQVNRR
DFDIELSYVAACMPQSYADGLVLMSEADFTRAQALNAQRYHEFNKTPDALADQALAAVIDQQNKPTTLELLVEQVGLAGR
GFRAAFRAIIEGRLRQVAHGKIGLQTLVTAEGTA
>MCE8468455.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB21
MKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRFHNHFDPNNLPKSVRA
AMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPASRARRAQSDLPRRLNR
IILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSEITQKFDGNIEAFLRL
KGRDRLRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRVVSSIVLPRLQSSIEA
AGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETLGLPRPGPAPDEDGVA
PPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVIDHLGVDVVLLTGRPSR
LPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNFKVTTGAFQMKSTARF
VGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPNAQRRPTPIRVTFEKA
DYDDDDREDSEAKLRREALREAFEITLVEDGARDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MCE8468456.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB21
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLIS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPI
>MCE8468457.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFAMVVPTMMVRMLDRLAATGARLDSLHAFYHTGAPCPAWLKAA
WIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGRGFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPE
APRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTGGVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIV
PAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDGFGKIRRKALRAELEPAGDKDGPGSPPSGD
>MCE8468458.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSRTTFISRDDLQKRLAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAETLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRAPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSRADLPSPRPAFTLDAAELAAIRGARVEDDLIEMERLL
>MCE8468459.1 septation protein IspZ, partial [Rhodovulum sulfidophilum]AB21
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFR
>MCE8468460.1 DMT family transporter [Rhodovulum sulfidophilum]AB21
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MCE8468461.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB21
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MCE8468462.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB21
SGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDT
AGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADK
FGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>MCE8468463.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
TKRVIFWVTVLCSTLTGLAGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILL
DVSVYMQDMIKGCILLAAVSFDHLMNKRGKRG
>MCE8468464.1 hypothetical protein LZ189_05285 [Rhodovulum sulfidophilum]AB21
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEISGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAVQMLSPMFAETEEQHAMICGMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MCE8468465.1 glycerol-3-phosphate dehydrogenase/oxidase, partial [Rhodovulum sulfidophilum]AB21
MTLSIVPPMSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEF
DLVREALDERNRLLRNAPHLVGPLRTVVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHA
FWSAKTAQARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALSDRIGGREITLRPE
IVVNATGAWIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPD
KVRCEADEQAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAF
GELAADDVMARLGLTRRTGT
>MCE8468466.1 methylmalonyl-CoA epimerase, partial [Rhodovulum sulfidophilum]AB21
RLKDQGVRVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MCE8468467.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB21
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MCE8468468.1 dihydroorotase [Rhodovulum sulfidophilum]AB21
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDAPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MCE8468469.1 hypothetical protein LZ189_05310 [Rhodovulum sulfidophilum]AB21
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WLLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MCE8468470.1 phospholipase D-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FRFSPRPLVTEIERAHLSRIGAAERLIYLETQFFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGE
HLQSRCLSLLYDAFGPDRVLVLSPVQPRRLAVEGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLEL
TAPAHVDLIRRRVMGHWLPREGDGGVDPAALDPRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPE
IV
>MCE8468471.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB21
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>MCE8468472.1 CsbD family protein [Rhodovulum sulfidophilum]AB21
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MCE8468473.1 class I poly(R)-hydroxyalkanoic acid synthase, partial [Rhodovulum sulfidophilum]AB21
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIEGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKVNAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVK
>MCE8468474.1 polyhydroxyalkanoate depolymerase, partial [Rhodovulum sulfidophilum]AB21
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTM
>MCE8468475.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB21
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTG
>MCE8468476.1 hypothetical protein LZ189_05350 [Rhodovulum sulfidophilum]AB21
MTGIWRREGLRVPHKRKKHGRLDLNDGSCVRRKPEHPNHVRACDFRQDRTSDGRACRALDILHGYGREALMIRVHRPLNA
TDVPDALTDLFIQRGPPRFIGSDNGPRFIARKLRDRIEPIRAKTASMDPGSPLENCDRESFNARFGVNC
>MCE8468477.1 lysophospholipid acyltransferase family protein, partial [Rhodovulum sulfidophilum]AB21
RRRRIADQVADNAGRTLIENYSTETFLARMAGTEPKGPGLVALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGL
YRPMANPFFNAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELRFMGQPALTALSAAELALRYD
AELIPFYATRCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MCE8468478.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MCE8468479.1 aconitase family protein, partial [Rhodovulum sulfidophilum]AB21
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEG
>MCE8468480.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB21
MNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDGLLEV
RDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHVENRL
FHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGRANLL
SDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIGPTRL
NYGRIVPIVDYTAQLVGKLIADRGKG
>MCE8468481.1 ribonuclease PH [Rhodovulum sulfidophilum]AB21
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MCE8468482.1 non-canonical purine NTP pyrophosphatase, partial [Rhodovulum sulfidophilum]AB21
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEKANAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNR
>MCE8468483.1 aspartate carbamoyltransferase catalytic subunit, partial [Rhodovulum sulfidophilum]AB21
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKE
>MCE8468484.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB21
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPASAPAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAATD
LEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFGRIGLGRGDPAAERAL
YITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAY
LLRTQLAKRDAWHDLLMLQARLRGG
>MCE8468485.1 LysE family translocator [Rhodovulum sulfidophilum]AB21
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MCE8468486.1 molybdopterin-binding protein, partial [Rhodovulum sulfidophilum]AB21
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIG
>MCE8468487.1 50S ribosomal protein L16, partial [Rhodovulum sulfidophilum]AB21
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIR
>MCE8468488.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB21
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MCE8468489.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB21
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MCE8468490.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB21
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MCE8468491.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB21
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLALGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MCE8468492.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEEIARASASVSLSYGAHSNLC
VNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKYWITNGPDADTLVVYAKTDP
EAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKG
>MCE8468493.1 CreA family protein [Rhodovulum sulfidophilum]AB21
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MCE8468494.1 hypothetical protein LZ189_05445, partial [Rhodovulum sulfidophilum]AB21
AMVSSAPDLAGLRPVSRPLVLSEAAPAAPDALRPSARPTAPAEAASAASLVPSESAGHSMATVPVVPPAAKAAETAPGLR
ASLRPQTRPAALARLARGALVPDGHQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDR
DALIVQQALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRM
VDAIYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHP
IQPLSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MCE8468495.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB21
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MCE8468496.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB21
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAAQAAAAPASPERSEEPRESARPPRNERRPERSERTKRSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMG
DHMPAFLLRSFKPRTEAEPAAADEPVEQDAE
>MCE8468497.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB21
VELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDKAI
YSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPGNY
IAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MCE8468498.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB21
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYRRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MCE8468499.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB21
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTVRTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MCE8468500.1 EAL domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LAGSGRVRPTQMRRDLERLVDGMTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTP
VESAFLISLPILSDGQPRGMLVIEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARN
TGLTARLAWEMGSEVFLFTGFALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDR
RIVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHG
QVTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGH
AAGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADK
RLVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLAR
WRHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAINRAGFSIPKVSFNAGVAQLRDTDLPGIAATIDIGPTRI
ALEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDI
GRTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>MCE8468501.1 sensor histidine kinase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGQVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKRGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINDLMTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRQVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVALDARGVLSVANGGDPVPAPDLARLT
ARFARSNGGTEGAG
>MCE8468502.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MCE8468503.1 hypothetical protein LZ189_05490 [Rhodovulum sulfidophilum]AB21
MTRISLPLLAACLALGLSGAAVAQSAGSAPTVSGPTSSGPSRIMAQQAGSGGCLPQSGRHDRHRDLSRRGGDHHGRGGGY
PAHMLHEFTTARGAQGLRPVPRRP
>MCE8468504.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAETQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFETREGIRPHIAEYFLHL
PDAYDDWEGIPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRIS
>MCE8468505.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB21
MLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYLLDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTT
VVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKDLKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATD
ADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAACRMALVRPITDDPDMRDALDAAVATYF
>MCE8468506.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB21
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MCE8468507.1 RuBisCO large subunit C-terminal-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SIFGNDSVLQFGGGTLGHPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDT
VDKLDTQHR
>MCE8468508.1 peptide-methionine (S)-S-oxide reductase, partial [Rhodovulum sulfidophilum]AB21
RGKTYPTAIFFSDPAERRVAEQAKTDAGQALGAPVATEIRPASTFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRK
ACGRDERVRALWGDAAPFAGS
>MCE8468509.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB21
MDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAILGMGNLGALAAKPVMEG
KSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIPVFHDDQHGTAVICAAG
LLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWKSAHAADTEARTLEEAM
VGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQVNNVLGFPYLFRGALDI
HARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARAGMDTGVARRPIVDIED
YEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEVREKLEQAGLGDAYREI
EVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKSAHVLELINHVFDARAQ
DGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPVSERATKMHRASEVLAK
RGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPILAGVEKPIQICSTVST
VNDILNMSLLAACEVG
>MCE8468510.1 VPLPA-CTERM sorting domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SMADPYKVPTFQEVMDLVAAHNAATGAGIGIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQ
TEIGMDNAIAALGYALDLGDGFGVYDATTGSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEA
AWEMFLPWIEAGMDGFFTDYAQRGVEVLDRYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MCE8468511.1 alkene reductase [Rhodovulum sulfidophilum]AB21
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHDTLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGAIENRCRFLFEVVETVAGEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MCE8468512.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB21
MQDPFFFGYGSLVNRATHDYRDAVRARISGWRRVWRHTALRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALHQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQMLDAAERDTVDAGLKARGVRQFLPG
>MCE8468513.1 glycine cleavage system aminomethyltransferase GcvT, partial [Rhodovulum sulfidophilum]AB21
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAR
>MCE8468514.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFIL
>MCE8468515.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB21
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MCE8468516.1 TIGR01620 family protein, partial [Rhodovulum sulfidophilum]AB21
EAEAAIAANDVKAARALVDRLTTFYRAREDTRWGRARLAERRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAA
ITAIVPLALADLLTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFG
EGVVNGALTARVGVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MCE8468517.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
DRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPFRGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPS
HGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGKEGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKA
PLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWTPQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKT
GARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGSDYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSE
DGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTLDEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQT
DYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVAPAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQ
ALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFHRLTTWLAPILVFTMEDVWLSRFPEDAGSVHLQDIPE
TPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAAPVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRP
QEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCARCSAVLG
>MCE8468518.1 hypothetical protein LZ189_05570, partial [Rhodovulum sulfidophilum]AB21
SEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALKLRTEVADDTPPPPPSPSQTESIMQGV
ISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MCE8468519.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB21
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEG
>MCE8468520.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB21
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MCE8468521.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB21
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWRRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MCE8468522.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDK
>MCE8468523.1 hypothetical protein LZ189_05595 [Rhodovulum sulfidophilum]AB21
MTMQMALFASATGLVLAVSGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTISRVNSAPNTAGGALDTTATTDL
GDSGVTVTRDVSGGALFNGEPTVVNGLPNLKVSFGIAYGGR
>MCE8468524.1 hypothetical protein LZ189_05600 [Rhodovulum sulfidophilum]AB21
MTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGIGFGNPITSLGFELDLNVTGL
EPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQIEGADLIHPFMWTVGYGSDAVLST
AGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHMDRKQQMLTLTYSLNDVFGGF
>MCE8468525.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
VTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALKTKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTD
KLGLDALGVEMTKRGQIATDAHYKTSVDGIHAIGDVIEGPMLAHKAEDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVA
SVGRTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAETDRILGAHILGPSAGDLIHEICVAMEFGAAAEDI
ARTCHAHPTYSEAVREAALACGDGAIHS
>MCE8468526.1 Nramp family divalent metal transporter, partial [Rhodovulum sulfidophilum]AB21
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSL
>MCE8468527.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB21
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>MCE8468528.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB21
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKIADEVEFVV
SGLPLRVK
>MCE8468529.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB21
MKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRLKALQAAKLREADETRQREED
ERQREAERQRRRDEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASAPAKPAPSAGPEETRGPAKTS
SPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERMRQKAMGGADKHEKVVRDVQV
PETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDADVEQVIDSVEDKAEDLKPRPP
VITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAFTSMRARGAQVTDIVVLVVAA
DDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDVEVSAKTGQGLDTLLEAIALQ
AEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVNDKGERVQSAGPSVPVEVLGL
NGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELPILMKADVQGSAEAIVQAMEK
IGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSVIYDLVDDVKAAASGLLSNEI
RENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKDEVAEVQSGQECGMAFENYDD
IRAGDVIEIFERQEVVRTLT
>MCE8468530.1 penicillin acylase family protein, partial [Rhodovulum sulfidophilum]AB21
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
>MCE8468531.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIRRLRAMG
>MCE8468532.1 indole-3-glycerol phosphate synthase TrpC, partial [Rhodovulum sulfidophilum]AB21
LAALTGYGLIAEIKKASPSKGLIRPDFDPPALAHAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDT
YQVAEARALGADCILIIMASVSDAQAAELEEAATSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQ
LAKRVPEGSQIVSESGLHSPADLAQMAMYGVRSFLIGESLMRQDDVTAATRTLLSNPSMGAH
>MCE8468533.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB21
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAYE
>MCE8468534.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB21
MIPVNEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFDRQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MCE8468535.1 repressor LexA, partial [Rhodovulum sulfidophilum]AB21
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRS
>MCE8468536.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETAGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLA
>MCE8468537.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB21
MSPFRLRPALSAFAIVLFFAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHETPDGPETRRYPAFQPLYVFARQEGWVEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MCE8468538.1 hypothetical protein LZ189_05670, partial [Rhodovulum sulfidophilum]AB21
ALLLFGEIYDDAANDDPVETEIGLSLTPSASKAAEYYARARAAGSAAATRRLERLCPDLRAASDTLSRSAAEEYCRP
>MCE8468539.1 HNH endonuclease [Rhodovulum sulfidophilum]AB21
MSGSTGSESFGVPAAAGWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRKGRVTPATECDHMVPKAQGGTDDEGNL
QAICADCHKAKTEREAAEAQGRRLRPSFGEDGWPIGPE
>MCE8468540.1 hypothetical protein LZ189_05680 [Rhodovulum sulfidophilum]AB21
MADTLSLHIKSDGVDMGVHDQHGRRVEGVTALETRMEVDGLTHITMTVVSGTPSGKGQEDEAHVRLHWI
>MCE8468541.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB21
MSDMGTIPRHEYERLRAAAEDLEDILAYDRAKADLAAGRAELVPAEFADRLIDGESPVRVYRALRGLTQAALAEKAGVNR
VTVAELETGRKQGSAQTLKKIADALGVTVDDLI
>MCE8468542.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB21
MPIERTHFDAVEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARRIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTRALGLTLKVEASA
>MCE8468543.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MASQIQTINPATEKVIATYTRMTAAEAERAVEACQAAFEKWRLVSLEDRAAMIKAIGQTLRDNREEFAALMTREVGKLIG
DSRDEIDLCAAICDFTAEHGPEELAPEEREIPGGTGVITYAPIGVIYGIQPWNFP
>MCE8468544.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB21
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWP
>MCE8468545.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGIYSDKIDDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MCE8468546.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MCE8468547.1 methionine ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
TSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHPTTRSFLSGVTGI
TLPRFVSGRLVETRPGGEAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLISVDAARGAEARD
YLNRHGLSTEVLGYVR
>MCE8468548.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB21
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGSSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVRLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAG
>MCE8468549.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
LFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLETLKREIAAHAGA
GLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPHKFPGGPGASGLL
IADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIETREGELRARLDAA
LSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDDDRSQRFSEAVAR
GHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLAALWAETPDTPEL
PDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MCE8468550.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB21
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MCE8468551.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB21
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MCE8468552.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
CIDRAAGQRPFARRDIAALSCLTDAVGLLVREQEARRLAEAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHS
RRSVRGRIDGLLGFRPEDCLPPATAEAIHALLDRAEAAGFAALPELVHPPAPTAGPKIYTLSAATHAPAPAQASPGYVLL
IRDVTEEIAQRRERDRLGRVVEHMTREVFLTDCSHRLTWANRATEEHIGRPADRLIGLSSRQAFGAVWSDATRLDRICEQ
LEADNGFAGEAAFLDHGGTKVWFDVAVTPLCDGSGGREGWMWILSDITERRRDKNRLAQIAQKAREAEERVVQAIETLPD
AFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEAILRYGLAHGEYPGDSRNDEAMLAERLARHRRPYDESEQHLADG
RWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRLAAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTW
TELYDGETPELMTGTALPALDARGNWRGEVWYRRPDGSRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQV
ARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGIVGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRA
AVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVALNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGS
LDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSAVDCGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDR
NAAPAAPHGSRRRARPLSGRLDE
>MCE8468553.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB21
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGI
IEALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGS
IYAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MCE8468554.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB21
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MCE8468555.1 C4-dicarboxylate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
RSNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSEAATDDLSRRMMESQIALMKELRLL
>MCE8468556.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB21
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFGLELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MCE8468557.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB21
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLDGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MCE8468558.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB21
MLEALPITPEAFAPFGEVVETGGDFKLINEG
>MCE8468559.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB21
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MCE8468560.1 phosphoglycerate kinase, partial [Rhodovulum sulfidophilum]AB21
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGTELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAA
>MCE8468561.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB21
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>MCE8468562.1 arsenate reductase, partial [Rhodovulum sulfidophilum]AB21
TCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHPTLMKRPV
IEAGGQLHLGWNATTEAALAG
>MCE8468563.1 beta-hexosaminidase, partial [Rhodovulum sulfidophilum]AB21
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPAQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEM
>MCE8468564.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB21
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGTAADASQPVLAALNLADTPATDAAGGALFGRAEPAA
EPVAPEAEPTDEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MCE8468565.1 arginine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
LEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDMMMEMIREDLAALGVTMDVFSSEKALYGTGKI
EAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRPVMKSDGSWTYFAPDIAYHYDKVGRGFDQLID
ILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKRAGTYVTLRDVVEQVGRDVTRFVMLTRKNDAP
LDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAAAGIAVDDATLAVADLTKLDHEAEIAVAKKLAEWPRLIEIAARSN
EPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARSVAVVISAGLGILGVTPVDEMR
>MCE8468566.1 adenylyl-sulfate kinase, partial [Rhodovulum sulfidophilum]AB21
LVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGLSG
SGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATRRG
VREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKLEQ
MGLIAGR
>MCE8468567.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase, partial [Rhodovulum sulfidophilum]AB21
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVQLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLDRKSA
>MCE8468568.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
ILMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHTRFAELQHLGELPDLIARLG
>MCE8468569.1 serine hydrolase [Rhodovulum sulfidophilum]AB21
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPETPEDTPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MCE8468570.1 fumarylacetoacetate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGANCPYPPATTALHHEA
ELVIALGQGGADIPAASALTHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALVPALRIGHPSRGRILCHV
EDQLRQDGDLSDMIWSVPEIVSHLSRLVVLAPGDLIYTGTPA
>MCE8468571.1 double-strand break repair protein AddB, partial [Rhodovulum sulfidophilum]AB21
TERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAAIWDGLDDALAAEDHPQYRFRHILNDMGL
GPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDALTLIEAPSPRAEALAIALRLRRAAEDGQ
SAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGRALTVEALLSLLKHPLTASSPGLRANHLR
WTRELELDLRRNGPAFPDGPALTRWAEGHEDGREAWAAWLAEALEGTDRAGTEPLSAHVARHRQLAETLAAGPETEGSGA
LWLEEAGLQARAAQDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPHPGVMIWGTLEARVQGADLVILGGLNEGT
WPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRTAEAQTVPARWLNRLTNLMDGLGGNGGPE
ALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDRRPERLSVTAVERLIRDPYAVYARHILRLKRLDPLVRSADA
PLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIADEVLATEAPWPAARALWRARLGRAAESFLRDEARRQAEAACIARER
SGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLLEACIAERGGFEEIPAAPVDHVTYIGLGQ
PPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDLLSRFGEWDETDPPEPEDVG
>MCE8468572.1 hypothetical protein LZ189_05855, partial [Rhodovulum sulfidophilum]AB21
MADIGTPIQNFVLLCAGLLKEEGTPGLFVALLFAALFFACTVTVAKMKRRAAMLRKMSHLIKANYPEDASADGMVEKLGA
TFRSELAGADGESLREAWSEFVETTFYDDSNGPVILRNTVRPVAFFNVEDLGFGPAFLRIVPGLFVS
>MCE8468573.1 phosphatidylglycerol lysyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSVGRFDPDWLN
RWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLSGLSPERSRR
LWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKADRGEET
>MCE8468574.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTD
>MCE8468575.1 hypothetical protein LZ189_05870, partial [Rhodovulum sulfidophilum]AB21
MATTPYLLQRGSTWSWRRRVPEFSTKTRHWQLSLRTTDRSIACIIARRLNYECDRMLDAVTDGKLTPVQAKAWLTSVVRG
ELDRIKRQRRVSRMDPVGSSEEDQRLDWATARAWSHLASKGLHPELSDHDRRTVLKEGSSEADIAPLETMLGVLSRDVLS
ETGVNKMLRTARESIQTATGETLNPAAETILSLRQLLLAGKAAAWSASEGREDPSLEQARAFAQEILDSAPTEITETRAP
LPAPQR
>MCE8468576.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB21
MMDEPAAFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMG
NHLCLAWSGLDPEGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRA
RGARLLALLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELKDKSLAVAEDGAVTEAVWRLV
>MCE8468577.1 two-component sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB21
MVERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAV
ARPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQ
LLV
>MCE8468578.1 catalase-peroxidase, partial [Rhodovulum sulfidophilum]AB21
RVLGVLEGIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVPFAPGRTDASAEQTDVASFEMLEPLADGFR
NYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGALTERPGQLTTDFFVNLLDMGTAWAPTDADE
TLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAAEFAAAWAKVMNADRFDLV
>MCE8468579.1 response regulator [Rhodovulum sulfidophilum]AB21
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MCE8468580.1 hypothetical protein LZ189_05900, partial [Rhodovulum sulfidophilum]AB21
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGLDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRGDNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPD
>MCE8468581.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGAGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDTDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERP
>MCE8468582.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MCE8468583.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIVFRHA
LKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAIDPRL
DY
>MCE8468584.1 TolC family protein, partial [Rhodovulum sulfidophilum]AB21
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSAMAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTR
>MCE8468585.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB21
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MCE8468586.1 hypothetical protein LZ189_05930 [Rhodovulum sulfidophilum]AB21
MTQPEDRICVERVTRPMPDWQAGTACVLFPSCHTSPDMGCQAIAVPGLLWHHRSW
>MCE8468587.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB21
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGPERPRHPAIWLHGASNGELASARPLIERLLARRPDLCIVATSNSRT
GRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMA
>MCE8468588.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPR
TARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQA
MCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>MCE8468589.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRKRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAESGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MCE8468590.1 twin-arginine translocation signal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTD
>MCE8468591.1 winged helix DNA-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDKD
>MCE8468592.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB21
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MCE8468593.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MCE8468594.1 pyridoxal phosphate-dependent aminotransferase, partial [Rhodovulum sulfidophilum]AB21
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPETLEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRI
>MCE8468595.1 hypothetical protein LZ189_05975, partial [Rhodovulum sulfidophilum]AB21
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDEPGAEEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPETTTEPGSFVASAPSEGSVLSPTIVKFASLLGVDPWSLVSSDG
GSGSGSGFQTPPDDGVGSPPPD
>MCE8468596.1 hypothetical protein LZ189_05980 [Rhodovulum sulfidophilum]AB21
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAACRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSDGGLVGALTMRAIQAFKVDYAVIGCSALDA
EGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAERCRGWNTRVDVAA
>MCE8468597.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
RSSIKPYGLPDPGRADDKETRIMQCAPGDAPEPKTDPEAEPQAEPEPPAADTAQDCDGPRRPCRRHAAGEDPAKRDQIMA
GAMKAFLDKGFDATSVNDICRAAGVSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEI
VTSDHVVQWQRTIAGIVDRMPELGVRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGK
RPTPPGPDEIERTVDSAVRLFLAAYARPGAHRED
>MCE8468598.1 signal recognition particle protein, partial [Rhodovulum sulfidophilum]AB21
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAME
>MCE8468599.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAGWD
>MCE8468600.1 hypothetical protein LZ189_06000, partial [Rhodovulum sulfidophilum]AB21
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPIAIAEGAPGAPVVAAGWHPFDKVSVGDAATGKVWSYDEDGQTSDLITPAF
EAGYEYMLYWDRISWNDDSSATAEVQVRYSGDFFQGLFSIRLGQLGQVRWNIGYVKTVLPPGIQTSIHTFEVGTADGRGA
SSDPIDF
>MCE8468601.1 hypothetical protein LZ189_06005 [Rhodovulum sulfidophilum]AB21
MPPREPIQVVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVY
EGVAGDAPADMERRLYVLDSVDGPDSDGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATGIVIEAAREADLSDR
FGNTETRYLCIGSEIIGYTGYSGAEGVWTLSGVTRAALGTKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPAEF
VDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPEFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFKTAP
RYLTATLADGSLQIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDEKLNGFWWADEDGLMPDGSEGYLWQ
>MCE8468602.1 hypothetical protein LZ189_06010, partial [Rhodovulum sulfidophilum]AB21
QTFDPFARAARTEPFFIAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MCE8468603.1 acyl--CoA ligase, partial [Rhodovulum sulfidophilum]AB21
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HQIG
>MCE8468604.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MCE8468605.1 entericidin EcnA/B family protein [Rhodovulum sulfidophilum]AB21
MTRLLFILLALTLASCSTVEGVGKDISAGARTVRNAL
>MCE8468606.1 asparaginase, partial [Rhodovulum sulfidophilum]AB21
MTGAVGMVEVLRGGMVESRHRGHAAICDGSGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRHEADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAR
>MCE8468607.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB21
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MCE8468608.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB21
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGVVHVPLDSADDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MCE8468609.1 YebC/PmpR family DNA-binding transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRL
>MCE8468610.1 SLC13 family permease [Rhodovulum sulfidophilum]AB21
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQSLGVSPDPFLMAVAGAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MCE8468611.1 hypothetical protein LZ189_06055, partial [Rhodovulum sulfidophilum]AB21
MAATLALVAGAGARFVPGSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALAGLGALHLRQS
>MCE8468612.1 aspartate/glutamate racemase family protein, partial [Rhodovulum sulfidophilum]AB21
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILG
>MCE8468613.1 hypothetical protein LZ189_06065 [Rhodovulum sulfidophilum]AB21
MMVAEPGWTMSSVCFEGRGALPARHLRLVLLPSGAWPVLSAASESPRLEVKAAMDFPGNSTYELSPQPLKPFDCGCEFDQ
KCRA
>MCE8468614.1 2-oxoacid:acceptor oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB21
IWVFINTDICEGCGDCGVQSNCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGTLPA
PALPGIEGTWNLVIAGVGGTGAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADA
VIGGDLVVTAGAKTVGLMTQGRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIY
ANMIVTGAAWQQGLIPLSHEAIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLR
AYQSGRLARRYRRLVERFEDPFLRAAVAKGYHKLLAYKDEYEVARLHLDTAARARAEFEGDLEITWHLAPPFLKGRGADG
RPRKRAFGPWMERGFRLLAALRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEVLARLSPATLTAATALAELPLSVRGF
GPVRAEAERAADDRRAALLAEIRAGGVALDTAAE
>MCE8468615.1 hypothetical protein LZ189_06075, partial [Rhodovulum sulfidophilum]AB21
MDDKILRYGAATAATLFTGIGFAFKFLLDAKDYPQLSLVLLAVVAMAIGSLALLAACGVSALLVTEFQKAWTDYRSNAQR
SKAKYVILLVAGAFLLPLIVMFLLIGFFSFHYSIENVADALARLRDQLLAQVR
>MCE8468616.1 TniQ family protein [Rhodovulum sulfidophilum]AB21
MKLTVSPREGETTLSVVSRLALRNGASFVQDFCADMGVSWRDAANGEAGEIHRLADLAGLDVDGLAAHSVVRVAHPGYRV
NKQYLTSKTLVRRELRVCPRCLCEDDRQGGALARYGRLEWLVATYRTCHIHQVPMLTLPDADYPRCRHDFSQRVRDHWRC
ISRAERELVPSSGLGDLETDIASRIRGLGGHDHARFLDLDLMCRLSEDLGVVLRFGASTYPSKLNRTELARTAEAGFQAI
AGGPDALTVAFGEIKVASSSPTPGFQADFGVLARRIERVDHGSPRYAHFLDRLTEFAFNNYPYGKGDVLFGRTCPERRVH
NLASAASAHGLNYSRMYRIAVGMGLGTTEQAERIEFSAADHDDQLADYAACRSPKQSADYLGIRGEMLNRLVSAGLIAPR
FDLPGLNPIYHPDDLKHIVDPLITQATLMDCLPSGYASLVNIGAHAKCRFETVMRLACDEKLASLIRLNASPKLDGLFVS
LDDLRDQLEEPPPPGFTRSEARRMLGINSSTIAWLIRKGWLEARTVRHHRHRRSVTLISPEALEEFLIKYVTLGMMAAAA
HTQALHVARKLENAGIFPLDLDRKCSKIYTRSDRLDNIFSTKEI
>MCE8468617.1 hypothetical protein LZ189_06085, partial [Rhodovulum sulfidophilum]AB21
IEICMRRSDSTLQLQHFTAEFLRRTGCAADLNPFIRRDFTALNPRLLLPGNDDMQPSHVPPRRGR
>MCE8468618.1 antibiotic biosynthesis monooxygenase, partial [Rhodovulum sulfidophilum]AB21
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDQ
>MCE8468619.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB21
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLSGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MCE8468620.1 hypothetical protein LZ189_06100, partial [Rhodovulum sulfidophilum]AB21
AGRNARIFNMAPPAARMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIE
VHWVFSSCEVAPGKGLGSCMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVIYGGST
TGPRYNQAICSPLQVTWSVRPDCARLDINSLHEWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MCE8468621.1 circularly permuted type 2 ATP-grasp protein, partial [Rhodovulum sulfidophilum]AB21
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAE
>MCE8468622.1 purine permease [Rhodovulum sulfidophilum]AB21
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MCE8468623.1 ureidoglycolate lyase, partial [Rhodovulum sulfidophilum]AB21
LINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIPMQNAEFLVIVAPDEAGQPGPPSAFIA
GPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARPG
>MCE8468624.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB21
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDHGGAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMVPGPVSFPLVLFRDGPGEVPADRIQ
QALALTTGAVHVLSRNAGRRHGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALRQDPV
LAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKPSAMLDPCFGLARVAALRDAAAHVGRRDGPRMT
EAILRLAAPLARFGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFVD
IFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYARACEHIAAAGYERLSFLLTRIYAGGELVEQTRARFP
QARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSP
PKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEK
VRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEVFAEAVISLHGDEMRWTRMSRAGYDFC
EARYSRRAVAAKLNALLDG
>MCE8468625.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB21
AFYERSLRAAFDTEIIAQDAIADRARDLDVLVNFHGAMAWTRRTEIDCAVVYGMHGGMVVDRAFLAEHLGGCQSRDRFLI
NCTSDRAILAAASPARAAQADLLPLPVHARARPDRAVCREVLDLPGDTAVIGFVARLLPAKNLHGFLEMLARIKTAIAPK
EVRAIVVGNYWADYPVLPFCTDGYQAVIKDSLARLGLEPDLMYFPAALSDEYLDMVYGALDLLIHPTFGIDENFGYVPIE
AMAAGVPVVASAYGGVKDTVRESETGHLMPTWITAGGIRIDQETGIAAAVNLLSDETVRNKMANAARTHAQTYYSEEICR
AALIASVKVAAAPADDSPAVVTPWPNRDQRTILPEVSRGWDEFAPVVHHYVSTEPPDITPGDRVYLPAVLVFETDSTVRS
TDPAWPAEAKLSPDAIAVLSDLTYGTSVPVTSTWPDRAIATALIADGWLVVQKAVQELGQNAGPLP
>MCE8468626.1 galactosyltransferase-related protein [Rhodovulum sulfidophilum]AB21
MTELSVVIPWRDRPELLQTLRDNAPHFTAAGAEVTVVNCGGDLASVPWSDLAGLGMPLARLDFERADFNKGCAINLGVHH
SSAETLLLLDADILLGPETLPTLQTAFTSRAFVTVAAVIDAGRDTGATPPSLAVARVTHAVEFGLPDGTVHRINTNTLYL
TDGARAGPGLVLLRRADFLAVGGMKNTLTGWGWDDIDLIARLQMALGLDRHETGRAEHVPHGAAPASLAQADKGASEARN
YRICLADYAVGDFQGTFETDVAETTVARHRL
>MCE8468627.1 hypothetical protein LZ189_06135, partial [Rhodovulum sulfidophilum]AB21
HESAQVAFPEAHIVFDETWYRGRGRVVLGYHDRVGPEAIAKEARRFIDMTFPQLDQAISEL
>MCE8468628.1 hypothetical protein LZ189_06140, partial [Rhodovulum sulfidophilum]AB21
MRSPLFEAYIEPARLYPEIWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDW
>MCE8468629.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB21
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFVTTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAAIGQFVRVLRAVALLYLVLWVVLPSGPEKLAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MCE8468630.1 hypothetical protein LZ189_06150 [Rhodovulum sulfidophilum]AB21
MPEQTPDIFRKILPPRRAVARALPCWLFTAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDEGASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFASRPIGDRAARALLQDLAGRSRAATESLSDPTMAQP
>MCE8468631.1 Wzz/FepE/Etk N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTEPYPRSTTPPAATLWQAVPQQEDDLDLSTLFATLWAARGAMLKGVAAALVLAVAMLLFSTPGYRATALLQLEERSSQL
MLPTDMADLLKTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAG
>MCE8468632.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB21
MKLRILTVCTGNICRSPVAAALLQALRPDAGLASAGLAAEPGRAADPLTAEVALDLGIDLSGHCARRFSAAMGRETDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGATGIPDPYGKPRAWHESVVDAILRATESWAERL
>MCE8468633.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB21
MFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSSNIASFSQPARPPQPTTLPPARDWDYRIGEGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGQLYRVDLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MCE8468634.1 hypothetical protein LZ189_06170, partial [Rhodovulum sulfidophilum]AB21
TRGPRATLHGCLLQRAGGRIRIGREPAAVAGLSCAPGSLWDGRWRLSGPEGAEGQEGLEIRALGEAGLAVCPDWRAAGLP
RTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNCSFTAYLLSH
>MCE8468635.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB21
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MCE8468636.1 TerB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FFIALLIVAFGLQGWPVGGQMLFAFGIPVILVWWQEKRRSRKVAAKAQAEVSSETRRSQSEPVARPSAYEKRIERERERT
REVIASQAPAAVQTYSPPKQDYAEIVRAGKSAAPTLAAAAERNQPLRMASSVPFRSTKSGWVPSGETASVADRNIGGMVY
VGTPPLLNTYGYRDKCRAYIDPSLSVARSGADKAGEGMPYWPGYSDISPQCRATYLDWLASGRNDASYNPGYMFLYFYGL
ERRFFVDQSNEDAKDIVQEVRRLQSLYSDNHSVRRYLGEFLDIAMLAETDVDAIEPIFERQGWELPFSLKYAIGARIDKG
ENLNADWLLSWFICHPEKNLRTPATRCRDEFIALFRMRFDRRFPDGLKVTKPRKSLTASYRAASSEFQGVLNPTVDGKPV
PDISGLRKPVEIAQELADEVMNELDKLSRFLGRNPDARGSMPAHALLPSELWQSFPSEEMGRLKIWASDTVERGGLVPLK
EVIVRLEGETSGKIGKRQMTGAADALARLGFGLAPDPRFALRSPKAEEPVVLFSLGEPIERLEDVSDNYRSALMELALGS
FVAHADGRIAEPERKALEDQVSTTALSDQERLRLRANLEWFLAVPPDMTLLRRKLKEVGQDSQAAIRAALVDAAHADGII
HSDEVASIEKVYKALGLDPALAYSDLHAGEIMDGPRTVRASQSGRAGESIPDLEKASGPKLDASRIAAIRSDTERVSSVL
GQIFDIEEEESGVSVSANKSQFAGLDPKHGALVLEVINREHWSEIEFEKICTSQGLMASGALR
>MCE8468637.1 NAD(P)-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPENIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLVEAYRSAFPEAEFMIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREAD
>MCE8468638.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB21
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVVVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>MCE8468639.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB21
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKT
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MCE8468640.1 prolyl oligopeptidase family serine peptidase, partial [Rhodovulum sulfidophilum]AB21
IYPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYPERYAAVSAF
APITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTETRHPGFFRMQ
KGYDHSYFFVSTFMEDHVAFHAEALYR
>MCE8468641.1 hypothetical protein LZ189_06205, partial [Rhodovulum sulfidophilum]AB21
AARGFRPWPMSPSMRFPMLALRVVCLVLLGGGYACAVQAGEFDSQMRAFYAASVTSWSDAPQILNAVAAQNARTADMTQD
DIDRLDRQWVAEIGAVSEPLIESVTRNPVSHFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGV
GPDGMHFGEVEFDESSMKYQAQISFTLVDPASGRPIGAMTVAVDAEEFL
>MCE8468642.1 HAMP domain-containing methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB21
MKVQATSPQNRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYVDGAGEELVLVEVTAADGTVLAETRDDRSADRGLLEVLSGRAIESGAVVYSDDGLTIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEVSDAMAMVADGILDRQVPDTERRDEIGVIA
RSLEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVV
ENATEITTRSEEISGASDNLSQRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSEQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQ
VARFQLQSGPSGGGSRRAERISVR
>MCE8468643.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
ISFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWELPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVI
DTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGDEAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIP
VVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTWRDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATP
TQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITGHLPEKAIEPFDALFTQGMVTHEIYMTRDGRGRPVYHLPEE
VENGRLKASGAAVEIVPSAKMSKSKKNVVDPVNIIQAFGADTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEA
IAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLALRRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSAS
LAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIPWPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVE
KLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MCE8468644.1 LPS assembly lipoprotein LptE [Rhodovulum sulfidophilum]AB21
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MCE8468645.1 DNA polymerase III subunit delta, partial [Rhodovulum sulfidophilum]AB21
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAAL
>MCE8468646.1 ribosome biogenesis GTPase Der, partial [Rhodovulum sulfidophilum]AB21
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVIVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVL
>MCE8468647.1 PQQ-like beta-propeller repeat protein, partial [Rhodovulum sulfidophilum]AB21
ERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAALSAQPARIWSTSIGAGNSRRYRITAPPVV
AGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLFATTGYGTLIALDPATGDELWTQKADAAI
SAPPTYREGIVYFVSRDNRAWAISAADGRVQWQIPGTPAPAAMLGGAAPAVTERLAIFPFSSADLVAALRQSGVRVWGTA
LAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDAS
DGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVL
SERGELEAFR
>MCE8468648.1 class 1 fructose-bisphosphatase, partial [Rhodovulum sulfidophilum]AB21
NTGGDTQKALDLMADDAFCERLKAANVRHYASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPD
ASFLRPTDQQVAGGYIIYGPQTMLVCTFGNGTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDD
CLAGEEGPRASNFNMRWVASLVAETHRILTRGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGK
TAEKLHARTPFVFGSTDKVSRIAAYHDLPDEEVNALFGNRGLFRV
>MCE8468649.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB21
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MCE8468650.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKAR
>MCE8468651.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
SSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAKGLSP
MRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLIVDLL
YGVINPKIRKR
>MCE8468652.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB21
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MCE8468653.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPELGLARCHYPLET
>MCE8468654.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTALEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLARPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAQAGQTDLTLHLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRH
DFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>MCE8468655.1 3-methyl-2-oxobutanoate hydroxymethyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
SHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGVPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGV
>MCE8468656.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLISVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAR
>MCE8468657.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB21
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQSAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPIVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MCE8468658.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB21
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MCE8468659.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPAIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGSIASH
>MCE8468660.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB21
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEILVRNVPTDIRGRDGASVRQNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
EASRPGSSSLEVSLRTLPSRPTVMVLEPLSD
>MCE8468661.1 hypothetical protein LZ189_06305, partial [Rhodovulum sulfidophilum]AB21
RLEDLPEGPADPDRATARPLASSRSEGVIELVWQGSGPFVVELAAEPGPPEARFATALTAARLALPARPALLWWRIRAGR
SAPTDWQRIDPR
>MCE8468662.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB21
MSLFSRPFSGLQAGLLVVFTAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAAIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTGPVEAVAVKAVLMTYDYRLRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>MCE8468663.1 hypothetical protein LZ189_06315 [Rhodovulum sulfidophilum]AB21
MSNVSSSRSRLSASAAARASAAADAAEARAAAQAQEIAEAEARHEALLAEGQETETALAALREELEAATGARDAAEAARQ
AAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEAQAAQLAADIEAARRLLPATGADTTEAAEAAPPEPPAPAAR
APGARPAFRAGPAPSAEAVSRAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>MCE8468664.1 hypothetical protein LZ189_06320, partial [Rhodovulum sulfidophilum]AB21
MLKRDAVKLTVYGRESGLPGDWEGIEGRLLDIHRQMRRRLDRAELETLKAALSGLLSEIRVLLVETENPSG
>MCE8468665.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLPGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGIAGAVSRA
RPD
>MCE8468666.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB21
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MCE8468667.1 hypothetical protein LZ189_06340, partial [Rhodovulum sulfidophilum]AB21
DLYDFIRSQPLIQKVDASLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSLQVRAFTPEDAQAVA
KEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGVIAALESQLASALVE
RETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQAYTAALASEEQARAE
ARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MCE8468668.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGVDTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLEEGLAAYRKSIAS
>MCE8468669.1 hypothetical protein LZ189_06350, partial [Rhodovulum sulfidophilum]AB21
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPAVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAAEAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPAPRPAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLA
>MCE8468670.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISGRVSGPLVQIVGLINEWQEAALSIRMLRKIMDHPPERQDDDKLAQPMLSGTLELREVGFAYPGAATPALDRVSFAVAP
GQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQVGIVLQDNLLFRGTVRDNIAVAVPGAPLEA
VLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPRILILDEATSALDPESEALVNRNLTAIAHG
RTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLARCETYAALWRQQTEHIA
>MCE8468671.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB21
MSLVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRVVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQEHETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDTVRIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MCE8468672.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MCE8468673.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB21
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLTGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MCE8468674.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MDTRVCRLHAPHDIRIETLPLDGPAPGEVMVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVAT
>MCE8468675.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB21
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAVEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALDEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MCE8468676.1 adenosylcobinamide-GDP ribazoletransferase, partial [Rhodovulum sulfidophilum]AB21
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGG
>MCE8468677.1 DNA mismatch repair endonuclease MutL, partial [Rhodovulum sulfidophilum]AB21
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGSGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAER
>MCE8468678.1 insulinase family protein, partial [Rhodovulum sulfidophilum]AB21
YRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAIAGETFDRMVFGDHPYAT
AISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPGPAPLNLEGGVTVVPFDT
PQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAALIMGGVASGNDKIAEAV
EVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRNDRIRAVTLDDVRRLAAEL
LDPAHLQFVVVGQPQGLRTTN
>MCE8468679.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIVGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAQD
>MCE8468680.1 threonylcarbamoyl-AMP synthase, partial [Rhodovulum sulfidophilum]AB21
MSAELLRPDTEGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAETFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQL
>MCE8468681.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB21
MGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLIDMVMAFVGHLKGGLAISTAAACTMFGAV
SGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIYGVVSNTSIAELFIAGIGPGLLILLLFAL
YSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTEAAAACVLYALILETIVFREMGLRDIYRT
AKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAISVAFFIGCMFVDPIVVILILVPIFAPVV
SDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPFILILLGVSVALIFFPQIALFLRDLAFHG
GAG
>MCE8468682.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRRDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKA
>MCE8468683.1 cobalamin B12-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGGRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVCDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQR
>MCE8468684.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB21
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MCE8468685.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N, partial [Rhodovulum sulfidophilum]AB21
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGT
>MCE8468686.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISLPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIF
EPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVLLVED
EAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSF
SEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGARDKGKLPEQVP
>MCE8468687.1 recombinase RecA [Rhodovulum sulfidophilum]AB21
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MCE8468688.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB21
MCGGESRENAAGPGRGPADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAVTGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCSEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRSSG
>MCE8468689.1 TOBE domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVITGQSA
AGMGLAPGIEVFALVKSSFVILARGEEFGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALALAPG
DSATALIKSSHVILALP
>MCE8468690.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGARLAGFRQRRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MCE8468691.1 TonB family protein [Rhodovulum sulfidophilum]AB21
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEEPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVSAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MCE8468692.1 biopolymer transporter ExbD, partial [Rhodovulum sulfidophilum]AB21
PSSPTRRSSVLFFRVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQETTPEAFVAGLEGTEEEAATVAR
VVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MCE8468693.1 hypothetical protein LZ189_06480, partial [Rhodovulum sulfidophilum]AB21
MMRDGTTSAKETARSRAAERDLGRLGVTTVPDRWKLSTVGKACTIRNDLRLPLSVETRAVMQGEYPYYGPTGILDYIGEF
RAEGEFALIGEDGDHFLDTEKKSQTVRVSGRFNVNNHAHLIASGKSCAVDWFFQFFRHRDISQD
>MCE8468694.1 type I restriction-modification system subunit M [Rhodovulum sulfidophilum]AB21
MTDQITQQQINQTAWAACDTFRGAVDAGQYKDYILVMLFLKYISDLWNDHLETYRKQYGDDEARIRRRLERERFILPEGA
SFYDLHAKRNEPNIGELINIALEKIEDANRAKLEGVFRNIDFNSEANLGRPKDRNRRLKNLLEDFAKPALDLRPSRVTED
IIGECYIYLISRFASDAGKKAGEFFTPAPVSRLLAKLAAPKPGNTICDPACGSGSLLIQASQEVGSENFALYGQEVNGAT
WALARMNMFLHATDAARIEWCDTLNSPALVEADHLQRFDVVLANPPFSLDKWGAEDAAGDQYNRFWRGVPPKSKGDYAFI
THMIEIAKRQSGRVAVIVPHGVLFRAGAEGRIRQQLIEENLLDAVVGLPANLFTTTGIPVAILIFDRSREEGGANADRRD
VLFIDASRAFTPGKTQNVMDETHVAKVLETYGTRAEVARYSHRASPEEIAENGFNLNIPRYVDTFEPEEEIDVAAVQKDI
LRIEAELAEVRAKMSGYLKELGVDA
>MCE8468695.1 restriction endonuclease subunit S, partial [Rhodovulum sulfidophilum]AB21
VVFRSRGEPNIAVAIPDPLPEPVAVIVPLVIVRPDRGRILPEYLAWAINQPDAQRQLGAEAQGTSLRMIPKTVLENLEIA
VPDLPTQKSIVELNALARQEGQLLRQLAARRETLLSAILGEAAKAADQKEVA
>MCE8468696.1 3'(2'),5'-bisphosphate nucleotidase CysQ, partial [Rhodovulum sulfidophilum]AB21
RASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRGIVAGAPLLHAEILSRLA
>MCE8468697.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MCE8468698.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB21
MTANRAGRDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPALAPGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADSWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MCE8468699.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB21
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNE
>MCE8468700.1 integrase, partial [Rhodovulum sulfidophilum]AB21
MTAANLPAIRACRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTRQPVRFEITDGTRKSLAAWLDDPFME
>MCE8468701.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGVFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>MCE8468702.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MPLPRPDPNRWQVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTAVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLLVPVLLVLLG
>MCE8468703.1 TolC family protein [Rhodovulum sulfidophilum]AB21
MTIRTSFAAAIGCSLLWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTE
SASLRSERDSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSEAAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MCE8468704.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB21
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VAHPLPVQ
>MCE8468705.1 NAD-dependent succinate-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPSVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQF
>MCE8468706.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB21
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGEIDWPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLAQADSPLATALFDGL
>MCE8468707.1 P1 family peptidase, partial [Rhodovulum sulfidophilum]AB21
LVATDAALTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFEALRLGHAAAICLARAIARGVYLAR
PAPSDPKPCWQDRFGA
>MCE8468708.1 ATP-dependent DNA ligase, partial [Rhodovulum sulfidophilum]AB21
SWLFEECYPVVGDLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRV
GVSQTLMTRALARATGQDEAALAHRLMGGWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPGDWIAEYK
WDGIRGQLIARGGVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEA
PAAFLAYDLLEDGGTDIRPRPLAERRTRLEQIIAGMPPRGPLRLSQALPFDDWEDLARTRSAARAAEAEGVMLKRADAPY
LAGRRKGDWWKWKLDPLTLDAVMIYAQAGHGRRATLYTDFTFAVWDGNRLVPVTKAYSGLTDAEFREITAWVRKNTLQRF
GPVRQVAPELVFEIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MCE8468709.1 oligoendopeptidase F, partial [Rhodovulum sulfidophilum]AB21
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMAWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITSYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVE
>MCE8468710.1 peroxiredoxin [Rhodovulum sulfidophilum]AB21
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MCE8468711.1 DUF5930 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRQTLTARFLHRIDVALERYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWAMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MCE8468712.1 restriction endonuclease subunit S, partial [Rhodovulum sulfidophilum]AB21
LLEKLPILLPTLPEQRKIAAILRTWDEALEKLTALRAAKARRLEGIAQQLLAPSRAIGRGVPQSNWASSSFGEVFKERKD
KNAGLSSDDVVTVGKYAIRKQSEHFTRSVASKDLSNYWTISPGDFVYDPMSAYYGAIGRYSGSADGIVSPAYRVIKLSPD
VDPKFMVALLRTHHIRFLLETRSSQGNKEGKRRLLQRDEFESIEFKLPSREAQREIAAKLAVFRGDLELTEREIEALTRQ
KRGLMQKLLTGEWRVNSEKELV
>MCE8468713.1 hypothetical protein LZ189_06580 [Rhodovulum sulfidophilum]AB21
MKVLGFRGDPKAPRYAVVSEVGGAYTLENATSDNKLSVPASITEDADAERLDWMYRELLAVFDAHPGIDKVMIKQNEFTR
QDTKAKRRSAYNDAAVVLACAHRGIPVEIKIYGSMSTTSKDTKRHAESRVGKTDKYWDTKMADAVNAAWWGLRHP
>MCE8468714.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB21
MNQLVPVILTPGMNLYKYHLVSKIGAGSFGEVWLAHDVAVQREYAVKVLQPGVSVDERLREAQIGNRLEHNNLVYVHQAD
VVPVAGDHAVILAMDYQPNGSVETLANPAGYLPLPAALRIARDILQGLEYLHARSFYHNDIKPGNILLGSQQQAMLSDYG
ITGVSSNGAPVAAPNAYVLHRAPEVVATGNIGVSSDIFQVGMTLARLMIHLDHLRAVRASIGSAQYEQDIASGKLLQAKD
FGCHIPAAVRRVILKAVHPDPAKRYTSALEMRRALEKLDYPGHWTVDAAGNEVGKCGTYEYAHSVSPVAGGKFDVTCSKR
NVVSGNTQRVTQFCKRGLTQKQAEKLVSGFKQFVVTGK
>MCE8468715.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB21
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAA
>MCE8468716.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAIARHAGTGTMKRPIEIAADL
>MCE8468717.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
AKTRGNLVFFAAPTMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLV
ADQSHPRWRARRASVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALRDGWLRTGDLGHIDED
GFLYLTDRSKDVIISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAF
KRPKRYLFVEELPKNSYGKVLKSDLRSGKGAATATA
>MCE8468718.1 diaminobutyrate acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
DKARGRGLGRRMLFDLLDRDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGRHATEHMVTIRL
VEALSRAA
>MCE8468719.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB21
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKH
GALFIVDDIQAGIGRTGSFFSFDHMGVEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGHRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>MCE8468720.1 ectoine synthase [Rhodovulum sulfidophilum]AB21
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MCE8468721.1 aspartate kinase, partial [Rhodovulum sulfidophilum]AB21
MTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGER
>MCE8468722.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLVN
AINLEALEALID
>MCE8468723.1 thiamine pyrophosphate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALDEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MCE8468724.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQYNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCDTPKAARSAEDYNACIKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGNFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDNYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSRLKNSLTNEGTNEYQSISLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNG
>MCE8468725.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB21
MTSWYLGLSTSGHDPALALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALATVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARERPEPLRFE
>MCE8468726.1 acyl carrier protein [Rhodovulum sulfidophilum]AB21
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MCE8468727.1 hypothetical protein LZ189_06650, partial [Rhodovulum sulfidophilum]AB21
TAPVPGLAPGLVSFPAFLGHRADRLTHPEAAPYIALSALVGSHTVAQSLALALHGMLLGDLGAWQAAARPGWTDTGLDRA
ISLYPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAPLSRMFLARAIPALA
RRFPRLALHRDGVRFQVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRMEPYLDALAERSGRD
LGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTRLASAPAPDLIADYAAPLFRGIAGPVLG
LAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPTTEGLPGTPLLTRLMEENLPETDPEDLKALVLVM
YGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELEGLISLCASPKYIYRMARGPARIGEIEIRPDETLRLQLLSI
DRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYLDMTQTVALATLPCRLGPSGKDRP
>MCE8468728.1 hypothetical protein LZ189_06655, partial [Rhodovulum sulfidophilum]AB21
FGGREFTAGDIAHLVPDGTPPTTLTSAMTQAGFVTSRSLKDVQAYRFRPDVIAQFGRQNRT
>MCE8468729.1 hypothetical protein LZ189_06660 [Rhodovulum sulfidophilum]AB21
MVYPAVQSAERTRCPGEAYANGRAECWYPTETAYRRLARGRRKQVPYERRLAPGYVFVRLDREPRWHLIREHCRGLLRGI
VSRHGMPLPIPEDAIAQMRCVPERIARIRDREMAARIIRPGDRAEIVAGPLAGWTVEVDWIDAGIAHFVLPLLGGQEASA
DIKLLGNKRNLA
>MCE8468730.1 hypothetical protein LZ189_06665 [Rhodovulum sulfidophilum]AB21
MARLEAGLMGDAKFFDGTGELRITYGPGYRVYFVHQGETIIILLCGGDKGSQHRDIEKAKTMAKEL
>MCE8468731.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB21
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRGVSGIAPTGAPPGI
AAILNQGDRVLALAVNTISGLARLPDTAVQPLAAGGAETPFFVGGFFHDGQLVNAVDPAALFALGGLPVAARFRRDERPR
NGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATFRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAKPVPDTIPASAPGAPSDHDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAV
VRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MCE8468732.1 exonuclease SbcC, partial [Rhodovulum sulfidophilum]AB21
SGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRRLGPMSGGRYRLEREAEGGGGRGRRGLG
LQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDEGFGSLDTEDGAGTLDRVLQALGALVGH
ARAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MCE8468733.1 low specificity L-threonine aldolase, partial [Rhodovulum sulfidophilum]AB21
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTTIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVQ
>MCE8468734.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB21
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MCE8468735.1 bifunctional riboflavin kinase/FMN adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
RLMNAEARANRLAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFG
VTAVPLLSNHVGEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVD
VLSGPHRGTYDGAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEARFDSLNALVAQIDADCTRARAVL
AGDLPLPFARD
>MCE8468736.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGE
>MCE8468737.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB21
MAGGWARDGAVNDQIDASIKDELNRMKAKRAPMGESLTHCAECGDPIPEARRRALPGVKLCIECQGDRDRRPVTRGGINR
RGSKDSQLK
>MCE8468738.1 MFS transporter [Rhodovulum sulfidophilum]AB21
MTQTQRAAQTPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARATA
>MCE8468739.1 hypothetical protein LZ189_06715 [Rhodovulum sulfidophilum]AB21
MAAGASTLRWPLFYLGRWLNRRRRSTGE
>MCE8468740.1 hypothetical protein LZ189_06720 [Rhodovulum sulfidophilum]AB21
MTGPTLLLAYGSWAAGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MCE8468741.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB21
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLAAFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVEGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGKIVTLSPG
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MCE8468742.1 D-alanine--D-alanine ligase, partial [Rhodovulum sulfidophilum]AB21
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDIVFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKEAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGAEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRW
DESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRL
>MCE8468743.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB21
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MCE8468744.1 hypothetical protein LZ189_06740, partial [Rhodovulum sulfidophilum]AB21
MVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCALIVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRL
TLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAMPTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQ
DQE
>MCE8468745.1 YceI family protein [Rhodovulum sulfidophilum]AB21
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MCE8468746.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB21
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MCE8468747.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB21
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MCE8468748.1 50S ribosomal protein L9, partial [Rhodovulum sulfidophilum]AB21
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIG
>MCE8468749.1 entericidin A/B family lipoprotein, partial [Rhodovulum sulfidophilum]AB21
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREA
>MCE8468750.1 histidine kinase [Rhodovulum sulfidophilum]AB21
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>MCE8468751.1 ECF-type sigma factor, partial [Rhodovulum sulfidophilum]AB21
SKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLNDADDIAMTD
PVTLAGLSSKRPA
>MCE8468752.1 hypothetical protein LZ189_06780, partial [Rhodovulum sulfidophilum]AB21
MIGGFLVIVALFVIRMPGQDET
>MCE8468753.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB21
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGNSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>MCE8468754.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB21
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MCE8468755.1 hypothetical protein LZ189_06795 [Rhodovulum sulfidophilum]AB21
MRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGLPARQGFWDAALVPVAAAEDE
APADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MCE8468756.1 hypothetical protein LZ189_06800 [Rhodovulum sulfidophilum]AB21
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYLRD
RNKRLIARAYECRRPS
>MCE8468757.1 ribonuclease D [Rhodovulum sulfidophilum]AB21
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MCE8468758.1 elongation factor G, partial [Rhodovulum sulfidophilum]AB21
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDYLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIEDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYAILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRVAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPT
>MCE8468759.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MQFATDETFGPLAPLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSG
LGREGSRHGIEDYLEMKYICMSV
>MCE8468760.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB21
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGVAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRVPAWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>MCE8468761.1 type I methionyl aminopeptidase, partial [Rhodovulum sulfidophilum]AB21
LYKGYKHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVR
PGNTFGDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIE
PMVNLGRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MCE8468762.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB21
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVASVLDNARRALPGLSDRRLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEEVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGSGLDLPRTHLTEMPEATEALARIVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYVAGGASFFTVETHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARGHAGLPRPAGVGRSVGQ
KPF
>MCE8468763.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB21
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPDMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MCE8468764.1 hypothetical protein LZ189_06840, partial [Rhodovulum sulfidophilum]AB21
LIRAILQRLLITGKPRSGLRFARHLALDDSGLTVRDRIEGGGEIVDCGIGPAQTSIYTVMSRVYHPVQRQPWCDLSAEIM
PGSALRLDHTRRIGEAE
>MCE8468765.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB21
MKRLVSVLVSLAFLAVVYSLLDVDAIIGALRRTDPGMLGLSLILLVGLIFVSALRLSILSRTGGLPLGRRKAIQATFAAN
ALNMFLPGKLGDILKASLMAEDDSAQLAKATSLGIWEKISDLAALFLMASVPLALTSPSSLAWLPLGLLGLCGLAALLAP
RILQLPFGALRATRPLARDWGAVVRSLRSRPGSLTLCLALTALLWLGHLVQISLMAASLGVSGDARFWAHFMALMPIAIV
AGLIPLTFAGVGTRDAAIVMLIGAQAGPETAAALGVLFWLRYLVPGLIGSPLLPRFLRTAAAHRARFAK
>MCE8468766.1 hypothetical protein LZ189_06850, partial [Rhodovulum sulfidophilum]AB21
MTGSAGSNGRPLPWLPIFWGGLVVAQITSCGPELWHNPWSIIQDDGRHFVAWLRQMSDPALFRDDPIATYFLALTPELFK
ALHLPAVWLGIDVGAWNLLVVSPLSIALFLAAANTFAARMQLARPERHALVLLLLAAVYSDVTSGLPRGFGPTIVLGLLG
LFMARRRIALGIAMAAGANIYPIAALVSGGAIGFNAVLRSMSVRRIDRNDVILVLIAAAAGIVGLSPFLASTDGAGATFT
LAEARDIPIFGPGGRTSFFRDSWVDMLLCSSQRSGLLPTCAGGPGWPPLVLTAAVFIMGALLLRRRDVPRDVGTALISLV
LSGLVLTALAYVFAFKGHLPGRYSRLSLEQVYA
>MCE8468767.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDDKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MCE8468768.1 hypothetical protein LZ189_06860, partial [Rhodovulum sulfidophilum]AB21
LGSDTIALGDGDNRALGDSGYYRSHGELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAALGDGANRAIGDSGRIVWSAT
EIGTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQVVARRVVTKDVAQGGGDVLT
TGKGDDIVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGAGADIVMGSQGNDRIEVGEG
EDVALGDDGTVTFINRTDVQMLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAM
AGQSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTN
FAYKTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVS
RAQQDDSIGSPLDLILEEMDAANEGRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQAL
EAAIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MCE8468769.1 flagellar M-ring protein FliF, partial [Rhodovulum sulfidophilum]AB21
EGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNYEVSQTEREILRAPGAVKRLSIAVLV
EGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDAGGSGPQSSLFGEFTLDPLTLIQLAV
LSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGMEDDLGLPAMTMAAIDPADFSDQPLG
MDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MCE8468770.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB21
MSRLFLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKALQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARWGLAPKVVEIAREMAETEAERPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MCE8468771.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB21
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MCE8468772.1 flagellar biosynthetic protein FliP, partial [Rhodovulum sulfidophilum]AB21
MSLRLAPAVLFLFALALPTQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRIIDPFRNFMAGRADAETFERLLSLRPQADPSAAI
ADAPLSLLVPSFLLSEIQR
>MCE8468773.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
NQGYRVLDNTGLDCPDWVEGDLMITGGGLAEGYWNDPTRSAAAFPSDPQTGTRYYCTGDRARYRPGAVLEFLGRRNQQVK
IGGFRVELGEIEAVLSGLDGVRRGIALLRGAGESASLVAAVLPDPSGPVPDPADLGAALSERLPGYMLPRQIRLIETLPL
SPNGKIDRKALAALFETCCPAEAAPGPRSPPAPRTRASGAWALLAGLLPPGTPLHEDRPLIELGLSSLEIIRLATGLTAR
TGRPVNAADLARASGLGAIEAMLGGTAGPASPAPPADPIKAWCISQAGATLCDAAKREAFKAGHVLDLATAPLPDLRFGA
RPLSAAFDRRYSCRSFRPEPVGDADLGGWLSAACLAIRGNRLAGQWGSAGASFPLELHLLRPGADGGWQWWRHDPARHGL
SRGTAARTGPAGFSPMNGQWLAGATGLLVCAADMARIAPLYGTDAPRMVWIECGAAMQALELSAAEAGIGCCQIGDLDRA
SATRSIGLADGCFALHALAFGRPEPGERSARASEIRPLTDSVEEGSL
>MCE8468774.1 hypothetical protein LZ189_06890, partial [Rhodovulum sulfidophilum]AB21
MTPQTLIETCLARGIRLWTDGTGALRFSALPGAMDNPLKAQLSENRSALAAHLSGRTDLPLNALQRAYLAGQAAQDLDLG
GIAPLYYLELAGERLDADRLDAALAEMTAVHAVLGMSLAGTADGSPVLRPVEGPVPRIARIACATPAERAALQARMMEGP
QDPERFPLFDLRLSRLAGTPDHLHILIDLTLLDAHSGALFISELL
>MCE8468775.1 ribosomal-protein-alanine acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
LGRERLAAFEAGARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>MCE8468776.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTKMQKAMAAATALALTAGHALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MCE8468777.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAGAALSGTDAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRQVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALGQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSRTSP
AELAERMVGRQVLLRTDKSPARPGRIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLE
>MCE8468778.1 class 1b ribonucleoside-diphosphate reductase subunit beta, partial [Rhodovulum sulfidophilum]AB21
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDTLTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKD
>MCE8468779.1 class 1b ribonucleoside-diphosphate reductase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
GIENQSSGVIPVMKLLEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQ
NEEMYLFSPHDVEKVYGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRI
AMSNLCSEILQVNEASAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGND
EAHAVGLGQMNLHGFLARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDW
RPETDTVRDLFARFGVDLPSREDWAGLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYY
PAPFMTNETLEFYRDAYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALE
GTEVQGCVSCTL
>MCE8468780.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
EARAWIDQHDGAFGPWISGSLRPGADATAICSPASGAELARLANASPADLADARTAAATAQPLWAALPGTERARKLYDWV
EEIAAREACLTQLLALETGRPVRACRRWLSAGLDALRQAADSLLAGAADRPGHAPLGVVAPGLSFGPSLGPSPDLSLGRI
APALAAGNAVILAPGPADGRLAMLCLAEAAGTAGLPAGLLAVLSGAAGALSDLAQPPVAALRGPCLHMVLEDADLDAAAD
GIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLSGPALRDRLTAALAETRGVTIQPLPR
LPDRGAFMAPALITGLAPAMPEMETGLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWSETLSTALDLATTLEAGTVCV
NGTDLEPAPDPLELWQRPAGLAPARPVARPVAAAAVPSAALTTARRAQSGWAGRSTTERAAILNRAATRLAESAEAPAAR
LAGAAGAAATASAAWAETPGRATLTRHRPLGVIAALCPEVAPVLAMASILGPVLAAGNGALLHPGNTAEAEALIAALEAA
GMPKGLVGIVSGPRAALACALAARVDLDALWCFGPGDLPEDLPARAAATGKALWLSEDGASETWTGPGGASDLFRVAAGR
RQTLRLSWGA
>MCE8468781.1 DUF1523 family protein, partial [Rhodovulum sulfidophilum]AB21
SNPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGALAALVIWIWQLLARFKEDRIEPMLDEMGEQFD
SVGDRAEGFWRRVFSR
>MCE8468782.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SSVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVGIYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADE
RIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGLTMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWI
EAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAWRLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRG
ERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSHRMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWF
INVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISRFERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGR
GDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMFFAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRA
GLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRPDILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHG
ETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAAE
>MCE8468783.1 hypothetical protein LZ189_06935, partial [Rhodovulum sulfidophilum]AB21
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDIR
>MCE8468784.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MTRRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVT
>MCE8468785.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGHSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDA
>MCE8468786.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB21
MPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSFEAFPMSA
EAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPAWDGRADAWFLDGFSPAKNPELWSPELMAE
VARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MCE8468787.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGSDWGFMAGLCISGALGHFLLIKTYEVAEAK
>MCE8468788.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB21
MFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKKSIAGFRVREDMPLGTKVTLRGDRMY
EFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGMDIVIATTASTDAEAKALLKHFNMPF
NS
>MCE8468789.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB21
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MCE8468790.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB21
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MCE8468791.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB21
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MCE8468792.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB21
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MCE8468793.1 30S ribosomal protein S5, partial [Rhodovulum sulfidophilum]AB21
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGD
>MCE8468794.1 thioredoxin, partial [Rhodovulum sulfidophilum]AB21
SWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLFKDGQVISSKIGAAPKAALQNWIQES
V
>MCE8468795.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB21
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>MCE8468796.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB21
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADARDQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MCE8468797.1 formate dehydrogenase subunit delta, partial [Rhodovulum sulfidophilum]AB21
MTPEKLAYMANQIAIAFARLPGEEAEAAIAEHIDQFWDPRMRARLLVLAETPDADLSDRVRGAAALIRRPET
>MCE8468798.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB21
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MCE8468799.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
GVTEHSQGSTTVMAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDE
PGLRIPNMLDAAVDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNA
ERRLNRVRRVMAPMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLERAGSVQWPCNEAAPKGTP
VMHEAGFVRGKGLFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDW
VRLASRSGETSLRATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAA
RRILPAAE
>MCE8468800.1 hypothetical protein LZ189_07020 [Rhodovulum sulfidophilum]AB21
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPKGRSWQDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MCE8468801.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSEEAEPDATYRVTAGELRQFIERFERLEGEKKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MCE8468802.1 hypothetical protein LZ189_07030 [Rhodovulum sulfidophilum]AB21
MTDLSARGPLGLKAPRVPDDPAHLARIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MCE8468803.1 hypothetical protein LZ189_07035 [Rhodovulum sulfidophilum]AB21
MLMQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKPRKGRTIPRNTAYWAGLTTAIENAEAWPTTRHLHDDLKR
LCGYVDRYHYPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MCE8468804.1 siroheme synthase CysG, partial [Rhodovulum sulfidophilum]AB21
AGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANAFRPEAEALPQGRARR
GFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIHDRLVPAPILELARRE
AEIVEAGKTGFGPSTPQEGINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVVPGLTAASAAAASLGQ
SLTRRGRNSELRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFIQGRLMMHGAEAATPVSVVENAGRPGERILAA
TLGTLATEIASAGLTGPAVILLGLAPRAAARSLPLLQEAAR
>MCE8468805.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB21
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAETESGRVVGPYLAEVAPAPQGPAPLHFR
EVFRVRGPAHASDHPDQRLDQRPGE
>MCE8468806.1 nitrite/sulfite reductase, partial [Rhodovulum sulfidophilum]AB21
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLSEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVICDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAAL
>MCE8468807.1 hypothetical protein LZ189_07055, partial [Rhodovulum sulfidophilum]AB21
LAAPSLSHDATFEALLATAGLTSDWDKGAEVLRRSFGDLPEASRRSMCEDVTFPGRIRLLDYGGFDMTTVRGIRINARTR
TDAEAWASWRLEDKIDDIACTRRFAEWSEWAQAPFEYFAPIKLPLRSDLAARTRPAEPSTLRSAVAWNLIAAEDWNL
>MCE8468808.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB21
MDRDFDFDAHQIKTVSQIGRPLGMAWVSRTRFVSEPDLGSEGLLPADASRRLEDALVKMIGAAQEMVVLCSFLVASDRLT
EALETAARRGVRVYMMLASEARLGQEREEDDFSKRCRKDHEQMLRRLAPHAMIRSAAHYHAKTVLIDPKHPNAQGWLLTA
NITDEALTRNEELGLRLTIEEVRSVFAELRHACWERAEHRMIGTDFKPTKPLEAVEPPSEGLALVTSPTHRSIRETALHL
VEQAETRIIVASFGWALDHPVTKALIARAKAGVKITILARIRPTAMPALAALAEVGAEVCGFEWLHAKAIWTDRGRAMIM
TANLERRGMDEGFELGVKLEGARASTLRQILDVWEGAAKHRLDPAAAIKPETEAVKRWRNGALSDLQIPKSRSVDLGSVA
MCSLLDPIPGCPSPEDELPLAHEVILQWRVVPPRVSANASPVDAEEKTDKKDKTPETFPALMREVSGRRVVVISDHAQLD
AAARIAEERGAKAVVMNRSA
>MCE8468809.1 hypothetical protein LZ189_07065, partial [Rhodovulum sulfidophilum]AB21
MSCETLLCWESVNHGTLVLTGALEALAERGHRIGRVLLLVQEGRGAPPEGLLQGLRIEPVALPVPDPTDHAALYQTLRAK
LLPRLSGIEED
>MCE8468810.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB21
MSCNPAIGGLGKGHLVREVDALDGVMGRAADRAGIQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAVPGLEIVEGE
AADFLQRDGHIAGVVLADGSELSAGAVVLTTGTFLRGVIHIGDRQSPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPR
LDGRTIDWDRLDHQPGDDEPVLFSFLSSHVEARQVACGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVV
RFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEEVQEAYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGL
FLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQGTVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNAD
QRLTPLGLEIGCVGERRRASFEAKMERLSAGRARLESMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDP
ELEEVDRESRVQLARDALYANYIARQTLDVEAMRRDEAQRIPSGFDYEKLEGLSSELKGKLSRVQPETLGQAARIDGMTP
AAATLILARLRQMERQSA
>MCE8468811.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG, partial [Rhodovulum sulfidophilum]AB21
MTIAAGEFPDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHVADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIAEEHAPNLRVTLIESDQRKATFLWTVARELGLRRVEVIDARIEAADPQEADLLSARALAPLDRLLGFAERHLSPGGV
ALFPKGARYADE
>MCE8468812.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
GSGKSVTSLATMGLLPKGALELQAGSIDLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTD
LSAAEARKRTLDIMDQVHLPDVERIYQSFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQE
RKGTALLFITHDMGVVAEIADTVSVMQNGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALE
MTYGGGGKLFSATGGVKAATDVSFGIGPGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRK
HLQIVFQDPYRSLNPRWTVARSLCEGPVNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKP
DLLVADEAVSALDVSVQAQVLELLDDVQARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRS
LIEAAPGRHWDFANFRALDTAPGTKGETA
>MCE8468813.1 amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
MTVLPKIQDFAAELTAIFEDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NA
>MCE8468814.1 iron-containing alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
RDAMARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGG
QGAEALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>MCE8468815.1 hypothetical protein LZ189_07095 [Rhodovulum sulfidophilum]AB21
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>MCE8468816.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB21
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRTERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MCE8468817.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGMLLAQEP
RLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVIDVYLGR
>MCE8468818.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB21
PPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MCE8468819.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB21
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>MCE8468820.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB21
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLLAFPAPEIEASGIEATGIGR
VEVRPRDVRF
>MCE8468821.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELERDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MCE8468822.1 hypothetical protein LZ189_07130, partial [Rhodovulum sulfidophilum]AB21
PVRAQQMAAPGTAAQFAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAEIYKWIAETPGQP
HAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWAGLPTASGRSYYH
GVAGNRATMTWPQFEAAMSRIAPGPGGAPKDG
>MCE8468823.1 penicillin acylase family protein, partial [Rhodovulum sulfidophilum]AB21
WQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTVSFTARSL
LPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTHVEPLFIE
RVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKWIVNIRQP
TSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPMTLDPALA
RAAAVGITNLIPKSR
>MCE8468824.1 KamA family radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVAGRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGAR
>MCE8468825.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMP
>MCE8468826.1 electron transfer flavoprotein-ubiquinone oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGVLLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVA
AIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATMLGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKA
ADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPVRVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVI
NFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MCE8468827.1 hypothetical protein LZ189_07155, partial [Rhodovulum sulfidophilum]AB21
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VGKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WI
>MCE8468828.1 leucyl aminopeptidase, partial [Rhodovulum sulfidophilum]AB21
NRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAVDLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAA
DIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIASAAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQEL
GLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWNGGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGA
AVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGDIVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVID
LATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGEGAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQR
FIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALDRLVADRFEK
>MCE8468829.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPAGRAGSGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGLGGSAFSVADPEGHVWTFGSYNPLSRD
>MCE8468830.1 DNA polymerase III subunit chi, partial [Rhodovulum sulfidophilum]AB21
MGQALFYHLTRHPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALDRVCILFDGNDPAAVERARAQWRALTGAGLAAQYWSEESGRWQ
>MCE8468831.1 GAF domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYE
>MCE8468832.1 ACT domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KAGVNVDMIVQNISEEGRTDMTFSCPVNQVPRAREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDA
LAAEGINIRVITTSEIKISVLIDRKYMELAVQALHDAFGLENAA
>MCE8468833.1 response regulator [Rhodovulum sulfidophilum]AB21
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MCE8468834.1 histidine kinase, partial [Rhodovulum sulfidophilum]AB21
HIVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFA
DMMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLV
EIRAYRDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRL
PTGFDEATAQARQD
>MCE8468835.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRL
>MCE8468836.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MCE8468837.1 microcin ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
ARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MCE8468838.1 tripartite tricarboxylate transporter substrate binding protein, partial [Rhodovulum sulfidophilum]AB21
KELGQPVNVVNRAGGGGIPGQTAIAHARPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRT
MDDLVTAIRDNPATIKGTGAAPGASWHAGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEA
GKLRPLATMAAERVAIFPEVPTLQEQGIDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRP
GPEFEAFMAEDLAKMQAIFDRLND
>MCE8468839.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB21
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGGGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFVILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MCE8468840.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGRSE
>MCE8468841.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB21
MVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGVDHRPFGKDRAGFEAALMARLSEARPDILCLAGFMRVLT
PGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPVLAGDTADSLAARVLVQE
HALYPAVLRRFASGDRTPLYLP
>MCE8468842.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB21
MSERKNCLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTV
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MCE8468843.1 RimK/LysX family protein, partial [Rhodovulum sulfidophilum]AB21
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASP
>MCE8468844.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB21
MTTFGFTLHATDGAARCGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAAGRFEDWQAGFHAARAEGDIEPL
>MCE8468845.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB21
IFFVDKGCVTCHNGVNLGGNGYFPFGLVEKPGADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLK
TAVQVMGTAQLGEDVSDAEAERIVAFLDSLTGTMPAITTPVLPPETATTPRPTAEVLQR
>MCE8468846.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGASGNGAGG
NGAGGNGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVH
SPYVIGVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIK
GIIGDSPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFT
GAMAQKKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLY
FRICVVPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQ
ELAC
>MCE8468847.1 glutamate decarboxylase, partial [Rhodovulum sulfidophilum]AB21
MPIHTVRDHSHSDIEDIYSTRLSEHGLPKYRMPEGTSEPHAAYALVRDELLLDGNARQNLATFCTTWVEDEVKQLMTEAV
DKNMIDKDEYPQTAEIESRCVHILADLWHAEKSWDTIGCSTTGSSEAAMLGGLALKWKWRARREAEGKDTSKPNIVTGPV
QICWKKFARYFDVEIREVPLKGDALGLRPEDLRDYCDENTIGVVATLGVTFTGVYEPVEALARELDAIERDLGLDIPIHV
DAASGGFIAPFIQRDLVWDFQLDRVRSINASGHKYGLAPLGVGWVIWASKEDLPDDLVFYVDYLGGNMPTFALNFSRPGG
EIIAQYYNFLRLGREGYTQIQQACADTAQWLGEQLAEIGQFDMVYDGHGGLPAVAYKLTAGDHGFTLYDLSERVRMRGWQ
IASYPLPADREDTVVQRILIRHGVSRDLAALLLEDIKRELDHLEKNPVPYSTAKPGFHHG
>MCE8468848.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB21
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MCE8468849.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB21
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MCE8468850.1 hypothetical protein LZ189_07275, partial [Rhodovulum sulfidophilum]AB21
SELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIGRLEGYPG
EDFFWGLIGAMLQQQPEWAQTNEDEGG
>MCE8468851.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB21
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MCE8468852.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB21
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MCE8468853.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAAAAALVSLGTWAV
>MCE8468854.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB21
YPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLA
GGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAF
EAFKSGAYTFRTENSSKTWATGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTL
FYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWV
AGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLS
QWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLP
PLDVGELDFWWFDQEAADRLHASGALR
>MCE8468855.1 microcin ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MGAYILRRVALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHI
>MCE8468856.1 hypothetical protein LZ189_07305 [Rhodovulum sulfidophilum]AB21
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MCE8468857.1 hypothetical protein LZ189_07310 [Rhodovulum sulfidophilum]AB21
MITMVDLLGVMAVGASADPDDSTGSHAGGTGSGDGPAPDHATDDLMAVMELHAALAEAGPAIDGMSRADELLFSWLSGGP
DSMDADDLPFAADHDHDKDLQVAETCLADAALGAGDEIFSVQDLFEDGAALPTVIDDYDQTADALFVVYDSTTHPAPVLS
IDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>MCE8468858.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB21
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MCE8468859.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KQAAHQFGCETDYTGTPEYDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVT
SDNFREGRVAAQQIAEAMGGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHP
DLGAVFMPEASSAMGAAQAAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMND
HAEAGFNPMGIPMLDNGYSVVTQENADSFYWDKYLKKRGTRGIEG
>MCE8468860.1 sugar ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGKPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYATCLDIPQTTPQEVVNNMVGREI
SHLYPDKATAPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTRAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGG
>MCE8468861.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ILLMEFVRLLNRDMQKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGI
TPFNFPAMIPMWKLGPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGS
TPIAQYIYGRGCSNGKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRI
EKLKVGPYTAGADVDYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIF
GPVLSTVRAKTYEEALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHG
PDAFRFYTRTKTVTSRWPSGMKEGGEFHFKQMD
>MCE8468862.1 RDD family protein [Rhodovulum sulfidophilum]AB21
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MCE8468863.1 arginyltransferase, partial [Rhodovulum sulfidophilum]AB21
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRRQRKAQNRNADLKRD
>MCE8468864.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAESLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDDGPATGDPALLIARVTAFLSDNLANPITISGIAQEMRMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MCE8468865.1 malate synthase G, partial [Rhodovulum sulfidophilum]AB21
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYK
>MCE8468866.1 plasma-membrane proton-efflux P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
VSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLTV
ETPRPATGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGAP
QVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGDH
EAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRAD
AGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVLL
AVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTLY
VTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYTARLQG
>MCE8468867.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MAPMKTDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETMRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AIAVETADGLLEGSHLLVAAGRHPALERLDLPAAGGEADAAGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHVPRVTYSDPELAQIGLTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGTILPYPTLGELNKR
>MCE8468868.1 VTT domain-containing protein [Rhodovulum sulfidophilum]AB21
MARTRQQRPRRRGLARYLLLAAIAAVALIGALTLNDRLSFEALAAHRESLIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRVAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARDARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>MCE8468869.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB21
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAASGAAPAAKEKPAPKPEASP
AAAP
>MCE8468870.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPIWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>MCE8468871.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB21
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MCE8468872.1 aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB21
AGLSSNLAGLTWGAEDLSAALGSARSRGEDGTLTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDG
FTGKMAIHPAQVPIINRCFRPSEQEIEAARRIVEAFEAAPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MCE8468873.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MSGQAVLLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>MCE8468874.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEAGE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLADLDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLAKVSSATLTDLSQDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMALRPFRRGIRAINLRDKLLTPAASEFLKRLVESGGRAEALPWAAEGAPDRPSHPPSGSA
HSKA
>MCE8468875.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
GPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDVWSLEARARYTRNELMTQTLSGMSLAPDM
RRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYYLNYGPAAGIDIYDPVHSAPFSATTPYASTD
QTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLAGTSTHQEDDAFTYRIGATWLAGNGLAPYASYSTSFQPVAG
TDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPLNRIQTGEVTSRGLELSASANISPAFRLT
ASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQRGPLEGASLGAGLRYVGETYADASNTITVPDFTLVDLALS
YDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MCE8468876.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTPLSMPQGLRLLLLMLVMAVPLGARAAPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQLLGEQDRTERFIRFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFIAAAGGRNIGADVVP
GAIGQMNPEAVIAADPDIYLAGGGSTVAR
>MCE8468877.1 5-(carboxyamino)imidazole ribonucleotide synthase, partial [Rhodovulum sulfidophilum]AB21
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLAAPPLPA
>MCE8468878.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB21
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MCE8468879.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB21
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MCE8468880.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB21
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MCE8468881.1 DUF1150 domain-containing protein [Rhodovulum sulfidophilum]AB21
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MCE8468882.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
PAPPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MCE8468883.1 tail tape measure protein, partial [Rhodovulum sulfidophilum]AB21
MVGAFGVMAVKGMNAAKSINILAQRANATPEAFQKMAFAARTAGVEQDKLGDILQDVTDRVGEFLSTGSGEMSDFFEKIA
PKVGVTAEQFRNLSGPQALQLYVDTLEKAGVNQQQMTFYMEALASDTTTLLPLLRNGGREMRKLGDAASDAGQIISDEMI
SDLQDANRSMSRVSATIEALEIKIAGAFAPTLSDAADKLDDLLSSADAADAISDMAEAFDGLSEAILSEDFLGAAASGIA
TVTDLAAGLARGAVTLSDNLELVTTAAD
>MCE8468884.1 hypothetical protein LZ189_07455 [Rhodovulum sulfidophilum]AB21
MHEFEWRRPSTKGDYAGGMTEGDLQAIEEESARLRAKVKAKRDAISQAA
>MCE8468885.1 hypothetical protein LZ189_07460 [Rhodovulum sulfidophilum]AB21
MSDVFREQSFRFQGRDLTVVPSLALLRRIKARGVNNVALANKCIRGGVDLEDLAAVLFEFLRAAQVPEGEERPAVSEDES
YAFLIDGNQTEIAGFKMAYVQAVLPTVDMGKKPAAPGKKGRKKARPTKAS
>MCE8468886.1 phage tail protein [Rhodovulum sulfidophilum]AB21
MAASSGRAVLVSMGDTDLADELRTKTINFNGELIDVTADGDDGWTATLDGEFATNNVSVALEGVLKGDTLADMAFKGAQN
DFTITVADLFTLSGRWQFQAGFSIAAPYNDGTTFTGTLQSVGEITKGAVS
>MCE8468887.1 minor capsid protein, partial [Rhodovulum sulfidophilum]AB21
FGLLVDLRCPRVQVRVRSASYDAAWQRAAAIYKALVPPVVLAVPGAAILGWMPSSEIAFIGRDDEDRALFTLNFEILRDS
AQPA
>MCE8468888.1 RNA polymerase factor sigma-54, partial [Rhodovulum sulfidophilum]AB21
MMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASDKP
SLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCLRL
QAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDGTW
AVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGTED
VAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
>MCE8468889.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB21
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MCE8468890.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
IFADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSNLAM
TSGRLAGESLAALKAQGLPASEENLELYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDGRDK
RAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MCE8468891.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB21
MLTTYTTLTNYQHSLGRVPFAAAVFDEIQAIKNPVSLRAGAARAIKADFRVALTGTPIENATSDLWAIMDQLAPGCLGSL
AEFRTRYGTPDEGNMAELYNRVFCSQETLPPLAIRRVKETAAQDLPAKSRVLVPREMPPRQARVYDLARRRLAEGTRGSA
LKLLHHIRSVSVHPSLVDGMTDEDFISASARLSATMEILHRIRDRKERALVFIEHRRIQYRFVELARAEFGLNRVDMING
ETPIRQRQEIVKHFQRHLEADGGFDLLVLGPKAAGTGLTLTAATHVIHLSRWWNPAVEEQCNDRVHRIGQTRTVSVYIPM
AIHPAYRGQSFDCLLHSLMQRKRHLASSALWPMGDTQEDAARLQGMVIQDATNAISGDAVTEAVEATFKRDCAACPHPGQ
FGEYPFG
>MCE8468892.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIP
>MCE8468893.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MKKSIIPGALTMVACAAASAGAATLDDVKGRGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MCE8468894.1 ATPase, partial [Rhodovulum sulfidophilum]AB21
FELTALHYLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARASL
>MCE8468895.1 hypothetical protein LZ189_07520, partial [Rhodovulum sulfidophilum]AB21
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAP
>MCE8468896.1 glucose-6-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELTAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGP
>MCE8468897.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB21
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRGRDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MCE8468898.1 cobyric acid synthase, partial [Rhodovulum sulfidophilum]AB21
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGVAPPGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLE
>MCE8468899.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB21
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGTLAATLIPTGSTVFIDAGTTTCAFARALARAGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPGL
>MCE8468900.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB21
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSSCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHRAMLERIARLRAGQAA
>MCE8468901.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
R
>MCE8468902.1 alpha-D-glucose phosphate-specific phosphoglucomutase, partial [Rhodovulum sulfidophilum]AB21
SHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVEARDLDLSAPGETTLGGTVVEIVDPVADYAELMQSL
FDFDAIRRLIAGGFTLRFDAMHAVTGPYAKAILEDLLGAPAGSVINAVPQPDFGGGHPDPNPIWARPLVDLAMGPDAPDF
AAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVARSMPTSRAVDRVAAAAGLDCYETPTGWKFFGNL
LDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVADTLRAHWAAHGRNYYTRHDYEAVDKDRAEAMLEAL
RGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGARIVYRLSGTGTVGATLRVYLEEYTDYPARLELP
VEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MCE8468903.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB21
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>MCE8468904.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB21
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSTKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGVGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYNVFEGKKVRGLPRYTLTRGRVAVADGEVTPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MCE8468905.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
LVDIRTPDQAKLDRMRAEIETRAAAICADLGVGCSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWA
AKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAGADVLCHAVLETAGIVD
>MCE8468906.1 hypothetical protein LZ189_07575 [Rhodovulum sulfidophilum]AB21
MAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRASLSKPLRRLDLALPRPRRRG
GAAVRRSRL
>MCE8468907.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB21
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MCE8468908.1 transcription termination/antitermination protein NusG, partial [Rhodovulum sulfidophilum]AB21
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVT
>MCE8468909.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB21
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>MCE8468910.1 LysE family translocator, partial [Rhodovulum sulfidophilum]AB21
FAFVMTVTPGPNNLMLMASGANFGFRRTLPHRMGIVGGMSVMALLVGVGLMALFDAVPVLNLVLKVIFAGYLLWLAVKIA
TASLPEERDADSRPMTFLQAATFQWVNPKAWGMCLSAITLYAPDRLLLSVAIVAAAFTLVCFPAISVWAWLRTAVRQWLS
NATRLRVFNITMAALLVASLYPALGLGT
>MCE8468911.1 hypothetical protein LZ189_07605 [Rhodovulum sulfidophilum]AB21
MQVGLTVRYRLQDRAGKTRRERRIVTRHTARLGEAFLGSERLRYANEGAARENIAAFLRALGAGARAGGVAGVS
>MCE8468912.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB21
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDAEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALVHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MCE8468913.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB21
AETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAFSVLCLRLALQLWGYGRAFLLGL
TAPVAVPLVVSAADQAASEATHVSGADD
>MCE8468914.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB21
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MCE8468915.1 cobalamin-dependent protein, partial [Rhodovulum sulfidophilum]AB21
EVKTLSGVYGAAYEGDEGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAA
QDAVDNDVHVIGISSLAAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRL
IREARG
>MCE8468916.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB21
SNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLAGGGMSSLIARHLGAGSRPEAGAVFAGAHGLALAISAVLIAGA
LAVGPATVLALAAGNATVAEAAQSYLLILILGAPIQFGLGLHADALRNEGRAGQIAMLSVLVNLLNIGTNYVAIVLLGLG
TAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWLSGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHA
TYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMDRAGRALRLAMGSAFLWCLGVALTGAFAGAPLGGLFSGDP
AITEAVAAILRPMTALYAITGPVLVLALHFQAMGYPIRTAALTLIKPWLLTPALLVVMNALWGIEGLWLAFPVADAILLV
LAVTLVLRTRPIAPVPAPCL
>MCE8468917.1 hypothetical protein LZ189_07635 [Rhodovulum sulfidophilum]AB21
MTQPSLETVKTQARALRQALQAQGTAISHAQALELIARQHGARDWNTLHARLGQRNAPAELALGSKVTGHYLGQAYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDRRSSRKTSDGSPHLTVNIAPS
>MCE8468918.1 hypothetical protein LZ189_07640 [Rhodovulum sulfidophilum]AB21
MGRAAPKARRPLDHFEPIDRQVIRLSVEAKRLLADKGRDADRGRKA
>MCE8468919.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB21
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPTEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
DINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MCE8468920.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB21
MDSLPGIVVMGASGRMGQMLIAAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MCE8468921.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB21
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLATPGATPDGDED
>MCE8468922.1 hypothetical protein LZ189_07660, partial [Rhodovulum sulfidophilum]AB21
MRIRAALLLLAVLLPLPAAAEPSCHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAARGETLAFAMN
AG
>MCE8468923.1 2-isopropylmalate synthase, partial [Rhodovulum sulfidophilum]AB21
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIIFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVI
>MCE8468924.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB21
KPGWDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLPIANRVEPG
KRPRSSMAPTIVMTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLA
ALGFEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>MCE8468925.1 pyruvate kinase [Rhodovulum sulfidophilum]AB21
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MCE8468926.1 N-formylglutamate amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARTLAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEIARLAARRSDTVLLAIHSFTPQLKGRPPR
>MCE8468927.1 hypothetical protein LZ189_07685 [Rhodovulum sulfidophilum]AB21
MANWVFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VARPSDLPLKRAAMLTRALIESESAEAFTGLYGLPGSHAHLFACTEGGVIGARARRALAAHQAHLDAMAELGEFTDPGEG
WDEVAPEASSMPKPLTCAH
>MCE8468928.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]AB21
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>MCE8468929.1 plasmid recombination protein, partial [Rhodovulum sulfidophilum]AB21
MKDVLDVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNENARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLVVHLDETTIHAHFTLRAYTNAG
LSMSEAAKRGTLSGLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRSVRELHHDLPGELESLRQQHAEEQKALV
QATNERGVQQTKLDAILVEIDELEAELDFAREELQSRQLELARLKTDEKAHQSELDALRASAEKTRRHLAELDAKAVEEE
KKEKRRRTYQLRLEKKEAAIR
>MCE8468930.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
ELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMHEILDRMARMIRDVLDYTRA
VGVGGEQTSATIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLISNAIKFRLPGTTPEIDIETVA
APQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMVQSTPGAGSRFTVFLKEKQG
DKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGGH
>MCE8468931.1 response regulator [Rhodovulum sulfidophilum]AB21
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPRHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MCE8468932.1 response regulator [Rhodovulum sulfidophilum]AB21
MTLSGGLHEKPDAPASKQKVERMAQSAPTCLVVEDAAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLD
NSLPDGKGANFALELAAHRNWMKIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MCE8468933.1 sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB21
LDVFCSPAMMAQLIQNLVQNAIKYSGDGLPNIRIVARRLDNGDVLFEIADRGVGVPEQYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MCE8468934.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQIRTVLA
PEGFDPTARHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRCAADILF
EDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTDLILTVA
RRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMDRTKLLLTPQGRSFPI
>MCE8468935.1 DMT family transporter [Rhodovulum sulfidophilum]AB21
MPLVLLIVFAAFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILIALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTFAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>MCE8468936.1 amidase, partial [Rhodovulum sulfidophilum]AB21
REQARRLDAHRASGRTLGPLHGLPVGLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLH
PGKTRNPHNPAHTPGGSSSGSAAAVADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFA
ADPLGAALVAETLFGFDETDPASSLAPPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDL
PPAFEEAAPQRARINMAEMARHYYRYDRDGRDLLGAETRDAIDEGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCP
AAPGPAPEGLGTTGDPIFNGLWTLCGTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MCE8468937.1 hypothetical protein LZ189_07735 [Rhodovulum sulfidophilum]AB21
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MCE8468938.1 sorbosone dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MKTTLIGAAIWVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIVTFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCWIGPDGRIYISLGQPFNVTPR
>MCE8468939.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGL
>MCE8468940.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
RLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEPTTALDVTTQARILDLLKALVAETGMGLLLITH
DLAVISGLADRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHSPATAPPPPGPPLLEVRDAVRTYPGPRRGLIGR
APPQRAVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEIRLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSF
NPRHSVARLIAEPFHLTGRPADAAARIDETLLAVGLDPTDRTRFIHEFSGGQRQRIAIARALIARPDLIVLDEAVSALDV
RVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVEEGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MCE8468941.1 Plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MVQRRVARLFGGASIVALCAVSPTAIKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFERER
>MCE8468942.1 isochorismate synthase, partial [Rhodovulum sulfidophilum]AB21
MTLPFPYATLTEAPSLPPDQPFSFRNTRDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDADNDGALMGGALPFD
KARPDCLWQVAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVED
RMAFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDDPEEDARNANALA
RSEKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRA
ARLIRDLEPVARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEA
>MCE8468943.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB21
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVHYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MCE8468944.1 GFA family protein [Rhodovulum sulfidophilum]AB21
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MCE8468945.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MCE8468946.1 cytochrome C [Rhodovulum sulfidophilum]AB21
MSLPAVRSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIA
DKRYGGGPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPP
VENRAPGQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTAR
DGDKVQLTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWA
YGQDTFQTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>MCE8468947.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB21
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>MCE8468948.1 hypothetical protein LZ189_07790, partial [Rhodovulum sulfidophilum]AB21
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGIVEDGRAVEFKPWEGDPR
>MCE8468949.1 DUF3333 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIESHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKL
>MCE8468950.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB21
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MCE8468951.1 sensor N-terminal transmembrane domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRDSKRRAEDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLSLRESGM
VAETNLIADMFEAQIRRNDPLDPLAGNGLDLDAMLNGLELAQGAEVFVFDTAGNLVGHARGLVRTDWPVEEYEGDSWITV
ITDALYRAWLGGVSLFGQEEGSDAEGDPQRRLTDQVAITLTDGQQVATGVDSSGHTTFSVTAQILRDRQVVGVVAMVSAS
GEIDRLVRIQREQVLQV
>MCE8468952.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MCE8468953.1 phosphoenolpyruvate carboxykinase (ATP), partial [Rhodovulum sulfidophilum]AB21
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLA
>MCE8468954.1 amidase, partial [Rhodovulum sulfidophilum]AB21
LGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGAAASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRI
SLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADLSGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEG
ATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDKMYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSG
FDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIGNLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAER
ALT
>MCE8468955.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWIGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGATKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWL
>MCE8468956.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVS
>MCE8468957.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
TLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVVPGLAESYDISEDGKTYTFHLRPGTKFQTTDFFTP
TRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAFHLTRPEAPFIANMAMDFASIMSKE
YADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIFAITPDASVRYQKLKAGECHVMPFP
NPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIIDVVFQGAGEIAKNPIPPTMWSYNDA
VEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGVNAEIVSYEWGEYLDRSKEVDRDGA
VLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAKLYEEAQVIFKEQAPWATIAHSKVF
MPMREEVKGYKVHPLGLHIFTEVSLDK
>MCE8468958.1 hypothetical protein LZ189_07840, partial [Rhodovulum sulfidophilum]AB21
MSRIEHHEQDHELVSPEVRDRAVRLLLDTEGQHGSHWQAIGSISAKIGCSAHTLNDWIKKAEIDSGKRADIPSELAEKMK
ALERENRTC
>MCE8468959.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
KDTLTGRIKLKAQVTDTWTSLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESIT
AWRHSDSEMHPGAHSTVSPFLRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYVYGGTFTIPAG
YGERSRAKIESETLAAYFDGAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMT
WDVTPEMTAYGMITAGYKPAGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGI
FSIANAPKSRSKGLELSFDGQAARHLRLGAAFGYADATFVDYPDSQIGDAGGNRQPLSSKYTAALTAEYRLPLSGDSDLV
VNADYTWRSKFYFDAENTLPQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRT
F
>MCE8468960.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
ILNAAEARGLDLPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGSAVLVVAEGRALGVI
GLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGINDAPA
LKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVLADT
GATVLVTANALRLLAFDPRRAARD
>MCE8468961.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB21
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MCE8468962.1 hypothetical protein LZ189_07860 [Rhodovulum sulfidophilum]AB21
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MCE8468963.1 urease subunit gamma [Rhodovulum sulfidophilum]AB21
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MCE8468964.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB21
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MCE8468965.1 histidine kinase [Rhodovulum sulfidophilum]AB21
MHRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNRPPEQVMAELSATLVEPR
HVRIALADARSGPLPVARAESRQAHDAAPQRRRAPGWFRDLVMPAERETRLSVLADGTDYGFVSITAAPQDEIDEVWEDA
AALLWAIGLGFGLTGVLLVLLIRRALAPLDMLRHGLGALRGGALTTRLPQVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRVGALQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGGGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MCE8468966.1 hypothetical protein LZ189_07890 [Rhodovulum sulfidophilum]AB21
MQGLGDDLQSRAETLCITGKSGSQIKRKLGPRGMTDLIHLAIATGPSTGATWARNRAAALSDRTMHGPSA
>MCE8468967.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLACDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAVPTFARAMECLSGETL
>MCE8468968.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB21
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQARGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MCE8468969.1 branched-chain amino acid ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
AALSSAWNLVGGFAGQLSLGHATFYGIGAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFL
EVFRVLTLHFSDFTGGATGKMIPLKLGWTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAG
VKTVQVRLVAVAISSGLCAMLGTFHAMYLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLG
ASALGLHGFVYGVVLLLAVLFMPNGIMGVLQKFRRAPHHDLDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNL
NKRFGGLHVTKNVNFTLREGEVLGLIGPNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQI
VQPFAAMTVEENIMVGAFYRHHDEHDAREAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAG
INQTDVRRAIDLMLSIRDSGVSIIAIEHVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MCE8468970.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANP
>MCE8468971.1 hypothetical protein LZ189_07915, partial [Rhodovulum sulfidophilum]AB21
MARGEEIAAENRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKQ
>MCE8468972.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB21
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVKGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVITGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPDAMAGDPVERALDRLAEEIEADLDLDEL
LTLAR
>MCE8468973.1 cobyric acid synthase CobQ, partial [Rhodovulum sulfidophilum]AB21
DGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVEAALDALADQLEHDLDLDALLALAR
>MCE8468974.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB21
MKALVIIDMQIEMQHRIEAGRDCVNADAPIRIATLAGAFRQQGLPVIHVRHRDGNPKSPLHADSVGYSPMPCAEAIEGEA
VFVKQTSSAFASTDLAAHLQNEGITELVVTGAVAGFCVNSTVRSGADLGFNMTVVRDAVIGFDLPAAGQTAQMIFDVTMA
HLEADFALLVDASAVMAE
>MCE8468975.1 DUF2207 domain-containing protein [Rhodovulum sulfidophilum]AB21
MGAALRLIWWRKGKDAPLGRIRERSTPPEGISPALAQYIRANGGVTNSAMVAATINLGVKGFVVISQSDTTWSITRAGKA
NDGTLPVGEAAILAHLDGLEGPLVISPDNRKAVLALLDVFSAAMRDEHGETFHISHANWIMLAGVGGYGLAFAIMWQALA
GQNWLMHVMPALPLAIPLLTALFGGTLRDVALMMGIALGISCLMWLILGALAGALGLLSGAGLIALPVIFALFAARIGLT
TATGRAHKIEIEGFRRYLSAARLKGRSRRNARHQFEAFLPYAIALGVEKQFAGAYEDALTRSMSRGRVPTHVWMPAWYHG
TNINGGPFGGGISAACEAMTSGVNACTTSGSGSGSSGFFGGGFSGGGGGGGGGGGW
>MCE8468976.1 ASKHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGSFPKHGITVTEEALSAKNAVEQRY
DEKRGLPPARRLGCQARILADAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWQIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPDTKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGS
>MCE8468977.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB21
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEHEIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MCE8468978.1 methyltetrahydrofolate cobalamin methyltransferase, partial [Rhodovulum sulfidophilum]AB21
IFSFGLPQRHGVNAAFLPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAV
TAAGSGRRRRRG
>MCE8468979.1 hypothetical protein LZ189_07955, partial [Rhodovulum sulfidophilum]AB21
PAPIPAGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFLTLVPVSTVTGGDRAGRIAAAKGRKLALEARLE
SCG
>MCE8468980.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB21
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MCE8468981.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB21
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPQPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYV
>MCE8468982.1 BMP family protein [Rhodovulum sulfidophilum]AB21
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFTVEINDKEPKSS
>MCE8468983.1 RNA degradosome polyphosphate kinase, partial [Rhodovulum sulfidophilum]AB21
LEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRELAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKR
EMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSPLAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQ
RFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGSCTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSA
GAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELVIDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYE
TFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEALCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYG
FINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITARIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPL
SLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDVIDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGR
FLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNRRVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLR
AKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKVKD
>MCE8468984.1 hypothetical protein LZ189_07990 [Rhodovulum sulfidophilum]AB21
MILSLGIDGQWTARSLAAVLDSLEAMSGYLETGTLQQLNRDRYHATGRALSIVFSVEDHLPPQLQIKRMSYASPGCIDFV
GLGKALEQIRLFLEFLIEHCASRNDRELDREERKIQLAQKRLELLGLLQSQHPAIASFVEENAADALIEAVFDKRICSAE
ISSLEKSP
>MCE8468985.1 MAPEG family protein [Rhodovulum sulfidophilum]AB21
MTPELAALAATAFIHLAAVLWSQRALEADVGRKGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MCE8468986.1 MAPEG family protein, partial [Rhodovulum sulfidophilum]AB21
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSDQ
SSWFTALS
>MCE8468987.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LFQIHPDEIDAWVASISHSISTGEDWQFEGRFLRGDETRWWRAFSRPQRSVDDPDGTVVFTGVIFDVTSVKAAQQALIAK
ERELAVVLESALDGIISIDMRGVILSANAAAAQIFQYSAEELVGQNVSMLMPDAIASRTERYLGSEAVSVIRKVVGMSRT
VMGRRRNGEEFPVELSVAQTMAGCGSAYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDLARRDAERASEAK
SSFLAVMSHELRTPMTGILGIADLLLSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESTAFLPDIVMA
DVCELLSSTAQEKGLDFKMEQRISPSPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADT
GIGIPSELQANLFQPFTQAEASTTRRFGGTGLGLAISGRLAEAMDGEINVSSVEGEGSVFRLTIVLPEATEMTGNISHPA
RLALGPAHDRALNLLIAEDNETNRLLISDALEMCGHSVTTVENGAEAVAVVKENDFDAVIMDMQMPIMDGVTAARLMQTE
DGNGPPIILLTADALSRKSFENENVFVAVLTKPIDWKQLFSALNEFARSDGEASADAQQHDKRSNFICASKNNSEAGEEA
SSTEPPTLSLEWLDVLHQTIPPDRVNSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLR
>MCE8468988.1 autotransporter outer membrane beta-barrel domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
NMVLSNAMGRVYGDGRASETLRSGRRIWLDAGVMQGSVSPSGYLSGFDYNLNQLVGGMDLINTGKATLGVYAGYGAYSFG
SHEFASSVDVDTDAYHVGLYGSREWANWSLTGMAGVSWGTTKGRRGVVLAGVSEEHRATFDSQAIAAGIRAEYRGLPSVG
AWRLAPEFGLGYTHYEQNGFVENGAGATALRIQDAQTESLVASVGLNLAGPTSGAGLAPLAFIRYEHDFLASDQQVHNIT
AALAATPGITQSFIGTHRGADALSLGLGLAIMESHSVDASAGVVYTKNTHGEEVGGGLRVTWRF
>MCE8468989.1 DUF6314 family protein, partial [Rhodovulum sulfidophilum]AB21
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFAPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVF
FE
>MCE8468990.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB21
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MCE8468991.1 hypothetical protein LZ189_08030 [Rhodovulum sulfidophilum]AB21
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MCE8468992.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LAPFGSAPTIEDARPDARNGAFSEEIEAILQALEEATGTDFRRYKSSTLLRRIGRRMQLLGQPDLQSYVRLMQSAPGEVA
ALTRELLISVTRFFRDEDAFRVIEDSVTPRIVKNLPPGRTARVWVAGCSTGEEAYSIAILLHEAFHKAGRQPMVKVFATD
INPDSLQFASAGSYPASVGAEIGTERLKRYFHTDGDRLQVTNTLRQSLVFARHDLLCNPPFTRMDPVSCRNTLIYFRQDA
QKDALLRLQYAIRKSGYLFLGSSETLSGLQNGFQPVDARHKVFVRGAARPSARFDLSALKSSPPFDQGQKARHLSADKEI
RPSMQASAPRSRGPLRESPGPQDSPKDTGQVDLATAQARIDSLESDLDATRADLEATIQELETSNEELQSVNEELIASIE
ALQGSNHELQSVNEEINTVNAEYQEKMALMNRLDAELNSMIQSVGVATVFLDEALLITRFSPEACSVFKLRESDIGQPLG
DIAHKLKYPALQEDIRDTIRTGVSLEREAAAEDGALYRVRITPYAIRSSGHRGAVVTLRDVTVHRDLARLQGAIDALPEH
VAALDVDGTILLTNKA
>MCE8468993.1 hypothetical protein LZ189_08040 [Rhodovulum sulfidophilum]AB21
MRLVRASGDVATGHCGQGENDNEACLTQRQDLPGPFDPEIRRLSLQAHEGLRPALDGSQPLFSMEYPCHAPSARRWLRMT
AMPVPGGAFGAVIRHIEITPWVRKTPRT
>MCE8468994.1 alpha-2-macroglobulin family protein, partial [Rhodovulum sulfidophilum]AB21
APIDPTAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMTMIEGAGRTDAAGRAQIGLTM
PTLRAEGKPVEARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALN
RVETRYQWYRVDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTT
PDMLELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLP
AGHNPARALGLAHATVDPGPHRLSAAFEVPAEAEPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHY
FGQRKLGMGLRGVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGADGIAHARLDIPAFNGTLRL
MAVAWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELAQG
GKTALSIPIAAGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMLPGTGRATLA
LGPVARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGSRAHLADRLDQ
>MCE8468995.1 threonine synthase [Rhodovulum sulfidophilum]AB21
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLREMFASGRASEVETTETIRATFAATGLTICPHSAVGVKVAVDQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MCE8468996.1 insulinase family protein, partial [Rhodovulum sulfidophilum]AB21
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTRSAGD
>MCE8468997.1 1,4-alpha-glucan branching enzyme, partial [Rhodovulum sulfidophilum]AB21
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGATTLEAVSGGKTHPLARNPEAPDLFAG
PVPGKAPYLLRAHDGSGNCWEFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAGEGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNTLCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYID
>MCE8468998.1 glycogen/starch/alpha-glucan phosphorylase, partial [Rhodovulum sulfidophilum]AB21
AADLSEQISTAGKEASGTGNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRL
GGALKAISQGAFSPSDKHRYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIR
GYMTDIWGTVPLAAE
>MCE8468999.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MPVPSLATRLGLPSALAALIFGAAAPTEADTAASIPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPGLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>MCE8469000.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MITVTDLSKTYGDKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVADIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MCE8469001.1 ATP-dependent Clp protease ATP-binding subunit ClpX, partial [Rhodovulum sulfidophilum]AB21
DESALVQILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVV
VNEEAVNSDAAPLMIYADQKKEGKTAG
>MCE8469002.1 RidA family protein [Rhodovulum sulfidophilum]AB21
MARRLISTGSPFEARIGYSRAVVVDGWAFVAGTTCYDYVTMTLPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPVLSEAFARARPAATMISAGLLEPEMKIEIEVTARLSA
>MCE8469003.1 hypothetical protein LZ189_08090 [Rhodovulum sulfidophilum]AB21
MLGWPERIEDAMAGAMREGGATRMISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDI
RAALHRDDTGRARELYAVLHCFLTTHPEAARGTP
>MCE8469004.1 hypothetical protein LZ189_08095 [Rhodovulum sulfidophilum]AB21
MSFTKTFGKTLTMAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>MCE8469005.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB21
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MCE8469006.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB21
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIIKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFV
>MCE8469007.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB21
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MCE8469008.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTIPLDDADRRLLRYLQAEPALSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MCE8469009.1 Lrp/AsnC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAGALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQH
>MCE8469010.1 2-oxoglutarate dehydrogenase E1 component, partial [Rhodovulum sulfidophilum]AB21
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTE
>MCE8469011.1 formimidoylglutamate deiminase, partial [Rhodovulum sulfidophilum]AB21
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVVGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLD
>MCE8469012.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDLTLANATILPLGEDAPRRIERGWLRIEGGRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGVDVPGA
LSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMDWIDSGRRPVSRLLPTEFVARESLGPVG
>MCE8469013.1 beta-mannosidase, partial [Rhodovulum sulfidophilum]AB21
YPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAAFGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNL
VAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MCE8469014.1 hypothetical protein LZ189_08145 [Rhodovulum sulfidophilum]AB21
MLLGAAVSGLAGAASSEGVREGVRSEQAIVGASAMRWLAPEPKSKPSRSSKSGRKAAALALDRRQGRGSHICSASGFGQR
PRCVAR
>MCE8469015.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRTLIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPAGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALSDTGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTSPADSAAAL
AALLAAPGDLGF
>MCE8469016.1 peroxidase-related enzyme, partial [Rhodovulum sulfidophilum]AB21
MVDPLPPETRKYFDICAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIE
>MCE8469017.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MKIDRLFEGQEATWPPAARHVAGPWCLRDGQAGGKRVSAATLEGGFDPEAIAGAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MCE8469018.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB21
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MCE8469019.1 hypothetical protein LZ189_08170 [Rhodovulum sulfidophilum]AB21
MRMLIVTLIGAAVAGCIPQSRRAQIDVGGGASVALIVSPMFGWHSDWHRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHE
SGLYVLHEGQAGCIIFSVSPPKLVNDPAISCDKSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFI
GADKQPEAEPSDIL
>MCE8469020.1 nickel ABC transporter permease subunit NikB, partial [Rhodovulum sulfidophilum]AB21
LMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDFGTSYALQRPVLPDILHFLPATMQL
AGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLIAFLGVSVPNFWLGFLLVLVFSVHLGWLPPMGREGPASLVMPVIAVA
LMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGMHIGELLGGTLVIESIFGWPGLGRY
AVSAILNRDYPVIQCFTLLMVVIFVLCNLLVDILYALADPRIRQATQAPQ
>MCE8469021.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB21
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MCE8469022.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGTSGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDQLRGRVVAS
ILQNPRSGFNPLRTMRDHMRETCRALERPWAEDT
>MCE8469023.1 Na+/H+ antiporter NhaA, partial [Rhodovulum sulfidophilum]AB21
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEA
>MCE8469024.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB21
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDNETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MCE8469025.1 SseB family protein, partial [Rhodovulum sulfidophilum]AB21
MSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRVAPSVFELEEGRVVLAFADEGRLTDFTGAPSPYA
AMPGRRLAAMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLV
>MCE8469026.1 hypothetical protein LZ189_08205, partial [Rhodovulum sulfidophilum]AB21
ERTDHKGRADPAFYSADHLQLNHYYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEGSEVEDCSAPDFLARKG
>MCE8469027.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB21
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAASGQVVQAAN
DNDPGQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MCE8469028.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB21
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MCE8469029.1 hypothetical protein LZ189_08220, partial [Rhodovulum sulfidophilum]AB21
ISGMDTPRYAASAECINRIDGYLLQNPQDFIGAIRAVFGACENTFKLMYEAPRLDARAAGERIGGDQQRLYAEHPTLQAA
SAKMLEAFKQWVNAAHFYRHEQGVEEPNQPAPEVAILLISQGLSFARWLTVLDRKKDKY
>MCE8469030.1 hypothetical protein LZ189_08225 [Rhodovulum sulfidophilum]AB21
MDWLAVLCGVFVFVLMAIIVWKFFALVGDMAKDRGHSPWPWWILAVMWSPFGSIIILWAFFNLVEDNDEEQATF
>MCE8469031.1 hypothetical protein LZ189_08230, partial [Rhodovulum sulfidophilum]AB21
MNWQDFEERVRQIASSHWSSPAKAEEIAGVRCDAVIRVSPDEMIVIEVTKETSLAKLRIDLAKFASIRTALIPEGVVVRS
FFISAHAVSSLRATGKAQKVEVLEVKEFREKFVGKESYEYARRNVEFGSALDPYTNKSDTGIFVDT
>MCE8469032.1 TIM barrel protein, partial [Rhodovulum sulfidophilum]AB21
MRFSANLGFLWRELELPDAIRAAAAAGFAAVECHWPYDTPRSAIRAALDETGLPMLSLNTRPGDPAVGEFGLCALPGRAG
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAAALAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGEIGRGAWW
>MCE8469033.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB21
MTAAAPFEIFLAALPGLEPLLAEEARAAGFATPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAITLKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFDAGAWTTMKAPA
PALPAGVRFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>MCE8469034.1 hypothetical protein LZ189_08245, partial [Rhodovulum sulfidophilum]AB21
RDPDRQTAESHIRIIRHCRSDQWRDMAHSSTASTNSAKPRSSTSPKFSGEGGSSSSPRVLQQRLTDPAKLFRLIAGC
>MCE8469035.1 hypothetical protein LZ189_08250 [Rhodovulum sulfidophilum]AB21
MPIRHTIKYPLNPCLHAAQHKVENALQRLKRLRRIARHCEKTKAAAMGFVHLAATLAWLR
>MCE8469036.1 DUF4147 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MNTVRKHLSAVKGGRLAAAAWPARMTALVISDVPGDELAAIASGPTVGDRSTPAEARAILDRHGIAVPASVAELLDGPSG
GIAPDDARLARCETRLVAAPSQSLAAAAAAGRRAGCRVEILGDAIEGEARDVAAEQARLARAWQAALRPGDAPLLLLSGG
ECTVTRRGEGSGGPNAEFALALALALREQPGIDAIACDTDGVDGAAEVAGAIVGPRTLERARRAGRSPEAALAANDAHGF
FAAVGGQVVTGPTLTNVNDFRAILVRA
>MCE8469037.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB21
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MCE8469038.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB21
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSVRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MCE8469039.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB21
MSDPVSDAPSDPGSSWPPGATDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLDLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRSDLEAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MCE8469040.1 hypothetical protein LZ189_08290 [Rhodovulum sulfidophilum]AB21
MLALSAALQPASNPTQLRRNFLHRTVPPWPLAGGKSQMTTIIEPDNIVYDLEIHTPRQMVFTDAFDEVASDVLLVDGPFL
ERSEVYGANRI
>MCE8469041.1 hypothetical protein LZ189_08295, partial [Rhodovulum sulfidophilum]AB21
SRSDPSLGLGRGVGDFDLMLRRFTIVRAGVGSPESHSIGALVLRLRHHRWTRYKESWTLGVFPPACFYQNSQISIAISDF
LTNPVRPDWCEALERQPSPLSWAHRLALRVVNFSLLPAWWPRRTQKMIRRHLEIRTAEEKVAAEAREALRRRANGMD
>MCE8469042.1 NnrS family protein, partial [Rhodovulum sulfidophilum]AB21
AAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGDRWVIPAAIAFLGLADAAFLATALGYLTYPGDDAMTRVLVLF
FAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIGLGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLS
ALGYAPALMLVLAFAWAPLGLALTGLAALVSLPWREADAIHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKTGFAL
LWGAVWLRLAAPAIPSLYEPLLDATAAAFCTGWALFLAGYLPSLRGAVINPVFNAGGHGHGHGHGHGHGKGHGQGCGCGG
HGGGGGHGQHGGPGRGGGPFRMPEPS
>MCE8469043.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB21
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMERDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MCE8469044.1 urease accessory protein UreF, partial [Rhodovulum sulfidophilum]AB21
ARAFQPSAERRTETAAQGAAFAQVTSAVWPGDLPGFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIGQ
TEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MCE8469045.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB21
MTGNTIADRTGLSDSDLLRDRSRIGGDWVGSETRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQAAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCSRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MCE8469046.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRL
>MCE8469047.1 hypothetical protein LZ189_08330 [Rhodovulum sulfidophilum]AB21
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETEMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQVSLTLEGDFEHFLRWPWTSDMTDWLPD
MHIRCASPSVTVLPPPAIHTTLWASETTQIVDIFSPPRMDFSTKNGWVLNAADYPLARTEIE
>MCE8469048.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
SLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLEALRYQLLEEMTGEFDR
AVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVEEGLFQIPAAEIGRDIL
MGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPALPPIAHDTIVIASMPALGDIAD
>MCE8469049.1 hypothetical protein LZ189_08340, partial [Rhodovulum sulfidophilum]AB21
MRSALDPRARLGQDRFMHIRTGLLCLLLCLVPLRLAAENVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKAR
>MCE8469050.1 hypothetical protein LZ189_08345 [Rhodovulum sulfidophilum]AB21
MLRAMMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSI
FGASGLGERKASAGGYFLKY
>MCE8469051.1 ribonuclease HII, partial [Rhodovulum sulfidophilum]AB21
MTAVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHK
>MCE8469052.1 hypothetical protein LZ189_08355, partial [Rhodovulum sulfidophilum]AB21
GRATAQGLLEPAIDLPTQPDPGPAETVSNAQDAQPDSGQRAEDSGQAETQIAEDHTPSDWRNMRVETSMDRGLDILSDDS
TLAADGTRCLSDDNFDVIGWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAVTATETPVVP
LLREMAAIVDTGQANHPELFDSQISCPTRAALWAALARPKLGDISDFNRTALLQSFSELPIHLRRHLGPRLAERFLEAGD
QATALQIRNAVARTGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLNRGQPPSEDSLAL
AESLAFERRGTASGSRLLTLAIRGHGVRGDFETAFAMLAHHGLEGQTELSSELLDELARRGSDEEFMREVYLGALTLPDL
SADTEARLAVADRLTAMGFQDRAATVLQPLAPQGTPRERLVRARMALAQGNAGEAKQYIAGIDTPEADSLRALIAQRQGD
LKSAADYLGAVGDAEAQSAMAWRARDWSGVESSGDPNQRAFVQTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALL
DQPSTQP
>MCE8469053.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB21
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MCE8469054.1 dTMP kinase [Rhodovulum sulfidophilum]AB21
MDRSARFISFEGIDGSGKSTQARLLAERLRGQGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>MCE8469055.1 dihydroorotase [Rhodovulum sulfidophilum]AB21
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTAAEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MCE8469056.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB21
MIPSTFPDQSEIARLSARMLLEIGAVHFNAQEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDAATLAEVEAFLDAPRAWQEARRQQ
>MCE8469057.1 transcriptional regulator PpsR, partial [Rhodovulum sulfidophilum]AB21
RVRINLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVK
GRSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAV
SDDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MCE8469058.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB21
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYIVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MCE8469059.1 PucC family protein, partial [Rhodovulum sulfidophilum]AB21
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILA
>MCE8469060.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB21
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MCE8469061.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MKDELQKTGAARPDATDPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MCE8469062.1 metal ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
VPVVFCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLSATTN
>MCE8469063.1 hypothetical protein LZ189_08410, partial [Rhodovulum sulfidophilum]AB21
ACHPTIYRNPDKVGQYDHAFYFVRKNRRKSEDDVYTKGDKVGAALRVCEKPADLSMLDLKARIGELAAMIRRANGVS
>MCE8469064.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB21
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVSGGRFVFSVEHPACTANP
IGWHRSSDGVPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESYVMPLLTQGFRLDYLGEPKPLPEFLEARPELSETLRR
PPVLLLSATKQE
>MCE8469065.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYTFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRSNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATQAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MCE8469066.1 hypothetical protein LZ189_08425, partial [Rhodovulum sulfidophilum]AB21
LMSRQGDGGSPRYGALLQAETTADLDLPPPDDELQPAHCRPAPRQGRHVVPPTLPCRPKSPLPARCHKGGA
>MCE8469067.1 sulfite exporter TauE/SafE family protein, partial [Rhodovulum sulfidophilum]AB21
VFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLAVAGLNLIRKGLMG
>MCE8469068.1 hypothetical protein LZ189_08435 [Rhodovulum sulfidophilum]AB21
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MCE8469069.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB21
LERVAVTAISNSTEDKARLEGELRAAAPKGLELVLEISAPRPIIAPFTLRFLMTEEGARFDACAADTEGAAALIVAAARE
AGAPGDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVAAAGTEPALFDKVSAALKADLPEAFKLHAVL
PAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALRLDPALPEGWPVRMLAGLEALAQ
LRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSVHPDPAACVAQIDAALDERKITF
DPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVDALMARRVLVGNLTAKGYGEEDP
VATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAEADDATEAAPPDADATEEAATEDDDSGEAAPAAAEDET
PAEAGAEDRTDGQD
>MCE8469070.1 zinc transporter ZntB, partial [Rhodovulum sulfidophilum]AB21
MSTAPLQPLAAFDIGSDGTTSPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLD
>MCE8469071.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB21
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MCE8469072.1 hypothetical protein LZ189_08455, partial [Rhodovulum sulfidophilum]AB21
DLAEGRPGAGLGDRAGFEAWAGRWQARLARENTPQAEAETRMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLER
PFDSQTGADDLRAPPAAGEEVLQTFCGT
>MCE8469073.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB21
MPLIQVNAAGERPEPQGGAVRLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLIEAIRARAPGRRVDLLAHSLGARVALSAMGALAEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRFELPLPFAGNAPS
>MCE8469074.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKSGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLENVAARPGVQRGRALAAERKADLSTDRKAQAMLFRRG
>MCE8469075.1 enoyl-CoA hydratase, partial [Rhodovulum sulfidophilum]AB21
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEDMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLR
>MCE8469076.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB21
MQARQPVMDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQA
LAVTTNCSIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MCE8469077.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB21
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPKI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MCE8469078.1 CsbD family protein [Rhodovulum sulfidophilum]AB21
MIGSAKVVKGTAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MCE8469079.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB21
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MCE8469080.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFQDYGGLVELAEFDPAYLDQTG
PLLA
>MCE8469081.1 hypothetical protein LZ189_08500, partial [Rhodovulum sulfidophilum]AB21
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVAR
>MCE8469082.1 cell division protein FtsQ/DivIB, partial [Rhodovulum sulfidophilum]AB21
IRREIETRPEFMVKLLVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQRE
AALVWRSRDGLSLIDAGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRD
QRILLPETGAVAALERVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MCE8469083.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB21
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACEMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MCE8469084.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB21
MTTEDTSSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFM
GMLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIE
HKPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPAD
MVIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDW
IRAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MCE8469085.1 Crp/Fnr family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
EGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALLRLIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKA
GIVASRRRHVTVTDPQRLELIGDGR
>MCE8469086.1 acyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
STGRGLFAALPAFRAAIAEIDDLAMDLAGIRIAPFFHSGGPLESRDPGALMLAHFALQTGLASAYREAGAAPKAMIGHSL
GEYAAACLAGVFTLPQAVRIVAERAALLAETAPGAMCVVPAETGEEIAAVGRGICIAGWTTPGHVTLAGPRDEMETLRQE
LRARKVPAVPLAAARAGHSALLDPILPRFRAVFDGMTLGQPDLPFISNLTGDWADPQEVARPEYWVRQLREPVRFAQGAA
RLAEWGATSYLDIGPGGGLAPLLTRHPDLQPETVISALPDHNAAQDEETGFHESLARLWCLGAAEKAPRARLGGAAEVQP
ASLPGYAFQRQSYWLPPSAVADATDELPLLPFEDWLHQPQWAQYRPLPAETPRPHAIRAEPGDTLAAALAQALPAQFVTG
DMDAGSLADHTAIWDLRTLRRTAGPPELDAALAARKDLAELIRALARTGKPLRLIVPTQGLARVTGGETLAPEYALLQGI
VLSAAHENPHLSCETVDLDPEDDPLSALCDLGAAAPAETPMDALLAVRMGQLWRQELRPVPGRPFPAALAPKGRFVLAGG
DGGIARTLAEALAEASPGAHLALIVRPHPDRAAERAAFAGNLQNRVGASLSWHAADLADAAATEAALRAAANAACGAADR
AEDEAQDGRAHGIDGIVLAAGVAGGGLIEVELPEDRES
>MCE8469087.1 glyoxalase, partial [Rhodovulum sulfidophilum]AB21
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRR
>MCE8469088.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB21
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAEIPSGGADPQDRRGAGTPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLT
RIEITETEIRLGAGVTIARLREVMRTHHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRRGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVAIPRQPDNLRCYKLSKRRDQDISAVLGCFNLIVRAGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAKNMLWRFWHESRNDPTDIDELAP
>MCE8469089.1 BatA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAGPVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLE
AVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGVQPAAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTA
LLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPGPETEAMLAASGRDPAGVERVLARLPVTFAPGETRAGA
ELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAGNENREGLQLLSPLHYLHQALAPNADLIEGTLGDVVLA
HPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASDVSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFG
EASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLVTRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERL
AVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGEALAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPA
AWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSGRLRGARVPSRAGGAMVLALALLLPGGLRAEEAMPDDA
LALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLA
>MCE8469090.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MCE8469091.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB21
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MCE8469092.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
WSRDWAHDTWLADEDPAPETLAWCAAHGVQVSTRKGRADYHRPDWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVP
QPGYLREMLRPFLDPRVGYVSAPSICSSNAADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGL
GPELAEDHSTSLLMNAGGWRGVHAIDAIAIGAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSI
YPGLAAFMLAGSLLPAVALVFDMRFVGVTYPAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWA
AWGMLMALRDRLWGGFVDFRITPKGAAAEARLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAA
VLRHHLTENRIRLRTGWRAYGPHVGILAVLAMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVL
DFGRSSGARRP
>MCE8469093.1 beta-mannosidase, partial [Rhodovulum sulfidophilum]AB21
MRPDPAIAAPRLAALGLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDADAYAR
ARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDPATYKA
AYRRMVDICRETAPE
>MCE8469094.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVL
THPWLALDMAPHQSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETMAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGADPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPAS
>MCE8469095.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB21
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWED
>MCE8469096.1 formate/nitrite transporter family protein, partial [Rhodovulum sulfidophilum]AB21
ELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAPWRPLIENIGYSVGFVL
VILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPELRAAVVALSDHATGYGW
WETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMSVFEALGGFVLPALVGN
ILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MCE8469097.1 acetamidase/formamidase family protein, partial [Rhodovulum sulfidophilum]AB21
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPF
>MCE8469098.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB21
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
Q
>MCE8469099.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB21
LLVLSTYPGRPWQMAHAVGLDALASAEAVLEDLARAGLPGAPAEDLTGDLAETLGRETLSWPLAEYEAALAALPAPLRDA
LSDVWGAPEADPACRDGAFHFAATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAH
GTLEWLPGKAVALSAACWPEALIGDLPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSN
ADGLDPRRRDRLMADIRAEAQALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAKAGSGAGTE
AGSGFDTAPSVAAESAALLGALQGAPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQD
HGDWPRQLVVDLWGSATMRTAGEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSA
LYQQAIRALSRRDEAADWNPYAGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIR
DRVAGAQAFVHAQDLPETDLLLAVDYARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATH
PAWLAGMQRHGFRGAAEIAATLDHMAA
>MCE8469100.1 glutamine--fructose-6-phosphate transaminase (isomerizing), partial [Rhodovulum sulfidophilum]AB21
SAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAPTLANAHPQRAGRVAVVHNGIIENFRTLRDE
LGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLFLFEGEDDLMIAARKGSPLAIGHGEGEMFVG
SDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDATRIEKGGYKHFMAKEIAEQPAVLGDALHHY
LGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPVDVDVASEFRYREPPIPEGTLAIFVSQSGET
ADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTKAFTCQLAVLALVALDAARQRGRLAPADLAR
HLASLQAMPARFNAALALHEPIRRLARRLAETTDVLFLGRGAMYPLALEGALKLKEISYIHAEGYASGELKHGPIALVEK
TVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWETLIMPEASDLFAPMLYALPVQLLAYHTAVAK
GTDVDQPRNLAKSVTVE
>MCE8469101.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SVRLKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLD
MALPCSLENLLRGTEGDIAGLRERIELAVDVFLSGADGRV
>MCE8469102.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB21
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFKQHYPASGWVEHDADDLWTSTAGTSREVIERAGLTSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGELAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MCE8469103.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB21
MKMPPDMPGQGAGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTAF
>MCE8469104.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MCE8469105.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB21
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLTGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MCE8469106.1 HD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRTDSLSAWLEATQIAGFA
>MCE8469107.1 NAD kinase, partial [Rhodovulum sulfidophilum]AB21
RIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHEDGLADR
LAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNYSAHGQ
ILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSKVEIRSEATIRHRILFDPGHGL
EERLCREQFL
>MCE8469108.1 sigma-54 dependent transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
ISAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIASVGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIP
RDLLESEVFGHLKGAFTGALADKPGAAAVADGGTLFLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATN
RDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGEDVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLL
NVLRHAVVLNQGPEITLDMLPIALQQEHDRITASGHRMPEEVGGAAKPIQIEDLIGRTLAEIEQMVIEGTIAREGGSLPR
AARVLDVSPSTLYRKREAWARKDRDDPADEPEKDLHATH
>MCE8469109.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB21
MSLAEVVDLFCGVGALSHGLLRSGMEIRAGYDTDRRCKHAFETNNQSKFFCRDVARLEADEISSHFSGKLPTVLAGCAPC
QPFSTYKHRYGEDPRWDLVESFARLAVNVRPDFVTMENVPS
>MCE8469110.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB21
MRKVREAEGHSQAKCAALLDVSERSYKTYELGKREPPLRVVIDFAEKLNANLLWLITGKESISAPELVDLTERVAAALFE
QTDPGAMSPKKFGRITRYVLEQIIVKGTDPYAEVHEVLSVFQDATEE
>MCE8469111.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MANFKLLSPRELAQQSGWPERRIRNLMASRQLKHIKIGGAFYLPDDAISDFIERNMICPVQAPGDPNA
>MCE8469112.1 hypothetical protein LZ189_08655 [Rhodovulum sulfidophilum]AB21
MPRHFLKLAVSDKEAPQMLSLSTTVFKELVREGVLPGPSANFAGRKRWSMASLSAIAEGARLQEEDFEP
>MCE8469113.1 integrase, partial [Rhodovulum sulfidophilum]AB21
MRRPNLPYLEFKTIKGRLYIYFRKGSSRHRLPNDPDSVEFSREYWRIRSGRREVTCNTTWNNLIVEFYKSPRFRDKAEGT
KANYRRHCEEIRMKNGAKN
>MCE8469114.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB21
LVRLSTLAVKGLGSEQVGGLTTAQVAALTTAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQ
LAGLSTDQIKGLGVSAIEGLGTANIVAISTAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQ
VAAITTAQTAVLSRAMLGELSSTQMAALTTAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTAN
IVAISTAQAAELSSTQVGALSSTQVAAMETADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGFSSAQ
MAAITTAQVGALSTRSLRGLSSTQTEGLTTAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSSQ
IAAMETADLVRLDTSAIRGFGADQVAGLTTAQMAAITTAQSAGLSSTVLGNLSSAQLAAMTTAQIGALSTRAINGLGATQ
TAGLTTAQMAAFSTDQIRRLGVSAIEGLGTASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEG
ISGLTSAQAAALTTAQVTALSTLQIGNISTSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDTQ
TEAFTSTQLAAMSTAQLNALFQ
>MCE8469115.1 glycoside hydrolase TIM-barrel-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSRVAGQVIW
ASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPDALIEAIE
GEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSYGPGQAAS
ANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMAEVVPHVD
GKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAFTTDGSRF
AEDEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRFPAVEALR
ALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADASWRTIHD
RDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVPTAWVPQSKPIWF
TELGCPAVDKGTNAPNLFSDPKS
>MCE8469116.1 glycogen synthase GlgA, partial [Rhodovulum sulfidophilum]AB21
HAFFGGPARLCFATHGGLRLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQ
AGLVPLYLKARSVDLPTVMTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYAREL
RTPEFGGGLDGVIRARAGDVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQK
GLDLLLQALPDLVARGGRLALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYG
LRYGTIPVVARTGGLADTVIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSA
AAYARLFREISPPS
>MCE8469117.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MAVAAVYLGTFMATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGS
AICATADSLATLIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFL
VNLPLGIVALGLGLVGIEESSHPDHAALD
>MCE8469118.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDDGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEASHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGE
>MCE8469119.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MSQMDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQH
ALWNSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MCE8469120.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
ISEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLRLTADGIAAQPEDRQIYIMLF
ERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQQQGVINDILVWLGIVSNSGR
LILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQSVPGIGAGCILVFILAIGYYI
TPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MCE8469121.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB21
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MCE8469122.1 transcription termination factor NusA, partial [Rhodovulum sulfidophilum]AB21
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAE
>MCE8469123.1 hypothetical protein LZ189_08715, partial [Rhodovulum sulfidophilum]AB21
MSIRKPNFLIIGAQKAGSTWIYDVLRKHEKVFLPRRIELLFFNKVGYQSPSRMEAYLENFRDATERHQWVGERTPGYFWS
SRAKHYKDQPPSGHNLEIPQSVAD
>MCE8469124.1 hypothetical protein LZ189_08720 [Rhodovulum sulfidophilum]AB21
MSDPEELAHHKRLVMHGTYKRNEFSRRVAGIRPHLGAVLSIWDETYCHTLTELWSAGVPAIVFDFPTVATRTRASGAGWV
VPHDDIPRLYERLLAISFDEEEQRRADMAIMRWQKGHGVGRTTKVMSTAYREVYRNASAQQLDRPVIAVVCPASPEQDRA
NASTEIRIWQRTINGAGRKCLFVRMTPDSLMANLRDGIVDGVILQRDVIPATMVAPLLNEMRRSGISHILDIDDDLLAVP
SDKDPTGKYAAYRPALEALIDSAAMVTTSTEPLRRKLMARNPHTLLLPNRISERLWRGSIPPRKKDDTVRALYMGTATHR
EDFNMIVPALEALMEADPGFRVSIIGIQGDALPSWAERIAVPDNEKSYARFVPWLKSISGRFDFGLAPLTDDPFNLFKSN
LKALDYGALGLPVLASDIPVYRSIRGRIPGLRLVKSRPVSWTHALTDMVAEVRSGAIDRAGIRATTMEGYGMAATLGDFD
DLLLSIARPGDMDRLAAHPEPADDNIQHLKSIA
>MCE8469125.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IFPSDTLMSLEASVALRDLGASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAAT
HWNYADRLRQRFPRVEVDADAIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLT
GQMAGHGARPSSMKDVLSWMGERLDQSLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMK
TVAFRAGFRTDEQMRKAFRRRFSLSPRDYRARFATAGT
>MCE8469126.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB21
MIIDEARELKQCTQVASGPEGLAAIHQSGIAATLWERAPLDRFQAWIDALPPDQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHVDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQERGTAYIH
>MCE8469127.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB21
MFTWGNGKIAISRAFEEGGIEAARQVASANLDAYYGYTLGPVLFKPTMASGEQTFRPTKPGALAYFCGHSEEYPLDNGFA
IMGWRACEHITSASFIQGDIAMWMGWIKLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSSLPYQPPEDGA
>MCE8469128.1 3-deoxy-8-phosphooctulonate synthase, partial [Rhodovulum sulfidophilum]AB21
SALMIGHAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLAELRRQLDVPVLTDVHSPEQCAPAAEAVDVL
QIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMANAVAKIESTGNRRILLTERGVSFGYNTLVTDMRSLPIMAGLGY
PVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDPDSAPSDGPNMIPLDQMPDLIATLMAFDRLA
KAHPLSI
>MCE8469129.1 hypothetical protein LZ189_08750 [Rhodovulum sulfidophilum]AB21
MANWYSADLHFGHHRIIDFCKRPFASTAEMNAALIDNFQACVAHDDDLWILGDFAFGRADDTAQFESWFHSLPGRKHLII
GNHDDEVVISLPWASTEYMAEIQDGQHSLVLCHYPMIT
>MCE8469130.1 heparinase II/III-family protein, partial [Rhodovulum sulfidophilum]AB21
ISFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQLLAEIPGAVDWRAETGQGGHAL
TTWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMDRAGGAGIAFSIRFHLHPEIDAALDLGGSAV
SLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTLAKAHEGAQAPRDLEREDEFDDT
AAPWTRPHSMTKD
>MCE8469131.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase, partial [Rhodovulum sulfidophilum]AB21
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGQANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APT
>MCE8469132.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
SARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMRALTV
PAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAEYAAW
FRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWVRQRS
RWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVFKLFL
ACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTAGKPA
SGSPAGKGAAEARNAGPDAQPSASIASAS
>MCE8469133.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MCE8469134.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB21
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEEAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGVRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MCE8469135.1 hypothetical protein LZ189_08780, partial [Rhodovulum sulfidophilum]AB21
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRVLAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSYSPDPRLIDLL
>MCE8469136.1 apolipoprotein N-acyltransferase, partial [Rhodovulum sulfidophilum]AB21
RAVETGLPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYARTGDAPVLILLCLGLAFFVATRAMK
>MCE8469137.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB21
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MCE8469138.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB, partial [Rhodovulum sulfidophilum]AB21
MSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDVNPDRVPIDLEARFGGREVWL
EVGFGG
>MCE8469139.1 FIST C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ITLFVSPDADFAAVMAGAQEAYPDVSVTGCTTAGEIGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQTLIGEMIR
RRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAMLAGLGTAPLIGGSAGDGIRFGRTLVGAGGRAFRSAAVLSFVRTDC
PVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAEPAAREYARLLGKDPNQLSPLTFAAHPVVVRVGGRHHVRAIQRVAE
NGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGLARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTY
GEQISGLHVNQTLTGLAIYPPPASGPDPEQVPPCPTA
>MCE8469140.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB21
MSDSLIDPADPPERQAEKLREIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRF
>MCE8469141.1 PucC family protein, partial [Rhodovulum sulfidophilum]AB21
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGG
>MCE8469142.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB21
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVKR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MCE8469143.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
DVLGDVVCGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIA
HMPLVDAIRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MCE8469144.1 nucleoside-diphosphate kinase, partial [Rhodovulum sulfidophilum]AB21
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEGT
>MCE8469145.1 sodium:alanine symporter family protein, partial [Rhodovulum sulfidophilum]AB21
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLMVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPKGIDRTIWNKDIA
>MCE8469146.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLNGGRDDYRIAA
LVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRYGSLGPYPLSE
QSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAMLIALAGAAIG
CGLGTIFCKVLAGFYGGVFRFPFLVFRIEPPAYVLGTGFSLAAACLGAVLVLRRVFRPAPAEAMRPPVPPAYGRWRLLPE
RVSERLDQPSRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTRAVGRAALYDL
RRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVAIALPPAGRITLSQAAARMLEARPGDRIEAHL
MDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIAIKTQTRAALS
KVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLALPLGAVLGRQL
SRSLAAAFSTDI
>MCE8469147.1 toxic anion resistance protein, partial [Rhodovulum sulfidophilum]AB21
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRARIAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDSRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRA
>MCE8469148.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein, partial [Rhodovulum sulfidophilum]AB21
GRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREGLRAEDAWAARKVARRPAVPRKILGSVLTGAGLFLA
GIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRVARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQA
TVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSRDASARKDYETLLADLETHFAARTRALMQDDRTDLD
VEIEVLRDRLHREGIAPVPVTPKTGETA
>MCE8469149.1 heavy metal translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQAAGGDCDCHCGCGGSGTAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRIEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGA
>MCE8469150.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MCE8469151.1 hypothetical protein LZ189_08860, partial [Rhodovulum sulfidophilum]AB21
MFHSVFRRHDPEPPADLASGHSSVLQQVMDQPRFEIGSRMGVRSASQLATNAAFIRCIFDWTCPSRTWIPRARGHFGLGE
CLGNPCHKLYGRSLNHVVEKTCPMSFIDPSRVKAAIALQNAPALD
>MCE8469152.1 hypothetical protein LZ189_08865 [Rhodovulum sulfidophilum]AB21
MSTTSSPDTFNALVEALDLPPVKAGPLNGTRFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAASLPLLEAVARVLLHSQTTPVTAPHRLLVLSDAVELALPAVQQQLRAALNEITRRTGLVAEPIRF
AELVGEDVPLSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLARSERLFQQINAALPL
GTMICFPTTPTAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTAEGCPVGMSFAAGHYQDESLLMALSEM
LGPQGS
>MCE8469153.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
FSRLLSRISARLRPRPRPLRIGLMATAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLIGCSLAANALRRE
RPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYVRARGNLSIDEKD
AMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILERIERKLEKIPGI
RTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEEAGRFGASAALAG
QMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGRIDRVDGKRYFDV
KAAVTDGLTTAEGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMFIILLAQFNSFYN
SVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVRTCEDRIRPVFLT
TITTMAGLLSMMLGVSFDFANGGYTIGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRAGAYGSLRRLAAL
SAGPGSRAD
>MCE8469154.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase, partial [Rhodovulum sulfidophilum]AB21
RSEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPGCLGLDGLWQLTGFNLGWRGWKGRGYALG
VGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVKDMKVALSES
>MCE8469155.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB21
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MCE8469156.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSFLVDVDVTDDASLDAAFGRIE
KEWGKL
>MCE8469157.1 hypothetical protein LZ189_08890, partial [Rhodovulum sulfidophilum]AB21
LENVLRALETGQSRGAQTVGLTGDGTARMEAGSDVYVPVPNSSIQAVEDVHMSIFHAVSLSLRHGLRGG
>MCE8469158.1 polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB21
MDSARRIALTFDDAPTGPGAFFSGAERTARIVGHLSEAGVAAAMFFVRTDRIASHGGAARLAAYVAAGQALANHGHSHLA
LSKTPLDRFVDDLNRAADALDGIGPHAPFFRYPYLDEGRALEVQARMAEALEAKGLRPGHVSVCTYDFYLQDLVDQHLAR
GVRLDMDGLGAVYCDLMVRCAAFYERVARESLGRSPAHVLLLHENDLAALYLGRLIAALWAEGWRIVPAQEAYADPVYAL
SAETTFRNQGHIAALAHAGGAKRRDLVPLEEEEDHIAARFSIECVAPE
>MCE8469159.1 hypothetical protein LZ189_08900 [Rhodovulum sulfidophilum]AB21
MAEIEAAERHRLIHLTSWERAVCILEQGPIHGTGFRASSTEAYPHFLMAGWHNVNWLHCRANPDMKPSHLAALCSLTTLL
GCASSGDRNVVQIEGRSINYGAANQTLWIAADC
>MCE8469160.1 hypothetical protein LZ189_08905, partial [Rhodovulum sulfidophilum]AB21
LGRTLRCLASKKPFVQAAAAADFFDCATKPSAAKSEVISLSRLFRAVLFGSLWANLDAPIDFHMQLVGCGSVAQVEYRHW
IFGGYSGAALGTRG
>MCE8469161.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB21
LGPVEAPAFILGTGRSGTTALGVTLSLHREVGFLNEPKALWASLSETEDLIGSYHRGPARYRMGAADADPALCRGARRIY
AGYLRAAGARRIVDKYPEMIFRTGFLCAVFPDARFLFLSRGGAATAVSMTSWSRRHGRSVSGEHHDWWGADGRKWRLLTE
QIVPEHPDLAAHAEAMAGLDLAGRAAVEWIVTMREGLALCAADPRGTLHLPYESLCAAPALWAAELERFLGLAPDPGFPA
LAATRLRPPAPAPAPPSLPDWLRGPFQATEAALARHRPPCPTSSGKPS
>MCE8469162.1 DUF1972 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSTARIAILGTVGVPAAYGGFETLAENLVRHRETLKTPPDLTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVIADNAAIAR
HVATRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRELK
ARYGAHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLI
RAVNTLARRPDAARQTGARMREIAERRYRWAEVGAAYFALL
>MCE8469163.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB21
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFG
GTRNCDWWFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVR
TRLAELHETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDR
MTEEPDGAARIAIFGLPGQMAMLRDTVSE
>MCE8469164.1 DotU/TssL family secretion system protein, partial [Rhodovulum sulfidophilum]AB21
LGVGFFRKMDEAMKAPGQRYHLLELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWAAVPLD
ARRRGGQTPLWVIAAIAAAMLVALFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTAL
AEPIETGRVEVDQVNDWVLVRLREALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDL
SLARAETVAERLGALVADPARLSAEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MCE8469165.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPE
>MCE8469166.1 autoinducer synthase [Rhodovulum sulfidophilum]AB21
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDHYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSIGWFRASFSAPTAAPRELAVA
>MCE8469167.1 hypothetical protein LZ189_08940, partial [Rhodovulum sulfidophilum]AB21
MAAILAIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAR
>MCE8469168.1 hypothetical protein LZ189_08945 [Rhodovulum sulfidophilum]AB21
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MCE8469169.1 hypothetical protein LZ189_08950 [Rhodovulum sulfidophilum]AB21
MKTILAASALALLAAPVLAATDTTEDQAAAVSPDSAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASDDGEGSG
EGEGGESSDT
>MCE8469170.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MQQETSPYFRPVSLCNLSSMGEIGDDFLAGLERIMDARGLRAAPLSEAAGLSKSFIRDLRRGKAASPKLDTAMKVARALG
ISVEEILAAANGSVAGVPTISIAGRVGAGAKVPVFEAYERGAGPQVECPVGLSPQGIAAVEIVGESMEPVYSAGDLLFYS
RPTHEGVPSEAIGRRCVCECERGFGWIKLVKLGSQPGYFHLIALNPDAENQHDVRLKWAAPVRLHWPADLAKRV
>MCE8469171.1 hypothetical protein LZ189_08960 [Rhodovulum sulfidophilum]AB21
MEQLIAEVRAYAEATNKSPEKVLREAIGASWGAWAAWQAGTSGPTMRSADRLRAFMTANPAPAKQEDTAC
>MCE8469172.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQVVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLNHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVDAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACAEATGAEMIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDAEMIV
VMQQGRMVETGTHAALAAKGGVY
>MCE8469173.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
RSFDRFWRADASRGRSLGGSGLGLPIVRAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGETDD
>MCE8469174.1 HsdR family type I site-specific deoxyribonuclease, partial [Rhodovulum sulfidophilum]AB21
MLVALGFTPLSQEEALRLRGGRLRNVVLDDVLADQLMRINRFTHRGREYSFDLEDSHEAMRRLKPTPDRLKGLRGTNQDI
YDTLVLGTTITKSIDGDSKSYSFRYIDWDQPENNVFHVTAEFSVERTASSQTKRCDIVAFVNGIPILVIENKRPTESLKK
ADSQLIGYQNEDNIPQLFHFAQLLVSMNRNSARYATVGTKSKFWAEWRDEEDTDEAIAPFANRVLAAAEKDSIFSGDFVG
ARVYFDSMEAEGDRAVTVQDRTVYALCRPTRLLDLIRRFTVFDGGIRKVARHQQFFGIRRAVETVKQHDISGARKGGVIW
HTQGSGKSLTMVMLGRSLALERSIENPQIIIVTDRDDLDKQIKDTFKSCDLEPVRATSGSHLLELVQNKAALVTTIINKF
DTALKHSKQADDDPNIFVLVDESHRTQTGRYGGHSEFAAKMRRLLPKACYLGFTGTPLLKKEKNTLSTFGRLIHRYAIDE
AVADGAVVPLLYEGRLVEQQVSGAVIDRWFDKISEGLTENQKRDLKRKFSRMDALAKTDQAIRAKAFDISEHYRQHWQGT
GFKAQLVAPSKAAAVRFKEVLDEIGHVASAIVISPPDENEGNEEVDQESKDLVRKFWSKMMAQYKTEDEYNRQIIDAFKE
>MCE8469175.1 NADPH-dependent 7-cyano-7-deazaguanine reductase QueF, partial [Rhodovulum sulfidophilum]AB21
MSEDIYSNLKQLGGATRIPTSPEEAELERVANPQADVTYNVRFTAP
>MCE8469176.1 7-carboxy-7-deazaguanine synthase QueE [Rhodovulum sulfidophilum]AB21
MTLRIAEIFGPTIQGEGALIGEPTVFVRAGGCDYRCSWCDSLHAVESRYRHSWATMTSETVWEQVRRLSGDRPLTVSLSG
GNPAIQDFGSLIAMGRAAGYRFACETQGSVARPWFADLDTLVLSPKPPSSGEEVDWDAFDACRNLGVGARQQVMKIVIFD
ETDYQWARDVHARHSDLPLYLQPGNTEVNPAAPVDLQALADRLGWLIGKALADGWFAPRILPQLHVLIWGNKRGV
>MCE8469177.1 6-carboxytetrahydropterin synthase QueD [Rhodovulum sulfidophilum]AB21
MFRIRKEFHFSASHQLPHLPEDHQCARLHGHNYILVVELAAETLNADGFVRDYHDLKPLKTYVDDHFDHRHLNDVIEGPS
TAENMARHFYDWCAARWPETSAVLVSETPKTWAEYRP
>MCE8469178.1 7-cyano-7-deazaguanine synthase QueC [Rhodovulum sulfidophilum]AB21
MKTLVICSGGLDSVSLAHITANEHQLTRLVSFDYGQRHRKEVDFAEAASRRLGVPFHLIDMRGIGAVLSGSALTDDIDVP
DGHYAEETMRITVVPNRNAIMLSIGFGIAAAQGDEAVATAVHGGDHFIYPDCRPAFTRAFDAMQQAALDGYAEIRLYTPF
VEHSKAEIVRQGARHGTPFAQTWSCYKGGEVHCGRCGTCVERREAFHLAGVSDPTVYADPDYWTEALAARGQS
>MCE8469179.1 PASTA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIASEDAEAAGWIAISPWQERNLQPNERSEITLSLTLQPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPVGTAQVPGLSGLTLAAAE
ARLEAEDLAVGRVDRRESGSVTPGTVLAQDPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDKARNVLRDRGLRMGG
TETRESGSVAPGTVLAQNPGEGVELAPGSAVALTVATEPARAEVPNLVGLSQDRARNVLRARGLRMGGTATRESGSVAPG
TVLAQDPGEGVELAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGTDADSAKKVLAVLKA
YGADRICYVSRPQPPMMYILNGDRAPIRTPATRLQLMTAGLVRED
>MCE8469180.1 hypothetical protein LZ189_09005 [Rhodovulum sulfidophilum]AB21
MTRHEIAALLPEILREADRPASPFRGLLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPALLPRRGTQAGLRDMLAAASGLDALRLRESLPGDGPGFRPFHVVIEYPRPPRPARALIRDVAE
LEKPVFVSFEIVELSAPEDSEEGA
>MCE8469181.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MERCSTIRHIRQYDATARIVVFTMHLSAAFALKAIRAGATGYVTKSSDPKLLVEAIFGALRGQTVISPDVIEAIARDRIS
DAGTGLTDLSPRQTEILCLLARGWSVERIAGELSISPKTVRNNHYQIKSILGLETDVQLVWFALETGLLPAI
>MCE8469182.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MRLHRGRLIDHIQLVVRDLGASERFYRAVMAVLEIPVLGTDRGYFLADELVVSSADSPTAAGALTGRHHLAFQARDRATV
DAFYRAALDHGGTDNGAPGIRAYHPQYYAAFVLDPDGNNIEAVYQGEAKRSAPSVTIEV
>MCE8469183.1 cold shock domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISA
>MCE8469184.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB21
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGIGAVLGLAPAGSDVGSGPSGPHGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRARLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWSVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MCE8469185.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRV
>MCE8469186.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB21
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDRNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MCE8469187.1 TetR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MKPSHPRTRIQRRNREAILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEIL
>MCE8469188.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
PGFHAAARLHLVETSPTLRARQRAALPEQDIAWLDSVEALPDAPLFLIANEFFDALPIRQFQRDDTGWCERLVGIDSARL
ALGLSAPLPLAALEHRLVDTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYGGWHSLGDTLQALRAHRPEPILDHP
GEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAGHLAAYRRLTHPEEMGTLFKTLALT
PPRAPDPPGLHS
>MCE8469189.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB21
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTETPMRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MCE8469190.1 pyridoxamine 5'-phosphate oxidase family protein, partial [Rhodovulum sulfidophilum]AB21
MATRDTFRPADATACALARKLIAGARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFATCDAERSALRETYLERQPKARLYVDFADFHFVRLVPL
>MCE8469191.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB21
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TAPQQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGTRGGMPVQVFPSLTGLRAVDGFVRALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKAGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MCE8469192.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB21
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPISEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MCE8469193.1 PHP domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQTVGDPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPSDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQADPETCAEPVREMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGTRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDF
>MCE8469194.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB21
PILLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAGVEAGFGIDRLRLEAVQVEPLPPCQPGFHGGDRTDGLDD
LISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGAWIVPPPRPLRLFPPEPIAGTEPQPPGRFRWRRMTLETA
RATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHTPQAPGWFVQGEFA
>MCE8469195.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB21
IYFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMETDHLGDAA
YEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTAD
NYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVS
QSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGTHDRPYVLPAHKTKSVLRSDSHKSTGHNEISLEDATGEE
VMFLHAQKDQMTRILNNRGARIENSSVETVGNNRLVSTGNNQQETIGGSLNRTVGGQLGSLFGAVGAVAAAGGQDALAGS
EAVGSKAVTAFAASFAAAGAAIEAAAGSARARFDTAGNHRAVGGAEQAARTDSIASLLSDVMPIGGVMMTMVEKFRSDTI
GLARTEQIGAYKNTSVGHTMTVNVGQEFLINCGKSKFVMDAEGNVTIIGTKFNFTASGHVQINGKVIDLN
>MCE8469196.1 DUF4150 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAIPKEGSRDTSEGLIVSCTPDVCKTPVGSSLVPIPYTITAVQGDDANTAATVRMTGLRAHNTGSMTSCCSGDEPGTGTG
VKSGTVGS
>MCE8469197.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB21
SYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRRGESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALE
QFRKTVEIAGPADRRPQIEEARAQIEALATAAPAEN
>MCE8469198.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB21
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MCE8469199.1 hypothetical protein LZ189_09105, partial [Rhodovulum sulfidophilum]AB21
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSADSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLR
>MCE8469200.1 undecaprenyl/decaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase [Rhodovulum sulfidophilum]AB21
MFPVFLLSSFCCAALLLARPRALSPAHRDDVAAVQAAHRRPTQRSGGIAVFLALAAGAVTLPANLVQTYAALIAAALPLF
LVGLLEDIGQPMTPLRRLAAATASSLLATVLLGLWIERVDLAAADTLLRFAPIAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFVIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFLSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGLYALLFALTYLLGIRLLKRPRRGAIADGPFVPGARI
>MCE8469201.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPRVMMRSVRKTRDIAVMALLD
LSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQPWGEVTKARLAGMEGHLST
RMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPFCLTLDPRADRYVAQIFGQR
NFLVLENIARLPERLPQLYAGLTR
>MCE8469202.1 hypothetical protein LZ189_09120 [Rhodovulum sulfidophilum]AB21
MTRPTAHTVFQGRVGDRNALGMAGARRSSVRPSPAKAALSRSRSARASPR
>MCE8469203.1 arginase family protein, partial [Rhodovulum sulfidophilum]AB21
MAGGVVSVAATGRYAASLATLPVVARHHPGACIIWLDAHGDLNTPETSGSGYLGGMALSGPTGLWKTGLGAGLCPGQIIL
AGSRDLDPAERDLTRRHAIPVIPPGADMAAALRSVIAGPPVYVHLDCNALRPGIVPTGYAVEGGLSLDELNACARAIAEH
RLLGLEIAEFEAAWKEGAGRFLPGRYWRRSD
>MCE8469204.1 hypothetical protein LZ189_09130, partial [Rhodovulum sulfidophilum]AB21
MTSEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGRGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDA
>MCE8469205.1 MoxR family ATPase, partial [Rhodovulum sulfidophilum]AB21
GVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHETRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVY
GLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSDRLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLL
DTTERAVAEGHLIATTPRSWERVSRIMAAIAERRVRNVLIAGTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALY
PASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRPEEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNETY
RTYAAERKAAGL
>MCE8469206.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MNAPYRLPDEFEIDRYHLRRVNLDDAQAIFDSYATDAEVTRFLGWTPHQSVAETTAFLKIAAAEWDSGKGFPLVAFDRRQ
PAELVGMFHPHLIGHRVSYGYVLRASAWGKGCASEVMGWLVDHALSHPSIHRAEAFCDVEHPASARVMEKAGMVREGILR
RYFRHPNISDVPRDCFIYSKVH
>MCE8469207.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MLDISELARPSGLPASTIRYCEEIGLIRSSGRRGLKRLFEEEVGTRLALISLGRTAGVSLSEIRGLVGTEGRPDLGRSTL
SRQADRLDEQIKELTVLRDGIRHVAACSAENHLDCPRFKRIMRIALMGGP
>MCE8469208.1 MFS transporter [Rhodovulum sulfidophilum]AB21
MPHPYTAPAKTALPKIAFPVLASVQAVLIFTITLIAAPLPPIDEEFGLATADLVLLQVACGLPYSGLLLLGGALSDRFGG
PSLFRMGLGGVGLSSLGAALSSSFEMLVTMRALQGVAAAMVAPAAVAHVAALYPDPEKFDGAMARWGGISVLGAAAGTVL
SAVLTTWISWRWMFAPSCLTMFVALSLRSSLLPVVRGRMQAGRLDFLGALLALTALMSGGFALSTGSDHGWTSPRVCSGC
RAGKLRGGSPVAPRISTERQSHASGRSSATMPAHGDLERALFHKCRGGFIL
>MCE8469209.1 hypothetical protein LZ189_09160, partial [Rhodovulum sulfidophilum]AB21
MRIIAMICLVLGPLIAAPVLALTGRPIQTATTLLVVGPMNGLPDILHRAGGRPIGPTRAPLALLAVADDHPEGFPERLKA
EGAWLVLDGAIAA
>MCE8469210.1 integrase, partial [Rhodovulum sulfidophilum]AB21
PELQQVFRHPIWTGCRSTSRRHERGNIVKADGLYWGPILAGYSGARREEVLGLEPRDVVPVDGIPCYHIRDNMHRGVKTL
STERLVPIHEHLMEPGFLRHVEEMRQSGATVLFPDLIATNDSQSFGDKIYYNWAKALVLQLDGNPRELCFHSFRHYTIVH
LKELPEVSEKQRRDLVGHSGGDVHDEQYDVATSMTVMRGVVAKLPRLF
>MCE8469211.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ, partial [Rhodovulum sulfidophilum]AB21
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGRLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYFAV
PLGGLHFVMQSKG
>MCE8469212.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB21
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGADDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
KTDPWSVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MCE8469213.1 glutamate synthase-related protein, partial [Rhodovulum sulfidophilum]AB21
IFRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGFMFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEK
YHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGSTRPMSQIYPRSDLVNELVR
>MCE8469214.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLL
>MCE8469215.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB21
MVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRALIMQAYTYHQAKDYE
TARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQSAILKFDLAFNHLAA
KEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNFQGTDWYADGYKLLQ
AKGLEPEAKGEGWLRSVYRQMIKGEWL
>MCE8469216.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase, partial [Rhodovulum sulfidophilum]AB21
LPADTLEIDFEITFVDAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGL
RHRDEPVRHKMLDALGDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MCE8469217.1 heavy metal translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
SGVGFGVGQTEIALAVEGASCASCTGRIERRLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRA
EARPEPGAVQAAEARALARRAWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKG
VPLLLKGAPDMNALVALGTAAAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQ
PRSARVVTETGIEDRPVEQLAPGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASALRF
RATRVGRDTALAQIVAMVETAQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPC
AMGLATPTSVMVGTGRAAEMGVLFRKGDALQGLSGVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSE
HPLAQAILAAAPDHPEAEGVEALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAQAATLAATGATPVFVAIDGAMAG
VLALADPIKPGARDAISGLHRMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLN
>MCE8469218.1 endopeptidase La, partial [Rhodovulum sulfidophilum]AB21
SEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREPAKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGE
MSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELGDGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSP
MSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDNDHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKT
SLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSMPGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEV
LDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLLDRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFEL
TPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKKETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWT
SVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASSYVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAM
VTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKLLAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHV
>MCE8469219.1 hypothetical protein LZ189_09220, partial [Rhodovulum sulfidophilum]AB21
LEPIRAALASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDM
VPADGTPFALDRSALRITLLGQDRAIDIRGCDAAR
>MCE8469220.1 nicotinate phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
FYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGKFELQVLYARGM
TKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAHELPMVQAALAG
TDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWWKARGEDPSQKL
IIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDNPNKAMGPAAEI
ERYKRVFAVGAQAPMEVVV
>MCE8469221.1 phosphotransferase, partial [Rhodovulum sulfidophilum]AB21
PEPTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFTELGHAIGKLHVATDRLTLPQGFSRPHWDIDG
LLGPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRVY
DLGTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAV
MEGRPLFRIG
>MCE8469222.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB21
MDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSSRIARMISETASMMFLTTR
TETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTVKGAYFGPFASAGAVNRTLNQLQKAFLL
RNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAGLRDR
IRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNKEPPR
LLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEAPPKR
VEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDLLLID
GGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRAKRAK
AMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MCE8469223.1 NnrS family protein, partial [Rhodovulum sulfidophilum]AB21
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWSGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGTRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASGAVLVLWSLAPGLPGLSAAF
AGLAGLHLARLARWRGWRCGPAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLDGIGGPGL
>MCE8469224.1 hypothetical protein LZ189_09245 [Rhodovulum sulfidophilum]AB21
MVFAPAFARAGPDDTSRVAPTGTGPGIDGMLPAGRAAVGGAPGRKVEPDVTGAGLSGTKGPPPVATCMAPPRIGGPARHH
RGRTAGPVGDLVAQVVQ
>MCE8469225.1 cyclic nucleotide-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MVGKLDESLLQDVGAFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRREK
>MCE8469226.1 sugar ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
VLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVGVDAPFQNIVVGA
VLVLAVLVDILYRKRTGER
>MCE8469227.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYTIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHMAA
>MCE8469228.1 hypothetical protein LZ189_09265 [Rhodovulum sulfidophilum]AB21
MRHAFGLNSGGEVMDDIAAATRNAAVRRPPGQAGGGQGLHRPARCWDLVLARGIAANGRSGGRGIAP
>MCE8469229.1 hypothetical protein LZ189_09270, partial [Rhodovulum sulfidophilum]AB21
LADPGDQVDQMVFDIFRKKGIRIQGDASQDAQDESKIIVKVVRKESRYSSIHLIVWCRNLISKQEKHKIPMEIQIRTSLE
DVWGEIHHGLSYKNKSLHNNDAAREFIDSAEEHLINLKAQLDICARTADLISKQMSYAGPAAGRSTAQVSAFSVNLDTLL
NLPLPEECKGKVADAAERVKHLFGRLKKDDDFGSESEISQISNDFAKCGEDFEDVMNSICEQGAGLISQREKCAYYLLME
AALCYYWAGRVLVAISDTSSRMMTAEEASSYYSKSISLYNRVSSEIQRSKDAILAYRMATVLSAQGHEDIALEKFREAVG
YLQKYEQENLTENHFLRIRIPRQLGIAIWEEAERFRLKGEAIGATDFLVSRRRNLYLEAIEVTHPLLDNDIGLDPDSIEL
EPEGLNREMLMTANNVLDYSLCYLRSGGSISTLEKHGLGLSKLKRFVDALEGPEGIESVRVPVWADTLRAAKMELLDDIE
GACVAARRVQEMLTKNREKWVIEYDERIVDEMLEDAKKTLDKAH
>MCE8469230.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB21
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGETPGG
>MCE8469231.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB21
MSPLSRLIALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPER
>MCE8469232.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB21
MPPGMNGASETSESVKASPAASSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVARN
RAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MCE8469233.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB21
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MCE8469234.1 ribulose 1,5-bisphosphate carboxylase, partial [Rhodovulum sulfidophilum]AB21
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESS
>MCE8469235.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB21
MRRQTAMNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVL
HQLFAAGMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAG
GMIPKTETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MCE8469236.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MCE8469237.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB21
MTAFDELMSFQRETEALGQVAMRQGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLECDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAKPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MCE8469238.1 COX15/CtaA family protein, partial [Rhodovulum sulfidophilum]AB21
ARTRRAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MCE8469239.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETDGTTELEFRENATFEPHSHDHGQEHAEEDHDHEHAEAGHDHDHDHEHAEDHDHD
HEEHDHDHDHEGHHHHGHDPHAWLDPENAKAWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRGKH
FIVFHDAYHYFENRFDFPASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLG
ADLAIGADLYPHLLRNLSSSLTDCLE
>MCE8469240.1 hypothetical protein LZ189_09340, partial [Rhodovulum sulfidophilum]AB21
MPSRRPPAARWPGIRPQREANRPFAWRQSEAFHPASSDPSEASPKSRFCSPRLNLDQIEEGNDLTPPFDTDGLLPVITTD
ADSGKVLMMGAVTRSIETGRTHCWSRSRQCLCHGRTTSGLVQHIVETRIDDDQDADWLAAQPMEAPTAMSAIGRASIAAG
QWVAPACWPSPKARRSS
>MCE8469241.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MCE8469242.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MCE8469243.1 LysE family translocator [Rhodovulum sulfidophilum]AB21
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLA
>MCE8469244.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB21
SLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTQKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
AGAFRPASLAVFRKGLAGWTGV
>MCE8469245.1 DHA2 family efflux MFS transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MMSTRYLFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVG
PTVGGYLSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADET
VAAFVVVTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVS
GLAMFVSAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDK
MKGGSGLFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLR
QQATVMSFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>MCE8469246.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB21
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MCE8469247.1 LrgB family protein, partial [Rhodovulum sulfidophilum]AB21
LAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MCE8469248.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB21
MLGLLVIAFICDVFTGPAALSPGVVITGLLDSAGLPSSMHYILFNVRLPYAVMAILVGASLGLAGAEMQTVLNNPLASPF
TLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVLAQTQANGADSVVLFGIALVFAINSVVALLQF
LADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTALRAGEAQAESLGIDTKRLRLTVMLRASLLAA
VAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIASKMVIPGVIIPLGIVTSIVGVPLFLSLLIAR
ERHA
>MCE8469249.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTGLEIHNLSAGYKRRPVIENLSLSSVAPGSLVGLLGPNASGKSTLLRAIAGLGAGSGRVELNGVDLAASDHKTRVETIG
YLPQSLPPASPLLAYEAVLAACRAVRALDTPTAEQTVENAFAALGISHLALERMDRLSGGQRQMVGLAQVTVRNPKLLLL
DEPTSALDLKWQLAVINAVRDLLRETGAIAMIAIHDINLAIRSCDQLAVLSEGSLIAFGPPEEVISSPVISRAYGVPARI
EHCAAGIPLVLVDH
>MCE8469250.1 phenylalanine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB21
SYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGAPNAREGITVVIAHPGMYIPGI
DITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDPVIEIAITPNRPDALGIHGVAR
DLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQARACPVFYGRAIRGVKNGPSPQWLQQRLKAIGLRPISALVDITNY
FTYDMNRPLHVFDIAKLEGGLKVHAAAGGEEFLALDGKTYVTEPGMTVISDATGVESLGGVMGGETTGCTEETVDVFLEA
AYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASEMVVAGAVPDMARAYRLDTDRVESLV
GMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMPRPQPGVPTAILTPMQRRSSAA
RRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAARNQARGFADLALFEVGPAFQG
AEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAPDWWHPGRSGRVCL
>MCE8469251.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTAGLPGRARCLVAHPVNPPHLIPVVELCPAPWTAVE
ALDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGV
>MCE8469252.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGMETAEAASLSYGGQRLLDLGLA
LGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNEGHVLLDGTVEETRSDPRVQE
VYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNGAGKSTLLKALIGIAPVGSGE
IRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERIFSYFPRLKERIDTPADYLSG
GEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLALTLSDRTVALERGSIIHEGPS
AALATDIDLRRKVLWL
>MCE8469253.1 (2Fe-2S)-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGCEVATIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICQ
>MCE8469254.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB21
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEEGAE
APKGKGWLGRMMTRKAEAE
>MCE8469255.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MSPDPIRPTVPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MCE8469256.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB21
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHHYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MCE8469257.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB21
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQIR
>MCE8469258.1 serine/threonine-protein phosphatase, partial [Rhodovulum sulfidophilum]AB21
SLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTFFAGRDEF
PDDVSAVLFEFG
>MCE8469259.1 hypothetical protein LZ189_09435, partial [Rhodovulum sulfidophilum]AB21
LVEKVGAIAKAICRYDRILVQKLKGGPFRQDISAELQSEGIQAFSVSSVALSLCAEHDDKTLRDRLAIQLQAWLSPEQMP
DRDM
>MCE8469260.1 hypothetical protein LZ189_09440 [Rhodovulum sulfidophilum]AB21
MTTDKAMTPSEACDLLQRMFAVFMNPNTKQDDLAEFLTPDYVQRVDGKQLDYSEFLMHHQVLKGTILSGSVNFEHFVTDG
VSAATVHIAEAVKRNGERIRLRVIAYYQFCGNRISLVDELTQLLDGDQEDRDLGSRTVPA
>MCE8469261.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB21
MIDVLSALSQFTTCGNPVILAVRQEQAERRQTERHSHEQGQLLGSLQGVVSVGTDQGHWIVPPVNAVWLPPHAEHWLTSS
GAFRGWSVYVAKEACATLPNSVRVISHSGLLREAVARAATWKEPPSTQAQGHIAGVILDEIASTPEEPFSLPMPLDPRLQ
KIARALVDDPSERRPMKAWAAWAGVAPRTLSRRFVLETGLTFTVWRQRSLLLRSVEMLIEGRPVTTVAFDLGYETVSSFI
DLFREHFGMTPGRYLKRPSDSCP
>MCE8469262.1 LPS export ABC transporter periplasmic protein LptC, partial [Rhodovulum sulfidophilum]AB21
SEGLLREQRLGAPNYAGVTRDGTAISMRADTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQVAVLEGD
TRISTSTGYRIETDRLRSAFADTRVEADGPVDAEGPPGRIEAGSMTIGPDPEHEGRYLLVFKDGVRLVYEPRN
>MCE8469263.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB21
MVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSIDQGDGTAVFTGDVVVGQGQMRLAAGRMLV
VYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRGTGSMEGRVR
TVLTPSDKP
>MCE8469264.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MCE8469265.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MKLLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTR
>MCE8469266.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB21
MAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPGLAGARELFDLPVVGMAE
AALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDVQHSLREDLIRLCNRAVREDGADVVV
LGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPALTRQFACG
>MCE8469267.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DLIAAIESLAAERLAGRIGVEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVRARRGR
FMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MCE8469268.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
EIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDLS
DRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MCE8469269.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB21
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIMLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MCE8469270.1 hypothetical protein LZ189_09490 [Rhodovulum sulfidophilum]AB21
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MCE8469271.1 hypothetical protein LZ189_09495, partial [Rhodovulum sulfidophilum]AB21
MSHRTRIGGLCIDCRTEDPGPAQAFRSTASGREGALIEDVRSARPSGPPAAPQVILHAPRVQLDIEAECARLTGLGAVEV
TRVRDRGVRQAPSGHRFCPVLPER
>MCE8469272.1 chlorophyllide a reductase subunit Z, partial [Rhodovulum sulfidophilum]AB21
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANET
>MCE8469273.1 chlorophyllide a reductase subunit Y, partial [Rhodovulum sulfidophilum]AB21
HAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMFPADPIVIGQMLDPLGLACGPVVPAREWRELYAALD
CGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGDAFGLSADKVAKAQNMFLPTISEALAGAPVKGTITL
SGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKGVKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAK
ELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMKEFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDK
KRRAEKAQEMI
>MCE8469274.1 hypothetical protein LZ189_09510, partial [Rhodovulum sulfidophilum]AB21
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEE
>MCE8469275.1 hypothetical protein LZ189_09520 [Rhodovulum sulfidophilum]AB21
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPPR
>MCE8469276.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB21
AFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFLLGYSSRLAFGCNIGAFF
SGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MCE8469277.1 restriction endonuclease subunit S, partial [Rhodovulum sulfidophilum]AB21
MRLTELSDIHSGFTARGKLDPVPEGGVPALQLRDVGTTGEMARSDFQRYHLNKLSDRYFVR
>MCE8469278.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB21
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAEDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEAG
>MCE8469279.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB, partial [Rhodovulum sulfidophilum]AB21
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
F
>MCE8469280.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MRYKAKKRPSEISGSPRTKPAEVRLDELMSAAEKLFLSQGVEATTVNEIVESANVAKGTFYHYFSSKNEILEALAKRYTE
RFLESVQKAIDGCSPDDWEERLRVWVHANIETYVKTYRTHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGVWAPN
QPKIVALLIYSGVHGATDDIIASKTTDCTSFARNVSDACLHMLPRITEPTK
>MCE8469281.1 FUSC family protein, partial [Rhodovulum sulfidophilum]AB21
MLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNLVFSPLLLSAAI
GLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVFPWHIGPMLAKR
VEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIAVLPLLSEIEDL
LNTLERNGPEVSGPVALTGKVLQWLDKETSATRDETDALLFDIDAEQRRLDDQPHSWDGLLRQRLTGKLRDLVEVWADCQ
SLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACTIWIWTGWTYGAGLAQFGSVFCCVLATMDN
ATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIYMMTLGNQVSTD
FTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLGLIVPRLTLLPP
DAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLD
>MCE8469282.1 LysE/ArgO family amino acid transporter [Rhodovulum sulfidophilum]AB21
MLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAAFL
IVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFCFF
FALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MCE8469283.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB21
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MCE8469284.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
HDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAAKQITGTTISVDGGWTAL
>MCE8469285.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB21
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MCE8469286.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MCE8469287.1 nitroreductase [Rhodovulum sulfidophilum]AB21
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLAELVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSVGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MCE8469288.1 hypothetical protein LZ189_09600 [Rhodovulum sulfidophilum]AB21
MILSAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVA
>MCE8469289.1 (d)CMP kinase, partial [Rhodovulum sulfidophilum]AB21
ISGGAVLDGRDIGTVICPAAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDARDSARATAPLRPAEDAVI
LDTSRLSIEAAVGAAIETIRTRHPA
>MCE8469290.1 hypothetical protein LZ189_09610 [Rhodovulum sulfidophilum]AB21
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGELWPGDLDNHLRRDIGLPPLPEPRAEPPR
WM
>MCE8469291.1 S1 RNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNESDAVDGVVKNIT
>MCE8469292.1 C40 family peptidase, partial [Rhodovulum sulfidophilum]AB21
ILGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVPFRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGL
DCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAVDAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRM
PVGAD
>MCE8469293.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MCE8469294.1 cytochrome c, partial [Rhodovulum sulfidophilum]AB21
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCK
>MCE8469295.1 sodium:solute symporter, partial [Rhodovulum sulfidophilum]AB21
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAA
>MCE8469296.1 hypothetical protein LZ189_09640 [Rhodovulum sulfidophilum]AB21
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAGDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSREAP
>MCE8469297.1 response regulator [Rhodovulum sulfidophilum]AB21
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MCE8469298.1 DUF2083 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGTVDLPRLAPQPVGTS
CRICPRRDCVARREPSILADGF
>MCE8469299.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB21
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MCE8469300.1 M24 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
EATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLERAGIRRGARCGYP
VGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLYVKS
>MCE8469301.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB21
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFDPPWTTVNLG
RISGGQVHNVIPGKAEVDWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQSRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>MCE8469302.1 hypothetical protein LZ189_09670, partial [Rhodovulum sulfidophilum]AB21
SGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQITYLAPQGGGFVALSEIRAIEMVFDEAGARGW
RLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGPVTVWSRIVRPALT
>MCE8469303.1 glutamate--cysteine ligase, partial [Rhodovulum sulfidophilum]AB21
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETVKTPADELLEHYHGDWNGDLSRIYADFR
>MCE8469304.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MCE8469305.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB21
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MCE8469306.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB21
GFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRSLEDYLAIAASDDRVATGRAMLARHARRFSGI
EARYGVAAPVVAAIWGLESRYGARRGDIQVVSALATLAYDGRRGRFFEGQLIAALKILDRGDITPARMTGSWAGAMGHTQ
FIPTSYLAYAVDFDGDGRRDIWSEDPTDALASTAAYLQRSGWQPGQPWGMEVRLPDTLDLARTGRKRRQDAADWSALGVT
RADGRPLPRAGATAILAPAGRQGPAFALFSNFEVILRYNNAVNYGIGIGHLSDRLAGGPPLSKAFPPDAAGMTLDDRKAL
QRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRLGRT
>MCE8469307.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB21
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGRDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKERKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKTPQKRRTRQRSAGRSDRLA
A
>MCE8469308.1 cold shock domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MANGTVKFFNTQKGFGFIETETGGKD
>MCE8469309.1 hypothetical protein LZ189_09705, partial [Rhodovulum sulfidophilum]AB21
ADSALDDPRDKRDPDGCHKQIYIYTKYHVRLPAPAIYRTGSRCSRKNMTVTILQKQQIN
>MCE8469310.1 acyl-CoA/acyl-ACP dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGRFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDAPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILC
>MCE8469311.1 sulfite exporter TauE/SafE family protein, partial [Rhodovulum sulfidophilum]AB21
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLA
>MCE8469312.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHGLSAITF
RGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPTGARFEAITLPFAETLRPVPGLGPIYAELISGHTLLVYVALAL
VPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGYIALAAL
IFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKERKI
>MCE8469313.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARSIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPV
>MCE8469314.1 dihydroxy-acid dehydratase, partial [Rhodovulum sulfidophilum]AB21
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARSLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSG
>MCE8469315.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
RNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEAADAYGMAGWTRFRRIVWPTMLRL
AWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFYFILVTLAIVGLFGLINRRLNRHL
PAENRPRLRVRPQVIR
>MCE8469316.1 glutamine synthetase family protein, partial [Rhodovulum sulfidophilum]AB21
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYL
>MCE8469317.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB21
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWVRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVSMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRALGG
>MCE8469318.1 LptF/LptG family permease, partial [Rhodovulum sulfidophilum]AB21
MTLHFYIARKFTLYLLGIIGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSISGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDK
>MCE8469319.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB21
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAITLLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>MCE8469320.1 COQ9 family protein, partial [Rhodovulum sulfidophilum]AB21
IYAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLSEMRFRDRVALAVRYR
LDAVDDKEAVRRGATLFALPLHAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATVLYWLGDESPDHAETS
AFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MCE8469321.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB21
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDQVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MCE8469322.1 tyrosine recombinase, partial [Rhodovulum sulfidophilum]AB21
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKHFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALSAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLR
>MCE8469323.1 hypothetical protein LZ189_09775, partial [Rhodovulum sulfidophilum]AB21
TFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPALAEESEALRLPTRPSPLIFRMREAIGEPLSTTTL
PVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAASGGLWDRVAALQAFDLAILSGEPEAVTETLAPA
WKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEALAQGREPQTNEEAFLIGIARGGDLQGVPPLGSLA
AALRDGFDRPGLGTGPSRLIEEGRLGEAVLAAIDLLTDGAQGDILDVTRGLGLLRRLGLEDAARKSALQLMLLERRG
>MCE8469324.1 carbamoyl phosphate synthase small subunit, partial [Rhodovulum sulfidophilum]AB21
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEID
>MCE8469325.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB21
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MCE8469326.1 hypothetical protein LZ189_09790 [Rhodovulum sulfidophilum]AB21
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTPAEGGRRSLLIEETGALKDISARAFRS
>MCE8469327.1 lipoyl(octanoyl) transferase LipB, partial [Rhodovulum sulfidophilum]AB21
SEDLTDPGRFPVYETRRGGQFTYHGPGQRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRP
DLPPGPSGAPREDKIAAIGVRLRRWVSFHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDR
VFGPLPPEAS
>MCE8469328.1 glycoside hydrolase family 3 C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
APGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLETYLPPFADGVAAGAASVMAAFNAVNKLPMHAHGPLIEGWLRGRT
GFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAEAGLEAPEAGLALSAERVRALIDRACA
RVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGPLADDRANMLGTWSVS
GRAEDVTPLLEAVGALAGPPPSHAAGCNLVEEDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAKAADVVLVALGEAKEH
AGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEGVADLVFGRAEPSGRL
PVTLPAAPGQTPLCHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSATEARPGERVSLSVTL
TNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLEAAEWVRDPGRILLHVG
PNSRDTLSETLTWLA
>MCE8469329.1 right-handed parallel beta-helix repeat-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTTGRVTTLTLPDAEDAVSVEIVAGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLNAVPGEQG
GGWGAGDFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGS
AIWRSLTGPEPSSHWLLLERGYSYGDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSD
GMALDNVSNMLLSNLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSASERVLIENTLFDHN
GWEDGYDYARSVEQGQPPSMYSHNIYFSAANNDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASG
NYSLMLGNLVTSAGYKRVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYN
WTGSKSAAKSGETEANIEGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFLD
>MCE8469330.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB21
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MCE8469331.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB21
LPQGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARAADHLQ
GAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGGHTLEDFAATACDYGSPVSGSY
KGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGTAAKLA
ALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNEAAGGK
RPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRAALAAK
GHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MCE8469332.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETEQGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MCE8469333.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB21
MPITTCIFDAYGTLFDVSAAARRAATEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLGDAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MCE8469334.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB21
MTRFAADDGRMLAYDDRGSGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALR
>MCE8469335.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRIIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVTICLGASGALAGLAGLFEE
>MCE8469336.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATPARAGGTPGAAVL
EVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGALGPSLRRRIAVLA
APEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSGGNLQKFVIGREV
LQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRPARGLSLEEIGLM
MGGAHGMEVAHVAE
>MCE8469337.1 AMP-binding protein [Rhodovulum sulfidophilum]AB21
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MCE8469338.1 hypothetical protein LZ189_09850, partial [Rhodovulum sulfidophilum]AB21
MGGDAFFVASRLGWALLRPDTLILVSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTP
>MCE8469339.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB21
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MCE8469340.1 carbamoyl-phosphate synthase large subunit, partial [Rhodovulum sulfidophilum]AB21
LMAIGRTIHESLQKALASLETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLA
RIREIVETEAEIRKAGLPVTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYS
TYESPAMNETECEARPSARKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEP
LTFEHVMEILRVEKMAGTLHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAA
SAEAAMKAAEEIGYPLVIRPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVA
GIMEHIEEAGVHSGDSACCLPPHSLPEEIVVELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKA
TDSAIASIAARLMAGEKLSAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTG
EVMGWDRSFPRAFLKAQLGAGTDLPREGQVFLSIKEADKTPALVETAK
>MCE8469341.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SRHAATDSPVRAVHKTALDTSFVSFAPLDPQFGIWPIRTIPQPLEQAIWPDGETTGRKLFALLDASKFADLPLLLAGEGL
PHRCLFRGDASQVWGGVAPWLVELTRGSGLLRNLMTRSDRPQHLWDARPGIFICGDLDLEALWRHLRRFTQMPGPDGGRI
FFRFWDPKILPLLLQGIDSDQQWLRAFGTVGEVPLTFVTP
>MCE8469342.1 hypothetical protein LZ189_09870 [Rhodovulum sulfidophilum]AB21
MVELLREQRWSEFQIRLCQQLHKQHPQAIEPLSEDELREFSNQGYARGFRIEKANFNYVLAAALCLRSGRDLLRITHSIP
DWGQLTELDRSYALVAACKVEMEAS
>MCE8469343.1 hypothetical protein LZ189_09875 [Rhodovulum sulfidophilum]AB21
MTDPAPLSETRAADELTSACDEDIRPIFPVRHALTEEALFNIARDGTSPGEPGAIGAQGSYELRRLRQGYVYIYARNGHP
DRLSSDSKGT
>MCE8469344.1 hypothetical protein LZ189_09880, partial [Rhodovulum sulfidophilum]AB21
MTWIDGGVGGRWEVTDRRRYPYAFVNKQVSEIEIAYSEERWPGHLLLMAELDAGLRARLMTKVNIVTETTKQSAPLSRLG
EHVAEFMPEAEANPEGNAIRYTAFQPEAVSAVVQCANSRENGRLVAVKDHLGELLDIQAAHLAKSESLKTF
>MCE8469345.1 TetR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHAKSRADIVSAAADLALSELDWYR
PEDGWHEVLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMER
>MCE8469346.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
LIRAFNRVAAGQESFRRAIDDFRDISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAP
ITALLGVMELVRMADASLTRMDRILTAPPLPAPAREAHPEGFELRFEKVSFGYHPDRPVLHGIDFKVPERSMTAIVGPSG
SGKSTILNLIPRFWDAGAGRVSIGGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEQAARAAQAH
AFIAALPEGYETQVGEGGAALSGGERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLS
TIRSADQILVLENGRIAERGRHDELLASDGLYARLWSHRAQAAGWQIAG
>MCE8469347.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
FITPPLGLNLFVVSGLTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MCE8469348.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB21
MTVSYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYDGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVDAENAAAAWRDYAEVILCDSREEIAATSDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFQDRSFDLGADPAAVQGSAKVSA
>MCE8469349.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MIAATPLEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVT
>MCE8469350.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB21
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVIHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFDSHDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGVDAR
AYGT
>MCE8469351.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
FRLSPDGRLLFGGGESYGYRFPEDIRALVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHG
VAMATLAGRVLAEAAQGDSTDFETFARIPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MCE8469352.1 peptidase, partial [Rhodovulum sulfidophilum]AB21
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNP
>MCE8469353.1 hypothetical protein LZ189_09925 [Rhodovulum sulfidophilum]AB21
MNADPNRRGSAAVGFLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>MCE8469354.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase, partial [Rhodovulum sulfidophilum]AB21
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKG
>MCE8469355.1 acetyl-CoA carboxylase, carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB21
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MCE8469356.1 CPBP family intramembrane metalloprotease, partial [Rhodovulum sulfidophilum]AB21
ARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSEELLFRGYLQQQLAARFAWRAV
WIGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVSSLLFTSVKGTITGLALFVTPF
DVTDTATAPWAMALDLIAILLLWRLLRALI
>MCE8469357.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB21
MLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKSLLAVGRAPNLGIVTAYNDMLSAHQPF
ERYPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVPGLVIA
AASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGLHLPGA
SFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILDIEDFA
RLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWTEGAGESLND
KILRTVADPFQKTGGLRALDGNLGRGIIKISAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGPRANGM
PELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAANGGPLARLRDGDVIRLDAPAGRLEVLTEGALDRA
PVTPDLSANETGLGRELFAAFRANAKSAAKGAGIVV
>MCE8469358.1 proton-translocating transhydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
AFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILGALLQIG
SGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MCE8469359.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta, partial [Rhodovulum sulfidophilum]AB21
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
Q
>MCE8469360.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTEPLVETPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRL
PVALAALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPA
>MCE8469361.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPEDPFANVVGWGNNFRA
ADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPVLFVDFRTRMFE
NTTRSIQILGELLERQDRAARFLQFRQEQIDRVIQPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGELIRAAGGDNLG
AHFLHGSFGTLHPEQVIESDPYVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLRAVTAGRVHAIW
HPFYDNPYYFIALQRVAKWLHPEVFAELDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MCE8469362.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
SVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSSCTSQLYCFAGERRTVSASLSYRW
>MCE8469363.1 transposase, partial [Rhodovulum sulfidophilum]AB21
MSKPTPARYRGTNWSAHSAALRERGSLPIWPDKEMAWHAPHEGRSGGPPVLSNAAIRFCLSIRGPFKLSLEQTAGMAASP
LRLAGLDWPVPDCSTPSRRQTPLNARLPYRRSGGSLNL
>MCE8469364.1 hypothetical protein LZ189_09985 [Rhodovulum sulfidophilum]AB21
MAALCEAFLVLDPPFWLMILIMAIGVASLDAIRATMLASAVDHSERSEGTTLALAFVMMDEVGAFGAVLARMPVGVAWQI
MFALAATFALTAYVLSAKC
>MCE8469365.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB21
SFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSMRRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAI
SEAVEI
>MCE8469366.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB21
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALATDRFDLVALVHAESATGILNPLAEIAALTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPEGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTGQALAAAETAFREAAKA
>MCE8469367.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
TIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWGALRGRALRRARGAMQMVFQDPAAAFHPRATVAGALS
EPLRLHRIAPRPDWPEHVASLLSEVGLSPDLARRPVAALSGGQRQRVAIARAIAPRPKLVLLDEAVSALDASLRFHVLEL
LARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLATPRSEILRRLIAAVPEIPAEEALP
>MCE8469368.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB21
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MCE8469369.1 ribonuclease R, partial [Rhodovulum sulfidophilum]AB21
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGDSAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGAE
>MCE8469370.1 nitronate monooxygenase [Rhodovulum sulfidophilum]AB21
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDLEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVAALHEAGITLLATATNLEEARL
IAGAGLDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPTAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>MCE8469371.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTDAFAGNDADLRARLPDLSRTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRL
NHRMRSRSRELHATSSRLNAVVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGYPLEQTLALSAAVRRGGEATGR
IELPAQRKSGTGFPAEISFGRAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLL
GTMELLQRSPLDDAQRQYLDIMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLAL
EIDAGLGAGRGMVRGDAQRLRQIVINLISNAVKFTRGGRVTVSAMRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADA
TYRREEGGTGLGLAIVARQVGLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEAAAPHPAAPCPARPLDVLVVEDNRVNR
FIARRLLEGLGHRVTEAVDGLDGVETAAARQFDVILMDISMPRLDGVEAARRIRAAEGPPPRIVAMTAHALPEDLARFHA
AGMEDVALKPVSRGRLSEILGEVPGAATQYKTAPAAMVPE
>MCE8469372.1 shikimate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
VTIPHKETILSLADSVSDRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAA
LSEQGVREIRVSNRTRSRAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVY
VPLETAFLREARARGCVAVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MCE8469373.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB21
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MCE8469374.1 DNA polymerase III subunit epsilon, partial [Rhodovulum sulfidophilum]AB21
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLAR
>MCE8469375.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
QTVKNVYLWQGRSWPRKALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLL
PNPKDRDPNHLSPTLLRRADQVEEGAATILADGRSDCFDH
>MCE8469376.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB21
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MCE8469377.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase, partial [Rhodovulum sulfidophilum]AB21
VRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRVLISGVALGQ
FVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGQLKGRQTPIKAA
LLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIATLVPAIRTVLSEAIEAGGSSLRDYRQADGELGYFQHNFRAY
GREGAPCPSSGCIGRIHRVVQSGRSTFYCPQCQR
>MCE8469378.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB21
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MCE8469379.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB21
MIRRLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MCE8469380.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase, partial [Rhodovulum sulfidophilum]AB21
ILAAGVIAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVE
AFHTGNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDCVVAAYE
AAGVTAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDP
VALSDQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MCE8469381.1 UDP-N-acetylmuramate--L-alanine ligase, partial [Rhodovulum sulfidophilum]AB21
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGNAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAAL
>MCE8469382.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
RIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKAKAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSG
RVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTMKMLTGLLDPSEGEAELFGRKLRASDIESRMRIGY
MSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDRLADRLPWDLPLGQRQRLQLAVATLHAPQVLILDE
PTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISLMHAGRVLDVGTPAEIVARRGAASLEEAFISCLEA
ELTPDQTAPAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPIRVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQ
DRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEIPDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSY
TLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVILMLIPAIMSAISVVREKETGTIANFRSTPVTRIE
FLLGKQLPYLAIAWASFWMLY
>MCE8469383.1 mannonate dehydratase, partial [Rhodovulum sulfidophilum]AB21
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDQ
>MCE8469384.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MCE8469385.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMR
>MCE8469386.1 Fic family protein, partial [Rhodovulum sulfidophilum]AB21
MEIQLATPRALDVEPHLHLFGTKAIQTVTAQVLDEFGLVRLAGLAAFMDHFDKRFQIGARSSSGRIIVIASAHHRLNYIH
PFPDGNGRVSRLMSHAMALTAGIGGQGLWSVSRGLARGMTDRGEYKRM
>MCE8469387.1 hypothetical protein LZ189_10105 [Rhodovulum sulfidophilum]AB21
MGLLGEDAAVLCVLITDAKVADPEVTILSAGGYLRGMVRAHRTGSLNIMGSLIGLNERSRRRK
>MCE8469388.1 hypothetical protein LZ189_10110 [Rhodovulum sulfidophilum]AB21
MRELLPTEAGKADQGDDGFRPPSVEMKDTGELFFDYRPNAGGTGDTGAARNSSTGR
>MCE8469389.1 hypothetical protein LZ189_10120, partial [Rhodovulum sulfidophilum]AB21
LVRAAKIGAVVDRAEGKLRDQRIPRQIGVVAQSKKSAAAAACTTGFLPAKQRKVLPRKPHGDVRSFDCATKPGEVEG
>MCE8469390.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNEAARAYLDFLKSPE
ALAIIGKYGYGTED
>MCE8469391.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB21
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFAGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MCE8469392.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRP
>MCE8469393.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LTLHDALPILGGIRPATGHIRIDGKEIDLSGPRGDARARRAVGIAHVPEDRQREGLIMPFHAWENSVFGYHTDPALRTRL
RLMDNARIRDRAGAQMARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRD
AGKAVLLVSVELDEILNLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>MCE8469394.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPTGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRIPLERLFVALRKGSA
>MCE8469395.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGL
>MCE8469396.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
ARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRWYNRTTEAALRLINEAGGINGRPVELVTED
DGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVSEGHHVASGALNRWTLQPGITDVKSQVLAM
APFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSETSFTKYFPKIPRETEVIYHVMVGPSVLTFV
KEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPGQTDFDRHYRAAIGIDENGALAADPRDVSAY
AHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGAKIFNGKTHQVFGPQYISKVENGRLTVLEE
TSIEAGFYPDEVDYTTQPL
>MCE8469397.1 GTPase ObgE, partial [Rhodovulum sulfidophilum]AB21
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPK
>MCE8469398.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MRGAADGFRIETPRLVLRAFRPADLDALLRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>MCE8469399.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MCE8469400.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB21
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNLVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIHLPQTAEAQSRVRR
VEVQGA
>MCE8469401.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB21
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MCE8469402.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB21
MLYPSAFAADPFALMRQMGRDLDRALGPRPGAGTAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>MCE8469403.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLD
>MCE8469404.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB21
MSLLVFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFIHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAVKA
>MCE8469405.1 GDP-mannose 4,6-dehydratase, partial [Rhodovulum sulfidophilum]AB21
GSLGPEGKFTETTPYDPRSPYSASKASSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGKSIPVYGA
GENVRDWLYVEDHAAALLLVMQKGRVGRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAI
DPSRIREELGWRPSVTLEEGLRRTVRWYLDNEAWWRPLLERDGVGRRLGA
>MCE8469406.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIQNYVFTPVASNAIECWPLSLT
>MCE8469407.1 methionine adenosyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGQLPWLRP
DGKAQVTFEISADGRPAVLRSLVLSAQHDPKIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAF
>MCE8469408.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB21
MWLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTNPGFVDRSKCVECGTCTTVCPTQA
LSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGWNTAMETTGYTTREIVRDVIPHVD
HVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEAVARFAKLMRGVDTVHLLPYHTYG
ENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MCE8469409.1 Mu transposase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SHDPRQPKLASVFRLATKVFHRSPREMAQEINFPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEK
FEWDQCLLSIFTSGDGVVRAEVINPKEAPQELADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTK
EKVRYGCKQDPAPPVRLGLALADNGTATRNAEVYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSR
PGELTGYDPKASAELSHDQLYGTITRYFVDEYPFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQAT
TTSEGVRAFNIPFNSTALQNLAAGTEKEVTVHLDPDDLREVYVTAEGVKEVAKTRLSMTIFKDQSLEEAIEIMENATASN
PSLRVLHEENLSEAMQRRATESGFFPDSRDPLSYQKIEQLRRRADKLHQVEARPPAYIGATAAPGQLMSRGRTSGVVPAR
PAGAAPFKPPSPSTPPRASAPPPQSAGPTDVAPEKGSTSAPGPDDIKTMTFGPIKDSKL
>MCE8469410.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPVPPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITD
MMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGARFEDILRQGLANGQYPEAVGREEDWLTERLVNHQ
KASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALEQARVAAEAANRAKSAFLANMSHELRTPMNGVVGM
AEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLTLNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDY
DIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDASGRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQ
ENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPVCEEADALPAAPATRARRVLVVDDQEVNRTILERQ
LGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALRDGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQ
KPLLRRALYEAVAQLAPPAAGQPARLPAAPAPD
>MCE8469411.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB21
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFLMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGVAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MCE8469412.1 hypothetical protein LZ189_10235 [Rhodovulum sulfidophilum]AB21
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANARVAKIV
ASLAAESDNGYVAAHGHRDNGPAAQTITNPRVAAIAAYNAANAD
>MCE8469413.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLTEAG
PQADTEFTEPTQA
>MCE8469414.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB21
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYPAGPLTAKVREIYWDWAHSAA
>MCE8469415.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB21
KGLGNMIRAAAAEADIEKSAHGLRKTRGVALAEAGASAHQIMSWLGHQTLKEAEYYTRQASRRRAVMGEEQEQNVATHAA
QVATFPKKS
>MCE8469416.1 HAMP domain-containing histidine kinase, partial [Rhodovulum sulfidophilum]AB21
SFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRRDQARELALSSPIPEPVYRSFDLRDASVLALIPDAL
IRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRRAMIDYGLRILVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIK
LYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDRLAQLGAAVAKISHDLRNILTTAQLFADRMEASDDP
AVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIVNEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQL
MRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPGLPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRG
HGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MCE8469417.1 alkaline phosphatase, partial [Rhodovulum sulfidophilum]AB21
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAEAFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDVRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALE
>MCE8469418.1 oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGR
>MCE8469419.1 DinB family protein [Rhodovulum sulfidophilum]AB21
MGQAVVTVGWCRLMARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSA
GFVADWSEYRSKRQITDARISRWSQGLSEADLAEDLSWYSVAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLT
APTDLFLMPDLVG
>MCE8469420.1 polyribonucleotide nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB21
VNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGEYVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYEL
TEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFTPPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEI
KASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRIDGRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTG
DDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPGRREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSS
MATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFAVLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAI
MEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIETMTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIAS
ANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGAFVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGF
DDRGKVRLSMKSIDQATGEEAPKEKEAEE
>MCE8469421.1 hypothetical protein LZ189_10285, partial [Rhodovulum sulfidophilum]AB21
MTRRLGLLALCATLIASPAMSQTLSQANAQMLREMQSARGVSTAAIARIEAIFARSTVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERIC
>MCE8469422.1 hypothetical protein LZ189_10290, partial [Rhodovulum sulfidophilum]AB21
RQPETYHLENPAPLTRDVSLSDDPAPALLLTEGQAQIKCRPWAVATPELSDAKASGLPFAPLCDARLYLRNPVSGARTNL
ERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQVLAGADPGAVDRLLGRAALRDFPVMYTTMTFDLVGATPKRMEMGA
WYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEHPRLDWSSRPSGPGRNWS
LPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGTVLSSLQPDLSTLYVLDD
GTIGMKTWTEADNALLPQIRFARQNGVPIIERDATTGRGVVGPLVRQWGAGNWSGSANADLRTLRAGACMKTAAGRTFLI
YGWFSTATPSAMARTFQSYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEKSRDGRPIPRFIGFPDNR
DFFYLMRKEPPR
>MCE8469423.1 phosphate-starvation-inducible PsiE family protein, partial [Rhodovulum sulfidophilum]AB21
MISEDHRNPESFHSLDKASLEDIHPSDRSGNADISPPEGESGFGETLLARGLFHVIERLLLVIIVAMTLTAVSFELLAIY
RLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQG
>MCE8469424.1 hypothetical protein LZ189_10300 [Rhodovulum sulfidophilum]AB21
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MCE8469425.1 hypothetical protein LZ189_10305 [Rhodovulum sulfidophilum]AB21
MPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEALNRDQAATEDRKNSSDAALSPQEDS
K
>MCE8469426.1 hypothetical protein LZ189_10310, partial [Rhodovulum sulfidophilum]AB21
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASAVADGRPGTNGAIW
>MCE8469427.1 segregation/condensation protein A, partial [Rhodovulum sulfidophilum]AB21
LKVDLRKISVLHLAEQYLAFVETAKSLRIELAADYLVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMR
GVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTATLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYA
GDWIDLSSWLPEGWQADPARRRSATAAHFAASLELVKQGQLELRQAETFAPIQIRRKPH
>MCE8469428.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB21
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAGRALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MCE8469429.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
ETRPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFLCLGVYSVRGLTFDIAAVAAIGLAGYLLAL
ARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVGLLALALWQAWRRRAAARTG
>MCE8469430.1 MG2 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LPARAAELDFLRDRDLAEARAQAEKLPQDHPVDGATLDELRRAAASARAANRPAEARRLLGAAVALSDDAAAWTDYAAAT
AALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALDVMATALEDLGRGRDMIPALRLAQTLAPRDGLQARLEDAIG
KYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDPGLAVTVEDRRLCVEGLSHGESYRLTLRSGLPAASGE
TLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSGRLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEDVS
TDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQQAGVYALSAAIPGKDPYERPAATQWFVLSDLGLASMSGTDGLHVF
VRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTRGRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGV
EGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTA
PRGTWTLDLYADPEAPALASAKVLVED
>MCE8469431.1 propionate-CoA ligase PrpE, partial [Rhodovulum sulfidophilum]AB21
TCWNAVDRHVEQGRGEQVAIIYDSPITHTKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARL
GAVHSVVFGGFAAHELAVRIDDAKPKCIMAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVN
WHGFQYGVQPAECVPVEGNHPAYILYTSGTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYIC
YAPLIHGNTTIVFEGKPVGTPDAGVFWRVISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDT
IKWAQRMLGVPVIDHWWQTETGWAIAGNPLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTL
PTLWNAHERFEKSYLAHFPGYYETGDAGYKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADEL
KGQLPMGFLCLNAGCSRDHGEIVRECVRLVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDP
>MCE8469432.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MCE8469433.1 DUF6477 family protein [Rhodovulum sulfidophilum]AB21
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MCE8469434.1 cell division protein FtsZ [Rhodovulum sulfidophilum]AB21
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQAQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERA
ETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGS
LINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>MCE8469435.1 EamA family transporter [Rhodovulum sulfidophilum]AB21
MRALLALSCVTMMQTLAMAAWMVWREPGELARVARKWRAVLPVGATGMLGSAGWFTAFALQNAAYVRSLGQIELIFSILA
SVLVFHEKLRAAEILGMALLLASILMLVLLI
>MCE8469436.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB21
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>MCE8469437.1 NAD(P)H-binding protein, partial [Rhodovulum sulfidophilum]AB21
GERFDALVSCLASRTGTPRDAWAIDHEAHSHALAAARSAGAEQAVLLSAICVQKPLLAFQQAKLAFEAELMASGLTWSIV
RPTAFFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRL
LGRPPKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARL
VSGAERAELGAHAAF
>MCE8469438.1 potassium transporter TrkH, partial [Rhodovulum sulfidophilum]AB21
LKVGGMQLFRTESSDKGEKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFA
SPFLQWTCTLFMVLGSVPFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTT
GYATTDYTTWGPVAVTAFVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIG
FFSIYALSFAVIASLLTLVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLL
TPRFWRSLE
>MCE8469439.1 aldo/keto reductase, partial [Rhodovulum sulfidophilum]AB21
ILKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRASFDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVV
TSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTRLPAEYPGWMLERQGEYRNQS
>MCE8469440.1 alanine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQ
>MCE8469441.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB21
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTERLSPIL
TEIQTGTAPDA
>MCE8469442.1 phosphotransferase [Rhodovulum sulfidophilum]AB21
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPDGLAPYGPAEMAELGCLPFRWYLPGQGLSAPEE
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGIARVGLLDFQDARIGHPAYDLVSLLQDARRDVSLEVGDRM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMTDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>MCE8469443.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETD
ALLR
>MCE8469444.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent, partial [Rhodovulum sulfidophilum]AB21
PVFAYSYKRKVLQRDGSRTEEEVVDYAVQLWRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDI
AFDAFKDVYMQAYETGCKGCTTYRPNDVTGSVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAI
YITINDIVIAGRRRPFEVFINSKNMEHFAWTVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIG
GVIERHLVTIGFIEAEGKGLKIDPKYEEMAVGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>MCE8469445.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISAWNAVLVAHDMLRAVVGPDGRQRVLPMAETGPYRIRREDLTDLSEPDRQATLQEIRQSLSHKVTDASCWPLFEIRATE
IGPGLTRLHFSLDNIVADGRSIGLVLQQWMEAYGQAEPHVEAPAIGFRDYMIALSELRCGPDHAAARDYWQGRLDDLPPA
PALPLDARTEPGPFRRLSLSLPSEDWARLRGLAAETAGLTPSGLLLACYAEALSRYSGQSRLTVNVPTFNRQPLHPDINE
VVGEFTSMILLGLDLEGPAFADRARAVQERLFEDQRHDGYSGIQVMRDRARRAGDPAAARMPVVFTSTFGLTASLDGTYS
GGADRIAALGTEVFTISQTPQVLLDCHVHDRDGRLNVHWDYRSGRLPAAVVEPMFEAFSALIWRLAEGPGAWAEADPMPL
PAGQAALWQAFNRTAAPALLPPPEETLTSGFLRSLADRPEALALAAGGQRLDYAGLAARAGQWLAALKGVGAGPGTRVAI
SLPKGAEQIAACLAVVLSGAAYVPVSPGQPALRRQAILEHAAPAAVIADDGGTGQNRGGHGGCGGEGRAEVPVLTPAEAA
AHAPAPLTDSARAEDLAYIVFTSEIG
>MCE8469446.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MFLLEGKVAVVTGASSGIGRAVARMFAEHGAAVVLVARRQARLDEVVDEIRSKGGRAYASAGDIGLPETHERAVADAIRE
FGGLDIAINNAGTVGPAKPLAEIAPEDWQHTLTINLTAAYLGARSQIPAMLERGGGSIVFTSSFVGTSVGLPGMAAYGAS
KAGLMGLVKGITADYAARGIRANALLPGGTDTEMAGDQSQKDWAAGLHAMKRIAQPEELASVALFLASPMASFVTGSALF
ADGGNSALK
>MCE8469447.1 2OG-Fe(II) oxygenase [Rhodovulum sulfidophilum]AB21
MSGKDYIPKPSAVTSARNRLDKYDWETLAGEMNGYGCAVLPGILTQKECADLAALYPREDHFRSHIHMARHGFGKGEYRY
YKYPLPDLIGGLRTALYPHLADIANGWNERLGGDQLYPKEHADFLRQCHEAGQVRPTPLLLQYVPGDFNCLHQDLYGDLA
FPIQVAFLLSEPGRDFTGGEFVLTEQRPRMQSRAEVVAMRQGDAVAFAVHNRPVRGTKGDYRVTLRHGVSRVRSGMRHTV
GIIFHDAR
>MCE8469448.1 hypothetical protein LZ189_10425, partial [Rhodovulum sulfidophilum]AB21
GTVEIGANGRLQAERIGNAGRLNLGAGAALEGTGNTLENTGTITVGNGGSVTDAGAIENRETGLIEFTGGGTIASDSDQS
GDEPIRNAGRIVTTDGGDDTITLGGSNPNVLENLASGSLEIGDSDSVIGSATTLDNAGSVTIGSGSTLELAALATEAGGS
LTNDGMLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGALSSSGSIGGKLD
VSEGEARIDGSVSGAVDVSGGSLEAGEDSALKSGLDVSGGSAETAGTVSGGVSVTGGRYDNSGSVSDGLDLADGTVGNTG
TIGGAVTVGGGTLTNGGTLSDDVSVSGGVLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEG
DTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDGGGFTNNGSITAEDGSLTVAADTITISDGASMKGDIDFV
GAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENDGRLELGADLSFTGVGEVSNSGTVEIGANGRLQAERIG
NAGRLNLGAGAALEGTGNTLENTGT
>MCE8469449.1 hypothetical protein LZ189_10430 [Rhodovulum sulfidophilum]AB21
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALG
>MCE8469450.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB21
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYAKENPKVVTMATGNFGGD
DHLAGLQLEKLTGAQFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLAAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MCE8469451.1 RraA family protein, partial [Rhodovulum sulfidophilum]AB21
SNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVVHHGDIII
GDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MCE8469452.1 ParB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
AGHLLRDRMHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSALAAETGEPRFGKVLCLLRSPEGAA
EAYLAMVEENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKL
GLAIVAGLKADPKLADRLGATLAKAQPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELA
EALEAFLAARDPLE
>MCE8469453.1 polyprenol monophosphomannose synthase, partial [Rhodovulum sulfidophilum]AB21
MSIGEDLAQIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLMLEVLFMDDDSRDGSVEAVAASGFDWVRIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSAVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHL
>MCE8469454.1 DUF4174 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLV
>MCE8469455.1 methylmalonyl-CoA mutase family protein, partial [Rhodovulum sulfidophilum]AB21
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIED
>MCE8469456.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHSARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWL
>MCE8469457.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB21
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MCE8469458.1 hypothetical protein LZ189_10475 [Rhodovulum sulfidophilum]AB21
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MCE8469459.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
VAEDMAGEDLAGEAGTEGGEPGEGEEPLDIDALRAEMHERLATLEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVR
DELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEKPIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITIN
MSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLLDEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTL
ILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPALLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAH
GAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSREVLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MCE8469460.1 hypothetical protein LZ189_10485, partial [Rhodovulum sulfidophilum]AB21
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGR
>MCE8469461.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB21
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRQVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MCE8469462.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB21
AAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQNVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEG
QVLLILS
>MCE8469463.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB21
MKILTLPRPMLRRTMLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVT
GAQSGIGTLRLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAARSA
PGTLKIANVGTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEER
DPKFPDVPTFRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQEAAEKSAMGAHWMDAEATAAYVKAAQA
KAFALIDELVAEGVLQK
>MCE8469464.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
TPMPEGTISPVKLTRALDALLPPGAIVTAEPGVAAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVIS
LTGDGSLAFVLGDFETVRRSGKNITVILTRNDTYGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEI
EPALRAAIAHEGASFIEIRVPSQDRIVPFVPSWVRAARKKKLPYFT
>MCE8469465.1 peptide-methionine (S)-S-oxide reductase MsrA, partial [Rhodovulum sulfidophilum]AB21
MAEGAKAKAAETETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVADPSYRQVARGGTGHVEAVEITYDPAVISYEKL
VSLFFRSVDPTDAGGKFCDRGKTYTTAILVSDPAERRV
>MCE8469466.1 argininosuccinate synthase, partial [Rhodovulum sulfidophilum]AB21
SCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFPMFRANAVYEGLYLLGTSIARPLISKRLIEIAE
ATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTKLLDFAEQNQIPIAKDKRGEAPFSVDANLLHTS
SEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAINGEAMSPATVLTKLNELGGKHGIGRLDLVEGRFV
GMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIYNGFWFSPEREMLQALIDKSQEHVSGTVRLKLY
KGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRLLAMRNRKLKG
>MCE8469467.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB21
MIRYALTCADGHRFESWFQSASAFDTLLKSGHLSCSLCGSRDVSKALMAPSVATDRPEGSGAPAPDEGSENAAAPAGRPL
STPADPAEQALTALRKRIEENSEHVGLRFAQEAQ
>MCE8469468.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB21
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MCE8469469.1 RNA 2',3'-cyclic phosphodiesterase, partial [Rhodovulum sulfidophilum]AB21
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFIGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQARLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGP
>MCE8469470.1 chemotaxis protein, partial [Rhodovulum sulfidophilum]AB21
SSVILLCPEAPKLNIRILATDIDPFVLRRAEAAVYSDEEAKIPPGVWADQVFEKTGGKRSEFRVRSDVHSLVSFRRLNIN
GPWPMSGLFDVIMCRNMAIYFDSQTQQTLWRRLAEQLVPCGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MCE8469471.1 response regulator [Rhodovulum sulfidophilum]AB21
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MCE8469472.1 hypothetical protein LZ189_10545 [Rhodovulum sulfidophilum]AB21
MTRHDLQLVNDGPRLPEIMDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGARELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRTVMGGAEIRDAPHSGGDIDVF
>MCE8469473.1 TIGR00366 family protein, partial [Rhodovulum sulfidophilum]AB21
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGY
>MCE8469474.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB21
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGS
>MCE8469475.1 siderophore-interacting protein, partial [Rhodovulum sulfidophilum]AB21
FASAGLHFRLLLPPLDRDPIWPQIGKTARVDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVG
IMGPGGGWVPEGDPVLLFGDETALPAILRILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVW
VAAGERIAREARRHLTERGLPRDRFSAIAYWR
>MCE8469476.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB21
MKAVSVVLRAAVALWFGLGPGSAGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVHTARAGAIRAGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLTPADTAIGGAVRPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MCE8469477.1 sulfite exporter TauE/SafE family protein, partial [Rhodovulum sulfidophilum]AB21
LPVVGFLSVLMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIA
MTLITTPLGVRLAHAMDPKPLKRVFAVFLILVAGNMLRKGAGL
>MCE8469478.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB21
MNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMCEQGRITALGWRSRACTLGMASLGLVTEVA
VGQCRAEVAAAGAALWDLLQGQEQTFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MCE8469479.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB21
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MCE8469480.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB21
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MCE8469481.1 hypothetical protein LZ189_10595, partial [Rhodovulum sulfidophilum]AB21
SFLRADEERTQLQATLDRAVLAAASLDSRQDPEGLVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTG
IESLTSGASGVAREHVPDSEISLVLDISGSMAWDRRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFEYL
GGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMPDTVVKVDEFPDADTPGHISNDPDDFFAGMVELIRSAVPALAPATVI
GARVKGGIQTTQYYAVAANANGDAPDPDPLVSGDGQNGGKKNSEAKADYTLMWKDFDFQAVPIPRPGACLELGSDDFGQS
GLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDTAIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAF
RHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTDGQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQET
CRLARANGVMIFTIAYLAPDEARQQMQSCASTPLYFFDATPANIEEVFSAISGKINKLRLIH
>MCE8469482.1 hypothetical protein LZ189_10600, partial [Rhodovulum sulfidophilum]AB21
SCRVDGIMAKQAGFWSVDDRLAEISAGGETRLSMTIFKDQSLEEAIEIMESAMKSNPSLRVLHEENLSEATQRRTTESGF
LRDSRDPLSYRKIEQLRRRAEKLH
>MCE8469483.1 hypothetical protein LZ189_10610, partial [Rhodovulum sulfidophilum]AB21
EGAGSGPDIGLGEDGILPDMPEAEAAAEDDLAATDSSDIATLDETENESPDDTAEPAEASDETFGAALDRVMDRLDLIEF
MLGSPRDDLGDADPGESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEDDTDSSQAAIEA
IEERIEAIAERLGDVQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGQGEERQGNL
DAVLDRLNATQESIAAMVSQLLEGSSAAERRFGA
>MCE8469484.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KQRLASPARLVSLTGIEELKGVRTTDDGVLCIGAATPHAVVAAEAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPS
ACYPAAVLASDATIRTHTREITAGDYFDGMFATALEEGEIITEIRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRV
AVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDLHGGPDYRAHLVRVLTGRAVAGAS
>MCE8469485.1 phosphodiester glycosidase family protein, partial [Rhodovulum sulfidophilum]AB21
LYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRAYLADPPDCRYATQSGPMLVIDGALHPRFLPDSTSRHV
RNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPIVGAVVPAGD
>MCE8469486.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB21
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTHLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MCE8469487.1 AarF/ABC1/UbiB kinase family protein, partial [Rhodovulum sulfidophilum]AB21
SMEPLHRPGAFDFAENDVALRMRDAGMALGQDRDFWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MCE8469488.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MAGTPIVPGLGFRELFESALTQGMSRGDPEQRARWIAGQETARCCGARILEGERCDGGWLRLSDLPTSDGGRVVLCTDIT
ALKRDARRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRTVSERPLQTR
GIWTGLVVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLA
TVSGSATLLRNGDDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEP
MLAVADPTDVIQVFLNLLLNARDAICRRTPRACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAV
RRRLFEPYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFIVFWPEAGEEPHEDLCAAEPPYGRLAGRRILLS
DGDQEALRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTTQPDR
HLRSGAAQ
>MCE8469489.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
TVFGVPFTGSLPALAASSFLYVFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPS
AWYQAVTNGTFLKGFGWAEIAPNAAVLAGFCMIYLSLAILGLRKQEA
>MCE8469490.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLSDELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALGVVLVRFRKVLSG
>MCE8469491.1 (d)CMP kinase, partial [Rhodovulum sulfidophilum]AB21
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEE
>MCE8469492.1 GFA family protein [Rhodovulum sulfidophilum]AB21
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGSQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MCE8469493.1 3-phosphoshikimate 1-carboxyvinyltransferase, partial [Rhodovulum sulfidophilum]AB21
RAMRAFGAEVTHEGPGAWTVQGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLAL
FGTRAFGRQGGRLPMTLIGAAEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDG
AEGRAIVLTGQPELRPQTIAVPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEP
VADLRARFSPDMTGIEVPPERAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWM
IVHGHGPGSLPGDATCATHLDHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MCE8469494.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB21
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGGDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MCE8469495.1 S41 family peptidase, partial [Rhodovulum sulfidophilum]AB21
SSLDPHSSYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVE
TMRGPVGSEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNG
VVLDLRNNPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRR
AIVVGTRSFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEAD
LRGALDNDSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MCE8469496.1 50S ribosome-binding GTPase, partial [Rhodovulum sulfidophilum]AB21
SVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVLLHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVL
NKIDSLDEDERAEKRATLEAASGGPVLLMSGVAREGVTEVLRALRAEIDEDRLRLKREDSEEGEAWRP
>MCE8469497.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB21
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MCE8469498.1 gamma-glutamyl-phosphate reductase, partial [Rhodovulum sulfidophilum]AB21
MKDITEIHALMADLGARARAASAELAFAAPEAKRHALEAAADAVIDRKPQILADNAADK
>MCE8469499.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MPNILPPAPIPLRPALAACCLLILLIGAMLAPGRAEAHPTGAPSANMQGGMSGPDQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYGVQHILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAQVMQRFGVEVVLLGPEQMFEAVESGRIDATEFSL
PSMDVPLGFHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MCE8469500.1 N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEVVGYLAVSMSRIGAESNWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSACKGAALVGDPGYYARFGFRPYPGLRVGDCPPQFVQALPFDAA
>MCE8469501.1 YjhX family toxin [Rhodovulum sulfidophilum]AB21
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MCE8469502.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB21
QIAGYVTEVRVTDFQTVSTGDILVRLDDRIARQTVARAEADLDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTA
RAEWDRHDRLRRKGVISASDAEDAELRLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHT
VIRAPQNGRLGQVNVRVGQYVTAGTALVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATAS
EFSILGNSTATGNFTKIAQRLPVRIEVDPGQEGQDRLAPGMSVVVHIPRDRG
>MCE8469503.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
ATGSTRMGRIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLI
RAYASVSVGNPLETDALVGPLIDGAAYRAMQEALEAAGAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFA
PILYVMRYSDFDAVFEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGS
DAWKSYMRRATNTINYSRELPLAQGVVFDI
>MCE8469504.1 response regulator transcription factor, partial [Rhodovulum sulfidophilum]AB21
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDV
>MCE8469505.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB21
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRTEL
>MCE8469506.1 asparagine synthase-related protein, partial [Rhodovulum sulfidophilum]AB21
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDAR
>MCE8469507.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB21
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAG
A
>MCE8469508.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB21
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MCE8469509.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB21
EATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMDREMKARGLKSSFRATGQTGILITGEGVPLDA
VIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQPDALILSHEPTRTHMRGLPDYGLPSLETLRDT
ALGLARVANPKAEVVGISVNTAAMGEDEALNCLEDIEKRMGLPTVDPFRQGAGRLADALDAI
>MCE8469510.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB21
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIKALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>MCE8469511.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB21
MLMAQEKLSLVFLRRDDYRAIFLISLALTAAFAITAIRLRYFNAVPRTGFFGELSYNRNHLSALRLLNFVADLYVVAWLL
IVGRTDRNPILRGAAHALHALASFRPLVFIGQHSLQVFAFHVLLAYAAMFLSLSEAPRLLREIVVLASPVYLLMPAYLHA
RYRDRSQRLRLSGAKP
>MCE8469512.1 phosphoglucosamine mutase, partial [Rhodovulum sulfidophilum]AB21
GFNINRNCGSTHTDIAAAAVVAHGADLGICLDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNL
GLERHLAAQGLKLERTAVGDRYVVEAMRKGGWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFER
VPQLLKNVRYAAGADPLGTASVQDAIAAAEKRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>MCE8469513.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MRDKFQEDSMNILIITVHPDPTSLTHSLSSVATDQLKLDGHKVRVSDLYAMNWKSAVDHDDFPALSASERLKVGPASKQA
YSTGSLTEDVVQEQEKLLWADAVIIAFPLWWFSMPAILKGWVERTLSYGFGYGRGEHTDTHWGDRYGEGLMAGKRAMLCI
MIGGWEPHYGPRGVNGPVDDILFPMNHGVLYYPGFTVLPSFLVYRSDRLDEAGYNIAVERMRDRMKNLFTAEPIPYRIQN
GGDYLIPSMQLRPELNPGITGFAAHLKPTDEENS
>MCE8469514.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
ADRPDAAPAEQSGTEMAVQVTVETIRPEPIMLATEYSGRVSAARRVEIRPQIGGLILERRVEEGTQISAGEVLFRIDPAP
LKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLATAGIAEARAAVEHKRLDLDFATLRSPI
GGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPAGDLDAVLMAAEEGLGPVLILRDRDGAVPLTGVLKSSDVIV
DPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGTQLVVVSPEGKARRRDVVPGARIGNRI
IIASGLAPGEVVAIRGQNRVPEGGAVSVEARPAET
>MCE8469515.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAI
>MCE8469516.1 peptidase domain-containing ABC transporter, partial [Rhodovulum sulfidophilum]AB21
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMALFAAKELRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLD
>MCE8469517.1 sodium:alanine symporter family protein, partial [Rhodovulum sulfidophilum]AB21
VLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNIAGVATAIFLGGPGAVF
WMWLTALVGMATKYAEAVLAVHYREVDSKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAFGIGNTVQANSVADAVE
TTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIALIFDSAFNGAAATGGF
AGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALVIITTGVWSSGETGAAL
SALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAVANLGVIWIVADIMNAL
MAIPNLIALIALSGTVFAVSRAYWRKQAE
>MCE8469518.1 GTPase Era [Rhodovulum sulfidophilum]AB21
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MCE8469519.1 bacterioferritin [Rhodovulum sulfidophilum]AB21
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MCE8469520.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
ICTMDLAARELGLDPWELRRRNFIAPSAFPYRTPSGESYDVGDFPRVLARVETMADRAGFAARKAGSAARGRLRGLGLCY
YIESILGDPTEGAEIAFPEDGTIALYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQ
ASATLAAIEVMVAAFTPFLAAEMGVELSDLSFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNG
AHVAEVEVDPETGETRVLRYTVADDFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLP
FVQFGTELVPSTANPLGMKGCGEAGTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MCE8469521.1 methylenetetrahydrofolate reductase, partial [Rhodovulum sulfidophilum]AB21
ADVRWLKRKFEAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETA
IRDGREELLGKAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MCE8469522.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRRFGRFPFRNAALHRGSSEEEIAFLESGGYGACVEELRASA
>MCE8469523.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB21
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRTHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AGTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MCE8469524.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ETRFMNAAARVVREGCGVTLIDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVR
AEARRDPS
>MCE8469525.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB21
MQSKNAAFPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLD
CGAAGVIVPHVDSADEARRVVWACRFAPVGRRALPGPLPVADYVPLPADALVGTAGGGKVMAMIESAEALAAVEDIAAVP
GLDALIVGTNDLADGMGLRGRVGHPGIQAAFGRIAAAARARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGG
AALLAALRGPAGS
>MCE8469526.1 TRAP transporter small permease subunit, partial [Rhodovulum sulfidophilum]AB21
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPK
>MCE8469527.1 signal peptidase II, partial [Rhodovulum sulfidophilum]AB21
RHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MCE8469528.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MCE8469529.1 insulinase family protein, partial [Rhodovulum sulfidophilum]AB21
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYE
>MCE8469530.1 hypothetical protein LZ189_10850 [Rhodovulum sulfidophilum]AB21
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSADPAVEAAAETATETAAEPAVAASARTSGQPSVAAAPAASNAPVGSPPVTAPNRASEA
SPAPGSEPEPEPAMAAAAPAAATTSGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>MCE8469531.1 lysozyme inhibitor LprI family protein [Rhodovulum sulfidophilum]AB21
MRHLEVTLAALLACGGLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MCE8469532.1 urease subunit alpha, partial [Rhodovulum sulfidophilum]AB21
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDS
>MCE8469533.1 formate--tetrahydrofolate ligase, partial [Rhodovulum sulfidophilum]AB21
YGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGLGDGLSRLGHNTAICIREASLGPCFGMKGGAAGGG
YAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQRRVTWRRVMDMNDRALRDIVCSLGGASNGYPRET
GFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDLKADGAMTALLREAMQPNLVQTLEHTPAFVHGGPF
ANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKAGLAPSAVVVVATVKALKMNGGVARDDLKAEDVAA
VKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRGQGTEAVLCRHWAEGGAGIESLAEKVVALAETDHH
SFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLSAWEEAGYGHLPVCMAKTQYSFTADPERIGAPEGFDVPIRE
VRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQVEGLF
>MCE8469534.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB21
LPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAYLATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGIL
GEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MCE8469535.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB21
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MCE8469536.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB21
AQAAARIAEDLETTPADLLEKLGDDPDRMPSAETIEHEVTRLKRQRESLGAVNLRAEEDARAVQEEHDTLVAEKSDLDEA
IRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMCQPPGKKLSTLSLLSGGEQ
TLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTMSRMDRLFGVTMAEQGVSQ
LVSVDLKKAEALVA
>MCE8469537.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
EILRRPAVTLALAKRAGANAVVVGEQVLQRLEEMKGGLIPDTVAIEVTRNYGHTASEKANELLFHLGLATVSIVALVLFA
IGWREALVVAIVIPVTILLTLFAAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAE
VGNPTIVATLTVVVALLPMLFVSGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGARHPGGRLG
RLYAHLVRPILSRKWISLVFLLGVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVAL
AMPEAVSAQTHAGTAAPFNFNGLVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPP
PGPPVMATLLGEIYGPDGDTRRAVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNG
ATTVGYSHRGAGRAPIPIVVARDKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQA
DLAGD
>MCE8469538.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
AETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQTLLVGERMARAFHAAGVP
EDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLEDANLDMAVEVLIDGAMF
NSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAEAVASGARAMIDPALFPQ
DGGTYLMPQILTGVTHQMRVMREESFGPVVSILPVKDDDEAIRLMNDSDYGLTCSIWTNDVTRAERIGQRIETGTVFLNR
ADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MCE8469539.1 TIGR00366 family protein, partial [Rhodovulum sulfidophilum]AB21
DRIENSPILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMA
IMAGSGLAVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNM
VQPFWALPILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MCE8469540.1 HAMP domain-containing histidine kinase, partial [Rhodovulum sulfidophilum]AB21
GAHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFSLGPTVLISLGVGVLLARRSARRVDDIEDTLDRLSV
GDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADIAHDLRTPLQRISVLIQDLRARLPDASEPAELADRA
SAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELYQPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALAN
LIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERGKVLRRLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLE
DNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MCE8469541.1 glucose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB21
MWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPITDVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVG
>MCE8469542.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB21
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTVALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVSPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MCE8469543.1 glucose-6-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
YERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWREIRP
>MCE8469544.1 sugar transferase, partial [Rhodovulum sulfidophilum]AB21
MRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGRNGRYFRIWKLRSMVPDADRILE
AYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRPMMVKQQLF
>MCE8469545.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRSPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLPTTRAYILHRLKHAGGSGKEFSASAIRHIHEEAGGI
>MCE8469546.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MILTISTVTFLPPMAKAQEQVSSEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGT
NLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVQEG
YLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQK
IEALPNLIMLKPYDRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTP
>MCE8469547.1 hypothetical protein LZ189_10935, partial [Rhodovulum sulfidophilum]AB21
MGQAMGHAFGEARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLK
GTASRSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGE
LSAVIHLLNRELAFHDRDQPSQRHPLWFQD
>MCE8469548.1 LysR family transcriptional regulator substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
ICDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLYAEHYTLVM
RADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQTSGWVTILPLRTAQPFL
GAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MCE8469549.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB21
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MCE8469550.1 formate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLMLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEEIPFFARQTRLAFARCGIAEPLDLDAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKR
>MCE8469551.1 branched-chain amino acid ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
FTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALDLGAFDRFHFPDGMVSDATTDAFGDE
IDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTDPQVYKDKIMDVANAPGEEIYPGELD
KALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MCE8469552.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPVSEAGA
>MCE8469553.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB21
MSGFFRQDARMGRISTMLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATITLTTKEGARPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEIL
>MCE8469554.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB21
MHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTERD
IDL
>MCE8469555.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB21
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRVSGKGDEQSL
QIAQLRYHY
>MCE8469556.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB21
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSL
RSKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMV
AAMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDA
IAQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MCE8469557.1 hypothetical protein LZ189_10985, partial [Rhodovulum sulfidophilum]AB21
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDL
>MCE8469558.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB21
MTTDAPRRLAQLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MCE8469559.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVTAALSG
PGSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDR
>MCE8469560.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB21
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MCE8469561.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISDGNRLCFEAVGYAYEDGTETLSGIDLTLEPGTMTAIVGASGAGKSTIARLALRFFDPTEGRITLGGADLRDIAPAELY
RRVGFVLQDVQLIHASLHDNIALGRPDATREEVTAAARAAQIHDRILALPQGYDSILGRDAMLSGGEAQRVSIARALLLD
PPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRIAETGTHEALLARNGRYATLWAQ
SGSQLPAPTQDPEIAR
>MCE8469562.1 hypothetical protein LZ189_11010, partial [Rhodovulum sulfidophilum]AB21
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDVAAALPWLAALLAGALACLILRRRVEQAGIKV
GLAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNQ
>MCE8469563.1 hypothetical protein LZ189_11015, partial [Rhodovulum sulfidophilum]AB21
MDTELSARGQALADQMLLQDEPSEEDLAQLDRLSASPNTTFLFDEPESFLKSMIEAHQRKVADDPQTPIFLSVRTDGTYE
GEIKRTVYRHGRSFGSLVLQMPMHDKTDFWYQHWTTMRDIMFAAMEIWEFDWIVAQPTMYVGLQKNLFVGRRSFGWMGWT
PQDLPRDASSALARMEPLKGGTFMLLQERMMN
>MCE8469564.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB21
MYSINGFFKRPQNLAYDAITARAEYDRILTLASILKRYNSDFADFAFNNEDAQHRYAEIGDEILKTDEPPSDLLAELEIL
GSQKTIPVEGNEDQHFKTIWETSQSINSKYGSHLLFIELKGHQTYAAKIQATIDFQSARFGGVEINLPMKGDTDFWYQHW
TTMRDIMFAAMEIWEFDWIVAQPTMYVGLQKNLFVDRRSFGWMGWTPQDLPRGVNSALARMEPHKSGTFMLLQERMMNMK
APDIEACNKAEAYLLDHGALALL
>MCE8469565.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MGRAHVVPPAGAFLQATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPG
LKRVTTEARDLFRRPLLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQP
VDQFRWSGHVELVAQFSR
>MCE8469566.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB21
MIDRRAFLTLTALAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVI
DIFP
>MCE8469567.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB21
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>MCE8469568.1 hypothetical protein LZ189_11040, partial [Rhodovulum sulfidophilum]AB21
APIRFDSAQSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPEGLFETPAAFPGG
ALDIKIALDPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHERLLALWPVGMAKGARDWLSANLQGGV
LYDAHLGLRRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPD
LAADPVEAVFALKTEGTIPAALSLIDLPPLTLAHRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSE
TLVPGRRLSSPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRG
AFTLDLAPDAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGQLTLEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDT
ARFSQVRLGGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGA
>MCE8469569.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
TREALAALPVLRKSGLVAAQSAEAPFGGYTAWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFG
YHLTPAGMMFENGARAVGAAVLPAGTGQTELQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFP
SLRQDYADRGIACLQCYATADLGNIAYESPAMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGD
LSAVLPGKSPCGRTNMRIRGWMGRADQTTKIKGMFVRPEQVADLVARHPEVTKARVVAGRAGERDTMTVRLETEATDPAP
FAASVAEVLKLKGTVELVAPGSLPNDGLVIEDTRSYD
>MCE8469570.1 hypothetical protein LZ189_11050, partial [Rhodovulum sulfidophilum]AB21
LLPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIASMLGVGAAAVVGLNAFSGNYGYLRIFDFTLVSGPQPYPAEM
EETLGMTDILDAYARGLQRLVSKDTGMIALFIGTAGFLAAKAMRGRLVPFDKAVLAALGFVLLHFLAFPSGFVRHYFVAA
CLCLILWARLIDGWSARRHHRSPDDAERQAAS
>MCE8469571.1 choice-of-anchor A family protein, partial [Rhodovulum sulfidophilum]AB21
EDLSALAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGTTDTLILNVSGSSILFEDNLLGLQAADGQ
RIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPVPLPATLPMLAAGL
GLVGLMRRRRS
>MCE8469572.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB21
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MCE8469573.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB21
MAEEKKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKK
>MCE8469574.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB21
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MCE8469575.1 anthranilate phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAEIGRASCRGRV
>MCE8469576.1 PH domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LTVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHIRPWRMARTEPAFRCIP
DAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MCE8469577.1 pullulanase [Rhodovulum sulfidophilum]AB21
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MCE8469578.1 hypothetical protein LZ189_11090 [Rhodovulum sulfidophilum]AB21
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MCE8469579.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase, partial [Rhodovulum sulfidophilum]AB21
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKD
>MCE8469580.1 tetracycline resistance MFS efflux pump, partial [Rhodovulum sulfidophilum]AB21
SPAIWAYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERVAVWYGLGYNFMAFLAISLIGNGSVVLVLTP
MIALGAVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCAL
VFALRRAATADTGIRRRA
>MCE8469581.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB21
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGAALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSHVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAARRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
IGIRIAEGLSEGQAVVGAGSQ
>MCE8469582.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB21
MDQPIPPSAKSAATPPGTEEKETVQAAAPTDAEPAAVSAPLRSTPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEAQ
KARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAGE
MVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPID
KASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKAPRIAHAPDPLIVGRAEHVIHKAE
HMLGTSLHPDLRRGRED
>MCE8469583.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPG
>MCE8469584.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MSDAPSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLMSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEARGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPAAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAA
>MCE8469585.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
SLGNLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLRPTTWYLRLGVVVLPLLILLAALGFHLGYPELK
GFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAAAALGLRPNRIMSLVILPQALRVIIPPLISQYL
NLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISLVISTAMNWYDARVRLVER
>MCE8469586.1 nuclear transport factor 2 family protein, partial [Rhodovulum sulfidophilum]AB21
MTRDTIARYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRETLTDLVIFTGDEGDRAAAEFVV
NGTYLETDAGLPR
>MCE8469587.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB21
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MCE8469588.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB21
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MCE8469589.1 histidinol dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ISLERRAIAGASWRDFGAVITVRDLDEAACLSNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHV
LPTARSARFSSGLGVHDFIKRTTLAKMTPQALKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MCE8469590.1 cation acetate symporter, partial [Rhodovulum sulfidophilum]AB21
SPPGFAAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGI
SPLSIGAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MCE8469591.1 DUF294 nucleotidyltransferase-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGELPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVESGHDAYFQALAAFVS
>MCE8469592.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB21
MPDDSHENDVGSTEGAENPLARAGAEDDRNFMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>MCE8469593.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB21
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTSRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>MCE8469594.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB21
MLRHPRKISQEEEAESVFVSMTDMTVGFLFIMILLLAFFASQYDDTETVPRPVYNSALDERDAALAEVERLKQQLEDLQD
RIAELERLNTRKDARIAELEKKLAELQDRLKAKDPIELYNAQSARTRRTIIEALARAVKKDIDEEQIAGLDVSTQGDALR
FQGTGLFASGQGTLSGASLRIIRQLGQHLSRELPCYSIGPRSDIRLDCNPGLVLIETVQVEGHTDSDGSETTNLQLSSQR
ALSAFAQIAPDTNGTGTPSMLDFRNLLDQPVMAVAGYGEMRPIADNGTVRGKAANRRIDLR
>MCE8469595.1 hypothetical protein LZ189_11175 [Rhodovulum sulfidophilum]AB21
MEGAAKDGAQAAQKRMQEAGQSAGAAIDGAGKTVLSAFEEASSKIAGISGDMLSNAEESLLAPVRELAGQLDSLAAALKD
GTQASRTMSQNMRDGAQASADAANTFRTASQDLSSAALPVRASIEAIETAMRSLGDSTRSIAQGAEANAQSAKAALQSAQ
ETLGGQRRAIEAALKGVEELVRRMQGQGDKLDMIDEKLGKAFEQYANQTEAAMQAIRSHVGEMSEGLNAALSTLQSIVDN
LQEFQPQQRRS
>MCE8469596.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTPASRGMDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVR
>MCE8469597.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB21
LLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIASLGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPML
GLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWILGLILALATLAREAGKVEEYPAEAVAVLTFPILLLAGLM
LSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGLIGPLLGAVGYAEAGDFFVYPSIMTLALVGFLLLLQRFV
TDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIWGARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFT
LGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNF
VSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSD
TRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRVILRDINYGLSVRTELNHEIARRFAEEGFEIPFA
>MCE8469598.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB21
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAVEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPALLSALEARLAPEKALEKAPAKGTRRAPLGSAPPKAAEAVVAELRAGRAE
AAEAKALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAAD
>MCE8469599.1 porin, partial [Rhodovulum sulfidophilum]AB21
LGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILRYDYAFGDFGFSASMELNDERNTA
DAGDPPVTSDADNGYALAVSYKTEMGGANLGFGLGYQYLETSAAWAPGNLKDFLAGGDQWTAGTEVDIIAATVSADFNNG
FTAGFEYTNFDPDNGFSDVDHYAIGVGYSINALSLGASYGKFETELANVGDADGWALTAAYDLGGGASVVAAYSDSDIDG
DAYDDNDYETYSLGVVMNF
>MCE8469600.1 phosphoribosylformylglycinamidine synthase subunit PurL, partial [Rhodovulum sulfidophilum]AB21
SNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVGDPFTEKRLMEACLELMAT
GAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLRPEKEAEAKAIFDKWDLDF
AIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALKALISSVNYCSRQWVYEQY
DSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVGARPLATTDNMNFGNPEKP
EIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGVPAEGHLALLIGESAGHLG
QSALLYEVFNREDGDAPTVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGIGVSLDMADTPALFGEDQG
RYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MCE8469601.1 argininosuccinate lyase, partial [Rhodovulum sulfidophilum]AB21
LSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMA
EKKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MCE8469602.1 hypothetical protein LZ189_11215 [Rhodovulum sulfidophilum]AB21
MTRGARLAALLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGVGPNGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>MCE8469603.1 hypothetical protein LZ189_11220 [Rhodovulum sulfidophilum]AB21
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MCE8469604.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB21
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MCE8469605.1 diaminopimelate decarboxylase, partial [Rhodovulum sulfidophilum]AB21
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVA
>MCE8469606.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB21
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MCE8469607.1 SIS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ICIVEYMAYLGNYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALK
SADAGFILPSDSPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MCE8469608.1 glycoside hydrolase family 15 protein, partial [Rhodovulum sulfidophilum]AB21
MSPRPDPDWIEARRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPA
AIAAEPEAAAFWRQAVVDHIRFSLAISDPNRRGPELNPLKATATEAFRPYLRPDAELAALGGPDWLAEPRCAADGGPDLE
RWGRPQFDGPALRAAALIRLGELMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARH
LGRADLAEAAATLEGLIAGAADPVSGGWRESLEAAPGTLDAATVLALVQAGRIDGPFALTAPRSRATMAALETLFAGLYP
LNRGRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPS
SCLGLSWSAAAY
>MCE8469609.1 hypothetical protein LZ189_11250, partial [Rhodovulum sulfidophilum]AB21
ISPLALAGHSLGGFAIGHLGAEIGTAHHLLAASPVLSGPRLLAARVAMGPPAVAALEREVPLLRAEMEAEDAAPALARVA
CPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLDVALAALGA
>MCE8469610.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PMTAADLLSLRRKVRPAQIAQALAEAGVAGLERRQISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYRQ
IEQVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRAA
E
>MCE8469611.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB21
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAGAVIGGVRASYSFDTP
TGPTIVCVVAVLFMLSLSVSRMVRQH
>MCE8469612.1 hypothetical protein LZ189_11265, partial [Rhodovulum sulfidophilum]AB21
MLIIDRDSRNGSCGLRWGRGSVGEVVKEAFARSGLPMIFNIYHDSAGVPVRLVEAPETDEVEVATEAVRTPSGQSLVSGR
APAAFDPGKRRLKE
>MCE8469613.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase, partial [Rhodovulum sulfidophilum]AB21
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLRNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKR
>MCE8469614.1 hypothetical protein LZ189_11275 [Rhodovulum sulfidophilum]AB21
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MCE8469615.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDGDVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQR
>MCE8469616.1 DNA photolyase family protein, partial [Rhodovulum sulfidophilum]AB21
PDFWPASDEIEDWRMGAALGRGAAVLARHASVGEEAAQGRLGAFAAQKVADYAERRDFPAAGATSRLSEHLSWGEISPRS
CWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRGRTGIPFVDAAMR
EMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPSSNAMGWQWVAGSGPDAAPYFRIFNPETQAAKFDPD
GAYRDAWIAEGRQSPGQGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>MCE8469617.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB21
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MCE8469618.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB21
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MCE8469619.1 DUF4139 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPAEGSTEGKVTVSYTVNTAR
WMPVYDIRLDRAESRVMIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPILRRISDPAEEAEAPVVRGDMMRLA
PARGAIAAAAAPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRTVQDRNEGDRGVLTKSNERSEAVRIAVENLTGETWP
LRLLDRVPYSEQEDLKISWRADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKV
>MCE8469620.1 EF-hand domain-containing protein [Rhodovulum sulfidophilum]AB21
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGPAAGAARQGMLFDRMDADGDGAISLEEFTARARARFAGLDTDGD
GMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMGQGMMGQMGQMGPGMGGACGGGPGGMG
PCGAMQGQGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRID
ADGDGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>MCE8469621.1 DUF983 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIG
>MCE8469622.1 rod shape-determining protein RodA, partial [Rhodovulum sulfidophilum]AB21
AFVPIWFWRNMAALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVA
LPVLLILLPTALVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFL
DPSTDPLGAGYHITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSA
MQNRDRFSSLLTLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MCE8469623.1 glyoxylate/hydroxypyruvate reductase A, partial [Rhodovulum sulfidophilum]AB21
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEVVTGTGDPAAIDYVVFAPKGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYIYATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLD
>MCE8469624.1 rod shape-determining protein MreC, partial [Rhodovulum sulfidophilum]AB21
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTD
>MCE8469625.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB21
MAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIADFDVAEEMIKYF
IRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVVDIGGGTTEVAV
LSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLLNGVPKEIEINQ
AQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESLNCVALGTGKAL
EYEKQLRHVIDYES
>MCE8469626.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB21
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKHKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWIRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MCE8469627.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQDLPWT
SILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYAETIG
GIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEALIKIQ
EDGRMAKIQEKWFGTATELPQEMPEL
>MCE8469628.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB21
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MCE8469629.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB21
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEGLTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MCE8469630.1 NAD(+) diphosphatase, partial [Rhodovulum sulfidophilum]AB21
GRPKFAIELSDWVPAEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLLPVEAELAATAKGLFDWHRGHGFCARCGE
PSRPAEAGWQRRCPGCGAPHFPRTDPVVIMLVRRSNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRV
GQVGYLASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRL
D
>MCE8469631.1 hypothetical protein LZ189_11380, partial [Rhodovulum sulfidophilum]AB21
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRW
>MCE8469632.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSAARLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MCE8469633.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB21
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MCE8469634.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB21
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>MCE8469635.1 hypothetical protein LZ189_11400 [Rhodovulum sulfidophilum]AB21
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MCE8469636.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
ALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQVIPPSIILVLLGDQIGNVYLEAQQAAGNFAPDP
VSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEILFTFLPPILLILAVLGSILAGVATTTEAAALGA
IGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLPGLLALGAAALIAAGTLMAGLRTWRAGLLQGAL
GDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAIFLVMAVIFVLGFILEAVEIIYIVVPLLGPPIL
GTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYRGVLPFVALQLVALGVLVALPELATWLPQAIFR
>MCE8469637.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MMHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGV
EDAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAE
>MCE8469638.1 inositol monophosphatase, partial [Rhodovulum sulfidophilum]AB21
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEET
>MCE8469639.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MCE8469640.1 methylenetetrahydrofolate reductase, partial [Rhodovulum sulfidophilum]AB21
MTAPRVSFEFFPPQTLEASFRLWETAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQG
>MCE8469641.1 glutamate--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
VLGDRPFEPDQKAAKSLDDVSRGILAELTPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDM
MLVIGREETLARLADTQG
>MCE8469642.1 citrate synthase, partial [Rhodovulum sulfidophilum]AB21
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYT
>MCE8469643.1 DUF490 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
VLGEALIGQEAELALDGALSLAGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPL
ALTVKGDGPLSDFAADLALATEGEPRVTGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGAATDLEIDGTRGAD
RRLDISRLEVSTGALQLGGTLSLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLA
SGPLTLAHADLTGTGSIRPQDPALEADIAFRATGIGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTA
KGTLGSAAKGLPFDGRIGAALDDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAG
QVRLAAARGPEGTSLKQLHVETPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKMTGPGRLDTAFGWEAGGRLRLDRFE
ATAAGAEIVAEGALTPGDPALPAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDAD
>MCE8469644.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB21
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSAHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MCE8469645.1 hypothetical protein LZ189_11455 [Rhodovulum sulfidophilum]AB21
MALLNPKLFNLYVKEWHGRRVCEGYKAGVAALVAGGIVVLMLNDAEFAASMAPLVKWGMIAVPAGFSIYSIMAIFFPSAL
FWLAHQHEDVKRALADKRHQ
>MCE8469646.1 FRG domain-containing protein [Rhodovulum sulfidophilum]AB21
MGEDTVEARTIVEFFEELSAAELPGGIFRGHSDESWRLAPGLFRDDIPNIPKGNYRNIEDTLVPKFFQLAEAHLNEPEKR
NPLRDRIIAQHYGLRTSLPD
>MCE8469647.1 isoprenylcysteine carboxylmethyltransferase family protein, partial [Rhodovulum sulfidophilum]AB21
LPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTGPYRFSRNPIYLADAVILLGLILIWDALP
SLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MCE8469648.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVAHNMEDDVIRGATVTHEGEITFPPPPPKVKA
>MCE8469649.1 CoA ester lyase [Rhodovulum sulfidophilum]AB21
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MCE8469650.1 NnrU family protein [Rhodovulum sulfidophilum]AB21
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MCE8469651.1 DUF1737 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGE
>MCE8469652.1 Crp/Fnr family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDG
>MCE8469653.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWED
>MCE8469654.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
IRLDGQDLMTLSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEMLERV
GIASARQRLNAWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVA
DFCDRVLIMYAGRVVETCDADKLHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MCE8469655.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>MCE8469656.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
ISIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAHH
DRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIMW
AMSSFFRSLGVVAEGMETIAQPIALVDAPGATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAGK
STLVKLLLRFYDPEAGQILIDGQDISCVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDFI
LDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAHR
LSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MCE8469657.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MERLSLRGEGVTGDGLTVALALPGEEIEGTPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWKTQVV
ERALTGQG
>MCE8469658.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ARNPDWPGLGKVRSEAEGVIAASDDPTAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSA
FLARYGRALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFM
WRTRKGRGEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRF
LDRPETALKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDH
YPDWRAQPFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAY
FPVTGIARSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYL
SHLVEEFGPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVK
>MCE8469659.1 HlyD family type I secretion periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSD
>MCE8469660.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LEFLQAVPERIRPTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAG
EVRLDGATLDQYGPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSG
LLSGGQRQRLALARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKA
LGPRDEVLRSVVRNAPEVQRAMGAVRSTAVPKREARG
>MCE8469661.1 TOBE domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSESLIEFRMDHDGSVLKAT
VPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDGRQI
>MCE8469662.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MLTAALTLLDDEGAEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSAPQEGTATERIRGLLKAYHAQVLL
HTGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLSDRKRRLWLDILVDVTHGAALATAMAGRKAADDPAGGQGYGAALD
ELLSRLGDEAAVRTESG
>MCE8469663.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]AB21
MITGHVFIATSLDGFIARDDGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
ELPEELGSKVRVTDLSPTDAMRMLQSEGHRRVYVDGGRVIQSFLRADLIADMVITAVPVLLGEGRRLFGSLAGDIRLQHE
KTKSYPSGLVQSRYRIAA
>MCE8469664.1 hypothetical protein LZ189_11550 [Rhodovulum sulfidophilum]AB21
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYVYARQMRVAGEI
>MCE8469665.1 hypothetical protein LZ189_11555, partial [Rhodovulum sulfidophilum]AB21
SSQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPVFGFERDLGVTTASLGDPTDAGFWALTPLTD
EIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYASE
>MCE8469666.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB21
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMHSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKSGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MCE8469667.1 hypothetical protein LZ189_11565, partial [Rhodovulum sulfidophilum]AB21
ISLTEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHTKSKYVHRGAALWRDPARRQEFVVAALLARRRISA
EGFRLRAYLDALVAEDPAARILVTGDWNDGPGTDFFERSYLTHNVADIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDD
FVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGAARVERPSDHRPIWVEIGRPLTG
>MCE8469668.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB21
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MCE8469669.1 AEC family transporter, partial [Rhodovulum sulfidophilum]AB21
LWATALGGLFLWQGWQTPAFLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLD
RVALAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MCE8469670.1 hypothetical protein LZ189_11585, partial [Rhodovulum sulfidophilum]AB21
MDAFSFPVWPESPRGPFGYFFPAASEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGFAE
AAAAPDIGRFDPLPRGRAAATLCNRHTGRLALDSLYGGVTREAPDRTPAALVRLRTDAGSPAPLGIAGSGGQDRNGRPAE
ADAAPFRIVRTKVGTEIGAEADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFARGEVCKHFQW
LVINDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLD
>MCE8469671.1 hypothetical protein LZ189_11590 [Rhodovulum sulfidophilum]AB21
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MCE8469672.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB21
MLIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILTMLGLP
VGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAGLWASLFHAVSAFNNAGFALYPDSL
SAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQFDRLST
RLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVFGRRLG
AEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVGPLTLG
FLLAVRHPRRVSYPAGTVYLG
>MCE8469673.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
PRRAALIMLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETL
DMNQIEAARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAA
YAVSLLAVCTGFVFLMMRLLKVRLRDIAK
>MCE8469674.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFVELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MCE8469675.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB21
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAEL
>MCE8469676.1 cytidine deaminase [Rhodovulum sulfidophilum]AB21
MPLLTAARAVRENAHAPYSRFKVGAALLGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MCE8469677.1 DUF2254 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDHDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPG
>MCE8469678.1 aminoacyl-tRNA hydrolase, partial [Rhodovulum sulfidophilum]AB21
MMRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQE
>MCE8469679.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB21
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MCE8469680.1 penicillin-insensitive murein endopeptidase, partial [Rhodovulum sulfidophilum]AB21
VKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSKGGDGCDETLNWWVTDYLDPPKKAAR
PKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MCE8469681.1 aspartate kinase, partial [Rhodovulum sulfidophilum]AB21
GVYGLFANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIR
ELLSGLGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGY
SEVTFARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNA
FEPEDPGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLV
RRVENDLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALH
AALVEEDSRQEAMAA
>MCE8469682.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
YDPAAVAERWHGPVLILQGGADMQVRPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAIL
EAVDGR
>MCE8469683.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MCE8469684.1 amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
RFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIGLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAAR
AIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVI
SRFGRRLERRFTHYLLEES
>MCE8469685.1 lipoyl synthase, partial [Rhodovulum sulfidophilum]AB21
SNVGECWSQGHATMMIMGEICTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTI
RAVRHRAPGTTIEVLTPDFLKCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSG
IMVGLGEDRQAVHQVMDDLRAADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGE
DFARMRMARESRLAQG
>MCE8469686.1 single-stranded DNA-binding protein, partial [Rhodovulum sulfidophilum]AB21
KVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYVEGQLET
RKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDDEIPF
>MCE8469687.1 aspartate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB21
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGLPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDALGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVSGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVL
>MCE8469688.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB21
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVADGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTRPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MCE8469689.1 P1 family peptidase, partial [Rhodovulum sulfidophilum]AB21
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPSAEPRPEAALGQSTTIAIVATD
>MCE8469690.1 hypothetical protein LZ189_11690, partial [Rhodovulum sulfidophilum]AB21
RLPAPACPERLRVEGQGWAVEAAVGRTRPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAEAILFIDNGSDAYGPGD
LARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDELIWSEGRSVFDMAAAHP
IGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFKHRFLRQDAGYWHCAAV
STGWKSGVRLTMPGSDDVDAPLKALLEDVLGGGRAPS
>MCE8469691.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MCE8469692.1 hypothetical protein LZ189_11700, partial [Rhodovulum sulfidophilum]AB21
MTRSHASSTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSSPDLPFD
RSVNPYRGCEHG
>MCE8469693.1 hypothetical protein LZ189_11705, partial [Rhodovulum sulfidophilum]AB21
YAFDAIMALQNLRDSRDGASFEPKQCIGTGLDMGTPLKVIPVPKVALEGSVEVFLHVTLALTGIFADAGISGSMTGRYGT
TAITVKETAKRSGGNPSATGGESSKVSPPGEKDENGGMIGLMQDMFGKINRYMEEGVDSSDKSTETPLERARAAARFTSA
IEFSQKLEFGVTGLDLVPKSGSPDLLLKLGGAHTTLGIGVTGRLDILDMVATCVLTPASAKLLKETRVKIADGKVVNGTV
EAFLELSSNGQVGFAINGTSGITIPADPDVEAELDLASSQTLSGEVKIGGKAEIKLHVEGKVWVLAAKAGLRGTIHTSWT
WAARIRDGNRERSHAFEGLKVSGEAYVEAKIVGDSGDDVRNVESEGASFGGKATRDLHADDVFESVQENITRANEQYATR
QGMQPAEGGKDGYTLWDPVPAKWLAY
>MCE8469694.1 hypothetical protein LZ189_11710, partial [Rhodovulum sulfidophilum]AB21
MATLFGTLFPPSGWRIDLPRRLVLILALFMTGGAAMADIPNRQHYLDFDVQGASWVLRVNGVDLWSRGSTGLYSSSLPIN
DLVKKGENTVSLVHVPTRKLDPETGAFLLEHHDHFGAEIRLQAIARD
>MCE8469695.1 phytoene desaturase family protein, partial [Rhodovulum sulfidophilum]AB21
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVV
>MCE8469696.1 spheroidene monooxygenase, partial [Rhodovulum sulfidophilum]AB21
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
TYRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFK
>MCE8469697.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
PVRTLRALAYVLGLSETPWRRRLALLGLIPSASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPV
YGTDHAAKMARARFVAAVTRPLAAQIAAVSPSTPAPVIWMGVDTDRFHPPASARPGDAALEVVTVARLNHTKGHVHLLNA
MARLRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMAA
GLPAVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTVGR
>MCE8469698.1 glucose-1-phosphate thymidylyltransferase, partial [Rhodovulum sulfidophilum]AB21
ISAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVTFDASGTKAVEIVEKPRHPASDYAVTGLYFLDGS
APERARRVTPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANFVRTLQDRQGLQISAPEEIAYRQG
WIDRAALLAHAAFFGKTRYGAFLARLAEED
>MCE8469699.1 integrase, partial [Rhodovulum sulfidophilum]AB21
TERGVLYRKAQDMRETKKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHTAV
TWAMHKGVPLADAAGFFGTTVATLESVYLHHHPSFQEATAKALDGWK
>MCE8469700.1 DMT family transporter [Rhodovulum sulfidophilum]AB21
MAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRHPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDEIPDATTLIGATVIAASGSILFLREGRAQVSGNRPALHATDRAGVAPGPVRPGVEESPE
>MCE8469701.1 insulinase family protein, partial [Rhodovulum sulfidophilum]AB21
TREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMALAFECPGY
RTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELARAARDMS
PAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALALYGPVSG
APALDALQGRLAA
>MCE8469702.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKNLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MCE8469703.1 hypothetical protein LZ189_11760, partial [Rhodovulum sulfidophilum]AB21
LFVIRSGKGNATRPEYTRILGVEFQIDDPSLRDVAWAGTEPLTDTPEMREALWQAMAQLYQAVERKDRAAFVEIARPYLS
RLAYILGKPDAEAAAAMILESAPWASDKVASLRPLMSRQEARDAALLFGSDRRLVCFADHRLTALDAGGDFLAALPLYFA
RQPGGPLLVSFSRHMK
>MCE8469704.1 hypothetical protein LZ189_11765, partial [Rhodovulum sulfidophilum]AB21
MPERGRSDAGRRHFLATAMGMAALSGGAARLLAGPATGAASKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPA
TELLRDGANRLDVVYEPLDVDKRSYTPTPEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTIS
RPRPEAEQPFTIWFGDGKPSREFTRIVPVGFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVERRDRDGFVE
IARPYLARMARIWGKPDAGAAADAILAKAPWASERAAGMVPLLDRQEARSATLAFGSDRRLVEFSDRRVAATDAGGEVLS
ALPLYFARWPGEPFLACYSRDMNIR
>MCE8469705.1 benzoate/H(+) symporter BenE family transporter, partial [Rhodovulum sulfidophilum]AB21
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGLSPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAASVLR
>MCE8469706.1 PLP-dependent aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB21
MKAWLAHPAHTVMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERRVGSGSFVAE
MTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKETGTLALLHG
DPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAGLECVPVRVD
RQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACVQGLDPNDRT
IYTGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMAQLTLARFMEGG
>MCE8469707.1 hypothetical protein LZ189_11780 [Rhodovulum sulfidophilum]AB21
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MCE8469708.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB21
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MCE8469709.1 hypothetical protein LZ189_11790, partial [Rhodovulum sulfidophilum]AB21
EAVPMIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRL
PASAPPALARRLARCTARLVVSDPAPDTHFSPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRI
LSEISGLMRPRRHPS
>MCE8469710.1 DNA gyrase subunit A, partial [Rhodovulum sulfidophilum]AB21
LSHILCGLAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRL
QRLTQIGVKEVTDELEELAARIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTV
TQSGYIKRTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNIL
PIGTGISIAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTAT
GRAIRFATTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQ
LSPARYAEMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVP
VDQISFRSRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MCE8469711.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB21
LTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVVTELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPL
HRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALVSLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFG
YDAADMVGRNVSILMSEEDAERHNDMLRRRIGRREQKRLIAGREVTGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVT
SRHEQQARSEALVKALERSNADLDAFAYFASHDLKAPLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDD
LLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDGFSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSG
YETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRPRDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAA
RADKATGRAA
>MCE8469712.1 hypothetical protein LZ189_11805, partial [Rhodovulum sulfidophilum]AB21
MAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLASGDMLPGFNGASLAFKQDLGDNATVALI
LDEPIGADVSYDSTNNYPLGSPITTLDGANADVNATGVTALLRYELPSNVSLIGGLRAIRTSGTVSLD
>MCE8469713.1 DMT family transporter [Rhodovulum sulfidophilum]AB21
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVIIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVKD
>MCE8469714.1 U32 family peptidase, partial [Rhodovulum sulfidophilum]AB21
LACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIPCEVETFIFGNHG
LMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRYKCDARDDGYYAF
EEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQKHTEGALKTKKWR
>MCE8469715.1 U32 family peptidase [Rhodovulum sulfidophilum]AB21
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSEVVIKR
ERNLLRQWAEQESRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKAGELGV
GVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADMKALGV
THFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGF
>MCE8469716.1 RecQ family ATP-dependent DNA helicase, partial [Rhodovulum sulfidophilum]AB21
ICGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELRRALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRG
FDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKTESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDG
LIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGRDGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHA
RLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPERFDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKI
RERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERHGALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRM
LVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAETRPASLDAMARISGVGATKLERHGAEFLAVITGSGADL
PHPARRKLAGGAAATLYDRLMETQSRLARGADGCEKPLSCTASQVAKLAEIRPR
>MCE8469717.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTVQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVDVRPDSMEVVIDGMTETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANS
>MCE8469718.1 cytochrome C, partial [Rhodovulum sulfidophilum]AB21
FGRRAASVADFPYSKSMRRAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAA
PTARAEDPVLPEATLALAGDPAWGEYLSSECSTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLS
DEEIAALAAYFGGLGP
>MCE8469719.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRQQDDDYWVNLSDTFAAVGDAGDEERSVVMEEICGVVPLDAQFGVWPKRTTPETLYQPLFGVTETQRDPNTPLNTYAIL
DAVKFAGGASDFTESGAPSRCLFKGEAAEQLRDVTPYLLGLSNDAELTRRLMTHLPDKPSALTSLHMWGVDPGIYIRSEL
EFDEIWPQFRKFTRIWGARHGWLYFRFWEARALRKLLEILSNKPKHWIWRMFEGVDSFVLIHTGRAFRVSVPQSYCEASR
GVKICAEDIFDDLRAVQHSIFCEDLALKLGDENALSFCAYEGGDLASRISRLSR
>MCE8469720.1 glutamate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
IGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIGEYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYG
GSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVSGSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQI
KEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELALPCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAG
VLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTESRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMR
AMGVI
>MCE8469721.1 hypothetical protein LZ189_11850, partial [Rhodovulum sulfidophilum]AB21
GWTGALDRIVAPFRPRLKLSRTRFVFTEAGFIEVPRISGDAMRRASFALEGRGQLVYSCPGCDGDQVWPDEGTRDFGKVS
FAIFPSGGRIAVRPRSRQLVLTLRDGR
>MCE8469722.1 hypothetical protein LZ189_11855 [Rhodovulum sulfidophilum]AB21
MIETLRMPFFVLALVLLAFAVSFEIGLGLIWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGR
VQAAIGILLALIGGLLVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIASSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>MCE8469723.1 LOG family protein, partial [Rhodovulum sulfidophilum]AB21
MHDDARRPLRDAFRDIESARETPETSQTGSPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIETWTPPS
>MCE8469724.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
VWLRVALAALVLWAAVAATGRRLPRTPRIWVAFLGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGLLLA
DERPGRLQLAGVAAGLAGVAVMIGPDALAGLGSNALAQLAVLGGALSYACAAVFGRRFRRMGVDPLVTAAGQVGAATLLL
SPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTALAYLLYFRILARAGATSLSLVTFLIPVSAILLGALVLDERLVPTDFA
GMACIALGLAAVDGRLFRR
>MCE8469725.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB21
DAAIQSCLTMKVLFGMALRQTTGFVESLLRLVGLDWSVPDFSTLSRRQQTLAVNIPYRGSRGPLHLSIESTGIKVEGEGE
WHARKHGGPKRRVWRKIHLGVDEETLEIRAVEITGSHIGDAPVLPDLLSQISEGQEIGSVTADGAYDTRKCHDAIADRGA
HAVIPPRKNANPWKTVTAGAVARNEALRASKYLGRAIWRRWSGYHRRSRVEKKMHCVKRMGQRLMARNFDSQVAELQVRI
AVLNGYTALGIPITEAAG
>MCE8469726.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB21
MPLTVRHAAFEPASSLLSRLAARNGASSMQRFCGDIAFPIDPLFRGEKVAIEQLAQLAGCDLSALERVSIRHLGKGHFRL
RDEFASLQSFQRTRIRVCPECIRSEMPSAAEPWRVPRRLQWKFSSIRSCPEHGCMLVSLPPEKFSKDALDFSAQLRKHYG
WILDQPVIYADHSPFEEYLTNRILKGRGERWLDRLELNVLE
>MCE8469727.1 MFS transporter [Rhodovulum sulfidophilum]AB21
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFLANMLFAPLLGKAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MCE8469728.1 hypothetical protein LZ189_11890, partial [Rhodovulum sulfidophilum]AB21
LGVEASAYEQIATDIKALTNKSKKLKDKREELVRHHEDRARLLDEVAEQSAEHLKMSERAAKKAGRELKGRVRVTVRPSD
DLSELFRLLKEHVSGTGPQNTIDRVSDREDFTFRALASAVRSGEAALRNQFQLTEASARNVAAAGEALALRIEELNQAPA
AYVQLNVGEVGSERWKPIEDLSAGQKATAVLLLLLGGSVAPLVIDQPEDDLDNRFIADTIVDTMRREKCRRQFVFSSHNA
NIPVLGDAEQIVTLQPSVTDGREHSQISRTETGSLDQEKVRAAVERLLEGGRVAFELRRAKYGY
>MCE8469729.1 hypothetical protein LZ189_11895, partial [Rhodovulum sulfidophilum]AB21
MQNNDWRNGFTLGLIIGATASVILLLIVSTVPVGGSNSTSDWLSSISSVLSVLISAIAVVLVAATLTATEETLKETKKIS
VNQTRAWLLVKSVEVSQSQQLNKISFRITLQNYGPSPATNIRSEIYIYNDPYPFLYARAWDDLTSDFAISNLPPGTDFYR
FHND
>MCE8469730.1 trigger factor, partial [Rhodovulum sulfidophilum]AB21
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVR
>MCE8469731.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB21
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MCE8469732.1 hypothetical protein LZ189_11910 [Rhodovulum sulfidophilum]AB21
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MCE8469733.1 GTP cyclohydrolase II, partial [Rhodovulum sulfidophilum]AB21
TRVSLEEAALARAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLK
CDCGAQLRAALAQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSA
VRLMTNNPAKIEMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MCE8469734.1 cbb3-type cytochrome c oxidase subunit I, partial [Rhodovulum sulfidophilum]AB21
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLR
>MCE8469735.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPR
>MCE8469736.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
LASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFVAKMLAERI
EEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYDYDFALAIT
IVIVGAILVSEAISGQIRKRI
>MCE8469737.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB21
MTEQDLTTGPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MCE8469738.1 hypothetical protein LZ189_11940, partial [Rhodovulum sulfidophilum]AB21
MRQGAEVLLPDAADAGGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLSEAAGDVDLVLLDAYGVLNVG
>MCE8469739.1 short-chain fatty acyl-CoA regulator family protein, partial [Rhodovulum sulfidophilum]AB21
FGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALETAAEN
VRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPYLLDS
MIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVGFFLI
RVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLAVALG
CERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MCE8469740.1 hypothetical protein LZ189_11950, partial [Rhodovulum sulfidophilum]AB21
MDPVAETPTVPRIGKPGQPGPPYPAADLPAARLNVKDETADGSAAMPDPQAASKTLPGFRPQKQPDRQHKRCRQRQKQRR
GQQVERPLAPIAAQPVR
>MCE8469741.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB21
MKDGAPQIELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCH
PYKRGATVFGMPRDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQV
NLVKAICLHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVD
RAMRGEGAPSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVE
SIVIHTSHHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPE
WTRRYHSRDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLAD
IPEAGLGILNFTVAPEKLGAPRPRGLFDRS
>MCE8469742.1 ferrous iron transport protein B, partial [Rhodovulum sulfidophilum]AB21
LGSRQRVGNWAGVTVERKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYILSGEPDLVINIVDASNLERNLYL
TAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKDAIVAAAAAPKPPTATVTHPSAVE
EALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDLLDEDIDILLADSRYGFANGLARS
AVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAGTLLVDWPSEVMADIGAPAWAIAV
LPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFIPMILGFGCTVPAVMATRTLDNRR
DRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKNTLLRGTTSPLIMELPPYHIPTLK
SVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDT
>MCE8469743.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MRTRDIQFAPRLLPAPEAAHYLGVSTSTLRSLNIPRRQLGAKRLYDRLDLDAFASGLPTEGNLSGDSECDSLFGVSS
>MCE8469744.1 site-specific integrase [Rhodovulum sulfidophilum]AB21
MKYHRATGIRLPDLPETHPDFVAAWAAAEAGSADPLAKAARVAPVAIGSLSASIRAEQAGRDWKSLSAVYRSAMKREFDA
MSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQVKRRIVKSEGFPAWSAAEIASYR
ERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSALPAFASGWAVELSQVKDALQVT
SGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIMAWGGHQTLQEAERYTRAAQLKK
LVMGDEHIENSVSLEIRDTKTAKT
>MCE8469745.1 CTP synthase, partial [Rhodovulum sulfidophilum]AB21
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEA
>MCE8469746.1 YIP1 family protein, partial [Rhodovulum sulfidophilum]AB21
ILAREAYMTPEIPLEALLGAALFGWMALAPLFFYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGF
IGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MCE8469747.1 condensation domain-containing protein [Rhodovulum sulfidophilum]AB21
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGPGPFLPFARYLEEETDYRAGPRHDRDRAHWAEVLRDIPDLVVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAGMGWPDLLTLLSAAWIARDRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRHGETLGTYLERSGRA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAKEVAAAARTLVPFLVRACAPGARDRPLADLLADGPAGPAPCRTPRTARPIASRQEKT
>MCE8469748.1 type II toxin-antitoxin system RatA family toxin, partial [Rhodovulum sulfidophilum]AB21
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMLRIVRAFEDR
>MCE8469749.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB21
MAERPYVIDELLSAKTIAARVESLATEITAHFADTEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGDSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MCE8469750.1 SufE family protein [Rhodovulum sulfidophilum]AB21
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MCE8469751.1 proline dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
IEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHNAHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGT
RCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVNETVPPEAVANDPLSELETLLDAEAPAGLRPGPALFEPDRRNSR
GWDLTHGPHLAQIEVARAPGRSAHFNAAPRLAGPVRAETATPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERR
CAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELREAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQI
AAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECLQLLPGDGRIGAMLTSDRRVTGVAFTGSTETARLIQRAMAAH
MAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQSAGQRCSALRCLYVQEDIAPGFLAMLQGAMAELSPGAPWELS
SDLGPLIDAEAHAAIASHVATARAEGRVIWEGRAPREGHFQAP
>MCE8469752.1 DUF1330 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAP
>MCE8469753.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB21
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MCE8469754.1 radical SAM family heme chaperone HemW [Rhodovulum sulfidophilum]AB21
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQDAYLSEIRRLGAEVGPRVLNTVFFGGGTPSLMPPELV
GAILETARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDSDLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVERKGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDGSKIKELSDLGLIETEADHLRTTAAGRAVLNAVIRALLPD
>MCE8469755.1 chromosome partitioning protein ParB, partial [Rhodovulum sulfidophilum]AB21
LPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPPVAKDADTRALEQDLAAN
LGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGSGGED
>MCE8469756.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGADYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAELVLSGGRAATASAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADR
>MCE8469757.1 hypothetical protein LZ189_12050, partial [Rhodovulum sulfidophilum]AB21
ISEIWIGSVDPESDTPFNAGRFWNLLFLASALTMVLIGAILLATSSKVSGKLRRMQGARLTPLRPAYPA
>MCE8469758.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB21
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MCE8469759.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB21
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGTATLYLIRKG
>MCE8469760.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB21
MERMEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVN
VGQALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRIL
TRMEMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFL
VEAADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTLAEHVGHLRARAVHGAIRASVAAFLDHHDEILA
GRFSTELTDVFALKEAFAAISEVANARIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAVMAEKKPYLRKLV
TSTGMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MCE8469761.1 NAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
IFDVDSARAVVSEAVFSGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQAAKICNN
MILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLRLSQQAA
ETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MCE8469762.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MCE8469763.1 DUF2892 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPR
>MCE8469764.1 ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTLSRAPRGEAPPAAEDTSSRQPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRAMPGEGLPDAEKTNADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MCE8469765.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB21
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MCE8469766.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB21
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGTSYERRVWPAGARMQDPASETVTQPPTQPDPATAAPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGF
>MCE8469767.1 glycine--tRNA ligase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGR
>MCE8469768.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB21
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETMD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYAELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MCE8469769.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB21
SSEIDNIVAIKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGRGI
YVKCLPLINALAGDLYVSATKAAMAMIDRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>MCE8469770.1 BCCT family transporter, partial [Rhodovulum sulfidophilum]AB21
GGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPLGTPSPFAADGSLIPENVDAAREMGLAATIYHWGLH
PWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFIDILAVFATLFGLATSLGFGAQQANAGLSHVFGVPE
DLTVQILLITGITLIALISVLRGLDGGVKVLSEINMIVAALLLVFVLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGRE
DTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLVIPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVI
DAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVIDTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGG
LSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MCE8469771.1 hypothetical protein LZ189_12125 [Rhodovulum sulfidophilum]AB21
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARGLIGPRDIVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVVADFVTIAGLPLDPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRTLREMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MCE8469772.1 hypothetical protein LZ189_12130, partial [Rhodovulum sulfidophilum]AB21
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGGANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRSTDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLALKR
>MCE8469773.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKGLRLQDIAIARGAEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRDRKARRARVEAALDEIGLPGFAERDPATLSGGQKARVALMRML
>MCE8469774.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
TGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVVRWMSDPDLSLRFQAAAGAILQLGLVLAVLGL
WRLGELAAARLGRRWIEGGTRRLAEPMLRATGMGLAALAAAAVILGLAGLALWSVAGFWGFPDALPEGIGLRSWIRHGPA
LIAPARETLVLAALATVLALALTLACLEAEHRFGLAPGSRSLWLLYLPLLVPQVAFLPGLQALALSLGAGTGRGTVVLAH
LVFVLPYVFLALSAPWRAWDPRHATVAAALGADPGRIFRTVRLPMLLAPVLTAAAVGFAVSVGQYLPTLLPGGGRIRTLT
TEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRGA
>MCE8469775.1 DUF3429 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILD
>MCE8469776.1 LysE family translocator [Rhodovulum sulfidophilum]AB21
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGHDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMVALGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MCE8469777.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase, partial [Rhodovulum sulfidophilum]AB21
SCPPDRPVIFSAHGVPKAVPTEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLL
IETADEVAGLEVRDPDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAP
NSSNSRRLVEVAANAGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVDEVVTADESIEF
RLPRIVRELA
>MCE8469778.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
WGLSITSYKLFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQ
AHYLMGGEALLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MCE8469779.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB21
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPEARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MCE8469780.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSALLSTRALSRSFGGLRAVHEVDLDLGRGEVRALIGPNGAGKTTFVSID
>MCE8469781.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB21
MQTAPHQNEQIGSALGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLFTELLCLSGRHPAVPG
GPRCLEVLVFCRSELARGDYPARAEFVYGEWLREAFEAGESPVPERDPEYSLVLAQAWQEAIALCGPPGNELLPEVPPEH
VRQAMRDALPELLDGSHGDARNVLLTLARMWYTARTGKFVTKDAAATWAIARLSGPDAMTLDHARGAYLGELAEDWQSRA
GAARQVAGRMAEYVSRSL
>MCE8469782.1 hypothetical protein LZ189_12180, partial [Rhodovulum sulfidophilum]AB21
IPVLLFRPQEDVYMRSAANAVALARDLPRAPQEIVLPGTHFTFVAPCPEDIAGKAAMVCNDPPGIDRPAIHRSLEDDVIA
FLHETL
>MCE8469783.1 hypothetical protein LZ189_12185, partial [Rhodovulum sulfidophilum]AB21
LDCWCIVGRWTAAKIVSGAGGGCIPAAIATLTGSGGIAPIAGELTAFVAKLGGLSESRNCRGVDRSKECREALTPAVST
>MCE8469784.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKRP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MCE8469785.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPGI
ARIEGRVTG
>MCE8469786.1 hypothetical protein LZ189_12200, partial [Rhodovulum sulfidophilum]AB21
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTSRETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIK
>MCE8469787.1 aspartyl/glutamyl-tRNA amidotransferase subunit A, partial [Rhodovulum sulfidophilum]AB21
LGNAVNPWKVDDRQLTPGGSSGGSASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAG
PMTRTVRDAAIMLGAMSGHDPKDSTSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEI
VEISLPHTKYALPAYYVIAPAEASSNLARYDGVRYGRRAKLGQGDGIAEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYD
AYYNRARKVRALIKRDFDEVFAGGVDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGL
PLGLQLIGQPWGEGELLNTAHVLERAAGFVSKPAKWW
>MCE8469788.1 PhoP regulatory network YrbL family protein, partial [Rhodovulum sulfidophilum]AB21
MNKTALTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEARTFTEADRKGLNRFVARLY
>MCE8469789.1 GTP 3',8-cyclase MoaA, partial [Rhodovulum sulfidophilum]AB21
FRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDILTFFGAMGRHLESGALDELTVTTNGSQ
LEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRIKINTVALKGFNEDELFDLVDWCASRD
MDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVRLAETGQKIGFITPLSHNFCESCNRVR
LTCTGELYMCLGQEDRADLRAPLRDHPDSNAPLIGAIRGAIAAKPEGHDFDYSRQRADGQVSRHMSHTGG
>MCE8469790.1 triose-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB21
MRRKLAAGNWKMNGLSGSLGEAVALAAAHSAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVIQ
>MCE8469791.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB21
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MCE8469792.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB21
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MCE8469793.1 pantoate--beta-alanine ligase, partial [Rhodovulum sulfidophilum]AB21
SEVEYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>MCE8469794.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB21
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MCE8469795.1 hypothetical protein LZ189_12245, partial [Rhodovulum sulfidophilum]AB21
DPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRRVRVAAGARKERGPTLPQPAE
>MCE8469796.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB21
MPRRALTALVLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGE
>MCE8469797.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB21
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEDGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MCE8469798.1 urease accessory protein UreF, partial [Rhodovulum sulfidophilum]AB21
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVSDGTALQDWLADILRFGAGRSDTIFLKAAHEACPEDLPRIDA
LE
>MCE8469799.1 urease accessory protein UreE [Rhodovulum sulfidophilum]AB21
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHGHDHSH
DHPHDHSHSHGHGHSHDHDHGHDHGHGAGGCCGGSGQGGCGCGHGH
>MCE8469800.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB21
MATPFMTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MCE8469801.1 urease subunit alpha, partial [Rhodovulum sulfidophilum]AB21
ILWGAYGRSVENSAVTFVSAAAEADGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADGELLTCAP
AEVLPMAQRYFMF
>MCE8469802.1 His/Gly/Thr/Pro-type tRNA ligase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQTMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEA
ARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEAARADLVAEVRRLLAQGEG
>MCE8469803.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB21
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MCE8469804.1 hypothetical protein LZ189_12290 [Rhodovulum sulfidophilum]AB21
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MCE8469805.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB21
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>MCE8469806.1 cytochrome P450, partial [Rhodovulum sulfidophilum]AB21
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALASLETSRSPDLMRDYCETAFLDFIRAFCGCPGGADDRVPDLIRLANETTRPMLSLKALG
RIDAALGELLDHLST
>MCE8469807.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LYHDMGLMGGILYPLLCGGVSAQMSPLDFIRAPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFI
GAEPVPAGLPAAFRARFAPAGLRREAVFACYGMAEMTLFAAGLPGTGDGYGGVAPCGLTPDLAAGLAIVDPETGARRPDG
AEGEIWLCGASVGAGYLGPPEHGAGSFGASLDGHAGWLRSGDLGRIEDMALYVTGRIKDVVFCNGRTLSAPEIEWLACGL
SPALNPMAAALFMPDPEASGHAVLIAETRTARLPPDAEALARAIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAA
AELWRAGKWRAGEMAPCLP
>MCE8469808.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGSEYFGNRVP
KGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRAELAPDGQI
VHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MCE8469809.1 NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALDAPVRSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRRDDRFIRKGDMRFQACDSARARRLGHLPRHDLEDTL
>MCE8469810.1 MaoC family dehydratase, partial [Rhodovulum sulfidophilum]AB21
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSK
>MCE8469811.1 TIGR01459 family HAD-type hydrolase, partial [Rhodovulum sulfidophilum]AB21
FVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVVRDSWDTIATSGDSARAAMFRGIVGK
RVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQKGLKLLCANPDVVVDRGET
REWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLSEFADVSDAEILCIGDGIRTDIAGAIGEDLDSLFISGGLAAAE
TATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>MCE8469812.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB21
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MCE8469813.1 RNase adaptor protein RapZ, partial [Rhodovulum sulfidophilum]AB21
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIR
>MCE8469814.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB21
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPEAIRGLIEARRVGLL
RAEAVASAPVELAVDLDSPETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MCE8469815.1 HAMP domain-containing histidine kinase, partial [Rhodovulum sulfidophilum]AB21
VLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDEIGRLSGALRGMVAALYDRI
DANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASRLDSELVKEEETTVDLVR
MLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRVWARKRDNRVLVVVEDTGPG
IPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQLGARFVVGLPI
>MCE8469816.1 MFS transporter [Rhodovulum sulfidophilum]AB21
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGGLAAVAALAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>MCE8469817.1 DUF1365 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGAKYRARPEPPAEELS
>MCE8469818.1 chloride channel protein, partial [Rhodovulum sulfidophilum]AB21
MNGVLRVLRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVG
LLLHRFTPDARVRSV
>MCE8469819.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASI
>MCE8469820.1 malate synthase G, partial [Rhodovulum sulfidophilum]AB21
GGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVELVFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVD
AADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFVAPDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFE
GLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPEEVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLK
DCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIKRKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMA
AMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQAGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNA
QGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQHIANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPM
APDFDGVAFRAACDLVFEGRRQPSGYTR
>MCE8469821.1 Hpt domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPATSDALRKALTGAGQGQDSGP
PRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLGFVDLAEELAACETRCRHHP
PADDLSLWRRRLMPLLDTAPARASGLAKAHPC
>MCE8469822.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNGAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGS
QTASTRSS
>MCE8469823.1 lactate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
LERRHDMNHFMARLIFCFFAEDTDIFTTADLFTGTIDRMSNRDGTNTHEVISEIFRAMNVATKDRASANLPRWADAFPYV
NGGLFSGSTEVPRFSKIAQRYLSHIGGLDWTKINPDIFGSMIQAVADEGERSVLGMHYTSVPNILKVLNPLFLDDLNAAL
EEAGDNARKLLNLRNRIAKIRVFDPACGSGNFLVIAYKQLRTIEAEINRRRGEADRKTDIPLTNFRGIEIRDFSAEIARL
ALIIAEYQCDVTYRGQKEALAEFLPLDSQNWITCGNALRLDWLSICPPTGTGVKVKADDLFQTPLDQAQIDFENEGGETY
ICGNPPYLGSQWQSTEQKEDLGRIFDGRTKNWKSLDYVAGWFLKAADYGMHTPTVSALVSTNSVCQGRQVETLWSLIFDT
GNEITFAHDSFKWANLASHNAGVTVVIVSISNRLSTTRRLFSDGDSGETTMREVGNINPYLISGPNILVKSATKPLCAQQ
EMSFGNMPNEGGHLLLSLSEAEQAIND
>MCE8469824.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB21
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDRPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMHDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGSG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>MCE8469825.1 MoxR family ATPase, partial [Rhodovulum sulfidophilum]AB21
LDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MCE8469826.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB21
MVESETHPRAAVIALSGYRTGSALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MCE8469827.1 YicC family protein, partial [Rhodovulum sulfidophilum]AB21
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVTLRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGV
>MCE8469828.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB, partial [Rhodovulum sulfidophilum]AB21
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLEWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRGLAYVQPLRAGKLGAARMK
>MCE8469829.1 NifU family protein [Rhodovulum sulfidophilum]AB21
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MCE8469830.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
SRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDPELVIREGEAV
PEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MCE8469831.1 rod shape-determining protein RodA, partial [Rhodovulum sulfidophilum]AB21
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMK
>MCE8469832.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB21
FQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRIDGQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGD
VLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQGAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGD
RRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIAAMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQ
VGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRSIDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTG
RRSRVVADGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPWERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIA
RDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSRSSGGRGRA
>MCE8469833.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB21
MWIKSLKREVERMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAGEAGVRYRGRPDVMLARLAPGTAIAGV
FTRSATRSAPVLDCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAEAAGVPEARVFTASTGVIGEPLP
HERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQP
LLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALKGVMLDLAQQVVKDGEGATKFVE
VAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGA
AYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MCE8469834.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWE
>MCE8469835.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
PDRFAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTF
CIIPFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEA
DDALMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRL
VEECDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVARHLAVQTGRSHRILMESPRMGRTEQFTEVDF
GSDQPEGQIVTATISGRSDTRLRAD
>MCE8469836.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
ILQNSIRRVADGWTLNFEPAEFLLSERAVNGDHRDVWLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHS
VHIDAPAEFARHLRAFLEDSCS
>MCE8469837.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB21
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNAD
>MCE8469838.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB21
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRIVSPETGATQIEVLIGRIEPGEGASPHLHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MCE8469839.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
SGRIAEDLKLSTTGTGALTIVPVVILALAAPLAVWAIARIGPARTIAVGLLLSAVLSASRGWTSSAVVLFAATIGMGIGI
ALFQTALPSAVQGWLPAQAAMGSAVYLNGMMVGELLGARATLPVVMPLAGQDWRMALALWAIPAAVIALLILLPGEQAKP
GGPTPFSPDWSDGRTWELGLWLAGSIAVFFSINAYMDVTLSARGNAAWLGVLIVAYNATALLASLAMLWWKAAWIGRLGP
DVMTGIAAAVGMIGFGLVPGPVGYLCALVAGFTASMQLILIMSLPPVVTEEANVARLTGGITFVGYLVAFALPLLGGLLS
DAVGGVGMVFIPTAVFILTLTGVGRKSGGYAECYSDIGGKV
>MCE8469840.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB21
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPNLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMALGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATAETRRAMAELQLANIRAFLDGEPLPSPVN
>MCE8469841.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
KKLIVDEPERLELLVAHGLPEGISAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLN
GAIVEYLAGMAVVKVFNRSGESLGETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERL
ALFVILGANYSLPLMKLFNLFHNMAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTA
RDGKVTALVGPSGSGKSTLAGLIPRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATE
AELQAAATAARAHDFIAALPEGYDTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELS
RGRTLIVVAHRLHTIMGADRIVVMEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRMMETTR
>MCE8469842.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
VFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSELQPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVE
DTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSHEIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDIS
ARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRDILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLI
QNAIRHDDGRGVALELSRETGASGDELVFAVTDHGPGLPAPIREMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGT
ISGGSAAGPGGGARIEVRLPLVAAPAPAKAPPRPDGALSSKSCLLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALC
QAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLSANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGT
RPIRASAMLDGLSPAAQRRMAEA
>MCE8469843.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
WMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVW
CALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEAAGRIALERGERAETARIETSFAGVVGIVEAVILATA
NLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQVQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVD
RAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLAPGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMP
APDRVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSATGLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRG
PDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPSPVFGRVVEIVAEPGSGRPAPQPRRAPEG
>MCE8469844.1 SulP family inorganic anion transporter, partial [Rhodovulum sulfidophilum]AB21
TAVLMVTLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAA
GLAIIYLFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLL
ESLMTQTIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLV
GQIPMPALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSE
ISADGRERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASET
IVDKLAVHDKPGAMDDLLGH
>MCE8469845.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLS
>MCE8469846.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB21
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEVGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MCE8469847.1 acetyl-CoA carboxylase biotin carboxylase subunit, partial [Rhodovulum sulfidophilum]AB21
MFDKILIANRGEIALRVIRACREMGIHSVAVNPTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARD
>MCE8469848.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LTLYTTSQNPHVIRLLMGAFVLGIPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHG
RDHVTRIELALDAEGHFQALRTETHANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRP
EATFQLERVIDKAAREMGIDPVEIRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFEARRADSKSRGRLRGL
GLNCYIEACGIAPSQLVGQLGARAGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTA
NTPMGMGTYGSRSLAVGGSAMVRATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPL
EELEPGLEETAFYDPNNFTYPAGAYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAY
DEYGQLLSGSYMDYAMPRADE
>MCE8469849.1 hypothetical protein LZ189_12515, partial [Rhodovulum sulfidophilum]AB21
MLQSTMAPWAPFARTILRRLRTAEADNRYDLDLGSEGDRIDPAGRPNNQSAVALLDDLELSQRHDTS
>MCE8469850.1 hypothetical protein LZ189_12520 [Rhodovulum sulfidophilum]AB21
MQSERICCGSGWATASSFLYCMRFGLQNAPNMIKLGFSRNPRSRMHHQLMCSPEIGGTILRTITISTGRKALSLEKQIHG
DLKRAHPGAVIPPEQYREHLRVKSEIYSAGLEPAILAMLDTLDTGTDASA
>MCE8469851.1 ATP-dependent helicase, partial [Rhodovulum sulfidophilum]AB21
MDFDFSPNDDGITLKVRPQRAGLLPWFRTRHAPDINYLPREEREVAFAMADLRMMADQMQEPLEIAVDSITLTHRLAAVL
DAKTGAALGLPPLTDHTLRTDAEGIVGDPGFRLHAEWIYRGRHVRPTRQGAILHTEHGAQRLPLWILDALDIAERHHSGQ
GDAADWEALARFRRALDPGVAESVNARAAKLSMTDFLSGLEVSLVDRFSISPDAQGRDFEVVPFSGETIGDETEIREDMA
ELNSAALTDFQRKLRQRGALNSFRLGPGKFLVVDRSAAPVLDLMARMQRAPAERRAEFIRNPRPAITEMIEKDLDACGAL
KGLSDAAREERIEDAAGPAFIETTEYGAFSARVTGVEVYAPPTMSQPDGSGTTWLPEFFPEVPARQIKALSDDDLRRLGE
DMRKAIESGQETVPLGNLELPATPEAERQITAILDARKETGQSDMPWDESVPEQADSDAQTGPIVLKTAENFNVVSWRPA
QPRRAPAIPE
>MCE8469852.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MSYRVQVVNCFLQQIDRLMRTPGVILIGACNQISRLDPAITRPGRFDQTVRMPLPSIADISRIPGKVLADKLSESAIDTL
ARAAVGKTPAELDAALRAATADVRLQRLPMSSDLLRRHLGIEQTNPELLRRIAVHEAGHALE
>MCE8469853.1 hypothetical protein LZ189_12545, partial [Rhodovulum sulfidophilum]AB21
FVRDLARAPEEAVPDLPPAALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVL
VLAPYGCTEIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPG
RTVLLGGRDAGPLCDWSHRLAFLAQQLPTGADPAADPALRARQRG
>MCE8469854.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
IDALGAGHPHAAMASPSVWIGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLL
ARDRRAVQRVIALMEGDLGRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDIALSV
GYGSLSHFTALFRRRFGQTPSDVLSLSKTARRTG
>MCE8469855.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB21
FEAARKKRGALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMRLRGQMHEISVPLPEGRLSPED
GPRLRAAFEAAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGATGGGATPAKGDRPASLKGTRSCLFEQGRFETAIHD
RYALGPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSRAEAVARIEADPIGLEIMWARL
VNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKALLARYPAETLKPGDVLITNDPW
LCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLFDGGRPNETLIELIRQNVRHPD
QVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEYRSTIVSAPQGEALEFPVRVAV
EGDAMLVDFEGAPPQLPQGGL
>MCE8469856.1 hypothetical protein LZ189_12560, partial [Rhodovulum sulfidophilum]AB21
VVRARSSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDIRIDVPEIDGYDDYDDFDEETPFETAPSVAEAAPAPAIPVAE
PRRVVEQSVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEI
VSVRPGPVVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQ
RLPLALGKDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPV
VTDPKKAVVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYI
VVIVDEMADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAE
QLLGMGDMLYMAGGGRLSRVH
>MCE8469857.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB21
MQASGLSTAQMANFSTDQVRQLSSRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGS
SQVAGLSTAQVAALTTAQAGVMSSVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGS
SAMAGLGTANIVALSTAQAAEISSTQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSS
RTLSGLSSTQMAALTTAQVDALGSLAIRGLTSTQTEGLTTAQLARLSTDQIRALGGSAMAGLGTANIVALSTAQTAELSS
TQIAALSSTQVAAMQTADLVTVSTASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSIQLAALTTAQVDALGS
IAIRGLTSTQTAGLTTAQLARLSTD
>MCE8469858.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB21
MKLKHLLAGAVIAAAAGPAAAQTLQIQASGNSGSFVDLFYKDWAERFNRMTGEGRTQIEILPFQAVVPYRETLDAIGAGI
LAGDMQAVSYFAGRDQAFSIIGDLISGYDTPDQVSMFCQYGGGKEVLQEAYDSIMPGQLHVVGCAAFTREALVSAVEING
VDDLKGLNIRAPEGLATAVFEAAGASPVPLPYSEVFSALEQGVIDAADASSYADNARTGVHEVAPYPLYPGIHSMAVLQL
VIGQRQWEAMSEADQLALDTWYTAMMTSMARASFIEDERVKAEELASGTVTVIDWPQEERDKLRAIAVGAWEAAAAQSDL
AEKALETHRSFMKKIGLLD
>MCE8469859.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB21
MSKPVPVLVTGGAGYIGSHICRRLSDAGYLPV
>MCE8469860.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB21
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
ARLGIEMLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFMAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSSEDFTARLLRFLSSQPE
>MCE8469861.1 hypothetical protein LZ189_12585, partial [Rhodovulum sulfidophilum]AB21
EVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGDNASAAGAIA
GFVQGGGYLVAAALPLIAGLLREYLSDLTLAWALMAGLCVVLWLIAIRLRPGQRITF
>MCE8469862.1 hypothetical protein LZ189_12590, partial [Rhodovulum sulfidophilum]AB21
MSTSARTAALVAGALTWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVER
>MCE8469863.1 shikimate kinase [Rhodovulum sulfidophilum]AB21
MGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANRE
AISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTR
PDVLEAA
>MCE8469864.1 3-dehydroquinate synthase, partial [Rhodovulum sulfidophilum]AB21
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
W
>MCE8469865.1 hypothetical protein LZ189_12605, partial [Rhodovulum sulfidophilum]AB21
IMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGVFTRASRPVRLMVLAY
LLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGLCVLLLGRLLMPGVQ
EQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRIDYIADWYGVGGWAT
RTDGGFAETFELIEHRKSPSLAVMRRRVLHEPG
>MCE8469866.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGNAPVPLASFREKPDLATAREMLR
>MCE8469867.1 GTPase HflX, partial [Rhodovulum sulfidophilum]AB21
SAETVPLARPRAGHLFGSGKIDELKERLGEAEVELVLIDGPVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVL
QVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVA
LVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVL
HVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTDLLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTE
RLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDAGSTLTVNWTARQEQRFRSL
>MCE8469868.1 hypothetical protein LZ189_12620, partial [Rhodovulum sulfidophilum]AB21
MTLLRNRASARVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGTSLF
>MCE8469869.1 hypothetical protein LZ189_12630 [Rhodovulum sulfidophilum]AB21
MKLTRQPLTFVLSPRQMSDATGALALLDALPPVRMLRKDNGCNAGWLR
>MCE8469870.1 hypothetical protein LZ189_12635 [Rhodovulum sulfidophilum]AB21
MQLADVNVDVDMPDIQSVIRARRFRWYGNIPPMPARKRRSGKPGWFRTIAKAKPESAKVRTRKQNITVAAMQMVERKSPL
PSVVAGGHAVPALETGEHVLNPMTLLVEFPVMLRSLLATAPGWALVVEEMHFYSEA
>MCE8469871.1 acyl carrier protein, partial [Rhodovulum sulfidophilum]AB21
EHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MCE8469872.1 chorismate mutase, partial [Rhodovulum sulfidophilum]AB21
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKRTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNF
>MCE8469873.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRNTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MCE8469874.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MSVMPVIPALMTERLTLRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASDRTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDSANAASARVAERLGAVYEGEVSHETY
GAIGVYRHPAPEACR
>MCE8469875.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRER
>MCE8469876.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTLVAARGLTVRYGGVAALTGVDFAIEGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGRPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHRTEPEAADA
>MCE8469877.1 transcriptional repressor, partial [Rhodovulum sulfidophilum]AB21
AFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREARA
>MCE8469878.1 flagellar M-ring protein FliF, partial [Rhodovulum sulfidophilum]AB21
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSV
>MCE8469879.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB21
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>MCE8469880.1 hypothetical protein LZ189_12685, partial [Rhodovulum sulfidophilum]AB21
MALISDILLIAGALGATLYCYVLARRLRRFNDLENGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLR
>MCE8469881.1 putative lipid II flippase FtsW [Rhodovulum sulfidophilum]AB21
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MCE8469882.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFP
>MCE8469883.1 GTP-binding protein [Rhodovulum sulfidophilum]AB21
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>MCE8469884.1 DUF6525 family protein, partial [Rhodovulum sulfidophilum]AB21
MAAHDRLPAPARAWVARAVLPWSATSVARIWR
>MCE8469885.1 DUF3141 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LTPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGR
GEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTRRLHPLRVQRTAMSS
VNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTR
KTTAELRAMPIVQTVLSHVDQGDFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAECRARILHEQTLIAT
HDPEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPLASHGTVVHDADMAR
SGSAATGVPGAEAGVGDAPKTVSERKTSE
>MCE8469886.1 enoyl-CoA hydratase, partial [Rhodovulum sulfidophilum]AB21
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLIS
>MCE8469887.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB21
ISVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLTGIATLAVGPISFAGLIAPHLARASGAVGPGPQ
GLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGRNR
>MCE8469888.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTLFSCHALERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMGRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPRAAAE
>MCE8469889.1 siderophore-interacting protein, partial [Rhodovulum sulfidophilum]AB21
MSGILPIAVKAVRDLSPSMMRLVFEVDGFERLQPTPHPDEWVSLWFPDATGALPRPLPRALAGPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAG
>MCE8469890.1 tRNA lysidine(34) synthetase TilS, partial [Rhodovulum sulfidophilum]AB21
MQLTARAAPLAAALDRACPGEAPLVVAVSGGGDSLALLLAAAVRAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRG
IPHETLVWQGWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVT
WLRPFLDISRADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAA
RLVREEAGDLLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTL
>MCE8469891.1 tol-pal system protein YbgF, partial [Rhodovulum sulfidophilum]AB21
LQLQRLTSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSSGSTDGMEL
AVGERADFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVA
LLKLGLALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGTAGCN
>MCE8469892.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SIHGARTSVSVGLSAALVAVVLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAW
TGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDSNSVTWGAM
IAEGRNQLRSAAYLSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MCE8469893.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTPLLTLTALGIRYPGARAPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLLETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MCE8469894.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLSFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGTELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPE
>MCE8469895.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB, partial [Rhodovulum sulfidophilum]AB21
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESATYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDE
>MCE8469896.1 glycosyltransferase [Rhodovulum sulfidophilum]AB21
MTANVRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLM
ALRRPGALPGVLRLAWQTRRPGPRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHG
PADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRAPAPATGPATARELLFVGRLA
AVKGVPLLLEAMARLGPEHPGARLTLIGDGPERALIEAEAARLGLGDRVVFAGYRSQAEVAGALARSDLFVLPSFAEGVP
VVLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSAAALTAAIGAVLADPEGAARMGAAGRDRVRAGFDARAEALRL
ATLFRDGAAAGENR
>MCE8469897.1 M48 family metalloprotease, partial [Rhodovulum sulfidophilum]AB21
HIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAHTRAEEASADQAGARYMARAGIS
PQAMVKVLEIFRGQEALSRSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDPEADYWFARARGKLGAFLQNPRYTLRR
AEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFGPAVQAYARAVQMAPKEPLILAG
YGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAERYAVAGRMKTAAVHARRAEGLLP
RGSPGWLRADDILAAAEKLKQR
>MCE8469898.1 DsbA family protein, partial [Rhodovulum sulfidophilum]AB21
MKLVLCLAVAVATATPGLALPLSDAERTAFRAELRAYLLEHPEIIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAA
>MCE8469899.1 tRNA dihydrouridine(20/20a) synthase DusA, partial [Rhodovulum sulfidophilum]AB21
IFYTEMVTAPALVRGGALHLLDHNPAEHPVAVQLGGSDPDELAEATRLCCAAGYDEVNLNVGCPSDRVQSGAFGAVLMKS
PGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAATGVSRVIIHARKAWLQGLSPKENRDVPPLDYALVA
EMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEELFGLPGRKTARQVAEEMRPYIARHLA
AGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALAALPRAA
>MCE8469900.1 sulfite exporter TauE/SafE family protein, partial [Rhodovulum sulfidophilum]AB21
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKR
>MCE8469901.1 HupU protein, partial [Rhodovulum sulfidophilum]AB21
ILPPEFRDPTGLPVINVAGCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEM
GCMMEHLGCVGTQAVGDCNIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLS
KAATPERLAKNATADRIEVLPRPGKPRG
>MCE8469902.1 nickel-dependent hydrogenase large subunit, partial [Rhodovulum sulfidophilum]AB21
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIGASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDK
>MCE8469903.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTISSFSRVALIAVTTAGLSGCGGGWFGGSSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MCE8469904.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKAR
>MCE8469905.1 lysozyme [Rhodovulum sulfidophilum]AB21
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEFGDSYTPAECGAMFAGRLAEFEAGLDRLIADP
VEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>MCE8469906.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB21
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGQRVREAVRGEWFERL
>MCE8469907.1 hypothetical protein LZ189_12820 [Rhodovulum sulfidophilum]AB21
MSSAEDQLAAVLREAIPMLRTLKEVVSKLDVSDEARSQLQEHEDRLNQVIINGKPHTWDM
>MCE8469908.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MIKKIDIPSIRDSVYMQMREMILDGVWAPGTRIDLNQLAAEFGVSKTPLNEAIQMLIREGILAVKPRSGTFVSALDLDEI
LETFDFRLILEKGAAEAILANASAPILRGLETLNDRMAEIAENPGSLEDYRRMLRLDDEFHQKIMFLSGNAQLIEHYEQL
SARLMLMRMIGTFSPKDYKATISDHRAILAALRSGEWEAFSAASATHVANAKAKVRRGLGSA
>MCE8469909.1 NAD(P)-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAQWYFDEDGDLSVLAGKTVGVFGYGNQGRSQALNMRDAGIDVIVGSRSDASAEKSQEDGFETLPLAEAALKADILFVLV
PDEVMPAVYAEHIAPNLVPGNVVNFASGYNVHFKKIVPQDDVDVIMLAPRMVGQGVRDTVVAGVGFPSLVAVHQDATGHA
WSTLIALAKAIGSTRMGVIESSFEEETVADLFNEHFGFLHAVRQGVEVLVEKGVSYEAAILELYASGEMRD
>MCE8469910.1 hypothetical protein LZ189_12835, partial [Rhodovulum sulfidophilum]AB21
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERHLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAEL
>MCE8469911.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQTVHVIGLQEMEDRGAET
VTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHIRYQPFGLERVETLQGPASVLYGANSPGGV
MNAISKRPTSEPRREVGLSFGSFDKAEARLDVSGPLNADNTLRGRLVALRRDSGTQYDEVPDDTTYFAPSLTWAPSDDTS
L
>MCE8469912.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVVARQASQAQLNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEV
>MCE8469913.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB21
MRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNFASN
LSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMTERA
MVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETDYFD
PYEDPYADSNAE
>MCE8469914.1 RidA family protein, partial [Rhodovulum sulfidophilum]AB21
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGR
>MCE8469915.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB21
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SHIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGV
>MCE8469916.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB21
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MCE8469917.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
TRPANAPQGEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGESGCGKSTLARVLLGLETA
TAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTGRARRERMFELLDLVGLPR
DFAERMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTTLLFISHDLSIVRYLADRV
MVMYLGHVVEIGRTAEVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGELPSAMNPPPGCPFQTRCRWAQRVPGGLCAR
ELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>MCE8469918.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MLTLFSELLARFAGDEAFTLNVTTFNRADIHPQVRLIAGDFTQTMLFAVRTPARGPLEERLRALQADFAQDFEHRAFGGV
RTLREMNRQGGGGAGRALMPVVFTSGLGAGDLAEAIPRESRDFVRRVHEITQTPQVTLDHQVFEENGALVVQWDHQPSAF
PPGLPETMMEVYRTGLGRLAEDPGLWRCDRLFEPPAVQLSKRARVNATAAPVPPARLEEGFLRQAGLQPNASALICGETE
TTYAGLLAQAQGWAAALDAAKAGDFVAVSARDPVMRVAGVLGTVLSGRAYVPIEPDWPAERRHSVASAAGIAHAVTDAPG
SWNGIAVPLAPAAPDRYSAARSRAPGDRAYTIFTSGSTGVPKGVVLDHAAAWNTISSINTRIGIAPCDRLLGVSALGFDL
SVYDIFGPLAAGAALVLPPAEQDRDVPAWLRLMRTHRVTIWNSAPALFDLLLGARDADQALALL
>MCE8469919.1 acetyl-CoA C-acyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNR
>MCE8469920.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB21
MAYDDKPLPYSAAPGLSGPEPRHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGVRSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEF
>MCE8469921.1 4Fe-4S dicluster domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASEGQPLAYVFIEFNGDDPDDLQTR
LSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGRARPVAFVEDCVVPPGNLPPFLDDFLAVLDAHGLD
FGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYLRDWIGPEAYAALQGVKAAFDPA
GRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPSFKATADLRQSPKGRADALRAWR
EARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPLADRLMLLAERESLRVQALVPLL
RPLWPLLARIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSALFDGAARADALAGLKALGYRPRM
LDMRPAGKTAQSL
>MCE8469922.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB21
MTQQSPSRTPDKEAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAESGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKTDIDITLF
>MCE8469923.1 hypothetical protein LZ189_12905 [Rhodovulum sulfidophilum]AB21
MREAGGLVGPIHEGRDPLEHGEVLVANEAIYDHFAKAVRNT
>MCE8469924.1 hypothetical protein LZ189_12910 [Rhodovulum sulfidophilum]AB21
MTEDARGAGERAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAAGVVELGDFGRDD
>MCE8469925.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB21
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSQIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MCE8469926.1 FAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IWARGETGLPAVDAAMRALIHDGLLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADYDPRLQGAQFRAAAARRVDPLR
WGRAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGPGRPAGSRSASPAARRQDSRQLAFDL
>MCE8469927.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB21
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRTLVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MCE8469928.1 tryptophanase, partial [Rhodovulum sulfidophilum]AB21
MPGVRFFSGESVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLE
>MCE8469929.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB21
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MCE8469930.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
TGKLFAHEWAGAAPDIMMIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRK
AGLLRQRLEGLVASHPEVFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLD
AAATAVAAKEARA
>MCE8469931.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVKISLHRGAQVLAYT
>MCE8469932.1 cyclic nucleotide-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SRAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGFTLFTLIVQGTTL
RWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAEAEAPILDRDRVT
LGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAVVLSNRLGVSAPL
ARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAEELERRFIRRTAL
RLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLAVRKADLVRRLPLFADLDEPALRRLARSLLTRHVNPG
EVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELRFRKLLSRSPTIR
AAVRDSALRRG
>MCE8469933.1 endonuclease, partial [Rhodovulum sulfidophilum]AB21
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALIGFGNDTQ
QEIALLCDPERLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETAAGLRFRMIGVHAKSK
APHGARSPDEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEALIVLGDFNDGPGLDEYEKLFGRSGVEI
>MCE8469934.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB21
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MCE8469935.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIEFERLSVSIGGMPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRR
GRDLGMIFQEPMTALNPVQRI
>MCE8469936.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNILNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>MCE8469937.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
ILMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVLTILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQR
DLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MCE8469938.1 hypothetical protein LZ189_12980 [Rhodovulum sulfidophilum]AB21
MLAKQRNVLPRKPLGDARSFDRATKPIEAEEIVPDLLAAGTEAYAPPEDAVFQFNGNDHSGVPEFVRGAGWLDLELEELC
PSCGWFGGVHYQESPATEICLRCGYMPLFDEP
>MCE8469939.1 HEXXH motif-containing putative peptide modification protein, partial [Rhodovulum sulfidophilum]AB21
LASGLPILQGNRIHAAKGPVHLVKENGQATVHGFDEGVLLSSDGLIRIVETKQSVESLCHDGDPAVPLDLSRVADYGWAS
QVSEGLILMAEVNPSYEVWVRRLLNTLILTERLENRTCSGSWSDTSGTIYMSQPNSLLEVGEVLIHECAHQHFHLACRVL
PMKTDGENGRYFSPPVGRDRPLDMILIAYHAFANVLTYYENAFEMSLGDQLSHNRYRSFSQEVAVLEGYLDDNAGLSELG
RTIFSMLRKGRQERFCSMPTNAADA
>MCE8469940.1 hypothetical protein LZ189_12990 [Rhodovulum sulfidophilum]AB21
MKLTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQGRTLASYRDVYHRFEQNPVVLADRDRMKGRRE
PRLCEWQERFID
>MCE8469941.1 hypothetical protein LZ189_12995 [Rhodovulum sulfidophilum]AB21
MGDNKGETRLDNSLIVLRKLLDTLEAAGVLEQCLPLFDGGRLDDLAIQFRIAVSTRSSESVKHSPVSLHSTA
>MCE8469942.1 hypothetical protein LZ189_13000 [Rhodovulum sulfidophilum]AB21
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGDRNPLTRSDTVKRVSTALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDCMVVCT
DDYTRAYRDNLRRIWDYLQVKDDEADALVEDAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MCE8469943.1 TIGR00366 family protein, partial [Rhodovulum sulfidophilum]AB21
TPGHFLEADIGLLNLNETILSAYNILTLLAYLAIIPFVYAAMQPPEHERQLVAPDAAPAAEPPDAGGEASLTRDGDTTLA
ARLENSRILSWLVVLTGLGYILWHFATKGFDLNLNLVNFTLLILGMAAHGSPISYVRAVDEAIGACGQIVLQFPFYAGIM
GIMSGSGLIAIFANGLVSISNEFTFPFLTMLSAAVINLFVPSAGGQWAVQGPVLIQAAQDMGADIGQTVIAFGYGDQLTN
GLQPMWMLPLLGVTRLRAGDILGYTAVMMLFSLVIFGAGVTLLPLIF
>MCE8469944.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MHDPTPDLSDRKRAIMKTAADLFARKGYGGVGTAELCAATGYGKGALYHHIRSKEDLLLDIMTVYLRELLADAEAILAQE
AEAEARIQGLSLSLMRAVVQDNAQMTVCFREVHALSLDHRRGVLRLHGDYFRLWERMMNEARDAGQLRSVDADEIKGLLG
MYFYSFLW
>MCE8469945.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
AGCTMVAKPSEYAPLSAVRFAELVDAAGFPPGVYNHVLGAGTVVGDALSRHRDVDMVSITGSTRAGIAVAKAAADTVKRV
AQELGGKSANIILPDADLEKTVTAGVNECFINVGQACRAPTRMLVPMERMEEAKAIARKAAEAHDVGHPMGNAALGPVVN
AAQFRHIQSLIEAGIAEGATLVTGGPGRPGGLDRGYYVRPTVFGDVRNTMTIAQQEIFGPVLAIIGYASEEEAIEIANDT
VYGLSAYVQSADLDRARTVARRLRVGSVWINGAAWDARAPFGGYKQSGNGREHGEWGLHDYLEIKSVAGYA
>MCE8469946.1 [protein-PII] uridylyltransferase, partial [Rhodovulum sulfidophilum]AB21
LAAAFADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLT
PWAESVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEA
KLAERSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHL
HLIANRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKV
PKGYEIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPE
RSLRRMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALL
LHDIGKGRP
>MCE8469947.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MSRFSERFLFPAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRQRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPD
>MCE8469948.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAMISSGSMTNRLNRLEQAGWVKRQ
PNPEDKRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLVSQGS
>MCE8469949.1 CvpA family protein [Rhodovulum sulfidophilum]AB21
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MCE8469950.1 amidophosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDII
>MCE8469951.1 hypothetical protein LZ189_13045 [Rhodovulum sulfidophilum]AB21
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALN
>MCE8469952.1 hypothetical protein LZ189_13050, partial [Rhodovulum sulfidophilum]AB21
ELLRAYASHSRGGNYCQETGRCMGGGYPAQNNYGGAPGYPGGNGLPPQTGYGANGAMPNAAPAYPQPVAPQGAAQLPTQV
MTTGGALAGFELPDSSGNRSIADHCQTVKMVSSANGGAVRSAAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQ
LTQNCGKVVEFMAAETDALGTRPAADLTAAAQQKIRQASPDGNAQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGAR
PYAELLGHHLRDGLGVQADADRARGWYDTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPA
ALPSFNIGN
>MCE8469953.1 ArsR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQSRMQGKLYDFSALSEE
>MCE8469954.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPP
>MCE8469955.1 endonuclease III, partial [Rhodovulum sulfidophilum]AB21
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILR
>MCE8469956.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB21
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETADALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKTAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADADIEADTRVG
>MCE8469957.1 transporter, partial [Rhodovulum sulfidophilum]AB21
ISGSYTITAILGVGQSALDSGAFTPPDGISAAEVGANMAAAYAISYVLSSVGIILLIRYLPRLFGRDATADAKRAEAEYS
GGSTDPVPGAPGALVMNFSPYDLRAFTVTHESLLGRSVAQLAADFPEAPILRLVRDGVIVNLEDNPTIAPGDIVTVRANV
HDLILEDGELIGPESDEPLARNIPMEVADIHIGSHAISGKTLAELDTQAHGGVEVQAHFRAGNELPLGPNSDVRFGDVLR
LTGPDAALKAVARQFGGRAILPSFKSEVLYLALAMLVGYLVGIATVTIAGIPFALGTSAGCILAGVAVSYFRSRNPEFGG
PVHEGARSFLQDFGLNTFVAVLSANVGPKVISALGGDTILWLALIGTAGALIPPLIAFWVGIKVFGLNSVISDGATTGGR
NSTPGLNAIIEESGSSVAAVPYPVSYALTTVLALIGGYFSMILS
>MCE8469958.1 hypothetical protein LZ189_13080 [Rhodovulum sulfidophilum]AB21
MLGAINAVFIGGMTILVLYAQEILALSATGYGVLLTFGALVGLAGGLLAPALAARLGMRRSLLAALGTFAVVNLILGLFS
HLLWQASSCFGKRRRECCGMW
>MCE8469959.1 prephenate/arogenate dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVA
>MCE8469960.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB21
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MCE8469961.1 methyltransferase, partial [Rhodovulum sulfidophilum]AB21
GPFRLHPPLVLHEGAAHLGDGDSYTAELTDILRNGAALSWPG
>MCE8469962.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB21
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>MCE8469963.1 DMT family transporter [Rhodovulum sulfidophilum]AB21
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLVFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MCE8469964.1 hypothetical protein LZ189_13110 [Rhodovulum sulfidophilum]AB21
MSDLTAVINDTARQVGLLFKFVRRMSELDFAGSLSGEFRGAQDAGWSTTITAEQVFEELSERLATRRVESLADMRIILLL
YSQLSEAGGVYETLKNMMGIVESVPYSLWPFQDLVRVKQNPKRIIGPNANATFRDLAAHAHKIGMTGLSLAFENVFRDDV
RNGVCHADYVLWNDGLRLRKRNGGYATRLDYGEVSDMVGMGVAFFQTLQELRRLAILSFHPPREIIGRFSANPPMPTTVG
YDPATGAFTISCSSPGPMTSPEYLAQEAINKYLSGRVLAIFRENGASEPVDIGFADHGFDPAEVDLSQDRFAELVKDIEV
RNLWDVREHDAKTDGLLTLSPWGFRYLQDTDDFVSLIGEPEFPLVFDPPQ
>MCE8469965.1 hypothetical protein LZ189_13115, partial [Rhodovulum sulfidophilum]AB21
DRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGRTQT
>MCE8469966.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIEAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGE
>MCE8469967.1 hypothetical protein LZ189_13125, partial [Rhodovulum sulfidophilum]AB21
RYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVLDPREWTSSALASATAASTVPNWAGTDDGAIG
QVGGGGYPKGETATPWTGEAIAARFYFGRRYPGGLDPEAGLSPDLTATRGEILEASRMERGADLFAAFDVAFPDAPEGVI
WEQGGAVYGAYLGVTGDDLVFRAFSGEASGPKLARATLPVSAVAGRRGTIYVEIDRTAGTVALWFRGRKYSTNPALCLRD
YMLTPQLRGGPGWRPGDLDEDTILALVNLAEEQVPLASGRTENRYAFNGALETEATAAENLNHLSSSWGGWWTCERGRLT
VGGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGE
TGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIEIGPA
IFDWR
>MCE8469968.1 lipopolysaccharide assembly protein LapA domain-containing protein [Rhodovulum sulfidophilum]AB21
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSTR
>MCE8469969.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB21
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MCE8469970.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB21
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDAQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>MCE8469971.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSR
>MCE8469972.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB21
MTTRLLARRLRVAVRRSLTVQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MCE8469973.1 LrgB family protein, partial [Rhodovulum sulfidophilum]AB21
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
>MCE8469974.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MCE8469975.1 hypothetical protein LZ189_13175 [Rhodovulum sulfidophilum]AB21
MLNRIVIWPDATHGLLKANAYNSQLIEDWPLSAKLRFVLEGRYAYASGALDAIMDWMEGRCQDGKASWR
>MCE8469976.1 TRAP transporter large permease, partial [Rhodovulum sulfidophilum]AB21
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PE
>MCE8469977.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVLALERA
RLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPLIPIFM
ALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLELFSAIG
IAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTFLGLGA
AAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLSPETAD
AWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNT
>MCE8469978.1 hypothetical protein LZ189_13190 [Rhodovulum sulfidophilum]AB21
MAFGYTAALDTDENDTYENPEYGWQPHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNP
WMAGRSFYVGTTYSW
>MCE8469979.1 hypothetical protein LZ189_13195 [Rhodovulum sulfidophilum]AB21
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRTAYAGPPETWPRPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANTDLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MCE8469980.1 30S ribosomal protein S12 methylthiotransferase RimO, partial [Rhodovulum sulfidophilum]AB21
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERLLTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVLREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFKYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDE
>MCE8469981.1 DUF1513 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIKLMPDGKSLVIANGGIETHPDSG
RTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPRAELPPLLGLHRRGAAPVWLNAP
GAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPAAGGGFVATTGTGAVMGLRDLHP
VWTTQQARAFDNHLVTVGAA
>MCE8469982.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
SLAFLGLYLCRPDWRGQGIGHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRD
DLGTLIAMEAGATGFEKRAFLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAH
GAPAMIDVPEPSRWLAGHCAGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>MCE8469983.1 sigma-70 family RNA polymerase sigma factor, partial [Rhodovulum sulfidophilum]AB21
MRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDPDGALAAHLS
>MCE8469984.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB21
MEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MCE8469985.1 response regulator [Rhodovulum sulfidophilum]AB21
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MCE8469986.1 AGE family epimerase/isomerase, partial [Rhodovulum sulfidophilum]AB21
MTPPTETPASGPARSAVPFEAGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRGRAEARR
>MCE8469987.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
DGRLAGIERAGFFLDIGVPGDFEAAQSLVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAF
VATNQAGIAKGYYSEADYLALRAQMYRDLAAAGAHIDDERHCPTHPDGTVPALAVSSDRRKPGPGMLLELKARWPVDWSR
SAMIGDKDSDMRAAAAAGLDGILFTGGNLDLLVEQVLQSRGGAP
>MCE8469988.1 aspartate--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
LEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKGFREYQTPIITASSPEGARDF
LVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDMEMSFVQQQDVFDTVQPVIAGI
FEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQDGTEIRAIPAPKGGSRKFCD
RMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLGGKASSFQTVAGKARTVIGEE
LGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDLACNGYELVSGAIRNHRLDIM
FKAFSLAGYSEDEVRKRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPMNQRAEDLMMGAPSEPGNDQL
R
>MCE8469989.1 carbamoyl-phosphate synthase large subunit, partial [Rhodovulum sulfidophilum]AB21
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGR
>MCE8469990.1 hypothetical protein LZ189_13255 [Rhodovulum sulfidophilum]AB21
MTITRITHLPPGSDFRPLFPRSAVETGFLLTLEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MCE8469991.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB21
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPPNVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MCE8469992.1 hypothetical protein LZ189_13265, partial [Rhodovulum sulfidophilum]AB21
MIREALQNSVDAASPGNGVEVKLRYRVLGGEQLEQFRTLAFSDLPPGVAEQEDVEAETPRSLRSVLGEE
>MCE8469993.1 PD-(D/E)XK motif protein [Rhodovulum sulfidophilum]AB21
MPEAIRLSREWDLIRKSGKGDGVLEVPSRATQISTGFGLVRVATGPAGEPRLLIPVARPARNRMPTGNRNLSVGHASYRS
SGKGLHFIDLMLTEPRLAGVFADLSEKILERIETGEGPENAVRGTIEDFRKLLAASAATEVPLNELAGLVGELMMLERLC
TGNPDAVRAWTGPLGQRHDFRSGDVALETKTSTRADATRVQIHGADQLLAPAGADLYLAHLRIEQTDGGTLSVAGLRRRI
IELGADEVLLDTRLAAIGCRDPQGDAWNDTAFASEGIDIYCVRDGFPRIVSSSFSGGSLPDGIVGLEYALDLSHARDHLL
DEVAMGELIRSFAA
>MCE8469994.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGR
>MCE8469995.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB21
DRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQGYVASLPVEEN
AHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTLERVTGLAERN
FAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRAPADGILANLG
LEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFSVLPADNATGN
FTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MCE8469996.1 IMP dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
AKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMDCATAAGDVPVIADG
GIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQKDAASDKLVPEGIEG
QVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYRVM
>MCE8469997.1 hypothetical protein LZ189_13290 [Rhodovulum sulfidophilum]AB21
MSRARDLGFDPFPRPLTGAEAGRGQSRSFPSFTAGSPEDGFAGALASKGALDPTAEGCIAIISLAGDLSDIGVRGCIAVK
GRVVMKPSMACATCLTCIHNSQMHSQGPRTGRFAYGRGAILRAIPFFGLRVGRREVSRERGTRDESRMSVFPDQELPRTD
TRHGVLFPLHAEEGKPVAATAPHSIPHVLIASLCK
>MCE8469998.1 WGR domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MHLTRTDPDSNLYRFYRMEIVQGLFGDWGLVRNWGRVDSAGQLRTDWFMPAANSTPDGTLSILMRTGMRLARRTHEKVAA
TFGSPRRTLRVRQAWI
>MCE8469999.1 hypothetical protein LZ189_13300 [Rhodovulum sulfidophilum]AB21
MLACNVDFSVDGSRLPSLVQCLININNSFRPEDVLPRIIKAAADPRDFIHEPERHAAILDYLNRALRFDGFEIQQQGGRM
HLVEAGKGVPVLSELAGLSEVIDFDTVRCRWEAIQAGA
>MCE8470000.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB21
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MCE8470001.1 5-formyltetrahydrofolate cyclo-ligase, partial [Rhodovulum sulfidophilum]AB21
SRLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQPLGFRLWVPDCALETGPFGVAVPAGARPMV
PEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGAVLAVGLAYAAQEMPDLPAEPTDLPLDAIVTETEVILP
>MCE8470002.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVHLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRIFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAAR
>MCE8470003.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LDLERAADPLASLTLHPTGTEGYAKAEVTAGGVSTAALSSRTMAAKTLPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAG
MAIAERRAG
>MCE8470004.1 DMT family transporter [Rhodovulum sulfidophilum]AB21
MLSLSDALVKLQNGGLSLGQVLMVRSATAVLCLAGTLWLFAQAGGAARGVTRWVWARSLCLALMWGCYYAGLPGLSFSIA
AACYYTAPIWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGFDALSPVIALPLLAGFLYALAAVITQGRCRDVPPI
SMALNLNLVLVLAGAAHLAVLLWLGAGDEAGFLRSVWPGLGMHGWALLIGLGVALAVITALVAFAYQRAPVPVIGLFDNG
YLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRPTGGGEDARAPRAQPRRV
>MCE8470005.1 pyrimidine 5'-nucleotidase, partial [Rhodovulum sulfidophilum]AB21
EDAGYVPKPRRESFETIAALGGIIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MCE8470006.1 hypothetical protein LZ189_13335 [Rhodovulum sulfidophilum]AB21
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MCE8470007.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB21
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEESAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGLRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTAR
>MCE8470008.1 hypothetical protein LZ189_13345, partial [Rhodovulum sulfidophilum]AB21
ILAAEAAPVLVVLGSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYA
AFADGARVAAGDWPAGASGLRRRFD
>MCE8470009.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB21
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MCE8470010.1 hydroxyethylthiazole kinase, partial [Rhodovulum sulfidophilum]AB21
LGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGAAGPGSFAVALIDALHAMTPETLERGARV
SAA
>MCE8470011.1 hypothetical protein LZ189_13360, partial [Rhodovulum sulfidophilum]AB21
MGAALGIGMGGVDEGPGCDAPAHQLSPHVHQAESEAVDPVSGHCHRQLIETHRAGHRTDFLCGGLPTWSLAGGSTARFLF
SAWMKIRMRRSSSASWWQGARRGGSPQGCQEELQLIRDFKSMSAVRGEGRGPQNLIALSPVNGTAHRMAEQPCLESGGPD
PGMCP
>MCE8470012.1 BamA/TamA family outer membrane protein, partial [Rhodovulum sulfidophilum]AB21
SLAVLTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVLYARGYYGP
EVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTDLPDGFAPGKPAEAATVRAAAKAGVDGWRA
AGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRSAERLRRTG
AFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGE
DLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTF
PVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPP
>MCE8470013.1 nucleoside hydrolase, partial [Rhodovulum sulfidophilum]AB21
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTAR
>MCE8470014.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB21
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MCE8470015.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB21
ISQPPLYNWYQTVFFDLFGVNTLGLVLAKNLMLFATYATMFLALRKLAGDRPAMVGALSLGLIPNLAWWAQRTGSHSIAL
AAMTALTVAAFLALVRRPGLSRYLLLGLAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVP
YAAMLAEPLATFADTWEFRSGSGAEQAAAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRA
ALIGLGLVALGVVATDVGFFRSRWLLPLFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSL
RVDLLAEAIEEAVPDVPPLLGPHYFTGNLLLNRPDWTAFPPFPTKRLEHPTGRVLVIEEKRRDGEIIGAMREQGYRGEAP
PAPVLSLDVLVPYRFDEGEPRLIGLSLYDFGPGSD
>MCE8470016.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPPQGARQGEDT
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSTVRLQPMTAAETADYIRSRIVAAEGDADALFDAGALALIHDHAHGLPRLV
NTICDRSLNAAFGAGRTRLDGAFIREVLAEWNDSGDALCLLECP
>MCE8470017.1 STAS/SEC14 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAAAHDRFRLMVDLRRFEGWQGPSALGE
HVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLLT
>MCE8470018.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB21
MPAEFTGSRRYDDFWDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLD
ALDRAMMVAEYDSAGRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGRE
VWLHTVYHPVADPEGHSDRIIQIAVDITDTKRLMLDLDGKWKAALNNQAVVEFDSDGKILQANEGFLRLVGHSLREVRGQ
SHSSFCHGDDIRSPAYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATA
ARAQALTAELGGLHEVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLA
FNAAIEAARAGEHGAGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTI
>MCE8470019.1 pyruvate, phosphate dikinase, partial [Rhodovulum sulfidophilum]AB21
MLQQGGRDAAVRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVF
GAAPLVSVRPSSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAA
ALAAYAEETEEPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVT
GQRRITGRYLGQSQGRDAVSRQKQA
>MCE8470020.1 glycine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB21
GAYIARAMQVELHAVWIIRDDLLAFFHDRLKVHLRDQGIRHDIIDACLAMPGNDDLTLLVRRAEALQAVIGTEEGENLVQ
GFKRANNILSQAEEKDGVEYSFGADRKFADDPAEQALFDALDAAEAAIGPAMGAEDFAKAMAAMAALRAPIDAFFEAVQV
NSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>MCE8470021.1 hypothetical protein LZ189_13410, partial [Rhodovulum sulfidophilum]AB21
MTVTSIAVAFGLVAALRLRNSCAMSGRLTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAEL
AVACGPEGQPLMGVLTDGAEPPDGDFERPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRL
SGAADALDSALAGCPPPLAVRPDPAAMRRTFDETLKARIDR
>MCE8470022.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MCE8470023.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLD
HTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDD
AARD
>MCE8470024.1 M81 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAEAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIISDEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEADIARRVRDLVGPDVPVVAALDLHGNISAPFVDSLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAD
>MCE8470025.1 hybrid sensor histidine kinase/response regulator, partial [Rhodovulum sulfidophilum]AB21
SHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDLTLRTDPGY
IRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGLAIVERACA
RLGHPLGLWSRPGHGSGFFVTVPLGETAAPKPAPKALPAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVIDVADIDEA
LTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPLSPAALRAF
FAEIAQRERA
>MCE8470026.1 oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
VRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTQGVARAMMLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRT
SMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRARVAGLCGG
>MCE8470027.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB21
MEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MCE8470028.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB21
MFQSSLKSAAERIETRLTEALAGAAEQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MCE8470029.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB21
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCK
>MCE8470030.1 hypothetical protein LZ189_13455, partial [Rhodovulum sulfidophilum]AB21
MPADPPIRRSTLSTARLLRARRLLPHSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMR
>MCE8470031.1 GDP-mannose 4,6-dehydratase, partial [Rhodovulum sulfidophilum]AB21
IYLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIFDFRRRYDLPVKVARLFNVYG
PGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPINLGNPAEMRVIDLARTVLRL
TGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAEGLSPAPDACPVLPAIPAAPLDIGLALG
>MCE8470032.1 ribosome maturation factor RimM, partial [Rhodovulum sulfidophilum]AB21
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADL
>MCE8470033.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB21
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MCE8470034.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB21
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MCE8470035.1 carboxylate-amine ligase, partial [Rhodovulum sulfidophilum]AB21
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENL
>MCE8470036.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB21
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGATTADFTQ
>MCE8470037.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
FVSLVSLMAVALSIDWAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGR
FGETVASFVTSQLRARAGQAGMPALVDVVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQ
AALASLERIHGVFEERATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFN
LLTRLVEPQSGRVAIGGGAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAG
LDSPAGPRGSNLSGGQRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIV
VMEEGRVREDGRHDQLLARDGLYAGLYRLQFTAES
>MCE8470038.1 precorrin-2 C(20)-methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPAGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIR
>MCE8470039.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB21
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MCE8470040.1 hypothetical protein LZ189_13505, partial [Rhodovulum sulfidophilum]AB21
LYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MCE8470041.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB21
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPV
>MCE8470042.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB21
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MCE8470043.1 rod shape-determining protein MreC, partial [Rhodovulum sulfidophilum]AB21
SSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLVGHLALGRDQRLRVRLAAEYDRLEFLRVLRSHA
NERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MCE8470044.1 hypothetical protein LZ189_13525, partial [Rhodovulum sulfidophilum]AB21
MLCDGSGYLPHSFYRWRTPFGGMKRSQLSRLKQLEKEKLRLLRAVSDLTFEDLILTGAARE
>MCE8470045.1 amidase, partial [Rhodovulum sulfidophilum]AB21
SYCGVVGFRPGFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDARDPFTTVIGGRTPWDAADFARLPRRDLS
SLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSVLRAVMFQATHARFLDETPDLVGALVAE
NVREGRRYSATDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAFPAEIDGQPLQSYYHWLALAYAATIPGH
PAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIAGIPDLAPCRPDIATLSAAPPLRTAPGFLDVP
>MCE8470046.1 aromatic amino acid lyase, partial [Rhodovulum sulfidophilum]AB21
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRSAIVTGAMSTDAIM
GSTAPTRAEIHALRGHRGQIDVAAAMRRLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAV
TDNPLVLSDGSIVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSF
>MCE8470047.1 aconitate hydratase AcnA, partial [Rhodovulum sulfidophilum]AB21
ESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELGLNRKPWVKTS
LAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAVNDNDLIATSVLSGNRNFEGRISPDVRANY
LASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGDEKWQAVETTD
SETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQVPVREFNSYG
SRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSRDWAAKGTALL
GVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGTED
>MCE8470048.1 hypothetical protein LZ189_13545, partial [Rhodovulum sulfidophilum]AB21
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGFGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLD
>MCE8470049.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MCE8470050.1 autoinducer binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAER
>MCE8470051.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB21
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MCE8470052.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAFVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELVPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGER
>MCE8470053.1 NADH-quinone oxidoreductase subunit NuoF, partial [Rhodovulum sulfidophilum]AB21
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAARTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRI
>MCE8470054.1 transcriptional regulator [Rhodovulum sulfidophilum]AB21
MALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEKGQSRFPDTHAALTVEILRSIS
DVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDGGLLLVENHCPICAAASFCQGF
CRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MCE8470055.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB21
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHTVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>MCE8470056.1 hypothetical protein LZ189_13590, partial [Rhodovulum sulfidophilum]AB21
MRAPPAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRR
LQRVGGGVRVTARAGETW
>MCE8470057.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB21
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVG
>MCE8470058.1 co-chaperone GroES, partial [Rhodovulum sulfidophilum]AB21
EMAVKAGDRVLFGKWSGTEVTIEGEELLIMKESDILGIIA
>MCE8470059.1 HNH endonuclease [Rhodovulum sulfidophilum]AB21
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTAPDGTPKKGGAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGT
LHWMFDRGLISVAEDCETVLVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHSENLRWHRENVFGRSLPGGPAPYLPA
>MCE8470060.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB21
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MCE8470061.1 hypothetical protein LZ189_13615, partial [Rhodovulum sulfidophilum]AB21
RAPGFLHMQAMDFISKGHMLADVAAIIGTLDIVFGEVDR
>MCE8470062.1 hypothetical protein LZ189_13625, partial [Rhodovulum sulfidophilum]AB21
MNISRTEARFKFAIFWWLVAALCGLTVATIGYGVGLWALGAFVGGFGTFVVAGVVLTWAFCHTDAEFSAMVAKKREAMAA
MKPYRDANAAIVVPNRPKPGGPKVAPTVPRSTPKAAAAPAARVAPKADAAETSSPKPEAAPTAAQEKVG
>MCE8470063.1 transcription termination factor Rho, partial [Rhodovulum sulfidophilum]AB21
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSR
>MCE8470064.1 CopD family protein, partial [Rhodovulum sulfidophilum]AB21
LMNPSIIAVWIFGLALVLTPNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVI
VFSVVVKF
>MCE8470065.1 winged helix DNA-binding protein, partial [Rhodovulum sulfidophilum]AB21
IYKAKISRAVRALEEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATET
A
>MCE8470066.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB21
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPARPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMMRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MCE8470067.1 CDP-alcohol phosphatidyltransferase family protein, partial [Rhodovulum sulfidophilum]AB21
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDE
>MCE8470068.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MNRMAPPQPDEGLPTENGRAIGPVLMELRNITLRFGGVVAIKDISF
>MCE8470069.1 hypothetical protein LZ189_13660 [Rhodovulum sulfidophilum]AB21
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MCE8470070.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
SRIRVAYTAGEAIGPEIFKFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESGEVYYRSPGTFV
EYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILEAVVFGAGRKIC
TAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKELDADDGELTRT
RKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAAE
>MCE8470071.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB21
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGRPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MCE8470072.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB21
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEAGALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MCE8470073.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
ICTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFPHGFTASGHPVGCAIALKAIDVILN
EGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKTTKTPFPSTLSVSERIANTCTDHGLICRPLGQSIV
LCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MCE8470074.1 OadG family protein [Rhodovulum sulfidophilum]AB21
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRATRKTTAAAPQAPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MCE8470075.1 acyl-CoA carboxylase subunit beta, partial [Rhodovulum sulfidophilum]AB21
SVSGNIHFVAEDDADAVAIVHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADGGDFLE
VMEGFAANLVVGFGRVGGVVTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRH
GAKMLFAYASATVPKITVIMRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAGDRAARAQELA
EEYRAEFASPYLSAGRLFVSDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MCE8470076.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MFEKLIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPITSRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MCE8470077.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB21
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MCE8470078.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FPPRPSSDLLYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEVFRVKMRETFYETVEALQADLDAWLVHYNTEPPHLGY
RSIGLSPIETVMSVVGQEG
>MCE8470079.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
IFELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAE
RYDRAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREI
RQSLIDMGDMFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGR
LLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPK
GYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEI
VVLEDGLVVERGTHETLLVHGGRYAAMWQRQQAGEDGDIAAE
>MCE8470080.1 rRNA maturation RNase YbeY, partial [Rhodovulum sulfidophilum]AB21
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEVD
GDAPVPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEIL
>MCE8470081.1 PhoH family protein, partial [Rhodovulum sulfidophilum]AB21
RGQAAIVLQQLYARLETGQPVEAGDIDGALRLGETAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQEN
ELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKL
IEEKRIEIAPLAFMRGRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPID
NISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MCE8470082.1 SurA N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEDNIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
L
>MCE8470083.1 DUF2793 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTAPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGSGWTMVGGAVAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSAEGGSFS
>MCE8470084.1 host specificity protein, partial [Rhodovulum sulfidophilum]AB21
SLHAAAPGRWDRGPGLRVKLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAKLVEAGTYDLRMRLRGQAGTEA
DMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLRPYAPCHLRSRKGPGGDLT
LSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPVWTYTTAMQMADGAVAPFAVEVAQLSDQFGPG
PYRRIEIDG
>MCE8470085.1 hypothetical protein LZ189_13750 [Rhodovulum sulfidophilum]AB21
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRSEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MCE8470086.1 glucose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB21
SVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQ
LDMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKA
LMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGV
ELGKELANSLEPLLAGGPRPETLDGSTAQLLDFIAAAG
>MCE8470087.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DVPDQTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAKILGRITATTD
YGALKGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRG
KATGDRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSID
LGVKIAKATKAAMGEAYPDDTVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLL
FAQVLEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMAAKGE
SFYARFAPDAQAA
>MCE8470088.1 hypothetical protein LZ189_13775, partial [Rhodovulum sulfidophilum]AB21
MSAVPVQLRLVEPSAPPAAEPPVAETPVAETIAAETLAEIASGRFGGGIAGPRETIEQAFLAMGSGLMAGARLLSDISDA
HRDMALEFEGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAGIG
SDQNDLNAFTSEMAGIAAEALGAVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEH
AGKSAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAAEQLRATHEDFTAELAQF
VAALEAMRVDADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAARRLGERAADAMQQMMSRIDVLER
TEHDVRLLGLNMAIRCSGLGDRASGLRVIARELGGIAAETSAAALRIRALLVGAQ
>MCE8470089.1 globin-coupled sensor protein, partial [Rhodovulum sulfidophilum]AB21
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVEVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRV
>MCE8470090.1 amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPA
>MCE8470091.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB21
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>MCE8470092.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
SRGVALGTALGREMARAVAGEDPRGLALPVTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MCE8470093.1 FkbM family methyltransferase, partial [Rhodovulum sulfidophilum]AB21
GGIGYYTLLLLRDRPGAEAVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVA
AHDIAAMLAAEARPVDLAKLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDALFAECRALLDRHWRVVHSDPAPAHQPD
GLIVAVRD
>MCE8470094.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB21
LWADQVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPPCPADDGNAIGAALLAWMADTGAGRIPFGGGSAFL
GSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVMRGRAEFGPRALGNRSILADPRPGDMKDAINARVK
GREPYRPFAPVLDETDLAEWFERPQPSPYMSMTLPWRHGVRDRVPAVVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGV
PVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPGPP
>MCE8470095.1 crotonyl-CoA carboxylase/reductase, partial [Rhodovulum sulfidophilum]AB21
MTLLSNAFPKAAGLGPQIEALLADPAAKPEAFAALPLPTAMRALVIDARDEARTMALPEAERDPAQTLRLREVPLPPMAG
DEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVLGSDAAGVVLRVGSQVTNCKPGDEVCVHPG
VVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGSNGARMHLGE
SVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPNERGIARLRGRIRAAA
GDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHP
VLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPRDGIRDPGLRRAAGVDPFLQKLM
>MCE8470096.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB21
GMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLAPPVSSSPGTEDAPGPQT
EPETGAPRRHGRLALALAQNWHWAALAYLAVLAVIVLTGPDGVVLAALAGSARLLAALLLAGIVSGALARAAARGVQLPE
RISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSAVLLILAVAYGLWLALTS
WVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAIGFGAQKLVQDVITGVFI
QLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDMGVAYREDVDEVKVAMED
AFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFD
>MCE8470097.1 translation elongation factor Ts, partial [Rhodovulum sulfidophilum]AB21
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAA
>MCE8470098.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB21
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MCE8470099.1 hypothetical protein LZ189_13830 [Rhodovulum sulfidophilum]AB21
MNEAESREIDRHARQVSLRKAEYLRKAALQGGGHAALSEMIGMVGLGLNQLEDAPANSLNRIARQLDEIIFLMRGTDR
>MCE8470100.1 hypothetical protein LZ189_13835, partial [Rhodovulum sulfidophilum]AB21
MRAYTVRHDTAKFIDGYDLRDGAELIGGTVPGTGRHDLRQRFERIATGAGYLHITLSLPEGMQASRAQWHMIADFQLRLM
GIDPLRTAWIAVRHRDGSCDHIHIAVSRRSFSGGILAPHLSTARTERNHIAMAARLGLPQPVYFNPAIPTLTPPVPARRL
HDPRAARLAIDLGEAIRRNWPRSIDELDGVVARSDPPIRRCVSQNRHGRASWI
>MCE8470101.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MCE8470102.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTAWALLHSLSDL
>MCE8470103.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
RALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAIAASAQAYLHHLRHA
EPRLIASGKDDDRARTVYPEDAAAHM
>MCE8470104.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB21
MDFAQQKTVRSVERTLQILELMNRVQVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKTEL
RAAAEACEKGEPYM
>MCE8470105.1 hypothetical protein LZ189_13860, partial [Rhodovulum sulfidophilum]AB21
MTVVEGRNNREQVATARSPECKGHLYVHVPDGRKLEPVLTGGKEDRLPDADRTVLCVRIELTRATFTDASS
>MCE8470106.1 acyltransferase [Rhodovulum sulfidophilum]AB21
MPIEALRVLAVLLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLQHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRRNRRPKPAAARPGFDPQH
>MCE8470107.1 enoyl-CoA hydratase-related protein, partial [Rhodovulum sulfidophilum]AB21
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGAVFSASASSAPSGMAVPLGAICR
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRSAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPLSAS
HARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMLEFRALQALLQRLRAGTGPEGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTVRARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRSRLSAGPGPSALTGCDAVIEAGSGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADT
>MCE8470108.1 LysE family translocator [Rhodovulum sulfidophilum]AB21
MTPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLGAAYLVWLAWKIARAAPPE
PGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLWTILGTRIRLLLSRPARLR
LFNRAMALLLLASLVPVFLP
>MCE8470109.1 PLP-dependent cysteine synthase family protein, partial [Rhodovulum sulfidophilum]AB21
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGHGTGGTVT
>MCE8470110.1 penicillin-binding protein, partial [Rhodovulum sulfidophilum]AB21
GGLTIRATLDPELQTEAAEALRRGLEKYDRSRGVWRGTGKSIDPAELDTEDHWRAALAATDVPRDIRLDGQWLPAVVLTV
EDQQMRLGIEGVEDDEAGPALVPRKDISWLRGDFHDNFKVGDVVLVRRMTGEDGSFIRWSLRQVPEIQGGFVAMDVNTGR
VLAMQGGFSYQASVFNRATQAARQPGSSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRT
GIERSRNLMTVRLAREVGMETVARYAEKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRG
RTIYRHDSRICTDCGAVSIPEGQGPTIVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVW
FVGFTSNIVAGCYMGFDRPRGLGRGSYGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFI
>MCE8470111.1 5'-nucleotidase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVVSGA
>MCE8470112.1 sulfite dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPISPGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVD
>MCE8470113.1 amidase, partial [Rhodovulum sulfidophilum]AB21
TLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAAAAYAAYLVTNGADARDAVL
PFIRGSGMPLVRGIDGRAAAAEALDDAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAPFALDAPVEVFDGFRHDAMR
LLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARSLVPEPQQ
>MCE8470114.1 RidA family protein [Rhodovulum sulfidophilum]AB21
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MCE8470115.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
SVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETGPAAQIFDAPQSAYARMLIAAAPELRQPG
>MCE8470116.1 class I tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
EEALAESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMM
QLAVVDQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKL
WNATRFAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLL
MDGTEAQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIR
SARAQMNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERA
RLEKTLSKLEKDLKGLEGRLKNPKFVESALEDVVEETRELVEAKTGEAAKLRGALERLAE
>MCE8470117.1 ethanolamine utilization protein EutJ, partial [Rhodovulum sulfidophilum]AB21
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMR
>MCE8470118.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB21
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MCE8470119.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB21
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MCE8470120.1 HAMP domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYTRLIEHVDHLSALVEELRTLALSNAGQLELNRDRFDLAGEVGAALNGLEADLTAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRAR
>MCE8470121.1 winged helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
VLAAIRRRGETPVIMVTALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRA
VIDAAAGPLPLELTPTEFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGVGY
RLDMPHVR
>MCE8470122.1 anthranilate synthase component I, partial [Rhodovulum sulfidophilum]AB21
TGGEVRGRYSVVGLKPDLIWECRGETSRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYD
MIRLVERLPNVNPDPLGLPDALMLRPSVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETR
DFGEAREIGEPVSNFTRESYMAAVETAKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVV
GASPEILVRLRGGEVTIRPIAGTRPRGATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIER
YSHVMHIVSNVVGEIAEGEDALSALLAGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAV
VKDETLYIQAGGGVVYDSDPAAEWQETVNKSNALRAAAAEAARFVRRGNG
>MCE8470123.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DV
>MCE8470124.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
ILNQPLAAMKTYLAGARLLLQRKRPEEALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQL
KRRKVTITRSVPREPVMVMADRIRLEQVIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFY
TTKQAGDGVGLGLAISSSIVADLGGRLTARNAREEGAVFEVQLPVLNHDKEAAE
>MCE8470125.1 pyruvate, phosphate dikinase, partial [Rhodovulum sulfidophilum]AB21
QALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAVRIAVMLADEGIIA
REEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRRETTPEDIRGMHVA
AGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLGEAKMLPPALDDAF
HALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRGTVLERLLPMQRGD
FIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVRLGIAVPEIYDMQA
RAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLG
>MCE8470126.1 disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVE
>MCE8470127.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB21
MTPVMANTLRFLNLALAVFSGAALIAGQGIADSARAEDLLEELQRPDLPNWQRVEDALWSEWSKSGSAAMDLLLKRGRDA
IEAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGA
YRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>MCE8470128.1 sterol carrier family protein, partial [Rhodovulum sulfidophilum]AB21
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMME
>MCE8470129.1 DNA ligase-associated DEXH box helicase, partial [Rhodovulum sulfidophilum]AB21
PGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLGQIAEHRTTLVFHN
TRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLVIQVGAPKNVKRLV
QRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPSARDVLCQHILACAAAGPFEADALFDEIRSAG
PYAGLTRPGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKVRLKPSRRGSPLGE
IEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLNAPDWPGLPAHTAD
WLKLQRRLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGL
>MCE8470130.1 adenine deaminase, partial [Rhodovulum sulfidophilum]AB21
GEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEIEGGFVVAE
GGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEKFEIIG
>MCE8470131.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB21
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGASFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPTNAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>MCE8470132.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MSKTPETNTDSEPGRERGGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIAT
>MCE8470133.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB21
MRVLLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSQNRFRADRVETVIVNDIPAWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8470134.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
YTPAECRAMFAGRLAEVEAGLDRLIAGPVEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFA
GGKGVRGLLIRRNKARQLCHEGLDGIPADVPFRWGGA
>MCE8470135.1 glycerol-3-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MPTRIAEGTAKDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDSVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIG
>MCE8470136.1 DeoR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MSQTFRVPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLADLAEAGKLE
>MCE8470137.1 hypothetical protein LZ189_14020 [Rhodovulum sulfidophilum]AB21
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGAREVETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAHGGETLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MCE8470138.1 hypothetical protein LZ189_14025 [Rhodovulum sulfidophilum]AB21
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MCE8470139.1 hypothetical protein LZ189_14030, partial [Rhodovulum sulfidophilum]AB21
MTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAAARPLRLPPGTLGALIEATVHSDRFLSR
SAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLEIDPSLTVTLPRAPKTIG
HPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAECHA
GDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGN
>MCE8470140.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
LRLDPERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGP
DAMRVNALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLS
AVDTMLEKTTL
>MCE8470141.1 cytochrome c [Rhodovulum sulfidophilum]AB21
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MCE8470142.1 hypothetical protein LZ189_14045, partial [Rhodovulum sulfidophilum]AB21
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLD
>MCE8470143.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MAGGSRIGPWTSENLAAAAIPGPAEDAPQEYRNILCNKEPDYRRDPPLALLNAADVSEPGGFSRAGSWTHIKMSEPTIDG
LRQAFLAADSRIRLSSQALDDDSTEIAAIAWDGGFLDGQAIRFNNGLNVLVGGRGAGKSLVIESLRYAMDAPVAGTLARG
NHEALTKKVLGPSTKVSVLLRDAPPSSRWYIVERTGSAKPAVRGSDGTVIPGLDPMSLVEGLEIYGQHELSELTRDKKLL
AKLLSRYIQQQDGGAATHARFHSDLSESRDDIEMCLDAIDRLEGEVGSLPKLRHQLEKMDELGARRMLQEKISFQETVDA
CLARKTALEELQSRVKKLADDLRGLRMDHPDEDGRNTMAHIGKIGGNQADNLVETINRGIDDIKVRLSELEAERPGLE
>MCE8470144.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB21
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPGQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEISELNIGHFLIGEAVFLGLEASIAE
MRSRMEAARG
>MCE8470145.1 DUF2062 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ILHFLIAALLAKAMRGNILASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFT
DAVPHWARLSTFYHEVFLPYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKVEDRG
>MCE8470146.1 hypothetical protein LZ189_14065, partial [Rhodovulum sulfidophilum]AB21
RNPLRGRAASSDIRWISGLSRTPFTPFGNQKLAIGSWLSDEGRLQRIGGGRRPWLSELQSGTYPSST
>MCE8470147.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPAPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MCE8470148.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
FDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAAAVVVGEPSMMQVVTGHKGNIGFGIRLRG
HEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVHVGEISGGTAQNITAADCRMGLDYRCVPS
DSLEACRAALLAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEALARRLTGDNATHVVSYATEAGQFQEGGFS
TVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MCE8470149.1 amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPV
>MCE8470150.1 division plane positioning ATPase MipZ, partial [Rhodovulum sulfidophilum]AB21
LVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGALDEGENLHDRRLSTAIAELERE
KDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEMVWNARQMRAQAGLKPIDWVVL
RNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVTSLNISNVAARQELRDLMAALK
LPEVEPVA
>MCE8470151.1 hypothetical protein LZ189_14090 [Rhodovulum sulfidophilum]AB21
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MCE8470152.1 ParB/RepB/Spo0J family partition protein, partial [Rhodovulum sulfidophilum]AB21
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
>MCE8470153.1 AAA family ATPase [Rhodovulum sulfidophilum]AB21
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSNLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MCE8470154.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB21
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQVYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>MCE8470155.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB21
MKPIPLNWKIGGPLLGVVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIITRTAEGVTSTNAYLAKSDGALAAGAAD
PLTYPVVFVLAMMVGALLSSLIRSTVPRGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQ
SSISGFVFAFGAFLTAFPTAMMLLKKEG
>MCE8470156.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB21
MTDMPQTAFPPSGGPTPPAGFLSGNGGTKDLPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGTRPDAW
AAWFNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLEL
DKRLDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWI
ARNVPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVP
IGALGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPEAETTSYAPA
LLRIEGCYQANDGRAPELPEVSRASEGLP
>MCE8470157.1 acyl--CoA ligase, partial [Rhodovulum sulfidophilum]AB21
MSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVVVPVNCKLHPRE
AEWIIRDSGAALTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGVMLSHDNLRHMT
LCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALA
>MCE8470158.1 thiolase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATTRVRIAAAEHVSDYLPMSRRD
FVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHADGRTPVNLSGGLKAKG
HPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MCE8470159.1 hypothetical protein LZ189_14140, partial [Rhodovulum sulfidophilum]AB21
MTYAPSADDLIYLARFKPENFSSPYQTIASLRDGDPVVEDITVANHYADYLRNGGQPLTETPIPADADADADGVIDPEFA
VACPDCETTKPCCITAGSITDAADGSRQLFWPVGKDGPRRMLVVADRMEGRHLSGKVRVDWSGREACPQGWPDRPAIGIN
AND
>MCE8470160.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRCVPGSAFWDCLRAMPPHSHWGIWLRSDRDADELRTHQRRFTMLWTPANDHSPVYFRFYDPRVALDMSMALDPGHYRRL
MACCSEVILPAGPELSPVDGIDRDDFLAPPDRFRDRYLRIVPPAPEPEARGRTRRPESFRVSQAEFGRFETLHAARARRR
MAARLAGLYGRVDGEGLIDAVALAQKTGRRHGLSTQGQVFLLARYICEFGPEIFERDRRTAGILRDSDRAHWLREEELRK
RWTVMRAAWTGGLSAPGTAVVRPIPEGSRP
>MCE8470161.1 lipoate-protein ligase B, partial [Rhodovulum sulfidophilum]AB21
MEPEWLELKELSPYKETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGD
>MCE8470162.1 hypothetical protein LZ189_14160, partial [Rhodovulum sulfidophilum]AB21
MAYRLIRGMTAALALVLLASLALILPATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAK
TRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPR
>MCE8470163.1 hypothetical protein LZ189_14165 [Rhodovulum sulfidophilum]AB21
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MCE8470164.1 hypothetical protein LZ189_14170 [Rhodovulum sulfidophilum]AB21
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>MCE8470165.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB21
MAVLRRGRAVLIGLIALCTLLELALSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGGAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDCHALGPEDA
>MCE8470166.1 hypothetical protein LZ189_14180, partial [Rhodovulum sulfidophilum]AB21
LDRSLELPSGALRAGVGLSTSEDDDLRPLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQ
AGVVLRDTDFVDDANTDSRKLQLDLVYRHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MCE8470167.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB21
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEKRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MCE8470168.1 biosynthetic-type acetolactate synthase large subunit, partial [Rhodovulum sulfidophilum]AB21
MVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGATNAVTGITD
ALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDQLAQTIHQGFHVATSGRPGPVLIDIPKDVQFA
EGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITSTLMGLGAYP
ASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLPIIGDVAHVL
EDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQHQMWAAQFL
GFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEM
>MCE8470169.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB21
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTGGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMGATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQ
>MCE8470170.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB21
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFF
>MCE8470171.1 hypothetical protein LZ189_14205, partial [Rhodovulum sulfidophilum]AB21
AAGQAADAPPRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKAPEPAPSPEPEPDPAPAEPS
RSAARRDLLPDVEKITSTLSASTDRGAASIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVA
AYVETVDAARAWLAGLVPADPVDREPGR
>MCE8470172.1 STAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DLELIGQGAANIASACFGGFCVTGTIARTATNVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHM
IDIRAIRTLARTARAEVVVLLATLAMTVLRDLTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTV
VLRLTGAYFFGSAPVIENVLDRIAARPRHLILDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPKHLQLLRAAGL
PQGIHITADVAEARASADTA
>MCE8470173.1 cell envelope biogenesis protein OmpA, partial [Rhodovulum sulfidophilum]AB21
MRFLTGAVLLCAALFLSATRPASAGEVTLMPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGEQVA
RIALSGS
>MCE8470174.1 SEC-C domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQLLKFDDVMNDQRKVIFGQRRE
IMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAEEEGVDDEIISERIEKASDEA
MAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTESFALFESMLNSLREDVTQKL
AQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASAQSGFDESRPETWGNPSRNDPCPCG
SGKKFKHCHGQLI
>MCE8470175.1 glucokinase, partial [Rhodovulum sulfidophilum]AB21
LDTDPEALRAAEAFVRLLGTVAGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGRFRRKGRFSALMAEFRVSTVIDDF
AALTGCASFLARTE
>MCE8470176.1 S-methyl-5-thioribose-1-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB21
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPA
>MCE8470177.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB21
MSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATAAAAGDETQ
VRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALERARVVLWIT
LGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRVFRLGWPIG
LTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAAFGVSGVAV
AVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGISYWLVGMP
VSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAQ
>MCE8470178.1 phosphoribosylformylglycinamidine synthase subunit PurQ, partial [Rhodovulum sulfidophilum]AB21
IFTRAVIEHAARGGYALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGN
YVADADLVARLKDEDRIAFSYAEPVNGAAADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MCE8470179.1 sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB21
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEAALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFT
>MCE8470180.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB21
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MCE8470181.1 glycyl radical protein, partial [Rhodovulum sulfidophilum]AB21
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDT
>MCE8470182.1 1,4-alpha-glucan branching protein GlgB, partial [Rhodovulum sulfidophilum]AB21
IFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGDWMRDRAGCNARTAPISIYEVHLA
SWKRRSDGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPTVRHGPPHEFRDLVDAAHRKGLGV
ILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTANALYWMEEYHVDGLRADAVASMLY
RDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRPVDQGGLGFGYKWNMGWMHDTLGY
MAEAPVNRPHHHNRMTFGLVYAFSENFILPISHDEVVYGKGSMLAKMPGERAEKFSNLRAFYGFMWAQPGKKLLFMGQDF
AQEAEWAYAGSLDWAALERPEHAGMQRLVRDLNTLYRGTPALHAQDCSPE
>MCE8470183.1 phosphodiesterase, partial [Rhodovulum sulfidophilum]AB21
VAGRSAAELGAIPLSGGTEGIPTLDRVLDEVSGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSV
AMLAEAAPERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPD
EERIARSVAANVTFEGYVPAHPAPPAA
>MCE8470184.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETR
>MCE8470185.1 GlxA family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
SALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTHGQDLANAVADQLVYS
SIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNRSPKRYYMELRLSKAR
NLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MCE8470186.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB21
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MCE8470187.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEAKGAGTVIGVGSVAGDRGRIGNYVYGAAKAGFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKIADDILTALEKRHNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MCE8470188.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
ILPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAALKEILN
TIARGGVASPLAVLKRMGPGRAGHLSFPMAGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPGSMAAMYP
ELEAWRAEADKADPGQRLATDLVRRLQLRSA
>MCE8470189.1 hypothetical protein LZ189_14300 [Rhodovulum sulfidophilum]AB21
MARVVVAMMQAPYPRMSGNGLARLRKVSIAVDIVEAAEAARGIIAGLLQRVTAGRFQG
>MCE8470190.1 hypothetical protein LZ189_14305, partial [Rhodovulum sulfidophilum]AB21
LIKTRWQTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGL
TDDATISFPRKLDVADAHAGGWYHWPQKSLAGTPDPIRADGRRELLTYLQENGAGDEFRNNAEVKARFIASDGSVKPEAA
AALRDDITTLIMPSPERARMLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVDQNQPTGIEMPVDASYW
>MCE8470191.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit, partial [Rhodovulum sulfidophilum]AB21
WDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGLVGLDLAKD
VTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGVFLSNGPGD
PAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFTVDSQTLPE
GVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MCE8470192.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB21
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MCE8470193.1 type III PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MYATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDPDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVR
>MCE8470194.1 GDP-mannose 4,6-dehydratase, partial [Rhodovulum sulfidophilum]AB21
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTE
>MCE8470195.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB21
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAEFDSPFIWTRT
>MCE8470196.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SVDQEFYSGGSGLEKGREMTRALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATM
DIQRREIGRRAAKIIADCVEKGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MCE8470197.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB21
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MCE8470198.1 lipid-A-disaccharide synthase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MFTARFLVQWIASERARNSVVPVR
>MCE8470199.1 F0F1 ATP synthase subunit C, partial [Rhodovulum sulfidophilum]AB21
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSLD
>MCE8470200.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB21
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>MCE8470201.1 AtpZ/AtpI family protein, partial [Rhodovulum sulfidophilum]AB21
SRLARLEARLAELRKAEATPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILLGLAAGIR
VMLRTAQEVQGQQAAAAAEDEKRD
>MCE8470202.1 3-keto-5-aminohexanoate cleavage protein, partial [Rhodovulum sulfidophilum]AB21
IFFQMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTLGPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTV
FGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLPIAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKA
CQIIEGLGLAPATPDEAREMLALKGAERVGF
>MCE8470203.1 fumarylacetoacetate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
IFGLGMTPPRYLKPGDRVELGVDGLGIQRQVCVADI
>MCE8470204.1 acetyl-CoA C-acyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPD
>MCE8470205.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB21
MTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGRFGGRDAAETREVLRWMFWDN
HKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRNWLVGDGPTTADFACCGYLFYPEPFGFDRKAF
PAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MCE8470206.1 DUF4760 domain-containing protein [Rhodovulum sulfidophilum]AB21
MEAEIVSVDSLDVFLHLAGPLAILTGVFVSALMIFRQMRLNYVLAQENYKIAIRSKSLSYSLYSNEHLRDARIKVEQVFG
PMFAIKEAIPMAEINEKIKRSSGDAKGRHGNDTELYASILTLLAHWENMALSIDAGLADDDVCFEMVASTLIQHVKIFRN
FIEERRARNPRIYDHLMGLRRRWEERLIRIQRSNFQPILTAEKQS
>MCE8470207.1 alpha-hydroxy-acid oxidizing protein, partial [Rhodovulum sulfidophilum]AB21
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVD
>MCE8470208.1 EI24 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GVNLVTLVLYFFVGPVAPFLFWAVNGFLLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPI
LGAAVFTHLVNRLIEARRAPA
>MCE8470209.1 nitrogenase molybdenum-iron protein alpha chain, partial [Rhodovulum sulfidophilum]AB21
MAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVWGPVKDMVH
ISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQSECPIGLIG
DDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGGDAWASRML
LEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIAAKFDKTVQ
DKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEYIKEGTLIY
DDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQM
>MCE8470210.1 glycogen/starch/alpha-glucan family phosphorylase, partial [Rhodovulum sulfidophilum]AB21
SQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLARFNRGEYAAAAEPEALARTIS
RVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAIAGPELVRLLHDERGMALDQA
IATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLRENGEVKMGEIAFTMAHKVNGVS
ALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLEQLDRLEASISDPGFLDAYAK
AKRENKQNFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGAGWVPRVKIFAGKAAPGYVFA
KEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIP
>MCE8470211.1 carboxypeptidase-like regulatory domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMNAEDVAAILDSPR
>MCE8470212.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB21
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MCE8470213.1 DUF4198 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GPQGLKAEILPLVKPYNVIAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFT
FGVPKAGYWGFAALGVGPDTEYEGKELSQDAVLWIRAFDLK
>MCE8470214.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB21
MTDQQAVRALTRRQLLARASAAGATLMVGAGFIAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILCEIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MCE8470215.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MCE8470216.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLY
>MCE8470217.1 16S rRNA (uracil(1498)-N(3))-methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQL
PPDLWLCFAPIKKTD
>MCE8470218.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB21
MGVIVMSDTTETPEARRQTDGKVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDL
WIVLGCGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSL
ALVAIYPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARL
FAEDTPLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIP
VLCFGLAILA
>MCE8470219.1 ABC transporter, partial [Rhodovulum sulfidophilum]AB21
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPEHPAPLPELARGEIRFEDVRFSYPTRPDK
>MCE8470220.1 HAMP domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELATGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNKLEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTK
>MCE8470221.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB21
MHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGELHPV
IAAMNAIGYDAATLGNHDFNYGLDFLLDAIAGARFPVVSANLLPGPLAPPGLTRLQRHALLDRSVTDGAGRRHRLRIGVI
GFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGH
QHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLG
>MCE8470222.1 NADH pyrophosphatase, partial [Rhodovulum sulfidophilum]AB21
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLMAG
>MCE8470223.1 hypothetical protein LZ189_14470, partial [Rhodovulum sulfidophilum]AB21
MQVPFPIDTLGASASSRPDRSASNAGAADPDGSDFRSAFDETRPSDRNETAREAARRDTPKTSAASDRAEETSSSAPPGA
RKNSEDSAEEVDETAATKAGSDTVKNDPADASDAIIAELPAMAGFSTTPQPGTGAATKTQALPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSVESQPNAALPASSPMADARPAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSSPEITDATPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAARTIASDDPATDPKGDQKGHASAHRENTSTTPTAPTAD
>MCE8470224.1 hypothetical protein LZ189_14475 [Rhodovulum sulfidophilum]AB21
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MCE8470225.1 hypothetical protein LZ189_14480, partial [Rhodovulum sulfidophilum]AB21
LVEGDPAVAAGQLETVLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDL
LADLRRLYTMQKERDLHDAVLGLPGPAEEEDEAPAGAADEGGIDGFLF
>MCE8470226.1 glutathione S-transferase, partial [Rhodovulum sulfidophilum]AB21
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELR
>MCE8470227.1 DNA polymerase III subunit delta, partial [Rhodovulum sulfidophilum]AB21
LGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFPGPRVVFLEDATDALSDKILGALTDWQKGDAQIVLTARQLPPKS
ALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLGQADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPE
DILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQAQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHF
KARDRMARQAQAWGMHRLEQALGLLIDTDLKLRSAQRAPQMALVERSFIRLAVMASRRT
>MCE8470228.1 imidazole glycerol phosphate synthase subunit HisF, partial [Rhodovulum sulfidophilum]AB21
VNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVGGGVRTAEDVRALLLAGADKV
SFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFARTVVAKGAGEILLTSMDRDGTR
AGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAKAHMAAAGIPVRLT
>MCE8470229.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB21
MTGPELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MCE8470230.1 hypothetical protein LZ189_14505, partial [Rhodovulum sulfidophilum]AB21
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWSYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRRE
>MCE8470231.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB21
MRGITLKQPVFVVGHPRSGTTLLATVLGRHSLLAMPPETQYLIEQAPLDGHRLGAEDLDAILANPRIADLGLDRDAVQAA
FGATDRSFGAAFAVLLDIYRRQCGKPRAGEKSPMHLAHAERLLEWFPDARILCIERNGADVIASLMRMPWSHRIIRRHGY
DWLQSLRRGRALEARHPAQAMRVRYERLTGAPEAEIRRICAFCGLPFEPSMLSPGAAGTVPDWERGWKADAARPIAPARG
GGAAGLGRWQRAELAAICNRELRAAGYPPVAAPTLLRLLARLTVWPY
>MCE8470232.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
AVNTVAAPAFAALETRGDREGLHRTASRLALAVLLASSPVLAAMLVWPGRVMGLFGPDFVAGAPVLAILALGQAVNAATG
SVGYLLMMTGHERDMRNAALLAAAVMAVAAFGLIPAFGAVGAALAGALAIAAANLTNAWQVRRRLGFWVLPR
>MCE8470233.1 SMR family transporter [Rhodovulum sulfidophilum]AB21
MKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGEAITPARIIAALLIISGIVT
MKLASAD
>MCE8470234.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
YLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERVVLAGAFGAHISPLHAMVLGMIPDVPLDRVR
SAGNAAGTGARIALCSVAARRKIEEIVRRIEKVETATEPRFQEHFVAANALPHASDPFPELARQRHLPEVVFNADGGGNR
RRRRPR
>MCE8470235.1 lipid-A-disaccharide synthase, partial [Rhodovulum sulfidophilum]AB21
PLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVAELTAAWPVAPLVIDPRGDPDGAAGDKRAAF
AAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQPGPIAAALCLLL
EDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAAR
>MCE8470236.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVAGIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MCE8470237.1 hypothetical protein LZ189_14540, partial [Rhodovulum sulfidophilum]AB21
IFSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MCE8470238.1 hypothetical protein LZ189_14545, partial [Rhodovulum sulfidophilum]AB21
LLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPAPTPEPAAPPDSAGIDPGIWNRGDIRV
LDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSGRFLDRDAAGSLQRLEVREPGNLRCS
DGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>MCE8470239.1 serine protease, partial [Rhodovulum sulfidophilum]AB21
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRAPETRGAHVAATLG
RFLPLAAAPPLSAPEAMARRADVPTDTPPDTDGSAPPAGGATTGATVAPGPVPPEPAARAWPGAIAWVPLLE
>MCE8470240.1 phytoene synthase, partial [Rhodovulum sulfidophilum]AB21
SASARRAGVPAQAVPAARAAWRTRAILSRAAADPGRVLEGGLEEAEIARRAGLLWRALAGRW
>MCE8470241.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
ILLGSMLTAGPLSALMQRWGRRAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTF
QPKAISYVLAGGLAAAILGPQLVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDP
VIAVAIICGTVSYALMNLVMTSTPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGT
VALTGVEIEQFFAALVLLGIGWNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWV
AVNLAMVPFLALAGGALIWLVLRPGDKD
>MCE8470242.1 cation-translocating P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
RRASGETEEVAVADLAPGDIVILRPGARVPVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRP
LAESTVARMIALVTEAQAARAPSERFSEWFGQRYTIAVLAGAVLAFAAFLWFGLGWHGALYKAATLLVAASPCAIVISVP
AAILSALSASARGGVLFKGGAALETLARVDSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRR
AATARGLSPLGVREARAVPGEGMVGVDDEGVLWAGNERLAARMGAKDAPSERPAPVGGLDRRAQTLVLLGRGARYLGAVT
VEDQPRPTARPGLDALRARGIARLAMLTGDRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVND
AAALARADIGIAMGAAGSEVALQAADVALLSEDLGRLAA
>MCE8470243.1 trimethylamine methyltransferase family protein, partial [Rhodovulum sulfidophilum]AB21
LGLARWREAGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDF
RRFVQLGQMSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMT
SLVNLNSPLTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTS
IDMNSGAPTFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLV
ASYEKFVMDADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDT
ATLASDRVRKLLASFEAPE
>MCE8470244.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
FAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAATGARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARR
GFLSPLGADTADWVRANYAAGQSWVDLGTYEDETGAEALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERI
AEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPGTYDAWVGHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVAT
TDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIGLDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFL
KTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGKILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAA
QEIERRWNAIR
>MCE8470245.1 DUF1178 family protein, partial [Rhodovulum sulfidophilum]AB21
RPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MCE8470246.1 aspartate kinase, partial [Rhodovulum sulfidophilum]AB21
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAG
>MCE8470247.1 esterase-like activity of phytase family protein, partial [Rhodovulum sulfidophilum]AB21
MFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHRETGI
ALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFRIAYE
GSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSLPGRDWKSQRSG
GYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDEGATAIGDFNFIDDTHALVIERDN
GEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFPFFTI
EDVMRVDDTHILVANDNNLPFSSGRKLDAAADNED
>MCE8470248.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MLQNHKTEEIAPGLVLSLFNASFSEPFSIEREHDPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAAC
SCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASR
>MCE8470249.1 hypothetical protein LZ189_14600, partial [Rhodovulum sulfidophilum]AB21
RRAALIGALLLSAALSVPIAFYHAAAMADWQMVVVLALYYTGWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLM
GSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAIKAP
>MCE8470250.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADYAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVD
>MCE8470251.1 hypothetical protein LZ189_14610, partial [Rhodovulum sulfidophilum]AB21
MELALELMEMAQRARPDGPFINARVEKYQRCIEEIENRNRREINRLVTSGELAIIPAGFRCFTKAKLKEMIGLSQPSLPF
DSGFFPPESI
>MCE8470252.1 hypothetical protein LZ189_14615, partial [Rhodovulum sulfidophilum]AB21
KTRSLEVNQDTSAREILEAVAQRSKGVSHTIISSENLFLTDPDKVLSLLRDYKIDTTEIYVIAYVREPTSMYASLIQQEL
KASYRFQRPQDYCRPIDRFASLWKDAVGADSFDLRLFDRKRLVEGSIISDFTAWLNQVISGAGINLPRRESNGSVSAEQL
ISLQRMRKDLPNHIEGKFHPKSNAIISAFMQMNKSGIIGNKVKLNHATRETILLKNTGVAKRINDMVKEDFFPVADQATK
PSHNMKGVEQENVSDVSVVLDNVDTNLVELFSRVITDQGATSERSQLVLRSGENASKREAVLRGLTFLDESVFTPRNS
>MCE8470253.1 3-isopropylmalate dehydratase small subunit, partial [Rhodovulum sulfidophilum]AB21
APLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCGSSREHAPWAIK
DFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAFEVDPFRKHCLL
EGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MCE8470254.1 endonuclease/exonuclease/phosphatase family protein, partial [Rhodovulum sulfidophilum]AB21
MRRPAALVPGLLALCLAVPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVR
>MCE8470255.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB21
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MCE8470256.1 hypothetical protein LZ189_14635, partial [Rhodovulum sulfidophilum]AB21
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MCE8470257.1 carbohydrate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDREDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGSPFGRRGPAIYFEAARPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRG
>MCE8470258.1 sugar ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
ILAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIWKFVYANEADIGLLNA
IRAALGFDDPVDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQIFFRIMVPQITGTILV
VWTTITILMLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQARKEMR
>MCE8470259.1 hypothetical protein LZ189_14650 [Rhodovulum sulfidophilum]AB21
MRAPRLFRHPAILPVLAALMILLPQLALPQNQGQNQRQNQGQNQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGDNA
VVEIFANTRTGTWTVTGTFANGLTCLIASGEAYDPVAEPAGQAL
>MCE8470260.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB21
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MCE8470261.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB21
IFSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLVNVVGGCCGSTYDHIAAVAQAVKGYAPRVLPQPARH
LRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATALDVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNL
VAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEAAFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVE
ICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIEATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAM
HAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRRRDATERMLELAEKYRGQGGSQAREKDMSWRELPVG
KRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPD
>MCE8470262.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
KGKAAIIPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGSGAASGEAAAAAEASAESVRLRFRLPPDAIA
FGTDPLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPGQIDDVFLFVRDGMELTLEQLHPPKAAE
ELSDTAAPADAARRGREAGGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGEDLNLKAVVEELERLSSGLRDTT
MGIRMVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEAPGARGHAGKPARG
RVRLSAAHTGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKR
TIEGLRGSIELTSTPGQGTVATLRLPLTLAIIESMR
>MCE8470263.1 diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB21
DYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGSWMTTDYAVAKNE
EAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGWWEYTLAEARAIR
ETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLVSAGGWHTYDEDF
LLKAVEYKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGMVPVNALRVAYTG
ELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFVDLSKEFHGKAAM
EAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVG
>MCE8470264.1 pilus assembly protein, partial [Rhodovulum sulfidophilum]AB21
EGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRFLAGPTARLRVTVI
RCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVGYAPIAGYGLPGMTFDTLMATP
PRFAPQLCWQSCG
>MCE8470265.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
PVFGSAAYTETLPIIDDLGTPAYMTRSEKARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDAR
MKGLELEAAYSLPSGHYVDLNADIARGKITTPGVPDDWEGTPADDLRVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSN
TVHNLRATWRPQDGVFKGTEIRAGIENAFDLDYTPHLATRPAPGRTFKLTLARTF
>MCE8470266.1 VPLPA-CTERM sorting domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKIYGNKIYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGAL
LLGTALGGLGLARRRKAAKA
>MCE8470267.1 acyltransferase, partial [Rhodovulum sulfidophilum]AB21
DRARREGTPLPAEQKRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGHAPGRSQPWGVLLRSRAQRLLLPW
LIWCAVYYVLALYRGTAWLPGTPLELVSLAIGPAIHLWFLPFAFVCGLVFAALRPVWPSRHLAPDLTGLVLILAAGIVLN
RYSDLPAPAGQWLVSLPMAAAGFLSSVHRGRAEQAAILMGTMAVAGVGIAFGFVDGALQAFVAAPFCLIALLWRGRSNSG
LVRAGETAFGVYLVHPAVFLLLWKLVPALGQTPYGFGLTAFAVSVAVVALLRLWPPARRVL
>MCE8470268.1 site-2 protease family protein, partial [Rhodovulum sulfidophilum]AB21
SESFVWFIAMLSTAVGLLNLFPIPVLDGGHLVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MCE8470269.1 outer membrane protein assembly factor BamA, partial [Rhodovulum sulfidophilum]AB21
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEI
>MCE8470270.1 DNA topoisomerase 4 subunit A, partial [Rhodovulum sulfidophilum]AB21
FRKSAKISGDVMGNYHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENA
VDFRPNYDGTLEEPAVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGV
IVEPKDSIAQAYRTGRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRL
VLEPRSRNVDPEVLMSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLA
GLLIAFLNLDRVIDIIRYDGDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEIEL
TAERDRLTEERAGLLELLEQEEIQWKRIAEELREV
>MCE8470271.1 hypothetical protein LZ189_14710, partial [Rhodovulum sulfidophilum]AB21
MDPSSPSALWADRAERLRADDPVPVVMADPDIAPRGTVLLVHGRNGAPDQLQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWP
>MCE8470272.1 hypothetical protein LZ189_14715 [Rhodovulum sulfidophilum]AB21
MANPRGGGAVVLRNAGRMAVGHIRRSQTGSAALGGGFGKRAVTAVRPAGVDFWQVGHGKAFTADEVSGESVAEATPA
>MCE8470273.1 DUF2478 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
RCLLDDADGDVAALTFVAGEPPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGVPDLLALTLCGGVAAERHWRPALVA
ARAVRRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRALDRPFPLERGLTGGVCALWK
>MCE8470274.1 hypothetical protein LZ189_14725 [Rhodovulum sulfidophilum]AB21
MGLSIAIEEPTPADGCAPIAGSAAMPPKVCPPEERFPMTAEDLASPGAGSWRRVSAAGLSEAWRCWGGAAMAIKRLYVEE
RTRSGRRPRAGPRGRLETGPELAAAMRLSRGFGHTDCGGFCGSADIAPILFMERCLPLQDPVQVSLA
>MCE8470275.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENTDRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYR
>MCE8470276.1 TRAP transporter large permease, partial [Rhodovulum sulfidophilum]AB21
IAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLAGAMVGWITGSLYMVSVVTGTGLA
AISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVTSSQSIGAMFLGGIVPGLIVMVGL
MLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEAACVALFTTLIVTMFIYKELKPRD
LPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVNLLLLVVGMFMESISAVLILLPIL
LPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPFLCMLVALMLVTFVPAVSLWLPAL
MMN
>MCE8470277.1 FliM/FliN family flagellar motor switch protein, partial [Rhodovulum sulfidophilum]AB21
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGQGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDPGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MCE8470278.1 hypothetical protein LZ189_14745 [Rhodovulum sulfidophilum]AB21
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>MCE8470279.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB21
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MCE8470280.1 short-chain dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MSGRALVTGAAQRLGRAMALHLAERGHDVAVHYAGSAE
>MCE8470281.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGSDGPVYGGTESGYMIAGEG
>MCE8470282.1 ceramidase [Rhodovulum sulfidophilum]AB21
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYLFVANRAYWGLGLWSSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLGFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSLI
>MCE8470283.1 heavy-metal-associated domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFR
>MCE8470284.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MCE8470285.1 F0F1 ATP synthase subunit delta, partial [Rhodovulum sulfidophilum]AB21
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSI
>MCE8470286.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MCE8470287.1 sulfur transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAEDMNRNAEGLDLPPMMWLDKEFAAAPQPGIETLAALGQAGFRSVICNRPDEEVAADACAAAMEEAARAAGLGFAAIPV
RHAPITPAMIAAQTEAMAALPGPVFAYCRAGLR
>MCE8470288.1 hypothetical protein LZ189_14795, partial [Rhodovulum sulfidophilum]AB21
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDL
>MCE8470289.1 hypothetical protein LZ189_14800, partial [Rhodovulum sulfidophilum]AB21
MGVENLKPHIDQDGNSFNKPPLDPELKTVLDKLRGEEQDLENEIRALVNAYWQVAGRRGHCALLEELEVVLAGLDEVKAD
DSKARRTDYVFFVLGKVFQTLGTSAHGSASLTVAFEGGATDRSKEWSRIFSQAANAMATAVPEVLTRYRTHMNLTFAVTS
KELAMSWVRRESGLVTRETVERILGVQTVSRPVNPNNVDDVLKEIFASVGLTGQRPRSLEMSGLTAFFDGGGLRPDQLIA
VPFYEITGTGTLTARGETFSNAYRASDLADKGGSMVLGLYSAFVAANNWNTISPSITRAGAVAQDPRVQIASALLDAMAG
LNAMHQVPNAAIYARDVGQQVFDRLFKAGSGRFFGPANAAAQLRDGAQGTANNFLRYATLGKLAGAVGVVLAGMQAFEGF
KADDLAKSYGNAMIAAGGLFLIF
>MCE8470290.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
GRIAAHLAATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAV
SEVVLDTLTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVF
NVALWDGANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MCE8470291.1 xanthine dehydrogenase accessory protein XdhC, partial [Rhodovulum sulfidophilum]AB21
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLQASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVSPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIE
>MCE8470292.1 cytochrome d ubiquinol oxidase subunit II, partial [Rhodovulum sulfidophilum]AB21
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGD
>MCE8470293.1 chromosomal replication initiator DnaA, partial [Rhodovulum sulfidophilum]AB21
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHL
>MCE8470294.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB21
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASEERASHEDRD
>MCE8470295.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB21
MRWFETEGAVLRYDIRHGTGPYLVLLHEMGGSIESWDRVLPHLSADQGVILPEMRGMGQSQKISRTSSFAQIATDVAALL
DHLGIDGPVILAGCAVGGAVALRFALDYPQRCLGVAPLDPALNVADGGHAAVLALADRMAAAGMGPMEPILLDRTYPERY
RQRHPGHFAAVRGRWYANDPVSFAHFFRMLAASDLRDELGDLRCPVWYGSGQYDVLRPPEYVRDLAERTPGARVCDLDAG
HHVADHAPQEVAQMLTELVSEVSAAHRC
>MCE8470296.1 CoA ester lyase, partial [Rhodovulum sulfidophilum]AB21
QDRRSELVLASRLAGIAPPLDGVTTDLTDPGVIAEDARHARQLGMGGKMRIHPAQVAAVRMALRPTDAEVDWARRVMAAG
DSAVTLDGEMVDIPVRLRAAAVLRSLSTGEPR
>MCE8470297.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSMESARNEWQAIAAEAPWNERDRPKTIYSFIARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGAGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGD
>MCE8470298.1 ParA family protein, partial [Rhodovulum sulfidophilum]AB21
IYGLNSAVAERLGPYARPEDPVRGRDAAGVSRIVAEAHTAPVLKIDGVNLRLLDRRIVGADWMARPVLEPGAIPRIAFVS
IKGGVGRSTALSIAATHLARTGLRVLAVDLDLEAPGLGATLLKPDELPTYGVVDWLVENGLSGTDGTFRADCIGRSSLLD
GISVVPAFGSQTLAHPADALAKIARASIEDMRAGTPVALRDQMQEMLNSFEATGDYDVVLIDGRAGLHETTAAPVLGLGA
KVLLFGINEPQTFQGYAFLLAHIRERIPGGTDWEDNAWFVQAKADPADTKIAQERFNALWSMDEGPLAKPEKLGPDDLEL
AWADNDAPAPLPKEPVPLLRILNDERYRSFNPVENRVQLDEGLVRSTFGGLLDWFDDQMELGK
>MCE8470299.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum sulfidophilum]AB21
VFDNLSTGHADAVRWGPLVEGDTRDRAALVRAIRSHAPVAAIHFAAAAYVGQSMRDPGFYYDNNVGGMTGLLSACAETGL
GRVIFSSSCASYGLPEALPITEATPQVPINPYGRTKLIGEQMLADFGRAHGLRHVALRYFNACGADPAAGLSERHDPETH
LLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLALRHLERGGGDLQVNLGTGRGQSIREVLAAVERV
TGRPVPVRLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAALAFGLEVADAGSA
>MCE8470300.1 N-acetylglucosaminyltransferase, partial [Rhodovulum sulfidophilum]AB21
MPGAPEARQGGPPPGAGNGGPFLVSLFTRGQRWRYGLAALAWLGAAVFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWSRED
>MCE8470301.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB21
MLADSAKRLSEDTLMPILAREAADKPLSKPVMLEIYGHLAEFGITAARLHEDFGGSGLSMLDYGLIMEQLPPAIALSLLS
HDGSTVRFNAGADEAVRDAYLPDFREGRKIVCTANSEPNAGSDSNTISTKLEIEGDRAFITGTKMWITNASVCDCMIVSC
SAGNDERGRPVPQRVLVDLSQSKVGLAETPLAGLKQGHLCEVTFDRTEVPLSHLIGSPGDAGKYMTIVWNANRPLIGLMA
LNIARRAYDMALAHVTDRKQFGSPLAAKQLVQQDLSDMEAAITSARLTCLMALATLDTGARSNGISAMAKRLATENANRV
VHTAMQLCGGMGVTEELGLAQLWADARVFQVPDGTQGILALIHGRDITGTAAWR
>MCE8470302.1 hypothetical protein LZ189_14870, partial [Rhodovulum sulfidophilum]AB21
LNQEVKANPRSTETSENCEASQICAKDGRKSKILSRDIKPAHKRMALVAAVGGAGFDMIVIDTMARVMGGGMRTWLPILP
TWCAIST
>MCE8470303.1 helicase RepA family protein [Rhodovulum sulfidophilum]AB21
MATDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAEVTKQRDGPTGYRFCYQ
LRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSFDLWRDACMTEGELSSSENRDTRKRAFNRCREELETAREIVVRDDL
VWVVQ
>MCE8470304.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSPPASGRI
>MCE8470305.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB21
NFSLFWWLLFVSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLVASIVGVVGVGLLVLTPEATLDTMGIIAALG
GATSMALGTVLTKAWQPPVSPLTFTAWQLTAGGLLLLPAAFLFEPPLPPLSASNVAGFVYLGLIGGAITYILWFRGIALL
GPSAVSPLGRLSPVAAVLLGWVILNQTLSPLQIVGMVLALASAWFGQKGERTPTLVAQPAQQTQGTPDSA
>MCE8470306.1 hypothetical protein LZ189_14890 [Rhodovulum sulfidophilum]AB21
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRH
>MCE8470307.1 MmcB family DNA repair protein, partial [Rhodovulum sulfidophilum]AB21
MPDPLSPLLAPGQLLARGVCRHLRDLGFACVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLDWCDR
FFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRD
>MCE8470308.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGRAAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIA
GPVQVSALPGYGEGAWWVQDAAAALPARLLAARPGERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTE
LEAELVVADALDWGDDRRFDAILLDAPCSATGTIRRHPDLPLAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSL
LPEEGEAQLAAALERHPDLSPIAFEASWIEPGWRAAHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MCE8470309.1 hypothetical protein LZ189_14905, partial [Rhodovulum sulfidophilum]AB21
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPDLPIWDVDSPGL
RFEAARQGFGW
>MCE8470310.1 phospho-N-acetylmuramoyl-pentapeptide-transferase, partial [Rhodovulum sulfidophilum]AB21
VFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEILIFS
AGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVFLMAP
IHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MCE8470311.1 hypothetical protein LZ189_14925 [Rhodovulum sulfidophilum]AB21
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MCE8470312.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB21
KAAETALKEVFENKVKEGSKAEAAIIVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNAT
VVDEPYTINVPGSGPYSPENYDHKFRGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASE
STLINMTGAYAGILNGGSSVTPYGLTELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQV
AGKTGTTSAARDAWFIGFSADYVAGVWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAAR
DGGDRGGNVAENILRSVLGAFTGRN
>MCE8470313.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
ILVSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MCE8470314.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB21
MIQTRQIGRARVTRVLEYSAPTHDPAFLFPDLAQADLDAMAAKLAPHHFVPAMNRLVITIQMWVVQIDDKVIVIDTGVGN
GKPRTAPRMKNLNIRVGEWLEAAGAGFDKVTHVVQTHLHADHTGWNTVLQDGKWVPTFPNARYLMPRGDYEYWTDAIAKA
PDIAMDNSWEDSVLPVVEAGVVDFIDADAGQILGCLAVEPVPGHTPGMLSYRLQSEGEEGLFCADVFHSPVQIYDPQINT
AYCVLQDVARETRARVLSEAAERGTLIMPMHFGVPYCGYIRRDGDGYRLEPADWPDLTLPG
>MCE8470315.1 nuclear transport factor 2 family protein, partial [Rhodovulum sulfidophilum]AB21
LAEGFWHFCTNPTIAIDKDTATGRISMQYLSVKKGVSYVSAGHYDDRLERVDGVWKFRERKISFYYHAPLSEGFVGKPTY
IHIDGTPRVPQPA
>MCE8470316.1 type VI secretion system baseplate subunit TssK, partial [Rhodovulum sulfidophilum]AB21
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPT
>MCE8470317.1 autotransporter outer membrane beta-barrel domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FFADLQVTVNETEFDLENKAAAGAYGERLGVDDQSYDSTGHTVSGTMGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFS
NDPGDDADDGVLKFDPINNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSEND
GLGNYGELSAGFNYTRILGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>MCE8470318.1 L,D-transpeptidase family protein, partial [Rhodovulum sulfidophilum]AB21
MHKTGSRAEARRRALVTVLQEAPAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVS
DIKRKLDRPAPETLIAGLAEASSPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALR
NRLIAMGYLPRIATRTYDATVQKAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLV
NIADFHASIVDHGETVFETRSVVGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAG
RVVTRAAVDFSQYTASNFPFDLKQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYAL
LAGQTDDPKGLFQSKLR
>MCE8470319.1 hypothetical protein LZ189_14965 [Rhodovulum sulfidophilum]AB21
MSVFDSIVPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>MCE8470320.1 hypothetical protein LZ189_14970 [Rhodovulum sulfidophilum]AB21
MADETIARDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPEPARRARFTWA
>MCE8470321.1 hypothetical protein LZ189_14975, partial [Rhodovulum sulfidophilum]AB21
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNR
>MCE8470322.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAQD
>MCE8470323.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB21
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEAMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MCE8470324.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB21
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MCE8470325.1 paraquat-inducible protein A, partial [Rhodovulum sulfidophilum]AB21
MRTARDMGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQDNTIIGG
AVEIARHGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLG
AVVSISPGTASLFLG
>MCE8470326.1 YifB family Mg chelatase-like AAA ATPase, partial [Rhodovulum sulfidophilum]AB21
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISHQRPFRYLHHTASPAAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EIIVSRANAHGRYPCRFLLVAAANPCKCGYLADPARACARVPQCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDL
>MCE8470327.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
MTASEARPDGAALAAAGLAVLMWGAVPVGTRYLVAPGGEALPPTLLVALRMVISTVVLLPVLFRARPWAWPSEDKRLAAL
SAGLGIVGYNLPVTLGQVEASAGVTALVIATEPLWILLLWSLKRREQPSPAQVVGALSGLTGVILLVAPSFAGFGSGRGV
AWVFLGAFFWSAY
>MCE8470328.1 RidA family protein [Rhodovulum sulfidophilum]AB21
MDRIFSSSPWEKRSGYARAVAGKDIICIAATAATDEAGKVLCKGDLEGQTRVILEKMSGILDQAGSDMEHVLHTRLYITD
ISSAAEAGRAHAEAFSAAPPAMSLVHVLPFVDPDMLVEIELMAERRR
>MCE8470329.1 hypothetical protein LZ189_15015, partial [Rhodovulum sulfidophilum]AB21
MPFDKPLLSALTALGFTQYEAKAYCALQSGGPGNGNEVAKVSGVPPSKVYETLARLLEKGAVLKTQQEPVRYMARPWQEV
ASKLLQHLGSAAKTVETELGKD
>MCE8470330.1 peptidylprolyl isomerase, partial [Rhodovulum sulfidophilum]AB21
PRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDEAKRLGVSVSDEALQEGMEEFAGRGSLDLDQFV
ALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQSAASGSGTAGTQVLLSEIVLRADTPDYRRDAMA
LARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAGQVLALGPGKVSAPIEMDNAIVLFQLRSVREGK
ATSQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPERLLRETRPVADLPPDLAQELAKLDDNEVSYGLS
TPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAELKADAIIREP
>MCE8470331.1 4-hydroxythreonine-4-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPLFWIGDPRHLPEGTPHAE
>MCE8470332.1 thiamine pyrophosphate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPALDRPRLDLK
>MCE8470333.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGGS
>MCE8470334.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
FGSMNWNWQLSDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRA
EDHQCFKDVLVMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MCE8470335.1 hypothetical protein LZ189_15045 [Rhodovulum sulfidophilum]AB21
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRGESQQLMDLGLMEPGTWF
>MCE8470336.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB, partial [Rhodovulum sulfidophilum]AB21
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILL
>MCE8470337.1 hypothetical protein LZ189_15055 [Rhodovulum sulfidophilum]AB21
MPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNMDLPPEPSLDDTDYCRCLAQVLGALATWREWKVAL
SAGG
>MCE8470338.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB21
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAIVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MCE8470339.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB21
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MCE8470340.1 Holliday junction branch migration protein RuvA, partial [Rhodovulum sulfidophilum]AB21
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
R
>MCE8470341.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHYWAMVA
AQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWLHDIGE
EGRAAHLRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAWVGDFI
FSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGERFGMP
RYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVL
IYGPLKNTLGLSRIRVAYK
>MCE8470342.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB21
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKMGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MCE8470343.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
GSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSAAHYLGRALGAQRGIG
ARVIEVQALWRGLYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYLAGDAAFVADTFLRPDAGTAR
ADFPGGSASVLYDSLGRLLSLPDETRLFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLKTRQARDATLSLPDRM
LAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MCE8470344.1 hypothetical protein LZ189_15090, partial [Rhodovulum sulfidophilum]AB21
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKELGLVEEIERKPSVLRRLFGAKPEALLRP
TASGLALGSEATASE
>MCE8470345.1 S1 RNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KDLLKVSRLGPRAFEQCAGFLRITAGDEPLDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLP
TVKDILSELAKPGRDPRPEFVTASFADGIEEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHE
VVKAGDVVKVRVVEVDVPRKRIGLSMRKDGGTEAASRDGATGKGPGRGAGGKGAQGKGPGKGPVKGSGQKPGQKPGRKPG
QGTERQGPGGGKGGGASGAETGALGAALLEAMKRR
>MCE8470346.1 hypothetical protein LZ189_15100, partial [Rhodovulum sulfidophilum]AB21
MQDSDSELEYATQYRSVFDELRNVMPHGTFPQPQVGGDAPTSPTWEVLPALPTDVFGAVAHLLRVSGTIGWFEPSSAGLG
SDDSIFLSAEERIDLEELAKAWRTDGESEGVQDLWTELLSHKDACLRPRLLCQEGRGQGSLDWCKVAFKLILTADMAAEG
LGRPLGGDEERVNVMRDLLSAKNQPDRGGQDEKTIAGSSLRRRHRHPASMTERIDTDVVCVLPKGRIAQVGCTLRSLSAN
LALLPPRATVRCQWAEPVAPLRHDDRATLDILLIPAPFEIQGIDFEEVPSSNGGAARDWGNFSLKQSWIEDPSLLEDITI
KLIRQAKKQTKSLNAIIFPEYALDWGVFGKICDAAWRDAPELEFIISGSSNNCDQD
>MCE8470347.1 diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB21
MARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLIVVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLL
RARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAY
VIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRL
RATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETGRSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENL
RAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERRPVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRE
LR
>MCE8470348.1 phenylalanine--tRNA ligase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
WFNFDALNIPPEHPARQEHDTFFMSRAEGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQV
EGLAIGRDISMANLKWVLEEFCRAFFEVEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPK
VLSAAGVDPSQWQGFAFGMGIDRIAMLKYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MCE8470349.1 phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
NPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFEADSLAAAGLTQADCAAGVEACL
AETAAARCRLLGGRAPQRVSGRTAILVADGLASGASARAALRALHNRGPLEIWLAVPVGPQEVVWKMRGMTDRLIFLEAP
RDFRGAAAHYTDFAPVGDDEAVRLLDELLARR
>MCE8470350.1 hypothetical protein LZ189_15120 [Rhodovulum sulfidophilum]AB21
MTGTKLLPRLSPIGVDKCLADIAAPGDGRLRPGSGLDHRLKAYDAHLWYAASGGSVDSVLVAGIMDRIAEIARDCGFPDP
ATDRRKSDFDKQVAAYFGQHPELSGGEPLRDDVWAFMSCVLLQEFVIWRYSAGQKARFAGGVRNTFQRLWMRGRTLDLGE
GSPDRWRLLNALSEDAMVQIFERASIAGDARLSRAIAECWISTSERIGRGKMEDVMRRATKLVRLRNQVLDLAFLPEDRL
AKEISAVFDKVAEEAGNARGDQEDPPMISRITRAIFKARKGGTAFPT
>MCE8470351.1 hypothetical protein LZ189_15125, partial [Rhodovulum sulfidophilum]AB21
RQETAPWYLHWRPGSMQADFTGSVRLYVNADHEALTQRVSEGDPVTLQAILGDVMVQMCRGVLEDDEAREAISDCEEGSV
GSQVAGWLEMSFPGMKPDEIRGLMTATPGAFHAALHASADMGASE
>MCE8470352.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB21
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDALHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MCE8470353.1 cytochrome C, partial [Rhodovulum sulfidophilum]AB21
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVG
>MCE8470354.1 thioredoxin family protein, partial [Rhodovulum sulfidophilum]AB21
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETTPEGGT
>MCE8470355.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB21
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MCE8470356.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEEQ
>MCE8470357.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SEALDLPISTLHRKINSLVESGYLRREPVGKSIYIAPTERTSVRFDESFEAMVATLRRLYRGEYNFDGAPKLCDEP
>MCE8470358.1 hypothetical protein LZ189_15160, partial [Rhodovulum sulfidophilum]AB21
GGGTQWSLAAAVGIAAAFYTSDWERMLRERFQNNALIPRQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHR
IDLDPEQAELAQMRLERLARVEFMHWRMTQGDLPAEVAARLAEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHL
VEAQRPDFRRRLGQAAGLDCEQDRIETFPVSRLDDVIPVLEDELRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLR
ALVPLCVTGLEVQRGRLRDLGTRLEDLWCETLRFAICIGLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCLFC
AVALLSGQSSDHAAGANLEGAELWQRVRKLLGGMKIAATERPLWLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPG
ALRPLDYLISFVMIWSVLVPGV
>MCE8470359.1 cell division protein FtsL, partial [Rhodovulum sulfidophilum]AB21
MRSLVYVLTAMAVMALAFWAYRENYRTQAALDNVQRLNRAIGSLREQLAMQNAEWAYR
>MCE8470360.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB21
MAAADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWSAGWGDRLQ
LVEGVFSELDLHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MCE8470361.1 hypothetical protein LZ189_15175, partial [Rhodovulum sulfidophilum]AB21
LDSSELLPGLSDVLSIAAGHPVDAAAVTPEEAAAILDGYQARKEEEDENAKSGVTAGSVRVTATEETEEPDPCEIGPYSE
MSRKCASRGGQAHHIIPDYALRAGPRPRTIADDTERPANVPSLRDGMAICLTGHARVAAEGNEHYAAHFTTDAAIMADGA
GNTVLPGTTIWEEVRSASLDGISQAKPECYEAAVSAINAQFSSVPLDQIMRGAIDYRTLSPAALSAIKSGSQMIDGTVVP
>MCE8470362.1 hypothetical protein LZ189_15180, partial [Rhodovulum sulfidophilum]AB21
MDHRTFYRGAALDRHRFAALANSDGSYSPNRPFSSSTHVVEFDLRTGAWQEIAHRKWFGVGVARWPGAGAAGAAGLMVLS
QQGDVLESGEETRDSRLTDGPLAWMVSIDCVAGGLYAIGSTGCHFRHSADGTWAPMSPEGYDPGYLLLSGVQRSMRLGGL
KNREEYRALPQSQEDAR
>MCE8470363.1 HipA N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MADFEVHVDLKGRLHPVGLARSNRVRGGETILFEYDPAWLKDAERFSLEPALPVTRGAFAPPAGLSTFGSIGDSAPDTWG
RRLMQRSERRSAERDRRAVRTLTESDYLLGVADETRLGALRFRRVGEEPFLAPIRAGVPALIELR
>MCE8470364.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVADIANDSVGQAL
ASADLPKSVHLKRSAGPSRDG
>MCE8470365.1 hypothetical protein LZ189_15195, partial [Rhodovulum sulfidophilum]AB21
SRRVTFFFIASRRPGMAGCFGIGGTPQKLARNLSDHATEGRFFRRSLAISSGGGEVREHASRDGSVHKKGQIIDSDTHGK
PDLKGNG
>MCE8470366.1 CpsD/CapB family tyrosine-protein kinase, partial [Rhodovulum sulfidophilum]AB21
IEALGLPVFATVPLVRDMPRQRPGAPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLNL
AMVMAQADQSVCLIDADMRRGQLARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMVMRPRFA
EMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHARPG
REEGYYGYGYEAAVRRD
>MCE8470367.1 hypothetical protein LZ189_15210 [Rhodovulum sulfidophilum]AB21
MKVNEAWVVMGKALGLNTNCQCEDEDKGMDISKQAEALVKANALDAKQLAAIQGMSPEDRAVMAAFVEALGKSTAAPDAM
EGDDPAPDAPADDKPAPFADKAAKPATNGRIAVNAADLNKLIANGVQEHLRRHDVAARLKANAANKLTDAQIAAMPVEQL
EAVEQMIRPADYSGQGGFAANSDAIETNVTPLTPRGVLGGKKKEA
>MCE8470368.1 hypothetical protein LZ189_15215 [Rhodovulum sulfidophilum]AB21
MSSADTPKTIELYGFAVMTEALAFGPITPGMLVEPADDRVRPDATAAGTAAPSFAVENGMTGGGIDDDYQEGDPVLIKTF
APGSRVYALAAAGADAIAKNAGTLAPAGDDEIAVARAVEALDNSGGATPARIRVVVIPAQRTAAV
>MCE8470369.1 YcjX family protein, partial [Rhodovulum sulfidophilum]AB21
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WA
>MCE8470370.1 tRNA pseudouridine(38-40) synthase TruA, partial [Rhodovulum sulfidophilum]AB21
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERNVPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQVWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVR
>MCE8470371.1 Tol-Pal system beta propeller repeat protein TolB, partial [Rhodovulum sulfidophilum]AB21
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGR
>MCE8470372.1 type VI secretion system-associated protein TagF, partial [Rhodovulum sulfidophilum]AB21
LRAAEGPVVWAHRPDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGA
QQ
>MCE8470373.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB21
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDTEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MCE8470374.1 hypothetical protein LZ189_15245, partial [Rhodovulum sulfidophilum]AB21
MTGPDEPRKEGQDGTGPDRTMVSSPPPSPSSAEEGEAPDRTRISVPPGASEDAGDERTAFMAPGGGEDATRISVPSAPSG
>MCE8470375.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SFLWVQVEPLGAWFMGAITSGMADGSALKTHLLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MCE8470376.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB21
MHGRDKLLECIGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRSEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPDAWAAWRARSGH
>MCE8470377.1 3-isopropylmalate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTAQMGDAILAE
>MCE8470378.1 thiol oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MGSAAVAGPLTQAVTGPTLPSLPFTALPFTAAEQARIAQATALPRDFTRPQSFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAGIEGYLTAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVPLSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPEGEPVLGRFGWTAAQPTLQAQIAHAFAHDIG
>MCE8470379.1 bacterioferritin, partial [Rhodovulum sulfidophilum]AB21
SEMNHADKLMARILFLEGHPNLQKLDPLRIGQTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEG
HIDFLETQLDLYGRVGDENYALLNASKMDEAG
>MCE8470380.1 DUF1365 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIW
>MCE8470381.1 cyclopropane-fatty-acyl-phospholipid synthase, partial [Rhodovulum sulfidophilum]AB21
SNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVEAVRRGAEGAEIRARGGAWESFDEVVFATHSDDSL
AMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYTEESGALADRIDLTYWMNSLQPIPEDDPLFVTLNS
RRPVRDELIYDTATFRHPVYDRGALEAQQTVRRMNGTNRTWFCGAWMRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MCE8470382.1 DUF502 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQTARRARDR
>MCE8470383.1 proline dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEAAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWEGFGVVVQAY
>MCE8470384.1 winged helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MRVCMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRR
>MCE8470385.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB21
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARAHGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGTVPR
>MCE8470386.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB21
RITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDSLDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEA
EAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPSHHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNIL
RVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDETRSTRLVVIAEHDDIDEGAIRAALSA
>MCE8470387.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVRFATLKTRSIFDYVNVRATGGRGRQEALIAPSGKGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLAARLAGILPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTLASTAQVTSVLALGRNLGLALALTVAVAA
>MCE8470388.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PFLTLAENVALPQRICARPDPGLVTDLIARLGLDPVAGLRPERLSIGQRQRAAIARALAHRPRFVIADEPTAALDPENAA
EAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIATADGQVAA
>MCE8470389.1 exonuclease SbcCD subunit D, partial [Rhodovulum sulfidophilum]AB21
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGL
>MCE8470390.1 mechanosensitive ion channel family protein, partial [Rhodovulum sulfidophilum]AB21
LFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIGWRTTRILTRDSTCAII
PNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAYEEGGITYALRFWLSRF
DLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MCE8470391.1 pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB21
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLE
>MCE8470392.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB21
MGVPVSKAELLDAISTTFGNLIYDLERVPSELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MCE8470393.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
LYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLPNFGTEDLAPLGRFVEPQLGVDLRARSGPIA
ITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESYHVATWAEYLRHHERRTVADAEVSDRLLALH
RGAGKPRVRRMIERQTVPRRDELPLKPTEIA
>MCE8470394.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSDRQIFSDFSDSPFPRNALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVER
>MCE8470395.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MCE8470396.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum sulfidophilum]AB21
MVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEID
>MCE8470397.1 redox-regulated ATPase YchF, partial [Rhodovulum sulfidophilum]AB21
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVV
>MCE8470398.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB21
MVGSHLTDFLLAETHWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDYVFHLAAQSYPRT
SFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKVGTDLIGRFYGEA
YGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLVTVKPQPAAYYNI
GGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTSKFRAHTGWAPEIPFETTMLDLLDYWRGRVAEGA
VRLVR
>MCE8470399.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFDDQNTQ
TVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSALLYGP
SSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDAAGTLQYSLTAIGRSANTRYRDVDEKRYAIAPVLVWQ
PSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHE
>MCE8470400.1 hydrogenase maturation protease, partial [Rhodovulum sulfidophilum]AB21
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSR
>MCE8470401.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB21
MEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTMEISEATNQFVFGYIRFAHFAA
GMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGHNPLAHLAMFTFITLGMSFMIV
TGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIREDIMSRQSMITTMISGWRTFKDN
RVE
>MCE8470402.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB21
LGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQDYLRSVFI
WASGNLAQDGHGDLTALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTALRLTVLLVATLLSVAVTARIGVIGFI
GLAAPLLVSGLGIRSLGARVIATPLAGAVILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLWLKRIPEHP
AAQPAPARIFPLGATILALGLLGAAVLLSVFETLHLPGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGVTGNPLASP
ESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLMIASGDPRA
FFVLAWSMGPTYRR
>MCE8470403.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MCE8470404.1 histidine phosphatase family protein, partial [Rhodovulum sulfidophilum]AB21
VVSSTSCRTLETWDRMAPLLGESSVMRRDPGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFAN
FPTCATLVAEFDLGDWTEVDFGTGRLVDFITPKQLDG
>MCE8470405.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
SLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVASYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLST
RIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVPVAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEG
AGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATALGGGVPDP
>MCE8470406.1 hypothetical protein LZ189_15405 [Rhodovulum sulfidophilum]AB21
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MCE8470407.1 serine hydroxymethyltransferase, partial [Rhodovulum sulfidophilum]AB21
SPGRRYYGGCQFVDIAENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGK
WFNPVQYGVRESDLEVDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPF
PHAHVATTTTHKTLRGPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALG
AALVEGGLSLVTGGTDSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEF
AQIGRWITEVVDGLAANGEEGNAEVEARVKAEVEALCARFPIYPGL
>MCE8470408.1 acyl-CoA/acyl-ACP dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
SSGLGLTEASVIMEEINRSGGNSGACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTA
VKKGDRYVINGQKVWISRVQHSDLMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNL
EIPAENLIGEEGQGFKYILTGLNAERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASL
MRFEACRLYDAGAPCGAQANMAKYLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHV
LGLPRSF
>MCE8470409.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAG
>MCE8470410.1 hypothetical protein LZ189_15425, partial [Rhodovulum sulfidophilum]AB21
MIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPALERM
IRTYNITELCTAIKPYCFLREFARGPEAGAGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAE
RAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAY
WNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFF
WNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGR
HPMVTSFMYSCAR
>MCE8470411.1 dihydroneopterin aldolase, partial [Rhodovulum sulfidophilum]AB21
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKR
>MCE8470412.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB21
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MCE8470413.1 LysM peptidoglycan-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EPDRRGVISYPTYQVAVARHGDRLADVADRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTIT
PAGQVDIATLAGDALDRAGGTAPAASKPTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTGELIVLLAQRM
DLGRPAAPGQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLAGSMAGATAGIDDDAAVETLVAR
IVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARENAAYLAARGH
GLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVAANPFLTGKTIGELLAWADRKMTGSAAPAVVSPEIRRYRET
VDAILATG
>MCE8470414.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
VQAITARSVDPIDSATISLCTIQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYP
VTVNHEAQTDLAAAAARVVAGDEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWT
TLVRQRLPL
>MCE8470415.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SSFILFYATGYLPFHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQL
GPLFAAIGSAALLGLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFY
PVYEGNYVVLGFPLGVAAFCFLLGGFLLMRNRSAVIDA
>MCE8470416.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SLKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNIKMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQV
AAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPDYVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIA
AFREFITEQIMEKRQRDKDTPQM
>MCE8470417.1 cysteine ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
AHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>MCE8470418.1 ABC transporter, partial [Rhodovulum sulfidophilum]AB21
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPASPAVAAEGAPALE
>MCE8470419.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB21
MLRLVAATALIAVLAGGAARADEAAETASLQALVDALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPGIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGGEAVFEDISHELGLAAARFIAGQDL
>MCE8470420.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFDLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEELD
>MCE8470421.1 hypothetical protein LZ189_15485, partial [Rhodovulum sulfidophilum]AB21
QLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLTLNPNDPAASTDPGDLFAADTSFDAETDTTSLDWDAGSDALDTPTTDD
PAPYQEMST
>MCE8470422.1 16S rRNA pseudouridine(516) synthase, partial [Rhodovulum sulfidophilum]AB21
EDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVSSIFQ
>MCE8470423.1 phage repressor protein [Rhodovulum sulfidophilum]AB21
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>MCE8470424.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRI
>MCE8470425.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB21
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGARVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVREYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MCE8470426.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PWAEDTARHLLAEVGLEDPERVLGLYAFEMSGGMLQRVAIALALLGGAPFLFADEPTTDLDLVVQARILDLLERSRDRAR
LGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRMLVAAHLALYGKELPA
>MCE8470427.1 nickel import ATP-binding protein NikE, partial [Rhodovulum sulfidophilum]AB21
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGRETRVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVT
>MCE8470428.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB21
MINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYAALAEAPREGPLSVRADR
AAEAAVVARVLARLAAEGVSPVELVAAAR
>MCE8470429.1 TonB family protein, partial [Rhodovulum sulfidophilum]AB21
MRGGLEVLAFGGLALVLHLALWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPEVLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQARADTPRPVERPDPKPEPTPAPKPQPASQQAV
RAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVTARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDG
>MCE8470430.1 NADPH-dependent 2,4-dienoyl-CoA reductase, partial [Rhodovulum sulfidophilum]AB21
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDTAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELARRVET
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTP
>MCE8470431.1 AEC family transporter, partial [Rhodovulum sulfidophilum]AB21
IWLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAGLLGARLMFRRTWEDSVAIGFIGLFSNSVLLGI
PITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTSGAIFRAMFRNALVIGIALGLAVNLGGIPVPLV
VQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHPAVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNA
YIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MCE8470432.1 ankyrin repeat domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LETEAYRWTPLHRAVLEGSPPVLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGV
GVLPYLEGQLGHHLAFDGLGELYRSEVEIAMRTIRNWPPRS
>MCE8470433.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB21
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MCE8470434.1 hypothetical protein LZ189_15550, partial [Rhodovulum sulfidophilum]AB21
MLRRLLRGLHGSTRAKGAAPQTAGARAAPLPDDTPFGEDLAGRVVAFLETTSAVWGEAAIVRTHRDYTGHGLFHDRAAGR
FFL
>MCE8470435.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMTPTVALLTDGRANIALD
GTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTAVSAALDA
>MCE8470436.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB21
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQD
>MCE8470437.1 DUF6524 family protein, partial [Rhodovulum sulfidophilum]AB21
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVI
>MCE8470438.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB21
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSDWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MCE8470439.1 adenylosuccinate synthetase, partial [Rhodovulum sulfidophilum]AB21
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETL
>MCE8470440.1 phosphate ABC transporter permease PstA, partial [Rhodovulum sulfidophilum]AB21
ILDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLGSFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLI
EVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLMTLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVF
HHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPDGAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGI
ILLLVFLMTMNIIAILLRRRFERRW
>MCE8470441.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLR
>MCE8470442.1 sterol-binding protein [Rhodovulum sulfidophilum]AB21
MTTAPQTPRLPGGSGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDF
KALNRRRALPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>MCE8470443.1 hypothetical protein LZ189_15595 [Rhodovulum sulfidophilum]AB21
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>MCE8470444.1 hypothetical protein LZ189_15600, partial [Rhodovulum sulfidophilum]AB21
MMDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELE
EFQRRRVTVFLALFDETGQIE
>MCE8470445.1 hypothetical protein LZ189_15605 [Rhodovulum sulfidophilum]AB21
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGTFELDMAAM
EYDGPHGKITADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEDPTAAFRQSVTLWPRLRRPVVPGD
PVAMRAPFGSWALAGPETVLCVSQARVRTRALQIREAL
>MCE8470446.1 hypothetical protein LZ189_15610, partial [Rhodovulum sulfidophilum]AB21
SRASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNA
DPRQIAEAVRRVSREEAQRVYARQRREGR
>MCE8470447.1 hypothetical protein LZ189_15615, partial [Rhodovulum sulfidophilum]AB21
MLRDPVTRFLPCHHFMHAMRKLPREISIDAYLAFSQDRTRRSCAAPCFGLAGGPCARELPTSTGRFGPRLGIAFFEDLAA
>MCE8470448.1 aminotransferase, partial [Rhodovulum sulfidophilum]AB21
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGA
>MCE8470449.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MCE8470450.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLL
>MCE8470451.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
RSYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIGGAEVSAIEPGIAPGYRLSYRQDEAAETLQSRRVLLATGGLERPM
PVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTGPLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWS
YMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEAVRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQH
CFTPVCDDWGEAAATEGGVEGVFVAGDGAGIVGPRAAELQGRISALRVAETLGRIDRNTRDALAAPLRRQLRRELAVRPF
LDAAYPPFAEADGQDRDEVGLGSPLPAFGTALPGGVPGILAETGENGGKTVADAAGWLPVGGVDDAPPDAPEAEKTATGS
ACHAGEA
>MCE8470452.1 hypothetical protein LZ189_15645 [Rhodovulum sulfidophilum]AB21
MIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MCE8470453.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB21
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFAGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MCE8470454.1 hypothetical protein LZ189_15655, partial [Rhodovulum sulfidophilum]AB21
LSDRDGRTERRLTFVELTVQEIENELLILMSGRAAERLALGTISGGAGGDRESDLDLATSLVLQMDRELGLGCNGGAWLG
PSDMPKLTEEEKQRVRAKLGQAMKRAEKLLTPHIDLLREVAAALIGVRELHGSAMRLLIAGPDRVPPLDLS
>MCE8470455.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MIRERAHSRQVGGIVDLLVRICFLISCTSLVIILMITIFEITMRYFFDSPTKWVSDSVRYLLAFMIMLGLPDVTRRNEHV
SISLFLDKLRLDHPLRRLLFVISACVCLFVTYLAVDIALTQFSRNLYTQGTWRIPRVWITGSVATGFSVAALAFATLAIW
PNRKE
>MCE8470456.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MEWALILLTFFSALLLLMLTGINVFVAFLTVNLTATALLIGERGFGLFVNSVTDSVSNGGYATIPLFILMGEILFRSGSV
DVLFDSVDRLVGRVRGRLYAVVIVIATIFGALSGTAVAVSAMLGRSAMPTMEARGYSPRLSATVILAGASLAPIIPPSLL
AIIIGSLADVSIAGLLIAGIIPGIIISIMTGAYE
>MCE8470457.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAELRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
I
>MCE8470458.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB21
MADNSGDPEGETGVITKAKPKSKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MCE8470459.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRAQIVQGFAPDHDAWAARGWDVAVAPEGAFAAALVVLPRA
KAAAQARLAEAL
>MCE8470460.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIAIELAS
>MCE8470461.1 hypothetical protein LZ189_15690, partial [Rhodovulum sulfidophilum]AB21
SRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVARQIPVDDRAADLPSAFEAADRLLLDSLA
>MCE8470462.1 alpha-glucosidase, partial [Rhodovulum sulfidophilum]AB21
MALSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFG
SLADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGR
EQYYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKALRSNPPLPVEDRNDNIAPRVNPYNHQ
LHLYDK
>MCE8470463.1 carbohydrate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
LVPLLRLHETVGIGQSFMGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIF
QFLWTWNDLLVAKVFLPAASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MCE8470464.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGS
PAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAM
RNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAARP
AAAPIRGGWLVVGGTRGFGLETARWLAAQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVADAAALDAALTRIRSAEV
PLRGVVHAAAIFDDAPLADLDEARLSAVLMPKLVGGQVLDQLTRTDALDHFWVFSSIAARF
>MCE8470465.1 SCO family protein, partial [Rhodovulum sulfidophilum]AB21
QTGTTMTEADVIAGPTLIYFGYTFCPDVCPFDNARNADAVDLLEGRGYQVRPVFISVDPARDTPEALAAFASMMHPRMLA
LTGTPEQVQAASRAYRTFYRIRDPDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDQARTRR
>MCE8470466.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MCE8470467.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
VIVVGCIVGGIFTGTEGAAIAVVYALVVGLFVTRRLRVSDLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSS
WIRELTSDPMTFILLVMAMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSG
ITRVPMAQLTREVAPFVALQFGVLALCVAFPPLVLWLPSLFGF
>MCE8470468.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
MTHPSPDLLVDGATILTSDPVRPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTVLRAFGCGRIHDVDFTRV
HLGEWRYEDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPQD
>MCE8470469.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB21
SLLGARLSARSAARWQRMPALARRLTGAIAYLSAQDPASRNRFATLGLPPERRGPVIDLKAFAPAARPDADDLNALAPLL
PRARTLLAASTHEGEEAPILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERTGLGHATRSRGGRPGPDRPVLLADTM
GEMALWYALAGVSFIGGSLVDKGGHTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAEGVAGADGLSAALAALDGAEQ
TRRAACAREVLAGLRAEAPGPDTLIDALEGLMGAPAPTPPAEKEPGNG
>MCE8470470.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MAETQFSLDKLEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRSHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGR
>MCE8470471.1 hypothetical protein LZ189_15740 [Rhodovulum sulfidophilum]AB21
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVALNTWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MCE8470472.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB21
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKASKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVEPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MCE8470473.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
AAEAETAPAGDVSGGNTRVRTGVEKRSAASIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGLHPAISLRVDRSD
RGDAIEMEAGVRAVVAGMTPSLPEGVRIDLIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAM
LATAALMFAAGLTINMISLFALIITLGIVVDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYAL
VVIGGRMGHLIADIPFTVIAVLTASLLECFLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIGGR
YPVMAGCLLLLAVQVAAVIRGDVPWRFFNAPEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTY
ALAEK
>MCE8470474.1 hypothetical protein LZ189_15755, partial [Rhodovulum sulfidophilum]AB21
MRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPGDETPAPDPDATAGLVAPSGAELSQAEAPAPQPPFDA
AANNQPRAEGSGSAPLAGTATGAGMPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPPE
AGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTVPA
PGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRD
>MCE8470475.1 DctP family TRAP transporter solute-binding subunit, partial [Rhodovulum sulfidophilum]AB21
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYFDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEM
>MCE8470476.1 hypothetical protein LZ189_15765, partial [Rhodovulum sulfidophilum]AB21
MTVTYTLGHAAASPYPMTHARILWDRLTGTVSATSETEGFEAKLADTVETNSWWKPEAVPASWRIEYGESRLIDAIGLAA
HDLGTAGSHARIEYKSPKAHGNLLLYSQEIQLWPVLLRAELVPTLAPDGSMDARWLVEDETDGAHLTGIDFQAVAGRMYT
FSIYVKPNANGRRLRMSMEGAAYPDQAIVNVGGDGAIASAAGAAATSSVAVGDTGWFRVSMSAEAQVTGFAGIRLLIRGP
NSELSYPGTGEAIGLFGGQAEWRLGPSPYVRSASSPASSNWWAVSDDWLLPSDDSAILYLFDPVETDGIRVSVSQPARIG
VVYTGKALGMPRMGYTNLGPTDLGRTAVLTSYISR
>MCE8470477.1 hypothetical protein LZ189_15770, partial [Rhodovulum sulfidophilum]AB21
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYESVLRHATAVSGARVVRDLRRK
VAAARSPASAGAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCSVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGSGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDRYPNRIVPMMTGRGCGWGVCT
FCSDVQTTSGRSFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQR
>MCE8470478.1 hypothetical protein LZ189_15775, partial [Rhodovulum sulfidophilum]AB21
FQFLGSVGKDWAGRICRATLRLFAAREIFLLRSFSFRGMFSPVFWGASKGVFASTELKL
>MCE8470479.1 peptidoglycan -binding protein, partial [Rhodovulum sulfidophilum]AB21
GETLEGELAELEGSRDRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRTRNTEAEAARATLEGQVESAEAALSQ
AEKDRLAEAAAAAALRDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANE
RLETEEAKSAESQRKVALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAAR
RKAEEEAARLEAEKKTLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVAD
EIPSDIDWILRIDGHTDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNR
RIEL
>MCE8470480.1 YebC/PmpR family DNA-binding transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
LIKKAMGGEGDNYEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDA
DTVMMAAIEAGAQDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDD
VQHVTSNFSASDEVLEQL
>MCE8470481.1 histidine kinase, partial [Rhodovulum sulfidophilum]AB21
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAE
>MCE8470482.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVER
>MCE8470483.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB21
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MCE8470484.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB21
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MCE8470485.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB21
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MCE8470486.1 ClpXP protease specificity-enhancing factor SspB, partial [Rhodovulum sulfidophilum]AB21
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEED
>MCE8470487.1 transposase, partial [Rhodovulum sulfidophilum]AB21
LETIPRIVSGSPLLREHDGTKRCLWRKIHIGADEQTLEIRAIAITGSNAGDAPMLPELLDRIPADVEIGTVPTDEVCNTH
KFHDAVADRGADAVTRHLGRECRRWTGDHSRSRAEARMNCLKALGERLMSRGPDRQTAEIQIRIIRNCRSDQWRDMAHS
>MCE8470488.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
SEPLIRRSAGLGRAPVEPDPDSYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPA
ENWVAETVAALKRLSNVTLRLRCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDV
PGVMLASAMRDYVENWAVAPGRRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVD
VAGGKRVRSVGIGPVDGKGYPTDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGQTFVHAAG
SANGALLAKRCQLDAGRAGAAAALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFL
>MCE8470489.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
SHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQVYMDQATGRVLDEAESLAKKAGDS
FVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEALKKYARDLTEMAEEGRIDPIIGRD
EEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLQDKRLMALDMGALIAGAKYRGEFEERLKSILN
EISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYRKHVEKDAALARRFQPVFVEEPTVE
DTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASRLRMEVDSKPEELDALDRDILQKQI
EAEA
>MCE8470490.1 HupK protein, partial [Rhodovulum sulfidophilum]AB21
MTTALHIALGSAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEIL
>MCE8470491.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB21
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFAALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
WLAGCVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLTPGAKEVLDF
PSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELAAAEPACEAE
EGAADEAPAVPTRRAVISGGLATEAPGE
>MCE8470492.1 hydrogenase expression/formation protein, partial [Rhodovulum sulfidophilum]AB21
GNCRVAATATPNVWRVQFFNSMDSLILDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MCE8470493.1 ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTEQSAEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MCE8470494.1 twin-arginine translocase subunit TatC, partial [Rhodovulum sulfidophilum]AB21
LVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILFTVVYGLYEISILLVRRGEKTREKELRAKGLWF
DDDEDEPEEGPATEPEAEPRP
>MCE8470495.1 nicotinic acid mononucleotide adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
SNVPVGVLARPGQGVAARRARAALTHERYRLDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MCE8470496.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB21
MKSSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIPAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPE
>MCE8470497.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB21
MRILVLGGSGFIGSHVVDALLARGHRVRVLDRSPERFRPTPAGVDFMPGDLSDSAALAEP
>MCE8470498.1 hypothetical protein LZ189_15875, partial [Rhodovulum sulfidophilum]AB21
MTEPRDMTGASDRPALARLLGGAGLAFVLRAFGAACAFALNVAIGRLLGAEGAGLYFLALSLASVGAVVSRLGLDHALLR
FVSRGAARRDWPGVRGAFALGLGLSLAAGLGLALGLGLAAPRIAAGLFGQPDLAGPLRAIAPSICGFGAMLVIAESLKGL
GRVRDAMLVSGVLYPVVALALIWPLAGMFGPSGA
>MCE8470499.1 PaaI family thioesterase, partial [Rhodovulum sulfidophilum]AB21
TPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGLSWAM
IWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATGHFLM
PT
>MCE8470500.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB21
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARIFDRARD
>MCE8470501.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB21
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLAKIGPLLDAAHTRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFLLSINDRPEIRDLFGAFVI
>MCE8470502.1 bacteriophage spanin2 family protein, partial [Rhodovulum sulfidophilum]AB21
LGRRMRALLLVLLLVGCGGLPVPLGPSVAANVQAGAENVQGQKIENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVI
PPWIVLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8470503.1 acetate kinase, partial [Rhodovulum sulfidophilum]AB21
SLPVPDHKTALELMLASLMHADYGVIDGPAAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDA
AKRLFPGVPNVVVFDTAFHQTVPPEAHVYALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGV
TLTAVDGGKSVDTSIGFGTVGGVPMGTRSGDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEH
GDERCALAVEIFVYQIKKTIGAYAAAMNGLDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPD
ASVATLVVPTDEERMIAMDTLRLTPDHLLTTPRGVSSRGYEQARPI
>MCE8470504.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLER
>MCE8470505.1 aldo/keto reductase, partial [Rhodovulum sulfidophilum]AB21
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PRDEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAHYTLAGRDLEREIR
>MCE8470506.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVGLVHFIFHRHCWKPE
NVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKYVRG
>MCE8470507.1 ATP-dependent transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MSRHRVRIGGFVLALALAGCTAMGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAIARDFLR
>MCE8470508.1 amidase, partial [Rhodovulum sulfidophilum]AB21
MSDATDPADMGALEARRLIGRGKLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALE
>MCE8470509.1 gamma-glutamyltransferase family protein, partial [Rhodovulum sulfidophilum]AB21
GETLSGPDEACPAYARALIAAYRDRLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARAVSPSTGLLLNN
GIMWFDPVQGRPNSLGPDRPCLMNVCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTD
RIVADDRLPGRICDALTAVAPVTVTRKSILPYTFACPSGVLQESSRRAGMTEPTSAWGDAVAEQG
>MCE8470510.1 sulfate permease, partial [Rhodovulum sulfidophilum]AB21
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGL
>MCE8470511.1 phosphoserine phosphatase SerB, partial [Rhodovulum sulfidophilum]AB21
MFVVTLLTSPAQPMLERGTVESLRDAWGGGAAVWLAPGIA
>MCE8470512.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALSYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYASQMRGGNYCQETGRCPVRNS
DTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSYASSRSENLLAGSGTTDATLA
RNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDPQMALASALMLVGSGARPYAE
L
>MCE8470513.1 hypothetical protein LZ189_15960, partial [Rhodovulum sulfidophilum]AB21
LLRMPAQAATSLPAKTVGRKGDVIRPPPNPNFAEIDTCLYRIEITPLLAEDSRRAFRYNQA
>MCE8470514.1 hypothetical protein LZ189_15965, partial [Rhodovulum sulfidophilum]AB21
MFRALRLAAFAMLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHMGDAAGQPPG
>MCE8470515.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDHVEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLL
RMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGISVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAE
IFSRVFFDVVRDQIAEVEQLFRT
>MCE8470516.1 NAD+ synthase, partial [Rhodovulum sulfidophilum]AB21
IGMPVCEDAWYEDVAEALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNP
GGALALQMPVLEEGLAHVDFRRTREGWRADRGARAGLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAI
AADALGPENVHCVMLPSDFTSTGSLKDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLL
MAISNKFGEMLLTTGNKSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSA
ELRADQKDEDSLPPYPVLDRILEGLVDDARSVEDLVAEGLERDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYP
R
>MCE8470517.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB21
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGNKTATCSALRDIQNGEPMPMIGRRDIALNWDGTPALVIETVEL
VQCRFEEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDALGTAAA
>MCE8470518.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MERLSWTGALGPWLVPTLETALVVLALAALAHPVALLAGGRIAPGSEAARSGPGKAARVTAGLFRLALGAVAALILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWIFVALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHNATVYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGR
>MCE8470519.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
LFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMAEVMTAQYIRTARLKGLSFRAVVLRHALR
NALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAVSVVAVIVVLATQLLSDIGYAALNPRIRV
A
>MCE8470520.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB21
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MCE8470521.1 PH domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCL
>MCE8470522.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB21
MRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYLRRPDLGRRLAE
PVDLPRVGHALVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMCLMLIGERPGLS
VSDSLGAYLTADPVPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPAGALAP
>MCE8470523.1 N-formylglutamate amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
MQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRAFIDLNRAA
EELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALARFGQSILID
CHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRRRHAVQVEI
DRSLYMD
>MCE8470524.1 type B 50S ribosomal protein L36, partial [Rhodovulum sulfidophilum]AB21
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQE
>MCE8470525.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB21
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKKEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQDVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MCE8470526.1 component of SufBCD complex, partial [Rhodovulum sulfidophilum]AB21
MDLYGKLFELIDMRSFSNLWYWIALAL
>MCE8470527.1 hypothetical protein LZ189_16035, partial [Rhodovulum sulfidophilum]AB21
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAILAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVK
>MCE8470528.1 DUF4159 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PAAPIAVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MCE8470529.1 hypothetical protein LZ189_16045, partial [Rhodovulum sulfidophilum]AB21
SMLWRFDAAESWGAEAADRFPGRIGITQARFATRLALNGPEAALALLPDAPLPPALLIARGNGLLRLGRPEEADAAFAAA
LETGGLLPTAAGGRIAAAQELDRVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGADTSL
LHLQARASLALGRTAQAETSLRRLLMLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSARARRDVELIRDLDLT
GRHDTAQRLLDATLRIARGTPNLFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAP
SVIPPTGPLAWHLARDRSHGRLEWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLV
>MCE8470530.1 EAL domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIAEDITERVSHEANIRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQV
AARLSWAVRDADTVARFGGDEFAVIQRGCIQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLR
NADLALYAAKAAGRGQCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVS
PAEFVPMAEELGLIVPLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLL
DHGPEVLGTLDALHEMGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIR
>MCE8470531.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB21
GVERMVFVSHPSKTAIERHVRADAGLIETLRARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARAHVLPGP
VAVLLPDDLILSEPGCLAQMVEAYGRAGAGHMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVV
GRYILDAAIFDTLASQGPGANDEIQLTDAIARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSD
DSPTAIAAE
>MCE8470532.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
YLPAFTEPGAGLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAW
NEVQDALAAEHPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MCE8470533.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEE
>MCE8470534.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENVTLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MCE8470535.1 zinc-ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAGFAVPRAPEPMASGPAGGAD
>MCE8470536.1 succinate dehydrogenase iron-sulfur subunit, partial [Rhodovulum sulfidophilum]AB21
SSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIEDRKKLD
GLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKGLNPAK
AIASIKKMMVERSV
>MCE8470537.1 hypothetical protein LZ189_16085, partial [Rhodovulum sulfidophilum]AB21
MLRDILILGTAAAGLLLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQE
>MCE8470538.1 hydroxymethylglutaryl-CoA reductase, degradative, partial [Rhodovulum sulfidophilum]AB21
LSDRPALSVSRADGMIENVIGTFELPLGVATNFTVNGRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQ
IQILGLGDPFGARALLLAHRDELIALANSRDSMLVELGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAE
RLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPAEALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDP
VVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGAGGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSARELAE
VTAAVGLAQNMAALRALATEGIQRGHMALHARNIAITAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MCE8470539.1 magnesium chelatase ATPase subunit I, partial [Rhodovulum sulfidophilum]AB21
SAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTSTEIVTRP
TPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVEREGLSIR
HPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKIIAARNHL
KTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAGSTTRVGR
VVEEVLGEPA
>MCE8470540.1 magnesium chelatase ATPase subunit D, partial [Rhodovulum sulfidophilum]AB21
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTA
>MCE8470541.1 hypothetical protein LZ189_16110 [Rhodovulum sulfidophilum]AB21
MLIRLRELGFAPGVISDANARSPLRRLNLQDRYLQDPALARHLALRSRPDRFKG
>MCE8470542.1 NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLE
>MCE8470543.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB21
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MCE8470544.1 MoxR family ATPase, partial [Rhodovulum sulfidophilum]AB21
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETD
>MCE8470545.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGF
>MCE8470546.1 hypothetical protein LZ189_16135, partial [Rhodovulum sulfidophilum]AB21
MLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAPQPAMAAAASTGVSTGTEIS
DKPVQLPALREPAPSDEAAEGDSKLSMLDALGWKSPAAMARDFALL
>MCE8470547.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB21
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MCE8470548.1 hypothetical protein LZ189_16150, partial [Rhodovulum sulfidophilum]AB21
SRGARGKQSLSLALRAHFGSGIYRSSVQAASLIVSEKLGRTCNNASFPNECSPFREECGPKASMTTEGRAKF
>MCE8470549.1 asparaginase, partial [Rhodovulum sulfidophilum]AB21
SPGFGIDGCSAPNFATTVTGLARAMAAFAAARPNAGDARARAAGRLSEAMRRHPDLVAGEGRACTELMRATEGRVAVKTG
AEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPKHPAARKRMVGPIVNWRGIETGAMRLAPDFA
>MCE8470550.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFA
>MCE8470551.1 transposase, partial [Rhodovulum sulfidophilum]AB21
MQVTTVGLDLAKNIFHVNGVTKTGEVAFNRPLRRAQVLAFFERLSPRLIGIESPASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQ
>MCE8470552.1 hypothetical protein LZ189_16170, partial [Rhodovulum sulfidophilum]AB21
MRKWLLKKLMHFISWRSQREIQKLHDPNQGNPHNGSFIVRRSLKSDFGRQVARMHWSNRPFANRYDIVRISHKDNHIFVP
VLGLGEDESGHIARL
>MCE8470553.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB21
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFGQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKGSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MCE8470554.1 methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSTAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCE
>MCE8470555.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB21
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MCE8470556.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB21
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFAR
>MCE8470557.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB21
SSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYYRLRDWLSENRPDAVIHFAEQ
RAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPEGYLDVSIDTPDGSKEMEILY
PTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDGDYGTVLNRFLAQAAIGYPLT
VHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGAEIAYLPNPRKEAAENELIVK
NDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKRLKSVS
>MCE8470558.1 hypothetical protein LZ189_16200, partial [Rhodovulum sulfidophilum]AB21
VIENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPRERGSRLRRRN
RKEPPPSGSIMPG
>MCE8470559.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB21
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPMPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GENVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDA
CEREIAEHTNVLGVVLNAYRQADAKG
>MCE8470560.1 hypothetical protein LZ189_16210, partial [Rhodovulum sulfidophilum]AB21
MPAKRENFAEETAAEIFVDRNDPKRVFENAARSIPAQGCLIHTWYGPGGQGKSALARELFRMSAAEAEPSYAHLRRALVP
LQGKPKTDPIFLLIWIRNAFAKAGVSFRAFDLSLAFMWEKTRSGDPFPTLENPWLHRAGNAMSDALPDGVGLVREALEDT
AGTIPLLGFLAKRGTRWAFDKGKKTWLEKSRPQLQAFYRNGALIEDQ
>MCE8470561.1 hypothetical protein LZ189_16215, partial [Rhodovulum sulfidophilum]AB21
GRSSPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELKDGWQPIPRR
NRKGVIVHDRARYTPCVWEPSPARIAAARRAYLDWWGYLQELQVALGAAGLIRIRITRDMPPMTPWR
>MCE8470562.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB21
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MCE8470563.1 hypothetical protein LZ189_16225, partial [Rhodovulum sulfidophilum]AB21
MRKPGPRPASTSSCVTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIGEPEAVRETVAVLKQAGLAPLDVT
GYGTLAERRDQGHEIGPEEEALMARALAENAVIVA
>MCE8470564.1 threonine-phosphate decarboxylase CobD [Rhodovulum sulfidophilum]AB21
MADGEDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYATDWPLLPL
AGAQAAIQLLPVVAPEGTVRVLGPTYNEYAGAFEAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGGCPENVLVLRSFGKFYGLAGLRLGFVLGPEALIRPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALADAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MCE8470565.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
YVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGYRMRWIVLFSALYVIGAAGLWCADPTGFSLPLVLCFFG
LGLVSMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLIALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRA
VGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELGRTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYA
AGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIAVCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAY
YAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGKATSFLAPMSIGL
>MCE8470566.1 putative sulfate exporter family transporter, partial [Rhodovulum sulfidophilum]AB21
MPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLRIGVALLG
ARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSERNLSFTV
FGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVLILTLALR
GAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFL
ETLFIAGVVLAGVMVR
>MCE8470567.1 FeoC-like transcriptional regulator [Rhodovulum sulfidophilum]AB21
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MCE8470568.1 ferrous iron transporter B, partial [Rhodovulum sulfidophilum]AB21
LHSLPTRRSADLSVLSSIGKGIAPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIG
EALASVPANIADAAGSLADPLGLNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWR
ETGTKWTLFALSWTTGLAYGTGVVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MCE8470569.1 dihydroxy-acid dehydratase, partial [Rhodovulum sulfidophilum]AB21
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHA
>MCE8470570.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGVAHRLAGRNAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRL
>MCE8470571.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTDQIPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAVDMVTLERVMAEPRFARLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADV
>MCE8470572.1 imidazole glycerol phosphate synthase subunit HisH, partial [Rhodovulum sulfidophilum]AB21
IYRALFDHRGVFEAIEEAVISGGRPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIET
PHPVLDGIATGDHAYFVHSYHFRVADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MCE8470573.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB21
MLDGVMRRLIDPPLDRLGIRLAARGVTADAVTLVGLGAGLLAAAMVALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPVANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPER
>MCE8470574.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB21
MTRSETVRPEFRSRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVS
DYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>MCE8470575.1 branched-chain amino acid ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
APIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MCE8470576.1 preprotein translocase subunit SecY, partial [Rhodovulum sulfidophilum]AB21
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLR
>MCE8470577.1 phosphonate metabolism transcriptional regulator PhnF, partial [Rhodovulum sulfidophilum]AB21
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDY
>MCE8470578.1 hypothetical protein LZ189_16300 [Rhodovulum sulfidophilum]AB21
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVRQHGGEAGSGKKK
>MCE8470579.1 adenine phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLP
>MCE8470580.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB21
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MCE8470581.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMVIAYVHAKRGGPAYRETEPFTFARLLRTGWAALPAAGMPVLILGGILGGGFYPGWG
>MCE8470582.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB21
LLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVPARFSLPWARAALIFIALVSAA
FLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWDDPFPPPSLDHEEEAI
>MCE8470583.1 hydroxymethylbilane synthase, partial [Rhodovulum sulfidophilum]AB21
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDNATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKD
>MCE8470584.1 uroporphyrinogen decarboxylase, partial [Rhodovulum sulfidophilum]AB21
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAA
>MCE8470585.1 sulfate adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEID
>MCE8470586.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB21
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MCE8470587.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
SHLRSVQEGRASGIWLFFFDNPLFVLGVEEMARAFHPELFADLDPEASLDELNRRFLPFDLTGSFAVTPAVQGQ
>MCE8470588.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MSTDAVSGAVAPAGGLFAAHDGAVRRRCVRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALGGMGDTDAAVEVIVWQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPHVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVM
>MCE8470589.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGP
>MCE8470590.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB21
PISHSLAHAEKMGVDMETAALRVFSNAEGAYGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLK
DVDVTYQNLESVELGVTTVDHYFDTLGGISRAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGM
LKHGHEGVRQIEAQVTNTLGWSATTGQVEPWVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAET
LAALQAAADELEDRLEGIVAAE
>MCE8470591.1 acyl-CoA carboxylase subunit beta, partial [Rhodovulum sulfidophilum]AB21
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPR
>MCE8470592.1 hypothetical protein LZ189_16370, partial [Rhodovulum sulfidophilum]AB21
MAADFNSVFGDPNVGPRTITISGGGTLNAVSENWAVVALGWTAGDTESIMTVTGEGSKLHTSALGSQAEGAGWATIAYND
GTTGVLYIQDGGTFEAEADIAVGNGEDTTARIDVDAGFLETKENANLRLGWIRSKGEVNLRNGSTATLSGTIFVGEGDGS
IGLIEVDDSRLMAGEGAELQLAYAVDSTGKVTLKNGSSATLGGNVLMGRNTGTTAAFNILSGSEATSNGQVVVGETDGSN
ATFTVDGEGSTYISNGAFDLGYASGATGKLVVGNRAEATFNDDLRVGLTGNGAIEVNTGGKVTANTDVHIGGTEGERKGG
KGSLSIDGAGSSFTVNDNGLFIGFSTPGTAGAPSGSVTVSNGGTLTLKAEAPEPRGNQTQM
>MCE8470593.1 pyrroline-5-carboxylate reductase, partial [Rhodovulum sulfidophilum]AB21
AVGRGITALIGNDTVDEAGLALAETLLSAVGQTVRLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKL
ARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTAAALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MCE8470594.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB21
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MCE8470595.1 D-glycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MARILVTRPMPERVVEAVRTLGQTEIRQSTLPLSPDELRAALTDYDIVLPTLGDVFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGR
>MCE8470596.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
ISMRILAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPV
PVVALTAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDRCLPIRMAGTG
>MCE8470597.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB21
MAGTTRPEFQAEAAHLAGVAAQLSPDALKRLMHISDSLASLNADRFAGFQADPAPEAVKPAVHLFDGDTYAGLDAASLDA
DALRFAQSHLCILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAEAAGTDILVNCASKEYFTA
ADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRFRPDVSDDSSLVFLRGSDA
D
>MCE8470598.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
LALAWRLEDDLILRAVLGTGYLTPSLYQLFDSAYGNPDLKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIGYDDDT
FVTKQVPGTTTSKGIELSARHALSQTAHIFGNYTYTDSRGSEGRSTNVPRHDLMLGIDTALGDRANARLTLQRSTDSVDS
SGALDDYTLAGAMVSYALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MCE8470599.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MPPSSAIRLAAVLALAGSAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGGAEEI
FLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVTDRLRQTGRLLGREARAEALAHAFEQDLARLSQSGPPRP
L
>MCE8470600.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFLEDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQM
>MCE8470601.1 metallopeptidase family protein, partial [Rhodovulum sulfidophilum]AB21
RRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MCE8470602.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB21
WFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSVLQWGAVGLAAVAVGALTWGLGVAPWMSLALAGTFALYGL
AKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSYATKRVDF
ATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>MCE8470603.1 TIGR00730 family Rossman fold protein, partial [Rhodovulum sulfidophilum]AB21
SICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKRDLSAFI
VTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAEPSLAGY
VRMVSDVPALMEDLRDALSSRRLSAE
>MCE8470604.1 hypothetical protein LZ189_16430, partial [Rhodovulum sulfidophilum]AB21
LNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAMTEALRE
GGLLRGVIDGLTENLARISTWIATAVTAFGVRYVGALAAARLATISLAGSLAMLRGALIRSGIGIAVIAAGELVYQLGRL
VTATGGFGGALTALKAVAAEVWERIAEGPHLVTLAVRQMSWAIRADFLEAMADIQQRWSGFIGRLATVGKLIPGFGASFR
TLAASVAGSAESMRALREESRLAAQYATDYGTQVEGMFTNMTRPLETLKALREALAETPPGGPGRPRLPEDEDDQTGLGG
IGTATERLSETARKTGDSFKSFFKDVISGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLLD
>MCE8470605.1 cbb3-type cytochrome c oxidase subunit I, partial [Rhodovulum sulfidophilum]AB21
PMMSIRAVNSLSHYTDWTIGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGI
MEGLMWREVDAQGFLVNSFADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MCE8470606.1 cytochrome-c oxidase, cbb3-type subunit II, partial [Rhodovulum sulfidophilum]AB21
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISED
>MCE8470607.1 histidinol dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFR
>MCE8470608.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB21
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MCE8470609.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase, partial [Rhodovulum sulfidophilum]AB21
RVSAVDVTTEPFPGFPTDLQAQMMALLCTAEGISRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMA
TDLRASVSLILAGLAAEGETVVSRVYHLDRGYEKVEQKLSACGAHIERMSAE
>MCE8470610.1 SOS response-associated peptidase, partial [Rhodovulum sulfidophilum]AB21
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKSP
>MCE8470611.1 class II fructose-bisphosphatase, partial [Rhodovulum sulfidophilum]AB21
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVR
>MCE8470612.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MCE8470613.1 FtsX-like permease family protein, partial [Rhodovulum sulfidophilum]AB21
RALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTMGLSEGSILRVFFICGSSVGLIGTAFGVALGCLFA
IYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSLGLSFVVTLFPARRAARMNPVEALRYE
>MCE8470614.1 AraC family transcriptional regulator ligand-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMR
>MCE8470615.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRELSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
LIRDADTPLPAGDINLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEG
>MCE8470616.1 DotU family type IV/VI secretion system protein, partial [Rhodovulum sulfidophilum]AB21
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQNPAGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSR
>MCE8470617.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB21
MVADIQRLLARDVGRAVRLPLQEVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNN
LPGIGLVHLPNPPRQIRVVSTNVYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MCE8470618.1 efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
ADVEVEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRIEILTGLEP
GDRVVSPDE
>MCE8470619.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVALVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPV
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEI
>MCE8470620.1 hemolysin family protein [Rhodovulum sulfidophilum]AB21
MGNGIARPALTHGIGNLAKMRVEDVAVPKAEIDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHG
FNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQKMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWI
VEKPGVYLVQARAPLDAFEDEIGMRLLDAEEEEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVR
LPEATAAAAATA
>MCE8470621.1 apolipoprotein N-acyltransferase, partial [Rhodovulum sulfidophilum]AB21
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGE
>MCE8470622.1 dienelactone hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
DLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEEQSEAGMRRAVDDLNAWLDAVMAEEGVGPENTV
LFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPVLLVHGDADEVVPVGALPEAGNALTAAGFEVYA
HVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MCE8470623.1 transcriptional repressor, partial [Rhodovulum sulfidophilum]AB21
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHQD
>MCE8470624.1 hypothetical protein LZ189_16535, partial [Rhodovulum sulfidophilum]AB21
DIGGGLAIGVNDGSNGTMRVSRGATVSVGTEDGQGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYERADAGRVNAGTLAF
GDGTGSLVFSITDTDYTFGLDVTGGGAIEAYNGTVSLTGDYSEYDGDTNIHGGTLSVDTGTFTHSAITVMDSATLAGSGT
VSDVTLQDGSTVAPGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKSTEENEAPGIAANNIGGAGGTVTLGGS
SSLSVSRLASDTAGDFKVNTWYTILTADQGITGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNAL
NAARAVGSMDEDNPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQD
>MCE8470625.1 MOSC domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRA
>MCE8470626.1 membrane protein insertase YidC, partial [Rhodovulum sulfidophilum]AB21
SIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVIIKAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDD
RQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIELRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEP
GSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWVFMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHG
FHPDVLGNIRSSFRKKKPEPEHK
>MCE8470627.1 type VI secretion system contractile sheath large subunit, partial [Rhodovulum sulfidophilum]AB21
SLIAEDVIDTLDAMIARLDEKLSDQVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGA
KWDKSPLHTMIYEQNLGTLGGKPFGALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDL
SEIFETPEYAQWNSLRDSENSRFVALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFK
EYGWTVRIRGVTSGGEVANLPTHLFDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKK
YVDDLATASDNMSSRIPYIFAVSRFAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESA
>MCE8470628.1 acyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLPLAAPDPEALSALKEAFRARLFGEPEADARAVARAAAARPHVSDPGLHCRAAVIALQPGDLAAGLSGEGPALVLEGEA
LAEPAPVFVFSGQGSQRPGVSAELFDRSAAYREMLQRCAAVADPVWPPGDLVGQVLSAGEERLGEPEITQPVIYAAQVAS
AAYWQALGVTPAAVLGQSFGEFAAAVVAGAMTPETGMRMILARTTAIAALPQTGAMASVHGDEVALRRALAECDGAGIAA
VNGPGLFVISGLREAVEQIAARLDAEGVSVRPLRIAHALHGALMDPALAAFGAAIEELPVEAPRLPFFSSALGRRFGPDE
RPDAAYWVQHMRQPVRFAEAAAALGDAFAGPYLDLGMDASAVKLLARNGLPEAYCIR
>MCE8470629.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB21
IGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTVQAAVERV
LAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTLSQALEEG
IVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVELVEAAGA
KPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLREVVVHGTA
SFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRR
>MCE8470630.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase, partial [Rhodovulum sulfidophilum]AB21
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVE
>MCE8470631.1 hypothetical protein LZ189_16575 [Rhodovulum sulfidophilum]AB21
MLPLALVLKACPDILDYAPSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAITVAAILQRVSEIQSPGGYLR
ALSRKAAQGEFSPGPMVMALLRPMAA
>MCE8470632.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB21
LVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSNLPDIEILGKAYNTAVAQLASALSAVKHLSDKV
ERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKEVEASASNAQNTAEAGGKIVEDAVGAMSNIETS
SRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRALAQRASDAAGEIKGLVHESSESVKQGVGQVSS
AGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQQNAAMVEESTAASQVLASDAQDLGRQVSLFQT
EEGPRFNASGNRSNRNAA
>MCE8470633.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB21
LFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEALGYGSAQIEEIIGHAVGHGTLG
NCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMADPGFELLRHLGFSRAEIEAAN
DHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISKTINMPNDATIEDCLSAYELSW
SLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKEIVRSHREKLPTRRKGYTQKAI
IGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEAFTFTR
>MCE8470634.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB21
VVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGCARAVVLRDFRHGNRVLKLDLGRQAKDYFFVHRADLVDI
LARAARAAGVQIRLLHEVTRLDFDGTRPALITAQGARASSDIMIGADGLHSVVRAALNGAVAPGFTGQVAWRAVIPARGH
VPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDRMRAVFADFGGEVPRLLEQVHSVNLWGLFRH
PVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPEAAFAFYQAERRPRTQRIVEMASRNARNYHL
SFPPIRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MCE8470635.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB21
MREEDGTPPGIGSEADMAPQTGAPQTGAAHSGAVPSRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRA
SRNTVREAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIA
EMREINDGLRRAQSSDEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGAR
DRLAYQYRMRSHLQAGLGNFDP
>MCE8470636.1 hypothetical protein LZ189_16605, partial [Rhodovulum sulfidophilum]AB21
SLATHLTRRYQRVPPPTEAQGGPHPAVQCFIHVKKQKKASGPSLERMSFAPDTPNNPNLQNTP
>MCE8470637.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB21
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALWPRLGLSLTVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWITGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADSSGSVFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEI
>MCE8470638.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MNTRRGLYSYEALQSRLAENTFARDGLVDLSGPVVRLASLTPEDLFVLLANVRRIMQDDAGALPDSALEAFMAHCSDRIG
EAYFRTPRNTVTAFVNLLSVLEQNPGVEWSDLIEKIEVAEDRGEDMTEVDESTGAQDPGDDDLISFKL
>MCE8470639.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
MSSAFDELARPVQKWIRQQGWRELRDIQARSIRTICETNADLIVSASTAGGKTEAAFLPLISQVRDEPFDGTGFDLLYIG
PLKALITDQAMRLEGICQEAELPVVPWHGDVSQSIKTRALKSPKGILLITPESLEALFIRRGLEIARLFGATRAVVIDEL
HTVLDSERGVQLRSLLTRLELAIRRPIRRIGLSATLGDMDLAKAYLRPDAANAVELIEEDGGEAELRLQLR
>MCE8470640.1 organic hydroperoxide resistance protein [Rhodovulum sulfidophilum]AB21
MSTIYSTTVTAVGGRAGTVKSDDGLLELNLSLPKKLGGKEEATNPEQLFAAGYAACFGNAVIHVTRNKDNRIKDDDVAVI
ATVGMTPNGSGGFGLTVALDVTIAGVDQASAEEIVADAHKACPYSNAVRGNIDVELSVNTR
>MCE8470641.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MAESSDDPLRLDNQVCFPLYAATNLLQRLYRPLLAPLGLTYSQYLVMLILWERAPVTVGEIGSCLHLDNGTLTPLLKRME
RGGFITRNRDPRDERRVLVAPTPHGQELRAQALKIPEDLTRKITLSTGEIETLRSSVGSLVHLLADDIDRRKESNARVAT
Q
>MCE8470642.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MCE8470643.1 hypothetical protein LZ189_16640, partial [Rhodovulum sulfidophilum]AB21
ISDGLIVLDRGPARSLWNGEWPGLVALYSSYALLLRVLVIPFSAAAAEPIKRAVPKRERQTTGDTG
>MCE8470644.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYID
>MCE8470645.1 glutamate synthase-related protein, partial [Rhodovulum sulfidophilum]AB21
MGWAYYALQVLAGAFALVIGTLLMVSLVLFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSRGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGA
>MCE8470646.1 DUF302 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIR
>MCE8470647.1 hypothetical protein LZ189_16660 [Rhodovulum sulfidophilum]AB21
MQKVNSVVRISFASGMIGLVFGSTGGKVDRILQGQNRMGWNVAEVIPAPPSSCCGLSLVATPGLWTISSGYLFIMEKSR
>MCE8470648.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB21
MIHVTTTCPDTDTAKDIARAALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAQRPALVALIEERHPYDLPV
IHWENAETTPGAATWLDSETG
>MCE8470649.1 DUF6455 family protein, partial [Rhodovulum sulfidophilum]AB21
DAGLLPQQGSAGGDAGTARVRLRSMEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACM
GWMGHQVSGADCPPDWCAVRCSLKALKKPA
>MCE8470650.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGE
>MCE8470651.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB21
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MCE8470652.1 UxaA family hydrolase, partial [Rhodovulum sulfidophilum]AB21
MTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPNVAAVVVI
GIEPEWTQVIVDGIAKR
>MCE8470653.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB21
ILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVTDFRQAADIDRE
MRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDQVGRLYERGALVDAEAAMQDSVRVAEADVRRSVSDLV
DVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEEAAILPVLPGRTDEI
GILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFGLSPADCAPGVAQRDLLD
RLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAER
>MCE8470654.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB21
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELCEMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRALFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGPEPHP
>MCE8470655.1 kinase, partial [Rhodovulum sulfidophilum]AB21
RLAGLRVDTLWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRIDTNGGLETTLVRLRAALS
>MCE8470656.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB21
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MCE8470657.1 hypothetical protein LZ189_16710 [Rhodovulum sulfidophilum]AB21
MTPDPGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGFALLGLVRAHPANAPVSPVLH
>MCE8470658.1 CNNM domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDIL
>MCE8470659.1 hypothetical protein LZ189_16720 [Rhodovulum sulfidophilum]AB21
MQFVSALIKMGKTLYQTDEPKQISSTKPFSKPISFQIFSTALVALGSAFIIFLSIYNSDGKLVYTLDDPYIHLAVAENIL
NDTFGINSDEFSSPSSSIIWPYLLAIPLKLGGGELSPLAYSFPMGLASIWILSGWVWESTEKPFGIARQVAFFFCLCFLR
FV
>MCE8470660.1 alkylphosphonate utilization protein, partial [Rhodovulum sulfidophilum]AB21
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLFEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRTDRDGFAVAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIN
>MCE8470661.1 UTRA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LASPTQALHLELRPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPPED
>MCE8470662.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGG
>MCE8470663.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB21
IVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIPHGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAG
LLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSALHLLLFALGGPDIWGDDAWKETAS
>MCE8470664.1 transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
IALWEAIENPDAAADLTSVLCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVL
LRTRTEIRARRVRAMLARERMA
>MCE8470665.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB21
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MCE8470666.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB21
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVDIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>MCE8470667.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRDMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFGEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLHITLFDLPPVAERIGAEAESLPLAIMQ
>MCE8470668.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
GEAKSYGIEAELTAPLGSGWEIAANAGWQRARASAFRTTSMDLGTGSLTPVDWSGNALPMAPETTWGLALSHQGEVWRAR
GSLHGSGSYWFDPGNTVKQNGFMTVDAEISRSLGKGELTLWVTNLLDEEYFSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MCE8470669.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLSRDHAAELHAAQLLDGAIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLS
>MCE8470670.1 50S ribosomal protein L29, partial [Rhodovulum sulfidophilum]AB21
RFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MCE8470671.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB21
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MCE8470672.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB21
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MCE8470673.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB21
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MCE8470674.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLARGDLGRSLMTRRPVAEDIATYL
PATLELVLAAMTVALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLMWLPLGGQLPIVTFPP
PRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMAQDYVTTARALGLPRRKILLKTVGRN
AISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLAIDLAYGLVDPKVRYG
>MCE8470675.1 GMC family oxidoreductase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVM
LARPSGTVRVDAGEVILAAGAVQTPQLL
>MCE8470676.1 shikimate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ARVAQAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHTGQVVADAIMDPVETRLLAAARAAGARVHPGLP
MLRQQIRLMAEHLGALPKPTQQD
>MCE8470677.1 DNA recombination protein RmuC, partial [Rhodovulum sulfidophilum]AB21
EIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSEAQ
AASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFGEI
QLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHIRA
ISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKTLK
LLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGAD
>MCE8470678.1 hypothetical protein LZ189_16815, partial [Rhodovulum sulfidophilum]AB21
SLSSHCNRQVNQADAMTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAF
DERQRVERRLNAETGSDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>MCE8470679.1 terminase family protein, partial [Rhodovulum sulfidophilum]AB21
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRSQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALQ
>MCE8470680.1 tRNA pseudouridine(38-40) synthase TruA, partial [Rhodovulum sulfidophilum]AB21
VRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPDGLYLAAARYDPSPFDT
>MCE8470681.1 hypothetical protein LZ189_16830, partial [Rhodovulum sulfidophilum]AB21
MSPYDIDNFTACWADSLSQDYMAPFVFPPGIFLLSFPMGLLPEAGARLYWSAIGAVTVPLLALALWQD
>MCE8470682.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
DLFDGMAVFAGNLRGGVALQTTVVAVVLAAMSGVMGGEIVMLGLVALPQMLRLGYDSRLAAGIICAAGSLATLIPPSIVM
IIYGLSANVGIGDLFLASFVPGLMLAVMYAAFVLIRCGLNPSLAPTVSELAAKSGRRIELSRSQKAAVALCILLVIGVMG
SIYGGIATVTEAAGVGVLGALLIAAVRFQMNWRMLQSALVGTMSNVGSIFWLVIGAVSFVGIYNLIGGTRYMQAMFDALD
MNPILLVLMMMLVLAILGTFMEWISITFLTIPVFVPVIRDLAPELGLSPGDAALWFGVLYAMNVQVSFLSPPFGPACFWL
KSVAPREVSLQQIFAGVLPFIGLQLIAIAVVVLFPQIPLFLTWF
>MCE8470683.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAQDRAADAAAAPRLAT
>MCE8470684.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPEGLAAE
>MCE8470685.1 DUF2163 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPQQNALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVL
>MCE8470686.1 DUF2460 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SANLSFASVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKDWSDYKSCR
PSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVTLAEAPPTG
AVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MCE8470687.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSHLPPETLAERLP
GISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGANRLGSNSLIDL
VVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTDKSLADGVTKMT
AVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHSLAKVDGAGVEL
AYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MCE8470688.1 DUF3394 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LLCYTVQYPVGWIVAALPEGAGWVLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVY
FLMIEQKSPGLSAFWATALLFVILITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVT
LTGIGQVMADLVEFVSGGNLIVMLIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGI
MADVTPPVGLASFAAAAVSGGDAIRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMG
WFVTRSRIYESIALIGIAFLLFRPDFVMDRLQPPFADLPPAQLEQALAGAEPG
>MCE8470689.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB21
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MCE8470690.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB21
MTMNTTLRGATASICILFGAGTASAAVIDLGFVLDGSGSVTSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGTSSYT
VVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIKAKIDQVIDDTGGD
TGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>MCE8470691.1 hypothetical protein LZ189_16885, partial [Rhodovulum sulfidophilum]AB21
HGPAGNEGSDLQVGGNAPAPVAPAGPGGNTETPGNRFESLAAERPVGDTSHGVGLEGSNPVYVKVYFFLPLPFFEEGTSL
>MCE8470692.1 hypothetical protein LZ189_16890, partial [Rhodovulum sulfidophilum]AB21
MSDIRITNCHIHTFTAAHAPLYYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPGSARFVVLPMDLAFCGYGPVPVGLEAQHRELCELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGF
>MCE8470693.1 tRNA (guanine(46)-N(7))-methyltransferase TrmB, partial [Rhodovulum sulfidophilum]AB21
ILEVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWP
KTRHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREG
RVPHYLTFRRR
>MCE8470694.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB21
MYTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MCE8470695.1 DNA polymerase I, partial [Rhodovulum sulfidophilum]AB21
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVT
>MCE8470696.1 hypothetical protein LZ189_16910, partial [Rhodovulum sulfidophilum]AB21
SEAAESLTLGFGSGSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLSVPQDRHRDGVWSLSAQWVELPTGK
SWRASVEIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAERVPSADKDWKAQTGYFPELPYVMKF
SHQDYLAGLEAAKCPSPMEE
>MCE8470697.1 DUF2235 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGLMDIDTAASAAAGKAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYRNALSNPALLYDLYKRGTKY
DEPNACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSR
GAAAARHFVNSIRAGRAVYDPLGFGDYEETLP
>MCE8470698.1 aminopeptidase N, partial [Rhodovulum sulfidophilum]AB21
MVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVTPAITPAGLSCEVPDAPFTWDCEVEI
APKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPVARGTGFAEWDDPWPKPSYL
FALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDLDVFNIVAVDDFNMGAMENK
GLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRDSQFSADMRSAAVKRIEDVM
TLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPR
>MCE8470699.1 hypothetical protein LZ189_16925 [Rhodovulum sulfidophilum]AB21
MLKRRNHDAGFKARVALEAVKGERTMSELVAEYGVHPTMSHQWTKALLEGASDIFERGGKKKAEVDGETVRSLHTKIGEL
AVANDFCHESSSPGPASGARDDRTLAPHAVGR
>MCE8470700.1 hypothetical protein LZ189_16935, partial [Rhodovulum sulfidophilum]AB21
MVATYAQQLKARGHEVTVVSRPRPRRTPLDRLRAWLRGRPLPPHPRSPLFDALGDSHKVLDRWRPVVAEDLPDADVVIAT
WWETAEWVAALPASKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVRE
>MCE8470701.1 hypothetical protein LZ189_16940 [Rhodovulum sulfidophilum]AB21
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MCE8470702.1 Flp pilus assembly complex ATPase component TadA, partial [Rhodovulum sulfidophilum]AB21
NIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNALRMRPDRIIV
GETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASRLQDGSRRLVS
ITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MCE8470703.1 pilus assembly protein TadB, partial [Rhodovulum sulfidophilum]AB21
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLG
>MCE8470704.1 ribonuclease G, partial [Rhodovulum sulfidophilum]AB21
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVD
>MCE8470705.1 Maf family protein [Rhodovulum sulfidophilum]AB21
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAATGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MCE8470706.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB21
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MCE8470707.1 cytochrome c oxidase accessory protein CcoG, partial [Rhodovulum sulfidophilum]AB21
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDY
>MCE8470708.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPA
>MCE8470709.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA, partial [Rhodovulum sulfidophilum]AB21
ALSAEVVARGAEDATLAFDCEGAAFDAALAEAGAMPLPPYIAARRPADAQDREDYQTVWAARPGAVAAPTASLHFDAALL
AALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSEAAAAEINATRAAGGRIIPVGTTALRLIESAADAEDR
IAPWRGETDIFIRPGYRFRLTGALITNFHLPRSTLLMLVSALMGRARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRD
SSRPKAPPSGPTA
>MCE8470710.1 M48 family metalloprotease, partial [Rhodovulum sulfidophilum]AB21
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLRDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHEQ
>MCE8470711.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIR
>MCE8470712.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
GLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEEDMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGR
LDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVGKTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFE
QRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAGTGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPV
TVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVVAAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLK
ARIDALDSEIAAKRGAQDLGEDAGERIAELEADRAEAGEDLTRLEELHDEQD
>MCE8470713.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
TEMTAKWQAERDKLDRSRQIKEQLDRARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIA
QVVERWTGIPTSKMLEGERDKLLRMEEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKA
VAEYLFDDDQAMVRIDMSEFMEKHAVARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDG
VLTDGQGRRVDFKQTLIVLTSNLGSQALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTI
QLRQLQKRLDARGILLDLDEGARKWLADAGYDPVYGARPLKRVIQRSLQDQ
>MCE8470714.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB21
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>MCE8470715.1 precorrin-6A/cobalt-precorrin-6A reductase, partial [Rhodovulum sulfidophilum]AB21
FLAVGRMHLQAFAARPQHRYLLRLVDAPQSPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAA
RALGLPVLMIDRPALPARRELARPDEVLGWLAHSGADLGV
>MCE8470716.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
EKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHRHFDELIDRAEPLAPLPTAVVCPEEPRA
LGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLAVDLVAGGRAAALMKGHLHTDVLLRAAL
RKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDLAISIGIEVPKVGVLSAVETVNPDIPSS
LDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVVPNLDAGNMLAKQLAYISHAEGAGVVMG
AKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MCE8470717.1 Ldh family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGARVDIDARN
GFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGTNPIAFAA
PRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGD
>MCE8470718.1 3-phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
SGRVMGLVGYGGIARAVAERARALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAIS
AMKSGAIVINTARGGVIDEPALARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNLRVSTVTV
RNVKEALADAPA
>MCE8470719.1 phosphoenolpyruvate carboxykinase (ATP), partial [Rhodovulum sulfidophilum]AB21
ADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINCPSFKADPERHGCRS
KTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSGTGKTTLSADPARTL
IGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLTANMRCAYPLHYISN
ASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFGAPFMPRRPEAYGNL
LRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAE
>MCE8470720.1 DUF2083 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SHTQVIRMPEGASYFSIARTVTRAGGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASR
AQAPINRKLAVNELERSLAVYRFEGE
>MCE8470721.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
CFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVATGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVA
LRTNVHLDHVLFGNMLGVGPADLWTAGVISVCVSLVLVVKWKDLMLYAFDPAQARASGLPVGLLHYGLLAILSLTIVATL
SATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYASFFLDSAPAATIILVLTGLFVLAFLRRLHLTRS
ASRRAATA
>MCE8470722.1 thiosulfate oxidation carrier protein SoxY, partial [Rhodovulum sulfidophilum]AB21
SAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASANPTPDVARVSFGPLAGAQRLSTR
IRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MCE8470723.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB21
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MCE8470724.1 sulfur oxidation c-type cytochrome SoxA, partial [Rhodovulum sulfidophilum]AB21
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGT
>MCE8470725.1 phosphatidylglycerophosphatase A, partial [Rhodovulum sulfidophilum]AB21
MSLALNIATVFGVGRLRPAPGTWGSLAAIPAFWALDVTGGALLTALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGV
>MCE8470726.1 2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase, partial [Rhodovulum sulfidophilum]AB21
SQTPQGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAF
CEGDGVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIA
NVDLTLICERPKIGPVAGAMRTEMARLMGMEEARISVKATTSERLGFTGREEGIAALATVTLVAP
>MCE8470727.1 bifunctional DNA-binding transcriptional regulator/O6-methylguanine-DNA methyltransferase Ada, partial [Rhodovulum sulfidophilum]AB21
MIETTTEQDARWNSVAARDAGADGNFVYAVKTTGIYCRPSCPSRTAKPQNVRFYETPAEAEAAGFRPCQRCNPNGQSLAE
VNATLVAEACRLIEASDEMPKLDELAARIGMSPYYFHRQFKAITGLTPKQWAAAHRSRRVRAELTDQTANVTGAIYGAGF
NSNSRFYEQSNKVLGMTPTAYKNGGKDAEIRFAVAESSLGAILVAQSAKGICAITLGDDPDELVRDLQDLFPKANLIGGD
AGFESLVARVVGFVEAPQIGLDLPLDIRGTAFQERVWQALRQIPPGQTASYAEIARRIGEPR
>MCE8470728.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDSMAETRTMGFEAAKQAQAELGRKVREMLAARGFAS
>MCE8470729.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB21
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLAAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MCE8470730.1 methylamine utilization protein MauG, partial [Rhodovulum sulfidophilum]AB21
LETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYNK
YNSKAAARQIDPETGEAWAGPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASARTEGTDTDR
>MCE8470731.1 DUF2842 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALP
>MCE8470732.1 adenylosuccinate synthase, partial [Rhodovulum sulfidophilum]AB21
REGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLELRVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEI
LKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTSSNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGP
FPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCATSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHL
PTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRRVEELIDCPVALLSTSPERDDTILVTDPFAD
>MCE8470733.1 hypothetical protein LZ189_17100, partial [Rhodovulum sulfidophilum]AB21
MSFPVNNRRRAGISTTLDAPIWWPFEFEDALERHFLSFRDRVLTDPVALNTPLVKEAADQMAASMVPNIREVVARDGLPH
LAHAIVGWGDGRLDGLSLCDRIAEFATAGDAGPVVPQCDPEGDFHPWQSFAYSAMAGCDGDRPLGTFDFSMRGIIRASRD
>MCE8470734.1 hypothetical protein LZ189_17105 [Rhodovulum sulfidophilum]AB21
MKNGMYELEDIIKAKTAMVDHLAKLSGGELLRGCCTQGCCGDVVQSPLIPRLETTYTKADLMDAKRAMLSTLEELTGGPV
IAGCCTQGCCDDQAIAALINVP
>MCE8470735.1 DNA polymerase III subunit gamma/tau, partial [Rhodovulum sulfidophilum]AB21
GQGGPTTEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTL
EEPPAHVKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQ
AISHGAGETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAAD
DPTVGPDERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPA
PSGPAPGGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQ
>MCE8470736.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
ISVATVTEGGRLFAETASGRLEVVIASAAQAAELPGGGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREG
WVPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLWVMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLM
ISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILYLSIPFFATAGAANPSILYLGGFYIATMIIFSMYGGGFATIPAYL
ADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQMSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKL
MEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLAIRPVRERHHHNE
>MCE8470737.1 DNA gyrase subunit A, partial [Rhodovulum sulfidophilum]AB21
MQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDKPYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPF
SMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKDTVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAV
GMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGGLILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRH
AIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVRVVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLAL
NGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHI
>MCE8470738.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MDWDKLRIFYAVADAGSLTHAGESLHLS
>MCE8470739.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB21
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPERMQVTLPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDL
>MCE8470740.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MADIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLE
>MCE8470741.1 hypothetical protein LZ189_17140, partial [Rhodovulum sulfidophilum]AB21
MTLLREAAGQRCGDRRVRKVSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGD
CIDLTGQIRALGDAMGMISLSSAARNVSRAAQSGDPVAIDATLARL
>MCE8470742.1 carbonic anhydrase, partial [Rhodovulum sulfidophilum]AB21
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSAR
>MCE8470743.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEAS
HNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVERN
EAVARQRLEQALNKG
>MCE8470744.1 hypothetical protein LZ189_17155, partial [Rhodovulum sulfidophilum]AB21
SSDRGPARWTVSARRPMPGEAKPASSSSPETRALFRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAA
IEAVMAEDPRRQRRQDLTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDF
TTYWALYKRCRTHANLTNSVN
>MCE8470745.1 hypothetical protein LZ189_17165, partial [Rhodovulum sulfidophilum]AB21
MQTGPTQIPADAEMAAFLARRIETFTSMRPVALEEDAALGRLGIGARLILPFRDGAELGGVL
>MCE8470746.1 TOBE domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTL
>MCE8470747.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
MKPLEGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYAKAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADED
>MCE8470748.1 N-formylglutamate amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
APANGTPCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDKAARL
RPHLAAILARIEALAPELSS
>MCE8470749.1 hypothetical protein LZ189_17185, partial [Rhodovulum sulfidophilum]AB21
MKPVRKSGTPPLRRLPEPADGLLVSLPRWELVDEIMTPEIVTRPAIIGRVSWQSPARRKAAG
>MCE8470750.1 methylisocitrate lyase, partial [Rhodovulum sulfidophilum]AB21
NDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQIARASG
LPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFIIARTDAA
ASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIWPVSSLR
VANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MCE8470751.1 hypothetical protein LZ189_17195 [Rhodovulum sulfidophilum]AB21
MKKLALAAAFAATASTAFAGGYAEPVIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MCE8470752.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB21
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MCE8470753.1 hypothetical protein LZ189_17205, partial [Rhodovulum sulfidophilum]AB21
RFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVGSSGG
RLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFLGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKVGFDG
EGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGRFGDL
DFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPPTGAS
ASILDW
>MCE8470754.1 DUF4175 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
QTELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQKDEDRQQAQNG
EMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTEGPGGDSPGQQAMEGLAETLRDQQGLSDDAFRDL
QEQFNPGQQGQGEGREGEGEQDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRAMDE
AERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDSMLQ
GEDVYRRARDLLDEIRRRSGEQNRPDLELDYL
>MCE8470755.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRR
>MCE8470756.1 flagellin, partial [Rhodovulum sulfidophilum]AB21
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKAVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSD
>MCE8470757.1 sodium:solute symporter, partial [Rhodovulum sulfidophilum]AB21
LLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIGWLRPQGLFGLDGLDPLVHAVVFSMGA
NALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQRILGADDAQRLFQRAAVDQGKQGYLPD
TTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYSSQLEAKSEELSRTARQLREVNEKLTE
LSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMRLTRLLDDLLDLSVLENGQVSLHPQPV
SLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQV
>MCE8470758.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVE
>MCE8470759.1 D-aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB21
MRALVQRVSEAAVRVDGTTIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>MCE8470760.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB21
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGAEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLSARKAA
>MCE8470761.1 hypothetical protein LZ189_17245, partial [Rhodovulum sulfidophilum]AB21
MTSMADEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWGLAGVEA
>MCE8470762.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MSLLLFCLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFL
>MCE8470763.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB21
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>MCE8470764.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGG
>MCE8470765.1 hydroxyethylthiazole kinase, partial [Rhodovulum sulfidophilum]AB21
MRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWATGMRAAAAAARAAGLPWV
LDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADTVEAAEAAARALAERSWAVVAVTGPVDYV
TDGARA
>MCE8470766.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
LEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLIS
FALIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILS
EQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIAS
QAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVA
ARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQATVSAYNDVR
>MCE8470767.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
VGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIANVLFLFVGMFL
ETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPLAGLFAVLIAV
TLLPDLPLFLPRLAGLID
>MCE8470768.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB21
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPRVLYEGAQEILFEEVDA
>MCE8470769.1 2-methylcitrate synthase, partial [Rhodovulum sulfidophilum]AB21
SKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRGLPAAVRQ
TLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDETVAGHFLH
LLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKRYATPDQA
EEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFSAVSYHLL
GVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPEKD
>MCE8470770.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SLASLEDLMIRVETARPRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDG
GLDHILVDEAQDTSPVQWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRG
LLNLTLEYSFRSSEAILGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSV
RLARQVASEIRAMIDRGETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTAL
LSFLALPEDDLSLASALRSPLFGWSEDALFRLAAPRKGYLWQALD
>MCE8470771.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB21
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LDLRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSR
>MCE8470772.1 hypothetical protein LZ189_17300, partial [Rhodovulum sulfidophilum]AB21
LDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDERVQMLIKRALGDMERLRKREERK
>MCE8470773.1 hypothetical protein LZ189_17305, partial [Rhodovulum sulfidophilum]AB21
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAVARADETATAPVLPADPEPAESAPERPPEPEPAAPREQDRP
TPLVLGAAEAVTHAAEPETEARRDETGSEPEPSPAPAPEPEPDPEPTPAPEEPVPTPEPEPAPEPLPMPDPEPEPAPAPV
PDPEPLNIPTGPSERPPEPPQEAPDRPGEVPPSVPDEIPADIPTELRSDPAPASSR
>MCE8470774.1 hypothetical protein LZ189_17310, partial [Rhodovulum sulfidophilum]AB21
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSE
>MCE8470775.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MSPRPHLVLIGGGHAHALALRGAPLPSGLSVTLLDPSPKAAYSGMLPGFVAGHYPRAALEIDLARLATAAGARFVTGRAE
GIDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGHSAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGAEGVTLATGETIPAAFVI
GAAGARPQRW
>MCE8470776.1 lipocalin family protein, partial [Rhodovulum sulfidophilum]AB21
LSLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETELDGRSIPTLWQIRLPARGLDITVTALQP
GAWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MCE8470777.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB21
MSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMMLGYRHVRLPGPLA
RLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAISLFVAGVGMVEHD
GRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MCE8470778.1 hypothetical protein LZ189_17330, partial [Rhodovulum sulfidophilum]AB21
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGL
>MCE8470779.1 polyribonucleotide nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB21
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARL
>MCE8470780.1 EH signature domain-containing protein [Rhodovulum sulfidophilum]AB21
MVRIYLENFAADAPAIRRLGHALARSSGKIGAQWRQLLENVPRLFDPASAPTDLAERMDGMDDIWNGLRKLGIRQPHAPG
LMADAHLALIRRLAPRLDRAEDIERLLSWLRPQGHEPLSAGAPEAIGALLAHWLRRSPPEDVKRLLVERLTELYGHPKAN
RNAVWNTVPEECERLFLHWITGAHIRLLFRILAEVEQKHMWRDREDFWWTLYEQGRLDEVWIAFNPEGYRAALSRLPPET
RESSVPFGRQVGEKDKSLLIMRIGHKIVVEGTYNFKVHIFDIKSPSAPKLYLRKYDVADLRSRRGAESRAHHGDAWQS
>MCE8470781.1 diaminopimelate decarboxylase, partial [Rhodovulum sulfidophilum]AB21
EKIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGG
LGIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYG
AHHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHF
AVIRQRPSFDEIINRDTIPEWL
>MCE8470782.1 ATPase, partial [Rhodovulum sulfidophilum]AB21
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGSALLAALLGTLVYG
LRSFRRPGR
>MCE8470783.1 hypothetical protein LZ189_17355 [Rhodovulum sulfidophilum]AB21
MAFAGAVAASVRPPDVDLVAASGTALPEGWSRRGFAPTPAPTGAGLSLVADAAGWFPAMDPVREAEPLPSFERRLDGPEA
RRARFAREQRGELWTV
>MCE8470784.1 hypothetical protein LZ189_17360, partial [Rhodovulum sulfidophilum]AB21
MTLLVDETGDQISALLNPASLSFRRQSGMRPRRRIGPAVAGGTGRDAPLVFAGDAVTELDLELLFDADFAGSAAPAPSGP
PRDSLDVRGLTAPIWRLSEAAEAHCGALDDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLALRFRVFQEAE
EDP
>MCE8470785.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB21
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MCE8470786.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB21
MRKLLVALLCTLAGPALATGLDIQIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MCE8470787.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHAQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKK
>MCE8470788.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
FATDELRTAHEPEIRAMIEAWSGLRPTAQAVTAFAAAKVPAAPILTLADQLGSDHATARGLVSELPHPWLGQAPVVGQPV
RFDGQAPLAETGAPALGEATRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MCE8470789.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB21
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATVLGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>MCE8470790.1 cytochrome c [Rhodovulum sulfidophilum]AB21
MKRPFLIGVAGGAAVAVGLGGWLWLRHPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MCE8470791.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
SPAAPRVRMRLRRARPGDGAPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTVIAEIRGLPAGFMTL
GKDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVIRHGVALTNFRMELE
L
>MCE8470792.1 hypothetical protein LZ189_17400 [Rhodovulum sulfidophilum]AB21
MRLSLTPGDHGITVNISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEETETGL
LSANRTSPRTAGGGLDLRL
>MCE8470793.1 flagellin biosynthesis protein FlgD, partial [Rhodovulum sulfidophilum]AB21
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSAQLTILPEIEADASFAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYA
>MCE8470794.1 FAD/NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB21
RLAIAGLGPRGLGALEALAARLPQAGSSVAIDIFEPGQWPGAGPNFAPGQSPLMLLNIPIRAVDIDPPGPAPARISSFGT
WLMSPSDDERFPARAELGAYLAARVRTLAATLPEGVALSRHETAVLRLERSGTGWYLESAAGRFGPYDEVLLAPGQPRSA
PDPQLARWQDHAGRTGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGRYLPSGREPARIL
PFSLDGLPPWPKPASAGIDARFAPLPAESRSFEAALERALAAAPEAALEAISAALEPAARRVLEAAGADPGGVAAWLAAE
RAAPASQESRDAAELLCEGLAMARGTRPPATGYAIGQIWRHWQ
>MCE8470795.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB21
SDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDLLKKVIFEERDWVG
FDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDDSDASVVLPQLQQL
RQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAIYSALKVYLLLGGQ
GGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDAIVTLPLAEQAYAS
IRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPG
>MCE8470796.1 5-aminolevulic acid synthase, partial [Rhodovulum sulfidophilum]AB21
LGAQQPYYGAIAVAPTEGLRSKATLAAANYHDVDAARVAALKGCDAARKPEGAPCVIAAEIRPKGWVPRALQLSADATDG
LRSEYGRRGGPRAMAISPSTGRWAVIKGQGAASRALEACADQSGAADCRIAVEDR
>MCE8470797.1 5-aminolevulinate synthase, partial [Rhodovulum sulfidophilum]AB21
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVV
>MCE8470798.1 hypothetical protein LZ189_17430, partial [Rhodovulum sulfidophilum]AB21
MRDSALARFSRDCGIDPGDYETLHAWSIADPGAFWSRLWDFAGVKGERGPVALERDPAAPMTGARFFP
>MCE8470799.1 TIGR00366 family protein, partial [Rhodovulum sulfidophilum]AB21
MDQVEPGGNRMLYRLGGACSTFTRAFIPNPFIFAIILTGLTALLAILMTPTGPAEAVGLWYDGFWNLLTFAMQMTVILLF
GYVLASSPPVGRAIDRIARLPKSAAQAIVMITGLAVIFGALSWGLGLIIGAISARRISQNCLERGIKVHYPLAAAAGFSG
LIIFNCGLSAS
>MCE8470800.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN, partial [Rhodovulum sulfidophilum]AB21
LVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLKAHFAIEVPEIVTRSVSADGTRKY
LVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQVMLARDDLGEWPKPGRHPKDETR
LISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAEIGCMLAISLHATTDELRNKIVPI
NRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKINLIPFNEWPGAPYQRSDWDRIEAF
ADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQI
>MCE8470801.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGDVDVRDMSEEVL
SAQISQIFQDTYLLEGTIAENIRMGRPDAGAEEIAEAARLAGVDEIVRRLPQGLDSATGEGGVRLSGGERQRIAIARALL
KDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRVAVLEAGRIVEQGPPEALAQRGGPYARLL
CLREAAQAWRMDSPE
>MCE8470802.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB21
MPLSPATPSLARRAALPTAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILE
>MCE8470803.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGLAPLCGYIAAAWGTTLAGWAMVALLWRGSRRF
GSAAEADARFLHRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPALAGLVALGVVSYFGLGHLLGAFRLSEFRRAMR
RQR
>MCE8470804.1 rhomboid family intramembrane serine protease, partial [Rhodovulum sulfidophilum]AB21
ILSLGARGLVGGPAAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFVTYPFVHASLTHAVFVVVFILALGKMVGEV
FRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWVRLAGTGPTQYRAFTLIGVLLGIQLLFGLL
FGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MCE8470805.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVARAAARRHGVPEDLFLRLVQQESGWNS
RAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALAAYNAGPAAVERHGGVPPYDETRTYV
RRIWGS
>MCE8470806.1 hypothetical protein LZ189_17470 [Rhodovulum sulfidophilum]AB21
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>MCE8470807.1 LPS assembly protein LptD, partial [Rhodovulum sulfidophilum]AB21
SDFDSYGDGMDMARLTIEADWRRDWTLGNGMVLGALGGITLDHYEIGDDAVHGGSQTRLTPGAAVELRWPLIKAAADGSA
QVLEPVIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAED
STQFAKGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSE
WLVDAAYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSG
GARRCMRR
>MCE8470808.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTIRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAVPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTRLDYDDLTDQRWRDRMFIRSADHMFNTGLIAAYLARYGQEKTEA
WLAGIAANNPLGNGGDRNAARAIAEGRALIGVANSYYFGEMQAGIGGSEQKAWSESLRAIVPTFDDGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPASERVAPNPIIRKAGELRPDTRPFPAIAAFSETA
>MCE8470809.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MPQTDTPTEAVGASQPVGAKPDFFSSLKLLMRYGQGNGTVIAVSAVLATTAVALELVPVWAIWRAVTALAADEASAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAA
>MCE8470810.1 DNA ligase-associated DEXH box helicase, partial [Rhodovulum sulfidophilum]AB21
SHSAFADWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDPGHLLLDITREEAMRGLVDFGR
IEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>MCE8470811.1 ligase-associated DNA damage response endonuclease PdeM, partial [Rhodovulum sulfidophilum]AB21
MTGHDFTLAGARLTARASGALWWQDETLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPAPAARRLSALMAGRRWIWIAGNHDPAPSAPGGSALAETRIGALHFRHIAIPGEKNEISGHYHPKSRISL
GVRRLARPCFLIDAARAILPAFGAYTGGLAPRAPTLDMLMRP
>MCE8470812.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB21
MQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTPNIRGYDRARAAGADE
IAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAALAERLLALGCYEISLG
DTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAAGGLGGCPFARGAPGNVATERVAA
RLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MCE8470813.1 glutamate--tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
EQQSARLDRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRER
IEWTDGILGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSL
LTGPQGEALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSR
HLHGLPFAAVRDEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWSLCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENS
WSAWTRAVK
>MCE8470814.1 YbfB/YjiJ family MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MTGSPTMTRAMAGWRMLAIICLGVVGVLATWFSATAIVPELIRVWQLTPGQAAWLTNAVQLGFVAGALGASLVNLPDILP
MHRLMTGAALLAALSNAALLVVGPEGAMIARFITGVALAGVYPPALKLMATWFVKGRG
>MCE8470815.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB21
MSDKNGWTGTVNGMPREGQSAERSRTTRMEDIHAFTDMTGDRNPVHYDEELAKKTSFGKLIVQGGVTTGILNACVAQDLP
GPGTVFLNTNLNFRKAVGVGETITGRVEVVKVREDKPLCTLKVMITDAGGAVCVEGEATTYTMPLEGL
>MCE8470816.1 OB-fold domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LIWKPGHPGWIPAAPYVVGLVELAEGPTMLSHILGKAPEIGMDLTLAPTNTGGRVLPCFRPKRG
>MCE8470817.1 FixH family protein [Rhodovulum sulfidophilum]AB21
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTATAEDGTPFRQRLQLHVDG
>MCE8470818.1 cytochrome c oxidase accessory protein CcoG, partial [Rhodovulum sulfidophilum]AB21
MALSDEARERAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVR
NMHGEARDFQLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVF
NGRGMK
>MCE8470819.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB21
NTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGASIF
AGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MCE8470820.1 endonuclease III, partial [Rhodovulum sulfidophilum]AB21
LALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTVEAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARK
PICGTCPIRDLCPYEDKTV
>MCE8470821.1 adenosine kinase, partial [Rhodovulum sulfidophilum]AB21
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGKIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSR
>MCE8470822.1 RNB domain-containing ribonuclease, partial [Rhodovulum sulfidophilum]AB21
FMVLANVAAAEELSRLHRPLLFRVHEEPSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLR
SMTQAYYFPENFGHFGLALKSYAHFTSPIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERD
TTDRYLAAYLSDRVGNEFGGRISGIARFGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVR
LAEAVPVTGGLTFELLSIEDRALPRGAARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>MCE8470823.1 hypothetical protein LZ189_17560, partial [Rhodovulum sulfidophilum]AB21
LLGLDPAEVTTRMAGADITAKLAETRALTEALELGPAPAQVLRRTMVRGDVPAIALLRMVEAIRRKK
>MCE8470824.1 DsbA family protein [Rhodovulum sulfidophilum]AB21
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MCE8470825.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
GPNGCGKSTLLRGLCNLLPAQSGQVLLDGQNIARMPARALACQVGLLPQSAQAPAGIIVGDLVARGRYPHQGPFRQWSER
DERIVAEAMAATGIADLAGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVA
VLHDLNQACRHADHLIVMAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MCE8470826.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
AQCLDFIERLPQGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIA
HRLSTIVGADQILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>MCE8470827.1 hypothetical protein LZ189_17580, partial [Rhodovulum sulfidophilum]AB21
MAGSLQAIRAGNPLALAGLCLLAATYGFLHAVGPGHGKVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGA
AAISGGSASLTEDTLADISRWAIAAIGALMLWQGGRRLWRLHRPPDATQHHHHGEGCSCGHAHGPTVEQVTSLGSTREAA
ALILSIAIRPCTGALVLLTIAFGFRIPLAGILATLAMGAGTASLNAIAIFGGNAIGRLSALETRLGLAAAPGISGAALRI
AGGLI
>MCE8470828.1 DUF1007 family protein, partial [Rhodovulum sulfidophilum]AB21
YDPEYFYAYTLKTVLAPGSMPRDCRTRLIPFTPDAADAATQKLLASLSVEQLPSNPDIGARFADELRLTCD
>MCE8470829.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB21
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDVARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MCE8470830.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
VTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAMLFTAALFGISYLTAKLLSERDEASVVVAMMSVTV
TIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPLTVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGG
GLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MCE8470831.1 hemerythrin domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MHDIYALDPRGDLPDALRDLLDDCPRELWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADCGTLAETPTEAPAEA
AIRAVRRDAAILLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVR
>MCE8470832.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
LLDARGVGGDLTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLGQTPPRLADLAVRLPGVGDWLMAVIGGVVLRRMAR
AADRAYGLPGTLNAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHRRLAKAGVPVLAIWGGQDEVIAAGARAGLAAINPA
AVQLLLPEAGHGLPVTHADAILAEIPAAPVQ
>MCE8470833.1 cell division protein ZapE, partial [Rhodovulum sulfidophilum]AB21
MSETLKHLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGR
>MCE8470834.1 lysophospholipase, partial [Rhodovulum sulfidophilum]AB21
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWFGQNGRPKAVI
FLHGFVLGAAQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGV
>MCE8470835.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MCE8470836.1 GFA family protein [Rhodovulum sulfidophilum]AB21
MSGVHEGGCLCGAVRFRVTGDFEHFFLCHCARCRHDSGSAFAATLFSGAARLDWLEGRDEVRTFRLEGSRHGRAFCRRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>MCE8470837.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ILIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSLCKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIA
EGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MCE8470838.1 thiosulfohydrolase SoxB, partial [Rhodovulum sulfidophilum]AB21
LPEALLLDGGDTWHGSYTCLRSDAQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEP
YRIFERGGAKIAVIGQAFPYLPIANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDV
ILTGHTHDALPEPVMVGQTLLIASGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMA
EVLGTTDGLLYRRGNFNGTWDDLICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEML
HTILEDVADNLFNPDPYYQQGGDMVRVGGMGYRID
>MCE8470839.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
VYLGLSFSALRLIRPEVVIVIISSAPFVTTFVATRLGLEPLSKRIIGGIMLGFVGVLVISGIATSEPPNIWGLFLVAFGM
LAFVAGTIIFRKKSSGLPILQTNFWQSVAGAVALLPLAAVSGHPIGAPSGQALFALLYLVFVVTIGGMALWLLLIRTSGA
SSASSYHLLNPFFGVLLAHLVLGEAVHTTDFIGAVLIGIGLILTTKSGKSHVRKQPHLGRHVR
>MCE8470840.1 50S ribosomal protein L11 methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MAQAGVEAPNFCSIGTGAGLDALAAIEILNARNVFVTDLHDDVVTLAHENIVNNVANGRKVTVAAGVGDLLSPIIGKNLG
>MCE8470841.1 hypothetical protein LZ189_17650, partial [Rhodovulum sulfidophilum]AB21
MSIWRALRTWGHLNAPTIGDDLNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLLMYFVVLSWWEQSILWDNIQI
WLNPEAYFRKQYDFWVQQDGGTRFTGTFSTWYQDMMEMHSDRGIGGAIFLALPTFFFIAACIWPRYRPIRFNRKLGIAYT
WS
>MCE8470842.1 hypothetical protein LZ189_17655, partial [Rhodovulum sulfidophilum]AB21
LGVGAVIGGLMIIAGVVATFFGDDSATYWARHSFWGSSGKYWERKGRENTTRRLERAKLLSEGAEPYRSAFESELNAYQD
LKSFLQIEDATSGDMRFEIHCPSIRSVADLSKLSATVRFISPVIGIGGGGLSGPVVPASPRFISSGLVHLQLAEKPGRDG
DRISELRVDASYPKLTGGKFTDRLSIKVRNL
>MCE8470843.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MTEDPFIAGLRKVFEADPQLRPATISAKAGLDKSTIRRMFEGAIQSPRRTTTAKIANALGMSVEEIENGAPRTADAPTIA
IAGKVGAGA
>MCE8470844.1 hypothetical protein LZ189_17665 [Rhodovulum sulfidophilum]AB21
MEQLIAEIEAYAAAWSKSPQKVLRDAIGASWGQWEAWKSGQASPTMRVADKLRDHMRTNPAPAIPEDAARC
>MCE8470845.1 hypothetical protein LZ189_17670 [Rhodovulum sulfidophilum]AB21
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8470846.1 hypothetical protein LZ189_17675 [Rhodovulum sulfidophilum]AB21
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCE8470847.1 cytochrome-c oxidase, cbb3-type subunit III, partial [Rhodovulum sulfidophilum]AB21
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAV
>MCE8470848.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB21
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MCE8470849.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB21
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYRVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGSAMDCIRRMLTGEAVTQENSGMSKGEWREFEAVLAPAGER
>MCE8470850.1 hypothetical protein LZ189_17695, partial [Rhodovulum sulfidophilum]AB21
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAAS
>MCE8470851.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
RGDVFIAGTRFFSDQLEAEGRISGVVALGIHGAAIGVSKAAATKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCG
DPEAIRANTVVRATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIAL
LASPEGRAAFEAAGFGAE
>MCE8470852.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIESLREKGEPKGYLPEIRVTFSVEEGNAVILIADNGIGLPQDRS
RLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAHRGALAEITLPVSLVQAPAQGAAEPARSDTTSATAA
TGE
>MCE8470853.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGD
>MCE8470854.1 hypothetical protein LZ189_17715, partial [Rhodovulum sulfidophilum]AB21
EEGTCIARIVRFPSTLYRSHKWHTWLPRRAFAALRLPHEARRDRADPSGQEVEPPLIREPDGPEERSTLKGRGEIL
>MCE8470855.1 DUF4760 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MNVLFQSRVNSVFAEHVDRIQNAFPEQTPLNLQVVRQPQNAELFGSVRWVLNYYEFIANGIRHGDLDEDLMRDCICSQMC
TFCERADEVIRFARGENE
>MCE8470856.1 hypothetical protein LZ189_17725, partial [Rhodovulum sulfidophilum]AB21
TAGGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQIHRDTGMATARLPTATWPVGAG
RFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MCE8470857.1 hypothetical protein LZ189_17730, partial [Rhodovulum sulfidophilum]AB21
MTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRTVISLRGGNRD
>MCE8470858.1 hypothetical protein LZ189_17735, partial [Rhodovulum sulfidophilum]AB21
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPVAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLASARPDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLE
>MCE8470859.1 hypothetical protein LZ189_17740, partial [Rhodovulum sulfidophilum]AB21
YEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVGALAGTGMKRTMMWFRKPA
>MCE8470860.1 cation diffusion facilitator family transporter, partial [Rhodovulum sulfidophilum]AB21
MPETSRLNLSAGLASVATAIVLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGL
>MCE8470861.1 aspartyl-trna synthetase, partial [Rhodovulum sulfidophilum]AB21
LFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDRDGAGGWMHYS
LLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDEIRE
>MCE8470862.1 replication-associated recombination protein A, partial [Rhodovulum sulfidophilum]AB21
AEGIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETDLAFVQISAIFSGVAELKKVFEAARLRHANG
QGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLSRSQVLVLERLDPAHLELLAQRAEHELGRPL
PLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRAAQYDKSGDGHYNLISALHKSVRGSDPDAAL
YWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLGSPEGELALAQAVVYLALAPKSNAGYSAYKA
ARQAAQKTGSEPPPRHILNAPTRLMKEQGFGA
>MCE8470863.1 Ig-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPERARKAPIRGSVWTWVILGGEAVLVLMVAAWFLGRDDERKSDRPQAEQDAAVTSPDTADKAPDAANTEAQTPAADDRS
EAVPPAMPLFAPPAFDLVRVTPEGSALVSGRAGAGTVVAVLVEGREVARAKADAAGDFAVLFDLGQSDDPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAEGVRLLEPPNSHEAPP
VSGLTLDAISYDAQGAVRLAGRGQPGAALRLYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRR
>MCE8470864.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB21
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MCE8470865.1 NAD(P)-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MEFDDLSVRGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTP
>MCE8470866.1 VPLPA-CTERM-specific exosortase XrtD, partial [Rhodovulum sulfidophilum]AB21
IYVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNAVRIAIAGWMVDEFGVEWVEGFTHFFEGWVI
FIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSLALIAAAGLMFAGVGVLQMLPDRSATAVVRD
SFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGVFLAWYADQSHGGVHPPEVCLPAGGWEIAWL
ERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKLWLIVDALRTGRTDGALVRLTTPILPEESDA
DAAARLDAILEDMAPQLPRFIPED
>MCE8470867.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
MLDFLLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRT
>MCE8470868.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB21
MRLPLILAAALAVATPAMAQQYDFTPDATLACMKKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MCE8470869.1 isovaleryl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
LGKGVRVLMSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCD
RGRVTRQDAAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMA
>MCE8470870.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB21
LFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNPSEATLAKRRSNAVTVTHLTPPLAASGLYKG
LQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLLETEDALIPDGLHVVGRTVTPEERTEHLRVM
TDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPTGRNIHAFDPFRMPTQFAMQEGAKQAQKLLD
THASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADLVPLEELGRPRIDVVMTLSGIFRDLLPLQTR
MLAEAAWKAATADEPVEQNFIRAHSLAHE
>MCE8470871.1 S-adenosylmethionine:tRNA ribosyltransferase-isomerase, partial [Rhodovulum sulfidophilum]AB21
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLV
>MCE8470872.1 AsmA-like C-terminal region-containing protein [Rhodovulum sulfidophilum]AB21
MPQRFGAGGGGAVDGTVAIALDRVRVGNGLQLTGVRGQLSGSSGGFEARVAGRAPISVSLMPARSGMAVRVRSADAGAVL
GAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELLSAISVIGILELLDGEGLSFSDVEAQFRLVPGA
VEIRQGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTRKGEGLLGFNFSLKGDPADPEVGVNPLSILTP
GMFRELFRSPAPRLKEAP
>MCE8470873.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB21
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWVGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MCE8470874.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQPDLAESWEVSEDG
RSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNRLIVTTDKAYATSFVLNCL
TATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIVRHIAESATQRLL
LERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMANSFLKGQWTIQQN
FLPQTYLGAVKENPFFFDVGKAK
>MCE8470875.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB21
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPER
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MCE8470876.1 chain length-determining protein, partial [Rhodovulum sulfidophilum]AB21
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLE
>MCE8470877.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
HSAGIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVA
MTGDGVNDAPALKRADAGIAMGRKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVA
LFAGMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATER
GHDPALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGL
LIVGIGVIFFALIETEKQMRLAFRRGQNR
>MCE8470878.1 hypothetical protein LZ189_17835, partial [Rhodovulum sulfidophilum]AB21
REGDRVIYLEALESRKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDYSEAAEASITDRAALFDDLVSGRA
RGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAIKSQIHETGAGR
>MCE8470879.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB21
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MCE8470880.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB21
IDIGAERDRWFDCVSVETHGASLHFALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLE
PEFLTGRPTLLNLLDRLRETRMMPEPKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDIS
TEMSMTRRFRSEIETGQAVIDSLPEAMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGA
ELPRRIRQREAWSCELVRRDGQRLDCHLKPIAVGCMLVEFRPSARTEASDTPAVSRASSG
>MCE8470881.1 SLC13 family permease, partial [Rhodovulum sulfidophilum]AB21
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIV
>MCE8470882.1 component of SufBCD complex, partial [Rhodovulum sulfidophilum]AB21
ICQGGQAARDVTTLVGVNARRYLAVATEAGLWIAALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLY
AVRGPEGEALYGMLRGHRLGVQAMGIVSVFVTALWGMWMNMLVTGL
>MCE8470883.1 transcription-repair coupling factor, partial [Rhodovulum sulfidophilum]AB21
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVED
>MCE8470884.1 hypothetical protein LZ189_17865 [Rhodovulum sulfidophilum]AB21
MLYPGADLTLFLTHGPVRLAITGCTLSGGSAAGVAMGDAFSPPLTIFALLRPAASAFFLTMGTLLNLQAGHSTAADRRLT
RPSIAAGFFGGMVAHRRPTDFPFHMSLLPASSSSAALGAST
>MCE8470885.1 hypothetical protein LZ189_17870 [Rhodovulum sulfidophilum]AB21
MTLAQNFPDQAGIDTVCAATLRVSAEPLKPPQEVSRGGYSGDYADTDGHVRELPHTPFRPLYAEGRLTAPCPPAS
>MCE8470886.1 ferrochelatase [Rhodovulum sulfidophilum]AB21
MSVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQLVVLTKRPFASGENYRSIWNHEADESPL
MTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKILFFPLYPQYSGTTSATACDSFFEALMDEK
WQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLTEGDPYHCHCLKTTRLLKERLGWDDSRIT
TTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINEEICESFEEAGGEKFTYIPCLNDDDAHIR
ALSEIVKVNLRGWAD
>MCE8470887.1 GAF domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
HSAIAAGNAARSPMVASWSRSARLYGLDPANRKPPHRLTAAEFANVRERMEPWIRAAGASLDRLFGAVGAAGCCVLLADS
DGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIERRPVTVHRDQHFLARNGALGCIAAPIHDHDGNLVGV
LDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILALPGLEHNPAALVAVTADDLAIGASHSARVALGIKG
NLAKAPVPASDLLSVPGVESLEEAERAVLARALARTGGNVSAAARILGISRATFHRKLGHRKSGAKRPEAATQDPAAPCR
IPATDAPSFPRGGG
>MCE8470888.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LGIELRFQTVSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRNGRQDTFDGLSGLRVGTWRAGVANT
VAKRNASDIRHFDDYRDLLTALFEDRIDAIIAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLV
IPGYLASQRYQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNG
RIEFVNSAAKAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFA
LPGNTILVMVLNVTRERRHLAEIEDLKD
>MCE8470889.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNESPDLAAFKQAVAPV
>MCE8470890.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
FVGTTAERPIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFGGLGFGHRLRGSVLHVFDATEAAMMRIHATRE
DDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAAAETEADLIVVGTQSRGAFETMVLGSVARQVL
RNSTADVLAVPPGAA
>MCE8470891.1 cysteine-rich small domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IWPRSAFASGAGPAFILPLTGPGLARPRPPTGRSCAMQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIA
YECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWNFIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAG
AAEDSGD
>MCE8470892.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB21
ISWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLDIEAVVGIKEGSWETRAYEDTLRQTRALRP
DVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDTHVRAGETAAALAIHRKLYPLAQAIYARPGHLAAARLKACL
ARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>MCE8470893.1 hypothetical protein LZ189_17910 [Rhodovulum sulfidophilum]AB21
MTEPRQTHMVFVDIDPEEDAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MCE8470894.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVL
>MCE8470895.1 hypothetical protein LZ189_17920, partial [Rhodovulum sulfidophilum]AB21
SNDLDVTVPESLTLEFQTGVAVDTLIFGSVRWVDWTSFDITPDLYTGRVVPGGSLVDYDHDVITYNLGLGRKFNENWSAA
ILVGYEKHEGTYTGNLGPTDGFRSIGLAATYTTGKVKVTGGIRYVEIGDAKTEFGPDTTRFKGNDGVGVGLRVGYYF
>MCE8470896.1 ATPase, partial [Rhodovulum sulfidophilum]AB21
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYR
>MCE8470897.1 phosphoadenylyl-sulfate reductase, partial [Rhodovulum sulfidophilum]AB21
LGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETLAYQREVAAGLGLTGIRSLRPD
AEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCETDEAGRVKINPLHGWGRDEVA
AYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFVRMGAEGVA
>MCE8470898.1 DUF934 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSTAILVTDAGFAPAGPAQDWLSPADLDGPARPDPVRVVLAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQP
>MCE8470899.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB21
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGSPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGTQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVES
>MCE8470900.1 hypothetical protein LZ189_17945, partial [Rhodovulum sulfidophilum]AB21
DTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKSTWLRFGGIFGIHNDRSIGLVIGSR
IEF
>MCE8470901.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB21
QDQRALLSASGIVVVHHALLTFFLPTLIYPSGGLLIDLGRLALHGTVWVAETAGLFYLLRMQLSQRDQIEQEAARLSDAL
KSSQELQMNLAQKEAEQLNVMEQFSAALTKLAKGDLATRIENVFPDQFEPLRNEFNSAVNSLSVAMASVQENADSIKADT
SNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARQVAVTTAEMRADAENGMKVVDGALDAMGQIKSSSGQI
LSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDAAREISALINDSARQVQNGVELVDNAGTV
LRGVLEAVRKASDSMQNIASTVGTHSR
>MCE8470902.1 DUF805 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
VLTLPALAAGWRRLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATAGSALDVILLGAPLVSLLACIWLIVQLARPG
EPHENRFGPVPEA
>MCE8470903.1 hypothetical protein LZ189_17960 [Rhodovulum sulfidophilum]AB21
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDSFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MCE8470904.1 hypothetical protein LZ189_17965 [Rhodovulum sulfidophilum]AB21
MLGRPLAADPARAPFAPYARAAGPDEPPP
>MCE8470905.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MCE8470906.1 M48 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
ISFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSSRGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSS
RFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MCE8470907.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRSTGIVSENEYRVRRLVRAGLAGLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IRNLTGLRIEPRRYDDRQSLIAAQITGESQLMFSTARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDL
>MCE8470908.1 acetyl-CoA carboxylase carboxyl transferase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVITLVDTR
>MCE8470909.1 hypothetical protein LZ189_17990, partial [Rhodovulum sulfidophilum]AB21
MAEGDKNDDLKRRVRIMNKGHGYAGVFNHDDADDKRNVEEIIIEEWRTSIKAELGVEVGT
>MCE8470910.1 hypothetical protein LZ189_17995, partial [Rhodovulum sulfidophilum]AB21
ESPKAIWTLPSRDAVLETARSFITDADVNIFASIWDDEIAELSPELEAAARRGVQVHVAVYGQTRLSSARGYDLTACGRS
AMERLAGRRLMTLVAGTGQALVAELHPDGGVEAIRTNAPVIGLLVSEYVKADVLGRLLIDDMGDARFEHLRRDPGLIEEL
LRG
>MCE8470911.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MCE8470912.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MNVKPDFNKNANQAATAPAFLSVYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEI
>MCE8470913.1 zinc ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
IPPVQSLVAEVMGDLGSPEILLDQGSDPHHFQLKPSQARAISEAGLVFWVGPELTPWLDRALNGLGPDAQAVALIEAPGT
YRRSYDGEAHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEEHHHHDGIDPHAWLDPENARVWVLRISGALAEADPDN
TAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVAGSIAMGDAAEPGAARLAGLRDELRHEG
VACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTIAACVTGTEG
>MCE8470914.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTRSSFCLGLGLAALAPLHAIAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSGTPTALQFGTLTPGLASRIEVLKGSQSALYGA
>MCE8470915.1 benzoate/H(+) symporter BenE family transporter, partial [Rhodovulum sulfidophilum]AB21
IFGGASVDPVLVGLLILAYVVLKRFSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLF
LITLTGQYMPGMLVLRNDGFKTSANPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYV
LVGVFGVTLAAVFMAFPATFITTLAGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAY
AVLNGTFPHRRAVETATSGSAAE
>MCE8470916.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLME
>MCE8470917.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB21
MLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYDLASARLLPAIHVMGKLAMADVFLIAIYIVLVKGIGMGRVE
TAWGLYLFTFCVLASLALSSLTARLLKRG
>MCE8470918.1 methionine synthase, partial [Rhodovulum sulfidophilum]AB21
YTGEDRTGTLATFYTLRQQTAKRPGVANAALADFVAPEGVSPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALAD
RIAEAFAERMHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWP
GSSVSGLYFAHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MCE8470919.1 MoxR family ATPase, partial [Rhodovulum sulfidophilum]AB21
MLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDDRFLIERPLLQAMRPQAGGAPVLLIDELDRTDEPFEAFLLEALGDFQVTIPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFKKPGVAEAI
>MCE8470920.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETV
>MCE8470921.1 GGDEF domain-containing phosphodiesterase, partial [Rhodovulum sulfidophilum]AB21
FADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFFQPQIAAEDGRLVGAETLLRWRHPEKGLLS
PDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRMHDPDVVSLARSMAGGGTKVTFELLESILV
EEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIVRPVACDMRSRNLVRAIIEIAETLGIATVA
EGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MCE8470922.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB21
ISTDTIMFPFLALALGFWIKMLSRPAAAPGWALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAF
AATISPNVIWNLQNGMTTLEHTLDNADWVRAPSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLML
VFALPVVAIVSVEALLSGAYANWAAAAYLAGTLAVLPRLGRGWRMSSFAINGTVALALPVLGVFAPVASLGGHPLLERYL
GRADMSTTILDIAEADGDSAIMADNRDLLADLFYTGRDRDVSIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPA
CAEGVTPLADLAPETGAYRGKRID
>MCE8470923.1 hypothetical protein LZ189_18070, partial [Rhodovulum sulfidophilum]AB21
MPADLPDELAYRQQVIRTCWPKRAATFWLTGSLGLGALGEAVHLRGGDGEAGRQKDAGPED
>MCE8470924.1 hypothetical protein LZ189_18075 [Rhodovulum sulfidophilum]AB21
MRPVRGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMRPVVVAASG
>MCE8470925.1 alanyl-tRNA editing protein, partial [Rhodovulum sulfidophilum]AB21
PGGGVLPPVGTELTQQLDGDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARD
LPVTEDWITEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRV
TVLLGA
>MCE8470926.1 ATP-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SFYSQVARTYDVEPLTWKVADQRYGKESFDGACTELLQVIGKRTAPRELYDAILIDEAQDLPVSFFRVAYSACKSPKRIV
WAYDELQNLGEYSMPSPEALFGDDEHGQPLVQLRKDPNRPPQDIVLPVCYRNTPWALTVAHGLGFGIARETPAGSTSGLV
QIFDEPELWEEIGYEASKGTLALGKHVSLTRKPECSPSFFTDPQNALVTPEDAVGFYNFDDVSQQAEWVAEEVERNLLED
ELLARDILIILPDAYTSKSQFSIIFKALLRRGIQSHLAGVNSSRDEIFVENSIAVTHIYRAKGNEAAMVYVLNSDYCFSG
LELSKKRNTLFTAITRSRAWVR
>MCE8470927.1 hypothetical protein LZ189_18095, partial [Rhodovulum sulfidophilum]AB21
GLLGLLACLVCWIAVDDRQDEMAGLRSTVTRIVGTYGGGAEIPAEALAARGLDDLRPDPEFGHRLLHAGPVSFRTVSLSP
GTDPFLMSDEEIVAVNRIGRVFPYKLVGMASAEPALIADYRDQLMKRARSLSAVIPDLPDRIAALSDTLIASQLRAMSFG
SPPDSDFVEAVLPRPTIRTPRRSSFLISVEPSCLMQDFLCGQRDPAEVYENPVFVSGPRGILLRDGADLDRLAEARDRLR
AMEAETWPSIAMAVCAISVLLPVLCLLAWAEANRRIRRWYRSGGPMR
>MCE8470928.1 AIR synthase related protein, partial [Rhodovulum sulfidophilum]AB21
MNVPNRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRD
>MCE8470929.1 hydrogenase formation protein HypD, partial [Rhodovulum sulfidophilum]AB21
ILIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVLIQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWR
GLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVAEPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGA
CAAYWQYGGARATEATE
>MCE8470930.1 ribulose-bisphosphate carboxylase, partial [Rhodovulum sulfidophilum]AB21
LIDPENGVTKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGR
SVTDGGMVVGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANI
TADDHYEMLARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMS
RLQGASGIHTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTS
GGGAFGHVDGGTAGAISLHQD
>MCE8470931.1 sulfite dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MDDTGYVQPTKNALREIRGLNSVYHNNGIQTWWIKTSGEAENVEVS
>MCE8470932.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB21
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKQ
>MCE8470933.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFEL
>MCE8470934.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB21
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGH
>MCE8470935.1 ComEC family competence protein, partial [Rhodovulum sulfidophilum]AB21
ILAAFALWSAAQRPALLIAESGGLMGAMGPEGRALSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGDQEAMVAG
QRVTLITGRGWAERIAPACARGWVVVPQYVDDPPAGCRIFARAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MCE8470936.1 transcriptional repressor LexA, partial [Rhodovulum sulfidophilum]AB21
TALEERGFIRRLAHRARAIEIVKLPEALEAKGFRPVVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEV
SHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDGDVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANP
AYETRILRSDQVKVQGRLVGLIRSY
>MCE8470937.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTY
>MCE8470938.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLAGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELR
>MCE8470939.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
LDTGLTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLY
AGLAWDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRSEGAWYIMLWEILPNARGPLLVD
FCLRIGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MCE8470940.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDTSKGG
YGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDATTRML
SLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGEASSN
FISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVMEVAA
WNERLYDRPGGGPGQ
>MCE8470941.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB21
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MCE8470942.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLSIALTAWPPYAR
>MCE8470943.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
IEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFR
NIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MCE8470944.1 chemotaxis response regulator protein-glutamate methylesterase, partial [Rhodovulum sulfidophilum]AB21
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIADDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARLRPPRARRMQVE
KKLSADAVLPARAGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLDGICAMTVRE
AGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLTGMGEDGAQGLWE
R
>MCE8470945.1 hypothetical protein LZ189_18195 [Rhodovulum sulfidophilum]AB21
MDCFDWRRDARTYRGSGRVIAHPPCRTWGRYSHRAQAPAGEKELALWALDLVRENGGVLEHPASSQLWAHLRPGETSILI
RQADFGHRAEKRTRLFYAKMPRVPLLPDPVEGPFVPVEHMGRQERERTPYPLAQWLVTWCRA
>MCE8470946.1 hypothetical protein LZ189_18200, partial [Rhodovulum sulfidophilum]AB21
SNTGTLGFLLIESRQITDMGRFEDFFTEAQRCALTAKLAELPGLETVSGHNDYAPKLCPGFKVRSDDWL
>MCE8470947.1 hypothetical protein LZ189_18205, partial [Rhodovulum sulfidophilum]AB21
LFVNGAPTALHASLEDMVWSWPVRDFLRDGTNRIDIAYEPINVAERNYTPNPDVAIQMELSRGRLPAAVLFNASYDMEQG
RLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDDPSLRDVAWAGTEPLTDTPEMR
DALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDEAGGMRPLLSRDEAQKVALHFG
SDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>MCE8470948.1 RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
ETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTRARSRGE
>MCE8470949.1 COX15/CtaA family protein, partial [Rhodovulum sulfidophilum]AB21
MSKTRSKPKTRSIFEEVGTDAPPDRPVFQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWVMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALR
>MCE8470950.1 DUF2478 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KLEAGGHGFVPLIAEALERDIPVLVGVTGLNRGAFESFAAGLAEPVLAETGAVLAWLGYAPAIASANVPNTPRARASA
>MCE8470951.1 hypothetical protein LZ189_18225, partial [Rhodovulum sulfidophilum]AB21
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTIPEYGGVRDVTITVDHLTADRVFLRYEGAD
>MCE8470952.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB21
MGSADLSYRTRSLALFGEATWRFASDWALTGGLRLQQDRIEIEGKTSYVVDERLDYDETFTEILPALTLSHDLNSDWTLG
ATVSKGYLPGGSGTNFHGKEYYEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIV
NGERAHAYGFELSADYQASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYV
DGYYSDDTNEPAAEVDGYALANMRLSYRPRDGVEYFAYVNNVFDNRAELSVSTNDAAEIAQPRELGLGLRVTF
>MCE8470953.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB21
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQGYIDAVKAAIPAEGTASLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MCE8470954.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB21
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAG
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MCE8470955.1 HNH endonuclease [Rhodovulum sulfidophilum]AB21
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHVRLTETDLARDFASIEALRAHPGLAKFLAWV
AKRPPGFHSRTPGPRRRR
>MCE8470956.1 urea carboxylase-associated family protein, partial [Rhodovulum sulfidophilum]AB21
MPTEPRPEPADAAERRAAPPVVCYPPESLPAPPMTLYDGLRAGMTRVAQLEIPARDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEAHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGV
>MCE8470957.1 hypothetical protein LZ189_18255, partial [Rhodovulum sulfidophilum]AB21
LVLVTAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MCE8470958.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MTALQFAATFRDALQLRKITVIDGIDPQQLAGTATSIGRLLLPEGWAAHMQAPRAAESGILQLLRPIDSSNRMVPEQAYT
KLEAEILAAQALAHLLMILLPTGDRLPVRLRRVLPAALRFAALDREILLALLAQTHSATGRIDREQIRSLLPSDEILADL
DTLGLFAALWHPQAAAVTQALARFTSPDDTKADDMNLEQSGGDTDAHRAAKDLVADLTAWHRGEARWTEINASLLHGEPG
TGKSVLARAIAVSAGVPLVEGSFGTWQSADHLGEMLREMRRSFAEALRKKPCVFFIDEIDAVGWRDSADRHAR
>MCE8470959.1 glycine--tRNA ligase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
IYFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVSGELTYGLERLAMYVLGIDHVMDMPFN
DPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAEDPRSGKRIIMVHPAYDQCIKASHFFN
LLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MCE8470960.1 glycine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB21
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEE
>MCE8470961.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MCE8470962.1 DUF3470 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PDTEPDMDEWVEFNRKYAETWPCIITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MCE8470963.1 50S ribosomal protein L33, partial [Rhodovulum sulfidophilum]AB21
NARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MCE8470964.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase, partial [Rhodovulum sulfidophilum]AB21
ISAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLYPSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDGFDVAPKVIAV
TGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVLDIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHD
GRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLANQLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVAS
IDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQIEEALVSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFP
KIRWICGGLEKEGGLGP
>MCE8470965.1 hypothetical protein LZ189_18295, partial [Rhodovulum sulfidophilum]AB21
MQTEELRGRIARLIAARKPLGVTVNVAWARLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPGRPIRPADV
YGTVLAEPGVRSARSVVFEVAEAPDADVRDAVPDLHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATAVRPHPRRP
GLVAAVWAEGGNHTEDGSRLAVSFDCGETWQSDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRSEALQRRLPVA
AGVDAVGLYAVLATGTALGRPVVAVAAREQRGVWISYDPLEPGSFVATGLEGSDIRVLDAADLAGGRYIWAGARATGGSA
GEGAFRLNLPER
>MCE8470966.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
GIGPSERPTALIFQNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARAL
AVEPAVLLLDEPLSALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANA
FVATFVGEMNRLPGRIEQAGGATARIATAGGSFLAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEG
AFSTLIVETPAGALTVQQVNAGAGGLPEGALRLGFSEAAGVILPEGETADDAA
>MCE8470967.1 hypothetical protein LZ189_18305, partial [Rhodovulum sulfidophilum]AB21
MQGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPEEEAGEETGEDGLRAVLRLGDIASVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLIL
>MCE8470968.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB21
RGKSDAVDAEAIYEAVTRPTMRFVEIKSEKQQALLSLHRARDFVVRQRTRLINMLRSLAAEFGIAIARGVARAIDFAKGI
IEGKQSGLPELAQDVLRVLSRQLVDLHNRLGWYEITMRIQARLSRQAQLLQTIPGVGPVTASAVAAMIGSGRQFRSGRKF
AAWLGLTPRNHSSGGKERLRKITKMGDRYLLQLIVVGMTSRVRQVANHPERADPWLTKLLQRKPVRLAAVVMANKTARIM
WAVLTRDEPYKPHAA
>MCE8470969.1 hypothetical protein LZ189_18315, partial [Rhodovulum sulfidophilum]AB21
AAGQPLNDYGNGQRFCIHFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEFLEPTKSEKKVIAEER
RLRERFDRLDALPEAERAEDHDDELGTIRARLKSIEAILKDRKSLIGRRLSHAKNAGNSGPIGNMIEQAQPGLARAYEDL
DADPLTVNTLSGTLRFSTIAAEGMSPVAELRVQPEHLRGDLLSKIMPVAYDRAAKAPRWEAFLEEILPDATVRDFVQRWM
GLSMTGIKMQRLAFFYGGGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQR
LQEGLIKELTGGEPLI
>MCE8470970.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB21
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MCE8470971.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB21
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MCE8470972.1 hypothetical protein LZ189_18330, partial [Rhodovulum sulfidophilum]AB21
SSIWKCRSARRAKAARPPPIRRRFPHCRMRAALNGEGAPYAESRMNANEPSREQLALQA
>MCE8470973.1 bacteriocin family protein, partial [Rhodovulum sulfidophilum]AB21
INTNATLRKDEWVDLEDQIIEAARERLVIVDDFHAAGLTYNVGGLGTLVSEWETGSEITDAQITMDGETETEKDRQEFGL
AGVPIPIIGKRFSIGERMLLASRQRGASLDVTTGAEAARAVARASEKMVFFGARVAAADSAGNRFNIPGLTTMDGRVTFK
LSDWLDTEKVTPQMIFREILQMVALMEAKQRSLGPFTLYIPGAYASRFREDFKEHGDKTLMERVLDEDVIRAVRISDVLT
KGNVLLLDMQRRYMDLGVAADVTTVQWQSGSGFTNHFMTYAAWAPRLKADFDGRCGICH
>MCE8470974.1 electron transfer flavoprotein subunit beta/FixA family protein, partial [Rhodovulum sulfidophilum]AB21
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALARLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVL
>MCE8470975.1 hypothetical protein LZ189_18345 [Rhodovulum sulfidophilum]AB21
MTQEDIAPSQREALSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MCE8470976.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRSSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATEAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGF
>MCE8470977.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
LIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVVFGAWRPGKALIGALLFAAFDALQIRLQQTPLGAD
IPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MCE8470978.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHC
>MCE8470979.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB21
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALA
>MCE8470980.1 RluA family pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB21
EIEAAPKPKVSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLI
LARTRAVARDLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYA
VLSALGTRASWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTG
AQLKLTAPLPPHMKRTWDMLGWSEADVPLDPFEDLE
>MCE8470981.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALA
>MCE8470982.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
LAAHRFDLVLIDIEMPRLSGIDVIRRLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGV
LNRRPCNCTPLSDSPPPFDALHLDRLLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVG
NGALQALAENLNAAARRQDNTEVGRLCPRIVEHIEALCTALKAEFGSRYNKAGA
>MCE8470983.1 cytochrome ubiquinol oxidase subunit I, partial [Rhodovulum sulfidophilum]AB21
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKL
>MCE8470984.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB21
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLR
>MCE8470985.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB21
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MCE8470986.1 hypothetical protein LZ189_18400, partial [Rhodovulum sulfidophilum]AB21
RLLDQVSEHYRNDKSGPARAERESAMAGMVDECLNQALAASGTTARRFGNALAGLRSAICPGQPAPDLNFSDRGTLA
>MCE8470987.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB21
MTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRID
VLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIR
LALDRLRHEMT
>MCE8470988.1 transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
EETHIRAPEPDALADPVFPMPLR
>MCE8470989.1 siderophore-interacting protein, partial [Rhodovulum sulfidophilum]AB21
LEAGRVAIDFVDHPDGQISDWARAARSGARIGIMGPGGGLPPATDRPLILMGDATALPALVRILEALPASAEGCVIAPLR
PDDAHYLPSSPLETLLLGPERFAASAAGCFAKALAARPEARVWVGAEHALVHEARRIAAALPAEQKEIGTYWRRGRRGDA
RRDDHDD
>MCE8470990.1 hypothetical protein LZ189_18420, partial [Rhodovulum sulfidophilum]AB21
DAPAAAEEDTAEEPAAAEEPTAEEAAAADDAVEAPAVDTPEAVASAMTLAEQASALAAEYADLAERAAALAGKSSALTAA
TEAAAEAPESVEELFGNIAAAATEETTEEPAAEAPAAEEPAAEEAAAEAPAAEEPTVAEKAADAATAAVETAEDAADSAG
EAVTEAVQDTREAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEEPAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKG
EKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRD
YLDDPRARGLMTR
>MCE8470991.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB21
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MCE8470992.1 hypothetical protein LZ189_18430, partial [Rhodovulum sulfidophilum]AB21
MKDIQQTHPVDNTLYRTRYRVFFEWLRRRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHSLSTARSRYGM
SGWKLARRLASMGLAERKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGLVEKYFDEKNA
SPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRVRIPTERVVEIILRNRLPLYAADPTTARLPDFRLSLAELREVI
ATDHQGTIRPTWAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHIS
>MCE8470993.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTREDGAREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSEVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTPPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCGLLGLPELSADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFADPQ
>MCE8470994.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB21
MADFHQNGNVATLHNLRSAPAELLVRELANFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAA
>MCE8470995.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
GAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITLNIPGAPSGAITTLDGHALMKRGEGPQALGMS
AFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVSSGSLSKAIAAMVLGLMISTVGIDPMVPEGRF
DFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPRRRDFLPARARIREVGPVAYAKSAVIGVVIGM
LPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGAVIPLLTMGIPGDAVTAIIFGVLLLHGLVPGP
ALLGSNFIEIE
>MCE8470996.1 pilus assembly protein CpaE, partial [Rhodovulum sulfidophilum]AB21
LPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALSLHDF
GTAAAAAAQ
>MCE8470997.1 Flp pilus assembly complex ATPase component TadA, partial [Rhodovulum sulfidophilum]AB21
MFSRYRKSEPGKVAPAPPQPQAKTPPEVPAKASAPVLPALPIQAAPNEKDRKRKERLGELKAELHKTLLESLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEE
>MCE8470998.1 hypothetical protein LZ189_18460 [Rhodovulum sulfidophilum]AB21
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAER
>MCE8470999.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MCE8471000.1 glutamine amidotransferase, partial [Rhodovulum sulfidophilum]AB21
LKIEDQGAVPKAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVVLDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRD
RLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDGVPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRG
ILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILPAEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGA
WGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASDHAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEA
LSATAEGQVMT
>MCE8471001.1 GDP-mannose 4,6-dehydratase, partial [Rhodovulum sulfidophilum]AB21
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRD
>MCE8471002.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB21
MSLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGRGRRPR
WLEEALSKGASLEDFAIA
>MCE8471003.1 2-isopropylmalate synthase, partial [Rhodovulum sulfidophilum]AB21
SVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANGDVYEGEYRNDK
RHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGSGKVTYADGSTYEGEWTGGVIGGAGKATFPD
GLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPDGFSYTGGWKAG
KFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTTDRPAAPNAPLPAD
>MCE8471004.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
GGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEASVAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRV
NRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDFTARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDESNSLG
QGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDASGYGLGDVYQLGRGREVGIRFTQSF
>MCE8471005.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MALILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPADRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKF
FGWMSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCN
PLPRGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEG
YLHLTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEASAGEIRDFAAG
>MCE8471006.1 site-specific DNA-methyltransferase, partial [Rhodovulum sulfidophilum]AB21
PERMRDALQELKRLQAPYLNWTGKAERTSVEVDTVSLHVHERVDPATILANAAKRLKGKDAPTQWRQPDLFAAPFENLPL
RQALDFYHHEKGWSNRLVAGDSLLVMNSLLTKESMGGKVQMIYIDPPYGIKYGSNFQPFTNKRDVKDRSDDDLTQEPEMI
KAFRDTWELGIHSYLTYLRDRLMLARELLADSGSVFMQISDDNLHHVREIMDEVFGAEQVVGIITFKKTSGAGSPTGGTE
VLAEVSDYLVWYAKDRKQVKYRQVYRDKKVGGDGGSGYSMMQDESGERRRLRDEDGPDARAFTPDNLTSQSSGGPQFFDW
NFDGQTFSNT
>MCE8471007.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMKRRDDGVRAWLRDRMDAAGPPRAR
LMALYDALGEWVA
>MCE8471008.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELMQKMEAHARAMGAEIV
SDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYRGQEVAVIGGGNAAVE
EALFLTRFASKVTLK
>MCE8471009.1 hypothetical protein LZ189_18515, partial [Rhodovulum sulfidophilum]AB21
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMPPHCAVVDSSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLSQAQVVSSYGVWVAERGLFVRIERD
>MCE8471010.1 hydrogenase expression/formation protein, partial [Rhodovulum sulfidophilum]AB21
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTQVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEDIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRD
>MCE8471011.1 hydrogenase accessory protein, partial [Rhodovulum sulfidophilum]AB21
LWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLREATRALKTPGFVF
YREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MCE8471012.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB21
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKETPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPGFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MCE8471013.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB21
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLR
>MCE8471014.1 hypothetical protein LZ189_18540, partial [Rhodovulum sulfidophilum]AB21
MPNGNNYQTCVLSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAA
ANQTKKIGNWREELAALERSLPADLLARTMMANASDYALYDRYR
>MCE8471015.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCNFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSY
>MCE8471016.1 L-lactate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
NAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLAPQSIHGYVLGE
HGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQAIGRDEGAVMS
LSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MCE8471017.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase, partial [Rhodovulum sulfidophilum]AB21
LGPLLPHLGHVAKAYVIGREAAAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIA
RVQARLGG
>MCE8471018.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB21
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MCE8471019.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB21
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPSAEPKAAKAPKAAEAAAPAAGDDLKKLPGVGPAMEKKLH
EAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDLAGKA
>MCE8471020.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB21
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAG
>MCE8471021.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
LGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLTRLVTVN
VEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVIVVLSGV
ATAAAGPITFVGLSPPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVALARRMR
MNAL
>MCE8471022.1 DUF484 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIARSE
>MCE8471023.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB21
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MCE8471024.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
LEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRSFAPIDRVLIAYDG
GVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALADLVETDGIDLLVMG
AYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MCE8471025.1 DUF6478 family protein, partial [Rhodovulum sulfidophilum]AB21
SFAERVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSRAGEGAPFGLALEVSGFDGGFLSVVFELPSRAVEGLG
RHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLLFDGPGMNRILL
SDIVLSRRPRAEA
>MCE8471026.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB21
MEETLERTELERLFAEAGIDYDFYSKKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPLCPRTGPEPQGRPACRTTSTVSATASGSSGAMCST
IRSTAM
>MCE8471027.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPSVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRP
>MCE8471028.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
ELLGIGEAEAERLGIATYKVGQVWPLDMKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELF
PTRYALDPVMIAETLGRILIEEGRGSDRLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCH
IMALWMDRDTSGFTHMGAEGANWIGEAPFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGN
DGGLTARQIVDELLAAGVARVEVVYDEKEDLDPRGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKK
GAFPDP
>MCE8471029.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
LNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQTSEAMKARTLTANGVSKAWCMTGWRVGF
AAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVQLINETEGLSCHAPDGAFYLFVNC
APLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEEACLKLRAAVARLTPAKEGPSA
>MCE8471030.1 hypothetical protein LZ189_18620, partial [Rhodovulum sulfidophilum]AB21
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIAKGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSN
>MCE8471031.1 TIGR02186 family protein, partial [Rhodovulum sulfidophilum]AB21
LEVVVTVAGPSTPATVRKKDRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPE
AQSFIDALIRIRSETGLYQELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTY
LLAHEHPLAYAILSLAIAIAAGWGASAAFRIMKS
>MCE8471032.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
AARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTGLTKTLSLDGRRFGIACGQIDIGNARTALVEDLTE
RARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPYIGRG
>MCE8471033.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB21
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVETFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MCE8471034.1 hypothetical protein LZ189_18640, partial [Rhodovulum sulfidophilum]AB21
TILPEGLHHPAHWPDPEPPQVSIESDAPPPLPEGVAPEDVAEQDGQLFLVNIAPPPRSDLETIHGDLREDLAALLASGAF
NNISKGLGTALSRYAGIVDCAYADLDQVRFGVQTKALRLKLETHRQDLSDAAPEKTGDLEAALLSAELIAARLPDWQTFQ
KETADERSPVAEHEKEISEAIESAAEEMREDPAHFAPTLPERVSEYLNTATIEGYLAATALLNDLAFVVMAELRRLVRDT
GNEARKLAVKGLALSVVTGLGATLTKLAGILPAEFEWILPWLRYIPTLFG
>MCE8471035.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEVIADTPNVLIPGSTSAPIIRGVDTDGPLIAGNAYLAKPLPRAT
MSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQGANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGP
LSQDFAARLALDYTGRDTFVDYTHPDFTEPDFDYDFASLNGRLKLLWEPADIPGLRVKLTYSHTDLHRPSNEQVTKPYRD
LDNASKYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEADYDFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGV
LGVYFS
>MCE8471036.1 head-tail adaptor protein, partial [Rhodovulum sulfidophilum]AB21
VRGAPPGAPSRPAAGQRFREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>MCE8471037.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALIGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MCE8471038.1 phage major tail protein, TP901-1 family, partial [Rhodovulum sulfidophilum]AB21
MTAQNGKDILIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVR
>MCE8471039.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGL
>MCE8471040.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB21
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>MCE8471041.1 winged helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GPTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MCE8471042.1 cytochrome-c peroxidase, partial [Rhodovulum sulfidophilum]AB21
MTRTGTGTGLTLAAALLACGAASADPEEGAYRSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTRAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPSDPEAVFRAATS
>MCE8471043.1 GPW/gp25 family protein, partial [Rhodovulum sulfidophilum]AB21
TVMLEGLDFGLGAGGGASRASGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDETLAGL
AIHYVRQAVARFEPRIEILRLDAGRPAEAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTS
>MCE8471044.1 hypothetical protein LZ189_18690, partial [Rhodovulum sulfidophilum]AB21
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAATAMLEFHREGGEGVDATPLAVTIPAGTRIGGRGEGAPVFVTLEQAVLAADAQSVTVRAIHAAWVEGDLLSEGVEGPG
AVLALARGPVIAPLPYETGILD
>MCE8471045.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB21
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSEGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MCE8471046.1 nicotinate phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYE
>MCE8471047.1 hypothetical protein LZ189_18705, partial [Rhodovulum sulfidophilum]AB21
TSMAGVETPFTLSAAAGIVSVAAWLPRGTHIRICDEAVQEVDLGAEVDSVGLSINVSQIARGLDLARAFRRRGVPVVLGG
AHVSLAPDIFRGRADCLVIGAFDTAAPNVAADLLAGALKPEYRCGKADMVAMPLPRRDLSPNDRAIAGVVQTSRGCRFDG
TFCDVIQYVGRKQRHKPPEKVLTELCQLYRLGYREVSLSDDNFTVFRKRPRALLVALIGWNSSAGRDPVRFSTRISIDAD
LLARCNRAGLRQVFVGLETSDPAALVEANKRQNLHVGLIGECRKLVAAGLTIRGGRIVGFNVSAPVAPYATPLCAEMKRA
GRIVR
>MCE8471048.1 DUF2927 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KLQRLVPQAACFVVPRISSWDEYRRGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDS
VFNDDNFHTVLTGFDMLILRAYYAPELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTPRAWIDAIETALGPGAS
SSRRVAAARTAVEIARNQGWRDTRLAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSG
GQPESAIALIDGHLADVRSGENAALLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPA
RSD
>MCE8471049.1 cytochrome c maturation protein CcmE, partial [Rhodovulum sulfidophilum]AB21
RIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTDGGASVPVT
YTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MCE8471050.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB21
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEA
>MCE8471051.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPPTARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWQ
>MCE8471052.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELAQFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGR
RGVA
>MCE8471053.1 prolyl aminopeptidase, partial [Rhodovulum sulfidophilum]AB21
DVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGVQRLAVALGL
>MCE8471054.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB21
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRVLKPGGVFVSSTACAAGAPRLFRWVIAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MCE8471055.1 formyltetrahydrofolate deformylase, partial [Rhodovulum sulfidophilum]AB21
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVQ
>MCE8471056.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB21
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MCE8471057.1 50S ribosomal protein L11, partial [Rhodovulum sulfidophilum]AB21
PPASYYLKKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>MCE8471058.1 peptide chain release factor 3, partial [Rhodovulum sulfidophilum]AB21
LEVEMAKELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMD
PKHRDRVAFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVT
GIPSFAPELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQF
TSARWVHGEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MCE8471059.1 hypothetical protein LZ189_18765, partial [Rhodovulum sulfidophilum]AB21
VDFILRFWIVDPSEGLTNVRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAEPLPDTVSDDPLPEKEP
>MCE8471060.1 heme-binding protein [Rhodovulum sulfidophilum]AB21
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSIERQTGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVERFSGRATAERLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MCE8471061.1 hypothetical protein LZ189_18775, partial [Rhodovulum sulfidophilum]AB21
MAENRVSDCTEALNTIFQDAGLSHLPDASELSVLNSPEATDLRNLSLETLRPSRNAFMRYRVIDMTPDGVAIGRDDPSIN
TPLNYLSDAQKPSTI
>MCE8471062.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB21
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRA
>MCE8471063.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB21
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLRAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MCE8471064.1 thioredoxin family protein, partial [Rhodovulum sulfidophilum]AB21
SRKEAGPADLRRDLYEAMLQVAHTGHGPHEQIPSMGCSIKWKDAA
>MCE8471065.1 NADH-quinone oxidoreductase subunit C, partial [Rhodovulum sulfidophilum]AB21
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAI
>MCE8471066.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB21
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MCE8471067.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB21
MSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFLFPWAVAFGTIGLVGFW
SMMVFLAVLTIGFAYGWKKGALEWA
>MCE8471068.1 stationary phase survival protein SurE, partial [Rhodovulum sulfidophilum]AB21
FYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAVTPLRADLTA
HDCIADVKARLG
>MCE8471069.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB21
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MCE8471070.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRERLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTK
>MCE8471071.1 MlaD family protein, partial [Rhodovulum sulfidophilum]AB21
ILELTFETASGIKAGETELHYRDVTVGLVEKVGFTDNLGEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVL
SGVFIQGIWDDTPDGFVERHRGKSAAPLNREGRPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADA
IVFAPHDRLISSSTRFWDSSGFSFSLGPGGARVDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAA
KDGPALTLTAYFAENVEGLSIDAPVMLGGLRIGSVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYL
AG
>MCE8471072.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB21
SQEPSFTFFGDEEEALQKLRSGFRTDVSHICAGSVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTD
FGSTAIAYNTDDVPAEDVASLDVFKNPEYAGRVTLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTY
WTDPAELAQLLASGEVLVSWAWNETLPTMVDQGFPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTK
ALLDAGYGQANAKAMAAIGNEALTAIGLGPIDVPVLAQLPMPGELREKQSAAFEKIKAGF
>MCE8471073.1 hypothetical protein LZ189_18835, partial [Rhodovulum sulfidophilum]AB21
MGSEDILPDFVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPVVVEI
>MCE8471074.1 RNA polymerase sigma factor RpoD, partial [Rhodovulum sulfidophilum]AB21
RQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFSTYATWWIRQAITRSIADQARTIRI
PVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLETPIGDEEDSQLGDFIEDKNAVLPL
DSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQIEAKALRKLKHPSRSRKLRSFLD
Q
>MCE8471075.1 sensor domain-containing diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB21
GTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRRQADGSIDFPYTTPKFEDIMGLTREEIDM
RGGDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASAPRRQEDGTILWAGALHDVTGDVQREAEL
RQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDCVLIRIDLDHFKYVNDTLGHEAGDRVLIR
VAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLTYEGRLCRFGASFGIAHTGDITELGAELQ
L
>MCE8471076.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB21
LAIMRNEGGPVAARTMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTC
HAEAEVGQVLGRVTVRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERA
EVRSADEFGALAHDLNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQ
AWFEAVRGAVAELDAALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKL
>MCE8471077.1 cation-efflux pump, partial [Rhodovulum sulfidophilum]AB21
ISNLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRRSGQRLFVNLHI
ELDGAQSLNDAHDIGARLKHAILDEFAGADVIIHFDPVR
>MCE8471078.1 ThiF family adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
GTIGIVDDDYVDLSNLQRQVIHTDTRLGMPKGFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETR
YLVNRMAARLGKPLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVT
GAGEGLGGRMLIYDALYGESRMITLHPRSGCPDCGAA
>MCE8471079.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH, partial [Rhodovulum sulfidophilum]AB21
SGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MCE8471080.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase, partial [Rhodovulum sulfidophilum]AB21
MTTPKPVVLCILDGWGIGPTRDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNQ
>MCE8471081.1 TRAP transporter large permease, partial [Rhodovulum sulfidophilum]AB21
FLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLRTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAVIAVNYAIL
VSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVLILVTGIFI
ETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAVLVAVLILV
TYLPVLAG
>MCE8471082.1 double-strand break repair helicase AddA, partial [Rhodovulum sulfidophilum]AB21
MLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAEDGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLD
AAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYTLEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYV
AMTRAEQWLIVAAAGKLAKDGGDWYSRIRRGTEALGPVPRDFGFGEGLRYQRGLWPEDRVLAAPETAPPETALPDWALRD
APRPERPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGTWMHLLLEHLPGTDPADRPALARALLTE
>MCE8471083.1 NCS1 family transporter, partial [Rhodovulum sulfidophilum]AB21
FHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSDYSRELRHGVGP
MRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVVPPAYALMDVFK
LKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDAAGPYRGINPAA
LIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MCE8471084.1 hypothetical protein LZ189_18895, partial [Rhodovulum sulfidophilum]AB21
MPQGQERPENQAARQARRKPFRLHDYFSSLLRHVIADLEESRLHFKNKELLDSSSTIGQRTVSREELYEKVWLTPISHLA
AEYGVAGSYLAQVCTALAVARPPVVYWRKKAVRKAAPRPSLPTPKLGDQLVWSADTPFAPPVTPAARSLVSSPGRGKQRK
DARHPVRRDVEPHYRKTWKIDDYEFLRPYKLLLPDIVTSEAQLSRALDLASALYDAF
>MCE8471085.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVP
>MCE8471086.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
ILVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWTKLAAAAPLMILALVAAP
MLGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAA
LLIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MCE8471087.1 amidophosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
ASPPTAWPCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSD
MIQKGFQTKAAE
>MCE8471088.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWIHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPE
>MCE8471089.1 patatin-like phospholipase family protein, partial [Rhodovulum sulfidophilum]AB21
ISDGKSLVPIPVGDDFPVVLMARMSLSFPFLLQTVPLYRRYTNASEKVSWERCLFSDGGISSNLPVHFFDAWLPRRPTFA
ISLGRFEKDRHTRADGTEERIVFEPDKRNRRHIQVRDVSSISGFILSIIDAAKDWQDSLQGQIPGMHERVVTVRLASDEG
GTNLTMPEAVITKLRNYGVMAATSLLDGFDFDEHRYRRAICLLSELEKILPTTTDTIRIHRPEPDAKTFEELARVYQSHH
YPNDPEWMLNVLVPALQELADLGEQIKAKSDGSKVSGGLIPDYNARLRLVASPDLTEDSSPRSSVSV
>MCE8471090.1 amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
ILPGIPVGSFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCSFRTES
EAYNVIPQTVRLKGTVRTLEEEMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVSGRVDR
ATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGASWFVELVESRLAAG
>MCE8471091.1 hypothetical protein LZ189_18930, partial [Rhodovulum sulfidophilum]AB21
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSG
>MCE8471092.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB21
MVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRASAGPAPDETAFRKAATAFG
YGAGWETGHVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGPAGA
>MCE8471093.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
PGRPGHFVANGGFKIGIGLAPKVGELMAALVLEGRDDIPEGFRVEASL
>MCE8471094.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB21
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MCE8471095.1 hypothetical protein LZ189_18965, partial [Rhodovulum sulfidophilum]AB21
MATIAYLLLCREGPSATVALAERLSAAGDLVALHVDRRARPADTAAIRAAVAGNPSVVLARSVRCDRGEWSRVHAVLNTA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDSQAVDGGGQMALRPICRQDVAAPRRRAGIRAAVAT
GKPPGRAPP
>MCE8471096.1 hypothetical protein LZ189_18970, partial [Rhodovulum sulfidophilum]AB21
IWVFAALGVEIDTPATGCCGMAGLFGHKPRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCRRSIARPASRRSSGR
>MCE8471097.1 type VI secretion system ImpA family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGTLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPARSVGLGMGDQCPKGGIWFPRGREGGLSHHVPVIPATP
>MCE8471098.1 hypothetical protein LZ189_18985, partial [Rhodovulum sulfidophilum]AB21
VKQFTRSGERTMRSASGNNPMKFLPDTDSALEVLFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAP
EAVEAGATGGNLLAGSRKARAWDTYVTRWDALAGKGENGMLDAFLEAFSEAYARAQGEMPD
>MCE8471099.1 catalase-peroxidase, partial [Rhodovulum sulfidophilum]AB21
LEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGRDIRETFARMAMNDYETVALT
AGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPTTWDMGYFDVLFGYDWELTKS
PAGAWQWTPKYLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFADAFARAWFKLTHRDMGPKSR
YLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRGSDKRGGANGARIRLAPR
>MCE8471100.1 benzoate/H(+) symporter BenE family transporter, partial [Rhodovulum sulfidophilum]AB21
CAVYLAGRIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTL
RAAGYAPPVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTI
APKALVMTVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAA
RP
>MCE8471101.1 hypothetical protein LZ189_19000, partial [Rhodovulum sulfidophilum]AB21
ISFTLMGGPLWAIAGALGTALVGISKWREKAEDAAEGSKTAAEMQAELNRVLGVFTETGSPEAGKAAVDLARDNYELAKS
ALAAAEAELAKAKAAQAAVPRNSFNYRGGTADRGEVAYRMADRAEAAAERLAAAQEQLAEAKAKLEETLNTVGNGGDGSE
DKPGDKPTKEKEDPILPGLPGADEIKESLKERLEALQEGLKTENEVLQEW
>MCE8471102.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB21
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MCE8471103.1 Crp/Fnr family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
IGYLRPGGAYVTHTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLL
NERALQQSDLIRQIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MCE8471104.1 electron transfer flavoprotein subunit alpha/FixB family protein, partial [Rhodovulum sulfidophilum]AB21
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIA
>MCE8471105.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MFAASGNDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRKVVLDSVDDGYEPARSAAAVERIVSEDHH
LALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAETEAWIAYLVDRLGMDRIAILYQDDGF
GQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKPVAEFVRVGRRLDFTPTVVNISFVGS
RALSEELGADGAGIIVSQVVPFPGNTALPVVAEYQAALKEVDAEARPDFVSLEGYLAGRIALRALQKAGPFANRE
>MCE8471106.1 polysaccharide pyruvyl transferase family protein, partial [Rhodovulum sulfidophilum]AB21
RAAQRLGYGKGRNLFWSWYEPRNFGDWIGPYLFLKMTGMAPQWVRPRRGVGRPFYITVGSVLRHVTVPDEAIVWGSGIIS
ETDRFARPLETHAVRGPRTRKRMLDLGYECPEIYGDPAVVLPKYFCPQEAAPDYKVGIIPHYMDLSVVRDRVAEGVLLVD
VTQAVEDVIRDIRRCEWSISSSLHGVIVSHAYGVPSVWVDSVTKLHGNGVKFSDYFEGAGLLGVEPSEVDLSASERDLAV
TRDLATLPDLTRQRAELLASCPYMTGEMQ
>MCE8471107.1 hypothetical protein LZ189_19030, partial [Rhodovulum sulfidophilum]AB21
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSK
>MCE8471108.1 3-oxoacid CoA-transferase subunit A, partial [Rhodovulum sulfidophilum]AB21
MDIRSLGRPALDRLSCTMSISDKCSQYGREILGGAVASGGVATSDTPKHEELYGMINKFSQDIAEALADVPDAATVLLGG
FGAVGQANLLIEGLLETGVSDLTIVANNAGYGKIGLARLLREGRVRKLICSYPRIVGSTIFEELYGAGKLELELVPQGTL
AERMRAAGAGIPAFFTPTGAHTLLSEGKEIRDYNGLPHVLEQALHGDVALIEAWEADRWGNLTYRDAGR
>MCE8471109.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTGPATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGDVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDQ
>MCE8471110.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB21
MKDRHVVIEFPDFEAAKRAFHSPEYQEVAAIRHATATSDIVLVEGVA
>MCE8471111.1 sulfurtransferase, partial [Rhodovulum sulfidophilum]AB21
SGHVPGAISAPYGLFRGPAENPGQLIPEDRLTEVLRSLGVTRDRPTAIVHQGSGASDFGAAARVYWTLKSSGVSALAILN
GGMAGWNAAGLTVETGPALAPAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQS
RPLPHSGWFEADDPARIAPEAAAGLAAAKHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEA
ANVPGPIRNLWNRLRGRY
>MCE8471112.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
PDLAPPIGLFGLVIGSIYAGWATPTEAASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGA
TGMAGTVNDLVRGLNWSPLATMLVILSVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPI
GMLCYVVHGVRGRGELTDVFIGVTPFILALMAMIALMLATPQLALWLPNLLF
>MCE8471113.1 4Fe-4S binding protein [Rhodovulum sulfidophilum]AB21
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIEAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MCE8471114.1 nitrogenase cofactor biosynthesis protein NifB, partial [Rhodovulum sulfidophilum]AB21
KKVQDACAGGANLMRHCRQCRADAVGLLGEDRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAET
AKPALFAVCTRGSGRINLHFGKATEFQIYEADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGP
KKRLAEAGIEAIDGLAQDYIETAIAAVLHSKQTARPGLSAERA
>MCE8471115.1 hydroxyacylglutathione hydrolase, partial [Rhodovulum sulfidophilum]AB21
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLETILITHHHHDHVEGVAELRARFGASVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKAL
>MCE8471116.1 ABC transporter permease [Rhodovulum sulfidophilum]AB21
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTLEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MCE8471117.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
PMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MCE8471118.1 hypothetical protein LZ189_19085, partial [Rhodovulum sulfidophilum]AB21
PAYLSFADAARFRRWLAAQSDASLSGQVPSGIPGFERDPGNQRITRSFVEDYLRRHGNGGASGRQGS
>MCE8471119.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
CAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAGQVDILVTNAGGPPPGLWSDWER
DDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGLTGYVAGTARQVAPHGVTINNLL
PGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQAGFIVGQNILLDGGATNATL
>MCE8471120.1 hypothetical protein LZ189_19095 [Rhodovulum sulfidophilum]AB21
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPG
NRPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MCE8471121.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGGISFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAA
>MCE8471122.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTT
>MCE8471123.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MTAAEREAVILDATEKVLLASGLAGTTMSAVAREAGMSKRTLYGIGRGSGRGRG
>MCE8471124.1 heme biosynthesis protein HemY, partial [Rhodovulum sulfidophilum]AB21
MEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDETAISRYFSRSRERRGFQALADGMLALASGEARLAMSNA
AKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDRTRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAE
TQTALLLLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAILALCEARDLMVDGDEPRARDLAMEANKLSPDLVPAAVM
AARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEETPQERIQRFVPLTEVRPDDPETRMLSAELE
>MCE8471125.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LPGITGALEAVGRALPDILTGARDPLEVLHSAGTVDQAFAIYSETPTARFFNPVVREAFRALLEGFGTGRALSVAEIGAG
TGATAARLLPLLRPEIDRYLFTDIGPAFVEAARQTFVEYGQAEYAVLDIGQDPEGQGVAPGTADIAVAVNVLHAAPDIDA
ALAHTAALLAPGGFLILDELTSADCLSELSTGLLIPSVTDARREGQPFMTPEGWRAALEAAGFEDIRILPDPGGPLDLAG
EHVILARKAGELVVHEDPRPMLIEGGLRCYAWQWLPGEAAPWAEDPADLVLGLPGEGLPAGAVPAGTAEDI
>MCE8471126.1 hypothetical protein LZ189_19125, partial [Rhodovulum sulfidophilum]AB21
MTQFPSQFVAPRGLTPQKHARVVAFDHRACKGRVFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAID
FQGGLERWRRFVFRLIEREGVTDILYYADRLPYHAIAQEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRSE
IEAMAEGVEAPDMRNLYPFGFGVEAFN
>MCE8471127.1 serine protease, partial [Rhodovulum sulfidophilum]AB21
LLLIAGGVLVWLFLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLP
PDPTNPADAPGSRAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFV
GPDLVVTNNHVVAGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAG
YPDDLLGDWRGGTDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQG
>MCE8471128.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
PILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTGETSTGR
LIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMERALERVK
AIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQEEIFGP
VVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGR
>MCE8471129.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB21
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>MCE8471130.1 hypothetical protein LZ189_19145, partial [Rhodovulum sulfidophilum]AB21
MLLGHRNLRIEAASPAQDLLLRTVEAALPPPRTVRPRKTRQRAGEALANVDAAPEGFLATSAQGLGFTRLVMARLATTLL
RPQRLRLTALVHHMEEVGLPWSRQGPQCGLSCR
>MCE8471131.1 hypothetical protein LZ189_19150, partial [Rhodovulum sulfidophilum]AB21
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFR
>MCE8471132.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB21
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MCE8471133.1 phage tail protein [Rhodovulum sulfidophilum]AB21
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>MCE8471134.1 phage tail protein, partial [Rhodovulum sulfidophilum]AB21
ISLWEAIKLDVRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEP
A
>MCE8471135.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB21
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCASCGRPGEAVMAARA
SLPGGADPHWT
>MCE8471136.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAR
>MCE8471137.1 glucan biosynthesis glucosyltransferase H, partial [Rhodovulum sulfidophilum]AB21
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGFDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLR
>MCE8471138.1 hypothetical protein LZ189_19185 [Rhodovulum sulfidophilum]AB21
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MCE8471139.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
ERRPSLMVEPVGNWGRGTVRLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRG
GVAGAAGSPGLRKFVVDFEGGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGY
GQNLTETWLYQWINE
>MCE8471140.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLFHNMAHISMASTLISDVLDTPAQPDTGRRV
ALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASLIPRLYDVDSGRVTLGGVDIREIGLDQLME
ETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPQGYETRLGEGGASLSGGERQRIAIARAILKD
APVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIVVLDKGRVAETGRHDDLVAK
>MCE8471141.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB21
YRAIAGDLRRAEGMLLFRRWQEADTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLG
AQRDALVQEEERARQTIRTLTGRIEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVL
RDREEAQSQMTEDLARLVARHQSAQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEA
EARLIAADEARAEIQSREAEARAQKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKAL
>MCE8471142.1 hypothetical protein LZ189_19205, partial [Rhodovulum sulfidophilum]AB21
MTSKHPQKGKAWPSAYRRASDAALSFTRRAAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLMAGEDPARAAPLVPVARPAAFARPDAGPLSADGLGPVAEARVLQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADTAPEGNTLAQLRPPRRPLAAADPKRPRPRPAAIGNSAAPTGPA
>MCE8471143.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ILLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERPDDAPAKLRARLAGFGLGADQADTEVGRLSGGQ
KARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILVSHDMHLLSMVADRLWLVEGGRVAPYDDDLDAY
RKMLLSADTPERAQTVRAAAPKRPGRDEVLALRAEVRKCEARVAKLEEMRAKLQEKLADPDMYDPARADERLLWQKKFAE
AEEAMERAEALWMEALEKLDKAEA
>MCE8471144.1 MarC family protein, partial [Rhodovulum sulfidophilum]AB21
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLD
>MCE8471145.1 hypothetical protein LZ189_19220, partial [Rhodovulum sulfidophilum]AB21
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLD
>MCE8471146.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB21
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MCE8471147.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MYLDVRSDWLSHVDEVPRALVAASAVANLGALEQSPRHHHKKAQLLFTVRGVINCEVEDAVWIVPPQCAVWIPGGLPHTV
FGSGEVECISLFIDPPEAPNLPTECCTVTVSNFLRQLLMRANVLPELYDIDGPDGRIVSVIFDELAVAPVEDLRLPIPGD
PRLKKLTDLLIAAPADHE
>MCE8471148.1 hypothetical protein LZ189_19235, partial [Rhodovulum sulfidophilum]AB21
MIDNTPVKLAFAWLIPAVGAAIFVTIQCFSYLNGYVSSGGTMQAMTFGPVALWGVSIFYGGWVVPPLL
>MCE8471149.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVER
>MCE8471150.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum sulfidophilum]AB21
SQPSGGYQGQATDIMIHARETQKLKDRLNQIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MCE8471151.1 N-formylglutamate amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
MSPVEITRGDSAVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGILP
DFNIG
>MCE8471152.1 aromatic amino acid lyase, partial [Rhodovulum sulfidophilum]AB21
SFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAPCSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEAL
CAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYLAPDLARAQALIETGVLVAAAGLEMAE
>MCE8471153.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGPAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRF
>MCE8471154.1 phosphatidylglycerol lysyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSVIGSALVLISFGVM
RRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALIVALIAGFGFMLFF
AHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAAGGDNPDAGFALTG
DKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVML
>MCE8471155.1 hypothetical protein LZ189_19270, partial [Rhodovulum sulfidophilum]AB21
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLELERPR
>MCE8471156.1 GDP-mannose 4,6-dehydratase, partial [Rhodovulum sulfidophilum]AB21
VYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERPADGQVPEGDSLSPVAPFRVVNI
GNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMRDGVAGFVSWFRSHYAT
>MCE8471157.1 hypothetical protein LZ189_19280, partial [Rhodovulum sulfidophilum]AB21
MNDMTPSSSKEGANPRAVIGGNAPPDPLDEALAPYGDFITEAEGWLDGTQVTTAAQMKAVDDLAKEIKAAEKAVSTARDA
ATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRREAEEATRTAAAGDIEAQRA
AAQAQAEAKAARKAASAAGKDRVKGVRD
>MCE8471158.1 ERF family protein, partial [Rhodovulum sulfidophilum]AB21
ISIGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAASLDDLGAVWMHETPVLKDI
KAAEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MCE8471159.1 phosphate signaling complex protein PhoU, partial [Rhodovulum sulfidophilum]AB21
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFRELLTFMMEED
>MCE8471160.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IWDEVKDRLQAPGTGLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARV
SQKTAFFHLGSLVEYGDTAKIFTNPSDPRTESYITGRIG
>MCE8471161.1 homocitrate synthase, partial [Rhodovulum sulfidophilum]AB21
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLATQAGFEVSVGAEDASRADIGFLA
QLSQVAAEAGAIRLR
>MCE8471162.1 NifU family protein, partial [Rhodovulum sulfidophilum]AB21
PAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEERARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSG
CQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MCE8471163.1 aldehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ETIICNSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPG
IVRTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDP
AVIKQLEGVVINEKGGPKTSCVGKSAAHLLGLIGITAGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAV
ELENGNRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPK
>MCE8471164.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB21
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MCE8471165.1 translation factor Sua5, partial [Rhodovulum sulfidophilum]AB21
SGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPRPGRK
>MCE8471166.1 hypothetical protein LZ189_19325, partial [Rhodovulum sulfidophilum]AB21
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMALSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGEVMAAIERLAPRLGKDPEALAETVFEAILDD
GYGAFDDAVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAARA
>MCE8471167.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
DVQKRFALSPTDRVFGVSDLGFDLSVFDIFATFAAGAALVLPDPCDRPDPTAWAAAMQAGGATVWNSAPAVMEIALCEPQ
GMDALRLVMLSGDWIPLNLPGRIRAAAPAAEIHSLGGATEAGIWSVGYPLSEGIPEGWSSVPYGRPLANQSLHVLDARMR
PCPPLVPGDLYIGGTALADGYWQSPEQTAAAFLQGPDGGLLYRTGDIARLHPSGVIEFLGRSGSQLKINGRRVETGEIEA
AFLALPGVTRAIVAARPAERGAAEGPSGRGVALVAWVLGDGLDPVALRAALARRLPPELLPGHIAIL
>MCE8471168.1 adenylate kinase [Rhodovulum sulfidophilum]AB21
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTDFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MCE8471169.1 preprotein translocase subunit SecY, partial [Rhodovulum sulfidophilum]AB21
TQDYLDYVVNRVLVLGSAYLALVCLLPEVLRSQLSIPFYFGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRK
RKGARKGTVRR
>MCE8471170.1 glucose-1-phosphate adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
SYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCLTVPRGEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQC
LVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDIVRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANID
LTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGSAVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLP
YVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFRVSEGGITLITQSMLDRRAEA
>MCE8471171.1 anhydro-N-acetylmuramic acid kinase, partial [Rhodovulum sulfidophilum]AB21
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLARALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGR
>MCE8471172.1 tyrosine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLRD
>MCE8471173.1 hypothetical protein LZ189_19360, partial [Rhodovulum sulfidophilum]AB21
MDGVEVPVAELPERAVEAHIYGGFQVCRKFHLTEGLCAAVACIPGFEAWRPHAEGFLDGQMTVMEVFALIMELAGAVERG
GGDRAPLARWRDALRIGNNLENHIYYAGHLVELAALARMHGYSLRPSQLNAANYVVNATNRTVMSWQKHLNFGDSFLALG
HLRRASTLWMALENGEITEPGQRKEVLRRFVVDFDATNTRVPAPEPVPVPEGSVYAVARTVPEPRPIFAQMIAAYEKTAP
PAGLGTRGTFDHFRRIGPPHWPRSVHYELLDHEHAIGVEIHLEKDEVAALKPALKAI
>MCE8471174.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB21
MLTRHFGTLAAKNTANMKWKRFFYRLICEDEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAGPPAPAQVLKMR
>MCE8471175.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
LADLAGDFEAPLYGMLAVGDRLDRVDWQALGLTAPEIRLHGQPLSEDRPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYI
LVVAQFGSFRLPLVVLTPVPLTFLGIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEA
GATRVKPILLTALAAMIGAAVILADPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MCE8471176.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
QARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYPPGRRFTAAEFRNLIHSEDASEALGRV
DALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTALKANETRLAEALAAAETARIDSQTRE
EMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHEEDSVEAVALMRDLLEGRSETYAHEHR
LLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEDRKSGG
>MCE8471177.1 DUF2339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETGLFAASALILIGLALFLVLTKTALTLALSAMMVAAVAMDRQRP
MRPLGWLAQLGAAVIGYRLLVDPGIDWAIHGAGTLDVLLAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTV
VLRRGLGAGGFETHWAQGLTATVWILAAFAQIWRLPHDPSLLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVA
GPPVLDSLALAILPLAVVFGAGAALLGRPGRPGARWLRPGLGGLSVLALGVWGWLEIRRIWRG
>MCE8471178.1 hypothetical protein LZ189_19385, partial [Rhodovulum sulfidophilum]AB21
MPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGLFDNE
GREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTS
>MCE8471179.1 hypothetical protein LZ189_19390, partial [Rhodovulum sulfidophilum]AB21
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPIR
>MCE8471180.1 phage tail sheath subtilisin-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFADEDSSSTDLSNAAFGAFANGLRRLWVMPTEAG
SEISDDDLRPLEGIDEIAIVAAPGYATKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARRGTATQEDATPSP
APAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANETVLAAIDAERRITRQQQEL
LNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQG
>MCE8471181.1 2-hydroxyhepta-2,4-diene-1,7-dioate isomerase, partial [Rhodovulum sulfidophilum]AB21
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPVVEGNPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPD
>MCE8471182.1 hypothetical protein LZ189_19405, partial [Rhodovulum sulfidophilum]AB21
MSRRPVVETDDIFPERTVAELSGAEFLAHQSQDPADVAKAIRGADMAVVQFAPDDDAEVITGMAEGGALIRYGIGFGNID
VTAANDRGLPASHMPSCGIDEVAGPSVSALLRKPPALAPSARAGGGDRALCHLARAARADRFPAEQPGQGQHRHQAACEW
RPVDGLTGPPARSNSAPESGAHNPQKAPAGLQDEERKT
>MCE8471183.1 TrmO family methyltransferase, partial [Rhodovulum sulfidophilum]AB21
DCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPVIVLYWMDRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQST
VRITALDTDTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGETG
>MCE8471184.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB21
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MCE8471185.1 ATP-dependent DNA helicase RecG, partial [Rhodovulum sulfidophilum]AB21
RFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVIERAEGFGLAQLHQLRGRVGR
GAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFRIADLERQAALMAVAQSDARR
LLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MCE8471186.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB21
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETKIRHAAQAALDAAGAAGVLAETRAFDYVR
REIYEDFEAFMGRISSFAPERGALSADLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MCE8471187.1 3-keto-5-aminohexanoate cleavage protein, partial [Rhodovulum sulfidophilum]AB21
LSNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MCE8471188.1 hypothetical protein LZ189_19445 [Rhodovulum sulfidophilum]AB21
MRAGFRARLRVPEPILGTFLKIPSTRPAEILGSLGFDFVVIDEEHAPLNPETTDAILLACRVHRMAGLVRVRQPGDILRA
PGSGADGVLVPHVTSAAVAH
>MCE8471189.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB21
MADHMAAQDARSAVIAMIEDAEALDRIDEIVATEGLDAIFIGRADLGASMGEAAEDGGLDRAVAHLLTAAKSAALPALAL
ATDRADAAEMRALGATGFLKGSNQGFLRSAAKAARTRLFQ
>MCE8471190.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
SPADLRLIEARGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLAS
VETLTTPLVRQMDLFARWLTLFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRN
AIVRRLPAIETLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGREAGSGAATDPELL
AALARAAALCNDAVLHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAAHRYMAV
>MCE8471191.1 DUF4153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IFHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPMAGLMTWASLRFDTVAGALDDIVEPAAFAALLVLAPPFLIA
GFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILFLSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVG
ERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGHLFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAE
SCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVLALLAMGYGLGYAVAALGRRRWATG
>MCE8471192.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB21
MRVLLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAATRRRA
>MCE8471193.1 lysozyme [Rhodovulum sulfidophilum]AB21
MRRTLKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECGAMFADRLAEVEAGLDRLIADP
VEALIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWEGA
>MCE8471194.1 methylmalonyl Co-A mutase-associated GTPase MeaB, partial [Rhodovulum sulfidophilum]AB21
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAM
>MCE8471195.1 hypothetical protein LZ189_19480, partial [Rhodovulum sulfidophilum]AB21
IAGAERQAYWTRIAELCRRLAGALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDDLPLGLL
ADVALNLLVTVDRWFAINASELAEGQEARLAERAFSLLMTPLLPPDYSGKTDT
>MCE8471196.1 hypothetical protein LZ189_19485 [Rhodovulum sulfidophilum]AB21
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGTFLGLALLATGGWLAVSQDTRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MCE8471197.1 peptidase domain-containing ABC transporter, partial [Rhodovulum sulfidophilum]AB21
MRNLPWEEFARRWTGRLILIGRPDAVAAESRAFGLRWFLPALRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAH
QAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDADIGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFL
TGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAGCIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKS
LAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLERMMQVTVVAVGVGLA
>MCE8471198.1 acylphosphatase, partial [Rhodovulum sulfidophilum]AB21
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGGDLDGFQAALLARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILHGLPYD
>MCE8471199.1 nickel-dependent hydrogenase large subunit, partial [Rhodovulum sulfidophilum]AB21
LPRLDGLGYETGALARQVMAGHPLAVALAGGGVMARVAGRLLDLARTQIFMEDLLRGLDPATEFMRPAPKIREGEGVGLV
EAARGALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MCE8471200.1 TIGR02281 family clan AA aspartic protease, partial [Rhodovulum sulfidophilum]AB21
ERRIEVPRAPDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGP
IVDRNLRAFVNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MCE8471201.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB21
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLSLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MCE8471202.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB21
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MCE8471203.1 biopolymer transporter ExbD, partial [Rhodovulum sulfidophilum]AB21
MFEFGEDDRQRIRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSASGDLAFGAARGDAVF
N
>MCE8471204.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB21
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGDWQGPPRLIEVRPDGLSLNGQAMAPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MCE8471205.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB21
ELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWEALLTTAAGMAVAIPAAVALSWFESVADSARADMEDL
ATRLFLATEAG
>MCE8471206.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB21
IWRFRTALILLRRLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVT
LYVIGLDDEAAAVLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYG
AAVFLGLKLAGFDLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTRE
GKEYLIPNEDLITSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERD
>MCE8471207.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB21
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPESGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MCE8471208.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
LCTGSGLFLRDLFERAGLPKDLFTVLVIDHDLSDEIIAHKLVRGVTLTGSGDAGRAVAQKAAWHLKKTLLELGSNDAYLV
LDDADLDLAVECCAQGRLYNNGQTCVNAKRFVVTEKNYDAFVERFTEKMRACKMGDPASEDTELGPMSRTELRDELAQQV
KESVEKGARALCGGEVPDRTGAFYPATVLVDVKPGQPAYDDELFGPVASVIKAKDDEDAMRIANDSRFGLGGGIFSKDVA
RARELASTYFDTGMVSINSYNVAIPNMPFGGVKDSGYGREHGGFGMKEFVNAKSLYIG
>MCE8471209.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB21
VALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALAEFYAFSRNMLQSMQGWMLGDF
SRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSATVAATVITAGAVPFVGLVVPNL
VTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLILRRPA
>MCE8471210.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB21
MRHGLVLTALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMAAILFQTVARNRILTPAIMGYEAAYLLLQ
>MCE8471211.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
AAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAIRAEIAAIGGSRDPDAIVLRCQLCEA
FYWLMPRLSRFHAQHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFTAADAIFPVCAPSLLGDLRTPLAPEA
LLKRPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGIALGWNRTVSGLIDDGKLTPACGFTV
ERPNEISVFRGTRRSNYTAVDRLIAWLRSELS
>MCE8471212.1 hypothetical protein LZ189_19565, partial [Rhodovulum sulfidophilum]AB21
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRP
>MCE8471213.1 ethanolamine utilization protein EutJ, partial [Rhodovulum sulfidophilum]AB21
ARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSFSDFEQVFAKQTGRRIVKPAEP
LLVTPLGIAMFPQATGEK
>MCE8471214.1 efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
GDRVIIRAPELAGREAVAERSPLLGAGIKVRPLRPGAAAETDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQ
LDRPLVPAQLVERLETRMGG
>MCE8471215.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMR
>MCE8471216.1 insulinase family protein, partial [Rhodovulum sulfidophilum]AB21
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRF
>MCE8471217.1 insulinase family protein, partial [Rhodovulum sulfidophilum]AB21
VAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNGLSLDKTTFGFVVMPAEGV
SLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVEDVQSWPEVLQEVTPEDVM
EAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MCE8471218.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
SFSFDVLSDRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGI
AEPMHFSAADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASG
KTEEFPRFSAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDND
RGDFDDFRHSVHDSEMLIMNTRDGETCVRPLKNPPRLASSYLAAQDPVSFGLIQRNRSFD
>MCE8471219.1 shikimate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHK
>MCE8471220.1 Maf family protein [Rhodovulum sulfidophilum]AB21
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARGQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MCE8471221.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLEGITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAIPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTAGGGTIRAQVPTEPGDKGRRVRVD
>MCE8471222.1 hypothetical protein LZ189_19615, partial [Rhodovulum sulfidophilum]AB21
LRKRLERLGTRSLPKLLTLQDRNPHSPTYGCFDRNFWHLRITDFPSGMAQEFVLPLALAYSHRLEGNDFFGDPMIREWVR
AGISYAAQSAHPDGACDDYYPFEKAAGAAAFSLYACIEAIPAAGLDPAPFLPFLTQRAEWLARHQESGRLSNHEALIANA
LYRLSALVGEPRFAELGRRRLDRLLTWQSEEGWFFEYQGCDPGYLSLTIANLAELAELRPELPLKAPLLRAIGFLHSLQP
PDGWLGGEWTSRNTNNFFPHGFELLGKTIPEALDINTRAVGAMDPAPEYDDDHIIGHHCW
>MCE8471223.1 hypothetical protein LZ189_19620, partial [Rhodovulum sulfidophilum]AB21
PARLLRACWVTLGVSIGGTAGALYVGQPSVLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVVAALLMPPARL
ARAKGLLAGLVLLAAAALTLVDPQVFSDYLHALEVHAGSPASKLARAELLYGLPGLLDWGRSHPRGIAILAIALVTSAAA
GRALARRRPAQCDWSIPMLAGACLAGAFVSAHKGYDFAVYALVLALAAHLPRTVQALLLVPALLIWRPALLDLLPVPGTA
NHVVLLDAVLACSAGFLILYGLGRRARSQQSRAAAPVAPRI
>MCE8471224.1 hypothetical protein LZ189_19625, partial [Rhodovulum sulfidophilum]AB21
IWSPDAPRAPQQDDFGSSIGIELKLGLKIGNLELKGKEASPDLALTLSGCEVTYGLAVTGKMDLLDLFLSRFPKGPEIRR
RLADPENAMTAEAKCSITVKGSGDLSYGIGDIADLTIGNSGDWEARMEDIEQTFAATAKITGKITAYASLDADVWFFEAH
ASAGAEVSTGWHFGGRVVREAGGSRKTERLYYFEGIILRAHAKVTLSHEGKSEISDDYFGDATQATTASKSSAKATTVLA
SSETEVPLMDPEGEEDGWT
>MCE8471225.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB21
MNLALATDNMHADMVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHL
RPLTDMLGTLVHTGQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MCE8471226.1 M3 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
ISYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLAHELGHGVHQVLAAGQGE
LLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKLHEARRGGELTPEDINDI
WMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDKYFEMLKAGGSKHHKDLL
APFGLDASDPAFWDKGLSMISGMIDELEAMED
>MCE8471227.1 hypothetical protein LZ189_19640, partial [Rhodovulum sulfidophilum]AB21
MSRIAFYRLAGLVGLLFAAGTLYRLFPVVTGRPALSEFFMTEDGYLMLTVARNIAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGALLVRTLAARILDPGRQAPALPWIAALLWYLSPLLVLHMMNGLETGLYSAA
VLAVLLMFLRLLWREAPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARILPSGLISILV
AAPWLLNNQIRFGSIMPI
>MCE8471228.1 hypothetical protein LZ189_19645, partial [Rhodovulum sulfidophilum]AB21
MTFLDFSAFESFACADNARSGGLFNLVAQGYANSVISRTVEQPIPDDVASSLKSWMERLQPR
>MCE8471229.1 hypothetical protein LZ189_19650, partial [Rhodovulum sulfidophilum]AB21
SDGRGSTDEVLRRLSSVKSHPDRPFTHGCLAVIDPTIPGNRMIDWLVENDILYADLLLPLGNRANPPDGWIGPEPYTAYM
LDAFERWWALDGDAPHIRIFEMMIRAHLGHKPELDALGGDLGALCVVETNGAIGISDVISVCGGYDGTDLINVWDTKLDQ
HVDKLDVDLVQDPCITCKSCPEFSACNGGYLPHRWDGTGFDNTSLYCETLFALSARIREAIASAYLPI
>MCE8471230.1 glutathione ABC transporter ATP-binding protein GsiA, partial [Rhodovulum sulfidophilum]AB21
IYPYTRKLIAAVPVADPSRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MCE8471231.1 PfkB family carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB21
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDCASVLLLQMENDPAEIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQEIAIPALSCRVKD
>MCE8471232.1 autotransporter outer membrane beta-barrel domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
YGTVTLADGSRLEADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGTTGDRLDVTGDARLNGTIGMDIDLTDGAQSADA
IYIDGVASGSVLLAFNDLTAGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAAGDGWGLISGANPAFGGL
SSGLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCF
DGGEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYI
>MCE8471233.1 ribonuclease J, partial [Rhodovulum sulfidophilum]AB21
SAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMGLTLAAGDLFLFSSKTIPGN
EREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLREHVKLAAENGLPAVVAVNGT
MLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLGEPWVDLSGLPETGRSRAAL
SEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MCE8471234.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB21
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPG
LVWQIAATPREGWTHSIGHLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAETMFGRPTAQAKSMPVAEMFQVETILANASVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLLD
>MCE8471235.1 hypothetical protein LZ189_19680 [Rhodovulum sulfidophilum]AB21
MLALNGPHWLVITDFGPHGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>MCE8471236.1 aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB21
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLD
>MCE8471237.1 HlyD family efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
SLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQALLVSARVETTDIDEVFPGQP
VSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMAELPDIELVPGMPVESFIRTRDRSPLSYLLH
PLAVYFERAFRET
>MCE8471238.1 DNA-directed RNA polymerase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLD
>MCE8471239.1 30S ribosomal protein S11, partial [Rhodovulum sulfidophilum]AB21
LAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MCE8471240.1 mannitol dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
LGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRGIGTLIGLHDARSAPGVDW
SGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGEPITLASCDNVADNGRLLGGVL
RDYAARAFPGLPDWLDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWVIENRFAGPRPALERAGVQ
IVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQA
>MCE8471241.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
MSRLLALALALLPMTASADSHACSEGSAEIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLERAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQGLPPDARFDVVIHAEDAPSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARL
>MCE8471242.1 S1 RNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
AWRRVNHPSEILSIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGL
VHVSEMSWTKKNVHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGL
DNDIDGMVHLSDLSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIED
GGIEVEYEGMKSFIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIK
>MCE8471243.1 hypothetical protein LZ189_19725, partial [Rhodovulum sulfidophilum]AB21
MVLDGHAHEPALGFAAGAVDLEVCALTRMSVFGMVDTDVAIIKEGTLCRKLRVEVGVDFVELIQGEYSFCNARLVGGEDH
REAGG
>MCE8471244.1 transposase, partial [Rhodovulum sulfidophilum]AB21
AFESGRDMAAWVGLVPRQYSTGGRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMHRNKLAVA
LANKLTRIAWAVLRYGRGFDARTDPVAEAL
>MCE8471245.1 GAF domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPGNLDPDLAASWLRSRDCGVLPDRISAPQVATEILSRTRKETAELRRLARTALLRARAMLKDTGVMMILASPDCVITET
EGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCAAVPILDPVDGTVRGIVDISGQ
TDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAVLHDTRAVWSNQAIRGGAIGAR
GEEDWAGEMSDRFSGMDSEVLRRDGLPIGMVLTAYRGHRRPVETPSGDP
>MCE8471246.1 replication initiator protein A, partial [Rhodovulum sulfidophilum]AB21
LDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSVSVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLER
RIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILREDRLPEYRLVEEPGDILCVLRRDGVIERDTGEPPP
VLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLAWVEKRRTED
>MCE8471247.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ILVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MCE8471248.1 type II secretion system F family protein, partial [Rhodovulum sulfidophilum]AB21
KRLGLIEEQLPDAVELMVRALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAV
AVTIQQQSGGNLAEVLAGLAKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAI
AVAVFLVVNVIFMRVMINIKV
>MCE8471249.1 type II secretion system F family protein, partial [Rhodovulum sulfidophilum]AB21
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLIALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRHASGPDRLDR
FSTLLEPRDET
>MCE8471250.1 hypothetical protein LZ189_19760 [Rhodovulum sulfidophilum]AB21
MAMIWRRVMALCGAMEMWLVSPKVGSARLTGLLPSAWLFALKYPTVRRVFMSFRAMFASAIAQISGVVPPAVMAFSGPFP
RSGLRWPGAAEPPPAEPVSDRAPGRFWNYLGCRRGVPEMV
>MCE8471251.1 hypothetical protein LZ189_19765, partial [Rhodovulum sulfidophilum]AB21
MLEIQRGIRAARGSSPRRELRRPVFDASEIQFFVLESVPPQDRQSTRPVDGASGSRKPQI
>MCE8471252.1 hypothetical protein LZ189_19770, partial [Rhodovulum sulfidophilum]AB21
AAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALS
QVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPV
GGLTPPALLPEDLRPVEEN
>MCE8471253.1 hypothetical protein LZ189_19775, partial [Rhodovulum sulfidophilum]AB21
SSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNLGKLGARLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETA
PA
>MCE8471254.1 hypothetical protein LZ189_19780 [Rhodovulum sulfidophilum]AB21
MRKVFDRPTRWTLNAFFLRRATKRKPEATVERKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGAR
LNAHGNLPAGQIQRALSNIGAQQDRAQNSTDGSRKRSARAARYFVPRPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARF
DMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MCE8471255.1 hypothetical protein LZ189_19785, partial [Rhodovulum sulfidophilum]AB21
RSVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGADDAIAPQISALQEQI
GKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADIGQAMDRAAQVEARAA
LMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAAGGVGDKFAAFLRSQL
GVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAAR
>MCE8471256.1 YggT family protein [Rhodovulum sulfidophilum]AB21
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MCE8471257.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAE
>MCE8471258.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB21
MSKLLPVIIALVGLAIGGGAGFLLKPAPPPPDPTGHSASQGQAEDGSHMSADGQLAAVPSAAGNGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MCE8471259.1 flagellar basal body L-ring protein FlgH, partial [Rhodovulum sulfidophilum]AB21
EMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIADIILPF
>MCE8471260.1 Z1 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSMLVHSSQYIAQHDYMSELIREWVNSRRDDFLSERGEAAEQLRTVFESERARAATADGKGIAENYDAVRKYLPEVLDQL
TYPVENGVTDQELRLDFSGKPVTCIVVGGTVLARGLTLEGLSVSFFLRTSKQYDTLLQMGRWFGYRHGYEDLPRLWTTED
LASKFRSLAVIEDEIRDDIAVYRKNELTPSEFAVKVRAIPGMAITSATKMKHAFPTSMSFAGKHVQTIRFNHQDSEIVGG
NWDAASRLVDAAIRTAERSERKRGTLFENVPLTD
>MCE8471261.1 hypothetical protein LZ189_19815, partial [Rhodovulum sulfidophilum]AB21
ISLGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATAHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVAAHLGH
AKDPVADARVGAEAILAATLPVARQHGLPSARTGAPP
>MCE8471262.1 hypothetical protein LZ189_19820, partial [Rhodovulum sulfidophilum]AB21
MSGAGDCPPEEPDKARFGRGDGHSADIGGIARRIALPVHRPPRRFGPVGPCASNQRRQYMTFSTRILAFSAAAFALGAGM
AHADTWRY
>MCE8471263.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB21
MGDRRQGEKMDFAAKVILPAFGHLSVDQISVADCRGYIAKRRMAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMP
PTPAPRERYLSRDEVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFASRTIRLAANDLGPRKGRATVPINDT
LMAALQDAQRAAVSDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAGYLGHTNPNITR
STYARFSPEHLRRAAGSLEFGAPKLVQRTRVQTPKGRVSL
>MCE8471264.1 hypothetical protein LZ189_19830, partial [Rhodovulum sulfidophilum]AB21
MLRLLALALSLALSACDSPGMDYAGIPPVRIEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
R
>MCE8471265.1 amino acid racemase, partial [Rhodovulum sulfidophilum]AB21
MKTIGILGGMSAASTALYYEVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRI
>MCE8471266.1 thiamine phosphate synthase, partial [Rhodovulum sulfidophilum]AB21
GESGLGDGSRAEADLFGWWSEMIEIPVVAEGALDATTVAALSPLTDFFALGEEIWREEDPVAALGALIAAMG
>MCE8471267.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB21
ILALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLLLDAGDQFQGT
LFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTVIEVAGERIGV
IGLTPQGNPDLASPGPDIVFTDPVGAVQAEADRLTAEGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGHSHTLLSNTDA
AAAGPYPTMLGRTAIVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVR
>MCE8471268.1 phosphopantetheine-binding protein, partial [Rhodovulum sulfidophilum]AB21
MAPTYGLPHYAAANAYLDGLAARRRSEGLPGLSVSWGAWSDAGVVAREGEAGRLEKGGLRGVASDLAFGLLARAMGGNGT
PAHIGLIDMDWKVFLRAFGEGNAPDIYAGLAAAPAAPRDDGAPQLDQALRRAVADASGAEAPRLVLPLVAEAVGAALGRE
GAALDPDVQLTELGLDSLMFLDCVSKMSRDWGVKVSPNAMFRDFTLKGIARHFAAAMREGAADLPVQIGHDAARRHDPFP
LSDVQEAYWIGRAADMDLGAVACHGYSEIDCPDL
>MCE8471269.1 twin-arginine translocase subunit TatC, partial [Rhodovulum sulfidophilum]AB21
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIIT
>MCE8471270.1 Sec-independent protein translocase protein TatB, partial [Rhodovulum sulfidophilum]AB21
IYPMFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGL
DRLNEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPDKTPDRTSDA
>MCE8471271.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LDPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAKG
MAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLMLD
EPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MCE8471272.1 hypothetical protein LZ189_19875, partial [Rhodovulum sulfidophilum]AB21
RFVLAAAARFAGRLPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAAS
LGGGMTAYCLGPGMLSGTPPGDARARIEPLPMPPALGLCYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAVAAI
AAARAQDWTGFGAALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLV
IDD
>MCE8471273.1 hypothetical protein LZ189_19880, partial [Rhodovulum sulfidophilum]AB21
LLRAGLLAGGSAVAVVAWGVVTRPDRLLALFGGDVASDASLVSRGLQYALISESILSQSGGLLGEGYRSDLIERLGLKLD
SFYLRLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLALVADEQRALVRLHLFFLFFFIQAAFAKLFLSMVFNNYLLA
LVAGALVAVQARMASVPPRQSG
>MCE8471274.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
SRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGFRAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MCE8471275.1 ribonuclease HI [Rhodovulum sulfidophilum]AB21
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MCE8471276.1 adenosylcobinamide-GDP ribazoletransferase, partial [Rhodovulum sulfidophilum]AB21
AGGWAALGALVAAHGLSRLASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTV
AATLFMARMMMRRLGGHTGDGLGAVQQVAEIAVLLGLLAWA
>MCE8471277.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB21
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPIVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MCE8471278.1 hypothetical protein LZ189_19905, partial [Rhodovulum sulfidophilum]AB21
MQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFTATPAVAGLHFSGAPLTANKAHALGQVDR
>MCE8471279.1 hypothetical protein LZ189_19910, partial [Rhodovulum sulfidophilum]AB21
CGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVRIQDRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPD
WTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPGGTLWRFDRGAVTIDFSETADGSQCHALTGVVMAGPD
PIGGVERLGHLDMALLSLDAAEMVVIGYPARDIGFRRSRDRGDQPRNRHPAARDLRHRLRPQIRGAGPRHAGTGPASGRQ
RRLGRQS
>MCE8471280.1 NAD(P)H-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGGDPGRGLPGAARVRVGDVTDPASLAADGFRGE
>MCE8471281.1 dihydroxy-acid dehydratase, partial [Rhodovulum sulfidophilum]AB21
LVYESQDAAVSGILTGKVQAGEVVVIRYEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEA
ASGGAIGLVQDGDLIEIDIPNRSINLAVSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MCE8471282.1 acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MENLRPSTPKDMPRVLDIWRRAVDATHEFLAPEDRAAIERELAAFLPTVPLCLAVDDADVAQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEAKD
>MCE8471283.1 superoxide dismutase, partial [Rhodovulum sulfidophilum]AB21
YQSGAVAQSGVFNNASQHWNHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTL
KVTKTENGVNPLCFGQTALLGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MCE8471284.1 siderophore-interacting protein, partial [Rhodovulum sulfidophilum]AB21
IFRLPAGAGRVLVFADITGLPALARIVETLPPRVRLSAEIALPCPGDRPDLPLGPGARLRWHPMGDAAHLPCPAEAFVPG
RDYVWIAAEAAVVAGLKRHFLGQGATARDLVAIGYWIRGRSRR
>MCE8471285.1 rRNA pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB21
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLK
>MCE8471286.1 nucleoside deaminase, partial [Rhodovulum sulfidophilum]AB21
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAR
>MCE8471287.1 NAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
ICHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKVAVLYGLAMAFRLDRQSRWLFTLGLAQAG
EFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGRGGARPAADPIDETHPVIIAGIDRFGLTV
NRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEVLVVCIGDAKAATTLVRYARRIRPDLFII
ARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
>MCE8471288.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB21
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARTKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTIARG
>MCE8471289.1 acyltransferase, partial [Rhodovulum sulfidophilum]AB21
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEINSVIALIRMPLFFFCAGITASFAVHRRPRAFWHKRLLP
MVWVLAIWTLIYVAADQILPMRRDGLPVRFDLLHPQMNLWFIWVLAIFTALAPLLIRLNGLAVIAVFLVLVGLWHVGLLR
YEGALIYPKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLAGAGTVFAGLVLGAAMMPATDEILGKAARFAGVAF
GAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIA
>MCE8471290.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMILRFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIF
AASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYDTEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSA
LDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVLDRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MCE8471291.1 hypothetical protein LZ189_19975, partial [Rhodovulum sulfidophilum]AB21
NPVHRQDTPQLPELPVLPGAARPDFVHLERNLDPGIAEAFRQTAANWSVSPAVLLAAAYAEVCRRWSGGAAETTLNLTSV
VPEPAPDGAIAPLADHTRTIWLKAAAGDGPDLRRRAQVLARRMLDRLERPGTDLGDLSGGVPLVLTSLLDAVPPRLSPLR
RIEGLGPVLSRVSQTPHVWIDAQAFDDAEGMVLSWDYDRTRFPEGLAAAMFGAWTGLIQRLARDPDAAASAPLPLPEAQS
LGRAAVNHRPMPEPQALLSDAVFAEARRRPGAAALICGEASISFAGLSAEA
>MCE8471292.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB21
PAATAWIKKREKELARPDALEELNVSDPPQSKAIERYTEEAVKDIGPTKAQVLRTIATYPIAGLPCSTIKSKDIIEFLQS
LPGQPQTVGNYASHLTSIFAIDRPMWDFRLDDREMRDAITVARRMGIISRSAQRNRKPSLDELDRLLAHFIDRRQRTPQT
MPMHKVIVFALFSTRRQAEITRLT
>MCE8471293.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB21
MKHPGEKLGNDIWVDLPEEAIRIIDSMRKSKAEIFPYSPDALTANFTRTCKPLGIEDLHFRDLRHEGISRLFEMGWNIPH
VAAVSGHRSWVR
>MCE8471294.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB21
MPAPIRLVATAALLSASLMLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNR
QQAYSQYLRLAEQYPDDLEVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAATDDASARREAAA
RAEALLAEQPDNALLHVTLLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKGAETLLREMVAKFPKE
>MCE8471295.1 hypothetical protein LZ189_19995 [Rhodovulum sulfidophilum]AB21
MPRSMARRSLLVALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVANPLWTAEFSEAGFRSDLASS
LTRAGILTPGGANRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAVRGIDRLRIASENAA
KDNIALLLRALGASAEGAPTGGPF
>MCE8471296.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase, partial [Rhodovulum sulfidophilum]AB21
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQA
ALPELLALGPEWVLLK
>MCE8471297.1 NUDIX hydrolase, partial [Rhodovulum sulfidophilum]AB21
AGLWGFPGGKIDRGETLTEAALRELAEETGIFAEPLRVFTAVDAFDREASGALRRHFILIAILCRWTAGTPVAGDDALEA
RWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>MCE8471298.1 ribonucleoside triphosphate reductase, partial [Rhodovulum sulfidophilum]AB21
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNGPSRWGR
>MCE8471299.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB21
SDDTHFGFNAQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAGGGMPDMGGMGGMM
>MCE8471300.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB21
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MCE8471301.1 PAS domain-containing sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB21
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGD
>MCE8471302.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
DETDDPLSRHVETLAYETQRLGLQGRVNGSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGL
TRVKEMQAHGITVGWGQDCVRDPWYPLGTADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQAS
LVILDAGDAIEAIRLRPARLAVISKGKVVSETPRADARLDLPGRPTGVRRRHHVN
>MCE8471303.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB21
MPRPTPPPCPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MCE8471304.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB21
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVAMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKF
>MCE8471305.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
KGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPATNLLGEEGQGFRYAMAGLDGGRLNIAACSLGAAQAAL
DATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKAFVTETGSKVADACLQL
HGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MCE8471306.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAR
>MCE8471307.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
IAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAASLGINVRRVQAVLIGAAAL
VTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQVLPIGVITALIGAPAFAAIL
IRGRARK
>MCE8471308.1 hypothetical protein LZ189_20060, partial [Rhodovulum sulfidophilum]AB21
IWDSNPHALRCQNLNWVNVHYFQFVSIDFSQDIRRTIHESAKPNKLTVKQRKTAGEAATSTDGNSKVVLPTMYRAEPSSA
SFGRAT
>MCE8471309.1 hypothetical protein LZ189_20065 [Rhodovulum sulfidophilum]AB21
MSTTLTHSGLPAGVKPFELLDILAKLRTDLGLRDEDLTYLRSLFRLARAEDFLPGRICAVWERVAGLADRMNFQIRRITR
IETRLEQRGLILRTGAANGRRFGRRCDDGRIVSAGGVNLAPLIDRASELLARIGKHQ
>MCE8471310.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTN
>MCE8471311.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ILRCANLLEDSQQGEILFEGEPVKWRGRGPGRHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQK
VEARARALLDKVGIGDKCGAYPAQLSGGQQQRAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLV
THDMRLAADVSDHVVFLHQGLIEEQGPPGQVFGAPASERLKQFLSATAA
>MCE8471312.1 membrane protein insertase YidC, partial [Rhodovulum sulfidophilum]AB21
GAASTPETAAPSPAAEAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGS
LGYEDVPGANTLWTLDGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPE
GSRFYILHEGVVRQTDSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGP
DIYQVEARLPVVDVAAGATESTSTMLFAGAKEWETIHHYQKDDGIFRFI
>MCE8471313.1 methylmalonyl-CoA mutase family protein, partial [Rhodovulum sulfidophilum]AB21
ICKMRAFVELWDEICQERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALG
LPRPFDQQWSIRMQQILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIG
GVETGATVVVGVNAWTEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIE
AARAGATTGEWGDVMRAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDAR
>MCE8471314.1 PCRF domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYLRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIV
>MCE8471315.1 flagellar biosynthetic protein FliP, partial [Rhodovulum sulfidophilum]AB21
FLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRGYFPGG
>MCE8471316.1 hypothetical protein LZ189_20100, partial [Rhodovulum sulfidophilum]AB21
VDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGLDTASAPASGSEAL
RLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEEGDPLAAARIFRALPDTDGTLWIAVAETGRW
EELTGWRRVVANETGRDIRLICAAPGVAPERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETGPRRLVADRRGVAL
DGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWA
>MCE8471317.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB21
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MCE8471318.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB21
IAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKMVLAATMVLGRLETLAI
IALFNPEFWRK
>MCE8471319.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB21
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MCE8471320.1 hypothetical protein LZ189_20120, partial [Rhodovulum sulfidophilum]AB21
NCSRCWKCNRTLVSLDLIGALEKYDRVFDLEYYRQNKRSAVRSAALRALKGSKIDREIVEHVKRSGYPLPSKAELLVVKT
FARLRRLVEKKLRRAA
>MCE8471321.1 nicotinate-nicotinamide nucleotide adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
MRAGFPKAGAGQKIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRW
>MCE8471322.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
PLVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSGEDLPGRPCLRPGDLPRPGGALPDAAMLRLRSLDTGPG
YYLFTSGTTGTPKCVVLSNRATANVLDQTLSAWKPGPEDVLISVTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEW
ARLVARHRVTLWVSVPAIVEMLLACARPGQVESLRLIAQGGDYIKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIG
PEVVSAAEDMTARGTAPVPYGRPLDGAGYRICNPLGEPCPPGVTGRI
>MCE8471323.1 heme exporter protein CcmB, partial [Rhodovulum sulfidophilum]AB21
ISGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLSLLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLA
AMALLPFAAAAAIRINLR
>MCE8471324.1 cytochrome c biogenesis protein CcsA, partial [Rhodovulum sulfidophilum]AB21
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALW
>MCE8471325.1 hypothetical protein LZ189_20145, partial [Rhodovulum sulfidophilum]AB21
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPATDATEAADAPA
AEEAAAEEPAAEAADAPAAEDAVEDAAATQEAVAAAPAAEEAAAEEPAAEEPAAEAAEAPAAEAAAPTEEAAADAPAA
>MCE8471326.1 site-2 protease family protein, partial [Rhodovulum sulfidophilum]AB21
MAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAAQSALREGDTILALDG
RATPDYSAFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVVTAIDGKPIRAFSQLQ
DVVTASEGAPIDLTVWRDGETLSLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLEALSYGADQLGFIVQS
SLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWF
>MCE8471327.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MCE8471328.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB21
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MCE8471329.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIPDLVKEAFISAEDKN
FYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETLSKDKILELYLNEIF
LGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGYLDDATYQAALAAPL
RTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIR
>MCE8471330.1 aminotransferase, partial [Rhodovulum sulfidophilum]AB21
SERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQRAGALITPRTRAIVLVT
PNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRGGAPHRLFADPDWGDTLIHLYSFSKAYRLTGHRVGALIAG
EPVVAEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELMGAGAFFAWLRHPFDIG
SDPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGD
>MCE8471331.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
LVVLAETRFLVLDEADQMLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQS
VHFLEKAEKTGRLIELLDGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATD
VAARGIDIPEVRHVYNFDLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQ
SRGGPRGAGKGAGKPPAKARARRRPRNKNRAAA
>MCE8471332.1 agmatinase, partial [Rhodovulum sulfidophilum]AB21
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPPRAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSAQD
>MCE8471333.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
LCLRGWASDTLNRGRLFEVEVLVDGVFLTRIRNDRPRGDLARHGKSKGLGGFELKLFLFELEPGTHSVTVVLPDGQKLTK
TVTSTGNRRGYPLNVGATQIAISETAVIVPIYNAAEDVETCIRRLVEHTPPELEVVLIDDASPDPRIAEILADAVSLPCF
RILRNETNLGFTRTINRGLEEIGQKHAILLNSDARVTPGWAQGMLRAAGSRPRVATVTAMSDRAGAFSAPNIGNDNRLPD
GVDEITYARAFRRRSLGVYPVVPTGNGFCMFVNRACIDEIGPLDR
>MCE8471334.1 homocitrate synthase, partial [Rhodovulum sulfidophilum]AB21
GAIRLRLADTLGLMDPFAAHTLVSILAPGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAGNAALEQVAA
ALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARFGRAREIVLG
KHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSLT
>MCE8471335.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
GSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPVLLAWP
VGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEKAQALG
LDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICGLAGAM
MITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLID
>MCE8471336.1 DNA helicase II, partial [Rhodovulum sulfidophilum]AB21
YGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHILAAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWI
GEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFEDRFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFE
RIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLLEAGGLGGKGGAALRKLIEAIWRWHDDVRAAAPSVVPDEAALID
DEAVPLETGRGAPTHVELAERILDDSGYTAMWQADKTPEAPGRLR
>MCE8471337.1 hybrid sensor histidine kinase/response regulator, partial [Rhodovulum sulfidophilum]AB21
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDLTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNEAFFDLFEGLEE
>MCE8471338.1 PAN domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MARSAALMALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSSACFPKARAEAPTPYAGAVS
>MCE8471339.1 TRAP transporter large permease, partial [Rhodovulum sulfidophilum]AB21
MSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVLYGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDP
SIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIATPTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATC
MIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMAGIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVW
FGVLVVVAAEVGMITPPLGMNIFVVSRYAE
>MCE8471340.1 hypothetical protein LZ189_20220, partial [Rhodovulum sulfidophilum]AB21
FFMMNPEAAESCLDDPYPETRAHAARVANIFRLRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFAD
LVPLLRDPDPFVRQVAARRADPGVLPILAHDPAPEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDA
DLRVRHAVAERAGADLARGLLDDPEEPVRQAAAERLAELAAPPPAERNSDVDR
>MCE8471341.1 nitrogen fixation protein NifZ, partial [Rhodovulum sulfidophilum]AB21
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAK
>MCE8471342.1 glucans biosynthesis glucosyltransferase MdoH, partial [Rhodovulum sulfidophilum]AB21
KLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRRRTD
NRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFHSPV
FARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEGPDN
ILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLD
>MCE8471343.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKALIYTGPRLLELRELPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSAPPGGPVAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPV
>MCE8471344.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB21
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MCE8471345.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB21
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MCE8471346.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAME
>MCE8471347.1 uroporphyrinogen decarboxylase, partial [Rhodovulum sulfidophilum]AB21
GFDAAILFADILLLPQALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGA
PWTVATYMIAGRGTKDQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPA
KRIISEMKARHPGLPCIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDET
KRIKEAFSKGPHIFNLGHGITPDADPENVTIMLEALRG
>MCE8471348.1 lipid-A-disaccharide synthase, partial [Rhodovulum sulfidophilum]AB21
MAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDALITIDSPDFCLR
VARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEALAFRD
RHR
>MCE8471349.1 LpxI family protein, partial [Rhodovulum sulfidophilum]AB21
IFCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRIDLPAIGPATVEAAYRAGLAGIAVEAGGVLVL
DPEETLARADALGLFLWVREP
>MCE8471350.1 hypothetical protein LZ189_20275, partial [Rhodovulum sulfidophilum]AB21
SLLGYSLLSRAYVAGTRGIGMESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYV
ESSGGTFSVADASPAFSEGLSLLGLHDMILGTAEAQQ
>MCE8471351.1 response regulator [Rhodovulum sulfidophilum]AB21
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MCE8471352.1 hypothetical protein LZ189_20285, partial [Rhodovulum sulfidophilum]AB21
MFAQFPASLIRAVQVRLSRRFWLTVAAWLVEGTTACGQGAATTWRIAARFVSDDQLESEPPGGLRHMHARPEASV
>MCE8471353.1 hypothetical protein LZ189_20290, partial [Rhodovulum sulfidophilum]AB21
MTGTGFDAEIDAVLGPASDDFIPVPDAVIRRWTGRLPNALIRIWTTRGFASLAGGRLHLADPARLAGLMSHIFENDPDLG
GDTHAIAYGDLGELVLWSERHGYGFLMPTLAALEVPNLTGPEAMPPDQQFIEYVLRMPPELIEAFDPEQQMVHARLVERL
GPLPAGMIYGTTPVPPPAGGTPVENYVLAEVEDWLEAVYTELRVSLVDWSRTSPQIRFIGDGLLR
>MCE8471354.1 hypothetical protein LZ189_20295, partial [Rhodovulum sulfidophilum]AB21
MLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILRRGYAPVRSRAAYFTAIAHPVVFEGDALRPGRM
MGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTDGAIARIWRNFDWSREITVSAAATRDPNGRALTFTWALL
QGDPARVRIEPLDPEGRRARIRVAWHDPKTVLTRDRTGYHNRSLSRVEIGVFASNGVHDSAPAFVTVFFPDHQKRVYATS
GAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDG
>MCE8471355.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGVSHDLRTPLTRLKLELSMVE
DSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGALPPAEPASLRPMAVERALQ
NLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTGVGLGLAIAADIARGHGGAL
HLGTSDRLGGLRADLVLAR
>MCE8471356.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPR
>MCE8471357.1 YoaP domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LTPGSLSNEHICCAISDKKCVTGYKAKKRWLSDQYEHGYRFSRLDERGKVFIEYGPGEHTWMPVEAPDWMVMGCFWISGR
FKQQGHGKALLQTALDEARAAGLAGLVSVVGKKKMHFQSDGKWLLRQGFREVDETESGFSLLALGHEDDGAVGIPRFSES
AKRGLPSDTKGITVFYSERCPFTDFHIGSSLRETCKKRGLSATVVKLDSLDKAQNAPTPATIFSLFVDDRFVTTDLSVCM
DSRFDKIIEKAGEGKALGL
>MCE8471358.1 hypothetical protein LZ189_20315, partial [Rhodovulum sulfidophilum]AB21
EVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAEVTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARL
TRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVLDEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPP
TRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLLVTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLD
SARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAGTLD
>MCE8471359.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB21
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVS
>MCE8471360.1 hypothetical protein LZ189_20325, partial [Rhodovulum sulfidophilum]AB21
LDLLREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MCE8471361.1 ATP-dependent DNA helicase RecG, partial [Rhodovulum sulfidophilum]AB21
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHSAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGNGRLRQKALAA
>MCE8471362.1 dNTP triphosphohydrolase, partial [Rhodovulum sulfidophilum]AB21
MAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANALG
LNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVPR
PLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKRR
RHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPV
>MCE8471363.1 acyl dehydratase, partial [Rhodovulum sulfidophilum]AB21
MSEPADTSGAGEDAPKEAVGKSQVATDVLDPTRIVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHI
GGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPAQKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPD
PDRGRPRPPAPVAPETWEDAVELTFTPTLLFRYSALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTI
Q
>MCE8471364.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
AVPANAFLISMGAALFIHRLSQKRGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIM
SITLGLVSLAFAKQAWALTALRLGESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQR
FLLPTSALCGALMLSAASVLSKSLIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MCE8471365.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTGLLSLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIADQPV
>MCE8471366.1 hypothetical protein LZ189_20355, partial [Rhodovulum sulfidophilum]AB21
GLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETVVPRLAGVVAAGDLVLPEGLDFTGYDFTLAGE
PHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDGRRLIYGGHVISLARALSFNGLANAQMIVGLN
GGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGELRGEDGKYRPEVLLDLDYWALMPV
>MCE8471367.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAATAIAGAAHRVEGAIEIGGQEHFYLEGQAALALPQ
EGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALAIACALAARTTGRPCRMRYDRDDDMII
TGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAYFLPAVRIESHRLKTHTQSATAFRGFG
GPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDSAAEAGGVA
>MCE8471368.1 NAD+ synthase, partial [Rhodovulum sulfidophilum]AB21
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAF
>MCE8471369.1 2-isopropylmalate synthase, partial [Rhodovulum sulfidophilum]AB21
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
D
>MCE8471370.1 NADH-quinone oxidoreductase subunit D, partial [Rhodovulum sulfidophilum]AB21
IYVAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACG
ARLHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLA
WDLRRSQPYECYDEFDFEIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEAL
IHHFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKP
>MCE8471371.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB21
GRIVRVDIERLIASAPTQTTAETTAGPAPEPAPEAAATPPGLGPYEVRPVSQMRRTIARRLSEAKQTIPHFYLEAEADLE
ALMALRAQVNEGREGPARISVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLG
TLSAEMKDLAARARAGTLRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLS
VDHRSVDGALGAQLLAEIRQGLED
>MCE8471372.1 30S ribosomal protein S12, partial [Rhodovulum sulfidophilum]AB21
IRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MCE8471373.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB21
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MCE8471374.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAAR
>MCE8471375.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSKLKPRERDAIVQALRAGVVPKLGLRHIQVGRVQEIEELVKDMDRISDGGSAIRFIIGEYGSGKTFFMNLIRLVALEKG
LVVMFADLAPDRRIQATGGQARGLYAEMARNLSTRTKPDGGALASVVERFVSQAHRDAEERDLPTGSVIRERLGHFEELT
GGFEFAEVIRRYWESHETGDDELKSAALRWLRGEFATRTDARKALGVRTIIDDASVYDHLKLMSAFVCEAGYKGLL
>MCE8471376.1 amino acid ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIE
>MCE8471377.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB21
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MCE8471378.1 hypothetical protein LZ189_20415, partial [Rhodovulum sulfidophilum]AB21
EAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGAPPLRAAN
DG
>MCE8471379.1 YihY/virulence factor BrkB family protein, partial [Rhodovulum sulfidophilum]AB21
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLR
>MCE8471380.1 endonuclease, partial [Rhodovulum sulfidophilum]AB21
MHEYLKTKGWEPDTVRSLDDASSEVVSLLGNPNEETFACRGLVVGYVQSGKTANMTAVMAKAVDAGYNLAIVLGGVTNKL
RQQTQDRFERDVLRYRSRWQLYTTSDRDFVQPANGGFTMPAEGHAQLVVMKKEGSRLKQLRRTIDRTPAAIMRKLKVLLI
DDECDQASVNSSRGEFDMTRINEEIRRVLKALPAVSYVGYTATPFANVFINPYPHGVGEDLDDLYPRDFITALERPSGYF
GAHEVFGSDSDDDDSRERDMIRILSEDEPDQLRPRSPK
>MCE8471381.1 hypothetical protein LZ189_20435, partial [Rhodovulum sulfidophilum]AB21
LKAFMDRLRALSDAAPAPRSWPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAAHPALGLRIDA
SAGRQYLARRPGLPLLTRDLRSAPDAEARLQALWQDFARSPCPLDGPLWPVRALLLPEGQEDALAVKFDALALDGPAIAQ
ICAELFATDPPPARPASAPLPVPPPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASRILAPELIRPL
RRAAAREGLFLNTALGFAILEVLARFTPDLRICAGLPTAP
>MCE8471382.1 DegT/DnrJ/EryC1/StrS family aminotransferase, partial [Rhodovulum sulfidophilum]AB21
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGEPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMA
>MCE8471383.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB21
QVGGQVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>MCE8471384.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB21
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MCE8471385.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSLSGDRLALVV
DPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGAAILSTLVVA
PAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>MCE8471386.1 DUF6282 family protein, partial [Rhodovulum sulfidophilum]AB21
SSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHHPDLTTRVFSGIALNNVVGGLNPYGVEHTAAMGGKI
VWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDILDVCAATGLALASGHVHVSETKKIFAEAR
KRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTEQLGEYIELVGPERTILCSDLGQVGTLTP
LQGFRRAVSDCLSLGYDDAAVRAM
>MCE8471387.1 imidazole glycerol phosphate synthase subunit HisH, partial [Rhodovulum sulfidophilum]AB21
MLTAIVDYESGNLHSARKAFERVARETGAGEVAITSDPDTIRRADRVV
>MCE8471388.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB21
MRTAKITRKTAETEISVELGLDGSGSYHMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MCE8471389.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB21
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MCE8471390.1 cytochrome d ubiquinol oxidase subunit II, partial [Rhodovulum sulfidophilum]AB21
LNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTVAPDGPSNPL
MNEVARGGSWMAAYEARSWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILPSSLDPSSSL
TVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MCE8471391.1 Plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTY
>MCE8471392.1 chorismate synthase, partial [Rhodovulum sulfidophilum]AB21
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDAL
>MCE8471393.1 hypothetical protein LZ189_20495, partial [Rhodovulum sulfidophilum]AB21
LDAVNWTAHLRADGAVMWHRHPERPWPGNALPIRGWNEAIPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVL
PLGPDWGGPLFLSQYPFLGIDPRGLKDAYADYGVQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTH
DTGVITPTAALSSLAYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRL
VSNRPEIRRGLSRLGFSAPYLDASA
>MCE8471394.1 LacI family DNA-binding transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQE
>MCE8471395.1 electron transfer flavoprotein subunit alpha, partial [Rhodovulum sulfidophilum]AB21
IAAGISGAIQHRVGVEGADLIIAINTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MCE8471396.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADE
>MCE8471397.1 chemotaxis protein CheB, partial [Rhodovulum sulfidophilum]AB21
MDTETDPRSCPFGSPPKDAAAIIGIGASAGGSSALETLFENCPAESGTAFVVIQDIPTKHESLTAGLLAQCTRMSVEMIE
TDTRVRPDHVYLNPAGTVMRIEKGVLRLTPCDEGQSLPIDSFFTSLAEEFGDRASGILLSGTGSDGTRGASAINAAGGLV
LIQHPGDPHFDGTPMSLRRAGIVDAAL
>MCE8471398.1 hypothetical protein LZ189_20520, partial [Rhodovulum sulfidophilum]AB21
MRDHHHRLVRDHRVDATLNRQLAFTGEDRKRRVMDHDRRVLRELPDRDPLPLASLKPPAGIAGRSLPAPSEWAVSR
>MCE8471399.1 dipeptidase, partial [Rhodovulum sulfidophilum]AB21
ISMTQIATLERLQELGALKICRSAAELHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLRSLGPVWSRPTIFGEGV
PFRYPSDGDTGGGLTDLGVALVRRCNALRIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAICPHARNLTDAQLDAIAA
SDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGAMIPSAIGTAAGLPALRQAMVAHGYGPE
LIARICQGNWLRVLEKTWGH
>MCE8471400.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
EMPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGER
WVENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTL
TGPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRF
EAWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMG
>MCE8471401.1 phosphopantetheine-binding protein, partial [Rhodovulum sulfidophilum]AB21
DLLYIGGAGLAREYLADPGKTAAAFAADPLTGARLYRTGDLARYREDGVLEFMGRRDTQVKIGGRRVELGEIEAVLARDG
RVERAVVRLCPGKGVTAWLRATPGKTLPDPDTLARHAARYLPAHMVPAHFLAVRRWPVSANGKLDIKALPQPADAPAEAL
PEPAAGSAEARLLTLLSEELGRPPGEIGVTQGFFDLGATSVTLIALHRRIAEEFGTELPVTLLFRLANIRALAAHLEGGA
DSAALREAAETRARLRRSHAARRRGGQAQSPQGRA
>MCE8471402.1 poly-beta-hydroxybutyrate polymerase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LRAMKRQAMTAPNGHSKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAH
AAGWSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPL
TNPEILQETLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPV
LIVPAWIMKYYILDLSPENSLISYLVEQGFTVFAMS
>MCE8471403.1 Xaa-Pro peptidase family protein, partial [Rhodovulum sulfidophilum]AB21
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTIKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFLDR
>MCE8471404.1 DUF3422 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
HPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHKLKWES
HTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAILDGAA
VMATDFRIDTGGHMRMAIFVPPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMTGGQRQ
PEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQ
>MCE8471405.1 phosphopantetheine-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISELPEGAQSNTGPKAGLLAAVEKVFAGTPLGFLAMCSSVGASFGATGQADNMGANRVFDLYAQSDRLPLCRRKIAIGWD
YWRDTGMIRILGPRHKALTGEEIRHGMTAKEGAAWFLRCLGAPLPVPVISTLPTDWIRTALARRLGEAMAVYERAAPAAG
AQVRAPRPPLGTPFAAPEGALETLLARVWAETLGFEEIGRGDSFLELGGDSLAALPMLARIRDALDCELPVSALYRSLSV
AGCAAHLRAADPGDIELRARLYLHVQMLDEDALAGALA
>MCE8471406.1 hypothetical protein LZ189_20565, partial [Rhodovulum sulfidophilum]AB21
MRYKNSKSWFNMNKRIELKVCEPEAQKAVKAKALRYLPMLPVLLNLLPYSLCVYFEREHLSDLWNVARPAMLGFNAFIAF
MFFSSIALYYYLYFSKRAEAVIVGLLLFSTVPMHLMALGVSVFILKSFAFTAITLLATLFAASNFRKANKAIDDEALHRY
AQGVIINDDGRLKYCHGVDFEDSLLAVKSVGRGRYVMECALAIPMILLMLLVWPVVFTDDNFQNKD
>MCE8471407.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB21
MGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETGDHALVGLGGLMAALGGAAWAGSVNA
RDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATEEERAFVEAEMARPVDIEALAAETGT
HQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MCE8471408.1 crotonase/enoyl-CoA hydratase family protein, partial [Rhodovulum sulfidophilum]AB21
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDGAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAA
>MCE8471409.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB21
TLVTNADFALGARALLRSLKQTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSDAFNAAHARDRLHRDAPFT
KGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADFRRMNSGVFTARPDPATFE
AMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPIFCNMLQYVWFNLPGLWSWPDIRVLHFQYEKPWQDHAKADRLKPLIDL
WRAHAEGAAIPDTTTLPGPPAP
>MCE8471410.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB21
MLMLRHVMQPLFARHLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGMVVGAMAYGTYEFTNFATL
KRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MCE8471411.1 cold-shock protein [Rhodovulum sulfidophilum]AB21
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MCE8471412.1 TRAP transporter small permease subunit, partial [Rhodovulum sulfidophilum]AB21
VTVWEVFARYVLGSPTRWAFEVVIIFCSCAWMLSAGYVTLFGRHISITVLQDLAPPRTRDLLSKLAMIVGIFALTLFIDD
NMMRALGAITSGERSGASFNSPLPMVLKCALTIGSMLYLSQLLLNLHRATLAPLGRLIIAIVAAAVALRFAANALEHFGL
LEPLVAPFQSFVTSATSPLNPQQYVDARSYDLGIVTLVMVGALLVLMMSGIPLGIVTLVVSIVSALFFFGPNGIYIVSSN
AFGLGEQYAMIAVPLFVLMATILERAGIARDLFDGID
>MCE8471413.1 glutamate--tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
MSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIED
>MCE8471414.1 type I secretion system permease/ATPase, partial [Rhodovulum sulfidophilum]AB21
MGLLLTGPVTPGRPARLVRMPARAMSALLTAVEARRGHLFPWTPVFLAAIFLFHPLLGFAAIGGGAVLILATLVNRWVTG
GALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGSFASFSRAFRFFLQSAILALG
AYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRAR
>MCE8471415.1 50S ribosomal protein L4, partial [Rhodovulum sulfidophilum]AB21
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTR
>MCE8471416.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB21
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MCE8471417.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
ARARGAEVETAAVSLTETAALSRCLHDFDAAHPVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMH
ARRRGRIAIVGSLAAVAPHGDLLSYSATKAGLQAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAA
RIVARGLERGRTTIAFPLPLIIGAWLGERLPAPLADRIMARYRAEILPDPDEAAGG
>MCE8471418.1 FtsX-like permease family protein, partial [Rhodovulum sulfidophilum]AB21
ILIVLIGAASAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWAVMRFVMEGEYRFEPVSAL
AIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MCE8471419.1 AbrB family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
GLSALGHATGTVSGAVPAWLSVPAFIAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLIAAALVAKLLGLPMLSA
LIAFAPGGLETMMAMSLLLNADPAYVTTHHVFRLLMLTVALPLLVARTRAVIAREAAAAPPDKTPD
>MCE8471420.1 1-acyl-sn-glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB21
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVQ
>MCE8471421.1 cell division protein FtsX, partial [Rhodovulum sulfidophilum]AB21
TTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGVDAEALRLRLAAEAPGAVLDDHTRWRQPLVRAA
GRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMGAVALL
PGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLKRIT
>MCE8471422.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB21
SGPVEYWFKKPGETEPEMKLGYVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLE
SFVLSMNDVADARYETAIPEARRRDEIGDLGRNLAAFRDKLAESERLAAAREEDRHEQERVVADLASGLRSLSEGDLTST
IDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAA
EGAAKVEDVVREARGNAEQSGLVVKEAIGAMSEIK
>MCE8471423.1 GDP-mannose 4,6-dehydratase, partial [Rhodovulum sulfidophilum]AB21
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLELDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLED
>MCE8471424.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIR
>MCE8471425.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAPPLLEIRDLHLKMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSTLARLITLIEEPSAGALTLDGLPATPENWRR
LRSTVQIVFR
>MCE8471426.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVLAISLGWWPGYARLVRGEVLSAREEVYVTAA
RAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRPPVPEWGTMLATARSYMPDVWWTAMAPGLAI
FVSVFGFNLLGDGLRDLLDPRGGR
>MCE8471427.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SVIMGLSGSGKSTLIRHLNRLIEPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQ
PRSAWEGEARQWLNRVGLEGQDNQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHK
TVVFITHDLDEALKLADHLVILKDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDA
DDNLESVIALSGGDTSLSYRVMRGGKQVGILSVKD
>MCE8471428.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
ARGLPPGGIVAIDLPRSPLQIACVLGVLAAGGVYLPCDPGWPEARIADILENAGAFARLGRRAAAAGDGGTIRIDPEAQD
GARLQAAPPYTPHPRGPGDVAYLIYTSGSTGRPKGVAVSHRAALTTIDDICDRFGIGPGDRGMAISSLAFDLSVFDIFGC
LGRGAALVLPPEGAQRDPQTLLALAETHRTTIWNSVPAILQMAAEFADETDRALPRNLRLGLISGDWIPRDLPTRVAALA
PGMRLMGLGGATEAAIWSNIFDTADTPCDWPSVPY
>MCE8471429.1 poly-beta-hydroxybutyrate polymerase, partial [Rhodovulum sulfidophilum]AB21
RMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALFTQNELTFVLTKGGHNGGILSE
PGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMGAPDAGLPPLCPAPGTYVFMT
>MCE8471430.1 hypothetical protein LZ189_20685, partial [Rhodovulum sulfidophilum]AB21
MKPLGNTRALKLAGLVYLAVLSLFLVLNSYARNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
>MCE8471431.1 hypothetical protein LZ189_20690, partial [Rhodovulum sulfidophilum]AB21
QEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGRPAAASPATGLASTHKAQQAALVNDALTIEG
>MCE8471432.1 dihydrolipoamide succinyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGEGAAVSATDDKPAAAASKGSSGKDR
>MCE8471433.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELN
>MCE8471434.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MNRADPQTAARSVPDPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTG
YPPVQGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFKD
>MCE8471435.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB21
MVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVLTYSEDPVA
AAKVAEGFAKDNSKFEILGGAMGETALDRVGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIASILSTIEER
AEAA
>MCE8471436.1 ribosomal protein L7/L12, partial [Rhodovulum sulfidophilum]AB21
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLR
>MCE8471437.1 hypothetical protein LZ189_20720, partial [Rhodovulum sulfidophilum]AB21
QDFSSADTGLFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLD
GEDRRSGLAGLAWSSAGETAWGRAGVLRLQARAESSGGVVLSEPVTARLGDVPRAFSAADWSVDETGVQIAALPDDGNVP
ITNIRYRIDGGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQPPTLSIEAAPLLAEVAAVEGNTLTATAG
PVSGGPSSRTWQWYRGTAAISGATGESYMLQPAE
>MCE8471438.1 hypothetical protein LZ189_20725, partial [Rhodovulum sulfidophilum]AB21
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKQITEYFRDLSADDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSTAPGAPAPSVHPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESEPRGTTREPSPADG
SQEPRKTEMTVSEEAAAPSSDDRESRDRATDSETPPHPGAGTAPPSPPRARVLKLRRDDLSRTRPPDEDAEQSAPGPRPA
ETDEARAAA
>MCE8471439.1 nucleoside hydrolase, partial [Rhodovulum sulfidophilum]AB21
DLARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQGHRTPWAEFNIYADPHAAEIVFGSSVPLV
LFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGGPLHDPMTIAWLLRPELFTGRAARIGVQVG
GATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKMETE
>MCE8471440.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPV
>MCE8471441.1 GMC oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
PQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTRFPKLLGEVAKYALNRRGVLTYGTG
LAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIHAVSPDLAVQPEIRPNFLDHPEDRR
AMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTCRMGTDIAAVVDPELKVRGIDGLRV
ADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MCE8471442.1 DHH family phosphoesterase, partial [Rhodovulum sulfidophilum]AB21
WVGPSEEEMRQAEALAQSTLLPAAVAAVLARRDVTAETAAGFLDPTLKDLLPDPRALRDMGRAGERILAALTGRQRIAVF
ADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSHDAIAAATGADVVVLDH
HLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVALATVADVAPLIGVNRAL
VRQGLKIMARRQRPGLVALSDVARMDSAPTPYHL
>MCE8471443.1 type III pantothenate kinase, partial [Rhodovulum sulfidophilum]AB21
LVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDDLTMHGLTVIHA
YNKENGAT
>MCE8471444.1 ribonuclease J, partial [Rhodovulum sulfidophilum]AB21
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGE
>MCE8471445.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
LPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLMPMLADKAPALSLFTS
VLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MCE8471446.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLQGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIG
>MCE8471447.1 ATPase, partial [Rhodovulum sulfidophilum]AB21
GGSICEVVDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRVPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDA
FVRWTYARALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>MCE8471448.1 hypothetical protein LZ189_20775, partial [Rhodovulum sulfidophilum]AB21
AACVSRNCSEPTAPAPAPRWSSGATSDGHGAYAGVRAEGGQDVIFYVFCARGGERLLQLDGAGGEAGPNVLSLIIDGQGF
PVTFGGSSEGGMLARLPPSAPVLGALQRGQTLEIRSGAGQGQGLGRFPLAGAGAAISGALALCR
>MCE8471449.1 peptidase M23, partial [Rhodovulum sulfidophilum]AB21
ETARSAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTIAAVLDARREEIARLVGVLAGIE
RNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADDLAAGLAGVQTARTELSQAIAER
RDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPVEGTLLRGFEQADAAGIERPGLV
LATRPLALVTTPVAATIRYRGPLLDYGNVMVLE
>MCE8471450.1 hypothetical protein LZ189_20785, partial [Rhodovulum sulfidophilum]AB21
IFAPPAGMNHFALALLVPAMRAGNDLEIEGAVSARLLQALNGELQVALATFKKSLSRISVSASTILPEMASSRALNRGCA
TGFSAGVDSFATISLYGFEGSRRIKCLSLFNVGAFGQAGAVGVSEVFEKGGLQLREFAKNVGCEWVLVDSNLDAFYAKGL
NFPSTHTIRNASAALLLESMVDEYLYSSAFPYNEIAIKPSPCIATMDPIILPLMETESLRFRSAGAHLSRFEKTEIVSRN
DMSFSWLNVCVAPAADRMSMG
>MCE8471451.1 homocysteine S-methyltransferase family protein, partial [Rhodovulum sulfidophilum]AB21
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTR
>MCE8471452.1 alpha-hydroxy-acid oxidizing protein, partial [Rhodovulum sulfidophilum]AB21
DVLKAVALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MCE8471453.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LVFDGYEIPEAACPFHLVNVITNYDDNEAVIEFDHENGATAHLRLTNDRTVRFFIDARGRRFGTSKQFREAFPVDLIVVP
TLSPLESYEPLIQQETVRRNRTTRLAARSFRNIWYLEDDAQFKVFKERVERAWDGVSLQPPELVRDTPARVEMYFEENRV
TREIQWAGFGFQVWLQIHTHLIRGNQGSILVLDEPDIYLHPDLQHRLYKDVKELFGQYFLATHAVEIINVAETSEILMVE
PDRRMAKRIKRDADYDAMLNYIGSAENADFAK
>MCE8471454.1 DUF3470 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
CEPECPADAIRPDTEPDSERWVEFNRKYAEIWPVITAAGEPPANADEMDGIPNKLQTHFSPEPGQKEAS
>MCE8471455.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB21
MTATAPAKTDQTTHAFREAMASLAATACVVTAADADERVGRTVTATLSLAVDPPSLLVSIAASARLSSLIRARGGFSFAM
LQADQPTVAEAFAGKVPRDRRFEHGTWEAWPSGHPRLRGAMVAMDCSLAGEIETEDHVLFVGRPQAIDLAETRQPLVWHH
RRFTTVRPL
>MCE8471456.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
ILPRLLLPVTTIGYAAPGAVLGVGLLIPMAAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMG
RIAPSLPMAARSLGRSARGTLTAVYLPLIRTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAP
AALLVCLVGLVAVGLLARANR
>MCE8471457.1 HypC/HybG/HupF family hydrogenase formation chaperone, partial [Rhodovulum sulfidophilum]AB21
EVNVACILEGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQEAAEAMAEGAKALEGQG
>MCE8471458.1 hydrogenase formation protein HypD, partial [Rhodovulum sulfidophilum]AB21
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHEGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRKVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMEI
>MCE8471459.1 putative zinc-binding metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
VPDLSVPGNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAE
RERIRAEMGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATA
HPWEDFADTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSP
AVLEKLEAIRRLLPVAG
>MCE8471460.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LDLDGTIRATADRGYLDVRTRPERHNAVKVLLFLDVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRR
RWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEIAFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSI
AMIREIFEDRMVPMTLDGIERGMKSLG
>MCE8471461.1 short-chain fatty acyl-CoA regulator family protein, partial [Rhodovulum sulfidophilum]AB21
ILVRLQAKYTHAAMQAQTEDNPLTDRNKVELLGQIARPVEIVRDWFYETQNYIDRVDRAAEAVAEEMALRRTEPHLALTE
RLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVLLARLEQQELIDAVIRSAGFGDGFGAGDACRL
ARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRMSTLQRPEARGIPFFFVRVDRAGNVSKRFSAG
RFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIR
>MCE8471462.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLEPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLT
>MCE8471463.1 XdhC family protein, partial [Rhodovulum sulfidophilum]AB21
LVPQAPATAHHLVLTHSHALDFALCHALLGHGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQA
IAIGVAAALLSEGVEGIAARDIAG
>MCE8471464.1 deoxyribose-phosphate aldolase, partial [Rhodovulum sulfidophilum]AB21
MATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDLTTLSGDDT
PGRVRQLCAKARAPLRADLRTALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRLAEIEASVA
AGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTSTGKEPVNA
TLPVGLTMCRMIRTYCEATGVDVGFKPAGGI
>MCE8471465.1 integrase, partial [Rhodovulum sulfidophilum]AB21
APKVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYR
KPMGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIAIDLTMPDGKGG
RKYITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>MCE8471466.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
YSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWFTSDDET
WSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSNMLLSAA
IFELKQTNVKTADALHLGFNMQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHSASAWVD
YRFNEGTLAGLKIGGGVRYQGSTFGDPTNSF
>MCE8471467.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB21
ILALGKGLAQLGRKDEAEAALRRAVAADGRYLEAYLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAEAQAKQG
RTEAARAGFDAAIAAEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALDPRNGEHYRTMLATYKVTPDDPLLAEMEALF
DDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSVRKIEGAPDYA
PIFVTGMPRSGTTLVEQIVASHSRVTGGGEK
>MCE8471468.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB21
ELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSVNVAQNQKLGEILAEFGAGGA
>MCE8471469.1 hypothetical protein LZ189_20895, partial [Rhodovulum sulfidophilum]AB21
MALKIRPDPRRPSGGYAELSAEAKALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPEAPPPAAQAEDPVP
EEKRRSRLPLIAGLSALALLICGGALAWFLM
>MCE8471470.1 epoxyqueuosine reductase, partial [Rhodovulum sulfidophilum]AB21
LGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRDAVARL
LEDADPVVAEAARWAVARLSRG
>MCE8471471.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRL
>MCE8471472.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVSTRIDTDVLRLYRADMPARPEA
EEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDAELKPFAALARLRPSRDDAEGG
GTPE
>MCE8471473.1 hypothetical protein LZ189_20915, partial [Rhodovulum sulfidophilum]AB21
MRSTTALAAVLSLGAAAAGAGTIYWSGLGREGIWSDPDNWADAEDNPIEGDAPGLDGMPVGIVLGEAATGPIGLETGRAT
LSALELTDNSGTTLTDGTLAFSLPDGASGTAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLSGNISGTGALRLRAE
GDSEITLSGRNSQTGGTVIEAGTVAATGGEALS
>MCE8471474.1 superoxide dismutase [Rhodovulum sulfidophilum]AB21
MPALNFAHSALEDRGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWNHIHF
WNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTALLGLD
VWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MCE8471475.1 type I secretion system permease/ATPase, partial [Rhodovulum sulfidophilum]AB21
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRGFLGI
>MCE8471476.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALRE
>MCE8471477.1 hypothetical protein LZ189_20940, partial [Rhodovulum sulfidophilum]AB21
ISISRILCDARILNIFEGAAEIQAQVIARRVLG
>MCE8471478.1 hypothetical protein LZ189_20945, partial [Rhodovulum sulfidophilum]AB21
GFAALTRALAGSFGLDLAEDRLSMLARFGSGSATRSLWHGFVRWDRGAREDGSDSFARPLPEIWSDFRIAIIRVDTGPKS
QSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAAIEARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLW
AARRDGLEAYATMDAGANVKLIFLEDSAPAIAELFPDAAIVEPFGPAAQR
>MCE8471479.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQVHAWFVRSQVAHGRLTSIDTAAAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTS
>MCE8471480.1 hypothetical protein LZ189_20955, partial [Rhodovulum sulfidophilum]AB21
GLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSRSEAPLVRLGGVTLTDAAGREVLRLP
RAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSLAEILDQIDRSFDAPALAPLRSVSVE
GLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTSFRGSPAARLSAGFSDVPSADIATQS
PALAPLALIEAPISGAMRSEIDESGRIGED
>MCE8471481.1 SMP-30/gluconolactonase/LRE family protein, partial [Rhodovulum sulfidophilum]AB21
MNKEGKKGSGVLYRFDPDGTWHVADTGFDLPNGLEWSRDGRTFYFTDSHKCEIYAYDSNSVSGKVENRRQFFGMNPADGK
PDGLTMDPEGYFLSVLFDGSAIARIAPDGSLERTIFLPVPRPTSCAFGGDGRTLFVTTARIGLSDAQLDDAPLSGSLLQL
DYDDALR
>MCE8471482.1 hypothetical protein LZ189_20965, partial [Rhodovulum sulfidophilum]AB21
MAGVVLFEAGPAAAFFKAPVCLRNDARRAGALQQNTAGHCCAIHRMSRFFSAFGVYIVWLDSHF
>MCE8471483.1 VOC family protein [Rhodovulum sulfidophilum]AB21
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MCE8471484.1 iron-sulfur cluster assembly scaffold protein, partial [Rhodovulum sulfidophilum]AB21
MLDYSEILTDHFLNPRNRGTLGSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARRLDANAIEAALGGLPAEDR
>MCE8471485.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB21
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MCE8471486.1 DEAD/DEAH box helicase family protein, partial [Rhodovulum sulfidophilum]AB21
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGR
>MCE8471487.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB21
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSNDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MCE8471488.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LMLGMLRAAGTDPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALEGLLRESLGADFRPVMERFRQRAPVFL
RVNTRLGDPAAVAAQLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCA
GGGGKTLAMAAREGARHFAHDAAPQRMRDLPARAERAGVAVHCLDGTALEDAAPFDLVLCDVPCSGSGAWRRSPEAKWRT
TPADLDRLSAL
>MCE8471489.1 mannitol dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
WGIIGVSLKSPGTRDALAPQGCAYTALELGPDGAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDP
ATGALNLDHPDILHDLGSAHPVSAPGYLVRALQLRRDRGLRPFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGNE
GRFPATMVDRIVPATSAEDIARVETLTGCHDAAPVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLN
GAHSALAYLGYLAGHETISETVADPALGG
>MCE8471490.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATAAHPEGTDADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRR
>MCE8471491.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
GMYGARGAGVAERDNLMHRIDIINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDA
TLREKHQDRARVLKARFKGLGMPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVH
TPEQMDALIRAMDELWSQCALNRAELTA
>MCE8471492.1 DUF4115 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSD
>MCE8471493.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAARGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPD
>MCE8471494.1 purine-nucleoside phosphorylase, partial [Rhodovulum sulfidophilum]AB21
RPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSNDDRQSGFGEMVEIALEAAFS
>MCE8471495.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB21
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MCE8471496.1 cysteine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHDLLGDSFDIHGGGI
A
>MCE8471497.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB21
MLTTSFIGNAVGLAAAAGTGRRLVSLQTVSACKRYRRADRAILRRFDLLIAGCEDIRQFLLSHGQDPQRLRTVNNWVDFS
ARRQTASAAATRARFGLPETGALVGCIGRMHVQKGQEFLIRAFRSLSAAETGATLVLVGDGPRMDEMRQEAAGDPRIVFT
GTIGGDDYTNLLAAFDIYVQPSRFEGLPRTLLDAMYLGRPVIATGVNGNRDAIRDGVNGLLVPPCEPAALAAALGRMLDD
PALAARLGARAAEDARSGFAMETQ
>MCE8471498.1 permease, partial [Rhodovulum sulfidophilum]AB21
DYPGMSVVISAFIVRFIWGTCGLCGKAPEGERFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFG
IAAASLLFLTVGVLTPVTHHIALPAAIVGVASGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNV
LTSIGFWALLPMPV
>MCE8471499.1 hypothetical protein LZ189_21050, partial [Rhodovulum sulfidophilum]AB21
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPV
>MCE8471500.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB21
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MCE8471501.1 glycine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB21
VRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSARLSDAAFFWGNDLAVAKAGMEDWREALTHVTFHSALGSQADQI
GRMAALAREIAPMVGADPDLAEQAAKVAKLDLASQMVYEFPELQGLMGRYYAAAAGLPSEVAEACALHYKPLGPSDEVPT
APVSVAVALADKIDRLTGFWAIDEKPTGSKDPFALRRAALGVIRLVLTNGLKVSLSELIQEARETSIQKWSTRKTAELTT
QLLNDYSAATQTIAELRALRREEITHI
>MCE8471502.1 orotidine-5'-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB21
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGR
>MCE8471503.1 DUF4054 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
RGRPSGTDFPAPVVASIIEDAALMAGVCIAPYEPARQAAIVKWLAAHLIASTNGAAGTGAGSLTSMSLGDASETYAKAAL
TGEGLRATHFGQQALLLDTLGGLARLGRPRASAEVI
>MCE8471504.1 hypothetical protein LZ189_21075 [Rhodovulum sulfidophilum]AB21
MAVYTRGLTQAATYFPPAGVNGFGDPQHGAPVAVVCRWQDKAVLFRDEQGREVTSEAVVYVSQAVEVGGRIGLGALTDPA
KAREIRQAGSSPSLRGGTEIITAWL
>MCE8471505.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI, partial [Rhodovulum sulfidophilum]AB21
LPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIASGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGL
DKFWEMECLTV
>MCE8471506.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
PALRELCQRFLLVLDWEDPGQNNVLDHALMTLLERALAIEHVTSDFRAPNGGLTGAQRRAVEDTVETSLADRITVRDLLA
DGQKAPDVAALCGFSSQTHMIHRFRAVFGYTPNAIR
>MCE8471507.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB21
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MCE8471508.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase, partial [Rhodovulum sulfidophilum]AB21
GATPEQASSHPNWAMGQRITIDSASMFNKGMELIETKEYFGIAPDKIETLVHPESLIHAMVGYRDGAIMAHVGPHDMRHA
IGYALNWPGRAALPVERLDLTNIARLTFRPACETRWPALRIAREVMEAGGMAGAIFNAGKEAALDAFLAREIGFTRMSDV
VAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MCE8471509.1 ribonucleoside triphosphate reductase, partial [Rhodovulum sulfidophilum]AB21
MQQFIYNLNLPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYMEVMTAGDAKGRVFTFP
IPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNGLFGSAEQTGSLGVVT
INCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTLGVNGVNEMIRNFTDD
REDISTEAGQGLAIRLMD
>MCE8471510.1 OpgC domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PIWSRSWTLYIVHVLLSAWAIAIFAWGAMALNVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAYSVLLLFAP
VAIFVGMRAPLLMVAASVAIWFVAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRRWLFWSALA
FLGVVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRVAAPLRLMGQ
HGLLVFSFGTAVSLLFQVLLAGYPDL
>MCE8471511.1 3-phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MRVVVSEFMDTEALAGFGEDVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIA
>MCE8471512.1 UxaA family hydrolase, partial [Rhodovulum sulfidophilum]AB21
LGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPIVPVIKISGNPRTL
RTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MCE8471513.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB21
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDE
>MCE8471514.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
SQRRFMTEADRRGYRIDFMAVHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMM
EGLPFVERHAWFAANPYPWKGAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>MCE8471515.1 diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB21
EPEPLVAPLVVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCV
VRGSRTEIDWAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDA
AGTAI
>MCE8471516.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB21
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFS
>MCE8471517.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB21
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGGLSEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFDFPVRLLQGTADEDVDTRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MCE8471518.1 transcription elongation factor GreA, partial [Rhodovulum sulfidophilum]AB21
RPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKLSGPIKFGATVTLADEDTDEEKTYQI
VGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MCE8471519.1 hypothetical protein LZ189_21160, partial [Rhodovulum sulfidophilum]AB21
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIER
>MCE8471520.1 hypothetical protein LZ189_21165, partial [Rhodovulum sulfidophilum]AB21
MAEILPDLRAGSFDCARIDPTDYDLWLDKRLSQGIAADDTWLASQSVFPAITLCEFIGSALLRKQGKAPDDRRAKATGFA
YVSQGPDGVRAALDILMRSEDGGHIVTQGELGPLLRHLRGSYLDDDTFAGFRSILRDYFLEIWPLAPGDDLLGQAVTERR
LHSLTSASKETGIGAAVLDDFLTEAGAFASGDARADARKTFDAKAWQHILDEIPTLVGPIALRRAIGATLAELNGLKADG
VLVPRTNVATIKSPWRIAED
>MCE8471521.1 AsmA-like C-terminal region-containing protein, partial [Rhodovulum sulfidophilum]AB21
GRRASFRQDGNTISGDAEFVPGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDA
EIGLDAEALDFGKVRLGPVRLDARLEDSRLSGDLHELQAYAGNVTGSFEVDGREGLSLDADLDIAGVAAEALLRDMAGFD
RLQTSADLQLALQASGRSVAALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSN
SDLRIAAPLVAAEGRGRVDIGARDL
>MCE8471522.1 hypothetical protein LZ189_21175, partial [Rhodovulum sulfidophilum]AB21
AQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVMTIGIPGVILAPALAALLVYPLRTRYLRLYNADDPLTDLA
ILAVSLVLNGHACWLAWDRILPLLG
>MCE8471523.1 glycosyltransferase family 2 protein, partial [Rhodovulum sulfidophilum]AB21
FYDPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERHNIAQMRRALI
WGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRNARLIEYK
>MCE8471524.1 AsmA family protein, partial [Rhodovulum sulfidophilum]AB21
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPQQGSLAGFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAEGELFADV
>MCE8471525.1 AIR synthase-related protein, partial [Rhodovulum sulfidophilum]AB21
IFRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALNEMAETAGVG
VEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATGDHPGQVRMRTVFG
GARIVDMLVGEQLPRIC
>MCE8471526.1 hypothetical protein LZ189_21195, partial [Rhodovulum sulfidophilum]AB21
SKKGGRPMRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>MCE8471527.1 YggS family pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MELEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQERGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQ
>MCE8471528.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB21
SEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDAIGGENGA
>MCE8471529.1 hypothetical protein LZ189_21210, partial [Rhodovulum sulfidophilum]AB21
YLGAGLILWALSLRPRQPERTAPPADPYTPFIHMAEGFAAGLEAGRAARRPGSGDRARD
>MCE8471530.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EDGPEALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILRTTTVPAPLSVAQRTDAVLLAGRILN
ALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLIGEDMGRVPD
LAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MCE8471531.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPCPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEAEIRRCAAALEGRD
>MCE8471532.1 threonine/serine exporter family protein, partial [Rhodovulum sulfidophilum]AB21
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANP
>MCE8471533.1 GMC oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
QMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMWRGTTMAGIIRDEVRHDP
SRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLNHDVTDQHGLPVVDVHFD
DHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDVTNLFVSDGSQFTTGAAE
NPTLTIVALAIRQADHIAREMSAR
>MCE8471534.1 His/Gly/Thr/Pro-type tRNA ligase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
AILDLTFGDRQVDYDDRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVND
KGERVPVHMGSHGIGVSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDRE
ERAGAKFATMDLIGLPWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MCE8471535.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB21
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAVDQ
>MCE8471536.1 ferrous iron transport protein A, partial [Rhodovulum sulfidophilum]AB21
YDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPDDCVAG
PDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTPANEDP
QDERDF
>MCE8471537.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSPTRSAWESRLKRDGLAPALLQPEVQSAFLHIPSAPVAPAIFEWSGMLDQRLILSWAVIR
>MCE8471538.1 DUF1194 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPFQGITVNGLAIGGGSPSDTEVFA
FYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>MCE8471539.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB21
MAYSPITPMAKFELFSEQWQPKVVAEMNDYQFKVVRLEGDFVWHSHADTDETFIVLDGSLRIDFRDGAVELAAGDMFVVP
KGKEHKPFAASEVKVMLIEPSGVLNTGDEDQGERTAQNDVWI
>MCE8471540.1 hypothetical protein LZ189_21265, partial [Rhodovulum sulfidophilum]AB21
MTDLDVDQPVAFCDPSVIALFPVRFALSADTLDRIAAGATTIATPQDKDSLSDHELRRIRAGYVYIFGDNDTWRVYRYLA
DPHNDENSTLDFDDAERRPDAHHQFYELTWTNGANSKWRQNGTPTSYLTVSSTVSKVWIAYSEERWPARMLELLQSNLGL
RAKVMREVDLSAPETPWSFKLDGLSSKV
>MCE8471541.1 efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
QAGLRQKALGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTEL
RAAFSGTLIDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVTVTLDVYGANLTARGVLSRE
SGAVPEDQVGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREG
>MCE8471542.1 LPS-assembly protein LptD, partial [Rhodovulum sulfidophilum]AB21
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNR
>MCE8471543.1 LptF/LptG family permease, partial [Rhodovulum sulfidophilum]AB21
SIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLGL
GLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MCE8471544.1 IMP dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAH
>MCE8471545.1 lysophospholipase, partial [Rhodovulum sulfidophilum]AB21
MRLFALLSLFCPAVAMAGPVQIEGPAGPLEAEVLAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQAAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLF
>MCE8471546.1 dihydroorotate dehydrogenase (quinone), partial [Rhodovulum sulfidophilum]AB21
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRF
>MCE8471547.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB21
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MCE8471548.1 hypothetical protein LZ189_21305, partial [Rhodovulum sulfidophilum]AB21
MTASFALPFLTLPDEVVGFRDWLIGDPEEPLFHISRQLDAWDYARDLQLDTRLDLDLTAAAASLQIPANQLKLAVVVAIG
SGTGRFARRMERVCTKVICAPLDAPLGIRFPVDSRNLSGRLL
>MCE8471549.1 hypothetical protein LZ189_21310, partial [Rhodovulum sulfidophilum]AB21
TKLGKLLGQTSSRGPGRVARPGGGARRKKISISPPRFIRLETVDGQRTAIFEADLKNDGSKPGMLLHATPQLVIDGSLED
AADLPPGYTVTLLDMSLNGDTAPPGGIRIGHKGGNVVCRVTMPEDAAVGIKFTFDEGETA
>MCE8471550.1 succinylglutamate desuccinylase/aspartoacylase family protein, partial [Rhodovulum sulfidophilum]AB21
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKG
>MCE8471551.1 hypothetical protein LZ189_21320, partial [Rhodovulum sulfidophilum]AB21
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAE
>MCE8471552.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB21
HYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPTGEFTLSTDGIFRDCGLPDPVAPDVPQQAVQDLPFDMLVYL
LGSRYCDTDLLSEEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETLAGRQGVCRDFAHLAIALCRCMNI
PARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRDAADVPLTQTFGPSILTQFDVWTW
DAEADPTEAVPVFRV
>MCE8471553.1 hypothetical protein LZ189_21330, partial [Rhodovulum sulfidophilum]AB21
DRVAYAHTGFFTPEPAGPLADLLIAHAPQGIARVCPVSGGAKAMEAALTLAPHDMLESGQPGRHPGGDRAVPELSRQQAV
GAGDRRQQGTAEFLRATHDRDLAYHALRCLSRPGRGRERSGP
>MCE8471554.1 hypothetical protein LZ189_21335 [Rhodovulum sulfidophilum]AB21
MGRTGTLFACDRHGIASEIGAIAKGLGAGSQPVGAMLRTASHRSGQWHLLARTHIWAIRPPQRWRS
>MCE8471555.1 type VI secretion system contractile sheath large subunit, partial [Rhodovulum sulfidophilum]AB21
MEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQLEGMDIGMSLVSRLPVGK
>MCE8471556.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB21
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MCE8471557.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
SYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVTLGIPGSS
VAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLSIVGAYCV
QNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALLVLTTVLPPV
WKHIRARRAREA
>MCE8471558.1 hypothetical protein LZ189_21365, partial [Rhodovulum sulfidophilum]AB21
MRLLALIAFALAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLARVMRKAGLEDGL
PVVSGYIELVADRLRFVPSPPEAGAVVRQMQGYLQELRCRADPAWRAGLEL
>MCE8471559.1 biopolymer transporter ExbD, partial [Rhodovulum sulfidophilum]AB21
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEA
>MCE8471560.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB21
DPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSALAGGIWEALLTT
AAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MCE8471561.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLSRAATAFG
>MCE8471562.1 tripartite tricarboxylate transporter TctB family protein, partial [Rhodovulum sulfidophilum]AB21
GSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAVLAAILVFGFGLFRLGLVGATAAAVLIAALPA
PHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MCE8471563.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB21
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MCE8471564.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
RPDAPPLPRDPDTADGAANDAEGAWCEIALEPAVSDGLYALSKACSASLFNTVYAAISLALQRLAGLDALTVGTSASGRT
DPDYFDTIGYFTTVTAHCLRAPGHLTPRALIGTVRDMINGSLPHCEIPIDLVEDRLSDGTAAPGTHMFEVFIQIHARNAL
NGALERPDGPVRFRQVDPDKTDSVLGLQFEVVEDVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRTCTAFAREGAADR
PLDALLS
>MCE8471565.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB21
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MCE8471566.1 cytochrome C peroxidase, partial [Rhodovulum sulfidophilum]AB21
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASD
>MCE8471567.1 hypothetical protein LZ189_21410, partial [Rhodovulum sulfidophilum]AB21
SWMTAHLTTRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFPLACCRMPGLDWEAADRWCDGALPTAQAATAG
ALSPASLGAALAALPVLSGDAPEPGLWTAAPPDEEDRPVAQILTDLMGPIGAV
>MCE8471568.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
VETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVAMEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRS
KPAASADAGAGAKKAAGLSYTEKHRFDALPGEMERLEAEIGRLEALLEDPELFTREPVKFRKATEALMARQEALAKAEED
WLELAEKAENAG
>MCE8471569.1 hypothetical protein LZ189_21420, partial [Rhodovulum sulfidophilum]AB21
EDFPHLILGAAALPWRPAGYGAPRARPAGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>MCE8471570.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SGWILELDRGRGIPYEGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREK
LSRAQIIIPNGPRLGGKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDT
VKLSYVDQSRDALDPDKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNV
LLLDEPTNDLDVETLQALED
>MCE8471571.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHS
>MCE8471572.1 DUF3394 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LGAEPGDTLRLRVAGPDFLTLAPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRVVLEEPMFGTPFSETLQGFDFYGDD
PVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MCE8471573.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTVTEEPFHLLTAEDCPLDD
PREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRCVPAPNPVAVREIAIPSL
AGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>MCE8471574.1 division/cell wall cluster transcriptional repressor MraZ, partial [Rhodovulum sulfidophilum]AB21
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEER
>MCE8471575.1 DUF2478 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPEGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGDAALLIVNKFGKLEAGGHGFVPL
>MCE8471576.1 trimethylamine-N-oxide reductase TorA, partial [Rhodovulum sulfidophilum]AB21
PCWMHPEDAEARGLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSR
LAQANCGQTAMAEVERFEGPLPPVTVFSQPA
>MCE8471577.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB21
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MCE8471578.1 rhodanese-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAR
>MCE8471579.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLADADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQ
TIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELVDALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPAT
ADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLSRLKSALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAA
AKQPFSAKTGSFPTKAVRA
>MCE8471580.1 hypothetical protein LZ189_21475, partial [Rhodovulum sulfidophilum]AB21
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAR
>MCE8471581.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB21
MLDRVLSFLSDEEGRKLWRLEGDATRRRVVRSAFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLAE
LRARGLRLGLLTNGSGARQRAKLARFGLAPFFGAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPA
ALGLTAIFYDETGRAPLPRGAAARIARLDAMAGLLGRCPVRAGPPRRIRP
>MCE8471582.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
MGKDMGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKA
PAALDAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSL
EGGPVAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSP
APYGIHAVKDGHV
>MCE8471583.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
SILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTVGAFLDPYTPALLLEIVTVVTLGAVVL
TTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQELILEPFSGLVFDFTPGQSTSLSGAQH
GGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTPAVVTMGFFNGIFTVAAIGAMMALAGE
GRDAREGTRMGLWGAAQA
>MCE8471584.1 cytochrome c, partial [Rhodovulum sulfidophilum]AB21
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASIERRAREVGTGPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVSGTGAPPAMAWTRRGPQMPVKLHDEAGPIEDYLYAAPSTGWRPIGLHDVPVAYCAACH
GADG
>MCE8471585.1 ATP-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SVASIVKIEMPEEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITR
AEERLLWVTRYRLARPAGALSADDLTAAPAPLTLTAEEARP
>MCE8471586.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTGRTILVTGASSGIGRATAELFLDHGWRVGLLARRVDLLDEIAAGREAALALPADVTDAAAVEAAFDAFMEWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLSVNVGGMFLAARAAFR
>MCE8471587.1 tyrosine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
LEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGKSQGGAIWLNGDM
LSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAAEATAREVFEKGG
TGEDLPTVALGTDELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEPIKLSAGKKRHAL
VRLDG
>MCE8471588.1 2'-deoxycytidine 5'-triphosphate deaminase, partial [Rhodovulum sulfidophilum]AB21
LSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVLEKGCVYVVPLMERLALPPGIQA
VANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQIRFRAGQAVLSDDELRALDASAG
LVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSSAGRIILDPGAFYILVSREAVHI
PPDYAAEMAPYLAMVGED
>MCE8471589.1 mannonate dehydratase, partial [Rhodovulum sulfidophilum]AB21
LGHLVDFLSEIVPLAEELGLRFCCHPDDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMME
RLGDKVHFLHLRNVTRETGATFGSFHEAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQ
PGYPAIGRLKGLAELRGIIAALGPRIG
>MCE8471590.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB21
MFLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEARL
WLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAVIAEVHDAAERIAAETLD
RRALLKRARLPRLGKALDTPRG
>MCE8471591.1 cation:proton antiporter, partial [Rhodovulum sulfidophilum]AB21
SVFLYVFLPTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIF
RSISAPRRLARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWVAARVALWIMALVARFE
LAQITVSVALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLL
EELRLEDLKLVAVVVAA
>MCE8471592.1 chlorophyllide reductase subunit Z, partial [Rhodovulum sulfidophilum]AB21
LNETYARGVRHFLETDLGLPCAFAVARQRGAKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPG
AAIRRATGTPFMGYAGATYLVQEVCNSLFDALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRIS
AAKSLRDAAEKAALEQGAERVVLETIEALAPAGFARPSSKGETK
>MCE8471593.1 protein pufQ, partial [Rhodovulum sulfidophilum]AB21
MVRGHRPPKAEFMVYFTIIFIAALPL
>MCE8471594.1 hypothetical protein LZ189_21545, partial [Rhodovulum sulfidophilum]AB21
PGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRGSASSGSMLYKTGFTT
DLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAPVCKAATEAFGTPAIPVDVPGYAGSKNLGCKL
AGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVMHRARVTMLVCSHALI
GLARKMEDSWGIPFFEG
>MCE8471595.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB21
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVMASESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MCE8471596.1 cyclase family protein, partial [Rhodovulum sulfidophilum]AB21
LAHYAWLPSGRFGIECLANLDRMPAAGATLVIGAPKHRGGTGGPARIFALV
>MCE8471597.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
ETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVYTHAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFI
QPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPFRARHGAIDALGFRIKGLAYLPDVAELYEESWAMLEGLEILVLDALR
YEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDLDYDRLEAETPDSVTPAYDGMVLRLAD
>MCE8471598.1 hypothetical protein LZ189_21565, partial [Rhodovulum sulfidophilum]AB21
SDSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRRAETARRLADKAEALK
ARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPPDADAPGADMLRRNIA
AQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MCE8471599.1 anthranilate synthase component I, partial [Rhodovulum sulfidophilum]AB21
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESV
>MCE8471600.1 endolytic transglycosylase MltG, partial [Rhodovulum sulfidophilum]AB21
LDPGAGEVPADYAGLMAEPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEARETLLAEMA
ARQTALLDRLWETRAEGLPLADKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRG
IRQSELARRTPYNTYQIDGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGG
N
>MCE8471601.1 tricarballylate utilization 4Fe-4S protein TcuB, partial [Rhodovulum sulfidophilum]AB21
ISVFPAARLRPALGTGDLRHLAHLCHDCHSCHYDCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAIFLLCLLGLP
LMALLAIPPERLFAAGAAPGAFYEVIPHGLMAGGAGLAFGGAALVLAVRLWRFWRQTAGPAAQPGIRPLARGLGAALRLT
NLGEARGCDGPRGPTGPARRIFHHLLAGGFVLTGLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRR
KRADRRPASARMEAADR
>MCE8471602.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAERDPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPH
DTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRPHGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MCE8471603.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTEILSGPGPAPRRGSGWRRWRNRKIASRGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
VQSLAALAHRAAVPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
>MCE8471604.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB21
EELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELGVEGAVQRFRDILSGAIASIPSCPGEADLAQMVR
HMAERLIPEPARQPAE
>MCE8471605.1 hydrogenase accessory protein HypB, partial [Rhodovulum sulfidophilum]AB21
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
C
>MCE8471606.1 hydrogenase maturation nickel metallochaperone HypA, partial [Rhodovulum sulfidophilum]AB21
VEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEVEIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MCE8471607.1 argininosuccinate lyase, partial [Rhodovulum sulfidophilum]AB21
MTKDQTDAKTQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLV
>MCE8471608.1 TlpA family protein disulfide reductase, partial [Rhodovulum sulfidophilum]AB21
MILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRALPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLDSLAA
>MCE8471609.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQA
>MCE8471610.1 Fe-S cluster assembly protein SufB, partial [Rhodovulum sulfidophilum]AB21
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKQ
>MCE8471611.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
SAQLRSILENLIAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGD
EVASSAIRVSMGPGTTEEDVRRFAESWLAAETKFRARTG
>MCE8471612.1 DNA translocase FtsK 4TM domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LPARNLLGRFGASIASPVYIVVGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTYSF
GMGGLFGDTVLGAVLGLVPIGTIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRG
ALQGAVRYGEDLQARRNARAERRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEV
AMTPASEERIRARIA
>MCE8471613.1 hypothetical protein LZ189_21645 [Rhodovulum sulfidophilum]AB21
MNAKLEFIAAHAVSLMCRGLSVRTSRFHSWRAAAPKRAERLAAREALLAGIGAIFEASHRRYGAPRSCH
>MCE8471614.1 hypothetical protein LZ189_21650 [Rhodovulum sulfidophilum]AB21
MANLLKDKDIRPLCKDRRFPRTTDSRHNFGIAPNLLRQTFMASEPNRIWIADISHVPTDEGWLSLAAVRDMTTMEIVGWS
MSERLKGSLAVYAMRMALRNRRPAPICH
>MCE8471615.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
VLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTAPGTGPGAVDLVIDGVGFGATRAAASAALRPGGAMVHIGLGDAGP
GLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASIAGGGEAAPKIALLPDG
>MCE8471616.1 hydrogenase expression/formation protein HupK, partial [Rhodovulum sulfidophilum]AB21
FVFWPRRLGLPSTPLPAQERMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAMAVRFGPGEAVADLPAATAESLASGA
AQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVREGRVSSF
RRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MCE8471617.1 hydrogenase maturation nickel metallochaperone HypA, partial [Rhodovulum sulfidophilum]AB21
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPAR
>MCE8471618.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTD
>MCE8471619.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPD
>MCE8471620.1 acyl-CoA carboxylase subunit beta, partial [Rhodovulum sulfidophilum]AB21
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIPFVAEDDVDAVA
>MCE8471621.1 BCCT family transporter, partial [Rhodovulum sulfidophilum]AB21
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVED
>MCE8471622.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
DVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIVCSDPAAELDAALMDALKEVGA
DLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MCE8471623.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB21
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVTRRRA
>MCE8471624.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
GILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAEVPFRWGGA
>MCE8471625.1 translation initiation factor IF-3, partial [Rhodovulum sulfidophilum]AB21
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGR
>MCE8471626.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU, partial [Rhodovulum sulfidophilum]AB21
AAAEASFQARARAEALKNGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPF
ARLRPGAELAEDVRVGNFVEIKNAQLAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTML
VAPVRIGAHAMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MCE8471627.1 enoyl-CoA hydratase-related protein, partial [Rhodovulum sulfidophilum]AB21
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERA
>MCE8471628.1 acetyl-CoA C-acyltransferase, partial [Rhodovulum sulfidophilum]AB21
NSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISDIDLFEVNEAFAAVVL
RFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATIIERV
>MCE8471629.1 hypothetical protein LZ189_21725, partial [Rhodovulum sulfidophilum]AB21
RRFRAELGMSLDQIKAFSTESLQQSAEREVRMREAFDKLLSDMQGELLKSAADFGPALRESVKIQTQSSLEMVTSSAREA
SDVAARSIEAAMSEMTSVVTEIASHNSATADRIRQSIEALTTSTEILVTGADEIVQRVSQTQQAATQVTEAFTREVNDGT
DGMTRAMKNARSRLENGARRFAEATNRAEVSLELGVERIGQSFEATAVRVSEAGGRLVSSLEATQLGTESKHKMSNGSGP
SSASDVAK
>MCE8471630.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
LGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIYLVAIVILLTRPRGLMGRKGVMED
>MCE8471631.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPT
>MCE8471632.1 cytochrome c biogenesis protein CcsA, partial [Rhodovulum sulfidophilum]AB21
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFH
>MCE8471633.1 LPS assembly protein LptD, partial [Rhodovulum sulfidophilum]AB21
LSTCKICRDGEVPLWQIRASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIK
IPFFIELGPSQDLTLTPYISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIET
VSDRAYLLDYGYSEQDRLESAVEISRARRDELIRAEIGYLETLRESESNATIPSIVGDVDYRRRFAPALLGGMASLGFSA
DALHRSSDEATE
>MCE8471634.1 dihydroxy-acid dehydratase, partial [Rhodovulum sulfidophilum]AB21
ARINDPELEIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGVRHLPTVGDGRQSGTSESPSILNASPEAAVGGGLA
LLRTGDRVRLDLNASRLDALVDDAEWDLRRKAWEPPEIVSQTPWEEIYRANVGQLAEGGCLELATAYRRIARDPPRDNH
>MCE8471635.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
VIDFTAGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEEDTRQAFVRAHLPGGYADDF
LLTPLGVENAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLASSVPALANHALVSLPAY
YDSAVVDYPLILGRWAAAFTSLIEG
>MCE8471636.1 hypothetical protein LZ189_21760, partial [Rhodovulum sulfidophilum]AB21
WLFQKMDRLLSAGAVIPKLEFRVPGLSGYWVPNGAFRKKALWALVALNKRILWTTGAPAPQWSSLVASLEGCEADLEILH
GLPQEEEDESIEFQLERRAREEAQRKRDAEIVRTCGRELPCRACLDNYSEEDLAALGVVRVPQEAGAFFAYRAAPGFEAP
EARWKRPGKGINAHCRLSHLEDRKRVFPASAGRSRS
>MCE8471637.1 type B chloramphenicol O-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
FRGVTLDEQVDNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRNDWISTFPF
YWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARIIRKRFGDDR
IALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MCE8471638.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SWLAMRRDPLVALMATDAPLAQAPGPLTLADLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAG
LGVAFLPRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPARTATDRGPD
>MCE8471639.1 RNB domain-containing ribonuclease, partial [Rhodovulum sulfidophilum]AB21
IVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADRAKPAGLGAREDLRALPLVTIDPADARDHDDAVLAIPDDDPAN
PGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPDRVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHR
FTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLGEVIHPLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFR
DRLDAHRLIEER
>MCE8471640.1 primosomal protein N', partial [Rhodovulum sulfidophilum]AB21
LCLRQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVV
DEEHDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEET
APGRWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACP
SCGVEGKLAPVG
>MCE8471641.1 citramalate synthase, partial [Rhodovulum sulfidophilum]AB21
TDSAFFEARPETRATFTAFGMTKRAGRSAENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLV
AQGREALFDAEHFFDGYKDNPAYSLSCCQAALEAGARWIVLCDTNGGTLPPEIGHITAEVIAAGIPGERLGIHTHDDTGN
AVAGSLAAIDAGARQVQGTLNGLGERCGNANLTTLIPTLLLKEPYASRFETAVPDEALAGLTRASRLLDDILNRVPLKSA
PYVGSSAFAHKR
>MCE8471642.1 hypothetical protein LZ189_21790, partial [Rhodovulum sulfidophilum]AB21
IRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQIEALLETARQVSVLMGHSGDQLLR
>MCE8471643.1 hypothetical protein LZ189_21795, partial [Rhodovulum sulfidophilum]AB21
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAVPGASFDRVAQVDEYCV
LLPKGGATIEWNGSVTEVPGHSD
>MCE8471644.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
LDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSSYTAEDDFTGAAYCSPTLEQHNWPLILKAMLLSC
>MCE8471645.1 hypothetical protein LZ189_21805, partial [Rhodovulum sulfidophilum]AB21
MGWTHAAWSALGSVLSGIGTIVGAFAVIWAARLGSGTLENWREQNISERILIATYDAERSLGDLRHAAANLFARGSAQRD
LQDGAEALTSEAAKAYRYYETFRETASLARRSLADCLPTAKALFDADLEQAIGELMKQFDIVFADVGWRAELSPDERQ
>MCE8471646.1 ribonuclease E/G, partial [Rhodovulum sulfidophilum]AB21
FLDGPDAHALAWRDWPGPDELDDSAGCFATRGVLEAIDALSGPETLPGGGSVHVEPTRALTAVDVNTGSDSSPAAGLKAN
IAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTFVGWTPLGHAELTRKRERLPLTETLPR
>MCE8471647.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB21
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWMTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MCE8471648.1 alkaline phosphatase family protein, partial [Rhodovulum sulfidophilum]AB21
STGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGLRQFRLAETEKYPHVTFFLNGGKETPETGEDRFM
PPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGHTGIVAAAMKACEAVDKGLGRALAALEEVGGAMI
VTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPGGARLRDGRLADLAPTVLALMNLPKPPEMTGETLIGA
>MCE8471649.1 HipA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DLQLIFAPGSSLGGARPKASVIDQHGHLSIAKFPKETDEYSMETWEEIALRLAGQAGIVTPHHELIDVAGKKVMLSRRFD
REGAVRIPFLSAMAMMGVKDGERGSYPEIVDALAEHGAQGKTDAQALYRRVVFSVLISNVDDHLRNHGFLWRGRAGWSLS
PAYDLNPVPTDIKARVLTTNIDLDEGTCSLDLLEEASEYFALTLAQARAIIKEVATVTATWRETARSVGARSAEINRMAS
AFEHEDLRRALA
>MCE8471650.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAG
>MCE8471651.1 AMP nucleosidase, partial [Rhodovulum sulfidophilum]AB21
LKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQRLGDFVLAHGYLREDHVLDND
LPLWVPIPALAEIQVALEDAVEEVTRLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQRLSQSRAIALDMESATIAANG
FRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHSRKLRSFEETAFL
>MCE8471652.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MQPTQRNSKINAAFPPLPLAEARVPIRQILEEVGLSDPDVRMRQHPHQMSGGIPQRIAIVAARLAEPRQLIADTPTTALA
RKDRGADSRNHSCRQNTTEGRKDPSIYGLSVVELFCARIAVVYAGEID
>MCE8471653.1 response regulator transcription factor, partial [Rhodovulum sulfidophilum]AB21
GHDCAERGPRRMSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPL
LQQDRKIPFIVFSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIA
DRVEVLSPAESRLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MCE8471654.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum sulfidophilum]AB21
LGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWFRSGGYKN
>MCE8471655.1 PTS sugar transporter subunit IIA, partial [Rhodovulum sulfidophilum]AB21
SPTGVGQGVALPHARLSGIDRVRGAFIRLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLR
ANTDPATLHAVLTEAAASQAA
>MCE8471656.1 RNA-binding protein [Rhodovulum sulfidophilum]AB21
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MCE8471657.1 leucyl/phenylalanyl-tRNA--protein transferase, partial [Rhodovulum sulfidophilum]AB21
IFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDTQFLTDHLA
SLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MCE8471658.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSRPDPLELQEHRTETRSAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLD
ISDPSRGSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>MCE8471659.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB21
ILNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAPEGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQ
AHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGHSALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRH
RGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQPGGKASGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLA
GGAGYGPAEER
>MCE8471660.1 hypothetical protein LZ189_21885, partial [Rhodovulum sulfidophilum]AB21
ALAQAARIGGPLLWVTESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVTEEALRSGAVPLVVTELTKPLGLTPGRR
LQLAARDGNAIALSIIADRLENGGAGSNAAETRWHCAPVFDTVFDAAGSTLQRWSLIKNKSGTLEGWHVRWDAQTHRLDL
VSPAGERPGPEAAPG
>MCE8471661.1 DNA polymerase Y family protein, partial [Rhodovulum sulfidophilum]AB21
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGSERIHCLNLAAVSHGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGI
>MCE8471662.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
FAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGATLAIHLSIHNLAKVVADLVPHYGADCPAAIVYR
ASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYDPDYDRRFRPRSARAGSDG
>MCE8471663.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAERPPGLVIAAPASGSGKSTVLALAAGLIQPEAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPG
LTEREALELIEAVALSSTVAARGGL
>MCE8471664.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
LADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIGSFAIRNSLSDVGIMLALGVVGWVA
NRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLLSFVYPFLPALTRTLRRRGTTLPAP
SEKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCGLAALETVLTRRVVEDRSYGSTGRR
AGVVLSMAAG
>MCE8471665.1 family 1 glycosylhydrolase, partial [Rhodovulum sulfidophilum]AB21
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEP
>MCE8471666.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB21
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDIL
>MCE8471667.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
RIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRAAERYGLSYEGVFRQAAVVKGR
NRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGPEAGLASRDGRPDNPVEHHQED
QG
>MCE8471668.1 hypothetical protein LZ189_21925, partial [Rhodovulum sulfidophilum]AB21
MVLLFFTVYATAGFIFSNKTVRKYRIILAICAIAILAHIIGGKYGFFNRYQVYVTAISIFSFATAIRVGLRFRNGLATVA
FTAIVLAYVSDRYSGSLLDIPKGAENIYQQQYQMGRFVKEYFPERLAVNDLGWVSFKNDLYVLDLWGLGSEEARKLRNND
VWKPDDLASISRRHSVVFAMIYREWIPDVPKNWEHVATLETSQITSASPFVFFYLLDLTKRKEMENAL
>MCE8471669.1 hypothetical protein LZ189_21930, partial [Rhodovulum sulfidophilum]AB21
MPVPDAVPDPAPAPAPVPTGAIRSGATATAAAPDRAITGESRCDGTGCGKAADNGAEDEGVSPAVPSRIAARGSATASTR
ASPLGSGRLSGPAAGAGPSSLSSLSS
>MCE8471670.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB21
MPRRDAEGGAGLDLMAASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGR
LTGRLRGVGG
>MCE8471671.1 hypothetical protein LZ189_21940, partial [Rhodovulum sulfidophilum]AB21
GSGWLPVDAAPRARFELSLEVPSGWRPAATGTLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFE
PRDAAFSPAYIAAAAGYIDRYSDAIGPYPYDGFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAV
GVDYRRGNWSEGLTTYMADYALAEEAGAAEAREMRLGWLRDLAALPAAEDRPLTEFRAAAHGVRQAVGYGKAAFLFHMLR
AELGEADWQ
>MCE8471672.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
RSRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASCAEARALAEAMVADVGLPDPARILNAYPHQLSGGQQQR
IVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPVRQV
FEGMRHPYTQALFRAIPRPGSDKTTARLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDPTTRQSGHE
ARCLRFEER
>MCE8471673.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB21
PDGDLWRWDGFRASAADAPSAAALRLQQLNRLADLRRDLDEAEIRAETASEAHEALSRELQAATEANRAAREARREADRA
LAELGRALSRSEAEREMAESRLETARMSVSRHEDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIAR
RAAHDELKRDGEARSKRLTQIARDAQTWRQRLDTAGTRVAELEDRKAASEEELDRAAALPEEIAEQREALAGQIETAGTR
RAAAAETLA
>MCE8471674.1 glutamine-synthetase adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLTGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATG
>MCE8471675.1 glutamine amidotransferase, partial [Rhodovulum sulfidophilum]AB21
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRAR
>MCE8471676.1 C4-dicarboxylate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
RYEEKFCARVAELTGGGFEITPFSGGQIVPSAQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWF
YERDGLELARESYAPAGLTYIAPTVYGEEPIHSRVEIRRIADMNGLKGRFVGLASAVMVRFGVSVSPLPTSEVYSALDKG
LIDIADRGDIKANYEEGLHEVAPFLILPGVHQPTTATSYVANTRAYEALDDQKKAALAVAAREM
>MCE8471677.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
ADLFPEAADYRHGSIAARAARLPAMIYNTRARDAFARMIETFRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKH
LCPNYKLFHHGRVCTECRGGRFHRALVNRCCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWGPGR
VDIDFLRNPFDVDAHRVAPNVGEYILYFGRLIDEKGLDLLFDAAAEAPEVPVVVVGDGPDRARLEARAAGLANLRLVGPA
WGADLARWL
>MCE8471678.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
GLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPDLAGIGALKALSPEAGEIKSMHTAAARRGRGVGAALLAA
IRTEAKRRGYRALWLETGTSAPFAAARALYQSQGFKPCGPFGDYRIDPHSAFYTMRLAPQEASL
>MCE8471679.1 urea ABC transporter permease subunit UrtC, partial [Rhodovulum sulfidophilum]AB21
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSD
>MCE8471680.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ, partial [Rhodovulum sulfidophilum]AB21
LTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEAPLPGDHPYLRRLAEVRARFGDSAYPGSPLLAALSLRPG
DAIHLAELHPQERAALETAMAPFRAHVMARDGFEAAQALTPPLPRRGLMLIDPSYEVKADYAAIPRHMAALHRKWNVGTL
VLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNPPWGIDAEAAALGRLFGTAPGHAG
>MCE8471681.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB21
MMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERESCNMQQLMRDSD
DNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAEDLAAFKGGKEAS
VTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MCE8471682.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB21
DIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDDPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCKHLAENHRETA
>MCE8471683.1 hypothetical protein LZ189_22000, partial [Rhodovulum sulfidophilum]AB21
MMAEIQWPREIWAAQPDPDDADGRHVFSEHATVPRWEGDRDCAFHRYVDGDIVDSADRYHREMLTALRARAETAEAERDR
LRAEPERLREVEAEYRIITETTPDTLTRSFGRFEAEATPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWT
>MCE8471684.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MDRRSFLRSSALGGSAAAAGVLAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQILD
>MCE8471685.1 DUF4175 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVALIAFTVALIFGSFLRV
ASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALDVTETVSGREAGAEGAA
AAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSASDDYGVTAGETTITLDL
AAVERRYG
>MCE8471686.1 nucleoside triphosphate pyrophosphohydrolase, partial [Rhodovulum sulfidophilum]AB21
MPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVYHAQMGEEAGLFDFHS
VADRVSDKMVARHPHVFGTEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVKLQKRAARVGFDWTET
GQVLDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNGIEARLAAMGKRPEDS
DLAEID
>MCE8471687.1 hypothetical protein LZ189_22020, partial [Rhodovulum sulfidophilum]AB21
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPTCAAPPATQKASAEVDSALASLRYDAEGHIQQ
VSAPMCTLV
>MCE8471688.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTS
>MCE8471689.1 amidoligase family protein, partial [Rhodovulum sulfidophilum]AB21
PIVRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDR
VAQALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLD
RVLCKLELWDGSCGKDGKTAP
>MCE8471690.1 TGS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKPYSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCY
RVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGKRVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVD
PAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDVIKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWR
RLKNGQS
>MCE8471691.1 acetone carboxylase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
SSSDWGLMGGYPAASGYRFAAHDTGLKEKIAKGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNY
MRGGPGFGDPLDRKPEAVAADVNGGYLLARLAGDVYGVVLGEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAE
REKILAKEAGTQVQQMFAASFKLGPKFERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MCE8471692.1 phosphoribosylformylglycinamidine synthase subunit PurQ, partial [Rhodovulum sulfidophilum]AB21
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLP
>MCE8471693.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
LTSAWQALTGRAELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREIT
GGGAHVALEALGIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHV
DLTPLIGRHVKLTEASAELAAFDAPAPPGVAVITNFLA
>MCE8471694.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MTSSTPLGDRRITFDQLRGFILIAEASGFQHAATRLGRSQSAITQSLKRLEDIVGCRLVERRQGRVVGLTPDGERFLPAA
IEIVARASEAVSAMQKPQITGQIVLGVPDDFQIFDLHGAVSRASNLNPRLRIEVRSALSSDID
>MCE8471695.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB21
MQRLIFSAQIVIFSLIWSSAFIAGSLAIKDFDPFTLLVLRFALSALVLLPFGWVAHSLFDADVVRHGLMR
>MCE8471696.1 NYN domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIGLVIDAMD
ILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQPAPTAAGK
RPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRRLD
>MCE8471697.1 hypothetical protein LZ189_22075, partial [Rhodovulum sulfidophilum]AB21
MSGKVIGKRFSHVYLVRGEPERDSKKARFRLAKLAERSCPPAKPLRHGSSVDYNKNAQEKIENELGVRFGTQSTAGALIR
SWDWYFNKVTVTEMLDTITVVAASLHNQYTNDDKRGRFLSEARRILKEENLAYEIDEIGGVHPLVDATFSVAMETAISGM
DTD
>MCE8471698.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB21
MSDLYWLTNEQMAKLAPFFPKSHGKPRVDDTRE
>MCE8471699.1 magnesium chelatase ATPase subunit D, partial [Rhodovulum sulfidophilum]AB21
MAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDGDALAAARARLPGV
RAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFPEEEPDEDEQPPQDPP
PPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKGNRRGRPIPPRRGR
D
>MCE8471700.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB21
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSASGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MCE8471701.1 4-hydroxy-tetrahydrodipicolinate synthase, partial [Rhodovulum sulfidophilum]AB21
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRS
>MCE8471702.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
ILANVILPGDIINNSRQIHLAFAIFLAFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKW
VALVGLLLLFEAARRALGPAMAIIATIFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLF
VLFGALLEKAGAGNYFIKMAFGALGHLRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVA
SSVNEV
>MCE8471703.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB21
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELG
>MCE8471704.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLA
DAAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTA
ISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMSELAHLLDRLVGEKV
>MCE8471705.1 galactose mutarotase, partial [Rhodovulum sulfidophilum]AB21
MTSATDTALDTARSDGPASGRRPLGRAPDGSPVEALWIGQAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEADRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
ASYSIEDEGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAARTYLPVDAALIPLGGQ
>MCE8471706.1 alpha-2-macroglobulin family protein, partial [Rhodovulum sulfidophilum]AB21
SVTEVLANQSPSGGFGLWAPGSGDFWLDAYVTDFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMV
LAREGRAAMSDLRYYADTRAGAFATPLAAGQLGAALAAYGDPTRADRMFARAARMMAGRMGRAEPPVWRSDYGTDLRDAA
GLLTLAVAAGSTAVDRDALTGYLAATDRPLSTQEASWMLLATHELIDRPGTGAGGGGFTLNGAPLTGPLVRLLAPGDGPA
VLGN
>MCE8471707.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
LAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDAVLGAAHIIAEIRRLADIAEDTLFTSVARVDVSPNSPNIVP
GKAVLFCELRAPEPAMLDWSETSLRAALPELAAKAATRAEIVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGH
DAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGDVLTDMVRRIDRAGGDLDLALGANA
>MCE8471708.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB21
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDRKALTEALALARGR
>MCE8471709.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
ADFISPAPGVERLFRDQVLALARKTAFAREWVNAGRLAVPCIYRTGAPDDTLLPADARPGAVAPEARIGNGWLLDEQGTG
PMVLAINCAAPEGLPVPALALRTDPTLRARYLGDAERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MCE8471710.1 hypothetical protein LZ189_22140, partial [Rhodovulum sulfidophilum]AB21
LLAGLVLLLILPVLWQAHLRHDRDDIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLASGLAAEIATDLATRPWIA
VSAPSDAARAAETADYLLRGRLMWRSQALLAQLELISFPERRTVWTTFQRIGDSAEAVRAAERDAVGHILRRLGAAHRMG
PDQVGSPPPRQSAGGLPELSCLLGVHRYLATPSAPAHAELGLCLGRLVERHPGLGEAWAALALVRLDEARFGRNLRPGPD
AIE
>MCE8471711.1 hypothetical protein LZ189_22145, partial [Rhodovulum sulfidophilum]AB21
NDTDTDEITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQ
GDSDAITSDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYL
PSVATELEFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPI
IKMA
>MCE8471712.1 hypothetical protein LZ189_22150, partial [Rhodovulum sulfidophilum]AB21
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGALPAEAVAVRPEARPATVLARMMNGPRRS
>MCE8471713.1 prephenate dehydrogenase/arogenate dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
HSGPRSGFAELFDNRWSLIVPVPGTDPAATARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRV
TDGEVIKYSAAGFRDFTRIAASDPTMWRDVFLTNKEATLEILGRFTEELFALQRAIRTGQGEELFDYFTRTRAIRRGIIE
AGQDTEAPDFGRGAKART
>MCE8471714.1 glucokinase, partial [Rhodovulum sulfidophilum]AB21
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWA
>MCE8471715.1 family 1 glycosylhydrolase, partial [Rhodovulum sulfidophilum]AB21
DNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MCE8471716.1 YihY/virulence factor BrkB family protein, partial [Rhodovulum sulfidophilum]AB21
LLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALTAVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKW
VLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWALGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAV
TLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDETGTLNGKAPSSEAGRGAEEASGMT
>MCE8471717.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MDDKVLPLSSLGTGIHEVILIAAFCTIHQERIMCIEEPEIHLHPVLQRKLVRYLKEHTTNQYFIATHSAAFIDTPGASVF
HVHNDGSQTYIKSAILKSDRRRVVDELGYRASDIVQANAVVWVEGPSDRIYIRHWLHALAPEMIEGIHYSILFYGGGLIK
HLSADDDAVEEFIRLRQLNRNLAIVIDSDKSSAQARLKPAAQRLLDEMQDSECVVWITKGREI
>MCE8471718.1 cation acetate symporter, partial [Rhodovulum sulfidophilum]AB21
IAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFTAYTADTPNMLNMFLFTMSLMIGTAGLPHV
IIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAVAGNALDGDAVSLEAIQTDPRLNWVKTWEQ
TGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLANPEIAALPSWVIALVAAGAVAAALSTAAGL
LLA
>MCE8471719.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
IRYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDK
AIEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQ
GGMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRRE
GED
>MCE8471720.1 RlmI/RlmK family 23S rRNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDS
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLILTGALEGPVPVPMNGATY
>MCE8471721.1 virulence factor [Rhodovulum sulfidophilum]AB21
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSAPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MCE8471722.1 YeeE/YedE family protein, partial [Rhodovulum sulfidophilum]AB21
TGPWRRMILQRDASGLVAQMACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSG
NLVSVVALPFFCLGSFFGAYHLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALISVPAVLPMLHHAETTLKEFW
IPLTTPGRLVSQMREAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPTALALLGLVEPVFITRAMVWPAML
AK
>MCE8471723.1 DUF4147 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLVITRYGHARPCAGIEIVEAAHP
>MCE8471724.1 Rrf2 family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
AGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFRHLESGVPFAECFDPATNTCPISCCCLLKGA
LQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MCE8471725.1 FHIPEP family type III secretion protein, partial [Rhodovulum sulfidophilum]AB21
LWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSLNVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMG
GNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAIDSDMAAGAIDHAEAKTRREREQAETTFFGSLDG
ASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVGDGLVSQIPAVIISIAAALLLSRGGTTGTTDLA
R
>MCE8471726.1 succinate dehydrogenase iron-sulfur subunit, partial [Rhodovulum sulfidophilum]AB21
MVQLTLPKNSTVRKGKTWPKPEGAKNLRT
>MCE8471727.1 hypothetical protein LZ189_22225, partial [Rhodovulum sulfidophilum]AB21
SNVHQIIPDTDTKDTGKFYPDVSGADYVLMVDDDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRA
LSYDRSRIADFRQGFRFHSKLQNAIVVDQVASGVAILHAEDFPPFEFMRDSQKFVDVRLARWCFERSITPIALPKPAKWL
GKVDYEETIFHGFTQTNPPDVTEEILSYAFKVKGRGLPPKPCASQT
>MCE8471728.1 SEL1-like repeat protein, partial [Rhodovulum sulfidophilum]AB21
SPRLAGAGAVPESRRAARLPDRSQAAETVPGAESAQTNSTETGAAAERLARTRTRIEAAETRLADTLSELERLAARLRDA
TKETGAAEARRDAARDAAKRAEADFAQLQDRITEAELRLDALDRRLAEGDADRLTGLQATAAAPTPKPGPKPRPDPAPAP
VPATSPLELDAAPPDPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAA
EV
>MCE8471729.1 hypothetical protein LZ189_22235, partial [Rhodovulum sulfidophilum]AB21
ICIAALVVGLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARC
FGAIAAAAAFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHE
AYSEAVHRFLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAH
GL
>MCE8471730.1 site-specific integrase [Rhodovulum sulfidophilum]AB21
MAKNLTEPLGKRQVQKAIEDVRRAIGVMDGASRLVPHGWRYTAAKELCDAGVPDSQIQAVTGHRSMAMVAKYRAQRDQKA
ASRSAQLKRERNKNGT
>MCE8471731.1 hypothetical protein LZ189_22255, partial [Rhodovulum sulfidophilum]AB21
IHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRERIASFYFFLLKEARAL
SPEALARPENTGKRAVLELSADDYFFRGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSEAERLDRARQGAAALQG
IYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLDDALMADLLSSDGS
>MCE8471732.1 hypothetical protein LZ189_22260, partial [Rhodovulum sulfidophilum]AB21
MKRFALGRTECGADRIEVAGQAGMSDRRKRPGPAFAMMIICVPAGWLTLIAALLLGGSLLAAVAAMIAAMWGLFVLG
>MCE8471733.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
GQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDIRIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPIE
VIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHRREPPQ
>MCE8471734.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAED
>MCE8471735.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI, partial [Rhodovulum sulfidophilum]AB21
MAGLVYFSSRSGNTARFVERLGLPSLRIPIAGDDLP
>MCE8471736.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB21
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MCE8471737.1 hypothetical protein LZ189_22285 [Rhodovulum sulfidophilum]AB21
MDMGLRMILAFILRIEFEPKWRSNTQPSLQIFRRQFIDEVFQRVYFRSDLKLRSVETHRARNIIIPTFRDLISMKRCGNL
KKAAVLQKQGKVAVPQAVQVFLEIQIQRSPIFSGLNWGPFD
>MCE8471738.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB21
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRACKQDGTLVAQCRRSALMMSSLDKEAV
>MCE8471739.1 aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB21
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVATSEKAAARSCVLEALRAPRGPNRLWVRVNPLQTD
>MCE8471740.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQREELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGAC
>MCE8471741.1 hypothetical protein LZ189_22305, partial [Rhodovulum sulfidophilum]AB21
VPTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEVLARLEV
LSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAARIMPASA
PAATENAPETGAAPADPIAAASARTGMALWPLLLWLGWLILALMLAAIVALLVPA
>MCE8471742.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB21
VFRRFKELIEDAGYEVHWQVARCEDYGVPQRRRRLVVIASRHGLPPKLEVTHSDPLTVRQAIGALPPTSAGRSEPSDRLH
VSAALSNKNMERMRASKPGGTWRDWPFELRAACHQKSTGSTYSGVYARMEWDKPSPTMTTQCYGFGNGRFGHPEQDRAIS
LREAAILQSFPADYSFLPEDEAPTFSEVGRWIGNAVPVGLAEAIGASMNHVIETSYDD
>MCE8471743.1 L-malyl-CoA/beta-methylmalyl-CoA lyase, partial [Rhodovulum sulfidophilum]AB21
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGD
>MCE8471744.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
FTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHPRYRTGHDKIARAEAVGPRSVRFTFNA
PDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVTSAEPGRQVTLRRNPDYWGRDLPFNRGKHNFDEIRHDYY
ADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGITGLAMNTRRALFADWRVRDAMILAFN
>MCE8471745.1 thioredoxin, partial [Rhodovulum sulfidophilum]AB21
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLEM
>MCE8471746.1 exodeoxyribonuclease III, partial [Rhodovulum sulfidophilum]AB21
LHLWATPDIAGAAADSRILRPVRGWEKPSDHVPVFARFDL
>MCE8471747.1 hypothetical protein LZ189_22335, partial [Rhodovulum sulfidophilum]AB21
LVDSWLARYTPEQLTCSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALW
QRFERRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLA
EALAPAYPLAAVLLWRAMIDFALVRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKTAFWERLD
>MCE8471748.1 DUF2484 family protein, partial [Rhodovulum sulfidophilum]AB21
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVR
>MCE8471749.1 hypothetical protein LZ189_22345 [Rhodovulum sulfidophilum]AB21
MISCPVIAICGPAPLAGIPGLRRAAPPVTAGLLAAAVIPATAQAAFGPGAAPTGPLHASAFRPVARPAGTGGAPEALSRD
RGAEGGEQ
>MCE8471750.1 UDP-N-acetylmuramate--L-alanine ligase, partial [Rhodovulum sulfidophilum]AB21
GATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MCE8471751.1 DUF3459 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRVAGDGWVCWALSNHDVIRHPTRWN
LSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDGCRTPMVWAAEDLHAGFSRAPRTW
LPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFRRCDDTAEMFVAINLDENPAAID
>MCE8471752.1 2-dehydro-3-deoxygalactonokinase, partial [Rhodovulum sulfidophilum]AB21
IRGRLSGLLIGSELAAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQ
PSML
>MCE8471753.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKS
>MCE8471754.1 Tm-1-like ATP-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTDVAGLNRISRVILGNAAHAIAGMAKAARETVGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEK
LVDSGMISSVIDTTTTEICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTL
MRTTPDECRQMGEWIGARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTPNRRLVRL
>MCE8471755.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
ICDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEIEKARAEWPPELRQAIVVTTSNDQSTNVESMV
RQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGMLVDGAIVVVEYADR
RIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVALVYLPVVGGVAGR
>MCE8471756.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB21
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MCE8471757.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
AERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAVQGGEPAVGASEIRDLIDNAPALAR
RVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQAEALAETLSGSAAGLTPGLVPGDPL
PGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGLIEAAGEIDRLVGDGALSGEEE
>MCE8471758.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDL
>MCE8471759.1 bL20 family ribosomal protein, partial [Rhodovulum sulfidophilum]AB21
VAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MCE8471760.1 acetyl-CoA C-acyltransferase, partial [Rhodovulum sulfidophilum]AB21
LILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVTAENVAEAHGVSRADQDAFAMQS
QERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSVTAGNASGINDGAAAVVLAREEA
AEAADLMPLARIVGYAHAGVAPEVMGIGPVPAVEALCARTGLTVGDFDVIESNEAFAAQALAVSRMLGFDPAKVNPK
>MCE8471761.1 sugar kinase, partial [Rhodovulum sulfidophilum]AB21
LAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRRIEGRTVGLYMIALKDGERSFSYWRGQAAAKAMAD
DPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGTRVSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLP
SFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAEAEIAPVPVARVVDSTAAGDSFAAGFLAARAT
>MCE8471762.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase, partial [Rhodovulum sulfidophilum]AB21
SWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAALL
VVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALLL
AAAALTLITGADYFAKSWPYLKEEKVP
>MCE8471763.1 MoaD/ThiS family protein, partial [Rhodovulum sulfidophilum]AB21
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSA
>MCE8471764.1 NAD-dependent DNA ligase LigA, partial [Rhodovulum sulfidophilum]AB21
CSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQVEALYKDGWITEPADIFELEARYGEGLQQLKNREGWGEKSAANLFAA
IETRRLIPLDRLIFALGIRHLGEAAADLLARNFQTWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAE
RASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFTGTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKE
>MCE8471765.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB21
GCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAETRQAMRLDAAVKGLELGHE
>MCE8471766.1 phosphoglucosamine mutase, partial [Rhodovulum sulfidophilum]AB21
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFP
>MCE8471767.1 protein tyrosine phosphatase, partial [Rhodovulum sulfidophilum]AB21
SSDRAGFAAALYLIHAEGTPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKA
GRS
>MCE8471768.1 hypothetical protein LZ189_22440 [Rhodovulum sulfidophilum]AB21
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLV
>MCE8471769.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
MEDAYSGIVLMRAPLRWIILKIHQRCNLNCSYCYVYNRGDDSWKSRPKQMGDAVIDRVCHLIVDHCATYAIDEFVIELHG
GEPLLVGKSRLIEIMDRIRGTCAPLSIKFLLQTNGTLLDQEWCDIFAEYGVAVGVSVDGPAEFADLKRFYLDGRGS
>MCE8471770.1 hypothetical protein LZ189_22450, partial [Rhodovulum sulfidophilum]AB21
ISASLADLQKIQSMIMGRIVQDIQSKADPAAMYDSHGSNHTNHSDAVAAAGLAARVNPRNR
>MCE8471771.1 molybdopterin-guanine dinucleotide biosynthesis protein MobB, partial [Rhodovulum sulfidophilum]AB21
GADFAFGYPAGFAEALTGSASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTRPP
EPGFARHRRVEHVLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMI
GPEVAEALAARPGQIPDEVQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MCE8471772.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MLNRFNESAVRMPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRRTQFEIWDLVVKQAKLQGVVGIYYDEAQH
IMRGKSDAEVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIV
GSYAISAGLNVDTGLPTGDFLHRLATAGAFRWGLVIDMVVDAIALAVARSEGVV
>MCE8471773.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB21
LRRPASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MCE8471774.1 3TM-type holin, partial [Rhodovulum sulfidophilum]AB21
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQM
LAIARALARDIKVLLLDEPYEGLAPVIVDEIE
>MCE8471775.1 50S ribosomal protein L4, partial [Rhodovulum sulfidophilum]AB21
KGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNENFA
MAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MCE8471776.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB21
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MCE8471777.1 LysE family transporter, partial [Rhodovulum sulfidophilum]AB21
MAGLSVFLERIGWLTRSVQIAGGLYLVWLGIQSWRHAGARGSEDGAEGVSMERHGTASFFRGLRLGSLVNLSNPKGIVFF
VGLYAVAVPPDAAILTKATILAASFMVEIAWYGLVLVLLSSPPARAVYIRD
>MCE8471778.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
SPDDEVRVLDREGRPCAPGQTGRLWVRGPYTFRGYFRSPGHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGG
EKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVLVARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVG
KPDKKALRAAMLHPR
>MCE8471779.1 DedA family protein [Rhodovulum sulfidophilum]AB21
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYGRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>MCE8471780.1 hypothetical protein LZ189_22500, partial [Rhodovulum sulfidophilum]AB21
GRVRLNGVVDFETELVPFARQQADLYLSCHRQSDPSCTYLESMGCGLAVVGYANRMWAALCRASEAGWAVPLGRVEALAD
ALAEAASDRPRLAACCDAARAFAGAHAFEHEFEHRIEHLRRLA
>MCE8471781.1 hypothetical protein LZ189_22505, partial [Rhodovulum sulfidophilum]AB21
MGKIAKAAELLDFLVNPFRDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLD
>MCE8471782.1 hypothetical protein LZ189_22510, partial [Rhodovulum sulfidophilum]AB21
EIPSRRCHIALIDQEIGMPLVRMTMAHGTQLANRPQDRRAMAQFPGSGREGTRVKHQTHIQPIAFAAKTQGFSSASQIEG
LNLSVEDAEVGRPHHATKAAPQCPSAQPCSPVATPDD
>MCE8471783.1 RNA-binding transcriptional accessory protein, partial [Rhodovulum sulfidophilum]AB21
AERLAYLRELEARRATILDTVREQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLEPLAEAIMADRAA
APERLAEGYLSEAVPDVKSALTGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARV
PSHRALAMMRGSKEGVLTVDIGPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDL
>MCE8471784.1 histidinol-phosphatase, partial [Rhodovulum sulfidophilum]AB21
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGG
>MCE8471785.1 transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
SSRLWDIADALEVPVSFFFEGLDGRSAEQSTNGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MCE8471786.1 hypothetical protein LZ189_22530, partial [Rhodovulum sulfidophilum]AB21
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISAWIASLNGPAGSFELDMAAM
EYDGPHGMISADPVVAVAATARAQALVLQLARAGDRVLPGDYL
>MCE8471787.1 hypothetical protein LZ189_22535, partial [Rhodovulum sulfidophilum]AB21
RASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSIRMGDIHVSVQGSNAS
PEQIAAAVRAESRRQASEMYDRRDRMARAGGAA
>MCE8471788.1 phage baseplate assembly protein V, partial [Rhodovulum sulfidophilum]AB21
SQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNEFRFEDEKDR
EEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDYGKDHIHRVG
NIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAANIRLK
>MCE8471789.1 DNA repair protein RecN, partial [Rhodovulum sulfidophilum]AB21
EIDAVRAAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAAL
GPGEGAEGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKH
GVQPDDLSAFAADLRARLAALDAGAGDLAGLGRAAAEARADYDAAAATLGAARRAAALRLDAAMSDELAPLKMERD
>MCE8471790.1 benzoate/H(+) symporter BenE family transporter, partial [Rhodovulum sulfidophilum]AB21
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAV
>MCE8471791.1 3-hydroxyacyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
GREADTVWFHLPEAVPGCRLAEVIRSPRTGSRPVAVFGALARRLERLVLVAERESPSLVLLLGALDAADAMVEAGAAPAA
VDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGDLAGRGYYRYGAGGAAEPDPQVA
EIVAAAREVLAVGTLRDFAEAEIQARVLAGMVQVGAALLRRGGVSSAAELDLAAVHGLGVARWRGGPMRAADEAG
>MCE8471792.1 hypothetical protein LZ189_22565, partial [Rhodovulum sulfidophilum]AB21
MQDELAEIIQRVRVLEASGASGPALELLAHALARRPDDLALRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALAARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAQRPGDPETDLARAQSLLDEAPEEALQLSEVVIARAPDRAGAWPLRIAA
>MCE8471793.1 glycine cleavage system aminomethyltransferase GcvT, partial [Rhodovulum sulfidophilum]AB21
ILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVGTVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKR
LPAEIVRLPFRPSTYKR
>MCE8471794.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB21
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MCE8471795.1 ParA family protein, partial [Rhodovulum sulfidophilum]AB21
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPVIVVLNRLKAKTRLAAEIAEIAGGM
DADLAT
>MCE8471796.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
SASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALILKHVLTDEQV
PQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIGMITPPVGLN
LFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MCE8471797.1 DUF924 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPEK
>MCE8471798.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
LVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAVELAQEFAIDAAQDDQDSAASGGSQTPG
>MCE8471799.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MIEKFVHDMANLVAVIDGSARMLSEELGGSAHLKRILEANRQILAIMETLRGAGRHEIRHRWVDLGRLLRAAADLVQAEW
PEGIRLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTPGRAPEGRVRLSLRRQCDRPGAEDRAWYEFCIVDDGI
GMDTDTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVETAPGRGTAIR
>MCE8471800.1 type II toxin-antitoxin system HicB family antitoxin, partial [Rhodovulum sulfidophilum]AB21
MKNVMSYKDYSARVEYDDEDGIFAGRIAGIEDVVGFHAESVTELKAAFQEAVDDYLEICAQTGKAPQKPYSGRVMFRVSP
EVHRKAALAAELAGVSQ
>MCE8471801.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB21
MNSKHRKTLLAVFTDPVSGTIEWTSIERLLVAAGAQVIEGNGSRVRFHKDGVIASFHRPHPSKEAKRYQVRDARDFLIQI
GVTP
>MCE8471802.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRDRGVVTQQRLDQLTTQVAELDGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQ
>MCE8471803.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
RGVPDIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFA
ANVLYGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKT
SIFAYPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MCE8471804.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB21
GEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNAL
FEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNSV
RVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASN
>MCE8471805.1 hypothetical protein LZ189_22635, partial [Rhodovulum sulfidophilum]AB21
MRPPLLTFAVAAAFAATTSPSSAQGALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSTLPESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEARD
>MCE8471806.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB21
MPTPRRAAIYARYSTELQRDASIEDQIRACRTQADRQGYEVVKVYFDRAASGASLMRPGIQSLLQDAREARTFDIVLAHA
LDRLSRNQADIASIYQQLQFVRIPIETVSEGEIEEMHIGLKGTMNALFLKDLAKKTREGLRGRAIE
>MCE8471807.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
ETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVLVNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQ
CLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLAKMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQS
EDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDGGQHLGWRTPDVLGVE
>MCE8471808.1 F0F1 ATP synthase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKL
>MCE8471809.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
IVMLGAPLVIWVIGGRLDMIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADASLIRMDRILAAPDLPEPADARPRGSE
VRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVEAGRITIGGADVARIGEAGLSDLVTVV
FQQVYLD
>MCE8471810.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB21
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MCE8471811.1 chlorophyllide a reductase iron protein subunit X, partial [Rhodovulum sulfidophilum]AB21
MPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTSLLFGGKACPTIIETSTKKKLAGEEVA
IGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDFLGDVVCGGFGLPIARDMAQKVILVGS
NDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVLAAIPQDEDLRRKSA
>MCE8471812.1 glycosyltransferase family 2 protein, partial [Rhodovulum sulfidophilum]AB21
RLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPGRQPPLEGEARDLWINAADPLGPRLAPHET
>MCE8471813.1 sulfotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTHPDFIIIGAMKSGTTTLAAQLAAQPELFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRIL
>MCE8471814.1 ATP-dependent helicase HrpB, partial [Rhodovulum sulfidophilum]AB21
LPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQRRGRAGRVAE
GVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGALDAAGRITGHG
RALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIRAR
>MCE8471815.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB21
MSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRDFIDFAR
RLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRPQIFSAL
TLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPW
>MCE8471816.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNR
>MCE8471817.1 imelysin family protein, partial [Rhodovulum sulfidophilum]AB21
TETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCALIRAEARD
IHALASAILADWRDDYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAESRRSGRSLH
NVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
>MCE8471818.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB21
MILYAVTAILFLLIDAVMLTLVMEPLFTRHIGTAMRDGLMIAPASLFYLAYVAGLVFLVSAPALRDRAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMILLRLRG
>MCE8471819.1 SufD family Fe-S cluster assembly protein, partial [Rhodovulum sulfidophilum]AB21
IYITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESYLRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSP
IRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVSETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCD
GLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDGEKLNYLMASGMAEDAARDLIVQGFLALSDEQIPD
>MCE8471820.1 hypothetical protein LZ189_22720, partial [Rhodovulum sulfidophilum]AB21
FAPIAHSKALDPATTLVLGARGAGKSFWASVLYNKDTRRLAGDLYPRLELGKLRVEIGFGGVSRAGVSKDQIDKLVPPGQ
EKTSAAPFWQAVIAGAALEVTEPDQKHLPTEMLKRFADPQDWADAMAEVDDELTNQGETLLIVFDALDAISEDWGRLSGL
IDALMRSVWELRGFNAIRAKLFMRPDQLSELTLRFVELPKLRSGAAKLGWGQADLYGLMFARLAFDEIGR
>MCE8471821.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
LGIPTYLSPSACATTLDAGDAYGSRDKLWNMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFW
FSSPSPADDAFLGGGNGPSGYIADLLGGSNAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDP
TVSQMPAVRNGRIVVMSGAAMNPGIRTLYGAEQVAEQLKSLDLP
>MCE8471822.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAAALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKP
>MCE8471823.1 hydrogenase nickel incorporation protein HypB, partial [Rhodovulum sulfidophilum]AB21
DHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPHCDVDLDLYEANL
RRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MCE8471824.1 3-hydroxyacyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
LGVEGLDATIRHGLGLRWALMGPIETIDLNAPDGLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWARDRDPQDI
RRRQDRRDRRLAALRRHLASETTQTSGA
>MCE8471825.1 3-keto-5-aminohexanoate cleavage protein, partial [Rhodovulum sulfidophilum]AB21
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGL
>MCE8471826.1 ornithine cyclodeaminase family protein, partial [Rhodovulum sulfidophilum]AB21
LVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNYHPEMLPRLAETAAELGLPF
EAVSLEGLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVFADEIAQSVEIGEAQHAVAA
GLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVDL
>MCE8471827.1 hypothetical protein LZ189_22755, partial [Rhodovulum sulfidophilum]AB21
MGEFLIAVARNPAQFRLCIPTQPVGKLDVGQREGRMAVFDIRDGGGTGRRGLPDRLSGLGQQFIQQRAAVL
>MCE8471828.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MARHGMLRAVILPDGTQQVLAEVPPFGIAVEDYRESSSDTAEAARLATRQRMSHRVFDPLEWPSMEIAVTRMPGGHDIVH
MSADALFGDIYSSFVIFHELRQFYDNAGAVLPPLDFTFRDYVLWLKDCETGPGFQAARAYWEA
>MCE8471829.1 OB-fold nucleic acid binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
HSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIIAARGNGYRDPGTVWRRAGVPPAMLERLAEADAFAGIGFSRREA
LWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLSLRAHPMELLRPSLPGLTPHDRLAGAPLQR
TAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVVERFRREVMGGRLLQVTGRLQRDGIVVHLI
>MCE8471830.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB21
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MCE8471831.1 C4-dicarboxylate ABC transporter, partial [Rhodovulum sulfidophilum]AB21
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTVNEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
EV
>MCE8471832.1 disulfide bond formation protein B, partial [Rhodovulum sulfidophilum]AB21
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLC
>MCE8471833.1 DedA family protein [Rhodovulum sulfidophilum]AB21
MWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQIGRPVLEFYGKEAYFEQF
GARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFGTPVRRFIEKYLGLLFTLF
VLLLIGGFYAVRFL
>MCE8471834.1 hypothetical protein LZ189_22795, partial [Rhodovulum sulfidophilum]AB21
ISLAMETVEFVSDRSFGPDKQVATVWPMTPKATIAELNGNGAHDDDHDISCAEAIERYDWHEGSAALLQAADYYLSRGKI
DVAERVGAADLDGPWLLAWAPGENKGSSTDDVLVLAYDLSNVETELQAERVFQSWRITIERNADLWLKPQIANEHWTSAF
VRFVNMLGDNTDFYKLMIES
>MCE8471835.1 glycogen/starch/alpha-glucan phosphorylase, partial [Rhodovulum sulfidophilum]AB21
MRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLEDAIVNLRLEE
QAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQIEEPEDWLSQF
HAWEFER
>MCE8471836.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
GLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSLLLTMNMAATLF
RLTPDECLRGVTANGARALGLTDCGRLAPGQRADLAVWDIFEPAELTYRIGFNPLHARYFEGRKC
>MCE8471837.1 aromatic amino acid lyase, partial [Rhodovulum sulfidophilum]AB21
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCC
>MCE8471838.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTVHFIGAVAGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAME
>MCE8471839.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB21
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATPTRSAHSLAHR
GTGSVAEAAALAACGEGARLLGPRRVSNDRMSTCAIATKDLP
>MCE8471840.1 hypothetical protein LZ189_22825, partial [Rhodovulum sulfidophilum]AB21
LALEIKGTDSPQNKAKRDALEEWVKAINAAGGFGRWVSDVAFKPSDLQDIISRHAAAAGT
>MCE8471841.1 GMC family oxidoreductase N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SNELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFPALPAWIVKAVGGTTTHWAGASLRFQ
EHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNNYKVFEAGARALGYKEVSTGRMAINS
VERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARILHDAQGKVTGVEYFE
>MCE8471842.1 BrnT family toxin [Rhodovulum sulfidophilum]AB21
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMLGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>MCE8471843.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]AB21
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>MCE8471844.1 penicillin-insensitive murein endopeptidase, partial [Rhodovulum sulfidophilum]AB21
MARTLIGTCLAVLLAVSLAVPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGAQAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRADRESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDR
>MCE8471845.1 acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MLTQLAVPPDWVGLELTAIRTGPESFRLTDPDGRVHDGRVGVPLRLSEPGFVIEIGQLDGEIGRGFRIVQVSVADMVMRL
RRMLGVVEKGSDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNVDRNAAEAASSLDFIRKQLPEAVERVRQAELKLNRYR
EQAQAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLR
>MCE8471846.1 MoaD/ThiS family protein, partial [Rhodovulum sulfidophilum]AB21
AVDQELADFDAPLAGVREVAFFPPMTGG
>MCE8471847.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB21
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAAREADEDALARWSDS
>MCE8471848.1 primosomal protein N' (replication factor Y) - superfamily II helicase, partial [Rhodovulum sulfidophilum]AB21
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVS
>MCE8471849.1 50S ribosome-binding GTPase, partial [Rhodovulum sulfidophilum]AB21
SVKGASFTGEDVVEFQCHGSPATVSALLSALGCIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALR
VLSGALGAKVDRWREALIRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPN
AGKSTLLNHLAGREAAITSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARD
>MCE8471850.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LGFSEAEQHMPCSDFSGGWRMRVALAGVLFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGH
ILHLENCKLTLYAGGYDAFARARAEQRAVQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEM
ARVAFSFPQPEELSPPIVAMEGVSVGYDGTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGK
>MCE8471851.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase, partial [Rhodovulum sulfidophilum]AB21
MEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERGLLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRA
EWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALAEAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSI
PGEAATLPAAETCSAARGARLDAETAGDVQEAVSRIAARTPGARILICGSLYLAGRVLRENG
>MCE8471852.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB21
AAPKRVAPAATAAPDAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGG
VGLGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHT
FNALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPR
>MCE8471853.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
MPTVRPTAHRFLTSILFAAATSFAAAPFALADQASAPTIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVENGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFQ
>MCE8471854.1 5'/3'-nucleotidase SurE, partial [Rhodovulum sulfidophilum]AB21
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVAHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLF
>MCE8471855.1 hypothetical protein LZ189_22905, partial [Rhodovulum sulfidophilum]AB21
AFTAEGSKKIPSPSLTSDAAAFRPVRNAVGHTGRLTKTAKSHLNLTLENIKGRLRTLLSNG
>MCE8471856.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGGSNAMGIFSGFLEDDV
ALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAHLHRTGRVTYTTADDK
EALNAFFELSRREGIIPALESAHAVAFAMREAKANPGKSILVNMSGR
>MCE8471857.1 hypothetical protein LZ189_22915, partial [Rhodovulum sulfidophilum]AB21
MDEVAVDRVGIGVDHDRDLPARSPGRRDEAGDINVEEQIAVDHEELVLEGSIRGIYRGPGGAAAAQIADPGYLHVPGRAV
AKMTAAHVLEVIDQT
>MCE8471858.1 hypothetical protein LZ189_22920, partial [Rhodovulum sulfidophilum]AB21
MQAFTTSRNPPSPMCPAPWISPTGAATSFSGPWRAAPAIPVPAPFEYVRDIGTPDRLQKAIADLDAGRPAHRSYRPPQPA
VFLDRDGVINREIDGVTRA
>MCE8471859.1 MOSC domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDSLKLTDRVAPDWTLNRLWHALHVDRLNRGDLEGIAALEVLAESWRRLAQRR
>MCE8471860.1 [protein-PII] uridylyltransferase, partial [Rhodovulum sulfidophilum]AB21
SIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNW
KAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISD
DEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGD
>MCE8471861.1 hydantoinase/carbamoylase family amidase, partial [Rhodovulum sulfidophilum]AB21
EAGLSMGVDQMGTMFATRPGEDPDALPVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEG
ARFAPAMLASGVFAGVHSLDYAYSRQDLEGLSYGDELARIGWKGEEEVGGRKMHAYYELHIEQGPILEAEGREIGVVTHC
QGLWWLEFTLTGREAHTGSTPMAMRVNAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNV
>MCE8471862.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSDIEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGIAAGRPPTLAFIVGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAVPVFAATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAR
>MCE8471863.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
MPAPAPGSFLRYAAYDVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWVGKGLRARSRARQTEAALARIAAHAGPVFLV
PLQLDTDFQLRDHGTGRSQAEELVAVMASFAAHAPVGALLAVKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVE
ALYPKLAGIVTINSTVGLSALLAGVPVKVLGRAIYDLPGLTDPDGL
>MCE8471864.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDLSPEDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MCE8471865.1 3-dehydroquinate synthase, partial [Rhodovulum sulfidophilum]AB21
GHALEAATGYSDRLLHGEGVAIGCTLAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDAEALIALMAQDKK
VLDGKLRFVLARGIGAAFVAPEVDAGQLRNLLDEALAGR
>MCE8471866.1 nitrite/sulfite reductase, partial [Rhodovulum sulfidophilum]AB21
VSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGLISDIIACPGM
DYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLGGDPTDRIAIG
ERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MCE8471867.1 hypothetical protein LZ189_22965 [Rhodovulum sulfidophilum]AB21
MKTTVTREDAAGSVGMRFRVGAAVNQGDIAAGRFDPGGDGVVNSILWSEAGPLPNFETDMRNVQAGTIGARFDFGVTIGA
VG
>MCE8471868.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB21
MSTAQFIARGLGEEGHSIDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTSMSGVDDRID
GLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLEHLLRHKGRI
QTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MCE8471869.1 hypothetical protein LZ189_22975, partial [Rhodovulum sulfidophilum]AB21
MFLSSLPALAQTAPAVEDAPGAEARALIDILRNDSAREALIAELEQAAGRGSADQDRAAAPPSEADGQGLGRRVAEATSA
AVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPQHRRLGRKAAGQGLLRRLA
PAALAAR
>MCE8471870.1 hypothetical protein LZ189_22980 [Rhodovulum sulfidophilum]AB21
MQADRAPLQTYEQAIWRLVQSVVSERFEAAEIDLAVDIVADIFWVADKKVLEDVAKASSGLGLPSAEAPAPRSHIRGYA
>MCE8471871.1 integrase, partial [Rhodovulum sulfidophilum]AB21
TNSASLSATVNKFLKQNDLKETGGHTMYGLRHAFEDRMLEARIDERIRRDLMGHALDRVRYGQGGSLADVADRLAPISF
>MCE8471872.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB21
IWQDPRRTLYYTARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFH
MTDDVTVSLACRAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAA
EAGVRGLRSVETRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVN
>MCE8471873.1 hypothetical protein LZ189_22995, partial [Rhodovulum sulfidophilum]AB21
SFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRLGCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVT
GCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRAAFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGA
PAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAVMTDASCRIAWMNAAFERRTGFGFFEALR
>MCE8471874.1 S8 family serine peptidase, partial [Rhodovulum sulfidophilum]AB21
DAVVLGLDPTPVAQAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAG
TNHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDRGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARVGIT
VTDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDE
>MCE8471875.1 DUF2927 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFS
>MCE8471876.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
MRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPSYVPGVIADKIAALYA
ASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSDGWIAVLPYTERHWRR
TFEELGRGDVLAQPWFADATERSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGL
>MCE8471877.1 SMC family ATPase, partial [Rhodovulum sulfidophilum]AB21
EVVDFRAAVTAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVEFVFDLGARRYVLLRRPD
QSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQFRQIVLLPQGRFETFLAA
RTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLAR
>MCE8471878.1 beta-ketoacyl-ACP synthase II, partial [Rhodovulum sulfidophilum]AB21
SDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTIELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCI
LALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLALSNSFGFGGTNASLVMGRGDR
>MCE8471879.1 branched-chain alpha-keto acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB21
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLR
>MCE8471880.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SKNLVAAGFGASVLPWHAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGGSPTEADG
>MCE8471881.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
RESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGLNSRPYTLAAFVISGMYAGLA
GGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGVLHSWFAFLPDGLEDFVVACF
HPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPPHVA
>MCE8471882.1 hypothetical protein LZ189_23040, partial [Rhodovulum sulfidophilum]AB21
MLRSCVTASGIGLAVWEQRRGEVHYRAADHHTLSLYLRGGSQVREVSSTTIRPSSEGSPGAICTLPAGDCFAWNNEGYLR
WLHVYFRDRHLSFATGSTATTR
>MCE8471883.1 DnaA/Hda family protein, partial [Rhodovulum sulfidophilum]AB21
LSGKTHLVHVWADLAAAEVIHARDLPQAELPALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPL
EWGLQLPDLASRVQAAATAHLAPPDDALLAAVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRK
PGLRLAREVLDKDPGRGD
>MCE8471884.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB21
EQDPADWIAALEGAMAELADRFPKALARVRGIAVSGQMHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISG
NIVFPGFTAPKLDWVRHHEPEAFARIAKVLLPAGFLNLYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMP
ELVEGSAPAGRLRPELAARWGIASGAVVAGGAGDNAAAACGTGALAEGQGFVSLGTSGVLLE
>MCE8471885.1 YbaB/EbfC family nucleoid-associated protein, partial [Rhodovulum sulfidophilum]AB21
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MCE8471886.1 DNA polymerase III subunit gamma/tau, partial [Rhodovulum sulfidophilum]AB21
APADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIIDIKPPEVLAAEA
AAEALPEVEEEWDPFEDDD
>MCE8471887.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB21
MIDWTRVDELRCEVGEDAFEEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MCE8471888.1 hypothetical protein LZ189_23070, partial [Rhodovulum sulfidophilum]AB21
MQWTLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGHWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPAN
>MCE8471889.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAPVPEHSPWAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSAL
>MCE8471890.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB21
MKFRGSYTVCVTAFDGEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHLD
>MCE8471891.1 hypothetical protein LZ189_23085, partial [Rhodovulum sulfidophilum]AB21
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAE
>MCE8471892.1 AMP nucleosidase, partial [Rhodovulum sulfidophilum]AB21
AFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLSFGHVAEPGTYVTTVTRPD
LFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDLTTTNDDIVNGTWTMPEGA
ARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGY
>MCE8471893.1 hypothetical protein LZ189_23095, partial [Rhodovulum sulfidophilum]AB21
MIWVDTDARALKMRNVPNNGWITLGSFASGSFVPAGVNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPF
DMLRPGDGATGLIWSYDKEGSIQNVETPEFEDGYEYALVFEAVAPNKTTSTLQISVRPEVTGTWSPFTSLPGAGFTRGDI
CSGMLRLPMPRQPRLVQRCIWDAPLKAEMEDIVVTTGASEASALSAVRVRWAEGSIINEVF
>MCE8471894.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRALGDASLGHVARFADFQADVRAVRRAAEALGLPRRYHLLAHSMGGAIALRALNEGLDVASAAFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGR
>MCE8471895.1 SCP2 sterol-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IFRAMMEGDLNPTTAFMTGKLMIEGDMGKAMQLAQIFT
>MCE8471896.1 Hsp70 family protein, partial [Rhodovulum sulfidophilum]AB21
GIRLGGTDFDHAVSMAHAMPLLGLGGELRRSFGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMER
LGHVIGARLGHELAFAVEAGKIAANGGGARARIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRI
GAVVLVGGSSLMGLVETEARAVCPAAAIRRSEAFTAVVDGLALATADA
>MCE8471897.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
ATPRRWILTCQGLLCLCFLVGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTFGGYAGFL
IGGGLWLWIYARLGWEISMIFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMT
GPMLVDAGFSMELIGWLRGAGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCVGL
>MCE8471898.1 hypothetical protein LZ189_23120, partial [Rhodovulum sulfidophilum]AB21
GVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLLLHAAGDRAPA
>MCE8471899.1 methylhydantoinase, partial [Rhodovulum sulfidophilum]AB21
MTLPSGKWRLGFDIGGTFTDFVLHEGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIIHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGA
>MCE8471900.1 arsenate reductase (glutaredoxin), partial [Rhodovulum sulfidophilum]AB21
QLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEDALINAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAG
PLFKEDGQMVIDENGNRI
>MCE8471901.1 lipid II flippase MurJ, partial [Rhodovulum sulfidophilum]AB21
STVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEGALDFARDAFT
GLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAAAAAPVLLNIL
LVGAMLLAAAMRWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLD
>MCE8471902.1 hypothetical protein LZ189_23145 [Rhodovulum sulfidophilum]AB21
MLEILVLIIVLILVFAILSHGISGTIEGAKKTIRTKDWRGAAMRGGAVVVILIVAYVFAG
>MCE8471903.1 hypothetical protein LZ189_23150 [Rhodovulum sulfidophilum]AB21
MDDVFREYYKRFGDLPSSRRMPDEVLGKLDELCAMAVARGRKLTDEELELAPEPPLNAMS
>MCE8471904.1 hypothetical protein LZ189_23155 [Rhodovulum sulfidophilum]AB21
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8471905.1 lysozyme, partial [Rhodovulum sulfidophilum]AB21
MHLVPHWRALIRRAWSIRLILLAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFR
>MCE8471906.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDRVREGRAQRIVKDGQVFS
RIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPMARSFYAESKRVRNDRIK
TELGVHLRHPDYRAGLAALLETERAAMIR
>MCE8471907.1 peptidase M3, partial [Rhodovulum sulfidophilum]AB21
MAPFELPDFAAISDEDFAPAFDQALTEARSEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLASTSSTPAREAL
QRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAINTRLAELSTA
FGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSE
>MCE8471908.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPEPLLEIRGLTHRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRERAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARAD
>MCE8471909.1 adenosylcobinamide-phosphate synthase CbiB, partial [Rhodovulum sulfidophilum]AB21
LNRPGDAPATRRRLGALAVAVTLAAAVLPAWALVSILPGGWVGVVLTGILAAPLVASRSLFDHVARVAKPLAADDLAGAR
EAVSMIVGRDPARLDQAGLARAALESLAENASDGIVAPVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARL
DDLVNLLPARLTGALFCLVAGHPVRAARTMMRDAGAHRSPNAGWPEAAMAGGLGLRLR
>MCE8471910.1 hypothetical protein LZ189_23185, partial [Rhodovulum sulfidophilum]AB21
IYIGAKGIGKLALLSCASRVSVFTKTVRTDYTGGVIDNEGLDDAITGNRSTEEYPLEGLNFELISSLRENHESGTIIYFQ
GANDQLRNSDTYLRKLIALSFKFSLLDENFNIHVNGTPVTIDDLKSLSDATQFLWVLNEYTDPYTEGLPNLELPRAELTS
PLAIKGFVGSVKKPAMLKITGTEERATIDLFVNGRLREKNILRHIPSQRIVESYIYGQI
>MCE8471911.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB21
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAIKGFEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MCE8471912.1 hypothetical protein LZ189_23195, partial [Rhodovulum sulfidophilum]AB21
MAGTTMNANEALLWAVGSDMPKPPMMLNTLTMYPPMIEAETSPGRRQMLQRQLDQAVEQANGLRAREEAEV
>MCE8471913.1 hypothetical protein LZ189_23200, partial [Rhodovulum sulfidophilum]AB21
LHVTEAEFARFDRLKRQRTAQSVARGLYRSLGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERD
SRAAEILEDRRALPFQRKDRLLRWLALALGERGGAALAAPALRTGQG
>MCE8471914.1 undecaprenyl-diphosphate phosphatase, partial [Rhodovulum sulfidophilum]AB21
FHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDTPGA
FLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLALIP
GTSRSGITITGARMLGYDRVGAARLSMLMSIPTIL
>MCE8471915.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB21
SFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPADLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVY
GALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMANKDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTE
ASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSGKRILDQMKEDLEA
>MCE8471916.1 hypothetical protein LZ189_23215, partial [Rhodovulum sulfidophilum]AB21
MADASTPTRCYWLREEDGIEILIPMCIGAAIGGPAECTCNVPESRIEAAERGRAEAEAQVLRLMDERDRRLYEQARNWRR
NKLLRQRI
>MCE8471917.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFGGVLIVVRPGAAAFQPASVL
PVLAALFYAV
>MCE8471918.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
LVPDPEAAALRIGRAARGRVNLHTVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALE
AACATGRAALRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLI
LTGSATSDLRDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPA
>MCE8471919.1 exopolyphosphatase, partial [Rhodovulum sulfidophilum]AB21
RRFAILAEAMDATPISVVATAAMRDAEDGPEFCAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCDIGGSSME
LAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRGYPLTVLH
EYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEI
>MCE8471920.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKID
>MCE8471921.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
GPFGARCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFDVVFECSAAAPAIAQAIATL
RPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASFPLEDAEAAFEAAGDRTRAV
KVHLSFEAP
>MCE8471922.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB21
ALAEALAGSEMVFHLISTTVPATANLDPGADIRGNLLATQRLLELMRAQGPRRLLYLSSGGTVYGVPQHLPVPEAHPLDP
ISSYGIVKVAIEQFIRMEARLHELQAVILRPSNPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLA
RLCVAAAETGASGTFNAGAGEGRSIREILDLIGEVSTLEVTPEIRPGRNIDIPRVVL
>MCE8471923.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase, partial [Rhodovulum sulfidophilum]AB21
EVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGIARIADLEAA
RTELGIAPGAHLIATGCALEDTPQGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAGLILAGIARGAPLAAAVKTA
QTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRAEMSCAAGRRRIRH
>MCE8471924.1 N-formylglutamate amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
ILRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPTDQAAWAARLAPILEAALADTGA
>MCE8471925.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB21
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKAMH
QTEADPEQKAAFEAAMAARPEPGKT
>MCE8471926.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB21
MTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKLVEEVI
ADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKDGTWRL
DFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSL
>MCE8471927.1 phosphate transport system regulatory protein PhoU, partial [Rhodovulum sulfidophilum]AB21
ACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MCE8471928.1 response regulator transcription factor, partial [Rhodovulum sulfidophilum]AB21
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PR
>MCE8471929.1 HigA family addiction module antitoxin [Rhodovulum sulfidophilum]AB21
MTHPGILVRRECLDPNGLSVTDAAQVLGCNRQTLSNLLNGRSGLSPEMALRLEKAFGTSARSWMERQMNHELETVMARAH
EIEVQPFTRQTP
>MCE8471930.1 hypothetical protein LZ189_23300, partial [Rhodovulum sulfidophilum]AB21
ISDLCARRSNRRDFSTYPAKIGAREPGYLQVTPLLDAEKAIGLIRSWIEDCKDSRQPTGLWAHLSCEFIVSRTATAEVSA
ETQTKPAH
>MCE8471931.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISFLGSILASVSDVLIVVARGGRVEEVSASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLI
AAEGETPLELSLSPRMDERGRVTGHVLTGRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPI
SFVYANAHALERYAGKFESYFERVQSGADRAELVRLREELRLDREIRNLRDAVAGA
>MCE8471932.1 ComEC/Rec2 family competence protein, partial [Rhodovulum sulfidophilum]AB21
ISKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPDETPRRLRVALHGAGGVTAPPPGARIAMMAHLSPPSAPA
EPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAILTGDRSAMSRDTIQ
ALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAV
>MCE8471933.1 biotin transporter BioY, partial [Rhodovulum sulfidophilum]AB21
PMFPVPVTLQTFAVALVGALYGWRLGGITISAWLIEGASGLPVLAGGAAGAHHFVGPTAGYLFAFPVAGMIMGWLAERGW
TGQRVGLAFVAMLTANLVCLTVGAAWLTTLVGAEQAIVAGVMPFLLGAVLKSALGAMVLKLICGRMTRKGG
>MCE8471934.1 DUF1284 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTVRLRPHHLLCILTHVGEGYSPAFTANLAVIIGRIGAGEDVVIVDGPDEICAPLLDGSEPHCHR
>MCE8471935.1 cation-transporting P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
MPTRSEDARRLILTGVTLAGMLTAAALHWAPFPATGWPHLAATAALALVYTAGGIPAGARALHALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGE
>MCE8471936.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILIAAGCVMETTPNIVILAPLLKPLADEIGMNEIQF
>MCE8471937.1 NnrS family protein, partial [Rhodovulum sulfidophilum]AB21
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRVGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAA
>MCE8471938.1 ModD protein, partial [Rhodovulum sulfidophilum]AB21
KFPPEEAAAAARALAGWTGCLAAAGGITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MCE8471939.1 methylhydantoinase, partial [Rhodovulum sulfidophilum]AB21
MHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAGALRLMHS
AGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVRRFTRGSG
LPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLG
>MCE8471940.1 PqiC family protein, partial [Rhodovulum sulfidophilum]AB21
MKHRLLPAALVPLALALAACSGSPERYTVPDTAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAI
>MCE8471941.1 hypothetical protein LZ189_23355, partial [Rhodovulum sulfidophilum]AB21
PPAETAEELSILISAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRDAGRVAAVG
EGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>MCE8471942.1 1,4-alpha-glucan branching enzyme, partial [Rhodovulum sulfidophilum]AB21
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADAGAHALVLAPVPDCPGL
FTGPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEG
>MCE8471943.1 autotransporter outer membrane beta-barrel domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ICFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYRTWAGSTSLEPFIGQAILYQEIDSFTETG
GSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVTGSALDRNQAVLS
LGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MCE8471944.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB21
MDRPFALFGHSLGSMVAFRAAALLRERPQGARLCRVFVSGARPPHLPDPEPIHGLPDPVFREALRARGGTPDAILDDAGM
FSFFAPTLRRDLRAAETWFDPDAPAPGVPLVVLNGRGDRVVKAEPAAAWARYAPTEPGLHEFDGGHFFVQARGAEVREAV
FAELARGPGPRDYSACRSATGIPSASPGGG
>MCE8471945.1 amidoligase family protein, partial [Rhodovulum sulfidophilum]AB21
MDGITQLVPRDRFLPLRPRETRAGAPRRAGIEIEFGELTEAEAADVVARTLGGTPHEIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSR
>MCE8471946.1 iron-sulfur cluster assembly accessory protein, partial [Rhodovulum sulfidophilum]AB21
YAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFSKELIGAKFVIENPNATSSCGCGTSFSI
>MCE8471947.1 hypothetical protein LZ189_23385, partial [Rhodovulum sulfidophilum]AB21
LRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRGFTVSSGACVPIA
VPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLPANAHLDRSGNSW
RCDRSFQLSGGGGCVLGR
>MCE8471948.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB21
MSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPV
>MCE8471949.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
IVAAQGLLLTADPSGFILFIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMAS
VFGSEAGLSVAEISAFVATIYLGGLLCQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSN
PLYSLLIAYTNDYLEPEDMAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGF
>MCE8471950.1 DbpA RNA binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
NAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIGRIQLRAETSLVEIAEAAVPGFVAGIGPD
GLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSDRSRPDARPDRAPRPPRPAPAEAATGASTVTAAPSGRPD
SPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEAPKPRAPRREVDAAP
>MCE8471951.1 histidinol dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
ILAFTSDEIDAACAAVSREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLM
NAIPAQVAGVERLVICAPTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRV
FGKVGIDMIAGPSEILVIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFG
>MCE8471952.1 DUF3458 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LEDFKDGTYTLHLEQETPPTPGQDKKAPQVIPLALGLLSPNGDEVLPTTVIELTEARQEAVFEGLGAEPVPSLLRGFSAP
VILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREILIAMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDE
LAEALAGRGTVPDPLAIHAARETARTAIARHLEQLWPGIYRQMTCPGPYSPGA
>MCE8471953.1 hypothetical protein LZ189_23415 [Rhodovulum sulfidophilum]AB21
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPPVDPGLAAAVAGDWETEPADLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREVEAMLR
>MCE8471954.1 cell division protein ZapE, partial [Rhodovulum sulfidophilum]AB21
LRLFEFLFAAGVTVVTTSNRVPGELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARM
AAIWEDFTHGAGRPLVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRF
VTLIDALYEGRVRLIASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MCE8471955.1 2-isopropylmalate synthase, partial [Rhodovulum sulfidophilum]AB21
SKFLRVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDG
KIATGQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MCE8471956.1 diacylglycerol kinase, partial [Rhodovulum sulfidophilum]AB21
LDRGCGTLVAAGGDGTICAVAEACHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNN
ASLGLYPAILERRETTYRRWGRSRVAAYWSVAQTLVGARRAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLEGADAL
EDGGFALFTAPAGSQIEIMRATLGLALGTAQEGQDFD
>MCE8471957.1 hypothetical protein LZ189_23440, partial [Rhodovulum sulfidophilum]AB21
LWYLGNMTGSGAESGTGPAAEEAMPEEGRAPGGTGQDIPAAESQTDAEMPRSEGDTRPDTGPEAGSKPDAGPETEAPGSG
DGSVKAMAPEEETSSAPGAMQEVPAAEAPEMAPSDAAGAEPDPEMRDAGAAAKGAVVPEAEE
>MCE8471958.1 hypothetical protein LZ189_23450, partial [Rhodovulum sulfidophilum]AB21
MATKGEMVRALAQRFDLNPNKVDAMTRAMARAGLRTPGGRGRAAADMTGEDIFHLTLALVMGLETKDAPEAVRELSQLRL
VR
>MCE8471959.1 hypothetical protein LZ189_23455, partial [Rhodovulum sulfidophilum]AB21
LGQVPFDCAQDDLQKGKPMIGPLICIAGMVISVVGSVHCWLVYRDSAGSARVDPERVRRFVESAPLHRLEELKAKRPVCR
CCGAPLEARGA
>MCE8471960.1 hypothetical protein LZ189_23460, partial [Rhodovulum sulfidophilum]AB21
LSAVSDAHGWRVGVWRMTVSIETAKRPAHAAHKSGTLSPREQGLVWDMEEHFWTSGADNARTTTANNTVMIFPYPTGILQ
GDQIWTHLRERTGWRSVVMAERRVMRCRDIAIITYRVSAEKADVPIYKALCASTYLNDDDTWLRIFHQQTMVA
>MCE8471961.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGR
>MCE8471962.1 hypothetical protein LZ189_23470, partial [Rhodovulum sulfidophilum]AB21
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVI
>MCE8471963.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLMDGEDIGRLPAHEVPRRGIGY
IPQGRRLFSDLTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLV
>MCE8471964.1 signal peptidase I, partial [Rhodovulum sulfidophilum]AB21
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECEN
>MCE8471965.1 YcjX family protein, partial [Rhodovulum sulfidophilum]AB21
YKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAWLTRFLTGKRVEKILFAATKADH
LHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVRGTLMSTGRQAALYPGELPEDPA
LLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGE
>MCE8471966.1 alpha amylase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLPASAELTLPPLSVLYLMPGED
>MCE8471967.1 glucose-1-phosphate adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVR
>MCE8471968.1 hypothetical protein LZ189_23500, partial [Rhodovulum sulfidophilum]AB21
PPEDAVLAEQPSQATRADPAAESPQPEADEAAPEEAATQTVTEAEEQRETGLAMAASPRPRTRPNRPAVPPRETPPPEQT
AAAPEAPEEPASEEDDLADAVADAVADAMSDPAAAPEGTGGAGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTS
VVVGVDMEETGKPDIGSLRMVSWSGGSETAARQTYESARRAIVMCGSSGFPL
>MCE8471969.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
MGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDILAYLSDAIALLDHLSIDRPVPVLGHSFGGVVACHLAAARPDR
VSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLAPYLQNSIR
>MCE8471970.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB21
RSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSAGMAYEALNHAGHLGKRLIVILNDNEMSI
APPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQVTVGGTLFEELGFSYVGPVDGHDLDQLLA
ILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKAR
>MCE8471971.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LFDSVLSSVTAGVMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNME
HLLVRMAMRKRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQ
MTDVIVRQTNDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQD
>MCE8471972.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE, partial [Rhodovulum sulfidophilum]AB21
IFYGISDTSEALRTMCRMLVERGAAEDLIDRCEALIAEEEAKARAALAPYRPRVEGRRVLLYTGGHKSWSVVSALQELGI
EVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADILMSGARSQFVALKARTPWIDVNQEKHEPYAGY
MGMVDLVRAIDRSVNNPVWEDVRRPAPWDAPRDAPRPATGLRPAAAPEDPR
>MCE8471973.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB21
MEWTIDDTCRHSVLCWLATVDGEGQPSVSPKEIWHHDEDSFVIADIASSGSVRAIREHPRVCVSLIDVFRERGHKLIGGA
EIMKDGTSRFEELVPPLREKAGPDFPIRNVIEVRVERIAPILAPSWRFFPERDADEHMRRSQETYGVRPR
>MCE8471974.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAMSFDYERFRFNLVDTPGHSDFSE
DTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEIIDEIQEMLAIHVTPASWPIGVGR
EFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLRER
>MCE8471975.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB21
MPDSNMETLDLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPW
VDSWTPGRPFDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGG
VSYLIGRLAEVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSR
>MCE8471976.1 cytochrome b/b6 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALK
>MCE8471977.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIGLYGTQARTLCAKDEHLSLVEAIAA
RDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MCE8471978.1 hypothetical protein LZ189_23550, partial [Rhodovulum sulfidophilum]AB21
MALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRYDGDRIYHFGIAVDGYA
LAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRALARNAAKRIERWLVEH
REEWLHYDPDAVPPLDAMAGAASDE
>MCE8471979.1 Lrp/AsnC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
DQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MCE8471980.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB21
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MCE8471981.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB21
ISMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHFYLRRDIRLDALLEFRKTLNDQLGARGIKLSVND
FIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTPVLMDAETKSLSQLSKEMKDLATRARDRKLAPQEY
QGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEIEV
>MCE8471982.1 HAD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
IYISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWLISAERYFDVLPKGVSKGPSL
RRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHGAAGIMEAIAAFDLHTVPTGA
>MCE8471983.1 hypothetical protein LZ189_23580, partial [Rhodovulum sulfidophilum]AB21
MAPAASLSKTRPEATDLERRVLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEETIRAVMLL
GEVRAPKSTETDVTGKQPMPPRSKGKKEPCMDRPAQRGG
>MCE8471984.1 alpha-D-glucose phosphate-specific phosphoglucomutase, partial [Rhodovulum sulfidophilum]AB21
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKR
>MCE8471985.1 DUF2339 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SSAHALYGLIGSVPALAGMAAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFR
RWAWVSGLALGLPAGALGLLWFHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGGA
LASGAGLVLMLDGASPAAAALGYALLLLVFAGVALGLARAPAFEDLAL
>MCE8471986.1 bifunctional NADH dehydrogenase FAD-containing subunit/selenide, water dikinase SelD, partial [Rhodovulum sulfidophilum]AB21
PQRWLAETGLELTDGFVTVDRTLRSVSDPRVFAAGDCAHLSHAPRPKAGVFAVREAPILRRNLITALTGGRMRAYRPQRH
YLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRP
>MCE8471987.1 chorismate synthase, partial [Rhodovulum sulfidophilum]AB21
LGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSINAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAG
GILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETEIVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGES
RGRIG
>MCE8471988.1 hypothetical protein LZ189_23605 [Rhodovulum sulfidophilum]AB21
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKTTGARSM
H
>MCE8471989.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
SEISWQVADHGSFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVG
FDKFLPYLLGDTDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPG
GGYGLSYHYSSGGSPTHTTPILKAVDDASGVD
>MCE8471990.1 precorrin-8X methylmutase, partial [Rhodovulum sulfidophilum]AB21
MSTLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLEGERRAGRRALD
>MCE8471991.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LAVLPDPPPGDLGPLAGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWP
VGLRDELAAELAGGLRKLGAFGAARGAALAEFATGSAPDPFFNINTAEDLAAAGAALR
>MCE8471992.1 hypothetical protein LZ189_23625, partial [Rhodovulum sulfidophilum]AB21
DPAETLTARFTVDDDLPGDFFWEDKAVPLLDTPEMRAGLRRAYRDFYKLVEQGRGDEILELARPLWARAGTTLAGGKSAE
DYIGGKDGLRRFSRNPGDGSTLAPLGISDDPTGDSLEFMADHRLVRIRPDPLRWRFPPEQNRNDMRSSLVFFRDAEGGWH
LGDIVRN
>MCE8471993.1 NAD-dependent DNA ligase LigA, partial [Rhodovulum sulfidophilum]AB21
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCS
>MCE8471994.1 30S ribosomal protein S13, partial [Rhodovulum sulfidophilum]AB21
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKRSEE
>MCE8471995.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum sulfidophilum]AB21
MRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHGLK
SVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRLLA
GKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVQ
>MCE8471996.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH, partial [Rhodovulum sulfidophilum]AB21
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDL
>MCE8471997.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB21
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MCE8471998.1 hypothetical protein LZ189_23660, partial [Rhodovulum sulfidophilum]AB21
MHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREADRALASERGVLAGRQERLAGLDRPA
TDTATLKTRIQATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAEREAEALREAARIEAMLAPVPEALR
SETALTAALSARQAALEARDAARQGAMKTATDAREAALAE
>MCE8471999.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase, partial [Rhodovulum sulfidophilum]AB21
YTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKLTSGVNVLWIK
FFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASVAIDAARKRGG
VVGKLAQWAGSARAAGAFLSLL
>MCE8472000.1 hypothetical protein LZ189_23670, partial [Rhodovulum sulfidophilum]AB21
MGKHTPGTVAYKRVFRHEFGHHIDRNLGDGQRFASFAAVDELAADNKAAAEQEFRRVILAADAGGYVTDAKRILDEMTPL
GEDGVKALYGVNEIRPTDAIAFVAAWNRKDVYQLLHDLPNRFGRRVLHDSPLAGMQDVFEAGTAGKIRIAFGHGEGYYKT
RLAYDRYIGAAKKIGARTFTGSQLAEAFANWFEAR
>MCE8472001.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
ISLRRGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRYRTLPGVFSADGIDRGSALLVGALQAPLKGRVADL
GAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFHWADATVFKADRGFDTVLTNPPFHVSRTADPGLGR
AFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGL
>MCE8472002.1 hypothetical protein LZ189_23680, partial [Rhodovulum sulfidophilum]AB21
SLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTTTAPAAKPAEALRQPSREQRREIVDMLREVY
DPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATERLAALEHEIRAISDLAGKQQEAASKKLAEVS
AMRAELGRIKGAVGPRALRAAGVK
>MCE8472003.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB21
LSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLDEDLSM
RCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNELTFED
QTGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAAN
>MCE8472004.1 peroxidase, partial [Rhodovulum sulfidophilum]AB21
MPPPDRRARGPNAGPDTWFAPDLLCLREKLPVPNARRRRLAGRRLHRGLRLNLPSGQGCVAGMARLGVRIAPLSPAELAE
GPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWHPRDGARPAGE
PITTVAALIRAAGM
>MCE8472005.1 hypothetical protein LZ189_23695, partial [Rhodovulum sulfidophilum]AB21
KGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALSKFDGRRMRPLWPNELAQIAGRAGRHT
QNGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALETHAEGELLTRVRESDDLHALKSLSGLP
ELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHQD
>MCE8472006.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LDLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREAAADHDAAEAELPRLEEFAGRFP
GWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTEDIDPDWQRRFHRNLSDDSRRLA
EGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLP
>MCE8472007.1 proline--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
ETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLWRESGRYDAYGPE
MLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDGYNFDIDRDSAIH
AYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETG
>MCE8472008.1 PDZ domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTPQEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAP
PETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGVLVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAVAA
RKGGRRWYVEYLRNGRRGVLRFRV
>MCE8472009.1 metallopeptidase TldD-related protein, partial [Rhodovulum sulfidophilum]AB21
GRIAGARAAALAGARRPKSGAFPVLFDERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAG
SRPFDSEGLATTRRALVENGVLTGWVLDLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLV
TSLIGSTINPTTGDYSRGASGFWVENGRIAYPVNECTIAGHLPER
>MCE8472010.1 acyl-CoA synthetase, partial [Rhodovulum sulfidophilum]AB21
SLFITGRAKDVIIRGGHNIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERA
AIPKHVEILDELPKTAVGKVFKPALRKLAIQRIYDTALTEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNF
TRPWEWSDL
>MCE8472011.1 sarcosine oxidase subunit gamma family protein, partial [Rhodovulum sulfidophilum]AB21
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRL
>MCE8472012.1 hypothetical protein LZ189_23730, partial [Rhodovulum sulfidophilum]AB21
SQGRVTSSYYSPTLRRGIALGLVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MCE8472013.1 Mrp/NBP35 family ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVT
>MCE8472014.1 hypothetical protein LZ189_23745, partial [Rhodovulum sulfidophilum]AB21
TGRIHTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQTMVVDLAPGDGRETTLAALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAAR
ALALSPAAPCSDRLGREVLDIYLRQTGPDPEATIDSPLIELGLLD
>MCE8472015.1 beta-hexosaminidase, partial [Rhodovulum sulfidophilum]AB21
SELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGLLAGGVLPVVKHIPGHGRASADSHLHLPRVT
TGAPELETSDFAVFRALCDQPMAMTAHVVYDALDPDGPATVSPLAIAAIREDIGFTGFLMSDDVSMQALSGSIGDRARAS
IAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRD
>MCE8472016.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB21
MRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFATYDLILAMDRSNLT
ALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MCE8472017.1 D-glycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
GAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MCE8472018.1 hypothetical protein LZ189_23765, partial [Rhodovulum sulfidophilum]AB21
MHLYALCFSQGLAPFKERDGGLLRDQVPSDVLIGGARAEALGVWATAFPATLPGSAYDRWLA
>MCE8472019.1 thioredoxin family protein, partial [Rhodovulum sulfidophilum]AB21
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLL
>MCE8472020.1 cobalamin-dependent protein, partial [Rhodovulum sulfidophilum]AB21
LEGPLMAGMNVVGDLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLA
CNNYEIVDLGVMVPPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYS
RGQAVYVTDASRAVGVVSSLLSDNQRAGYVEGIREEYREIAEKH
>MCE8472021.1 DegT/DnrJ/EryC1/StrS family aminotransferase, partial [Rhodovulum sulfidophilum]AB21
PNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFCLPGWPPERIADFLGR
TAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>MCE8472022.1 hypothetical protein LZ189_23785, partial [Rhodovulum sulfidophilum]AB21
RYRVICAQASWVGLTILSSSFVLGYYTLRMSLDGCVDIQSISGDALSDQAIVGMTDNKLFLADCLSEGSFLKGFPSIEGV
TLLDIRSVVSLTQRVGD
>MCE8472023.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLAQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTP
>MCE8472024.1 transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAPPAAADAPAPPEAPAPRRMP
>MCE8472025.1 phage tail protein, partial [Rhodovulum sulfidophilum]AB21
GDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEAIFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLA
LPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIEAVRVERGLYLPPRVDDRGVVQPAFAAPLPVHALFLDLPLLTGDEV
PHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAGYTLNTTLER
>MCE8472026.1 HD domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKST
FSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSHE
TMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFIK
>MCE8472027.1 polyketide synthase dehydratase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAVARLFSATAARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRDGTAVRTALAPRDGTEGFRFDPAVADAG
LHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTTT
PHDFWDERLVPLAGDGAATALRAAKALCGTTETASDADVL
>MCE8472028.1 glycosyl transferase family 1, partial [Rhodovulum sulfidophilum]AB21
MGCPVVYIDNEWIAARMYRLARLLRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGHFDIVHRITPMSPTQPSYI
AGRIRQPFVLGPLNGNLDWPAAFRGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFP
EIGFDPDMFHSRGRRPVLAGEGPRRFLFAGRLVPYKV
>MCE8472029.1 XdhC family protein, partial [Rhodovulum sulfidophilum]AB21
LFEGTVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGLDARSAV
VTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVVPGRIAAIHAPVGLGIGARTPGEIAVAILAEILQ
RLRRG
>MCE8472030.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAE
>MCE8472031.1 Zn-dependent hydrolase, partial [Rhodovulum sulfidophilum]AB21
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWC
>MCE8472032.1 DNA-binding response regulator, partial [Rhodovulum sulfidophilum]AB21
LKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MCE8472033.1 NAD-dependent DNA ligase LigA, partial [Rhodovulum sulfidophilum]AB21
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPAFKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLATEARLLYTAEPKIDGLSLSL
>MCE8472034.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB21
MLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGARFQ
PDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISS
LATLAYEGRRAAFFEAQLVAALKIIQSGDTDE
>MCE8472035.1 coproporphyrinogen III oxidase, partial [Rhodovulum sulfidophilum]AB21
WDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAALIGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATG
RGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIQKAELNAMFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGF
DAYDLSKAGHSSAI
>MCE8472036.1 trypsin-like peptidase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFSGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLG
>MCE8472037.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
SEFDRVLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLR
AILTTLEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTV
LYFEGERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVAK
>MCE8472038.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFGLTF
LPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MCE8472039.1 class II aldolase, partial [Rhodovulum sulfidophilum]AB21
HLHAALPGLAFADARGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFSAAYERYFQDH
SDGTQIMLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MCE8472040.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LEGEQETEDLTYNRQDFWATTPNKQLNFVQHIRTMLKTTGRAAIVVPNNVLFEGGAGETIRRKLLQNTDLHTILRLPTGI
FYEQGVKANVIFFDNRSASKELQTSQVWFYDYRTNVHHTLKQKPMTYAHLEDFIACYNPANRHERTATWTEDTPDGRWRA
YSREELLSRDKASRDVFWLKDSSMTYLDSLPEPDVLLDEILE
>MCE8472041.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAAYG
LGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPPQGTIKLSAAHCSGDVLIEISDDGAGLN
RKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNL
>MCE8472042.1 hypothetical protein LZ189_23900, partial [Rhodovulum sulfidophilum]AB21
LMPRSKVAIEGAVDGDFTGPLPNGEIFKLNKSLAQTVNKLEVKVGNKTFPIVDDLGGSNITRPEQVGFAISEISTVDDNH
GGSSSSENEEILVLQVPPSLLATAPELGDHDVDTASEDVLLWIATAIVTSLELIDESAGLAGLYAWSEGYVDLQLTGTDS
SPVLAELANLIRHNDIRNGLRAVLRGGAGLFKIGMNAAGFIF
>MCE8472043.1 hypothetical protein LZ189_23905, partial [Rhodovulum sulfidophilum]AB21
DRGDRLFQRKKVGFFGRDFGKSFSGCGRRPGPMGEVGMGASFKTTNMVDILLNFGILIADSPVMGEAGSWEAA
>MCE8472044.1 Lrp/AsnC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALEHTSDW
RESFLETVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGE
>MCE8472045.1 tryptophan--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
LCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHVELTRDIAIKFNNDYGTDFFPV
PEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADAIAKKIRKAKTDPEPLPETLDGLEGRPEARNLVNIYAALS
GKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLM
>MCE8472046.1 2-dehydro-3-deoxygalactonokinase, partial [Rhodovulum sulfidophilum]AB21
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIEV
>MCE8472047.1 hypothetical protein LZ189_23925, partial [Rhodovulum sulfidophilum]AB21
LRPHPVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIVLDLSSTEPGLQVYDGGGIDTGPFPGHHGRPYRAHAGLALEP
QRWPDAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MCE8472048.1 phage BR0599 family protein, partial [Rhodovulum sulfidophilum]AB21
SRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAGDTLRLTAGCDRRAETCRSK
FDNFLNFRGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>MCE8472049.1 peptidase, partial [Rhodovulum sulfidophilum]AB21
MIDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEEAAE
>MCE8472050.1 cobyrinic acid a,c-diamide synthase, partial [Rhodovulum sulfidophilum]AB21
IAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPWPAPPAQRIALARDA
AFSFAYPHLLEGWHRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAAATRFFDGLRAHAETRPVHGECGGYMV
LGEALIDKDGTRHQMAGLLGLATSFESRR
>MCE8472051.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAA
>MCE8472052.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB21
MDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIHAAIETYGVSNPHKYRAVLYYMLTR
HFGKEHIYG
>MCE8472053.1 nuclear transport factor 2 family protein, partial [Rhodovulum sulfidophilum]AB21
MTTDIETRLKLLEDRAEIAQLRAAYCHVLDHRDWDALVQMFTEDGEFNGLAHARGRAEIHQFFAE
>MCE8472054.1 3-oxoadipate CoA-transferase, partial [Rhodovulum sulfidophilum]AB21
FAMIRGRHLDLCVLGAYEVSASGDLANWARSSTDTAPAVGGAMDLAIGAKRVWVAMQHVTKDGTPRLVESCTYPLTSMSC
VKRIFTDLAVIDVTPQGFAVREIIDGLGFDELQSMTGAPLIRQNAA
>MCE8472055.1 hypothetical protein LZ189_23965, partial [Rhodovulum sulfidophilum]AB21
MVGKWPASHGMETAGARRSRVAARQEHLIMNASVIAADQAFGALLKRYVREASPTKRGERWELVRLSRYLSSSSVGISLT
LSDLVNERALQRKGNKRCSHYTALTPETVAAQQSTCPLNLRSILFLDRK
>MCE8472056.1 disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LFLHHGGRVPDDWLARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRF
VDRRTSVLLRRLKQKESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAP
DTELDFTEQGGLMWGEHAVGKLVAGADPLKPGIDAFVDEED
>MCE8472057.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
ETDRSLLTGETLPAFAGPGMALSAGEVNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHL
LSLLAFLVWLWISGGDLRLALNIAVAVLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGT
LTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPLARAI
>MCE8472058.1 cyclase family protein, partial [Rhodovulum sulfidophilum]AB21
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFEE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAR
>MCE8472059.1 DUF2235 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LDDNDPLNIHLRRDQVTHRIYHLTAGDEYRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSRG
EAEAARNAELPDDLAELRQIFIREGWISPDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLS
RIALHMMHEAAAEHVEGALLDLPTKNENYSIPDALRPYEPR
>MCE8472060.1 primosomal protein N', partial [Rhodovulum sulfidophilum]AB21
GDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEMRAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGA
LRVYRRGEGQPDRMTVPRERVLEVLEAFGGLSFTLSELATEAGVSTGVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKA
LAGDQAEAAQALCAGLASGAYGTTLLKGVTGSGKTEVYLEA
>MCE8472061.1 type 1 glutamine amidotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKILMVLTSHDKLGDTGNRTGFWLR
>MCE8472062.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
GIAGGDEKCRHVTETLGFDACIDYKAEGFPKALEAAVPDGIDIYFENVGGAVFDAVLPLLNASARIPVCGLISQYNATSL
PDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFARQMGDWVAQGKIRYREEMIEGLEQAPAAFVGLLNGEAFGKRV
VRLGQ
>MCE8472063.1 DNA-directed RNA polymerase subunit omega, partial [Rhodovulum sulfidophilum]AB21
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSE
>MCE8472064.1 hypothetical protein LZ189_24015, partial [Rhodovulum sulfidophilum]AB21
APEAQAREIPDRTILPHPRIQDRGFVLVPLAEIAPDWRHPVSGRTAKEMLAALPAAEIACISPFAGPWAGVSALVKSYPS
P
>MCE8472065.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB21
EGFPIRLVLLSEADVARTIVNSFYMDGDQSEPVPEPEAITAHLDAFRAKTGGAEVPGLSHDDVLEIADYVNRSFGRAAYA
AGLKSFWEDAALIAPKLGVADRAAFFAILWGGHDALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLD
SETGDSLPLCLPSGARVELPRALVCALAAELVMPMQTRPYE
>MCE8472066.1 glutamine-synthetase adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
DEAWTWEHLALTRARPVAGDAALGAEVEAFRRALIADKADVARTVAGIVDMRRRLAGAKPAKSTWDGKQGPGRGQDIELI
ATAAALIAASPATSVAEQMGAGVEAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLDAARLGESGQAFLLRGTGAKDV
AALEDLLEIQRAAAATAIEAVIARSPAEEKADAD
>MCE8472067.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MCE8472068.1 ferredoxin, partial [Rhodovulum sulfidophilum]AB21
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVI
>MCE8472069.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAVWSPAPVPAEQFLARISDGRSVFVAVTGSDAPIAFIELEQDGHI
DCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARR
>MCE8472070.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
ILITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAATVSFHPAGHVPGSAQIRVEHKGEVWVVSG
DYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENAALGRASLLGAYALGKAQRLLVGLGNGAE
PEPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRA
>MCE8472071.1 hypothetical protein LZ189_24060 [Rhodovulum sulfidophilum]AB21
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MCE8472072.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
MTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLDYDFADRWTISGSV
RYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTVGAMVSKGYNPGGVTLGLTSGEWVTFDPETSTDYEL
FARTRVLDDRLGLSANLFYTDFKNMQHYVPS
>MCE8472073.1 CCA tRNA nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAEAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAAC
>MCE8472074.1 alanine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
LALRHTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIGAQALFGEKYGD
EVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIAQERRLAEVAEA
VKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPA
>MCE8472075.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB21
KGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVPVPRITGALHPLPTGMDWQGLRALAFAGIGHP
EKFFATLRGLGAELLRAEALDDHQPLTPALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSAIDA
AFDRLGLGSAR
>MCE8472076.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB21
MANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTNLPTGQPVM
ALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>MCE8472077.1 hypothetical protein LZ189_24090 [Rhodovulum sulfidophilum]AB21
MALNRLDLKSFGERIAARDPDRQTAEIHIRIIRHCRSDRWRDMAHS
>MCE8472078.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
MLADGRAEVLRRTREQLMKGASQIKIMAGGGVSSPYDPIDTAQFLEEEMEAAVRAAADWGTYVCAHVYTADAIKRCLRVG
VKSIEHGQLADPETIRMMRDEGAWWSIQPFLHDEDANPKADPAQQAKQQEVAEGTKRAFVEGRAEGVKMAFGTDILMNPG
GAPSQGRQLSKLARFMPPLER
>MCE8472079.1 YdcF family protein, partial [Rhodovulum sulfidophilum]AB21
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWQAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILAQSGICRVTLVTDGYHVPRALFLARRAGLSA
>MCE8472080.1 cysteine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB21
KASAGLLGLLGEDMGVWAEMPEADLGGWTERLAAARAAAMDSKDFSEVDRLKALLIDAGVEVRMSKAGVELLPGAGFDQA
RLEGSE
>MCE8472081.1 hypothetical protein LZ189_24110, partial [Rhodovulum sulfidophilum]AB21
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIE
>MCE8472082.1 hypothetical protein LZ189_24115, partial [Rhodovulum sulfidophilum]AB21
WHALKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAID
YEVRASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAI
ALAVAAAPANRSAREALARAL
>MCE8472083.1 SPFH domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
RIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGFQIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLD
AYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDLDRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGAT
GPWGARPEPAAAPAPPPPPPAEHVWHIAENGQTSGPFSMA
>MCE8472084.1 hypothetical protein LZ189_24130, partial [Rhodovulum sulfidophilum]AB21
MRDDLGELLDVGALHCQLAGTIQRLADEHYYATSMGDCVDMIRPQVDEAMDHWYKALNSHPLNPEFDTLRKQIADEMDAQ
ETRAGGMIVLMANIFARDGDFSPQTEIDVALNGISKVKDDKTGEAWAYCWFLLGRSWQFSAITKTGYKVMGEVFDQKGEE
KTAEWFNIMS
>MCE8472085.1 serine/threonine-protein phosphatase, partial [Rhodovulum sulfidophilum]AB21
RVVFYTDGITECSGPNGELFGVERFQKLLHEAEGKPLDDVVPAVKQAVISWHGGDEFDDDISIIVLENCEATPEAP
>MCE8472086.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB21
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKEHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAAGRSDAIALLESA
>MCE8472087.1 exodeoxyribonuclease III, partial [Rhodovulum sulfidophilum]AB21
ILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAGSVDFAGLDQARHVAARLENGVLLHNFYVPA
GGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDVWSHKQLLKIVSHTPVEVEHLGAAQEAGGWV
DVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATP
>MCE8472088.1 TatD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
ICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMATLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHI
AAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVMHCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAP
LERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEVF
>MCE8472089.1 hypothetical protein LZ189_24155, partial [Rhodovulum sulfidophilum]AB21
LTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAAREAVRPLDPSGSRVERLLVGLAAARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALHAELLRQIAAAGPVAPAP
>MCE8472090.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB21
SKTLVAWMALLVAVEAGGQGAMMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDREAKLAALAAGDIQVLVGTHA
VFQKDVAFRDLRLAIVDEQHRFGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVS
VERMEEVVAHLQKAVAEGRQAYWVCPLVEESEVSDLTA
>MCE8472091.1 twin-arginine translocation pathway signal, partial [Rhodovulum sulfidophilum]AB21
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGE
>MCE8472092.1 50S ribosome-binding GTPase, partial [Rhodovulum sulfidophilum]AB21
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALR
>MCE8472093.1 MOSC domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRFRGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERIT
RCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVALGDALEAL
>MCE8472094.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
AWMIGQALLDAGLPPAAISVVWGKTSEISDALIAAPEIRKVSLTGSTRVGRIVAAQAGQHLKKVTMELGGHGPVIVAGDA
DLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGTQMGPLTQKAQLNQVAEMVADAE
SRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNE
>MCE8472095.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB21
RIRGKGGKERLVPALPVARQAVDAYLDLCPFETTPDAPLFRGARGGALNPRLVARAMEGARTRLGLPASATPHALRHSFA
THLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MCE8472096.1 AAA family ATPase [Rhodovulum sulfidophilum]AB21
MSDHFFVVTGGPGTGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPSHVAAAAKAARYNARVFLAPYWDEIFTQDTERTQTRAEAEATGAVMRDTYTALGYEIIE
LPRTDIARRADFVCEQLAI
>MCE8472097.1 methionyl-tRNA formyltransferase, partial [Rhodovulum sulfidophilum]AB21
LGRKDRPSPVQARAEELGLMVRHPKSLRATPEQTAFAALDPDVAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAA
PIHRAIMAGDTQTGVCIMEMEEGLDTGPVLLRETTAIGPEDTTGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTY
AAKIDKAEAKVDWTRPAPEVAHHINGLSPFPGAWCDR
>MCE8472098.1 hypothetical protein LZ189_24200, partial [Rhodovulum sulfidophilum]AB21
IAARPDYLAHYQPSEPERLAAFFDRIDPAETELILGRQNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRA
EAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDRIAARGRLIAEARGAWWRAELYERTGPE
>MCE8472099.1 HlyD family efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
MQAQSALDVARTNRARVERLHADGHASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRA
PIRGRVLYRLHEPGEVVAAGAPVVTLLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPK
SVETIAERE
>MCE8472100.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
SSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFDRDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWV
LGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGFTEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESS
TTLLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFR
>MCE8472101.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFK
>MCE8472102.1 hypothetical protein LZ189_24220, partial [Rhodovulum sulfidophilum]AB21
MSNGPWTDEENDLIVADYFAMLVDDLAGRPFNKAASYRRLADRINRSAKAIEYKHQNISAVLKALGETW
>MCE8472103.1 NAD(P)-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAAAAQGREVVITMLPNGQILRAVAAEILPAMAGGA
VLL
>MCE8472104.1 enoyl-CoA hydratase/isomerase family protein, partial [Rhodovulum sulfidophilum]AB21
DIVNALSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKP
RWKHPGLDAVPGADVARMLMPLGEYGLKLEEELQ
>MCE8472105.1 50S ribosomal protein L11 methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPETDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIE
ASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGTAVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSER
IRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLD
>MCE8472106.1 hypothetical protein LZ189_24240, partial [Rhodovulum sulfidophilum]AB21
GPRWQENVFDKYLRDFVKETDGLLLLIFSRERLHWEDHPDWRADLDGNQHLLGGLPDEDAEDWLRKVPVDDAEIRTAMIE
GARETAAPAAPVYALMLELQVTHWRQLGEEAVPADFEVAARSFEARRLELVTRIMRGYGGPIQDVLARLAVVQRFDRTAF
EAVTREFNIPLADSAFDRIAALSMMSAGDEGWLTPH
>MCE8472107.1 pyridoxal 5'-phosphate synthase, partial [Rhodovulum sulfidophilum]AB21
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAP
>MCE8472108.1 hypothetical protein LZ189_24250, partial [Rhodovulum sulfidophilum]AB21
DIELPPGSEFNRSRPGTEARPPKAEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDAALDLGG
AASPAAEDPPPAARAMLGPAAPEAAAAPVPEPAAPEDPREAAPATPTDASPAMPADTSPDGSAATSPESSSVAETPEAAA
GPAPETDRETVSETAPETAPETALDSAIVPEIAAE
>MCE8472109.1 hypothetical protein LZ189_24255, partial [Rhodovulum sulfidophilum]AB21
LTARSRATEEHHLVTDRPEPKHRGSGHRIDIRPRRNEVGNRVGHLHGMMGGTIDLGLPGAFSAQGQDTTTNHVREAVGRF
DHATDTFVSCDGRQRNPMGIGPRDWYEIGGVDRHM
>MCE8472110.1 polyketide synthase, partial [Rhodovulum sulfidophilum]AB21
EDALADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQAQAIAMALDMAGIGGDQIGFVETHGTGTGLGDPVEASALAGAF
GPMEGRRVALGSVKANTGHLDAAAGVVSLIKAALALQHAEIPPLAHFKNPHPDLALDGTGFYIPLRPEPMTGPGPLRAGV
SSFGFGGTNAHAVLERWAGPGDAASAEETPGGKGTR
>MCE8472111.1 glycosyltransferase family 4 protein, partial [Rhodovulum sulfidophilum]AB21
SRVREEAPGSEIDLLPNAVDHAVFDAPPRGRGTPFTVGFLHSIAPRKRIDLAFDTIGKARLRLPDLRVVSFGTTPATEDF
PRDLIYRRAPPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIE
TISRMDPAEWRAMSDAAHATAAAHSWEAATDRLLR
>MCE8472112.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLR
>MCE8472113.1 type VI secretion system-associated protein TagF, partial [Rhodovulum sulfidophilum]AB21
MTVAGRASIGLLGKHPGYGDFLRAGLSDEVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAE
>MCE8472114.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAKLGKGYEFTQGLSEMDWIRGFYEAAKVEARA
KSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGKFELYSTAIEKYGYDDCPPHATWMEPIERLG
GPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEV
>MCE8472115.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTPWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGI
>MCE8472116.1 glutathione S-transferase family protein, partial [Rhodovulum sulfidophilum]AB21
ETVRTLADPMFPPRDFFATNPLAKIPTLERDGASPIWDSRVILEWADLSSESGPRLFPVDPEARLQALTDEALGTGMLET
GMALLIERHMRAADRQDARVFDVCAAKFGACLDYLEANAARLAARDFDAGHLSIGVALCYLDFRFGDLQWREGRPGLAAW
HDGFAARPSVLATTFRDDPRPTE
>MCE8472117.1 glycine/betaine ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASVWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWQVQ
>MCE8472118.1 glutamine-synthetase adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
IWVLDAVIGGSFFEDWPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVL
AALWPRVVAQFAAKHGDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALT
APMAEGRLYEVDMRLRPSGNQGPVATSLQSFRNYR
>MCE8472119.1 NAD-dependent protein deacylase, partial [Rhodovulum sulfidophilum]AB21
FARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALPPGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAG
WQAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIWEALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLE
PSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MCE8472120.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB21
MPKRSPTRYRTTNWSEYNAALRQRGSLSVWFDPDTVWLAGKTGKRGRPETFSDAAVQVCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDYSTLCRRQARIGVQVPYRRSGKPLNLLVDSTGIKFR
>MCE8472121.1 DNA-3-methyladenine glycosylase 2 family protein, partial [Rhodovulum sulfidophilum]AB21
PRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWRRMKAARLTGPRKIIWASDEDLRACGLSRQKIRYAKA
LASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQESARLLFDLPERPKERALRQMAEP
WAPWRGVAARALWAYYRVAKDREGIR
>MCE8472122.1 hypothetical protein LZ189_24320, partial [Rhodovulum sulfidophilum]AB21
RDGLREASKVRIDQLNTEYPWIKRVLQPLAGLRVPAEPQVFFDAWIENATVEAAVKIARKENALTPVPISPSRRHDLSDR
EPDLAERLTKMGVLTSRPDGRYDMPDLFRIGAALLKKGGVTPKD
>MCE8472123.1 ERF family protein, partial [Rhodovulum sulfidophilum]AB21
MGELTKIPQEGAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSSVD
YASKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSQQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQ
>MCE8472124.1 DUF883 family protein [Rhodovulum sulfidophilum]AB21
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MCE8472125.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB21
MASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLSRVP
NIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDLQRP
LWRINELFARYSLAACIKAALEVQGF
>MCE8472126.1 virulence factor SrfB, partial [Rhodovulum sulfidophilum]AB21
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADA
>MCE8472127.1 transketolase, partial [Rhodovulum sulfidophilum]AB21
SRKDPRPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEAR
LLCAEHGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSP
VSKDNYGGNYIHYGIREFGMSAAMNGIALHGGL
>MCE8472128.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYAEAAPHLRPMLADFGPDQVCR
WAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDTPDGPRRVEADVTILAFGGAS
WARLGSNGAWAGPLADAGLPLAPFRPANVGLKV
>MCE8472129.1 FHIPEP family type III secretion protein, partial [Rhodovulum sulfidophilum]AB21
FALVPGLPFVPFIVGSLVLGTAAFNRWRSLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGI
EARIVSMRRHVAESFGLILPEMRLTDNGALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPA
RWVSADRREELALQGVTVVNASEVLATHLLEVE
>MCE8472130.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
ECGSGEEALEICCAQPVDLIISDWMMPGMDGPEFCRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSS
ELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGD
LVGFFPAGPGEVGLF
>MCE8472131.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB21
SGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETDESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALVHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESW
>MCE8472132.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB21
CTRVQTGCRAAPDGGDPEQDGFEISATALDLVTQHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEA
PALSFQLIWPHTDLLLHDMGAGLAGGGAGVSGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAATARD
RVATMPASDRAALIRFLESL
>MCE8472133.1 hypothetical protein LZ189_24380, partial [Rhodovulum sulfidophilum]AB21
MAAVGVPATVTASRLEQKLQKAPIGRTNYLETVKEILSRLSLNDHLWIAPNNRTDADDFLHRPDIEDAATWVNKHAWREL
WSALTRKERGELNKYWIPETLTHIANFSQVSLPERMLIPAKRELGPKDEAFDDLTGKGLINHLAELQNPDHHERERRKTF
DHINEFIRE
>MCE8472134.1 GtrA family protein, partial [Rhodovulum sulfidophilum]AB21
QLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLVGLTVNYAVALGLSHKVLTGAYGLQVSAM
IGIAAGMVFNFLGNRYIVFRKRYIRD
>MCE8472135.1 SIR2 family protein, partial [Rhodovulum sulfidophilum]AB21
DQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAILQEAFAARPEPGPLHRWIVQVRPPLVVDAWYDGA
LLDAASAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPAWQMLIYKPHGLIREGHAYLISDNDYVEVLTEID
IQSPITEEVQARRTGRPFLFLGCRFDDQMLRT
>MCE8472136.1 hypothetical protein LZ189_24395, partial [Rhodovulum sulfidophilum]AB21
MSGRRDQRGFAAPAGHVYGPGETGSDIASGGGPEGLRAEPTVADDRHCRPDRPGHSSDRSFR
>MCE8472137.1 hypothetical protein LZ189_24400, partial [Rhodovulum sulfidophilum]AB21
AYASGEDIGNRPIRPGDLRNARDPSRSFSVAAGKKRLHHQADLYRQIGRDPRRLEMGDFRFVLRSRAVSGLFKNTLSTYR
I
>MCE8472138.1 TolC family protein, partial [Rhodovulum sulfidophilum]AB21
LFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQYTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPP
KSLQGGKLDRVLQSIGRN
>MCE8472139.1 hypothetical protein LZ189_24410, partial [Rhodovulum sulfidophilum]AB21
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRMARLVLTPNLRVRPDPENRPAPARAMPVLLRGPLG
>MCE8472140.1 ribulose-phosphate 3-epimerase, partial [Rhodovulum sulfidophilum]AB21
WVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIEAYAEAGADMITAHFEAGPHIHRTLQAIRAQGVK
AGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIRRVRAMIGDRPVHIQIDGGVTTETAPLVVEAGAN
VLVAGSAVFKGGSVEAPEVYGRNIRAIREAAE
>MCE8472141.1 enoyl-CoA hydratase-related protein, partial [Rhodovulum sulfidophilum]AB21
SACHRIFAADNPKAKIGLPEIMVGIFPGGGGTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWV
LSEPNIVKPWDERGYKMPGGAPYHPAGFMTFLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLM
NPSSSAMIRSLFINKEALEKGAVRPRDVPDQD
>MCE8472142.1 hypothetical protein LZ189_24425 [Rhodovulum sulfidophilum]AB21
MLTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGTIIYITNYL
>MCE8472143.1 DUF1523 family protein, partial [Rhodovulum sulfidophilum]AB21
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENP
>MCE8472144.1 glutathione S-transferase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAFDGITGNRDDYWPEELRGGIEAVNARVYDTVNNGVYKAGFATSQ
DAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADWRLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGV
AETVHFDHIVRHYHYSHDTINPNRIIPINPRR
>MCE8472145.1 type VI secretion system baseplate subunit TssE, partial [Rhodovulum sulfidophilum]AB21
EHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGLLNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSP
AEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSVTVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRM
RS
>MCE8472146.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IFSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSALDRFSKDD
ILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVVGRDPRYG
LSEVRVPGGVVVVPGDLGPNGMRRRLRIPASD
>MCE8472147.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLAGVEIDEKTIVTST
GALALPKVPKKMIVI
>MCE8472148.1 hypothetical protein LZ189_24455, partial [Rhodovulum sulfidophilum]AB21
AMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQPLWRDGRISFDITPLPRPE
TGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>MCE8472149.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPIE
NGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSK
>MCE8472150.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB21
LPTIKSGHSVGPAHRGYDADSIRKTMGKRDVMPVIPTRKPCKMRIGLDRSLYRLCNLAERRFNKRENARHVAVRYDRTAG
SFLGFIDITSIRIWGRHLST
>MCE8472151.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB21
SSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLTAAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALH
TYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDFRERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMA
KHGAIEATRQEALAWTARAKEALSLLPEHER
>MCE8472152.1 hypothetical protein LZ189_24480, partial [Rhodovulum sulfidophilum]AB21
DYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVIASMDLTKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MCE8472153.1 D-alanyl-D-alanine carboxypeptidase, partial [Rhodovulum sulfidophilum]AB21
LEVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRARM
LQHELLRRWAETYA
>MCE8472154.1 hypothetical protein LZ189_24490, partial [Rhodovulum sulfidophilum]AB21
MIENGMHDPLMKMRMEELKIERTRLASYLARPPEPPMLRLHPGLAESYRAKVADLASALSDPEIQLQASETSRGLILEMR
LVPDAGAQDGLHIELVGDLSSILSLQEGGKQKARGLRGAVPVLMLTCNRYWLRGPALDTVSFRHRK
>MCE8472155.1 hypothetical protein LZ189_24495, partial [Rhodovulum sulfidophilum]AB21
DHDATSGTPRERAAALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVA
LDMRLMRAPGGGIEIAADHAEGVLDPATVKAILDASLRALETMARTGELSLSDPLVPVELPPQSPHVADPAPHLLRIAEA
LDRGRGPALICGEERLDYPALRARVTAALAG
>MCE8472156.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLQLDYASEDSIATALDEVLSRTGGRLDALY
NN
>MCE8472157.1 hypothetical protein LZ189_24505, partial [Rhodovulum sulfidophilum]AB21
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGG
>MCE8472158.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB21
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MCE8472159.1 heme-binding protein, partial [Rhodovulum sulfidophilum]AB21
MMNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPD
>MCE8472160.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB21
PGRSVVDMSPETMGELAKLPRIVGVKDATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCA
EFQKATLAGDYAKALELQDRLMPLHIAIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTRDRIDAALRHAGLLN
>MCE8472161.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
ALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVLVLCIVGGYAPGQR
LHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAISALLFALPLIRAL
RRGRNGSARPAPAE
>MCE8472162.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
FSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIGFAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAE
AEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQGTGLGLAISAKIAAEHGGQLSLCPAGTGACFRLDLPLAGDRP
>MCE8472163.1 HupU protein, partial [Rhodovulum sulfidophilum]AB21
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAG
>MCE8472164.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB21
MSHPVQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLSPRLIGIEACASSHHWVTLRTDPGD
>MCE8472165.1 hypothetical protein LZ189_24545 [Rhodovulum sulfidophilum]AB21
MTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPTAAPAWMTLAITLPLIGLGALVA
AFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MCE8472166.1 N-acetyl-gamma-glutamyl-phosphate reductase, partial [Rhodovulum sulfidophilum]AB21
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLR
>MCE8472167.1 chlorophyllide reductase subunit Y, partial [Rhodovulum sulfidophilum]AB21
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AF
>MCE8472168.1 hypothetical protein LZ189_24560 [Rhodovulum sulfidophilum]AB21
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAAAPARELEDA
>MCE8472169.1 chlorophyllide reductase iron protein subunit X, partial [Rhodovulum sulfidophilum]AB21
SAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKNAKPKKSLEVVYDDV
>MCE8472170.1 1-acyl-sn-glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB21
SLKSEVRGTPPEGEVLIAAKHQSFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVA
EGRQMPGQLIIYPQGTRVAPGVSRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDV
FMAQLEETVETASDRLMAEAGFTTGT
>MCE8472171.1 heme exporter protein CcmB, partial [Rhodovulum sulfidophilum]AB21
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAD
>MCE8472172.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LLPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVRGHLDRGGAALIATHIDLGFEAALLDISTFR
ARPRRIDSFDEAFA
>MCE8472173.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase, partial [Rhodovulum sulfidophilum]AB21
DSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGTAKTYLHDALAASEALDVGHGHGPVHH
FHALWSDHPAM
>MCE8472174.1 ABC transporter ATP-binding protein/permease, partial [Rhodovulum sulfidophilum]AB21
MRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPWGLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNG
LAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPLYARAYVTPVVTLAVLLWLDWRLALVTLAVLGLG
>MCE8472175.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
METDMYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADL
MRERADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWN
TMQKVAPALGAGCSVVIKPASETPGT
>MCE8472176.1 NADH-quinone oxidoreductase subunit C, partial [Rhodovulum sulfidophilum]AB21
ARFVVVYHFLSMYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFP
TTGYTEVRYDEAQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MCE8472177.1 PocR ligand-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSR
>MCE8472178.1 AraC family transcriptional regulator ligand-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFACAAPPNRADYQRFFGAPVQFGQPESRLCFAA
RYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRRTDPVLWPDLDQVARELALSPATLRRRLRAEGQGWQ
AIRDDLRFAESRRLLAGTEER
>MCE8472179.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB21
LCRAAIAEGQTDLGFFRLAEAPYAGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAI
DCRDSYLRSEDESMQLVGLGLEGVVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTR
FQVKRIMVRPGGVLSLQSHHHRSEHWIVV
>MCE8472180.1 Hpt domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
VHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLVLDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAEL
IESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEPEDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVS
CDASALPVSEAFDPDHCYLCWELTLTGTM
>MCE8472181.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB21
MGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLIDCA
RDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVAKF
D
>MCE8472182.1 methyltransferase type 12, partial [Rhodovulum sulfidophilum]AB21
FIIWCSMSLYFHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGL
VRPTSQHLSTAFGRFRLDAARKEV
>MCE8472183.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MRLLPLFLAMLPLPALAEEILLSGPPIWESAPLIALAEDQPIEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DAN
>MCE8472184.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
PFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEALEL
PEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKARLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDGSRHR
RAVKVWDRREFRNLDDSVELGTRNIKVR
>MCE8472185.1 response regulator [Rhodovulum sulfidophilum]AB21
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNPIDAVITDLNMPRLNGLDFIRKYRSHGASAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>MCE8472186.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
DLDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDTLRLEMRDTPIRVIL
IEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALESPRPRPRYFVTAPT
HLMNLARRLLPTPALDWLIDKG
>MCE8472187.1 cell envelope biogenesis protein OmpA, partial [Rhodovulum sulfidophilum]AB21
MASARRHGRAAAVATAVAADPAGLGLARVSALGDAVQVPLADGCGTRLLASHQSVKTGDYPYVAPLSLYLGRPRLPRLAR
GFLDYLATPAAQIAIRRGGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVATLGGAVRLSETFRSGPRGPDAR
WRANVAALAE
>MCE8472188.1 hypothetical protein LZ189_24665, partial [Rhodovulum sulfidophilum]AB21
MTWLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTD
>MCE8472189.1 hypothetical protein LZ189_24670, partial [Rhodovulum sulfidophilum]AB21
LSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASVEGARGGLELADGSLTVSGGPASSFGLGISGSGGLTVSDGADLTLG
AANSYEGGTVVSGGALTVTAGGSLGSGDVSVADGSLLTYGAALGADQTVTLGDGGLWTLAGDETVRGLAGTGTADLGGNR
LDIALPGTDTLAFAGSLKGGADSLLALT
>MCE8472190.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
SLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANADVSVDLNLPDGSGYEHKGTLTAAEPHVD
EQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRPTAMVVNADDVVEARVLTVLRDSGNAWI
VTDGIADGDRVIVAGLQKVQPGAKVAPQ
>MCE8472191.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTAAPIIDTARLRLRPHRVEDFGPYATLFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSY
>MCE8472192.1 HypC/HybG/HupF family hydrogenase formation chaperone, partial [Rhodovulum sulfidophilum]AB21
MCVGEPMQLSTVDGIVGRTGDGTLIDLSLTPDIRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSA
>MCE8472193.1 hypothetical protein LZ189_24690, partial [Rhodovulum sulfidophilum]AB21
LHAPLPILATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALVEALAELDGWGVAARPGRTVSADLADPSIR
RDAYETGRPPAELACRSGDDRFFPGADGTGRAS
>MCE8472194.1 amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SGVFKDTTLVSIIGLLDPVGFSNSIRADVNWNGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MCE8472195.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSDPVIDPSRPAVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILE
>MCE8472196.1 DNA replication and repair protein RecF, partial [Rhodovulum sulfidophilum]AB21
EATLAYEKAMRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAGTAFPRATLALTGPEGSDPED
AGALAGALSAGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVA
AHLDAGRRAALYDEISALKAQAFMTGK
>MCE8472197.1 endonuclease/exonuclease/phosphatase family protein, partial [Rhodovulum sulfidophilum]AB21
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDRRAVRLCGLYLPN
>MCE8472198.1 twin-arginine translocation pathway signal, partial [Rhodovulum sulfidophilum]AB21
NDGGMVSADTITALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MCE8472199.1 PfkB family carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB21
MSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGARGARVIADTSG
PALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGLRLHVGAARVP
VRSLVGAGDSFVGAFVLALAR
>MCE8472200.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB21
FQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFVCAFICVLVGVPIGIAMSRSDTFQRI
AIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLVDKEVIEAADAFGMTKRQKLWGVQIP
LALPNIMAGVNQTIMMSLAMVVIASD
>MCE8472201.1 2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAE
>MCE8472202.1 isochorismatase family protein, partial [Rhodovulum sulfidophilum]AB21
MPVFYTAQEGDQLRADRGLQADLWGPGMSRRPDHQDILSELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGV
YAHIGCLATAAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALAALPAEAACA
>MCE8472203.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB21
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MCE8472204.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB21
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCADAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MCE8472205.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LFAALEARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMP
HYNVMGVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLS
DLGSAVTGEVHHVDAGYHGVGMKAE
>MCE8472206.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB21
MRYLLVVSLAALSLTACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRKIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRG
>MCE8472207.1 hypothetical protein LZ189_24760, partial [Rhodovulum sulfidophilum]AB21
ISVAPEEPGWKTIQLVHKRLDLPVGESIAAIRTGSLRLGQRPDVSGYHGLVVEITEVAAFKAKVAPKRKPSTNQGEVTAA
AFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAFEANYTTPSMLSAETGAHLNTIRAVLQSEGVQP
FRPNGLDVGPVYLRNAVEPVVALLKT
>MCE8472208.1 tellurium resistance protein, partial [Rhodovulum sulfidophilum]AB21
MLFLFMMVAYGLKLWRRPKVVAEDLRVLPGRAGLSAAVLSVYLLAAALVPLIPALAAVLLWAGLLLQTGLVGLLLWLFAT
GPAEQRRVTPVWHLHFVGFILACLSAVPLGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLI
GTVAASLGLMPLALTAAAVAVAD
>MCE8472209.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
ALVRLGLEPLAGTSLCDLSGGQRQLAVLAQSLSHDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALA
AQWADRIVFVKDGGVYASGRTRDCLTAENIRNIFEVEAEVLRDGGHGVHINVLGRPRPA
>MCE8472210.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MRNLAKFHINGTWVSPRGTDLHPLIDPASEEKIADVPMGDGRDVDAAVAAAKAAFPAWSVTPVARRAAMLRRLLALYIEA
YDELAELMTREMGTTIGFSKAAQAAVGQMHLEAAIAALEAETFEELRGTTMISKEPIGVCALITPWNWPMNQLVVKAAPA
LAAGCTK
>MCE8472211.1 DHH family phosphoesterase, partial [Rhodovulum sulfidophilum]AB21
KADLGARLLSTADPDEAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATN
RPAVVIGFDGDEGKGSGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPAD
LRLDALLMPGAATVELIDEIERAGPD
>MCE8472212.1 cold shock domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAK
>MCE8472213.1 pyridoxamine 5'-phosphate oxidase, partial [Rhodovulum sulfidophilum]AB21
LARPPFWGGFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MCE8472214.1 DUF1643 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EGQPGRTILFCGMNPSTADALVQDNTCAKETRRAAALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGE
AELVVMAYGRLHKRYAGVVGGIIAALRETGKPLYCFGLNQDGSAKHPLYLRNDAPLLPF
>MCE8472215.1 ribosome maturation factor RimM, partial [Rhodovulum sulfidophilum]AB21
KVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIADPPEGVFP
>MCE8472216.1 hypothetical protein LZ189_24805, partial [Rhodovulum sulfidophilum]AB21
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMK
>MCE8472217.1 hypothetical protein LZ189_24810, partial [Rhodovulum sulfidophilum]AB21
MRVLRAMGVEAVMMPGEGVGLTFRREIPNFLRLDPFRLTDLAPAPAAEDEAEVGPDDPGLEAGLPEEEAETVPAGDADET
AGMPDEIAADAAAEDELSDPGLPMPEEAEDETAAETVVAEEDASDLDSAQDQEFDAPDTEASLGEPMPEAAAEEELPNAP
>MCE8472218.1 HAD-IC family P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
SELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAALAAAHVSISPAS
ALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSASSITVSLNALR
LR
>MCE8472219.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
SARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVL
GHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPF
IMSPEDVAHEYVELMMSDAMSRSFQ
>MCE8472220.1 serine protease, partial [Rhodovulum sulfidophilum]AB21
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFQ
>MCE8472221.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB21
MAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGNNLDKQAAELRQ
NFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSASYNQQLSTRRAS
AVASVLTGAGVNSSRVRAYGRGEE
>MCE8472222.1 iron ABC transporter, partial [Rhodovulum sulfidophilum]AB21
NALARVGLSVFEPRPYQELSGVEQQRVQLARVLAQVWHPTAHGQPRWLFLDEPVSALDIGHQLQVMAIVRDFADRGGGIV
TVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLRVNALPSDGPYLLPQASGPIAAE
>MCE8472223.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
MNQLERSFDQTRPPFAARYDNYIGGKWVPPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFP
>MCE8472224.1 glutamate--tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
FREAARAEGRSTLYQSPWRDADPTTHPDAPYVIRLKAPREGATVIGDKVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVV
DDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPDGKKLSKRHGALGVEEYQAMGYPAAAMRNYLARL
GWSHGDDEFFTDDQAKAWFALEGIG
>MCE8472225.1 translational GTPase TypA, partial [Rhodovulum sulfidophilum]AB21
TDTRGTGVLNRVFHDWAPYKGAIPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNP
LKGKKLTNVRASGTDEAVRLTTPVKMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MCE8472226.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MSVVFSGELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPE
THAAMAGRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSISVRDRSLHGLIGPNGAGKTTAFNLLSGLYE
PSAGSLTLAGAPLSGRTPEEVR
>MCE8472227.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
WRIVAPSTPFDYVGLMNSALRCDDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGSRLTILTYLAMVEKTRQVV
EDLGVDAEIIDLRSLDRASLDWETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSIS
KVLEAAACARPADIAGAIRAAMRS
>MCE8472228.1 hypothetical protein LZ189_24865 [Rhodovulum sulfidophilum]AB21
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPAAF
>MCE8472229.1 chemotaxis protein CheW, partial [Rhodovulum sulfidophilum]AB21
MLVQVGAGRYAIPLSAVEECVELPAAPEGRETGRNFLNIRGRLVPFLRLRELFGTRAERAEHQKVVIVSAGEARVGMVVD
QIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFVQAYESRLRGEQLERVA
>MCE8472230.1 glycine dehydrogenase (aminomethyl-transferring), partial [Rhodovulum sulfidophilum]AB21
LPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRAFTTLIGQGYYGTVTPPAIQRN
ILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTMAQRVAKSKAGAIFVDEACHPQ
NIAVIRTRAEPLGIEVIVGDPFA
>MCE8472231.1 acyl-CoA thioesterase, partial [Rhodovulum sulfidophilum]AB21
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVED
>MCE8472232.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
SLYAMWAWILAFAAASNVEPFPFGSPSMLSFLVVASGVIGCLAGGWLSDRIGRCLTCAGMMIVSGACAALIGFYFDGPPL
VLALLALLWGVTVIGDSAQFSVSVTELAESAFVGTALALQMGIGFGLTVVSIWALPLFAEWIGGWQWAFLFLLPGPLIGT
CAMLALRRCPEAAALAHGAR
>MCE8472233.1 transporter, partial [Rhodovulum sulfidophilum]AB21
MSAPAMAQESLATDAERVVGQIFERAEPVTEAGAHGFFQLLGNQPIAFILLALAVGTFIGRFRFKGISLGSTAGTLLVGV
VLSMIAEAAFGITYSIPGILSSFMLLLFMYALGLKVGPQFFSGLRRGGLAFVGIGVMVWSLNWVICYFGAAMAGLAPGYA
TGLISGSYT
>MCE8472234.1 ATP-dependent helicase, partial [Rhodovulum sulfidophilum]AB21
LENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDETGLKGLE
EERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIEARASRA
DVYNSPGWQRLQSRNAGRAPAAP
>MCE8472235.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB21
LVVSNSAGYPKRHMMARWQRLGLDFSATEVTSSREALLETLAGDTRHWGIMLDDAHGSEDLGDLRVSFLGDDPRTYARVD
GFLLIGASGWSEARQSLLARALAARPRPVFCGNPDLVAPREAGLSLEPGYWAHRLADATGQAPLFCGKPFPSIFDLARLR
AGAGIPPNRVLMVGDTLHTDILD
>MCE8472236.1 prolipoprotein diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB21
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGAHPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKHAIPLLPAADALALAVPIGLFFG
>MCE8472237.1 PCRF domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGR
>MCE8472238.1 beta-ketoacyl-ACP synthase II, partial [Rhodovulum sulfidophilum]AB21
VDDFILYAMAAASQAVADSGWTPETDAERERTGVMIGSGIGGLNSIADTAVLIQKKGPRRVSPFFIPSALINLASGQVSI
RFGFKGPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERD
GFVMGEGAGVVILEELEHAKAQ
>MCE8472239.1 polyhydroxyalkanoate depolymerase, partial [Rhodovulum sulfidophilum]AB21
LVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGEIARNAFSV
NGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPLVLDFIDAN
SGDPQPARAHLKTV
>MCE8472240.1 di-heme-cytochrome C peroxidase, partial [Rhodovulum sulfidophilum]AB21
MFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMPDRDDGAALPV
GFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADKVAGETGDRAG
LRAELETWSLR
>MCE8472241.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
LEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVIAWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDR
SDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDIEADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MCE8472242.1 chemotaxis protein CheW, partial [Rhodovulum sulfidophilum]AB21
MTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSIALPLTLAVMDGMVIHAAGETL
VAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILILIRSEQSGLVALAVDDISDQR
QVVIKSLEG
>MCE8472243.1 threonine/serine exporter family protein, partial [Rhodovulum sulfidophilum]AB21
LAAASVALGVEVLSLPKLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLRVAFTIGAI
GAGLTIVRSLFRRSDFV
>MCE8472244.1 double zinc ribbon domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAP
>MCE8472245.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALTLHWANDP
>MCE8472246.1 RNase adaptor protein RapZ, partial [Rhodovulum sulfidophilum]AB21
SDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALADLIRALAAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAP
AESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAEMTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRN
PYWDPSLRALDGRDPAVAAHID
>MCE8472247.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB21
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MCE8472248.1 autotransporter outer membrane beta-barrel domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLNTDSFTEDGGAAALAGQSQDM
STLFTTLGTRGSTQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIRDVALLEAGASLSLSDMTQLT
VGYKGQIGDNVREHALTLRL
>MCE8472249.1 hypothetical protein LZ189_24970, partial [Rhodovulum sulfidophilum]AB21
SSVLGEDKLGIFEIADFNTSGLGGPTRADAVSEGEELDFVNFLRNVGAARDTNLGGGTYGYGKTSLYALSRCSTIMADSQ
TTFAGQPVRRIMGCHLGNAFEDDSEGLPKRYTGRHWWGRDDGEGGVDPLEGQEAVHLACALGFPERDEARTGTTIAIIAP
HVDDNADLPSDLVEALLWNFWP
>MCE8472250.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
EIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTFIALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPV
VPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALLVLTGLFVWFLRLRPALRDRQSARESGEGE
>MCE8472251.1 phosphate starvation-inducible protein PhoH, partial [Rhodovulum sulfidophilum]AB21
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQ
>MCE8472252.1 polysaccharide biosynthesis/export family protein, partial [Rhodovulum sulfidophilum]AB21
MKTLLARGARALVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRA
>MCE8472253.1 DeoR/GlpR transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
GDFLPREAAVIGPDTVDFLRRFHVGRAFIGASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSF
RPGLTLVTDASLPRELGGAISKGGARVL
>MCE8472254.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTYELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIVWPAPTHGDPASPAVRKGRLLPWRAAADCIDWS
LPCPSIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVA
PSLTRFNGGATG
>MCE8472255.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB21
MAGPNGSGKTTLLKLITGALRPMAGLKGSTPALASLGRSACHGIPSSTARPRGVTNRPWKAARSSGDKSAAERWS
>MCE8472256.1 hypothetical protein LZ189_25005, partial [Rhodovulum sulfidophilum]AB21
MAAARVRQHWRAKTSILIPEEKALNLILVHVSPDPPNPADLETLENGAGGGLEALRGRRDVIPGMHGETDRLCPA
>MCE8472257.1 pyruvate dehydrogenase complex E1 component subunit beta, partial [Rhodovulum sulfidophilum]AB21
AHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHT
LEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDV
PMPYAANLEKLALVTTKEVIE
>MCE8472258.1 hypothetical protein LZ189_25015, partial [Rhodovulum sulfidophilum]AB21
DFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARRSRALAQARRSRSAPGDLALGLLPEAARHPFFAD
SLLRLGPGADLATALTGAGLGAEAASAATGALPTLADPPRLAALRLRPGGTRSGTGPEPEAELLQLSLYGAGGYLTTLAR
LGAGRYARAADPWADRDLAKI
>MCE8472259.1 OpgC domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SRDGQTLVGTLNHHRLGWVEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRARTIYIYHALLMAVITMGVMLLYP
RPADLNPEWSDAPLLYSLFGFLLISAPRYLDILPMYAILVALTPIVLIQLRKERYALVMVTSFAVWALAQTGLPTHLLQA
IGETTGLDARNIHLGLYFNQ
>MCE8472260.1 hypothetical protein LZ189_25025, partial [Rhodovulum sulfidophilum]AB21
ELMELQQKEKKPNRLQIFRKIIWPKLKNYRGKATQNGSIIAGASVVAGFAGLGFGLGALGVAAGGIWFVAQTAYSVLTGV
QAQLVKNDFGMVPGTTRKETKYGHSPAISDWLAEKIDRIAGLWEDGPPSKPLTAGDLKNGRTQAPGSKIDVPGIAFAAMT
TDLTSQRPFSLPLQMPDMFFF
>MCE8472261.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MFHVKHRAFDVIVVGGGHAGGEAAHAAARLGARAALVTLR
>MCE8472262.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE, partial [Rhodovulum sulfidophilum]AB21
EAADLRVFLLDDTGKTQGLAPGPEDIVLRGKADLADGAAHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAM
RRAGGAIAEAQNQLSLGMETAELAAEDLRRAVRALETLLGRVDVENLLDEIFSRFCLGK
>MCE8472263.1 electron transfer flavoprotein subunit beta/FixA family protein, partial [Rhodovulum sulfidophilum]AB21
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTF
>MCE8472264.1 hypothetical protein LZ189_25050, partial [Rhodovulum sulfidophilum]AB21
LDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVAKDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLR
DLYARQPDRRHAGPDGRRPAREAGNTGPGAEGRHAGIGK
>MCE8472265.1 HAD hydrolase-like protein, partial [Rhodovulum sulfidophilum]AB21
ISERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MCE8472266.1 ATP12 family chaperone protein, partial [Rhodovulum sulfidophilum]AB21
MSEWALKRFWTEAGVAPAEVGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRVEVAELIAAYGESDLLCHRAESPAELVRRQAESWD
>MCE8472267.1 transcriptional repressor, partial [Rhodovulum sulfidophilum]AB21
KALGAYDILERLDADGLGSQPPIAYRALDFLVKHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFAPSRGM
LGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>MCE8472268.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRILRDRGLRI
>MCE8472269.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRSYACALVAAGA
>MCE8472270.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB21
PGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLADLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAAPGGARQL
PEQVRYAADASAVGAFLTANGIEPRTSSATGALPPAELSRRAADMTVPVSCWN
>MCE8472271.1 hypothetical protein LZ189_25085, partial [Rhodovulum sulfidophilum]AB21
MALRLAATFGSQERFGSALDQRACTVITGFEPIQLSGAGTAIGRLFLPDGWTSQARPPRHRDSAVLQLLRPMETGNNKIT
EHVIAKIEHEILAALALPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTHSATGKVDRMLITPLLPEND
ALATMDMPSLMSALREPNPR
>MCE8472272.1 hypothetical protein LZ189_25090, partial [Rhodovulum sulfidophilum]AB21
MQDVATCPHSAWIGELPGGLRRRFEPGTAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRP
>MCE8472273.1 tellurium resistance protein, partial [Rhodovulum sulfidophilum]AB21
SLAALLVSARWLLAAGGSPLWGALSFPMAAFASLMLALAATLEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKG
RLAAQTNAARA
>MCE8472274.1 recombination mediator RecR, partial [Rhodovulum sulfidophilum]AB21
LLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRANGEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVG
PEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDELAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MCE8472275.1 IclR family transcriptional regulator C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVAGSLSEWTRDAFVRHAAPVATEAARAINGSL
>MCE8472276.1 ATP-dependent helicase, partial [Rhodovulum sulfidophilum]AB21
LRLQLRGYLSGDEDENSPSATDAIAAHLFKHLRGRDNLVFAGARQRVEIYADRLRELCEREHLPQEFYPHHASLSREHRD
FVERRLKDAAKPTTAVCTSTLELGIDIGDVTCVAQIGAPFSVAALRQRLGRSGRREGQPAILRQYAVEAKLTPESSFVDR
LRLGLIRSIAMIDLLLDGWC
>MCE8472277.1 hypothetical protein LZ189_25115, partial [Rhodovulum sulfidophilum]AB21
MAEAGVPISEISQYLGHSNVSV
>MCE8472278.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSLGIRTLTGAGIEAALDDLARLRIAVFHDWPYLYDGDRDYERRYMAGYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFADSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLCRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVE
>MCE8472279.1 squalene/phytoene synthase family protein, partial [Rhodovulum sulfidophilum]AB21
MAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEVATELAGVLDAEAARALVP
LVEARRWDAYREPFADAAAFEAHLAAGSGALMRASARVLGAKDGTAALSDLGFAMGLAGWFRAVPELVARGRQPLPDDRP
EAVAELARRGLARLASAR
>MCE8472280.1 DUF5928 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GPAVSGGGAEIYRFLTGRGRVGQRFGDRAWERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADL
PDLGGIERGLAKRGRHHGAFLRLVFDSYGTDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLS
QSSPPGLAALVLPVLGQQI
>MCE8472281.1 hypothetical protein LZ189_25135, partial [Rhodovulum sulfidophilum]AB21
LIIAALSEESAQAEAVLEKTQERLRKALNALAEAEAELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSAL
TARIETATEAAETAERAADEARAARDAAGTEAADLAETVERAKAAAETAQAERREAEAALTDMQARLEAETARLAEARAA
FETIRAQTADARTALETA
>MCE8472282.1 RNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMSEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISSYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQPVE
>MCE8472283.1 integrase, partial [Rhodovulum sulfidophilum]AB21
MAVILRGATWSLRKRVPARYGEVEPRKEIWLSLHTDSKAEAEAKAPAIWRAQVEAWEAQD
>MCE8472284.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQRVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIA
LAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAFFNAPRSERTRLFLSQILGH
>MCE8472285.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB21
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDTVED
>MCE8472286.1 phosphomethylpyrimidine synthase ThiC, partial [Rhodovulum sulfidophilum]AB21
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRD
>MCE8472287.1 class II aldolase/adducin family protein, partial [Rhodovulum sulfidophilum]AB21
VKGSGWDLAVMEPQGMPGLWLDPLFEVKDGARLSDTEMVRFLRAHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLAL
ASRPEAEQRETLRALFGDGLVFLPYVFPGFDLSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAH
LAARGAALMPPTPRQGNEA
>MCE8472288.1 DHHA1 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
HGISGKDLPPIIDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDA
ANAEAAIRAAEAVLEA
>MCE8472289.1 DUF1330 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPALWIAHVTVTDAEAYGKYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPDYQAALDQ
>MCE8472290.1 hypothetical protein LZ189_25185, partial [Rhodovulum sulfidophilum]AB21
ISTREAAAARAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARVVEAAREAEAASGRM
DAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAEAARAEHSAAQGALA
LRMAQRGKAAEAVQAARQT
>MCE8472291.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB21
MQAGHELRITHLHDLDFDPDFGGGGYRAAKPLEPDLEAVMANMDWAEHVVLLSPMWWGGLPAKLKGLFDRVLLPGSAFDT
RAKTWLGSPRPLLAGRTARLIMTSDTPHWFFRLVHKAALVRQLRTQILGFVGISPLHVTHFSAVINSSPETRAKWSRRVA
SLGAQGA
>MCE8472292.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
LQERMEIAQSMQNTFAQAGIDLNIEVGTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAW
RNSWDADGLTEMTEAAVTERDTAKRIEMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MCE8472293.1 glucan biosynthesis glucosyltransferase H, partial [Rhodovulum sulfidophilum]AB21
SPKLSILVGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRDGGWPANQRGEGKLTLLQGLRA
GLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAEAAPVIRAYRDLVRRWMAEDAR
KEAVDVAA
>MCE8472294.1 microcin ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
LRLLADLRDRLHLSLLFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MCE8472295.1 aminotransferase, partial [Rhodovulum sulfidophilum]AB21
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDDHAVV
>MCE8472296.1 glutamate racemase, partial [Rhodovulum sulfidophilum]AB21
LALGAGVKVYSQANLVAESLADYLGRHPEMQGAGGEAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MCE8472297.1 hypothetical protein LZ189_25220, partial [Rhodovulum sulfidophilum]AB21
MGYGMKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWG
>MCE8472298.1 thiamine ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
AFEKTCGCDLNFVAAGDGAALLARLRLEGERTRADLVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDW
SYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQDPRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYG
LFIDGEADMALSYTTSPR
>MCE8472299.1 hypothetical protein LZ189_25230, partial [Rhodovulum sulfidophilum]AB21
MNYLPTAFAQLFFAWKLYNCALDGKISREELDIDLTFQSEDERTVFVLPRKIFDNDDDFILAFENNLTIAFGAAAITLDR
SRYEAGHDLPNPIATEEDQCISLIYQIRCAFAHDISEPRWKIKNRYRRVYNFGGMTFDLSELDGQIFKYDHIGGPDQLVA
I
>MCE8472300.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
RLEDFKGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINV
VANKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPE
VIDLVLEQAAQ
>MCE8472301.1 usg protein [Rhodovulum sulfidophilum]AB21
MPLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MCE8472302.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
ILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRSIATGRPVAG
EVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLGWLPSMGAGP
GGSRDWSWNWEHMRHLVL
>MCE8472303.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB21
TVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGLFGAAPAPDSLAVPADHPVAR
RMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEMNTSAANALLKLL
>MCE8472304.1 hypothetical protein LZ189_25255, partial [Rhodovulum sulfidophilum]AB21
ENRASSKRLDSSRRKLAHHLAGHATLQDATRSNAPLNAGVPAKATLLAPTRPGENADRFTIADATVRHVTCATAPEVSTS
VARIGATDVAEPQDVTTLARTNAAAACQAQASGRSGRPPCPGYLSRRSTAMLA
>MCE8472305.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB21
LKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRLR
>MCE8472306.1 M3 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
QLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPAPADPMQKQAELLEAIG
MPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPAMARALEENVLSTGGTSEPDALYTAFRG
RLPGVEALLKGRGLDLD
>MCE8472307.1 accessory factor UbiK family protein, partial [Rhodovulum sulfidophilum]AB21
FLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MCE8472308.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
RTYSVDEISQLLTNGKRIILLGEFGTGKSRCAKEVFEKISRNDILFPTLAINLREHWGHQSFDLIVRSHLSSLGLSGLED
SAVRLVRSGALGFILDGIDEIGSQSWSGEPERLKEIRRRSLQGVRDIVSKLGGKGVLLCGRAHYFSNDEEMLSCLGLKED
TILLSCPEEFTEDQAV
>MCE8472309.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
HATTYRTQVINQFLQEIDALWRAEGVLLIGASNHREALDPAILGAGRFDLHPALGRPTQAQIRHMLRRSLPEVEETDLAA
LARAYAGETPAAIDAILRAAKSQARRTGQALSVRQLMSDRPTAPQAYDRRVALHKCGHALTATLLGACPVRRTQPSRDGG
STSRGSAIREGTPLEF
>MCE8472310.1 family 1 glycosylhydrolase, partial [Rhodovulum sulfidophilum]AB21
MAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPCPGRKTDMGWEIAPMALPDLLRWISGSHTADLPLYVTENGMAAPD
AIVMGEDGPEIRDEDRIAYLSSHLAAAREAIARGVPLKGYIIWS
>MCE8472311.1 hypothetical protein LZ189_25295 [Rhodovulum sulfidophilum]AB21
MPLNPDTLILPEETEILLSALKLTDGKVEQLLPLLALLQTETGERSELGEALLNALLRIQSELNAFQILRQDLEAHIATL
TSTLNALQNEDRESLRMIREMHGALMVPVKD
>MCE8472312.1 hypothetical protein LZ189_25300, partial [Rhodovulum sulfidophilum]AB21
GDCRPSDCRSSWASRSYLAGFMSCDLSEAGGIAECYRREFRASSFVSLICIKTTAFLMEFLKKTGQIGETPWRNAAKTGS
RKA
>MCE8472313.1 site-specific DNA-methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MPDLIMSLMPEDGSSIGNGAMIALLRETLPDLKDGTYARVRDTLVDEGLLGRGRGRGGSIFRIDVSNDDGGADERFELTP
TEHSTPRQRHASGHKKPAQKAKGPVEVLSYRHGDTRVNNPEVGMVHAGTDPDGDKTVWAYDPHLDPVLNFDSARAGIERL
IDDALASDDPERMR
>MCE8472314.1 hypothetical protein LZ189_25310, partial [Rhodovulum sulfidophilum]AB21
MPGTLTIGQLIAQARTAPAASVLDSPLLNRVARHPAIKMALLLQSANADIATILNNPGYRTITGLLNHPAAQQIIADSNL
LYGRQTGLAGLKSLFTPGKYGVKIGR
>MCE8472315.1 transcriptional regulator PpsR, partial [Rhodovulum sulfidophilum]AB21
MISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEARLELFAQDRDISGAVELNHADGAGWSFPVRYSFHA
IGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLTEATRDAFVFIGTKSGRVVDANPVACDLLDV
ERAED
>MCE8472316.1 CCA tRNA nucleotidyltransferase, partial [Rhodovulum sulfidophilum]AB21
IETLSCERIGAELKKLLAASDPGPSIAAMAATGVLARTLPGADPRVLPVMIHLEAALGLAPDPIRRLAALGGEDVAGRLR
LGKAEARRLWRLAEGAAAGDGPAVLAYRVGPEEARDSVLLRAASLGADLPEGLGAEIARGAEARFPVAAADLMPRFSGPA
LGQMLKRLEADWIAS
>MCE8472317.1 DUF294 nucleotidyltransferase-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FVSDGLHACGFVYCPGDMMATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARR
NSIFVAHMVSNSLKHTPPLGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISK
AGAHDLIDAYDFIAE
>MCE8472318.1 ComEC/Rec2 family competence protein, partial [Rhodovulum sulfidophilum]AB21
LERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWAQG
VLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWILWGAE
RVAGLDGAVWPVPE
>MCE8472319.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
VAPACNIQCNYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLP
DIKLCLSSNGLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVL
VKVNSVLIPGLNDE
>MCE8472320.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
ISNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYLTISELTWAKLS
PEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVGADIRPVVEQIFAE
>MCE8472321.1 methylenetetrahydrofolate reductase, partial [Rhodovulum sulfidophilum]AB21
STPIEEMVATARRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDR
AGFVRLHVAGHPEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAG
PAKLQTLVKYAIAC
>MCE8472322.1 ATP-dependent DNA ligase, partial [Rhodovulum sulfidophilum]AB21
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPL
>MCE8472323.1 DNA ligase-associated DEXH box helicase, partial [Rhodovulum sulfidophilum]AB21
SVLAPPSALGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRW
LAEQGLDAGIVATAWEGETTEGGEE
>MCE8472324.1 single-stranded DNA-binding protein, partial [Rhodovulum sulfidophilum]AB21
MGRDPEVRTFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYVEGKLETRKWQDQT
GQDRYTTEIAVRPFAGEIAFLDRREGGGGDRGGSGAGGHGYGQGPSGGYGGPDLDDEIP
>MCE8472325.1 MATE family efflux transporter, partial [Rhodovulum sulfidophilum]AB21
LGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGAVLT
SGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSAAIY
ALAVALLVPVFGK
>MCE8472326.1 peptidoglycan DD-metalloendopeptidase family protein, partial [Rhodovulum sulfidophilum]AB21
ISAAAAAQTTEKPGQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDIS
AKAGTAVKAAADGTVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFE
SVDPMPYLTP
>MCE8472327.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE, partial [Rhodovulum sulfidophilum]AB21
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIATLKDGAAVAD
>MCE8472328.1 extensin family protein, partial [Rhodovulum sulfidophilum]AB21
MPRPSDLLAKLAAGPRSQPSAVSIPRRGVVCGDPAITGEMIAPIISRIAGCGVARPVRVSAVDGVALSQPVTVDCATARA
LRSWVSNGIRPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
>MCE8472329.1 acetylglucosamine transferase, partial [Rhodovulum sulfidophilum]AB21
LEGLPEDRFVFVCVSHHYKITAPVFAAWCRISAAAPEALFWLIKDTPESVAALSERWQAAGLAPDRLIFAPRVDPARYRA
RLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATDPEDYLRRAVAMATDPSRRPGL
RGPARAERWRATIG
>MCE8472330.1 leucyl aminopeptidase family protein, partial [Rhodovulum sulfidophilum]AB21
IYAVGRAAAQPPRLLDLHWGRSGPRLTLVGKGVCFDTGGLNVKPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVL
IPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLADALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDD
EAVAGALARAGGLL
>MCE8472331.1 glycosyltransferase family 92 protein, partial [Rhodovulum sulfidophilum]AB21
FHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLLPWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEF
LVPKQAESLEAALSHLGDIPSVTLPWHNFGRNGHDAPPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSV
WVDGQAVTWNDRD
>MCE8472332.1 copper chaperone PCu(A)C, partial [Rhodovulum sulfidophilum]AB21
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNGTDMPID
>MCE8472333.1 hypothetical protein LZ189_25405, partial [Rhodovulum sulfidophilum]AB21
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKE
>MCE8472334.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
TGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVAPPADTRTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENV
TTYVRRRLTEVTR
>MCE8472335.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB21
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MCE8472336.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
ERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYDLLEPLTRDALQAI
VGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVILAANGYLGGLERHV
AARVMPINNYMVA
>MCE8472337.1 SIMPL domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRLVPLAPLALAVSVLVAPVAADAAPELRVTGTGSATATPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGAN
>MCE8472338.1 hypothetical protein LZ189_25430 [Rhodovulum sulfidophilum]AB21
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDSLSRATVASPGTLGWSD
>MCE8472339.1 S-formylglutathione hydrolase, partial [Rhodovulum sulfidophilum]AB21
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDP
>MCE8472340.1 rubrerythrin family protein, partial [Rhodovulum sulfidophilum]AB21
QKKYMDTPFFRAAFQVVLGGALVFAAGVLIGSG
>MCE8472341.1 error-prone DNA polymerase, partial [Rhodovulum sulfidophilum]AB21
VGGFVITRGRLDELCPIENAAMEDRTVIEWDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAA
TYRMLQRADAVGVFQVESRAQMNFLPRMKPATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPARS
>MCE8472342.1 hypothetical protein LZ189_25450, partial [Rhodovulum sulfidophilum]AB21
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRIGSGGTTLAVRGDVSVDTVQFGGERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDPGFEAL
FPTE
>MCE8472343.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB21
SEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMACPSVAA
FLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAGGWVLTGTKAFISGGGYSDAY
VVMARTGAAGR
>MCE8472344.1 ParA family protein, partial [Rhodovulum sulfidophilum]AB21
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKAGVDLVANRVRPRGR
>MCE8472345.1 hypothetical protein LZ189_25465, partial [Rhodovulum sulfidophilum]AB21
MIPLAITCAAVPAFVLAGASGPRQGLFLLVALFPLLPYYFAIPIGGGGAGFAAARLGAYALCAMILVQLALAPGGWQPAF
RALLRQSWILWLAAGLALARLVSTLAHQPLGALYYWADELVLLGMVFLLSVRTFLDLPQIERLGRLLAAAALLQVVLVLV
ETALG
>MCE8472346.1 NADP-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
AQRPTGAPDENTLRLETVEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVAEVVTSDVDGFETG
DRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASGPVGATVGQIGKIL
GLRVVGIAGGD
>MCE8472347.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SDFSDRVVDLIDEGIDVAIRSGPLPDNRFMVRRLPPFRLLLCASPKYLEQHGFPKTIGDLASHRGIGFRFPNCGKLFEQT
VQNPEQHLDLNLPHVMTCNSLEAVREAVIRGIGMGCMPDFLARAPLSTKAIVPLLMDDLEVFGQLNLIWPSSRHLSPKVR
AFVDFIVEKLF
>MCE8472348.1 hypothetical protein LZ189_25480, partial [Rhodovulum sulfidophilum]AB21
TAAGHAVWLFDRVPPVTELPALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAG
ICSAALVVPCTASDGLAGVGRVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRISAADLEEAVFDAALIGEMLGAGAL
LLDLPPRGQAG
>MCE8472349.1 hypothetical protein LZ189_25485, partial [Rhodovulum sulfidophilum]AB21
IWRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTAL
>MCE8472350.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB21
MSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVAVLAEIDGRVVSEP
LRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARL
>MCE8472351.1 aldehyde dehydrogenase EutE, partial [Rhodovulum sulfidophilum]AB21
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSDGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTL
>MCE8472352.1 5'-nucleotidase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ASVAEDAEIKARIAELAKPLEEIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASI
DEGPVTMGEVLTVLPFRNTLSTFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWE
PLDPDKSYGLV
>MCE8472353.1 triose-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB21
GESDALIRAKTEVALAAGLVAVVCVGETEAQRDADETLAVVGAQLAGSLPDDGVTGGSVVVAYEPVWAIGTGRVPTLEQI
AEVHDSLRAALNARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFSAIIAALEAAPAA
>MCE8472354.1 hypothetical protein LZ189_25510, partial [Rhodovulum sulfidophilum]AB21
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAADAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAV
>MCE8472355.1 translocation/assembly module TamB domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRILFGRGLDTLSPLQAAELASAVATLMGKGGQG
ILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEINLNLDVSPYVTLKGHAGAEGDTGIGIFYER
DY
>MCE8472356.1 hypothetical protein LZ189_25525, partial [Rhodovulum sulfidophilum]AB21
DEDDLAEVCVIAAALDTQSSHELRDLPADRQALEQDLEHALQCRESHAPVLVDELAPETRAFLRHALRGCACPIVPGGDA
YYATDVIVALGPPRVGSE
>MCE8472357.1 hypothetical protein LZ189_25530, partial [Rhodovulum sulfidophilum]AB21
ISNRDQLIARRTTLQLQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGVRVSQENIFQEQVTGLEAQIDAVSLQ
KETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWSLRNDISQVHTRISEFHGRLLEEA
>MCE8472358.1 hypothetical protein LZ189_25535, partial [Rhodovulum sulfidophilum]AB21
MIEPDTSNTQAITVSVLPDPVGTDPSVWTVVEPETSNVTTITQTVQVDPDTGVGTQEITTVVTEPDGTQLAEETVSVPLD
TIGGGATQVITTTTTEPSGAHVWTTSVVVPLDPATGTPNTSRFGNLMTAGGGTLTHGTLSTVATLHPEAYASYMTVALEH
SDR
>MCE8472359.1 glycerate-2-kinase family protein, partial [Rhodovulum sulfidophilum]AB21
MTASPEVLLRSLFDAAVTAADPMRCLPALLPPRPERRRLVIGAGKAAARMAEAVEQSWGPCEGLVITRDGYERPCRGIEI
VSAAHPVPDARGREATRRMLDLLEGLGEDDE
>MCE8472360.1 IclR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
YVDTDGKFFWLTPKLVNLSRGFLMPLGVGEGSAAILKELTGKLDESASVGILDGEDIVYIERVEVRRIYSSRIVNGTRLP
AACSSIGRVLLASLSDSDLHNWMRSYPLRRLTEKTITDPDAFWEEIRAIRTRGYAIIDEELEIGIRSIAVPIQSPNGRTM
AALNGSTIS
>MCE8472361.1 hypothetical protein LZ189_25555, partial [Rhodovulum sulfidophilum]AB21
PAFDLLGASVIGAIIQNAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAEPCKYEARVLDGIW
AAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALSDDDK
RALLEYLKR
>MCE8472362.1 metalloprotease TldD, partial [Rhodovulum sulfidophilum]AB21
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGR
>MCE8472363.1 DNA polymerase III subunit gamma/tau, partial [Rhodovulum sulfidophilum]AB21
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTAR
>MCE8472364.1 hypothetical protein LZ189_25570, partial [Rhodovulum sulfidophilum]AB21
MLAAFAATTTATAPAPVAAGTAARQEGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSSNL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDE
>MCE8472365.1 hypothetical protein LZ189_25575 [Rhodovulum sulfidophilum]AB21
MAKKTAYPFKKLVNLTEQQAERIADYRFVNRISSENEAIRQLIEYGLRVVEAEGTDQS
>MCE8472366.1 Rrf2 family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTL
>MCE8472367.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LKVEILWDHNLDEVTGSENPLGVEGIRVKHVQTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSI
PGVFAAGDLTDHKYRQAVTSAGMGCMAALEVERFLAEAGLDEGRDISLPLGYGAEVPQDA
>MCE8472368.1 FAD-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
LMAHGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWL
ILDAEGAARLPPLLYPPLTAENPADLARLCGIEPGGLAATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLR
PGLTFTRH
>MCE8472369.1 hypothetical protein LZ189_25595 [Rhodovulum sulfidophilum]AB21
MALPYRDRVASLIRRHGEAAGMEGAKETRRAFVDRIELAPASESDGLTIDLHGALAALLRLATGGEGTDAN
>MCE8472370.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB21
IVARSLRVSLRWLDAQGDPVFARLPPDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIR
GSEVQVIVEFDRADPRLAERLSEGDVALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATH
RSKERVQP
>MCE8472371.1 oligosaccharide flippase family protein, partial [Rhodovulum sulfidophilum]AB21
QMFSDVGIRTSITLSKSGDDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMA
TANRHLRLGRQTVLNIGSQVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGK
WIFVSTIR
>MCE8472372.1 Fe2+-enterobactin ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
WALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTARLARATGREVEAEALLTGFAETLDATRAALTLPE
GRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSAAMPASADVVRASYEHLTQLSAETTFLLAGTKADAA
RFMADPI
>MCE8472373.1 metallopeptidase family protein, partial [Rhodovulum sulfidophilum]AB21
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAI
>MCE8472374.1 glutamate--tRNA ligase family protein, partial [Rhodovulum sulfidophilum]AB21
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYID
>MCE8472375.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
PWGEYTQLWAEYFAQAMGEIGIDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFG
WKSDEMDRMIDEAQAELDPAERAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MCE8472376.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB21
MTDRDESGRFQAGHSLPGPGRPSEYDPSMNDQARKLALLGLTDAEIGEFFGVTERTLNNWKAQFPAF
>MCE8472377.1 hypothetical protein LZ189_25640, partial [Rhodovulum sulfidophilum]AB21
EEKRLIVKHRDHGITNISQGTVTAEQASVARASALLKSTKPYEEWVADLPDETCGQVCRVFGSTEKFYRWYVGQLGKLSE
HPQVRELRFPAQS
>MCE8472378.1 rod-binding protein, partial [Rhodovulum sulfidophilum]AB21
SMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQTTEMARAGGIGLAESIFESLKERMDDPD
>MCE8472379.1 hypothetical protein LZ189_25650, partial [Rhodovulum sulfidophilum]AB21
MTPIDMIADLLEREYQALRHSDFEALRALTDEKEQLVARLQLPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPS
>MCE8472380.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB21
GLVIADGVLEFLAYRITTNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSD
MIGPKRHRTIARPRQIAMYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MCE8472381.1 hydroxyacid dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
SIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRADHEAQRDAITRCVHDLVAGFEGS
ISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MCE8472382.1 hypothetical protein LZ189_25665, partial [Rhodovulum sulfidophilum]AB21
MHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLTEVLAG
GGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLPFR
>MCE8472383.1 chemotaxis protein CheW, partial [Rhodovulum sulfidophilum]AB21
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILV
>MCE8472384.1 endonuclease, partial [Rhodovulum sulfidophilum]AB21
EIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYRIP
ELREALLTASDHFPVSLDIAI
>MCE8472385.1 dimethylsulfide dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERLD
>MCE8472386.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MPGPVDSKGLPVQLEVSGVSVRFGRRTVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRGERRARAE
>MCE8472387.1 hypothetical protein LZ189_25690, partial [Rhodovulum sulfidophilum]AB21
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
>MCE8472388.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB21
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIY
>MCE8472389.1 hypothetical protein LZ189_25700, partial [Rhodovulum sulfidophilum]AB21
GATAVQGINAAPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHAGALSGASWQSSTGIGKAVSGDVTEATLPL
KTGTYLARPHDAMGIPGPVTSVALRAASIIPTTTVATVTEAPNFAGAAEGCSAADSALSLDPGQTRARYACAGRIDLGRV
QAVRLV
>MCE8472390.1 hypothetical protein LZ189_25705, partial [Rhodovulum sulfidophilum]AB21
MSAAAGVAGLIKAALALHHGLVPPHPRFDRPNPRCGMEPAGFHVNTTPEAWPRGSAPRHAGVSSFGIGGTNAHLVLEEAP
EAPSAPATDNALRLYPVSARTPGAVADHAARLAACGETGGPSMALMLCRRAALPVRRCVAARSGADAAGALATAPSLQAP
>MCE8472391.1 chemotaxis protein CheR, partial [Rhodovulum sulfidophilum]AB21
GDRIDDKSFSRIAALVNRQTGIRLPPSKRTMVEARLRRRMRACGKPDLAAYCRFLFDEGGIERETLHLIDVVTTNKTDFF
REPDHFRFLAGPGLEAMLARRGRPCRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGTDISTAVLARARMAIYP
TGFAAP
>MCE8472392.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB21
VWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGAYRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGS
VEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLAGPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAP
QLVRRL
>MCE8472393.1 isocitrate lyase, partial [Rhodovulum sulfidophilum]AB21
ICPARLPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAVVPDAKLTYNNSPSFNWTLNL
RKQVRAQWLAEGKISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGY
FGEDRR
>MCE8472394.1 phosphopantetheine-binding protein, partial [Rhodovulum sulfidophilum]AB21
LVLAPGAARLALIRHPVADDLPDSATLLAGLIPGAPPALAGETGPGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSL
TATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRSGTGLAAAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNI
PFVLR
>MCE8472395.1 DUF4760 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DFLNHYELVAIGIEQRVLDEQMYKYWMCGPMVRDWNAAADFIQRERWKYDTIKCDWSYYEKPYENYERISHRLSPDAKKI
GKDYSPPPTGPAGPGDEFIPKSKKEG
>MCE8472396.1 iron-containing alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
LEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAFHQPALVL
ADTDVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQGDRALLN
LGHK
>MCE8472397.1 thioesterase family protein, partial [Rhodovulum sulfidophilum]AB21
WALTMAGVSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRSGIVPTARMMAAMGLAPET
PPLPDWVQAWIAAEAERPWPPMTD
>MCE8472398.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
LGIVHDFALPAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MCE8472399.1 CBS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTI
>MCE8472400.1 CheB methylesterase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
TGGVDALVKVLEIFPPNCPPTLIVQHTSESFSSGLARLLDRNSAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALR
CRLREGPLQAGHRPSVDALFLSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVR
DRLPL
>MCE8472401.1 hypothetical protein LZ189_25765, partial [Rhodovulum sulfidophilum]AB21
SVTLQEGVSLGFDRARFSIGSEAAAGMFAAEGGTRLGAEAVLDLAGHDVGIARLTGSGRILTDSGDAVLGLGDGTDFGGV
LADGAAGRLALETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNS
>MCE8472402.1 phosphoserine phosphatase SerB, partial [Rhodovulum sulfidophilum]AB21
AEGRRKRLLIADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAQVIDKVLAERISFM
PGGHMLVATMKANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIG
LGDAL
>MCE8472403.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKTRGDQDAIIFVPDAPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAR
>MCE8472404.1 hypothetical protein LZ189_25780, partial [Rhodovulum sulfidophilum]AB21
SYAAGPEIALWMGTPERLTIVGVTVLGPLALETAAATLLWLKRDPRHLAEVFRLWRGGK
>MCE8472405.1 hypothetical protein LZ189_25785 [Rhodovulum sulfidophilum]AB21
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8472406.1 hypothetical protein LZ189_25790, partial [Rhodovulum sulfidophilum]AB21
NVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVDLEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRA
HIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MCE8472407.1 AbrB family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
LALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAIDTAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMS
ALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVPFLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGAL
GLLL
>MCE8472408.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB21
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDR
>MCE8472409.1 short-chain fatty acyl-CoA regulator family protein, partial [Rhodovulum sulfidophilum]AB21
YGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPGMQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRV
HSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSPGKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCK
ICPD
>MCE8472410.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
IFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGYALPVSDGRPQNRRNLRAALARLAEAG
WTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVDTAQYVQRTTSYDFDMTFYTRALSLSP
GNEQ
>MCE8472411.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB21
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTSESLTSSKGARVSGRAEIAGR
>MCE8472412.1 sulfotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LYSHAPLFPDTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAP
FNAHFPDTPELCLAGSDYLLQIETYLACFPHERFLFLTFEAFRDDPCATLRRITGFLGLDPLPEAAFGGGAEARNVSRAH
FDQR
>MCE8472413.1 condensation domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MERHPALRSRFADSPGGVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFILTGEGQLLSFLF
HHIVLDEWSVNLMMDELARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPDPRALDHWLD
>MCE8472414.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAKPTKSAGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLAQRLRRAARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQ
>MCE8472415.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB21
SLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEATGYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARS
IGDVYIAARQLEADQGAAVIAAGKAAFSATHSVLLTTAALLMGLLAVLVFFLLAQGRRAVAFQH
>MCE8472416.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
EDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYFFSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAH
GGQEATLLTLYPTFMHWGSILVPPGYTDQAIFEAGGNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MCE8472417.1 TRAM domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LSYLRLIDRIRAARPDILMSGDFIVGFPGETEADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLAR
LQALLAEQQEDAQQAMVGKSVGVLFEKAGRMPGQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAK
>MCE8472418.1 PHP domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
FNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVTRLAAAFPTRLYVELQRHPG
EGGQPTEAERETERVHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEPRRRLTPQHYFKTPEEMAAL
FADL
>MCE8472419.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IIPNLVSGNYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTS
DECVDAVRNGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWM
GER
>MCE8472420.1 M20/M25/M40 family metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB21
RSSDLGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADV
VGPDMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVEARLAPTG
>MCE8472421.1 dipeptide ABC transporter ATP-binding protein DppD, partial [Rhodovulum sulfidophilum]AB21
SRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTREIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPP
ALETRPVSCSFAPRCALAGPDCRTGLPPVMTPAPRRRVACLRADEAVPAE
>MCE8472422.1 nitroreductase family protein, partial [Rhodovulum sulfidophilum]AB21
MSRLAPLYGGDAARLALLEAGAASQTLELSAAAAGLGCCQLGDIDRVRTARSFGAGEAVFVLNAMAFGLPDPDARATRRS
KIAPIPAQAGAPPCAMLIGGADHGDLAFGDLRAALPAGWTVLATPEREPALPPVAWAAGIDTGTLPGDLLLVGHSLGGLQ
D
>MCE8472423.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB21
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGL
>MCE8472424.1 phage terminase large subunit, partial [Rhodovulum sulfidophilum]AB21
MTARLTPKQREANRLLAGPARNIMLRGGSRSGKTFILVRAIIQRAINAPGSRHVIFRFRFNHAKTSVWSDTLPKVLKLCF
PALMVRFDKTDFYVELPNGSQIWIAGLDDKERVEKILGQEYATLYFNESK
>MCE8472425.1 outer membrane protein assembly factor BamA, partial [Rhodovulum sulfidophilum]AB21
ILRRVIRSDTFVADRIEFDKQVLRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPD
EFMAAAKVSEGDTYTPLAIENTVARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLD
RVE
>MCE8472426.1 M24 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
AMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTGRVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPAT
LALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERELLQYRSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMV
ISM
>MCE8472427.1 hypothetical protein LZ189_25895, partial [Rhodovulum sulfidophilum]AB21
MIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFADDNSVIPDSDERIV
TTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAK
>MCE8472428.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB21
HRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANEYPELEYTVQYRESDLAFACRMMERHGIS
YHFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMESDHLGDAA
YE
>MCE8472429.1 hypothetical protein LZ189_25905, partial [Rhodovulum sulfidophilum]AB21
MAAQAAIAEKVRLIAAREADLAHREQHQTQQAEVAQALTADLDARAGEISLREGEVAAARTELVSEAQEVRAQKEELDAS
LAAIDHVVAEIETGGIQMLNDGKLQFRDPAPIRVAPRPLRVRLLPIIRRLVRKIDETEKRASFVEEMMRRID
>MCE8472430.1 hypothetical protein LZ189_25910, partial [Rhodovulum sulfidophilum]AB21
MSNGPRTDEENDLIVADYFAMLADDISGRRYSKAKHRRVLLPLLNDRSEGAVEFKHQNISAVL
>MCE8472431.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
NGLGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFL
AEHRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLETGLMDHENETFRSAGHLSAAMRMLREVHRINRKPL
KG
>MCE8472432.1 glycine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB21
IVAEVLETTIRNFPWPKSMRWGAGSLRWVRPLHSILCLLTTEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDC
AVRLKRARVMLDQDERADQIWHDATNAAFALGLEVVEDKGLLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQK
LD
>MCE8472433.1 BLUF domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGA
>MCE8472434.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB21
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MCE8472435.1 2-oxoglutarate dehydrogenase E1 component, partial [Rhodovulum sulfidophilum]AB21
EGQGPEHSSARLERFLQMSAEDNWIVANCSTPANYFHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHR
VLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYDLLEERDARGIDDIYLMRLEQFYPFPALRL
>MCE8472436.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
IFAHVLAAQGVGRGDVVGIGLANTPTHLAGSLAVWRLGATTLVADPHLTPELAAALKARIGARLWISETPGGGDLDRARL
ERLAAFAPATPVADAVSCPGKIVLSGGSTGLPKMMADDRPYTRIPGASWGRIAPALGFRADQV
>MCE8472437.1 FAD-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MTLIDPAPTPLWGGNTRHSRNIRLAHDSETRWQRGGYPAAEFAADIERLVPSDTGLAGVLARGSADLGSWLAARGVAFEP
WDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVRIASGRIEALPPDWAEDRPLRLTVQTADGQHSLQAEALVLATG
>MCE8472438.1 amidophosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB21
LISPEKGVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHE
SGIPYGMGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIA
SP
>MCE8472439.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDR
>MCE8472440.1 gamma-glutamyltransferase, partial [Rhodovulum sulfidophilum]AB21
ELVASDEDRLRRRPATEAYFFPGGAPVAAGTELVNPAYADTLRQIARNGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVD
LALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQILGLLAPYDLAGLGPEAAESWRLIGDASRPAFADRGRYMAGRSE
EG
>MCE8472441.1 leucyl aminopeptidase family protein, partial [Rhodovulum sulfidophilum]AB21
IAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAPKGGFAGSITAALFLRRFVGAARYTHFDIYG
WQPADAPGRPKGGVGQGARAILGALPGVLEL
>MCE8472442.1 phosphodiesterase, partial [Rhodovulum sulfidophilum]AB21
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGER
>MCE8472443.1 RidA family protein, partial [Rhodovulum sulfidophilum]AB21
AAAARACAISLLAQVKAACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGV
AVEIEGIFEIA
>MCE8472444.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB21
VWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDAIFKLCCTPVDRALIAADPDRTALRATLLFSAKEA
LYKALYPVFREVAPFEAAELTAPPSDGLLHLRLTAELHPSLPAGRVFALRYLTWTATAQDSGQEHGDRQVLTWILHEPQQ
D
>MCE8472445.1 type II secretion system F family protein, partial [Rhodovulum sulfidophilum]AB21
GPDRLDRFSTLLEPRDETALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLL
PGAVGYYLPKYWVERRLQSRQENLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKVGKDR
D
>MCE8472446.1 ATP-dependent Clp protease ATP-binding subunit ClpA, partial [Rhodovulum sulfidophilum]AB21
ISAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGRVI
QETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MCE8472447.1 hypothetical protein LZ189_25995, partial [Rhodovulum sulfidophilum]AB21
MADITKFPMKHWQRIKNRRGTTSVNCIVSSRYLKVLGIAETGTADGAVVTIHVMVDKYEDGPDRRLCELILPIEELRAD
>MCE8472448.1 sarcosine oxidase subunit alpha family protein, partial [Rhodovulum sulfidophilum]AB21
ILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATDQGKISNVNGLAVLAEALGEDIPAVGTTT
FRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYCYPARGESHGKAVRREIRAVRDAVGLLDA
S
>MCE8472449.1 hypothetical protein LZ189_26005, partial [Rhodovulum sulfidophilum]AB21
MPDARESTGDLTLGYGEGTYGVLAVKDNGSRVAVGGDLYAGYSGTGDIEVSGGASLAVDGTAYLGHGEGSIGTILVNGVG
SELDMSDSLLAVGYDSAGDTQDGLNGGAVTIFGGASATVGELSVGHEAGGGGTVGVTGSGTDGDESTVASRLTVRDDA
>MCE8472450.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB21
SSEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDL
GRMLSAVEAEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVK
>MCE8472451.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB21
MKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEP
>MCE8472452.1 chlorophyll synthesis pathway protein BchC, partial [Rhodovulum sulfidophilum]AB21
ISAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFAFPPA
FMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MCE8472453.1 hypothetical protein LZ189_26025, partial [Rhodovulum sulfidophilum]AB21
SIKQRGEQIPDFIRRYLDELHYVALRQAFPLLKSGGRALSSIGGRIPLDVIVQIGRNLGYRSQILTFTWKIQSEPAEVIG
GYAQWEKQGFGPFRFYSAEVLAETFSAVADVASGAQVRQIELSLFSHEMSATSALAAMSAGVSVGHTVAILESLKP
>MCE8472454.1 hydantoinase B/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB21
SVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSSWTALWRGLSRSYFGRGYLEEV
NAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGD
>MCE8472455.1 hypothetical protein LZ189_26035, partial [Rhodovulum sulfidophilum]AB21
ISELVAQSGGPLQLFAMLNGSAARAESLEALWHRLPAGHPARAGGLSAFARRHAQFAEEVAACTGYAPALLAATPAILLA
AGDNNPARIADGWRALGLVPELLPGDHLSCLCGAGAGRIAACLRAAASGNGKETET
>MCE8472456.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB21
KGCPKDCSYKGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMK
AEGYDTGELPANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGV
>MCE8472457.1 transcriptional repressor, partial [Rhodovulum sulfidophilum]AB21
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVV
>MCE8472458.1 leucyl/phenylalanyl-tRNA--protein transferase, partial [Rhodovulum sulfidophilum]AB21
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRIRTDSAFEHVVECCAD
RPETWINAE
>MCE8472459.1 acetyl-CoA carboxylase biotin carboxylase subunit, partial [Rhodovulum sulfidophilum]AB21
ICRDRTEALARLDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MCE8472460.1 RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALARD
>MCE8472461.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB21
GGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVAEAALAAG
ADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRIVIDPGI
>MCE8472462.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
ENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLPAVVPAADERFRALGM
ADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILVTLPAGGRLIVSEPMAGGARPNRAGDAYFAFYCM
>MCE8472463.1 30S ribosomal protein S5, partial [Rhodovulum sulfidophilum]AB21
VKGGKRFGFAALVVVGDQKGRLGFGKGKAKEVPEAIRKATEQAKRSLMRVPLREGRTLHHDIEGRHGAGRVVMRTAPQGT
GIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPRQVAQRRGKKVAEILKKDDAPVAEAAEA
>MCE8472464.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALAALFLAKVVSVGTPFLYKAAVDK
>MCE8472465.1 LysM peptidoglycan-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ISPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>MCE8472466.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB21
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLVACPAGSRVLVGRDLRASSPRIAEDAIVAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALEWPVATPAPAAGQGARSFASEAGEAYVARYVQAF
>MCE8472467.1 hypothetical protein LZ189_26095, partial [Rhodovulum sulfidophilum]AB21
LQKDLDGAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLDFEAGRRDQAIST
LETILNGAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDET
>MCE8472468.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
DFHMETKNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGL
VDQFPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>MCE8472469.1 exopolysaccharide biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
SSLCGIGIALIAGQMLVRRRHLWAPDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAG
LAMPFLELVPFSSSLLGMTVVTLSVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MCE8472470.1 acetamidase/formamidase family protein, partial [Rhodovulum sulfidophilum]AB21
VERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATINGAIEIGRAPGVIQVTFLA
PLDRLDAVGLGGYAREQYGL
>MCE8472471.1 KAP family NTPase, partial [Rhodovulum sulfidophilum]AB21
MEVIKHFFSVPKVHFILGINGIALENSVKARYGAEIDAERYLRKFINVSFSLPRTLGERGEVEAVARYASHLISDMELPK
RVSGRCLSILKCVAKSGDVSLRDVGKILSKIALLPNAVHETNYMEGYIDIICALLVTSVVDPRLHMK
>MCE8472472.1 hypothetical protein LZ189_26120, partial [Rhodovulum sulfidophilum]AB21
RAPPGAPLLSLVLIDIGAEGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLAEA
LDRIDGSVALVTPEQVGFEGDRDLTGAVLGLLEASGHGLVTADKGPNDALRAAEQAGLREAGIFQTLDDAGQDAETIQR
>MCE8472473.1 host attachment protein, partial [Rhodovulum sulfidophilum]AB21
GGATAGRHAMEPPTSLRVQNRESFAADVLGLTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVA
AADLPRHFEDVIVF
>MCE8472474.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
NTGAESTSFLSYNPPFPESALARYTQWDFLALVERHGIAWHEKTLGQLFCDGSARQILAMLLEECARGGVDIRLATQIGE
IGHGDGRFRVAGARAANLVIATGGPSIPKMGATGLAYRIAERFGLAVVQPRPALVPLTLGPRDGAFRAIAGLSCPVTA
>MCE8472475.1 hypothetical protein LZ189_26135, partial [Rhodovulum sulfidophilum]AB21
EVGRKTGAKVVMTPEGDDAGMFYEFRRLPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAI
AVSVHGSCAESE
>MCE8472476.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB21
AALREAAAVGRRMAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRVLATRGFMSPRADYFAEELVAALR
IAEAGPVPRDQMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIAAYLAQHGWVAGRDWGFEVRLP
>MCE8472477.1 aspartate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB21
AETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMPFSREHADLALDSLDRVLARTEVP
R
>MCE8472478.1 hypothetical protein LZ189_26150, partial [Rhodovulum sulfidophilum]AB21
MTEAETLSLAEEAIAHWEGCTTPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVP
>MCE8472479.1 ribosome biogenesis GTP-binding protein YihA/YsxC, partial [Rhodovulum sulfidophilum]AB21
GRKALARASNTPGRTQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDD
EIMKLLDGAAVTFQTVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MCE8472480.1 hydroxyacid dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
SRMLILGFGPIGQRVAQLARAFEIEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPE
GAILLNTGRGGVVDEAALVAAAPRLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMASAPRSVY
>MCE8472481.1 RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
IGAGRLLDNAGIHATTAEAVADCDYVFATTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARAN
AIVNVPVNPDFASLNLGQCVLLSAYEWRRQTADILPERLELAGADPASQIEVEKLAEHY
>MCE8472482.1 peptide chain release factor 1, partial [Rhodovulum sulfidophilum]AB21
SQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYRLEQILAGDLDEVI
DALIADDQAGMLAEMEG
>MCE8472483.1 peptide chain release factor N(5)-glutamine methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFE
>MCE8472484.1 type 1 glutamine amidotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LAETDATSRFKADDAAQKHLASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDKDAIALIEAFAARDRPVGAVCHAPGVFR
HPKGPDGKPLVAGRTVTGFTNSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEAAR
>MCE8472485.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
SNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDSMEDLAGKRVAHTSPTSNS
GNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPEEVRIVWESKPFPTT
>MCE8472486.1 hypothetical protein LZ189_26190, partial [Rhodovulum sulfidophilum]AB21
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAED
>MCE8472487.1 N-(5'-phosphoribosyl)anthranilate isomerase, partial [Rhodovulum sulfidophilum]AB21
SVDAKPPAEAALPGGNGLAFDWRLIAGRRWPVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGIKDEALMGRFIA
AAGGRERP
>MCE8472488.1 primosomal protein N' (replication factor Y) - superfamily II helicase, partial [Rhodovulum sulfidophilum]AB21
SKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRFVVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLA
AGIGYLSALQQ
>MCE8472489.1 fructokinase, partial [Rhodovulum sulfidophilum]AB21
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRL
>MCE8472490.1 DNA mismatch repair protein MutL, partial [Rhodovulum sulfidophilum]AB21
ERLVYEKLKRQMAERGVAAQALLIPEIVELSEGDIARLMEHDADLTRMGLTVEPFGPGAIAVRETPALLGEVDAGALIRD
ILDELVDQGDSQTLQARLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLF
>MCE8472491.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
WHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREGMGFETVLRAANSPMGAVVQMAGRFAGFDL
PVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAKRGVLAGGVARVGLMQKADRGTLYLGG
>MCE8472492.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB21
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALIL
>MCE8472493.1 hypothetical protein LZ189_26225, partial [Rhodovulum sulfidophilum]AB21
MPDAFVAAIAAVGVGARRLALVLTASGAALGAAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWGYNSLYVEYGMTPK
LTLGLDAGQGDDADDWKAIAFLRFATEIGWMPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTTPDGTR
>MCE8472494.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
PPRRSSGSAPPEGISAKKKTPFGMEVEDFILHEMTEALARNADYTARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTH
LNQAGALVHVYQDGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGME
>MCE8472495.1 nucleoside deaminase, partial [Rhodovulum sulfidophilum]AB21
GNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVTLEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHP
QSHHVPEIYDGIGASEAEALLRAFFAGRR
>MCE8472496.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMK
>MCE8472497.1 hypothetical protein LZ189_26245, partial [Rhodovulum sulfidophilum]AB21
STATRAGRVHGIWSGLATAPLMAPVLADCLGAWLHPETGANLDPGSTLAALNDRFASPLPGPLWLSLDAS
>MCE8472498.1 hypothetical protein LZ189_26250, partial [Rhodovulum sulfidophilum]AB21
MTAGRRIVDERYPEYKLAIRVFGAGPDLMMARYRAAQALADCSRPDAGLPVILYVVATQTGGTPQTNMDLMAEVSDEMAP
WLLHCDSRKMTLSRLDGSRMTEK
>MCE8472499.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB21
LLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
ARRVRPELLQRRVETGREALARLDARLRAALGAGFDRRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRA
>MCE8472500.1 CoA pyrophosphatase, partial [Rhodovulum sulfidophilum]AB21
MFLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEPGEDAPRAALREAREEIGLPEAGVEILGT
MPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQSRMWRGQRRYYYTVPYGPYYIWGAT
>MCE8472501.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
SKQFILNNERLGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKH
EDCFPMIPSGRAHNDMLLAADAEAFKEGAALV
>MCE8472502.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB21
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYA
>MCE8472503.1 hypothetical protein LZ189_26275, partial [Rhodovulum sulfidophilum]AB21
MPGLVEERHCEEGAWFAAGQADHGLGIDPETVLRVGRLGLTRRGKVSGRNGVRCWQAMCRDDGSDDGQGLMEIGRADAGM
TIVARLRGQRP
>MCE8472504.1 hypothetical protein LZ189_26280, partial [Rhodovulum sulfidophilum]AB21
MPLFDQPGHQSLSPDPGFAPHQHASHHPGAIPVTFPLQKERGGALETGAEQEPLTDPYQADHSEHPGPPDWRSSI
>MCE8472505.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB21
LSPTDAPRVVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVPSLKAPEAARWLAGQIAALAPAAIVNATAFSGKGE
DGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPEVDGRIFAGVASFKEAGARDPGLQFARIAQD
>MCE8472506.1 glutamine-synthetase adenylyltransferase, partial [Rhodovulum sulfidophilum]AB21
STGEGYVFRTDLRLRPDASVTPVCMSMEAAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAI
QDAHDMRLRIRSHKGLHGGLVLEGHDMKLGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPEE
>MCE8472507.1 LON peptidase substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGF
>MCE8472508.1 hypothetical protein LZ189_26300, partial [Rhodovulum sulfidophilum]AB21
LILLDGVIDLDVGRSTALLRNRRNQWLQRLVRRVSCSPSSAMSCLESHSATQDPLIVKQSRDLHKTAFGKFLSNKRLSRI
IVCE
>MCE8472509.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
MIRAQETRVLEPLLDYLATRPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPK
QGVLRLSLLHYTLPEEVDRLIAALDSEL
>MCE8472510.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB21
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPV
>MCE8472511.1 FAD-dependent monooxygenase, partial [Rhodovulum sulfidophilum]AB21
LSFSLSFPLLLVPLRTVFSIISPFAHLISGDFPALIAEAAHVMPPIGAQGLNMSLADLRVLLDLCRAAPNRIGEEAMLDL
YHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MCE8472512.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB21
AAPGPARLWVALVAPDGAVYDLTDRIGPDGRLRFGLSLPEGAAAAPQLLLAVAATRPLASAATATDGTPAARLLPAVLEE
IAGRGGGAGVAVAHLELLPPGPAEDG
>MCE8472513.1 50S ribosomal protein L20, partial [Rhodovulum sulfidophilum]AB21
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIE
>MCE8472514.1 50S ribosomal protein L35, partial [Rhodovulum sulfidophilum]AB21
SSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MCE8472515.1 hypothetical protein LZ189_26335, partial [Rhodovulum sulfidophilum]AB21
MRPGLLVLDFRTGPAPEDSPFETALQSGADTPAEEEVPPAPAEPVRPDATPAVDIAAQSPSPSPESPPVRLPIDLGLKSG
LNPSAGMKPPAAMVEKMLEPE
>MCE8472516.1 tetratricopeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB21
IFNAQGRAAEAEPLHRKALEIRERVLGTDHPDTAASYNNVAYNLDDQGRAAEAEPLYRKALEIRERVLGTDHPSTATSYN
NVAANLDDQGRAAEAEPLYRKALEFRERVLGTDHPDTAASYNNVAYNLNAQGRTAEAEPLYRKALEIRERVLGTDH
>MCE8472517.1 plasmid partitioning protein RepB, partial [Rhodovulum sulfidophilum]AB21
DKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDARFEAVMAALAQPRPPAPRPRIVT
AADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MCE8472518.1 cyclic nucleotide-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGERLILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQP
YMEERGVALPGGDEKDGR
>MCE8472519.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB21
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDY
>MCE8472520.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB21
YIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEVLRQISSTGYLRKRLPQELVVLQGGMN
AVDFAGTATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPCGDCGNYTLVRNGTCMKCNTCR
>MCE8472521.1 hypothetical protein LZ189_26365, partial [Rhodovulum sulfidophilum]AB21
ALRGETFDADRIAAVLDRQEARVQAHAEMVRKLMLDRLSAMSPDERSAFADRLERVLRHGPPGRNRCEAPPHSR
>MCE8472522.1 DNA (cytosine-5-)-methyltransferase, partial [Rhodovulum sulfidophilum]AB21
PLLKIAGEAERADVWSVIAAMPRLRSGLSRRGDDHESWQVIIHEHADRVIASTEVAADIRAAMGRLKGEGLATATQRSAT
RYVGPGAIQQAALDRWLLDPFLERILDHETRAHIPGDLGRYLYAALFAQERGKSPRLADFPSFLMPEHRNRDSR
>MCE8472523.1 M3 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB21
TDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLVADGGSAPLEPW
DWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRAGRHMGVFK
>MCE8472524.1 hypothetical protein LZ189_26380, partial [Rhodovulum sulfidophilum]AB21
IDGPSPNDLYLAGQNGALMHFDGEHFHDIDPGERSSLVSVLCIGEDVLVSGSSRGSVVLRGNARKGFTPIFRAPQKEVAI
YGMTLFGGMPHFGDLGEETGGVYRLEDGVMRRLPGVNAPVVHVEAIDGVLWALEQKAVNRFDGTSWSRFENPFA
>MCE8472525.1 acyl carrier protein, partial [Rhodovulum sulfidophilum]AB21
ISPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAV
EERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>MCE8472526.1 hypothetical protein LZ189_26390, partial [Rhodovulum sulfidophilum]AB21
MTEELYETRGGGGIKTRVRLAATTDNPFIEAWQFAWRPVAEAAPTLRPLTDSPEDQIEDVAPGPYVFGARARNGRGMWSD
WAWSGATAVQGINAAPGAITGLSVQASGGAVAMLRWDRHPS
>MCE8472527.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB21
DHHLCHAVAACHFTPLEEAACLVIDGEGDVGAVSHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMG
LAACGRADPALVETLTGLLAVDRGRLRFADEAAIAAIRAAVAPLARPHGAPVTDAADLAAAGQAAYAVWADQVD
>MCE8472528.1 UxaA family hydrolase, partial [Rhodovulum sulfidophilum]AB21
SKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDTTTGLSSCPTVGNMYDKLLPEG
IYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKGNILGGLTTIEEKALG
>MCE8472529.1 DUF2213 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ILNGALVPLAEFSRFPEAWNGLPVPVLHPEEQGQAISANRPDVIERNTIGTVFNARTEGAKLKAELWLDTEKACRLGFCD
LMKRLEAGECIEVSTGYFADDDPQAGEFNGRPYSMIHRNIRPDHLALLPGQIGACSIADGCGTRTNSKKGPLAK
>MCE8472530.1 GHMP kinase, partial [Rhodovulum sulfidophilum]AB21
SALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAGGKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELE
SRLVTCFSGVSRHSADIIERQTASVQKSERAAVEAMHSLKSDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAK
>MCE8472531.1 catalase-peroxidase, partial [Rhodovulum sulfidophilum]AB21
DWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWPADYGHYGGLFIRMAWHSAGTYRTA
DGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVALETMGLRTFGYAGGREDI
>MCE8472532.1 phytoene desaturase, partial [Rhodovulum sulfidophilum]AB21
VSNADAGFTYSHLLRNTRRWRWTDESLAKKRWSMGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAE
DMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNLHCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLV
>MCE8472533.1 DeoR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVD
>MCE8472534.1 sulfur oxidation c-type cytochrome SoxX, partial [Rhodovulum sulfidophilum]AB21
AEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVGPSLDGVAARYPEAMIRGIL
VNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MCE8472535.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
KFDRLGGRARARRGPTAFLTVQEGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTD
GDWGLARLIRELAAIDGLDRLRYTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYD
>MCE8472536.1 adenylate kinase, partial [Rhodovulum sulfidophilum]AB21
LPPARRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLDASAPPAALVE
TAIAALDQTVGAA
>MCE8472537.1 50S ribosomal protein L11 methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLW
>MCE8472538.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB21
MSRPPKTTYKTTNWRSYNQAPRRRGSLTVWFGPEMQWDAVPSG
>MCE8472539.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB21
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLCGARAAIWVALGYVTLPMVAVGSILISTDTI
>MCE8472540.1 TetR/AcrR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MARAKQLRSVKTRERLLGCARELVSASGFADLRVEQVVTAGGVAKGTFFAHFSDKDALMDILIGERVDALLDDLDAVGAF
RSVAHLVESIMPLLSFQM
>MCE8472541.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB21
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MCE8472542.1 nucleotide exchange factor GrpE, partial [Rhodovulum sulfidophilum]AB21
SRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPVYDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHG
IERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAVGFMLHDRLLRPAQVGVSSTPAA
>MCE8472543.1 Ldh family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
LEGWALDAEGQPTTDPEAALAGTMVPAGDAKGAALALVVEILAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARA
PGFGERLEGLLAAMLAQEGTRLPGERRLRGRSDSAGRVRVPGHLMEELSTLPS
>MCE8472544.1 penicillin-binding protein 1C, partial [Rhodovulum sulfidophilum]AB21
SFARLGPPEALPPPPPGTLIATNSALPAPLRHFARPGASQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADG
RPIATGLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MCE8472545.1 argininosuccinate lyase, partial [Rhodovulum sulfidophilum]AB21
MMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAAASICAMH
LSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDM
>MCE8472546.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB21
MTTSVMRNPELAPPQSDDDEKDRGSALGAVLRMMPFMFIIFMVMGMIMLGIATPGESAATGVVGSVLVAILYKRASAQML
ISALASATRLSVMIMVIVASSTLFSQLVAFTGASRALVAWATDLGLSPMVMFFILMALPLVLCMFIDQI
>MCE8472547.1 hypothetical protein LZ189_26500, partial [Rhodovulum sulfidophilum]AB21
MIVFLTVLAIANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAASKAPDPQEMKAAMASLHGA
GRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVA
>MCE8472548.1 biotin--[acetyl-CoA-carboxylase] ligase, partial [Rhodovulum sulfidophilum]AB21
LAFFAEHFDHQDRFFRENGFAPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIETPGGRRAIAAADVFF
>MCE8472549.1 type III pantothenate kinase, partial [Rhodovulum sulfidophilum]AB21
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVV
>MCE8472550.1 tRNA 2-thiouridine(34) synthase MnmA, partial [Rhodovulum sulfidophilum]AB21
ATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPGDIVHADGRVLGAHKGVIHYTVGQRRGLGIGGLEEP
LYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEWEVSVKVRSTRPPRSAILRPLSETEAER
>MCE8472551.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
LKGASSLNRSGAGLAFSARNGDEAADILAANGSAICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAF
RLSISEKTVEHHMASAMTKLHAMNRTHAVARALIFGLIVP
>MCE8472552.1 disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
FEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAEQPAETAAESPAETAADMTTESAAQNAEESAPGTAS
ETAAPETPADPPVAEAPPEAPEAQPAETKADTAADAPTEPQADTPADTEAEKEAPDAASAEVETEVFYTFT
>MCE8472553.1 DUF2026 family protein, partial [Rhodovulum sulfidophilum]AB21
KRLSDMAGHPNEMSHAGEFFLHHNPELSEKILPPFIEKLGNQDLAKLCSQWFRKTPKKIRTSVATIDQNGKMRPVLLKDV
SLRSNW
>MCE8472554.1 glycerol-3-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
IFATLLARYGTLAGALAPSFAGERMLPGLPGYSDAEIDYLIAHEQVETLADLALRRTVVALAGGLDAAALEALADRLAAA
RGWSAARRGEELHRFRVKLATDHGADPERIGLHRKGEVAAQ
>MCE8472555.1 RNA-binding transcriptional accessory protein, partial [Rhodovulum sulfidophilum]AB21
EEAIRVFARNLKDLLLAAPAGAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGL
IAIGNGTASRESERMVAELLGDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPD
>MCE8472556.1 hypothetical protein LZ189_26545, partial [Rhodovulum sulfidophilum]AB21
ATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWSLGPDELDGLTLTPPAEFHGELSLEVAATA
TLGADSRSVTAPLAVTVTPVTDPPRLEVATATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAG
>MCE8472557.1 SIS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTDTSFSTANIEDYFGRVQRALGSVAPAAVARIAGCFEATRVASGTIYLCGNGGSAATASHAACDLMLFPGPSEPHLRAS
VLSDRTPLISALSNDFSYADAFAEHLRRHAGD
>MCE8472558.1 hypothetical protein LZ189_26555, partial [Rhodovulum sulfidophilum]AB21
MVFGPSSGRVYQEGIFRENFSSEAFFMSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCT
>MCE8472559.1 Hsp70 family protein, partial [Rhodovulum sulfidophilum]AB21
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGS
>MCE8472560.1 transposase, partial [Rhodovulum sulfidophilum]AB21
MKKKVTRREQFLAEMDAVVPWGRLLALIAPHYPKAGPKGGRPPMPLETMLRVYLLQNWYALSDPMAEETLYDSEAMCRFA
GIELGDDRIPDETTILNFRHLPERHGLTEAIFADVNAHLADKGITLRSGTLVDTTIIDAPS
>MCE8472561.1 translocation and assembly module protein TamB, partial [Rhodovulum sulfidophilum]AB21
SVKGDFDATLSAEGQGLAIGFAQIDRLIGGKTTIAAAGARKAGDLTVGRLNIETPRLTVKAEDGAGDGTLDLTASLSDLA
LLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLARDASSADLSLKGRAPLSLANPFIAPRD
>MCE8472562.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB21
FRVPGSEMLQTYYRLVGANPTPVAWGETPSAIQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNG
LPGDIREAIDTAADITAQQNLAKVPAARGFAMSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGD
>MCE8472563.1 sulfotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSR
>MCE8472564.1 succinylglutamate desuccinylase/aspartoacylase family protein, partial [Rhodovulum sulfidophilum]AB21
SPAKGVPKARRAPLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEG
NAVFHLAAIAPADRAEDRIGAWASEVAAGQLFDEDEIL
>MCE8472565.1 hypothetical protein LZ189_26590, partial [Rhodovulum sulfidophilum]AB21
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASP
>MCE8472566.1 hypothetical protein LZ189_26595, partial [Rhodovulum sulfidophilum]AB21
REARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MCE8472567.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMDLYEARAAIECEAAKLAAR
RADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIHFVRL
>MCE8472568.1 hypothetical protein LZ189_26605, partial [Rhodovulum sulfidophilum]AB21
WRGTTDAYGDLDLQVSVTDDDPSGDPDWGPWQSFDAADFSGRAFRFRAILTVENADYTITVTGLTVTALQAA
>MCE8472569.1 hypothetical protein LZ189_26610, partial [Rhodovulum sulfidophilum]AB21
MTQSTYLLDASQTKAQAFAMLQGALLALQSNNADAAEPVETAPGMFWLDTAARALKMRNPANSGWITLGALGSGA
>MCE8472570.1 peptidase M23, partial [Rhodovulum sulfidophilum]AB21
GYLLVLAGMAQVYGGEGQVLPGGAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MCE8472571.1 peptidase S41, partial [Rhodovulum sulfidophilum]AB21
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAIN
>MCE8472572.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB21
SRIDDEGLSANSANKDLIHLGDILKTVNKKKRLGLVLPLSDLSLKEGKARPRLPFSSTWIRDRLLAPGALDGLNDQARAI
FLLMINTGARPSELAALSAQTIHLDANTPFIEIMGEGRQLKSVNAERKIPLLGVSLEALRAFPGGFDRYQ
>MCE8472573.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
QDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSAREDVAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVL
DEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISHDLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKT
>MCE8472574.1 ribonuclease III, partial [Rhodovulum sulfidophilum]AB21
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPT
>MCE8472575.1 signal peptidase I, partial [Rhodovulum sulfidophilum]AB21
ENAPVGIGGTCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENL
IGRADRIMFSSAGRSLFFIWTWRPDRFFKAIE
>MCE8472576.1 histidinol phosphatase, partial [Rhodovulum sulfidophilum]AB21
SLVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTDPADGVRILRFKPI
>MCE8472577.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
DIVRWTVGQGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTEDWTQRRLAAAECGFGYRQSRFKEDPGRF
LVTGITLYLPAAWRPVLSHEGLSRGGLSGGASLTGAAQVMGAVLARRGERLPDWRLTGNAGSFFHNPVVQ
>MCE8472578.1 translocation/assembly module TamB domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MAAYDLMLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGRARLDLTGRLGGGQVAVSGPITLSGAFPAEL
AIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPSTGLGGGGELPEIDHLD
>MCE8472579.1 OmpA family protein, partial [Rhodovulum sulfidophilum]AB21
MDISDLKIEGHASSEGRLNQTPQQAYLYNLDLSQRRAQNALQVCLSSLTDPSVMNWARGRLSATGYSSARLIENEDGSEN
REASRRVEFSMAMNREKLLDEIRGDLASAESRVSLPKPALLANLGPDEELGTRGIPRVVDGDTLV
>MCE8472580.1 phosphopantetheine-binding protein, partial [Rhodovulum sulfidophilum]AB21
GHIAILARLPVTPNGKIDMRALPDCMCDDMPGPVSGTVPAAGQEGGLAARLCAALGVRPEDRHRNLFELGVTSLAMARAV
AGLRAEGLSLQLADIYAAQDLETLASRLTGPQQAAPDKACRQDEMALWCAAQEIAMTPEARREVKARNAA
>MCE8472581.1 hypothetical protein LZ189_26670, partial [Rhodovulum sulfidophilum]AB21
LPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIPEPGARLAGWASVPRLDLGRADWLAPEGLPVVGKL
SPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMGFWGAV
>MCE8472582.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEFEGSVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGD
DAQEIWVAETELFDDDGVSFNEKEGKAPAAPPVPYDEFDYRIQMHRPAWATVQEKRPRLGDPADIETIL
>MCE8472583.1 hypothetical protein LZ189_26680, partial [Rhodovulum sulfidophilum]AB21
EIGANGRLQAERIGNSGTLTLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDASGDE
PIRNAGRIVTTDGGDDTITLGGANPNVLENLASGSLEIGDSDSVIGSATTLDNAGSVTIGSGSTLELAAL
>MCE8472584.1 hypothetical protein LZ189_26685, partial [Rhodovulum sulfidophilum]AB21
MTGKTSSQTTAGNGLIGGAFGSDCMRHGPRLTLFPRIGKRTKREIPDGDEPMAEVVHTPRVFSGIQPSGGLTLGNYLGAL
KRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDPTKSILFNQSAVPGHAQ
>MCE8472585.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW, partial [Rhodovulum sulfidophilum]AB21
MDRAGWEPISTTHWRRGLRERNLYNADVKSGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSAL
AAVHNAIKAGMERGRLDPAAVDRALADCGLARRFEDLAAPLLAQWQEAGLMTVEAGALPLTLAGRF
>MCE8472586.1 serine protease, partial [Rhodovulum sulfidophilum]AB21
MAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAPESLFAAASALADEMGLVSAVPDIGASFVVAPDAPGRSESVADAF
LDLTCLVAPDETLADDWAIEAINVKPVWARGITGRGVLVAQPDTGVADHPELAGMLDLGQA
>MCE8472587.1 pyruvate, phosphate dikinase, partial [Rhodovulum sulfidophilum]AB21
SGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLSICGEHGGNADSIAFC
REAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MCE8472588.1 ATP phosphoribosyltransferase regulatory subunit, partial [Rhodovulum sulfidophilum]AB21
AGVRALLGEGRKDDSGDFTDGAKLSEAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYG
PDRIILDPSVVRGLGYYTGPVFEAELTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIG
>MCE8472589.1 PilZ domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPEPGQRGTLELSGLEVGCR
VTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKA
>MCE8472590.1 hypothetical protein LZ189_26715, partial [Rhodovulum sulfidophilum]AB21
KRGKEKKRGREEREEGKREGGEGERRGGEEGREKREGEREGRGRKRKEGREGKKERERKREGEKKGGEGERGREEKEGKR
EGGKEGEGKGGGREEEGRKEERKRGGERKEEKEKREERRGKKRGKGERGKKRGEGGKKKGEREGGKEEK
>MCE8472591.1 sarcosine oxidase subunit alpha family protein, partial [Rhodovulum sulfidophilum]AB21
IGRCRYGLMCSENGFLMDDGVVVRLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKARQ
VLERLGGMDLSKEALPFMAWAEGELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIA
>MCE8472592.1 AAA+ family ATPase, partial [Rhodovulum sulfidophilum]AB21
LDELEPHMRDFAEAAEPALARLMELIDDLDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MCE8472593.1 lytic transglycosylase, partial [Rhodovulum sulfidophilum]AB21
SSAVARDGVVAARGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MCE8472594.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRI
>MCE8472595.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase, partial [Rhodovulum sulfidophilum]AB21
LAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFPFADGLMAAVEA
GATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MCE8472596.1 hypothetical protein LZ189_26750, partial [Rhodovulum sulfidophilum]AB21
PRGYLPLPAPVESFLDEVPGALAGPQDPDLPDLLDQSPGVAVIGGERLDEIAARWLGSPADWRWLAFVNDLADPLRLEPG
TVLTLPPPGSGPGAPTTGAAP
>MCE8472597.1 single-stranded DNA-binding protein, partial [Rhodovulum sulfidophilum]AB21
ICALPREGLMTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVY
LKTG
>MCE8472598.1 LacI family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPERVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFAR
>MCE8472599.1 molybdenum cofactor biosynthesis protein, partial [Rhodovulum sulfidophilum]AB21
GTYLFALPGSTGACKDAWDEILVHQLDYRHPPCNFVEIFPRLDEHRRRK
>MCE8472600.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAAS
>MCE8472601.1 RimK family alpha-L-glutamate ligase, partial [Rhodovulum sulfidophilum]AB21
ISSPKDTGNLISLVGGAPLIVKLLESTQGKGVVLAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVA
AMKRTGAEGDFRSNLHQGGHAITVKITPQEREIAVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGQ
>MCE8472602.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDEVFSRTLGYRPGAIDTSRSGFREL
LHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPLVCGISRD
>MCE8472603.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
LAAHLGIGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERL
EPLLDETVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTR
>MCE8472604.1 kynureninase, partial [Rhodovulum sulfidophilum]AB21
LSGWLGHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLAS
PRDPLQRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENR
>MCE8472605.1 hypothetical protein LZ189_26795, partial [Rhodovulum sulfidophilum]AB21
FDMLLREQFQEGHRDAQLARLHRVDQKWIAEKRRALGFASRKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKR
LHDEALDCGFDMGSDRPRPAVELTDAEGLARAKRS
>MCE8472606.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB21
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MCE8472607.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
YYPALTHAVWRLVDLGLKTLPQAWAMVSQRPAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHR
FVHRIHALDMAAE
>MCE8472608.1 hypothetical protein LZ189_26810, partial [Rhodovulum sulfidophilum]AB21
RIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MCE8472609.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LWASRIALSERSLSRLLAKEVGMSFGRWRRQLHIVLALRQLSTGRTVQAVAMDLGYESASSFVTMFRKMVGKPPSRYLLE
RRRPVLHDRGEG
>MCE8472610.1 hypothetical protein LZ189_26825, partial [Rhodovulum sulfidophilum]AB21
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPEWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWL
>MCE8472611.1 hypothetical protein LZ189_26830, partial [Rhodovulum sulfidophilum]AB21
MSRPVQGSPGEAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GVGRDGAVRVRFRGCFLTGG
>MCE8472612.1 LuxR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
LIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKALEFEQWSDPAPRAALSPRELSAMTLLAKGMSRA
QAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGL
>MCE8472613.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
IYLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRVYGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAET
TARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLFLGAEGTLGLVTKIRVALRPLAREKRR
>MCE8472614.1 threonine/serine exporter family protein, partial [Rhodovulum sulfidophilum]AB21
LLTAIVACLAATLAGLMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFVTVGMILVFITVGISAAR
LLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLGWSL
>MCE8472615.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase, partial [Rhodovulum sulfidophilum]AB21
MPQPEKSTPPRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAD
>MCE8472616.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
DFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMGVAKAAL
ESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLA
>MCE8472617.1 hypothetical protein LZ189_26860, partial [Rhodovulum sulfidophilum]AB21
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPD
>MCE8472618.1 DUF3422 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQLDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDR
RADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKALATAVVTPVVVLAVWLMIRQLR
>MCE8472619.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLR
>MCE8472620.1 hypothetical protein LZ189_26875, partial [Rhodovulum sulfidophilum]AB21
SVSAPALCELCFEAGGALPLDPGALAGRRLEIAAGPGAVLFEGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALLARH
EADGLDALARALLGRHGLELRGESGAPCPAVLLQHGLDDLRFLARQAAKLGFHLAAEGKAVDLFGD
>MCE8472621.1 PaaI family thioesterase, partial [Rhodovulum sulfidophilum]AB21
PKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQTATI
SLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MCE8472622.1 hypothetical protein LZ189_26885, partial [Rhodovulum sulfidophilum]AB21
GGTVEDRAQLRLRYAPEGSPLDIMLSAARNRIDSSEEQFVKGTDLSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLL
TGYQDRSLDRTIFGSDTPEWQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTD
>MCE8472623.1 SLC13 family permease, partial [Rhodovulum sulfidophilum]AB21
SLFVMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNILMSGVARETGQPPI
SMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDL
>MCE8472624.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLLGASRKGALSIALTRSEDGVDMAVEEARPLDT
GLRMDLAALAETHDLARLSWNGEQLAERRPPRQA
>MCE8472625.1 heparinase, partial [Rhodovulum sulfidophilum]AB21
SYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGWVESAMAAAKRPAWQGHRAAIQRIAPVLR
ALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRTTVIVDAARPPSGPA
>MCE8472626.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALR
>MCE8472627.1 branched-chain amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SLDKSFKPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAV
SFVILVIVLLFRPTGLFRGKTA
>MCE8472628.1 hybrid sensor histidine kinase/response regulator, partial [Rhodovulum sulfidophilum]AB21
MRAAWVESIEIINASLIASLSAPNQESGPNGHNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELF
RDEKRAPALDDPEALIERLGLFFDEVELAMLAPWSEPGTEEAAMADRLRRLTRERDQLD
>MCE8472629.1 transposase, partial [Rhodovulum sulfidophilum]AB21
MSKPKPARFRTTNWSAYNAALRKRGPLMAWLDKEMALHAPHEGRPGRPPVFSDAAIQFCLSIKVLFKLPLRQTAGMVASL
LRLAGLVWPVPDCSTLSRKQ
>MCE8472630.1 hypothetical protein LZ189_26925, partial [Rhodovulum sulfidophilum]AB21
MNTQRIRYFLSTTALVSVAALPLAPAGWAQEVNTTSHWTGEVSDEYRDPDDAGANWDNGFNGADLVI
>MCE8472631.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB21
MIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILTGDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETT
MERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIAADLAP
>MCE8472632.1 hypothetical protein LZ189_26935, partial [Rhodovulum sulfidophilum]AB21
LPKAMDRTRPEAYHSWRQTRRAPEMPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFR
RDQEQVSGGARMRRTFRLGDTGPGVEIDASALGRLRVRRV
>MCE8472633.1 C4-dicarboxylate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
ATSPTQTETLEPWARAVEARSGGRVRIEIYPSMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVND
PGAANLALADLFETDLRPDYKGLEVMFLHVHAGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVL
>MCE8472634.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB21
ASTIGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGL
RGLMPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGIS
>MCE8472635.1 DUF4175 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
EPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQRGVSAPAAMVLPGRRFFDPLARAVVEQ
RQALLWARSNAREVAQILRAISYRPDEIFRNESAYLQLRR
>MCE8472636.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
MGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFRARLWNIGAEAQLYA
GALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFI
>MCE8472637.1 Na+/H+ antiporter NhaA, partial [Rhodovulum sulfidophilum]AB21
IHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVPTWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVA
AIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMGALFSFVAALIAFGAGKLMRVRKQS
>MCE8472638.1 hypothetical protein LZ189_26970, partial [Rhodovulum sulfidophilum]AB21
ETRLNISVPDPDSHLFRVTAISESRPVLLTALYYLSEPVSIRPTIVNALLADPILVFFATLLTGGVAVLQFFAPRSGRG
>MCE8472639.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
DLPQQIEDALHSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALK
LHEDWGTTPAAIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAP
>MCE8472640.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
MRRFVPLAVTLGLLAGPAVASDPADWPALLSQAQGQTVYWNAWGGAAATNDFIRW
>MCE8472641.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
PAGGAPAAPEAVAAALRAAQPARGPETLDLPGPTGEANRLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLE
PAALRDIEGISGALWWGDAEAGRAYALALAERDGPILPLIAGVPDPAHVRLERHLCIGTAASGG
>MCE8472642.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB21
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGHKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALVGWIAPSPGEIGRRIGEAVTRRRA
>MCE8472643.1 DUF1269 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IYVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLGLAVGAGAGAISGALSDIGIDDGFMKELGETLTP
GSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVLEKSRATAE
>MCE8472644.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
TGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRVGTACSAAGTGHLSPPRAVFPRAAELAGFAEWSLDPDCGRIRVAD
GMLAMLGHAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
>MCE8472645.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IRDNIAAGRPGASQAEIEEAARAAHAHEFITRLPRGYETEAGEGGAALSGGERQRISIARAILKDAPIVLMDEATAAIDP
TNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEGGGIVERGRHEALLAQEGLYARLWR
>MCE8472646.1 type VI secretion system baseplate subunit TssF, partial [Rhodovulum sulfidophilum]AB21
ICSAFLAARVQLKLQDEFRGFTEALLDQVFPDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACR
FSLAAPLTIWPLKLAGLRYLSGAGPVGALGQEIAEGTKAGLVLDLARIAPSGLADGSAPLAELR
>MCE8472647.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGALLQRAGLALPVADCAEFSVTYQS
AYHLMRDLRAMGETNALAARHRRTAPRRLFSEAAKRYAEFHTMPDGRIPATVEMIYLTGWAPE
>MCE8472648.1 hypothetical protein LZ189_27020, partial [Rhodovulum sulfidophilum]AB21
MGNDPQANLSGYDRLLFVPHAVNTTATAADYIGGGVNGRYTVATANSSGALTTHLQGFDAAPMTPTAADLSAAGTNLPAN
LIYTIVNDPVADGRVDIAFHDVGLTNHPQVATGYTP
>MCE8472649.1 hypothetical protein LZ189_27030, partial [Rhodovulum sulfidophilum]AB21
MKRIIAALSLGLFSTAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSR
>MCE8472650.1 hypothetical protein LZ189_27035, partial [Rhodovulum sulfidophilum]AB21
MPSSLGVIFLSNQYSCPELVQFWRRNKGKPIKLRIEPSNIGAISVQIKTEWFLAPALNGEELEGMTLTNWTKVMRELRST
YATEATATLPQRNRAIQKIKAIVDEARLREGLIDPEYTAEHLEYLDKNLC
>MCE8472651.1 hypothetical protein LZ189_27040, partial [Rhodovulum sulfidophilum]AB21
MVYLQEQWTDFLGKFAELPDFVPGAKAMKAAADGAADGLKAAKEAAAAAGDEAERLKLEANGIADAMIRTPLASMQALKE
TLAGVSEEAGNTANSLARIGDAAGGDGGTSAVTQATGQLADTAKTASDSFKTFFKDVAKG
>MCE8472652.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALGLPAAIFLVLLARDPLLALATAVSA
VVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
>MCE8472653.1 hypothetical protein LZ189_27050, partial [Rhodovulum sulfidophilum]AB21
SEAYAKTSGPPSQDMGSTAWVKSGARRHPLHELLPLMMKDKGTRRVILAVREMIAERPETGYDLTSTLTLHLSECARAAN
RAEAPLEAAQ
>MCE8472654.1 RluA family pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB21
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEI
>MCE8472655.1 CrcB family protein, partial [Rhodovulum sulfidophilum]AB21
VLAKKGGTSFAPFFQIGLLGGFTTFSSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MCE8472656.1 response regulator, partial [Rhodovulum sulfidophilum]AB21
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESAGFELLVTDIDMPR
>MCE8472657.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
GSLNLRHRIGTILEEPLKINRPDMSAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQRIAVARALMLEPKLLVLDEP
VSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDVFA
>MCE8472658.1 GTP cyclohydrolase II, partial [Rhodovulum sulfidophilum]AB21
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLD
>MCE8472659.1 nucleotidyltransferase family protein, partial [Rhodovulum sulfidophilum]AB21
LLDTGGGLRNALPVLGEAPVFTLNSDAVWTGPNPLCTLTNAWDPAQMDGLLLLIPPERATGHSGKGDFLIGPDGRLRRGP
GAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLAKGRLYGILHAGGWCDVGHPGGIAEAEALL
>MCE8472660.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB21
ILVAALPARHTAADRLQQVAPEAAAALLARLDASAGARAAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRV
YAEADSPERAAAVLKLGLERVAAALADCGAQE
>MCE8472661.1 hypothetical protein LZ189_27095 [Rhodovulum sulfidophilum]AB21
MRVLVEPATIICAHGGTIPQRASQGFVTVMGGPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVTAGYSRFVTIGGRRVCL
DMLAGLTEGSPVGTWRVLAPGQALVECSG
>MCE8472662.1 RuBisCO large subunit C-terminal-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
KGHYMNVTAPTMEEVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLA
KMLRLLGGDHLHSGTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPV
>MCE8472663.1 LON peptidase substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEE
>MCE8472664.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB21
MRKPTPARYRRTNWSAHSAALRERGSLPIWPDREMAW
>MCE8472665.1 sodium:solute symporter, partial [Rhodovulum sulfidophilum]AB21
YVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPLARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLH
WTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYYRLTGGSEALAEIGLISFAGVAQFLPAL
>MCE8472666.1 2Fe-2S iron-sulfur cluster-binding protein, partial [Rhodovulum sulfidophilum]AB21
MIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYEPNQRVTTTEL
FDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLID
>MCE8472667.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB21
SFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLEGGLFLCLSYAGPVF
VPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MCE8472668.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB21
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMR
>MCE8472669.1 DUF5913 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
LDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAGVLGR
ICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDP
>MCE8472670.1 hypothetical protein LZ189_27140, partial [Rhodovulum sulfidophilum]AB21
IFEAAPPDSSVGPNTDQKKKIETCRPQASVRITPAQVLTLADGDLREVIAIYAEAAGETHLPSLPTIFLAARERAQMLGI
SCMEWDAVRDQLGELRTVLCLLIADRNSVRMGRFAVRNPAAAFIGLARKTTRGDEVIAALK
>MCE8472671.1 hypothetical protein LZ189_27145, partial [Rhodovulum sulfidophilum]AB21
TVLAETLGIWAGSGEDCLLSLTLFQRPGTHPDRDAVLGDFTNLLPLACPVRAETPLAHMRQVQERLWQAAAHAGCSGTEI
LAALARHRNRPGRAAAPVVFTSLLGRGSAGPVSLIPEGMTQCAALSQTPQVALDCQVHEDR
>MCE8472672.1 urea ABC transporter permease subunit UrtC, partial [Rhodovulum sulfidophilum]AB21
RGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLYGAVIGAGL
VSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSP
>MCE8472673.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
ILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIVGF
TKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDR
>MCE8472674.1 DNA translocase FtsK, partial [Rhodovulum sulfidophilum]AB21
EIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKDRKCSTSYIQRKLAIGYNKAARLV
EQMEDQGVVSAANHVGKREILVPEQA
>MCE8472675.1 hypothetical protein LZ189_27165, partial [Rhodovulum sulfidophilum]AB21
MVATGDPTMIEVAVNTGLSATDSRLRARALWEALSRKDAITLIIETSEIGEDDKAALDDWYGEIQTWPLNQKYPETQCIN
LYGSSSGCYLGRSLSVSGLRVDIKYDPNPGIAGQFALDEAGKLV
>MCE8472676.1 hypothetical protein LZ189_27170, partial [Rhodovulum sulfidophilum]AB21
IGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPCERAGGQRALDRLS
ARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATLSR
>MCE8472677.1 aldolase/citrate lyase family protein, partial [Rhodovulum sulfidophilum]AB21
LQIETVAALERLEEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIAL
GTGFTAVGVDMVTLQRGMTALVETFASG
>MCE8472678.1 DUF1007 family protein, partial [Rhodovulum sulfidophilum]AB21
MRLTVAFILLFLPQIALAHPHVFIDASAGFRFDDDGRLAKLRIVWLYDAFTTLNLYVQLGLDADGDGKLDADDLEKIARG
ETDWPPDYPGDTYLFQNEAPVALGRPQHGTARMIGDRVEVS
>MCE8472679.1 hypothetical protein LZ189_27185, partial [Rhodovulum sulfidophilum]AB21
MLPMPERTAPGDKGLGLAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAE
>MCE8472680.1 TIGR01620 family protein, partial [Rhodovulum sulfidophilum]AB21
MTRRPVVFDLEDEEKVSARPARNSAPRPDPFSDPQEDEPPRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLR
>MCE8472681.1 RsmE family RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB21
APIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTDLQKLSALLDAWPVGRRLM
FCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPFAHPVSLGPRVLRADT
>MCE8472682.1 hypothetical protein LZ189_27205, partial [Rhodovulum sulfidophilum]AB21
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPS
DLPRPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLA
>MCE8472683.1 hypothetical protein LZ189_27210, partial [Rhodovulum sulfidophilum]AB21
AFTRLRVLGGWRGGYLSGDAWRINSGIQAVHADDLEYRFLGQSGSVYLCRRGGYRMSRIMASGMGELKRQPTVVDAEVLE
DRNWFEPGLLEALLSTAADDTAAK
>MCE8472684.1 hypothetical protein LZ189_27215, partial [Rhodovulum sulfidophilum]AB21
MAETVSVTELTPANLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAP
>MCE8472685.1 hypothetical protein LZ189_27220, partial [Rhodovulum sulfidophilum]AB21
ARGGGVVIDAEAVPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAGAKKVVARFVVAAASADDVPF
>MCE8472686.1 hypothetical protein LZ189_27225, partial [Rhodovulum sulfidophilum]AB21
RLPPVAGPSSEGPEREVRPRAFANFLRRANEHCGAVPVVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDI
MRDWLAGKAASLKTGTTA
>MCE8472687.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB21
SGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQRRRPDMIFAEIPDRGHPPFLD
EPAAVAAIATLLERIA
>MCE8472688.1 threonine/serine dehydratase, partial [Rhodovulum sulfidophilum]AB21
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECR
>MCE8472689.1 PfkB family carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB21
YETLFLREAGRRVTMLDPNIRPGFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTR
GAAGAHALSHTAERFMPAPAVQAVDTVGAGDSFNAGILAGLAKAGALERTTLAEALPED
>MCE8472690.1 NAD-dependent dehydratase, partial [Rhodovulum sulfidophilum]AB21
IYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDTGARGIFNASDILLDRHDLLALMARAERIERP
LPPRSDSPVSAMRCDRLASLGWRPGGIARLHATLPALCRPCPAG
>MCE8472691.1 ribonuclease III, partial [Rhodovulum sulfidophilum]AB21
LPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALVRREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLA
DAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKTALQEWAQARGQQPPR
>MCE8472692.1 SRPBCC family protein, partial [Rhodovulum sulfidophilum]AB21
MIPAPIEKVWEVVRDFNGLPNWHPAIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYSFVKPAFPV
ENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAA
>MCE8472693.1 oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
RARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAHSVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPL
EGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRHIEGNRFSLGEPDGSRSR
>MCE8472694.1 hypothetical protein LZ189_27265, partial [Rhodovulum sulfidophilum]AB21
MTSWRPDRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSARDGNRESDGFDQDLILLSAEFDATEQ
LTLGFSALYSDSKTDYDDNATDTSPVTASTETRKGVRVFAGFDIGD
>MCE8472695.1 hypothetical protein LZ189_27270, partial [Rhodovulum sulfidophilum]AB21
MPDDLQVEVSGDSLRTIVHPTRDSTNIFTLRRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLRLPMSPR
HGRARIDPTLPDLGVFLLRLE
>MCE8472696.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB21
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDP
>MCE8472697.1 AarF/UbiB family protein, partial [Rhodovulum sulfidophilum]AB21
SNVNWGEGWLKRFARFDVRPVAAASIGQVHRAQTRDGRDLAIKVQYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLL
DEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTTENVLAMDFVEGVGK
>MCE8472698.1 UDP-N-acetylenolpyruvoylglucosamine reductase, partial [Rhodovulum sulfidophilum]AB21
GGVKLPAGKLLDLCGFRGRRRGGAAFSEINALILVNAGGATLRDVDALAARAQDAVRLRFGVDLFQEPSRVGN
>MCE8472699.1 ribosome-associated translation inhibitor RaiA, partial [Rhodovulum sulfidophilum]AB21
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIY
>MCE8472700.1 cation-transporting P-type ATPase, partial [Rhodovulum sulfidophilum]AB21
MAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQHWVDTGVILAVVLVNAV
IGFVQEGRAEQAMAAIRDMLAPRSAVLRDGRRVTVEAADLVPGDVVLIEAGDRVP
>MCE8472701.1 [protein-PII] uridylyltransferase, partial [Rhodovulum sulfidophilum]AB21
SLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASA
MIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>MCE8472702.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
LLVDYAASGQRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGH
LPRDIDIAALADEHATTVVYMGKRTFPDLAETLIARGLPAHTPALLAEGVGTPEQALTR
>MCE8472703.1 beta-ketoacyl reductase, partial [Rhodovulum sulfidophilum]AB21
ILARLRPDAAISALRAGEMRVPRIAERPMPGAAPFRAGPADAALIFGGAGGIGQKLALWLAGMGCGRIFIAGRAPAATPL
PDALAPIAARITRLQADARNPAAMDRMEADLAEAAPDLSLIFHCAALTEAADLPEDPQ
>MCE8472704.1 aconitase family protein, partial [Rhodovulum sulfidophilum]AB21
EFYGEGLAHLPLADRSTIANMAPEYGATCGFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHL
DMGTVVPAISGPKRPQDHTPLTNAAQSFFNVVSDYRGIDE
>MCE8472705.1 D,D-dipeptide ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
SSEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MCE8472706.1 cytochrome-c peroxidase, partial [Rhodovulum sulfidophilum]AB21
SGVFSCYSCHNLTTGGDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVAT
LTSMGQYIDWFEAAFPGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDET
>MCE8472707.1 polysaccharide export protein, partial [Rhodovulum sulfidophilum]AB21
SVQTPDPQVMVTRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDD
PTLDIALRNGDRILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALD
>MCE8472708.1 cobalamin biosynthesis protein CobW, partial [Rhodovulum sulfidophilum]AB21
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFE
>MCE8472709.1 hypothetical protein LZ189_27345, partial [Rhodovulum sulfidophilum]AB21
LWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>MCE8472710.1 ModD protein, partial [Rhodovulum sulfidophilum]AB21
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLF
>MCE8472711.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB21
GHALALYENCYRFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIR
FRIAENPQLAILDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYV
>MCE8472712.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB21
GRFDLVLRLIELALARLARTGATGNPPPEAAAGEAALLTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTV
LRLDETAGRLAA
>MCE8472713.1 TatD family hydrolase, partial [Rhodovulum sulfidophilum]AB21
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVK
>MCE8472714.1 ribonuclease E/G, partial [Rhodovulum sulfidophilum]AB21
MAQIEARYGLSVRVEADPFLISPDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDK
TSKKRRRRRRRKKPSQGGDDQGYEAGQDESDDADSDTDAEAPEAVTAEPAPAEE
>MCE8472715.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SYRQLLDAWKTAASMIRKGDCLDNAPMESFFGSLSNELVHRASFRSRRDAKAALFEDIATFYNRKRRHSSIGDRTPKQAR
IDMAAAMAA
>MCE8472716.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
SIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFHEPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQ
WTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALQESRDGDIYDRMLD
>MCE8472717.1 cobyric acid synthase CobQ, partial [Rhodovulum sulfidophilum]AB21
FAINKFRGDPRLFDDGYGLIEARTGWPGFGVIPWFSEACRLPAEDAVDLGGTGRGSFHVVCPMLSRIANFDDLDPLKLEP
GIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHLRRGGRVLVL
>MCE8472718.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB21
LGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAFR
DRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGT
>MCE8472719.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB21
LPLSPDCEITLEGRIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYG
LPGQDRATFREDLRMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGH
>MCE8472720.1 peptidase, partial [Rhodovulum sulfidophilum]AB21
LNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEARAVIDTARASG
AQSVRPAIIDWLRRRD
>MCE8472721.1 sodium-independent anion transporter, partial [Rhodovulum sulfidophilum]AB21
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGD
>MCE8472722.1 error-prone DNA polymerase, partial [Rhodovulum sulfidophilum]AB21
TLGVPLFQEQAMQIAVVGAGFSAEEADRLRRSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPE
SHAAAFALLVYVSAWLKCHRPAVFACALLNAQPMGFYAR
>MCE8472723.1 RND transporter, partial [Rhodovulum sulfidophilum]AB21
MPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIEARVI
LWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDN
>MCE8472724.1 hypothetical protein LZ189_27420, partial [Rhodovulum sulfidophilum]AB21
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAED
>MCE8472725.1 acetone carboxylase subunit gamma, partial [Rhodovulum sulfidophilum]AB21
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDE
>MCE8472726.1 thiosulfohydrolase SoxB, partial [Rhodovulum sulfidophilum]AB21
MIARRDFLQAALAASAIWGASGMGDWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATII
>MCE8472727.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
MLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRAL
>MCE8472728.1 formimidoylglutamate deiminase, partial [Rhodovulum sulfidophilum]AB21
RASGGLAVGNWADLLALGDMGPDGIGRQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRD
GL
>MCE8472729.1 protein kinase, partial [Rhodovulum sulfidophilum]AB21
SRLARALSRAHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPET
DIYGLALLVGAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLTHMLEPDP
>MCE8472730.1 phasin family protein, partial [Rhodovulum sulfidophilum]AB21
QDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTKAMTD
FASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKD
>MCE8472731.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB21
LIFSVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLP
VGVILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRAL
>MCE8472732.1 VPLPA-CTERM sorting domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
IYTNWGGYIKWSSREDGRQDWDGPWGTCLECGYSGGGWALSHWANKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYEDG
SAGAPDIAPVPLPAGGLLLVSALGAALLLRKRGRKAA
>MCE8472733.1 hypothetical protein LZ189_27465, partial [Rhodovulum sulfidophilum]AB21
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAT
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEQ
>MCE8472734.1 adenylate kinase, partial [Rhodovulum sulfidophilum]AB21
MRIHITGASGVGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWCDPLA
PWFSHVVFLTL
>MCE8472735.1 peptide-methionine (S)-S-oxide reductase, partial [Rhodovulum sulfidophilum]AB21
LAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MCE8472736.1 cobyrinic acid a,c-diamide synthase, partial [Rhodovulum sulfidophilum]AB21
HAPGTPLLGHEFHYSTILAQPDAALARVTDANGTEVAETGSRRGLVTGSFFHMIAEDPR
>MCE8472737.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYA
>MCE8472738.1 C4-dicarboxylate ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
LEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRLVEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAA
FREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETAAFRTALAPVVER
>MCE8472739.1 glycosyltransferase family 39 protein, partial [Rhodovulum sulfidophilum]AB21
SGADTHRPYYYMLLKAWSGIFGESRVALRSLGALLHAASLPFIWILARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYP
LVAFSIFGSLAALSALAAAERAGATALPARRRVLLWAGVTLGAASAFYAHSISVD
>MCE8472740.1 hypothetical protein LZ189_27500, partial [Rhodovulum sulfidophilum]AB21
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTAADPCPPPADIADLL
>MCE8472741.1 hypothetical protein LZ189_27510, partial [Rhodovulum sulfidophilum]AB21
FGEFHPIKKPGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPWELDAGLVEQGGAIFARPTDQGGCVECHGKRQGAF
RSIFHATWATPILHVGTDERECEILTRTARTGVLEGAKVPLSSNALGAEAPAFDL
>MCE8472742.1 cation acetate symporter, partial [Rhodovulum sulfidophilum]AB21
DWMSAASFISMAGIIALAPAGGYTQSAFLMGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVIS
ITYVIGQMRGVGVTFGRFLEVSTDTGLYIGAAIVFAYAVFGGMKGITYTQVAQYV
>MCE8472743.1 hypothetical protein LZ189_27520, partial [Rhodovulum sulfidophilum]AB21
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPA
>MCE8472744.1 siderophore-interacting protein, partial [Rhodovulum sulfidophilum]AB21
SLTVPGRMRIRLSAVSPNTLYFLKEAVAHHLEEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLA
GEDLEPLTRDGIHVKLMLPADRTRSPIWPGVAANGATRWPKGPDRLHVRYFTLL
>MCE8472745.1 glycosyl transferase family 2, partial [Rhodovulum sulfidophilum]AB21
LPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRSACFRQIGGFVRAVMWDAIDCHKARELG
WIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVFR
>MCE8472746.1 hypothetical protein LZ189_27535, partial [Rhodovulum sulfidophilum]AB21
SLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGAALVTLAAAPASYAGLAEDWTEAPAMQATPVDLPAPEVPPESDPA
ARPERALAPVPALPKLAAILPEADLPEPPERPERIRA
>MCE8472747.1 sigma 54 modulation/S30EA ribosomal C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
QLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLVFRNEK
TGKINVVHAREDGNVGWIEP
>MCE8472748.1 hypothetical protein LZ189_27545, partial [Rhodovulum sulfidophilum]AB21
IFLTEKPENGATEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDRKYWGGGLPSQDPDEPCAFHGDKVQRRHV
WRYAIGVTEDRFKSRYACSMEFWQFYRSHRMLGWGSDKICTVT
>MCE8472749.1 hypothetical protein LZ189_27550, partial [Rhodovulum sulfidophilum]AB21
DAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGGRASGGGGTVTQLFPSGGLPGFARGTDRAPGGLAWVGEAG
PELVNLPRGAQVIPNHRLGSLGGGSVRMG
>MCE8472750.1 hypothetical protein LZ189_27555, partial [Rhodovulum sulfidophilum]AB21
PLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MCE8472751.1 PfkB family carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB21
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEH
>MCE8472752.1 hypothetical protein LZ189_27565, partial [Rhodovulum sulfidophilum]AB21
MADLMTIASAKFIMSLTGLVCSITFTIVLRASTGKVDRELHTLVRGLEKRFEFASLEELTFRMFRAQREAQEAQRKLGYE
LVAELGRPLKEEVPQAISNAISEGLQ
>MCE8472753.1 hypothetical protein LZ189_27570, partial [Rhodovulum sulfidophilum]AB21
LTAGHDPADLTGLLAAAAAYLTRQADGQEGASRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFRRVGRGQFELD
EAAAPPQAAGANRTA
>MCE8472754.1 hypothetical protein LZ189_27575, partial [Rhodovulum sulfidophilum]AB21
PSAQTHQVCIKTENSEIDGRKGISFTTSSYEEINQRVRDQSQGDINSFLDATFGYYTFDKSNGFVLAHYNWHKFAESDSG
ARKCNPAINLKHINKMLNHRIERMFEMCKLAKHIVFVLGETQGYSFMSVDEK
>MCE8472755.1 TOBE domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
SIEGAEPAGAHQITVRLRLGPDGRGSALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MCE8472756.1 TniB family NTP-binding protein, partial [Rhodovulum sulfidophilum]AB21
MSVLEDRRRAELAEGLNPEARGVAVIGNSGSGKSTAVAHFFRGHETLRLLSHDAETADVASFLVPSPATLKGVGISCLNG
LGYPLMRDRTAGIIWELVQSHLRER
>MCE8472757.1 NifX-associated nitrogen fixation protein, partial [Rhodovulum sulfidophilum]AB21
SDFIVTREERREIPIICDPDPDLLWRVERFYDAVALLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRF
GFETFAKLADTGEAMTRDAAEMIARFPETARA
>MCE8472758.1 hypothetical protein LZ189_27595, partial [Rhodovulum sulfidophilum]AB21
MIFTIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGLYVDSFGKDNVMFFF
LEEDAAS
>MCE8472759.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB21
GFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQPGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAV
TRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGLMENARAVGAYAR
>MCE8472760.1 hypothetical protein LZ189_27605, partial [Rhodovulum sulfidophilum]AB21
ALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGDPVAMRVPFGSWALAGPETVLSVSQ
ARVRTRSLQIREAL
>MCE8472761.1 pantoate--beta-alanine ligase, partial [Rhodovulum sulfidophilum]AB21
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATS
>MCE8472762.1 hypothetical protein LZ189_27615 [Rhodovulum sulfidophilum]AB21
MLGRSGVSKATLYTGSPDKRLLFSEVMQRECDRLTGAARRGTRSTLAPRRKPC
>MCE8472763.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB21
LIYQRPFGGNTPEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQKAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMH
VFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDMEFVQFHPT
>MCE8472764.1 pilus assembly protein CpaE, partial [Rhodovulum sulfidophilum]AB21
LDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYRNELHVLTAPADILPLDIVGPDEINALIDMARSQFD
FVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRALKSEGLPRD
>MCE8472765.1 hypothetical protein LZ189_27630, partial [Rhodovulum sulfidophilum]AB21
YGQIHFDTLDRDGVDPFTSSREGVVEDDEKFRSLMDYLKRELLVKIIDDWDKFRLEVKQEGDDENQRKSKRDRKAQALIS
EAAKDFEPRDDAPGKDDVDNWLEEILPDAEFNTSAYVDCFLSENLVRKYIAHK
>MCE8472766.1 DNA repair protein RecN, partial [Rhodovulum sulfidophilum]AB21
FSTVISDAEPGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVG
RRLAALARSAQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARV
>MCE8472767.1 hypothetical protein LZ189_27645, partial [Rhodovulum sulfidophilum]AB21
TGALAPEDLRRGLRRSVGRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEA
KG
>MCE8472768.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
TGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNFKVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRID
PGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLLARLTIAAGAPE
>MCE8472769.1 3-methylcrotonyl-CoA carboxylase, partial [Rhodovulum sulfidophilum]AB21
RAIEAAALLEAAAPPAGPLAGFTLWAPLRRRVTLRRDGEEVTGTLLFEGPASATVEIGETVLDARLAPEGWRIEGALPGA
VLRAGGAIHVFAGADGSFSFTPVDPLDRAAASGVGADVIEAPMPGLLKTLAVS
>MCE8472770.1 hypothetical protein LZ189_27660 [Rhodovulum sulfidophilum]AB21
MTETTGKIAIVGMAGRFPRCPDVAAFWSALVGGDVPLEDFSRDELDGVPPGIAEHPDFVAQGFCLEGIDLFDAQF
>MCE8472771.1 arginyltransferase, partial [Rhodovulum sulfidophilum]AB21
SGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCWQDIGSPTAHDGE
THPLSVAPIAEQVARINLPDSRPTHD
>MCE8472772.1 hypothetical protein LZ189_27670, partial [Rhodovulum sulfidophilum]AB21
VTGFAAQRLGTAFGTGWHEAVPAEIAPAIAREAAALLSGGTVSPRPAPLYVRPADAAPPTDPPPVILP
>MCE8472773.1 ribosomal-protein-alanine acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
MTPAVLAALHARCFTTPRPWSAAEFETLLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPEC
>MCE8472774.1 HIT domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
ARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEMKELAADGFRMI
SNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MCE8472775.1 3-phosphoshikimate 1-carboxyvinyltransferase, partial [Rhodovulum sulfidophilum]AB21
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARA
>MCE8472776.1 polyketide synthase, partial [Rhodovulum sulfidophilum]AB21
YLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRDGICRPFDAE
ASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPG
>MCE8472777.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB21
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFAL
>MCE8472778.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
PGLEQTHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MCE8472779.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB21
LMRRYFDPTEYRIVLFDQRGCGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYM
ALRGVFLMTGAELDWFYGGGAGQFWPDLWARFSAPIPAAERSDMIAASHRR
>MCE8472780.1 hypothetical protein LZ189_27715, partial [Rhodovulum sulfidophilum]AB21
SHARSPDVHAMPKGHITGDQTVWKDDNRGVVPTLAAPFAAEGADIADADPAPTDDAPTCPRPDTFRPDGL
>MCE8472781.1 plastocyanin/azurin family copper-binding protein, partial [Rhodovulum sulfidophilum]AB21
SEMLPAGAEPFKGQINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGAQPAAEADLPAGLPTRADKRLREIIARQDTGS
EQAEARP
>MCE8472782.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
KVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQAMRQSDVFVFPSIRELGAGVV
IEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLR
>MCE8472783.1 glutamate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGD
>MCE8472784.1 SseB family protein, partial [Rhodovulum sulfidophilum]AB21
LDLPAPLLAALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPAS
GPIATHLARLGLRIELPAPEPMTETPLIDPDAPPRLR
>MCE8472785.1 hypothetical protein LZ189_27740 [Rhodovulum sulfidophilum]AB21
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MCE8472786.1 YdcF family protein, partial [Rhodovulum sulfidophilum]AB21
RPVAGIVVLGGGEEPAISVAHGEPTVNEAGDRFLAALALARRFPEAPVLFTGGSGRIRPAAIPEANVAAALLLRAGLDPS
RLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAG
>MCE8472787.1 carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB21
SQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDVIVHGLTGRMGSEVSDLAGAGLLALPALDY
DDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
>MCE8472788.1 NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB21
PPPPGFFSAPTGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEGSDPEGFSRANLDGSVALFETARAAGTGTVLFLS
SRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFTPVALD
>MCE8472789.1 ribulose-bisphosphate carboxylase large subunit, partial [Rhodovulum sulfidophilum]AB21
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEER
>MCE8472790.1 NnrU family protein, partial [Rhodovulum sulfidophilum]AB21
IVAAGRAPFIPLWAPLPWQLWLPVLVMPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAH
AAANPDLAHLMMFGGFAVFAMAGSRAIDRRNRRLMGAEWDRLAARTAALD
>MCE8472791.1 EF-P lysine aminoacylase GenX, partial [Rhodovulum sulfidophilum]AB21
ADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPAAEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFE
AEMDEKERLYGERYPLDEEFLAALAFMPPASGIALGFDRLAMLATAAPRD
>MCE8472792.1 hypothetical protein LZ189_27780, partial [Rhodovulum sulfidophilum]AB21
RASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAAAT
LLAENAPTAPAPGAGKSPRPATEAKPAPETKPAAAAKPEPEAKSGPEARR
>MCE8472793.1 DUF4405 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MRSILMRYATPSTIGLFLISLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPA
>MCE8472794.1 DUF5333 domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
DMIRKKCPTIGARMLTAFGYMQRLKSKASRLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEI
RSRTEIGRLLRARQ
>MCE8472795.1 iron-containing alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
RSVAVGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKVSLRDI
RMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDAL
>MCE8472796.1 fumarylacetoacetate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB21
KTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQIERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGL
WLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTGTPPGVGL
>MCE8472797.1 DNA-directed RNA polymerase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
LQDQLSIFVNFDEPESASREADDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLN
EIKEVLSGMGLHLGMDVEEWPPENIEELAKKFEDQF
>MCE8472798.1 3-oxoadipate CoA-transferase, partial [Rhodovulum sulfidophilum]AB21
MTQTNWTPLDRNAIAKRVAQDIPEGWYVNLGIGVPTLVADNVPADREVVFHAENGILGIGPAPEPDKVNPWLINAGKQHV
TLMQGGAY
>MCE8472799.1 hypothetical protein LZ189_27815, partial [Rhodovulum sulfidophilum]AB21
SGDLTPVRDAMHHAYGDDVYDEAIRDMDEAHLVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRT
GERFARKVTVGVKYLLKLHHLVDDKIHARSTGPYSLVTQQPLGGKAQFGG
>MCE8472800.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB21
SYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPSPGVLRAQASA
AGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYL
>MCE8472801.1 BamA/TamA family outer membrane protein, partial [Rhodovulum sulfidophilum]AB21
ISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYLQAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGL
GGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLSMLGNSKSRVTERD
>MCE8472802.1 polymer-forming cytoskeletal protein, partial [Rhodovulum sulfidophilum]AB21
MPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLLTVGENATVRGEVVADDVVINGRVIGRVRGLKVRLT
STARVEGDIIHKTIAIESGAHFEGSVQRQDDPL
>MCE8472803.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB21
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSAAGAHPFAGLGRQSKAGQRVSASSALTVSAAWACVKGNSE
>MCE8472804.1 hypothetical protein LZ189_27845, partial [Rhodovulum sulfidophilum]AB21
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRGGLVRA
>MCE8472805.1 magnesium transporter, partial [Rhodovulum sulfidophilum]AB21
DLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLALVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASG
TFVTTVTDVVGFFAFLGLASMVLL
>MCE8472806.1 transcriptional repressor, partial [Rhodovulum sulfidophilum]AB21
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAAC
>MCE8472807.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB21
MQDWLDIANPRVVHIRHLAWHSLSLPALAKAWGSRVVFSFHDFYTLCPSVKLLDECNVFCGGTCTKTSGDCAIELWDPKS
MPRIKGTWVHVWRQRFAEVLRDCDAYVTTSESARELILRHLQD
>MCE8472808.1 RibD family protein, partial [Rhodovulum sulfidophilum]AB21
RPMVTLKLASSFDGRIATAAGESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLD
LPETGALAASVGDAPLWLCHGAGADPARRSAWQARGARLIEVATGAGR
>MCE8472809.1 glycine/betaine ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB21
CGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTISELWLNSAGEAYTKLEAQGKVERL
GKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDG
>MCE8472810.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB21
GADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYGIA
GPAGRVAQDEED
>MCE8472811.1 HypC/HybG/HupF family hydrogenase formation chaperone, partial [Rhodovulum sulfidophilum]AB21
MCLGIPGRIVAVTDENRMMALAEVSGVRREVNVA
>MCE8472812.1 amidohydrolase, partial [Rhodovulum sulfidophilum]AB21
LDWNVHPGGPLALFDTALGRIGVLICYDCEFPLLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSP
TLGEAPWCPAVDVNIGAAAIYGPPDTGFPSTGILAEGALNAPGWVHA
>MCE8472813.1 acetyl-CoA carboxylase carboxyl transferase subunit alpha, partial [Rhodovulum sulfidophilum]AB21
IGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKMREAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSR
EETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MCE8472814.1 hypothetical protein LZ189_27900, partial [Rhodovulum sulfidophilum]AB21
MGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLASDAPPNTPAATPTE
AAPAAGAETAPETGPETQPQTDTPAETETPAETGS
>MCE8472815.1 succinate dehydrogenase, cytochrome b556 subunit, partial [Rhodovulum sulfidophilum]AB21
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
L
>MCE8472816.1 hypothetical protein LZ189_27910, partial [Rhodovulum sulfidophilum]AB21
MRALPQTEALRPATRRIARPVSHPTPPNQGDRMMTPSPDTAAAIRADLAEHPGATLEDAA
>MCE8472817.1 bacterioferritin, partial [Rhodovulum sulfidophilum]AB21
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSRE
>MCE8472818.1 hypothetical protein LZ189_27920, partial [Rhodovulum sulfidophilum]AB21
RMIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKIFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDK
TSCKATPRSSNT
>MCE8472819.1 amidase, partial [Rhodovulum sulfidophilum]AB21
VRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKTHTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVA
VAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLGGAMALAP
>MCE8472820.1 hypothetical protein LZ189_27930, partial [Rhodovulum sulfidophilum]AB21
RPGLPFPRHGVAVDATARVRLADSGSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGRIAGAGAASIADHGVGQAGPA
TDNLRQASAVPALQPAPPQPAAQI
>MCE8472821.1 endonuclease, partial [Rhodovulum sulfidophilum]AB21
DLKKEYLLQYLNDATSGLEIWNVAIISTRSETRSRRPLGRLGNVPTMRRSKLRDASVQYADIKALMSRADILIDAEEDPG
DREDWNTYKACRPEKPLLLLYLIDAESPPHPGRKASSRVPLDAVSDL
>MCE8472822.1 hypothetical protein LZ189_27940, partial [Rhodovulum sulfidophilum]AB21
IYGSVASGQREEEASHPQTGHYQPRHAQTRPPEKAGFPVSSGGCSRCSGPGPGAPDIARHRRSP
>MCE8472823.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB21
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MCE8472824.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB21
PTRRSPTLTTADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLMEHASPDCPPRELASEH
PLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCR
>MCE8472825.1 hypothetical protein LZ189_27960, partial [Rhodovulum sulfidophilum]AB21
MFFFAARPLNFCLIEILNQFYPALYNFIKNEQDVKMTQIAEIAPVPFAWTRGLVSARAGALLADLF
>MCE8472826.1 hypothetical protein LZ189_27965, partial [Rhodovulum sulfidophilum]AB21
MVAVGAVAALIAGDPESEVLDLVANAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEI
IPGFVLAWLAIYVVSLATKDRGEFRSTIS
>MCE8472827.1 lipid II flippase MurJ, partial [Rhodovulum sulfidophilum]AB21
ELRRLAIIAAPAALAGGVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRD
AFNRAGEFALALTLPAAVALATIPGPIVAVLFQRGAFDQADVAATAL
>MCE8472828.1 hypothetical protein LZ189_27975, partial [Rhodovulum sulfidophilum]AB21
DPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWEGACAGALEPPDYRFDLARGQSVSGAV
GRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCG
>MCE8472829.1 pyrimidine 5'-nucleotidase, partial [Rhodovulum sulfidophilum]AB21
LDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYMTHVHDIALDRLSPDP
ELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDE
>MCE8472830.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB21
LESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTGKIRSRGVEFEGRGKLTERLELIGALTLLDTEVR
ASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGS
>MCE8472831.1 hypothetical protein LZ189_27990, partial [Rhodovulum sulfidophilum]AB21
MQMPDKGDTGLFIGRLIAEAIADIQPDGVASRAMIPDRNIRAMQQEGEISEDIGLHAHAPTKLHRLRPPQMNLLRAVKNR
AP
>MCE8472832.1 hypothetical protein LZ189_27995, partial [Rhodovulum sulfidophilum]AB21
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVILGYLLMGLALGLSHVAAFRLIH
>MCE8472833.1 lactate dehydrogenase, partial [Rhodovulum sulfidophilum]AB21
DAAEFPYAFLEAFGRKATEIKKLRKGDTNKSDLGGVLQRNNIHMATCALGEVSQTLAALKDSPATTKHKAKFILATDGQT
FEAEDLIGGDTVACAYKDFPDSFGVFLPLAGISTVKQIKESAFDID
>MCE8472834.1 hypothetical protein LZ189_28005, partial [Rhodovulum sulfidophilum]AB21
MPQVFDPGGLDLRYSCRSFRPGAPSQEMLGAWLAAARLGMQEDMPVGGWGSAGAAFPLDLWSLMPEGEGYRWWLYRPAVH
ALRPGRMADLTPQDLSPMNGWVSEAHGLLAVAADMSRL
>MCE8472835.1 c-type cytochrome, partial [Rhodovulum sulfidophilum]AB21
LGAPDRGDPEQGAVLARRGDFARALPACGACHGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAK
ALSPDERAAVATYLAGLPAGDPLVPARPPVQ
>MCE8472836.1 hypothetical protein LZ189_28015, partial [Rhodovulum sulfidophilum]AB21
MQDMLDGARQLVDGSRIYVMLDLAPGATSALEGKPGRIWGDTGLIGRPPVRVAPQCEAARLLSLPIPEPAGDTDLGFLIV
ENRPSDRMLR
>MCE8472837.1 VWA-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB21
MVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGTSFIEVMEEALAL
GPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPF
>MCE8472838.1 cobyric acid synthase CobQ, partial [Rhodovulum sulfidophilum]AB21
IFEPLTDMNPILLKPETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLAAGRDLIIVEGAGSPAEVNLRPGD
IANMGFARAAEVPVVLVGDIDRGGVIAQIVGTQAVLDPGDLAMVRG
>MCE8472839.1 phosphoserine phosphatase SerB, partial [Rhodovulum sulfidophilum]AB21
LGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>MCE8472840.1 aminoacyl-tRNA hydrolase, partial [Rhodovulum sulfidophilum]AB21
SQARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MCE8472841.1 hypothetical protein LZ189_28040, partial [Rhodovulum sulfidophilum]AB21
CGLRGVGLFSFCPGPPPEASAADAGTLILQDRIDRIERQIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDL
NFSLFWSGPSDIDLAVTCPTGARIWYRAKNVCNGRLDVDSNVDRI
>MCE8472842.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB21
IFLRGPRAADWEAHAAFAGSERARYIGGPFSRRDAWTKFAARWGHWALHGYGMFTVTRKGSDEAIGVIGPHFPEGWAEPE
LGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDARNDRS
>MCE8472843.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB21
LGGGLRSLERVGDAEIAALGGRIEATFRERFPGSDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFA
EGTHRYSTDLRDLGLYYRMFLEMIAFWREKLPGGFHEIRYEDLIA
>MCE8472844.1 transposase, partial [Rhodovulum sulfidophilum]AB21
PAHALKRRGSLTIWFDPTMTWDAAPTGRRGRQRTYSDAAIQSCLTMKVLFGMALRQTTGFVESLLRLVGLDWSVPDFS
>MBL3593976.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3593977.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MTGYHLLAGVPIHRIVCSTFNGPPPSEQHVADHIDTTRANNRPENLRWLTRLENALLNEIAARRIELAYGPVEAFLEDPS
KPINETPFPDVSWMRTVTKEEGARTRTHFEEWAKSGSLPSGGAIGEWLYGTRERADFDPEPEEYDSLTPSAIQVK
>MBL3593978.1 ankyrin repeat domain-containing protein [Rhodovulum sulfidophilum]AB22
MKKIPNFQTALLELSSLFVSPGWQASERRRYASGELRQEKRDLATEELSVNLFRTLCLGEDQALAEDVLHQLLLHGQSID
TWSLHANTYGAEGRQVLWQLGRQLAPGLGRTWGFWSCDTPIAPEMPGGDLWFLPRVSPDQPDRLVLPVEGVARWWREMLD
APLEKIWDVEDDRYRTFQQWLSGRHTPTPEKIQRLFPDGQRFPWQVEIRLPPSVKVVRNLMLWARALETLWKELVKGLTL
DVDPTDPDPMRNKALQLAELFRRAHQLTLASKHDNHIIERRQFREAVPSWLAYGDFRVIMPDENANLLCPEGIADVMSRN
FQALEVGMPLPDIFSDSRMIAPADQAALPAAYDEREELGRRIRAAFAALGSDAEDREKVVSLTLQEARKHLRYPEFAVQV
ELLAAHDSIARDDLEATRAHLEAGRKQIETGNHGFVEHDLARTSIAVAVYRDPYDQNRLEKDWRIVSRCLTPAQMERWQV
GNVPSDHSMRLAAVDISAEFWEAPYRPYHGVTVAQPMSENSPMLKDFVRLILTGAVEAEVRSFLKAHEGILGKKLRYARG
DTLLTLTMKMVPDLVATMKKMPAIPSLGGAPLSASAQAAKMRRTWLTLVRLMPKKLLEASDWLGQTGLMLAANRKDQELV
QLLINRKVKLNARDSLGRMALHSAVMGGDVACYRTLLGAGANPDLRTYAEKTPLMLAAELGREGIFMLHMQERGEQLGEE
ELSACLAFARPIEADYKHARKAYRMQNAELGGRLAYRAIINELEQRLEGAQSPA
>MBL3593979.1 hypothetical protein JMM63_00025 [Rhodovulum sulfidophilum]AB22
MTSPSRRSLLLGGAVGAVAAALAIREHIPLLNGIVTPDTILNVIEKEFGSEISSKAQAQEFALDFSAHVTRGEFSEAAVT
FAFIRATTIIRALETEEDFIYVGLEDLRSSPCRNTLSATWL
>MBL3593980.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB22
MIEQIDLETAAATEWDVVVAGSSFAAMFFILGLPSDLSVLVVEKGAIFTWDQQVREGQRPREEIRIRNGSNQPKEFIAHT
LFGGNSNCWWGQTPRFHPNDFRLRSRYGVSEDWPLSYDELVTFYDEVEQVMEIAGGGTGHITPRSAPYPFPAHIPSRSDR
VLLKNNPRQWVPVPTARANGGLRAQCCANGICSHCPIEAKFTVMNSLERFARPRLRLLAGAECRAVEVEAGRARSMIVRS
GRTEKRLGGSAIALATNGIFNPAILMRSGLGSDATGRYLHEQVSVMMTLDINSPNWFGGSSITLHGYHAYDGAHRKTDAA
VLFENYNAPNSLRHERGRWTERMLLKLIAEDLPQSENRVRLDKTDEPVIEWVGHSDYAERGLDRARTMLPDLLPFTVERV
ARTFRPATEAHIMGTHRMGRDPTNSVTDPDMKLHGTENLLVLGSGAFPSCSPANPTLTLSALSLRAGRRLV
>MBL3593981.1 hypothetical protein JMM63_00040 [Rhodovulum sulfidophilum]AB22
MIAASLQQPSAVKCVDLGRRGLDALEHRLMDPGLAEAFCKEYTAERNRLQDSALAGRGNLEKELARVRGDHAKLVDAIVA
GIPAEQVKDRMLALDARRRELEAALSSVPAPFGFTRRWR
>MBL3593982.1 hypothetical protein JMM63_00045 [Rhodovulum sulfidophilum]AB22
MTEQVVVLSRAQAEGLAVPPLPGRPDHVLIEGRDFDAAIARANAAFHAREISR
>MBL3593983.1 transposase [Rhodovulum sulfidophilum]AB22
MFSDAAIQFSLMMKVLFGLPLRRPTGRAGSILEMTGLDWPAPDFSTLRRRQKNLAVQIPYRRSAGPLNLLVDRTGIKVLG
QGGPVAPLARRKPSEHEWLTRKHDPHRRGQYRKIHLAMDDATGDVRAVEFTPGHEGDSPDQVPADQKLETVTGDGGYDTR
PCHTPILEHGGVAPKLRKWIEAMGAKTACIEPGSHRENACRESFNARFYNEMLHREVYSSLRDSSSGYVAPHAHCPRLQP
QATQSIMDVDRRPVMH
>MBL3593984.1 hypothetical protein JMM63_00055 [Rhodovulum sulfidophilum]AB22
MSKPDPIRYRRTNRKTHNKALKKRRSPMIWFDRDMAWFGVKTSRL
>MBL3593985.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MEALLAREKLSPEILADPYAAIPLQSYLSIIEAAADLAGDPLFGSRLGFSLRPGNLAPIGLRAVQAGTIRGALSAFARWS
GALQSATQSSLESEDGNLVFTYRITAPVAAPSRQDTEFSLAGICRLIRGAFDPRWRPSEIRLNHPPIPEKTRLEALFRAP
VVYAHPTNAIVFSAAAAERVHRTEDPDMIALIERHLQDLTAGANRSESIVDQVEALIDLYLGVRPVDLRTIAAALRMPPR
SLQRRLAEEGQSLSALLRRHRQRRARSLLAEKGMSVEAVATALGYSDGTSFWRAFRSWTGDAPSLGR
>MBL3593986.1 APC family permease [Rhodovulum sulfidophilum]AB22
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASLGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRLQPEIYARLGQAFD
>MBL3593987.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB22
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPLVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIIAGDAPGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MBL3593988.1 RidA family protein [Rhodovulum sulfidophilum]AB22
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTREVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTAFRGASNGAQKITLEG
>MBL3593989.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
MEPLADLPVSTRDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLKAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLAKGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLSPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
EGRITPFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>MBL3593990.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERHLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIVAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYIAALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPREMRR
>MBL3593991.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB22
MTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQTVHVIGRQEMEDRGAET
VTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHVRYQPFGLERVETLQGPASVLYGANSPGGV
MNAISKRPTSEPRREVGLSFGSFDKAEARLDVSGPLKADNTLRGRLVALRRDSGTQYDEVPDDTTYFAPSLTWAPSDDTS
LTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDVWSLEARARYTRNELMT
QTLSGMSLAPDMRRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYYLNYGTAAGIDIYDPVHSA
PFSATTPYASTDQTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLAGTSTHQEDDAFTYRIGATWLAGNGLAPY
ASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPLNRIQTGEVTSRGLELS
ASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLEGASLGAGLRYVGETYADASNTIT
VPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MBL3593992.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTPLSMPQGLRLLLLMLIMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQLLGEQDRTERFIRFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFIAAAGGRNIGADVVP
GAIGQMNPEAVIAADPDIYLAGGGSTVAPDGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLF
VLGVEEMARAFHPELFADLDPEASLDEINRRFLPFDLTGSFAVTPAVQGQ
>MBL3593993.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSTDAVSGAAAPAGGLFAAHDGAVRRRCVRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALSGMGDTDAAVEVIVWQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPYVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>MBL3593994.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPRPVDNKGLPVQLEVSGVSVRFGRRTVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRAERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNIFEVEAEVLRDGGHGVHINVLGRPRPA
>MBL3593995.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB22
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MBL3593996.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB22
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELAAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MBL3593997.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB22
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>MBL3593998.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB22
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDETGRPTPIAIPKEEKTQ
>MBL3593999.1 pseudoazurin [Rhodovulum sulfidophilum]AB22
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGAQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAETHP
>MBL3594000.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>MBL3594001.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPAATVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAVLGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MBL3594002.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQATTEILYLLGLGSTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQQLGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MBL3594003.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MTARSSLEAPLHPVRNERFGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAIAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MBL3594004.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSREVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MBL3594005.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSFEISEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MBL3594006.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MSKKAILALGSAVLAVSGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNSVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVTDRGQAVIADFKAREAALRAEFATNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NALRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MBL3594007.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSTL
>MBL3594008.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB22
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLASRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>MBL3594009.1 ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTLSRAPRGEAPPAAEDTSSRQAADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGHPMPGESLPDADRTSADMAGADFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDS
>MBL3594010.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MBL3594011.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB22
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVAIDPETQSHACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLKVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGETTGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MBL3594012.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLSQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLATGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAVGHYTDFAPVGDDEAVRLLDELLARR
>MBL3594013.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB22
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGMGIDRIAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MBL3594014.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB22
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLART
PG
>MBL3594015.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB22
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MBL3594016.1 hypothetical protein JMM63_00220 [Rhodovulum sulfidophilum]AB22
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MBL3594017.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB22
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MBL3594018.1 peroxiredoxin [Rhodovulum sulfidophilum]AB22
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MBL3594019.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGADGCGGKA
>MBL3594020.1 LysE family transporter [Rhodovulum sulfidophilum]AB22
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MBL3594021.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB22
MRIDYDALSQTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIIEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MBL3594022.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB22
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIVSLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEQGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MBL3594023.1 hypothetical protein JMM63_00255 [Rhodovulum sulfidophilum]AB22
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MBL3594024.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB22
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MBL3594025.1 hypothetical protein JMM63_00265 [Rhodovulum sulfidophilum]AB22
MITMVDLLGVMAVGASADPDDSTGSHADGTRAGDGPAPDHATDDLMAVMDLHAALAEAVPAIDGMSRADELLFSWLSGGP
DSMDADDLPFPPDHDHDKDLPVAETCLVDAALGAGDETFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVLS
IDATETGAGDALIRIDGQPLAIVTGAAATLRLGHLSLVPDTMLSDALAARA
>MBL3594026.1 hypothetical protein JMM63_00270 [Rhodovulum sulfidophilum]AB22
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDVRSVSAHARLEALATA
>MBL3594027.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB22
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MBL3594028.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MBL3594029.1 phosphotransferase [Rhodovulum sulfidophilum]AB22
MTEAETLSLAEEAIAHWEGCTAPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSTDAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLIEGYADERGLNDDDLAILPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MBL3594030.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHIGHCHPKVVEAIAAQAARLNTHTRYLHQ
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVAAVRKAGGLVLADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MBL3594031.1 asparaginase [Rhodovulum sulfidophilum]AB22
MTEAVGMVEVLRGGMVESRHRGHAAICDGTGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLSRHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALAPDHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>MBL3594032.1 hypothetical protein JMM63_00300 [Rhodovulum sulfidophilum]AB22
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MBL3594033.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB22
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWAYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RT
>MBL3594034.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB22
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MBL3594035.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAFLGMGLLNNVIPFSLIVAGQ
HSIASGLASILNATTPLFTVVVAGLLLADERPGRLKLAGVAAGLAGVAVMIGPDALAGLGTNALAQLAVLGGALSYACAA
VFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGAGTCAAVLGLAVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGALVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MBL3594036.1 LOG family protein [Rhodovulum sulfidophilum]AB22
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIETWTPPS
>MBL3594037.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB22
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MBL3594038.1 hypothetical protein JMM63_00330 [Rhodovulum sulfidophilum]AB22
MRKPGPRPASTSSCVTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVT
GYGTLAERRDQGHEIGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MBL3594039.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB22
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCRETMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MBL3594040.1 ribonuclease R [Rhodovulum sulfidophilum]AB22
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLAKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGTPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>MBL3594041.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB22
MLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGARFQ
PDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISS
LATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDPTDALAST
AAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFDNFR
VIERYNPADAYVIGVGHLADRLKGGGD
>MBL3594042.1 endonuclease/exonuclease/phosphatase family protein, partial [Rhodovulum sulfidophilum]AB22
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVVILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDRRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWE
>MBL3594043.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB22
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MBL3594044.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB22
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MBL3594045.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB22
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVASEAGLWI
AALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MBL3594046.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB22
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDTAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MBL3594047.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB22
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNQAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFMLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPRR
>MBL3594048.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB22
MVRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>MBL3594049.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB22
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MBL3594050.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MBL3594051.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]AB22
MTRLLFILLALALASCSTVEGVGKDISAGARTVRNAL
>MBL3594052.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTGILQRAARVAGFAFTTILPAILSAGQAPAGPPAHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGQHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLSPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDNTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MBL3594053.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB22
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MBL3594054.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB22
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MBL3594055.1 amino acid transporter [Rhodovulum sulfidophilum]AB22
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MBL3594056.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB22
MFESKEPSAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>MBL3594057.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB22
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MBL3594058.1 elongation factor Ts [Rhodovulum sulfidophilum]AB22
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MBL3594059.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB22
MPSADQRPRTTLTIRVLGLTILMAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWIRIVGHPRLEHALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVAGALLVPWMSGFLYFLNVHPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIADRNIREGDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGCAIRRADTALYAAKIGGRNRVMSAAALCEAEAAVGPFARRTPPRLVS
>MBL3594060.1 hypothetical protein JMM63_00440 [Rhodovulum sulfidophilum]AB22
MFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLIDGLLPGGPYLSGAAPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWAGIWWSAMT
DLFEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGFRMRILLVLALIGPWLVGIATLQTVPETVSARL
LIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADE
RAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQR
AESALYVAERRGGGTLVRVSDLAETGQGAEARNSPRDMGGAARPP
>MBL3594061.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MBL3594062.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB22
MTRTGTGTGLTLAAALLACGAASADPEEGAYGSAEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTRAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYIYHNIGVPANTAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASARAGGTDTDTD
R
>MBL3594063.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB22
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSEKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MBL3594064.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB22
MKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSAG
DLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDLE
VDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MBL3594065.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MBL3594066.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB22
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MBL3594067.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB22
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MBL3594068.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MBL3594069.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB22
MNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGRDATYDVTASPLEGVAAGGVVLSFTDISD
LEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPG
ARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAEAHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLEMARSERELAFR
GPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSAPGQGSTFSVTLPTV
>MBL3594070.1 hypothetical protein JMM63_00490 [Rhodovulum sulfidophilum]AB22
MPFIGARCEHLPYDLVQAALSSLQGVEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGM
TVQMIPRTRH
>MBL3594071.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB22
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRDNAARFRTGLTAG
>MBL3594072.1 guanylate kinase [Rhodovulum sulfidophilum]AB22
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MBL3594073.1 YicC family protein [Rhodovulum sulfidophilum]AB22
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISVRDSGHGALQI
DPTTLRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSVGLTRVGLDLKATIDQMREQVQNVE
>MBL3594074.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MBL3594075.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB22
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MBL3594076.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MISFAGAIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQSETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGRRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLIYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MBL3594077.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGRLLAGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MBL3594078.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPASQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>MBL3594079.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MBL3594080.1 hypothetical protein JMM63_00540 [Rhodovulum sulfidophilum]AB22
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGSKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>MBL3594081.1 hypothetical protein JMM63_00545 [Rhodovulum sulfidophilum]AB22
MADDASTARAPLRRPAPDHCRPEGAAVAAARGGGGRKFPVFPAGRPVAATYIGTCQ
>MBL3594082.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MBL3594083.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQIFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MBL3594084.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MHGRDKLLECIGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRSEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFARAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPEAWAAWRARSGH
>MBL3594085.1 hypothetical protein JMM63_00565 [Rhodovulum sulfidophilum]AB22
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYVYARQMRVAGEI
>MBL3594086.1 hypothetical protein JMM63_00570 [Rhodovulum sulfidophilum]AB22
MPGLFMPNLGMAGLLLVLAGCNAAMAPGGEASQRPDQAAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPV
FGFERDLGVTTASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTN
LKVYASE
>MBL3594087.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB22
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKEFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVVEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MBL3594088.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB22
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPGKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVRAVLG
>MBL3594089.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB22
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDETVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MBL3594090.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB22
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHSDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVDWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTV
>MBL3594091.1 hypothetical protein JMM63_00595 [Rhodovulum sulfidophilum]AB22
MPTRLRELGFAPGVISDANARSPLRRLNLQDRYLHDPALARHLALRSRPDRFKG
>MBL3594092.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MGDTPQPIYFRPRDAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKA
>MBL3594093.1 hypothetical protein JMM63_00620 [Rhodovulum sulfidophilum]AB22
MTDMSQGYRIKPLVWGEWAHVMSCHTWNELFAMRTAKSVLGPYYIGRKRILSRRGFGEHMSDDWWVEAPRQNCLLGPFKN
DIEARTAAQADYEARIAPAIEPTGEMARLREENERLREGR
>MBL3594094.1 hypothetical protein JMM63_00625 [Rhodovulum sulfidophilum]AB22
MAETFTRSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVNLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKRVEDPADKAFREAVAE
LVDCAMKEGKPDA
>MBL3594095.1 hypothetical protein JMM63_00630 [Rhodovulum sulfidophilum]AB22
MAEIQWPREIWAAQSDPDDANGRHVFSVHATIPRFEGDSERDCAFHRYVDGDIVDSADRYRREMLTALRARAEAAEAECD
RLRAEVDQLREGARRYRWLRSRDLKTIHTGGVFAGKTPENIALNLEDLDRAIDFASHHEDRSDG
>MBL3594096.1 hypothetical protein JMM63_00635 [Rhodovulum sulfidophilum]AB22
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERSAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGQAGKEAA
>MBL3594097.1 hypothetical protein JMM63_00640 [Rhodovulum sulfidophilum]AB22
MSIMDAIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGCDEAEAAQNWMEAAI
RLCPFD
>MBL3594098.1 hypothetical protein JMM63_00645 [Rhodovulum sulfidophilum]AB22
MAAILAIAPQIADRLAAEAAAARAQANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGGA
>MBL3594099.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
LRIKRFEEKSDRLLIFVVDASGSAAMTRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAAL
PGGGGTPLAAGLKTALELAIQSKGRGMTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPE
RSLKALAETLGAPYIPLPRADADRLSTAVSAALDA
>MBL3594100.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLRRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSMRAAARLPQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>MBL3594101.1 c-type cytochrome [Rhodovulum sulfidophilum]AB22
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MBL3594102.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB22
MATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWGW
VELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNLF
LGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMVL
PLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MBL3594103.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB22
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MBL3594104.1 hypothetical protein JMM63_00675 [Rhodovulum sulfidophilum]AB22
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MBL3594105.1 pullulanase [Rhodovulum sulfidophilum]AB22
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MBL3594106.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB22
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MBL3594107.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB22
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MBL3594108.1 PucC family protein [Rhodovulum sulfidophilum]AB22
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MBL3594109.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB22
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MBL3594110.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MBL3594111.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB22
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVRLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEERGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MBL3594112.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB22
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MBL3594113.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB22
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MBL3594114.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB22
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MBL3594115.1 cobalamin-dependent protein [Rhodovulum sulfidophilum]AB22
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGDRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAILRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MBL3594116.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB22
MLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEARLELFAQDRDISGAVELNHAD
GAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLTEATRDAFVFIGTKSGR
VVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSRVRIKLHPVAFRAAGEPLILC
RLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKGRSLGDYLVRGSVDLRVLVEN
ATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVSDDAMRSVMELVGSANLKDIV
AETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MBL3594117.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB22
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MBL3594118.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB22
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAVALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MBL3594119.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB22
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDILI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MBL3594120.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB22
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEAVYTPWLRI
YLEKHSAAIFGELASA
>MBL3594121.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLYLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGLLRKE
>MBL3594122.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPTEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAANRLLLDSLA
>MBL3594123.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIEIELAS
>MBL3594124.1 hypothetical protein JMM63_00775 [Rhodovulum sulfidophilum]AB22
MTPEAALPLGMDTAAIRIALRGRNRRPPEKGQKRRQGQPARHPGQGPKARRDLPRPRFPENRIGRAIQRMEPVDLAAMIH
PFPGRRVAARTLPRPTPMIGKARPRWTLPHL
>MBL3594125.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYTRHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETGKSAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTASVREAVPPDAARFVDFEPPGEIARGIAAVLAEPAASRAMGRRARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>MBL3594126.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFALRAVPEGREVCLELHWCG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAQHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MBL3594127.1 response regulator [Rhodovulum sulfidophilum]AB22
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MBL3594128.1 hypothetical protein JMM63_00795 [Rhodovulum sulfidophilum]AB22
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>MBL3594129.1 cyclic nucleotide-binding/CBS domain-containing protein [Rhodovulum sulfidophilum]AB22
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGELPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDADSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAAEPGHDAYFQALAACVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREVGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MBL3594130.1 cation acetate symporter [Rhodovulum sulfidophilum]AB22
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTGSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MBL3594131.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MBL3594132.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB22
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVENPEGFWGAHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKTRGDQDAIVFVPDEPDAPVKHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACAR
IGAIHSVVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVD
VLDLMEHASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYI
VYGPLANGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWE
WYNTHIGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQM
RTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHEL
KGQGIYAYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLAD
PSVVEELIDNRRNRG
>MBL3594133.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB22
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAERIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRSIRRAPRGPWG
>MBL3594134.1 TonB family protein [Rhodovulum sulfidophilum]AB22
MRGGLEVLAFGGLALVLHLAVWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPAPEAPPPPEA
PPELAPPELLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRREVRQARADTPRPVERPDPKPEPTPAPKPQPASQQ
PVRAAASQSSDMQQAEKAAGVGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARG
TLVSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MBL3594135.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEVPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MBL3594136.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MBL3594137.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB22
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MBL3594138.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MBL3594139.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MBL3594140.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPETITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MBL3594141.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB22
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGDVDHTGPWGEIVATLPGLEVAA
>MBL3594142.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB22
MTVRHMTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLI
NGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGGGNGIGSDGFDLPSWLVK
AKYRFGEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDREMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFASGALDHDLRLGVEYIRKERLDAASAPGGTDKRWA
LFAVDDMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSE
KARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARIKGLELEAAYSLPSGHYVDLNADIARGK
ITTPGVPDDWEGTPADDLRVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTLKLTLARTF
>MBL3594143.1 pilus assembly protein [Rhodovulum sulfidophilum]AB22
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQTLTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MBL3594144.1 pilus assembly protein [Rhodovulum sulfidophilum]AB22
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFEGFRDRICETAA
IIRNCRDVLRVEMRSLPAGAWTTMTAAPKCVDRAETIDASLDFRNGAGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>MBL3594145.1 hypothetical protein JMM63_00880 [Rhodovulum sulfidophilum]AB22
MHQRGDGLLRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIETLTSGASGVAREHVPDSEISLVLDISGSMGRD
RRMAMMRPAAMGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPSHISNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAANANGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYEQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAVALDAFMDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRMARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPGNIEEVFSAISGKINTLRLIH
>MBL3594146.1 hypothetical protein JMM63_00885 [Rhodovulum sulfidophilum]AB22
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MBL3594147.1 hypothetical protein JMM63_00890 [Rhodovulum sulfidophilum]AB22
MPTHLRLVEPSAPPAAEPPVAETPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDISDAHRD
MALEFEGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAGIGSDQ
NDLNAFTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEHAGK
SAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAAEQLRATHEDFTEELAQFVSA
LEAMRVDADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAARRLGERAADAMQQMMSRIDVLERTEH
DVRLLGLNMAIRCSGLGDRASGLRVIAKELSGIAAETSAAALRIRALLVGAQKTVADTRCRAAEGRGVEGDPAVAAGQLE
TVLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKER
DLHDAVLGLPGPVDEGDEAPAGAADEGGIDGFLF
>MBL3594148.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]AB22
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIADDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAVQARLRPQRARRMQVE
KKLSADAVLPARSGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLDGICAMTVRE
AGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLTGMGEDGAQGLWE
MREAGAATFAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQFGAGK
>MBL3594149.1 chemotaxis protein CheR [Rhodovulum sulfidophilum]AB22
MQTGRAENGDRIDDKSFSRIAVLVNRQTGIRLPPSKRTMVEARLRRRMRACGKPDLAAYCRFLFDEGGIERETVHLIDVV
TTNKTDFFREPDHFRFLAGPGLEAMLARRGRPCRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGTDISTAVLA
RARMAIYPTGFAAPVPEPMRRRYFMAARDPARQELRVVPELRARVSFARLNLMDAHYGVDADFDAIFLRNVLIYFEREVQ
IAVVGRLIRHIRPGGFLFLGHSESSVGSELPLRQLAPATFQVL
>MBL3594150.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB22
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAPADFLGMIDVRGQSVPVMDLRRRLALAAAEDGHSTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDDGSMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>MBL3594151.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB22
QMSDSLGLFDTVTSDLTQLVAFNSTGAKSASAEGDIAYATSQKVVFGVIALALLIGIGTAVFLIRNITRALGGEPDYARA
VIREIAGGNLEVEVATRAGDRDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSS
MEEMAANIKQNADNAEQTETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRG
FAVVASEVRKLAERSQAAAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDK
VTQQNTSASEQMASTAEELESQSGQLQQVIGYFRLALDDLAGRTGQNHAGALRGGRVDSSPVEEAIRKTVRHSAPARGAA
TGGFTLDMGGDDEIDGQFLRNGAA
>MBL3594152.1 NAD-dependent DNA ligase LigA, partial [Rhodovulum sulfidophilum]AB22
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRD
>MBL3594153.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MBL3594154.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB22
MFLKRIDGPRTVTLPDGSTMSRADLPPAETRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MBL3594155.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB22
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGAHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MBL3594156.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MBL3594157.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB22
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAE
VVRLSPDVLITIDSPDFCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIAREAPLCLALPGSRRSEVMRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTEL
TAAWPVAPLVIDPRGDPDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNI
VSDTFAVPEFLGANCQPGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>MBL3594158.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum sulfidophilum]AB22
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLDPEETLARADALGLFLWVREP
>MBL3594159.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB22
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLVIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MBL3594160.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB22
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MBL3594161.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB22
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQQREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGGEPSSVPAPETGGALLRPMPAPAPLRGVTEGGD
>MBL3594162.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB22
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDDDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSITTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MBL3594163.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB22
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLSLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MBL3594164.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB22
MQRRRITVFGATGSIGENTIDLLTRQGGAGTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAASRPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIETL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTRIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MBL3594165.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB22
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PKVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MBL3594166.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB22
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNEMVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MBL3594167.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB22
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MBL3594168.1 UMP kinase [Rhodovulum sulfidophilum]AB22
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MBL3594169.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB22
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPEETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGSERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASDGHEALLGA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPSAAQPVVIEAGRDWLNARIDARFERMMKEGALEEV
RANLPRWDPALLSARAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGNWPRWPAG
>MBL3594170.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MBL3594171.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTTPSDRPDRPHPAAELYAHEYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MBL3594172.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPATAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMR
EGSALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQLLSDIGYAALNPRIRVA
>MBL3594173.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MERLSWTGALGPWLVPALETALVVLALAALAHPVALLAEGRIAPGSEAARFRPGKAARVTAGLFRLSLGAVAAVILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTAYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MBL3594174.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPMASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPARILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRAIPRPGSDKTTARLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDPTTRQS
GHEARCLRFEEIDWQSRATRPANAPQGEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGSAAQVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGDLCSRELPPMVELGPGHSILCHLPPETLGEMEPVFRSAAE
>MBL3594175.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB22
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MBL3594176.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB22
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MBL3594177.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB22
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGALSESTRQNINNKETPTFDGVRVESGLAGDPGFEAL
FPTDMVDTLNRASEDLSTLAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MBL3594178.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB22
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MBL3594179.1 hypothetical protein JMM63_01050 [Rhodovulum sulfidophilum]AB22
MKDGPDISPIIAARIDAPRRASILTAHLAGRALAATGITPAVGSGHLPSQAEAGPIRPRKQNRHRHFAQARNAADRLRRP
ERGRHLHPTPAGAHAPAGAFQT
>MBL3594180.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB22
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRDTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARVAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>MBL3594181.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MVTHRQLRSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MBL3594182.1 hypothetical protein JMM63_01065 [Rhodovulum sulfidophilum]AB22
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MBL3594183.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB22
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MBL3594184.1 cadmium carbonic anhydrase [Rhodovulum sulfidophilum]AB22
MATADPVAHGSAQHGPAEAHGAAPAASVPADGICRGFGPQAPRDISAPAGRNARIFNMAPPAARMNLCNIHTHTNAEHAG
PGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVE
AQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLY
EWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MBL3594185.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB22
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLSGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MBL3594186.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB22
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MBL3594187.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVIIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVKD
>MBL3594188.1 hypothetical protein JMM63_01095 [Rhodovulum sulfidophilum]AB22
MKYAVGAAALAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLASGDMLPGFNGASLAFKQDL
GDNATVALILDEPIGADVSYDSTNNYPLGSPTTTLDGANADVNATGVTALLRYELPSNVSLIGGLRAIRTSGTVSLPGVG
AYSLNSSTETDFGYILGIAWEKPEIAARVVLTYSSAIDHSFDTVETAGSSSFSNDLDVTVPESLTLEFQTGVAVDTLIFG
SVRWVDWTSFDITPDLYTGSVVRGGSLVDYDHDVITYNLGLGRKFNDNWSGAILFGYEKHEGTYTGNLGPTDGFRSIGLA
ATYTTGKVKVTGGIRYVEIGDAKTEFGPDTTRFKGNDGVGVGLRVGYYF
>MBL3594189.1 ATPase [Rhodovulum sulfidophilum]AB22
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDAEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>MBL3594190.1 hypothetical protein JMM63_01105 [Rhodovulum sulfidophilum]AB22
MRGWKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCIWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGHGAYAGVRAEGGQDVIFYVFCARDGERLLQLDGVGGDAGPNVLSLIIDGQGFPVTFGGSSEGGMLARLPPSAPVLG
ALQRGQMLEIRSGAGQGQGLGRFPLEGAGAAISGALALCR
>MBL3594191.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB22
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGQRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MBL3594192.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPDRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPQGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>MBL3594193.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB22
MTDLPFDGAITQFYEQDSPDEIRHAIADGCKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MBL3594194.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQ
SYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MBL3594195.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MBL3594196.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MBL3594197.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYGKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MBL3594198.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB22
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDSEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEASRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRALIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MBL3594199.1 hypothetical protein JMM63_01150 [Rhodovulum sulfidophilum]AB22
MTLLRNRALARVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGTSGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGTSLFATYPVRARQVAEPGTAAQFAPLRPGGGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAPKDG
>MBL3594200.1 GTPase HflX [Rhodovulum sulfidophilum]AB22
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>MBL3594201.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB22
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MBL3594202.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB22
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIDSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MBL3594203.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB22
MSRRRSRPPPIDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIA
GHASYPDVLERAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPERE
VAEAALQRLAAPAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQ
IYVFAHVEDLNRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGL
DINLLAEANIKRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHG
RVRGVYSIGDAEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVER
LLQVSIDFF
>MBL3594204.1 hypothetical protein JMM63_01175 [Rhodovulum sulfidophilum]AB22
MTVKLFATAAVLAGLSATTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MBL3594205.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB22
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVIQTA
>MBL3594206.1 acylphosphatase [Rhodovulum sulfidophilum]AB22
MTDRIAIRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLAGPEDRVARMLDALQECPAQARVETVETTPG
DWPAEAGFHISR
>MBL3594207.1 hypothetical protein JMM63_01190 [Rhodovulum sulfidophilum]AB22
MSGVLAEIREWTGGKLDWGVPTGLGYLALHDTKIRQVIDAEEAWLKTL
>MBL3594208.1 hypothetical protein JMM63_01195 [Rhodovulum sulfidophilum]AB22
MLAGRPVEWDFLRQVVLLPDEDWKAGPERIADRIEDLQTRIKLQRRLEELERQLAATARDGTGIGGNNPPEPIEAETHLP
RKIFFRFAAKGRP
>MBL3594209.1 hypothetical protein JMM63_01200 [Rhodovulum sulfidophilum]AB22
MPITDRKSAEAWLKDQPHPVQVAFAARSALRALPAIAQANDATLREIALPVLRAILTSGVAGTCPTAELTRSADAAATSG
TSVASPSAAYAAAAAAISSGEGKPTEVFLRPLCAPPEGLARQYEKFRSFWKHDAPV
>MBL3594210.1 elongation factor 4 [Rhodovulum sulfidophilum]AB22
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYILNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MBL3594211.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB22
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MBL3594212.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB22
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MBL3594213.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB22
MDALGLGDTTLADRPLPLVSRPDPLELQEHRTETRSAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLD
ECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>MBL3594214.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB22
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFKICTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MBL3594215.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB22
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MBL3594216.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB22
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAAGGGAPAPGANA
EVGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVEYG
TPLMILE
>MBL3594217.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRVAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLACSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGTGLDLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MBL3594218.1 hypothetical protein JMM63_01245 [Rhodovulum sulfidophilum]AB22
MADPSAREKAALERIAILDDPEKLRRFIDNAGRLGAVAVEQAAFRRLCEILPSARRGTVEHDVWRSIHALEEMLKAERGT
TVRLSRTRQKISKDGEVKTVMDLVLRATPSEGFQMLIDRGHPELLFEAVVLRHPDAFGDDVRQAANARLGNAGGAAAALA
EG
>MBL3594219.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB22
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDCAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWRRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSVAEQGLE
>MBL3594220.1 hypothetical protein JMM63_01255 [Rhodovulum sulfidophilum]AB22
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MBL3594221.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MBL3594222.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB22
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDRNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MBL3594223.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB22
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MBL3594224.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB22
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFSADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTYGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISATDQQSAIDYNVFEGKQVKGLPRYTLSRGRVAVADGEMKPQEGWGEFVKRPPNGAVNKALSSWKELTAPRAIERAGIP
ASGV
>MBL3594225.1 hypothetical protein JMM63_01290 [Rhodovulum sulfidophilum]AB22
MGVFARIFEGLAAEAPETPTIMIEVSLRTLCVRVSLHKYFKAYRTASSLRGKKGGAPLTAIGGSVAQIPWGIHLVNPEWY
LGCMSTPPNLQDQELAGLQ
>MBL3594226.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB22
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDPTDHSASQGQAEDGGHMSADGHAAGAPSAAGNGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MBL3594227.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB22
MRPLALVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MBL3594228.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB22
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARINLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MBL3594229.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB22
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FEGEVQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MBL3594230.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB22
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGAFD
FAIEGEGFFLVDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MBL3594231.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB22
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MBL3594232.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB22
MDLKSSTAALGYTTARPATLPQPGDDGAEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MBL3594233.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB22
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MBL3594234.1 FlgB family protein [Rhodovulum sulfidophilum]AB22
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAIYRSSLGILRTSLGRQR
>MBL3594235.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB22
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAILLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGKRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MBL3594236.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGAAAATAEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLSADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>MBL3594237.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB22
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MBL3594238.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB22
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MBL3594239.1 flagellin [Rhodovulum sulfidophilum]AB22
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MBL3594240.1 hypothetical protein JMM63_01365 [Rhodovulum sulfidophilum]AB22
MTPIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQLPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MBL3594241.1 rod-binding protein [Rhodovulum sulfidophilum]AB22
MLPSSPTPIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGENQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDPD
>MBL3594242.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB22
MQVPFPIDTLGASASSRPDRPASTAGATDPDGSDFRSAFDETRPSDRNETVREAARRDTPKTSAASDRAEETPSSAPPGA
RKNSEDRAEEVDETAETKAGSDTVKNDPADASDAIIAELPAVAGFSTTPQPGTSEATKTQALPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSVESQPNSALPASSPMADARPAIATSGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLPGTSPEALPAGNKEGAALNSTTPKDSTTNRSSPEIADAAPEAVASKEGSTGQTASRQGDSMLPGREAA
QSQTVAVAARAIASDDPASEPKGDQKGHASAHRENTSATPTTPTAPHATAAQPDATASAPPIAGTAIDIQTAIDGSRGDP
TAATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVN
ISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPTPNEEGTETGLLSANRTSPRTAGGGL
DLRL
>MBL3594243.1 hypothetical protein JMM63_01380 [Rhodovulum sulfidophilum]AB22
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDSV
>MBL3594244.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB22
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWIQPLLWMGAGAALTWIGAGLALLLS
>MBL3594245.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB22
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MBL3594246.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB22
MPELPEVETVRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPTPQKHDHVVIEFEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARVATLVPAIRTVLSEAIEAGGSSLKDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRILRVVQSGRSTFYCPQCQR
>MBL3594247.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB22
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MBL3594248.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB22
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MBL3594249.1 chromosomal replication initiator protein DnaA [Rhodovulum sulfidophilum]AB22
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPATAAAPDAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MBL3594250.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB22
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEGATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MBL3594251.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB22
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVTAVLSG
PESGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGARAQYLEARETDGTSQIERMDGPCPRSA
>MBL3594252.1 hypothetical protein JMM63_01430 [Rhodovulum sulfidophilum]AB22
MRYAGADLPLFLTHGPVRLAITGRTLSGGSAAGVAMGEAFSPPLTIFALLPLAASAIFLTMGMLLNRQAGHDTAAGRRLT
RQPPTRGLFRLHGGASAPTAFPFHMGILFPASSSSAALGTSTSPSSWRSGPLRPVPATWLSRVSSIGYGVADLAPRVATD
QSPPERDADRGGADHSPRMTPNLVAAA
>MBL3594253.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB22
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MBL3594254.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB22
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCASRVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MBL3594255.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB22
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGAAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MBL3594256.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB22
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MBL3594257.1 LrgB family protein [Rhodovulum sulfidophilum]AB22
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MBL3594258.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB22
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MBL3594259.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MEFRTLRVFVEVVRAGGFSAATGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLDDLRTMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTATDRGPD
>MBL3594260.1 hypothetical protein JMM63_01470 [Rhodovulum sulfidophilum]AB22
MTLQDATRANAPFNGALPAKAALLAPARPGENADRFTIADATVTGVTCATAPEVSTSVARIGATDVAEPQDVTTLARINA
AAA
>MBL3594261.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB22
KGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRLR
>MBL3594262.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB22
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPGALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPLQRLLVDNPLARSLRHALVPKALRERVRRARRIKSG
RAEGRE
>MBL3594263.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB22
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFHLLLNSDAVLRPGFCRTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRTEMTAAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLTARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MBL3594264.1 hypothetical protein JMM63_01490 [Rhodovulum sulfidophilum]AB22
MVPPMLALWSWVIVTVILFRVLRPAGALVACLIGAYLLLPTRTSFDLPLMPTLNKHSLPAIVATVMTATVAAGVQRLRPA
GAEGAGRILPGWFPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLAMAVTLLPFLLGRKMLADE
TGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFRPSAWIQHLRGNGYRPLVFLEHGLRLGIFLTMATLVACGLSR
IDRRRRIVCLLAAAWLFGTLVLSKNLGALAIGLLLVPAALFLSTRLQIVAAAVLAGTVLFYPLLRSADLIPVDQVVGLFE
KYSSANRIGSLNYRLKNEDILLDKAMQRPALGWSTFARNRVFDPETGRDISVTDGVWVIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALAANLADMIPNSSLTPISWLIAGTLAGRLEQARGAPAAVTAGPTSDPPARTRPPRLRGGQ
AAEEEPPLPAMRTTPYTRQTTLHSRSRRG
>MBL3594265.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB22
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFAVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQRVELVPGSDLIGPVFALAARYALPVAFLGSTAETLERAREVVEDGYPGLRVVAALAPPMGFDPDDAAADEMIEELR
RSGARICMVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MBL3594266.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB22
MSIFNEAFALRRQSRAFPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVVRDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MBL3594267.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB22
MRVVFVQHGNYAEAYRRMCAGEAETYRDQFRSVSLVAGLAAAGPVVTVALGDAHHDAQLAPNLRSVGLPRADIDRAGSLL
DDLAPDRLVCRTPHTRLLAAAAARGIATLPCFADMMRPPSPLGLWRHWRLRNALRARTVPCVANHSLNASRSLVEAGLIS
AEHVVPWDWSRLVPNPDPKPGMPDPQNPTILFAGKMTVEKGLGDVLAAMSVLAGQGLNARLTVAGGGDVRPWQAEAARLG
LAERVDFLGLVPNTEIRHRMRAYDIVVVPSRHDYPEGLPNTIYEGLASRSVLMLSDHPAFRGRVEPGRHCLMFRAGNPAA
LGAEIRKLCAAPELYAHLSRQAPEALDSLYVGLAWGDLVTYFLDDPANLTGWVERHSLCALGLSG
>MBL3594268.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB22
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAACRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGALSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIALAALRLPRLRHSQGHGIAGKP
>MBL3594269.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB22
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDEPGAEEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPETTTEPGSFVASAPSEGSVLSPTIVKFASLLGVDPWSLVSSDG
GSGSGSGGQTPPDDGVGSPPPVDGGPGDGDPGDGPDDGPGEGPGGDPSGEPPDQGPDEGQDGSGTAVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVAGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLSAVAGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVTNHWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGCSYDDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGFSMFN
SKNILLSDLTITGDSLIIKTADGFTLRNSSVYDIWREAPANDGDTWAQNLNRVSGFFLTKSEGVLVENNVFDHNGWEDGY
DYARSAEDGQPPSMYSHDIYMTDTNSDVTLRDNIIMRAASYGAQFRMGGVVEDNIFIDNNGAINPAAGEAGAGNYSLVLG
NVVTSAGYKTVDHSEGALSQGIRAQAQDVSLVDNIIAHLADPNNAEEQVEKVKGQFALVNKGTLYYNDTVIYNWTGTKNA
DEADEINTNVDGLDRAILDETTIQNFAADLLGKSTATIADLADYLRAQADGALDDVVDADLIIAFFRTGFGMDTELRADE
AVLRFAPDDRGDGVRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSMTTAIEDLDLGDGGRLSVAQGRLDVEGTLAVGS
SWGGQVTVDGAGQFWTEGYGDSDLLSISVMGGRFANTGVFLGNADLKVGENGQAILATDGAGFLLQAGRTLTVVGDDAQV
GFDGDGGLSLLRLDDDATLKFVAEDGALGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>MBL3594270.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MTDPAPQLSWGLCISTYNRLDVLADCIACALDQTRPAVEIVVVDASDDWVAGRERIAGMIAAAGRDIPLRYVPAQKKSLP
AQRNQGVAQASADILFLIDDDSFMHPGCAAEIMAIYEADSEGVLVSIAATKSDLDPRAALAGGPAAAHEMRKEQQRAVAG
SRLKRFVWREILMQSVAANFVDFDLPDRRFAGEIPAALSDRVRPAPYIPGCQMTARREMLLEEPFEGALLSYAAVEDRDA
SYRFGRHGLIVQALAAPLHHSEVQMSRLKRRQVTAMHLLNVAFITRKNTRAPLSHLGAVWIMTLRRLLAEFLKDAATKRW
DFPQLQGVLIAMRHLPDLCRRKEPQLSAWYEGLQREILAKS
>MBL3594271.1 hypothetical protein JMM63_01530 [Rhodovulum sulfidophilum]AB22
MLGEFLAPQIGVLEEAAASGDPVLAYVAIWAILHAVPFSQLPPNRTHLLFYEDCLPDPEGEMTRLHDHSGHGPEWRTLPQ
DVIDRPSASSKPGEVGARHKSPYGAWKTRASAAQIEGALGLGALYDSEGRPDRATLAGFRIGGA
>MBL3594272.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSMRSALRRITPLPLRTPLLRRFAPHADPWQPQVLDCRAIFIHVPKTAGSTIKAELYGKPMEGHRRISEFQDFDPKRTAE
TFKFCFVRNPWDRALSAFSYLKQGKGVSRVDREFTAVHLDEIDNFAAFLAALERPAYRREVMRFIHFRPQIWWTRLPGAA
GHSMDFVGRFERVEADMQIVRDRLGLPEQPLGNARSSSHGRYTEAYNSAERDLIAELYAEDVRIFGYAFGG
>MBL3594273.1 hypothetical protein JMM63_01560 [Rhodovulum sulfidophilum]AB22
MIAILLTAMAVAGVGIAFGFVDGALQAFVAAPLCLIALLWRGRSNSGLVRAGETAFGVYLVHPAVFLLL
>MBL3594274.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB22
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSSGKTTCYDPSGSAGALTEDLRAFDKNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAVKA
>MBL3594275.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB22
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRFALRSLGALLHAASLPFIWGLARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
ALPARRRLLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPAVLPMLHHAET
TLKEFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEPVFITRAM
VWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLPHYQPSEPERLAAFFDRIDPAETELILGRQNVEHLL
RWRYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDRIAARGRLIAE
ARGAWWRAELYERTGPE
>MBL3594276.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB22
MQHAIWLDRVLVVDLDGTLIRSDMLYESLWGACRADWKAGLAVAAALPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
SWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGTEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQVCGLLIFALALIATMG
>MBL3594277.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB22
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSAKDSTAPPLAEFDSPFIWTRT
>MBL3594278.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB22
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGQSIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MBL3594279.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB22
MSLLIFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDHAEEEEDLATTINAAAPAA
MAWACAKKGIPFIHLSTDYVFDGTGDAPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLAQVLSDLEAAKA
>MBL3594280.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB22
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPQHPASDYAVTGLYFLDGCAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEEDCDV
>MBL3594281.1 IS6 family transposase [Rhodovulum sulfidophilum]AB22
MWNCCVSTGPGDSIGVRQVWSPAISCDPFKGHRFPPDVIPLAVRCYCRFPLSYQDVTDLLAERGITMDRATVFRWVQKIG
PEIARRAYNHRSWCGLNWHVDETYVRVGGKWRYLWRAVDQNGQFIDFRLTARRDVKAAKAFLKQAIERVRLYRPVSICTD
EAPGYRKVIEDLNHRFEPCCTKPLVDSPRESSVIAGWPEQTDTADL
>MBL3594282.1 DUF2029 domain-containing protein [Rhodovulum sulfidophilum]AB22
MLLLGLQVAMVGYRLDFYQYDFRAFYIAANLFAVGGEPYSFEELVRVSKGLGLSDNNHPFLYHPLTLFIFEPLSDLSYRA
AYSLWLFLQVSSLAIIAWVCIRFFKIPAPWLLPMMAVGLNGAIAANLRAGQLTLMTLAMILLASAMVMRNRAAAATVFIV
LCALPKLWVTPALGLLLNRISSGRMVLVASGALAILAVLGLSYYLAPDDFRKFLTVAERFSGGSEPGGASNGSSRNMLAS
LAGTAGFDAAQFKLIWVLWIVSVLGISLLAWTRLLRDGATPYPELFSLVLLSICLVMPRMATYQWTIAIPAVAHIAATRP
YPVGIPLTAIAVMPTLYIGRYCLDRPIEARADTFLEIAFYFANLWSVLGAWLILCVSVLLLGSRGRRRENYPVSAVSISS
EPLAQRPR
>MBL3594283.1 hypothetical protein JMM63_01615 [Rhodovulum sulfidophilum]AB22
MAKMKFKGIPVGEKVTMTVRDSAGNTLVTAQSPAWAQSTTPAEVPGQVNTAADLGIVSSIPFNAIAANIEAVEVLTQPSY
GHVSVVGTSVLVNTVDVPEIRAVTTEPVVLRTPENPLSKMVNNLVKSTDPITFTLRVTQAGQSPQDVTVVCRIDAHLSLS
GWSCGRGMKLAVDNNDETVLEPGEKHFDLYVSLSPAAYTRADIMTEIGGNTISGKVDDYIVAQLTPGGATISGVTIAYDP
INYYGSQAKPVRPIAAAGLVTELLEEHGFDTVHIHYERGYDYSTDRGAANFGKAGLLHPNAVLAWGEGAKPIVPRARFNG
NTKKHGMVFRGVQFPLGQGLGGSGGTNVIVENCLVPAMIYFYGQDAFGYPARFTVRNSILPHSFAVEDVRDGTPDYWAGD
YRPACIKPGGGSNGIIIEGNFLALGAFAPDFALDNGADGLPGPDDVYPFIDVGSDSRWGLNGFSTPGPNLLAHPMYCDTY
TRHIQIRKNFIFGSGGSLIQLRGGAVMYDCAFTWGNQTFSVGPGTFNNYSSEVFDDRNDGHKSWLHDVVLTHAGYHDGPQ
AGNALSEGIVVGSALTSLDRVVILHDIDPNNPADADRLVSSWNGASHGRKSGFKYSAAYEAGGKFENYHGRERDLVCANW
GSVENPDYNPGSLDLSNINNATLFRWYDAQRGNAPDTTTDPLDIYWWLRGHEGPEIKALVRSFVTFMQAPLGIVPTWRTS
ASGCSFVPDLAEDGCRWDNTNNWGRDLIPGSFAGDTAALNGHKVFYQLDTLTVAGLDLGAGGHLHAVNGRLNVSAAPVCT
GSGAITVDESGQVWVNGYTDTDPLTVTVKGGRFANTGTFSGPADIHVDGSTDPYGKAEFLCAYGAASMTVTSGRKMEIVG
SGPRVGFDGTGGMQARLSFESGAVLSFVAKEGRLATIREFRSGVNGTATPDVVSTVALGGAALMLDLTGVAVGSHVLVSV
DNVIGTFGSITGKIDPRLDATVTVTAKGVSLSIGSGSGQIRLT
>MBL3594284.1 hypothetical protein JMM63_01620 [Rhodovulum sulfidophilum]AB22
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLDGEDRRSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSEPVTARLGDAPRAFSAADWSVDETGVQIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPVGGSPVTRDSAASPVVVALNFQAQDNGDGTFGITYADGARST
VEFVLSQPTVYAGSFNLDLAALETGPICLVQPALSGTPAVGAALSATPFLWVYPEALGALSVSSGWRRNETVLAGESGST
HTVTAADAGTDLQYIETGTQSGAAAPVTAASPSVRIGEAAAVLSGVSGTRSAAGQITVTLSTDWGEGTIFYVVTGGAAPS
AAQIAAGTGADGTPLAVPYRGSMPVVAAGPQTLTISGLAEPISATVHLVQQTGSGVQSVPVSTARIASPVTSGYSPQSSA
SALAWWDASDEATITHAAGAVSQIADKIGTAHLTGTGTTGVGASDVNGLNTIVMDGTSDYLATAGVYPFPADGNWVLTII
ADIGAVNDYMDSLFSAEFGSVNAYLRASSSVYFAGKLYVGAANQAVSPQIGAGLHTVQIVADKENNVARCFVDGEEVFTL
AYPTAVDSPVVQFFRFGTSKNLGGKFLEVFIDSDTGTQAGALAFATKKWAL
>MBL3594285.1 hypothetical protein JMM63_01625 [Rhodovulum sulfidophilum]AB22
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MBL3594286.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB22
MTCRGACRVVKITFVIAVASLAGGNRVVATYARLLKARGHEVTVVSRPWPRRTLLNRLRRALRGQPLRPHPSSPLFEALG
DRHRVLDRRRPVAAADVPDGDAVVATWWETAEWVAALPVSKGRKFYLLQDVELFDHLPVDRVRATYALPLHKLAVSGYIR
DRVRKEQPGAEIGLLPNAVDHALFTAPPRHRGRPFTVGFLYSSAPRKRAELAFATVEAARVRLPDLQVLAFGSKGDPSEI
PPGIVYRRAPPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIE
TISRMDPAEWRAMSDAAHATAAAHSWEAATDRLLGYLGEEARS
>MBL3594287.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB22
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GENVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDT
CEREIAEHTNVLGVVLNAYRQADAKG
>MBL3594288.1 chain length-determining protein [Rhodovulum sulfidophilum]AB22
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALQMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQGAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPRERGSRLRRRNR
KEPPPSGSIMPG
>MBL3594289.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRSPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MBL3594290.1 sugar transferase [Rhodovulum sulfidophilum]AB22
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEVYDRDMSLRTDLDVLFKTVSVVVRATGC
>MBL3594291.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB22
MLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAARAEALLAEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKGAEALLREMVAKFPKDKENKAALIRFYLAQKDLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAITERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSDLLNTLGRLYLQMQD
YGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAETADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLMSDPNRPGIWLELSNLQMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKTVEIAGPADRRPQIEEARAQIEALATAAPAEN
>MBL3594292.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB22
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGPASPYDGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MBL3594293.1 hypothetical protein JMM63_01665 [Rhodovulum sulfidophilum]AB22
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSADSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MBL3594294.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB22
MAVLRRGRAVLIGLIALCTLLELALSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEAF
>MBL3594295.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MTPTAIAYLVPEFPSQTHAFFWREILALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLAAVARLAGRPVR
TLRALAYVLGLSETPWRRRLALLGLIASASALGRVCRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARAGFVAAVTRPLAAQIATVSPGTPAPVIWMGVDADRFCPPASARPGGEALEVVTVARLNHTKGHVHLLNAMAR
LRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMATGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLDALTSDAVA
>MBL3594296.1 acyltransferase [Rhodovulum sulfidophilum]AB22
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLPHRHTALLFLAAVAMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLQHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLLPVLLHLVIDRIPLLRQPVL
GIRRSRRPKPAAARSAADTQSS
>MBL3594297.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB22
KFRGDGEWLARKHGSSRRRQWRKVHIAMDTETGGIRAVEFTSSRQGDSPLLPDLLAQIPEGEEIATVTADGAYDGRRCHA
AIIEHGADAVIPIRRNGRAWKENCPAAVARNEILRATRHLGRALWKKWAGYHVRSRVEAQMNRLKLFGERIMSRDPDRQT
AEIQIRIAIMNRFSALGRAEIEAIA
>MBL3594298.1 ModD protein, partial [Rhodovulum sulfidophilum]AB22
KAVLAGGAEIHRTGLSDTVLLFPEHRAFGGTEALAAQICMLRLACPERRVVVEVKTLVEAEAAAEAGADVLQLEKFPPEE
AAAAARALAGWTGCLAAAGGITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MBL3594299.1 NnrS family protein [Rhodovulum sulfidophilum]AB22
MTDAAPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRVGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWAIPAAIAFLGLADAAFLATALGYLTYPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRSLSALGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGHGHGHGHGKGHGQGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>MBL3594300.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB22
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MBL3594301.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB22
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETAAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEAALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MBL3594302.1 urease accessory protein UreE [Rhodovulum sulfidophilum]AB22
MSGLPVALEVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHGHDHSH
DHSHSHSHGHGHSHDHDHHDHGHGHGAGGCCGGSGQGGCGCGGHGHGGASHGGNRGGGGCGHGH
>MBL3594303.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MBL3594304.1 urease subunit alpha [Rhodovulum sulfidophilum]AB22
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSVEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAADAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MBL3594305.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRHLEVTLAALLACGGLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MBL3594306.1 hypothetical protein JMM63_01740 [Rhodovulum sulfidophilum]AB22
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPAAEPAVKVAADPAADPVADTATETVAEPVVDAPARTSGQPSAIEAAPAASNVPAGSPPV
TAPKRASEAGPVPGSEPEPEPAMAAAAPAAATASGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEG
DR
>MBL3594307.1 urease subunit beta [Rhodovulum sulfidophilum]AB22
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MBL3594308.1 urease subunit gamma [Rhodovulum sulfidophilum]AB22
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MBL3594309.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB22
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGQVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MBL3594310.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MBL3594311.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB22
MRLFSVLFVCLFAVTVVVSGPITGPALAQSGPAVPGQGQPSPIQNILQENRTLIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQAKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTANPQDLDQLRPNSGVRALIGAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLGALRGAIASETDPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAV
TKGAPPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALADHIENGAVAGIPLDDLNSEAARERAYAAL
AARGLVPPTATTEEVQTALDAHSFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGATMIGFLQKGIEWLNPSNTLAA
QTYMILFIILFIQIRPRGIVALRGRAAGD
>MBL3594312.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRALWLETGTSAPFAAARALYRRQGFKPCGPFGDYRIDPHSAYYTKLLAPQEASL
>MBL3594313.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB22
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTRPARHGADPGPDD
GSFRDREASE
>MBL3594314.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB22
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQSTRDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MBL3594315.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB22
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLLRPERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIARPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MBL3594316.1 hypothetical protein JMM63_01790 [Rhodovulum sulfidophilum]AB22
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>MBL3594317.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB22
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPALEAALAEAR
AFAPEAVVALGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAVEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAAVLAEA
>MBL3594318.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB22
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLVSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRLDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQVLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MBL3594319.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MBL3594320.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVEARVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MBL3594321.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIEEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MBL3594322.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB22
MKMPLDMSGHEVGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVPLPGGAALVNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTAF
>MBL3594323.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MBL3594324.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]AB22
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVEPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGEAALKRLAAMEDGSGGEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEVGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>MBL3594325.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB22
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVRRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MBL3594326.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB22
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MBL3594327.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB22
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MBL3594328.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB22
MADPAETAGSRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>MBL3594329.1 hypothetical protein JMM63_01855 [Rhodovulum sulfidophilum]AB22
MTEPRMKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAA
AGVFGLWIGYAGPGDVGRLSTEILGSPYGPDDLMSSLDTYLTEG
>MBL3594330.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB22
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MBL3594331.1 EF-hand domain-containing protein [Rhodovulum sulfidophilum]AB22
MGGACGGGPGGMGPRGAMQGQGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELA
TRPGPEMMFNRIDADGDGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>MBL3594332.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB22
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MBL3594333.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB22
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEAAPAMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MBL3594334.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB22
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVAAVLDNARRALPGLSDRPLPPEGDIVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGTQAGGRPFEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAAPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGGEVATAEALLVHVSLETRQAAEPAAELARRMAEIARAHAALPRPAGVGRSVGQ
KPL
>MBL3594335.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB22
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSREIQAEIAAMHKAYPMPF
>MBL3594336.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MBL3594337.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEINERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MBL3594338.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MBL3594339.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB22
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MBL3594340.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB22
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WIE
>MBL3594341.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAEQAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MBL3594342.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MIETSLIAPCLAYLGRAEGEAARGQRMAGELETASERPRSETVQDPAPGTIPAVPGYFRRTREICDRHGGLPNLDKGICG
RGRTGTLFACDQHGIAPDIAAIAKGLGAGFSRWGRCCVPPAIEAGSGPFPHGPPYGPSDRRRADGADPADPGRAARAGAD
HGRKARGSPARGPWRAPHVGDIRSQDLFRGIERPKDRAGLPPSRPGAGPMPGSPPPLSRPACSAIRWAAPLTGGRAIRFC
WPRPSPLTALMPLKSRISCNSPWPPCGEPPRLAPCHQEALELRRILIFIQAENRKRAVEPPASDHVGSPPQRKSVRCPAR
CVSMS
>MBL3594343.1 hypothetical protein JMM63_01930 [Rhodovulum sulfidophilum]AB22
MLREEMADVTLDHDTRTAEIERKTFDQAAPGRELTRGYERAQGARTAFLRKPAPGSYGRCRDRLFSQRKTPR
>MBL3594344.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MBL3594345.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB22
GRALWKKWAGYHVRSRVEAQMNRLKLFGERIMSRDPDRQTAELQVRIAVLNGYTALGIPITEAAG
>MBL3594346.1 hypothetical protein JMM63_01950 [Rhodovulum sulfidophilum]AB22
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDNDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGREEAIRGLFDRKHR
>MBL3594347.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB22
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVIAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MBL3594348.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB22
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLVLRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFSLAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MBL3594349.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB22
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MBL3594350.1 hypothetical protein JMM63_01970 [Rhodovulum sulfidophilum]AB22
MNARHIFLALALFTCQPALAQQVEIRSGEHADYSRLVFETEAPQGWTLGRGPDGYLLRFDNRALRLDLGDVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPPAPVEPVRPDTPPAADI
AAQSPSPSPESSPVRLPIDLDLKSALNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPVQPDPGNAEKVSNAQDALSDPDLRAEENGQAKTQVAEDHTPSDWGNMRVETSMDRGLDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRTPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDTRADWKIDEILASGGSGTADALALRIETGLSRGQAPSEDSLALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLSELARSGSDEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEADSLRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGIESSGDPNQRAFVQTRRDREPADITMEPSLAVARDALGTSEIMRERLRALLDRPSTQP
>MBL3594351.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB22
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MBL3594352.1 hypothetical protein JMM63_01980 [Rhodovulum sulfidophilum]AB22
MKGSSRSKSASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPVGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MBL3594353.1 hypothetical protein JMM63_01985 [Rhodovulum sulfidophilum]AB22
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTLQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MBL3594354.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB22
MAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGRGQAAESGPLDVAFVPIEKMIISLGP
ESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDLLITEF
VLN
>MBL3594355.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB22
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MBL3594356.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB22
MSRLLLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARWGLAPKVVEIAREMAETEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MBL3594357.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB22
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MBL3594358.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB22
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPSAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MBL3594359.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB22
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MBL3594360.1 S49 family peptidase [Rhodovulum sulfidophilum]AB22
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRQRRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>MBL3594361.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB22
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIGLMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLSWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRVWGAVFFLLYAAYAG
VLLL
>MBL3594362.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MVTGAAQRLGRAMALHLAERGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVL
VNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLA
KMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDG
GQHLGWRTPDVLGVE
>MBL3594363.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB22
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEVGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MBL3594364.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB22
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MBL3594365.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB22
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MBL3594366.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB22
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRGDGGLARMELEHYPGMTERALETISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>MBL3594367.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB22
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELDQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MBL3594368.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MBL3594369.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB22
MPGAEPVRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLVADMLEAQIRRNDPLAPLAGNGLDVDTMLNGLELAQEAEVFVFNTAGNLVGHARGLVRTDSPVEEYEG
DSWITVITDALYRAWLGGVSLFGQEEGSDAEGDPQRRLTDQVAITLTDGQQVATGVDSSGHTTFSVTAQILRDRQVVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRGARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MBL3594370.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALRAELVADDRTILTRTGSGLLASAPEAIRGLIEARHVGLL
RAEAVASAPVVLAVDLDSPETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MBL3594371.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB22
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAPFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAMAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MBL3594372.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB22
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MBL3594373.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB22
MPPPRRWRPGANISIVSTQAACEDPLTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLL
MLAASKGTAIEVSTHGPEALKLADALERLVATRFGEDM
>MBL3594374.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB22
MHGQPAAEPPHDARELSYARTFPDPFRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLADVDEVAEFMIPVPFPHAEDARERNLEMRRAAMEHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHTL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MBL3594375.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB22
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EATYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MBL3594376.1 hypothetical protein JMM63_02100 [Rhodovulum sulfidophilum]AB22
MIFDNPGGGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MBL3594377.1 FAD-binding protein [Rhodovulum sulfidophilum]AB22
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MBL3594378.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB22
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAADDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MBL3594379.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALEEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNSLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MBL3594380.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB22
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MBL3594381.1 elongation factor Tu [Rhodovulum sulfidophilum]AB22
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3594382.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB22
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MBL3594383.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB22
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MBL3594384.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB22
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MBL3594385.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB22
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MBL3594386.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB22
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLALGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MBL3594387.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB22
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MBL3594388.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB22
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MBL3594389.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB22
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MBL3594390.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB22
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MBL3594391.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB22
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MBL3594392.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB22
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MBL3594393.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB22
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MBL3594394.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB22
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MBL3594395.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB22
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MBL3594396.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB22
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MBL3594397.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB22
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MBL3594398.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB22
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MBL3594399.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB22
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MBL3594400.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB22
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MBL3594401.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB22
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MBL3594402.1 hypothetical protein JMM63_02235, partial [Rhodovulum sulfidophilum]AB22
MTEMLRPGRTRERKLTVRLDGVPLAAGAVDALTGIELRQTVSAPALCELCFEAGGALPLDPGALAGRRLEIAAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALPARHEANGLDALARTLLGRHGLELRGESGAPCPAVLLQHGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGLGAPLPLSFEGGLLEAEIEENALAGFAATRQTLWDTGLD
>MBL3594403.1 hypothetical protein JMM63_02240 [Rhodovulum sulfidophilum]AB22
MDRVTLLVDETGDQISALLNPASLNFRRQSGMRPRRRIGPAVAGGTGRDAPLVFAGDAVTELDLELLFDADFAGSATPAP
SGPPRDSLDVRGLTAPIWRLSEAAEAHGEALDDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLALRFRVFQ
EAEEDPRGYLPLPAPVESFLDEVPVPGALAGPQDPDLPDLLDQSPGVTVIGGERLDEIAARWLGSPADWRWLAFVNDLAD
PLRLEPGTVLTLPPPGAGPGAPTTGAVP
>MBL3594404.1 hypothetical protein JMM63_02245 [Rhodovulum sulfidophilum]AB22
MTGRRGFLAGTVSALWRLLGRIAALLSGRGGAVEAGQEDLPPAHWLAAIRAAAPDKLDGTRLIADFTGRAPDPSAGECRA
ETGTGFAPPWLPARPVSVHIVATASRAATGSLRSVSPRPLATPLAIVAPKIIAPEILEPVTAALGTGPVVPSVVGRSAGS
RSRASVLSPASRAAEAAGPQSVEQSPEQLPERNGGSGISRPRRIPAVRVLSGAGLAAARSGAAEREAASAWPGEGPGKGA
SQGWDGPHRPISGAEQSEGQQDEHGDSHGGGQKDDDQKDGQTRLRPELSVRPVAPVPLPDAAALHPAPATLPRVPAGEVA
FAGVAPAPWRPPDVDLVHASGTASPAGWPRRGSAPNPAPTGAGLRIVADAAGRFPAMDPAREAEPLPSFERRLDGPEARR
ARFAREQGGELWTV
>MBL3594405.1 phage tail protein [Rhodovulum sulfidophilum]AB22
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>MBL3594406.1 phage tail sheath family protein [Rhodovulum sulfidophilum]AB22
MVMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFTDEDSSSTDLSNAAFGAFANG
LRRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYATKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARR
GTATQEDATPSPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAID
AERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKL
DVRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>MBL3594407.1 hypothetical protein JMM63_02260 [Rhodovulum sulfidophilum]AB22
MQGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPEEEAGEETGEDGLRAVLRLGDIAPVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLILEGAGHPAFAVEAVSRPDAPLPGLAIRACLERRRAAQTAPPVKIHNVELRPGRRSERQRTG
>MBL3594408.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB22
MPPIARVGDTHVCPVKGHGSNVIVTGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>MBL3594409.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB22
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANEYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYIC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>MBL3594410.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB22
MHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTERD
IDL
>MBL3594411.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB22
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRISGKGDEQSL
QIAQLRYHY
>MBL3594412.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSMVEIADAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCGLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPSAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEAADARPRGSEVRFENVDFCYRPGQRVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFITRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWNHRARAAGWQIGG
>MBL3594413.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVVLGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MDEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETIR
>MBL3594414.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MMRSLLNTACVAALAFGSLAFAARPLEARDRSVDGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGGWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MBL3594415.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRRLAGTCSAPEIPLKNMEIAE
>MBL3594416.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGRPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPASRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYAFLQERRLGEARRLLLEGKGSVTDIALSVGYGSLSHFTALFRRRFGQ
TPSDVLSPSKTARRTG
>MBL3594417.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB22
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFDAAAAALAFDRAAALYREECGGEADWRDLAYGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRG
>MBL3594418.1 isocitrate lyase [Rhodovulum sulfidophilum]AB22
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMVAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYREGEFMRPAR
LPNGLFPFMEGTGRARVIEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGRISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MBL3594419.1 malate synthase A [Rhodovulum sulfidophilum]AB22
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
TPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAAKAENLPDFITTPAYAVLNALD
>MBL3594420.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB22
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMAPRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGDGFGAGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MBL3594421.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB22
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MBL3594422.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPADTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MBL3594423.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MBL3594424.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MSLKMTRLMGMAATAGLMAGSALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAERDPRNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLSATTN
>MBL3594425.1 transcriptional repressor [Rhodovulum sulfidophilum]AB22
MTKANHESLLDTCRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MBL3594426.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB22
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELRAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MBL3594427.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVARYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGEAGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPRRLELIGEGR
>MBL3594428.1 hypothetical protein JMM63_02365 [Rhodovulum sulfidophilum]AB22
MRHPVSLLLAAAPTARAASATPLDVKMPDRGNAGGTVSKPAFARAGPDGTIRLAPTGTGPGIDGMLPAGRAAVVGAPGRE
VEPGVTGAGLSGTKGPPPVATRMALPRIGGPALPHRGRTAGPFGDLVAQVVQ
>MBL3594429.1 NnrS family protein [Rhodovulum sulfidophilum]AB22
MSTIPRPALFSYGFRPFFLLAGLFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWTVMALDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHLEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGALPAPFGRFDRLALMASAAVLALWSLAPGLPGLSAAF
AGLAGLHLARLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLGGIGGPGLSGVLWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>MBL3594430.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGEIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGATDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MBL3594431.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB22
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MBL3594432.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MRRFSVTPEPPGLLMRSVLFAALMIAALVSRGDAQPVYPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEEAGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEDETGQAFVRAHLPGGYADDFLLTPL
GVQNAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLASSVPALANHALVSLPAYYDSAV
VDYPLILGRWAAAFTSLIEG
>MBL3594433.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB22
MTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEVTLVPGAAFEEVMAEIARWGDITLVMNTGDVILEA
KGPLPEGRVAQGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDVRGGVLFKIYLGRDAARALIPAQLAAFD
ALRARLAQGQMA
>MBL3594434.1 hypothetical protein JMM63_02395 [Rhodovulum sulfidophilum]AB22
MNNGENNLRNLCMPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCE
TRRGREAVGAIPSTMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MBL3594435.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB22
MATDFNSVFGDPNVGPRTITISGGGTLNAVSENWAVVALGWTAGDTESIMTVTGEGSKLHTSALGSQAEGAGWATIAYND
GTTGVLYIQDGGAFEAEADIAVGHGVNSTARIDVDAGFLETKGNAQLRVAYERGSRGEVNLSNGSTATLGGNVLMGRNTG
TTAEFNILSGSEATSNGQVVVGETDGSTATFTVDGDGSTYISNGAFDLGYASGATGKLVVGNRAEATFNDDLRVGLMGNG
AIEVNTGGKVTANTDVHIGGTEGERKGGKGSLSIDGAGSSFTVNDNGLFIGFSTPGTAGAPSGSVTVSNGGTLTLKAEAP
EPRGNQTQMPEARESTGDLTLGYGEGTYGVLAVRDNGSRVAVGGDLYAGYSGTGDIEVSGGASLAVDGTAYLGHGEGSIG
TILVNGVGSELDMSDSLLAVGYDSAGDTQDGLNGGAVTIFGGASATVGELSVGHEAGGGGTVGVTGSGTDGDESTVASRL
TVRDDATVGRGGKGVLMAATGASVDIGGGLAIGVNDGSNGTMRVSRGATVSVGTEDGEGNYDGTISVAQNSGSTGTLIIG
GDRTAGGDYERADAGRVNAGTLAFGDGTGSLVFSITDTDYTFGLDVTGGGAIEAYNGTVSLTGDYSQYDGDTNIHGGTLS
VDTGTFTHNAITVMDDATLAGSGTVSDVTLQDGSTVAPGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKSTE
EDEAPGIAVNNIGGAGGTVTLGGSSSLSVSRLASDTAGDFKVNTWYTILTADQGITGEFSEVSDDFAYLDTSVDYDDDTK
VLLALTRNDTDFEDVVGSSNTNARNAARAVGSMDEDNPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRL
VVNRMRQLTPGAGAAPAAVTRNATSYGAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRT
GVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVE
LGYRTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTG
DLNAESTMRFASGSDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MBL3594436.1 replication initiation protein RepC [Rhodovulum sulfidophilum]AB22
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAGRAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREELTLLKRDAVKLTVYGRESGLPGDWEGIEARLLDIHRQMRRRLDRAELETLKAALSGFLSEIRALLVET
ENPSGSDGEIGRHYQNSNPDLNESEPCQEMAKGVGLPCSATAAMTGTGAELEPGSDTWTDDGSEPGGDPGSAPSVTSIRS
AGSKMPDLSAIPGGTDAPPVLPLALVLKACPDILDYAPSPPRHWHELVALAGFVRGMMGISPDAWAEAERVMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>MBL3594437.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB22
MARKDLLKGLMDPGKPVPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVVGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRVVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MBL3594438.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB22
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MBL3594439.1 ModD protein, partial [Rhodovulum sulfidophilum]AB22
MQPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATGAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAR
>MBL3594440.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDLSEARALADRAVAINAGRLNERTPLPCSPSTTRPSLAF
>MBL3594441.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALFLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MBL3594442.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLAEAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAAAKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPACYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>MBL3594443.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASHVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MBL3594444.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MBL3594445.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>MBL3594446.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB22
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGAMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MBL3594447.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB22
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPSGAGAPDLLALTLCGGVAAERHWRP
ALVAARAVRRPVLVPVPAARFGAWLDLTGGCAVRLACDPAALEAWWRALDRPFPLERGLTGGVCALWK
>MBL3594448.1 hypothetical protein JMM63_02470 [Rhodovulum sulfidophilum]AB22
MDPSSPSALWTDRAERLRADDSVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAELGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MBL3594449.1 hypothetical protein JMM63_02475 [Rhodovulum sulfidophilum]AB22
MSPRPDPDWIEARRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPA
AMAAEPGAAAFWRQAVVDHIRFSLAISDPNRRGPSVNPLKATATGAFCPYLRPDAELAALGGPAWLAEPRCAADGGPDLE
RWGRPQFDGPALRAAALIRLGEQMPEAQGPEAARLIARDLEFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARH
LGRAELAEAAARLAGLIAGATDPVTGGWRESLEAAPGALDAATVLALVQAGRMDGPFALTAPRSRATMAALETLFAGLYP
LNRGRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLASEGDDLPEQADRETGAPS
SCLGLSWSAAAYLAAAAARDQALASR
>MBL3594450.1 beta-glucosidase [Rhodovulum sulfidophilum]AB22
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALYDAVNWAA
HLRADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFAYAPDEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFAAPYLDASA
>MBL3594451.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MGNRSNENAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTAPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGQAGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAEAGLAAPEAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSTVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIDQQCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSA
TEARPGEQVSLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEHREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MBL3594452.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB22
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MBL3594453.1 hypothetical protein JMM63_02495 [Rhodovulum sulfidophilum]AB22
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGATLPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADK
VAGGTGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKPGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
ELDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNTL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAAPCKYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MBL3594454.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB22
MARGEEIAAENRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPERVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPEG
>MBL3594455.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB22
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTEAERARVRGVIVTKFRGDPGVFSSAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPEAMAGDPVERALDRLAEEIEADLDLDAL
LTLAR
>MBL3594456.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB22
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGVAPPGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MBL3594457.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB22
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MBL3594458.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB22
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>MBL3594459.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB22
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MBL3594460.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB22
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAETGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGASAVP
LAAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MBL3594461.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB22
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMILAELAHALV
>MBL3594462.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPLFEIDGLVFGYPGRPAILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLNRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MBL3594463.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB22
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLDPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MBL3594464.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB22
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLAEGPGSAAPGLILFGPLVEE
PENA
>MBL3594465.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB22
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGRW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRLAAATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MBL3594466.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB22
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEATLPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MBL3594467.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB22
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATPTRSAHSLAHR
GTGSVAEAAALAACGEGARLLGPRRVSNDRMSTCAIATKDLP
>MBL3594468.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]AB22
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALLPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVAEFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERAGRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MBL3594469.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB22
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPARRVFLAVGRMHLQAFAAQPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MBL3594470.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB22
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>MBL3594471.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB22
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPAGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MBL3594472.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB22
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPNIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTPKRLPANNEVMCTLQAEGIAARAAAIGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MBL3594473.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB22
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARAHGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPKDAPRIVLTFYRAYVTAADLGPIEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLAQAGLPGTPAEDLAGDLAETLGRETLSWPLPEYEAALAALPAPLRDALSDVWGAPETDPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSEACWPEA
LIGDLPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAESGFDTAPSVAAESAALLGA
LQGAPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAVRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDTQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSEAGSRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MBL3594474.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB22
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWGPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MBL3594475.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSAPEPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MBL3594476.1 FAD-dependent tricarballylate dehydrogenase TcuA [Rhodovulum sulfidophilum]AB22
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGG
YPAAEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGIAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLCLIVQTADGPRRLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGTDVGSARYSVWGQALAGRADPRAWLILD
AEATARLPPLLYPPLTAENPADLARLCGIEPGGLVATLEALAAHLDRGTSLEPPRSRPEGVPFAPPLRPPLAAIPLLPGL
TFTRHGLAVDGTARIRLAEGGSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGRIAGAGAASLADHGVGHAGPATDNL
RQASAVPALQPAPPQPAAPEPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHY
DCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIPHGLMAG
GAGLAFGGAALVLAVRLWRFWRQTAGPAAQPGIRPLARGLGAALRLTNLGADRGCDGPRGPTGPARRIFHHLLAGGFVLT
GLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLAL
LALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGSRR
>MBL3594477.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPGEDNLAGACFGGTARLATAIASARAEGGPMLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPNIVFTDPVGAAQAEADRLTAEGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRIDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLERVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRTGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIAAE
>MBL3594478.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB22
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MBL3594479.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB22
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHAALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>MBL3594480.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB22
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFAELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MBL3594481.1 HAMP domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPRYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIADARDRLTELTGHVYLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVKGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEA
>MBL3594482.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MRLVLAIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGQGMRLGLLAAFEEANRAGGVHGRRVEL
DSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLIDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGNTALPIVAEYQAALKEVDAEARPDFVSLEGY
LAGRVALRALQKAGPFANRGRMREALDQLGTFDLGGLNFSYGPGDNQGLDEVFLTRIGADGAFEPLPPAAVDPKL
>MBL3594483.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>MBL3594484.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTDLLDVEDLRVRFPTRTGMFDAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MBL3594485.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLTARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MBL3594486.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
LVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MBL3594487.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKTLLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MBL3594488.1 dipeptidase [Rhodovulum sulfidophilum]AB22
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMAQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRRAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MBL3594489.1 ATPase [Rhodovulum sulfidophilum]AB22
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMSHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARKKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMTPELIDRAWANMFVRDDPILH
>MBL3594490.1 prepilin peptidase [Rhodovulum sulfidophilum]AB22
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGLAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>MBL3594491.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB22
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVYNNWGYSKLTRGDFKGAERLFVTALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MBL3594492.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB22
MRSTTRSRTQTSDRLRRGAVLVALLCTACSASGTLSPAYRGLPAPAGTAHPATAVDGLVVGHRLMAAGEYDLALRAYYRA
AAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
RNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>MBL3594493.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB22
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLIALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRHASGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>MBL3594494.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB22
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLERGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVALSVLAFLGLTVGTEAALPVRALASVAIGVGGVFTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAIAVAVFLVVNVIFMRVMINI
KV
>MBL3594495.1 CpaF family protein [Rhodovulum sulfidophilum]AB22
MFSRYRKSEPGKVPPAPPQPQAKTPPEVPAEASAPALPALPLQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASERLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQPHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MBL3594496.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEARDFLEQPEARRLDFIAVAVGDADAANIAAIG
EIVEAAKRHGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPTDILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRSRVRRLADSLEIEIGLMLPDGGRSVTESGDHGLLLAETAARSPLRKEIRKLALS
LHDVGTAAAAAAQ
>MBL3594497.1 OmpA family protein [Rhodovulum sulfidophilum]AB22
MRARLALLTLGTVLALSGCSPQQRDEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRTAQSALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKSGLIPEPLQAEE
>MBL3594498.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB22
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNLFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MBL3594499.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB22
MRLIFGLVLLVGLGLAGFAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGATDDVVAKAVEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MBL3594500.1 hypothetical protein JMM63_02730 [Rhodovulum sulfidophilum]AB22
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGENISDALSDATVASPGTLGWSN
>MBL3594501.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAGFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVATDILAALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MBL3594502.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASDAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MBL3594503.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB22
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRILGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPMAE
RMSKRTVNAVENR
>MBL3594504.1 hypothetical protein JMM63_02750 [Rhodovulum sulfidophilum]AB22
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANARVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTIANPRVAAIAAYNAANAD
>MBL3594505.1 CoA transferase subunit B [Rhodovulum sulfidophilum]AB22
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MBL3594506.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB22
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRRMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGKHEKRIEQRTTRAA
>MBL3594507.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB22
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFAQQSWREHFDTLGKAAIVADTGSRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTKVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MBL3594508.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB22
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPARPASADRFAADYATLAGAGGAARDGQPIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MBL3594509.1 DNA-protecting protein DprA [Rhodovulum sulfidophilum]AB22
MRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARKLGAVALLHGDPSYPPALHDLADA
PPVLWALGRTDLARRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQAGGIDVP
YPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVLAVPGHPF
DARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAAAPAKPPPRMTEVPETPAEARRAAPPDTAALHARILDRLGPSPL
AEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MBL3594510.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB22
MQHPPFRPFETALDRDRTLLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MBL3594511.1 threonine synthase [Rhodovulum sulfidophilum]AB22
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MBL3594512.1 insulinase family protein [Rhodovulum sulfidophilum]AB22
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MBL3594513.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLERCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MBL3594514.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFIF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
EASRPGSSSLEVSLRTLPSRPTVVVLEPLSD
>MBL3594515.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVSDGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGGVIPPP
>MBL3594516.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MBL3594517.1 hypothetical protein JMM63_02820 [Rhodovulum sulfidophilum]AB22
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>MBL3594518.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB22
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MBL3594519.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB22
MFYRPEDGHGLPHDPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVNIVEETATNAMNATSAPAPCGEDEFALAGIDRTPCETIACSRVADAPAALECRLTRILRLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>MBL3594520.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MRQAVAVFGTIEHDIPFCHFPRHYLVLGAGPAGRESGVIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVA
ELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAVHPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGF
SRLTGVEMPPPTNPDRVLGIELRPGAWAGIIGAVTRARPD
>MBL3594521.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3594522.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB22
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIE
>MBL3594523.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB22
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MBL3594524.1 hypothetical protein JMM63_02860 [Rhodovulum sulfidophilum]AB22
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MBL3594525.1 chorismate synthase [Rhodovulum sulfidophilum]AB22
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGMPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MBL3594526.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB22
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPESFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFFDFMLTEPFQAAIPTTNWMYPAVTPEAGLPTGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MBL3594527.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB22
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSGALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDRRGLRLQDTACLGLAALFLILPLAMVALRGLPGLAGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLDGLAGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MBL3594528.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLSAARNVGLGLRPDLRLTPAQNRAVEAALDRVGLGGLGDRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATLLFVTHDPADARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>MBL3594529.1 cytochrome c1 [Rhodovulum sulfidophilum]AB22
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MBL3594530.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MBL3594531.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB22
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MBL3594532.1 hypothetical protein JMM63_02900 [Rhodovulum sulfidophilum]AB22
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MBL3594533.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB22
MRRHSFEHDGLVFSFLDAGGEGQPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHGIPAYLSDAIAL
LDHLSMDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFHLREDLENRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAVNGDHRGVWLQSRCPALVVSGSESRVCDPAELQAMAKSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEDSCA
>MBL3594534.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB22
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPQARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILGLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRAAGEAQVARHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>MBL3594535.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB22
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGLRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLEAFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTV
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEAG
>MBL3594536.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB22
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSESRFEVRDPADGAVLGSVAAMSAKQSRAAIDSAQAAFPGWAGTLPQDRS
AILRRWFELVTAAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEGAVAKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MBL3594537.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB22
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWSLLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALALGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRDG
>MBL3594538.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB22
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGGGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MBL3594539.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB22
MTRTKALIAGLSMTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MBL3594540.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB22
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAATRPWTIAAAVHMEAEWTPEDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPDFRRGYAG
LAAHGLHFELQTPFWHLRDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MBL3594541.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAAASNH
>MBL3594542.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB22
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTV
>MBL3594543.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAQEGARRQRALNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>MBL3594544.1 cyclase family protein [Rhodovulum sulfidophilum]AB22
MTIVDLSMTVGPHFRWAPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFNLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGRREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMA
>MBL3594545.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MRPARLAVLAVRVADRVLAAVEALLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MBL3594546.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB22
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRSALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MBL3594547.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB22
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAIAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATIRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARQAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MBL3594548.1 aldolase [Rhodovulum sulfidophilum]AB22
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEEQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MBL3594549.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATADERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIIDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MBL3594550.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB22
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MBL3594551.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB22
MTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPNVAAVVVI
GIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDTTTGLSSC
PTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKGNILGGLT
TIEEKALGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPIVPVIKIS
GNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MBL3594552.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB22
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDASDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>MBL3594553.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGARVDIDARN
GFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGTNPIAFAA
PRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGRPTTDPRAALGGTMVPAGDAKGAALALVVEILAATLTG
ANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVPGHLMEEL
SALPS
>MBL3594554.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB22
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKENPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAVAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MBL3594555.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB22
MLDFFLAALTPLNLVLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRTLRRRGTAPPAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLGGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>MBL3594556.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB22
MPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLRIGVALLG
ARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSERNLSFTV
FGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVLILTLALR
GAGVQDQSGAKRPPILPGFVIAFLILALINSLGWIPAPAQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFL
ETLFIAGVVLAGVMVLL
>MBL3594557.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB22
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCIFRPSLDGDRSPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MBL3594558.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLISLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MBL3594559.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MBL3594560.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEKRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MBL3594561.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MBL3594562.1 dienelactone hydrolase, partial [Rhodovulum sulfidophilum]AB22
MFRALRLAAFALLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATLEAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHM
>MBL3594563.1 ferrochelatase [Rhodovulum sulfidophilum]AB22
MTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQLVVLTKRPFASGENY
RSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKILFFPLYPQYSGTTSAT
ACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLTEGDPYHCHCLKTTRL
LKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINEEICESFEEAGGEKFT
YIPCLNDDDAHIRALSEIVKVNLRGWAD
>MBL3594564.1 hypothetical protein JMM63_03075 [Rhodovulum sulfidophilum]AB22
MKKLALAAAFAATASTAFAGGYAEPVIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MBL3594565.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB22
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MBL3594566.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB22
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>MBL3594567.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB22
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVI
DIFP
>MBL3594568.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB22
MSHLVERLSLRGEGVTGDGLTVALALPGEEVEGAPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAASLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MBL3594569.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MBL3594570.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB22
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPGGLAACATNSAGIETLSRERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVMIHLEAALGLAPDPIRRLAALGGEDVAGRLRLGKAEARRLGRLVEGAAAGEGPAVLAYRVGPEVARDAVLLRAA
SLGADLPEGFGTEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MBL3594571.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB22
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MBL3594572.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB22
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHHYPPGIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTNLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MBL3594573.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB22
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIAMRRRLGA
FRRFTFMPEYEIWTEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQIR
>MBL3594574.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB22
MVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEFCRAFRALPRESYGYFILLTSKS
ETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSLVP
ERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGGQY
RARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFEGC
EVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>MBL3594575.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB22
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MBL3594576.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB22
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAGADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREAGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLCAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MBL3594577.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB22
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MBL3594578.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB22
MAMSLKTIKPVLLICALVLGYMAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEDPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGDTYTTAIFVSDPAERRVAEQAKTEAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MBL3594579.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB22
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MBL3594580.1 hypothetical protein JMM63_03155 [Rhodovulum sulfidophilum]AB22
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLVDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMIQRKVFEEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MBL3594581.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB22
MMAQYLDIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPKVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MBL3594582.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB22
MAEPEKTEFDDVATETATETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MBL3594583.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB22
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>MBL3594584.1 ribonuclease PH [Rhodovulum sulfidophilum]AB22
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MBL3594585.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB22
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>MBL3594586.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB22
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQGAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLGRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWGDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCEAAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLVQGLSLRRYERIANSQIDRSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MBL3594587.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB22
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGGED
>MBL3594588.1 ParA family protein [Rhodovulum sulfidophilum]AB22
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVKTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MBL3594589.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB22
MTIAAGEFPDVSRETSERLASYAALLRKWNPAINLVSRATLDELEIRHFADSAQLFDLAPADARHWVDLGSGGGFPGLVI
AIIAEEQAPGLRVTLIESDQRKATFLRTVIRELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLSPGGI
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MBL3594590.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB22
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGIMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAAPGLEIVEGEAADFLQREGRIAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDEFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHVEARQ
IACGITHTNEQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVCSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
SVIFSRTTSYVGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGERRRTSFEVKMERLSAGRAR
LESMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDPALEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSSELKGKLSRVQPETLGQATRIDGMTPAAATLILARLRQMERQSA
>MBL3594591.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB22
MDTIFAQATARGKAGVAVIRISGPRAHSAARSLAGSLPAPRKAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVSALLSALGCIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWRDAL
IRAAALLEATIDFADEDVPVDVTPEVTVLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPGPEDIVLRG
KADLADGAGHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVENLLDEIFSRFCLGK
>MBL3594592.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB22
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MBL3594593.1 CopD family protein [Rhodovulum sulfidophilum]AB22
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGKTFRMMNELPTILMLVIVFSVVVKF
>MBL3594594.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB22
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDSIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMS
>MBL3594595.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB22
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MBL3594596.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB22
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MBL3594597.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB22
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGNEAWRPRPRPTPLPSRLTGEEAAAHRAFVETMGDDALWK
SFD
>MBL3594598.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB22
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MBL3594599.1 FxsA family protein [Rhodovulum sulfidophilum]AB22
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MBL3594600.1 Tim44 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MBL3594601.1 elongation factor P [Rhodovulum sulfidophilum]AB22
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MBL3594602.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB22
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACKAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MBL3594603.1 hypothetical protein JMM63_03270 [Rhodovulum sulfidophilum]AB22
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQKLSRRQSGAATADAIGVFLTLVSTVTGGDRA
GRIAAAKGRKLALEARLESCG
>MBL3594604.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB22
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MBL3594605.1 amidoligase family protein, partial [Rhodovulum sulfidophilum]AB22
MDGITQLVPRDRFLPLRPRETRAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPHEIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVD
>MBL3594606.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB22
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MBL3594607.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB22
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MBL3594608.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MBL3594609.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB22
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALNLADTPAADAAGGALFDRAEPAA
EPVAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MBL3594610.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB22
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARASIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEHFD
AAAAATALDGMLGKVAHG
>MBL3594611.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB22
MAEQGADPGDVEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MBL3594612.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB22
MSRPPETGGDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAGRALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MBL3594613.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB22
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>MBL3594614.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB22
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGPRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MBL3594615.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB22
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAQRLGQPVVVENKPGAGGVIGVQQ
MLANAGDGNSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>MBL3594616.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAAIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MBL3594617.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MBL3594618.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAGDGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFELVEVATTITTPMGVYSDKIDDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MBL3594619.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MBL3594620.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB22
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MBL3594621.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB22
MDQPIPPSAKSAATPPGTDENETEPEALLPVDKPAAPVSAPLGSTPETAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTARIAHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>MBL3594622.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHKVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPDAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MBL3594623.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB22
MTSAQSLSLPAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRHDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPGSPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>MBL3594624.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB22
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIADNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MBL3594625.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MBL3594626.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB22
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MBL3594627.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTDYLEALSLVERLHRLLLDVIKAEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSNVSYNLKKLVEKGYMH
HQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQIRYIY
>MBL3594628.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB22
MEADFLHIPSAPVALAIFEWSGMLDQRLILSWTLINSPPARSTAIGTALGRGDRLLAEGGACWQATLDLTGDGTSNDEPQ
PREGVVREVTVNALVIGIGASVRLDHAETDQAGR
>MBL3594629.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB22
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLAVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVSVPPSGG
>MBL3594630.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLLEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MBL3594631.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB22
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMECIRRMLKGEAVTQETSGMSKGEWREFEAVLAPTGER
>MBL3594632.1 hypothetical protein JMM63_03415 [Rhodovulum sulfidophilum]AB22
MQFVSALIKMGKTLHQTDEPTQISSNKPFSKPISFQIFSTALVALGSAFFIFLSIYKSDGKLVYTLDDPYIHLAVAENIL
NGTFGINSGEFSSPSSSIIWPYLLAILLKLGVGELSPLAYSFPMGLASIWILSGWVWESTEKHFGRARQVAFFLLPLLLA
LCLNAFGLPMTGMEHSTHVFSSLLLLWGLARLSEGKGDTYVIAVYVGIFLCATIRFEGLALAFLGIGGLCLLKRWRDALA
NFTIIASALAIYATYMNAHGLPFFPSSVLTKSELAVSASQGDLFDNLGDSISHLKPFLLKKWRMVLLFFSVYAAAGIIFA
NKTGRKYRIILAICTIAILAHIIGGKYGFFNRYQVYVVGISIFSLATAIRAGLRFRNGLATFAFTAIVLGYVSDRYSGSL
LDIPKASENIYQQQYQMGRFVKEYFPERVAVNDLGWVSFKNDLYVLDLWGLGSEEARKLRNNDVWKPDDLESISRRHSVV
FAMIYREWIPDVPKNWEHVATLETSQITSASPFVFFYLMDLTKRKEMENALERFSETLPEGATLHMVSREADTL
>MBL3594633.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB22
MIAVILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MBL3594634.1 cold-shock protein [Rhodovulum sulfidophilum]AB22
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MBL3594635.1 arsenate reductase [Rhodovulum sulfidophilum]AB22
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MBL3594636.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADGFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
TDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVAALTA
EAKAPDLA
>MBL3594637.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYALEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVAGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRDLVEAKTGEAAKLRSALERLAELG
>MBL3594638.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB22
MERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLTLTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPSGESYDVGDFARVLARVETMADRAGFAARKAESAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VELSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVHFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MBL3594639.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB22
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDDREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MBL3594640.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MBL3594641.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB22
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MBL3594642.1 hypothetical protein JMM63_03465 [Rhodovulum sulfidophilum]AB22
MRLFLRDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAAGVVELGDFGRDD
>MBL3594643.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB22
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MBL3594644.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase, partial [Rhodovulum sulfidophilum]AB22
LGPETLDLPGPTGEANRLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALRDIEGISGALWWGDAETG
RVYALALAERDGPILPLIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MBL3594645.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB22
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MBL3594646.1 adenylate kinase [Rhodovulum sulfidophilum]AB22
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFTPRPDWILAGSLLGWGDPLV
PWFSHVVFLTLPPARRLAQLRQREHLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPRALVETAIAALDQTVGAA
>MBL3594647.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB22
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>MBL3594648.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMLPRHPAPGN
ETVFSRLMPAPAE
>MBL3594649.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB22
MDIVQLVDRLGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MBL3594650.1 primosomal protein N' [Rhodovulum sulfidophilum]AB22
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRRAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGVSRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MBL3594651.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB22
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MBL3594652.1 DUF484 family protein [Rhodovulum sulfidophilum]AB22
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLNLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MBL3594653.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB22
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKAPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MBL3594654.1 hypothetical protein JMM63_03525 [Rhodovulum sulfidophilum]AB22
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MBL3594655.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGK
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPILVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDETLAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MBL3594656.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB22
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQHLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MBL3594657.1 TIGR01620 family protein [Rhodovulum sulfidophilum]AB22
MTRRPVVFDLEDEEKVSARPARNSAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MBL3594658.1 YcjX family protein [Rhodovulum sulfidophilum]AB22
MTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPDNTVPRFDYE
AHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAEWAAETLGRL
DRRPGSDGFVAALAGIDPGAPFDEATAQLLAAQFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPLPVPGGSTPR
GSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAWLTRFLTGKR
VEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVRGTLMSTGRQ
AALYPGELPEDPALLLEPAREGAEDWLDGDYQVMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MBL3594659.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB22
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELAYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MBL3594660.1 hypothetical protein JMM63_03560 [Rhodovulum sulfidophilum]AB22
MLCSLKPHLSLIWVVAALLMPPARLARAKGLLAGLVLLAAAALTLVDPQVFSDYLHALEVHAGSPASKLARAELLYGLPG
LLDWGRSHPRGIAILAIALVTSAAAGRALARRRPAQCDWSIPMLAGACLAGAFASAHKGYDFSVYALVLALTARLPRTVQ
ALLLVPALLDLLPVVPGTANHVVLLDAVLACSAGFLILYGLGQRARSQQSRAAAPVVPRI
>MBL3594661.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB22
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVNELATGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTRFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAALNDIVERVSHIAELIGGIATG
AKEQSVGLGEINIGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARAAQRAEPAPSPDDGRMP
TELRKSAVNDGGWQDF
>MBL3594662.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB22
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKQTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQMGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSAESMLSGAQVTDDQLTQNCGKVVEFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSDVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGATPVFLPSQSAQRIAIMRAALTGGTPAPELTGASTAGAASAPAALPSFNIGN
>MBL3594663.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB22
MTARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>MBL3594664.1 hypothetical protein JMM63_03580 [Rhodovulum sulfidophilum]AB22
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPAP
TPEPAAPPDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELADDGGASCVNFQPETGGRGEVRLRRRTEDQ
>MBL3594665.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB22
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPEGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSASEAMARQADVPTDTPADTDGSGPPAGGATTGATVAPGPVPPEPAARSWPGAIAWVPLLALLLIAGGV
LVWLLLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPTNPAD
APGSRAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTN
NHVVAGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGD
WRGGTDPIPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEF
LESAALTPATVTRPCQPQLLRPVAPPASAGSPAEAAAGVPDFNLRPSSDE
>MBL3594666.1 hypothetical protein JMM63_03590 [Rhodovulum sulfidophilum]AB22
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEPRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
ILPASAPVATESAPATGAAPADPVAAANARPGMSLWPLLLWLGWLILALMLAAIVALLVPACGLRGIGLFSFCPNPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSDVLQEGSLSR
QGESWTTTINYPGLP
>MBL3594667.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB22
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEDLDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSGIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MBL3594668.1 hypothetical protein JMM63_03600 [Rhodovulum sulfidophilum]AB22
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPENGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKAGGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHGALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDSEAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSTEARANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGNRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>MBL3594669.1 hypothetical protein JMM63_03605 [Rhodovulum sulfidophilum]AB22
MALKIRPDPRRPSGGYAELSAEARALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVIRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPEAPPPAAQAEDPAP
EEQRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAKRLERLCPDLRA
ASDTLSRSAAEEYCRP
>MBL3594670.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB22
MVLFFAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHEAPDGPETSRYPAFQPLYVFARQEGWIEVGPSATAAPAGWVAA
DTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAIEPENYVNIRDRFYI
LPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIERTRKALARIIFDING
TDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLAGVEDAIRRTDWDRT
GSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAERYRQLSRFAGRQFY
YPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAPDVFESWVTEKAAEK
PRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDADSLGGALEYLERLP
YRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MBL3594671.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVSDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIAPDHAPGRPVSRLIAA
ADGQEAA
>MBL3594672.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB22
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGKGDPMITPLPGLGG
>MBL3594673.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB22
SLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLAGQPKWIWIGGIAGA
VYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTLLVLIGAVVVQWPALSR
>MBL3594674.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB22
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAGNGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVAPYAIVGGNPARII
RKRFADDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHKHWETHIRSR
>MBL3594675.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MPVPSLATRLGLPSALAALIFGAAAPAQAETAASTPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGETSETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>MBL3594676.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MITVTELSKTYGDKPVLSGITAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSAGQVRLAGTPVGDIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEERLRALYNLDFQVL
RNGDSVLCNYFTPRHRR
>MBL3594677.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB22
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAERPA
>MBL3594678.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB22
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLQQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MBL3594679.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDVAAALPWLAALLAGALACLILRRRVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEDLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGAPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MBL3594680.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMAGYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSGAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPGPAPGEGVTPEGNRLRFEAVGYAYEDGTETLSGIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRPDATREEVTAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQQPAPTQDPEIAR
>MBL3594681.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPAPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MBL3594682.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MQIRLSSRAALMASALVAPACIAPGTALAQEGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDTDGPLIGGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTNPDFTEPDFDYDFAS
LNGRLKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNTSKYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQY
SEADYDFTFALPYSGAAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALF
GEATWRFASDWALTGGLRLQQDRIEIEGKTSYVVGERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNF
QGKEYYEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVTNCQNADCSVTQGSMIVNGERAHAYGFELSADY
QASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGVGAAWDITQDVTLQGDMRYVDGYYSDDTNEPAAEVD
GYALANMRLSYRPRDGVEYFAYVNNVFDNRAELSVSRTDAAEIAQPRELGLGLRVTF
>MBL3594683.1 nitronate monooxygenase [Rhodovulum sulfidophilum]AB22
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDVEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMHPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVASLHEAGITLLATATNLEEARL
IAGAGIDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPAAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>MBL3594684.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB22
MAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGAAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWTPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>MBL3594685.1 hypothetical protein JMM63_03685 [Rhodovulum sulfidophilum]AB22
MVSYRDALRPLRRSLPFTIVGVTVFGPQALETAVAMLSGSSPPGTKQSPSSSGAVKKSLRAAHLPFVVAILIVLIARP
>MBL3594686.1 transposase [Rhodovulum sulfidophilum]AB22
MRQTRLRAPPYLRACHGAATLTVESYNGRLRDEYLNEHQFANLRDARDLISAWR
>MBL3594687.1 hypothetical protein JMM63_03695 [Rhodovulum sulfidophilum]AB22
MSCMKLFGHKLMARGFDRQTAELQVRIAILNRFAASTSPSNNPSSNFYLTFLAND
>MBL3594688.1 flotillin [Rhodovulum sulfidophilum]AB22
MGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEGALITQDRMR
VDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQNAVSEDLTK
NGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSRMEGEREKISIEQDEEQARI
EQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQARASADTARA
EAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARLRAEAQKAEM
LAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGTETAAGAGPE
SPVNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEDVPVNGAAARGGPAEKAGSLAQ
>MBL3594689.1 DUF1449 family protein [Rhodovulum sulfidophilum]AB22
MTGTYGFFGVFLSPQLVPFTTALALLAGMLVLELGFALMGGTLLGMGGSPDGPDLPETDLPDPGALGLDPGIDPGEFELA
DPDGFSGSSPADGGTGALGGVAALLGLGKMPLMIWLASVFMAFGIAGVAIQTAAYGLWAGLLPGGLVAIPSAALAVLFTR
SFGAVFARLLPRTETQSVRARHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPT
GSFRLISLDN
>MBL3594690.1 hypothetical protein JMM63_03715 [Rhodovulum sulfidophilum]AB22
MPPEQGQPIAGRSGGAAPRALTILVSLALGHPGRPAGLTEEVLDEEVRASGAVNDDRAGDRHHDVISALSKSMREPDPEA
TLYRLARQIPAGADLRVTAQPTMSHVSGDQSSGEGGVRQNRMFCNTAHRGPREATVFARPARNRTWHPISERSCSTAVPP
>MBL3594691.1 hypothetical protein JMM63_03735 [Rhodovulum sulfidophilum]AB22
MNQIGSGAAAAHATADLAFQPVMFRYVECRYVLAVGRHRSRDSLRRPERRFLHSPEGRLLAATPFGLAVFIHGWEGDVDK
>MBL3594692.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB22
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MBL3594693.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB22
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPAEIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYESAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MBL3594694.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRPDIREVALGSPVAGTKEIVPPARVEDRNLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MBL3594695.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKRRDFLKSTGAFAGAGLVSGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYANFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAITRHAGTGTMKRPIEIAADL
>MBL3594696.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPRPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MBL3594697.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMVGVALIGRRVQHHSTRAPRASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITQSGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MBL3594698.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAARGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSDDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MBL3594699.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB22
MTRSDPRPAFYRFQGEKKAPLPFPDEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAAMVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERELLKY
RSFGYGHSFGILSHYYGREAGLELREDIETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MBL3594700.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLAGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGHGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MBL3594701.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELTGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MBL3594702.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPTATVLTARRHPYTSALVAASAHS
PATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRSPPQRAVDRVSFAIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLEPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MBL3594703.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARSLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MBL3594704.1 hypothetical protein JMM63_03805 [Rhodovulum sulfidophilum]AB22
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVTVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPAHPERLRVEGQGWAVEAAVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYGPGDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAVAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGGRLTMPGSDDIDAPLKALLEDVLGGGKARS
>MBL3594705.1 P1 family peptidase [Rhodovulum sulfidophilum]AB22
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPSAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>MBL3594706.1 alpha/beta hydrolase fold domain-containing protein [Rhodovulum sulfidophilum]AB22
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGGDERPAFVDQARWLAEAWPGAAL
TVDPGHHHFNVIDGLARADSPLATALFDGL
>MBL3594707.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB22
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLRVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MBL3594708.1 elongation factor G [Rhodovulum sulfidophilum]AB22
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDAGGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRVAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAAWAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MBL3594709.1 hypothetical protein JMM63_03830 [Rhodovulum sulfidophilum]AB22
MDPSPRFKKTLRSTWSWYLAQSIFVRALLLVPIVGGLLMTFLIGNMGLALMGTAYAINAFLVGWIGGAIAVVLGRALQII
ARDGRQSR
>MBL3594710.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB22
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>MBL3594711.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB22
MHRSAGFRRGPGLRASRLGVAVLAGLMVALAAGSGGSAGTGADGPLHPLVTGDQSRGWKGVGRLELGAGGFCTAALVGPD
LVLTAAHCLFDGTTGGRLPLAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAIRLPGLVP
FGIGSQPGRGDAVGVVSYARDRSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEGGVPRILSVVSAKAEMGTR
KVALGTVIHDGLEVLRARLAADDPGDPLPRFGSGTARSAGAKFLRP
>MBL3594712.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB22
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARFMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLDLPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>MBL3594713.1 FAD-binding protein [Rhodovulum sulfidophilum]AB22
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGDGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANASGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEVAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPVAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVGEGRDICPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>MBL3594714.1 FAD-binding protein [Rhodovulum sulfidophilum]AB22
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVAAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQSGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MBL3594715.1 hypothetical protein JMM63_03860 [Rhodovulum sulfidophilum]AB22
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPEAMGDTTSVTVSIDGGAPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGVDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLDTVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MBL3594716.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB22
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGLQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAMLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
VLAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDVLASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRADEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIQVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
IGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MBL3594717.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB22
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPS
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLSHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MBL3594718.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB22
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MBL3594719.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB22
MAKNRSGQMIVKPVTESLAEAARAVSGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGK
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPGHEIRVSRDPETGEPMPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MBL3594720.1 DNA polymerase I [Rhodovulum sulfidophilum]AB22
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLQTLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPALPETSPAAADPADGTAPA
ALPFDPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDDALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAACVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MBL3594721.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB22
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MBL3594722.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MBL3594723.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB22
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIARPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRAV
>MBL3594724.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB22
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MBL3594725.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB22
GARPADIAAIRAAVAGNPSVVLARSVRCDRGEWSRVQAVLNTAGAALAAFPQATHLYLLTDECLPIEPAARLRAALDAED
CDHIESLDFQAVGGGGQMALRPNCRQDVAAPWRRAGIRAAVATGKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAG
RPDVRRFFRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTFGLVAENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQ
LRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRAWERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGM
PAVEFPFDDDAADLPDLGGIERGLAKRGRHHGAFLRLVFDSYGTDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQ
ADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAAGFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIAD
TATLFDD
>MBL3594726.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB22
MTEHIYPPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDDPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVI
>MBL3594727.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MBL3594728.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MBL3594729.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLENFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MBL3594730.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MBL3594731.1 substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MBL3594732.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MBL3594733.1 response regulator [Rhodovulum sulfidophilum]AB22
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MBL3594734.1 hypothetical protein JMM63_03955 [Rhodovulum sulfidophilum]AB22
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAGDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPRETAE
PSREAP
>MBL3594735.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB22
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MBL3594736.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB22
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADAPGFDAGPAEIGALAASGLPGSDL
PMGEAGGDLDDVGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MBL3594737.1 TIGR01244 family phosphatase [Rhodovulum sulfidophilum]AB22
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADASAAAMEAAARAAGLGFAAIPVRHAPVTPAMIAAQTEA
MAALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>MBL3594738.1 hypothetical protein JMM63_03975 [Rhodovulum sulfidophilum]AB22
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MBL3594739.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB22
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLHDVLDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGTAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALSLPDIALGLPPQAGTTSRLPRLTDPVTALEMMLSARPLSAS
RARQTGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGTGPEGAVRASLAILDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEHVLTVRARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRSRLSAGSGPSALTGCDAVIEAGSGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIVAAAREVLAVGALRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPRRGALSPA
>MBL3594740.1 hypothetical protein JMM63_03985 [Rhodovulum sulfidophilum]AB22
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MBL3594741.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB22
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MBL3594742.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCMVGLVAVGLLARANR
>MBL3594743.1 hypothetical protein JMM63_04005 [Rhodovulum sulfidophilum]AB22
MTATGPKEAERLGLTRDHRGMASPCVRGAIPQERERSFRAGEYAQSTPTTEVCPVAARLDLDRPYAAGRRGNANKDLQPL
PPAEGAVLSDQSSAVTADTNAGSVDQSKVGGMHETSAPFPIKPLEHS
>MBL3594744.1 hypothetical protein JMM63_04010 [Rhodovulum sulfidophilum]AB22
MAENASPRNEILRAARHLGLFLRKAGADGCVRNRLEARMSYRKRFDERALFRAPARESTEILICLSIVRLFNAPGRAEIE
AIARTSS
>MBL3594745.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB22
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MBL3594746.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB22
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGAIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMVLGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MBL3594747.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPAKDGLPRPLRILDAL
PQPGAEPA
>MBL3594748.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB22
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAVGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MBL3594749.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB22
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLSFLRSKQQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MBL3594750.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB22
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MBL3594751.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB22
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MBL3594752.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB22
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITADSATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MBL3594753.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB22
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKARLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
HHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIGMIREIFDDRMVPMTLDGIERGMKSLG
>MBL3594754.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSRHGARIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTDFDMLILRAYYA
PELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTPRAWIDAIETALGPGASSSRRVAAARTAVEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>MBL3594755.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MQASDSPCPPAKGLIVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDITFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEIRGRGVGRALIEAVYAVADSRGTPSVYWLTQDFNDTARQLYDRIGQSTAFVKY
VRG
>MBL3594756.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3594757.1 hypothetical protein JMM63_04090 [Rhodovulum sulfidophilum]AB22
MTLTPTSLDLPTGSRIILETLLTTDGKVESLLPLLELLNDPEPERSDLGPALLDALTRIAEELRRSSELREQHQAALQAM
TGTIATFRHEMREELSDIRQMRAAFPDLFRRTDEMHELLFDPTDAGSDVSSEES
>MBL3594758.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB22
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MBL3594759.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB22
MNGRSILLDEIGGRKAAALLEDGRLEDLLVDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
ESVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFATRGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MBL3594760.1 septum formation inhibitor Maf [Rhodovulum sulfidophilum]AB22
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWECDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MBL3594761.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB22
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MBL3594762.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB22
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAW
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVYAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MBL3594763.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MSLGIRTLTGAGIEAALDDLARLRIAVFRAWPYLYDGDHDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLCRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>MBL3594764.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB22
MTRDVTRDTIARYFVAFNAGDAEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYCESLTELVIFTGDECDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MBL3594765.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB22
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MBL3594766.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB22
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MBL3594767.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB22
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MBL3594768.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB22
MTEDARFEDGAEAPLHLMAVTEADLEVISTLVQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVSSQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MBL3594769.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB22
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MBL3594770.1 hypothetical protein JMM63_04160 [Rhodovulum sulfidophilum]AB22
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MBL3594771.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB22
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVTEET
PQERIQRFVPLTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDDVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGHCSGFDTLAWKPAAAGPAGLGGASDMLPLLVGGGFQKSAE
>MBL3594772.1 hypothetical protein JMM63_04180 [Rhodovulum sulfidophilum]AB22
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDANTEPPRDETPSEDDTPVEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAQKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARAALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDIRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MBL3594773.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB22
MTQHPPLLLLTRPKVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MBL3594774.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB22
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAERGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MBL3594775.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB22
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSTDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MBL3594776.1 YciI family protein [Rhodovulum sulfidophilum]AB22
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVADKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MBL3594777.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB22
MAFWLFKSEPNTWSWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MBL3594778.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MTAAPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFMRPEAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MBL3594779.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB22
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYC
>MBL3594780.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB22
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFQSYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MBL3594781.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB22
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MBL3594782.1 HD family hydrolase [Rhodovulum sulfidophilum]AB22
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKSRIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MBL3594783.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MADIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRTLEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGIDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWAAHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MBL3594784.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MBL3594785.1 SCO family protein [Rhodovulum sulfidophilum]AB22
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYQVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARTRP
>MBL3594786.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB22
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFNIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MBL3594787.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB22
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNATAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVTVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MBL3594788.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB22
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPPGALRLTLAPGEAETLRHASFVSDRADWAGRLSPIL
TEIQTGTAPDA
>MBL3594789.1 phosphotransferase [Rhodovulum sulfidophilum]AB22
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEGLASYGPAEMAELGCLPFRWYLPGQGLAAPED
EIAAVRAGLETLLAEAAPASVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPGVGARM
RARYVAATGTDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLRDTLQRLLPPP
EPDRLDRIASRCAPRR
>MBL3594790.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB22
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHVAGRPGLTVLRETE
ALLDTGGGLRNALPVLGEASVFTLNSDAVWTGPNPLCTLAGAWDPMQMDGLLLLIPPERATGHSGKGDFLIGPDGRLSRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLSKGRLYGILHCGGWCDVGHPGGIAEAEALLAGQGDV
>MBL3594791.1 double-strand break repair protein AddB, partial [Rhodovulum sulfidophilum]AB22
MFEDPGPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPHIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAEGHEDGRKAWAAWLAEALDGTDRAGT
EPLSTHVARHRQLAEILAAGPETEGSGALWLEEAGLQARAALDLLEAEAEAGGEMTPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDIAQALDRPATPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMTIADEVLATEAPWPAARALWR
ARLGRAAESFLRDED
>MBL3594792.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB22
MRALLAALLLAGCGGLPAPLSPNVAANVQAGAENVQGQKIENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGWRA
>MBL3594793.1 lysozyme [Rhodovulum sulfidophilum]AB22
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRDVELGDSYTPAECRAMFAGRLAEVEAGLDRLIADP
LEALIPARSYVGILDWAYNVGPGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
DVPFRWDGA
>MBL3594794.1 hypothetical protein JMM63_04290 [Rhodovulum sulfidophilum]AB22
MHLVPQWRALIRRAWSIRLILIAGLLSGAEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3594795.1 hypothetical protein JMM63_04295 [Rhodovulum sulfidophilum]AB22
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRTEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3594796.1 hypothetical protein JMM63_04300 [Rhodovulum sulfidophilum]AB22
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPVAIAEGAPGAPIVSVGWYPYDMEHIDDGNEGLVWSFDRDGISPTTFIETP
EIYPEEYEYFFWFARVQANRDNVFLSMQVYDPDADTWRAYPSNISLQDRDRRYNGSRGLSSPRFVGGDRDIYWHRYNKAR
FALSGGGNYPLHLRQGAIVMLKRKRYFPSALF
>MBL3594797.1 hypothetical protein JMM63_04305 [Rhodovulum sulfidophilum]AB22
MPPREPIQVVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVY
EGVAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDIVIEAAREADLSDR
FGNTDTRYLCIGSEIIGYTGYSGGEGVWTLSGVTRAALGTKAASHSDDASAQRTGRYELLDGYLIAHDLLTGHTPVPTEF
VDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPDFEMEAGGADVRSKTIYSCWITTDAQAYELCQRLLSRFRTTP
RYLTATLADGALRIGKVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDERNNGFWWADEDGLMPDGSEGYLWQ
>MBL3594798.1 hypothetical protein JMM63_04310 [Rhodovulum sulfidophilum]AB22
MAVTYTLGHAAASPYPMTHARILWDRLTGTVSATSEVEGFEAELADTVETNSWWKSASINSSWRLDFGGPALVDAIGVAA
HNLGSTENAYRVERLTEDQQENILPYSESFGLWTYKARVAVSMGFPAPDRTNSATRLIEDLNTGGHYVQQDFDTVEGRTY
TFSVYYKPIPGRGLRLALVNAGYPALALVNFDDSGAILSLNDKVSNATSVDVGEGWFRVSISAPAQVTGMAAARVLILNG
NYGSAYTGDGSSFVNIFGAQLQWKDGPPSSYLRTTSAPVTSFWEAMSDAWTWPEDDGAILELFEPGEETGIGISVSKECR
IGVVYTGKALEMPRMGYTNLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEP
FFIAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MBL3594799.1 phage tail length tape measure family protein [Rhodovulum sulfidophilum]AB22
MTKVASVEAIISGEAGGLKASIAEAVGLVGKFKNDAEKSARAIERAYAQQEKSVDRLRKSLDPLYASSKRYESALAQLDK
ALKHGVISQAEYNRTLGLAEKAYLEGGKQAAAAGGALGVLGNMSDQTRYRVQNMGYQVQDIAVQLQMGAKASSVFAAQGS
QIASMFGPVGAVVGTLAAVGLPLLSMAFTSAAKDGRAFSEVLDDLESSVAALDAVTRSYSAKGLVDLKERYGEVNAEILT
LIERQKQVAIADAVRDADAAAQGFADQLERISDLVARAEYQFSPIEKLNEEFGLTLGTAQQLKIAFDQLAAAKTFDGQAD
AMARILSLMEGTKLETDEVFKELVRAEGAMRQLAASAPRAGWMSGAIAEVKTLATALWDAAKARAAAEGAANTDAAGNPI
QPGVSRTSRPRAAPPGTGGVEWGLPPQTGGGGGANKVQTDLDALRQSLMTQEEMQIASYDRQRETLLQARQQELIDQQEY
DALIEQTRQQHQDRMAQIDAYRYGNGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAKAMELPFPANI
AAAAKVIATGMSFVSAIKSGSKSGSGGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLNL
DWQGAAG
>MBL3594800.1 hypothetical protein JMM63_04320 [Rhodovulum sulfidophilum]AB22
MTWAAFERQAYQAARDWGVQPSEFWAMSPAEWWAEADAKIRESRAAAGGPRVKWTAEEIERVKRGGRA
>MBL3594801.1 hypothetical protein JMM63_04325 [Rhodovulum sulfidophilum]AB22
MTAHLAGEEIDLAATFRAASEIGQKIADPLLIAREIAVTAMLESQGVERDPKFRFTVDNIAPILLIGARAAGDTRDLAAM
QEIVFDAGFFAAAAVARDYINLLCIPQTEESAPGEDAPAGE
>MBL3594802.1 hypothetical protein JMM63_04330 [Rhodovulum sulfidophilum]AB22
MATVGFSGRKLTIEWDGTIIKGTKNKTASFSREGIDITSDDDQGFQTFLAEPGVISAEWSVEGITGDETLIAACLAGAPY
TTPPATINLPTGGTVEITMFLSQLEITGNTDGAFEFSATMMSSGIPVYTPAGA
>MBL3594803.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSFETVAQTAIFAALDGALPCPVYDTPPALPEGMPESGFPYVVIGDDTLVADEADDVIGAQATITIHFWSRAPGNRQVKA
LMGEAFGLLHRAALTAPGFKLLDCLREFSTVSVGPDGKTRHGVQRYRIIMHKE
>MBL3594804.1 hypothetical protein JMM63_04340 [Rhodovulum sulfidophilum]AB22
MKVELRGFEALQDMLRDLLADGEDALLETIRDLADETAEIARREMKAAAGAAPAGSYPHQQSGRLAESVTATHEARKSRV
GSDEIHGYHLEFGTESMEARPWLVPSFEEATAKAEQKLAAKLQEKAG
>MBL3594805.1 phage head closure protein [Rhodovulum sulfidophilum]AB22
MARGLRVTALDQRVAIERVSRMPDGMGGTTESWAPIAKVWAQVVPVRGAEKREAMRISPEARMKVRIHWQGDAAGQPFCT
PADRLVWRGRTYDIESAVPYGDRERFIEIGISEGVS
>MBL3594806.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB22
MTAIPVLVTPPSAPVVSLEDAKMHLRIDHADQDAMIEGLVLAATAHLDGWRGVLGRAIMPQVWQETHVGPGPYLLAMPDV
SEVSASAGSAIRVETTALGPVVTLAEPVEGVTLGYTCGLPAAQRRLAEVAVKLYIAHLYDGSDPSPAFGAMVEALRWRAV
>MBL3594807.1 hypothetical protein JMM63_04355 [Rhodovulum sulfidophilum]AB22
MPKFRVLRQHLGERMYREGEMRDAAASEVAHLVAAGVLEPVAPEIIPAPDPKRRRARKETGE
>MBL3594808.1 phage major capsid protein [Rhodovulum sulfidophilum]AB22
MADENKTAAELAVEMKAALDKSLDGVKALAEEALGKAKAGEALSETLKGTADEALTGMNELKAQLGEIEQKIARGAGEDA
PAEAETAGQSFVDSDEFKRFAEGGFARGDRARIETKATLTTSTAASAGSIGPALAPTRLPGVIELPQRPLTIRALLAQGN
MDGQSIEFVKEHSRTDGAGMVAEGAAKPSSDFRLEVVSTSAKVIAHWMKASRQVLSDVSAVRSMIDSRLAYGLDLVEENQ
LLNGDGTGQNLLGIIPQATPYVSPLTGADTTSIDKIRLMMLQASLALLPADGVVMHPADWAWIELLKDTTGRYIIGQPQG
TIGATMWSLPVVPSMAMTLDKVLVGAFRTGAQIFDRWSTTIETGYENDDFTKNLVTILAEKRLALATYRPGAFIYGDFGR
EA
>MBL3594809.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB22
MEHSDFALELKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGL
WGKGRLVLDVPKAREIHALMKAGVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMDDVVN
KLRAGDRLTEREFELMVKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>MBL3594810.1 phage portal protein [Rhodovulum sulfidophilum]AB22
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALAAALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADMHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERNGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHIRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQPISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>MBL3594811.1 terminase large subunit [Rhodovulum sulfidophilum]AB22
MTTRPTPTSTDPATAYALDVAAGRIVAGPHVRDACRRHLRDLEEGPERGLIWDGAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRPDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVEDDTTFSYVCALDEGDDPFTDPGCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHSLDLEDFAGQRCCAGLDLSAKADLTAKALIFEDGFAEDGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAIIGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGAATARSVGEKGGNMDDFLAALEAS
>MBL3594812.1 hypothetical protein JMM63_04380 [Rhodovulum sulfidophilum]AB22
MANPRLPADVAAVTGAAAKNPQRHKGRAAPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>MBL3594813.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MSGSIGPDGLSLSGSGQWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRTGRVTPATECDHVVPKAQGGTDDEGNL
QAICADCHKAKTEREAAEGQGRRLRPSFGEDGWPIGPE
>MBL3594814.1 hypothetical protein JMM63_04390 [Rhodovulum sulfidophilum]AB22
MADTLSLHLKSDGVDMGVYDQHGRRVEGVTALEARMEVDGLTHITRTVVAGTPSGKGEKGEAHVRLYWA
>MBL3594815.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB22
MPIETTPFDAAEYLDTPETQAMLLSDAFESGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTKALGLTLKVEARP
>MBL3594816.1 hypothetical protein JMM63_04405 [Rhodovulum sulfidophilum]AB22
MKLFPQDSDVTLYETAFGEDSLGRRELSRQLSELVEKIEDPIVLALDDKWGSGKTYFLKRWVAAHTKENEGIATTVYFDA
FENDYSSDPLVSLISTIIDRLPKSKANKIANLKEAGKKLIKPTLGLALSMITLGAKQSLDEFGDAIADATADEARSVARD
IWDDERAKRDAIRDFKKLLGEITKENNTALVVVVDELDRCRPDYALSVLEIIKHFFSVTKVHFILGTNGEALENIVRARY
GAGIDAERYLRKFVTATFSLPRNDGCQNGQIVTIKYAREMSAKMEVPEHISNRCMQLMEFVSRDNGVSLRDVGNILSRLA
LIPDTKQRFQHQLGYCDVLCVLVVSAVVDPVFHRDFLSGSLREERVKAFLKTSDLELSPTIEDADNQHYNRDAAVWFSVI
MYCCRDAIVGTKEDNPLMVAGVHGHFGDTIYRKERGDIPSFLQRKYVDIFKL
>MBL3594817.1 thermonuclease family protein [Rhodovulum sulfidophilum]AB22
MSRKFPLRILIAALLAATLAEPAAAVQTQISGSVRLRDGDTPVVAGVPVRLSGLTCDERGSQMGDRATARLWDIIGRQHL
TCVLNGETTYDRQVGRCYLPDGRDIAEILISEGYCGRCARYDPQRTYVKAQRHAGRYRGAMPGYCRPR
>MBL3594818.1 hypothetical protein JMM63_04415 [Rhodovulum sulfidophilum]AB22
MGKGSKTRARAVKLAKKAEPAGMPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGYLGRLDRWQQAAIWGALWGQTVLIRDGAGTDEGRGYVQALRKLADVVERR
>MBL3594819.1 hypothetical protein JMM63_04420 [Rhodovulum sulfidophilum]AB22
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYRHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEALRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATEK
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>MBL3594820.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB22
MAGTVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNSGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDRGGSGAGGRGYGQGPSGGYGGPDLDDEIPF
>MBL3594821.1 hypothetical protein JMM63_04430 [Rhodovulum sulfidophilum]AB22
MTRVLRSLRAAPAEREAAAMIAAQLSQPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKW
WKSADNPQRRKRPLEGDIAERCRIEMRAVRVARIRARSGWAGTEVPEDRERCSPEAAARAMRAAGFSPAEDFTGPKRFGG
AADQRGAA
>MBL3594822.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MSIRIMAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCSERKVRQIIGALEERGYLTIYRNAGPKGCNV
FFVRSTPAPRAPLHDVHPPAQRAPLHDMHPCTPCTQPLHSVHHPPAQRAPEPSENHQEPSEREADASRASAPSSEIEDAI
TLFNETAERVGLARVQKLTPARRQALKARLREVGGVDGWREAMRRVEASDFLSGRSRDPTHSWRCNFDFLVKQANFTKLM
EGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRAGRA
>MBL3594823.1 hypothetical protein JMM63_04440 [Rhodovulum sulfidophilum]AB22
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRMQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIERAAS
>MBL3594824.1 hypothetical protein JMM63_04445 [Rhodovulum sulfidophilum]AB22
MSNSIHVSVRDGRAHIDLPLEEAHGLRVALHPRLAGEPESNSTKAIREAFDKALARAQIRAGRV
>MBL3594825.1 hypothetical protein JMM63_04450 [Rhodovulum sulfidophilum]AB22
MKTALLHAPRVRAERAGAKEKAFPMDKRLFMHMARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVV
ALQKATGDIAFANFLRRANEHCGAVPAVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAAS
LKTGTTA
>MBL3594826.1 phage repressor protein [Rhodovulum sulfidophilum]AB22
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRPGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>MBL3594827.1 hypothetical protein JMM63_04460 [Rhodovulum sulfidophilum]AB22
MVSVKDFIEEYLLGSFWHTTSSARFERIIQSGFIMADPPLPEAERYGGMPFVRSLGGVSIFDFPSNFSFEKYEAELPGNS
IGEFIPFKRLWGSSIWLRINTDMVSNALKSGREIRDLWRKMGSTRRFMAQVEGAHIGDIPLAAVQDAFEIGVDVPDMICL
NHLLTPPGDSSRKNVQPV
>MBL3594828.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB22
MVTAIDLFSGCGGLSLGAARAGLHPTVAVELDKHAFAAHKLNFPTCRSEQLDLSSIDAQDIKRSYIGQPDILFGGPPCQG
FSYMGRRVLDDPRNELLRRFFHFVNALKPRVFVMENVPGLLAEASVELLQAAISSVAEDYEVLPPVILDAARFGAATKRR
RVIVIGYIPAAVPPILIQDILNEERGAVCVDQALASLPEPGDHDIVEVTDTNPNDYVKHLNRRIPSVGDPCAIADFERGL
VSGFIATKHTPDVEARFGRTLPGATETVSRLHRLAPNEAARTLRAGTGPDRGSFQSARPIHFSSNRVITVREAARIQGFP
DWFRFHPTKWHSHRMIGNSVSPIFAEALMTPIAKALGVKS
>MBL3594829.1 ATP-binding protein [Rhodovulum sulfidophilum]AB22
MVERKLEAGPSKRFFVEMLPRDISLEHAVLDLVDNSLDGAIRERISEIRGRNAKPYAGLQCALEISGDHFRISDNCGGIP
DNRLDAALRLGRDDISIDDDKPTIGMYGIGMKRSIFKISQDATVVSKSATSTVTVRYDEEWLDPDNPDWTLTLQQEPPSP
GEPGVSITANKIWPNISRIFRSTSFHDDLARALSRYYAYVIEKGFSITLNGHEIQPLPVEFRFEDNISPFYFETTNGKTK
VRVIVGLFRKLTREDERESQTMSPDKAEIGSLKAGITVICNDRVIKYADTTATTGWGMGNVPRYHPQFRSIAGAIIFESD
DARTLPVSTTKGDLEIDDAVYVLGLNAAMEGLRALTQFTNQFKGIEAVTDDLIATAKRASISEVTNRLSAVARADRKAGG
SARKAPARLPQPEKRNPMVHMAFRRERSEVEEVANLLGMSTIDRPSVVAEQVWTDRLRSLGIIK
>MBL3594830.1 hypothetical protein JMM63_04475 [Rhodovulum sulfidophilum]AB22
MVDHISMYKRNGISKLYSFDEDESVVKRQVFNSPTSTTECEQMLAGELADKLGDIQAHLDVDSFVIWLDYTGHSKRGEQI
SEFQILLENLRPGDMARISLDASMPSERLKANLPQEVRIDHILAMTELLRREIGELHPEDIQLGSERDIPKYLSTCLRRA
CDRAVRSRPDNPIQLTPILETSYTDSCPMYTCTILAQDADDKPDVPAGFHFLSQGWGVIEALEVPELTAREKSFLDRLLD
KTENEFNENLGYSIAREAQALRQWASFKKFHRFLPQFLHVDIK
>MBL3594831.1 hypothetical protein JMM63_04480 [Rhodovulum sulfidophilum]AB22
MLALNGPHWLVMADFGPLGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNAPAMTEVTDEAWRGLEDRLAGMAA
>MBL3594832.1 hypothetical protein JMM63_04485 [Rhodovulum sulfidophilum]AB22
MIGPLRTAEALDPISTPQGRAEARDRRRAILHEAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWAS
>MBL3594833.1 ERF family protein [Rhodovulum sulfidophilum]AB22
MGELTKIPQGDAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARSEIKPIVKGSTVD
YESKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSRQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAASLDDLGAVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MBL3594834.1 hypothetical protein JMM63_04495 [Rhodovulum sulfidophilum]AB22
MAKEIKAAEKAVSTARDAATKPLHAAWQAEIARWKPTLEDLGRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRRE
AEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEEYVRR
HHKDRVIAGVRVWEEKEAY
>MBL3594835.1 hypothetical protein JMM63_04500 [Rhodovulum sulfidophilum]AB22
MPAADPLPAALEDLRASILSTLDAGEGSKMRRLLDMRPVHQALTDVERLIRRAEEYRQ
>MBL3594836.1 hypothetical protein JMM63_04505 [Rhodovulum sulfidophilum]AB22
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MBL3594837.1 recombination protein NinB [Rhodovulum sulfidophilum]AB22
MTQTVILRGPCQRQFAKQMIDAAPQDGVVRISEAARNNDQNARMWAMLSDVSRAKPEGRRHTPEVWKALFMHALGHETRF
EMGLSGEPFPIGFRSSRLTVRQMADLITFIAEYGDRHGVRWTEPERADA
>MBL3594838.1 hypothetical protein JMM63_04515 [Rhodovulum sulfidophilum]AB22
MTDLSARGPLGLKAPRVPDDPDHLARIRALPCCICTEWGLPQLSATQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MBL3594839.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSEEAETDATYRVTAGELRQFIERFERLEGEKKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MBL3594840.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB22
MADGSSLLFDFAAERPADPRPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLS
VTGGRPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVG
>MBL3594841.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB22
GPGNLHASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAYLATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRG
HDVGGVDGILGEKTREAVQKEQIRLDFPADSWPTRALLDRL
>MBL3594842.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MBL3594843.1 chromosome segregation protein SMC [Rhodovulum sulfidophilum]AB22
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEASELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEPPL
PEGSAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELDRAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAREADHAAREAERRAGEA
REARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEEDARA
VQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MBL3594844.1 hypothetical protein JMM63_04545 [Rhodovulum sulfidophilum]AB22
MRAEDLASPGSGSWGRASVAGLSEAWRCWDGAVTMSAARRWSRPGPRGRLETGPELAATMRLSRGFGHKDCGDFGGSVDI
APTLVMERRLPLQDPVQVSLA
>MBL3594845.1 hypothetical protein JMM63_04550 [Rhodovulum sulfidophilum]AB22
MLRILALALSLALSACDSPGMDYAGIPPVMVEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>MBL3594846.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB22
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWEAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MBL3594847.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB22
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MBL3594848.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNTLDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEIPR
>MBL3594849.1 acyl dehydratase [Rhodovulum sulfidophilum]AB22
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRSRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFEKVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>MBL3594850.1 ribonuclease HI [Rhodovulum sulfidophilum]AB22
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MBL3594851.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVSALDACPEMAAAARAR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MBL3594852.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFASRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MBL3594853.1 LysE family translocator [Rhodovulum sulfidophilum]AB22
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLTLGGVFMALTLAVF
LGYGIFAAAARDRLLASARAMAWLNRGFAAVFAGLGLKLAFEKA
>MBL3594854.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB22
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MBL3594855.1 DedA family protein [Rhodovulum sulfidophilum]AB22
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>MBL3594856.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB22
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MBL3594857.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB22
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRVRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>MBL3594858.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB22
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MBL3594859.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB22
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MBL3594860.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB22
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>MBL3594861.1 GTPase Era [Rhodovulum sulfidophilum]AB22
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MBL3594862.1 bacterioferritin [Rhodovulum sulfidophilum]AB22
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MBL3594863.1 ribonuclease III [Rhodovulum sulfidophilum]AB22
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETAREMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>MBL3594864.1 signal peptidase I [Rhodovulum sulfidophilum]AB22
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MBL3594865.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB22
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>MBL3594866.1 alkene reductase [Rhodovulum sulfidophilum]AB22
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSELQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVAGEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MBL3594867.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGGYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMPDPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTETGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLE
RYEAAEVPVPATLPLMLAGLGGFAALRRRRAAA
>MBL3594868.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB22
MSMESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRRKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTQVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>MBL3594869.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MBL3594870.1 hypothetical protein JMM63_04680 [Rhodovulum sulfidophilum]AB22
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAATVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMHRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGEKADLAFYYADPSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWDFTALQPLWRDYRLEPDRNRAVLDVLSKDPRMGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MBL3594871.1 hypothetical protein JMM63_04685 [Rhodovulum sulfidophilum]AB22
MTVPFLRPILASTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQTAAPDPDETDRIEGRIARR
EAEMAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKTLMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MBL3594872.1 hypothetical protein JMM63_04690 [Rhodovulum sulfidophilum]AB22
MSPTIPAGLDLAGLEDVTASRHGAGQMAAPDPALGHDMGTMVLGSACEPGQDRAAGKDAQRTDP
>MBL3594873.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB22
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MBL3594874.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTALGVHLRHPDYRAGLAALLETERAAMIR
>MBL3594875.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB22
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MBL3594876.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB22
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MBL3594877.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB22
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MBL3594878.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB22
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAKGTASLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFPNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MBL3594879.1 response regulator [Rhodovulum sulfidophilum]AB22
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MBL3594880.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGS
>MBL3594881.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB22
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAAWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEAFVRA
>MBL3594882.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGADAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MBL3594883.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB22
MKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVARERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDP
LAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLEQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRNLG
NWFFLGVIFTTVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYGCDDC
LGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGTVARL
LEDADPVVAEAARWAVARLSRG
>MBL3594884.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB22
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MBL3594885.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB22
MAKPTKSTGTRRSGTKTTGTRNTGAKASGKKPARRDSVPLPLARRLRRMARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALETGGRYGASTISQQTVKNVYLWQGRSWPRK
ALEAVLTPMIELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>MBL3594886.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB22
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MBL3594887.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB22
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPENVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MBL3594888.1 GFA family protein [Rhodovulum sulfidophilum]AB22
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MBL3594889.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MBL3594890.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB22
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MBL3594891.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB22
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MBL3594892.1 ribonuclease D [Rhodovulum sulfidophilum]AB22
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAILEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MBL3594893.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB22
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MBL3594894.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB22
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPKHEGRYLLVFKDGVRLVYEPRN
>MBL3594895.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB22
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGADGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>MBL3594896.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MBL3594897.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB22
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MBL3594898.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB22
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MBL3594899.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB22
MAHVLVTGGAGYIGAHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>MBL3594900.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB22
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSL
RSKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMV
AAMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDA
IAQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MBL3594901.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVNLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSILDGGDGHDQIHGCSDYDILHGGNGNDTIYGYLYSVSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTELGQDRIYGGTGDDTLVIMAPYYHIDYDLDISQGGDIRGIEYAEVTL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFKGGKGADTLLGGSGNDTITGGGGKDTIEGGAGNDRLEGGYGNDRIDAGTGNDLLIGGAWDDVLNGGSG
NDTFLYWAGANGYDMVDGGAGAADRILTTADNVTIGLHGLAGVEIVDAGGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGLAGDQDFDFI
GTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MBL3594902.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB22
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAEEASGMT
>MBL3594903.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB22
MPRSSAFCLIVNDRAGDHSSSRSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALARGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAPA
>MBL3594904.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB22
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDRQFRAARAFLNRLDPPWISVPGNHDVPLDNPWM
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MBL3594905.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB22
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPAGGGGAGH
>MBL3594906.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB22
MSRQDLPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MBL3594907.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQCAPGDAPEPKTDPEAEPEAGPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPAPPGPDEIERTVDSAVRLFLAA
YARPGARRED
>MBL3594908.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAV
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MBL3594909.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB22
MPTRIAEGTATDTAKDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDRVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDRLIATLRQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MBL3594910.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGIEDTGRKEHGLHVYLKTG
>MBL3594911.1 dihydrofolate reductase [Rhodovulum sulfidophilum]AB22
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTEE
DLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHD
KTKSFPSGLVQSRYRIAA
>MBL3594912.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTRPRGRPPRADAPVSRDEMLTAALTLLDGEGVEAFTMRALAKHLHVNPMTIHHHFGGRDGLIGAMSERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQTKRITEEISTLLAKAGLSDRKRRLWLDILVDVTHGAALATAMA
GRKAADDPARDQGYGAALEELLNCLGDEAALRAESG
>MBL3594913.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPDTAMWLTIRRDRCFVFPASGRDGDGRQS
>MBL3594914.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB22
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MBL3594915.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB22
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGARVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MBL3594916.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB22
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESATYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MBL3594917.1 DUF4177 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARE
AEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPDRTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MBL3594918.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>MBL3594919.1 J domain-containing protein [Rhodovulum sulfidophilum]AB22
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MBL3594920.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB22
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MBL3594921.1 hypothetical protein JMM63_04940 [Rhodovulum sulfidophilum]AB22
MRRPDAARSRPAAALAVFFLAAHAAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALRPVYLLLLQRYSLDGERRARDQYVRLSGLCDDLGRASGLKGHRHAPR
>MBL3594922.1 hypothetical protein JMM63_04945 [Rhodovulum sulfidophilum]AB22
MARVTLVAATGFATALILATAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MBL3594923.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB22
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDGSLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPARPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLIRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MBL3594924.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB22
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVSIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHARDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAKRAGDGLSERARAWLAEATQPL
>MBL3594925.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MBL3594926.1 chloride channel protein [Rhodovulum sulfidophilum]AB22
MRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFT
PDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAV
AAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCG
LVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALATWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVA
VSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGL
AVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPGAASPGACAELIGQGVMFEADTT
LVEALPVFEKWGHGFVPVVARAGAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MBL3594927.1 FAD-binding protein [Rhodovulum sulfidophilum]AB22
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MBL3594928.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB22
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MBL3594929.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB22
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSMADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MBL3594930.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB22
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREDNLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MBL3594931.1 hypothetical protein JMM63_04990 [Rhodovulum sulfidophilum]AB22
MISCPVIAICGPAPLAGIPGLRTMRRAAPPVTAGLLLAAAVIPATAQAAFGPGAAPTGPLHASAFRPVARPAGTGGAPEA
LSRDRGAEGGEQ
>MBL3594932.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB22
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLFYLGRWLNRRRR
STGE
>MBL3594933.1 hypothetical protein JMM63_05000 [Rhodovulum sulfidophilum]AB22
MTGPTLLLAYGSWAAGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MBL3594934.1 DUF1674 domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVE
>MBL3594935.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAAIERHPDLSPIAFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MBL3594936.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB22
MAGQTEIEFPPLRRGAWRNRLHARLCALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWEVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEVGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGAVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERALDRAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MBL3594937.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB22
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MBL3594938.1 signal peptidase II [Rhodovulum sulfidophilum]AB22
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MBL3594939.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MBL3594940.1 insulinase family protein [Rhodovulum sulfidophilum]AB22
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MBL3594941.1 insulinase family protein [Rhodovulum sulfidophilum]AB22
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MBL3594942.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB22
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVISVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLAVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MBL3594943.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB22
MIEIFGRAHAWDDPMVLAAGGAAALILLVLALLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPKDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MBL3594944.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB22
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHIRAPEPVSVADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MBL3594945.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB22
MLHGSHASQKPDEAGALPPYLGFDEGPVSTAEARVVTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKS
GADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETE
QLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>MBL3594946.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPAVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGALADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MBL3594947.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTAVVEHIRGKTFHQRRGRVAHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MBL3594948.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTLTEAPFAAFALGFGVLAAVAAVAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFESGETASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>MBL3594949.1 DUF3833 family protein [Rhodovulum sulfidophilum]AB22
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MBL3594950.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPM
TAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRGTG
VKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYFPLFGRKS
>MBL3594951.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB22
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MBL3594952.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHYWAMVA
AQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWLHDIGD
EGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAWVGDFI
FSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGERFGMP
RYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVL
IYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESG
EVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILE
AVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKE
LDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAAE
>MBL3594953.1 hypothetical protein JMM63_05100 [Rhodovulum sulfidophilum]AB22
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MBL3594954.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MBL3594955.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSEEFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MBL3594956.1 hypothetical protein JMM63_05115 [Rhodovulum sulfidophilum]AB22
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MBL3594957.1 hypothetical protein JMM63_05120 [Rhodovulum sulfidophilum]AB22
MSHRTRIGGLCIDCRTEDPGPALAFRSTASGREGALIEESRSARPSGPPAAPQVILHDPRVPLDIEAECARPTRFGTVEV
TRVRDRGVRQAPSGHRFCPVPPEGEFPKDAMEVD
>MBL3594958.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWTARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MBL3594959.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MBL3594960.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MBL3594961.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAACDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGITCLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVSRHPEVAKARVVAGRAGERDTMTVRLETEATDPVPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MBL3594962.1 hypothetical protein JMM63_05145 [Rhodovulum sulfidophilum]AB22
MKTLGNTRALKLAGLVYLAVLSLFLVLNSYARNHHNWDVVGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GGYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPLPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIASMLGVGAAAV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILDAYARGLQRLVSKDTGMIALFIGTAGFLAAKAMRGRLLP
FDKAVLAALGFVLLHFLAFPSGFVRHYFVAACLCLILWAHLIDGWSARRHHRSPDDAERQAAS
>MBL3594963.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAG
WSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNP
EILQETLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIV
PAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGT
ILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAV
RRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVY
KVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAA
PPAMGAPDAGLPPLCPAPGTYVFMT
>MBL3594964.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB22
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MBL3594965.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGQPETFSD
>MBL3594966.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB22
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MBL3594967.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MBL3594968.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSGTCAHVDVVHSAIAAGNAARSPMVASWSRSARLYGLDPANRKPPHRLTAAEFANVRERMEPWIRAAGASLDQLFGAVG
AAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIERRPVTVHRDQHFLARNGALGCIAAP
IHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILALPGLEHNPAALVAVTADDLAIGAS
HSARVALGIKGNLAKAPVPASDLLSVPGVESLEEAERAVLARALARTGGNVSAAARILGISRATFHRKLGHRKSGAKRPE
AATQDPAAPCRIPATDAPSFPRDGG
>MBL3594969.1 hypothetical protein JMM63_05195 [Rhodovulum sulfidophilum]AB22
MYAVSKSWMPVLQRRHGLSLEVEADQDLLRGTNSPLNERMVPDRLGRMQFCGPGIADTAPDAHTP
>MBL3594970.1 hypothetical protein JMM63_05200 [Rhodovulum sulfidophilum]AB22
MAPLVQAKGRRTPVLLAALCQCDSDAAKAAIKAGKTARKIWSDQPVKAVRPDTNAHWTVSYSKAKANADDGKPIDLAIPT
FGYAVRGRLSNRTAFMRRASWPSWLRRASRSFLPERMIPTVETGPEIIVFKRISLS
>MBL3594971.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MTVPARRTLGATPLFALLLGGFITIFDLFVVNVALPSIRADLRASLAGIGWVLAGYELAFGVTLIAGGRLGDRYGRRKVF
MLGMAGFTLASVLCGLAVTTQSLIVARLLQGATAGIMFPQIYAMLRVLLDAEGRRRAFGLLGMALGLAAIAGQVLGGWIV
TADIADLGWRMIFLINLPVGIIGLLCARKLPETGQADAARIDWAGTLLATIALILLLLSLLEGAHSGWPLWTWGSFIASA
AALTLFVAWERRVKLQGGTPAVDPALFTNRSFAAGSIIVLLVYSTSTSFFLGFALLVQEGLGLSAFAAGTLFAPASVAFI
AASMTAPRMVARFGDRAIAGGAGIYLFGTAAVALTALSGAHEAWLIPSLILFGFGQGLSMTPLLNFVLGFTAEREAGMAG
GIISTMQQLGGAIGVAMISILFGQILGEAGYARAFAGGLTYNIAALLFSALGISLLIRREAREAREA
>MBL3594972.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MTARFSRTRHDLAEFLRRKRASVQPEDVGLPRTARRRTPGLRREEVATVAGIGLSWYTWLEQGREISVSAHLLENVARAL
RMTPEERQHLYLLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDRLFAFSDYPAGSRNMLWM
YFADDRLSRRVQDWPRQAPQIVASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMADRGPVA
FDHTTLIVDQDRHLRLVYYAAVERGEAGRKPMDGCPIDHTAE
>MBL3594973.1 transposase [Rhodovulum sulfidophilum]AB22
MRRLVRASDDCRRPMTIPGGGPLAALAFRVAIDDPFRFRRARDFGGWLRLVSRRYRSGEGLLRYWALRLSSPFHRRFQAP
TSISALPRAEQRFMNEPCRAIGPSDNGE
>MBL3594974.1 hypothetical protein JMM63_05220 [Rhodovulum sulfidophilum]AB22
MSTTSSPDPFNALVEALDLPPVKDGPLSGAHFTVKDNIDIAGHRTSFGSLAWRDTHPAPVHNALCVDQLLAAGARCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAASLPLLEAVARVLLHSQTTPVTAPRRLLVLSDAVELALPAVQQQLRAALDEIARRTGLVAEPIRF
AELVGEDAALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQHFDRIAALESLARSERLFEQINAALPP
GTIICFPTAPTVAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTAEGCPVGMSFAAGHYQDESLLMALSEM
LGPQGS
>MBL3594975.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB22
MILYAVTAILFLLIDAVMLTLVMEPLFTRHIGTAMRDGLMIAPASLFYLAYVAGLVFLVSAPALRDRAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMILLRLRG
>MBL3594976.1 hypothetical protein JMM63_05230 [Rhodovulum sulfidophilum]AB22
MGRAARKAGRPLDHFEPIDRQVIRLSVEAKRLLADKGRDADRGRKA
>MBL3594977.1 hypothetical protein JMM63_05235 [Rhodovulum sulfidophilum]AB22
MTQPSLGTVKTQARALRQALQAQGTAISHAQALELIARQYGARDWNTLHARLGQRNAPAELALGSKVTGHYLGQAYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVIIAPS
>MBL3594978.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB22
MSVGPARNRIENPFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAVLIAGALAVGPATVLALAAGNAAVAEAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGANYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRHLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALTTQSITGNNVGAGRMD
RAGRALRLAMGSAFLWCLGVALTGAFAGAPLGRLFSEDPAITEAVAAILRPMTALYAITGPVLVLALHVQAMGYPLRTAA
LTLIKPWLLMPALLAVMNALWGIEGLWLAFPVADAILLVLAMTLVLRTRPIAPVPAPCL
>MBL3594979.1 YjhX family toxin [Rhodovulum sulfidophilum]AB22
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRSGSAYRISKRGRLSVRA
QLDNQGA
>MBL3594980.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSTCKGAALVGDPGYYARFGFRPYPGLRVGDCPPQFVQALPFDTAEPEGELHHHAAF
GLTQEG
>MBL3594981.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB22
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MBL3594982.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB22
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHVPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MBL3594983.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB22
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MBL3594984.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB22
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MBL3594985.1 hypothetical protein JMM63_05275 [Rhodovulum sulfidophilum]AB22
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLVRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDSDLSRMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MBL3594986.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB22
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
LRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MBL3594987.1 protein TolQ [Rhodovulum sulfidophilum]AB22
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVVFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MBL3594988.1 protein TolR [Rhodovulum sulfidophilum]AB22
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MBL3594989.1 energy transducer TonB [Rhodovulum sulfidophilum]AB22
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEASEPDPAPEALEPPAEADVAETVTAPEAPDIPDAPEAPVTDTAPPLPSTRIAPEPSAPPPEDSVLA
EQPSQATRPDPAAESPVPEADEAAPEEAATQTVTEAEEQPETGLALAASPRPRTRPSRPAAPPPEDTTAAPEAPEEPAEP
VSEEDDLADAVADAVADAMSDPAAAPEGTGGAGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEET
GKPDIGSIRMVSWSGGSETAARQTYESARRAIVICGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MBL3594990.1 Tol-Pal system protein TolB [Rhodovulum sulfidophilum]AB22
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MBL3594991.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB22
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MBL3594992.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB22
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGAAGCN
>MBL3594993.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB22
MAAALERACPGEAPLAVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARLQLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEVATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRAKALEATLAALTRGPRATLHGCLLQRAGGRIRIGREPAAVAGLSC
APGSLWDGRWRLSGPEGAEGQEGLEIRALGEAGLAACPDWRAAGLPRTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNC
SFTAYLLSH
>MBL3594994.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB22
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MBL3594995.1 hypothetical protein JMM63_05325, partial [Rhodovulum sulfidophilum]AB22
GTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQAEEARMSSELIGIADQTRLCA
RAEQCSALRSAGSRLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGELSASGQRQILDNLARFAALLE
AYRDKPDMSEEELRLLVLSR
>MBL3594996.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MYLDVRSDWLSHVDEVPRALVAASAVANLGALEQSPRHHHKKAQLLFTVRGVINCEVEDAVWIVPPQCAVWIPGGLPHTV
FGSGEVECISLFIDPPEAPNLPTECCTVTVSNFLRQLLMRANALPDLYDIDGPDGRIVSVIFDELAVAPVEDLRLPIPGD
PRLKKLTDLLIVAPADHATVAEWASRIALSERSLSRLLAKEVGMSFGRWRRQLHIVLALRQLSTGRTVQAVAMDLGYESA
SSFVTMFRKMVGKPPSRYLLERRRPVLYDRGEG
>MBL3594997.1 hypothetical protein JMM63_05340 [Rhodovulum sulfidophilum]AB22
MIDNTPVKLAFAWLIPAVGAAIFVTIQCFSYLNGYVSSGGTMQAMTFGPVALWGVSIFYGGWVVPPLLALAGRRATDWAM
LVLGGLFFLMSTLAGVSDGLRDGSHLVGLELLAVTLPGAVALIMSWRHIRSN
>MBL3594998.1 hypothetical protein JMM63_05345 [Rhodovulum sulfidophilum]AB22
MPLDAKNFPLVWMSYDEEPDHDHDDDFEALEACFGRGAPFVILTDNAPAEDHEHSQEEKRRTALWMKTHKAELRALVLAM
IVIEPSATKRLAFRSFGVAFAKFWGHPLRLASSREEAMEIAGKLLSERAGSATA
>MBL3594999.1 TrbC/VIRB2 family protein [Rhodovulum sulfidophilum]AB22
MIRTLMRGYRFAAAAASTLAIGLMLAPAAHASGSSMPSEQPLQQILQSIEGPVAKTIAVIIIFTGLSFAFGASSFFPSFF
SLDDGRCGIPIGTIPNLSS
>MBL3595000.1 hypothetical protein JMM63_05370 [Rhodovulum sulfidophilum]AB22
MAGQGFGIAIVGAATALLPTTGVIFLPFTDEAEPVAFTAVWSAFATPKTCSTSRAG
>MBL3595001.1 hypothetical protein JMM63_05375 [Rhodovulum sulfidophilum]AB22
MAAAGKYGRLRIGIHALIPDSFLAGLVAQYRAEHPGSEVEVTEGTGCDAVMQLREDRLNVAFVIGKLELPGCHTRPKRTE
PLVAVLPDGHALPDNRQPLGPIWSARPSLFVMAAPACRCRTISFCASQGAGLSRRSCAST
>MBL3595002.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MFLLEGKVAVVTGASSGIGRAVARMFAEHGAAVVLVARRQARLDEVVDEIRSKGGRAYASAGDIGLAEAHERAVADAIRE
FGGLDIAINNAGTVGPAKPLAEIAPEDWQHTLTINLTAAYLGARSQIPAMLERGGGSIVFTSSFVGTSVGLPGMAAYGAS
KAGLMGLVKGITADYAARGIRANALLPGGTDTEMAGDQSQKDWAAGLHAMKRIAQPEELASVALFLASPMASFVTGSALF
ADGGNSAVK
>MBL3595003.1 2OG-Fe(II) oxygenase [Rhodovulum sulfidophilum]AB22
MSGKDFIPKPSAVTSARNRLDKYDWETLAGEMNGYGCAVLPGILTQKECADLAALYPREDHFRSHIHMARHGFGKGEYRY
YKYPLPDLIGGLRTALYPHLADIANGWNERLGGHQLYPKEHADFLRQCHEAGQVRPTPLLL
>MBL3595004.1 bifunctional DNA-binding transcriptional regulator/O6-methylguanine-DNA methyltransferase Ada [Rhodovulum sulfidophilum]AB22
MIETTTEQDARWNSVAARDAGADGNFVYAVKTTGIYCRPSCPSRTAKPQNVRFYETPAEAEAAGFRPCQRCNPNGQSLAE
VNATLVAEACRLIEASDEMPKLDELAARIGMSPYYFHRQFKAITGLTPKQWAAAHRSRRVRAELTDQTASVTGAIYGAGF
NSNSRFYEQSNKVLGMTPTAYKNGGKDAEIRFAVAQSSLGAILVAQSAKGICAITLGDDPDELVRGLQDLFPKANLIGGD
AGFESLVARVVGFVEAPQIGLDLPLDIRGTAFQERVWQALRQIPPGQTASYAEIARRIGEPKAVRAVAQACGANKIAVAI
PCHRVVRNDGALSGYRWGVERKKALLEKEAQP
>MBL3595005.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB22
MKPTGKGAVTPQAAFLQFRPTDPETRKPWLPIPESFMALAVSAAAKAGYPGFCPDAGLINRYDPGARLSSHQDKNERDFC
NPIVSVSLALPATFQFGGSQRSDPVAKYALHHGDVFVWGGPSRLFCHGVLVTFPPISGPLRTGIFHL
>MBL3595006.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB22
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MBL3595007.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB22
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGADQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MBL3595008.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB22
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MBL3595009.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINLHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARSIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MBL3595010.1 quinolinate phosphoribosyl transferase [Rhodovulum sulfidophilum]AB22
MLLLDDTALACLLKRDGAVAAAAFSASGRRARIVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAADPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAEPA
LVLSDCRALGGRAAPGERIAGLRQAAPDGRVTVEVRDGGEALAAARLGADRLLLARMAPDAVAATMRALGSDWPGEALAA
GPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVVFEPG
>MBL3595011.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MRSTGIVSENEYRLRRLVRAGLAGLLAALVLMLLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIA
EIQTLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIG
KMRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSG
ADLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQ
TVSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASD
IRHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQ
RYQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSA
AKAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILV
MVLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDM
HEILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPRLTGNPRQLHQLIQNLIS
NAIKFRLPDTTPEIDIETVAAPQGMIAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIM
VQSTPGAGSRFTVFLKEKQGDKHTDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MBL3595012.1 response regulator [Rhodovulum sulfidophilum]AB22
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MBL3595013.1 response regulator [Rhodovulum sulfidophilum]AB22
MAQSAPICLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MBL3595014.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB22
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASDMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MBL3595015.1 response regulator [Rhodovulum sulfidophilum]AB22
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MBL3595016.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB22
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRENNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRVGRRE
QKRLIAGREVVGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MBL3595017.1 response regulator [Rhodovulum sulfidophilum]AB22
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MBL3595018.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB22
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEGAPGAEARALIDILRNDSAREALIAELEQAAGRGSADRDRAAAVPSEA
AGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRKAAGQGLLHRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPASDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPGPQTAPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVRLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVTYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDREARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>MBL3595019.1 putative zinc-binding metallopeptidase [Rhodovulum sulfidophilum]AB22
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLVRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MBL3595020.1 c-type cytochrome [Rhodovulum sulfidophilum]AB22
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERRAREVEPAPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGAGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDMPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARQGDFARALPACGACHGGNAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVAIY
LAGLPADDPLIPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGRLSAALGAAPAARSGLDPERAGRPDFELAEAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIAARLTGNERAALADWFAARPPLAK
>MBL3595021.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAASLTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPADVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MBL3595022.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MSDRQIFSEFSDSPFPRDALRGLFGPAFLALTLAVAVPVPAQADGGLAGLWQRFFGPAETSGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHTDGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MBL3595023.1 ribosome-associated ATPase/putative transporter RbbA [Rhodovulum sulfidophilum]AB22
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDT
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELAPDQTATAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>MBL3595024.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGHGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MBL3595025.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB22
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MBL3595026.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB22
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MBL3595027.1 HAD hydrolase-like protein [Rhodovulum sulfidophilum]AB22
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEDAPVAEQFPLLLDHY
AVGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>MBL3595028.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB22
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
GPGEPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLSHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AELPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGIALIERPVAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>MBL3595029.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQFPDEEDRRVQATTL
SEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQTEVNGND
>MBL3595030.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB22
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFLRGIDAPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRRSRSLNHMPRRPSGWIAVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVRTDLAFLDAVEATCEACGGSGYGVEARAVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLIGLFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGFGPAAAVPSRT
>MBL3595031.1 DUF3883 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSNGPWTDEENDLIVADYFAMLADDIAGRRYSKAGHRRALLPLLNDRSEGSVEFKHQNISAVLKALGEDWIPGYKPAFNF
QMTLVDAVARRLTPPPDWLGRLPGPRPANGMREAAQLWIGPPPTLSNQPPPQELDQMLRIARKFDVAGRDERNRALGRAG
EERVLSHEQATLKAAGRDDLARKVRWVSEEDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHITRNELAVADERRAE
WCLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>MBL3595032.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB22
MQAYRIARVVLLLGVAGGLSACQDAGFGLFKKDDTETMPVPAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGDRKAEPAE
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MBL3595033.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB22
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MBL3595034.1 dTMP kinase [Rhodovulum sulfidophilum]AB22
MDRAARFISFEGIDGSGKSTQARLLAERLRDAGCEVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>MBL3595035.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB22
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MBL3595036.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB22
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAELYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MBL3595037.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MBL3595038.1 AEC family transporter [Rhodovulum sulfidophilum]AB22
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MBL3595039.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MBL3595040.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]AB22
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPAPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGLEERPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASALRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAEAATLAATGATPVFVAIDGGAAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MBL3595041.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKERASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MBL3595042.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTVLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MBL3595043.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVRHQGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRATIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MBL3595044.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB22
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKFWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MBL3595045.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGDWQGPPRLIEVRPDGLFLNGQAMASDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MBL3595046.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MFTFGEDDRQRIRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSAAGDLAFGAARGEAVF
VALAARPEAAGPLVIRADAGVEAAALARLAARLTAEGQGPLRLVTVPR
>MBL3595047.1 energy transducer TonB [Rhodovulum sulfidophilum]AB22
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGAALVTLAAAPASYARLAEDWTEAPAMQAAPVDLPAPEVP
PESDPAAMPERALAPVPALPKLAATQPEADLPDPPERPERIRAEPDPALALRPEPRPDRQTEAVRSAPPSEARAAQVARG
GSAAAEAGAGATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRL
DDAALAAVRRAGRFPPAPEGLGAPRYSFTLPLRFEWQG
>MBL3595048.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB22
MTPEKLAYMANQIAIAFARLPGEEAEAAIAEHIDQFWDPRMRARLLVLAEAPDADLSDRVRGAAALIRRPETA
>MBL3595049.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB22
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MBL3595050.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB22
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEIQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRRIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPADEVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPKGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAALARAARRILPAAE
>MBL3595051.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB22
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLDAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGDHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIGGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFSPAREAAE
>MBL3595052.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB22
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMTAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDMKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MBL3595053.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVASARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MBL3595054.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB22
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAVPKREARG
>MBL3595055.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLGSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MBL3595056.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB22
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MBL3595057.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB22
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRMARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAVKVTEAPETGRGTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MBL3595058.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB22
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MBL3595059.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MBL3595060.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB22
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MBL3595061.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB22
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MBL3595062.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB22
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQTVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAAREALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MBL3595063.1 homocitrate synthase [Rhodovulum sulfidophilum]AB22
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAEVARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSVLATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTDVALDRLCGLSQTVARASNRPLSPTQPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MBL3595064.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB22
MLDYSEILTDHFLNPRNRGTLGSANALGEAGSVRSGNAFRLTLRIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLV
EARKFDANAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTDAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MBL3595065.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB22
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MBL3595066.1 hypothetical protein JMM63_05725 [Rhodovulum sulfidophilum]AB22
MLLGVAISGLAGAAPAEGIREGGRSEQAIAGASAMRWLAPEPTSKPSRSSKSGRKAAALALDRRQGRGSHICSASGFGQR
PRCVAR
>MBL3595067.1 beta-mannosidase [Rhodovulum sulfidophilum]AB22
MRPDPAIAAPRLVAPRFAALSLAALILATAAPAEPVEAPPGEMPFGVYDPDGAFADDTEVSIEHLFLPWEDVYLPSLIDA
DAYARARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ETYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MBL3595068.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MPGAPEARQGGPPPGAGPAGPFMVSLFTRGQRWRYGLAALAWLGAAIFFWGWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWCRDWPHDTWLADEDPAPETLAWCAAHGVQ
VSTRKGRADYHRPDWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
ADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLAWSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
ALLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVLDFGRSSGARRP
>MBL3595069.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB22
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRAIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MBL3595070.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MACYEVKGRRNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEQLL
ARLGIETLDVVGLSLGGMVALELAVRRPTGIGRLVVANSFDNTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSET
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIADFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPDDFTARLLRFLSLQPE
>MBL3595071.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRQRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPALGIWAVPALLGGLIWWRVTDPRASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAIFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWALMAGLCVVLWLIAIRLRPGQRITF
>MBL3595072.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEQEQDQLSQLLEKLLASQ
GS
>MBL3595073.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB22
MLSRRSLLALPFYGACLTTPLTALAAGRSGEPVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYTFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLEPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MBL3595074.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB22
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MBL3595075.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB22
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MBL3595076.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGTSGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPERVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>MBL3595077.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB22
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFQGTPLAATR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPREIPTTPAEADAVPSPIPVP
>MBL3595078.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB22
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHPLVVVVGDGLSAPALAHAAPVIAALRPALPELDTTPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPV
GTLAP
>MBL3595079.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB22
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTGFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MBL3595080.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB22
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MBL3595081.1 phosphotransferase [Rhodovulum sulfidophilum]AB22
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASVLTAGGVFLKVMHPEMREGFDLDAAMTLARQAGAAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEAPVLAGAMAALKALHATPALANRFDPFAQIDALIAEYRRLGALL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNYPGFEQKIRLAGGAA
>MBL3595082.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB22
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDTAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MBL3595083.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGAGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALISELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPKRLRELRRRFQLVLQDPYGCLPPQSPIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENALPETATETPHA
>MBL3595084.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MBL3595085.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MBL3595086.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGVPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MBL3595087.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB22
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>MBL3595088.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGTLAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPGL
>MBL3595089.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB22
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MBL3595090.1 hypothetical protein JMM63_05845 [Rhodovulum sulfidophilum]AB22
MAREVAPSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAA
LRLMVSDIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MBL3595091.1 elongation factor P [Rhodovulum sulfidophilum]AB22
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MBL3595092.1 elongation factor P [Rhodovulum sulfidophilum]AB22
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIIINTETLDYSARA
>MBL3595093.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB22
MAERAALEALAGAAIVRSRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIAGAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHGTTGAAYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPVEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGSGYRGLVERCLATLGA
>MBL3595094.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB22
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEAPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MBL3595095.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLISLMAVALSID
WAWTLIAMAGIPLLVVPIMVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVTSQLRA
RAGQAGMPALVDVVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLSAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALAELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDQ
LLARDGLYAGLYRLQFTAES
>MBL3595096.1 tyrosine-protein phosphatase [Rhodovulum sulfidophilum]AB22
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGSNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGTPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MBL3595097.1 hypothetical protein JMM63_05880 [Rhodovulum sulfidophilum]AB22
MAATLALVAGAGARFVPSSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALAGLGALHLRQSLP
ALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETAGGKQVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRRLSQI
HRDTGMATARWPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MBL3595098.1 SLC13 family permease [Rhodovulum sulfidophilum]AB22
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MBL3595099.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MBL3595100.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB22
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVQGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>MBL3595101.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRGRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MBL3595102.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB22
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADFGTLADASPEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MBL3595103.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MBL3595104.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB22
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIIYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MBL3595105.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB22
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAIVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYAMTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGA
>MBL3595106.1 DMT family protein [Rhodovulum sulfidophilum]AB22
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MBL3595107.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB22
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MBL3595108.1 hypothetical protein JMM63_05935 [Rhodovulum sulfidophilum]AB22
MEKQSTSQMLRSDDLLRAAGEKNLEAFKYLAGVCWAPVVVAMAFLRGGGDESGWFVKLALSGALAALMVAGAIFFLAFHK
QTMAFVHSLMGSDALDIAKEVNPNAEREISSNSYIAYKLGHVADRVAFPMMTVSYGVISFVAIAAVWR
>MBL3595109.1 hypothetical protein JMM63_05940 [Rhodovulum sulfidophilum]AB22
MSAPKWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MBL3595110.1 acetolactate synthase [Rhodovulum sulfidophilum]AB22
MILRAVLLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPAQVVITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MBL3595111.1 hypothetical protein JMM63_05950 [Rhodovulum sulfidophilum]AB22
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYDALLRVDIDCARTAFPELFAGGPLA
>MBL3595112.1 hypothetical protein JMM63_05955 [Rhodovulum sulfidophilum]AB22
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MBL3595113.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB22
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCSGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVARINAGPGESLAVDEVIMEFE
>MBL3595114.1 restriction endonuclease [Rhodovulum sulfidophilum]AB22
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSALFELTPEDRAEVLPSGRQGRMANRVHWARSYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPADPIASDATPEEILASAHEEIQTGLAAELLGRL
LEGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>MBL3595115.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MBL3595116.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB22
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MBL3595117.1 H-NS histone family protein, partial [Rhodovulum sulfidophilum]AB22
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALS
>MBL3595118.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVHDPVFRWVYARTGVISWAALALDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MBL3595119.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMARLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MBL3595120.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB22
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MBL3595121.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLMEAARNSKKEMTPGQLVA
DYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIEPPEGVELRPDKRPYVI
IDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRRHPAAAKPVVMGNCQGGWA
TLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAIQPMLWSDLGGGRFDGANLVMNFELLNPSRNYFRKY
YDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKAIRAPIIVFASQGDNIT
PPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGRGE
DREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTRRLHPLRVQRTAMSSVN
PFLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTRKT
TAELRAMPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFAALTAECRARILHEQTLIATHD
PEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPLASHGAVVHGSDMARSR
SAAAGVPGAEAGVGDAPKTVSERKTSE
>MBL3595122.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB22
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MBL3595123.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB22
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGVVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYEQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MBL3595124.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB22
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MBL3595125.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB22
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>MBL3595126.1 DNA-packaging protein [Rhodovulum sulfidophilum]AB22
MRNPVPTEESRHSTLTRRALKSGADWIACAPPETQTAFLEGMDEALLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGS
GKTRAGAEWVRAQVEGARPLDEGRARRVALVGETIDEAREVMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFS
AHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGGDPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANL
AASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLEALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRM
QGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRMVAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEP
VAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVDALVWAINDLMISPAAHWRRPRVRGL
>MBL3595127.1 phage portal protein [Rhodovulum sulfidophilum]AB22
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLAHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPERG
>MBL3595128.1 hypothetical protein JMM63_06035 [Rhodovulum sulfidophilum]AB22
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MBL3595129.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB22
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MBL3595130.1 phage major capsid protein [Rhodovulum sulfidophilum]AB22
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRIKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MBL3595131.1 hypothetical protein JMM63_06050 [Rhodovulum sulfidophilum]AB22
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAVIEARTGKALIARSFSYELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSARIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MBL3595132.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB22
MSRVPILNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAASRPAAGQR
FREGTQYFHIRAVTEHDARGLYLACYAEEEIGA
>MBL3595133.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MBL3595134.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB22
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MBL3595135.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB22
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLSLIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MBL3595136.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB22
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MBL3595137.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB22
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFTRSQSQIAAEMSRLLSRAQRNR
>MBL3595138.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB22
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVVGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MBL3595139.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB22
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPQQNALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>MBL3595140.1 C40 family peptidase [Rhodovulum sulfidophilum]AB22
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MBL3595141.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB22
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSTHGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNPHHDRIGGVRSAVPTAWMP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICSEAGVSDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVLQPAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAVEDAGYTLNTTLE
RSAVIGITETPLHAAAPGRWDRGPALRVKLSSGTLSSLREADLLAGANLAAIGAGDAAGWELFQFAEAELVEAGTYDLRM
RLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLRPYAPCHLR
SRKGPGGDLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPVWTYTTAMQMVDGAVAPFAVEV
AQLSDQFGPGPYRRIEIDG
>MBL3595142.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB22
MANTANLSLPLLQAAQAQKHVIVNEALIRLDALVQLRLQSLTVSAPPLGGPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLAGWRAFVVDAGTDMRWTGGGWTVVGGAVAPSGAGIAFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGADGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MBL3595143.1 hypothetical protein JMM63_06110 [Rhodovulum sulfidophilum]AB22
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDTDYCRC
LAQVLGALATWREWKAALSAPG
>MBL3595144.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB22
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
SLGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MBL3595145.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB22
ICPRGRIVRADVEKASAAPKAPAASAAPVAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPH
FYLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTP
VLMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGE
IEVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MBL3595146.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB22
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGAL
ALCCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPRG
IAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDEI
LTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPKQ
AALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAII
VMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKFR
GRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGLT
ELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAGV
WMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAAREGGDRGGNVAENILRSVLGAFTGRN
>MBL3595147.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB22
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MBL3595148.1 ammonium transporter [Rhodovulum sulfidophilum]AB22
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MBL3595149.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB22
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPACRIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRDTSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>MBL3595150.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB22
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MBL3595151.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB22
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MBL3595152.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB22
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MBL3595153.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MSGPGEVGPDALRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPV
IVLYWMDRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDAETGRVEVDALDCYDGTPLIDIKPWLPSID
LPPGETG
>MBL3595154.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB22
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>MBL3595155.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB22
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIATSDDPSAIVAFFGSRDPVTGEGALRLAEAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARY
GRALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRK
GRGEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGNPKLAYRLAAHHHLRAGASYAELEWLSGFIALRFLDRPE
TALKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWR
AQPFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTG
IARSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVE
EFGPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTDALSLSKEL
KSN
>MBL3595156.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNASSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MBL3595157.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB22
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGARVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MBL3595158.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGHSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRAEEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAQLSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYGTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDVPEGFRVEASL
>MBL3595159.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB22
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MBL3595160.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]AB22
MAGGGDGAAVHPRAGPPGRDRLGLAAAAHPVRLGAEVLLPDTADAAGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLS
EAAEDVDLVLLDAYGVLNVGETPIPGAAARISALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSATEVTSSREALLE
TLAGDTRHWGIMLGDAHGSEDLGDLRVSFLGDDPGTYARVDGFLLIGASGWSEARQSLLAQALAARPRPVFCGNPDLVAP
REAGLSLEPGYWAHRLADATGQAPRFCGKPFPSIFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGA
LKSLSCQSCCREAGIHPDFVMTSI
>MBL3595161.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB22
MTEQDLTTGPTPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MBL3595162.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB22
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVTAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MBL3595163.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>MBL3595164.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MMHMEESMFDTTFRGLAAASAIAMIAGAAQAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIY
ADIWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTR
KDSGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAE
RGLYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQDDWAVIREIQAAN
GVQYTPEGLAAE
>MBL3595165.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVSPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCHGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGARVL
>MBL3595166.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB22
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTQTGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEAHTVEDSAAPGTVLDGLTIACGEGAVEIIEAQRQGKRPMSAAEILRGFPLPERLD
>MBL3595167.1 peptide deformylase [Rhodovulum sulfidophilum]AB22
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAGRCG
>MBL3595168.1 peptide deformylase [Rhodovulum sulfidophilum]AB22
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MBL3595169.1 peptide deformylase [Rhodovulum sulfidophilum]AB22
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MBL3595170.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB22
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MBL3595171.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB22
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDSLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MBL3595172.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB22
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGV
>MBL3595173.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MBL3595174.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB22
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPAAKDFGDSVINDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDELYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MBL3595175.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPKGYIIAHITVTDPEAYRDYVDRDTPILESFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQKVAAI
RHATATSDIVLVEGVA
>MBL3595176.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVAEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MBL3595177.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MBL3595178.1 host attachment protein [Rhodovulum sulfidophilum]AB22
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNREGFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>MBL3595179.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDTNSTLNEGAQASDAQDRGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MBL3595180.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB22
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMAWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITSYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MBL3595181.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB22
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPADWIAEYKWDGIRGQMIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAETPAAFLAYDLLED
GGTDIRPRPLADRRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAIWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIQASSRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MBL3595182.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB22
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGLDA
GIAAAAWEGETTEGGEE
>MBL3595183.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB22
MADVHVTEPIHPDALALLASAGLSVSCGWKDDDPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFEQLAPLELSGMRMLILGFGPIGQRVAQLARAFE
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MBL3595184.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB22
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MBL3595185.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB22
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MBL3595186.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB22
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVDEVERTVDVDAILAGITNRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRTENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYELPHALRITVGDEAACRRVAHAVRAFKEGAR
>MBL3595187.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MBL3595188.1 extensin family protein [Rhodovulum sulfidophilum]AB22
MRRAGLVLALVLVAGTVSAASFDSIPRPKPRPALAWGTVPAEAVAVRPEARPATVLSRVMNGPRRARPEAVAGRGLDRSL
RPVPRPSDLSVTLAAAGPRSQLSAVSTPRRGVVCGDPAITGEMIAPIVSRIAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGQ
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MBL3595189.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAM
DAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPLFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MBL3595190.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB22
MQDGLWVFGYGSLLWKPGFEVAEQRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MBL3595191.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB22
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MBL3595192.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]AB22
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDARAEAARLAAARREALEALVADLRARNTEAEAARATLEGQIESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEETLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MBL3595193.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB22
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGTRLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MBL3595194.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB22
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MBL3595195.1 endopeptidase La [Rhodovulum sulfidophilum]AB22
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MBL3595196.1 hypothetical protein JMM63_06375, partial [Rhodovulum sulfidophilum]AB22
ANRGLEGLARTRCEAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTATALDRLGRALSAGACGPTLTVAPMDWS
RMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSL
MAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRT
GGR
>MBL3595197.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETQALEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>MBL3595198.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLREFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMRARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MBL3595199.1 hypothetical protein JMM63_06390 [Rhodovulum sulfidophilum]AB22
MLGDGRKYHVNAVSVARVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAAATDTRPELPVPVPAPGSFLRYAAF
DVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWIGKALRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGT
GRTQDQDLAAVMASFAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWAVPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>MBL3595200.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB22
MFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPY
HAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEALAEGVEAPDMRNLYPFGFGVEAFNEVSFAL
LQSFGRPFYPLHVSDRPNWPAIEYLSWLPELLRERRRKRAAGALIERLKTEATPFNLIAMQLEVDYQIRASSDYPDLLTF
LDETMASFAAHAPADRHLVVKVHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALR
MGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MBL3595201.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MSRPVQGSPGEAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GVGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRIGTACSAAGTGHLSPPGAVLPRAAELAG
FAEWSLDPDCGRIRVAEGMLAMLGHAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWM
EASARRVEPGPGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEHELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVSEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTKVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MBL3595202.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB22
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLKYLAALDRVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPDDC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTETWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVVEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGAALQGGRGVA
>MBL3595203.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MPNILPPAPIPLRPALAAWCLLILLLGAMLAPGPARAHPTGAPSGNMQGGMSGPVQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIISSEASGWFPREMTSVDDLVGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVESGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFETAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MBL3595204.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB22
MARTEDFSQDSIGRIREAPVSAVLDAVEQAAQGDRLSVRRMFETLGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIA
LIAGQMLVRRRHLWAPDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELV
PFSSSLLGMTVVTLSVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MBL3595205.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB22
MTRIVVFCLSAAALLGVAACETVEGAGKDIQSAGGAISQEAREAQN
>MBL3595206.1 histidine kinase [Rhodovulum sulfidophilum]AB22
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>MBL3595207.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB22
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGVLAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>MBL3595208.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB22
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MBL3595209.1 response regulator [Rhodovulum sulfidophilum]AB22
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAALTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MBL3595210.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB22
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MBL3595211.1 DUF883 domain-containing protein [Rhodovulum sulfidophilum]AB22
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRHPAAAMGIAVGLGFLVGLMTGRR
>MBL3595212.1 hypothetical protein JMM63_06455 [Rhodovulum sulfidophilum]AB22
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARRPGSGDRARD
>MBL3595213.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB22
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MBL3595214.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB22
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MBL3595215.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB22
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MBL3595216.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB22
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MBL3595217.1 DUF1150 family protein [Rhodovulum sulfidophilum]AB22
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MBL3595218.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB22
MDRAPLYADVADGPTDGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRALGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNEGLDVASAVFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MBL3595219.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MBL3595220.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB22
MANTLRFLNLALAVFSGAALIAGQGIADSARAEDLLEELQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDAIEAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>MBL3595221.1 helicase, partial [Rhodovulum sulfidophilum]AB22
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISGAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPTETAAKSAAETAVDMTAESAAQNAEESAPGTASET
>MBL3595222.1 TniQ family protein [Rhodovulum sulfidophilum]AB22
MAMLFPNLPFHPDETPLSWAARSAAFHTGGRLVPFLNDLGIDLWSLKRGEECALARLCSISGQERAPVAHNAVTAFGDRQ
YALRGERFAAEFLTGPVTRFCPSCLAEDAAGAARPATRWRHRLIWTLSVVRVCPVHQLPLLSHRGGNWDDGAHELQALPW
EKDALAVGPKASLRPSPLQVYVVARLAGASGPAWLDGQGIEQAVRATEMLGAVIAFGSGQKASNMTESMWDEAGRAGWAV
VSEGEAAIRTTFMDLLKHAETNPGSMHPKTAYGMLYAWMSASRLTKDPGPIRPLLREHILDTVPLTKGQILLGSPVESPR
VSSVAKIAAAELVHPMTLRNLLADQGVISASDREVPCGHIFLRYDDARPSIRMLKHAVPVTRLPELLGASRPMVAALLEI
GALTRLAEVEAASSKMSKAVDGLEMAAFLERMQVRLLEVAEKPTTMVTLAKAAEKGRVKLSVILSMLLQGRLQRVCRLAD
VAGLAAVLVDPQEIKSKLALPRPGMSGELALIILGFDPSRGRRVFCHPEAAPLIASQPYGEDVWVSPAALENFRQKYVTK
KRLPLVMDARPLAIEKLLRERRVKPIWDPREFGAAIYEKADLPKV
>MBL3595223.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB22
MSHHAQTARTLEHLRSLHVGSDMDTELTGQLARLLKRDDDGELSPEPIRFTRTNETRGIMVVGGAGSGKSHLVHRALMKF
PVLAEGEYGRPRFLECSVPSPATLKSMVLEMLEKSGYGTVSPTRQVWSLVQILRERMRVTGTVVLWIDEAHDLFCADRNL
ILRALKSLMQGDDAVIVVLSGTEELAQVIRTDPQVQRRFSTVAFAALVPELHGDLFQQIVGDYCHRAGLGAPVEADLVGR
VFHGARYRFGRAIELIVRAIEVALYAEASDLTIDHFARAWAMHEGCPADQNVFYAEQYRLLRLDQASEDAPRVSTRRRG
>MBL3595224.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB22
MELNFNIDNVRYAFGKLDRVHINGMACKVIYHSEEGYVFGADDSEALAHSYSQEQLSRLGAQGRIRVELGYYDPASARKR
LVQSASFIDDLPFKTRVRLSKKDAYCEAILELRRDGLIKMTDESLDANMALIKGKALAYAGKHTRVGDRKLDISGNFDEA
PSPRTLRRWLEAKEELGLVGLADAMHRRGNRTRVMGPEEIGLLMTEVRKYLSPEKPTIKMIHEGVQIAFDKRNAERVKVG
LGVLTTPSRETVRRAVRELDPFQVTLAREGEAAARKKYRPVFEGLYLARPLQRVEIDEWQIDLITLMKSSGMYDLLTDEE
RAALGFDKKKARWWITAAICCTTRCILSMVLSREPGGEAATQAVQMIMTNKGKWADAVGALTAWDMHGRPELIVTDGGAA
FKSERFRFACADLAIATEIAINGVPEVRGTIERVFKTFVLDLMPRLSGRTFSNILEKGDSDPTKRAALTVDDLTFALVRW
VVDIYHNTPHRGLDGETPIACWRRLSTQWGVMPPPDMHTARTVFGQHKTATLDKTGITILKVRYRSEKLATWLRREDSCT
VNVRWHPKDIGAVSVQLGDRWHEVPSVDASLEGVSAQTWLTATRTVRAGNPKSNRLDLPAVRQAIKAIEERNEAAMAEAS
LNLEDWSAEAFDRAEKNVLAGVEFHERASGPQNDSELGRAIRDHVEPSDATPPAQRTAAKRASSAPKTQTTLNIEED
>MBL3595225.1 hypothetical protein JMM63_06520 [Rhodovulum sulfidophilum]AB22
MSYPFLPGGIRLPEVSAGNRSTQVASKAHFTGHITFGEGHGRDVGLESNLEEKVALILRYAPTTVDLVEQQAFEWYDADG
ECYTHYVDLVCRLRDGRRIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALRDRIGMEGTGLRAVVRHIGSGHLQLLRQEKISETSQVIRVMALH
>MBL3595226.1 hypothetical protein JMM63_06525 [Rhodovulum sulfidophilum]AB22
MNVEKYCHLKVENTAVLGGVEQLAILFSQNLSGILETGGMCLSDLEAGICENSAPETPHSRRSGQVGPVSFMGNSRICG
>MBL3595227.1 hypothetical protein JMM63_06530 [Rhodovulum sulfidophilum]AB22
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAAADMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDGHIQWEANCDGEGGSKLLDVLNRLPVAGLELHRTFGTFCGHWLEEGFNGADEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARGGAS
>MBL3595228.1 type II toxin-antitoxin system HipA family toxin [Rhodovulum sulfidophilum]AB22
MADFEVHVDLNGRLHPVGLARSNRVRGGEAILFEYDPAWLKDAERFSLEPALPVTRGAFAPPAGLSTFGSIGDSAPDTWG
RRLMQRSERRSAERDRRAVRTLTESDYLLGVADETRLGALRFRRVGEEPFLAPIRAGVPALIELGRLLQVTERILRDEET
DEDLQLIFAPGSSLGGARPKASVIDQHGHLSIAKFPKETDEYSMETWEEIALRLAGQAGIVTPHHELIDVAGKKVMLSRR
FDREGAVRIPFLSAMAMMGAKDGERGSYPEIVDALAEHGAQGKTDAQALYRRVVFSVLISNVDDHLRNHGFLWRGRAGWS
LSPAYDLNPVPTDIKARVLTTNIDLDEGTCSLDLLEEASEYFALTLAQARAIIKEVATVTATWRETARSVGARSAEINRM
ASAFEHEALRRALAL
>MBL3595229.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MBL3595230.1 IS5 family transposase [Rhodovulum sulfidophilum]AB22
MPKQPAIPGLRDAMKKKVTRHEQFLAEMDAVLPWGRLLALIAPHYPKAGPKGGRPPMPLETMLRVYFLQNWYALSDPMAE
ETLYDSEAMRRFAGFELGDDRIPDETTILNFRHLPEQHGLTEAIFADVNAHLADKGITLRSGTLFDATIIDAPSSTKNKA
GARDPEMSSTKKGNTWHFGMKAHVGVDPESGTVHSLETSTAKVHESRIWDKVLHGEESSVWADKGYVSAEREAAFVAVGG
AWGVMRKAPRGGKLHPEDETINRIIAMVRARVEHPFRVLKRQFGYVKTRYRGLAKNRAQLFTLFALGNLFLVRRRLMAWG
RVRPKSAKPPTRRAKKSRNGP
>MBL3595231.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB22
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MBL3595232.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB22
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDVKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MBL3595233.1 hypothetical protein JMM63_06560 [Rhodovulum sulfidophilum]AB22
MSTASEHAGQAALSICEALLLAMNDRGLLTEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MBL3595234.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTTQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MBL3595235.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB22
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MBL3595236.1 CsbD family protein [Rhodovulum sulfidophilum]AB22
MDKDRVIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MBL3595237.1 hypothetical protein JMM63_06580 [Rhodovulum sulfidophilum]AB22
MSPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MBL3595238.1 hypothetical protein JMM63_06585 [Rhodovulum sulfidophilum]AB22
MEEHFWTSGADNARATTATNAVIVFPYPPGILQGDQIWTHLKQSTGWRSVVMAERRVTRCQDIAILTYRVSAEKADVPIY
KALCASTYLNDDDTWLRIFHQQTIVA
>MBL3595239.1 hypothetical protein JMM63_06590 [Rhodovulum sulfidophilum]AB22
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGESGSGE
>MBL3595240.1 hypothetical protein JMM63_06595 [Rhodovulum sulfidophilum]AB22
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MBL3595241.1 hypothetical protein JMM63_06600 [Rhodovulum sulfidophilum]AB22
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MBL3595242.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB22
MTLTAVSFELLAIYRLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAA
AILLLSISALVIIWAIGQQAARLHPS
>MBL3595243.1 hypothetical protein JMM63_06610 [Rhodovulum sulfidophilum]AB22
MLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEEFIRAVMLLGEVRAPKSTETDVTGKQPMP
PRSKGKKEPCMDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>MBL3595244.1 hypothetical protein JMM63_06615 [Rhodovulum sulfidophilum]AB22
MPDIPPCPASTSSLLSSSSVPLPGRPILAQSGPLTLDTLEDVRARLHRAGSAPRVDLSAVTELDTAGAWMLLGHRNLRIE
AASPAQDLLLRTVEAALPPPRTVRPRKTRQRAGEALANVDAAPEGFLATSAQGLGFTGLVMARLATTLLRPQRLRLTALV
HHMEEVGLPWSRQGPESGLSCRLTRLLDPHYLGEVLGRKGRSQFLGESRKERRALRACQCHRLPL
>MBL3595245.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPRT
>MBL3595246.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB22
MGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQPKGLLVTLV
VNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVNDLIMVVAFA
PIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTEKAISAFTARIKPVSMVGLVATVAILFGLQGDTILSR
PGVIALISVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVVGVLVEVPVM
LSLVAFANRTRARFPEAERGA
>MBL3595247.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB22
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFSAAGLTPREALRETKSPAREIGLLEKDVPEDALI
DAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MBL3595248.1 hypothetical protein JMM63_06635 [Rhodovulum sulfidophilum]AB22
MKYRISLLVMAVVCGGSESSATEMAWLEVDTLESRLAGSDHTEVPVSELLPEGRILCAVGSYAFDLPEGYDTAKEDLENA
GLLPVAEGNGLLFSVDEERHLHSAFALSVWPDPVILDVAEPLCIPAASAQIDLRKDTRSLIIKLERRE
>MBL3595249.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MIDVLSALSQFTTCGNPVILAVRQEQAERRQTERHSHEQGQLLGSLQGVVSVGTDQGHWIVPPVNAVWLPPHAEHWLTSS
GAFRGWSVYVAKEACATLPNSVRVISHSGLLREAVARAATWKDPPSTQAQGHIAGVILDEIASTPEEPFSLPMPLDPRLQ
KIARALVDDPSERRPMKAWAAWAGVAPRTLSRRFVLETGLTFTVWRQRSLLLRSVEMLIEGRPVTTVAFDLGYETVSSFI
DLFREHFGTTPGRYLKRPSAPCP
>MBL3595250.1 hypothetical protein JMM63_06645 [Rhodovulum sulfidophilum]AB22
MTTDKAMTPSEACDLLQRMFAVFMNPNTKQDDLAEFLTPDYVQRVDGKQLDYSEFLMHHQVLKGTISSGSVNFEHFVTDG
VSAATVHIAEAVKRNGERIRLRVIAYYQFCGNRISLVDELTQLLDGDQEDRDLGSRTVPA
>MBL3595251.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MLDITELSRRTGLPASTLRYYEEIGLIRSSGRRGLKRVFEEEVSTRLALVSLGRTAGFSLSDIRGLIGAEGQPELDRTTL
ARQADKLDEQIKEMTVLRDGIRHIVTCSADNHLDCPRFKRIMRVALRRGS
>MBL3595252.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MSHPYTAHSTPAPPKIAFPILASVQAVLIFTITLIAVPLPLIGEEFGLTTADLVLLQVAYGLPYSGLLLLGGALSDRFGG
SCLFRTGLWGFGLSSLGAALSLSFEMLVTMRALQGVAAAMVAPAAVAHVAALYPDAKRFDRAMARWGGISVLGAAAGTVL
SGVLTTWISWRWMFAVPCLTVFVALTLHGSVLPVVRGRQAQAERLDLLGALLALIALVSGGFALSMGSEHSWTSTPVALT
FLLALFALVGFLRRERSIAAPLLPPNFFADRRRVLGSLGILLAAASMGLVTFILALSLQGGPGWSPLATAMAMVPYLAVL
ILSSGPAAGTVTRIGSNRTMGLGLLLAAAGLALLTGFGPDYFTQILPGLIVLPVGTSLMFAASAVLLTQDVAPERMGLAA
GVMNTAMELGPTAGMAGFLALAGLRSELDAGWSLSLMAAAGAAILIAIYAVFGQWSRANG
>MBL3595253.1 DUF2938 domain-containing protein [Rhodovulum sulfidophilum]AB22
MDELLVNAGVIGIGATLVMDMVALTLKRGFGIRPLDYALVGRWAIHACRGQAVHRPITATPPVAYEAMVGWGLHYLIGVM
FAVVFLLWSGEGWLAEPRAIPAIAFGALTVLAPFLVLQPGMGAGLAARRTPRPGTSRLRSLTAHLSFGVGIWVAAVFLST
MT
>MBL3595254.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARSPGTGAGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRGSGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAGTAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MBL3595255.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGVGSVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGEQVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MBL3595256.1 cold-shock protein [Rhodovulum sulfidophilum]AB22
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MBL3595257.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MGPERSAGRPTGKLAGKLAGAFAAATAAIWSAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDRHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFR
KALAPVVARWIEDAERRGIDGAALVARARAAIAAHESR
>MBL3595258.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB22
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATAARGRG
NA
>MBL3595259.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEDLKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>MBL3595260.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB22
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYVVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRVA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDLALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVDPVADPVTA
PAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MBL3595261.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB22
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFVRLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MBL3595262.1 hypothetical protein JMM63_06705 [Rhodovulum sulfidophilum]AB22
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MBL3595263.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]AB22
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAAEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLVPSDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVIDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MBL3595264.1 hypothetical protein JMM63_06715 [Rhodovulum sulfidophilum]AB22
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLQAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLIW
RSEALLAQLELISFPERRTVWTTFQRVGDSAEAVRAVERDAVGHILRRLGAAHRMGPDKVGSPPPRQGAGGLPELSCLLG
VHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRPGTDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGPDAVAAREAVRPLDPSGSRVERLLVGLAEARNRSASPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MBL3595265.1 response regulator [Rhodovulum sulfidophilum]AB22
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MBL3595266.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB22
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAVPQYVDDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDDDRIGAAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MBL3595267.1 hypothetical protein JMM63_06730 [Rhodovulum sulfidophilum]AB22
MIDAPIDLDGHRSAAGQHDAEMRRRPLNTEPDSGPSLQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MBL3595268.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB22
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>MBL3595269.1 hypothetical protein JMM63_06745 [Rhodovulum sulfidophilum]AB22
MNGFIATVGLRIPGTSPWMAAMLAVGMVASLAFPALAQDGTGAVPANAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>MBL3595270.1 hypothetical protein JMM63_06750 [Rhodovulum sulfidophilum]AB22
MPAADCDPDSFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDIARACPVAPGIAA
SPRRPDVTGENA
>MBL3595271.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB22
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MBL3595272.1 cold-shock protein [Rhodovulum sulfidophilum]AB22
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MBL3595273.1 hypothetical protein JMM63_06765 [Rhodovulum sulfidophilum]AB22
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVEPQADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MBL3595274.1 hypothetical protein JMM63_06785, partial [Rhodovulum sulfidophilum]AB22
LADSFSAPGWTGALDRIVAPFRPRLKLSRTRFVFTEAGFIEVPRISGDAMRRASFALEGRGQLVYSCPGCDGDQVWPEEG
TRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>MBL3595275.1 hypothetical protein JMM63_06790 [Rhodovulum sulfidophilum]AB22
MIETLRMPFFVLALVLLAFAVSFEIGLGLVWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGR
VQAAIGILLALIGGLVVLALTLAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIASSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWITVLFIGNLPGLVRAIRSLLTARPAT
>MBL3595276.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDNMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIWRDVRVCQIYEGTSEVQRMVIARGL
>MBL3595277.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB22
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEVLMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAGAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MBL3595278.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVDAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAIAINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MBL3595279.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MKLDRIARRDYADAHARFSIEDEIASLAGDLEAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRELSARSANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRAKLDEIPDCPPVA
LIRDADTPLPAGDIDLCAERAAAPAEFVPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGKLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MBL3595280.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQAESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRVRLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRVGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MBL3595281.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB22
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDAPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARTLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLILPADRTRSPVWPGV
AANGATRWPKGADRLHVRYFTLLGLDAEAGRVAIDFVDHPDGQISDWARAARSGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPERFAASAAGCLAEALAARPEARVWVGAEHALVHEA
RRIAAALPPERKEIGTYWRRGRRGDARRDDHDD
>MBL3595282.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALITEPGARLAGWASVPRLDLG
RADWLAPKGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQTARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWSGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRSGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGSTLAALNDRFASPLPGPLWLSLDAS
>MBL3595283.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB22
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGALDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGILARNALISDETARALNWDSNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGDPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MBL3595284.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDAWFDRAWRLFVEGAAPGRG
>MBL3595285.1 hypothetical protein JMM63_06840 [Rhodovulum sulfidophilum]AB22
MGVDWGGETPLSWLGFDAVPGDHGALPRQAAPGCRAFAVVIKQRITRSACPVAAVTAAFNGPAHLPGCRSHIEHVCSRSS
GSGPLAEPGFAGPKSGIADPNQTFEL
>MBL3595286.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB22
MAASRPSCYAGRLKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWL
KAFAAGISPYLAEGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTKARFEELGIQPVATLYRGAYRTGLFK
DLARALDLSRQEGFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGRADS
>MBL3595287.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB22
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERILRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MBL3595288.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MBL3595289.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTRTLFITGASSGIGAATARAAVGRGWSVGLMARSADKLDALATELGAAALALPGDATDPTAQEEAVARTVENFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MBL3595290.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB22
MPADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELSVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MBL3595291.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANAR
>MBL3595292.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPDRVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLCATGLELAPGDLQECPYTLADGE
VAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVG
>MBL3595293.1 hypothetical protein JMM63_06880 [Rhodovulum sulfidophilum]AB22
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGSEVSRRS
>MBL3595294.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLVNLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKTAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MBL3595295.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MBL3595296.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MBL3595297.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB22
MTVSYLKKAPRRAVSDATETRETVQKILTEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADASADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAALSDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>MBL3595298.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>MBL3595299.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MKALIYTGPRLLELRELPDPEAGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPE
>MBL3595300.1 hypothetical protein JMM63_06915, partial [Rhodovulum sulfidophilum]AB22
EAEGLEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRLNH
TGPRARLDNVLGDLARLGAALAAAGWPAPTGQALAAAETAFREAAKA
>MBL3595301.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB22
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARAMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGEAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMA
GLLGRCPARAGPPRRIRP
>MBL3595302.1 hypothetical protein JMM63_06925 [Rhodovulum sulfidophilum]AB22
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEVRWQALRDAGAVWELPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APKSSVKA
>MBL3595303.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB22
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRSERVPQMADGAEVLAGIRRAPGLRYAALAP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLVVAPPERFAGHFHDTGGRAIANIEVALEAGLRVFDAAAGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MBL3595304.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB22
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGQPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRAMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFESPARATVEIGETVLDARLAPEGWRIDGALPGAVLRAGGAIHVFAGAAGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAAGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>MBL3595305.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB22
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTVIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEDETAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MBL3595306.1 OmpW family protein [Rhodovulum sulfidophilum]AB22
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHLGVDYAVTD
HSAIRTDVRWIDLDTKVKSDSLGDLGTAHIDPLVFGVSYIWKF
>MBL3595307.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRLPLILAAALAVATPAMAQQYDFTPDATLACMKKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKARGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MBL3595308.1 isovaleryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB22
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAGLWREMGDLGLLGITVPEEYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMA
>MBL3595309.1 CreA family protein [Rhodovulum sulfidophilum]AB22
MPRPALLAALLAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MBL3595310.1 hypothetical protein JMM63_06965 [Rhodovulum sulfidophilum]AB22
MTSKHPQKGKAWPSAYRRASDAALSFTRRVAQGQAPRHAVPVLLFAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLMAGEDPARAAPLVPVARPAAFARPDAGPLSTDGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADAAPEGNTLAQLRPPRRPLAAADPKRPRPRPAAIGNSAAATGPVAAATADLVVAASDRPRSRPASA
AMASSAPDLAGLRPVSRPLVLSEAEPDALRPSVRPTARAEAASAASLVPSEVAGHSMATVPVVPPAAKAAETASGLRASL
RPQTRPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDRDAL
IVQQALAGNIPDFLRELTPVRVSGRLPGGHRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDA
IYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQP
LSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MBL3595311.1 proteasome-type protease [Rhodovulum sulfidophilum]AB22
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>MBL3595312.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB22
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWSAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MBL3595313.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB22
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWGAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MBL3595314.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB22
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPFDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MBL3595315.1 purine permease [Rhodovulum sulfidophilum]AB22
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGRIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MBL3595316.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB22
MLEALPITPEAFAPFGEVIETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFHAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEEGQPGTPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MBL3595317.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB22
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGSGRFRYLLYKDVNRHPALALGAL
>MBL3595318.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB22
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGIAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGLHNALARVFRSAGPEKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERAHFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKETLP
>MBL3595319.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB22
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFETGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MBL3595320.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEETPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MBL3595321.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB22
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RVVASAGFGEVQEIVESRCTMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>MBL3595322.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB22
MVKRTQRPYVSRRRVKGRTYYYFRRNDTFVRLPDNPDSPEFDHAYWACRSGRNVAVKTSFDALITSYLASPAFLAKAPTT
RSEYRRTLDQIRAKNGPKDFTRLRRRDVIAARDTHAEHWRKANAMVEMLSILARHARDLEWIDFNPAENVEKLKGGSYEP
WPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWSHYDGDAIAVVQGKTGQRLWVACPADLREYLDALPRTGRFI
LAKNLTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLAEAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQ
AQDRRGRK
>MBL3595323.1 hypothetical protein JMM63_07035 [Rhodovulum sulfidophilum]AB22
MAEISREAFVDRFVSHCLEHCGFTHFDDGKAVEACARMVAPSYWADAHYRADGPEACAEGDMDYWGED
>MBL3595324.1 hypothetical protein JMM63_07040, partial [Rhodovulum sulfidophilum]AB22
DSLGCGGGICWASAAFPKPVEDPADKAFREAIAELVDCAMKEGKVDG
>MBL3595325.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB22
MTRTIATPVLLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLRARVIATPLAGAVILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLRATILALGLLGTAVLLSVFETLHLPGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPMAALAGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAIL
>MBL3595326.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MMTGRGVRAETPGPPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTADAGLRSWPNLEALRALRPDLV
VALAGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREATGRRLLAGLDAALAHPILGQRPVLIVKFAD
ERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPARLLHQSAIWQALPQQRAGRVG
LLPPAWVFGGVPSAIRFARLLEAA
>MBL3595327.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB22
MQGMTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIM
LGQSGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQA
EAQGARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYG
QATPGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTW
KFDPGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQ
VLRYSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALD
YVSMGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDREL
TGRLGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNT
SFNTQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGG
LRHVGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MBL3595328.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB22
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAAGGAALLTP
LGFWLTQPGRFADYRTTAGETRRLQLDDGSRVDLAAGSALSVDFGRTRRDLTLHRGEAFFQVAPDPARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDRDETTVDEGQMLDLGRDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSRAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MBL3595329.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB22
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDNASGEIRDPRAYLIRSARNLALNALAVQRRNAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVLSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MBL3595330.1 IS5 family transposase [Rhodovulum sulfidophilum]AB22
MPKPSPTRYRRTNWSECNAALRQRGSLSVWFDPGRVWPAGKTGKRGRPETFSDAAVQVCLTLKVLFGLPLRQTVGPVESL
IRMAGLDGPVPDYSTLCRRQARIGVQIPYRRSGMPLTLLVDSTFRGDGEWLARKHGPSRRRQWRKVHIAMDTETGDIRAV
EFTSSRQGDSPLLPDLLAQIPEDEESATVTADGAYDRRRCPTAIIARGADAVIPIRRNGRAWKEDCPAALGRNEILRAMR
HLGRALWKKWAGDHVRSRVEAQMNRLKLFGERIMSRDPDRQTAEIQIRIIRHCRSDQWRDMPHS
>MBL3595331.1 amidase [Rhodovulum sulfidophilum]AB22
MIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPVAIKDMNDVAGLPTTYGS
QIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSGGAAVALACGFAPLASGS
DLGGSLRTPAAYCGVVGFRPSFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDARDPFTTVIGGRTPWDAAD
FARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEERTPDCTGADRIFSVLRAVMFQATHARFLDET
PDLVGALVAENVREGRRYSATDVAQALASQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAFPAEIDGQPLQSYYHWLA
LAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIAGIPDLAPCSPDIATLSAAPPLRTAPGFL
DAP
>MBL3595332.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB22
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDHDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVSAVTQLASFLTDFGMDLEAAFAQPRIDVSGTDRIVADDRLPGRIRDALRAVAPVTV
TRKSILPYPFACPSGVLQEGSRRSGMTEPTSAWGDAVAEQG
>MBL3595333.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFVLVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MBL3595334.1 amidohydrolase [Rhodovulum sulfidophilum]AB22
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYAHLVETRLAPTG
>MBL3595335.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFSKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALDRAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>MBL3595336.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MBL3595337.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WLPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MBL3595338.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDDMIQSPVPVFWNITKDGE
>MBL3595339.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB22
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIAMSRGAEMAEAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEFIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDASGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPITAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MBL3595340.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDD
RGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAG
GRAVLSALSDDAAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVA
GSLSEWTRDAFVRHAAPVATEAARAINGSL
>MBL3595341.1 hypothetical protein JMM63_07125 [Rhodovulum sulfidophilum]AB22
MERLVADPCGKGVDGACVALQADGFRNERSLLSKLATFADPVNFIPYDRFAVAGLATLTGQPKSAVARSYRNYLGMVHSL
RDGDLGEVFDKFIATAQVPTKNVAGFKLRMIDDYLMQVGQRWSATAPSIAHQAPNSAKGSLSL
>MBL3595342.1 hypothetical protein JMM63_07130 [Rhodovulum sulfidophilum]AB22
MPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNTLPWYAAT
LVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELKDGWQPIPRRNRKGVIVHDRARYTPCVWEPSPAQIA
AARRAYLDWWGYLLEVQAALGATDLAQICVSGDMPPMTPWR
>MBL3595343.1 hypothetical protein JMM63_07135 [Rhodovulum sulfidophilum]AB22
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGAPA
>MBL3595344.1 hypothetical protein JMM63_07140 [Rhodovulum sulfidophilum]AB22
MAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>MBL3595345.1 hypothetical protein JMM63_07145, partial [Rhodovulum sulfidophilum]AB22
RALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQARKSS
PNGPARPEPMEELHHG
>MBL3595346.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MBL3595347.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAIPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVLRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MBL3595348.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB22
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MBL3595349.1 galactose mutarotase [Rhodovulum sulfidophilum]AB22
MTSATDTALDTARSDGPATGRRPLGRAPDGSPVEALWIGQAGTRARIMTWGATLMDLRLDGVGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
TSYSIEDDGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPVDAALIPLGAPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFPGHQGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MBL3595350.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB22
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGSVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPATGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>MBL3595351.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB22
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSDRPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGKIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGREGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MBL3595352.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB22
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATAETRRAMAELQLANIRAFLDGEPLPSPVN
>MBL3595353.1 sugar kinase [Rhodovulum sulfidophilum]AB22
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGTR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGVE
AEIAPVPVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFADGAEP
>MBL3595354.1 TIM barrel protein [Rhodovulum sulfidophilum]AB22
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDTPRSAIRAALDETCLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERQGHAAPVGAEYRPDG
PTGDSLGWMARFAASAG
>MBL3595355.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB22
MTAAAPFEIFLAALPGLEPLLAEEARAAGFATPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWATVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFDAGAWTAMKAPA
PTLPAGVRFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>MBL3595356.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB22
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPRDGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MBL3595357.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB22
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAVTLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWG
>MBL3595358.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLNALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MBL3595359.1 DUF2094 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTPATGYFGKIPSAGNVVTQGFPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVPSGDAPEPGLWVANPPDEEDRPVAQILTDLMGP
IGAV
>MBL3595360.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB22
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MBL3595361.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB22
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPPAGRPPATFAPEPQDERARLID
AMERAGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>MBL3595362.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB22
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MBL3595363.1 4Fe-4S binding protein [Rhodovulum sulfidophilum]AB22
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MBL3595364.1 hypothetical protein JMM63_07240 [Rhodovulum sulfidophilum]AB22
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>MBL3595365.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB22
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MBL3595366.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB22
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MBL3595367.1 SIR2 family protein [Rhodovulum sulfidophilum]AB22
MGAADRLSDLLDEVASGGRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLEELGIERLDLPLAGLAEALAATA
>MBL3595368.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB22
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MBL3595369.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB22
MTASASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVVATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
DGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MBL3595370.1 heme utilization protein [Rhodovulum sulfidophilum]AB22
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTAGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSIQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAIQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSAQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQVAALSSTQVAAMETGDLVRLSTLAVKGVGSEQVGGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQMAAITTAQTAVLSRAMLGELSSAQMAALT
TAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAAMTTAQVGALSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVVALQTDDIAALSDAQTEAFTSTQLAAMSTAQLNALFL
>MBL3595371.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB22
MPQTAFPPSGGPTPPAGFLSGNGGAKDLPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAWAAW
FNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRLALHKQLGRMLELDKR
LDASAEELRASLLIDPQQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARN
VPDPGPRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGA
LGDDEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLICDGITVPEAETTSYAPAPLR
IEGCYQANDGRAPELPEVSRASEGLPEDRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIEDTPESVAALSERWQA
AGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATD
PEDYVRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFTRRFEAALTSVLKRP
>MBL3595372.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPADAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>MBL3595373.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTMADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MBL3595374.1 peptidase domain-containing ABC transporter [Rhodovulum sulfidophilum]AB22
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDMFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRSAAILDPRHEAEGVRNLPWAEFARRWTGRLILIGRPDAAPAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLTRCETYAALWRQQT
EHIA
>MBL3595375.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB22
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MBL3595376.1 U32 family peptidase [Rhodovulum sulfidophilum]AB22
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MBL3595377.1 U32 family peptidase [Rhodovulum sulfidophilum]AB22
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MBL3595378.1 sterol-binding protein [Rhodovulum sulfidophilum]AB22
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>MBL3595379.1 hypothetical protein JMM63_07315 [Rhodovulum sulfidophilum]AB22
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWARIHAQQVCRPLFNLPD
>MBL3595380.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB22
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQVFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRGG
>MBL3595381.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB22
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MBL3595382.1 DNA primase [Rhodovulum sulfidophilum]AB22
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRLMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRQARGGGGGGSGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>MBL3595383.1 hypothetical protein JMM63_07335 [Rhodovulum sulfidophilum]AB22
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTGLLQTRG
ERS
>MBL3595384.1 hypothetical protein JMM63_07340 [Rhodovulum sulfidophilum]AB22
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MBL3595385.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDDLLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILCEGGAQGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MBL3595386.1 4Fe-4S dicluster domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
SPEPGGFEWWRLFLGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAG
ILTRLPPALRASDGQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDG
PARPVAFVEDCVVPPGNLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIF
WGEHGKGVRGAYLRDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQ
CLSYAAATPMCPSFKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAA
FYADLYARTRRPLADRLMLLAERESVRVQALAPFMRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGAADLARPLPE
GTVILVEDWFSALFDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPA
LVMQLRQDYPQAGLALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGAAQAAADWRRVFAALGVEIDTP
ATGCCGMAGLFGHKTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MBL3595387.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MBL3595388.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB22
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLERGPGVT
RFAPGDRVMALVAGGAYAAEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>MBL3595389.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MBL3595390.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MBL3595391.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB22
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDLDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MBL3595392.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MLTVENVHAGYGPTSILQDVSLDVGEGKIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MBL3595393.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB22
MTMTRRETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSALPVTCD
VSDYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMS
SVAGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVA
EAALWLTDAESSFVTGQTIDVAGGLLMT
>MBL3595394.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB22
MRNSMITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTRIVA
LCDRLIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPRGMDACLLGAGGAGAAIAFALAEAGVRRLTIVN
RSQGKAEDLAARVAKAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHAGQVVADAIMDPVETRLLAAARA
AGARVHPGLPMLRQQIRLMAEHLGALPKPTQQD
>MBL3595395.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLAKARRRPNLTVLTHARATRILLEGRRATGVM
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEVVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDHFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MBL3595396.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB22
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSTLSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSDGLEAALAE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MBL3595397.1 GFA family protein [Rhodovulum sulfidophilum]AB22
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLEGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>MBL3595398.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MBL3595399.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVTEFGGIDHIVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLKRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MBL3595400.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRAAFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGIRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTRAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MBL3595401.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCATMMEEIAGELTETVDGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNSK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>MBL3595402.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB22
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPAPDPEAPAPDPASAPAAMAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIERLIASAPTQT
TAETTAGPAPEPAPEAAAIPPGLGPYEVRPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALVALRTQVNEGREGAARL
SVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGTLR
PEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVNGALGAQLLAEIR
QGLEDPMSLLL
>MBL3595403.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MBL3595404.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAAQLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MBL3595405.1 LysE family translocator [Rhodovulum sulfidophilum]AB22
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLT
>MBL3595406.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MBL3595407.1 hypothetical protein JMM63_07455 [Rhodovulum sulfidophilum]AB22
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDSFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MBL3595408.1 dihydroorotase [Rhodovulum sulfidophilum]AB22
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MBL3595409.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MBL3595410.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB22
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MBL3595411.1 alanine racemase [Rhodovulum sulfidophilum]AB22
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGDRRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MBL3595412.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MBL3595413.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MBL3595414.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB22
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRG
>MBL3595415.1 methionine synthase [Rhodovulum sulfidophilum]AB22
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLTEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGRRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALSDFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MBL3595416.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB22
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLARLAAKGWVPEEVAETLTADYRAHREIEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARAAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEKEMRIELADPRGVIRESYRIEGIGAPECRS
IFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRRGGAHGRRS
>MBL3595417.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB22
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEQSNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MBL3595418.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB22
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARAVIAHGTSAERQRNAHAAALATGADSAEAMRAVVRLLIEEFGADL
>MBL3595419.1 hypothetical protein JMM63_07515 [Rhodovulum sulfidophilum]AB22
MCFLVGALVNQGDIAAGRFDPGGDGVVSSILWSEAGPLLDFETDMRNVEPGTIGGRFAFGVAIGTVG
>MBL3595420.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MDFAPSEEQRAIFDLAREFGAEHIAPHARSWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAGGWVLTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MBL3595421.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB22
MSDIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVRMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MBL3595422.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB22
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAAAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVQPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MBL3595423.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSWLARAEGLGEIEPEIAARLDALPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MBL3595424.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB22
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MBL3595425.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB22
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPGRVAAE
>MBL3595426.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB22
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MBL3595427.1 DUF4405 domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEVARASGK
>MBL3595428.1 c-type cytochrome [Rhodovulum sulfidophilum]AB22
MTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEELFGNIAAAATEETTEEPAAEAPAAEEPAAEEAA
AEAPAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDTREAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAA
EEPAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGF
RYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>MBL3595429.1 arginase family protein [Rhodovulum sulfidophilum]AB22
MPGQIVLAGSRDLDPAERHLPLRHAIPVIPPGAGMAAALRYVIAGRPVHVHLDCDALRPGIVPTEYAVEGGLSLDDLNAC
ARVIAEHRLPGLEIAEFEAAWKEGGRPVSPGPLLEALAPLLRA
>MBL3595430.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB22
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHRPTEDG
SMTARFGRIARALLDPAAPTGDEIADWARTAFAGADMATARTSFELGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EDSVDWEKGPAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MBL3595431.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB22
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>MBL3595432.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB22
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MBL3595433.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB22
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MBL3595434.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>MBL3595435.1 hypothetical protein JMM63_07600 [Rhodovulum sulfidophilum]AB22
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MBL3595436.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB22
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MBL3595437.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB22
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MBL3595438.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB22
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MBL3595439.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB22
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAADGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSAGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MBL3595440.1 hypothetical protein JMM63_07625 [Rhodovulum sulfidophilum]AB22
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MBL3595441.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB22
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MBL3595442.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB22
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MBL3595443.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB22
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MBL3595444.1 chorismate mutase [Rhodovulum sulfidophilum]AB22
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKRTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MBL3595445.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDSDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MBL3595446.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASDRTVGMVG
LWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPAPEACR
>MBL3595447.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MKITIDCPEIETERLILRGPRASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDQAVG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEATA
>MBL3595448.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYVSPENRRSVALAERLGARPDATADRPDPGDL
IYRHPRPEAAA
>MBL3595449.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB22
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MBL3595450.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGGGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MBL3595451.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLFLRQRVTPRILAALVLGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALVVLTLYGAPALVATDWGALPPLVWAGSR
>MBL3595452.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLSILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MBL3595453.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB22
MMDPAEKERLARLEARLAELRKAEATPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MBL3595454.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB22
MHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKMVEDVSGREGLKYFP
YIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLALRPILAMIEVISYF
VRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCVYLRDALHPHH
>MBL3595455.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB22
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MBL3595456.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB22
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MBL3595457.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB22
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MBL3595458.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB22
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MBL3595459.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB22
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MBL3595460.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB22
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGAALAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSEHGKDMQETL
>MBL3595461.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDPESAPESGAMTTRIIGPGGH
FGERLILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>MBL3595462.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB22
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPDGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRSPEPAGARMQAFLASVPREKMRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDVLGRKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGYALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLAFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMEEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERIQVRLTTTNPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>MBL3595463.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB22
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MBL3595464.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB22
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFHFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGADHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MBL3595465.1 hypothetical protein JMM63_07750 [Rhodovulum sulfidophilum]AB22
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>MBL3595466.1 response regulator [Rhodovulum sulfidophilum]AB22
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MBL3595467.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB22
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPEEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQSEEGPMSVAEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>MBL3595468.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB22
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MBL3595469.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB22
MTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLGGFAEYDKYLKANIEAESEHFISALTTN
VTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDPFVLRRAE
AAVYSDEEAKIPPGAWADQVFEKAGGKRTEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQTQQTLWR
RLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MBL3595470.1 response regulator [Rhodovulum sulfidophilum]AB22
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MBL3595471.1 hypothetical protein JMM63_07780 [Rhodovulum sulfidophilum]AB22
MTRHDLQLVNDGPRLPEIMDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRAVMGGAEIRDAPHSGGDIDVF
>MBL3595472.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB22
MRVMIADERTGTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVC
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTAQNASRKQSDAAMTFQHGRLVLLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNSAATVEEAKDQEPLVPGRVLLAPGKTHHLEVGVAGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>MBL3595473.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB22
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEIVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRISLPKAKTDIDITLF
>MBL3595474.1 hypothetical protein JMM63_07805 [Rhodovulum sulfidophilum]AB22
MAIGVASLDAIRATMLASAVDHSERSEGTTLALAFVMMDEVGAFGAVLAGMPVGVAWQIMFALTATFALTAYVLSAKCTE
CGRKS
>MBL3595475.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB22
MTAANLPAIRACRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTHQPVRFEITDGTRKSLAAWLDDPFMVGSEHLWPGRFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSM
RRTKVAQIYRKTGNLRAVQLPLGHTKMDSTVRYLGVELEDALAISEAVEI
>MBL3595476.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAASVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADARAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLNT
>MBL3595477.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB22
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LTGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGVFMIPIMVAAGLGGPV
AGWLSERFGLRP
>MBL3595478.1 hypothetical protein JMM63_07825, partial [Rhodovulum sulfidophilum]AB22
MRLTAWAAMNSSFAFIVSPPIARKKRSHGVVAQIIDRANDSLSRYLSGDGLDLGPAEGREAVHYGDADLD
>MBL3595479.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB22
MKNNDIRPPREGRRLPRTTGSRHNFGIAPNLLRRTFKASEPDRIWLADISHVPTDEGWLSLAAVRDMTTMEIVGWSMSER
LKGSLAVYAMRMALRNRRPAPICHSDRGIQYASGDYR
>MBL3595480.1 IS3 family transposase [Rhodovulum sulfidophilum]AB22
MESFFGSLKNELVHRTRVRSRRDPKAALFEDIAIFYNRKRRHSSIGDRMPEQARIDMAAAMAA
>MBL3595481.1 hypothetical protein JMM63_07840 [Rhodovulum sulfidophilum]AB22
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWVIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPREPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSTREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AARFREAQMADRSGI
>MBL3595482.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MFGSPRAILWLEGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDCGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGTDVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRISATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDLIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MBL3595483.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDDKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MBL3595484.1 hypothetical protein JMM63_07855 [Rhodovulum sulfidophilum]AB22
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDTADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLD
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFSNIADTFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTVVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRIASDEQEDDGETYRNS
LAVTGATRADDGSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDRATVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDVTSDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLGWVNSELSQAWEGAALELTEDGALVFVLPEATCTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAAGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFNGTVSFTYDAETGQITLSDSGNSKTEDTGLNLLFGAYRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAETGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTAQVTADGILALTATGYDTALSYDTIAFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDFTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDISLPIVGDSIGVGVTFFEEFRMLVLEEALEYASTPLADGTMPTTVDLITDFLNDALNDLLGTAGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVCRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGVFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGVEARFVAQIEVGYDLGGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGVTVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDG
DILEALGYIFYGEASFGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNTIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGAVDAADGDDTILGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPNLAAGAVTSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTQGSNILIGDFAVLEGSIILDAV
TKITTLASEMGGDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIRGDSTAADGNDTITVGNDDGTSS
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGPDPSDDDVAADVKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQITTGSGSDVI
VGGEGADKIRAGVGDNAILGDNGTLTRDDTGDTLSLTLKSAYLRTDGDDLVVTGSGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGSGGNAVIGDNGHLQIDEAGIELTSADPSVGGD
DKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLQIDEDGIELTSTDPSLGGNDKITTGSGNDAVLAGVGSDTVDAG
NGSNAVIGDSGHLQIDEAGIELTSADPSLGGNDKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLKIDEAGIELTS
ADPSLGGDDKITTGSGNDVVLAGLGSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDDDVVIGGTG
SDTIVLGDGDNRALGDSGYYRSQGELVSAHLDSDGADKVTSGTGNDLVVIGGDADTAALGDGDNRAIGDSGRIVWSATEI
GTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQVVARRVVTKDVAHGGGDVLTTG
KGDDVVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGPGADIVMGSQGNDRIEVGEGED
VALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAMAG
QSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTNFA
YRTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRA
QQDDSIGSPLDLILEEMDAANEGRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQALEA
AIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MBL3595485.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB22
MTTDAPRRLAPLSAMALAVGLLPGDAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFAPGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVASNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MBL3595486.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB22
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEIAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VVHPLPVRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MBL3595487.1 TolC family protein [Rhodovulum sulfidophilum]AB22
MTIRTSFAAVIGCSLLWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTE
SASLRSERDSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MBL3595488.1 hypothetical protein JMM63_07880 [Rhodovulum sulfidophilum]AB22
MSSSAKIGCGPQTLNEWGKKAEVDSGQRAGIPADLAEKMKALERENRELRQTNEILRKASPYFAMIEGSAALLRAMPEML
DRRSK
>MBL3595489.1 hypothetical protein JMM63_07890 [Rhodovulum sulfidophilum]AB22
MYHPSMKEKLAVLEDRKRTLTTQVAEAPEPAVLRMHPNFGDLDLLP
>MBL3595490.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPTEPRPEPADAAERRAAPPVVCYPPESLPAPPMALYDGLRAGMARVAQLEIPARDARAFRVPAGHVLRISCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMSTVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEAHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MBL3595491.1 hypothetical protein JMM63_07905 [Rhodovulum sulfidophilum]AB22
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGVHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAALAVLGLAIALLGRPVE
>MBL3595492.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB22
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MBL3595493.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MTRDIRLCLPCPDPRPGKIWGDWFFAQSLARALERAGRGVGLATAKRRSGGVWMRAVPQRWPWQDEIDLVIRGGKAWPKL
GRRPLFIWLISRPDSLTDREIGEAEHIFVASELYMAELERRGARAVSFLPQCTDPDLFSPDRAEKTLASEILFVGNRRKS
FPRAVVERALATGRSLSVWGRGWHDALPPGTLRGVEIPNAELGRHYASAGVVLNDHHPDMLAHGFVSNRVYDVLASGRPV
LTEDMPGLPEDLRPAVFAYSDGTFAERLGTALDDDRQDRSEIAAHVRSRHGFDNRARSILEVIGHA
>MBL3595494.1 hypothetical protein JMM63_07920 [Rhodovulum sulfidophilum]AB22
MIVGTMATYPPRQRSMLATVARIAPQLDVLNVVLNEYSSAPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPETYVKDSVAAMQALGPGRLVGGYCGAVYRKPQMRQKTLSGLNRYRKELFRRRGEVRDSLKLDAGFRQAIVADELG
TGVMISRPEHLPDFESVRSAQKFIDVRMARWCFENGITQICLPRPAGYLRALEHEESIYTGFTAKRHAAVTREIQEYALK
NPRAGQPFEDGR
>MBL3595495.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB22
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MBL3595496.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB22
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MBL3595497.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB22
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MBL3595498.1 hypothetical protein JMM63_07940 [Rhodovulum sulfidophilum]AB22
MNRLASIGTFVGGAATMGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGRIVGDRTDTATRAAIVSEAARVAAEAARP
LDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGYVDLAFDGKDYRLGVGKFLSYESGADLCRLLLVRKV
DGGVYRLRWRCIPDHRDQL
>MBL3595499.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB22
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAPGDLVLPAGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGLPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MBL3595500.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB22
MQAYRLLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>MBL3595501.1 hypothetical protein JMM63_07955 [Rhodovulum sulfidophilum]AB22
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRAEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MBL3595502.1 CoA ester lyase [Rhodovulum sulfidophilum]AB22
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGGRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MBL3595503.1 hypothetical protein JMM63_07965 [Rhodovulum sulfidophilum]AB22
MGRQCGPRDAILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTFANGLTCLIASGEAYDPVAEPAGQAL
>MBL3595504.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB22
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MBL3595505.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB22
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MBL3595506.1 PAS domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB22
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDTLGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPACAVPPATEKAPAEVDSALASLRYDAEGHIQQ
VSAPMCALLGQTSEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGEFAG
ALEIATDITRDRRDLDRMRARHAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFTGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGKVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGRRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGGLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPDGQ
>MBL3595507.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB22
MQTASETHREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPGI
AAILNQGDRVLALAVNTISGLARLPDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPGALFALGGLPIAARFRRDERPR
NGSGGEGRAYLTFRSGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATFRTDDMQPPPALLGSGAGAITSLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAEPVPETIPASAPGAPSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAV
IRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MBL3595508.1 SMC family ATPase [Rhodovulum sulfidophilum]AB22
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGARRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALEAGLA
GAEARLAEARTAEAAATRAAVASRAELSAAEQTEARFLAAAAADQALARIREAGPAMAELAAQVRRADRARLLLDLEAQV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRVLLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAEHRLARSQALHLAAGLQSGAPCPVCGATDHPAPAAGPGEASASEAALRTARAAWDEADRTQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALREVLAADE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHARAVGLISHVPLVQEAIPNGFYVQKEPAGSRIETRGPV
>MBL3595509.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB22
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAASAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAEGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPGIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEEA
>MBL3595510.1 hypothetical protein JMM63_08000 [Rhodovulum sulfidophilum]AB22
MKPVASREAIDGVQQMHRALHMALDALENRDEPERAAEILRQIDVAMVDWIEAARFMR
>MBL3595511.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTRQGSGLVLRLYMGLFFLYMFLPLAIMMAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATVAFALAWGALKERERRAAARL
>MBL3595512.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB22
WKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLAAIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHL
WIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALIMLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGP
VPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEAARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYS
VPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLAVCTGFVFLMMRLLKVRLRDIAK
>MBL3595513.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB22
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MBL3595514.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB22
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPGKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPRKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MBL3595515.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB22
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MBL3595516.1 kynureninase [Rhodovulum sulfidophilum]AB22
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEIEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARAQAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPCHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MBL3595517.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGKDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>MBL3595518.1 cytochrome c [Rhodovulum sulfidophilum]AB22
MKRPFLIGVAGGAAVAVGLGGWLWLRHPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MBL3595519.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB22
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAE
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFESFG
KAVADWARGDRPAVLKTA
>MBL3595520.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]AB22
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPVARGLALGAQPPAEAWARRRGLPWRPVAVPRRPAPPLGELTAPPGLEPGPIPEARDLGLGFDPCP
GRPRGGRSEAERALAAALAGSDPDAALSAHLAWGALSAGEAARAARLAPEEPGARRLASWLARRARFQRVPPAEPAPVAA
PPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADYDPRLHGAQFH
AAVARRVDPLRWARAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPAPGRPAGSRSASPAARRQ
DSRQLAFDL
>MBL3595521.1 aminopeptidase N [Rhodovulum sulfidophilum]AB22
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGRPVTPEITSA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETAATPGQDKKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
AIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MBL3595522.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB22
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MBL3595523.1 hypothetical protein JMM63_08065 [Rhodovulum sulfidophilum]AB22
MLRRLLRGLHGGTRAKGAAQQAAGARAAPLPDDTPFGEDLARRAVAFLEANSAVWGEAAIVRTHRDYTGHGLFHDRATGR
FFLSRSLDGWPCAPAYLSFADAAGFRRWLAVQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDYLRRHENGGASGRQGG
>MBL3595524.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGSPEEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MBL3595525.1 ParA family protein [Rhodovulum sulfidophilum]AB22
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLGEIAEFKRIRKGKAGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRGGGAAPMP
>MBL3595526.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSITIAPFRRSAEMRLAEWRSDPDLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MBL3595527.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB22
MGNPEHLEWLLEGVAAWNARRRRRRFAPDLSGMDIREAFEKAGRLADNRIDLTRVDLREADLRKATLKGANLQRADLWGA
DFSGANLETANLENLDLFGLNFGWANLKKAKLGSANFTFAILDGANLEEACLRQTILNAAKLDRTNFTGTDFEATRIRTV
FIRPRAERAGRPEHTDLSLTLGLTQAQIERISGDTGTILPNGLYHPTHWRDPEPTEDTTFFYDAPPSIPNNTASKNISEK
DGRLFLVNIAPPPRSDLETIHGDLREDLAALLASGAFDNISKGLGTALSRYAGIVDCAYADLDQVRFGVQTRALRLKLET
HRQDLSDAAPEKTGDLEAALLSAELIAARLPDWQTFLKETADERSPVAEHEKEITEAIENAAEEMREDPAHFAPALPERV
SEYLNTATIEGYLAATALLNDLAFVAMAELRRLVRDTGSEARKLAVKGLALNVVAGLGATLTKLAGILPAEFDWVLPWLR
YIPTLFG
>MBL3595528.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB22
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHMRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MBL3595529.1 hypothetical protein JMM63_08095 [Rhodovulum sulfidophilum]AB22
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCAGADVIVVAA
GPSVIRDPENPRAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGRDGIVKQLPVALNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MBL3595530.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB22
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGTRNMVPMSAMGDTGGLHGHR
ETGIALPFLGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSVPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTASKEWTGEMFRFALDAGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAR
>MBL3595531.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB22
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MBL3595532.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB22
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAVQAAPASPERSEEPRESARPPRSERRPERSERTERSESQDRNKPQNRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPAAADEPVEQDAE
>MBL3595533.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB22
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVSE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MBL3595534.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDRKALTEALALARGR
>MBL3595535.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB22
MAYDDKPLPYSAAPGLSGPEPRHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGVRSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPADARPGAVAPEARIGNGWLLDEQGTGPMVLAINCAAPEGLPVPALALRTDPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MBL3595536.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB22
MSGVVILGAARTAIGTFGGSLAGVPPIALGARVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLVPLARIVGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MBL3595537.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB22
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAAHAARAARDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARATEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTNTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAQGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRRFARPGASQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MBL3595538.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]AB22
MARSAALMALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSNACFPKARAEAPTPYAGAVSARIVATDPATLAAAPARAAELDFLRDRDLAGARKQAEKLPEDHPVDGATLDELRRAA
ASARAANRPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGTTALRARALDVMAG
ALEDLGRGRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDP
GLAVTAEDRRLCVEGLNHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSD
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLDEALTGQPAGVYALSA
AIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVLVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLP
LTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASAKVLVEDFLPERIDFELGLPEAPI
DPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMAMIVGAGRTDAAGHAQIGLTLPPL
RAEGKPVEARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVE
TRYQWYRVDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDM
LELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGH
NPARALGLAHATVDPGPHRLSAAFEVPAEAGPRQPLDIALKVDGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQ
RKLGMGLRDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGADGIAHARLDIPAFNGTLRLMAV
AWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELARGGKT
ALSIPITAGMPGVQHVKVALSTPDGKQLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGP
VARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDF
WLDAYVTDFLSRARAQGVAVPDRAFGMALDNLRNRVNYAPDFDSGGEDIAYALMVLAREGRAAMADLRYYADTRAGAFAT
PLAAGQLGAALAAYGDPTRADRMFARAARMMAGRMGRAEPTVWRSDYGTDLRDAAGLLTLAVAAGSTVVDRDALTGYLAA
TDRPLSTQEASWMLLATHELIDRPGTGAGGGGFTLNGAPLTGPLVRLLAPGDGPAVLGNDSGRPETLTVTSFGVPEMPGP
AGGNGYAISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTA
EVRHSEARQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MBL3595539.1 response regulator [Rhodovulum sulfidophilum]AB22
MDLHDKLARERRARLASERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAEALLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAIGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALRETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPATPAPAGVPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKQATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDRCLPIRMAGTG
>MBL3595540.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB22
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDILVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MBL3595541.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB22
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEAARPILKGEATIELRRDTIAAASAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGAAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MBL3595542.1 YggT family protein [Rhodovulum sulfidophilum]AB22
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MBL3595543.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB22
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDEKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAERPWPPMTD
>MBL3595544.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSVLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPSTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MBL3595545.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB22
MARTLIGTCLAVLLAVSLVAPVLAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTV
AELSKGGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYIMDDLPRECRRVLAAD
>MBL3595546.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB22
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVGGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLDPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MBL3595547.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRARGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARLAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MBL3595548.1 DUF938 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPKRLTLPDSASLATPEAGGRLSAPSALRNAEAICAALERVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDPQR
RASIDAWAAEAALPNLRPALALDACQPGWATSHAGQDLIFVSNILHLVPDAQAETLIAEAALALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVARVADRGKAAGLQLEAQISMPANNLTIIFRQPSVIAQRNH
>MBL3595549.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB22
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MBL3595550.1 hypothetical protein JMM63_08200 [Rhodovulum sulfidophilum]AB22
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQAQARRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVTGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MBL3595551.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MBL3595552.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB22
MTEAPASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAEQA
AAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTKRLEHPTGRVLVIEEKRRDGEIIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MBL3595553.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB22
MDDAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPARGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWVMLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAAPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGGPGGAGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVSFVGLVALLVFTGLTYDRFKEGARRDVDFSLLPERLAGIEGSEGLPVIAEFYTAGNL
AAREPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEAGLVRAGWPVSARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MBL3595554.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB22
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MBL3595555.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB22
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGAGWVPK
TAIWGVDPDEIRE
>MBL3595556.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB22
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFPGADVIIHFDPVR
>MBL3595557.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB22
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVVGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAA
>MBL3595558.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB22
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPEIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MBL3595559.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB22
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPNEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPDLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>MBL3595560.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB22
MGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQAAKVTPELRLDGVALGQALGWAESGWPDF
AMYFPIFSATPEAQIYGAALPRDEVRRSVTEGAAAVFGDAAALYGLDTPLPAAELDQRIDDQREAHCNALPEHLLPGMVE
AQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISFGQIEGAATGAPPYDYWLVTGVAERD
DPCAALTGG
>MBL3595561.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB22
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MBL3595562.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB22
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAVCPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MBL3595563.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB22
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISHQRPFRYLHHTASPAAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EIIVSRANAHGRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFEHAPSVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MBL3595564.1 hypothetical protein JMM63_08270 [Rhodovulum sulfidophilum]AB22
MIKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYGVTVLAAFNVFLTLLGLGSLFLAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSSTLATMEWIGAFLGLALLATGGWLAVSQDTRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MBL3595565.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSVSAPTSRTRFAALSDQARACWLDPAEMEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
DGTTEAIAGAERQAYWPRIAELCRRLAGALQEDERLASLLRTLHQEAAAQRAFAEPLAQLRGQIERVLASGQSVGAVRDD
LPLGLLADVALNLLVTVDRWFAINASDLAEGEEARLAERAFSLLMTPLLPPDYSGKTDT
>MBL3595566.1 glutathione synthase [Rhodovulum sulfidophilum]AB22
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPERLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLAD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MBL3595567.1 YraN family protein [Rhodovulum sulfidophilum]AB22
MSGTVSYHAGRSAEDCVARGYERRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKKSRSFASAAERVTRRQMDRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>MBL3595568.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB22
MEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVE
MAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPAQSGARSRMLEEL
SNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVE
QNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDARPEEAE
>MBL3595569.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB22
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MBL3595570.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB22
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNQGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MBL3595571.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB22
MSRRRPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MBL3595572.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB22
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MBL3595573.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MBL3595574.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MBL3595575.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLERKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGSADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGIQSLDLVGRKLGLNGGKAVMAFFDLIKTFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATTLHLARIRSGAEPVMALDAANF
>MBL3595576.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB22
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRSQEAIRWLSGRVKGALQTLERVLLDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MBL3595577.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHALEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAARSWEEDRFAKSILPVRDVNGLTILGRDEYMRPSTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MBL3595578.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB22
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELKAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDTVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGPGRAVALCEDLTARHGDRFAPPALLREMADKGECFYA
RFAPDAQAA
>MBL3595579.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB22
MVFKIDFLGMRPVAEMVAAAGDAAGALPPVGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAETHAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PGSVYANGAARVHCRSWQEEGAGSTDRPEDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MBL3595580.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPGGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFEHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFTGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKIDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MBL3595581.1 hypothetical protein JMM63_08355 [Rhodovulum sulfidophilum]AB22
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFQEAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>MBL3595582.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB22
MRFPIYCQAVTVALALCAGGTGAVRADPVAAGAVPLKPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTRRRDVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MBL3595583.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MBL3595584.1 adenosine deaminase [Rhodovulum sulfidophilum]AB22
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLNTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVEHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MBL3595585.1 phosphopentomutase [Rhodovulum sulfidophilum]AB22
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGPLKLPHLDALGLGAAIRLASGEGAPG
LGAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFARTAHRHDYAMAPPA
PTLCDWAQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRSGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MBL3595586.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB22
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MBL3595587.1 cytidine deaminase [Rhodovulum sulfidophilum]AB22
MPLLTAARAVRENAHAPYSRFKVGAALLGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MBL3595588.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB22
MSYAEVYEQWKADPNSFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIASN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MBL3595589.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MBL3595590.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASVWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MBL3595591.1 glycine betaine/L-proline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MBL3595592.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB22
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRTAYAGPPETWPRPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAYYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGRPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MBL3595593.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB22
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQYNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCDTPKAARSAEDYNACIKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGNFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDNYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSRLKNSLTNEGTNEYQSISLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPEYGWQ
PHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MBL3595594.1 hypothetical protein JMM63_08420 [Rhodovulum sulfidophilum]AB22
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MBL3595595.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB22
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADEGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MBL3595596.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB22
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MBL3595597.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB22
MKPARYDREAHDDLQSDGLQSPDAPRFGTCSGNEAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MBL3595598.1 cobalamin-dependent protein [Rhodovulum sulfidophilum]AB22
MRIHLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEAVQEVDLGAEVDPVGLSINVSQVAR
GLDLARAFLRRGVPVVLGGAHVSLAPEIFRGRADCLVIGEFETAAPDVAADLPAGALKPEYRCGKADMAAMPLPRRDPYP
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAELCQLYRLGYREVSLSDDNFTVYRTRTRALPEALIGWN
GSAGRDPVRFSTRISIDADLLALCNRAGLRQVFVGLEASAPAALAGANKRQNLHVGLIGECRKLVAAGLTIRGGLIAGFD
HNDLGCFERQFAFAQALPVDGFNVSAPVAPYATPLCAEMKRAGRSVDADTHRVSAAGARLTNMLPAQMTREELAEGRARL
KAALLAPDAALVRFEAYARTLAPPSQDMGRTAWVKSGARRHPLHELLPLMMKDKGTRRVILAVREMIAERPETGYDLTST
LTLDLSECARAANRAEAPLEAAQ
>MBL3595599.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRGWLGPPPRTLMLALPAGSDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPARLPAPAPGRAPE
GPAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRDPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLAAGLAIVDPETGARRPDGAEGEIWLSGASVGAGYLGPPEHSAGSFGA
RLDGHPGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETR
TARLPPDAEALARAIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWQTREMAPCLP
>MBL3595600.1 cytochrome P450 [Rhodovulum sulfidophilum]AB22
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALENLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVPDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPELVSFPAFLGRRADRLTDPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTATGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIGDLDEARAIVNDDDTWSPPRM
EPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTRLASAPAPDLIADY
AAPLFRGIAGPVLGLAPADPERFHALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPGTPLLTRLMEEDLP
ETDPEGLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELERLISLCASPKYIYRMARGPALIGEIE
IRPDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPELALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRP
>MBL3595601.1 acyl carrier protein [Rhodovulum sulfidophilum]AB22
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLETR
>MBL3595602.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB22
MTSWYLGLSTSGHDPALALVNAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWTSVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARKRPEPMRFDHHLCHAVATCHFTPLEEAACLVIDGEGDVGAV
SHFRLAGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRCADEAA
IAAIRAAVAPLARAPGAPVTDAADLAAAGQATYAVWADQVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARQAAAAGHVVTDLAGRSAEAAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAQWFERPQPSPYMSMTLPWRSGVRDRVPA
VVHEDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
S
>MBL3595603.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB22
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLGRHWRVVHSDPAPAHQPDGLIVAVRD
>MBL3595604.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MEETLERTELERLFAEAGIDYDFYSKKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIEDRQWDIVICSHCIEHVRDPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MBL3595605.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB22
MTPPTETPASGSARSAVPFEVGSAPVAASLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADATLTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPVAKEETRASSTA
>MBL3595606.1 HAD-IIIA family hydrolase, partial [Rhodovulum sulfidophilum]AB22
ILLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLKDGLLRAFEPRGAGKGPALINGGVYCFSRGIVDH
LVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQSLVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTE
GAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYRDLAAAGAHIDDERHCPTHPDGTVPRLAVRSDRRKPG
PGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGGNLDLLVEQVLQSRGGAP
>MBL3595607.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB22
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVKMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MBL3595608.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB22
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MBL3595609.1 YitT family protein [Rhodovulum sulfidophilum]AB22
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYATGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MBL3595610.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB22
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MBL3595611.1 hypothetical protein JMM63_08505 [Rhodovulum sulfidophilum]AB22
MSAIEDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GG
>MBL3595612.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB22
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MBL3595613.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MBL3595614.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB22
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRLPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLAAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MBL3595615.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB22
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MBL3595616.1 hypothetical protein JMM63_08530 [Rhodovulum sulfidophilum]AB22
MSMPKTMAASGAGRGAGRRPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLHDQDRCDKDRRDKEDRT
>MBL3595617.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MBL3595618.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB22
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MBL3595619.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB22
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDVLNSAAPVPAGVRPPVENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEVRGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MBL3595620.1 YIP1 family protein [Rhodovulum sulfidophilum]AB22
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGNGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MBL3595621.1 YIP1 family protein [Rhodovulum sulfidophilum]AB22
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFIAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MBL3595622.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB22
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MBL3595623.1 tryptophanase [Rhodovulum sulfidophilum]AB22
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAGRIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MBL3595624.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB22
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MBL3595625.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB22
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGKKTATCSALRDIQNGEPMPTIGRRDIALNWDGTPALVIETVEL
VQCRFEEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDVLGHSSSLTDPAV
>MBL3595626.1 hypothetical protein JMM63_08585 [Rhodovulum sulfidophilum]AB22
MKLLGHKFMARCFDRQTAELQVRIDTGAAVLDGVDLEIELAGMARKGCS
>MBL3595627.1 chemotaxis protein [Rhodovulum sulfidophilum]AB22
MANSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTMGLQRRGGGIARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVVVHHALLTFFLPTLIYPSGGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQMNLAQKEAEQLNVMEQFSAALTKLAKGDLATRIETVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTSNIASASEKLAKRTEDQAHALGSVTSRIDEISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISVLINDSARQVQNGVQLVDNAGTVLRGVLEAVRKASDSMQNIASTVGIHSQGIADLKHTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQNASEPDDSAPLFRQIA
>MBL3595628.1 hypothetical protein JMM63_08595 [Rhodovulum sulfidophilum]AB22
MRVIAMICLVLGPLIAAPVLALTGRPIQTATTLLVVGPMNGLPDILHRAGGRPIGPTRAPFALLAVADDHPESFPGRLKA
EGAWLVLDGAIAAELCGV
>MBL3595629.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MPHPYTAPAKTALPKIAFPVLASVQAVLIFTITLIAAPLPPIDEEFGLATADLVLLQVACGLPYSGLLLLGGALSDRFGG
PSLFRMGLGGFGLSSLGAALSSSFEMLVTMRALQGVAAAMVAPAAVAHVAALYPDPEKFDGAMARWGGISVLGAAAGTVL
SGVLTTWISWRWMFAPSCLTMFVALSLRSSLLPVVRGRMQAGRLDFLGALLALTALMSGGFALSTGSDHGWTSPRVCSSC
RAGKLRGGSPVAPRIGGERQSHASGRSSATMAAHGDLERALFHKCRGGFIL
>MBL3595630.1 MerR family DNA-binding protein [Rhodovulum sulfidophilum]AB22
MLDISELARPSGLSAATIRYCEEIGLIRSSGRRGLKRLFEKKVGTRLALISLGRTAGVSLSEIRGLVGTEGRPDLGRSTL
SRRADRLDEQIKELTVLRDGIRHIAACSAENHLDCPRFKRIMRIALMRGP
>MBL3595631.1 hypothetical protein JMM63_08610 [Rhodovulum sulfidophilum]AB22
MRPMHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYVA
>MBL3595632.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MBL3595633.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB22
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MBL3595634.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB22
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGVGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MBL3595635.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]AB22
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MBL3595636.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB22
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MBL3595637.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB22
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MBL3595638.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB22
MTVRRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAADALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MBL3595639.1 ATPase [Rhodovulum sulfidophilum]AB22
MSEWALKRFWTEAGVAPAEVGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPSESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>MBL3595640.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MBL3595641.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MBL3595642.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSDARSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVLYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MBL3595643.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSDPVIDPSRPTVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>MBL3595644.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACWQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>MBL3595645.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTDKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MBL3595646.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB22
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MBL3595647.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB22
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MBL3595648.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MBL3595649.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB22
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAEHDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MBL3595650.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB22
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MBL3595651.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB22
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGSDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGETVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MBL3595652.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB22
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGETAGS
>MBL3595653.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB22
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALALWRILRCNPWGGCGYDPVPPKPDPKR
>MBL3595654.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB22
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MBL3595655.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB22
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MBL3595656.1 TVP38/TMEM64 family protein [Rhodovulum sulfidophilum]AB22
MSRTRQQRPRRRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARDARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>MBL3595657.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
MAPMKTDLCIIGAGAAGLSLAAGAVQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQTMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVLRDWARFVSPREIQAGGED
>MBL3595658.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB22
PEPVPMPDPEPQPAPEPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDMAPASSDAFRVDL
PEAGDESGEETGQETGADAPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEG
RFGKRLSVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAA
VEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTL
LVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLD
E
>MBL3595659.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB22
MLDNLADEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MBL3595660.1 EamA family transporter [Rhodovulum sulfidophilum]AB22
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MBL3595661.1 septation protein IspZ [Rhodovulum sulfidophilum]AB22
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MBL3595662.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQH
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQSLDDKPHMARWLDLVAARPGVQKGRALAAERKADLSTDRKAQAMLFRRG
>MBL3595663.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB22
MPLIQVNAAGERPEPQGGAARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRGEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLIEALRARAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MBL3595664.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB22
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MBL3595665.1 GTP cyclohydrolase I FolE2 [Rhodovulum sulfidophilum]AB22
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALFPGRAVSDYPTLSRTYPDGFEADDAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKVRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGTTFAADSLDPKLFSTLVHGR
>MBL3595666.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB22
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MBL3595667.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB22
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTAPTPQPDPATAAPAAAAHVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVLT
TTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGA
LPPAELSRRAADMTVPVSCWN
>MBL3595668.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB22
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MBL3595669.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB22
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIEKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVMGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFHSALGSQADRIARIAALAREIAPKVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPTEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLIVSNGVCLQLEGFLDWRLSHFMDMTKVFPSYGAEEAAAALRKFQTDKPWVSQHLSELADEIEGQNKEHDRIG
ADYLRDFGGKSSDLLSFFHDRLKVHLRAEGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNI
LSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIR
RNRLNLLHRIRATCGSVADLTRIDG
>MBL3595670.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB22
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCRTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGVRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MBL3595671.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB22
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MBL3595672.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB22
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGENVPEHPARGLDLRYVSPDAAGTAI
>MBL3595673.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB22
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VIDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MBL3595674.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB22
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAAQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQEAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>MBL3595675.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB22
MRISAIDGLRGFFLAMMTMAHLSRDGQTLVGTLNHHRLGWVEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRAR
TIYIYHARLMAVITMGAILLYPRPADLNPEWSDAPLLYCLFGFLLISAPRYLDILPMYAILVALTLIVLIQLRKERYALA
IFTSCGLRLPRPACLRGDVPFPVRSEALTREKNPARRTDPPPGAALRARRGHRAGCRAYPPQACFSAPPDRPDAVRCAAC
>MBL3595676.1 hypothetical protein JMM63_08835 [Rhodovulum sulfidophilum]AB22
MVEEAVVEEAAVDDVAVEAAEASPETVEAPEAELAAEAPVAEAAVEAEEKAAPEAEPAPKPETQPEPEPETAEASKDNAP
KRQGWWSVGR
>MBL3595677.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB22
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGTATLYLIRKG
>MBL3595678.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB22
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MBL3595679.1 sulfurtransferase [Rhodovulum sulfidophilum]AB22
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRELADALDASAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGDSDFGAAARVYWTLKSSGVSALAILNGGMTGWNAAGLTVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MBL3595680.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB22
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRAIPGRYWVAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MBL3595681.1 hypothetical protein JMM63_08860 [Rhodovulum sulfidophilum]AB22
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MBL3595682.1 hypothetical protein JMM63_08870 [Rhodovulum sulfidophilum]AB22
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEEPE
ESRA
>MBL3595683.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB22
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQTVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQAGPEACTDAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGTRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIDEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLMPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLHHPLAGTIAAPQPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>MBL3595684.1 DNA polymerase Y family protein [Rhodovulum sulfidophilum]AB22
MFDGMHRRIVSIWLPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAADSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIESEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGTDPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPVAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMALETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>MBL3595685.1 hypothetical protein JMM63_08890 [Rhodovulum sulfidophilum]AB22
MNTGSLPFPPLRRGRAHEVCGPGAVFFALAQAARIGGPLLWVAESWQAERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGTVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIADRLENGGAGSNAAETRWHCAPVFDAVFDAAGSTLQR
WSLIKNKSGTHEDWHVRWDAQTHRLDLASPAGERPGPEAAPG
>MBL3595686.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB22
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>MBL3595687.1 DUF4445 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQIALGTGSFPKHGITVTEEALSPKNAVEQRY
DEKRGLPPARRLGCQARILADAVIDVPPESQIHRQVVRKAAELRAIEMDPATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPTTKEPRFKVIGCELWSDDPDFAEAVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MBL3595688.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB22
MEFVSRPTPSDSWLALVFSAQAVAKGGVLRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRIIC
>MBL3595689.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB22
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGTSFAEASTAVTAAGSGRRRRRG
>MBL3595690.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB22
MALLNFRKCDRATGRTAGQTSGKTTNQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MBL3595691.1 virulence factor [Rhodovulum sulfidophilum]AB22
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MBL3595692.1 hypothetical protein JMM63_08925 [Rhodovulum sulfidophilum]AB22
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPGNR
PPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MBL3595693.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB22
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYSAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MBL3595694.1 RlmE family RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB22
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADQLVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPD
>MBL3595695.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB22
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLLTVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MBL3595696.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB22
MTNPLYDRLFGRHAGRETPFLHLPDGGSHTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIEAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGARIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQAYWQMPDKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>MBL3595697.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB22
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSQGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MBL3595698.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB22
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASRS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>MBL3595699.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB22
MAAAARSGHDAADLHAVASILALALSEAASPEDLPAHCGLDAGALAELLGALFPAAPPEFRRGRGAAPRGVEQDSVRTLL
LAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICEDEGFVLCATP
VCTDCADFDMCFGEESGEARLARAGRAAAPAPAQVLKMR
>MBL3595700.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQAQGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MBL3595701.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRNGDSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>MBL3595702.1 hypothetical protein JMM63_08980 [Rhodovulum sulfidophilum]AB22
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MBL3595703.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB22
MTRSEDKTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDLTTLS
GDDTPGRVRQLCAKARAPLRADLRKALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRLAEIE
ASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTSTGKE
PVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLGLVGEELGPRWQEPDLFRFGASSLLGAIERRLDEI
AFGAGSTPRRHATG
>MBL3595704.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MAPNALDRGPGRAPDAEARAWIDQHDGAFGPWIAGSLRPGTDAAAICSPSSGSELARLADASPADLADARAAAATAQPLW
AALPGAKRARKLYDWVEEIAARETCLTQLLALETGRPVRACRRGLSAGLDALRQAAGNLLAGAADRPGHVPLGVVAPGPS
FGQSFGPSPDLSLGRIAPALAAGNAVILAPGPADGRLAMLCLAEAAGTAGLPNGLLAVLPGAAGALSDLAQPPVTTLRGP
CLHLVLEDADLDAAADGIAGMLGDPPPGTAGHWLLVEESVAERVHARLAGRMARLIIGDPLDPATDLGPLPGTALRDRLT
AALAETRGVTIQPLPRLPDHGAFMAPALITGLAPAMPEMETGLPGPVLLSMTFRTPAEAIRLANATPPVPAASLWSETLS
AALDLATTLEAETVCVNGTDLDPAPDPLALWQRPAGLAPARPVARPVAAAPVPSAALTAARRAQPGWAGRSTAERAAILT
RAATRLAESAEGTAARLASAAGAAATASAAWAETPGRASLSRHRPHGVIALLCPEICRQAAPMLATASILGPVLAAGNGA
LLCPGAGANAEAEALIAALEAAGMPKGLVGIVSGPRAALACALAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSEG
GTSETWTGPGGASDLFRIAAGRRQTLRLSWGA
>MBL3595705.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB22
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MBL3595706.1 hypothetical protein JMM63_09000 [Rhodovulum sulfidophilum]AB22
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MBL3595707.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB22
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MBL3595708.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB22
MSAPILRSLAELRALRAAWRAGGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAGAGQALEAGAGAGEALARARAAILDAGFDEV
EYLELRAAADLAPLDAAVMPARLLVAAHLGGVRLIDNIPVAAG
>MBL3595709.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB22
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTIEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAVRLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVEAYAEEVRSRRFPGPEHVFADEIGGGA
>MBL3595710.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MGPERKGDRRMRPIRTTALNLALALPFALALTIAPTAGPARAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEG
LTRFAPDGTVVPGLAASWEANEAATVYTFHLREGVRFHDGTAMEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPL
TVTVTLARPDGAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDP
NAAFAAMMAGDVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFG
YGTPIGTHFAPHHPDYVDLTDLSRHDPKKARALLAKAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIQTEIVNLEWA
QWLDQVFRRHDFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQ
LAKTGVVNAKLEGLWENAPTQANDLTAVHWTD
>MBL3595711.1 hypothetical protein JMM63_09025, partial [Rhodovulum sulfidophilum]AB22
SDIDTWFFGHSHRRLSCTVAGTRIQNVSIGYPDEDHGDDEDDLAEVCFIAAALDAQCSNEVRELPADRQALEQDFGYALR
CSETGIPVLVDKLSPSTHTFLRHALRGCACPIVPEGEAYYATDVIIALGRAATTEPQDVNGGDQ
>MBL3595712.1 hypothetical protein JMM63_09030 [Rhodovulum sulfidophilum]AB22
MTMGALLGIAGMVIGASAIIRSLMIYGQSIGSAEPDPERVRRFIETAPPLPKHLLRAAHESAGSDAQDPSTTKVGPEAYG
HDPQGGSR
>MBL3595713.1 hypothetical protein JMM63_09035 [Rhodovulum sulfidophilum]AB22
MTMLSLAREWFGLLSMDALISITGMLVCLFGLVRVIVAYSGTTRSAAPDPDRVKRIIESAPPIQAPLIHESLALSPEGRR
VRAQEAEPGEEESKDHEAPR
>MBL3595714.1 hypothetical protein JMM63_09040 [Rhodovulum sulfidophilum]AB22
MTTPIPLAPDLQDRETAFSFVSRLAAMNGVDTAGFCTDMGLSFSKVIDGKP
>MBL3595715.1 TniQ family protein [Rhodovulum sulfidophilum]AB22
MAGLSATDVEDLRRWSLRYLGNREHEFRGNRLHAKAIKESTVRGCPACLREDAEAAPDSFEGDMYIRGHWLFRPVTLCLK
HHHPLVPLWAEANVSRRYDASARLAEIAPGVWAGKLDKELRAPNPFDEWIEARLAGTPTESWLDQFDLYAAAHFCELLGR
AIWAVRFPKWKKFGPERAWMSFEMGFRFATTGEATVRDTLMQLQETIGEPTDGPKKKYGALYDRLAFDLLGEAYAPFREL
LRDHIASTWPLGPGDDLMGEPVLERKVHSVRTAARELGMDPRRLRKLLVDIGLVRPAETGRDDQWELFDAKAAQPHLDRI
NTLVSAKDFQEALNMSRSQFELLRKEGHFPPAIDGGDHKPLWDVRAAHLHLESLLTGAEPIYVTMHGWDDIPTTAQSLKV
SPGTVLKLLEGGRVQRIGRHTNRDGYASIVVTKGEIERLLERPEAPGLSVDVFARQCGLTRSAAMRLVREGHVPSTEGRH
PKTNARQRFLAPGDLAAFHERFVTLRGLAVELGMPWQALRPKLAAAGIEAFSPDGQDYGAVFERDVAIAADLASTKPRSQ
QNKKKDGE
>MBL3595716.1 hypothetical protein JMM63_09050 [Rhodovulum sulfidophilum]AB22
MKYLITTYDRHDVTDHANYCEAHQIPCIYALVLGEKCTVFVHCEKLTGPRSQAIKAHEAEFAEFIARLDNTYAKPAWIQS
TLPMSFWYHDLPASAAEDVAEETYEFLRTILAPFDDK
>MBL3595717.1 hypothetical protein JMM63_09055 [Rhodovulum sulfidophilum]AB22
MDYSPDDWVILNVSFATRDRAFTQLRVLGGWRGGYLDGDAWRINSGIQAIHADDIEYRFLGQSGSVYLCRRGGYRMSRIM
ASGLEELKRQPTVVDAEVLEDRNWFEPGLLEALLSTAADDTAAK
>MBL3595718.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSIPTKTLDNFHKAATSLKLFSRAELSDEKNRSLIEKLYVDPLPNEQVFKTLLADNTTFLIGRKGTGKSTVFQRVQHELR
KNKLNAISAYMDIRNVYETSQVDPAHLEKADKLEEALTASEIQKFLLLKRFFKSLLEDVRNELKTQVEQSFLSRLKDNLI
GSSSEVFESLDAVINRLDAPNYEDIVGYVIAKKKDSSEISGAASVEMKSELSVGATGGQAKGSAAMSANAAASEASQEEY
SQILMRIIQIPDVIDELRKILSSIGMRKLYIFLDDFSELPPDAMSTVVDGLISPLSRWSDFIKFKIAAYPGRIYIGDLDK
TKIEEISLDIYDLYGGAGVTQMEEKATDFVRRITEKRFKHYKIDTEIVLGRSRGDDIFRTLFFSCMANPRMLGHILLYSY
ESSLIYNKKIGVRAVQDASERFFDEKVMPFFSTGAFRLAFRERSSIFSLKELLEAIVVKARTLRQEGSRSHDTSPDRLYS
SHFYIAREYDDLLLSLELAFFLTKYFEQSDREGKRVSVYALNYGLCNKYQISFGRPAEKRSDRLFFVSRRFDYNGIIRDY
INSNQEVKCSTCGKEYDVDILPALKMMNMKCPTCGGGPCEVINLSRKYEDLIKSVNADLLLPETEIGMLQALHTEERAMV
AAEIASELDCSGQLIGRRGRKLSERDLVSREKSGPVYKYKLTEQAKSAYFEDVRGSSLNIDDAE
>MBL3595719.1 hypothetical protein JMM63_09065 [Rhodovulum sulfidophilum]AB22
MPVTAKDVYADTMGVFGDGVDLDPVERGLKRQKVISGRRLVTFLVRHQREIRPE
>MBL3595720.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB22
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFDGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSESSEKTPETETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>MBL3595721.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB22
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGMILARQGVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAASAQEDDLPPQLMAALAEIGVR
>MBL3595722.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MBL3595723.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB22
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MBL3595724.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADLSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MBL3595725.1 hypothetical protein JMM63_09095 [Rhodovulum sulfidophilum]AB22
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVAATLARAAERDRTEAAEVAP
>MBL3595726.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB22
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGVQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVTPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEAGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MBL3595727.1 glyoxalase [Rhodovulum sulfidophilum]AB22
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MBL3595728.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB22
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEATRDAPVPDWIG
EDANFFLAEIPSGGADPQDRWGADSPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLT
RIEVTETEIRLGAGVTIARLREVMHAHHPHFARMLTRFGSAQVRATATLGGNIANGSPIGDSPPALIALGATLHLRRGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVAIPRQPDNLRCYKLSKRRDQDISAVLGCFNLIVRAGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAKNMLWRFWHESRNEPADIDELAP
>MBL3595729.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSRIAHGRILAMDLSSVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARQAEIRHEEWPAILTIDQALAANSRFEGGPQIWERGDAAAAIAGAAH
RVEGAIKIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALELPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
LLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDGSAEAGGD
>MBL3595730.1 response regulator [Rhodovulum sulfidophilum]AB22
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLIEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MBL3595731.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLVLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTAPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEDIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MBL3595732.1 NAD kinase [Rhodovulum sulfidophilum]AB22
MAGPTRIAFLASETASAEGALDRLTARYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MBL3595733.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB22
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAKEHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKSEVEALCARFPIYPGL
>MBL3595734.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLSAVSRRGEADRALAADISDPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MBL3595735.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>MBL3595736.1 hypothetical protein JMM63_09150 [Rhodovulum sulfidophilum]AB22
MAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEPPEAALAPQPPAG
LSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>MBL3595737.1 hypothetical protein JMM63_09155 [Rhodovulum sulfidophilum]AB22
MAEDAMASAMREGGATRMISLDDIEDMTDLSRDEISAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHR
DDTGRARELYAVLHCFLTTHPEAARGTP
>MBL3595738.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB22
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MBL3595739.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB22
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MBL3595740.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MBL3595741.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB22
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>MBL3595742.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB22
MSTVETAETTIYDRRESEVRSYCRNFPVSFASAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEGSGLAH
ALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALTGNGGK
RGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVALEKFWA
DDDLRNEVALKSQVLEERLSQIGHRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACVPFAMAAE
>MBL3595743.1 ectoine synthase [Rhodovulum sulfidophilum]AB22
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MBL3595744.1 aspartate kinase [Rhodovulum sulfidophilum]AB22
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>MBL3595745.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MRRFVPLAVTLGLLGGPAVASDPADWPALLSEAQGQTVYWNAWGGASATNDFIRWTASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHSGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELA
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNASARAGAMV
LANFLLSPEAQAHAQDPDVLGYGTVLAMDKLAPGDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARYGMA
P
>MBL3595746.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MRLLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSIATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRTLSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELAAGRLGRRWAEGGTRRLAEPMLRATGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>MBL3595747.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MKGLRLQDIAIARGAEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGRKVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSQRGRKARRARVEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDTTLRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGL
>MBL3595748.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB22
MDSIALPHDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSVTGG
RPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVG
>MBL3595749.1 hypothetical protein JMM63_09220 [Rhodovulum sulfidophilum]AB22
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3595750.1 hypothetical protein JMM63_09225 [Rhodovulum sulfidophilum]AB22
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSACGGLVLARIAEASL
>MBL3595751.1 hypothetical protein JMM63_09230 [Rhodovulum sulfidophilum]AB22
MKTILTTAALALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQPSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GESSDT
>MBL3595752.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPNDTLLDMPFGSLSAIMAQDFRDALLWHMTRNGTTVAELSRETGVSRDVINKVRLRAGASTSVENAMLIAAFYGKSVNQ
FILCEDVDQVGRLKNLVELISPEVRPLLEAQIRGLLNARPGK
>MBL3595753.1 hypothetical protein JMM63_09240 [Rhodovulum sulfidophilum]AB22
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3595754.1 hypothetical protein JMM63_09245 [Rhodovulum sulfidophilum]AB22
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRA
>MBL3595755.1 hypothetical protein JMM63_09250 [Rhodovulum sulfidophilum]AB22
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCATAPA
RHAWQDRADLDG
>MBL3595756.1 hypothetical protein JMM63_09255 [Rhodovulum sulfidophilum]AB22
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGQA
>MBL3595757.1 hypothetical protein JMM63_09260 [Rhodovulum sulfidophilum]AB22
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGAREVETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGSWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVITHEGESLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MBL3595758.1 hypothetical protein JMM63_09265 [Rhodovulum sulfidophilum]AB22
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPDDPGDAPGDGADPPHPPDGTAAKDPLGPIRAAAGQPLNDYGNGQRFCI
HFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLEALPEAER
AEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFS
TIAAEGMSPVAELRVQPEHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYG
GGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMI
RALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEG
GLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHP
HTGKSFIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>MBL3595759.1 hypothetical protein JMM63_09270 [Rhodovulum sulfidophilum]AB22
MQDRAMMIDRQMQMQGQRKRPARRAMPIREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRR
NRKGVIVHDAVRFTPCVWTPTQSQIAATRRAYLDWWGYLLEVQAALVATDMTRICVTKDMPPMTPWG
>MBL3595760.1 hypothetical protein JMM63_09275 [Rhodovulum sulfidophilum]AB22
MLSYERSYGTGRFVCALIEIFGWLLVVVGGIVAIIGFGAGGVLGSGGFGSPSGAVISGFLSATPGLATVGIGLISIMLTQ
QTKATLDTAEMTRDLLAISRNSTHGPFGTASKSTGQASGVRQEPQLRRREPLAKGDIASDGQDEKNQKSPWK
>MBL3595761.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MBL3595762.1 hypothetical protein JMM63_09285 [Rhodovulum sulfidophilum]AB22
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPERETPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MBL3595763.1 terminase large subunit [Rhodovulum sulfidophilum]AB22
MTEASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGAR
QVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLDALIASSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>MBL3595764.1 phage portal protein [Rhodovulum sulfidophilum]AB22
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSAAGAHPFAGLGRKSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVVPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRDQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>MBL3595765.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB22
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDALAAMLDRETWIGGQAALDQGFADSFLPADQLETAPGDDAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MBL3595766.1 phage major capsid protein [Rhodovulum sulfidophilum]AB22
MPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDVSAEVKASADKLLSEFH
TLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVVLRPKNAITTATGSAGG
LIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAAAPVSSYGWSQADAPVRKIIHVTHISD
EALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAANG
ITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGNNFI
EGMKTMKGSKRLALANKRPAALVTGGFTFP
>MBL3595767.1 hypothetical protein JMM63_09310 [Rhodovulum sulfidophilum]AB22
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAEAPAPKRKGKPNPAPAPDPAP
>MBL3595768.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB22
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPAGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MBL3595769.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB22
MAAPLAGELTRVVRFERATLVDDGLGMAERWSPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>MBL3595770.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB22
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRSAAEPLAERMRANAPTDEHELEESIAVSTRLSPRQRKTHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTLSNPPQPWARPAWEAEKGPLLDRLREEMKAEIDKSVRRAEARAARAAARG
>MBL3595771.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB22
MEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWAREVTEAGALARAT
IACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>MBL3595772.1 hypothetical protein JMM63_09335 [Rhodovulum sulfidophilum]AB22
MSDDITEADIGHGARLGLQAEDGSFQDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWVPGVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MBL3595773.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB22
MANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDILS
EDPGVLLRLFRAASPELAQDEPEDGPEDGPGKPLPAPAAG
>MBL3595774.1 hypothetical protein JMM63_09345 [Rhodovulum sulfidophilum]AB22
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARRPAARG
>MBL3595775.1 hypothetical protein JMM63_09350 [Rhodovulum sulfidophilum]AB22
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATISLAGSLAMLRGALIRSGIGIAVIAAGELV
YQLGRLVTATGGFGEALDLMKDVAAEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPG
AKAMKEAADGAADGLTAAKEAAAAAGEEAQRLKLEANGIADAMIRTPLASMQALKETLAGVSEEAGNTATNLARIGDAAG
GDGGTSAVTQATGQLADTAKTASDSFKTFFKDVARGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFG
GGSASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTN
ADPRQIAEAVRRVSREEAQRVYARQRREGR
>MBL3595776.1 hypothetical protein JMM63_09355 [Rhodovulum sulfidophilum]AB22
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGTFELDMAAM
EYDGPHGMISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGTWALAGPETVLSVSQARVRTRTLQIREAL
>MBL3595777.1 hypothetical protein JMM63_09360 [Rhodovulum sulfidophilum]AB22
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDKGFGL
VQAIQNREDTWGRT
>MBL3595778.1 hypothetical protein JMM63_09365 [Rhodovulum sulfidophilum]AB22
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPAYASEMQAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3595779.1 hypothetical protein JMM63_09370, partial [Rhodovulum sulfidophilum]AB22
MAYRLILWAVALALLAGPAQAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKARTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWL
>MBL3595780.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB22
MASGGGEDATRISVPSAPSGPDASPAAAEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDL
AADPRAGALFRSEARMLRQLADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSR
AHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLV
GAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPG
GLTLPPGLGRPGAARAAGAGQGAGPAPDPR
>MBL3595781.1 serine/threonine-protein phosphatase [Rhodovulum sulfidophilum]AB22
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAK
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MBL3595782.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB22
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSRDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MBL3595783.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]AB22
MWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRRAEALEDSLMAEPAG
DGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFGGTRNCDWWFAEEAV
LIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELHETLKIDV
PVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDGAARIAIF
GLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDL
LKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDD
SDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAI
YRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDA
IVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFFLDELTHARSRLKDD
RWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVDSPLARLVEEIGRQT
RLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAVSEDSQRAQVQRISD
DFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLGRMLSAVEAEFRSEA
QDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEPIPGSSIG
ERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPGSGVSLAL
FPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVSVEARP
>MBL3595784.1 type IVB secretion system protein IcmH/DotU [Rhodovulum sulfidophilum]AB22
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQDSSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPIETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTAEGRAMNRRVEIMIPRED
>MBL3595785.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB22
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MBL3595786.1 hypothetical protein JMM63_09405 [Rhodovulum sulfidophilum]AB22
MAAGLTLGAAAAGADTFHWTGTAEDGFWANPENWQDAMGDPIEGDAPGLDGMPVGIVLGEAATGPIGLETGRATLSALEL
TDNSGTTLTDGTLAFSLPEGASGTAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAAGDSEIT
LSGSNSQTGGTVIEAGTVAATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGP
ASSFGLGISGSGGLTVRDGADLTLGAANSYEGGTVVSGGALSVTAGGSLGSGDVSVADGSLLTYGAALGADQTVTLGDGG
LWTLAGDETVDGLDGTGTADLGGNRLDIALPGTETLAFAGSLKGGTDSLLALTGGGEYMLTGSLSDYRGGFRIEAGRLGL
SDAGGALNDNALTLAGGTLVADLENAFGGTIATEAGSASKITAAAGTSLSLTGGMALAGDLSFTAEGEDAEIGLKMASVT
LQEGVSLGFDRARFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVGIAALTGSGRILTDSGDAVLGLGDGTDFGGVLAD
GAAGRLALETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFANSGTVSGATSVEGGDLSNTGTLSGDVSVSGGVLTSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGGLVSEGGR
FGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDDGGFTNNGSITAEDGSLTVAADTITISDGA
SMKGDIDFVGAVVNKGDLDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENEGRLELGTGLSFTGVGEVSNSGTVEIGAN
GRLQAERIGNSGRLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDQSGDEPIRNA
GRIVTTDDGDDTITLGGANPNLLENLASGSLEIGDSDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTNDGRLK
AGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTVTAGSLTGLSVSGGAADV
DVAVGGTADVTGGQLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAVTGGRTENTGTIGGDVAAS
GGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDLRSGTVTMAADTDAVNDGT
AIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGARAEIDGTVAGAVENDGEIALGGTIDGTLGNDGTVTVAA
DDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETEGRLALGENATVSGDMVTSYGTVTLADGSRLEADLVSSGRLTAS
GSATVDGDLTLSDGAVLSLSDGTTGDRLDVTGDARLNGTIGMDIDLTDGAQSADAVYIDGVASGNVLLAFNDLTAGDYGQ
IRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAGGDGWGLISGANPAFGGLSSGLALTQSLIGSVVNRPTSPYVSG
LASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGWNLSFGTIFGLNDGSIKQP
VYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAASGAYGERLGVDDQSYDSTGH
TVSGTVGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPINNEVGFASVTLSRSRVLPSGVSVL
NGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQAGAARQMDASVRVDSRFGD
DLDGWGVTAQMRFQF
>MBL3595787.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB22
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEEGEDGPAPATGPDSRPEPRGEARIEDRVEMREGIAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAVAVAP
DRIAPVGTGAGPGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMAASEA
GMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLLIDN
NGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALALAGFD
LR
>MBL3595788.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVHLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MBL3595789.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MBL3595790.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB22
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALATWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MBL3595791.1 hypothetical protein JMM63_09430 [Rhodovulum sulfidophilum]AB22
MLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVSQLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRI
VVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MBL3595792.1 hypothetical protein JMM63_09435 [Rhodovulum sulfidophilum]AB22
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPSPAVPAATPVAGARIASSAPADPTLPVFRRRTVPAIPAGAT
EAARPDPALPVPSAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRLAPRFDAAADMAPPPRPPFRQDVAAGAGLPEQ
VDSENYLIGVYR
>MBL3595793.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MBL3595794.1 hypothetical protein JMM63_09445 [Rhodovulum sulfidophilum]AB22
MRIGGQARTRWPAAAGLALWVLPAIALASETPEQAETAPAPRRVAPVRIAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEGLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAPPAPTTAPTTARAPTPRRQTAPEPSDAPPPQIRLA
PSLGVFR
>MBL3595795.1 ribonuclease J [Rhodovulum sulfidophilum]AB22
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MBL3595796.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB22
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MBL3595797.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB22
MRSLRPRPLSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAP
GCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAM
IEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDE
DGQLVIETPGGRRAIAAADVFF
>MBL3595798.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB22
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MBL3595799.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB22
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MBL3595800.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB22
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MBL3595801.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB22
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MBL3595802.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB22
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MBL3595803.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB22
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MBL3595804.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB22
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MBL3595805.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB22
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MBL3595806.1 hypothetical protein JMM63_09505 [Rhodovulum sulfidophilum]AB22
MRAPDGVGGLDDYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPT
V
>MBL3595807.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB22
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AVVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>MBL3595808.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTAVISPLGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAS
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MBL3595809.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB22
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MBL3595810.1 NADH-quinone oxidoreductase subunit NuoE [Rhodovulum sulfidophilum]AB22
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLIAVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>MBL3595811.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB22
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFEIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFISKGHMLADVAAIIGTLDIVFGE
VDR
>MBL3595812.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB22
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MBL3595813.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB22
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MBL3595814.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB22
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MBL3595815.1 hypothetical protein JMM63_09555 [Rhodovulum sulfidophilum]AB22
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAEDSGD
>MBL3595816.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVSQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGMA
>MBL3595817.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB22
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGATSGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MBL3595818.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]AB22
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGSGAATDPELLAALARAAALCNDAV
LHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRTRRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQFAVTYLPLLQPVFGTRPVPLEDGLLIVGIGA
VFFALIETEKQMRLAFRRGQHGT
>MBL3595819.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGSDMQVRPEDAGLLAAAMPQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>MBL3595820.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MBL3595821.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MMLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MBL3595822.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MBL3595823.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MBL3595824.1 HutD family protein [Rhodovulum sulfidophilum]AB22
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MBL3595825.1 urocanate hydratase [Rhodovulum sulfidophilum]AB22
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MBL3595826.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHAQLAALAETGMMGANLPERWGGADISAHALFEAVATVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLASRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MBL3595827.1 CoA transferase [Rhodovulum sulfidophilum]AB22
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RKLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEATRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MBL3595828.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB22
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRASHGIAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>MBL3595829.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB22
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MBL3595830.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB22
MTDLTLANATILPLGKDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKDRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSLLVAERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPIAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MBL3595831.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB22
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAEGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLTLAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGERSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRDGRHIRRDEIVAGYAAAMRRLRDGL
>MBL3595832.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB22
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPAELRARLKLPEAEATLYVESLQ
>MBL3595833.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARALCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHGVVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGMVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGIFVAGDGAGIVGPRA
AELQGRISALRIAETLGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEVDGLDRDETGPGSPLPAFGTVLPGGV
PGILAETGENGRETVADAAGWLPVGGADDAPPDAPEAEKTATGSACHASEA
>MBL3595834.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB22
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQVRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MBL3595835.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>MBL3595836.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB22
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIIHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPELAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGSEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMR
LRGQMHEISVPLPEGRLSPEDGPRLRTAFEAAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGAGDGATPGKGARPA
SLKGTRSCLFEQGRFETAIHDRYALVPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPQGEPLEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQ
PGGKASGRVLDPSGRVLRDVGHGALLTLAGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEATATQYRMPHAV
PDDETVG
>MBL3595837.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MPNSPQAPTRRHVLALAGAGLAAGTIPAALPAPLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGT
PPEPVPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRIT
LATPFAAFLSVLPWFPVVEKAAVEAHLGGDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRV
SREAASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISNAVNYRALLDSA
GYAELMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQP
LSWPDMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAF
QRAVVADAPDIFGVLEKRKLGLRASIRNYVFTPVASNAIECWPLSLT
>MBL3595838.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLARGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MBL3595839.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSARHPFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLLGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MBL3595840.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MAPPLLKIRDLHLRMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARTLAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLRGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPETRRIG
PGHEVACLDPVAEAADA
>MBL3595841.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MAEPLLEIRGLTRRYRPRRSLLARSPEVVALDEVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGEDVA
RFGPRALRAFRARVQIVFQNPQAALNLRMTAEQIVTEPMLVHREIVGLDRRGRRERAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MBL3595842.1 RidA family protein [Rhodovulum sulfidophilum]AB22
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MBL3595843.1 amidase [Rhodovulum sulfidophilum]AB22
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAPP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPYGVSLIGPRGSDLSLIALARSLVPEPQQ
>MBL3595844.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTEKLLDICNLTVRFKGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELDGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MBL3595845.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MBL3595846.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTLTETLDPVQVPEARKGYWAGVAGRLSRDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MBL3595847.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRSIATGRPVA
GEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLGWLPSMGAG
PGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAASTALSVMGL
QLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MBL3595848.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB22
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGQSEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWREVSNPDWAPEVLGEIEGWIEARKADREILAAILGGDNVRD
RELLSQIADLIDSGDGLDRTKAADLARETYSSKTRVEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLGGKASSFQTVA
GKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDLACNGYELVSG
AIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPMNQRAEDLMMG
APSEPGNDQLRELSLRVILQE
>MBL3595849.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB22
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MBL3595850.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB22
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRREIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MBL3595851.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB22
MPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTAIV
GTLTVMVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MBL3595852.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB22
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHSAALAMKSREEGEIGVRSLQG
>MBL3595853.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB22
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVNVGQ
ALAERGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGVKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILAGRF
STELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFISGMTDRYAVKMARPLGL
>MBL3595854.1 ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]AB22
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLATLDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALKHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>MBL3595855.1 hypothetical protein JMM63_09760 [Rhodovulum sulfidophilum]AB22
MDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>MBL3595856.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB22
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDGRRGLLDGVVISGGEPLLQR
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGIAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MBL3595857.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB22
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIA
RGLSEFRTALEATQGGFTPIIAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARMHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQINARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MBL3595858.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MBL3595859.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB22
MRLLLVNPNMTEAMTDRMAGIARDLASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAGGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDVQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MBL3595860.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATGSIAESLKERVDPEVI
DLVLEQAAQ
>MBL3595861.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB22
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAASALADEMGLVSAVPDIGASFVVAPDVPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQNLRDEAARIGITV
TDLFRTALKASARRPADWPSGMGAGIVDADALLHLELSRIQPLSAPESAAPPPEDAILAALDESYEQIETGADDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYARLLAAGQPGTA
ESSAKLSEPEARERLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTDDSVDVDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MBL3595862.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB22
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADAGSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>MBL3595863.1 sensor histidine kinase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRERDGTVLLISDDADPEDFPAFRKEGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINDLMTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTAAEPSDLRPVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVALDARGVLSVANGGDPVPAPDLARLT
ARFARSNGGTEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGAR
>MBL3595864.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MBL3595865.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDADEETGG
QTASKRPS
>MBL3595866.1 response regulator [Rhodovulum sulfidophilum]AB22
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFQIPLVAARRPSVPAALASDDPADAIAGLRCLIVDDDAISRFVTVEHLRRLG
AEPVEAASIRTALDRVADREFDVFLIDYHLPDGDGVDLLAKLAQHGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>MBL3595867.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIDDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSYEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAITRGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEEAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MBL3595868.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB22
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MBL3595869.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB22
MTAQTRRPPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREASPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
VGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>MBL3595870.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB22
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTHDTSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVEALAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MBL3595871.1 P-loop NTPase [Rhodovulum sulfidophilum]AB22
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAAVRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MBL3595872.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB22
MSGAAPAEAALSRRNLLRGKLDGGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGTLWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSSEDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWCRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWHAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MBL3595873.1 hypothetical protein JMM63_09855 [Rhodovulum sulfidophilum]AB22
MAGEQAWRDAPARMEQGHIAMDTGTGDIRATEFTSSRLGDSAFLGKTLARIVS
>MBL3595874.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB22
QNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNGGPRMDAHAGHDPRAPLSTVATSGSHQT
PVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEYEARAREVAEFLRAHGAWDGGAFVTLEIDGQSFV
VIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDAPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCPHLAENHRETA
>MBL3595875.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MAASTIRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRRPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDEIPDATTLIGATVIAASGSILFLREGRAQVSENQPALHATDRAGVAPGPVRPGVEESPE
>MBL3595876.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB22
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>MBL3595877.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB22
MRRPAALVPGLLALCLAVPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQAAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAASQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MBL3595878.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB22
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MBL3595879.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MBL3595880.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB22
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDEI
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MBL3595881.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB22
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLTAEPLPDTVSDDPLPEKEP
>MBL3595882.1 heme-binding protein [Rhodovulum sulfidophilum]AB22
MRLSAFPTGLVLAAALFAGGLARAETYRGYPEVPYSVERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MBL3595883.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB22
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MBL3595884.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB22
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MBL3595885.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB22
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MBL3595886.1 peptidase M23 [Rhodovulum sulfidophilum]AB22
MPGPFSGPFSSGPALAASASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQ
TIAAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDAVALIRALQESAA
DDLAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPL
PVEGTLLRGFDEADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVL
PGGAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MBL3595887.1 S41 family peptidase [Rhodovulum sulfidophilum]AB22
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MBL3595888.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB22
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVPHIVPFKRALYERVVTELAPRI
PSQEGAA
>MBL3595889.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVETLTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGADTPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MBL3595890.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB22
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPEAGRTRY
>MBL3595891.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAKAGDLTEADAECLARTVAAMHARAPVRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRIFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFDLAREL
LTPAQGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAESGATVILGAVFDTAAHRAQIEGRLAGLRVDTIWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MBL3595892.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB22
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRALFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPGLAIASAAPRWISAPAIGAEPHP
>MBL3595893.1 hypothetical protein JMM63_09965 [Rhodovulum sulfidophilum]AB22
MRVLLCSACQLFALRLRGVIGGMRDETGPVREALRHDPAKRGRNDLMPMPAGCTGDRRKTVGALSRKTGVTPGDLDSAPG
LRTGQEARRLKKTPWR
>MBL3595894.1 hypothetical protein JMM63_09970 [Rhodovulum sulfidophilum]AB22
MKAPYDLDIRAMPKRVRRQDRAFAERPAPDTTSGTAHDTPPEAPSPEEAVRARFGRPVPAPAPDIVDGTATEILPQPSED
PATISAAARPGGSAQDGPPAAIAPADQTRPVAAFPRSNARGAPNPASGVPPCIALMGEIGAGKTTLAHLLVGRPLMPRTT
TAIRLPPVRITYGTAPPCREDDRCRTAPVDLADLSRLSPADTRLIRIQAEAEILRHCDLIDTPAISDPEIGPDVWEYATG
LADGVLWCSHAPEAWRPSEAALWDMFAPRLGGSSLLLLTRFDRLTSERDRERVLRRVRRETAGLFAGVLPIALTEALEAR
TDPSGRAASGAEALGHALMRILRGLGGGTGQDAGPMRLDPAWRVADPPDCGTPGTVRPRRVRVDASRTRSPRPTGTEPPV
TSAPVTSRTRSERSDPLP
>MBL3595895.1 hypothetical protein JMM63_09975 [Rhodovulum sulfidophilum]AB22
MPFTVTIQALLRAIPGCHAIAFVDLSARLVLRIETEEALPQDYSDALCLRGARLLGGQAAAASTEVFGINQPPREAVPMR
DGGNELFLRAPRDPDEALCALVGPNTGIEAALSQMRRAIAEIVEIAAGTARHDTRRGRGG
>MBL3595896.1 hypothetical protein JMM63_09980 [Rhodovulum sulfidophilum]AB22
MTEIDPLATMRAKLKPRQEARDRPGTGDIDGQLDALMAEISETIPPRDMTLGDGNGQETRRLVARPHLLRVGRPRPAAHA
AVPLPPDMQSDRAAPLIAAFQDRARRFVAAAADLSITAARPAGRVEPIEPGRPVDALRAAACPDGATSESPAPPDADRTA
GATLQSDDPVGACLARAAAGLRLCDGRIVEAVGNPDLTHRLTGFTTLGLDALASTAAGPKTACAILRAPPPVDLLLVRVA
RGTETALLLAPGSELAAIVAACRPGVPLDRSGAPD
>MBL3595897.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVSFS
QNGGLGQTGTLRIRGLDSGYIATRINGMDFTDPTNLPPSLNFGTLSSGLADRIEVLKGAQSALYGSNAIAGVVDITTWRP
TTLGTSGQASVEAGTYGTYSGKLSFGHMSERGEISATLSRVQTDGFSTLSGNDEPDGYDEDVITLNAAYDLTDSLRLGIS
GLYSDGTADYDPTPTGTDPAIRSDTTRRGLRAYAHFVLGSVENELSLARTQTERTDHGSFGTSHWDGSSRTIGYLGSTTL
GDRTDLSFGADWKQDKAIQSGSTDTEISRAAFAELRQAATDAIDLSLSLRYDDFSSFDEQMTGRAALAWRIGPDLIFRTS
LGTGYRVPSLYELYGTSEGDTVGNRGLSPETGTSFDIGLEKRLSGEGFLKVTAFFTEIEDKIDWNPSPPTGICTSAYGCY
DNLDGTTRSQGFELSGRFELTPATAIYGAYTYTDARWKGDRLLRVPRHDLGLGLSSKLSPRITADLSYQYLADRLDPGGA
LPDAGLGTARISYTLDSGAELYARIENLFNEDFYTALDYTGAYHYNTSGRALYVGLRASF
>MBL3595898.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MWACVPPSSAIRLAAVLALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPDRLRQTGRLLGREARAEALARAFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYTKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDADAATAPD
>MBL3595899.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB22
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPDDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPDACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDVDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGNRPEGAISTDGRVSGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GELPAS
>MBL3595900.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB22
MSDPVSDAPSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLEAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MBL3595901.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB22
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFKGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>MBL3595902.1 glycosyl transferase [Rhodovulum sulfidophilum]AB22
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MBL3595903.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB22
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MBL3595904.1 glycerate kinase [Rhodovulum sulfidophilum]AB22
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALTRWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAASHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPATLAEAERLGSDPARALS
TNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>MBL3595905.1 Rrf2 family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB22
LIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFRHLESGVPFAECFDPATNTCPISCCCLLK
GALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MBL3595906.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTLHTFLTTSALALSLASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVVPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MBL3595907.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB22
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MBL3595908.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]AB22
MKRLRITVDGTPYDVTVEEIETGPAPTPAAPRTASAPPRPAPAAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQ
SVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>MBL3595909.1 hypothetical protein JMM63_10045 [Rhodovulum sulfidophilum]AB22
MLENLALIGTGFAVVILVLAALWGACALMGWGFTRTARKTAAAPQAPVAPGVPPHHLAAIAAAVAETLGPGHRIRRVAAP
AHLVDGWPLEGRIETFAAHRVHTGWGPTRPRPGARTPEITKGPKP
>MBL3595910.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB22
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPELDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAGDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MBL3595911.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB22
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAMGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPSDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAKQFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPEHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MBL3595912.1 hypothetical protein JMM63_10060 [Rhodovulum sulfidophilum]AB22
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
GAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>MBL3595913.1 hypothetical protein JMM63_10065 [Rhodovulum sulfidophilum]AB22
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPETPWLGQNGRPKAVI
FLHGFVLGAAQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MBL3595914.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB22
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MBL3595915.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB22
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKISRGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSMPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MBL3595916.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB22
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDVVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEEVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGAAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MBL3595917.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARTALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEISQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSHQAIRGGAIGARGEEDWAGEMSDRFSGMDSEVLRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDQTMDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASHRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPAPTEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MBL3595918.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3595919.1 phosphomannomutase [Rhodovulum sulfidophilum]AB22
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLVACPAGSRVLVGRDLRASSPRIAEDAIVAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVATPAPAAGQGARSFAPEAGAAYVARYVQAFG
AAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGLGLDALVSTDGDADRP
MLTDAAGRVVPGDILGALTARALGAGAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGTGVAGLVAALPARHTAADRLQQVAPEAAAALLARLDGSAGAR
AAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPDRAAAVLKLGLERVAMVLVNSSLL
>MBL3595920.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB22
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQAMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPGAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLEGLHPYG
>MBL3595921.1 sulfotransferase [Rhodovulum sulfidophilum]AB22
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRSFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRDRFLFLTFEAFRDDPRATLRRITGFLGLDPLPEAAFGGGAEARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLTERFHPQFPRLEQLTGLSLASWQAERLC
>MBL3595922.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB22
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFMRAVMWDAIDCHKARDLGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MBL3595923.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MKCGTSTVSAYLEDHPEVFMLPGQEPNFFSHDKVYDRGAEWYERLFDGAAGARRIGEGSNDYASGLMYPDTAARIAAYSP
EMRLIYMVRDPVARLASAWVQNRVDQGDQVPPTLERAVREMPDLYLGQSLYWHNLQLYRTHFPDDRIFIGFMEDLKTDRF
AFFARLCGFLGVEPMNEIPRGHINPSRGKAVPGQLYSALNALPGIGRLKALAPKGLRSTVKTRLLSRRIGETPEIPAALR
RELTERLGPDTRAFLAHCGRPTDFWGL
>MBL3595924.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB22
MSIGEDLARIRINTGISVIVPTYREAENIPHLLVELDRLRREYDVTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLAVGATGAVVNLAVLSGLQLAGLAAWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MBL3595925.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MARRKRLSPITGPAEDTGPVPPGPMPAIARPPVAEIAAASASHAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSALAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPATAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLADRLGATLAKAQPADAEAERRLIERALRKTPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLE
>MBL3595926.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MBL3595927.1 replication initiator protein A [Rhodovulum sulfidophilum]AB22
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MBL3595928.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB22
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGATPVPLASFREKPDLATAREMLEAGTYLWNAGIFLFRVADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MBL3595929.1 hypothetical protein JMM63_10145 [Rhodovulum sulfidophilum]AB22
MLFAAGTLYRLFPVVTGRPALSEFFMTEDGYLMLTVARNIAMGLGMSVSDGTIPTNGVQPLATFLFTLPYLQTGGDKVTS
LIGIHLIMAAWSLAGALLVRTLAARILDPGRQAPALPWIAALLWYLSPLLLLHTMNGLETGLYSAAVLAVLLMFLRLLRR
EGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARIVPSGLISILVAAPWLLNNQIRFGS
IMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVIVLASAVSLVVLAWFLIGVFTRASRPVRLMVLAY
LLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGLCVLLLGRLLMPGVQ
DQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRPGNVLAYVVNSRIDYIVDWYGVGGWAT
REDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MBL3595930.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB22
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFLSTIAGFAMNQADRA
ILGKFITLDQLGVYTIAFFFGNLPILLSRATLGKILGPLYRMRHPSKSEANRRNVLKARRLAVGGLVAMTVPLAYGGGLL
IELLYDPRYVLAGPMVVLFAFALPPQLVSVAYGGILLAVGDSRRQFYLTALTAGLQVALMLVGVMTVGIAGVILAPALAA
MLIYPLRSRYLNLYNADDPVSDMMLLAVSLVLNGYACWLHKDGLLQLLS
>MBL3595931.1 hypothetical protein JMM63_10155 [Rhodovulum sulfidophilum]AB22
MTIINRIELDTYDLRMACLAYNSGRAEASTVRAELDRLVQRVAGSEHPVLITDEAFFGPHVGQDGETRLFPRAHEVTQMM
VEAFAPHPVEILLYTRDEFSWLKSVHNQSVKQDRYAGSFEEFLAEIGGGADLDAVATRIAATIGPEQVRVFRLEDDHHHP
FGSGGALLDHVGIPREVQQDLKRASGINQSLDARHLRIMRRLNGLALPDFLYSRLRRGVLRLQRRARS
>MBL3595932.1 hypothetical protein JMM63_10160 [Rhodovulum sulfidophilum]AB22
MPFASALRRRVRQGLGTALWALRDLPGAPTFEIFARRLDRMNRAHVAEIRSRGGEPMTPRAPGTIPKIVWIYWAQGLDEA
PPVVQRCIASWRAANPGWDLRVLDRDAAGALVDLSDLPAALPRRHEADFLRLRLLERFGGIWADATVFCHRPLEDWLPLL
AGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWVRQYGEYLIARRRPPGPYFMVMYAFQFAVSRSPELMREWRCCSGLW
AVPSFRLMAALDGQVGAEEAAVESLRRGLPVSKLNWKKPFDPVRFDAILGAAGVKRDVG
>MBL3595933.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAVRQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRAQACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLSGRN
ARLIEYK
>MBL3595934.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB22
SRSITRRPELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MBL3595935.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB22
TRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAILFPDRAS
LGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDIDALLAEAGPQADTEF
TEPTQA
>MBL3595936.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB22
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MBL3595937.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MBL3595938.1 NifU family protein [Rhodovulum sulfidophilum]AB22
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MBL3595939.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB22
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLAMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAADLPAIGVSMFQVLRRSAPGPETDLLSLAAPRGLAYVQPLRAGKLGGARMIDPEAPPPLAEIGADGIAHV
TGFAARRLGTTFGTGWREAVPAEIAPAIAREAAALLSGGEVQPRPAPLYIRPADAAPPADPPPAILP
>MBL3595940.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQGTGLGRARLAAFEAG
ACARAAQEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>MBL3595941.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTTMQKAMAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAKTGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPETKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGTEMKTGSFRLGLADDAVGYAMDDNNRDLVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MBL3595942.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MARAELSGADAAGPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGRARRALGQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AKLAERMVGRKVLLRTDKSPARPGRVVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAVGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLTAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>MBL3595943.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLSPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MBL3595944.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLSAGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWGLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MBL3595945.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB22
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MBL3595946.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB22
MSRRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MBL3595947.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MTGRTILVTGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAAAVEAAFDAFMEWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLGVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MBL3595948.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MBL3595949.1 autoinducer synthase [Rhodovulum sulfidophilum]AB22
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQQAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MBL3595950.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MBL3595951.1 hypothetical protein JMM63_10255 [Rhodovulum sulfidophilum]AB22
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MBL3595952.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB22
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFAEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MBL3595953.1 protein meaA [Rhodovulum sulfidophilum]AB22
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>MBL3595954.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB22
MSLHIGAQPGEIAETVLLPGDPLRAEWAAETFLDDPVCINRVRGMLGFTGFWRGQRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQRGFGEMVEIALAAAFS
>MBL3595955.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MIKKIDIPSIRDSVYMQMREMILDGVWAPGTRIDLNQLAAEFGVSKTPLNEAIQMLIREGILAVKPRSGTFVSALDLDEI
LETFDFRLILEKGAAEAILANASAPILRGLETLNDRMAEIAENPGSLEDYRRMLRLDDEFHQKIMFLSGNAQLIEHYEQL
SARLMLMRMIGTFSPKDYKATISDHRAILAALRSGEWEAFSAASATHVANAKAKVRRGLGSASTK
>MBL3595956.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB22
MAQWYFDEDGDLSVLAGKTVGVFGYGNQGRSQALNMRDAGIDVIVGSRSDASAEKSQEDGFETLPLAEAARKADILFVLV
PDEVMPAVYAEHIAPNLAPGNVVNFASGYNVHFKKIVPQDDVDVIMLAPRMVGQGVRDTVVAGVGFPSLVAVHQDATGHA
WSTLIALAKAIGSTRMGVIESSFEEETVADLFNEHFGFLHAVRQGVEVLVEKGVSYEAAILELYASGEMREIGQYFVDHG
LFDQLKLHSRTSAFGQLAWARPSPEAEQASKDHLRNVIDRIKDGTFASKWQEVQEGGMKEFEAAEAELQQQPFWQEELKL
YKRLGRI
>MBL3595957.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MRNLANFHINGTWVSPRGTDLHPLIDPASEEKIADVPMGDGRDVDAAVAAAKAAFPAWSVTPVARRAAMLRRLLALYIEA
YDELAELMTREMGTPIGFSKAAQAAVGQMHLEAAIAALEAETFEELRGTTMISKEPIGVCALITPWNWPMNQLVVKAAPA
LAAGCTMVAKPSEYAPLSAVRFAELVDAAGFPPGVYNHVLGAGTVVGDALSRHRDVDMVSITGSTRAGIAVAKAAADTVK
RVAQELGGKSANIILPDADLEKTVTAGVNECFINVGQACRAPTRMLVPMERMEEAKAIARKAAEAHDVGHPMGNAALGPV
VNAAQFRHIQSLIKTGIAEGATLVTGGPGRPEGLDRGYYVRPTVFGDVRNTMTIAQQEIFGPVLAIIGYASEEEAIEIAN
DTVYGLSAYVQSADLDRARTVARRLRVGSVWINGAAWDARAPFGGYKQSGNGREHGEWGLHDYLEIKSVAGYA
>MBL3595958.1 hypothetical protein JMM63_10290 [Rhodovulum sulfidophilum]AB22
MTVGPIWRKLGVAKARFYSGKKIRAGMGGEALCDIDGGMARHRNMPHRGLPKTHRGNHAPLPYPDEWRRSSRGEQGCFLA
VGGGRLLAC
>MBL3595959.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MAGWRMLAIICLGVVGVLSTWFSATAIVPELIRVWQLTPGQAAWLTNAVQLGFVAGALGASLVNLPDILPMHRLMTGAAL
LAALSNAALLVVGPEGAMIARFVTGVALAGVYPPALKLMATWFVKGRGLALGVLIGALTFGSSMPHLVRAVADGVDWHVV
VWATSATALGGALVFGLLVREGPNPFGRATFNPRQSLAVFTDRPLLLANIGYFGHMWELYAMWAWILAFAAASNVEPFPF
GSPSMLSFLVVASGVIGCLAGGWLSDRIGRCLTCAGMMIVSGACAALIGFYFDGPPLVLALLALLWGVTVIGDSAQFSVS
VTELAESAFVGTALALQMGIGFGLTVVSIWALPLFAEWIGGWQWAFLFLLPGPLIGTCAMLALRRCPEAAALAHGAR
>MBL3595960.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB22
MSDKNGWAGTVNGMPREGQSAERSRTTRMEDIHAFTDMTGDRNPVHYDEELAKKTSFGKLIVQGGVTTGILNACVAQDLP
GPGTVFLNTNLNFRKAVGVGETITGRVEVVKVREDKPLCTLKVMITDAGGAVCVEGEATTYTMPLEGL
>MBL3595961.1 OB-fold domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDLSTLKVPGPTVIALTAPFWEAAAEGRLVIQRCGACGDAVFYPREICPHCWADALSWEEASGAGRLKTFSTIWKPGHP
GWIPAAPYVVGLVELAEGPTMLSHILGEAPEIGMDLTLAPTNTGGRVLPCFRPKRG
>MBL3595962.1 thiolase family protein [Rhodovulum sulfidophilum]AB22
MRPHAAIVGAGSLAPQRRTEGASTLGMLARAAKAALDDAQMEKAEIDGLLVGPQVGETPQHVPATVSEYLGLQPVMSNVV
DLGGASGPGMVWRAAAAIQAGMCETVLCVIGNHRNPEVPRSPNRNPIREFDVPFGASGANVSYALLKQAHMARHGTTDED
FALIAHWARANAQNCPEAIFHGSPASVEEVLASPMIASPLHLFEIVMPVAGAEAVIVTSAGKAKGRRAAWLLGAGEKITH
RAVSQAPSLTSGPLKPAMERAFGQAGVSVDRMSLLSLYDCYTIMVATTLEDAGLCPPGGFGEFMRAHDFGPGGDMALNTH
GGQLGYGQPDLAGGMTHVTEAVRQLRGSATGRQIADPEFALVTGNGATMSEAVALVLGAEA
>MBL3595963.1 acetoacetate--CoA ligase [Rhodovulum sulfidophilum]AB22
MDRSVLWRPEGEALRDSALARFSRDCGIDPGDYETLHAWSIADPGAFWSRLWDFAGVKGERGPVALERDPAAPMTGARFF
PEARLNIAETLLAGAHPERAVLELDETGARAELSADALKAEVARVARGLREAGVMPGDRVGVVLPNRIGCLVTHLASLAV
GAVWTSCSPDFGLAGILDRIGQVSPRVMFVQPRIRYGGKDIDLAGRLGDLAGRIDGLETLVTIGEGEVKAPMPVIAWDDF
GSEGPLEFEPRAFDDPCYILYTSGTTGAPKAIVHRTGGVLLQQLKEHMLHGDLRPGDSFLWYTNTAWMMYHWAIAGMGCG
ATTVLYDGAPILRARDGLDCSPLWKAVEAETLTHLGISPKYLSSVMEQGYRPGEAHDLSSLRWLMSAGSPVSPQQYDWIY
DAISPDMGFASISGGTEIMGCFLLGSPLHPVRRGQLTVKGLGMAVNVLDERGAPVLGRPGELVCTEPFPSMPRTFWGPDG
DARYRKSYFSERAEIWTHGDHATFHPDGTAVIHGRSDCTLNPGGVRIGTADIYNVCAQFPELEDFIVFGRPVEGDEEIVL
CIKMTEGARADADLARAIRSKLRSECSPRHVPGAIYCVGDIPMTVNGKRVEGAARSVVSGKAVANRGSLANAGCLDEYAA
LSERTAL
>MBL3595964.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB22
MLYRLGGACSTFTRAFIPNPFIFAIILTGLTALLAILMTPTGPAEAVGLWYDGFWNLLTFAMQMTVILLFGYVLASSPPV
GRAIDRIARLPKSATQAIVMITGLAVIFGALSWGLGLIIGAISARRISQNCLERGIKVHYPLAAAAGFSGLIIFNCGLSA
SAPLLINTPGHFLEADIGLLNLNETILSAYNILTLLAYLAIIPFVYAAMQPPEHERQLVAPDAAPAAETPDAGGEASLTR
DGDTTLAARLENSRILSWLVVLTGLGYILWHFATKGFDLNLNLVNFTLLILGMAAHGSPISYVRAVDEAIGACGQIVLQF
PFYAGIMGIMSGSGLIAIFANGLVSISNEFTFPFLTMLSAAVINLFVPSAGGQWAVQGPVLIQAAQDMGADIGQTVIAFG
YGDQLTNGLQPMWMLPLLGVTRLRAGDILGYTAVMMLFSLVIFGAGVTLLPLIF
>MBL3595965.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKTAADLFARKGYGGVGTAELCAATGYGKGALYHHIRSKEDLLLDIMTVYLRELLADAEAILAREAEAEARIQGLSLSLM
RAVVQDNAQMTVCFREVHALSPDHRRGVLRLHGDYFRLWERMMNEARDAGQLRSVDADEIKGLLGMYFYSFLWIGPGREG
DIEALAAKFSDLVLGACRRD
>MBL3595966.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTEAAYIVAARRAPIGRLCGAYTGMAAARLGAQVMRAVIDDAGIDPAIIDEVIAGQVLQGGAGQNPARQAAIYAGIPDHV
PAMTVNKVCGAGQKSIHLAAQSIRAGDAHVILASGQDSMTEAPHLLPGVRTGRKMGDMTAKDMMIVDGLWDVFNDIHMGR
TVESLARRYQITREEQDRFALASQQKALAAREAGRFEAEITPITVPDRKGDRTVRRDEQPRETTLERLSGMAPAFDREGT
ITPGNASGLNDGASAVLVVSETKLCELGLKPMARIASYAAAALDPMDMGLGPVEASRKALEKAGWAAQDLDRMEINEAFA
AQSLAVNREMDWDPAAINVNGGAIALGHPLAASGNRIVTTLVHEMARSGTRKGLASLCIGGGMGVAICLERA
>MBL3595967.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MBL3595968.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MQWTLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFRAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDISERRARETALAGGEGPVRTARDALVNALEALPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGFRELFESALRQGMRRGDPEQRARWIAGQDKARCGGAPILEGERRAGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRARVWQEFHSEEEVARIRAVSEQPLQARGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVAD
PTDVIQVFLNLLLNARDAICRRTPQACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFIVFWPEAGEEPHEGLCAAGPPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTTQPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MBL3595969.1 CpsD/CapB family tyrosine-protein kinase, partial [Rhodovulum sulfidophilum]AB22
QALRRGIRAPEEIEALGLPVFATVPLVRDMPRQRPGAPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPT
PDAGKSFVSLNLAMVMAQADQSVCLIDADMRRGQLARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPP
NPSEMVMRPRFAEMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGRPAHAAV
LNGFERRHARPGREEGYYGYGYEAAVRRD
>MBL3595970.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB22
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRAAQDNLT
EVLAGGGIEIGWEDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLAGAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAIA
YWR
>MBL3595971.1 DUF533 domain-containing protein [Rhodovulum sulfidophilum]AB22
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSTGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRI
>MBL3595972.1 DUF533 domain-containing protein [Rhodovulum sulfidophilum]AB22
MGLGAEEKAALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAA
RRQAGA
>MBL3595973.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB22
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MBL3595974.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB22
MTTRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGTHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MBL3595975.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MBL3595976.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB22
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MBL3595977.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB22
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MBL3595978.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEEVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVRSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLTARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MBL3595979.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MSRLLALALALLPMTASADSHACSEGAAQIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDAAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGSAGAPSVWRVAPEDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGAACLGEGQTVGPMVAP
>MBL3595980.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLTARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSEVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MBL3595981.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB22
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFIAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RTATADTGIRRRA
>MBL3595982.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MSRFLLIHGSCHGAWCWREVLTALHRSGAEARAIDLPSHGADPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSEDGLSFTFDRDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDRAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MBL3595983.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB22
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDGVIQRLPAGLRAIRYDMRGHGLSSCPAGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLIRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSPRYCQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVIAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MBL3595984.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB22
ARAPGFRVRPVEPEGFDDVTRSLASGRIETNTRRAGSLCDAIQTPAPGALTFPVMARLCGPGIAVTEDEALRAMAAAFER
LRIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALDRHGDAA
>MBL3595985.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB22
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MBL3595986.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB22
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MBL3595987.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB22
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MBL3595988.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB22
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPGTGWPHMAAMAALTLVYMAGGIPAAARALRALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGDTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MBL3595989.1 hypothetical protein JMM63_10450 [Rhodovulum sulfidophilum]AB22
MAIRTLYSSALSVVGVVFAPILRFFAGASRADEPAGFQARHPEIAGDGLDEAVICGRAGP
>MBL3595990.1 hypothetical protein JMM63_10455 [Rhodovulum sulfidophilum]AB22
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MBL3595991.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB22
MQRSIGRSNDVTLSTIWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLMMRGFAREIRGGGICGQGGPI
TDVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMA
ARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAVMDAHFRSAPLR
ANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQ
LIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPS
TTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGARPETLDGSTAQLLDFIAAAG
>MBL3595992.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB22
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MBL3595993.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB22
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MBL3595994.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB22
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKN
QLSRYRRVFYGDEYGPRLDKAANVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQMPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEIFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MBL3595995.1 hypothetical protein JMM63_10480 [Rhodovulum sulfidophilum]AB22
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNKAPDAKSPEALATATQRDFAA
GDTVICDGWVLARSEADFALACLRDDTA
>MBL3595996.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB22
MRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTFV
AEDLPQTMTAPPATPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADYL
ASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDAD
PRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLSP
GIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLP
AGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSCPQA
>MBL3595997.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB22
MKQIQNAGITLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGATETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLKLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MBL3595998.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB22
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGACERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIAGVMRERLLPMADIATPNPFELSWLTGREI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEIVLSGPGFRRALLTLGRTEMSCAAGRRRIRH
>MBL3595999.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB22
MVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEEQSEAGMRRAVDDLNAWLDA
VMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPVLLVHGDADEVVPVGALPEA
GNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MBL3596000.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB22
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPEGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMNTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MBL3596001.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPAATGHILFGLAILVLM
IWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLMLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWKSNILSRMM
>MBL3596002.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB22
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRHPGRMPGLWQGARPVLSHAQFMT
LAARLGTRPGRLRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
GRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPAPLLELGRSLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGDGR
>MBL3596003.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]AB22
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRPDDPPATRRRLGALAVAVTLAAAVLPACALVSIL
PGGWAGAVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPVRAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYFRAMAGLALGLAALVWIFGG
>MBL3596004.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]AB22
MADGQDRGRDHGGDLSGAMARFGGTADDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSTAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFQAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGTCPKNVLVLRSFGKFYGLAGLRLGFVLGSKALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MBL3596005.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB22
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGKLTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFLVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVSAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERPPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAALGPEAAESWRLIGDASRLAFADRGRYMADADFVPVPAIGLLDPGYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAEGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGRPIANRLEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGH
>MBL3596006.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB22
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTKIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MBL3596007.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB22
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MBL3596008.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB22
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MBL3596009.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB22
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MBL3596010.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB22
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MBL3596011.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB22
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MBL3596012.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB22
MVRILFSAPPGLWAEYRAPLTRALDEAGIEAEVVTGTGDPAAIDYVVFAPKGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
DRLGHATLDVFRTEPLPPDHPFWRHPQVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>MBL3596013.1 SseB family protein, partial [Rhodovulum sulfidophilum]AB22
RAVSEAVRFSGLETAALDLAFFPASGPMATHLARLGLRIDLPAPEPMTETPLADPDAPPRLR
>MBL3596014.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB22
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>MBL3596015.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB22
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MBL3596016.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB22
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>MBL3596017.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB22
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MBL3596018.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB22
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MBL3596019.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB22
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGDAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MBL3596020.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB22
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MBL3596021.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB22
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MBL3596022.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB22
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MBL3596023.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB22
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MBL3596024.1 elongation factor G [Rhodovulum sulfidophilum]AB22
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MBL3596025.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB22
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MBL3596026.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVEISE
>MBL3596027.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVERRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTIGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREVGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MBL3596028.1 recombinase RecA [Rhodovulum sulfidophilum]AB22
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MBL3596029.1 response regulator [Rhodovulum sulfidophilum]AB22
MPVLLSVRRSAAAFADRAWVALALGILLAVAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRLCACT
PGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGS
GLFLWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLLQLRM
ADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLAD
AAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAI
SGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHA
EALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIF
EPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEEMPGSAVVLLVED
EAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSF
GEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGQRDKGKLPEQVP
>MBL3596030.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB22
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVYDAIRCLRSFAALGGAETGRGLMLGMLRAAG
TDPDTVFSGLGHAPAPLGPEERAPGPVLADLPEPVACDCPEALEELLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAARLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLAELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLLARAERAGVAVHCLDGAALEGAAPFDLVLCDVPCSGSGAWRRSPEAKWRTSPADLARLTV
LQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLRSERRLTPLDGGDGFYAAVMWRPG
>MBL3596031.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB22
MHPPADHPIRTPAEHLAAMRDRAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAAAAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADTVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>MBL3596032.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB22
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MBL3596033.1 hypothetical protein JMM63_10690 [Rhodovulum sulfidophilum]AB22
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFIGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDVIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVAVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRRFYRERYDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAARPRAVAVDPDFELARKLAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAAAAEAASVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MBL3596034.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB22
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAAGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVS
VVENAGRPGERILAATLGTLATEIASAGLTGPAVILLGLAPRAAARSLPLLQEAAR
>MBL3596035.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAETESGRVVGPYLAEVAPAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MBL3596036.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB22
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLSEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARGGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALSDIRAAFRAPGFRAGGTAIPSGSSAFRAWADTNLSD
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MBL3596037.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB22
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MBL3596038.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSTAILVTDAGFAPAGPAEDWLSPGDLDGPARPDPVRVALTPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRSAAGRQGYLARLRRAVA
>MBL3596039.1 divergent polysaccharide deacetylase family protein, partial [Rhodovulum sulfidophilum]AB22
SFNRSRPGTEARPSEAEETPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDAALDLGGAASPAAED
PPPAARAMHGPSAPEAASAPVPEPAAPENPREAAPATSPEASPAMPTDTSPDGSAATSPESSSVAETPEAAAGPAPETVP
EIAADPETGPEAEPEVETVPEAGSEAPAVLPEVLPPPGPADPAMPGRAADPLRPDAPLPTIGEKAAPVDAAPEAARPATP
TMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGIAD
LAPEAAAARLGAAFDRIDGSIALVTPEEGGFEGDRDLTGAVLGQLEASGHGLVTADRGLNDALRAAEQAGLREAGIFRTL
DDAGQDAETIQRMLNRAVLEARQTGHAVIVGHSHPETVTAIYAWALLSGPADAVLAPLSAVLRQSRP
>MBL3596040.1 hypothetical protein JMM63_10725, partial [Rhodovulum sulfidophilum]AB22
GADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFATLSGGAAKSELWA
QIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRRWCAYRDALGAAW
APPKLPGFDSRETQERTSHG
>MBL3596041.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB22
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFE
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>MBL3596042.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB22
MADEADMLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGARLS
DTEMVRFLRAHLLDAAAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFDLSI
EGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTPRQGNEALEALVPHLHAALPGL
AFTDPRGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQIMLD
TLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MBL3596043.1 transposase [Rhodovulum sulfidophilum]AB22
MRGHRQRFSDSAAGLCLTLGMPFEPPLRQTAGPGKSHAPQRMAGFDLWGPDCSSPCRRQARSVVDIPHGGVGKRPHIVGD
SPGIGRRRDGEWPLRKPAPRAAGNGAMSISLRSGLWRQAFTIPRDLLPGD
>MBL3596044.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB22
MRYLLVVSLAALSLTACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRKIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>MBL3596045.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB22
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MBL3596046.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB22
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEAMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MBL3596047.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MMETPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVF
QARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLII
GLYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MBL3596048.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]AB22
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPED
>MBL3596049.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB22
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQQVVTSVIIGAKRADQLTDNIGATQVALSEDELARLDAVTR
LPAQYPGWMLERQGEYRSQS
>MBL3596050.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGAPPGRDGAELRRGLAEAGP
>MBL3596051.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MBL3596052.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB22
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDAARAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPKHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRTLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAVAETGAAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGQLLETEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWPGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIAMEAGALFEIRTPGGGGWGRP
>MBL3596053.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>MBL3596054.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB22
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGDEVAIFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGED
>MBL3596055.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB22
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>MBL3596056.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB22
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MBL3596057.1 hypothetical protein JMM63_10815 [Rhodovulum sulfidophilum]AB22
MRHGKAAYLDNVAIWFDADQNHIHIAVADPEYFHSSVGPDPASKRGHPHLFPTLSKAPRDAGAPHPPIPENQNT
>MBL3596058.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB22
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVHGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>MBL3596059.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB22
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MBL3596060.1 recombination protein RecR [Rhodovulum sulfidophilum]AB22
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGILEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MBL3596061.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MAPVLALFLSFGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVNPDAPKGGEISIWAPGTFDSFNQYSR
MGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYR
RLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVY
RRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWATGYDFPGIERGDVVREAIPDGSVGT
RLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEIL
TEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRL
ERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHA
LDRVLRSLYFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRLHASGALR
>MBL3596062.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB22
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGASGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MBL3596063.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYNFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTCIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MBL3596064.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MBL3596065.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB22
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIQKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MBL3596066.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MBL3596067.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MBL3596068.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB22
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MBL3596069.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB22
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MBL3596070.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB22
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MBL3596071.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB22
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MBL3596072.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB22
MSFLRPQKSLPRHPVVTGMIVFLTVLAIANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAAS
KAPDPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPSTENSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLKADDGEPDRVFKGQEELFAPSSIIRDIVLPG
LVWQIAATPREGWTQSLGHLQLLRGLSLLLALFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAEIMFGRPTAQAKSMPVAEMFQVETVLANASVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRANEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRFVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDTRGVIL
SANAAAAQIFQYSAEELVGQNVSMLMPDAIASRTERYLGSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPFELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMNGEIDVSSVEGQGSVFRLTIVLPEATETTGNISHPARLALGPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGADAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQTENGNGPPIILLTADALSRKSFENENV
FAAVLTKPIDWGQLFSALNEFARRDGEASADAQQHDKRSGFIGASKNNSDAGEEASSTEPPTLSLEWLDVLHQTIPPDRV
NSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESGDVAHQSPLLERFDIEIS
SARRALKTFIETQSKPFS
>MBL3596073.1 ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPGRFILKYDFLEAPRVWDAISSEVSANYRRDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLEGGLFLCLSYAG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MBL3596074.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKEHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAAGRSDAIALLESA
>MBL3596075.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB22
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGEAALEKIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MBL3596076.1 hypothetical protein JMM63_10910 [Rhodovulum sulfidophilum]AB22
MSLIHRGEVDEPTLLSARAPDAVGGPSAETMEVWRAEETTTMSVSDFGPMPSLSSSAPVSGAVFGTTALPSGVSNVVGGL
DVRDAISFDVAELAVQSILAVDTIPPDTSADGADFPNQDVTAPLAVTVTPVTDPPRLEVASATGAEDSAIALDLAADLIR
PAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTP
VTDPPRLEVASATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFH
GELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVASATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAGMIAGVASDGSTTWSLGAADLAGLTLIPPPGFTGDFELEIAAIASDPDGGVATTNNLLPVTVLAEEPSLPPSSQVIEL
NGLITPEDTAVALELGQAFLEATGFSNLTFASISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVS
FELTDGAQVNAAFDLQVDAVADMPTITITGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEGARLSAGTYAGDGLW
SLTPEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWKSYDARGDEDTAVDLGTFLLLF
DLAGFASIAVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLTYTPPEHDASDVTLSVVGRILSFPITLGRIDVLVDAVADA
PSLSASAVDGIEDQALSLTINGALVDTDGSEALSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQL
TFDVRANSLEDEGNAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLS
AGTALGAGAHALQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAPVLNVTDALGVAGEPV
DLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIA
SNTAVIDVQVPEPAPIAMEVVVDIAPGFTVDSTASLSRIVVTLADDPLFAEDMLALSDETASDPVISDALNGGALSPRFE
NDGRQAILEGDAPAELFEQLVRGLQLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLTLNPNDPAASTDPGDLLAADTSFN
TETDTTSLDWDAGSDALDPPTTDDPAPYQEMST
>MBL3596077.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRHADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKIPYYLCRIHLDSRQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MBL3596078.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWDAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLLGEPRFLRMRAADARPSVRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAAMAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEAEEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MBL3596079.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MKINGALSYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATRVGDAAADGLPRGVVQRIALCRALALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MBL3596080.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMARGGDALLWADRADYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>MBL3596081.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB22
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIVPA
>MBL3596082.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTLMSLEASVALRDLG
ASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAATHWNYADRLRQRFPRVEVDAD
AIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLTGQMAGHGARPSSMKDVLSWM
DERLDQPLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMKTVAFRAGFRTDEQMRKAFRR
RFSLSPRDYRARFATAGT
>MBL3596083.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB22
MIIDEARELKQCTQVASGPEGLAAIHQSGIAATLWERAPLDRFQAWIDALPPEQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHVDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQERGTVYIH
>MBL3596084.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB22
MKITEEEIAQALVTWGNGKIAISRAFEEGGIEAARQVASANLDAYYGYTLGPVLFKPTMASGEQTFRPTKPGALAYFCGH
SEEYPLDNGFAIMGWRACEHITSASFIQGDIAMWMGWIKLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSSLPYQPPED
GA
>MBL3596085.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MIHVHLPDGAARPLAPSSSAADLASTISPSLARRTVAALIDGTLCDLSAPLPDGASVELLSRDDPRALELVRHDLAHVLA
EAVQALWPGTKTAIGPAIEHGFYYDFERDMPFTPEDLPAIEKKMREIIAAKAPFTCEEWSREEARAHFEAAGEPYKLALL
DAIPQGEPVKIYRQGDWLDLCRGPHMRTTADAGTAFRLTRVAGAYWRGDSNNRMLSRIYGVAFADKAALDAHITMMAEAE
KRDHRRLGREMNLFHFEEVAPGSVFWHPKGWRLFQTLIGYMRDRQEAAGYVEVNSPDIMDRALWETSGHWQNYRANMFLA
ETVDDREYALKPMNCPGHMLIYGQGTKSYRDLPLKLAEFGKVHRYEPSGALHGLLRVRSFTQDDAHIYCTPEQLTEECLK
VNDLVLSIYRDFGFEDVRIKLSTRPENRIGSDENWDRSEGALREALDRAGHPYTIFEGEGAFYGPKLEYVLRDAIGRDWQ
CGTLQVDFNLPERFGTTYVAPSGEKLAPVMLHRALFGSLERFTGILIEHHAGHLPLWLAPVQVVVATVTGAADGWAVEVA
QTLKAAGLRVEADLRNEKIGYKVREHALTKTPVQIALGGHEAEERTVTIRRHGAPDTRTLSLEDAVQMLLTEARAPGAAE
PVQSE
>MBL3596086.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB22
MCGSCCQRNHTGTLREPVRQSLVATGAVWLLKLPVRVYRLLWSPWVGHACRFQPTCSAYAIEALEGHGPLRGTWLTLSRL
IRRHPWGGAGYDPVPPPPAPTYQRKTPE
>MBL3596087.1 GTP-binding protein [Rhodovulum sulfidophilum]AB22
MAWDDDRLPVTLLTGFLGAGKTTLLNHLTRDPEAGRIAVVMNEFGDVGLDHDLIEEATEETILLQSGCLCCALLGDLAET
LGALEERRRAGEVDFDRVVIETSGIADPAPIIHTLAADRLLAQTFRLDGVVTLADAATGMGTLDRQFEAVQQVAMADVLI
LSKTDLADAVTLARFETRLAGSNAGATRIHARHGRVPPGTLFGLSAMRLGADASEIDGWLGLMEQTAKVDPLAGLSGLKQ
PSDTPAAFSPAAPIRQGRHDQRIVSASIEVSKPIPAEVFDLWLDTLIAFKGSNVLRMKGLLHVEGLPYPFVFHGVQHIFD
APVPFKAWSGDNTTSRVVVIARDMEEGELKASLGMLLLQPTKDHAAPGGLMAETTEMPF
>MBL3596088.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB22
MEFHEHRSIEQVEEGTELAPKFGPDGLLPCITTDAASGEVLMLGWMNAEAFRLTIETGEAHYFSRARQVLWHKGATSGLV
QKVVEARIDDDQDALWLRVAVASSGASCHVGYRSCFYRAVPHGDEAGRPLTFREDHKTFDPVAMYGDAPNPTQL
>MBL3596089.1 hypothetical protein JMM63_10990 [Rhodovulum sulfidophilum]AB22
MQRALGLARGVRGQVWPNPPVGCVVVRQGQVLSEAATHPGGRPHAERAALEQAVDAEGATLYVTLEPCCH
>MBL3596090.1 hypothetical protein JMM63_10995 [Rhodovulum sulfidophilum]AB22
MKNSDPRVNGGGFARLKDAGIMLSVGLCAREAALVMSGFRHRVRTGQPELCILAGPAYAIPDGVDSLLVTVDGRVAVRTR
TQQDLTVPDSDYPITGDLLTVLGGMGLTSVAVPARDPIAAILRRDTAALAPSDRI
>MBL3596091.1 hypothetical protein JMM63_11000 [Rhodovulum sulfidophilum]AB22
MSDQSALQTAKVLWHLQRIKRLVRDRLGRGSAQLVSVRGTVCLDPGCPGPVTEIRVVNLALMQTRFVIHKPADQVSAADV
STLL
>MBL3596092.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB22
MATPIGAGCKICDRRASPRRAFPMTGRPVRPDPGVSRLAPYSARKQDRPDWARAGPHSPQSSVETSAADT
>MBL3596093.1 hypothetical protein JMM63_11010 [Rhodovulum sulfidophilum]AB22
MFPALALPGFEPAFAGRFGAPKYNPGNRRRFRKADWRAVTDVVAQVAARLDIATMVHWAEAMAAIKTPRKADQDRLDAAI
CALVGLIWRDGGWPAAMIGDLERGFFVTPVSELTWARMERGAREKKVPLMMRSQTAGT
>MBL3596094.1 plasmid recombination protein [Rhodovulum sulfidophilum]AB22
MKDVLDAPAQRSRTGNPRAVSVRMEARSMSKAKGTRRHDFRIGKVPDYVNRERIHLNRTLLPMRPLYQIRDENAGLRREA
GRQRAMKKNAAVITAGIVTFGHGAAQMFETLPPDRQDAAFRELAIAIAAELNTALESLVVHLDESTIHAHFTIRSYTNMG
LAVSEASRRGTMARLQDLAAEIMQRYHPEIERGHRKRDRIEAGADYADTIHRSVRELHHDLPAELEALRQRRAEEQRALA
ETLSERAARQTEMGGILAERDGLDAELSFAREELQFRTAELARLKEDEKAHQAST
>MBL3596095.1 hypothetical protein JMM63_11020 [Rhodovulum sulfidophilum]AB22
MEEERKDKRRRTYQVRLEKKEAAIAAQESEFVQRAAAVTAAEAALADGARRLEAREAELARQAEAEKTARHKAAQAEARA
GEVSMKEKELAAARSELVTDAKAVRAQKAKLDVCLQAIDHVVAAVETGKIRVSDNGKITMEDPAPLHAAPKSLRDRLMPS
ILRLVRKIDATEKRASLVEEMMRWVRRLLGRPGLPEDVEHEAREIEAGWQGGQGT
>MBL3596096.1 recombinase [Rhodovulum sulfidophilum]AB22
MHPNLGDLYRQKIGDLVNALSYPEVRVQAAEAMRSLISEIRMIPTADAPNRHRIELSGDLAGILALGEPDTTKPPADGEG
PETHRRDKT
>MBL3596097.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDNADAVFWVG
EALEPWLEGPLDALAADAHVVELMETDGTTELEFRENATFEPHSHDHGHEHAEEDHDHEHAEAGHDHDHEHAEDHDHDHE
EHDHDHDHEGHHHHGHDPHAWLDPENAKVWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRGKHFI
VFHDAYHYFENRFDFPASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLGAD
LAIGADLYPHLLRNLSSSLTDCLE
>MBL3596098.1 transcriptional repressor [Rhodovulum sulfidophilum]AB22
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAARRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFAPSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>MBL3596099.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRISRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVWPAQIAQALAEAGVAGLERREISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYR
QIEQVRRRRGCGVLMVSHDLHVVMGASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>MBL3596100.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAGAVIGGVRASYSFDTP
TGPTIVCVVAVLFMLSLSVSRMVRQH
>MBL3596101.1 hypothetical protein JMM63_11050 [Rhodovulum sulfidophilum]AB22
MLIIDRDSRNGSCGLRWGRGSVGEVVKEAFVRSGLPMIFNIYHDSAGVPVRLVEAPETDEVEVATEAVRTPSGQSLVSGR
APAAFDPGKRRLKDRSQGSGR
>MBL3596102.1 hypothetical protein JMM63_11055 [Rhodovulum sulfidophilum]AB22
MLAIIGALALFAIITWLATGAQSVALFHWAAMQQRAVQEAMAGSLQAIRAGNPLALAGLCLLAATYGFLHAVGPGHGKVI
LGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAMSGGSASLTEDTLADISRWAIAAIGALMLWQGGRLLWR
LHRPPDTTQHHHHHGEGCSCGHAHGPTVEQVTSLGSTREAAARILSIAIRPCTGALVLLTIAFGLRIPLAGILATLAMGA
GTASLNAIAIFGGNAIGRLSALETRLGLAAAPGISGAALRIAGGLIIIVLTLGFGL
>MBL3596103.1 DUF1007 family protein [Rhodovulum sulfidophilum]AB22
MRLTFAFIFLFLPQIALAHPHVFIDASAGFRFDDDGRLAKLRIVWLYDAFTTLNLYVQLGLDADGDGKLDEDDLEKIARG
ETDWPPDYPGDTYLFQNEAPVALGRPQHGTARMIGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAAGS
IPRECRTRLIPFTPDAADAATQKLLASLSVEELPSNPDIGARFADELRLTCD
>MBL3596104.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB22
MNVPNRTRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATADHPG
QVRMRTVFGGTRIVDMLVGEQLPRIC
>MBL3596105.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB22
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MBL3596106.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB22
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACIMDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MBL3596107.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MBL3596108.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB22
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAGV
>MBL3596109.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB22
MHEMSLCEGIRGIVEDQARSHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MBL3596110.1 hypothetical protein JMM63_11095 [Rhodovulum sulfidophilum]AB22
MTTALHIALGAVGPRIVPPTPVPVEALLLNRKVDEAALLLPRLFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPAEGRMAEAVFGPLARCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SGTAQENSPWLRHRDSSLPAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVCDGRV
SSFRRWTPTDHLLARGGVLERALASLPRARGELAPLVVDILDPCLPVHFEEAADA
>MBL3596111.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB22
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRSMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENIEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>MBL3596112.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB22
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTQVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARTACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MBL3596113.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB22
MTHPLIARLETDLGWPRLATIAEIEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLARIAHILSLTEA
>MBL3596114.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB22
MCVGEPMQLSTVDGIVGRTGGGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>MBL3596115.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB22
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADGTGRAG
>MBL3596116.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB22
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MBL3596117.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB22
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MBL3596118.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB22
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTVGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MBL3596119.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB22
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MBL3596120.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB22
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLVGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
EAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFAMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRG
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLV
MTSGNLSGAPQAVGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAMADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRSVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRLLTEYPRAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFRAMMGDIEAGVPHPLISARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>MBL3596121.1 nickel-dependent hydrogenase large subunit, partial [Rhodovulum sulfidophilum]AB22
FFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLMAGKWPHTLAIQPGGVTRAPGPRDKVRIGASL
AAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLDALGRGSGRYLSFGAYPLAEGHGFAPGIWKDG
LLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRLDGLGYETGALARQVMAGHPLAVALTGGGVMA
RVAGRLLDLARTQIFMEDLLRGLDPAAEFMRPAPKIREGEGVGLVEAARGALGHWLRVENGRIASYQIVAPTTWNFSPRD
ASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MBL3596122.1 response regulator [Rhodovulum sulfidophilum]AB22
MPADPPIRRSTLSTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYLADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGRPLEQTLALSAAVRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEAAAPHPAAPCPARSLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGIEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSELL
GEVPGAATQYKTAPAAMVPEPERDAPADKPHRAAS
>MBL3596123.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB22
MCGGESRENAAGPGRVPADARSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRNSG
>MBL3596124.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB22
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGKTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNAPGHRPNRNAA
>MBL3596125.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTADSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMNLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MBL3596126.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDELTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MBL3596127.1 hypothetical protein JMM63_11180 [Rhodovulum sulfidophilum]AB22
MPMRNEVSEAPRVIPRIAPYHCGPYRLGAILQDPGTIHGSGSNAQKTGEIGVLNGDPTATLCRQALEANGIPLSAYLPMN
AIPWYDAPASRPARLMRDGAAHNRRLILEAGVDLVLLLGRQAWASARYLDLPERIEIRRLPHPGRLGLINYRENGKIVGA
REAQKRLIAGFALR
>MBL3596128.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB22
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MBL3596129.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB22
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGERTFDEDRD
>MBL3596130.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB22
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MBL3596131.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB22
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MBL3596132.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB22
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MBL3596133.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB22
MRHRLALVPLLALLLTVAPASAQDRGGPGNDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMDLIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MBL3596134.1 endonuclease, partial [Rhodovulum sulfidophilum]AB22
PLELAVETAAGLRFRMIGVHAKSKAPHGARSPDEEIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLD
EYEKLFGRSGVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWH
PFDDPDLYRIPELREALLTASDHFPVSLDIAI
>MBL3596135.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MBL3596136.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]AB22
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPATVQVLALVGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPVNDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEET
>MBL3596137.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAADLKGTCPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MBL3596138.1 CoA transferase [Rhodovulum sulfidophilum]AB22
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGETRRYGPVPALKPREA
>MBL3596139.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB22
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAESYIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MBL3596140.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIGMVALDGVPLVLPSRAHGLRRMIDAELAGDGIAPELAVEIDSYSN
IKNLVAAGFGASVLPWHAVAPEAEAGRLVVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVDDLLARGVWAAAR
APGTAPSSGGSPTEADS
>MBL3596141.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETKIRHAAQAALDTAVVAGVLAETRAFDYVR
RETYEDFEAFMDRISSFAPERGALSADLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAV
>MBL3596142.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLNGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPEMRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MBL3596143.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLSRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>MBL3596144.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MBL3596145.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MEFGPHLMIAMLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPEGLMGKAAR
>MBL3596146.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MPASKIPSKPASGTELSLASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPGQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETSIEAGFYPDEVDYTTQPL
>MBL3596147.1 integrase [Rhodovulum sulfidophilum]AB22
MSMCLAIYAEEHAAHISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTIRRELNVLQAA
INYCHGEGYLITAPKVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSG
GHVDTVNGILYRKPMGKAETNKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGI
EIDLTMPDGKGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRT
>MBL3596148.1 CoA transferase [Rhodovulum sulfidophilum]AB22
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDQTSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIETGAAAQTDRMRG
>MBL3596149.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB22
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDQGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MBL3596150.1 hypothetical protein JMM63_11300 [Rhodovulum sulfidophilum]AB22
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>MBL3596151.1 acyl dehydratase [Rhodovulum sulfidophilum]AB22
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKVDASLKFPRKKKVTA
>MBL3596152.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB22
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPLSVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWQASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVIDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MBL3596153.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB22
MAAHPHGGLYAATICPMRADGALDLDSLEAHFSAVLATEGLDGLLLNGHAGEGIFLTRDEAATVVRHAKTIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDTHVRTGETDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPSIDPAEAERLAAALAPCLEPGDD
>MBL3596154.1 hypothetical protein JMM63_11320 [Rhodovulum sulfidophilum]AB22
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MBL3596155.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LAELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MBL3596156.1 aldolase [Rhodovulum sulfidophilum]AB22
MGSIRSCVFANTHLHFTVGLAGPKQEPCSSRAAGSPQGIISVQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDM
EHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLP
VADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGIGLRGRVGHPGIQAAFGRIAAAAR
ARGLAFGAMGLPPELVESHALALGASILVATNETNLIVEGGTALLAALRGPAGS
>MBL3596157.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVV
VVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYFLLEFALSSLPRILRPGHDPLEETGI
>MBL3596158.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGIFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MBL3596159.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLEALTG
K
>MBL3596160.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB22
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>MBL3596161.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALGRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MBL3596162.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MBL3596163.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MBL3596164.1 hypothetical protein JMM63_11370 [Rhodovulum sulfidophilum]AB22
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>MBL3596165.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB22
MKFRGSYTVCVTAFDGEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDEAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQDKLRRILDDLGLLAEA
>MBL3596166.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILDDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPTVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MBL3596167.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB22
TPVPYTPLFRSHPSPGPAAAGPLALLRRAVDLTDALSRWIIVTAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWS
IFLAIPHGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCIC
ALHSALHLLLFALGGPEIWGDDAWKEAAS
>MBL3596168.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MBL3596169.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB22
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEEGLLDESLIGAHCIHLTDDDIARLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSESWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MBL3596170.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB22
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MBL3596171.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQNPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MBL3596172.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB22
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MBL3596173.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGARLAGFRQGRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MBL3596174.1 energy transducer TonB [Rhodovulum sulfidophilum]AB22
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGASAES
GNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRGAQRS
FSIRIEGR
>MBL3596175.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MBL3596176.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB22
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MBL3596177.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB22
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>MBL3596178.1 hypothetical protein JMM63_11440 [Rhodovulum sulfidophilum]AB22
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDGQGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MBL3596179.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB22
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MBL3596180.1 DUF533 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQALA
>MBL3596181.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB22
MATASPATGTPRRSALPNARDVTPLWRPSPNCGARRGGARPDMVVLHFTAMTDAASALDRLCDPAAGVSAHYLIALDGRV
FQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWD
PGPRFDWRRLARQGLAVWPEVRASAGPAPDETAFRTAATAFGYGAGWDTGHVLDALRQRFRPWATGPLAAADMAVIADLA
RRFPVDPGPAGA
>MBL3596182.1 hypothetical protein JMM63_11465 [Rhodovulum sulfidophilum]AB22
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MBL3596183.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB22
MSDLTRLTIAEAREALRKGETTSVALTEAFLAEIEGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRAKLGQGDGIAEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAKGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>MBL3596184.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB22
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRREDVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MBL3596185.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB22
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MBL3596186.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3596187.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB22
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPALLSALEARLAPEKAPAKGTRRAPL
>MBL3596188.1 porin [Rhodovulum sulfidophilum]AB22
MKKVLFATTALVASAGFAAADITFSGNAEMGIVGGGKDVPGVSSYKGNTDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDKATTTTAVADPNTGVVTTTTSHAKNDADNGYALALSYKTDMGGANLGFGLGYQYLETGSAW
APGNLKDFLADSDKWTSGTEVDIIAATVSADFNNGFTAGFEYTNFDPDNGFSDVDHYAIGVGYSINALSLGASYGKFETD
IAGVGDADGWALTAAYDLGGGASVVAGYSDSDIDGDAYDDNDYETYSLGVVMNF
>MBL3596189.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAELQRERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MBL3596190.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLFGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDKTWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALEGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGAAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MBL3596191.1 hypothetical protein JMM63_11510 [Rhodovulum sulfidophilum]AB22
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYWPGGPAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MBL3596192.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB22
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MBL3596193.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB22
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MBL3596194.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]AB22
MGNENEAGAFARQEAGRLPALVVGAGPAGLMASEALGAAGVPVVIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGVPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MBL3596195.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB22
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGARLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MBL3596196.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MBL3596197.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MBL3596198.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB22
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADGIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLTGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MBL3596199.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB22
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAMAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGAAVLAPRPA
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MBL3596200.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MBL3596201.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB22
MTANRAERDAEPGGRSDPGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPALAPGLPEVIVDTVPSD
GHRASAAFLECWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSTETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MBL3596202.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB22
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEG
>MBL3596203.1 hypothetical protein JMM63_11570, partial [Rhodovulum sulfidophilum]AB22
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQVTSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGGADTMESDD
>MBL3596204.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB22
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>MBL3596205.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB22
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>MBL3596206.1 hypothetical protein JMM63_11585 [Rhodovulum sulfidophilum]AB22
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRAPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>MBL3596207.1 hypothetical protein JMM63_11590 [Rhodovulum sulfidophilum]AB22
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKGSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGT
SSQGLKAALRDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLD
RAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGKVMEGGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESV
IDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>MBL3596208.1 hypothetical protein JMM63_11595 [Rhodovulum sulfidophilum]AB22
MRGAARAAERAARQDRWRIWHLAALMRSDKLPEFGTFIGRPGRRPRQSPQEMLAMARLWHATLQGGVRR
>MBL3596209.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB22
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRARARDLRRVVLELMRAAHPGTTEADAG
DFITETGLGALPDLLGRVIAASRMVASDEDPSPEGPARPPETGAA
>MBL3596210.1 hypothetical protein JMM63_11605 [Rhodovulum sulfidophilum]AB22
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTTLGDKMTGTVTIKVAGSTEISGMGG
>MBL3596211.1 hypothetical protein JMM63_11610 [Rhodovulum sulfidophilum]AB22
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITLDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPIDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MBL3596212.1 hypothetical protein JMM63_11615 [Rhodovulum sulfidophilum]AB22
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MBL3596213.1 DUF2190 family protein [Rhodovulum sulfidophilum]AB22
MQNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKTAAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>MBL3596214.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB22
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIV
SGLAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAAELRKEADELDKLARVYASVYAARSGRAVEDVMALMNAETF
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEIPTM
TTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVARAVQAERERARSIRSMAEPFMRAGQLSQAQIEAVIDEGVS
QAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFRGMRLSGLAMHLAGPGNHFDRTRA
VAQGFRSTRMLGGAHGVSDFAYITTEVMNRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAVRFGGDFQLKTVQENGEYQ
EARLEDQAEGLKVERRGRTITLSFEAVINDDMGAFLRIPREFAMAARVMESSMVWGLIRTNAKTKSDGKALFHADHRNLA
AAAGPISVETIGAARKAMWEQTAFGSKDAEDFLQVVADRLIVPPALETVALQFTTATTPVKDAETNPYKGTLTPSVVPNL
GAAAGGSDAAWYLISSDLPPVSVAWLDGYESPTVQTIEGMNPDKVTMNARHIFGVAATEHRGAYRNPGK
>MBL3596215.1 phage portal protein [Rhodovulum sulfidophilum]AB22
MGWLDRAILSLAPQAGLARIQARARAQVLMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMEGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLG
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCGGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPSPANVPNGPAIPDAPDTTK
EEDIAHGGV
>MBL3596216.1 hypothetical protein JMM63_11635 [Rhodovulum sulfidophilum]AB22
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MBL3596217.1 phage terminase large subunit family protein [Rhodovulum sulfidophilum]AB22
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALAKAPAERPGTTDMTDAAPEAPAPRPGQPAPRRINFLKR
>MBL3596218.1 terminase small subunit [Rhodovulum sulfidophilum]AB22
MSDLSELRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>MBL3596219.1 hypothetical protein JMM63_11650 [Rhodovulum sulfidophilum]AB22
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQTGTD
ASRKRSARAARYFVPKPGQLSSGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MBL3596220.1 hypothetical protein JMM63_11655 [Rhodovulum sulfidophilum]AB22
MEDFAIHYCAVRFRRNAAFFSLMGLKHAMRGEIGAAVFLKLPRTLRGYCDTRRAAPETFFLTFL
>MBL3596221.1 hypothetical protein JMM63_11660 [Rhodovulum sulfidophilum]AB22
MIGPVTSPSLAQFFKQHAEQREAARATFCENIKKLGGGSAEELGLTPFQAPAEFMAMMAKSDAEAAWIESAEGKAWQAEQ
RAKQDAQPVELAVYKGGEMVGFMAGGFTAQSSITGFLPRDWDSMSIDDLSQVFRSHGLKVVTAKDGLSMNHGQAADIMNL
L
>MBL3596222.1 hypothetical protein JMM63_11665 [Rhodovulum sulfidophilum]AB22
MLHELPTGVRNYNSDLVPNFAAGETANRIVGNDLSNKITGNLYDDQIFGEGGNDILYGMDGDDILHGGAGNDKLYGGNGD
DALYGFTGTNELRGGAGNDTYYGGDQNDVFIFDSGLDVVSSMYGADPGYDVLQFANVAGADLRFYVVEDGASLHITSVED
AADGSLDSGVIVEDYFAAQHLGLVDAVVGSDGVWYDLA
>MBL3596223.1 hypothetical protein JMM63_11670 [Rhodovulum sulfidophilum]AB22
MTAALRSPLRTAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWMVNRWGRHAKTADAATLGVEGWQPIPRRNRKGVIV
HDAVRFTPCVWEPTPARIAAARRAYLDWWGYLLEVQAALKGADMTRIEVTRDMPPMRPWG
>MBL3596224.1 hypothetical protein JMM63_11675, partial [Rhodovulum sulfidophilum]AB22
LNLAALEEMAAAQPGGKDRDRFPISNAILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRS
YALGQIRQAAGEALRRHAHLAGAGPGQLSPTEAAWLRDREARLAHCRSIADLAGASA
>MBL3596225.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDFAQQKTVRSVERTLQILELMNRVQVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKTEL
RAAADACEKGELYM
>MBL3596226.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MBL3596227.1 hypothetical protein JMM63_11695 [Rhodovulum sulfidophilum]AB22
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQQPPQQAGDGWQAWMIRCTNLVVRLVRLEGTVTFSRTGQMDEYMVFS
TDADLRFDIETAMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANTEVPANPNIPPFQQWPDPAGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQVSLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVTVLPPPAIHTTLWASEKTQIVDIFSPPRMDFSTKNGWVLNAADYPLAQTEIE
>MBL3596228.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSENTENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMP
ALGDIAD
>MBL3596229.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDVDTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MBL3596230.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB22
MSLSAEAFLAAQDLVLRFWAVVDEVDDRPGSELFTPDGALVIESFRAEGTAELSRYFAARRTLSTEQQRGTRHLCTNLRV
LPGAGIRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGVDTPDLKKAAQAAKGCPA
>MBL3596231.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB22
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGIDIAGHGPQGGPHDPRAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELETRKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
EARLAAAQAPTLIFNSTNDAVAQPDDRLRAALPGALYRRIDGPGHVALTADARFRDAAVAFLTD
>MBL3596232.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB22
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AISLLAEHAHQIALYSKELQDEIWGDDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MBL3596233.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB22
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRSDDKFAEIDVAEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MBL3596234.1 transporter [Rhodovulum sulfidophilum]AB22
MKTTYTLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQHLSSDRLDIDGDDPPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDTPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGLYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MBL3596235.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB22
MTSKKTIISCAVTGSIHTPSMSPHLPLTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAI
VNITTGGGLGMSMEARIAPALQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLS
ETGTRFEFECYDTGHLYNLAHFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPL
VTMGAILGGHVRVGLEDNLYIAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MBL3596236.1 aldolase [Rhodovulum sulfidophilum]AB22
MRAGFRARLRAPEPILGTFLKIPSTQPAEILGSLGFDFVVIDEEHAPLNPETTDAILLACRVHRMAGLVRVRQPGDILRA
LDSGADGVLVPHVTSAAVAREVVTLSRYAGARGFSSTTRAGAFGGVPVADHMAAQDARSAVIAMIEDAEALDRIDEIVAT
EGLDAIFIGRADLGASMGEAAEDGGLDRAVAHLLTAAKSAALPALALATDRADAAEMRALGATGFLTGSNQGFLRSAAKA
ARTRLFQ
>MBL3596237.1 hypothetical protein JMM63_11745 [Rhodovulum sulfidophilum]AB22
MDRTNTKTVRKQYHSRQVGSDRHVWDVHRLMRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHVALINEVDP
LHPVILCAEGRLMDGMHRVVKAIAEGRTHVPAVRFSTTPDPDFVNVPLDELPYPDEVV
>MBL3596238.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MRVCMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFAT
VPEP
>MBL3596239.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA, partial [Rhodovulum sulfidophilum]AB22
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRNPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERAKDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPAGLRPGPALFEPDRRNSRGWDLTHGPHLAQIEAARAPGRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIGAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMAAHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELSAGAPWELSSDLGPLIDAEAHAAIASHVAAARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERIAERLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRF
>MBL3596240.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB22
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MBL3596241.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MBL3596242.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB22
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MBL3596243.1 hypothetical protein JMM63_11785 [Rhodovulum sulfidophilum]AB22
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MBL3596244.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB22
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MBL3596245.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MBL3596246.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB22
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LTPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGAAAPKAPAGSAAPRPSQAEAATEDSRTPLQKLADRFR
>MBL3596247.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB22
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>MBL3596248.1 hypothetical protein JMM63_11810 [Rhodovulum sulfidophilum]AB22
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPPVDPGLAAAVAGDWEAEPADLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>MBL3596249.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB22
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MBL3596250.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB22
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVRK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALKVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MBL3596251.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB22
MILSAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MBL3596252.1 nitroreductase [Rhodovulum sulfidophilum]AB22
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADMVRAQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPAHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MBL3596253.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MBL3596254.1 transcriptional repressor NrdR [Rhodovulum sulfidophilum]AB22
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MBL3596255.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB22
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAEAATRDHRGFLLNRCAGRPMVTLKLASSFDGRIATASG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPQTGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLSALGAAGLTRVFCEGGGSLAAALLGAGFVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>MBL3596256.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB22
MLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGSDTIRAGDTLGLTVFEN
VDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGV
GKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDFTALGA
TGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDF
AIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MBL3596257.1 riboflavin synthase [Rhodovulum sulfidophilum]AB22
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GGRINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYIARLREYDAA
>MBL3596258.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB22
MHDIGEPNYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MBL3596259.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB22
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MBL3596260.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB22
MTGARKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MBL3596261.1 hypothetical protein JMM63_11875 [Rhodovulum sulfidophilum]AB22
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
LRRPEPVRGLADVLVPIPVPVKDERRMRR
>MBL3596262.1 hypothetical protein JMM63_11880 [Rhodovulum sulfidophilum]AB22
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPTSEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDGALLDRA
GYFARPRTDPATGQPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MBL3596263.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB22
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAGKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAEGYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAE
>MBL3596264.1 hypothetical protein JMM63_11890 [Rhodovulum sulfidophilum]AB22
MPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILTFVGIGVLVLIACGVWYLV
RTIKGLLRFNSRRPIDNPTTWLI
>MBL3596265.1 PhoH family protein [Rhodovulum sulfidophilum]AB22
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GEAAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MBL3596266.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB22
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEVD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MBL3596267.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB22
MGDETDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAASA
>MBL3596268.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB22
MRLARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGDTPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWVREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGFGQIAKAAGGVPVAAGIQRSDGPLAYNSLAVIGT
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDLGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDARGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MBL3596269.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB22
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MBL3596270.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]AB22
MSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVLIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>MBL3596271.1 amidohydrolase [Rhodovulum sulfidophilum]AB22
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVAVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MBL3596272.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB22
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGVGVGGFAEPSDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGRLPGGATCATHL
DHRIAMSFLCAGLAAQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MBL3596273.1 GFA family protein [Rhodovulum sulfidophilum]AB22
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGAQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MBL3596274.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB22
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARVGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MBL3596275.1 hypothetical protein JMM63_11945 [Rhodovulum sulfidophilum]AB22
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGDLDNHLRRDIGLPPLPEPRAEPPRWM
>MBL3596276.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB22
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MBL3596277.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB22
LGRTALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDP
GVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEAGEIGLK
LGDEITVNILGRDITATVTSFREVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIK
DALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAI
LAGGVAGWAVMRFVMEGEYRFEPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MBL3596278.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLVARTRARLAREAAAAPPPPG
>MBL3596279.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQAMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MBL3596280.1 YdcF family protein [Rhodovulum sulfidophilum]AB22
MSRSAAGVSGSGAEALGGDVFFVASRLGGALLRPDTLILVSLGFVLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRA
MARLEAAYPVPAIEGRPVAGIVVLGGGEEPAISVSHGEPTVNEAGDRFLAALALARRFPEAPVLFTGGSGRIHPAAIPEA
NVAAALLLRAGLDPSRLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPG
FRASPGLPENLGLLTLTLHEALGFAVYRASGLAADPLPEGCLAG
>MBL3596281.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MSPRPQLVLIGGGHAHALVLRGQPLPSDISVTLIDPSPKAAYSGMLPGFVAGHYPRAALEIDLARLASAAGARLVIGRAE
GLDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGHFADRWAGFLAGVAAGHNAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGPEGVTLATGETIPAAFVI
GAAGARPQGWLAETGLGLTDGFVTVDRTLRSVSDPRIFAAGDCAHLSHAPRPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFQDLPPAGRP
>MBL3596282.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGT
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPAHGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MBL3596283.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLRR
AGWLVSPVLEGRWSHRGVPLRILGVDPFTLPAGSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLATAP
GMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAVG
LFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVSG
SLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVGG
FVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAW
LDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDGPLLDRPGEVYGVADHRTYPDNWPMIRGDASVWQSLARGE
GVIVNEQLWRRADLHLGDPVTLPGGAIRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVAALRSAIE
DDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELL
RAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVNLLKVF
ADER
>MBL3596284.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MLLSLSGIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASERRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MBL3596285.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MBL3596286.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB22
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MBL3596287.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB22
MHDHAPSDSSHPSRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGPHGHDHGHGAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGWVW
LDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPRPA
AEYRGRLAHLGRLSHVTIEVEAV
>MBL3596288.1 sodium-coupled transporter [Rhodovulum sulfidophilum]AB22
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAGMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MBL3596289.1 hypothetical protein JMM63_12015 [Rhodovulum sulfidophilum]AB22
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSPGH
>MBL3596290.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MBL3596291.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB22
GDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIAQEIDGQGVYGYRFGGQRFDC
GSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MBL3596292.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB22
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MBL3596293.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIA
RRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLA
EMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MBL3596294.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MBL3596295.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MBL3596296.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MBL3596297.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB22
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>MBL3596298.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB22
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MBL3596299.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB22
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDRARSRPEWEAQIYDDLTWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQEIDEVTRGKDLFEATPIHVLLQTLLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRGMVGL
>MBL3596300.1 hypothetical protein JMM63_12070 [Rhodovulum sulfidophilum]AB22
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MBL3596301.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB22
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADAHRLPAGGALAVDREAFSQGVTARLMSHPKIGREDTEIMSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MBL3596302.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB22
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MBL3596303.1 usg protein [Rhodovulum sulfidophilum]AB22
MSLSETELMLRGYGLTTAEFYYRMPDFRNVLNSFIWQDYDLAPDHPRLFRFIQFWQESIDGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MBL3596304.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB22
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAVSTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRS
>MBL3596305.1 DedA family protein [Rhodovulum sulfidophilum]AB22
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAAVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MBL3596306.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MLGGMLTVREIKAAPAGRYGDAGGLSLIKTSQDSGKWNFRYSFLRTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDP
ITERKEERAATKAQRDNTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWR
TKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLT
LVRYMGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALVIVQRQKEAFGDILFTGGRSAPITSAAIEKALRV
LKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSAAD
G
>MBL3596307.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB22
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAYLVPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MBL3596308.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSGSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPASGGEGKSGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>MBL3596309.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB22
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDISAAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGALARLTPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MBL3596310.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB22
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYLRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MBL3596311.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKILLLVLLVLGLAAIGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALIRSEGGDRAAPVYSVTPEALAEAFDAMALAQ
PRTSRIAGRPDELFMTYVQRSALWGFPDYISVRILPAEDGASWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MBL3596312.1 agmatinase [Rhodovulum sulfidophilum]AB22
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILDAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAGDGA
>MBL3596313.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB22
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKASDQTGR
>MBL3596314.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLTAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
VFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MBL3596315.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB22
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMICELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEITLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MBL3596316.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB22
MLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDRSVYQGSYGLGVAGFLDGPY
IDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFIDGELVSPEERSGPNPYPLSGLSGTSISFGADAWNDSYKLASI
TVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MBL3596317.1 YdiU family protein [Rhodovulum sulfidophilum]AB22
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYSRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAETRMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQHVLERPFDSQTGADDLRDPPAAGEEVLQTFCGT
>MBL3596318.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB22
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MBL3596319.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB22
MSTAPLQPLAAFDIGPDGSTRPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MBL3596320.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MBL3596321.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB22
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MBL3596322.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVTYKVFLNTFKYAVLT
WVFTLGIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGVSDAPLDWLLYSDFS
VILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGVQTLTNVIIPLCKPGIMIGSIFVVTLVMGDFITVRFMSGSQ
SANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MBL3596323.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGPTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>MBL3596324.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB22
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARIRASDVPVLALEDDTESACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MBL3596325.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]AB22
MGLAAATEAEAAASLAALEAARAARHLPDWLVLDEGRAPGLDVPAAWRIELETGGVIEGRAEDPLPALPLGIHRLSVGAE
ETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLRQALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHR
RRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGLDAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPH
WPAEYRTCAAPAVADFAAANGGAVAFHAWLQFLAETQLAAIREAGAAAGMAQGLYLDLAVGTHPAGAETWADRGLFAQGV
SLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVQMPRAALL
AVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAMFDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRR
LGHIPPERAEALATERAGQAQALGVRIGGAGIDALHAALAASPARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPA
AADLADCEPVRRAARIMVRAGR
>MBL3596326.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB22
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHAAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRIKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MBL3596327.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB22
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MBL3596328.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB22
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPRGEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAGNAASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MBL3596329.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB22
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARSPEAPDLFAG
PVPGKAPYVLRAHDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPHEGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNTLCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MBL3596330.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB22
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAISTARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MBL3596331.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFKLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPDVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAEGLPPAPE
ACPVLPAIPAASLDIGLALG
>MBL3596332.1 tetraacyldisaccharide 4'-kinase, partial [Rhodovulum sulfidophilum]AB22
CRQGLGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVSVPHITGALHPLPTGMDWQGLRALAFAGIG
HPEKFFATLRGLGAELLRAEALDDHQPLTPALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSAI
DAAFDRLGLGSGR
>MBL3596333.1 CoA transferase [Rhodovulum sulfidophilum]AB22
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGASEAAYFHACNRGKRSVTADFRT
PEGQALVRALVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCIDGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFADPQIRHRGLVVENDGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAEFSAPSPAPAGRTPRR
>MBL3596334.1 DsbA family protein [Rhodovulum sulfidophilum]AB22
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MBL3596335.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MBL3596336.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB22
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLTLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPTPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MBL3596337.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGESKAKMSTVEKLGFKAVLARAYADKTAQERLIRDSGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MBL3596338.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB22
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MBL3596339.1 ribonuclease HII [Rhodovulum sulfidophilum]AB22
MTAVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MBL3596340.1 hypothetical protein JMM63_12275 [Rhodovulum sulfidophilum]AB22
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACNSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MBL3596341.1 hypothetical protein JMM63_12280 [Rhodovulum sulfidophilum]AB22
MHIRTGLLCLLLCLVPLRLAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVIYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTAIAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTDGAIARI
WRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRLAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MBL3596342.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB22
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLCGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPAAAPG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLLAVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVMGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGESAIMADNRDLLA
DLFYTGRDRGVSIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNG
>MBL3596343.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MBL3596344.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB22
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MBL3596345.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVE
KGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MBL3596346.1 site-specific integrase [Rhodovulum sulfidophilum]AB22
MRDYRIGRLKGRHVVIWTDDEGKRRRYRLEANTAREAEREARDLILRLDAPPAGMTVAQVWGAYRAEMGDRRQGEKMDFA
AKVILPAFGHLSVDQITVADCRGYIAKRRTAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMPPTPAPRERYLSRD
EVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFASRTIRLAANDLGPRKGRATVPINDTLMAALQDAQRAAV
SDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPEHLRR
AAGSLEFGAPKLVQRTGVQTPKGRVSL
>MBL3596347.1 hypothetical protein JMM63_12315 [Rhodovulum sulfidophilum]AB22
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPKGRSWPDMRAEFEEGVALFTVCWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MBL3596348.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSEEAQTDATYRVTAGELRQFIERFERLESERKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MBL3596349.1 hypothetical protein JMM63_12325, partial [Rhodovulum sulfidophilum]AB22
RAPDCMAIPLCEGHHQGLLDGSKLALHQAPSRWRRFYGNDTDWISWAEDRLREREEQTI
>MBL3596350.1 hypothetical protein JMM63_12330 [Rhodovulum sulfidophilum]AB22
MATFQDVQAAVKDIAARLNATPELARAALINPLLALEELGFELDLAARLELEDRARFSKKQSAERRKLRDEIFEAAGRVF
DPGQGDVLAAVLFDELNLDVAGSKRPDLSPLPIQLRAEPAAKNKIVRVKASQIASRFSVKAKEKSVAKLDPGLIDRATIS
DPLKALTKAHSVVPPLLAYRQLDAAVPRFAPEPLYHAVRSGKRRLAGIVPRAVVTGAA
>MBL3596351.1 hypothetical protein JMM63_12335 [Rhodovulum sulfidophilum]AB22
MADTRGFEVVVEASEAVLRKVIRGAWKSAECEEDPGDEGRIPEFLDIPEGESFGGYVVADGSVQVPEDQLSASLRPDITG
AEIQLGVLIQIEIQNPPVPSARMLTMTVDLSAAATIGLIPGRQDVGWLLDGLPRSQVSATLTSGDPIASRIDLFATEFVD
KAYENGGPGGSIDPAFPSIPHSDDETAMDFAGGLLTVDVHAEIFNNDSDPLHDIVTTVSGGNITISLPIYLRVFNIVAAP
AVGRFFDPQDPMGIETRVSITAPFGRVGSEFRADLSAATIAVGTINPAGSEYGPEGDNYIDNRAQIAAIPFTSIDLDARI
AGELTTRGQELAAAIGEIAIAAPTVAQIEDFIADFFHADLEAHDFVYIWGPEATDEDFEVDSITIGVTTEFLAIALNDNG
AGDVGGLANFTPADRDFAIAISATQVQASIETAREQAELSDGDLPKTFTPDDREVRLTDLDVTLRPEAIRISGKVTVVDA
ILGSIDVDADFFNDVGLRWQPNGALGPDGGQDMVHFEIDNDVDPEETVLLWVLTAIAAVLSLGAFGILGALVVVIVALVV
RGIAESMGSEILSDEVTNTVTGITGWPENLAKIGRVEAVFFDPIVIDTDGLVIAGDFNVISSCEDTDVVPADAGGSRSVA
AATAMALTAVNEHPDANYEWLPGDGTPAAALASIQHVYAASGVYTAKHALKINQPGGARSRSFSLVTVENVPPTVDAGPD
ITVREGEEVALVARYRDIEHPDTHESMWYFGDHHAPKPGVISETNAPPQAVGTSTVTHAWCDNGEYLVTVRIRDVNGGEA
VDTLRVTVTNVPPEVEAGADLHAYGCTPITLVADFRDPGWCDTHTAKWDFGDCTEPDTALVEQTNEPPASVGTATASHIY
RKCGDFRAVCTVMDDDGDFGQDELTVRVVHLLNPGFEDGFRPLPAGNVGRFWTPYAWLTDLAAFHAGHGKPVPQLAPIPE
DAFDCEGCIVRTGDRSQRVIARRGHRVGIWQSLGANPGWDYEFSCWFTKEDGSAGGYALGLDPRGGVDPSAPWTEWWTGD
LDGAWRQLRGRVTAEAEAVTVFLEITGDDLRSDVLGYIDDCGFVAIQPHCPEQSEPDPEIPPRERCIDFRDQKVPYRHPA
LNIGGVRFVPAKGSLLQIIDSFQPQGLPMLMIPIAGFSAHLPVAAEWVRLKVSFGGGKPIRVEALDATGAVVATGTGGQA
QGVQVIEIAANGIRSLVMRAQEGALTELCFRPERPRGTVSSEPEPRPGLVVNPRFDRAVAPAMFAGRANKEDLSVTDTDS
PHPFGLSETAWGKLDAKLKSELTNATRGTGDRGALQVILRLVPDADGNAPAIRRAETKAREGQFRQRTRALVATLESLGG
TGVTELWLIDSIAVELSPGAIASIANDDTVAMIAHSAEHQAIPEEHLRR
>MBL3596352.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB22
MSETSRDHVDSFERAERIEIEDLRAAIGSESVAKMDRIVLRDLIANRKEARLNALLGTKTAWLPRHRVLVTLRSGRTPSD
RAPRAFDRRQRRRLVIQQRRHGEEVVAPIAKGFAERGIEVERSFWLTHSLVVSADDERLTDIAGRADVASIAHCKEQILV
YLDVSRPLISADTVEASGITGADVDVAVLDTGIDMTHPEISANFGTQQDFTGEGLGDLHGHGTHCAGVIVSNGARFRGVA
PGAVIHDYKLLNQFGSANAPNCVSAIQQAVADGMDVLSNSWGFSHRNGNWTDPDGTCVLCVAADAAATAGVNFIVSAGNS
GNDNCGTYDTRIGCPGNARLVVTVGASDDNDNMAGFSSPGPTPDGRDKPDVTAPGVDILSARSATGSDMNGNATVIDPLH
VQASGTSMSCPHVAGVAALMLQQNPTLLPADIKAVLMATAVDIGAPTTQQGAGRVDARAAVASV
>MBL3596353.1 hypothetical protein JMM63_12345 [Rhodovulum sulfidophilum]AB22
MADFKQRMSPEDGAKAVEKLAADALAGFKADAKKEYAELVKQYEGASATVGVFGMGSVEVSVLSGEVHINPGAKRMGEQR
GVGAISPEALVAISEGKMTVLDAFHRGEIVVRAGSEALHEGYDSFLKNSEAALKSNRLQKTLAEFRKMADV
>MBL3596354.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB22
MLAAVASSQQGFEDVTRWLIGAGGKRLRPILLLLTARGLIDEADRETAITAAAAVEMIHVASLYHDDVMDRAELRRSTES
VNHRWSSPIASFAGTFVLARAITMLDAISPEASALAGEHCAALCLGQLREAENAFNPDWTIEEHLEMLEGKTAGLFILAA
SLGALLGNVSDRDRDALIAYGKYLGLAFQLRDDVLDYTSSSAELGKGSASDLREGAYTLPVLLCLSQDGAGSRELRALLR
LAHIRDADIARGVDIVRASGAVEATAKLAREKSAAAVKTIAGLGDRVLRDSLANLARISVERMA
>MBL3596355.1 geranylgeranyl reductase family protein [Rhodovulum sulfidophilum]AB22
MDGTDPLADDLPRATPAEAEAGQWDAVIVGAGPGGSAAAIELARRGRKVILIDREDFPRDKSCGDGITRSGIAQLDHLGV
LPALAGQQVVEGVRIHMREKGHRDFRYEGRYDYGLVVPRLFLDHCLLLQARAEGAAFLPKCRAEDLIRDDEGTVTSVTAR
MQDGTALKLHGYTIIAADGAASRLAKVAGLRETPEQGYGTALRGYVEVCGDTPPLLEIMLPLTDVTDRYLLPSYGWAFPT
GQGTANVGVGLFCRAFDANVRALFDQFLAMLRRDHPEYAHIRLTDTPLGAPLRFDFAPARAAAPGLLLVGDAAGLISPFT
GEGISFALESGALAADTTDRCLRTGAWPGVAAEDYALLLGDRFAGYFTLGNRASRRYEFIWRVLDDTFESEKPVHNMLRR
AVLVPEGTGGDVQNAMLDDVSSLVRVPEMPLADDLRDVGARLNRILRTDWPFLTRMSFAGSRADMVAFRPSLLLLLTSYL
GDADATQRRVAATALELAYLGFLAQSGVSGIEAAGAKATTKANWGDKLGILTGDYLLAKAQEIGARHCAGLTFAILDAMA
SACEGRVAELQTAWQPDLAVETRIAQMRHCMAAFFRLPCELGATVAGRVDLVPALRDYGEDLGLAYLLTEEKLALDRAPC
STPFASDLTSGLFGVPFLEAARAPDGEAAAGAFLRHRDPARFLAEISAATDRIRARERAVTYRDRAVGDLDRLPPGSVNK
ALAALAGYAVSRYVPKRPDLGEMGL
>MBL3596356.1 thiopeptide-type bacteriocin biosynthesis protein [Rhodovulum sulfidophilum]AB22
MPETARYGGEAGLHACEGIFGADSVAALQILDDPSIGRSRRWMAAAASIDALFEDLELPTGVRLAISERCAETYGGDPAS
RRTARRATVAKWKEARAVLRTLGVGKDIESRPAHWNIRAASHRSGLRHLQRAEQDGRLGTGLADRLGSLAHMSVNRILHR
GSVAEEAVIHEGLCRHYRTVLNRAP
>MBL3596357.1 hypothetical protein JMM63_12380 [Rhodovulum sulfidophilum]AB22
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDDASDLPETEPHDNDTGNGDAQIVSLDKFRK
>MBL3596358.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB22
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IEGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MBL3596359.1 DUF4169 family protein, partial [Rhodovulum sulfidophilum]AB22
MTGGVVNLRQARKARERAAKKAQGDEKAARFE
>MBL3596360.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB22
SPAPAPAAARPGPAAPVPPVRPAAVDPVAVAQGAAAAATDLEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEA
PGRDEDLQGKPFVGRAGHLLDLMFAQIGLGRGDPAAERALYITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDIL
VLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLLRTQLAKRDAWHDLLMLQARLRGG
>MBL3596361.1 LysE family translocator [Rhodovulum sulfidophilum]AB22
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLV
>MBL3596362.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB22
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRKILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MBL3596363.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRQSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAERRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTQLRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDEGGGLRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAETDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MBL3596364.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLVEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRGLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKEAILPGIERDLGVSWRLGGLSEQEQDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALS
RPSRLPGAPDR
>MBL3596365.1 hypothetical protein JMM63_12420 [Rhodovulum sulfidophilum]AB22
MLAAFAATTTATAPTPVAAGTAARQDGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSSNL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDAGPAEPIRAA
LASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDMVPADGTP
FALDRSALRITLLGRDRAIDIRGCDAAR
>MBL3596366.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB22
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MBL3596367.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB22
MSAELLRPDTEGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGQSAP
>MBL3596368.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB22
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIVGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREVFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MBL3596369.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MRLPLPSPLKNVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGGRPVERVILTHHHPDHVGLAGWFQAEAGAELW
TSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRALAEGDRIRAGGRDWDVRL
GDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWLESCTRLAAHAREDHLVLPGHKLPFTGLPTRL
VQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAVGHLNHLYLTGRATRRRRADGAWLYRRSGAA
>MBL3596370.1 hypothetical protein JMM63_12445 [Rhodovulum sulfidophilum]AB22
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MBL3596371.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB22
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MBL3596372.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB22
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MBL3596373.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB22
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>MBL3596374.1 precorrin-8X methylmutase, partial [Rhodovulum sulfidophilum]AB22
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLDGERRAGRRALLGADFR
>MBL3596375.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB22
MSKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVP
EPGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKA
>MBL3596376.1 NAD(P)H-hydrate dehydratase [Rhodovulum sulfidophilum]AB22
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGVPERLPPDARLNHDRWAELGRIRPWDDAELADRLDAGGCDLVIDALFGSGCSRGIEAIAGCTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLSLDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>MBL3596377.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB22
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MBL3596378.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB22
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MBL3596379.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB22
MAYALTQKVLVDNIMPRNGAQRMVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMAVAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MBL3596380.1 hypothetical protein JMM63_12495 [Rhodovulum sulfidophilum]AB22
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVL
FEDGRFFHLISPGARPEARHDCAPDLYRVCYDFSAWPCWSSCWEVRGPRKNYAMESGYRPES
>MBL3596381.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB22
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDVVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MBL3596382.1 hypothetical protein JMM63_12505 [Rhodovulum sulfidophilum]AB22
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MBL3596383.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB22
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATILGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>MBL3596384.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]AB22
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFSGWVTRRLIAPVAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTETFLARMAGTEPKGPGLAALAAARKEGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MBL3596385.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MBL3596386.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB22
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPTPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MBL3596387.1 hypothetical protein JMM63_12530 [Rhodovulum sulfidophilum]AB22
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGDRNPLTRSDTAKRVSAALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDCMVVCT
DDYTRAYRDNLRRIWDYLQVKDDDADALVEEAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MBL3596388.1 hypothetical protein JMM63_12535 [Rhodovulum sulfidophilum]AB22
MAEFARGFGKIHTRTKSGAGYAGENYYADCDNAVRYPSQFFLKSVPGLQRSILAYPIYRRFYFDGAMAGRFEFGFRLNEG
SIHDIARTAGRVEYSASDIAAQMLQNAIRVKLLDDREINQSFSGAAQALRDAWLLSSTKTKDLNTFDIETVGSKYVGVGA
PFIFIRSGRETKLKREKLLRGLFHNDGLELFLTRSGRQGQSFDVAVIPSVASLSEETARERLARLFYTQIRVLAYAHSFY
LRQVTVGNISGPTSLEPAIRSLLERLSSLEPAEGDRADELACHEMSEILRQADLSPAQLATEIERLVKPGILRRWFGGFW
GYADRKFDIAIEAAAGTATAHFLNSGS
>MBL3596389.1 DUF262 domain-containing protein [Rhodovulum sulfidophilum]AB22
MQISSILEYIDKGHMALPEFQRGYVWGREQVRGLFQSLYRGHPVGSLLVWATDASTATHRGDGQLAPGVVKLLLDGQQRI
TSLYGVIRGKPPRFFDGNAKAFTDLRFNLETEEFAFFQPVKMGDDPLWIDVTQVLQKGNAGIGAFVATLSQNPDTQAKVG
DYIGRLNQLLGIREKNFHIEEVTGPDKTLDVVVDIFNRVNSGGTKLSKGDLALAKICADWPEARDTMKSSISRWRSEGYD
FTLDWLLRSVNTILTGEAKFLYLHSQDAGDIADALKRAVKHIDSSLNMIGGRLGLDHNRVLFSKFAIPVMVRFLDTHGGK
LDEKTRDKLLFWFVQTGMWGRFSGSVESFIDKDLGILDQSGGDLDKLIGELRLAQGGLRVEPGHFHSWSVGARFYPVLYM
LTRMTEARDWGTGLPLKNNLLGKMSRLEVHHIFPRARLYEAKYARSEVNALANFCFLTKDTNLSISDRHPEEYFPEIEAA
HPGALQSQWIPQDPELWKIDKYRDFIEARKELLADAANECLASLLHGDTAILEGSRSARLTDKVLLGGIASEEEANELEA
LNDWVAQQGFAQGEMSFDFVDAETGEQRAILDLVWPNGVQTELSEPVAVLLGESAELISLASSAGYRCFTSTREFQSYVN
RLSASGQGIAAE
>MBL3596390.1 plasmid pRiA4b ORF-3 family protein [Rhodovulum sulfidophilum]AB22
MVYQIARLRVELLHIEPTIWRRVEVSLTTNLRALHELIQGVMPWENYHLYQFTVGERDYGEPSPEDAAWGHKVYHAKNMR
LETLVGRGVAEFEYTYDFGDNWQHRVVIEHVGVADPDVDYPLYLGGARTAPPEDVGGPPGFIDFVEAMANSRHPAHKDMI
RWYGRPFNPRDFGESAVATTVRDIAAKRKVAMLAFERSQQTR
>MBL3596391.1 SAM-dependent DNA methyltransferase [Rhodovulum sulfidophilum]AB22
MNQTSHNSLVSFIWRIADDCLRDVYVRGKYRDVILPMVVLRRLDTLLEPTKAAVLEEVKYQKQEDPGATELDDEPLKDAS
GYVFFNTSQWTLKKLHGTATNNQQILLANIEDYLDGFSDNVKEIIGRFKLFEQMRHMAEKQVLLDVIEKFVSPWINLTPH
HIEDPEGNTLPGLSNLGMGYVFEELIRKFNEENNEEAGEHFTPREVIHLMTHLVFDPIKDRLPPVITIYDPACGSGGMLT
EAQNYIKEPGGPIQTNADVYLYGKEINDETYAICKSDMMIKGNDPANIRVGSTLSTDEFSANRFDFMLSNPPYGKSWNSE
VKYIKDGKDVIDSRFQVELADYWGKVETMDATPRSSDGQLLFLMEMVSKMKSTSASPLGSRIASVHNGSSLFTGDAGSGE
SNIRRFIIENDMLDTIIQLPNNLFYNTGITTYIWLLSNAKPEGRRGRVQLIDANLLFRKLRKNLGDKNCEFSDEHIQAIT
DAFLAFAPIERAMDANNDPTGIAVQVFDNADFGYHKVTIERPDRRRAGFSAERIKPLRFDKSLREPMEWLYAEHGEKVYE
PGFLKGETKTILAWCEEQGITLNAKQRGKLLDTKHWLGLRELLKNALILMTDIGEQETDDFNAFRKAVNAAIKARKIKLG
VTEKNAILNAVSWYDETAKKVIAKKHKLTGAEVADLTTHLGCAAGDLADFGWYRQADGSYLTYESTSDLRDAESVPLKDD
IHRYFLAEVKPHVEEAWINLDSVKIGYEISFNKYFYRHKPLRSLDEVTQDILALEEKADGLIADILGVEVATKLEPTE
>MBL3596392.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB22
MNIAAYPKYDEYSQRHWIGSSELPVHWAVKPLKHEAGIVLGKMLCPENKGGYSLRPYLKSKNVQWLSADVSSVDEMWFSP
REMETYRLKLNDLVLSEGGEVGKTCIWRSELDECYIQNSAHKVTMRPHNDPRFHLYQFYAFGKYGGFDAAVNRVSIAHLT
YEKLANIEFAFPPLPEQRAIAAFLDGKCATIDEAVRIKEEQISLLRERRQILIQQAVTRGLNPDAPMKDSGIDWIGQIPA
HWEVKRGKHLFREVNERSEDGTEELLSVSHTTGVTARSEKNVNMFLAEDYTGSKLCQPGDVVINTMWAWMGALGVSDLTG
IISPSYGVYRALKDGSFNRRFLEWQLRTTPFIEQYNKISTGLHSSRLRLYPHMFLGLFMALPDRAEQDAIVEHVERETGK
IDKAISVKESQITALQEYKTSLINAAVTGKIKVL
>MBL3596393.1 type I restriction endonuclease subunit R [Rhodovulum sulfidophilum]AB22
MNYAVSNTKEIALEQAIERRLCGASSEELAAGAAAETGSFRIGQPSDFDAPLALDRAKFWEFLETTQSKDLDKLKKNSPA
DWQAKITGQLDKLIKSKGLLHVLKKGLPVDNAHFTLMYPAPLASSAQKVHDNFAANIWSVTRQVHHSTANPNESVDMVVF
LNGLPLVTLELKNAWTHQTARYHGQKQYRERDANQTLLRFGRVLVHMTADTDEVWMATKLAGASTFFLPFNKGHNEGAGN
PPNPDGHKTAYLWEEVLQPESLAGIIQHFVLLEGKKTDPLAKKTLIFPRYHQLNVVRQLLTHAAETGVGHSYLIQHSAGS
GKSNSITWTAYQLIETYPAELVLPGAKALDAPLFDSVIVVTDRRLLDKQLRDNIKDFSEVKNIVAHATKSSDLKAALEIG
KKIIITTIQKFPFIIDGIEDLGDKRFAVIIDEAHSGQSGIASDKMNQAMGGDPDEDDAQDKIVATMQARKMRGNASYFAF
TATPKPITLEKFGEQQPDGRFLPFHLYSMKQAIEEGFILDVLANYTTYKGYYEIQKSIEDNPLFDTSKAQKKLRAYVERS
QQTINTKAEIMVDDFIDNVVNPKKLRGKGKGMIVTQNIEMAVRYYKAVQAELAKRGNPFKALIAFSGEKEVDGVKYTEAD
MNGVAEDKTRSEFDKDEYRLLVVANKYLTGFDQPKLCAMYVDKKLQSVLAVQALSRLNRSSPKLGKRTEDLFVLDFFNPT
EDIKAAFDPFFTVTTLSEATDVNVLHELKASLDDVGVYEWSEVEEFCTRFFDGEDAEKLSPLIDVAAERFNTSLELDDPD
KIDFKIKAKQFVKIYGQMAAIMPFEVLAWEKLFWFLKFLVPKLNIQDPNQDALDELLEAVDLSSYGLERTKLNHAIDLDT
SEAELEPQNPNPRGYREGEVQEDPLEEIIRSFNERWFQGWGATPEEQRIKFLNILESVQAHPDFEEKFDGNPDPYSRDLA
FDKIMKEVMLKRRKEELELYKLHSQDEAFRSSLYQSVKEALGKSLG
>MBL3596394.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB22
MPSPNIIEIPDNGGAVAVMADLHLKSYFWHGSNPLEFHGLEDRLLQENVDALIVAGDLSDTFGPSLQDALAYLTRYVPAD
RIYIVPGNHDYYSGRLDDENRLRDLVHASGSWFAQKTELRHRSDRFLCATLWTDFDLLGDREAAKNFAPRFMRDFDMISI
EV
>MBL3596395.1 hypothetical protein JMM63_12570, partial [Rhodovulum sulfidophilum]AB22
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DSGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPR
>MBL3596396.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB22
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MBL3596397.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB22
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLDVIYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>MBL3596398.1 hypothetical protein JMM63_12585 [Rhodovulum sulfidophilum]AB22
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MBL3596399.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRNKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MBL3596400.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB22
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAEALAALKG
>MBL3596401.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB22
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MBL3596402.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB22
MTGPELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MBL3596403.1 hypothetical protein JMM63_12610 [Rhodovulum sulfidophilum]AB22
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MBL3596404.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB22
MPIYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVKRLLSRIAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MBL3596405.1 Cys-tRNA(Pro) deacylase [Rhodovulum sulfidophilum]AB22
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MBL3596406.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTAAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAEFTARMATELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKYGIPLISDEVICGFGRTGHVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MBL3596407.1 membrane integrity-associated transporter subunit PqiC [Rhodovulum sulfidophilum]AB22
MKHRLLPAALVPLALALTACSGSPERYTVPDTAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVTDMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MBL3596408.1 MCE family protein [Rhodovulum sulfidophilum]AB22
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGQVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRVSALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVIGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MBL3596409.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB22
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MBL3596410.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB22
MTAPSPTEPDLSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAATLTPFL
EVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETLRPWSM
AEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MBL3596411.1 hypothetical protein JMM63_12650 [Rhodovulum sulfidophilum]AB22
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQAGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQSRFMTEADRHGYRIDFMA
VHYYSTDGDVAAFRDWLQAVYRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREFARSD
>MBL3596412.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB22
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARAHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MBL3596413.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB22
MKVQATSPSTRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYVDGAGEELVLLEVTAADGTVLAETRDDRSADRDLLGVLSGRAIESGEVVYSDDGLTIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIVVLFLLLLVGATLLLRRMIGRPLDEVSDAMAMVADGVLDRQVPDTERRDEIGVIA
RSLEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDSIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISTSSEQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQ
VARFQLQSGPSGGGSRRAERISVRDASVASDRSPAPRAPQKRAVNDAGWQDF
>MBL3596414.1 hypothetical protein JMM63_12665 [Rhodovulum sulfidophilum]AB22
MLALRVVCLVLLGGGYACAVQAGEFDFQMRAFYEASVTSWSGAPQILDAVAAQNARTADMTQDDIDLLDRQWVAEIGAVS
EPLIESVTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSM
KYQAQISFTLVDPASGRPIGAMTVAVDAEEFL
>MBL3596415.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MLQLLRPMETGTNKITEHVIAKLEHEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTHSAT
GKVDRMLITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSDLAA
WKRGAARWSDLPHSVLLTGAPGTGKSVLARAIAVTAGVPIIEATLGNWQSAGHLGDMLREMRRSFAQAIRLKPSVLFIDE
IDAAGSRAGKDQHNANYRANVIDALLTEIDRLTRAEGVILVAATNHPDVVDPALLRPGRFDLHLSLPLPTQAQIRHMLHR
ALPGERAEDLAALALAFSGQTPAAIDARLRAARAAARRAGGQLTARALRTTLPAAEPGRAAPDRRIAVHECGHAIVASLL
GAVPVRRMQLSSEGGSTSRASAIHEGTAPEFENELTIILAGRAAERLVLGSISAVAGGSADSALQLQFDREFGLGTNGNA
WLGEPDMSCSRTMTAPGCG
>MBL3596416.1 hypothetical protein JMM63_12680 [Rhodovulum sulfidophilum]AB22
MAWRAGYELLSDDDRARLRVKLEQFERRARALLAPHRDLLERLADHLLAHRDLDETALAPWLSDLAAGAAPAAPS
>MBL3596417.1 recombinase family protein [Rhodovulum sulfidophilum]AB22
MTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADEAMSGASQLRPDFQRMQQAAMRGSFDVIVA
EALDRLSRDQEHIAGLHKRMRYLGVDIVTKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVRAGKWAGGISYGYR
LDRQPLPDGSFTTGDRVIDAAEAVIIRRIFMEYDCGRSARTIATGLNRDGIPAPRSGGKCKGSWSFSTISGNWKRGTGIL
NNELYIGKLVWNRQRFVKDPDTGKRQARPNPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERAADPDAPQIER
GHRPRYLLSGLLTCGCCGSGYIMISDSRLGCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAEFHREM
EKDRLEAEAGRIEAERALSKVTKEIDNIVTAITEGMFHPSMKAKMDALEAQKAAFEAKLAALPAPSPVVLHPGLADVYAA
KVSDLAAALNDPESRPEAVEILRGLIEKIVLCPDTDAANGHVIELYGELGSILSLCGNGMDTNANARGVSAGVRQVTMVA
GVGFEPTTFRL
>MBL3596418.1 hypothetical protein JMM63_12720, partial [Rhodovulum sulfidophilum]AB22
RAEKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLADAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTA
AAATLLAEDKPAAPTPGARKSPRPATEAKPAPETKPSPEPEPEAKTVPEARPAPKAEPAAKANTAAKAEPAPAPMPERKP
AAAEAVAPPSPAPATDPAPTATAAPAAPAAPVARPVSSVPASSVAAAPSVARPPRPEAPAGTGQPAAAPLRAGTERRASG
SLRPEPQPMRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPGDETPTPDPDATAGLVAPSGAELSQAEAP
APQPPFDAAANNQPRAEGSGSAPLAGTATGAGMPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGI
DQAVRPPEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPE
PEPMTVPAPGNTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETDPRPSARPA
PRTAEASPPAVVPADPAVAARIASHTPRARPAAVLARAEAPATAVPGTHPQARPENLAPPPTHDTDAAVTAALDDLADGE
GEAASDLPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRL
PSGRFVKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MBL3596419.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB22
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSYSLVADLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLATARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEVRD
>MBL3596420.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB22
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MBL3596421.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB22
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVIYKPVDMMALFARTGGTPLPQRSEARKAYRLQELRRQSVKTGLKLTL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MBL3596422.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB22
MHFASDNTSPVPPQILDALIAANHGYAMPYGGDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKVTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALLRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDEVLSARLVCSWCTTDEEVDALLAIVRGD
>MBL3596423.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB22
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MBL3596424.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB22
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGTPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MBL3596425.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB22
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MBL3596426.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB22
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEIADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>MBL3596427.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB22
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MBL3596428.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB22
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MBL3596429.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB22
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>MBL3596430.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MBL3596431.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB22
MIWAGLLVLMLLAAWPLAEALRRPMAARARSEAPGEIAALPRGRTHLVWEGP
>MBL3596432.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MPESIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATDPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MBL3596433.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB22
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVVVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIVPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>MBL3596434.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB22
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MBL3596435.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB22
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGRVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MBL3596436.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB22
MIPGLSQRRRFSDLSEQEILALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAVADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MBL3596437.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTAKTVRIRKERKFDQRLEEAREAFLRDGFKPVSVTPILGRSGVSKASLYTGVPDKRLLFSEVMRRECDRLTGAARHEIN
LTVPAETVPKVMTRHIL
>MBL3596438.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB22
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MBL3596439.1 cytochrome c [Rhodovulum sulfidophilum]AB22
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MBL3596440.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MBL3596441.1 C40 family peptidase [Rhodovulum sulfidophilum]AB22
MSGPAGRDRRETPANDRVAAARLRGVVEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAAAGPAPTHRVAVPASHAYSGPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVGAD
>MBL3596442.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB22
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLSGYRFDRYRTQSAAPRASFKAPAGVDAARLEAMAAGEVLTRDLINIPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALKLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MBL3596443.1 hypothetical protein JMM63_12845 [Rhodovulum sulfidophilum]AB22
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMIS
LSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MBL3596444.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB22
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MBL3596445.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVDDLQALARMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPVEGSSAGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTEVALGLSTARPGGQTGPSELRPLLRRISDPAEEAEAPVVRGDMMRLA
PARGAFAAAPPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEIV
LPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVRIAVENLTDETWPL
RLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MBL3596446.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB22
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFNGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MBL3596447.1 capsular biosynthesis protein, partial [Rhodovulum sulfidophilum]AB22
SRALKRALIAAQYNWSRRYFSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPAGVNARNGLPRD
PGFYLDWAAADPSRQGEAWRGLGRGLVARASRRADVGQAGAEALSDAGPFLFCPLQVPNDSQITMFAGWVQSVEGMIAAL
ARASAALPPGWHIRLKEHPSAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLG
EAFFAIPGLTAPADSAAALAALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETPDGVHIDAAALARILAAARS
>MBL3596448.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDTDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MBL3596449.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB22
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGDGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MBL3596450.1 malate synthase G [Rhodovulum sulfidophilum]AB22
MGQTGKETAVTERRSGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQID
AWHQARRGAPHDHEAYKAFLEEIGYLRPEGEDFQIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGT
DAMGGPAPAGGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLL
KNNNLHVELVFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTR
ALSPDLDFVAPDGTSCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYV
VKPKMHGPEEVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAG
PFSRKEFIKRKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHY
HQVDVFAVQAGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDR
ATCRISAQHIANWLHHGVVSEDEVTQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLH
ARRLERKAELAAEG
>MBL3596451.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB22
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MBL3596452.1 hypothetical protein JMM63_12890 [Rhodovulum sulfidophilum]AB22
MHRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRDLVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVARFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGALQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGGGLTAMRDRVGALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MBL3596453.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB22
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITTATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRADGRPLPRAGATAILAPAGRQGPAFALFSNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MBL3596454.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB22
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTRETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWAEGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MBL3596455.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFVLLEMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPASAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGGLPEGPLRLGFSEAAGVILPEGETADDAA
>MBL3596456.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB22
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMEQ
>MBL3596457.1 hypothetical protein JMM63_12915 [Rhodovulum sulfidophilum]AB22
MAQLAGCDLSALERVSIRHLGKATFDPRQSLGVFTNRPLLLANIGYFGHMWELYAMWAWILAFAAEAEAGMQPFSFGSAS
MLSFVVVASGVIGCLAGGWLSDRIGRCLTCAGMMLVSGGCAVLIGAFFDRPPQLLALLWGVTVIGDSALFSAAVTELADS
AFVGTALALQMGLGFGLTVIAIWGLPLFADWIGGWQWAFLFLLPGPTIGIWAMLARRARPEAARLAHGAR
>MBL3596458.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAGANHEQSHRRGRPRNVDGVAADVLQRLATSGRLLRSSDVPLWVQLKNALAEEIGKGLEPDARLPSEQSIAEIFDVSRP
VVRAALAGLASEGLLEKVPRRGIFVAQPRIETDFLTSNVSVHSDLEARGHVVTAHAFTFGRFPPDEDERRVFSLPPDGSV
IRVGRIYRSDGKPITHTLISLPGHKVPEMESFDIDGQSIFQILKDRYGLVSKRAERWFTAELPPADVARRLEVRETQPLI
AIESIAYDTNDAPLEYYRAFYNSSVARIHVSTGTFGN
>MBL3596459.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MDYKSLNNFGGQVAAVTGGASGIGLEAARALAACGATLELMDFDATALGKAAASLRAQGVTVETTVLDVTDPAAVAEAAA
TICGRNGGSVDILLNSAGIARLHGATDVADAAWRQVIEVNLNGSFWCCREFGRAMVAAGRGSVINMGSMSGSIVNTPQFA
SSYMVSKGGVHQLTRALAVEWAKTGVRVNALAPGYIGTEMTLEMRARPELFDKWLEMTPMGRCGTPEEVAAVIVFLASPA
SSYMTGSILAVDGGYTCL
>MBL3596460.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB22
MPDTAQTHDTSARREIIAACREMNHSGINQGTSGNISMRSGEGILVTPTSLPYDDMTPEDIVWIGFDGGVEGSRRPSSEW
QFHRDIMAARPEVEAIVHAHPTACTTLSIMQKDIPPLHYMVAICGGHNVRCAPYATFGTKELSDHALAALEGRSACLLAH
HGMIVTGSSLDQAMWRAVELETLAKQYLGCLSVGEPPLLSEQEIRNVLDRMAGYGHSD
>MBL3596461.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MHLKTILAAGVAGIAITTTAALAQEGTDGLSLEGKTVGVTVIGTDHHWDLMAYRGQVDMLEELGAEVIALDAGRNDQTQI
SQIQTLIAQQPDAIIEQLGNIDVLDPWLQRIRQAGIPLFTVDTSTPHAINNTTSDNYSIGAQLALQIVQDMGGEGKIAVF
NGFYSVPVCKIRYDQLKYVLESFPGVEILEPELRDVIPNTVQQAYSDTTDILTQNPEGSELKSIWACWDVPTIGAAQAIE
AAGRTDVKTYGVDGSPEYVEMVADPDSAAGAVVAQQPYEIGRQAAMNVARHLAGEEVPPFSFVDAVLISKDNADETAAPF
LPGAQGQ
>MBL3596462.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTDAAIEMAGIDKTFGPVKALQNADLVVHSGTIHGLIGQNGAGKSTIIKVLAGIYSLSGGSIRVFGEEISPVTPAAVEAR
GLHFIHQDRLLVPTATVAEAIFLRNELRFGPFLNLRRMNREAAALLKRYFDLDVDPRVLVNELSTAQQKIVQITRALANN
ARVLVLDEPTAALIQKEVDNLFAVLRRLRDDGLAIVFISHYMSEIEEICDVVTVLRNGTDVGVVDPREAGIPKIVEMMTD
RDTSEMYPRRAAEIGAPILEARNITAEPYFRNVSFTLHAGEVLGLTGLLGSGDKEVLKALFGQLPLDSGEILLHGKPVSF
RSPVQAVSRGFAKIPEDRRAHGVATGLSVGENVSLASLDQMSARGFVRNREEAARVDSLIADLGIKTPDRHQLVKNLSGG
NQQKVVVAKWLSRDSSVYLLDEPTVAVDVGAKIEIFSLMNRLAAEGKALIFLSTDLEEIAEMCDRILVIYRGEITSEHRH
GEIDADRLLAAASGSVGDAPKPALQTIERRANA
>MBL3596463.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSVAADMPDAGTTRQVRQRADWSKLAIRLGAFGAFAGIMVYFALTARGFTSPYNLTNVVEQSTVLGLLAFGMTVVFIGTG
TDVQKGGIDLSIAANAGLSAAVYAVLLKSGYGNAVAIPAAMAAGMAVGLLNGIAVVWLKIMPLLATLAVMNIAAGLELTL
TQNTVVSVNSPLLGTLAFGRFLGISALAWCFIVVSVLLVWAVHYSRTGLRLYAVGGHHEAARAAGLRTGLYVFGVYIFSG
LMAGATSILIVARLSSSTPGTGLMLLPILAAALLGTVFSRRFIPTIGGTLLAALFIGFLANGFQLLGISSYWVSGVQGAL
ILLVVAVTSFAKKS
>MBL3596464.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MPRLSLEAFSNVAVLLAFAAVVIFFTLATDTFMTGENLFNLVSNKIVLLAIVALGMTIVIGAGGIDLSVGVAIDLSSMCF
IMLIAAGYAGIVGIAGGLAAAFGVGLLSALLINKLKINPFLATLGVLFIGKSVQQLSTQGGVPIYLTQAEFAAPFNAIAR
SALFGVPTPVIVLLVAIVVVWLALHRSVFGRYVSALGATPDVAWYSGIRVPLVLTAAFVSCSLLSGVTGILLSSTVRSYV
PLAGDAFLLDAIGATFIGTALSAERRPSVIGTLLGVALLAVMRNGLLLMGFNFFWQQVGIGILVFLVLGLSFGLRKRSE
>MBL3596465.1 sugar kinase [Rhodovulum sulfidophilum]AB22
MTTFDVSCVGFAVLDILGRPVTAIPEGGRADFIEEIRMTVAGTAAATAMDCAILGLRTRMVSSAGADDMGDFLISKMQGY
GMDTAMMSRDPDNQTSSTILPVRPNGERPALHVRGSATTFTLVPEQYADALDAKIVHLGGTGLLWAFDGQPSVDFLKAAK
AAGRTTTFDLIQANPDTVEKVLPLLPYIDYFIPSIEEAEEMAGTSGPEATARWFRERSVRNAILTLGGEGVYVDPEEGAP
FILPAHDIEVVDTTGCGDSFTAGIITGLSKGWDLRRCARFASAVAAQVAMGLGSDGKLGSFEDTLHATETLPLKELTDA
>MBL3596466.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MPQVLTGKTALVTGASRGIGAALAEGLAAAGARVVICDLPAQAADMDAVAARIVAAGGKADTRALNVTDSAAIAEAVAAI
TEATGGIDILVNNAGILKPSRLEDLSEADWDAHMEVNAKGVLLMTNAVIPHMRARGAGRIVNIASIAGRQGVPTQGHYAA
TKATAITLTRVYAQELGPDGITVNAICPGIILTEMGRNNLGSQENIDHWTNVAALRRLGAPGDITGPAVFFASDLSAFVT
GQALNVDGGIYFH
>MBL3596467.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MEKVAIVGAGPGGIVAARFLQGQGFDPVLFEAHDRPGGQWCHDNPASGVWPMMRTNTARMVTRFSDLDYPAGVAMFPRNQ
EVGAYLATYAELFGLNAKIRTGNRLKALEQARGGWRLTLESGGEAREETFPRVVIATGAYNRPGIPDVSGLDGFSGDLGA
IHAFDYDTPDAYRSKRVLIAGGNISSLEIASDLAMLGAAHVATAMRRQRYVMPKLIAGTPVESYAFTRAAALFQETASPE
EWAEQTKAFVLQYGGDPAWYGAPAPDPDVRRAGTTGSQNFLNLVAEDRIRCHPWIVSIEGRTVRFTDGSEDEFDGIIFGT
GYRMNLPFLSQALRETLELTDKSITLANHTFHPDAPGLAFMGLWGQIGPYLPALELQARYLAYSWGGVVPASEDAALRDA
CARARSERGTDRYQHIQTLRFARLAGCDPEGAVDAPTAAILAANAVTALSFRLTGPDALPDAAAQLRAEALRYGRKDKTL
A
>MBL3596468.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MDERTRLLRDFPGLTRTDSFYIDGQWVAPLGRDTHGLIDPATEEPIATIPMASEDDVNTAVAAARGAFDDWSLTPGSERL
RLLRRLLELYDVRSEDLAQLMMQEMGTPIGFSRAAQVWVGQQHLLATIDALEKLPEQEMRGDTMIGLEPIGVCALITPWN
WPMNQLVVKAAPALAAGCTMVAKPSEYSPLSALLFAELVEEAGYPAGVYNHITGAGPVAGEALARHPGVDMVSITGSTRA
GVQVARAAADTVKRVAQELGGKSANIVCRDADFEQAVREGVEACYVNCGQACRAPARLLVPQERMEEAKAIARAAAEAHV
VGAPSGDVALGPVVNEAQWRHIQALIQSGIDEGATLVTGGTGRPEGLSRGWYVKPTVFADVTPGMTIETEEIFGPVIALI
GYDTEEDAIRIANDTVYGLSAYIQCPDPERARHIARRLCAGAIWINGADWSAFAPFGGYRQSGNGREHGEWGLQDYLEVK
SVAGW
>MBL3596469.1 hypothetical protein JMM63_12980, partial [Rhodovulum sulfidophilum]AB22
MRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPPSNAPAEARPDERAAW
PDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEPVFKATGLYLRGLA
PLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARR
>MBL3596470.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB22
LRATETDTVDLERRATAGDTAAVDTLMEYEGGDSPKPHPRRGATPAPSAAELMGRATRALHLPPEEWGAIAADGGDPFAT
AADGRTRAAIPLPLRDEILVARLAATFRNVEGWEARLQPGALTVVVGLEPALSLGKLLTGAMLPEGWSTHSQAPRSSPHP
VLQLPDRPVKEKELERCIHHPAPILLPVGRQEHLPALFGTGETGARVLTLEELNADILLFALSISHSATGRVDEETIRTL
LPDDELLASLEAGHLAMVCRALTARDVAERIALMTKAAPDSEGKRLGSGPALIDGTAPAHRAVRNIVEDLAAWQAGDLDW
SELSRSLLIHGAPGTGKTYLARQLAEAAGIALVEGSFADWQAQGHLGHMLAAMSKCFDEAAAKAPCVLFIDEIDAAGSRF
DVDQHGMNYRVQVVNGFLQQIDRLTRTPGEILIGACNQISRLDPAITRPGRFDQTVRMPLPSIADISRIPGKVLADKLSE
SAIDTLARAAVGKTPAELDAALRAATADVRRQRLPMSSDLLRRHLGIDQPNPELLRRIAVHEAGHALAAELLVPGSVVKL
SLSDRDGRTERRSTFAEFTVEEIETELLILMSGRAAERLVLGDISGGAGGDRESDLALATSLVLQMDRELGLGCNGDGWL
GPSDMPKLTEEEKQRVRAKLGQAMKRADKLLTPHIDLLREVAAALIGVRELHGSAMRLLIAGPARAPHLILANLWELLGP
SDQSRYPSPVLQL
>MBL3596471.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MBL3596472.1 BMP family protein [Rhodovulum sulfidophilum]AB22
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFTVEINDKEPKSS
>MBL3596473.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MBL3596474.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAIFAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MBL3596475.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MBL3596476.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB22
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPTGVRRRHHVN
>MBL3596477.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB22
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFETYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPAGTGACFRLDLPLAGDRP
>MBL3596478.1 HupU protein [Rhodovulum sulfidophilum]AB22
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MBL3596479.1 nickel-dependent hydrogenase large subunit, partial [Rhodovulum sulfidophilum]AB22
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGD
>MBL3596480.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB22
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MBL3596481.1 AEC family transporter [Rhodovulum sulfidophilum]AB22
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTMIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MBL3596482.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB22
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MBL3596483.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB22
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPQGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLKGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFVATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAAET
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYACEVRA
ALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MBL3596484.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB22
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARTELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDNRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MBL3596485.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MBL3596486.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB22
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRSDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGNPTAT
>MBL3596487.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB22
MVAFRPRVKAICPAGRGHGHSGVASHLRARRPVGLHAGASLIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRP
IDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDF
LLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSVTDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIV
SAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHG
KPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIATRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRT
EIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGLPLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYP
NMVRAVRVSGAELRGWLERSAGIFNRIRPGATDQLLLDPDFPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIAD
LSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILEAPVTNRDVILRYIARRGSVAPRTVPTWRFADLPDTTVLFD
TGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MBL3596488.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB22
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGALVLPLWRGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGRPKF
AIELSDWVPVEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGEPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRLGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MBL3596489.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB22
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEGLTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MBL3596490.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB22
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MBL3596491.1 COQ9 family protein [Rhodovulum sulfidophilum]AB22
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MBL3596492.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB22
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MBL3596493.1 ribonuclease T [Rhodovulum sulfidophilum]AB22
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEARRAAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCH
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGVYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCELRDALMPPPR
>MBL3596494.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB22
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>MBL3596495.1 thioredoxin domain-containing protein [Rhodovulum sulfidophilum]AB22
MTRMTAAALMALGLAAPLAAQAEAFDLTDLSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLVRVNA
EDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQLAGDA
AYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGYVPLE
GMKQLVEDARAD
>MBL3596496.1 DsbA family protein [Rhodovulum sulfidophilum]AB22
MKLVLSLAVAVATATPGLALPLNDAERVAFRAELRAYLLEHPEVIRKALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAARETAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQP
RLFDAGATLDAAALDRISAELGLDPAEVKTRMAGSDITAKLAETRALTEALELGPAPAQVLRRTMVRGDVPAVALLRMVE
AIRRKK
>MBL3596497.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB22
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSRSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDTQADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIAQLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MBL3596498.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIPTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRTLMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILDTAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLACFMASR
>MBL3596499.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB22
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>MBL3596500.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB22
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MBL3596501.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MPERARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERKSDGPQAEQDAAVTSPAAAGQAADAANTEAPPPAAGDRS
EAVPPATPLFTPPAFDLVRVTPEGSALVSGRAGAGTVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLEMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAEGVRLLEPPNSHEAPP
VSRLTLDAISYDAQGAVRLAGRGQPGAALRIYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGRVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>MBL3596502.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB22
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDRAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPDAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKGYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGQVVERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>MBL3596503.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTITTMAGLLSMMLGVSFDFANGGYTIGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGRLDLPEIVWSEPPGPTPPGQAAQDSKDGDGKGLRAAE
>MBL3596504.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTAAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLGKGRSVAAGDTLCRIEPGTRPTALAQARAVLTEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDTGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>MBL3596505.1 arginyltransferase [Rhodovulum sulfidophilum]AB22
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIARDAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MBL3596506.1 RDD family protein [Rhodovulum sulfidophilum]AB22
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MBL3596507.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB22
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKTEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MBL3596508.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDHHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MBL3596509.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB22
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MBL3596510.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB22
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MBL3596511.1 hypothetical protein JMM63_13205 [Rhodovulum sulfidophilum]AB22
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPSAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MBL3596512.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB22
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MBL3596513.1 hypothetical protein JMM63_13215 [Rhodovulum sulfidophilum]AB22
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFSPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPTAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MBL3596514.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB22
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSQDAADKIRAANA
>MBL3596515.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MBL3596516.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB22
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERQNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MBL3596517.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MBL3596518.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB22
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPERMQVTLPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPGGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPPPALPGIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPG
>MBL3596519.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB22
MTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVLYARGYYGPEVHV
TLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAKAGVDGWRAAGHA
KAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRSAERLRRTGAFRS
VRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGEDLSL
SARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFPVSL
TWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFFSGG
GGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTGIGP
IRFDVAAPVDGDTGDGVQFYIGIGQAF
>MBL3596520.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB22
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RASLLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVTGRLTIVAPADAPEDRAFAATLSGDLGPLVAEPLRPFFGAATDLEIDGTRRADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALEADIAFRATGIGHAEPALARALGQAAEGRARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGRVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MBL3596521.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB22
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MBL3596522.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVAAIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYAYIAERRSVSLIHLTADALDVPVPDPTEDQIKAQYEATPAAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQTAMDKIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRR
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MBL3596523.1 aminotransferase [Rhodovulum sulfidophilum]AB22
MAASQPPRGGTAATFAPPVMQARRWLEGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVAEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSEPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MBL3596524.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MBL3596525.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB22
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MBL3596526.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB22
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MBL3596527.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB22
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MBL3596528.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB22
MGKCARAGRVIGWITGAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MBL3596529.1 CsbD family protein [Rhodovulum sulfidophilum]AB22
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MBL3596530.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB22
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLSRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWSSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>MBL3596531.1 phospholipase [Rhodovulum sulfidophilum]AB22
MHGFTENSAALAAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVYTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNSRS
EADRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGSQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRQLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGGVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MBL3596532.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MBL3596533.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MBL3596534.1 hypothetical protein JMM63_13325 [Rhodovulum sulfidophilum]AB22
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRARPHGAAAIADIFARHDMTSISPREIDTMAEELRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>MBL3596535.1 hypothetical protein JMM63_13330 [Rhodovulum sulfidophilum]AB22
MDSFAKRAPAKLPVNQIAAARLGLQALILLAVGQFVRQIRRQATRPDPREAAPHLARTGLILCANGILFAALRQMPLAET
TAIFFVGPFIQIMPGAFSLEEAVGWRRIVASAI
>MBL3596536.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB22
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALELPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPMVAAASG
>MBL3596537.1 hypothetical protein JMM63_13340 [Rhodovulum sulfidophilum]AB22
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLSAEDRYFGAEPPPPDAETLQRIAEREVRQRVETRVELDGMV
LRSGALEGRGSSPAPRTQPPSVQPPRIDEPDSVAAKLARIRAAVETARAADAEIADAGFEDETDESDTHGATREPPPPDG
PPEPRKTEITASEEAPAPSSDDRNSRDRAADSETPPHPGAGTAPPSPPRARVLKLRRDDLSAPRPPDKDAEQSAPGPRPA
KTDEAGAAAAAPGRLTDPAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAPETGAKTRLATGPTGKDKASAEALRLDAPILPM
TEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELVRSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDEAAAPPQAAGANRTA
>MBL3596538.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB22
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MBL3596539.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB22
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MBL3596540.1 hypothetical protein JMM63_13355 [Rhodovulum sulfidophilum]AB22
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSDWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MBL3596541.1 hypothetical protein JMM63_13360 [Rhodovulum sulfidophilum]AB22
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MBL3596542.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB22
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGTAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MBL3596543.1 CTP synthase [Rhodovulum sulfidophilum]AB22
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MBL3596544.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ, partial [Rhodovulum sulfidophilum]AB22
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGAMEGRLPGDHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMAPFRAHVMARDGFEAAQALTPPQPRRGLR
>MBL3596545.1 magnesium chelatase ATPase subunit D, partial [Rhodovulum sulfidophilum]AB22
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAM
DGDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFP
EEETDEDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKR
KGNRRGRPIPPRRGRLDAGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRD
>MBL3596546.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB22
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREQI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MBL3596547.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]AB22
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MBL3596548.1 phytoene desaturase [Rhodovulum sulfidophilum]AB22
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVSNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGDHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MBL3596549.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB22
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MBL3596550.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB22
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAGA
>MBL3596551.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB22
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPALVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVASLPALRRRFIREAAGLTGGLP
RLMTGRPL
>MBL3596552.1 amidase [Rhodovulum sulfidophilum]AB22
MASDWLGMSAGDLGRGIETGKIDPIDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MBL3596553.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWIGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGATKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MBL3596554.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB22
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDGEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYDDFDAETPFETAPSVAEAAPAAPAIPVAEPRRVVEQ
SVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGP
VVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALG
KDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKA
VVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEM
ADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGD
MLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIK
DRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MBL3596555.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB22
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHEEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MBL3596556.1 peroxiredoxin [Rhodovulum sulfidophilum]AB22
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDRLTAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MBL3596557.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGEREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVEIREATGLVRLLGETRVTGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MBL3596558.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB22
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAT
VTPPEGLALLDSRRYGETAISILEAP
>MBL3596559.1 hypothetical protein JMM63_13450 [Rhodovulum sulfidophilum]AB22
MPRDADAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSRAPRL
AAWLGTRRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYGGTRS
AVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPLIGLG
ALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MBL3596560.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB22
MTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAWSLTLARA
GYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREAREDPRIAATI
GIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGETVGDPATGTGRRALLAPDVEHIGVIWSPTALRE
TRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLILAPFRTQF
LPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTVGVFGFAMDRYVTSFYPIPIRGLIIAAM
AVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGRATNRPAG
VGLGLGLFLAWALGVTFPMFQAV
>MBL3596561.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB22
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MBL3596562.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB22
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MBL3596563.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTVDRLFEGQEATWPPAARHLTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAEAETGMARLGQTPLFMVRPGEGALDDTL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MBL3596564.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB22
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MBL3596565.1 OmpA family protein [Rhodovulum sulfidophilum]AB22
MKARRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAATGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDRLRIETADGRSAYAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MBL3596566.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGAFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFREALETGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MBL3596567.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSHED
IASHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPQALDTAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDDWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRTREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYDKAETPHRIAVVGAGPAGLSAALVTAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLKLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAATL
>MBL3596568.1 hypothetical protein JMM63_13495, partial [Rhodovulum sulfidophilum]AB22
GGAAERLDIPDLTALPGRAWRLRHRRDRAIHGADARRAAFHAAAETARLPLGSDWGFRPAPFAERVKPCAATDIGTALRL
GPQVTLLHDAARAGIAFRQVANSHGEEGAPFGLALEVSGFDGGFLSVVFELPSRAVEGLGRHHLIRLDAALGTEAPVDVF
ARISIRHGPNLAQLVRAVPPDAGRIALDFDLAASDLHGHRADRMWLDLLFDGPGMNCILLSDIVLSRRPRAEA
>MBL3596569.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB22
ISRAAGVSRRTFDAALGGIRPDWDLPGLVPPGSRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAEQAT
GVPARIVLAIWSRESAYGRAPIRHDLFRVLATRGFMSPRADYFAEELVAALRIAEAGPVPRDQMKSSWAGAMGQPQFMPS
SYLAHATDGDGDGRADIWRSRPDTIASIAAYLAQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGR
PFPGHERRGEGFLMMPAGRHGPAFLVTPNFYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGIDRSGIVAIQR
RLEARGRDVGGVDGLPGYKTRREIGRWQEASGRAATCFPGPGMAAAMAR
>MBL3596570.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB22
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAATDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDGEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWTLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVAIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MBL3596571.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB22
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MBL3596572.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDDDTAPIETPCIRTCRVDAASRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAATGALRRKRG
>MBL3596573.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB22
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MBL3596574.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB22
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSTNGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEASLGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLSIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MBL3596575.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB22
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MBL3596576.1 hypothetical protein JMM63_13535 [Rhodovulum sulfidophilum]AB22
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MBL3596577.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB22
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPQELLEKIAAKVPGFDPEART
>MBL3596578.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB22
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGRRGRYE
PNQRATTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPAEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGQTFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLKRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MBL3596579.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB22
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLTDAKIRNAATGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MBL3596580.1 superoxide dismutase [Rhodovulum sulfidophilum]AB22
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKPVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MBL3596581.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGDPAELPPE
TPHV
>MBL3596582.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCAGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGTGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MBL3596583.1 hypothetical protein JMM63_13570 [Rhodovulum sulfidophilum]AB22
MNAPHRDVRLAVRGLDQILARGAAEVAQAFCLSVRMLRKWLAGFREGGHGRCRTAKILRAKRARACGGASAF
>MBL3596584.1 hypothetical protein JMM63_13575 [Rhodovulum sulfidophilum]AB22
MAITESADHVDRYDKIDMVAFKKLERVSRQNLAGGAGRAAVCTARPSYRPLQPCRFFGARAQL
>MBL3596585.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB22
MNDHDAENADEEFHENGSRPLGRAPDISIYRIDALTKNARNTWLVLLGILAFTGITLMGVEHIDFYGIDRATKLPLFNVE
VAPRYFFVAAPILTAAFYIHFHLHLIRLWDALEAAENRIGDRPLGDAVMPWLVTDAVLHLRNRWRSDNCATPRVLDRPAA
ALNLALTWGFGLIVLGLLWWLSMPARTFWMTAIACAAFLAAAGAGLSSLESLFDRMNPGHRAWQTWPSTPVVLIVIASLA
FSSSYLRTAGPPGQLAPIDMTGLALVEKPPGWLPRDIALRESRANWCKREGMRCGRDGLSQDQRDAFEGEFRLRREAALS
ELRKPQWHQPGNHKPDFRAAQLSGTFLAGADLGWAQLSGANLRGAQLEGADLSGAQLDGAELMRAQLEGANLSGARLTGA
FLTGAQLQGAQLREAQLERADLIGAQLTGAKLREARMDNAKLSAAQMKGATLVEARMNDAILVEARLEKANLFGAQLERA
DLSWAQLAEADLRNARLNGADLRSAQLKRVKLLQVQMERANLSRSFLTGAPTESLLLQLTNLAAAENNGGAVRFADLRGA
VFDEETDFRNAFMDGSVQVSDGFRQQMADPCQWHADTLSDEEFFGRWRGWIEATGGASSDWPLVAPSGWLEVRAIPPPEG
CVWKTGSMATGAGAKD
>MBL3596586.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB22
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQALGR
>MBL3596587.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVIHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDIIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGGQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGEEAR
AYGT
>MBL3596588.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAESTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSRDFETFAR
IPSRPFPGGGALRAPLLALAMAWYALRDTAGI
>MBL3596589.1 glutamine synthetase [Rhodovulum sulfidophilum]AB22
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MBL3596590.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB22
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPDDALAEARARLDLPTDSAAMAGRIARFFTERR
>MBL3596591.1 glutamine synthetase [Rhodovulum sulfidophilum]AB22
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MBL3596592.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB22
IWALALFFGFFLATAVAVARDSRLLAVRKPAEWFIFVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTR
AWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEAADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFS
GFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFYFILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MBL3596593.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB22
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MBL3596594.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB22
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MBL3596595.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB22
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MBL3596596.1 light-harvesting protein [Rhodovulum sulfidophilum]AB22
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MBL3596597.1 light-harvesting protein [Rhodovulum sulfidophilum]AB22
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MBL3596598.1 protein pufQ [Rhodovulum sulfidophilum]AB22
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIGRAWSQARIITPMIFSA
>MBL3596599.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB22
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MBL3596600.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB22
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGGGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLEAKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MBL3596601.1 hypothetical protein JMM63_13665 [Rhodovulum sulfidophilum]AB22
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAVAPARELEDA
>MBL3596602.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB22
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MBL3596603.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB22
METTAVILRGPREIGLGKLGLSVPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MBL3596604.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAVPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAAGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKVFATLPAGGRLIVSEPMASGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRTHRPFIASVVVGCKPGAT
>MBL3596605.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB22
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MBL3596606.1 phytoene desaturase [Rhodovulum sulfidophilum]AB22
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREKVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETMAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGADPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MBL3596607.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB22
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MBL3596608.1 hypothetical protein JMM63_13705 [Rhodovulum sulfidophilum]AB22
MRIFTVQLRAVPRWPSAVQDEPSPLSDHAPGPEVPQRFLMAAQADDFRAAKPTLGQHVSGVGKLRFNYGPGLPV
>MBL3596609.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSIRQCRTKRPRYLGDTETQEAGEDPDWHSHEFGQLISADSGSMYVGTPDRVLLLSPAMAVWIPPDAQHWLRFGSENVMR
YVDVNRDEAERLGSTCRIFAMTPLLGALFTATMPDGIAVRTNRHVSALYALLRHEIQSARDVPLSLVMPQDKRIRGFAEA
ALNDPGNVRSVEAWLADASASRKTIERLFVSETGMPPSRWLRHARVLHAVSLLASGQKVTTVALDMGYESSSAFSYMFRQ
TLGVSPREFVAKQPFAAL
>MBL3596610.1 hypothetical protein JMM63_13720 [Rhodovulum sulfidophilum]AB22
MAARNRLRCFTRQRTSRRLWATRSRSASPDKSNGWCAFRTAKGQRSIASCAAGVGHQRRSRASAGGCHAILPVCEQILDG
LAAAGAKWVQIDGPVLVKDLTARQHGALVTAYERPKLWRHRPCCRGSARRSQSDARPRYPFQQWQEAWRGSRTPVQGRPT
HTRWPPTRR
>MBL3596611.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MPSNDTTPAASACGAGRTREDWNRRYSETEQLFGIEPNIHLARELSDLPPGRALDLACGEGRNSFWLAERGWQVDGIDLS
DVAVERARAGGTPGTRRPHDLSCRRSERIRPRTRALGSGHHDVSAPALGPAAPDPVPRG
>MBL3596612.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MTFGATTLVPEARADADNYALGHILLGIEDADPDKEVIEADEVEARQPATLNELFATAPEISVSGGNRTAAQKVYVRGLE
ETNLNVTVDGAVQTGGQYRHSGNMGIDPFLLKRVEIEGGTASALSGPGALGGAIRYETKDAADLLLPGQTQGVMLRFGGQ
SNGNRLSTGLAVYGAPDERFSYLFYGGKQWADNYTDGRGEKVSYSGNDPLDGLVKLSFAPAEGHRIEFVNSYREDNGWRD
RRMNFGLADDSETPEDQEATRRSTTLRYNYDPSDNALIDLTATIYDTENRILRKPEAGRRRGEGETRGADIRNRSALGDL
TLTYGADYLRIHTRGKAEGDGWYSETGYSQGLYLQGDYEIDPHWHATAGLRYDKSWLTDLAGNDYRGDRLSPNAGLRYMP
VEGLTIFASWAEAYRGIRPIPGMKLNLGAIDPDTDTGLDGEVARTTEIGVSYAGGVWRSGLSAYSTRISDYVLYGGQRGT
AYKRSNGGDIELTGFTVRLGRDWGNLSGDISYNHSDTDFAGDPASPSSWGNGVAPQGDKIVLSLGYRMPRHDLRIGWTST
VVLAEDDLPESYALSDKLPAYDVHDLSVVWRPRPNAEYSLALTNIFDEAYIDHATPPAGNAETLLYEEGRSIRLAATLRF
>MBL3596613.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPRPVAKRTASLLPNPSRLREIDGSADLVLMKPSYLGGGDCPGAHRHARGHFLFPRHGRFRVCIEGQSWLASSSQAVWIP
AGALHCVRPLEDTEIHNAYLCPDICRTLPGEPTAMGVSPLLAELIAFGLTPVACCRGPDCGRVANDQGAAEARRLQQVVA
DQIRRAGDRPGLHVPTSEDVRLAPVLRRVMDNPADNRPLEDWAETAHLSSRTLSRLFLRETGMTFGQWRQRVRIIEAISR
LGEGQPVLTVALDLGYASQSAFTAMFRKMTGRTPSEIRARHRGA
>MBL3596614.1 hypothetical protein JMM63_13740 [Rhodovulum sulfidophilum]AB22
MTGLRTALALLAGLLPGLFASVPGSAEPGDRPFIIADATGNWGQPSPYLHMRRGPGYLLTSFLFDTLMWKDTNGELQPAL
ARRIEPLDGGLTYRITLAEGAAWHDGRPVTAEDVAFTFGYVERFPLMFGALDAIAGAEPEGADRVLVRLRHPMPSFLPMV
AGAMPILPRHVFEGIETPFEFTGPAALTGSGPYLLDRYDPAKGRYIFRSNPGYYGGPPAIDRIALVRMSPIAAIAGLKSG
EIDLATSVPVTAAEDLRQAGLALARHSSGHPVRLRFNHRTPRFAGRAVRQAIAHGLDRRRMAETAYLGEAEIWSAGLLAS
LTEGGTERYPYDPVRARALLAGAGWQPPVAPLRLLAPQSLDPITRLVAAQLAEIGIETRIVLLDQASFEGRIAAGDFDLA
MVTSSMLGDPDRMRLTVMGTRSNQDGYDADPALTAALMAQSREANPARRAELLAEAAGLYADALPSYPLVAARTLAAGRP
GRPPVYTPGGVAPGIPSILNKQAFTE
>MBL3596615.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTPAPVTAAPIPAAAQVLGRLAEYALTLGLLILLNYTALWALPGDPLMVLYDDLATGLNDAATQDRLREMHGLGHGYLEG
LIRYAGRLAQGDLGHSIFHARPVAEVILPVLPWTALLVVSTAILSLALGPLLGIELALRDRHRASKPVLAGLAVLDGIPG
FVKAIAILLVFSVWLGWLPVSGAESLIPAGTVPARALDIAHHAAAPILTLVASDLARFVYFGRAAGLRVIRRPMMAVARG
KSIRGAPLRLRYILANATPELIARTAMMLNGLLIGTVFVETVFAYPGLGSLLFEAVYTRDQALAQAILLPVGALVLTINL
LADLAILAMLRRG
>MBL3596616.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MGAGRFLPLIAFAFLAALCGVLFPLTDAAMTGAPLVPPSWPHLLGTSPLGQDNLIRALRAAPASIGIGLVAGGGTVLVAL
VYGYAVASASGWAGRVMLRISDLMLALPDMVLMMLIASYARPGPAGLALILIAFSWPSDIRPVAAMVRRERARDSFYLAQ
SFGAGAGYLLRRHALPPMLPVLAAMAVMNSRRAVMHAAGLAFLGLANPAIPSWGSMLAEALTQLQHPGILWLVAPPALFL
TGFVLVLGRIGLAAERDRSAPETAETAPC
>MBL3596617.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MLTIKNLSLYQGPHRVLANVRLSLRPGRPLALIGESGAGKSSLALALMRLFGGRAEGRILFEGEDVMGFDRARLGRYRGG
EAALVRQSLGDALNPQMRVAAQVADAMEAQGTAPGTARERALRLLDGQGVGHLADRWPAGLSGGEIQRVLIAMALANGPR
LLVFDEPTAALDPATRTHVLSAIAREAPDRMVLLVTHDLDAAEEIGADTAVLYGGRLIEHGPTPAVLRRPRHPYTRGLIR
GRVAAHRGKDLQGIPGQYRPCDRGCVFANRCVQALPFCHDGAHPELEEEGKHRVACLRCGIVPVLRVRGLSRSHGARPVL
KGVDLTLYSGETLALHGASGSGKSTLARILAGLDRADAGEVAHDRTRPDQASAISLVPQHPRQSLPLHFTVAEALAEPLR
FRPELNREDIRTRVEAGLSEVQLPAAPPFTLRPCAELSGGELQRLAIARALIRDPAVLIADEATSALDLSVQAKIVRLLL
NLQERRGLAMLFISHDHALCQRIADRMAHLENGVLID
>MBL3596618.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB22
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MBL3596619.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MBL3596620.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MBL3596621.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB22
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPVTLGMELAGTVEALGEGVDPVLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLAKLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATGKVVIAME
>MBL3596622.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MBL3596623.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB22
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MBL3596624.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB22
MGHVLIRGAELIVTMDDDRRELAGTDLRLRDGRVAEIGCGLTPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>MBL3596625.1 magnesium transporter [Rhodovulum sulfidophilum]AB22
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MBL3596626.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB22
MIAEAKAALRTEAQARRAEAHDPERGAAARSRLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWAPDCALEAGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRARGPVLAVGLAYAAQEM
ADLPTEPTDLPLDAIVTETEVILP
>MBL3596627.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB22
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MBL3596628.1 SLC13 family permease [Rhodovulum sulfidophilum]AB22
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MBL3596629.1 hypothetical protein JMM63_13820 [Rhodovulum sulfidophilum]AB22
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGTP
>MBL3596630.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB22
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAKAH
GVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MBL3596631.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB22
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGSIGDWA
ADARAALGELTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRLELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MBL3596632.1 hypothetical protein JMM63_13835, partial [Rhodovulum sulfidophilum]AB22
MSNGPRTDEENDLIVADYFAMLADDISGRRYSKAKHRRVLLPLLNDRSEGAVEFKHRNISAVLKGPGEDWIPGYKPALNF
QMTLVDAVARCLALNPAWLGRQPGLQPAAGLSETAQIWIGPPPTLSNQPQELEQTLHIARKFDVAGGDERNRVLGRTGEP
ACDRPVYGLLSLLPG
>MBL3596633.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB22
MKTRFLAVLLLAMAAAVFSQDGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDA
QNINSSRIKTLRDQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLL
KLGPSPVNPVNWPAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGR
GRGRTLFSGIASLGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPE
RRSEGRFNSWILGLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVA
AFFGRAAIGAGLIGPLLGAVGYAEAGDFFVYPSILTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMIL
ALLALPVLALIWGARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTA
LISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDI
SVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQG
FGPDALEFELRVILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQQAPGPFLPRQSAEP
QPEPLDDLGGDADGDGGDGPR
>MBL3596634.1 cysteine synthase A [Rhodovulum sulfidophilum]AB22
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALARTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRADGNGCRPALPEVFAG
>MBL3596635.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB22
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDEVTVETAAGPVAAGIYARARSGIAPTAAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPVRDAVLLI
EQLRVGPYARGDSQIWSVEAIAGLIDPGESPEQTVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIETGEIGNAPLILSLLWLARHRETNQRPA
>MBL3596636.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MBL3596637.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]AB22
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGAAL
GVLRAVAAETGAAAIVWGRAYDPLGRDSDKAVEDGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGAAVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRRSPGQGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>MBL3596638.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB22
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPRQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MBL3596639.1 BCCT family transporter [Rhodovulum sulfidophilum]AB22
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMGFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MBL3596640.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MBL3596641.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB22
PALNGADWVLERTACGIEVDAEALAAMAVGGLLKEIPSRPQPREA
>MBL3596642.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB22
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNSVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERIGQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MBL3596643.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB22
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>MBL3596644.1 hypothetical protein JMM63_13905 [Rhodovulum sulfidophilum]AB22
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEQGRARGVTGQDIPAAESQSDAEMPRREGDTRPDTG
PEAGSKPDAGLETEAPGSGDGSVKAMAPEEETSSAPGAMQEAPAAEAPEAAPSDAAGADPDPETRDTGAATEGAAVPEAE
E
>MBL3596645.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB22
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLSAALNARYGAEAEGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPTA
>MBL3596646.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB22
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEVVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MBL3596647.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB22
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MBL3596648.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB22
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MBL3596649.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB22
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAANGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDTEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADSLTARVLVQEHALYPAVLRRFASGDRTPLYLP
>MBL3596650.1 ribonuclease D [Rhodovulum sulfidophilum]AB22
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGSDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MBL3596651.1 hypothetical protein JMM63_13940 [Rhodovulum sulfidophilum]AB22
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNARDMSSEATYL
RDRNKRLIARAYECRRPS
>MBL3596652.1 hypothetical protein JMM63_13945 [Rhodovulum sulfidophilum]AB22
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MBL3596653.1 SufE family protein [Rhodovulum sulfidophilum]AB22
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MBL3596654.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MBL3596655.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB22
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>MBL3596656.1 CinA family protein [Rhodovulum sulfidophilum]AB22
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MAAGALAHSEADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETLTETVEFGALGRDRVRSATRDHALTLLLAAL
DSRPSAG
>MBL3596657.1 phosphatidylglycerophosphatase A, partial [Rhodovulum sulfidophilum]AB22
SLLAALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVAGMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIW
KPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSHIFLM
>MBL3596658.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB22
MICATTPFDKLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGMLPREFELKKAVDKQFLVLQATTGA
LERKAEMKKLADLTLRLEIEREARRSFFK
>MBL3596659.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB22
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MBL3596660.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MYANILVPVAIDHAPDLGDVLEIARRLRAETGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MBL3596661.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQAAEDIRDHKNIVIRIGTVTSLVRP
YLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLRQMTAVAAVPPGHPLAGRAVCTPDD
LAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDEISIRAARANAGAALVAIPFRPEIG
VGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>MBL3596662.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKRFASVAILATSAAFLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGLTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLHKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MBL3596663.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB22
MSASREPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MBL3596664.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB22
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MBL3596665.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB22
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MBL3596666.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMIAVVMFSLINLTVDILYSLVDPRVRL
EGN
>MBL3596667.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MAAPSETARSETARSVHASSATPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRL
GPGSQSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAI
LIALIFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRV
AYAIMLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MBL3596668.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEAPSGGSVEMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MBL3596669.1 ribokinase [Rhodovulum sulfidophilum]AB22
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAAASGSVEDALLDRASVLLLQMENDPAEIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEASAMAGWLGCAAEPRALALASGAGILRTLGGEGAELCWQGQEISILALSCSVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>MBL3596670.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB22
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MBL3596671.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MVTPQKDHESIARRIGAANLLALRASTGLSQAQFAAAIGLSERALRRYERGERELPQATRLAVIERFKFDLLATDRLATE
VGAAKVMLSPMPAAAIREPRDFWASLRQEQKVFREKNYTRLGQIILTWRDHAYFTATTYFAMKHLSFALNIPFGIEVHGI
DWMFLASAATILLLISSVVAEMPVFKVARHLLRVGKKSL
>MBL3596672.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MRTPTKADLDAHERLKAELRIRGTSLAQISRELGVSDSALTLVGKRMCRSQRIEEALALAVGKAPEDLFPASREGDATMT
>MBL3596673.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB22
MYDEDFGGPYVPPERTRATRMFPARSRASARGFVLAKLRSGAAWRQLIFESHLERTCLLVLLSQPGVVDIWDQPPQITYR
NQTGKRKAHTFDFLVTLDSGNRIAIAVKPGELVERNGFDREFALIRAQTAKQFADHALLVTDSSFSAAEVRNAELLHMFR
QVEDAEADEAVQQVLRGMNCEMSLGQVVAATCLQGAGISRRLQGDLRRCRLHRPVSVHHRKQHAFAAGGAVMPVRLRISK
ADALIVGGTVHVVCGVSDSALELRPLDGSSDLLCFSHADVKRMIDECKASIEYGYFSGAQAARRALASNWLISRMDAAEK
AQVFRKQLYAECFLEAEANGEVNRSNDPCVVFLPRLEKRFEAKILEQIRLGGDAAELGKLLSMKHPGRTALMAWVRDWEK
TRDPMCFVKKSRFNGANAKRVASQVESAMQTAIKTYLHPGRVLIPHVAEEANRVIRELNRSLALSDQPPEREVSESTVRR
RIADLDQFEVCAAREGVAKAKNKLGPYGQGVEIEAPLQRIEMDEWQIDLIAMLEEAGIDVRDPKFDDLRTGRFWVCVAID
AATRVILAIKMARTPSHETALATLWLAMRNKSEISRQLGCKKEWSQHGHIFNVAVDNGASFVNPEFKAALADLWIGYEVL
PAGVPKLRGRIERVFRTLGTMFMPLLTGRTLGNPQERGDYPSDKCVVHTADSIVEVMVRFVVDAYHHRAHRGLEYATRGR
TMPRPPQRC
>MBL3596674.1 hypothetical protein JMM63_14055 [Rhodovulum sulfidophilum]AB22
MDTGLHGKTYELSGDDSFALSDLAATLSEQAGKDIPYVDMPEADYAAALAGTGLPAELAGFLAHCDVEA
>MBL3596675.1 hypothetical protein JMM63_14060 [Rhodovulum sulfidophilum]AB22
MPLAKAVATAILRGAYLMLHHALDLSFVETSLTLFLNAGLLTPAEVKAARREPSFVQIAEASVAAGKAGSRWDRLYAREA
SITGSPDSRVGDFIPTVLTSMTATAYFSRQLDALSHLQDRPTAALERVFAIGLQAQQDAIDPEDPTTMAPSITGIDGDIA
TFVATMRDLSSFAQQGTGTAAIFVARRRIYGDMQTDLFARIGQWDRRVVEFDAAIAAVDADAGADEELKFASLTLAERLI
ATEATNPLPALFQTYRDDLVDNRRHAFVAQRDTLAALGNLATLSGLHNGLDAERGAVADFDPEPLDLSGHATQLVTLSAD
MLRRAATLSEEITARLSEFYADVAEADAASDPRTRLEAQALHSAQNRPAQEYPSGPPYGGAPGIFLRLHPSGTARPGLT
>MBL3596676.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB22
MKDMTNQTRAVPRAINWNRLQDDKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLKPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MBL3596677.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB22
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAAAMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAGLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MBL3596678.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB22
MAGLVYFSSRSGNTARFVERLGLPALRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MBL3596679.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB22
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MBL3596680.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB22
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKIAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MBL3596681.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPVPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGKVSVDV
>MBL3596682.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB22
ELRAGRAEAAEAKALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVR
HLEAALARLPAHPPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAYLALAHHLMETGNPAAAEEVLESALAAGHDR
AIIRVRLAEAQAKQGRTETARAGFDAAIAAEPGFALAYSLRGMLFQTLGEFAAAEADFRQAIALDPRNGEHYRTMLATYK
VTPDDPLLAEMEALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEG
TDFSVRKIEGAPDYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHEAGGGLRSLERVGDAEIAALGG
RIEATFRERFPGSDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFL
EMIAFWREKLPGGFHEIRYEDLIADPEAEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHAD
ELAELTEALGDAIGGENGA
>MBL3596683.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB22
MGLEDIRARLAKAEHEAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MBL3596684.1 GTP-binding protein [Rhodovulum sulfidophilum]AB22
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPDLWSGLPDPFPQWGEAA
>MBL3596685.1 hypothetical protein JMM63_14115 [Rhodovulum sulfidophilum]AB22
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MBL3596686.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPDELDRALATIRKIQANLAAMDR
>MBL3596687.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MFIALSQSLGQGFLAANIPTLAGELGATQSQTVWLMVAFMAPRASLPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLT
RDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLTDGGWTDILLLKLGMA
MVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTA
PLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAACALVMKLDRVPAIHV
AALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGL
FRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQATVSAYNDVFALISALA
LCALAALLGHIARDWLRARMARRVPADG
>MBL3596688.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB22
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MBL3596689.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MTLRSETECLMSRLGVAADTLSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFRDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLSRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGAREGIGPDGAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>MBL3596690.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPDFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>MBL3596691.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVTPAAGGYRVETGPASAPILCLSGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>MBL3596692.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALADELGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MBL3596693.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCADAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGKEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MBL3596694.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB22
SFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIANILFLFVGMFLET
IAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPLAGLFAVLIAVTL
LPDLPLFLPRLAGLID
>MBL3596695.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB22
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQEILFEEVDA
>MBL3596696.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEVSGGGVLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGAHLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPDRDKDGPGSTPPGD
>MBL3596697.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSRTTFISRDDLQKRLAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAENLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRAPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSRADLPSPRPAFTLNAAELAAIRGARIEDDLIEMERLLVETFPADTGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEAKG
>MBL3596698.1 DUF2235 domain-containing protein [Rhodovulum sulfidophilum]AB22
MDIDTAASAAAGKAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYRNALSNPALLYDLYKRGTKYDEP
NACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSRGAA
AARHFVNSIRAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGDE
YRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSREEAEAARNAELPDDLAELRQVFIREGWIS
PDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVDGALLDLPTKNEN
YSIPDALRPYEARIRSGSLTGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRIEYPNRPGLAV
>MBL3596699.1 hypothetical protein JMM63_14190 [Rhodovulum sulfidophilum]AB22
MTAPSSGFGLLCAGLLVFFCPAHAVDAAESLTLGFGSDSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGVWSVSAQWVELPTGKSWRASVEIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAER
VTSADKDWKAQTGYFPELPYVMKFSHQDYLAGLEAAKCPSPSGE
>MBL3596700.1 hypothetical protein JMM63_14195 [Rhodovulum sulfidophilum]AB22
MTGTGFDADIDAVLGPASDDFIPVPDAVIRRWTGRLPNALIRIWTTRGFASLAGGRLHLADPARLAGLMSHIFENDPDLG
GDTHAIAYGDLGELVLWSERHGYGFLMPTLAALEVPNLTGPEAMPSDQQFIEYVLRMPPEIIEAFDPEQQMVHARLVERL
GPLPVGMIYGTTPVPPSAGGTPVENYVLAEVEDWLEAVYTEMRVSLVDWSRTSPQIRFIGDGLPGQSKGSGSR
>MBL3596701.1 hypothetical protein JMM63_14200 [Rhodovulum sulfidophilum]AB22
METDRLKEPKRLQKETDGLVRAVSGLTLDEPILTEAARGVKGVSGKVRGPFPP
>MBL3596702.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MVFNRLTPATECDHVTPKAQGGTDDEGNLQAICTDCHKAKTEREAAEGQGRRLRPSFGEDGWPIGPE
>MBL3596703.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB22
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGIELAAGMTASVSVVTR
>MBL3596704.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MBL3596705.1 FUSC family protein [Rhodovulum sulfidophilum]AB22
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGSAALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFTLIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MBL3596706.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB22
MFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGLETSGVVRLLDALSKRGLLRRT
EDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRSLSAVLDASEERQKGR
>MBL3596707.1 hypothetical protein JMM63_14230 [Rhodovulum sulfidophilum]AB22
MACAAGCGRARSNRFRADRVETVIVNDIPAWIVLVALIGWIAPSPGEIGRRIGEAVTRRRD
>MBL3596708.1 hypothetical protein JMM63_14235, partial [Rhodovulum sulfidophilum]AB22
AVTNWMRWQGYLGRLDRWQQAAIWGALWGQTVLIRDGAGTDEGRV
>MBL3596709.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB22
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>MBL3596710.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB22
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MBL3596711.1 transketolase [Rhodovulum sulfidophilum]AB22
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MBL3596712.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB22
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KVLNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MBL3596713.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB22
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGTELARLGDIYVNDAFSCCHRLHASTTAAV
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MBL3596714.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB22
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAEGSLDPKTK
>MBL3596715.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB22
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MBL3596716.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB22
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MBL3596717.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB22
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVAAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MBL3596718.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB22
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MBL3596719.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB22
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSSYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MBL3596720.1 hypothetical protein JMM63_14295 [Rhodovulum sulfidophilum]AB22
MTPSEAWAICVMRRRTSSRADQLRGTCNVRRRQGYSYYETHRETASLARRSLANCLPSAKALFDADLEQAIGELMKQFDI
VFADVGWRAELSPDEHQAKWKKLTPGGPSEDSNKMDATIAAQVARIEDICLPQLRAAGRKRRDDRPSV
>MBL3596721.1 hypothetical protein JMM63_14300 [Rhodovulum sulfidophilum]AB22
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MBL3596722.1 hypothetical protein JMM63_14305 [Rhodovulum sulfidophilum]AB22
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MBL3596723.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB22
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MBL3596724.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB22
MSALWTAAEALAATGGRVTRYWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
ISFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MBL3596725.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB22
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRQTRPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHSGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRAEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQILGDAVYPFDDA
EQASVAVAALDGRLA
>MBL3596726.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB22
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MBL3596727.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB22
MAAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MBL3596728.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB22
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>MBL3596729.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVNGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSAHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MBL3596730.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
AWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQYRRWFRYILVDEYQDTNVAQYL
WLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHILAAASHLIAANKGRLGKTLWTE
AEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFEDRFLTIGLPYRVIGGPRFYERM
EIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKARQKIQAAARAEGVPLVEGARLLLEAGGLGGKGGAALRKLIEAIW
RWHDDVRAVAPSVVPDEAALIDDEAVPLETGRGAPTHVELAERILDESGYTAMWQADKTPEAPGRLENLKELVKALEEFD
NLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDETGLKGLEEERRLAYVGLTRAEE
LCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIEARASRADVYNSPGWQRLQSRN
AGRSPAAPSRGTRGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAGAKKVVARFVVAAASADDVPF
>MBL3596731.1 hypothetical protein JMM63_14355 [Rhodovulum sulfidophilum]AB22
MIRGTATALALLLAVPGLAAPETGAPPAEAAADGQAADIRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETRFS
DDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGRITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYILT
GRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGMNGQLRRL
ETYVHGTLDGPWEERDREGRLLSGGAYSEGEKTGPWREGGPHGEAYWQGSYVAGLRNGPWERLDAQGYRLERARYEDGAR
DGLRYLFRPDGAVGEVQSWKDGERDGPTTRYEDGLPVGRDLWRDGRPAAAGLPPEAE
>MBL3596732.1 hypothetical protein JMM63_14360 [Rhodovulum sulfidophilum]AB22
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVEISVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTIPEYGGVRDVRITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDETGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGAGAQGMVFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEAPAVRREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRRHFYGLGSREVTLSCDATLAWTEAGVQPPSDRPWRIDPAALDIADDMTVAEL
TEQLRFVDAEGVPLALSAPGGGALSPDDSIREAMFPDGTLQVAGPPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>MBL3596733.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MBL3596734.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB22
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MBL3596735.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB22
MTEFLVDMSEEEADDLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMKQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTAGEAAAQPLHDPATARI
>MBL3596736.1 c-type cytochrome [Rhodovulum sulfidophilum]AB22
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGEPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>MBL3596737.1 response regulator [Rhodovulum sulfidophilum]AB22
MPPPPAPSSGPPCWPADILTDLLSGASDALVDEILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGTSGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>MBL3596738.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MBL3596739.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3596740.1 acyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MYLETTGGPQAGELIPAYGENAVAIVGMALRVPGADTVPAFWSMLREGRDGVVELGPSDLERSGLDPALIDCPGYVARAA
VLSDPDCFDYALFGLSRREAEGIDPQHRLFLQCLWSAFEDSGRDPRHIRELCGVFASARLSMRLMRGGSDFASPNAAGLM
QTLIGADKDYLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRD
GICRPFDAEASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPGVEGQIAVLTEALAAAGAAPE
SLCHVETHGTGTGLGDPVEASALAGAFGPMEGRRVALGSVKANTGHLDAAAGVVSLIKAALALQHAEIPPLAHFKNPHPD
LALDGTGFYIPLRPEPMTGPGPLRAGVSSFGFGGTNAHAVLERWAGPGDAASAEETPGGKGTGESRDAGPAVLPLAAPDP
EALSALKEAFRARLFGEPEADARAVARAAAARPHVSDPGLHCRAAVIALQPGDLAAGLSGEGPALVLEGEALAEPAPVFV
FSGQGSQRPGVSAELFDRSAAYREMLQRCAAVADPVWPPGDLVGQVLSAGEERLGEPEITQPVIYAAQVASAAYWQALGV
TPAAVLGQSFGEFAAAVVAGAMTPETGMRMILARTTAIAALPQTGAMASVHGDEVALRRALAECDGAGIAAVNGPGLFVI
SGLREAVEQIAARLDAEGVSVRPLRIAHALHGALMDPALAAFGAAIEELPVEAPRLPFFSSALGRRFGPDERPDAAYWVQ
HMRQPVRFAEAAAALGDAFAGPYLDLGMDASAVKLLARNGLPEAYCIPTLDPQLPAGIRAATSAAWVWMAGVPLDWSGLQ
GGAPQNLPGIPGYPFAKTRLPAPASAPSGALTGPALHRAAQAAGAAALRGAQIVTAEAFGRGRAALEHLARLYLCDALSR
VDGGSAVPRFRPFVRRVSAMLEAEGHGLSAAEPGEIAAAEARARATAGDSPGITGALEAVGRALPDILTGARDPLEVLHS
AGTVDQAFAIYSETPTARFFNPVVREAFRALLEGFGTGRALSVAEIGAGTGATAARLLPLLRPEIDRYLFTDIGPAFVEA
ARQTFVEYGQAEYAVLDIGQDPEGQGVAPGTADIAVAVNVLHAAPDIDAALAHTAALLAPGGFLILDELTSADCLSELST
GLLIPSVTDARREGHPFMTPEGWRAALEAAGFEDIRILPDPGGPLDLAGEHVILARKAGELVVHEDPRPMLIEGGLRCYA
WQWLPGEAAPWAEDPADLVLGLPGEGLPAGAVPAGTAEDIRSAVAEMARSGGAGPLRLLDLRALKAVEEGPDPADTACLR
LLDLVTALEGGPRVQVTLVLRNGALGLDGDAADPVQAALMGLARVIAIGHPELDLRICDTGDLRPDAALARLRPDAAISA
LRAGEMRVPRIAERPMPGAAPFRAGPADAALIFGGAGGIGQKLALWLAGMGCGRIFIAGRAPAATPLPDALAPIAARITR
LQADARNPAAMDRMEADLAEAAPDLSLIFHCAALTEAADLPEDPRAAFSEILAP
>MBL3596741.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPQTDTPPEAVGASQPAVAKPDFFSSLKLMMRYGQANGTVIAVSAVLATTAVALELVPVWAIWRAVTALAADEASAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPEG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRRRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGPTPEKRSVPRMETAQ
>MBL3596742.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGIAAGRPPTLAFIVGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAVPVFAATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFTVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGVGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLEDGRIAERGRHD
ELLAADGLYTRLWSHRAQAAGWQIAG
>MBL3596743.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MPHMQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELD
WYRPEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFS
GWHRMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVPPANERTVCPAA
EGPAGRSGRDGPQ
>MBL3596744.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB22
MNGLRPESPDLQKCLAEEIARPQGLIAGIDALDPGIAGAVLLRARFRPDRYRPELFRELGLDRPEQLARAVPKRCCEYLA
GRLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDAIFKLCCT
PVDRALIAADPDRTALRATLLFSAKEALYKALYPVFREVAPFEAAELTALPSDGLLHLRLTAELHPSLPAGRVFALRYLT
WAAAAQDSGQGHGDRQVLTWILHEPASVRLGPET
>MBL3596745.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWIVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSKGLELSFD
GQAARHLRLGAAFGYADATFVDYPDSQIGDASGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MBL3596746.1 hypothetical protein JMM63_14430, partial [Rhodovulum sulfidophilum]AB22
ICYFTTRFRFCACALLYGSVIAGAFLVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSLAAAVGIAA
AFYTSDWERMLRERFQNNALIPRQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQAELAQMRLE
RLARVEFMLWRMTQGDLPAEVAARLAEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLVEAQRPDFRRRLGQAA
GLDCEQDRIETFPVSRLDDVIPVLEDELRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLRALVPLCVTGLEVQRGR
LRDLGTRLEDLWCETLRFAICIGLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCLFCAVALLSGQSSDHAAGA
NLEGAELWQRVRKLLGGMKIAATERPLWLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPGALRPLDYLISFVMIWS
VLVPGVAALIYVLGFSAAFRDVYVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIRESVIFLLLVAGGVVLAEIWI
GSVDPESDTPFNAGRFWNLLFLASALTMVLIGAILLATSSKVSGKLQRMQGARLTPLRPAYPA
>MBL3596747.1 adenine deaminase [Rhodovulum sulfidophilum]AB22
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGEMVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELRSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAASAAAFAAREAVAPVGRGSVRAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLEAFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MBL3596748.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB22
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPTNAASYLSLPNVICAGGSWIAPKDKVAARDWDAITALAREAAALPR
>MBL3596749.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB22
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAMFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMASYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ASLNDKILRTAAAPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MBL3596750.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB22
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIAARVIDRDPEAEIDS
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVVDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFAHVGGFALAALA
AGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIIYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MBL3596751.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB22
MKVLLDACVLYPTVLREILLGVARRDGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHAAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MBL3596752.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSLDTRCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARGGDEAADILAANGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHALNRTHAVARAL
IFGLIVP
>MBL3596753.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB22
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKSADRIAAIEALEARWAVPETP
>MBL3596754.1 catalase/peroxidase HPI, partial [Rhodovulum sulfidophilum]AB22
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDIASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWSPTDADETLFEGRDRTSGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAADFA
AAWAKD
>MBL3596755.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB22
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLSENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRSGFDACLDFAATGGYALQAYDRWQRLKQE
>MBL3596756.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB22
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGARLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>MBL3596757.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB22
MILCAGEALIDILPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTSLAEALAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADDPAYRARIARMMAAADIVKVSDEDLHWLEGPGEPCELARALLGLGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALDRAALAEGLPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>MBL3596758.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB22
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MBL3596759.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB22
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPSEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MBL3596760.1 hypothetical protein JMM63_14500 [Rhodovulum sulfidophilum]AB22
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPE
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MBL3596761.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAVDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPVVEDIVAELMAGES
>MBL3596762.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB22
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELNKMEAELRDTLASAKSRAPGAGAATGV
>MBL3596763.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum sulfidophilum]AB22
MAHRFGGRYSPGRPAPTEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLTAFGLLMLAAWLTREG
LRAEDAWAARKVARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARKDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MBL3596764.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB22
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGSRRGKAPPG
>MBL3596765.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB22
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MBL3596766.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB22
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEVFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MBL3596767.1 hypothetical protein JMM63_14535 [Rhodovulum sulfidophilum]AB22
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYVFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGIGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MBL3596768.1 hypothetical protein JMM63_14540 [Rhodovulum sulfidophilum]AB22
MEERPDMDVVEQIRGCRIPLAIIAIEADVPEAEIAAALEGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MBL3596769.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MBL3596770.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MBL3596771.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB22
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWAPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAVEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRHAAGRVDWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MBL3596772.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB22
MVRDQKTGPGHVPLPRMPEMSRPPPPTPRAERSSIAREAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLAS
LGACDPDKDKP
>MBL3596773.1 xylulokinase [Rhodovulum sulfidophilum]AB22
MVFSLGLDLGTTGLRALLLDDEGQPAGSAERSCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFARIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEARHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLEVPEGGELGAALGAARLGRVAATGAPPETVMTPPVIAVTIAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>MBL3596774.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MKPTPEDQAQTCPEALPERVFLEGVAAVLGCGQVALLCSDPAANGRLRMAAAASAGLEGRSFPAEWGLLGAWRQDDLKKS
PGLTEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSARALVHALPGSPDARMAIAPARPVAAPE
MSLNAACGLYDSALPSSVDGGQAALAGTIASIGTQFGASRCVLWQQRERAFRPVLIWKPPDTQTGPAQIPADAEMAAFLA
RRIETFTSMRPVVLEEEAALGRLGIGARLILPFRNGAELGGVLCIDRATGQRPFAHRDIAALSCMTDAVGLLVREQEARR
LVEAERALLEGERNRMRAVFDLLPDTVIELDAERRYTHIHSHSRGSVRGRIEGLLGFRPEDGLPPATAEAIHALLDRAEA
AGFAALPELVHPPAPAAGQKIYTLSAATHATAPAQGSPGYVLLIRDVTEESAQRRERDRLGRVVEHMTREVFLTDCSHRL
TWANRATEEHIGRPVDRLVGLSPRQAFGAVWSDATRLDRVCAQLEADNGFAGEIAFLDHGGTKVWFDIAVTPLCDGSGAR
EGWMWILSDITERRRDKDRLAQIARRAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEA
ILRYGLAHGEYPGDSRNDEAMMAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRL
AAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTKLYDGETPELMTGTALPALDARGNWRGEVWYRRPDG
SRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGI
VGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVA
LNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSLDPARAYCLLEVEDDGPGLDADARSQVFAPRLFSPSA
VDCGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDRNAAPAAPHGSRRRARPLSGRLDGHMVLVTDDNPDVLR
VISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHS
GREFAAVLGKPISSADLLAAAEAAILDR
>MBL3596775.1 undecaprenyl/decaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase [Rhodovulum sulfidophilum]AB22
MFPVFLLSSFCCAALLLARPRALSPARRDDVAAVQAAHRRPTQRSGGIAVFLALAAGAVTLPANLVQTYAALIAAALPLF
LVGLLEDIGQPMTPLRRLAAATASSLLATVLLGLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFVIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFLSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGLYALLFALTYLLGIRLLKRPRRGAIADGPFVPGARI
>MBL3596776.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB22
MRLHLRRYLEHLRRVPDDASDGAVQDMLDEARQLVDGSRIYVMLDLAPGAASALEGKPGRIWGDTGLIGRPPVRVAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRLSDRMLSSDELRCLHRLARRLGEILNARGLRPGVGAAQGAACRSALRHGLGTAP
CKDGGTAGVRADEDERKRRPGSAGGGASLGAERHAQMVEKFVHDMANLVAVIDGSARMLSEELGGSAHLKRILEANRQIL
AIMETLRGAGRHEIRHRWVDLGRLLRAAADLVQAEWPKGIRLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTP
GRAPEGRVRLSLRRQCYRPGAEDRAWYEFCIVDDGIGMDADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVE
TAPGRGTAICILWPEVFQ
>MBL3596777.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB22
SLETSRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLP
PGLGIGQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MBL3596778.1 hypothetical protein JMM63_14590 [Rhodovulum sulfidophilum]AB22
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAGRFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>MBL3596779.1 hypothetical protein JMM63_14595 [Rhodovulum sulfidophilum]AB22
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMTAYCLGPG
MLSGTPAGDARARIEPLPLPPALGLRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAAAAIAAARASDWTGFGA
ALDRYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGALGALPEGFTPVAVAEEGLVIDD
>MBL3596780.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB22
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLVPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPAQAEADCAAIEAA
IQTRDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>MBL3596781.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB22
MPHDGQDRPAETVVLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEVIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVRAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDAPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MBL3596782.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB22
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MBL3596783.1 hypothetical protein JMM63_14615 [Rhodovulum sulfidophilum]AB22
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MBL3596784.1 OmpA family protein [Rhodovulum sulfidophilum]AB22
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPEDTTCTLGLGAPSAEWGPAAARGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDRVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEAPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPGADGATEQAPPDADATEE
AATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>MBL3596785.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB22
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAI
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MBL3596786.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB22
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPENRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERTRLRSLPYAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MBL3596787.1 hypothetical protein JMM63_14635 [Rhodovulum sulfidophilum]AB22
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MBL3596788.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB22
MSIPQSGGGPIESHEQLVEYLAAGCKPKSDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MBL3596789.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB22
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAVQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAA
>MBL3596790.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB22
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MBL3596791.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDTSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MBL3596792.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB22
MPDDSHENDVGSTEGAENPLPRAGAKDDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>MBL3596793.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB22
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
ISYAFMQAVGMVNDHVLTCPRHAEVAALG
>MBL3596794.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB22
MIASGPAAKRPPHIALERVWVLASVWSFVIGWPPSEGNMILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHA
EPRALPDAVLLDETDAERSLDEYRGRWVVLNFWGTWCPPCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDD
KQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIGRLMGEADWNSPGAKALLGRLIEGS
>MBL3596795.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB22
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAGAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAAAS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MBL3596796.1 hypothetical protein JMM63_14680 [Rhodovulum sulfidophilum]AB22
MTRGARLAAVPALLALLALSACARPHGGVAVSNEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGL
RPRGAPVRVILGTGGVGLGF
>MBL3596797.1 hypothetical protein JMM63_14685 [Rhodovulum sulfidophilum]AB22
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MBL3596798.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDGLGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MBL3596799.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB22
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MBL3596800.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB22
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASESVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQVELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQILRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MBL3596801.1 hypothetical protein JMM63_14705, partial [Rhodovulum sulfidophilum]AB22
MKIVDWNLEWMNRWFSGNARPRWGSGELTSDEARICAHKAAAVIDALAPDLLCLQEGPSAEAEMALFIDEFLSDADGPRY
EALIGSDGGAQKLYVLRRRGGLVRAIERATDAATRALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPAARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGAAR
VERPS
>MBL3596802.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MVLSLFNASFSEPFSIEREHDPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAACPCFRSVDLCITPE
WFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELLCWLAELYDDPERL
EAEALRENCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHRLIEKGQAISLASY
ETGYSHASSFSAAFRKYFGYSPRDLKRRHALSSRPQVAMHPA
>MBL3596803.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MAQIPAFETHGLTRTFGSGETAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSDGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKQP
RVLFCDEPTGALDSRTGTAVLGVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MBL3596804.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MVSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPG
IARIEGRVTGAGLMELAGEPLPVRVRAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLN
GGRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEAMIGLDRDADPRAVARRVDRLLDRY
GSLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAM
LIAQAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPP
GYGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTR
AVGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEA
RPGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIA
IKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLSL
PLGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVTFSCVLVARDVMRIDLLMSLKARE
>MBL3596805.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MAGKVTRRILTVAVLAAVAGGVALSFRPSPELVDLAEVTRAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARLILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLADGMPVAER
QAE
>MBL3596806.1 thioesterase [Rhodovulum sulfidophilum]AB22
MTSTDWLIRGPGRTEARLRLFLFPFAGGGASIYRGWAEAAPGDVEVIRVQPPGRENRAAEPALDSVEALAKGFIGAALPA
MDRPFALFGHSLGSMVAFRAAALLRERPQGARLCRLFVSGARPPHLPDPEPIHGLPDPAFREALRARGGTPDAILDDAGM
FSFFAPTLRRDLRAAETWFDPDAPAPGVPLVVLNGRGDRVVKAESAGVWARYASTEPGLHEFDGGHFFVQARGAEVREAV
FAELARGPGPRDYSACRSATGIPSASPGGG
>MBL3596807.1 amino acid adenylation domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
SEILAPKTRGAAALDRLSRRFPVRQFVLFSSSVSMAPTYGLPHYAAANAYLDGLAARRRSEGLPGLSVSWGAWSDAGVVA
REGEAGRLEKGGLRGVASDLAFGLLARAMGGNGTPAHIGLIDMDWKVFLRAFGEGNAPDIYAGLAAAPAAPRDDGAPQLD
QALRRAVADASGAEAPRLVLPLVAEAVGAALGREGAALDPDVQLTELGLDSLMFLDCVSKMSRDWGVKVSPNAMFRDFTL
KGIARHFAAAMREGAADLPVQIGHDAARRHDPFPLSDVQEAYWIGRAADMDLGAVACHGYSEIDCPDLDLRRLEAAWNAV
LVAHDMLRAVVGPDGRQRVLPMAETGPYRIRREDLTDLSEPDRQATLQEIRQSLSHKVTDASCWPLFEIRATEIGPGLTR
LHFSLDNIVADGRSIGLVLQQWMEAYGQAEPHVEAPAIGFRDYMIALSELRCGPDHAAARDYWQGRLDDLPPAPALPLDA
RTEPGPFRRLSLSLPSEDWARLRGLAAETAGLTPSGLLLACYAEALSRYSGQSRLTVNVPTFNRQPLHPDINEVVGEFTS
MILLGLDLEGPAFADRARAVQERLFEDQRHDGYSGIQVMRDRARRAGDPAAARMPVVFTSTFGLTASLDGTYSGGADRIA
ALGTEVFTISQTPQVLLDCHVHDRDGRLNVHWDYRSGRLPAAVVEPMFEAFSALIWRLAEGPGAWAEADPMPLPAGQAAL
WQAFNRTAAPALLPPPEETLTSGFLRSLADRPEALALAAGGQRLDYAGLAARAGQWLAALKGVGAGPGTRVAISLPKGAE
QIAACLAVVLSGAAYVPVSPGQPALRRQAILEHAAPAAVIADDGGTGQNRGGHGGCGGEGRAEVPVLTPAEAAAHAPAPL
TDSARAEDLAYIVFTSGSTGTPKGVAVRHRAALATLRDLQKRFALSPTDRVFGVSDLGFDLSVFDIFATFAAGAALVLPD
PCDRPDPTAWAAAMQAGGATVWNSAPAVMEIALCEPQGMDALRLVMLSGDWIPLNLPGRIRAAAPAAEIHSLGGATEAGI
WSVGYPLSEGIPEGWSSVPYGRPLANQSLHVLDARMRPCPPLVPGDLYIGGAALADGYWQSPEQTAAAFLQGPDGGLLYR
TGDIARLHPSGVIEFLGRSGSQLKINGRRVETGEIEAAFLALPGVTRAIVAARPAERGAAEGPSGRGVALVAWVLGDGLD
PVALRAALARRLPPELLPGHIAILARLPVTPNGKIDMRALPDCMCDDMPGPVSGTVPAAGQEGGLAARLCAALGVRPEDR
HRNLFELGVTSLAMARAVAGLRAEGLSLQLADIYAAQDLETLAARLTGSQPAAPDKACRQDEMALWCAAQEIAMTPEARR
EVKARNAAGIAGGRSGDVSLPQVFDPGGLDLRYSCRSFRPGAPSQEMLGAWLAAARLGMQEDMPVGGWGSAGAAFPLDLW
SLMPEGEGYRWWLYRPAVHALRAGRMADLTPQDLSPMNGWVSEAHGLLAVAADMSRLAPLYGGDAARLALLEAGAASQTL
ELSAAAAGLGCCQLGDIDRVRTARSFGAGEGVFVLNAMAFGLPDPDARATRRSRIAPIPAQAGAPPCAMLIGGADHGDLA
FGDLRAALPAGWTVLATPEREPALPPVAWAAGIDTGTLPGDLLLVGHSLGGLHAWALAERLEAEGRPARAVAVIDARPFD
AELVAQSGGPLQLFAMLNGSAARAESLEALWHRLPAGHPARAGGLSAFARRHAQFAEEIAACTGYAPALLAATPAILLAA
GDNNPARIADGWRALGLVPELLPGDHLSCLCGAGAGRIAACLRAAASGNGKETET
>MBL3596808.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDQGVAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMAPGPVSFP
LVLFRDGPGEVPADRIQQALALTSGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSP
AIAAWHFLEAALRQDPVLAHVGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRRKPSAMLDPCFGLARVAA
LRDAAAHIGRRDGPRMTEAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKPATADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYTQACEHIAAAGYERLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHHPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLH
GDEMRWTRMSRAGYDFCEARYSRRAVAAKLNALLDGVPA
>MBL3596809.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPALERM
IRTYNITELCTAIKPYCFLREFARGPGTEAEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAERA
EFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAYWN
LHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFFWN
GAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGRHP
MVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGSEY
FGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRAEL
APDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MBL3596810.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAEANPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGSAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARTLDAPARSLDAINVSSGRATAIAAILETLTRI
TGHAPEIRHDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MBL3596811.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB22
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTSKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MBL3596812.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKSALICPGPGRSGTTLLHFMFANIKGCYGPREGKEYSFFAKDHDFPYESNFDVDADDADALRFEFSPRYTTVTAPSWHK
TVVERIRNSVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGFHVPNSRRGAEIPQFSKAKGHPRYYYSQDHDICIRNREGREAYLSA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDK
VFPCAEPDFDLLNDALPELKKTSLSEM
>MBL3596813.1 hypothetical protein JMM63_14770 [Rhodovulum sulfidophilum]AB22
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDIVRQSLKALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVVADFVTIAGLPLDPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFAQFEAVGSHPLIAAL
ERGQMVAGEMPR
>MBL3596814.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGGANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGSLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSHFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWQ
EELAALERSLPADLLARTVMANASDYALYDRYR
>MBL3596815.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MBL3596816.1 hypothetical protein JMM63_14785 [Rhodovulum sulfidophilum]AB22
MIRRLILHIGRHKTGTSAVQRYLAEHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAAEARRRAEAADG
WRARLAAAAEAGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGLCPIPP
>MBL3596817.1 hypothetical protein JMM63_14790 [Rhodovulum sulfidophilum]AB22
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALSHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MBL3596818.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MPALTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFMMLD
>MBL3596819.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAAAFPDRDTLLAELRRVSYDRLADRRSAVYE
APGGDPATRLMRGGQDYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MBL3596820.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB22
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MBL3596821.1 hypothetical protein JMM63_14810 [Rhodovulum sulfidophilum]AB22
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>MBL3596822.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MBL3596823.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDLRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MBL3596824.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB22
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MBL3596825.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB22
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLSAGQEMLRHPIELMPDAREAILALSESHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>MBL3596826.1 serine hydrolase [Rhodovulum sulfidophilum]AB22
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSSATPEDTPSGTPAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MBL3596827.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB22
MTAYALPPPPVPSLAIAGDTARFPVQRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGANCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALVPALRIGHPSRGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVSRNQTCSVEIEGIGRVTTRFS
>MBL3596828.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB22
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MBL3596829.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB22
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAAGIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAVPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVTTARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MBL3596830.1 FixH family protein [Rhodovulum sulfidophilum]AB22
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTATAEDGTPFRQRLQLHVDG
>MBL3596831.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB22
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPVEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MBL3596832.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB22
MFRHSQLETVKAWLAHPAHTAMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERR
VGSGSFVAEMTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKE
TGTLALLHGDPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAG
LECVPVRVDRQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACV
QGLDPNDRTIYIGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMAQLTLARFMEGGHFGAHVRTMRGIYAQR
LAVLSDLVRRHLSDFVAPRVPIGGLQMPCVLTCEISERAAIEAARRVGVELTGLSALHTAGDGKAGFLMGFAAYTPAELE
GAVRKLAAALQMVRMPA
>MBL3596833.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB22
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGLSPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPATFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAYAVLNGTFPHRRAVETATSGSAAE
>MBL3596834.1 transposase [Rhodovulum sulfidophilum]AB22
MAPGSPWENGYCESVDARFRNELLNGETFSSLREARILLEEWRRPCNTKRPNTALGYRPQRRKASFQWAGRQPCKNNRTG
PVGRGCSARWFDGSVVGTAATFNPLACMGRTAALLPTCPCRT
>MBL3596835.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMEANYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MBL3596836.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLSDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPKVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGGMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MBL3596837.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MBL3596838.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB22
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEISGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAVQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MBL3596839.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB22
MSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVVRAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QTYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADEV
MARLGLTRRTGTGDLPIGGGAGYPSDPDAWCAGQAAVSGLSQARVATLLARYGTLAGALAQSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADLALRRTVVALAGGLDAAALEVLADRLAAARGWSAARREEELHRFRVKLATDHGADPERIGLHRKGE
VAAQ
>MBL3596840.1 carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB22
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENCPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAARVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADP
>MBL3596841.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3596842.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMIEKTPNPDRARSFLYRLTPESAELI
AAIREREVRTFAAFSDQFTEDELLVFRKIMEALYANMLAGENLDTQQEDGSPG
>MBL3596843.1 YdcF family protein [Rhodovulum sulfidophilum]AB22
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWQAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSVDASCPARPPGSPGRRAIVLLREGAAIAKALVLSATGRP
>MBL3596844.1 ParA family protein [Rhodovulum sulfidophilum]AB22
MAGTIITIAQQKGGSGKTTLAANLAVAFLRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>MBL3596845.1 hypothetical protein JMM63_14935 [Rhodovulum sulfidophilum]AB22
MRLGAPPAPAASGMPDAFVAAVAAVVAAVGVGARRLALVLTASAAALGAAPPAMAGAWLQEKGSGLLAFSHEANRDRTWD
SRWGYNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGT
GFTTPDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKGTWLRLGG
IFGIHNDRSIGLVIGSRIEF
>MBL3596846.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB22
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGNPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEIDTAGAGAQPLLWVGSTVLAAPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGSEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSMFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MBL3596847.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MBL3596848.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB22
MNNTLRGATAAICILFGAGTASAAVIDLGFVLDGSGSVSSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGSSSYTVV
PPTVVTAANIASIQSTVLTAYKAGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGSPNSQSLAENAALAANTAGVDGI
SLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIKAKIDQVIDDTGGDTG
VVPLPAAMPMLLAGLGVFGFVRRRQTAG
>MBL3596849.1 hypothetical protein JMM63_14955 [Rhodovulum sulfidophilum]AB22
MFRYVLAAVAGLMTPPGLQAQEVAQQTVSAEMPPQCAVVDSSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLSQAQVVSSYGVWVAERGLFVRIERAE
>MBL3596850.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB22
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSENPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDISLPLGYGAEVPQDA
>MBL3596851.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB22
MIAFRGLVWRLLPTERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTPDVPARALVPLAVAADRIVDLRA
LPAPTPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>MBL3596852.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB22
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MBL3596853.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB22
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKISDAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVQLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MBL3596854.1 lysozyme, partial [Rhodovulum sulfidophilum]AB22
ALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDLLIADPVEPLIPARSYVGIL
DWAYNVGLGAAARATLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAEVPFRWGGA
>MBL3596855.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB22
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRAEHVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIAEAITRRRT
>MBL3596856.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB22
MMSRLAVLVDGDNISGCHAERILSIASRQGSPTVVRVYTNARRTSEWHDACGFRMIHAGTGKNASDVLLVIDAMELALSG
GVDRFVIASSDGDFTHLAHRLREHGAMVMGVGEGKAPSGFRGACSDFVLIDPGPSIRLVPSALPVADLDLKIRAIIAAAS
TKGAGMRLAALGATMHSKHGIRIGALPEQTWRAYLAARPHLYDLGPRGPDSMVRFKPEGFPAAA
>MBL3596857.1 hypothetical protein JMM63_14995 [Rhodovulum sulfidophilum]AB22
MAHHSGWIAECAWNFARRLGSDHPRIAAVEQGSRTPPYRGRRCRPQVLGLVARYCDRAKVQRDDDVREAEFASRLMHAAD
YEFGLLAQFIVEALTRALRADGLEACLSSRKHFAEVYHMRTAVGPGLNPFLAEDFRRIDPRQCFDDGDEDA
>MBL3596858.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB22
MNRIVRSALFKRQLLDITASYRERAGTAIALKFVDQIESSIGFIAATPLACAIYTQLEGKDFRKWGLKDFPVSVFFRLDE
SGTIILEALYAHRMDIGQRLPKDIE
>MBL3596859.1 hypothetical protein JMM63_15005 [Rhodovulum sulfidophilum]AB22
MENASENKMVKRLNTTLPDPLAHYVGEITGKGALYETPSEFIRDLIRRHMEKAQDVERGQINAMLAQSLSENDYSDWTNS
DLADARKAARE
>MBL3596860.1 hypothetical protein JMM63_15010 [Rhodovulum sulfidophilum]AB22
MEQHNITWRGIEIAITFTPEKFGMADHVELRSAGKVALPVTETGYRSHFLPVGIVAEHGGAVPFVSAWLEHEAARMGWND
AQLSLF
>MBL3596861.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB22
MDDWITPGAVTAAAARIKDDVLRTPTVFSPGLSEALGRSVHLKLENLQIGGSFKARGVLNKFAALDSTSSQVKFVAVSGG
NFGIAISEAARAAGADITVVMPRSAPSSSADRIRASGAMLILEPDVRSAFARADALAADGYEVIDDCRDTLVAEGHGTLA
LELLEDCPSLTDVFIAIGGGAMLAGAATIAKAMKPEIRIWGVETAGASSMHQALRAGKPIEVEISSIVSTLGVPVIDQKM
LCHARRYVEDVIIVSDNDAIDGMIQFGEVAKQWVELASGTLIPAAAAAIPRLPDDAVVGLVVCGGNISHADMNRWSEHRT
SRA
>MBL3596862.1 site-specific integrase [Rhodovulum sulfidophilum]AB22
MAMPGSPNTVASYRDTFRLLLRFATSELGRLPTDLRVGDLDAALIGRFLTSCEKERGNSARSRNTRLAAIRPFFKYVAIN
EPQTPAAPSLSENPGDALQTLREACRRFPSS
>MBL3596863.1 cyanase [Rhodovulum sulfidophilum]AB22
MKDLTMSEDITKEDVTVLIIRAKKKAGLTWEAIAEKIGMSAVWTHSAAMGMNAFTEEKAKALVALLDLPEEATDAMVESP
TKVWQQTVPTDPCIYRLYEIVGVYGPTIKALIHEKFGDGIMSAIDFDMTVERVANPKGDRVKIEMSGKYLDYNAW
>MBL3596864.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB22
MAYSPITPMAKFELFSEQWQPKVVAEMNDYQFKVVRLEGDFVWHSHADTDETFIVLDGSLRIDFRDGAVELAAGDMFVVP
KGKEHKPFAASEVKVMLIEPSGVLNTGDEDQGERTAQNDVWI
>MBL3596865.1 IS481 family transposase [Rhodovulum sulfidophilum]AB22
MGQVRHGSATTTHAVRAAIQRSQASLATLSREQGVNPKTVAKWRKRATVEDLKTGPKEPRSTTLTEAEEAAIIAFRRHTL
LPLDDCLYALQPSIPHLTGSALHRCLQRNGISRLPDVEGDKPKRSKFKRYPIGFFHIDIAEVQTAEGKLYLFVGIDRTSK
FAVTQLVEKADRKTAWEFLQYMLEAVPYQVHTVLTDNGIQFAEQPRNRNTAYSRPMRFDMICEANGIEHRLTKPNHPWTN
GQVERMNRTIKEATVKRFHYDSHDQLCTHLADFIAAYNFARRLKTLSASHTLRIRLQGLDFRAGQIHPKPDPPNAGTEHL
VFLL
>MBL3596866.1 hypothetical protein JMM63_15055 [Rhodovulum sulfidophilum]AB22
MKINGLRAGAALAALAMILEAVSPSLFFFLPLAGGQIEQFAVFVGGAYVLQELYGSFWG
>MBL3596867.1 CopG family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTASHRITISLNQDQNDEVARISRVHGLSKSEVVRVVLEQFLNNPEVSHNFNPNTSIKGKRHARNHPGDVRGNPRSDELI
AAYKDTEDSGS
>MBL3596868.1 hypothetical protein JMM63_15065 [Rhodovulum sulfidophilum]AB22
MRSALEVIERLVVILAAVLALFPLWQWWSESEARELDRISNLATAGALCRDRALDLGGYGTPAEVINDYGTFLIEMFRLA
ADNGEGSDSEAVRQQRDELLKRREAFAQEYAGFEDAMDKICDEALTATASADTD
>MBL3596869.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB22
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MBL3596870.1 response regulator [Rhodovulum sulfidophilum]AB22
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MBL3596871.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>MBL3596872.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB22
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLHRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MBL3596873.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB22
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MBL3596874.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB22
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>MBL3596875.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB22
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVKTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MBL3596876.1 heme-binding protein [Rhodovulum sulfidophilum]AB22
MNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>MBL3596877.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB22
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MBL3596878.1 hypothetical protein JMM63_15115 [Rhodovulum sulfidophilum]AB22
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARTSLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>MBL3596879.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB22
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAETEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MBL3596880.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB22
METGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEET
VILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLPE
TAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MBL3596881.1 serine/threonine protein phosphatase, partial [Rhodovulum sulfidophilum]AB22
GNHDRWMQHFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGE
AFFCHAGIRPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVY
LLTPGGRVPVPPEMPPEARCEAG
>MBL3596882.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILDMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MBL3596883.1 hypothetical protein JMM63_15140 [Rhodovulum sulfidophilum]AB22
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGQGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALSPSAVVMLTDLLGPFGPPPPRRLPVIWAVPGEPPPSGAPFGRVLSLAR
>MBL3596884.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MBL3596885.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTLEQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHHEHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSL
CGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVLVEFDLPPRRFHMLRHKERHLSLAEQRFLELV
>MBL3596886.1 YeiH family putative sulfate export transporter [Rhodovulum sulfidophilum]AB22
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGIGVALIVATLLATFAFTIWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGF
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>MBL3596887.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB22
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLTLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAARHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLGARIDLREILAPYV
>MBL3596888.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB22
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGSHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MBL3596889.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB22
MRIRAALRLLAVLLPLPAAAEPSCHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFAMN
AGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRTYLADPPHCRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPIVG
AVVPAGD
>MBL3596890.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB22
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLATPGATPDGDED
>MBL3596891.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB22
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEGMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MBL3596892.1 YrhK family protein [Rhodovulum sulfidophilum]AB22
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MBL3596893.1 DUF1674 domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
GGRDGPDPARYGDWEKKGIAIDF
>MBL3596894.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB22
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MBL3596895.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB22
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MBL3596896.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEELAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MBL3596897.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MBL3596898.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB22
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTLIEEPFDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MBL3596899.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB22
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>MBL3596900.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB22
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDSAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGCYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGT
>MBL3596901.1 hypothetical protein JMM63_15230 [Rhodovulum sulfidophilum]AB22
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MBL3596902.1 hypothetical protein JMM63_15235 [Rhodovulum sulfidophilum]AB22
MRHAYGLNSRGEVMDDIAAGPGGAGLKGCIDPPAARIWCWPGASPPMAGAGTVASHRRARL
>MBL3596903.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTSPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MBL3596904.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB22
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MBL3596905.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MQGRMLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEQAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVTDGPAPCN
>MBL3596906.1 xylose isomerase, partial [Rhodovulum sulfidophilum]AB22
LWGTANLFSHRRYMAGAATNPDPEVFAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVV
EYKHKIGFKGTILIEPKPQEPTKHQYDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDM
NRNDPQCGWDTDHFPNDPQSVALAYREILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEG
SLDAALAERYQGWQAPEAQAMLKGERSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MBL3596907.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDAGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKPAASADAGAGAKKAVGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MBL3596908.1 hypothetical protein JMM63_15265 [Rhodovulum sulfidophilum]AB22
MSPRQNRVTPLGEILADPARGLFMANRGCLHDAEGRLGRARWRHKAWICCLTEFRGHHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEETPHLILGAAALPWRP
AGYGAPRARPPGRVTVLTPAPTVAALAAGYRPVLHPSAGLPA
>MBL3596909.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQERPGEADMDGLGANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MBL3596910.1 porin family protein [Rhodovulum sulfidophilum]AB22
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVNTDSGASDDSSDALGIH
AGYRWDFGRTVAGVEVEYAEPDLDFVNSSGTQSGSVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGV
DYQMTQNWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MBL3596911.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB22
MTEDTLCAFCDALPGATRSQPFGPGIEVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGRAEKAPYLPRGGWISVG
FGAQDADEMAHRLRESHATVRASLPRRVREGLD
>MBL3596912.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MTDIQLYNTRTRRKERFEPLDPDNLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADHVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YEDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEATLRKWRGLVAGIEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGAGDLAGLKASAGLLGLLGEALGGWAKAP
EADLGDWTERLAAARAAAMDSKDFSEVDRLKALLIDAGVEVRMSKAGVELLPGAGFDPAKLEGAE
>MBL3596913.1 citramalate synthase [Rhodovulum sulfidophilum]AB22
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRASFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVAQGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWVVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MBL3596914.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]AB22
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLTAGSGALMRASARVLGATDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARRAGVPAQAVPAARAAWRTGAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>MBL3596915.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFVFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGTVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MBL3596916.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB22
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MBL3596917.1 hypothetical protein JMM63_15310, partial [Rhodovulum sulfidophilum]AB22
MERLIEREIVAEARKRLAKHSQNAFYAHKYRQTYVKRTGKRAKRPAISTPKSWSFEKHFDPRYCINHARFIARGVWKSLR
HGEYKPRPALRHEFPKAGGGTRNIDAFSIPDAVVASIFTRNLRQRNSKIFSDSSFAYQEGKTPLDAVLRVRSILGAEKVF
ISQYDFSNFFDNIDHHYVEEMLKKGSPLSTTHMERSVIRSILAHDYHINGKTETRSKGTPQGNSISLFVSNMAAHTLDVE
LSKISGSFARFADDSIVVNFSYEDALKCAEAYKNFSQKSGVSINDKKSTGIRILSEHDAEMRHVSSFTFLSYKFTPEAVF
VSDKSIRIIKARCAKIIYMHLLLHPRRAGKVSPKRVGRGFYDW
>MBL3596918.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MSLLLRVVGTSCLVSCGFGLPALAQQSSDGPDEVFALGEIVVRSSDETTQGGTSSTISAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMERFFVQGSYLTRDNDGYYLSRDYTPTDVQGAGHRDYSDSEDSRLNL
KFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLEGLAFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLELGSDIDPRNTLTSAFHYRYDRHRNTQLSRPDINSVPDPTET
SRERTLSFALEDRFQMRDDLSLVGGLSFDRAEVLSASRTSTDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVETALFYSEIEDTIQSLNVGVGLSQNQNVGDGTYAGFEIGA
RTDLTDRLALSANYTYLDRDITDPVRPGLKATDTPRHSAYLRLDWQATESLSISPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRTFFLTTAYTF
>MBL3596919.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MGRVTPLVEACGLAVGHGGRALLEEVSLGLHRGRILCLLGPNGVGKTTLFRTLLGLMQPLGGAVFLGGHPLSDLSRAEIA
QRLAYVPQTLATPFAWRAVDLVLMGAAVRLGPLARPGRAEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQ
GAEAVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPTAEVMTAARMTRLY
DIPVRRYALPGGRLHFSGPSARDDGGPVAGATAGQNV
>MBL3596920.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MLALGLAGALAAGAMLGPYPLSPADVADTLVGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVFRNPLVAPD
ILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIALVMTIALALRGMGQVLVVVLCGMAVAAIAGAGISLVKLLADP
DDQLPAITFWLMGSLAGIKQADVAAALPAIVAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSATLVTAAAV
SVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPVFLWLLARGGRTW
AE
>MBL3596921.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MMPLRLTALMAGGLVMGLAALTAAAETRTITDATGRPIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPGAEDMPF
LRPGTRDLPALGRLTGKGDTVNLEVLLTARPDLIVDYGTVNATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPEDRRPTVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAAAPDIEAEV
ARFYTLFYGVTPDRAALDGLLGAGHPSE
>MBL3596922.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MTLAACETLRPHEECVPVPDAFDAGLWFIGGIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>MBL3596923.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB22
MELVSRPLPAFLSDPFRKHPRALALQDDTIAASGGAHARIHLSEIAASPVVQRGRVSARLTLNLGIQPCVLLPGVQEAAA
RAFAQAVETAWSGYNLAQLSREDAAIASLMTAIEGLKAPARYPAACLVAPAASQAADLDARVLKKLTPAALGEETMARLA
PITELARNPEQLRDAAIAAFVDQQLTDWKEFFDTVESMPLTPEQRLSVVVDEDATLVLAGAGSGKTSVITAKAAYLVKAG
IRQPHELLLLAFAKDAATEMSERIEARCGVPIMARTFHALAYEIIGTVEGEKGQCARDRSRAVRTRSVAS
>MBL3596924.1 hypothetical protein JMM63_15345 [Rhodovulum sulfidophilum]AB22
MDKKLTSLTLPQEYEVLLKTMLNMDGKMDQLLPLLDLLNDPDHPMSELGQALIEALQRIAEDLRKATKLREEHRAALNQA
NETTAALSQMLKDISEQLQDIRAENRSLKPQISEIHGLMFSPVD
>MBL3596925.1 hypothetical protein JMM63_15350 [Rhodovulum sulfidophilum]AB22
MTARRDKLVKVRFSQEEFSLLEKLRQSSGSESCAVFVRRRALEPEIGTVAIAELIGRVAVTLNSEYVAPKQLDHLALLLD
GLTLELRRVQRS
>MBL3596926.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB22
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSSDKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AKTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MBL3596927.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MBL3596928.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLFQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSAASGGSQTPG
>MBL3596929.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB22
MKLSDFDFDLPEALIATRPVRPRSAARLLVADGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEAKGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MBL3596930.1 hypothetical protein JMM63_15375 [Rhodovulum sulfidophilum]AB22
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPEGLFETPAAFPGGALDIKIAL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHQRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPGVGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLAHRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGAFTLDLAP
DAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGQLTLEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAVALDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MBL3596931.1 peroxiredoxin [Rhodovulum sulfidophilum]AB22
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLVKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MBL3596932.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB22
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MBL3596933.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB22
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTAPGKPAEGAPKA
>MBL3596934.1 acetyltransferase [Rhodovulum sulfidophilum]AB22
MENLRPSTAKDMPRVLDIWRRAVDATHGFLAPEDRAAIECELAAFLPTVPLCLAVDEADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAGSAASDT
>MBL3596935.1 hypothetical protein JMM63_15400, partial [Rhodovulum sulfidophilum]AB22
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRIRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTAPAWPV
>MBL3596936.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRVSWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLEEGLAAYRKSIAS
>MBL3596937.1 hypothetical protein JMM63_15410 [Rhodovulum sulfidophilum]AB22
MQISSNIDGGQRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MBL3596938.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MBL3596939.1 amidohydrolase [Rhodovulum sulfidophilum]AB22
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVASGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MBL3596940.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB22
MNPISEPGAKSMKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAIL
PNWTKEDALSIEPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFR
YRMKKD
>MBL3596941.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
MTDPVTFPPSLWADTAPDRVPAPPLQGTTEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATATGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MBL3596942.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB22
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLGREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARAYAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MBL3596943.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEVLNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MBL3596944.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MBL3596945.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MBL3596946.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAIGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPKALKPGSARMRLADALNRAAPQPGERNDGGSD
>MBL3596947.1 ComF family protein [Rhodovulum sulfidophilum]AB22
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MBL3596948.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB22
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MBL3596949.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB22
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MBL3596950.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MBL3596951.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB22
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLQIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MBL3596952.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB22
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIGRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRDV
QRLAVALGL
>MBL3596953.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLGAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MBL3596954.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB22
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGLLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MBL3596955.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB22
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MBL3596956.1 RNA-binding protein [Rhodovulum sulfidophilum]AB22
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MBL3596957.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB22
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PVKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MBL3596958.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB22
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSGVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MBL3596959.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB22
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MBL3596960.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB22
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVRIRVVRQTISQVLNKTEPAEKA
>MBL3596961.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB22
MRPSSRPPAALSLALAVALGAATLPAAHAAGTRDRAEPLAEAQHRAWRAIGRVNLAGFDTGGFCTGTLIAPDRVLTAAHC
LYALRGGARAQPGQVHFLAGWYKGSYAAHRTARALRPNPGFHPGKKPDSRSLRSDVAILLLETPITGIAPLALAQPERIG
PEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAGLGCPVTEGISGAPILQRAGRGWQVVGVISAALRGAGGIRSIAARPGA
AFLAGQ
>MBL3596962.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB22
MTGKHARLVDWASHLWRPDFRRFTGFGWIVRLVVALLVIALAIIAFGAAVLTLAQYVGALVLGQRFASVEGQYEAIRNAD
LVLAGLIGVPFLVWRSIVAQKQVEVAEQGLITDRLNKAVEGLGVEKTVKRRLTHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYICENSHRPPSSQPLSRSEDTDAAKASLSELTDLTDVQTALTVLGRWTESRRRLETAAHYR
LSLSRCNLAKCDLSGADFSHAAFAGSNLNDAFLYRSRFRDCNFTSASMKRVQGHDSIFEGAVFENANLSQAIFNRSRFLF
SPETQIGANFSQAQMEDSVVAFSGVRGSDRWALGANFAEATWKNAIIIGFESQRDTNFGFRTARTGTDTPPRPATIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVVLIEPIIRPPHWPSEALSPAAFDRECAGWRADPASYVAPQDRA
>MBL3596963.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLVELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MBL3596964.1 hypothetical protein JMM63_15545 [Rhodovulum sulfidophilum]AB22
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQISPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>MBL3596965.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB22
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MBL3596966.1 PQQ-binding-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB22
MQAEAGQGRTAIKDGPRIKGTATVKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPA
PQAVADMPQLGGNPEHLTPHAALSAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADL
RPEGKRGKDVSGGGLAYGDGRLFATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISAADGR
VQWQIPGTPAPAAMLGGAAPAVTERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYA
GNQSGRSVALDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDAADGSRIWSVDLPYFTKKKPKKLKAVYAHYG
PILAGGRIWLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MBL3596967.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB22
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAAAERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MBL3596968.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB22
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDEPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHHVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MBL3596969.1 hypothetical protein JMM63_15570 [Rhodovulum sulfidophilum]AB22
MTAFIQIATQSFRALAWAVCLALQPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLEIERPGRQPETYHLENPAPLTRDVSLSDDPAPALLLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DGRLYLRNPISGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDAATGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>MBL3596970.1 hypothetical protein JMM63_15575 [Rhodovulum sulfidophilum]AB22
MTRCLGLLALCAAVIASPAMSQTLSQANAQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSVSGAVGRMRTAHNAKYKGSAGWSYGPAFRSGVCAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MBL3596971.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB22
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MBL3596972.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB22
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCGRVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MBL3596973.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB22
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MBL3596974.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB22
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAEDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MBL3596975.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGSAFLSA
LGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGLGVCTL
ATALVMALCWHWFRTGYRMKA
>MBL3596976.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB22
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAGGAAPAAKEKPAPKPEAK
>MBL3596977.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB22
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPASKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGTATPVAAVPGSASAPAPTVSAVSAATAIASGTVPMDARVKAKMQGYEG
DPCGDCGNYTLVRNGTCMKCNTCGATSGCS
>MBL3596978.1 hypothetical protein JMM63_15615 [Rhodovulum sulfidophilum]AB22
MRRERPLQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKT
TGARSMH
>MBL3596979.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]AB22
MAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRLRAFLRRLLRIAAAAALVSLGTWAVF
PASFVYFGILHAIAAASLLGLVLVRLPPLVPAMLALGMLLMPRPAPLPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLA
GMALAGFASRAGLCHRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAGTRFAPV
>MBL3596980.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB22
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MBL3596981.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MBL3596982.1 hypothetical protein JMM63_15635 [Rhodovulum sulfidophilum]AB22
MAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGTMLQQQPEWAQTDEDEGG
>MBL3596983.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB22
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MBL3596984.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB22
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRETFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MBL3596985.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB22
MRGMGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MBL3596986.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB22
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGAEAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MBL3596987.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB22
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MBL3596988.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB22
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MBL3596989.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB22
EVRKCEARVAKLEEMRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MBL3596990.1 MarC family protein [Rhodovulum sulfidophilum]AB22
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEEQPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MBL3596991.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB22
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEELQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MBL3596992.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB22
MTDEPRATDRNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MBL3596993.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB22
MGQALFYHLTQRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEEIRALDRVCILFDGNDPAAVERARAQWRALTGAGLAAQYWSEETGRWQKKAESGR
>MBL3596994.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHARVLEAGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MBL3596995.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB22
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MBL3596996.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB22
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILAHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATTPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAITLLIA
VNFLNNTAAGFAQLDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>MBL3596997.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB22
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAMMAAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MBL3596998.1 LPS-assembly protein LptD [Rhodovulum sulfidophilum]AB22
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPYFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVAISRTRRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMASLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGAITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MBL3596999.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>MBL3597000.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB22
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MBL3597001.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB22
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNRVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKSVLAQSGVDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRQ
>MBL3597002.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB22
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDDGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVNSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGRIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNMQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MBL3597003.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MQGRYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPENPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAELDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MBL3597004.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MBL3597005.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTGLLSLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGLVEIADQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDVLTPTLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGEEHD
>MBL3597006.1 transposase [Rhodovulum sulfidophilum]AB22
MLKKQKAGLSTAAVCRKHGVSAATLYKDKARFGGLEVSDARRLKALEDENAKRKKLLAEAMLDNAILKDVTPRKWSRPAG
SGKRWRMSWRSTA
>MBL3597007.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MRYKAKKRPSEISGSPRTKPAEVRLDELMSAAEKLFLSQGVEATTVNEIVESANVAKGTFYHYFSSKNEILEALAKRYTE
RFLESVQKAIDGCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGVWAPN
QPKIVALLIYSGVHGATDDIIASKTTDCTSFARNVSDACLHMLPRITEPKK
>MBL3597008.1 aldolase [Rhodovulum sulfidophilum]AB22
MSFRDRLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAMKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVGACKHAGCAVGLFVGDAAAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMATR
>MBL3597009.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB22
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAADAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVRMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>MBL3597010.1 hypothetical protein JMM63_15785 [Rhodovulum sulfidophilum]AB22
MPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSKAGFSAVVTKDHDYSGVICATMIAHHHPDLTTRVFSGI
ALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDEGKMLPELHDILDVCA
ATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTEQLGE
YIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MBL3597011.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTEATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MBL3597012.1 hypothetical protein JMM63_15795 [Rhodovulum sulfidophilum]AB22
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGRTWLYRGHNFLVALSHAAPGASFDRVAQVDEYCV
LLPKEGATIEWNGAVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWIWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGHNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MBL3597013.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHSPVGQQILDDLRPAGLVGLSIANTGQRHFLSID
RNVVSIEDFAGLKTRIVPVPLHRQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATLEYARQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDP
LIAAMVDAAAKSA
>MBL3597014.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVVIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMTWYGWDFAERMGPQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MBL3597015.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIATGLLIYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNLF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>MBL3597016.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSEAWKTALDDVPEGAWARRG
>MBL3597017.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597018.1 peptidase [Rhodovulum sulfidophilum]AB22
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVD
ALGVGGVSVEGSDSLDNPTAVFQ
>MBL3597019.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB22
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALSNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MBL3597020.1 glucokinase [Rhodovulum sulfidophilum]AB22
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVMDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADSEALSLARFLAGADGFAAVEEALSGRGLGRLYDWARAGAGQPGATDARAVMAALDSDPAAGRALATFVGLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MBL3597021.1 beta-glucosidase [Rhodovulum sulfidophilum]AB22
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMADRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDALVMGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MBL3597022.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGQSWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHEIPFNDPAVVGAIEDYGWFARNDAYVEGGAQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MBL3597023.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFLPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILMLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MBL3597024.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB22
MAGHGGRKSGLVWAVNLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVAPDGSFTAEAGSPFGRRGPTIYFEAESPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MBL3597025.1 alpha-glucosidase, partial [Rhodovulum sulfidophilum]AB22
MALSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFG
SLADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGR
EQYYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDRELRSNPPLPVEDRNDNIAPRVNPYNHQ
LHLYDKNQPENIEFQ
>MBL3597026.1 MAPEG family protein [Rhodovulum sulfidophilum]AB22
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSDQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MBL3597027.1 MAPEG family protein [Rhodovulum sulfidophilum]AB22
MTPELAALAATAVIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MBL3597028.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB22
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGEGAAASATDDKPAAEASKGSSGKDVEDAPSAKKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEAPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MBL3597029.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB22
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MBL3597030.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB22
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MBL3597031.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB22
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MBL3597032.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB22
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MBL3597033.1 M3 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB22
MTNSLLAPRMAPFELPDFAAISDGDFAPAFDQALTAARAEIAVIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLTAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRAGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAKGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAEVLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDVFDPATARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKG
>MBL3597034.1 hypothetical protein JMM63_15910, partial [Rhodovulum sulfidophilum]AB22
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLD
>MBL3597035.1 amidase [Rhodovulum sulfidophilum]AB22
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIATREPEIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASRL
APPPRLLDTARGMPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRARINMAEMARHYYR
YDRDGRDLLGAETRDAIDKGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCPAAPGPAPAGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MBL3597036.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB22
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKNIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPMQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MBL3597037.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB22
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MBL3597038.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLRWLQNEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>MBL3597039.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTNQPAPPAPLTLGDCTPADLPGVQAIYAEAVRTGTASFELAPPDLPEMRARWAKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLPGDRQQGQHSGGAGPDDPPNRP
>MBL3597040.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPIEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLVVQMPEKQI
>MBL3597041.1 EamA family transporter [Rhodovulum sulfidophilum]AB22
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAGLMAVQGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRTLGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>MBL3597042.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB22
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKSICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>MBL3597043.1 hypothetical protein JMM63_15955 [Rhodovulum sulfidophilum]AB22
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MBL3597044.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB22
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDITPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SHIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
ARRVRPELLQRRVETGREALARL
>MBL3597045.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB22
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MBL3597046.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB22
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILTEL
TPQLQSASWTRDALEAVVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MBL3597047.1 ComEC/Rec2 family competence protein [Rhodovulum sulfidophilum]AB22
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRASEPPLWALWAFAGAAVVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPNETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKEIGAVGYANSPAVMLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAVLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWSGRARALGLLPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFARAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MBL3597048.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB22
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MBL3597049.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB22
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGATLRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPEGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MBL3597050.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB22
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MBL3597051.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB22
MTGTILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAKLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MBL3597052.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAAQAKVEGLAQISSEKAA
>MBL3597053.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB22
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MBL3597054.1 hypothetical protein JMM63_16010, partial [Rhodovulum sulfidophilum]AB22
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAPAARPEISAAP
EAGPATDIELPPGSEFNRSR
>MBL3597055.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB22
MGLPKRLVTRLAESGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALVLAPTRE
LVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDMGF
IHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELLDGHRDD
RAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNVP
DNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPAKARARR
RPRNKNRAAA
>MBL3597056.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB22
MAGGWARDGAVNDQIDASIEDELNRMKAERAPQGESLTHCAECGEPIPEARRRALPGVKLCIECQGDRDRRPVTRGGINR
RGSKDSQLK
>MBL3597057.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAVAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTLAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MBL3597058.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB22
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDAARFRTHGK
>MBL3597059.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB22
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVAARD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQSFAGRKIEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MBL3597060.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQIGKPAEIRARPACAFVRDFVVA
>MBL3597061.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB22
MAFPRREPVTTEPRLARWSLIAAVLALVGILLFAPLATVFAEALAGGGAAALAALGSPDARAAIGLTLTVAALSVPLNAA
IGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALMLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVA
RELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLFGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEML
YNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MBL3597062.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB22
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MBL3597063.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPATTPLRRSWHPFRWRNGILTVLATFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEA
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDIARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MBL3597064.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB22
MPDPVSQPLSPPLAPGQLLARGVCRHLRDLGFACVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MBL3597065.1 hypothetical protein JMM63_16065 [Rhodovulum sulfidophilum]AB22
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKD
>MBL3597066.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARPGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIYETGAGR
>MBL3597067.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB22
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWVFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MBL3597068.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MBL3597069.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB22
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MBL3597070.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB22
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDTMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
RRGKDGSEILAEFRAEVAALRENGN
>MBL3597071.1 CoA transferase [Rhodovulum sulfidophilum]AB22
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRARSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATERSQHVGEMYEILGQEMPKRATEAWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEARGVLGRMAGSDK
EEA
>MBL3597072.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB22
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDREAV
>MBL3597073.1 CoA ester lyase [Rhodovulum sulfidophilum]AB22
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALRAPRGSNRLWVRVNPLQTSDFDADLDTALA
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGE
DGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEAA
RRIVEAFATDPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MBL3597074.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MSGQAVLLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQREETVMVYEPLRLMQGR
>MBL3597075.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLTGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLATVSSATLADLSQDVFLMKPPPSASRSFLLDRIQGDESRLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMTLRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALP
>MBL3597076.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB22
SGGTMSGVFSVTEAGGAAVAYAPICGLIACRYTTGSGYRLLLASGVTLASGPIALTGASLFGHVLVASVFARAALGVFVG
VTENPKVEILMIFLLLAILAMFFETVSARILI
>MBL3597077.1 hypothetical protein JMM63_16130 [Rhodovulum sulfidophilum]AB22
MGRLTPPMGILAMVTGRIAVIECSKTFGMLLPLIAWWAVATRIVGHVPCLITWLPGFFR
>MBL3597078.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB22
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MBL3597079.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB22
MTETVAIIGAGLIGRSWSALFARGGFEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAGTLARVRVCPTLEEAVAA
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLAGRARCLVAHPVNPPHLIPVVELCPAPWTAVE
TLDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MBL3597080.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPESHAAMA
GRKAETHPLPAFLKPTDHVDGPLLVADGISKYFGGFKAVDEVSISVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>MBL3597081.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB22
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MBL3597082.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>MBL3597083.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPL
MTAAEFADLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGDTAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>MBL3597084.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MKLDLEGARVVVTAGAQGIGRAIVDAYLAEGARVATCDIDAAALETLPAAVFRKRADMGDAGQIAEFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIVNLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTI
SGQAISVCGDCQMLT
>MBL3597085.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597086.1 transcriptional repressor [Rhodovulum sulfidophilum]AB22
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPLAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>MBL3597087.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTLVAARGLTVRYGGVAALTGVDFAIEGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHRTEPEAADA
>MBL3597088.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB22
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCVFALSLAVPRRA
>MBL3597089.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB22
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADSSGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MBL3597090.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB22
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MBL3597091.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB22
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MBL3597092.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB22
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MBL3597093.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDRTPAQAAEPGLPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MBL3597094.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB22
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>MBL3597095.1 hypothetical protein JMM63_16225, partial [Rhodovulum sulfidophilum]AB22
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKAALGIFVERD
>MBL3597096.1 phage head closure protein [Rhodovulum sulfidophilum]AB22
MTLRLDRRVTFERQGAGRNALNEPTGAWAEIATLWAARADLSETERAAAGQIGAVRAARFTLRRSVLTRSLTGADRLRDE
GMIWNITGVAARGLWIDVSAVSNGRKEEA
>MBL3597097.1 hypothetical protein JMM63_16235 [Rhodovulum sulfidophilum]AB22
MILETDPPLGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPVRALLGV
SWSGGELGAEAARLLFSDSEPQILFAPGALAGVPDGAALSIVLDVGPDTVPPTLAQAVILIARDWLDSGIAIETVESPRI
AFGARALIRQARYRRPGIWCRR
>MBL3597098.1 hypothetical protein JMM63_16240 [Rhodovulum sulfidophilum]AB22
MTKVILKFRRAHGRYNRGEVAGFAPALATKLTRGDDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETARDTARDAATA
>MBL3597099.1 phage major capsid protein [Rhodovulum sulfidophilum]AB22
MPKPRDLNDLRRERRAAAAQMQERADALAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPGTGALSTGANPGTGSPATPRNPAHRGVEVGFMLHALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIP
AAQSEELIALLRPRVTVRASGARTVPMPAGELRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLL
RHSSVAMAQHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVH
PGWIMRASAKNWLASLRDDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAAST
EAAFVDANGETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>MBL3597100.1 S49 family peptidase [Rhodovulum sulfidophilum]AB22
MEKTIASLLGAAPLALDHDFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPDSL
AGSIGIMRQAGWPVGPDGAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSVT
DDPADGGATFGPEEAIARGLADRAETRLAFYDRIFAAHAPRPAARRGSGRGHLAQAAAAQARATL
>MBL3597101.1 phage portal protein [Rhodovulum sulfidophilum]AB22
MTSAMAAAGPVEPSGTRHPASWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACCNVIAGDLAKVPLRLYQRMGPSRAEP
VVEHAATYLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTLLDVIRPDLCAELRDGRARFYAFEDGAGIQ
RRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALTD
PEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVE
AQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVEGGDRLNPAPNMTRDDDSK
TGTEEDED
>MBL3597102.1 terminase [Rhodovulum sulfidophilum]AB22
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQEDGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGVAFSEDRFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGHPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>MBL3597103.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]AB22
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MBL3597104.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKKARAAFLEANPLCVDCAGLG
LVTPAAEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>MBL3597105.1 hypothetical protein JMM63_16275 [Rhodovulum sulfidophilum]AB22
MENKGIITISAFLSCLMMSCSQSGITALDNLTSTASNDGEYRKPFNLNYPMQSRFLSVNGLLPVPGPASSCLASSFRVAN
SIICFSPTKNTYVLTRRFPYQGSKNAQNDLKALRDNLTALQIKVAKLITEDAAGEERAANSTARDVLTSAAKISETIKSN
NYFIFRWLGSASTDAGGNVGANYSARAAANRSSSGIVIVAGLQVSQLMIGRSDFKSVFCPAPRATKIATLTMSAEHLLYL
TDANLGAAIEGTLKSDLKDIWSELSPETKIALNAYAQIGRAQENQGMFSAPTATTDDLPTALHPNNSKQVFYATMTDIET
LVRAMGQDCRSD
>MBL3597106.1 hypothetical protein JMM63_16280 [Rhodovulum sulfidophilum]AB22
MQDRTMMMDRQMQGQRKHPTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRS
RPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPVPRRNR
KGVIVQDAVRFTPCHWDPTPSQIAAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDLPPMRPWNQI
>MBL3597107.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597108.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHVVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>MBL3597109.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVARARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTARLARATGREAE
AEALLTGFAETLDATRAALTLPDGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLRAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGIARQFGGA
>MBL3597110.1 condensation protein [Rhodovulum sulfidophilum]AB22
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGPGPFLPFARYLEEETVYRAGPRHDRDRAHWAEVLCDIPDLIVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAGMGWPDLLTLLSAAWIARNRPGGAPGLPVWLPYQSRLCSVAAAIPAMVVNILPLIVSHRHGETLGAYLERSGRA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLTLSIDA
DPAAAEEVAAAARTLVPFLARACTPGAWGRPLADLLADGPAAPAPCHTPRTARPIASRQEKT
>MBL3597111.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MYDLTPMQAASWVNGHAGARSAQGASAHLYVELDRRDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFL
VRHDLRRLGTLDCQLALERIREDQSHQRLALERGEAAAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLAGLYEDGP
GCDLPPAGDFAAHLGARHSDPARPEREAAARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERMDPVRTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLPALARRVQADLAGAIGHS
AHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPRGSILSERARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKAFMDRLCALSDAAPAPRSWPLCSLQRAYLAGREDVLPLGGVAMHEARLFRGRLDEAALRARLQALCAA
HPALGLRIDASAGRQYLARRPGLPLLIRDLRAAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPPPRPASAPLPVPQPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTALGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIAIDHDATSGTARERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHDEGVLAPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPYLLRIAEALHCGRGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLALHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSG
EDLPGRPCLRPGDLPRPGGALPDAAMLRLRSLDTGPGYYLFTSGTTGTPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVDMLLACARPGQIDSLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIGSEIASAADDMTASGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQTMVVDLAPGDGRETTLAALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKSDRAAAR
ALALSPAAPCSDRLGREVLDIYLRQTGPDPEATIDSPLIELGLLPEHLIPVATALNARFGTALRPSRLIPARTARQAAQL
IPPRSEPEDLG
>MBL3597112.1 (2,3-dihydroxybenzoyl)adenylate synthase [Rhodovulum sulfidophilum]AB22
MDDFTPWPEDLARRYRERGYWRGVPLSEGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLQPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLQPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQNLAQWMDPEAGLPEAPLPVPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDRDGRPCAPGQTGRLWVRGPYTFRGYFRSP
GHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>MBL3597113.1 isochorismatase [Rhodovulum sulfidophilum]AB22
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MBL3597114.1 hypothetical protein JMM63_16320, partial [Rhodovulum sulfidophilum]AB22
MTAELTVILSSTGPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAR
>MBL3597115.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB22
MTVQNVRPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGSVSAVPAEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADIK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVGRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEAGALPLTLAGRFWQVAMTARLIAWIDQTVREDTSAKENAG
>MBL3597116.1 hypothetical protein JMM63_16330 [Rhodovulum sulfidophilum]AB22
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MBL3597117.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB22
MGRHNAPAPLPAAEDGRTSDIGQAAPRPSGQSFELELQAFTRQLAACGPDTSATRSDRLDLIQIELDLQNRELLEAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFATTEQLCNRSVYRMLDETARSRLHAYLAAPPSGTEEGPAT
AIPVHVGRPRGGGYLSYDAHLARLPACSEEDGRVHMLLVDRHSDDRQEHERHCHQMLSESTSTLIHAFDLTGNLIFANRA
ASAYLDGAETLSVEQRRAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTDVS
TLIAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMGHEIGDAILSA
FARRLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVARTRVLLTCSAGLSHYPRDAERAEDLLR
AADMALYSAKSNGRDRISHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRRRIIGAEALLRWRDPQLGDI
SPAEFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITE
TGLMNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDARDGDGDGASERIVRAMLALAE
SLQLSTVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFEALIGA
>MBL3597118.1 hypothetical protein JMM63_16340 [Rhodovulum sulfidophilum]AB22
MRLVRASGDVATGHCGQGENDNEACLTQRQDLPGPFDPEIRRLSLQAHEGLRPALDGSQPLFSMEYPCHAPSGRRWLRMT
AMPVPGGAFGAVIRHIEITPWVRKTPRT
>MBL3597119.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MDTETDPRSCPFGSPQKDAAAIIGIGASAGGSAALETFFENCPAESGTAFVVIQDIPTKHESLTADLLAQRTRMSVEMIE
TDTRVRPDHVYLNPPGAVMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRGASAIYAAGGLV
LIQHPGDAHFDGTPMSLRRAGIVDAELPVTDLARRALAHRQRSPQPPFGAAPTTADTRPDAKNGALPEEIEAILQALEEA
TGTDFRRYKSSTLLRRIGRRMQLLELPDLQSYVRLMQSAPGEVAALTRELLISVTRFFRDEDAFRVVEDSVTPRIVETLP
PGQTARVWVAGCATGEEAYSIAILLHEAFHKAGRQPMVKVFATDINPDSLQFASAGSYPASVGAEIGTERLKHYFHTDGD
RLQVTNALRQSLVFARHDLLCNPPFTRIDLVSCRNTLIYFRQDAQKNALLRLQYAIRKSGYLFLGSSETLSGLQNGFQPV
DARHKVFVRGAARPSARFNLSALKSSPPFDQGQKARHLSADKEIRPSMQASAPRSRGPLRESPGPQDSPKDTGQVDLATA
QARIDSLESDLDATRADLEATIQELETSNEELQSVNEELIASIEALQGSNHELQSVNEEINTVNAEYQEKMALMNRLDAE
LNSMIQSVGVATVFLDEALLITRFSPEACSVFKLRESDIGQPLGDIAHKLKYPALQEDIRDTIRTGVSLEREAAAEDGAL
YRVRITPYAIRSSGHRGAVVTLRDVTVHRDLARLQGAIDALPEHVAALDVDGTILLTNKA
>MBL3597120.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MBL3597121.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB22
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MBL3597122.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MBL3597123.1 hypothetical protein JMM63_16365 [Rhodovulum sulfidophilum]AB22
MAEATPEAPEAQLADTPSDTPTEPQADTPAGTEAGKEAPDAASAEVETEVFYTFTWAPRRRPGGRPRGDRPQQAGDGARG
RGGKPGGGSKGKHGGKPGGKGGGKGGPRHDGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MBL3597124.1 trigger factor [Rhodovulum sulfidophilum]AB22
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MBL3597125.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB22
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEISA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGSVDLDGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MBL3597126.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB22
MPRGQRACAGRDRTGRFLRGENVTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRL
ARVDQTMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPA
HASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQ
KEWI
>MBL3597127.1 transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRENLT
TAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYTIEAVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMQATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGF
>MBL3597128.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB22
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MBL3597129.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MBL3597130.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB22
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARAMREAVETDPRKADAIPSTKGAL
>MBL3597131.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB22
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEVVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MBL3597132.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB22
MLDGVMRRLIDPPLDRLGIWLAACGVTADAVTLAGLGAGLLAAAMIAFGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MBL3597133.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MBL3597134.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB22
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MBL3597135.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB22
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MBL3597136.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICANQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MBL3597137.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB22
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADVDLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MBL3597138.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB22
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MBL3597139.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MBL3597140.1 Rne/Rng family ribonuclease, partial [Rhodovulum sulfidophilum]AB22
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAGRNADEAEDREDHVAPAASDG
DAAPTDAEPADGVPAAETEAAEAEDAAPAEDAEEDATDRAGKGDEPPTTVMAMAAHSDDPVETREPSAGIPGMDVVDLGD
DEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEADDTASSAEETGEDGPEEIHHDDQIESVAEEDVHEEIRPRKPRARR
YKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMDVPEGAGL
IIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRLAKDFMKM
IMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETALKTNLEAA
EEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEATTQPCPHC
HGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLISPDFSIER
FKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQGYEAGQDE
SDDADSDGDTDAEAPEAVTAEAS
>MBL3597141.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB22
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLEQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MBL3597142.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB22
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>MBL3597143.1 protease modulator HflC [Rhodovulum sulfidophilum]AB22
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPTAAAGPAAD
>MBL3597144.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB22
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MBL3597145.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB22
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGIDLRVGCNVQRIDRVEE
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MBL3597146.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB22
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MBL3597147.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTGRRMSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREEGLTQRDLVERLDVEQATIANTLNRMER
DGLILREPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>MBL3597148.1 hypothetical protein JMM63_16495 [Rhodovulum sulfidophilum]AB22
MTTIPTEKHHNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPVLIVAGAGGTRLARDRRGP
LVTRKARRMRIIALNGLLILVPSALFLAQKAAAQDFDATFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MBL3597149.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB22
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIRTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRNEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MBL3597150.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB22
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MBL3597151.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB22
MADLRMMADQMQEPLEIAVDSITLTHRLAAVLDAKTGAALGLPPLTDHTLRTDAEGIVGDPGFRLHAEWIYRGRHVRPTR
QGAILHTEHGAQRLPLWILDALDIAERHHSGQGDAADWEALARFRRALDPGVAESVNARAAKLSMTDFLSGLEVSLVDRF
SISPDAQGRDFEVVPFSGETIGDETEIREDMAELNSAALTDFQRKLRQRGALNSFRLGPGKFLVVDRSAAPVLDLMARMQ
RAPAERRAEFIRNPRPAITEMIEKDLDACGALKGLSDAAREERIEDAAGPAFIETTEYGAFSARVTGVEVYAPPTMSQPD
GSGTTWLPEFFPEVPARQIKALSDDDLRRLGEDMRKAIESGQETVPLGNLELPATPEAERQITAILDARKETGQSDMPWD
ESLPEQADSDAQTGPIVLKTAENFNVVSWRPAQPRRAPAIPERLPQSIRTQLKDHQVESFEWQIAAWKAGLPGVLNADEQ
GLGKTLQTISFLVWLNGHMAQAPGSRGPILVVAPTSLLQNWEAEVDRHVERPGLGHLIRLYGSGIGARRLPGGSGVETGT
GEGRLDFSDLERATQAGAGHLTWVLTTYTTLTNYQHSLGRVPFAAAVFDEIQAIKNPVSLRAGAARAIKADFRVALTGTP
IENATSDLWAIMDQVAPGCLGSLAEFRTRYGTPDEGNMAELYNRVFCSQETLPPLAIRRVKETAAQDLPAKSRVLVPREM
APRQARVYDLARRRLAEGTRGSALKLLHHIRSVSVHPSLVDGMTDEDFISASARLSATMEILHRIRDRKERALVFIEHRR
IQYRFVELARAEFGLNRIDMINGETPIRQRQEIVKHFQRHLEADGGFDLLVLGPKAAGTGLTLTAATHVIHLSRWWNPAV
EEQCNDRVHRIGQTRTVSVYIPMAIHPAYRGQSFDCLLHSLMQRKRHLASSALWPMGDTQEDAARLQGMVIQDATNAISG
DAVTEAVEATFKRDCAACPPPGQFGEYPFG
>MBL3597152.1 hypothetical protein JMM63_16515 [Rhodovulum sulfidophilum]AB22
MNQPPLSELLGRRTPLRLPPPPDFTQLRRSVERVLERHGRAEPPERNPERLLAEMARRIETDDWTRVPMSFATRTARVAF
SADWRDRKAFDPVRTFLLAEIEASTRTGFLNPMVRIYLENFAADAPAIRRLGHALARSSGKIGAQWRQLLENVPRLFDPA
SAPTDLAERMDGMEDIWNGLRKLGIRQPHAPGLMADAHLALIRRLAPRLDRAEDIERLLSWLRPQGHEPLSAGAPEAIGA
LLAHWLRRSPPEDVKRLLVERLTEFYGHPKANRNAVWNTVPEECERLFLHWITGAHIRLLFRILAEVEQKHMWRDREDFW
WTLYEQGRLDEVWIAFNPEGYRAALSRLPPETRESSVPFGRQVGEKDKSLLIMRIGHKIVVEGTYNFKVHIFDIKSPSAP
KLYLRKYDVADLRSRRGAESRAHHGDAWQSWVRQRI
>MBL3597153.1 OmpA family protein [Rhodovulum sulfidophilum]AB22
MLRHPRKISQEEEAESVFVSMTDMTVGFLFIMILLLAFFASQYDDTETVPRPVYNSALDERDAALAEVERLKQQLEDLQD
RIAELERLNTRKDARIAELEKKLAELQDRLKAKDPIELYNAQSARTRRTIIEALARAVKKDIDEERIAGLDVSTQGDALR
FQGTGLFASGQGTLSGASLRIIRQLGQHLARELPCYSIGPRSDIRLDCNPGLVLIETVQVEGHTDSDGSETTNLQLSSQR
ALSAFAQIAPDTNGTGTPSMLDFRNLLDQPVMAVAGYGEMRPIADNGIVRGKAANRRIDLRFIMYVPPGKDLIPNTVSDI
SRISAALQAREAEQ
>MBL3597154.1 hypothetical protein JMM63_16525 [Rhodovulum sulfidophilum]AB22
MENLADFVLADIGTPIQNFVLLCAGLLKEEGTPGLFVALLFAALFFACTVTVAKMKRRAAMLRKMSHLIKANYPEDASAD
GVVEKLGATFRSELAGADGESLREAWSEFVETTFYDDSNGPVILRNTVRPVAFFNVEDLGFGPAFLRIVPGLFVSTGLAL
TFLGLIAALHQLGADGRITDRTMADLMTIASAKFIMSLTGLVCSITFTIVLRASTGKVDRELHTLVRGLEKRFEFASLEE
LTFRMFRAQCEAQEAQRKLGYELVAELGRPLKEEVPQAISNAISEGIQPILDKVGQQGTDSLSTMASDLSQQVTSGVERA
LTTASERIAQAGDRIAQLATRMDESSGRMGSEMDQAVSGMTSAVQELREQMSAAAQSTSGVFTAGAEQLLGVMNQTLEGI
RDNTGAGAQAISDAASDMRAAAQSMREEMEGAAKDGAQAAQKRMQEAGQSAGAAIDGAGKTVLSAFEEASSKIAGISGDM
LSNAEESLLAPVRELAGQLDSLAAALKDGTQASRTMSQNMRDGAQASADAANTFRTASQDLSSAALPVRASIEAIETAMR
SLGDSTRSIAQGAEANAQSAKAALQSAQETLGGQRRAIEAALKGVEELVRRMQGQGDKLDMIDEKLGKAFEQYANQTEAA
MQAIRSHVGEMSEGLNAALATLQSIVDNLQEFQPQQRRS
>MBL3597155.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB22
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGMMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGRPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MBL3597156.1 hypothetical protein JMM63_16545 [Rhodovulum sulfidophilum]AB22
MDRDVRIQQMSSKGVRPLIVANLSCSASLGPRISLDGKGRGPDNIFIERLWRPLIYVCDYLHACA
>MBL3597157.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTGLEIHNLSAGYKRRPVIENLSLSSVAPGSLVGLLGPNASGKSTLLRAIAGLGAGSGRVELNGVDLAATDHKTRVETIG
YLPQSLPPASPLLAYEAVLAACRAVRALDTPTAEQTVENAFSALGISHLALERMDRLSGGQRQMVGLAQVTVRNPKLLLL
DEPTSALDLKWQLAVINAVRDLLRETGAIAMIAIHDINLAIRSCDQLAVLSEGSLIAFGPPEEVISSPVISRAYGVPARI
EHCAAGIPLVLVDHATP
>MBL3597158.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB22
MLGLLVIAFICDVFTGPAALSPGVVITGLLDSAGLPSSMHYILFNVRLPYAAMAILVGASLGLAGAEMQTVLNNPLASPF
TLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVLAQTQANGADSVVLFGIALVFAINSVVALLQF
LADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTALRAGEAQAESLGIDTKRLRLTVMLRASLLAA
VAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIASKMVIPGVIIPLGIVTSIVGVPLFLSLLIAR
ERHA
>MBL3597159.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB22
MTTRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAAPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTHLDYDDLTDPRWRDRMFIRSADHMFNTGLIAAYLARYGQKKTEA
WLAGIAANNPLGNGGDRNAARAIAEGRALIGVANSYYFGEMQAGVGGSEQKAWSESLRAIVPTFDGGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPVSERVAPNPIIRKAGELRPDTRPFPAIAAFSETAEAYARNRPWNQIRM
KDPLL
>MBL3597160.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MDTITRRGFVCGAMALAAPGLARANPGIVVRDLLGREVRLARPAKRVVLGQGRFLSMIGMVHPDPIAILAGWADDLNRTF
PNEAEAWSSRFPALKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDSDGSTSFIRSLTQAGLTVAVVDFAQDPL
KDTVPSLRILSQLLGQETRGEDTISFYQATLKRITGAFGDRSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGGHSI
AADVLPKAVGPINLEYMLTRQPDVYVATGGLKGDAAGGISIGANVTEAQARESLIRIVSDPGIAELNAVRNKRAYAVWHG
LNETPLHLVALEALAGWLNLGIKDVFDARKTLAAFRKRFPLLPQDGVYTVALDLSA
>MBL3597161.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB22
MGPFRASALVLIASLNLMSTASETRAQDDVVVLPPVVLTSEGEVSDSYVAETSRAATKTATPLVETPQAISVVTEAELET
RQVQSVGAAIRYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSKGRFAGLGRPEPFGLERIEVLKGPSSVLYGQN
APGGLVNLVSKKPTSETIREINTSVGTFGRRQGSFDFGGEIDAEGKFQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTP
TSDTTFTLLGSYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDNFIRTSRSIGYEFEHHFDDVWTVRQNLRFD
RQDADYRYVSYSGAALAGTTMSRKRSFVDQSLESFAVDNQAEAEFETGRVSHDLMVGLDYRYIDSAFRFGTAAASSLDIE
NPVYGTPVSMPPTTRSEKTDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAEN
GLAPYASYSTSFEPTPGSDFAGEAFKPTTGEQFEIGLKYQPVGFDGFVTLSAYELTQQNVTTTDPVNTRFDVQTGETRVR
GIELEGVAALSDSLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGVRYVGERFGDAA
NRMDLTATTLVDASLRYDFENLSPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MBL3597162.1 transposase, partial [Rhodovulum sulfidophilum]AB22
DTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MBL3597163.1 IS3 family transposase [Rhodovulum sulfidophilum]AB22
MKKSRFTEAQIMGVLRQAEGGMPVTELCREHGVSSATFYKWRAKYGGMDASMMSPMKALEDENRRLKRMFADLSMQADLL
REALGKKLTRPAQRRELAEKAVATKGVGIALACRAFGVSETCFRYSPKRDDENEMIAELLVGLTNAHKTWGFGLCFLHLR
NVKGHVWNHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPEVPNLVWSMDFMVDRLADGRQVRLLNVLDDFNREGLGI
EVDFSLPAERVVRSLNQIIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNAYVERYNRTVRHEWLDL
HIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MBL3597164.1 hypothetical protein JMM63_16590 [Rhodovulum sulfidophilum]AB22
MTGSAGSNGRPLPWLPIFWGVLVLAQITSCGPELWHNPWSIIQDDGRHFVAWLRQMSDPALFPDDPIATYFLALTPELFK
ALHLPAVWLGIDVGAWNLLVVSPLSIALFLAAANTFAARMQLAGPERHALVLLLLAAVYSDVTSGLPRGFGPTIILGLLG
LFMARRRIALGIAMAAGANIYPIAALVGGGAIGFNAVLRSMSVRRIDRNDAILVLIAAAAGIVGLSPFLASTDGAGATFT
LAEARNIPIFGPGGRTSFFRDSWVDMLLCSSQRSGLLPTCAGGPGWPPLVLTAAVFIMGALLLRRRDVPRDVGTALISLV
LSGLVLTALAYVFAFKGHLPGRYSRLSLEQVYAFSWVFAVTSGVVWAARRRGLAERRLFSGLVVVLLAAALVGTRPSAEF
IRDPAPLISAALRSQPPETVVVGFSRYVDSVPALTGRKVFASLELTVPYKKPYYYRIEQKMADMGALYRGPVSSGWRALL
DRSGIDFFILDSEASARARQWYVSFPVLKGSREQSVFVSNPDAVRSCTFEAQGSLKMISASCFADRALE
>MBL3597165.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRLVSVLVSLAFLAVVYSLLDVDAIIGALRRTDPGMLGLSLILLVGLIVVSALRLSILSRTGGLPLGRRKAIQATFAAN
ALNMFLPGKLGDILKASLMAEDDSAQLAKATSLGIWEKISDLAALFLMASVPLALTSPSSWAWLPLGLLGLCGLAALLAP
RILQLPFGALRATRPLARDWGAVVRSLRSRPGSLTLCLALTALLWLGHLVQISLMAASLGVSGDASFWAHFMALMPIAIV
AGLIPLTFAGVGTRDAAIVMLIGAQAGPETAAALGVLFWLRYLVPGLIGSPLLPRFLRTAAAHRARFAK
>MBL3597166.1 hypothetical protein JMM63_16600 [Rhodovulum sulfidophilum]AB22
MTGSHPLRKRLERLGTRSLPKLLTLQDRNPHSPTYGCFDRNFWHLRITDFPSGMAQEFVLPLALAYSNRLEGNDFFGDPM
IREWVRAGISYAARSAHSDGSCDDYYPFEKAAGAAAFSLYACIEAIPATGLDPAPFLPFLTQRAEWLARHQESGRLSNHE
ALIANALYRLSALVGEPRFAELGRRRLDRLLTWQSEEGWFFEYQGCDPGYLSLTIANLAELAELRPELPLKAPLLRAIGF
LHSLQPPDGWLGGEWTSRNTNNFFPHGFELLGKTIPEALDINTRAVGAMDPAPEYDDDHIIGHHCWSYIKTALSWRDTRP
EPSLSPDRDVVFPEAGLSLLRKGPMTLLTAEKKGGAFRLYRGDRLIHADTGVSLQLRRGDRTRTYVCHLWSDDNEIERCP
ASVTVSGAMGRAKSSQMTPLKNLVLRSLMLTLGRFNPDLIRAILQRLLITGKPRSGLRFARHLALDDSGLTVRDRIEGGG
EIVDCGIGPAQTSIYTVMSRVYHPVQRQPWCDLSAEIMPGSALRLDHTRRIGEAE
>MBL3597167.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB22
MSTNVDSRIVVQIPCYNEEATLEATIAEIRKATAAFRNCLILVVDDGSTDGTVEVARKAKADFIARHSSNRGLARAYMTG
LAASLNLGADIIVNTDADNQYRAAGIPALIRAISEEQADVAVGARPIEQTEHFSLLKRRLQRLGTRVVRALSGTDVRDAT
SGFRAITREAALRLNTFSDYTYTLETLIQAGRSGLRVTSVDIETNPPTRPSRLMRSMGQYILRSIGDMLRISTIYSPLRS
YLTVAAPPLAVAIFLGLRYVFLVSLVDPSRSHAPSLILAGILTGLAFLLCGLGIIGEIMTVNRRILEELRINQRRQLAES
GSLGGRVDFSLIEISHGTSK
>MBL3597168.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDAIQGAKAPQASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIIAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQARIPETAPPAAGMTPLGLDAAVVEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLLDMGYADYGPLGRWLEFGINTHMGQTFGMLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKAFVGLFVLLGIGGVLFPLTGMSLVAMLVLDLAWQRFRAAHAT
>MBL3597169.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB22
MLKPFIRTLATAALTICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFR
>MBL3597170.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MBL3597171.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>MBL3597172.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB22
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGNWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGGSAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MBL3597173.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB22
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLNCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGTTVLVTGAGVIGQMCATAARAAGAARILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFTEAVRQIVEGEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MBL3597174.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MBL3597175.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB22
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPDDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPTRIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGTRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDDAAKDRMQARFEQLIDCWQSARQAKAA
>MBL3597176.1 NAD-dependent deacylase [Rhodovulum sulfidophilum]AB22
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGRVMEFYDARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIAGDFDRGLHGPASEIVPVWVEQYLGARR
>MBL3597177.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB22
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MBL3597178.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB22
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAVLEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MBL3597179.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB22
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MBL3597180.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB22
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDEGQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MBL3597181.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB22
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIQAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MBL3597182.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB22
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MBL3597183.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB22
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSQPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MBL3597184.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB22
MTATPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPEQDIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDAGWCERLVGLDGARLSLGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MBL3597185.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB22
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MBL3597186.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB22
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGTDGLPVTLISDLAPHTAALRALPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFATCDAERSALRETYLERQPKARLYVDFADFHFVRLVPFSGHLNGGFGQAFRLTAEDLGA
>MBL3597187.1 hypothetical protein JMM63_16715 [Rhodovulum sulfidophilum]AB22
MGERAWSCALYGDGFLPTRRGLERSFERARKGRTAAVHRPDVAAIHDWRKWITYHWDHIGLLRPMERGPPGRRAGSCPNF
>MBL3597188.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB22
MRTLLSALAATTLLTGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAETFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAQRLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MBL3597189.1 hypothetical protein JMM63_16725 [Rhodovulum sulfidophilum]AB22
MDTSWVENERGEFPGDPAKGCMYRACDTAGEKIGDKIGDKAGQKPDGKATGRGPFRGPVRRIAGKAVSTRRAGRAGSERG
LWPVAENVGLRRFAQGSGDFSYPFVKPMTDLRALPRRSR
>MBL3597190.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB22
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPAIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYSARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MBL3597191.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB22
MARFERKDLLDKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MBL3597192.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSIADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAARETAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTPNRRLVRLPHNINDAAFSDALYTHWKEIA
>MBL3597193.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEATFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MBL3597194.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>MBL3597195.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MBL3597196.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MBL3597197.1 hypothetical protein JMM63_16765, partial [Rhodovulum sulfidophilum]AB22
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILR
>MBL3597198.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB22
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MBL3597199.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB22
MPMPRRALTALVLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIE
AGDSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>MBL3597200.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB22
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAG
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MBL3597201.1 holin family protein [Rhodovulum sulfidophilum]AB22
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
EPDGPQDSGTVPRSQGPNPALDDWRAGL
>MBL3597202.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB22
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MBL3597203.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB22
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MBL3597204.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB22
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPASYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MBL3597205.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSSREDGRQDWDGPWG
TCLECGYDGGGWALSHWANKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYEDGSAGAPDIAPVPLPAGGLLLVSALGAA
LLLRKRGRKAA
>MBL3597206.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB22
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDAFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGN
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MBL3597207.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB22
RVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFEDPFLRAAVAKGYHKLLAYKDEYEVARLHLDTAARA
RAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAALRRLRGTPFDPFGWQEERRRERAAIRRYEADMEE
VLARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDRRAGLLAEIRAGGAALDTAAE
>MBL3597208.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB22
MSLSYAIGDIHGQRARLEAAHALIAKDRRQVGDTGAPVVHIGDYVDRGPDSRGVL
>MBL3597209.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB22
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MBL3597210.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB22
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKLWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MBL3597211.1 hypothetical protein JMM63_16835 [Rhodovulum sulfidophilum]AB22
MSYHVEALCDRRRFGSAARKQIAMYLANKASDDGAGIWCSKHTIARHTELSLATVKRTIRDFLDEGLLVETGERRACDHG
HTVVYRLVLEAVSELDSLLPTRGSKETGVTVTPRRGSPRPPNNPGNSPLKPPTRAEAREAEEVDLEKIWAAYPSDRRRDR
KGCRRHLAEAPGNTSVDELAAAAAAYAAETDGYTRSKVSFIDNWLRLGKWRRHVDELRQRKATSTESAEKILTQVAGWVK
TRHGMCRHVTSGQVAAALQRGLITRDEAAAAGVLK
>MBL3597212.1 hypothetical protein JMM63_16840 [Rhodovulum sulfidophilum]AB22
MSGPQFVRFQTFSRKPNPCGQSVEQVLAEAGRDTMFSGHVESPKEPRIVCGMTPEGVRRRHDEMVRAGGSDVRLKDGRKV
RRAVRKDRHTLMTCVASYPLLTKQIAWDEDAKRAYDDWVRRTVDWLIDIYGDQLVSVVEHTDEPHPHLHAFILPHHDPAC
AARDLNPAWRAKMEVEAAAREDGKAAREAVKLGNSAYRARAREVQDEYHEKVGTFCGLTRIGPARERLSRQQWQARKAEA
RRTARLQAQLDHRIAGLIDAEADQNRSHEEMEKTLTGLVDQVEAELTAAETKLSEAAEREREVEARLARAKTADADLRTE
KEALARERRAFEADRTRQVTEAVQASIRTAIRVLSGVLDGSVRPGRGKTDLEITDNALAQDVARLGLRKAITPMVLAFSD
VWERLSNRLTNRERAHEAETAGRALSSGDVQIDHPKQRGFKP
>MBL3597213.1 hypothetical protein JMM63_16845 [Rhodovulum sulfidophilum]AB22
MNDLEARIAEVSRRGSPREAAPAVDVTALKDELSNHAEAIRAQLHTRNLPLLGRLEAVERAHDELLQHQERMNILVEEAD
RRVRTLKIWGAAIVVGAGLISSLFFATALLIAQAGGI
>MBL3597214.1 hypothetical protein JMM63_16850 [Rhodovulum sulfidophilum]AB22
MGNRKAPRPPINNRCLVTFRGTVVSVADRVTHQLRSGQHSYAAVRSLPEVWIVDPEGHELRFCDETLDECRAGHEIVIVG
DRTADRVLAMRNLSTARTCLSATVSDLPVTGSHVFTIICLCVSLASMTWFVTMMLFGEPSYRDSFWEDLGRTLS
>MBL3597215.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB22
MTHWYTADLHLGHENIIPFSGQPFRHAGHMDAILIANLWEKVGPEDDLWIIGDFAFGPKAKDEDWLTMIFGQLPGAGRHL
VIGNHDGPLTQSLPWDSVDLLCEVEDPAASLPITLCHYPMMTWHHARKGALHLFGHVHHGWPGSSNSVNVGVDVWDFFPI
TAQEALQRARKMPSHKHWGDVEPRVR
>MBL3597216.1 IS110 family transposase [Rhodovulum sulfidophilum]AB22
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKLPRCVVGMEACLSAHFVSRRLRDMGFDP
RIIPAIYVKPFNKGQKNDYNDAEAIAEAALRPNLRTVTEKSQDQLDLQALHRVRARLVSRRTATINQIRAFLIEQGIAVR
SGFRALRNSFEAILEQRRDEISARMRSILIGLYGDWLWLDDRIAAVSTEIEEISRTEENCANIMSIPGIGPVISTAMVAA
VGRGDAFDRGRDFAAWVGLVPRQFSTGGRTILGRITKRGSRYLRMLFVQAAKVIMMRPYRWQAFSFGAWLERAVSRMPRN
KAAIALANKLARTAWSILRHGTRFDTPRDLTMEAI
>MBL3597217.1 AMP-binding protein [Rhodovulum sulfidophilum]AB22
MTLQTISDLLQGQDGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGVGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAGRLGLVVLRLSVDPSEPAGRFSLKAGGAGGDCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPADRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANAKSFFEAEGLRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MBL3597218.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB22
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MBL3597219.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB22
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRIMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MBL3597220.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB22
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGGWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPSEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MBL3597221.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MBL3597222.1 sugar transferase [Rhodovulum sulfidophilum]AB22
MSIAVLQAPAAEAGAIPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VEPSGGQVGCWVRRAGLTGLADARDGGRFCDRVHDDLRYGRIASPRVDLGLIAAALMRRWQPGRPQPGLALLSGTVPLIV
SSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>MBL3597223.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB22
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MBL3597224.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB22
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGNDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MBL3597225.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB22
MSTSTNSTKKPSKRNPKVVISADDLVHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MBL3597226.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB22
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTYAIIPNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAY
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MBL3597227.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB22
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MBL3597228.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MAKYRFGPRPENDDEASEVMERELFQEECERRRDICQPHIRLKALRKSYKLSQEEMAEVLQVSRRSLQDFERGKRAIPSS
AVARLFGRFDCDLHALFVGEPYPISREDRASFVKAGLDAVFELMRWFPDMSAQDVRHYATLTAELTEPGDDPELGWLLEM
VGRRRAEAEDAKEEEAR
>MBL3597229.1 hypothetical protein JMM63_16925 [Rhodovulum sulfidophilum]AB22
MDRIVEGGRAPEGWCQLMAEQGIRLSARTLRQKARQYGAFYAMGQAMFLLPSHVEVILKSEAARRAPGYRRNPSATRAAH
>MBL3597230.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB22
MPLTLYRRGDVWHFRGTVSGRRLRGSTGTSDRNIAERIKAETEAKAWDRKFDGPGAGPTMAQVFTAYLDAEKPERFLLRL
ADFWKDMPVDEVRAETIRQAARKIYPHAAEPTWNRQVIKPTHAAINHASELGWCQRISVRRYSEDPELKTPATLTWVRAF
ARQAEQDGLPHLAAICLFMYGTAARVGEACRLQWRDVDLAGSTAKIQLHKPRPWSRIAHLQPDLVRAMESIPSNRKPDDS
VFGYAGRGSVRGPWNNVAARAGIERLTPHSCRHGFATSMLRNGYDVKTVAERGGWKDATTVLRTYAHAIEDKTVTNTLFD
TSATQRPDKEEPSS
>MBL3597231.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB22
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MBL3597232.1 hypothetical protein JMM63_16940 [Rhodovulum sulfidophilum]AB22
MTITRITHLPPGSDFRPLFPRSAVETGFLLTLEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MBL3597233.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB22
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MBL3597234.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTISLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MBL3597235.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGAIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MBL3597236.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB22
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQIAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHTEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MBL3597237.1 hypothetical protein JMM63_16965 [Rhodovulum sulfidophilum]AB22
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MBL3597238.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB22
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTADLTAFLGRL
>MBL3597239.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MBL3597240.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSHPPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICREPELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMTLGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLDAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLSRCFAAE
YAAWFRMVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPRATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTA
GRPAPESRAGKGVAEARNAGPDAQPSASIASAS
>MBL3597241.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB22
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MBL3597242.1 hypothetical protein JMM63_16995 [Rhodovulum sulfidophilum]AB22
MGRPELHLGAARPVSEFEQDDPADPMNDASRAPSFTSSSAPDPTRTKRRFATAEERSYLRRLRRLIFATTFVWPGLAIGV
LAWIGIKARALNGYVVSALVFLTLCVLVGVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRAIVHPTRDSTNIFT
LGRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLRLPMSSRYGRARIDPTLPDLGVFLLRLGDRSIAPEM
RAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSTVTRIVGTYGGGAEIPAEALAARGLDDLRPDPE
FGHRLLHAGPVSFRTVSLSRGADPFLMRDEEIVAVNRIGRVFPFKLVGVASAEPALIADYRDQLMKRARSLSAVMPDLPD
RITALSDALIASQLRAMSFGSPPDSDFVEAVLPRPTIRTPRRSSFLISLEPSCLMQDFLCGQRDPAEAYENPVFVSGPRG
IVLRDGADLDRLAEARDRLREMEAETWPSIAMAVCAISVLLPVLCLLAWAEANRRIRRWYRSGGPER
>MBL3597243.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEILSSVSAEGFDAIFFPGGHGPLWDLAEDKDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVAGRTVTGFT
NSEEDGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MBL3597244.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MAQTDTVNRRYVLAQRPTGAPDENTLRLETAEVPSPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGGEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFARQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MBL3597245.1 hypothetical protein JMM63_17010 [Rhodovulum sulfidophilum]AB22
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMVLSADQGAEAITADLLKRFASILRGRSFISRKAQKKLAREL
AELTQLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGAIGEVMGEAMAAIERLAPRLGKDPAALAETVFEAILDD
GYGAFDDALPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAARAIAGRNRSLDMILRDVADAEGDVD
SWLARYTPEQLTCSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKSAFWKRLGAG
>MBL3597246.1 zinc-binding dehydrogenase, partial [Rhodovulum sulfidophilum]AB22
RRSSDLTVNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVG
LAERALELPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTGPGTGPGGVDLVIDGV
GFGATRAAASAALRPGGAMVHIGLGDAGPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGGLGGLGWVRTMPLAEG
AAAFASIAGGGEAAPKIALLPDG
>MBL3597247.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB22
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MBL3597248.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB22
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALSSWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MBL3597249.1 hypothetical protein JMM63_17030 [Rhodovulum sulfidophilum]AB22
MSTSARTAALVAGALTWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MBL3597250.1 shikimate kinase [Rhodovulum sulfidophilum]AB22
MLLCLFLVCSRVSRFGPIITGISPEFTPFRGRNRQQWREVAQVGTKLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSD
AEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRH
KDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTRPDVLEAA
>MBL3597251.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB22
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRIAILTDETVAARHLEAFRAGLGPIEAPALALPAGETTKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPSLVLADTGVLETLAPRDFLAGYGEVVKYGLLGDAAFFDWLEAQGPALAGGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MBL3597252.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB22
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MBL3597253.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB22
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MBL3597254.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB22
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLRLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPEEAYIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRTVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQTERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MBL3597255.1 exodeoxyribonuclease III, partial [Rhodovulum sulfidophilum]AB22
YSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETELRAGEKPSDHVPVWLSLDA
>MBL3597256.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB22
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEVITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGARVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLTGRAVAGAS
>MBL3597257.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB22
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTSEAEAMPGVLRVFTGTDFEGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENRAAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATLDKLLEIADVAGFETRRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALLEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MBL3597258.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB22
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGCEVATIEGMAN
ADGSLSKIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MBL3597259.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB22
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEEGAE
APKGKGWLGRMMTRKAEAE
>MBL3597260.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MSPDPIRPTAPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MBL3597261.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MDRNATPARTLSRQPPLVRDAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQEAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGLTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPAASGPDPEQAPPC
PTA
>MBL3597262.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB22
MSDSLIDPADPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRTAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLGETAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SP
>MBL3597263.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB22
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MBL3597264.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQDVATCPHSAWIGELPGGLRRRFEPGTAIARPGDVDGYGEGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MBL3597265.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB22
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFLFMIVAYGMKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALGAVLLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGSVAASLGLMPLALTAAAVAVALLAALL
VSARWLLAAGLSPLWGALSFPMAAFASLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MBL3597266.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB22
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQIGQ
>MBL3597267.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVIMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLSAPVAVPLVVSAADQAATEATHVSGADD
>MBL3597268.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MDPIEIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MBL3597269.1 hypothetical protein JMM63_17130 [Rhodovulum sulfidophilum]AB22
MSGALSASGRYVLSAEIEDITQPLFGVDMQVGLTVRYRLQDRAGKARWERRIVTRHRAAGRGLPRVRAAAPCQ
>MBL3597270.1 hypothetical protein JMM63_17135 [Rhodovulum sulfidophilum]AB22
MPMIRPFGPLALCAVLAACAHGADETAMVPAAIAPLSPGNPHRGAISDIETAGGKETDPALASQIADADSKACRARCRPR
GAMC
>MBL3597271.1 hypothetical protein JMM63_17140 [Rhodovulum sulfidophilum]AB22
MPRSMARRSLLVALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVANPLWTAEFSEPGFRSDLASS
LTRAGILTPGGANRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTLFDQTVTTSYTSPLGQAVRGIDRLRIASENAA
KDNIALLLRALGASAEGAPTGGPF
>MBL3597272.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB22
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAALTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTAGGGTIRARVPTEPGDKGRKVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MBL3597273.1 DUF3459 domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
ENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRVAGDGWVC
WALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDGCRTPMVW
AAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFRRCDDTAE
MFVAINLDENPAAMPAPGGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKEAGWRV
>MBL3597274.1 phosphatidylglycerophosphatase A, partial [Rhodovulum sulfidophilum]AB22
MSLALNIATVFGVGRLRPAPGTWGSLAAMPAFWALDVTGGALLAALA
>MBL3597275.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB22
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDENPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHDAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MBL3597276.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB22
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLGLLPEALA
AEGRAAA
>MBL3597277.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB22
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MBL3597278.1 response regulator [Rhodovulum sulfidophilum]AB22
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTATRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MBL3597279.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB22
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQTNDLRRIV
DEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQAFTNIMKNAGEAIESLSEKGE
PEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAH
CGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MBL3597280.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB22
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGD
>MBL3597281.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB22
QNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAREPMSTILKEGSHQTPVAAW
FAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGAFVTLEIDGQSFVVIDIG
MRMLSPRELFNAQGFPPDYVIEGAWEGLDSDAPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCPHLAAPRQAEEAHDAV
>MBL3597282.1 hypothetical protein JMM63_17195 [Rhodovulum sulfidophilum]AB22
MPSETFTRSFGRFEAEATPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLELIEAELGEDLRYRAGV
MAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICWASAAFPKPVEDPADKAFREAIA
ELVDCAMKEDRNDA
>MBL3597283.1 hypothetical protein JMM63_17200 [Rhodovulum sulfidophilum]AB22
MALDLAFVPEPRWTVCIHLKGGHVERLMMPEANAVSPLEAIDGHIRAHGFCGWRRFELVVLNMEELQMVRLIPWHEAAEQ
>MBL3597284.1 site-specific integrase [Rhodovulum sulfidophilum]AB22
MGLEVRVNLPGLTRTTTASGRIRWRVRVAGQPLRKINLGVGPSHPEFMARYEAARRGEEWTPPEERGPIPRSVSWLTREF
EKAMQERVAAGLMHPNTLKQRRAYYDRVRAVHGEKAMQIPRAKIVEIRDGMISTPGAADNMVKALRACFAWAIERGILTE
NPATGIGKLSRGHGAVPWSIDDLQQFRDRHPAGTMANLALTIFMFTACRLDDARRFGRRHERRIDGITYLDWMPGKRGSA
RVVIPILPPLAEAIKAQTLVGPTYLLNGLGRPFASSAAFGNWFRDRVAEAGLEGRSPHGIRKAAGELLALEGASQYHIMA
IHGHTQAKTSETYTSGVNRQRLAAEAMELLRGMKW
>MBL3597285.1 hypothetical protein JMM63_17210 [Rhodovulum sulfidophilum]AB22
MVIRVVHLDRNPLIRNSRKVDQSDKYAFENKGKCYALSAHHPQINHLNLNDKSWKYPTAERAWGTLLAEGGDSSLGIAIH
V
>MBL3597286.1 hypothetical protein JMM63_17215 [Rhodovulum sulfidophilum]AB22
MSVLWPPGGPYLAWLSIKGCPTAITGKGGKVVPAPGWGPRADFFHGLVVTGMTPKVALLWATLSTFVGGATTAIPLLLLL
AAVSAILAAAIYGTYAVVFAARPTRYLLHPFQPDRGRHVRRRIRSARHCDDRLRGAQNSAGTDSHAKRSERQKTAVRVGA
WLHAASCTKVRSRPLSADVGHRNGTDAEAVDVVFYQPVRCLAQPQHLPLDLGPAVFCRFDFPAHRRCRSQGRSRRGPTHQ
DQTLEAVLGADPASAGWGGGIRHGSQFPGWNHRPPRARCPTLVPPWGTSRIYRLNSDD
>MBL3597287.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MGIIYLEEEIDWGALAPLTMAREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYETFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPIYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MBL3597288.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MIPNLASSSASAGRLPDKIVVASTRPCRPQNVIPHPLHCKELAVGWRVAKNTSLLFLSSIWGLCWRGRLTPGWSCKKHRS
ARSQPAPGEVLTLHIRQEIVMRVLAVLAALATATPSLAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDT
LLESAGSLPLGTPAHLVDENPCAILVGLLETEAPRIVVESSAPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTI
GADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETV
GAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRRATASVPALAGIPAVAADAILPLPAYSDMDVVGYPYT
LEAWTRAFSEVAMAAVSAPAASR
>MBL3597289.1 transposase, partial [Rhodovulum sulfidophilum]AB22
CVHRHRFESIQHAMRVIGDWIAFYNHRRPHQALAMRTPVEAFRLAA
>MBL3597290.1 hypothetical protein JMM63_17240 [Rhodovulum sulfidophilum]AB22
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MBL3597291.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MTLFAADTIGLHYPGRPDPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRISIRPRRIAMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>MBL3597292.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSDTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MBL3597293.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MRLLPLFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPLEGITFSFQPWASPEQLRKRVIADIPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAGTWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRRADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDLPMPQQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MBL3597294.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB22
MVSSDRSSGAARLLQTLEGPIRYALLDWALESGVFGLCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>MBL3597295.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MSRHSASRPVPGRIALFVLSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLDEADLARPVSADLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGAEINLGVSGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEVGVKHAFTNGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEL
AANAGWQRARASAFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLALAHQGEVWRARGSLHGSGSYWFDPGNTVKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MBL3597296.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAERLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPATGDPGLLTARVTAFLSDNLANPITISGIAQEMRMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MBL3597297.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MSESGSGLSATKATGPQPMLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWA
PLMDRYQPFGGPAYRGWLIGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNA
VQTAGGLIGALVGAGGAVLAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLA
VLVVAEFGLGAQIALVNPMLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYH
AAAMADWQMVVVLALYYTGWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGAC
SCLLAAILAKGKGAIKAP
>MBL3597298.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB22
MTLLSNAFPKAAGLGPQIEALLADPAAKPEAFAALPLPTAMRALVIDARDEARTMALPEAERDPAQTLRLREVPLPPMAG
DEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVLGSDAAGVVLRVGSQVTNCKPGDEVCVHPG
VVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGSNGARMHLGE
SVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPNERGIARLRGRIRAAA
GDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHP
VLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPRDGIRDPGLRRAAGVDPFLQKLMVS
>MBL3597299.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]AB22
MTLSEHRRALLDKLLAEAGEPVRKSAPPSPTAVPDIENRHAPFPLTDIQLAYWLGRDAQTELGGVASHGYQELAHQELDI
ERYRSAWNRIIARHGMLRAVILPDGTQQVLAEVPPFGIAVEDYRESSSDTAEAARLATRQRMSHRVFDPLEWPSMEIAVT
RMPGGHDIVHMSADALFGDIYSSFVIFHELRQFYDNAGAVLPPLDFTFRDYVLWLKDCETGPGFQAARAYWEAKAPTLPP
APQFPPQPATRPAPPRPEGFRRLRFALPPAAWSALRAAGRQAGASPSALMLTLFSELLARFAGDEAFTLNVTTFNRADIH
PQVRLIAGDFTQTMLFAVRTPARGPLEERLRALQADFAQDFEHRAFGGVRTLREMNRQGGGGAGRALMPVVFTSGLGAGD
LAEAIPRESRDFVRRVHEITQTPQVTLDHQVFEENGALVVQWDHQPSAFPPGLPETMMEVYRTGLGRLAEDPGLWRCDRL
FEPPAVQLSKRARVNATAAPVPPARLEEGFLRQAGLQPNASALICGETETTYAGLLAQAQGWAAALDAAKAGDFVAVSAR
DPVMRVAGVLGTVLSGRAYVPIEPDWPAERRHSVASAAGIAHAVTDAPGSWNGIAVPLAPAAPDRYSAARSRAPGDRAYT
IFTSGSTGVPKGVVLDHAAAWNTISSINTRIGIAPCDRLLGVSALGFDLSVYDIFGPLAAGAALVLPPAEQDRDVPAWLR
LMRTHRVTIWNSAPALFDLLLGARDADQALALLHHVLLSGDWIPPDMTKRLFAAAPGARLLAMGGATEAAIWSVAHEFST
APGNVAAIPYGTPLPNQSLHVRDGAMQSVPDWVPGDLYIGGAGLAREYLADPGKTAAAFAADPLTGARLYRTGDLARYRE
DGVLEFMGRRDTQVKIGGRRVELGEIEAVLARDGRVERAVVRLCPGKGVTAWLRATPGKTLPDPDTLARHAARYLPAHMV
PAHFLAVRRWPVSANGKLDIKALPQPADAPAEALPEPAAGSAEARLLTLLSEELGRPPGEIGVTQGFFDLGATSVTLIAL
HRRIAEEFGTELPVTLLFRLANIRALAAHLEGGADSAALREAAETRARLRRSHAARRRGGQAQSPQGRA
>MBL3597300.1 KR domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
LARAGHSALLDPILPRFRAVFDGMTLGQPDLPFISNLTGDWADPQEVARPEYWVRQLREPVRFAQGAARLAEWGATSYLD
IGPGGGLAPLLTRHPDLQPETVISALPDHNAAQDEETGFHESLARLWCLGAAEKAPRARLGGAAEVQPASLPGYAFQRQS
YWLPPSAVADATDELPLLPFEDWLHQPQWAQYRPLPAETPRPHAIRAEPGDTLAAALAQALPAQFVTGDMDAGSLADHTA
IWDLRTLRRTAGPPELDAALAARKDLAELIRALARTGKPLRLIVPTQGLARVTGGETLAPEYALLQGIVLSAAHENPHLS
CETVDLDPEDDPLSALCDLGAAAPAETPMDALLAVRMGQLWRQELRPVPGRPFPAALAPKGRFVLAGGDGGIARTLAEAL
AEASPGAHLALIVRPHPDRAAERAAFAGNLQNRVGASLSWHAADLADAAATEAALRAAANAACGAADRAEDEAQDGRAHG
IDGIVLAAGVAGGGLIEAELPEGAQSNTGPKAGLLAAVEKVFAGTPLGFLAMCSSVGASFGATGQADNMGANRVFDLYAQ
SDRLPLCRRKIAIGWDYWRDTGMIRILGPRHKALTGEEIRHGMTAKEGAAWFLRCLGAPLPVPVISTLPTDWIRTALARR
LGEAMAVYERAAPAAGAQVRAPRPPLGTPFAAPEGALETLLARVWAETLGFEEIGRGDSFLELGGDSLAALPMLARIRDA
LDCELPVSALYRSLSVAGCAAHLRAADPGDIELRARLYLHVQMLDEDALAGALAADASGPAQREPHR
>MBL3597301.1 hypothetical protein JMM63_17300 [Rhodovulum sulfidophilum]AB22
MSIWRALRTWGHLNAPTIGDDLNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLLMYFVVLSWWEQSILWDNIQI
WLNSEAYFRATLERLVKRSPEVYGNEDFTSFYTRMMEMHGDRWVGGAIFLTLPTFFFIAACIWPRYRPIRFNRKLGIAYT
WSWGRFFLSRSDPSLGLGRGVGDFDLMLRRFTIVRAGVDSRKSHSIGALVLRLRHHRWTRYKESWTLGVFPPACLCQNSQ
ISIAISDFLTNPVRPDWCDALELQPSPLSWAHRLALRVVNFSLLSSWWPRRTQKMIRRHLEIRAAEEKAAAEAREALRRR
ANGMD
>MBL3597302.1 hypothetical protein JMM63_17305 [Rhodovulum sulfidophilum]AB22
MTDPAPLSETRAADDLTSACDEDIRPIFPVRHALTEEALFNIARDGTSPGEPGAIGAQGSYELRRLRQGYVYIYARNGHP
DRLSSDSKGTWLVFRYVSQGQDDSSSDLRSDTRIPEGRYQFYKMTWVDGGAGGRWEVTDRRRYPYAFVNKQVSEIEIAYS
EERWPGHLLLMAELDAGLRARLMTKVNIVAETTEQSAPLSRLGEHVAEFMPEAEANPEGNAIRYTAFQPEAVSAVVQCAN
SRENGRLVAVKDHLGELLDIQAAHLAKSESLKTFSAEYQYPLLIGMGVENLKPHIDQDGNWFNKPPLDPELKTVLDKLRG
EEEDLENEIRALVNAYWQVAGRRGHCALLEELEVVLAGLDEVKADDSKARRTDYVFFVLGKVFQTLGTSAHGSASLTVAF
EGGATDRSKEWARIFSQAANAMATAVPEVLTRYRTHMNLTFAVTSKELAMSWVRRESGLVTRETVERILGVQTVTRPVNP
NNVDDVLKEIFASVGLTGQRPRTLEMSGLTAFFDGGGLRPDQLIAVPFYEITGTGTLTARGETFSNAYRASDLADKGGSM
VLGLYSAFVAANNWNTISPSITRAGAVAQDPRVQIASALLDAMAGLNAMHQVPNAAIYARDVGQQVFDRLFKAGSGRFFG
PANAAAQLRNGAQGTANNFLRYATLGKLAGAVGVVLAGMQAFEGFKADDLAKSYGNAMIAAGGLFLIFLGETGVGAVIGG
LMIIAGVVATFFGDDGATYWARHSFWGSSGKYWEGEQRDEAPKRIEEAKKLASGDRFFIDAFQKELNAYRDLTSFLKIED
ATSGDMLFEIHCPSIRSVADLSKLSATVRFISPVIGIGGGGLSGPLVPASPQFISSGLVHLQLAEKPGRDGDRISELRVD
ASYPKLTGGKFTDRLSIKVRNL
>MBL3597303.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB22
MLRDYQKSMIKSPSRHAATDSPVRAVHKTALDTSFVSFAPLDPQFGIWPIRTIPQPLEQAIWPDGETTGRKLFALLDASK
FADLPLLLAGEGLPHRCLFRGDASQVWGGVAPWLVELTRGSGLLRNLMTRSDRPQHLWDARPGIFICGDLDLEALWRHLR
RFTQMPGPDGGRIFFRFWDPKILPLLLQGIDSDQQWLRAFGTVGEVPLTFVTPQPAGTVLHRVSPELCGPRSRTPDRLPD
AVVELLREQRWSEFQIRLCQQLHKQHPQAIEPLSEDELREFSNQGYARGFRIEKANFNYVLAAALCLRSGRDLLRITHSI
PDWGQLTELDRSYALVAACKVEMEAS
>MBL3597304.1 TniQ family protein [Rhodovulum sulfidophilum]AB22
MPFPLPLRPLPAPRETVLSYLSRFAAMNAAEMSDFSIDLGHQIRRFLDLETAALDCLAEAAGLEPAIRDELASWTGVPAG
DVRMAFRGEAFVSRALRNPVMRGCPLCLQEDAQATPGHPERLMAMRGDWLLRSVNICCRHHHPLVPLW
>MBL3597305.1 hypothetical protein JMM63_17320 [Rhodovulum sulfidophilum]AB22
MALLQHRSPEVSRSDRQEAEAQAAGFAVLSQGEAAFRQALRDLARSSGGTQIAPRQTFGKLYVALDDYLTDSAFDPFRTM
LRDCILETWPVAAGERVLGEVLPARRLHNPRTAANEIGVSTKLVEQIMTDAGALPAADPRPFALRTFDAAEYAWLLAEIP
TLVGRGDMLAAMGATEAQLRTLREEKIIRPLTKHPRVKAPWRLADGLALVAELHALMQPDPADGSGWEGLQFAKRRTGLP
VGAMLNAIRERRMRVARDPGQSGYRSFMVLKAEVDSLTGARPHVRRRDETAAAGQPASVFANSIGMRRRAWYPALHQAGH
APAFWNRHPVTRRAVLYVSEDDKAKFHRRFLTPATMQSEFGLHRQTCTARLRAAGVRPFSPGGVDFGPLYLRQEAEPVLQ
KAVGLGQG
>MBL3597306.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB22
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGARPFDGIV
>MBL3597307.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB22
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MBL3597308.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB22
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MBL3597309.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB22
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MBL3597310.1 YceI family protein [Rhodovulum sulfidophilum]AB22
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MBL3597311.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB22
MRGLFNRPITKLSFAPPVPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPEGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSIWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFVARKG
>MBL3597312.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB22
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MBL3597313.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB22
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MBL3597314.1 acyl carrier protein [Rhodovulum sulfidophilum]AB22
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MBL3597315.1 hypothetical protein JMM63_17370 [Rhodovulum sulfidophilum]AB22
MQLVDVYVVMPDIQSATCARRFRWCENIPPMPVRKRRSGKTGWFRTIAKAKPESAKVRTRKQNITVAAMQMVERKSPLPS
VVAGGHAVPALETSEHVLNPMTLLVEFPVMLRSLLATAPGRTWVVEEMHFYSEA
>MBL3597316.1 hypothetical protein JMM63_17375 [Rhodovulum sulfidophilum]AB22
MKLTRQPLTFVLSPRQMSDATGALALLDALPPVRMLRRDNGCNAGWFR
>MBL3597317.1 transposase [Rhodovulum sulfidophilum]AB22
MFHSLAEARVVIETWRVHDNTARPDSSLGYRPPAPEAVKWLSREDGSSPPQPSTLAPRPVMH
>MBL3597318.1 hypothetical protein JMM63_17390 [Rhodovulum sulfidophilum]AB22
MEQKRHNPEEIVAKLRQVDVLVSQGRSVAEAVLRLTDASCNCLRPEWAKHVRSCHVAESRPHDGRTFRMLNVIDAFTREC
LSIGIDRKRGFDRGDRCPDGPVYPESRSRPRPIR
>MBL3597319.1 transposase [Rhodovulum sulfidophilum]AB22
MLTVESFNGRLREDSPNEHLFANLRHARVLISAWRDGYNQNRPHTRASTTSPRAGLPPESGPP
>MBL3597320.1 alcohol dehydrogenase catalytic domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MLNRELPPRAPGSFRVAVSHVPVNPSDLIPITGAYAHRISLPAVAGYEGVGRVVEAPDGLSHMVGRRVLPLRGEGTWQTL
VDCPAHH
>MBL3597321.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MNDAIDSQQEPDAVRAAVQAQIIECLNRFYAMEAGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSVYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>MBL3597322.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MBL3597323.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB22
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MBL3597324.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB22
MTVAMNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMHEQGRITALGWRSRACTLGMASLGLV
TEVAVGQCRAEVAAAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MBL3597325.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSTEKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCRYVL
RFRRIAASYGLVQSAAEERDLVALTGRLCGT
>MBL3597326.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB22
MTWDISRLAEPARALATFAGANELVGLLSKGVVEQSHLNRLVSDHLLRDPRLAPPADLMGAGRLLPRYQAVPFLLREAEE
RDFLDWCRDSSKKLAIRLVTGGSGRGKTRLMIELVGKLRDGALVAPGLTRSNWVAGFLATDLLERLNGMHPRYEVPFGAR
GDLFIVLDYAENKRREVTALLKAALAAHDAGRGDRVRIVLIARHNAEVFQDLMRQESEFAGRGLIQMHVDPLAPVPEPQN
FYAAACEAFGVADDARAYPDKINADFGLLSIAAMLASITGDAPPSNQTAILEDALSHERRYWIAAARAKALPEALDEAVL
EGVAAVTLFGLQGAIPDITAAAELLAALPRLADQDMNTRLKIAKIAAELYPHPAGHVEGVALDLLGDQAATSILTARLEA
VRGLCSEQVTDAQLISAFTRVGWMAARDADTVRPLLGALCDRFGERGLRAIVDVAPNVGHQLGDLAADWVLASKEFAVSA
GLVFGLPEHTVALRKLAAVLTRKALEASSGATTEMRAALTNNLANRLSALGQHEAALEAAKETVTLYRDLVEARPEAFIP
DLAGSLNNLANILSYLGQDDAAHEAAREAVALYRQLDEATPDILIPNLAPSLTTLAKQMSNLGQHEAALETAREAVVIYR
DLAEAQPEAFSPGLAASLNTLANIMSHLGRREAALDAAREAIRLRRTLAEARPEAFNPQLAGSLNTFANLLSDLGEPEAA
LDAAREAITLRRALADARPEAFAPDLAMTLNDLTNVLSHLGQREAALAAVQKAVALYREFAETRPEPFTLELAASLNNLA
RSLSDLGQREAAREAAWEAVALYRKLAEAQPEAFTPYLAASTMNTAGYLSDLGQHEAALETARKAVALYRKLAKARPEAF
TPYLAMSLNNLSKFLSSILQRDAALEVAREAVALYRELAEERLHVFTPDLAMTLNNLASFLSDVGQREEALVTAQEAVAL
YRALAEARSEAYTPYLAKSLNNLARSRSDLGQREEAMKAAQEAVALHRQLAKVRAEAFIPDLAMSLNNLAGILPGLGKYE
AAQETAREAVALYRTLAKARPEAFTLYLAESLKTLAYVLWNSEQLDAALEAVSEAEILRSGVKA
>MBL3597327.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB22
MRVLLAALLLAGCGGLPGPLGPNVAANIQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3597328.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB22
AAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAEVPFRWDGA
>MBL3597329.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MGHAFGEARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSSMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFSQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHLLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPSRVESVNPDLRRQLLHARDLLLADLSAAPGIPALAREAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVATDLGYINLSHFSAAFRKEFGVLPNKMNRKG
>MBL3597330.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MAKAQEQVSPEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGTNLSTIYIRGVGSM
YPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVQEGYLRSEIGQEGQYL
LEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTLALLTYEHQKIEALPNLIMLKPY
DRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGEFWNIDEAREKVFN
QDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLSAGLRQNWTESSYD
GAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGATNDTVEVGFATAFA
DGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVN
SGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLGLTQGQTEYYVAVE
NLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MBL3597331.1 MFS transporter [Rhodovulum sulfidophilum]AB22
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSLALLLAVG
FGRSRAAG
>MBL3597332.1 hypothetical protein JMM63_17490 [Rhodovulum sulfidophilum]AB22
MACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEATGYELGSGLGITL
FGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTAALLMGLLAVLVF
FLLAQGRRAVAFQH
>MBL3597333.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIAAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVQSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFRQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVRLDHVSFAYAGQSLRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFASPEATGAEMIAAAKVAQIHDHIAALPEG
YDTLAGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDAGMIV
VMQHGRMVETGTHAALAAKGGVYAGLLAGA
>MBL3597334.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB22
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLAAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDAVVFRCSDTGPGLSDEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQTDD
>MBL3597335.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAEADGMLEAVRGVGYRLDMPHVR
>MBL3597336.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYSVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIDSLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALRLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MBL3597337.1 efflux RND transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB22
LAARRVEIRPQIGGLILERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALTRAEATEAHARRAVERSDALLARKAISQ
QSNDTAHTDLRLAAAGIAEARATVEHKRLDLEFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPA
GDLDAVLMAAEEGLGPVRIVRDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALL
VPEDAVLHTAGGGAQLVVVSPEGKARRRDVVPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGVAVSVEARPAET
>MBL3597338.1 hypothetical protein JMM63_17520, partial [Rhodovulum sulfidophilum]AB22
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDAAGWSAAFDRFAAAGGSADLAGFQR
>MBL3597339.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB22
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRHLWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MBL3597340.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB22
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDAATVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>MBL3597341.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB22
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDRREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
ADRKALALACEEAVRSAAPKL
>MBL3597342.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MBL3597343.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB22
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MBL3597344.1 histidine phosphotransferase [Rhodovulum sulfidophilum]AB22
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALAELGRSLSLGHDETSLTLAF
>MBL3597345.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB22
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDYKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MBL3597346.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB22
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MBL3597347.1 GTPase ObgE [Rhodovulum sulfidophilum]AB22
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MBL3597348.1 chromosome partitioning protein ParB, partial [Rhodovulum sulfidophilum]AB22
RRISGGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MBL3597349.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB22
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLGAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLLATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MBL3597350.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB22
MHEEDGAMKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSDVAFCDGRPVARIGSRTDHGG
QITTGSDLKTC
>MBL3597351.1 type VI secretion system-associated FHA domain protein TagH [Rhodovulum sulfidophilum]AB22
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSEGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGHRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVPAGTGAVSGAVSGALSGGPAPRRQPSGVPPVAPEPQPFHPPGRDPAEAQAAPSPAGPDRDEAF
LRAFCEGAGLDPDLAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEV
LFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALA
GKGENGMLDAFLEAFSEAYARAQGEMPD
>MBL3597352.1 type VI secretion system ImpA family N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGTLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MBL3597353.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB22
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGSGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MBL3597354.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB22
MTHNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MBL3597355.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB22
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MBL3597356.1 hypothetical protein JMM63_17610 [Rhodovulum sulfidophilum]AB22
MRIAKNFMAVAFAAAAGFAGTFAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAASADAPR
EPWYSCFWLDNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>MBL3597357.1 organic hydroperoxide resistance protein [Rhodovulum sulfidophilum]AB22
MNTIYSTTVTAVGGRAGTVKSDDGLLELGLSLPKKLGGKEEATNPEQLFAAGYAACFGNAVIHVTRNKDNRVKDDDVAVI
ATVGMAPNGSGGFGLTVALDVTIAGVDQASAEEIVADAHRACPYSNAVRGNIDVELSVNTR
>MBL3597358.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPMAQSSDDPLRLDNQVCFPLYAATNLLQRLYRPLLAPLGLTYSQYLVMLILWERAPVTVGEIGSCMHLDNGTLTPLLKR
MERGGFVTRSRDPHDERRVLVAPTPHGRELRAQALKIPEDLTRKITLSTEEIEALRSSVVSLMHLLADDIDRRKESNATE
ATQ
>MBL3597359.1 transporter [Rhodovulum sulfidophilum]AB22
MAEAGAFLRKMAPRGASALLAGLAMSAPAMARESLATDAERVVGQIFERAEPVTEAGAHGFFQLLGNQPIAFILLALTVG
TFIGRFRFKGISLGSTAGTLLVGVVLSMIAEAAFGITYSVPGILSSFMLLLFMYALGLKVGPQFFSGLRRGGLAFVGIGV
MVWSLNWVICYFGAAMAGLAPGYATGLISGSYTITAILGVGQSALDSGAFTPPDGISAAEVGANMAAAYAISYVLSSVGI
ILLIRYLPRLFGRDATVDAKQAEAEYSGGSTDPVPGAPGALVMNFSPYDLRAFTVTHESLLGRSVAELAADFPEAPILRL
VRDGVIINLEDNPTIAPGDIVTVRANVHDLILEDGELIGPESDEPLARNIPMEVADIHIGSHAISGKTLAELDTQAHGGV
EVQAHFRAGNELPLGPNSDVRFGDVLRLTGPDAALKAVARQFGGRAILPSFKSEVLYLALAMLVGYLVGIATVTIAGIPF
ALGTSAGCILAGVAVSYFRSRNPEFGGPVHEGARSFLQDFGLNTFVAVLSANVGPKVISALGGDTILWLALIGTAGALIP
PLIAFWVGIKVFGLNSVISDGATTGGRNSTPGLNAIIEESGSSVAAVPYPVSYALTTVLALIGGYFSMILS
>MBL3597360.1 glutamate decarboxylase [Rhodovulum sulfidophilum]AB22
MPIHTVRDHSHSDIEDIYSTRLSEHGLPKYRMPEGTSEPHAAYALVRDELLLDGNARQNLATFCTTWVEDEVKQLMTDAV
DKNMIDKDEYPQTAEIESRCVHILADLWHAEKSWDTIGCSTTGSSEAAMLGGLALKWKWRARREAEGKDTSKPNIVTGPV
QICWKKFARYFDVEIREVPLKGDALGLRPEDLRDYCDENTIGVVATLGVTFTGVYEPVEALARELDAIERDLGLDIPIHV
DAASGGFIAPFIQRDLVWDFQLDRVRSINASGHKYGLAPLGVGWVIWASKEDLPDDLVFYVDYLGGNMPTFALNFSRPGG
EIIAQYYNFLRLGREGYTQIQQACADTAQWLGEQLAEIGQFDMVYDGHGGLPAVAYKLTAGDHGFTLYDLSERVRMRGWQ
IASYPLPADREDTVVQRILIRHGVSRDLAALLLEDIKRELDHLEKNPVPNSTAKPGFHHG
>MBL3597361.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597362.1 hypothetical protein JMM63_17650 [Rhodovulum sulfidophilum]AB22
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPSAEDEAEVGPDDSGLEAGLPEEAAETAPVGDADETAGMPDEIAADAAAEDELSDPGLPMPEEAED
ETASETVVAEEDAADLESPKDLAFDAPDTEASLAEAMPEAGAEEELPNVPEPETGDETATGLADLPEGAGSGPDIGLGED
GILPDMPEAEAAVEDDLATADSSDIATLDETGNESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GKSLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVERIEAALDTLAQSSTALEEDADDTDSSQAAIEAIEERIEAIAER
LGDVQSSHSGEIAALLERIERLAEAQPEGSVNADDIAARAIEIDALSSLVTALSEQLMAGRGEERQGNLDAVLDRLNATQ
ESIAAMVSQLLEGSSAAERRFGA
>MBL3597363.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB22
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTLVLADARTLAEAPATAAYL
AGSGRVRPTQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRILAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPCSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDSSAAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAINRAGFSIPKVSFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLTAGRFGDRRPGASSVA
>MBL3597364.1 hypothetical protein JMM63_17660 [Rhodovulum sulfidophilum]AB22
MGYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAETAERAADEARAARDAAGTEAADLA
ETVERAKAAADTAQAEQRETEAALTDMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAALERAATASAAADAAEARAAAQAQEIAEAKARHEALLAEGQETETALAALREELEAA
NGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADTTEAAE
AAPPEPPAPAARAPGARPAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVS
LIRGLGRC
>MBL3597365.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB22
MSLFSRPFSGLQAGLLVIFTAIAGLAPAVPVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPEIAAGQFHLLALTDPVLQAVYTPATIPEGTYP
FQTGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>MBL3597366.1 SEL1-like repeat protein, partial [Rhodovulum sulfidophilum]AB22
RIEAAETRLADTLSELGRLASRLRDATKETGAAEARRDAARDAAKRAEADFAQLQDRIAEAELRLDALDRRLEEGGADRL
TGLQATAAAPTPKPRPDPAPALLELDAAPPDPRVAQRQYRQALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGV
ERDIDTARQWYRIAAAEVAAAQVRLEDLPEGPADPDRAKARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPEARFATA
LTAARLTLPARPSLLWWRIRAGRSAPTDWQRIDPR
>MBL3597367.1 DNA repair protein RadC, partial [Rhodovulum sulfidophilum]AB22
SRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARLLLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLA
RTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLFLDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVH
NHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLIVGKARDLSFRSEGYL
>MBL3597368.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MRFLTGAVLFCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGAQVA
RIALSGSPALADMLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDLAVGLSQAALLGLLTGEIADRSGPGGPEAPVTVHL
PGHAGQGLRQLPAARVLGGRSPVASARRHGRAAAVATAVAADPTGLGLARVSALGDAVQVSLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAVAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAATA
ADYDRVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRPSGDWARRLNRRVEVWLR
>MBL3597369.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB22
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASGFDES
RPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MBL3597370.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB22
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTTEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MBL3597371.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB22
MAKDKKKKKVETEEPGKKKKKKARIKSLKREVKHMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGV
RYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVLDCEAKLAATPAPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAE
AAGVPEARVFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVAESYAEEVGAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MBL3597372.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB22
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MBL3597373.1 hypothetical protein JMM63_17705, partial [Rhodovulum sulfidophilum]AB22
PAWPVAEMPAPRPAAPLRRIALIMGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDY
LGWLRTARADIGLVPHFASRDFNAARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLAVPPDPAAWVAAIERLAEAP
DEARALAARNRFALIAEDACGRQQRLWSDLLGMDLMDLRGVPAEPG
>MBL3597374.1 glyoxalase [Rhodovulum sulfidophilum]AB22
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPA
DLPRPQAWLEFDVENIAIATEGLLARGCQLLVSDRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MBL3597375.1 hypothetical protein JMM63_17715 [Rhodovulum sulfidophilum]AB22
MQDELAEIIQRVRVLEASGAPGPALELLAHALARRPDDLSLRLRQGVLLREAGRIEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLKADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLKALAAERPGAPETDLARAQSLLDEDPEAALQLSEAVIARAPDRAGAWPLRIAAARALWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLTPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAAGGRIAAAQELD
RVGPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGADTSLLHLQARASLALGRTAQAETSLR
RLLALDPAHCRGNELMDTLCLASGRPEDYLARRLKQQARPDSARARNDVELIRDLDLTGRHDAARGLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPTGPLAWHLARDRSHGRL
EWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFAILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDIAPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>MBL3597376.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSPIVFLHIPKTAGQGIHAALETLVGDPGHVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFLRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDQLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSGGS
>MBL3597377.1 CatB-related O-acetyltransferase [Rhodovulum sulfidophilum]AB22
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHNYRFANGKPPTKAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGA
DAP
>MBL3597378.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MATSRLAAMRRVLKTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHP
PDAATGLFGTSPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRQPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDASIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRAALCDAPVGVGFCMAMARPWLDLLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRANNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGRGAPLRIYLAHRLGGGSEFWLQTRLEEVVTENG
AALVVRDAPGPDRLQVELYCREGITRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPETCQACYARLAVTSGKRPAAIATWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLAQHAAPDLGIVVIGKIDPAFAHHRIRVHGAYRREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVT
LPPALPA
>MBL3597379.1 cell division protein FtsX, partial [Rhodovulum sulfidophilum]AB22
MKQRARLLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMG
TQSEAVLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGVDAEALRLRLAAEAPGAVLDDH
TRWRQPLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALG
TL
>MBL3597380.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MBL3597381.1 zinc-ribbon domain-containing protein [Rhodovulum sulfidophilum]AB22
MTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQGPSGPAPRDPLAAFAVPRAPEPVASGPEGPDAPPRRGLDEDVLSI
LREEAEREQRAREEEATAETFSEQADLGLASPPAPVRAKAPEAAPSPEPEPDPAPAEPSRGAARRDLLPDVEKITSTLSA
STDRGAASIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAARAWLAGLVPADP
VDREPGR
>MBL3597382.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB22
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPKHLQLLRAAGLPQGIHITADVAEARASADTA
>MBL3597383.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB22
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKAMH
QTEADPEQKAAFEAAMTARPEPDKT
>MBL3597384.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB22
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRNFWRPYHTEIARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQTAWAARLAPILEAA
LADTGA
>MBL3597385.1 pyruvate kinase [Rhodovulum sulfidophilum]AB22
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MBL3597386.1 transposase family protein, partial [Rhodovulum sulfidophilum]AB22
IFEEAHAGQTIEITAEQAAFLEKQNPCFRERHVESGTPGELLSADTFFVGSLKGIGKVYLHAAVDTFGSYAFGFLHVSKQ
PEAAVAVLHNDVLPFYRALDLPVKAVLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEFFR
VKMRETFYETVEALQADLDAWLVHYNTERPHLGYRNMGRRPIETVMSFVSQEG
>MBL3597387.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB22
MRAPPAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRR
LQRVGGGVRVTARAGETWDDIVRWTVGQGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTADWTQRRLAA
AECGFGYRHSRFKEDPGRFLVTGITLYLPAAWRPVLSHEGLSHEGLSRGCLSGGASLTGAAQVMGAVLARRGERLPDWRL
TGNAGSFFHNPVVPVAAAARIPDVCGHPAPGGVKLPAGKLLDLCGFRGRRRGGAAFSEINALILVNAGGATLRDVDALAA
RAQDAVRLRFGVDLVQEPSRVGN
>MBL3597388.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB22
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHTVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>MBL3597389.1 transcriptional regulator [Rhodovulum sulfidophilum]AB22
MALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEKGQSRFPDTHAALTVEILRSIS
DVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDGGLLLVENHCPICAAASFCQGF
CRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MBL3597390.1 superoxide dismutase [Rhodovulum sulfidophilum]AB22
MAFDLPALNFAHSALEDRGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQRSDGSLGVTKTPNGVNPLATGEGTAL
LGLDVWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MBL3597391.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB22
MTYVVTENCIACKYMDCVEVCPVDCFYEGENTLVIHPDECIDCGVCEPECPADAIRPDTEPDSERWVEFNRKYAEIWPVI
TAAGEPPANADEMDGIPNKLQTHFSPEPGQKEAS
>MBL3597392.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB22
MTATAPAKTDQTTHAFREAMASLAATACVVTAADADERVGRTVTATLSLAVDPPSLLVSIDAGARLSSLIRARGGFSFAM
LQADQPTVAEAFAGKVPRDRRFEHGTWEAWPSGHPRLRGAMVAMDCSLAGEIETEDHVLFVGRPRAIDLAETRQPLVWHH
RRFTTVRPL
>MBL3597393.1 transposase [Rhodovulum sulfidophilum]AB22
MSERPYTCPCGKELKQSRRSFTKPREMTPVENGMLRYRASKADCDASDLKARCCPREPSRKVLRSIFEPSRDRARAITQT
TDDAISCKLRKKVEMLFAHLKRIPGLSRLRLRGPSGARDEFHLAATAQNLRKLAKLLPIPQVAC
>MBL3597394.1 hypothetical protein JMM63_17820 [Rhodovulum sulfidophilum]AB22
MVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVATMETDHLGDAAYEQGQIESFDW
PGDCLDQGCGRVVAELRAAGERGQDWRYEAGRNHKTGGCR
>MBL3597395.1 hypothetical protein JMM63_17825 [Rhodovulum sulfidophilum]AB22
MTITLPLTGPATPEVRAAAAELLETLSGQSPTERPSPGSGEERRDISLGIAVVGVALAAPGAVLATLDVRDRLRKRRELA
PKVEAVKRVLVETRADGTIRFEETVISLTGLDTDQILDRVLSDRRK
>MBL3597396.1 hypothetical protein JMM63_17830, partial [Rhodovulum sulfidophilum]AB22
ISKGQIADVLQARGDLDEALRIRREEEIPVYEALGDRRALAVTKGKIADVLAVKGDVDGALDMHLSRLPDASAMGDLDSL
VHIRFSCAQLRLSRGDHETGGIQTIHDELAEAWTGANRLGRPDFIGAIGHLLGQVLAMGGHRNEATEVLETAAAAWDRLG
QAASANQCRELIEMIKGMPS
>MBL3597397.1 amino acid adenylation domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
LESPASLTALGADSLRCASGAEALRRRYGLDMALSDLALTTGIELADLLRNRPQEDPGPTEPDAAAAAPQGPAAPTPLQR
AYLAGRAAQGLDCALYLETGCPADLPHARLEDAWARLVARHDALRMIVTPEDRIEILSQPPGSHEIPRIYLSSAAERRGI
EAQMRRRTAPLAHWPLYGICRSTLPGEPTDRLHLCLGLIALDAPSILKLLLELGRLIRDPETPLPPVEGNLTQSLAALAG
NPVHRQDTPQLPELPVLPGAARPDFVHLERNLDPGIAEAFRQTAANWSVSPAVLLAAAYAEVCRRWSGGAAETTLNLTSV
VPEPAPDGAIAPLADHTRTIWLKAAAGDGPDLRRRAQVLARRMLDRLERPGTDLGDLSGGVPLVLTSLLDAVPPRLSPLR
RIEGLGPVLSRVSQTPHVWIDAQAFDDAEGMVLSWDYDRTRFPEGLAAAMFGAWTGLIRRLARDPDAAASAPLPLPEAQS
LGRAAVNHRPMPEPQALLSDAVFAEARRRPGAAALICGEASISFAGLSAEADRIADLLLARGLPPGGIVAIDLPRSPLQI
ACVLGVLAAGGVYLPCDPGWPEARIADILENAGAFARLGRRAAAAGDGGTIRIDPEAQDGARLQAAPPYTPHPRGPGDVA
YLIYTSGSTGRPKGVAVSHRAALTTIDDICDRFGIGPGDRGMAISSLAFDLSVFDIFGCLGRGAALVLPPEGAQRDPQTL
LALAETHRTTIWNSVPAILQMAAEFADETDRALPRNLRLGLISGDWIPRDLPTRVAALAPGMRLMGLGGATEAAIWSNIF
DTADTPCDWPSVPYGLPLRNQGYRVLDNTGLDCPDWVEGDLMITGGGLAEGYWNDPARSAAAFPSDPQTGTRYYCTGDRA
RYRPGAVLEFLGRRNQQVKIGGFRVELGEIEAVLSGLDGVRRGIALLRGAGESASLVAAVLPDPSGPVPDPADLGAALSE
RLPGYMLPRQIRLIETLPLSPNGKIDRKALAALFETCCPAEAAPGPRSPPAPRTRASGAWALLAGLLPPGTPLHEDRPLI
ELGLSSLEIIRLATGLTARTGRPVNAADLARASGLGAIEAMLGGTAGPASPAPPADPIKAWCISQAGATLCDAAKREAFK
AGHVLDLATAPLPDLRFGARPLSAAFDRRYSCRSFRPEPVGDADLGVWLSAACLAIRGNRLAGQWGSAGASFPLELHLLR
PGADGGWQWWRHDPARHGLSRGTAARTGPAGFSPMNGQWLAGATGLLVCAADMARIAPLYGTDAPRMVWIECGAAMQALE
LSAAEAGIGCCQIGDLDRASATRSIGLADGCFALHALAFGRPEPGERSARASEIRPLTDSVEEGSL
>MBL3597398.1 hypothetical protein JMM63_17840 [Rhodovulum sulfidophilum]AB22
MTPQTLIETCLARGIRLWTDGTGALRFSALPGAMDNPLKAQLSENRSALAAHLSGRTDLPLNALQRAYLAGQAAEDLDLG
GIAPLYYLELAGERLDADRLDAALAEMTAVHAVLGMSLAGTADGSPVLRPVEGPVPRIARIACATPAERAALQARMMEGP
QDPERFPLFDLRLSRLAGTPDHLHILIDLTLLDAHSGALFISELLARSRGAEPRPPAVTAAGLRVLEKESADDRAWWHAR
LADLPEAPALPLKQPLHELRRPRFARVEGILSAPGWQTLRDRAQEHGITPSACLGTVLAETLGIWAGSGEDCLLSLTLFQ
RPGTHPDRDAVLGDFTNLLPLACPVRAETPLAHMRQVQERLWQAAAHAGCSGTEILAALARHRNRPGRAAAPVVFTSLLG
RGSAGPVSLIPEGMTQCAALSQTPQVALDCQVHEDRGALRISWDHAADLFDTNGLAEAFSAHLGRLEALAAAPDWTALPP
ASFRTPAAAPDAPRLGRMPAATRPAFEAALDAGRIAECWAEVLPGFDGRRDIGFFEAGGSSLLAVRLQAALSRAAGRDVP
IHIVFDHPTVLAQAAAFSPKPQPPARAASRRRFRQMAQSRGSTTRG
>MBL3597399.1 type I polyketide synthase, partial [Rhodovulum sulfidophilum]AB22
MTETTGKIAIVGMAGRFPRCPDVAAFWSALVGGDVPLEDFSRDELDGVPPGIAEHPDFVAQGFCLEGIDLFDAQFFGYSA
AEASRLDPQQRIFLETCWHAMEDAGQAPGDSPDRRTGVYAAANFDTYGAERPSGASLADPETYLRGVLAGDKDYLAARVA
HRLDLHGPAISMQTACSSSLVAAATAVTDLLTCGCDLAIAGGVGIRSRQKVGYLRREEGALAAPGGCRPFDAAASGMIDG
SGAAAVVLRRLEDALADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQAQAIAMALDMAGIGGDQIGFVETHGTGTPIGD
PIEYAALVEALGARPGARRLLGALKANFGHMSAAAGVAGLIKAALALHHGLVPPHPRFDRPNPRCGMEPAGFHVNTTPEA
WPRGSAPRHAGVSSFGIGGTNAHLVLEEAPEAPSAPATDNALRLYPVSARTPGAVADHAARLAACGETGGPSMALMLCRR
AALPVRRCVAARSGADAAGALATAPSLQAPADPRPVFAFSGIGRAAPSTGRGLFAALPAFRAAIAEIDDLAMDLAGIRIA
PFFHSGGPLESRDPGALMLAHFALQTGLASAYREAGAAPKAMIGHSLGEYAAACLAGVFTLPQAVRIVAERAALLAETAP
GAMCVVPAETGEEIAAVGRGICIAGWTTPGHVTLAGPRDEMETLRQELRA
>MBL3597400.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ, partial [Rhodovulum sulfidophilum]AB22
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLTLHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
LLGGLHFVMQSKGWQMEPLVYLAAIL
>MBL3597401.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB22
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWAVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MBL3597402.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB22
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRKRGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MBL3597403.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MBL3597404.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB22
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSRMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MBL3597405.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB22
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDAGLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAQDPRAAALAIQAELASPEAGRA
>MBL3597406.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB22
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFPGGAREGRESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLQARLAEYLAARPGG
>MBL3597407.1 hypothetical protein JMM63_17885, partial [Rhodovulum sulfidophilum]AB22
VLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRIWDDDINEG
>MBL3597408.1 cache domain-containing protein [Rhodovulum sulfidophilum]AB22
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGAGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQAEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYESAIPEA
RRRDEIGDLGRNLAAFRDKLAESERQAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSG
LVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIATLIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPTAEFEPPKRAVNDAGWQDF
>MBL3597409.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB22
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMIVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MBL3597410.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB22
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GSYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MBL3597411.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB22
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPSDERLRELD
MGEWTGLRKDVLIAERAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDAAPPRLEAYNLGEFAPDTDVAD
>MBL3597412.1 DASS family sodium-coupled anion symporter [Rhodovulum sulfidophilum]AB22
MPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVAVFTWFKLLGYGL
>MBL3597413.1 lipoyl synthase, partial [Rhodovulum sulfidophilum]AB22
LPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEICTRGCSFCNV
ATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFLKCGPDALETV
VAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLRAADVDFLTIG
QYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>MBL3597414.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB22
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MBL3597415.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRQFAAIALAALAVSGAHSEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRG
EFVDVARAAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFR
SWRLALAAYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>MBL3597416.1 hypothetical protein JMM63_17930 [Rhodovulum sulfidophilum]AB22
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>MBL3597417.1 hypothetical protein JMM63_17935 [Rhodovulum sulfidophilum]AB22
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MBL3597418.1 hypothetical protein JMM63_17940 [Rhodovulum sulfidophilum]AB22
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MBL3597419.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB22
MIHVTTTCPDTDTARAIARDALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGAAAWLDTETG
>MBL3597420.1 hypothetical protein JMM63_17950 [Rhodovulum sulfidophilum]AB22
MPKVNSVVRISFAGGLIGLVFGSTGGNVDTILQGQNAKGWNMAEVIPDTTTWRSSGRGF
>MBL3597421.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB22
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLSEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRALIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MBL3597422.1 AsmA family protein [Rhodovulum sulfidophilum]AB22
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPRILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPHQGALAGFTLDRGR
ISDGALVYIDHASDARTELVDVDAELTLPDRGGPGDLSLKALLNGQEVGLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDQASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGCSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSELSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGHGRVDI
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKADEGENLED
AAKRRLGEEAAKGLKNLFGD
>MBL3597423.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQLLARISDGRSVFVAVTGSDAPIAFIELEQDGHI
DCFYCSPEFVGHGVGKALYQRLETSALAMGLSRLHVEASEAARRFFLGQGFTLVKRREFERNAVRIHNYLMEKTLR
>MBL3597424.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB22
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGSNLVLKAAALFGPGQ
GARVRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILAAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSATGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLQETRPDWWAEAGAPYRL
>MBL3597425.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB22
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALRAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MBL3597426.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB22
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPEYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MBL3597427.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB22
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MBL3597428.1 hypothetical protein JMM63_17990 [Rhodovulum sulfidophilum]AB22
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTPGGDGALGTVVAILAVTIPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTTDRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MBL3597429.1 molybdopterin-guanine dinucleotide biosynthesis protein MobB, partial [Rhodovulum sulfidophilum]AB22
TGSASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTRPPEPGFARHRRVEHVLRD
RGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAERFGADLAVWPFDAEEALLTLAEIYPAMIGPEVAEALAARPGQIP
DEVQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MBL3597430.1 NnrU family protein [Rhodovulum sulfidophilum]AB22
MGGWGEFAAAYALFLLSHALPVRPVVQAGLRRWFGRRGYLAAYVAVSLAALGWLIAAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALATRRWRPSGPPPLRRLLLGLALWAGLLAVHRPVIGVSPLPF
>MBL3597431.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB22
MTKTKNRPRLASWRDAESDSDKTDIIPVALVSLDDAIGRRDRLRQAGFPSAWVEGYWPASDLRNADEAHLAEIADMEHFL
RTMGRKPLPGELGCALSHRRILEWLTRSEFPLILIFEDDALPADPRSIDVLPELLAPFLDHGRKGAAFLLHLGVRRRQRP
QNINRVLAGCGVGFWHRWILRDAGKDHSIWCTHAYVISREAARRTVAAETPIRNVADGFAQRGQEGVHDHFLYSEPGLFL
QAPEARSMIDPNGTLRKVNCKPKRKSWKKPEQPNAMGKLKIMDRLRRLSSETFHL
>MBL3597432.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB22
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>MBL3597433.1 hypothetical protein JMM63_18025 [Rhodovulum sulfidophilum]AB22
MRHIRLDCETPPEAVKPGLDARRSSRDSLHWALVAVHPTGKEDRHQRPRGIGRVHMRMGAGAAI
>MBL3597434.1 hypothetical protein JMM63_18030 [Rhodovulum sulfidophilum]AB22
MSRYRIILSGLALAALAACGTPERPETGVPKRITPEMLPQAPEASAPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>MBL3597435.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPR
>MBL3597436.1 hypothetical protein JMM63_18040 [Rhodovulum sulfidophilum]AB22
MVIFDSTYFSVSQGWLTGWKIKDKTTGAITIPNAAMKCQIGLVWMQVRRTKKHLSLNRDQSEDMLFFSFAKAVRDPNSGD
GKLWTSLEPDALADLLISEANKTARDPFHTPSWW
>MBL3597437.1 YoaP domain-containing protein [Rhodovulum sulfidophilum]AB22
MSIVTLTPGSLSNEHICCAISDKKCVTGYKAKKRWLSDQYEHGYRFSRLDERGKVFIEYGPGEHTWMPVEAPDWMVMGCF
WISGRFKQQGHGKALLQTALDEARAAGLAGLVSVVGKKKMHFQSDGKWLLRQGFREVDETESGFSLLALGHEDDGAVGIP
RFSESAKRGLPSDTKGITVFYSERCPFTDFHIGSSLRETCKKRGLSATVVKLDSLDKAQNAPTPATIFSLFVDDRFVTTD
LSVCMDSRFDKIIEKAGEGKALGL
>MBL3597438.1 hypothetical protein JMM63_18050 [Rhodovulum sulfidophilum]AB22
MPASRPMNYAHLISKNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMFTGPFVLAP
ILREFLETHEPGVHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDGRKYWGGGLPS
QDPDEPCAFHGDEVQRRHVWRYAIGITEDRFRSRYACSVEFWKFYRSHRMLGWGSDKICTVT
>MBL3597439.1 hypothetical protein JMM63_18055 [Rhodovulum sulfidophilum]AB22
MSDSFPFLNAPVINTQTVGAHLIIYQNHHVISSEAFDGSTFMKALAKAGLWNQCDYHLSRLLKNFGLAALRGT
>MBL3597440.1 TniQ family protein [Rhodovulum sulfidophilum]AB22
MRLAKSLPALPGTSFTPLPLTVPHAAFEPASSLLSRLAARNGAGSVQQFCGDIAFPIDPLFRGEPVAIVHLAQLAGCDPA
ALGKVSIRHLGRNRFRLRDEIATTHSLHRSRVRVCPACVRSEVPAAAEAWRLPRRLQWKLVSVRSCPDHGCGLVSLPPET
FSRNGKDFTAQIRKHFDWILAQEPVPADHTPFERYLAARVLTRRKGDWIDSLALNVASRACEVLGLLLDRGPEAALTGHG
AADWARFGARGYEVLSAGPDALCACLAAVAGADGGKRRFFGRAYGPWMAWLGGRGLGEEAEPLRAVVRRHVFQTFPIRKG
VTVLGLPSEGRAASGPPAAAALTGLGGTALDGLVRRGLARRDRCGGVVLNGFVTDRMLDAYRRETTAAVRPAEDSPREAE
RHGAQVVATPSGPLPARGLSLGEAAGYLRVTAKTVTYLTEQGLLSRADPAGRHRKGTRAVSQASLRAFRARYISLGELAE
LLKRPQGALSMRLRNTGIDMLAMPPDFSRIYWREDVLAADPRLS
>MBL3597441.1 hypothetical protein JMM63_18070 [Rhodovulum sulfidophilum]AB22
MMPRNFLSGKAIQVIKFGDVLCFLAERWLAASSHGLSWSPQECVAFGEFHLRPVHWVLAASASAAAAMNGRFRDISSGAL
WRLSPATRPGRSAPNSSRFVRTKTLAVFHYEVQAMDYQYLRFVAVF
>MBL3597442.1 hypothetical protein JMM63_18075, partial [Rhodovulum sulfidophilum]AB22
SSIEIIRRAIANISHARGSDPEIRRVIVQIGEQFWSERRSQGWSGADWRATGNATSVGLLNQWYQWDGAISAIRASKEVQ
EALFDISEIKKCGGIAQICDAPLFQNRTADAKQGAISPEEHDLGIGFWRSWIQGFLKGQPIDWELQRRISLIPLGEWEKG
PSNIRIRIDEVKAGLATDFLPQAEKLEFDFEKGKFLSIPIKLNASDLVETTLKQVEFAATAALKSNCGINPSATCCLFIQ
HALENCRSDPNAIEQNLDIAAKDIEEGIASGAYEADSRLSALRSVLERGVLDLRANHPAVAMAWKRRSEHIFKQLSDDQR
AIIARKVIEIIEVSDEKLGEDFKLDAKVIVEGSTGEVQLGSLQRFSNRVGRMRLISRSAAVIKCIDESSGYKGTRIVQTM
NSLVDLIVSLF
>MBL3597443.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB22
MIARRDFLQAALAASAIWGASGMGDWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYKDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MBL3597444.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB22
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MBL3597445.1 c-type cytochrome [Rhodovulum sulfidophilum]AB22
MSKFRNLSAAALLLGFTAPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRETTELPRFSQPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>MBL3597446.1 cytochrome C [Rhodovulum sulfidophilum]AB22
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MBL3597447.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGVVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MBL3597448.1 hypothetical protein JMM63_18105 [Rhodovulum sulfidophilum]AB22
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MBL3597449.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB22
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MBL3597450.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB22
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MBL3597451.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB22
MTPLQEISAAQASSPSRSRPINLTPDSLICPASDIFDQTAFEAELTRLMDQDIGSKALRDAVVQYLSEARQKGRSAIAAA
FADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>MBL3597452.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB22
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGILSYFGLGHLLGAFRLSEFRRAMRRQR
>MBL3597453.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB22
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MBL3597454.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB22
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MBL3597455.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMIVALVQGHKRAYPKGAPFSLRTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MBL3597456.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVDRLPDRAQRIATALALVIAVAFLI
SLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGVRPAAGEPVE
>MBL3597457.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLKSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGEKFGD
VLSRIQAELN
>MBL3597458.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB22
MDPEKTDGIGPGKLCLAHELGLRDAAGIRDRLLAALNGEGAVVVDTSPATGMHAAILQILAAAARDAARQGRSFTLIAPP
GGACATAFERAGLDLPGQAPAA
>MBL3597459.1 response regulator [Rhodovulum sulfidophilum]AB22
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNRIDAVITDLNMPRLNGLDFIRKYRSHGASAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>MBL3597460.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB22
MTRSADPAETFRQEARDLLDGLEQTLLDLEQDPGDGALVDASFRALHTLKGSGAMFGYDEVADFVHEFETAFDRVRKGKA
AISPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGSGAAPGEAAAAAEASAESVRLRFRLPLDAIAFGTD
PLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPGQIDDVFLFVRDGMELTLEPLHPPKAAEEISD
PAAPADAARRGREAEGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGEDLNLKAVVEELERLSSGLRDTTMGIR
MVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEAPGARGHAGKPARGRVRL
SAAHTGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKRTIEG
LRGSIELTSTPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPAAPEGRETGRNFLNIRGRLVPFLRLR
ELFGTRAERAEHQKVVIVSAGEARVGMVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFGQAY
ESRLRGEQLERVA
>MBL3597461.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB22
MSGAGKDSAPAAMRALTIGLRGEVFALPAETVSEILDMGPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPTLVGIIADKVHDVTEISEASVEEAPKVGMRWPAEFLRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FATDERTVK
>MBL3597462.1 MCP four helix bundle domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MKLSLRAKLSLAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLAGYLENSGRILRR
>MBL3597463.1 permease [Rhodovulum sulfidophilum]AB22
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MBL3597464.1 acetate kinase [Rhodovulum sulfidophilum]AB22
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>MBL3597465.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB22
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETADAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRR
IEVQGA
>MBL3597466.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB22
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAADVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIEAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MBL3597467.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB22
MLYPTTFAADPFALMRQMGRDLDRALGPRLGAGTAAFPAVNVWQNDEVVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>MBL3597468.1 hypothetical protein JMM63_18205 [Rhodovulum sulfidophilum]AB22
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>MBL3597469.1 hypothetical protein JMM63_18210 [Rhodovulum sulfidophilum]AB22
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGLALLGLVRAHPANAPVSPVLH
>MBL3597470.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB22
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MBL3597471.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB22
RDPLRAAELIEQGIGMHLFDTAASGRRAALAEMLKGVTDLLISIPPGEGGCPALAALTAAGALPSGLGWIGYLSSTGVYG
DCGGAWIDETRSPAPQTADARARLIAERDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIH
VEDAAGAILAAMSAPAGLRRLNLTDDLPAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALP
GFALRYPTYREGLAAILADERASATTAAE
>MBL3597472.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPSPTLYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597473.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB22
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDSDRPTEVLDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MBL3597474.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB22
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNSDTMSIDIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MBL3597475.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB22
MTLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVSELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPLREIARDNGVVALYTENGAALIDGPPAEF
EFVSAGVIVPEMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIRVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MBL3597476.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB22
MSLISMGDLAQGLGLRIRNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
ISGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIESIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MBL3597477.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB22
MIRRLTLLIAVLLVAFPAFATPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRASSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MBL3597478.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597479.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
MTGYSAILPGADGLDAVWQALSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAGAFDFDAGCFGITPREAEQ
MDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNTGSIMANRISHQWNLQGPS
YIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFAKGADGYVRSEGAVAFVLE
RLDSAQAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAHGTGTAVGDPREADAIGRV
YGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNLDVARSARALPAADRPWLA
AVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLADLARSWLTLAETAPADLGARIATANWRRARHR
HRLCLAAGRADALAQGLADWLEDHRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARPLIERDPTFRTAFNDIADVFAG
EGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAIAAGRIAREDGIRIIAQRS
RAFEPLRGKGGMAAFAGSRAQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARAHRIAGRILPIPYPYHSAA
VETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAEDGIRVFVEISPRTVLRSYL
RDTLAELDCETRVLESLDSARAEARDAGTIARAALAAGGATDRARILGPEQPVADGLPDYPFDRQTYRLDSPVATDIFHR
RPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVILPATAMVEMFAHAGCEILKTEEIELRDVEFLRPLELPEKG
VVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRD
GTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDT
VLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLIPLAGDGAATALRAAKALCGTTETASDADVLRAALGSRLAWDLL
AEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDQPSDCPWPTADALLTMLPEVAPGASAELKSALAAAAGEDRPADPLPQ
AARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPLRFLALTEAGAADAVDLVL
GCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLELALHAAGLDTASAPAIGSEALRLIRA
TRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEEDDPLGAARIFRALPDTDGTLWIAVAETGRWEELTG
WRRVVANETGRDIRLICAAPGVAPERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAEIGPRRLVADRRGVALDGLVW
QTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMA
SRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGSPA
KRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRN
NIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAARPAA
APIRGGWLVVGGTRGFGLETARWLATQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVTDVTALDAALTRIRSAEVPL
RGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQALDRLTRTDALDHFWVFSSIAARFGNPAQAPYVAANRGL
>MBL3597480.1 hypothetical protein JMM63_18265 [Rhodovulum sulfidophilum]AB22
MRNNAAGLALTQRHGIGCRPEVEYERPKPKLKTCPIGCFHIDITEIRSAEGQSHLFVAIAKARKTLSSGVTGRPKIWRPR
NSSEIPSRRCHIALIDQEIGMPLVRMTMAKGVQLTNRPQDRRAMAQFPGSGREETRVKHQPHIQPIAFAANTQDFSKRQS
DRGAEPLGRGR
>MBL3597481.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB22
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNANTD
>MBL3597482.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB22
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MBL3597483.1 twin-arginine translocase subunit TatB [Rhodovulum sulfidophilum]AB22
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAANRAAPEAAEGDVPAPEDIPAKTPDRTSDA
>MBL3597484.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB22
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYLSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>MBL3597485.1 ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTGQPQEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MBL3597486.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB22
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MBL3597487.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB22
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MBL3597488.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB22
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDEDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLRVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MBL3597489.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MBL3597490.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB22
SGFLAAWQSGPCSYLTRVETGPRAGVVERYGRQRGDAADDNAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQAR
PGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPDGRLRFGLSLPEGAPAAPQLLLAVAATR
PLASAATATDGTPAARLLPAVLEEIAGRGGGAGVAVAHLELLPPGPAEDG
>MBL3597491.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGRDAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSTELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAMRLGEFHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MBL3597492.1 hypothetical protein JMM63_18325 [Rhodovulum sulfidophilum]AB22
MAGTTMNANEALLWALGSDMPKPPMMLNTLTMYPPMIEAETSPGRRRMLQQQLDQAVEQANGLRAQEEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITQKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPATRAEEAAREGSPLITFIEDIQDAMNGLAG
RTRSPDALRAPQQDDFGSSIGIELKLGLKIGQLELKGKEASPDLALALSGCEVTYGLAVTGKMDLLDLFLSRFPRGPEIR
RRLANSDNAVSASAQCAIEVGGEGDLSYGIGDIASLTIGNPDDWEARFEEIEQTFTAQAKITGKVYAEARIEAETWFFKA
EAAAGASVSTGWHFGGRVVRGAGSSRKIERLYHFEGIILRAYATVSVSAAGSKSDSSSDVFGDYASSRSVSGGVTSTSNL
AEPDYTVEIMPPEGEEDGWA
>MBL3597493.1 hypothetical protein JMM63_18330 [Rhodovulum sulfidophilum]AB22
MTDYPKNAYSLICMGHHAVLEVYLNGAPTLLHASPEDLVFSFPATELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQ
LSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTISRPRPEAEEPFTIWFGDGKPSREFTRIVPVEFRLDDP
PLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVERRDRDGFVEIARPYLARMARIWGKPDAGAAADAILAKAPWASERA
AGMVPLLDRQEARSATLAFGSDRRLVEFADRRVAATDAGGEVLSALPLYFARRPGEPFLACYSRDMNIGL
>MBL3597494.1 hypothetical protein JMM63_18335 [Rhodovulum sulfidophilum]AB22
MLIVLGADEFDDNGRRETFFSGLLRAFLSLLPVYFARQPGGPFCVCFS
>MBL3597495.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB22
MLADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>MBL3597496.1 tripartite tricarboxylate transporter TctB family protein, partial [Rhodovulum sulfidophilum]AB22
SAEGSGEAADTGLLPVLGPLFAIGATALFVIGFVWLGYAISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAVGVTGFGW
LFFDRLFGLTLPVWGF
>MBL3597497.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597498.1 PD-(D/E)XK nuclease family protein [Rhodovulum sulfidophilum]AB22
MRYAAARAQRMLDNGTVNSAEEIGLLLPDDPAWLVDAEAVFANLGLHLGGLPGAPARDRATEALHLILTVLNKPAPGMAA
VALDALDLGASDGELRGLLRRHPATGGELAKTLRAIASHVPGKIARALRAMPCGPEEAPVDWAGLIAATRPGTVPEAPVA
ATRGALAVFTEGQNPWREVRHLLALGFAGDRFPSVSGSGPFWLEHEIDLIEKCCGIALPGRRASLELARARLDRQFAAVS
EGIEITCPVRDRAGARLAPAAALDLIAHRLGTTAEDLTRPLSKDPAIWSFDTHVPRPAAPKAFPADRTLELNRDLSGLRL
KEDGTVRPQSPSRLDTLLVSPLAWLLGELGIEDKGWGPDGLDVMVRGSLMHKVLEALFPPGPPPDPDSLAEAVPVAMDAA
IEDDRDLRFLAASAWAVERRHVASDLTRAAVRWAEMLHETGATIHATEEYLSGEAFGMGLHGKADTLLKLPNGTILVIDY
KSGKSTKRVKRMENGWDVQAELYGNMIRGNALAEGNNAVAVGYLSLADMVAVTSGTLAGDPFGPLDADTHGAAREKLTET
VAALRQGRLTLNGTADAKFFDDLGVGAYALDNAIVSAFLWEDDQ
>MBL3597499.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB22
MTFQIVGAGAGAGKTWHIQETLKEWVAGNAIRPERILAVTFTETAASELKGRIRGALLAESRLEEAAAIERAYASTIHSL
GNRILTEHAFAAGLSPSLRLIEDAEAELLLRRAMADAETLRVFTDDLAAHGYAWSYTGGDATDAFRRDLRAAIAKLNELG
EFGDDPKLPARAAEALKTDWPKTDASGGELDAALRRSIEAVLKAFPDGIVDCAKSAAATKDFTSNHRDLRRGLSEDAYTD
WAWWQRLKSLRVKNNRQPTPDGYDDLAEDVMQAAGALARHPGPKNEAAQRLQMLLAGAQEVRRLFAQAKERLGVVDFGDM
IARAEALLRARPEAVAAMMDGIDCVIVDEFQDTNPVQFALLAHLIKAAPRVVLVGDGKQAIMGFQGADARLAAALAAQRP
NDAHTLDTNRRSVPGIMNLVNDLGAGLFSDYTPLAPHRSAAGGTPIDVMRVENKTATSKGAPLAKGSHHIAERIRSLLDE
NRTIIDRTTETPRPMQPSDIAILCRTHDKAREYADCLTHLGIPVDLAEDGWLTSEVVTVARAALAVIADPSDAFSAVIFM
THGPAAVSLEAALTAILDGNLAAHPALASLEALQEQASSWTAARLLAGLRTEAGLDDWAAGLEDPARAHADLARLDAEAA
AFEAADPVTRAASGVFGWDIRSFLAWLAIRTDAGDNARPDPSGSTARGVTIATWHASKGLEWPVVCVTGLDWPVGERANT
LRIEFTGWDVPETLLEGATIHYHPVVACREVAAHFAAARREPAAVTERCLSYVAMTRARDLLVMEWPDYVKEDADTVSRL
LVEEGKLELGTGEITVGNSKHPARLTNHGKAFPESFADTGIETATEAEVRPGRPETPGPRGAPLFLRPSDGGEATALWSL
ETRALGAALPREAFDDASLRGSALHLAMQVFLQRPDRAIDLGAATGLSPETLAALAEQARSLREALAEQGFTDLHPELPF
DTEIADGPRVRGTVDLLGLSQDGREAVIIDYKSPAPEAPIEAAQQYLAQLGAYVGALSALRPETRLARAGIHFLGSGTLA
WGSPSM
>MBL3597500.1 hypothetical protein JMM63_18370, partial [Rhodovulum sulfidophilum]AB22
IEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVVDEIEKAGTPTSTKGQAYGLAEGLLPLLERSSAVAWKC
PYYQVGFDMSWISWVLTSNSLRTLPAPFLSRLDILRLVGPGKGDLISFAEREGARRGLSDAALGAICEVIEQVAVTQGLN
LRHVSRMLARAEAMASSPLSH
>MBL3597501.1 alpha/beta fold hydrolase, partial [Rhodovulum sulfidophilum]AB22
GFSDRPRGPQDRAFFLSQLEALLDARGVGGDLTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLGQTPPRLADLAVRL
PGVGDWLMAVIGGVVLRRMARAADRAYGLPGTLIAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHRRLAEAGVPVLAIW
GGQDEVIAAGAGAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPVQ
>MBL3597502.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB22
MSETLKHLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAVPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MBL3597503.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB22
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERIRMADGPIAEAALAAVLEECARANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPQLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRAEWPARLQRLHHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCNAARGAGLAAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MBL3597504.1 acetyl-CoA carboxylase carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB22
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MBL3597505.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB22
MRSPLFEAYIEPARLYPETWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MBL3597506.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB22
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAAIGQFVRVLRAVALLYLVLWIVLPSGPEKIAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGTAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MBL3597507.1 hypothetical protein JMM63_18405 [Rhodovulum sulfidophilum]AB22
MPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDEGASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFSSELGRAALARSGDPADVEVLETDTRGALFLVH
SVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFASRPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>MBL3597508.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB22
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHDGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MBL3597509.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB22
MLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQVTVPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREVVAFVQKLRAEDLFKKPGVAETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MBL3597510.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB22
MADLSALDIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDMPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWNGFAPKARGIRAMLPHVDCFRAGHSIRSLEELARAVSEA
RDTGERDRMLAAMRHSGPI
>MBL3597511.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB22
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIITRTAEGVTSTNAYLAKSDGALAAGAADPLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MBL3597512.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB22
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFILIAVLLPRRIIGRNAARAAEAAAAGRADPAE
>MBL3597513.1 XdhC family protein [Rhodovulum sulfidophilum]AB22
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALDALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGSALPGDLLTDLVAARAARRAVACLVDTESWARRLAGPEDPALGQAIGARMRADR
SGFEGTVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDARSA
VVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAARVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILAEIL
QRLRCG
>MBL3597514.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB22
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLPAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACVTGHAA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRVVPHEVRAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGE
>MBL3597515.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB22
MFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQPFL
KTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVT
LGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLS
IVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALLVL
TTVLPPVWKHIRARRAREA
>MBL3597516.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB22
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MBL3597517.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB22
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMSDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MBL3597518.1 RraA family protein [Rhodovulum sulfidophilum]AB22
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIAKGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MBL3597519.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB22
MNRADPQTAARSVPDPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTG
YPPVQGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLE
TRWDDNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQV
SEAMKARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRA
LGVQLINETEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIE
VLEEACLKLRDAVARLTPAKEGPSA
>MBL3597520.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEQVGPDQGA
>MBL3597521.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTKKSACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQELDALEAFLEDSCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MBL3597522.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB22
MPTACDLVLTPTHLRFAGRRFPCSIGRGGITADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MBL3597523.1 hypothetical protein JMM63_18485 [Rhodovulum sulfidophilum]AB22
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MBL3597524.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB22
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPGRLTALRALGNAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLEEAALA
RTEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPHRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MBL3597525.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB22
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MBL3597526.1 hypothetical protein JMM63_18500 [Rhodovulum sulfidophilum]AB22
MTVTSIAVAFGLVAALRLRNSCAMSGRLTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAEL
AVACGPEGQPLMGVLTDGAEPPDGDFERPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRL
SGAADALDSALAGCPPPLAVRPDPAAMRRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYTEVTVDFSYVSC
RTGPRLHRDFCTEAGCARQRYLPGASAYVLIEDGDPE
>MBL3597527.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB22
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEAFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLSGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MBL3597528.1 thioredoxin [Rhodovulum sulfidophilum]AB22
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MBL3597529.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MBL3597530.1 Trm112 family protein, partial [Rhodovulum sulfidophilum]AB22
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEAQ
>MBL3597531.1 ABC-F family ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
LSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGAAQLCVPWALLDQHVGLLAPDRTLREVFRDRNPQASMQMAHAA
LARFGFRASDAQRLADGLSGGEKLRAGLACVLGGTPPPQLLLLDEPTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLA
SLRPDKIMSLKG
>MBL3597532.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQALPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MBL3597533.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB22
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAAPPPVPVLTMRPGEDEQAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVEKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MBL3597534.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB22
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIPSGDADLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRVDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGSDGRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGIASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLETRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDNSRKASSAKAGSANSIPSDPALAA
H
>MBL3597535.1 hypothetical protein JMM63_18545 [Rhodovulum sulfidophilum]AB22
MGEPVLERKVHSVRTAARELGMDPRRLRKLLVDAKTARPHLDRINARVSEKDFQHALSMSRSQFDLLRKEGHFQAAIEGG
DHKPLSDVRAAHRHLESLLSGAEPIYLPMHAWMTSRRPRKASRPPPAPFSSVSRSAGFGGSGDTWTRMRLSAFSPGISIE
VFARQCCRTRAAAMRVVSEGHVPSTDGRHLKTNARQRFCPQTTSQLSMGGS
>MBL3597536.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
LSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGLKGSTPALASLGRSACHGIPSSTARPRGVTNRPWKAARSSGDK
SAAERWS
>MBL3597537.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
GSAPPEGISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGA
LVHVYQDGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMSAVKIIATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRG
RIAAHLATTRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVS
EVVLDTLTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFN
VALWDGANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIARVRA
>MBL3597538.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB22
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPATAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLEQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MBL3597539.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCGRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALNLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>MBL3597540.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVTICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MBL3597541.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MBL3597542.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKASLASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MBL3597543.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB22
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MBL3597544.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB22
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MBL3597545.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB22
MKTSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIPAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMTRPEALSGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKEVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPQGGRAWLTRA
RMLQHELLRRWAETYA
>MBL3597546.1 hypothetical protein JMM63_18600 [Rhodovulum sulfidophilum]AB22
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MBL3597547.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB22
MPGKAPTPIAPLPPRQYSAPQQDPTEAALTDTEKPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQD
RIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERA
ARARHMVL
>MBL3597548.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MBL3597549.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MBL3597550.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB22
MFSQSIHLTIKVHFCIIAVYILRIPICPDVTNILSRQIGKRCIMTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTG
AGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAVGDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAA
SSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAKRMGARIMATVSIDAKADLALANGADTVIIGRNADIAG
EARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAGGPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGV
MRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLLVI
>MBL3597551.1 SIR2 family protein [Rhodovulum sulfidophilum]AB22
MFEGSEQEYLLRSIRENNVVLFLGAGASYGSETSAGTEIPLGKELAGFFRELIGENDETLRLDQLGKDVRRMYGDEGLKR
KLEEKFSETRPSKDLIDLFSFSWNRCYTLNYDDTVEGIPRTGRAQRHKYYSGVEKVEESRGTDELQVVHLNGSMRKYEKG
IVLTDKEFRSGIRRRNPWYEKCASDYASKTFLFVGTELDEPIFKAYVEELEDVSSFARSFLITPSDVASRDKEDLRDLNI
THKKASLNDLVQWLQRHESEVSDETSTTDDVLIEVGSPTWISKNIDKSAMAEARLKRGFYSGLYPTWQCVASDWPAHISV
ISSCLHELEGYLEGENPGLCVIVGQAGSGKTTSIMSSLYSLSKRSDCRVFEFLGGGIDDLESALRNLKISASSGTSSIVW
IPDIQIYADEVERISRLCKSSGCAIVGELRSSDWAGRFFRKHRMVDRVINIGKLKSSDYDTLARAIQDFATAPEFRKLSR
KDQISQLKSSNAQLLILMLEATKQRPFEEIIESEYFSIEDEDAKSFLCIVSLITMTRSRLSISDYHAITSQFGLRSSLAV
CLAQLEGIVEISAQGKLIGRHESYLNHIVGSTASLGTVYDACLAVFRSFTIYEVPYVINAGKVKGNILKFMMRGQFLLQI
FRGDAELASRLYEELEYDFQSDGHYWLQRGKFYRSMNGVESQEVALRFLNRSVEAYDNSYSRHSLAQQKLIYCSCFSGPT
AYLEALMAEGVAELKRQVITRSDAEDEYPLVALAMAHPKALIAWGKIEDAKRVCRDYYSQLSEMDKRMPYEDREVRDAMR
YCLSLVSL
>MBL3597552.1 hypothetical protein JMM63_18630, partial [Rhodovulum sulfidophilum]AB22
MNTKTVRKQYHSRQVGSDRHVWDVHRLMRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHVALINEVDPLHP
VILCAEGRLMDGMHRVVKAI
>MBL3597553.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MSLDPVLARIDADLPQALDRLMALLRIASISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVEFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MBL3597554.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB22
MGLALGLALGLGAALTASAAPVDGKDARKLVFKPDGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRSKA
TLAAANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRW
AVIKGQGAASRALEACADQSGATDCRIAVEDR
>MBL3597555.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB22
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MBL3597556.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB22
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDSAVATALAEAGAVAQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MBL3597557.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB22
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIEATDTSSGVEAAE
>MBL3597558.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB22
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEM
>MBL3597559.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB22
MANWYSADLHFGHHRIIEFCKRPFASPAEMNAALIANFQACVAHDDDLWILGDFAFGRADDTAQFESWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIQDGQHSLVLCHYPMITWNGARRGALQLFGHVHDQWAGSRNSVNVGVDQWDFRPIQIEE
MAKRAARMPVNKHWADVEHGNELP
>MBL3597560.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB22
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGHAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEAP
DSAPSDGPNMIPLEQMPDLIATLMAFDRLAKAHPLSI
>MBL3597561.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAIEEAVDDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDQPSAELAEGAELF
ERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPEGPAPSLPV
>MBL3597562.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB22
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MBL3597563.1 SseB family protein, partial [Rhodovulum sulfidophilum]AB22
MIAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELDEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAAMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGAASLLLAFLDPAEGE
>MBL3597564.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB22
MFGSSKYKVLMIVGNYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGSYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MBL3597565.1 glycyl radical protein [Rhodovulum sulfidophilum]AB22
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAARESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MBL3597566.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB22
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MBL3597567.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB22
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MBL3597568.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB22
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MBL3597569.1 BMC domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLA
SDDTPNTPAEPPTEAAPATGAETAPET
>MBL3597570.1 hypothetical protein JMM63_18730 [Rhodovulum sulfidophilum]AB22
MKAMKPTQAVATILSRYQRRRNCQVPVTATDVYGDTLARVCGDDVDLDPVERGLIHLKRQKVISGRRLVTLLARHQREIR
PE
>MBL3597571.1 hypothetical protein JMM63_18735 [Rhodovulum sulfidophilum]AB22
MARQRPFIDMHTHLFNARYLPLHGIFHSFGVPKLLAGGLAKLSNSITGISDFGRPDDEDPLDDSVVQSLMSRDPDEIMDS
ISRRARYVVRTLEDHAQKSADGQERLNELLSGIDDLSEAVGFQSPDRAPLSSRIVRDGISQKSVFSSGAVEADELDHTIF
EAFRLAGNAVQDEEFLHDAAHLHLHAEAPSNNRALKAVFGLEDRQVGGLSQILLFVAVMVLSERARYRVLQIDYSRGKPS
NGLDASHYVALLMDMQEPYAEVLGRNFMRPHFEFKVQMERMGKLAATTGGRLLSFGAVDPFRTDWREYVTHGVNHGASGF
KIYPPMGVRPFDDRTYRTPVSDAAEQEYRDRAEKPTPSAHAQDAMADIIPYFARNQLRLFAHCTPVGFQAQAGYGVYSDP
SLWRRGIEEANADNIWLFLGHGGGTTDIDWNGWASRTEDEFMNTFAYAAVRLAQDYDNVYLGLGYIFDILEEYDADSYDR
FTTRLASLILQDKPANAKHHIREKLCYGTDWSMPNAIGRTRGYLEAFYEFFDRLEDDHGAPASYASNFFEGNARRFLGLP
SVPLV
>MBL3597572.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB22
MDYEYVLYVDEAGDDGLTKVKPIDQNGASEWLVISGLMIRAHDEGNCRKWLDQIRQDIAATQSPTLHFRKLSPSKQRRAA
EMLATFPIRVFSVCSNKKNMHGYNNQRASQAGGKQWFYNWVVRIMMERSTNYCADNSFRKLGKHTKMKVVFSARGGHSYG
QTKAYWELLRFQEMTGRTYLNWHTMNHEVLSFDLVDYVPHYMHAGLQLADVAASAFYQAVETSSSRWSPEPAKALSPCMA
RHEGEVCDVGLVLQPHAIDKIGLSRDQRSIFEHYGYKFRS
>MBL3597573.1 toll/interleukin-1 receptor domain-containing protein [Rhodovulum sulfidophilum]AB22
MRAFISYSHHDNAALDRLHVHLKNLTRDGKIETWYDRDILAGTELDAEIEREMEAANLFLLMISPDFIASDYCVEREMKR
ALERHAAGNARVVPIILEECDWKAMGELRLLKAVPTDGKAISGWANPNTAYLNVVQELRRIIEAESAPVPIGKASPEPAA
PRPATARYRAKREFDEIDRGDFRDAAFAIIKDYFQRATEEIDSIDGLRGRFADRGATSFGATVVNAGKRNGTAHITVHCR
NSRVALGDVYYSFNENAGDNTANGGFNISSDDYEQFLIQTMNIFGNADKRLTPEQAAEALWNEFIGNAGITYD
>MBL3597574.1 hypothetical protein JMM63_18750 [Rhodovulum sulfidophilum]AB22
MDYSPDDWVILNVSLATRDRAFTQLRVLGGWRGGYLSGDAWRINSGIQAVHADDLEYRFLGRSGSVYLCRRGGYRMSRIM
ASGMGELKRQPTVVDAEILEDRNWLEPGLLEALLSTAADDTAAK
>MBL3597575.1 hypothetical protein JMM63_18755, partial [Rhodovulum sulfidophilum]AB22
MSACRRLAALLVLLLLVLRASLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRE
>MBL3597576.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB22
MKAVSVVLRAAVALWFGLGPGSAGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLTPAEADTATGGPVRPPA
QTALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFV
PLETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLA
RTDTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEAL
RGWAEADAAAAALLRR
>MBL3597577.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB22
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MBL3597578.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB22
MMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPAELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLEAVAAAGVNRVIIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEDLFGLPG
RKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALEALPRAA
>MBL3597579.1 site-specific integrase [Rhodovulum sulfidophilum]AB22
MASITKLPSGAYRVQIRRKGRYASETFLRRDDAHRWARQAETRVDQGLAPNKSSVSRLQTFGDLIDLHITDMCEVGKPPR
RSKAAALTTLKRDLGKEKIGHLDRQKLIDYGKMRAEQGAGPVTLNIDIGVIKMIITHAAAVHRLDISPEPVDLARVALKR
LGLIGKGTERDRRPTKDELNRLFRCFDDNERLTLPMTRIVKFAVATAMRLDEICRVAWTDLDVDRRMLMIRDRKEPRNKT
GNDQRIPLFAATGFDAWALVTEQAKELGHARGRIFPYNSKSVGTAFRRACVEVSVKDLHFHDLRHEGTSRLFEAGFAIEQ
VSLVTGHKDWKMLRRYTHIRPETLHRLAASRTPSPLETRAAE
>MBL3597580.1 DUF932 domain-containing protein [Rhodovulum sulfidophilum]AB22
MNTEIIDAGRDINVGFKVDVSRGTNVDRVSSEWFSRPDDKRYLSLDDLFSSVKGRAECSRTRTVESAAIRVEAHRDDPEK
LGLVLPGADEPGAPTHWSFGQLSSLVGAPAAYLRQLPAPLAGINLQYRLTNHRAEQIKTLETGDGRTELRAVTGPDYGRI
YDHELVSAVQRIAGNGTGDTRRKVLDWSTGIYNPRVDVTKETTTLYASDRDVFLFLVDDLNPIEAGLLPDGSPDLYFRGF
YCWNSEVGAKTLGIASFYLRAVCQNRNLWGVEDFQEITIRHSKYAASRFAHEAAPALSRFAESSPAPFIDGIRAAREKIV
ARTDEDRQDFLRKRGFSKAETGRIVETVLAEEGRPPESVFDFVQGITAVARSKPQQDARLVMEGKAKALMEKAS
>MBL3597581.1 hypothetical protein JMM63_18785 [Rhodovulum sulfidophilum]AB22
MTEVQISEEQHAYHAEIRNRAVAPFLLPLRLVNRTSLRGSDTDRDLDSIQSDQEGLINLAISPTGPLHFNGTLDQPLQEA
DVEVQCSPAMNQHNQRFIDTWTQKRTLLSAVIAALDGRCCTKR
>MBL3597582.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597583.1 sulfotransferase [Rhodovulum sulfidophilum]AB22
MSIRKPNFLIIGAQKAGSTWMYDVLRKHQKVFLPKRIELMFFNKVGYHSPSHMEAYLENFRDATERHQWVGEKTPGYFWS
SRAKHYKDQPPSSHNLEIPKSVARVLGRDLRLIVSLRHPVSRAISAYGHHGARGRIKSHECLRDTVGRLGIGDIGFYDKH
LDAWEEEFDPAAITTLIFEEEIAARPKAGLHALCKSLDIDPDGFQDLSLKPSNKGKDRKYLEDRIDTGVDGLQPVRPGDV
DHLLELYRPTIAALKDRFGPRLDAWDRETAAFEEFARKHVHLAAAPDRRCCTKR
>MBL3597584.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MSEFRDIIGASISNLRHLWTSRKLGRQWTGNIDRILDGIIEGWVKNTGSDNPVRIDIMLDDAPIATNVVADRHRKDVEDA
GIGSGRFGFTCPVPADRPLEGARLEVRLAATRKILLTKRVTPQMLPAKPGSIREVSPTDHPKQDPVIKCEGRLENLTDDC
LRGWASDTLNRGRLFEVEVLVDGVFLTRIRNDRPRGDLARHGKSKGLGGFELKLFLFELEPGPHSVTVVLPDGQKLTKTV
TSTGNRRGYPLNIGATQIAISETAVIVPIYNAAEDVETCIRRLVEHTPPELEVVLIDDASPDPRIAEILADAVSLPGFRI
LRNESNLGFTRTINRGLEEIGQKHAILLNSDARVTPGWAQGMLRAAGSRPRVATVTAMSDRAGAFSAPNIGNDNRLPDGV
DEITYARAFRRRSLGVYPVVPTGNGFCMFVNRACIDEIGPLDAEAFPRGYGEENDFCMRAGRAGWTHLIDDRTYVFHDRS
KSFGETKTDLMTAGRRIVDERYPEYKLAIRVFGAGPDLMMARYRAAQALADCSRPDAGLPVILYVVATQTGGTPQTNMDL
MAEVSDEMAPWLLHCDSRKMTLSRLDGSRMTEIRSHELAEPVDPLTHRSGEYDAVLQDWLDIANPRVVHIRHLAWHSLSL
PALAKAWGSRVVFSFHDFYTLCPTVKLMDERNVFCGGTCTKTSGDCAIELWAPDSMPRLKGTWVHVWRQRFAEVLRDCDA
YVTTSESARELILRHLPLDPHRFFVIPHGRSFTKMEQLRDHPSHGKLVRILTPGNINTAKGRDVIKALLEHDRAGLLEFH
ILGNVSAPKELARHKRLIMHGPYTRDEFSRRVARIRPHLGAVLSIWDETYCHTLTELWSAGVPAIVFDFPTVATRTRASG
AGWVVPHGDIPRLYERLLAISFDEEEQRRADMAIMRWQKGHGVGRTTKVMSAAYREVYRNASAQQLDRPVIAVVCPASPK
QDQAFASTEIRIWQRTINGAGRKCLFVRMTPDSLMANLRDGIVDGVILQRDVIPATMVAPLLNEMRRSGISHILDIDDDL
LAVPSDKDPTGKYAAYRPALEALIDSAAMVTTSTEPLRRKLMARNPHTLLLPNRISERLWRGSIPPREKDDTVRALYMGT
ATHREDFNLIAPSLEALLEADPGFRVSIIGIQGDALPSWAERIAVPESEKSYARFVPWLKSISGRFDFGLAPLTDDPFNL
FKSNLKALDYGALGLPVLASDIPVYRSVRGRIPGLRLVKSRPGSWTHALTDMVAEVRSGAIDRAGIRATTMEGYGMAATL
GDFDDLLLSIARPGDMDRLAAHPEPVDDNINHLKDIA
>MBL3597585.1 hypothetical protein JMM63_18810 [Rhodovulum sulfidophilum]AB22
MKTIKPTQAVAMILSRYQRRRNCQVPVTATDVYADTIARVCGDDVHLDPVERGLIHLKRQKVISGGRLVTLLARHQREIR
PE
>MBL3597586.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB22
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MBL3597587.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB22
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>MBL3597588.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB22
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAISRENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEIAAQFPGGVIAAFRNFENIFVELEGADRVRDFV
PDLAAIARLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQVSARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGVERFRA
>MBL3597589.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB22
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYL
HDALAASEALDVGHGHGPVHHFHALWPDHPAM
>MBL3597590.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB22
MPAKGQDRNAFLPLPAAAYEAALPSHSIPERPIPAAIAVVIRANQILLVRRANPPDAGLWGFPGGKIDRGETLTEAALRE
LAEETGISADPLRVFTAVDAFDREASGALRRHFILIAILCRWTGGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAA
QAAMLMQEMQS
>MBL3597591.1 hypothetical protein JMM63_18845 [Rhodovulum sulfidophilum]AB22
MPFDAVISISGMLVCLVGLVHVVIAYRGTTRSAEPDPERVKRFVESAPPIPGHLLYTHQDRCPEARPSRMEEAEPGKEDQ
KDHEAPR
>MBL3597592.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB22
MAAPTVIEIPDNGGMVAVIADLHHRSYLRHGSNPLQFHGLQDRPLQENVDALIVAGDLSDTFGPPLQDALTYLSRYVPAD
RIYVVPGNHDYYSGRLDDENRLRDLIYAGGSWFAQKTELRHRSDRYLCATLWTDFDLLGDREAAKNFAPRFMRDFDMISI
EVPGHELLDPDEVLPRRIVPITPEDIIAVHWEHRAWLEERLATPHFAGSGRTFVVTHHGPHPSAAGPIDGLTPAFHSDLT
EVLERSDIDTWFFGHSHRRLSCTVAGTRIQNVSIGYPDEDHGDDEDDLAEVCVIAAALDTQSSHELRGLPADRQALEQDL
EHALQCRESHAPVLVDELAPSTRAFLSHALRGCACPIVPEGDAYYATDVIVALGQTRPGSE
>MBL3597593.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MRLHRGRLIDHIQLVVRDLGASERFYRAVMAVLEIPVLGTDRGYFLADELVVSSADSPTAAGALTGRHHLAFQARDRATV
DAFYRAALDHGGTDNGAPGIRAYHPQYYAAFVLDPDGNNIEAVYQGEAKRSAPSVTIEV
>MBL3597594.1 PD-(D/E)XK nuclease family protein [Rhodovulum sulfidophilum]AB22
MRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLLEACIAERGGF
EEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDLLSRFGEWDET
DPPEPEDVG
>MBL3597595.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB22
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
TDLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADENSAVLLHGVFTGTEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMVRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGGDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPEMAPPETALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPLAPAETEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPAAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEETPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>MBL3597596.1 thioredoxin [Rhodovulum sulfidophilum]AB22
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MBL3597597.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB22
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>MBL3597598.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB22
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MBL3597599.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB22
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MBL3597600.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB22
MSSEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MBL3597601.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB22
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MBL3597602.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB22
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEAMVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDISAMARSAAT
FAIGESMQGAARLLGTRGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLETGARKGGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MBL3597603.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB22
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLIDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATGLRPAAPED
PAPGPVNDPKDFEDC
>MBL3597604.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB22
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MBL3597605.1 hypothetical protein JMM63_18950 [Rhodovulum sulfidophilum]AB22
MTEPAEAAPAPAPTAAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPPRSRLLKHGLQRLLDADPDAAGRAAERLARV
GRSIETAARD
>MBL3597606.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MQTDDLPLHRLRPFEAAARLESFTHAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADTIFPVCAPSLLGDLRTPLAPEALLDRPLLSHRVTPQDWFDWPDWFAAAGLAGRPKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGVTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MBL3597607.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MICFRSSSRQAPGLFPGIGAISAAVLMLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGAASGVTRWV
WARSLCLALMWVCYYAGLPGLSFSIAEACYYTAPIWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGLDALSPVIA
LPLLAGFLYALAAVITQGRCRDVPPVSMALNLNLVLFLAGAAHLAVLLWLEAGDEAGFLLSVWPGLGMRGWAFLIGLGVA
LAVITALVAFAYQRAPVPVIGLFDNGYLVFALVWSVLLFGERPDLVDLLGIVLIGCGALLASRRLSGGEEGGGEDARAPR
AQPRRV
>MBL3597608.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAGAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGARAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
TPGMPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MBL3597609.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKS
>MBL3597610.1 cytochrome c [Rhodovulum sulfidophilum]AB22
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MBL3597611.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB22
MWQRRQDRPLIAVTTSARSGWRVFPLVAFNLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALEGRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MBL3597612.1 amidoligase family protein, partial [Rhodovulum sulfidophilum]AB22
LSREGVFLGFGLHLNPEIPGQDAADLVPIVRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFA
DAYLDETPTRNRGLDMLPCLAHLAKDRVAQALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAA
LKGLAADWLDYRAALTTTRSDWYAHLDRILCKLELWDGSCGKDGKTAP
>MBL3597613.1 hypothetical protein JMM63_18990 [Rhodovulum sulfidophilum]AB22
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGLSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKIVY
>MBL3597614.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB22
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRSSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATAVGP
ARELVLGPDLTAGARPQAVVPAGHWQAARPLGAWTLVGCTVSPGFRFEGFEMAPPDFDIPRA
>MBL3597615.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB22
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAAALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVAGCSDADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRHNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MBL3597616.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB22
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGDGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MBL3597617.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB22
MRKLLVALFCTLAGPALATGLDIEIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MBL3597618.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB22
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKGYNPRRAGT
GGSDLPDLPAEFSKLPHDRATLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVLEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MBL3597619.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB22
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MBL3597620.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB22
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MBL3597621.1 bacterioferritin [Rhodovulum sulfidophilum]AB22
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MBL3597622.1 c-type cytochrome [Rhodovulum sulfidophilum]AB22
MGSAAVAGPLTQAVTGPGLSALPNTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGNLPAALMLQLGVPDPAAIEGYLSAHP
DPVYGRQIQPLGLPGQTAEGRPSVAYDEIAVPLSEDESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPRPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGAGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>MBL3597623.1 imelysin family protein [Rhodovulum sulfidophilum]AB22
MIRRTVLALALAFGAAPLVAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLAVSHL
RLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCALIRA
EARDIHALASAILADWRDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAESRRSG
RSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEESRASL
GPALGVAAGFNSRDGD
>MBL3597624.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB22
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGTAPVWLDAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTAQQARAFDNHLVTVGAA
>MBL3597625.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MKLRRMTAEELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGRGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAAATGFEKRA
FLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALLETCGRVAHGAPVMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGRAPQPGPVIAAVATLELG
>MBL3597626.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVA
QPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFI
AQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>MBL3597627.1 hypothetical protein JMM63_19060, partial [Rhodovulum sulfidophilum]AB22
KGRISAFSVVILENPSPAAAVDRGHMGEVGMGASFNTTNMVDILLNFGILIADSPVMGEAGSWEAA
>MBL3597628.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFLEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>MBL3597629.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]AB22
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTGAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIATDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLHLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MBL3597630.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MMDEPAAFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSCAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMG
NHLCLAWSGLDPDGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRA
RGARLLELLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELKDKSLAVAEDGAVTEAVWRLV
>MBL3597631.1 site-specific integrase [Rhodovulum sulfidophilum]AB22
MHRAGEHSDGNRRDLEPCGRDNSLSLRQLLLAGKAAAWSASDGREDPSLEQARALAWEILDGAPTEIIETREPVPVSQEA
TLIEAPAPTQVSTQRPEFSFDPDIVAVVERINAERDRDHIKEDTRKQLSSQARLFIKATGITDVRNINQGHLKFYKSVLQ
RLPTSYGKSPKDADRTIDELLARAEDLPEKKVGLSLRTINGHLDRFKLIFQFAKSESITISDTIELGLLRVREEKRNRDK
REAFTLPELQQVFRHPIWTGCRSTSRRHERGNIVKADGLYWGPILAGYSGARREEVLGLEPRDVVSVDGIPCYHIRDNMH
RGVKTFSSERLVPIHEHLIELGFLRHVDDMRKRGATALFPELIATNDSQSFGDKIYYNWAKALVLQLDGNPRELCFHSFR
HYAIAHLKELPEVSEKQRRDLVGHSGGDVHDEQYDVATSMTVMRGVVAKLPRLF
>MBL3597632.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB22
MNRLKLFGERIMSRDPDRQTAEIQIRIAIMNRFSALGRAEIEAIA
>MBL3597633.1 tetratricopeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB22
LKIAKIAAELYPHPAGHVEGVALDLLGDQAATSILTARLEAVKGLCSEQVTDAQLISAFTRVGWMAARDGDTAKPLLYAL
CDRFGERGLRAIVDVAPNVGHQLGDLAADWALASKEFAVSAGLILGLPERTVALRQLAAVLTRKALEASSGATTEMRAAL
TNDLAYRLYALGQREAALEAAKEAVTLYRDLAEARPEAFTPKLAGSLNNLANFLSDLGQREAALEAVKEAVALHRDLAEA
RPEAFTPDLAMSLNTMASRLSDLGQRKAALEAAKEAVAIRHDLAEAQPEVFTPDLAGSLNNLASFLSNLGQREAALVAAK
EAVAIRRDLAKARPEAFTPDLAMSLNNLASFLSNLGQREAALVAAKEAVAIRRDLAKARPEAFTPDLAMSLNNLANILSD
LGQREAALEAAKEAVALYRDLAEARPEAFTPDLAMSLNNLASFLSDLGQREAALETAQEAVAIRRDLAEARSAAFTPDLA
GSLNNLANILSDLGQREAALETAQEAVAIHRDLAEARPEAFTPNLAMSLNNLANRLSNLGQRKAALKTAQEAVAIRCELA
EARPEVFTPDLVRSLNTLANILSDLGQREAALEAAKEAEILRSGVKA
>MBL3597634.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MRRLLPLLLLSLTLLTCAPVAQAPQSIAPALPYERAAFGSGWTDPDGDCLDTRVLAALSTVPVRLAPSACSVRHGRWFAP
YTGQVITEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPEFRCQYVLRF
RRIAASYGLVQSAAEERELVALTGRLCGT
>MBL3597635.1 hypothetical protein JMM63_19110 [Rhodovulum sulfidophilum]AB22
MIPLTSLPALDDAAIVELARMFLARKLMAEDRRGTLSPMVNAPLAQCQVLASSTAEQLHDWLPRLIERFESEMADRSADP
SLSRHLAQMPDPTARHNLILQYFLPFALPAKIYQHYAEHLIGAAAGLRPDTGPLYPTVPSGGKIVLPRPFLSSIYDQLLT
GRHSLLHLEARRSGQTDTAASDRAITAFLQSLSGEGVSSTGTLFHQRTLPMAAFAASQAYAHMMELGFSRAELEAALSPW
ILTG
>MBL3597636.1 hypothetical protein JMM63_19115 [Rhodovulum sulfidophilum]AB22
MVAPAVPAGGAIYVGGAALAYGLMYAISPEFRAANESLASAMAQGANDAYQNVEDLIFGEEDDAAGSTPTTRAGTDTATG
EARCPALPYWHFTDPGAGKTILAVRAFIGPRNHFANRPWGPRTIFHTVFISNPIYIHKPHFFVQIMADCTVPLAPGQAWG
DIVQEFIHTGRLNERPPYMTIVAGATNVFPEYPGFEEFPIR
>MBL3597637.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKRKSQDFLEVLRFEGLEGTPDGNVPRKLQSPLFDGSEATYVILDTAVVNGGLVLFEDAEGFHGSLAIGEISGALADVMP
CLASLVPDSDLSRKLFRHVPGQPPELGSLHLWPSNAALFLRSHAEPEALKFHLRRFIKPADVSGRRRYLRLFNPAVAFDY
FSDLERSTQFMRCFMSMPEGPLTVIARKGGDAVSLRALHQPLPADRPVLEDLDLQALTLRWREAFHSRLCERLVRRGASR
GYDFDRDMVTDVARKVMKAMEDHTPDDVPNLDDHMKLALVLLLLHPDAIEPVLTGPVMRNAHLGWAQRVDIVAKSYLTGL
RRMNGMKVV
>MBL3597638.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine deacetylase, partial [Rhodovulum sulfidophilum]AB22
LGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MBL3597639.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB22
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>MBL3597640.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB22
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAVFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLDTELDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELDEAVQTTEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGQAAAEARADYDAAAARLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MBL3597641.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB22
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPASGRYEEVLAFDPGAGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEEREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MBL3597642.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB22
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MBL3597643.1 hypothetical protein JMM63_19150, partial [Rhodovulum sulfidophilum]AB22
MGPRRAMSVMRLLALIAFVLAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLARVM
SKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGTVVRRMQGYLRELRCRADPAWRAG
>MBL3597644.1 polysaccharide biosynthesis C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB22
MTEPRDMTGASDRPALARLLGGAGLAFVLRAFGAACAFALNVAIGRLLGAEGAGLYFLALSLASVGAVVSRLGLDHALLR
FVSRGAARRDWPGVRGAFALGLGLSLAAGLGLALGLGLAAPRIAAGLFGQPDLAGPLRAIAPSICGFGAMLVIAESLKGL
GRVRDAMLVSGVLYPVVALALIWPLAGMFGPSGAALAYALGTGLAALYGLRAWRRAVPAEPPGRSLAAGPLWRSARSLWV
MSLVNSALLPWAPL
>MBL3597645.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB22
MRILVLGGSGFIGSHVVDALLARGHRVRVFDRSPERFRPTPAGVDFMPGDLSDSAALAEALAGSEMVFHLISTTVPATAN
LDPGADIRGNLLATQRLLELMRAQGPRRLLYLSSGGTVYGVPQHLPVPEAHPLAPISSYGIVKVAIEQFIRMEARLHELQ
AVILRPSNPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLARLCVAAAETGASGTFNAGAGEGRSI
REILDLIGEVSTLEVTPEIRPGRNIDIPRVVLDIAAARQVIGWQPEIALCEGLAETWAWTCAELAPTPPHSLAGPAPLRR
VGAAE
>MBL3597646.1 sulfotransferase [Rhodovulum sulfidophilum]AB22
MVAQIDRAYLGARPGRAWPRLLAYGLFEGRPLTTRGRWINPAVFATARLLCRLPALGPVEAPAFILGTGRSGTTALGVTL
SLHREVGFLNEPKALWASLSETEDLIGSYHRGPARYRLGAADADPALCRGARRIYAGYLRAAGARRIVDKYPEMIFRTGF
LRTVFPDARFLFLSRGGAATAVSMTSWSRRHGRSVSGEHHDWWGADGRKWRLLTEQIVPEHPDLAAHAEAMAGLDLAGRA
AVEWIVTMREGLALCAADPRGTLHLPYESLCAAPALWAAELERFLGLAPDPGFPALAATRLRPPAHAPAPPPLPDWLRAP
FQATEAALARHRPPCPTSSGKPS
>MBL3597647.1 DUF1972 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSTARIAILGTVGVPAAYGGFETLAENLVRHRETLKTPPDLTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVIADNAAIAR
HVATRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRALK
ARYGAHPSIRICDPVYDPARLRAIRDRATLYVHGHCAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLI
RAVNTLARRPDAARQTGARMREIAERRYRWAEVGAAYFALLDPAGAREQDVPAPDQTGNRAA
>MBL3597648.1 hypothetical protein JMM63_19175 [Rhodovulum sulfidophilum]AB22
MSGRPVRSGAAQVRPVLARVLRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQEEIEGSG
RYLAGVIVSAEDFAGLPLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLAEPAGPADLEIALCRLAARG
>MBL3597649.1 hypothetical protein JMM63_19180 [Rhodovulum sulfidophilum]AB22
MKRFALGRTECGADRIEVAGQAGMSDRRKRPGPAFAMMIICVPAGWLTLIAALLLGGSLLAAVAAMIAAMWGLFVLGLVV
FLVRDALGRRRRGGEADRREGDTVLE
>MBL3597650.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB22
LARLGAALPDCRAAVIPVARTEGPKARRAAEFRAGRLAAAAASASLTGMPCLAGRGTDGAPLWPAGLTGSISHSGGQALA
LVGPSARRAGLGVDIEGPLSPRVAAEIAPVTLTPEERACFGTDPVWVGLIFSAKESLFKALSPRIGRRFDFDAARLLPGG
ATRPPLLCLTCDLAPGWEAGRRIEPVLIAHEQGVMTAVALQPRKVAPPST
>MBL3597651.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB22
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAAAIEALAERPGAAAWLPCDLRNPEAVGAMVTHAETCAGP
LSLGLHAAGVLATGSLLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGVPRLDMGGYCASKAGLT
MLTRCFGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAQRVIAGDPGSYRAGIPLGKLATPEDIARAAMFLLSEEAGH
VTMADLYVDGGATLRG
>MBL3597652.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB22
MALPEIASYPLPAPGALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLGADRGLQADLWGPGMSRHPDHQDILPELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALAALPAEAACA
>MBL3597653.1 isochorismate synthase [Rhodovulum sulfidophilum]AB22
MTEALSLPPDQPFSFRNARDQVRGEVCATGPVRPLDRGGADTLADRVAPFFGAAGDADDDGALIGGALPFDKARPDCLWQ
VAGGHGAWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGL
MARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDDPEEDARNANALARSEKDRREH
GLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAARLIRDLEP
VAREFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFFSALGLPPDAALSDPSL
HNQPNG
>MBL3597654.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB22
MVQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATKPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTLSGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>MBL3597655.1 hypothetical protein JMM63_19210 [Rhodovulum sulfidophilum]AB22
MPGLFLTPTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPPLKAESDFFVLTAIPMALCPFCS
TDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRTV
>MBL3597656.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGTLLAEVGLSRPDQQVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MBL3597657.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MPAILVKPNSIADAYRLRQEYRATGDTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQI
GALRAFGAPRGAVFGIVWLEMALLFGTGILCGFGLGYVAADALSRSFALARGFPLPVAFTRADLWSLALLALAAALLSAL
PAWLAYRQPPVSALRD
>MBL3597658.1 hypothetical protein JMM63_19225 [Rhodovulum sulfidophilum]AB22
MDTGWGAILLSYWVGGMIWGGAAVSFVALRSDEDSSGSEDHEYETSEYGASEYGGAEYEDAGPGALGARSRTARSRAPED
VEEADRCGHFF
>MBL3597659.1 cyclase family protein [Rhodovulum sulfidophilum]AB22
MCDICVMTAVKDRMLSRRGFFAGAAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFE
EHGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENA
CVALFSGWADKASGPGFRNADAGGLQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECL
ANLDRMPAAGATLVIGAPKHRGGTGGPARIFALV
>MBL3597660.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB22
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMASESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MBL3597661.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB22
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
VGQRVAYTTQTGACSTARVLPADRLVPLPYAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHLALEARATTGATV
LLP
>MBL3597662.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MTQDLPLGAPLPGWSPPPRPDRDSLVGRYCRLEPLSRDHAAELHAAQLLDGAIWTYLPYGPFPDEAALADWIARDALGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWFDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>MBL3597663.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB22
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKVGAHGKPVLFLHPKDFNGTLIELEQV
>MBL3597664.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB22
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MBL3597665.1 dihydroorotase [Rhodovulum sulfidophilum]AB22
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MBL3597666.1 hypothetical protein JMM63_19265 [Rhodovulum sulfidophilum]AB22
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MBL3597667.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB22
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MBL3597668.1 uracil-DNA glycosylase, partial [Rhodovulum sulfidophilum]AB22
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRP
>MBL3597669.1 hypothetical protein JMM63_19280, partial [Rhodovulum sulfidophilum]AB22
RLTRDRPETPPAIATGDDLAMVPEAEPGPETPAAPDPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPGFEPGRAGPPAP
DRLTLIEVGLGPGSGPRALDPPSSREDLALYQARRSRALAQARRSSSAPGDLALGLLPEAARHPFFADSLLRLGPGADLT
TALTGAGLGSEAARAATGALPPLADPPRLAALRLRPGGTRSGTGPEPEAELLQLSLYGAGGYLTTLARLGAGRYARAADP
WADRDLASEGRTAPKAPPRLLDAVYGAALGAGLGPDLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYV
GLDGRSGCYVLPMPAGGHACAGTGSLAGATAGIDDDAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMR
EHHPELAARMDRAALLALRTDPVLSVEMVYALARENAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMG
TAVVSANPFLTGKTIGELLAWADRKMTGTAAPAVVSPEIRRYRETVDAILATG
>MBL3597670.1 hypothetical protein JMM63_19285 [Rhodovulum sulfidophilum]AB22
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGSA
ARAAQAQARDTASLWVMREVMRRL
>MBL3597671.1 type VI secretion system ATPase TssH [Rhodovulum sulfidophilum]AB22
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRA
EAGQDLARLEELHDEQKALVEQILGLRARIAGAADGAVAEDMAGEDMAGEAGTEGGAAGEGEEPLDIDALRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MBL3597672.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB22
IRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDNPEQMVH
IARFDLNREDDAPRPAAAAPAAIAA
>MBL3597673.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MDDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MBL3597674.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MBL3597675.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB22
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMEIAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKDRKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MBL3597676.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB22
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MBL3597677.1 hypothetical protein JMM63_19320 [Rhodovulum sulfidophilum]AB22
MNPLAITRLAANLMVTAFGVGLLGVYAVTQAVTAELVVWLGGLAVLGGVAQFLVSVFFPRSIRPTWDEMAVASHRGAYQF
GYWCAVLSFWVFFFSAQYSTANLDGAFLTLGVLLICAPSAWMAVAALRK
>MBL3597678.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MRSTDQLIVHLKVHRLKAGLTQMELANMVEVSRKTINTVENGVFVPSTTLALRLARCLGVSVEDLFTLSD
>MBL3597679.1 hypothetical protein JMM63_19330 [Rhodovulum sulfidophilum]AB22
MKDREGIVQPEARNPVAVTLHLDPGFEVQQGSVLEIGLGTAPMPETITPEFNYSVEYLGPFRNELHIAVSRKTAAQPQVQ
ILPTFILITPARRAVCSWYGDRSITIEASDKPIEIGVELLDHRITDGNGLPTAYRLSRL
>MBL3597680.1 hypothetical protein JMM63_19335 [Rhodovulum sulfidophilum]AB22
MMCFGTRNRVVWQRPENGSSPPAPPQGARNIDEISAPCPNPTENIIVIGSEVSYDSFWWKMMFITPGLSNAQGSRRPPKW
RDADRTTVFYVPNGYVHAELLPLEHLRDVLGINLVPLTSLRVLRKHLQNRTIDGKRHDVMNLSFYCHGLVGCFDLNYSGA
TRIRLGQSDLPSIDRSIFCSGGRIYSYACRTGVSVDKDAFSSLSEARPKESLAQALADHFGVQVHAFYTRTLFRDCIRDP
SQAADIAEDLKDKRETQDGAVIDILDTHEGLPHPGQGLSTRLMGVISIPSWIRESGQVEEGTSEYSLWRKQGARFLPVGT
TDPTGLPTVMAIFEPA
>MBL3597681.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB22
MLAKQRNVRPRKPLGDARSFDYATKPPASTSMLHHEIICKVTPLDRQLGRWPKISVPEALQETLFSDSNLDIKSPSQMLV
YALLDSAASPELAARIEDLGEPHCCLFQGAAAVELRDVAPWLVQLNPKGTLTRQLFSDSGMPMDLWSCRPGIFLRSQLSL
PDLRGHLRRLTRVQSPETKRWSYFRFWEPDMISAFLLNTDTHNLLAFFQGGFELHLPDTQGRWHRFRLASQPETMPAARL
RLTERDRNTLRAAVSERHLAELFDWVRSNFETPLTEQQREGFLERTASAARSEFATGDKRILAHCLAASWMLGETAWTSS
KITRDDIELTARGALQLYERSYALSLKGHVA
>MBL3597682.1 hypothetical protein JMM63_19345, partial [Rhodovulum sulfidophilum]AB22
IEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTKGQAYGLAEGLLPLLERSSAVAWKC
PYYQVGFDMSWISWLLTSNSLSTLPAPFLSRLEILRLAGPGKGDLISFAEREGARRGLSEAALGAICEVIDQVAEAHELN
LRHVSRMLSRAEAMASSPLSH
>MBL3597683.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB22
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSV
ACDVCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVET
GTRIRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGK
QMRLRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>MBL3597684.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB22
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MBL3597685.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB22
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLVHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MBL3597686.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB22
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERATD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDND
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MBL3597687.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFIEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTT
>MBL3597688.1 hypothetical protein JMM63_19375 [Rhodovulum sulfidophilum]AB22
MKGFLVSSALVISATAAFAADPSSFQNTRFNIAFHYTDDGGAEIAATCLTSDGMPNDPSIAMPGIGNDNGSLVIEGAARA
SRKAAAVSCFTRPSTGWT
>MBL3597689.1 hypothetical protein JMM63_19380 [Rhodovulum sulfidophilum]AB22
MLHPSIDGVDLTASCRKTDGSFEDASISIDGIRNENGTLSD
>MBL3597690.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB22
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRIALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKLEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MBL3597691.1 aspartate kinase [Rhodovulum sulfidophilum]AB22
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MBL3597692.1 DUF1178 family protein [Rhodovulum sulfidophilum]AB22
MIRYALTCADGHRFESWFQSASAFDTLLKGGHVSCSLCGSRDVSKALMAPSVATDRPEGPGAPAPDEGSENAAAPAGRPL
STPTGPAEQALTTLRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MBL3597693.1 glutathione peroxidase, partial [Rhodovulum sulfidophilum]AB22
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWK
>MBL3597694.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB22
LWKKWAGYHVRSRVEAQMNRLKLFGERIMSRDPDRQTAEIQIHIAIMNRFSALGRAEIEAIA
>MBL3597695.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MNALTCLPIISERLVLRPFEPSDRPDYDAYHTRPEVYRFLYTPVPEADVLAEQFAAAMSTCLEEDGDTLRLAVIRRDDSA
LVGEVLLKVANKAALQGEVGYIFNPTYAGAGYATEAVRMMLGFGFRQCGFHRIFARLDPLNAGSVGVVERLRFRREAHLL
QNDRFDGTWGDEFVYAMLKAEWEDRQGL
>MBL3597696.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB22
MKLCIEARDRQVWRHVGDHSTPLPNCLQPPRDGAPPETPLGLLEDWARRYDRAVRFGDPDQLPAIGSELLAWLDQGGALQ
AWISDGHRELEVLGTGGDAVADALLAAPWEILHDKTAFLALDRMKNFLPLRRVVPEGPGAAPGHRDLSMLFMAAAPEGQH
ELDYEAEEAAILEATRDRNTGRPLVHLAVEESGELEVLGDRHKTAGPFEILHLSCHGDIGKVGGETRPVLLLETATGGED
EDIVTPEKLTGALGQTPPPLLFLSACRTGQRGAASDGLPALDGRREGLAEAAASFAAAPRREAAAPAPGLTEPFARQMAL
RVPHVLGWDGSVYDADAAAFAQALYAGLARGETVAYAAARARHGVTDAAAQGRAPGQHWHLARVYLGPGGGGRLCDPAKP
ARPAPPPAAPRFLDAEKRIRVAGRGEFVGRRRQLQRLRRGFAGEAPGALIHGLGNLGKSSLAARLADRMEGHQLAVVVDR
YDGLSILGELERVATPLLGKVFKSFEDRTAFQKEFAAMREAVRGDETHLAEALRFLFDEVFAAQPVLLVIDDFERALEDP
APDRPKVLPRAALRPALGALLHAFREHQGPWRLLITSRYDFAVPDGAGGDLAAWLIRVPLVGMRPRERQKQWQAKARAAA
TEERIGTADPELVDAALAAAAGNPGLQDVLTRPILGGEAEAARAAIDAIMAFRKTGTAPEEGNAALAFFTRMTFEKYETA
LTDTERLVLAAASLFEEEVPVPRAAVAAAASALGVAAPEPALDRLLALGLLDDFGAMAGWDGMPEVPHLAANPLARPLAP
PLDPATAAAAADAALPELARGWRDAEGDFPFDGRGIAACRLALAAAAPDPKVLEAAALAAVAFLFVRHGLAPQALALAIP
ALDRLAELGHTPGYLLFGHTINAAGQAGEVGLQEQLLGQALRSNRLDDHQRAQLLGLRADVLQARGDLDEALRIRREELI
PVYEALGDRRELAVTKGKIADVLQARGDLDEALRIYREELIPVFEALGDRRSLAVTKGQIADVLQARGDLDEALRIRREE
QIPVFDALGDPRELAVTKGKIADVLQARGDLDEALRIYREELIPAFEALGDRRSLAVTKGQIADVLQARGDLDEALRIRR
EEEIPVYEALGDRRSLAVTKGQIADVLQARGDLDEALRIRREEETPVYEALGDRRALAVTKGQIADVLQARGDLDEALRI
RREEEIPVYEALGDRRD
>MBL3597697.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB22
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPIAFAAIWQGWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>MBL3597698.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB22
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGTGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MBL3597699.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB22
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRDAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MBL3597700.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB22
MRQPVWGVQLKGGRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGGADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIASYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSV
LPAFASGWAVELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>MBL3597701.1 hypothetical protein JMM63_19450 [Rhodovulum sulfidophilum]AB22
MTDSLGCGGGICWASAAFPKPVEDPADKAFREAVAELVDCAMKEGKVDGEAWGGMPDAHA
>MBL3597702.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB22
QLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPLLATGWAGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWK
PLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQLIANALPVVSSVLPKHIYAGTDIATNPANAAPVGTGPFRWGTHRP
GEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAASSLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLT
VEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGYAEAATGPVPANDPTFYTPGVATYPFDIETAKALLDEAGYPEGPD
GTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDARIVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGM
PPGVPFSNQGGYADPELDAVIDEALVTLDPAARVALYKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNW
ADTGLSQ
>MBL3597703.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MPRMIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPVWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>MBL3597704.1 ABC transporter permease [Rhodovulum sulfidophilum]AB22
MAGSIPGSAQAGEATVAKALLGRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLL
AELIHGARTSVSVGLSAALVAVVLGMSIGTAAGFAGGLTEAMLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALG
AWTGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWG
AMIAEGRNQLRSAAYLSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MBL3597705.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTPLLTLTALGIRYPGARAPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPPGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPMSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPRETYTRT
LLAAHLDLSSPRLVGDAP
>MBL3597706.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MSPLLDARDLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWGALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPDHVAWLLSEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRGHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
EILRRLIAAVPEIPAEEALP
>MBL3597707.1 alanine--glyoxylate aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB22
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALAADRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPG
>MBL3597708.1 hypothetical protein JMM63_19485, partial [Rhodovulum sulfidophilum]AB22
SAFARRQAARGPDPRALDHWLDALRDAPPPCPIRRPDAPPFPRDPDAVSNAEGAWCEIALEPAVSDGLYALSKACSASLF
NTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHMTPRALIGTVRDMINGSLPHCEIPID
LVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPEGPVRFRQVDPDKTDSVLGLQFEVVEDVIGGKRGLRMMMSYRH
AHYSAEDVAELVAAVTRTCTAFAREGAADRPLDALLS
>MBL3597709.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTRPDPGPFTAQISEQISGQIPADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MBL3597710.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MNATAKAGAAHHKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGTASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEASDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>MBL3597711.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MDGQALGPLQDTSRQDTSPQDAPPARRRRVSPWGILTPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELERRADLPVAAPEGAPALSFEDVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MBL3597712.1 type I-E CRISPR-associated endoribonuclease Cas2 [Rhodovulum sulfidophilum]AB22
MLVVVVSNAPPRLRGRLSAWLVEVRAGVYVGDYSARTREMIWEQVLAGLDKGDAVMVWKAPTDQGYDFVTAGQNRRMPVD
FDGLKLVSFFPEPPSR
>MBL3597713.1 type I-E CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]AB22
MSEGNLPGLAPPRPISLKDRSSLVFVERAQLDVADGAFVAVNADGTRTQIPVGGLAGIMLEPGARISHAAVALAARVGTL
ITWIGEGGVRLYSAGQPGGARSDRLLWQASIALDDAARLRVVRKMFALRFGEEAPSRRSIDQLRGIEGVRVRESYTLLAR
QYGVDWRRRSYDPKDWEAGDVPNRCLSAATACLHGLTEAAVLAAGYAPAIGFLHTGKPLSFVYDIADLYKLETVVPEAFR
IAGQAGKGRLDMAPDRAVRLACRDAFRRTGLLKRIIPAIEEVLSAGNLPRPEPPPEAVSPAFPDAPPTGDAGHR
>MBL3597714.1 type I-E CRISPR-associated protein Cas6/Cse3/CasE [Rhodovulum sulfidophilum]AB22
MTLYLSRIRLSRSPSAQALSGLLSPPASGPRRSAHHKLLWAAFADGPDRRRDFLWREDHDGDFLTLSERPPQPMDLFEPH
QVKDFAPALASGALLDFTLRANATRMKRGGKRVDVVMDALYGLPKGARAAERMIVAGREGKAWLERQGETAGFGVIRAEA
DDYATEVLPGYRGPRKGQPQFGIVDLSGRIEIGDPAAFLGQLARGFGRAKAFGCGLMLIRRAS
>MBL3597715.1 type I-E CRISPR-associated protein Cas5/CasD [Rhodovulum sulfidophilum]AB22
MQPYLVFSITASLGAMGELAGHERRGSLIWPGRSAILGLLGAAMGIERGGDFSKLDALGLAVAVFDTGAPLRDYHTVETV
PSAASKHPNSRPEALAAARGRTNTTITLRDYRAGPLYGIAVWGEELDAIAAALRRPRYTLYLGRKSCPLAAPPGAKVVDT
VSAEEALTHLDLPPWRRLDRRGAPVAARLLVCGSEEGEIVHDVPGDRRHRHFTPRRVTVRNVEIVPGGAG
>MBL3597716.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]AB22
MSTFLQFHLLTTYGPSNPNRDDQGRPKQAMVGGSPRLRMSSQSVKRALRESAFFELDLQGNMGIRTKRLFEKLVEHLDTQ
GVPGDVASEAAAQVAEIFGKLEAPNKADGNRVASTLAFVSPEEWRLAEDLAGKIVAGEDMPKEKDLKKLVLRHADGAVDI
AMFGRMLAADADFNRDAAVQVAHAITTHTAQAEEDWFSAVDDLNKAEDTGAGHLGETAFGSGVYYQYVCVNADLLVENLD
GDRELAAKGAEALARAIAQTSPRGKQNSFAHHPRAHYVLAEKGTQAPRDLSGAFFSPIREQPILDSSVASLVRTRDDIDA
AYGQAWDADCIMHVGVGGTLDEIVLFAGDAVRDA
>MBL3597717.1 type I-E CRISPR-associated protein Cse2/CasB [Rhodovulum sulfidophilum]AB22
MSDDPESPGAIARGWWRANLGARESAAARALAARLRRAAPMAALCEPAVMELARALHMGPGRAGSLVRLVCLLAEVREED
AATLARRLGGSDPTMSPLRFQRLMRAEGDELIALLRRAVGMADRRCNVAALAQDLLYWEEARPRWCFHYFGADAPRDDLK
ESVK
>MBL3597718.1 type I-E CRISPR-associated protein Cse1/CasA, partial [Rhodovulum sulfidophilum]AB22
PCGRSSDPDILPWMKPTRLSEKGQKSHPPEGQVFSAEAFFGMPRRLRLVGSGAGIEGVIQKPWGAHYALWKHPLSPYYRL
KAGAEWLPKHPRPGRFGYRNWLGVIAREAGSENSELSLSLRDWGQRGGEASVIVAGWAMDNMKPRDFVLSVQPFLDLPIA
AEDMLVGLILAADAAAVALRGALAAVLSEGDAREAAREAFFAATEGMFLDHLQAVKAGGSPCADWLNDLRRQALSQFDAL
AMPGLDRRESDRIREIVEARKTLSGCFAGYGKQGKALFQHLGMEPPVRGNTRKSA
>MBL3597719.1 L,D-transpeptidase family protein, partial [Rhodovulum sulfidophilum]AB22
ISPAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAE
ASSPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDAT
VQKAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETR
SVVGRNARDYRTPEFSDMMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPF
DLKQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGR
ETRVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MBL3597720.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB22
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RLAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARSRIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MBL3597721.1 acyl carrier protein [Rhodovulum sulfidophilum]AB22
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MBL3597722.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB22
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREAEVSAVLSNAFAFGGLNAVLALR
KV
>MBL3597723.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB22
MMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERESCNMQQLMRDSD
DNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAEDLAAFKGGKEAS
VTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MBL3597724.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTLFSCHALERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMHRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>MBL3597725.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB22
MSGILPIAVKTVRDLSPSMMRLVFEIDGFERLRPTPHPDEWVSLWFPDATDALPRPLPRALARPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGRVLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGDAAQLPCPAEAFVPGRDYVWIAAEAAVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>MBL3597726.1 peptide chain release factor-like protein [Rhodovulum sulfidophilum]AB22
MSDREALLLSSGNGPGECRQAVGHLLSWLSTKATQYGVDLDVSTRDAAHGPASAVVVLSGARAGDLVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAATDAVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTSADGKVYAVAVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWALHVQLQRGEPRRIFEGRQFKEVK
>MBL3597727.1 RNA ligase RtcB family protein [Rhodovulum sulfidophilum]AB22
MGTPISGERSAARARISKFYNRATWIDGRAEEQLEQVAGWPGMMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGC
GMALFRLDLPRRRFKLDKAARRLAVLEVGADPERALAALDDAGLTGSIGPEALGTIGGGNHFCEVQVVDAVFDPSRTGLR
KDDLCLLVHSGSRGRGAGIFQGLDDSWKQGFAAENDAATRYLALHDAAICWARVNRSLIASAASEALGSEARLICDAVHN
HVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLLEVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTR
FGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSGSGLASAVARLLPLVTFKTTGVAI
>MBL3597728.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB22
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAA
>MBL3597729.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB22
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACEMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MBL3597730.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB22
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MBL3597731.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB22
MGNTEGRRTGPGKPISTRDGTFPHHEAAEVAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQ
DLPGQLISAAPDVVFNALHGRWGEDGCVQGLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSA
RHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGAEMPGIVLVESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKY
VQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRWEESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGIS
FGRLCRWLVEDASCDR
>MBL3597732.1 UDP-N-acetylmuramate dehydrogenase, partial [Rhodovulum sulfidophilum]AB22
SHPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRGFNAISVAGPRVTAGAAALDAHVARRAAEAGVD
LSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPGDLRLGYRQSHLPEGWVITEATFEGTPGAPEAL
AAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWSLIDAAGLRGARRGGAQMSEKHSNFLINADGAT
AADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MBL3597733.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDDEAHDHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDHDDHAGEEGHHHHDGI
DPHAWLDPENARVWVLRISGALAEADPENTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLT
VAGSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGL
ARTIAACVTSTEG
>MBL3597734.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB22
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAEVGLPFEAVSLEGLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTALGRQSDDEITVFDGTGVGLQDLAVAARAVAAARAKGVAVEVD
L
>MBL3597735.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB22
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIAGAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVRDAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MBL3597736.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB22
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAATGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MRA
>MBL3597737.1 aminotransferase class V-fold PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB22
ERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDAAGHPALLMVDGVSSIGSIEFRMDDWGVD
LAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGSYPYTPPVGLINGLAVSTGLLLEEGMENVRARH
HRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAYGVAFGGGLGEVAGKVFRIGHLGLMSDVM
ALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVQAAA
>MBL3597738.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB22
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MBL3597739.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB22
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>MBL3597740.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB22
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPARPGLMVSPADGIVSLLEP
AVPPVELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MBL3597741.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MBL3597742.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB22
MLDLILDRWGDLDPAKIERRHFISLRDANANAVRFTNYCVQVGRVLMEHAIDVGRRADNPANGVQQIKGDTDPREAWPPY
LIEAYRATAEGRALLLFELCLGTGQRIGDVLKMRWSDIEGGGIHVKQGKTRKKLWVPLTASLQATLDAQERRSVFILTNS
RATGPWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRPRVRAIEAEAR
RKKPSTGEGLATKRRTEQKRNV
>MBL3597743.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB22
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPVELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MBL3597744.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB22
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYLMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MBL3597745.1 hypothetical protein JMM63_19685 [Rhodovulum sulfidophilum]AB22
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MBL3597746.1 hypothetical protein JMM63_19690 [Rhodovulum sulfidophilum]AB22
MDAFSFPVWPEAPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGFAE
AAAAPDIGRFDPLPRGQAAATLCNRHTGRLALDSLYGGVTPDAPDRTPAALVRLRTDADGPGPLGIAGSGGQDRNGRPAE
AGAAPFRIVRTKVEAEIGTEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFARGEVRK
HFQWLVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAAFGCAEIMARPGDDWLARLGSGRPL
PGGLAVFPRLIDDRVSPPDRRARGANAGPDTRFAPDLLCLRENVPVPNARRRGLAERKLHRGLRLNLPSGQGCVAGMARL
GVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDH
GRWHPRDGGRPAGEPITTVAALIRAAGMCA
>MBL3597747.1 dienelactone hydrolase, partial [Rhodovulum sulfidophilum]AB22
IAPAHMGDAAGQPPGASQDRILKNRPAQAIAALDAALRDVRLAPHADPARIGMIGYSAGGYTGLILAGAKPDFDHAAAYC
AKEGRDDTGSCGEARFIDMSEKLATWSAPSEPRLKALVLLDPLAVMFDATGLADVGIPVLLFRPQEDIYMRAAANAVALA
RDLPRAPQEIVLPGTHFTFVDPCPEDIAAEAAMVCNDPPGIDRPAIHRSLEDDVIAFLNETL
>MBL3597748.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB22
MQTAPRQNEQIGSALGILRRRLDDTLLAVYLHGSAVSGGLRPQSDIDLLAVAGSGLTEGQRDGLLTELLCLSGRHPTVPG
GPRCLEVMVFCRSDLARGDYPARAEFAYGEWLREAFEAGESPVPERDPEYSLVLGQARQEAIALCGPPRNELLPEVPPEH
VRQAMRDALPDLLGGLHGDARNVLLTLARMWHTARTGKFVTKDAAATWAMWRLPGPDAMTLDHARGAYLGELAEDWQSRA
GAARQVAGRMAEYVTRSL
>MBL3597749.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTDRAPCRRLPRPLGDVFTGGKERGGLLAGGKGHHTEPQDRRHRPADQPDPRLRSEREPADRFRGSRPMLREAMRALAVL
GVIEIRPGGGAWISALDASSLLSPLNVFLGLSEISLDRLCQALRLMGGALAARQAKAADLEALDPPVAGGGRSLSRFRFP
RPASQAGRSLFPCPRRPEPGRTGARIPQGRRPYRRDGAPVHCRIGEAPRAGDASRQAMAAHMAQARTSPLGISQTLPAKG
FSRMTGAQA
>MBL3597750.1 hypothetical protein JMM63_19710 [Rhodovulum sulfidophilum]AB22
MSRRPVVETDDIFPDRTVAELSGAEFLAHQSQDPADVAKAIRSADMAVVQFAPDDDAVVITGMAEGGALIRYGIGFGNID
VTATNDRGMPASHVPSCCIDEEVRHSVSALLRKPPALDASVRGGGGDRTLCHLARAGRADRFPAEQPGRGHHRHQAACEW
RPVDGLTGPAARSNSAPESGAHNPQKAPAGLQDEERKT
>MBL3597751.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB22
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGNLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEAAALDHVAGYCVINDLSEREFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRFLKPGDRVELGVDGLGIQRQVCVADI
>MBL3597752.1 hypothetical protein JMM63_19720 [Rhodovulum sulfidophilum]AB22
MGLDAALTRHHPGQNHDPDARHQRGARGDGDRKGFVVVLAGHRRADLLGEVDVAGAFEAQMRVVRAGRGMGRDLFGQLLD
ADPGGERPVIDLSALLAPAKSISLAPISLPLRSDSAMSVPYHQLCARIISRSASV
>MBL3597753.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKATRQKSRPSFADHVYNTLYGRISNGDYPPDEKLPSETTLAAEIGVSRPVLRDALERLRAEGLIVSRQGAGNFVRAHQS
RTLGYGRIETIADIQRCYEFRLTIEPQAARFAAERRNDEALANLSNALDLMRAATGSMLHREDADFTFHIAVAHAANNTF
FEATLRALHEQISAGMKMHGQSLLREGGAGLERVLHEHQSIFDAILASDGEVAANRMTAHVRHSQERLFGGASIDLRMPA
KK
>MBL3597754.1 hypothetical protein JMM63_19735 [Rhodovulum sulfidophilum]AB22
MTPPRLLIVADDLTGALDSAGEAASLGIGTRVFLSPAALAAARECTLPPVVAVTTGSRDGTVAAAAAAMHNVCACLSWLR
PERVMKKVDSRLKGHVAVECAILADALHRRQIIAAPALPDMGRVQRHGRLTGAGIETPLDIAARFSGLSPHVPDITDAAQ
MKEAAELDGLPVGARSLAAALVAQLWPDATRQGTPPLPGPAVLAIGSRDPITLAQVERLDLPLYLAPDGRLPLDPPRPPC
VMQMVSGGMDRSAAEAGADFAEGLTKMIMRDPVGTLIACGGETAAAILARLGVDRAEVFGLALPGIAVVRAALPGSRVLT
IVTKSGGFGAADMLAQLVNLVDNRPTPTEVRKYRTRE
>MBL3597755.1 exo-alpha-sialidase [Rhodovulum sulfidophilum]AB22
MTEVMADTAFPATDLPTPRVQNHASFLHELPDGTVLCAWFGGTIEGKSDISILMSRFDGRNWSNPVQLSDDPARSEQNPV
LFTAPDGRLWLIYTAQPGGRQNEAEVRFRISDDGGQSWTEPCALWSQKGIFVRQPVIVADDGAWLLPGFRCRVEEGVAWT
GENDDSVVMVSHDEGVSWKVYEVPGSLGCVHMNIVPLADGGIAAFYRSRWADHIWRSHSADGVRWSAPEPAGLPNNNSSI
QAVRLDDGRIAMVYNHSSREDAEGRRVSLYDEIEEDGAAPAARPGRAFWGAPRAPLSLALSADGGQSWPDRIDLAFSDGY
CLSNNSADQVNRELSYPSILQDRNGRVHVTWTHFRQSIRHMIVPLDEQHG
>MBL3597756.1 TRAP transporter fused permease subunit [Rhodovulum sulfidophilum]AB22
MRKISNFDTWWRALRAVLSVFYVAFLVAQFFHPASPLAAASFHVFMATALIFAWTPLAWEGRARYAARIIDIAGVALSLM
VVALYAGEIFRLERRFEMIDPVLPVDILLHVLGLALIFEAVRRSVGWSLLAVVLIFLAYAYLGPWFPGLMQFPGFSLPTQ
AELIGMKTDGIFGVTASAAINFVFYFVLFGSVFTITGGGQLFIDLAMRATARLKGGAAKMSLVGSALFGMVSGSAIANTT
STGVLTIPIMTRSGYSKEQAAATEAIASTGGQLMPPIMGVAAFVMADMLGIPYITIAAAALIPAAAFYFALYIIVDLRAR
KSGVGDVAPELLEIPPVIPRLHLLAAPVAMIATLIAGYSAPYAALVGTAIALVAPVLRRSTRYNLSQLFETVLDTARQMA
WISAPLAAVGVVMVVATQSNLALKFVSLLSDMGTDNLYLSLLLAIFGCIIMGMGLPTVAAYIIGSLVFVPALMDLGVDRL
AANLFVLYYCVLSMVTPPVALCSYAAAGIAKSDANRTGLVAFGYSLVIFLVPFGFIKDPAVLWQGSAFQIATGAAGMLLA
TFCWAVFLIGWLRGNLSLPERGGFALASLVLVITPTLTAGWVISVTLTCLLLVWRFALRPRLVTA
>MBL3597757.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB22
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIECLAEKVVALAETDHHGFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MBL3597758.1 chorismate mutase [Rhodovulum sulfidophilum]AB22
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGKEPR
>MBL3597759.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB22
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MBL3597760.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB22
MTGHDFTLAGALLTARASGALWWQNESLLVVADLHLGKAGRMARQGRALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPARAARRLSALMAGRRWIWIAGNHDPAPSAPGGSALAETRIGALHFRHIAIPEEKNEISGHYHPKSRINL
GRRRLARPCFLIDGARAILPAFGAYTGGLATSDPTLERLMGPEALAVLTGQKALAFPMRS
>MBL3597761.1 DNA ligase-associated DEXH box helicase, partial [Rhodovulum sulfidophilum]AB22
LKQAPAGRWALRDPRAARRIRMNLGTIVEEERLKVRLKPSRRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVV
EVSPSPGRMPKIAVFAGTKFATSTRLCDRILDLLTAPDWPGLPAHTADWLKLQRTLSRLPDPGRLLVETFAFEGRHHLCV
YGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADHATLIWGLDEVETPSDLLDSNSLHSAFAEWLARNAVMKRSFRTSAV
IAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDPGHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLA
APLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>MBL3597762.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB22
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAIAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEDMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETREGIGAFLEKRAPAWQG
>MBL3597763.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB22
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MBL3597764.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB22
MNAPDDHRLTQTGLPPEGRGRVLVIGCGALAHEILALKRMNGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MBL3597765.1 hypothetical protein JMM63_19790 [Rhodovulum sulfidophilum]AB22
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVAILVPLALLAVLGLRLLQRRQ
>MBL3597766.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MBL3597767.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB22
MTRPHASSTSSPTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSSPD
LPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLTEELSRRGYRPATLAIGTNTDPYQPIERT
HRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLAAA
GVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCEIHGGKAYRS
GWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>MBL3597768.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB22
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>MBL3597769.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB22
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MBL3597770.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB22
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MBL3597771.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB22
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MBL3597772.1 adenylate kinase [Rhodovulum sulfidophilum]AB22
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MBL3597773.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB22
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MBL3597774.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB22
MRHIRTFATATTLAVLPLAAFAAPVDLRLITMEPGGSWYSYGSTFSEIIQGSEGENELNVEVLPRGGGMTNPVAVSQGAA
DLGFVSASAAIWARDGIGEEFEGREANNARAIVGGLQLAYTTIAVRRDYVEKSGLTTFDEMVASDNPPRFVLKPAGSQVP
ILANYMFEALGSSLEDMRGRGAITQISTAQIAQMLRDGTADVYIENAPVGQATMSEVTLTTPMVFVPASDTVLDHMSELG
APAANMPEGSYPGQEGAYRTSMTPTILIANADMDEEIAYQLTRALVEQREKIAEAFPALAGWDPEKGAQPDQAVIELHPG
AARYYRERGWIE
>MBL3597775.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB22
MLDQPLEILQPGCVRNGAGQAVRAASWLRDRGLTRPVVIADAFNATRLNVLGLDGAACVSVRPEPDLFDLNQAVTAARAA
RPDVVIGFGGGSAMDVAKLVAVLQDPVTTFDDISGPGRAGPRRAALMQIPTTAGTGSEAGTRALITEPGTLRKIATESLH
MLADMVILDPGLTVSLPGPVTAATGVDALAHCVEAFTSRRAHPVIDHYALEGIRLIGRFLPRALADGDDLEARAALLLAS
FYGGVCLGPVNTTAGHAVAYPLGTRHHLPHGLANALIFPHVLAANQGACPDKTALVAAALDLEQGRPLLQAAHDFCAGLG
LQMRLRDHGVPEDDLPEMAAEAHAIRRLLDWNPRDLSREDILALYRAAY
>MBL3597776.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB22
MTSAEPRRAYVATVTCFNDDETLNLDQSRAQVRRQVEAGNDILCAGTNGDFTALLFDEKLSLIEAVLAEAAGRARVMVNV
GAPSTFETVRLARAAADLGVDCVSVITPYFIACTQEGLRRHFEMVADAVDVPVYLYDIPARTQNHIEPDTALTLARHGNI
CGIKDSGGSQKTLEEYLEVSRQVEGFGVWSGPDHLVLWALKNGAAGAISGLGNVAPHLLAGIVRAFNAGDMEAAEAAQAR
FGALRTDLYALGYPPAVAKRALYLTDPGVGASRQPALMPDAAQDAAIRDILDRHDLAATV
>MBL3597777.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB22
MTNPLIAITMGDPSGVGAEVTLRAAADLPADQRAGLIVIGDRAVLERARDALGLALELGDGPGGLRLRHVPVEGLPDRFG
VLSPSCGEASFQYIRTAVEMAQAGEVSCIVTAPINKEALNAAGHHYDGHTGLLAHLTESRGSWMLLASERLNVIHVSTHV
ALKDAITRATPERILETIRTGHSHLKRMGIEAPRIAVAGINPHCGESGLFGTEDDAQVAPAVAAAQAEGIDVQGPISADT
VYHRAYQGAFDLVVAQYHDQGHIPIKLVAFDTAVNVSLGLPIDRASVDHGTAFDIAGTGKANHVNMLSALSYARNLAQAK
RHA
>MBL3597778.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
MPEPRHAIVTGASSGIGLAICNRLLADGRKVTGLSRRAPEATLGSAFTHRPVDLLDEDAVAAALPDLPAPDALIHAAGVL
RVGDHASMSRAEGSQMWRLHVDCAAQLIQHFAPRMPQNGRIVLIGSRVATGAKGKALYAASKAAVTGLARSIAAELAPKG
ITVNIVAPAATDTPMLRDPARQGVGPAYPPIGRFV
>MBL3597779.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPIDRVLIAYDGGVSSMKAVDYVARDPMFSGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MBL3597780.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB22
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGVARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MBL3597781.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB22
MFVVTLLTSPAQPMLERGTVESLRDAWGGGAAVWLAPGIAAEFPVDSLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAQVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGLGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTLNDFIDA
>MBL3597782.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB22
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MBL3597783.1 replication initiation protein [Rhodovulum sulfidophilum]AB22
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MBL3597784.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB22
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>MBL3597785.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB22
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEATGIGRAEVRP
RDVRF
>MBL3597786.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATATWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWAGAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELERDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MBL3597787.1 hypothetical protein JMM63_19900 [Rhodovulum sulfidophilum]AB22
MALKKVTRTWQVGLIFLTLLVAIGNYENALNCDQGAICIDSYWTQFWLISYEDGFTRRALLGSIARALGGIPTDVYVLNV
ICLSIAISLVILSVFQLRRFDTPFRNQLTAALIVGPSATVLIETVGDPLQVCGFITLAVAFLRGKVGAILSILAIPVVVA
IHEASVFLYVPVLVCLAGRNIPPALMLRNTILVIVGLILLSVLLSEQQASSIGGALKLNDGSLMTVKQSPFFSYSDLLKD
ELNKHFGSLDGFVDLIRNAIGSLIWPLLFLIFLSCLGGHPQGLGNFIFLFLLSSPLYIIAHDWGRFAIHTLFGTLCITVC
GVRFLDMAILSKIRIRLMDALAVMRGIVTAEMVLVFGFTYYSHRHYRLDGLEVPNIVVLLALLLGMIALRRNNGSHSHVS
VDEGDRSRRSPEA
>MBL3597788.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MTKVRVLLAHNNYTVQGGAEVFFHEVARVLEARGHEVALFSAAEDGLEAPHADLFPEAADYRHGSIAARAVRLPAMIYNT
RARDAFARMIETFRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKHLCPNYKLFHHGRVCTECRGGRFHRALVNR
CCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWGPGRVDIDFLRNPFDVDAHRVAPNVGEYILYFG
RVIDEKGLDLLFDAAAQAPEVPVVVVGDGPDRARLEARAAGLANLRLVGPAWGADLARWLEGARAVAVPSIWHENFPYVI
LQAFAASTPVIATRRGGMPELVEAGPHGWICESGDAAALAERMRAACRLPAAEIARMGAAACAYAEREFADDAIYRRLLE
IYRRAGV
>MBL3597789.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB22
MFFALALCGALSGCATGFVRFPVTEEGQSKLPADVQVIRLDSSNIASFSQPARPPQPTTLPPARDWDYRIGEGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYRVDLDGFLTAGIARNNPLLIAGDTVAVPRRRAEEA
YILGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGRKDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MBL3597790.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB22
MKLRILTVCTGNICRSPVAAALLQALRPDAGLASAGLAAEPGRAADPLTAEMALDLGIDLSGHCARRFSAAMGRETDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGAIGIPDPYGKPRAWHESVVDAILRATESWAERL
>MBL3597791.1 acetyltransferase, partial [Rhodovulum sulfidophilum]AB22
MTEPYPRSTTRPAATLWQAAPQQQEDDLDLSTLFATLWAARGAMLKGVAAALVLAVAMLLFSTPGYRATALLQLEERSSQ
LMLPTDMADLLKTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAGIVL
TQLAVPPDWVGLELTAIRTGPESFRLTDPDGRVHDGRVGVPLRLSEPGFVIEIGQLDGEIGRGFRIVQVSVADMVMRLRR
MLGVVEKGSDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNVDRNAAEAASSLDFIRKQLPEAVERVRQAELKLNRYREQ
AQAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLEAEVGALPETQREVLNLT
QELELAREIYTQLRVREQEVAVLRAS
>MBL3597792.1 hypothetical protein JMM63_19930 [Rhodovulum sulfidophilum]AB22
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVEEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>MBL3597793.1 hypothetical protein JMM63_19935 [Rhodovulum sulfidophilum]AB22
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TASGLALGSEATASETTAAIEAVTEARTGPESGTGPQTGTETGTEAEPATRTPETPREAVDETTRESAARAPATAVPSPA
PAPAPSPVPAPVAPAPRAEPPAPPAPRPAPPAEPSVSAPPVKAAPPTPRGEPTAPATPVADADAAPLPMPRRAKPRNVRG
YTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARA
GEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVE
ES
>MBL3597794.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB22
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAVMADRTAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAAALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMDDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDMPRKRIGLSMRKD
GGTEAASRDGATGKGPGRGAGGKGAQGKVPGKGSGKGTGKGSGQKSGRKPGQGTERQGPGGKGGGASGAETGALGAALIE
AMKRR
>MBL3597795.1 hypothetical protein JMM63_19945, partial [Rhodovulum sulfidophilum]AB22
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPLQTSPEPAPEQAAEALS
PEAAPPVASPATEPLTAPLARPAEDAPPVEAR
>MBL3597796.1 hypothetical protein JMM63_19950 [Rhodovulum sulfidophilum]AB22
MCDIREFIQTLGGCRVVAERVGAKYTTMHSHLAAGLFPAKYYDALCALALEAGCEPPSRRLFSFVRMPEANRSNEINALS
DREPTGADDQLKRGST
>MBL3597797.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTSSSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFGALSSSRP
>MBL3597798.1 hypothetical protein JMM63_19960 [Rhodovulum sulfidophilum]AB22
MKTILTTAALALLAAPVLAATGTTEDQATAVSPASAPDCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGGE
GEGGESSDT
>MBL3597799.1 hypothetical protein JMM63_19965 [Rhodovulum sulfidophilum]AB22
MPRIPKIPDLPATYGFGSWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MBL3597800.1 hypothetical protein JMM63_19970 [Rhodovulum sulfidophilum]AB22
MAAILTIAPQIADRLAAEAAVARAQANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3597801.1 hypothetical protein JMM63_19975 [Rhodovulum sulfidophilum]AB22
MSVFDSIVPPHDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAARNWMEAAI
RLCPFN
>MBL3597802.1 hypothetical protein JMM63_19980 [Rhodovulum sulfidophilum]AB22
MEDHENATQQRWPQAAIAAVTRKEKVGMTPDRKNIRFNVLRNALYHTARRRALERWNRSFNFLVIILGAAAFGDALQAVN
IPGTWAGLAVAVIGALQLVFDFGRQARDHQTLQRDYYTLLADIEAKPTDDPEQCAEWYSAMIRITADEPPVLRAIDAKAY
NDALAATEAFDRSERLVVPLMHRVLSGVFAFEGFNYPKECEKRDGPAPTG
>MBL3597803.1 hypothetical protein JMM63_19985 [Rhodovulum sulfidophilum]AB22
MRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIRDVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNA
PAEARPDERTAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEPV
FKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3597804.1 hypothetical protein JMM63_19990 [Rhodovulum sulfidophilum]AB22
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGADAVPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTAGGATDG
>MBL3597805.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MVERLLSIPEAARALGVPKESLRRAADTHGKTIRMGRAVRLHPDDLEELIELCRVEPQVLAFTGGKGATVNPSGKSETRG
ASESRPARAAAQMLKRSSRLISSEKTGRLARLPQMS
>MBL3597806.1 integrase, partial [Rhodovulum sulfidophilum]AB22
MCLAIYAEEHAAHISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTIRRELNVLQAAIN
YCHGEGYLITAPKVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIE
>MBL3597807.1 NAD+ synthase, partial [Rhodovulum sulfidophilum]AB22
MADDRFRLTLAQYDPTVGALDDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLARRPAFLADVAARLEALARDCAD
GPALGIGAPVVEGGRHHNAYFVLHRGQVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYDDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAGLPDAREQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAYHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLDRDMVKRVEHLIYISE
>MBL3597808.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB22
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGTGKVTYADGSTYEGEWNGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPAAPNAPLPAD
>MBL3597809.1 radical SAM protein [Rhodovulum sulfidophilum]AB22
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYGSVLRHATAVSGARVVRDLRRK
VVAARSPASARAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCSVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGNGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDRYPNRIVPMMTGRGCGWGVCT
FCSDVQTTSGRSFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVINRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLETGLMDHENETFRSAGHLSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>MBL3597810.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTGSGGGDYWTDLSGPGPGGDGGAAPAPALHVEAIEGVEPLGDQFGVAEPLSVPPGLRAALFGQPEVIAGRAALPLYTYA
VLDAAKVHGLPEMLETSGLDHACLFQGAAAEDYRDVAPWLVRLEESHRLTRGLFTQSDAPWDMWDREPGIFLRSAASLDA
LRKHLRKFTKVRDEDGKWYYARFWEPRWCAWSIQALDETQGGTRFLRPVARVVALDPRLSQATVIGPVRQDEVVA
>MBL3597811.1 hypothetical protein JMM63_20025 [Rhodovulum sulfidophilum]AB22
MMKLSASFFEAAEREAARRWDRAVASELMGLYPAHFAALGAEEETVAVFCRTVRDYAVAYGISGRRESYKLIVIGLARGA
HVFHDPRFAPLARRTLGQLDIPADRRGALFCDGMEAWTSATWEGVRLDVLGARLIERIDRHGPLATSRDAVASALHGMVL
QSPTIAPPAVRVAFLDAVLAQADGYGLRKPERRLAYAGGALLHGVYWFDDPLMAMLRGAIETARGPHDMRERMGAIYTRL
APPLEAPRES
>MBL3597812.1 TNT domain-containing protein [Rhodovulum sulfidophilum]AB22
MNPDDPHSPAGQQAGQSAADAQSGGDVDQICENCPDNWVEAGAIDESTGQPIPGLGYRIYDLASGDRMAQGVLDDEGESP
RHPIPQPITQLYVVYGTQEAMDETEDQIEEVRRQRALEANARPDWNGIPAGLDEENFNHAYDMRARELGSLPPRNAGLLD
QSASGWKAAWDYVTSGFDGDATLQEFYQDERARSFDEYELVTGGREASRWESFGGGAGQGVTFGFGDEAMAGLDAMLSNH
TYEEAVAARRQIIEAQRIANPGTFIGGEITGAVPTIFIPVGGAAGRAAQAGKGVTGAVRAGATTGAATGALSGAGHDTGG
VLDRLDGAALGGATGGTAGALLGGAGVMVARGVTKTRIWGRLRGRVPPRREPYHRSTLRDDWYDPDTGDLRWPPNDGFDA
PPTRETLAPGTRIDRYSGRTGIDDTGRYLSPEGANFGSRALPYDPSTQQYAVYEVVRDLPVSSGRAAAWFDEVGGATQYM
LDDSVADLINQGFIRQVSP
>MBL3597813.1 hypothetical protein JMM63_20035 [Rhodovulum sulfidophilum]AB22
MKEITTLAEMKAYLHKHGIEDGSVYTHGGLGGGEIDGIEEIDGVWHTYFSERGSKNGYRAWPDEASAVAYVLPRAIALAK
QYRMWRD
>MBL3597814.1 transposase, partial [Rhodovulum sulfidophilum]AB22
CVHRHRFESIQHAMRVIGDWIAFYNHRRPHQALAMRTPVEAFRLAA
>MBL3597815.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB22
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKAEDLAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELNTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MBL3597816.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB22
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MBL3597817.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB22
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNIAVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADDAAE
>MBL3597818.1 hypothetical protein JMM63_20060 [Rhodovulum sulfidophilum]AB22
MALALPKTMKKAVHIIGILCAAAAGLAVIIHGALITSAPLEIAWGAIFLAGSLLALFGGATASPRGGIDPPSSGAKFTRI
ADWAWYCIAALVVVGIVLSFVI
>MBL3597819.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]AB22
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIASEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGQVDRRESGGVTPGTVLAQDPGEGAELAPGSAVSLTVATEPARAGVPNLVGLSQDRARDVLRDRGLRMGG
TATRESGRVAPGTVLAQDPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDKARNVLRARGLSMGGTATRESGSAVPG
TVLAQDPGEGAELAPGSEVALTVATEPARAEVPNLVGLSQDRARNVLRARGLRMGGTATRESGSVAPGTVLAQNPGEGAE
LAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGTDADSAKKVLVVLKAYGADRICYVSRP
QPPMMYILNGDSAPSATAATRQRLAAAGLGREDCIGFDPATLDLESGGAGVTLVSDRSRMIRFRNMDEAKKAMLVIRKHG
FTRQCFVGRPNPEFKYFLR
>MBL3597820.1 hypothetical protein JMM63_20070 [Rhodovulum sulfidophilum]AB22
MTRHEIAALLPEILREADRPASPFRALLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPALLPRRGTQAGLRDMLAVASGLDALQLRESLPGPGFRPFHVVIEYPRPPRPVRALIRDVAELE
KPVFVSFEIVELSAPEDSEEGA
>MBL3597821.1 baseplate J/gp47 family protein, partial [Rhodovulum sulfidophilum]AB22
SAGVPRRDAQIRAWYLTGGGAAGNVAAGTLTDLRDPIPGLAVRNPERAAGGRDAEPLETALERIPREVFSDRRAVTARDF
EALATGEGGVARAQARTGVQLWAHAEPGSVELLLVPEPAPGQSDAVGRRAGIEALQTEELRGRIARLIAARKPLGVTVNV
AWARLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPGRPIRPADVYGTVLAEPGVRSARSVVFEVAEAPDA
DVRDAVPDPHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATMVRPHPRRPGLVAAVWAEGGNHTEDGSRLAVSFDC
GETWQSNAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRSEALQRRLPVAAGVDAVGLYAVLATETALGRPVVAVA
AREQRGVWISYDPLEPGSFVATGLEGSDIRVLAAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDTWQPLRARW
RGGSCLGFAFLGTRAWAGSFDAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPGGPGLMMAAGPRG
LYARGADGGPFAATSQTLFENEVRLPAPWLFASEPHLVRVIGSDDTP
>MBL3597822.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB22
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MBL3597823.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB22
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MBL3597824.1 hypothetical protein JMM63_20090 [Rhodovulum sulfidophilum]AB22
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MBL3597825.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB22
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVHPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MBL3597826.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB22
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MBL3597827.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGPGTGWQPHHLVARDASGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRSYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>MBL3597828.1 phosphodiesterase [Rhodovulum sulfidophilum]AB22
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLEEVSGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPVEERIARSV
AANVTFEGYVPAHPAPPAA
>MBL3597829.1 RidA family protein [Rhodovulum sulfidophilum]AB22
MSGKYEARLAELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MBL3597830.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB22
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>MBL3597831.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB22
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQSELNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MBL3597832.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB22
RAERMTSQPLYNIPRGSILQLDGRELTVSDREESGYAVECKETGECFTLSLERVETAIRNRDCEVIKPAAVEKRKALLEY
TGGLECVEQLSEDDQRIVQARLALVIAQDELRAEGVKLTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFD
VPQGRTLASYRDVYHRFEQNPVVLADRDRMKGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATKVFHRSPREMA
QEINFPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEA
PQELADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTKEKVRYGCKQDPAPPVRLGLALADNGTAT
RNAEVYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSRPGELTGYDPKASAELSHDQLYGTITRYF
VDEYPFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQATTTSEGVRAFNIPFNSTALQNMAAGTEKE
VTVHLDPDDLREVYVTAEGVKEVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRATESGFFPDS
RDPLSYQKIEQLRRRADKLHQVEARPPAYIGATAAPGQLMSRGRTSGVVPARPAGAAPFKPPSPSTPPRASAPPPQSAGP
TDVAPEKGSTSAPGPDDIKTMTFGPIKDSKL
>MBL3597833.1 ATP-binding protein [Rhodovulum sulfidophilum]AB22
MTNPFIIPSLANLNADLAQRHFPLARGEELQQTFAQLFSRHLGRLQSGKGFEARSLLLTGLSGSGKTAEISDMLNRFNET
AVLLPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKARKTQFEIWDLVIKQAKLQGVIGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIVGSYAISAG
LNVDTGLPTGDFLHRLATAGAFRWGLVIDMVVDAIALAVARSEGVVERSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MBL3597834.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB22
MTKIKFIDARFADPDENEFALKRRLEWHLRKLRARQDGVSPRVPGDFEDELRWNEDLIAVPLSEKDRNKVLRRARRVMGA
RAKASGLSHLSADDRRALEVFRGGAELVGIASEHRADEIAAAIHAEMPWMAAATDFLWKAMRRLVRVGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLGVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVV
>MBL3597835.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB22
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MBL3597836.1 CvpA family protein [Rhodovulum sulfidophilum]AB22
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MBL3597837.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB22
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTILEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MBL3597838.1 crotonase/enoyl-CoA hydratase family protein, partial [Rhodovulum sulfidophilum]AB22
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAGMLRALNEMPKPLIGRIQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFGAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAF
>MBL3597839.1 OmpA family protein [Rhodovulum sulfidophilum]AB22
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSGRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MBL3597840.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB22
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSMPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADADIEADTRVG
>MBL3597841.1 endonuclease III [Rhodovulum sulfidophilum]AB22
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPMCGTCPIRDLCPYEDKTV
>MBL3597842.1 adenosine kinase [Rhodovulum sulfidophilum]AB22
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVTTRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MBL3597843.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB22
MKLKHLLAGAVIAAAAGPAAAQTLQIQASGNSGSFVDLFYKDWAERFNRMTGEGRTQIEILPFQAVVPYRETLDAIGAGI
LAGDMQAVSYFAGRDQAFSIIGDLISGYDTPDQVSMFCQYGGGKEVLQEAYDSIMPGQLHVVGCAAFTREALVSAVEING
VDDLKGLNIRAPEGLATAVFEAAGASPVPLPYSEVFSALEQGVIDAADASSYADNARTGVHEVAPYPLYPGIHSMAVLQL
VIGQRQWEAMSEADQLALDTWYTAMMTSMARASFIEDERVKAEEIASGTVTVIDWPQEERDKLRAIAVGAWEAAAAQSDL
AEKALETHRSFMKKIGLLD
>MBL3597844.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB22
MVSSSDEFEAGHGRRRPDGAVSRVVGGLNQFVGLAVAQFYIVVVAVTVWEVFARYVLGSPTRWAFEVVIIFCSCAWMLSA
GYVTLFGRHISITVLQDLAPPRTRDLLSKLAMIVGIFALTLFIDDNMMRALGAITSGERSGASFNSPLPMVLKCALTIGS
MLYLSQLLLNLHRATLAPLGRLIIAIVAAAVALRFAANALEHFGLLEPLVAPFQSFVTSATSPLNPQQYVDARSYDLGIV
TLVMVGALLVLMMSGIPLGIVTLVVSIVSALFFFGPNGIYIVSSNAFGLGEQYAMIAVPLFVLMATILERAGIARDLFDG
MAVFAGNLRGGVALQTTVVAVVLAAMSGVMGGEIVMLGLVALPQMLRLGYDSRLAAGIICAAGSLATLIPPSIVMIIYGL
SANVGIGDLFLASFVPGLMLAVMYAALVLIRCGLNPSLAPTVSELAAKSGRRIELSRSQKAAVALCILLVIGVMGSIYGG
IATVTEAAGVGVLGALLIAAVRFQMNWRMLQSALVGTMSNVGSIFWLVIGAVSFVGIYNLIGGTRYMQAMFDALDMNPIL
LVLMMMLVLAILGTFMEWISITFLTIPVFVPVIRDLAPELGLSPADAALWFGVLYAMNVQVSFLSPPFGPACFWLKSVAP
REVSLQQIFAGVLPFIGLQLIAIAVVVLFPQIPLFLTWF
>MBL3597845.1 glycerate-2-kinase family protein, partial [Rhodovulum sulfidophilum]AB22
MTASPEVLLRSLFDAAVTAADPMRCLPALLPPRPERRRLVIGAGKAAARMAEAVEQSWGPCEGLVITRDGYERPCRGIEI
VSAAHPVPDTRGREATRRMLDLLEGLGEDDAVLALISGGASALLVAPAGRVTLEEKRAINAALLASGAPIEAMNTVRKHL
SAVKGGRLAAAAWPARMTALVISDVPGDELAAIASGPTVGDRSTPAEARAILDRHGIAVPASVAELLDGPSGGIAPDDAR
LARCETRLVAAPSQSLAAAAAAR
>MBL3597846.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB22
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTE
>MBL3597847.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MBL3597848.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB22
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MBL3597849.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB22
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVADAPAAEPKAAKAKAPKAAEAAAPAAGDDLKKLPGVGPAMEKK
LHEAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIENDGWVALAKDLAGKA
>MBL3597850.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB22
MLRLVAAIALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDSRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEGQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQEL
>MBL3597851.1 hypothetical protein JMM63_20235 [Rhodovulum sulfidophilum]AB22
MAELYRFWEKEQTKADVEVFILDEVFASLPSPPFTPDEKKALAASGYAHVWQQALNGGFAQAA
>MBL3597852.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597853.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB22
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLEQAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARE
>MBL3597854.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MBL3597855.1 arylesterase [Rhodovulum sulfidophilum]AB22
MPCRISTGPALPASVSVTSLSERIGSAIAHCLRCLPFPRYGAAGRTLNLGASLVLALVLCAAAGTARAGVTLAALGDSLT
QGYGLPQEEGFVPQLEAWLNAHGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLILALGGNDLLRGIDPAASRANLDA
ILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLTDLPDRGAAMARYMQDDGIHPSAAGV
TLIVEAMGPSVLELVDRAEAKGH
>MBL3597856.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB22
MTEAHLDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAAHHRLPVVPVAGNTGLAGG
AYCDGALMVSVERLNRIREINPRARSATVEAGVILSRLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGST
RGLCLGLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRL
QEATGSAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEV
LDAVIAQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVW
ASSGSADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMSRRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MBL3597857.1 NAD-dependent DNA ligase LigA, partial [Rhodovulum sulfidophilum]AB22
RIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTANARTIADIPGILEGAPDILEVRGEVYM
AHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGEVSTPLAATQMEAIERLKALGFQVNPLT
VLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWAIAHKFPAELAWTRLDRIEIQVGRTGAL
SPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYRAGDVIPKVADVDLSKRPDDTLPYRFPS
LCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRSAFDIEGLGAKQVEALYKDGWITEPADIFELEARYGEGVR
QLKNREGWGEKSATNLFAAIKTRRLIPLDRLIFALGIRHLGEAAADLLARNFQTWAAFEAAVTQATVGEGPEWEALLSID
GVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFTGTLEKMSRAEAKARAEALGAKVAGSVS
KKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MBL3597858.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB22
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAVDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVHDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGRDREAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGSRGQAARVLLWLMERDKAIRLLKVG
>MBL3597859.1 hypothetical protein JMM63_20275 [Rhodovulum sulfidophilum]AB22
MIPLAITCAAVPAFVLAGASGQRQGLFLLVALFPLLPYYFAIPIGGGGAGFAAARLGAYALCAMILVQLALAPGGWQPAF
RALLRQSWILWLAAGLALARLVSTLAHQPLGALYYWADELVLLGTVFLLSVRTFLDLPQIERLGRLLAAAALLQVVLVLV
ETALGHHLLSGLVDIEVSTVGAEVLDGRIRDGLHRAQALFDNPLSLAEYLLYMALAVVFLRDLRRPRRRAGTWALLGLIG
LAILQTRARFPVLLMGGSLIVFWLLALSARLAPGPRLLLRAGLLAGGSAVAVVAWGVVTRPDRLLALFGGDAASDASLVS
RGLQYALISESILSQSGGLLGEGYRSDLIERLGLKLDSFYLRLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLALVA
DEQRALVRLHLFFLFFFIQAAFAKLFLSMVFNNYLLALVAGALVAVQARMASVPSRQSG
>MBL3597860.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB22
MDILMIMNGLGIGGAELQFLELARCLARRHRVRLICLQGDAALGHGAQSGGIDTLRFCYRGRVRVRAAGQLAAAVRTARR
LPADVVLTTSFIGNAVGLAAAAGTGRRLVSLQTVSACKRYRRADRAILRRFDLLIAGCEDIRQFLLSHGQDPQRLRTVNN
WVDFSARRQTASAAATRARFGLPETGALVGCIGRMHVQKGQEFLIRAFRSLSAAETGATLVLVGDGPRMDEMRQEAAGDP
RIVFTGTIGGDDYTNLLAAFDIYVQPSRFEGLPRTLLDAMYLGRPVIATGVNGNRDAIRDGGNGLLVPPCEPAALAAALG
RMLDDRALAARLGARAAEDARSGFEMETQTARIEEILCAR
>MBL3597861.1 sulfotransferase [Rhodovulum sulfidophilum]AB22
MRGITLKQPVFVVGHPRSGTTLLATVLGRHSLLAMPPETQYLIEQAPLDGHRLGAEDLDAILANPRIADLGLDRDAVQAA
FAATDRSFGAAFAVLLDIYRRQCGKPRAGEKSPMHLAHAERLLEWFPDARILCIERNGADVIASLMRMPWSHRIIRRHGY
DWLQSLRRGRALEARHPAQAMRVRYERLTAAPEAEIRRICAFCGLPFEPSMLSPGAAGTVPDWERGWKADAARPIAPARG
GGAAGLGRWQRAELAAMCNRELRAAGYPPVAAPMLLRLLAWLTVWPYHPALRPVFARIRAFVRRRTARWTS
>MBL3597862.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
LFLLGIWGGAEEAGLLGAALRISVLVTFFLAAVNTVAAPAFAALETRGDREGLRRTASRLALAVLLASSPVLAAMLVWPG
RVMGLFGPDFVAGAPVLAILALGQAVNAATGSVGYLLMMTGHERDMRNAALLAAAVMAVAAFGLIPAFGAVGAALAGALA
IAVANLTNAWQVRRRLGFWVLPR
>MBL3597863.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB22
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MBL3597864.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB22
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASGGATGWGECVPYARYDETLDSVTAQIEALPPSPSRAALQDLLPPG
AARNAVDCALWDLEAKEARARVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPEPLCFDEAGVHAPAAALW
G
>MBL3597865.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB22
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>MBL3597866.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB22
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKASARANVIQAIGDIDWGTKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRGKRLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MBL3597867.1 hypothetical protein JMM63_20315, partial [Rhodovulum sulfidophilum]AB22
MRLRRFHGIGLNGYLTIDLDFHEDLTFLTGINGTGKTSALNAMASLLMPRLDFLAIQTFKKLSLVINADGENVILAAAQD
ESGTYISCTRFPGEEIYFQPYEDNIGYPQYKQIELEHEYYREIQEKFSSHPVMQFIMQLPTPMFLGLDRRSRSVDFAPRD
VRPTSRRLAKRAANVFGSSLSDSLSEALHLAERSIFEVERRKLNLDRE
>MBL3597868.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB22
MKTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPLEAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPKLYPTGLKALLKSKR
>MBL3597869.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB22
MRRPDLPYLEFKAVKGREYIYFRKGQTRVRLPNDPDTPEFSAAYWKARRGGSKRTSQTTWNALIADFYASPRFRNKKAST
QKNYRSHCEAIREMNGELDVRKFRHADALKVQASLQDTWSKANERIAVLSILLKHAMRLEWMDANPAAGITKLKGGSYAH
WPDIKLAAYEAYCESNDCALARTAYEIAIGTGQRLGDCANMRWDDYNKTKGVIWVVQEKTGIRGEVPCPRRGKRYLDSLE
RTGDYIIAKSPTEPLGLRQVQAAIAEVRAAIGVMHGKGRLVPHGWRYTAAKQLADAGCSVQMIQAVTGHSSLTMALKYSA
GADRTRLAKQAQDARDRSLEEQEQRQDETETCETDCEILSQPPIRKRRKGKNDKQFQHGAGEGTRTPTPKAPEPKSPEVR
ATSAPWRQKFSNTKQEQVMKPENTLQTLFPNPVAWSMCLSVDALRHESPESGTEHSSAALCAKTRSRGLDRPAQTVYTGP
MTWTIHVANASGRLDGLVSPIRAAIERAQARAEAVTEPVDLDVVIQAWPGRVIAHLGHAGYAPTGDMIQLTFDPANSNCA
QNLGEPLERTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQAASDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLAARPKETPAKLIHAEAASFRDNLKSTFG
>MBL3597870.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPKPSPTRYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597871.1 ABC-F family ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTQVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAASKRPGRDELLALRAEVR
>MBL3597872.1 alanine:cation symporter family protein [Rhodovulum sulfidophilum]AB22
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLIALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPSGIDRTIWNKDIAAERG
A
>MBL3597873.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB22
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MBL3597874.1 hypothetical protein JMM63_20350 [Rhodovulum sulfidophilum]AB22
MASAISTPQSSRPAAPQEPARDASASRPAPRPTPADGYTFRDWASI
>MBL3597875.1 integrase [Rhodovulum sulfidophilum]AB22
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDEFWRDLPVSSVTGAMCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAP
KVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTTITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>MBL3597876.1 CRISPR-associated helicase Cas3' [Rhodovulum sulfidophilum]AB22
MIMGILDWPGKSASISGSKPHPAAYHMLDVAAVFERLIEPFGVNNRLRDALVLLSALHDLGKISDSFRCMLEERAPQRFR
HWQLTEVLLYEFDPFLAGHLGGTPWVRQLLYASVSGHHGRPSKLDLGGLGYPGRRPRDYRLALAAIGSAQADAATTLSRF
CELWPDASLDEVTEDHAVTLSWWLSGICTAADWVGSNTSWFQPKAEITSLEEYLDGTRRVAIDAVCGAGLSGALTKNERL
FDFALRPMQTACADVPMIEGPMLAVIEDETGAGKTEAALLLAQRMLLAGKGRGMFVALPTMATADAMFRRAADVVGKLFG
EDASLTLAHGRAGLSVAFRDIVNSTARSEDDATCSDWLAESRRRALLADVGVGTIDQALLSVLPVKFQALRHFGLSSKIL
IVDEVHELGEPYIGAELEALLRMHRAVGGSAILLTATLPMKQRARLLSIYGGLSDSPAYPALTVAGGVARTDLPQATGPK
GAVQVVRLANQDDAVAILAERAGRGSACVWVRNAVDDAISAVELLRSSGIEARLLHARFALSDRKQIEAEILARVGKAGV
DRSGFVLVGTQVLEASLDLDFDVMVSDLAPMAALVQRAGRLWRHMDVRPGAARPVPAPILHVLSPDPGEVTSDRWLQSVL
DRGAYVYPVADQWRTAKVLFDAGRIEAPSGLRTLIEAVHGEETIPAPDVLSDAESVAEGKGAAARGHAAQNIVELAAGYR
MGGQANDDAIYPTRLGEEQRVLVLARWEDGRLFPWAVDMFEGWALSEVSARRSRLDALPLPDQSAPEIMAITRDWPDWKR
AEQRLCPVAEDGHICAGLRYDERLGLILGEIATKVGI
>MBL3597877.1 hypothetical protein JMM63_20365, partial [Rhodovulum sulfidophilum]AB22
CPACGEQVTDSLGCGGGICWASAAFPKPVEDPADKAFREAVAELVDCAMKEGKVDGRHEDTAGPNALWKAV
>MBL3597878.1 hypothetical protein JMM63_20370 [Rhodovulum sulfidophilum]AB22
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MBL3597879.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB22
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAASRPLRLPPGTVGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTAR
LPAYAECYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKS
>MBL3597880.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB22
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTVRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MBL3597881.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
ICFVIATGSRPAVPPVPGLDRVPYLTNETLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAA
ALVLDRLRAEGVEIFEHAEVRRVTGRAGAIAVETADGVLEGSHLLVAAGRLPALERLDLPAAGVEADAAGVRVDAGLRST
NRRIYAIGDAAGQGQFTHLAGYHAGLVIRPILLGLPARVRRDHMPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYA
GNDRAVTGGRTAGFVKVVLRRGRPLGATLVGAEAGELVGPWALAIASGQRMTAMAGTILPYPTLGELNKRVAGAYFSPKL
FENPWLKRGVRAIQRLLP
>MBL3597882.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDHDTVWPAGKTGKRGRPETFSD
>MBL3597883.1 hypothetical protein JMM63_20400 [Rhodovulum sulfidophilum]AB22
MHLHTTINGPIMAPESPERAREQGQLGYMQWLDSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELTRASLRKPLRSL
DLALPRPRRRGGAAVRRSRL
>MBL3597884.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB22
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MBL3597885.1 cadherin domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
VLEVLGAVNGTNAQNANNAPVLRATGWILDDDTTGNKLAMYVSRPVLVETDSGQTSASFEVSLSRPAPSDFTVTYATVDG
SAVAGEDYVATSGTLNFVAGQTSASVSVPVNGDTKIEPTELFTLDISKPAPVAEVSIGSAEILDDDAGTAAGVPTINVSG
SSNFEGTSTSDPNFLSWTITLDTPATETIDVGYRLLAGTGGVATSSQNNGNSDVYGNLESFVRFAAGEQSKTVSYRIDGD
DIAETDEAVVLEVLGAVNGTNAQNANNAPVLRATGWILDDDTTGNKLAMYVLGPDVLENLAGGSVASFDISLSRPANSDL
SFTYTTVDGTAVAGDDYLARSGTISFTEGQTRTAVNVPIIGDAIVEFDETFTLDVTPTSALASGEAGTDGVGTIVDNGPI
EEVATVSLSVSPVSAPEGDSGPQTAVTFTLSRSGDTTNAVTATLAASGSATAGSDYTGGVPTSLTIPAGATEASFTVTVQ
GDEDVEGDEAITVTIAGLDRADHGIGTASATHTIEEEPGEGGSAPVAADDAFTTDEDTALAGDLFADNGAGPDSDPDGDP
IDVTAASVGGVALSFAVATAIAGGGRLTVGADGSLAFDPDDDFEALGAGDTATVEVAYTITDGDGSDDATATITIEGVND
APAITSGAAFTIPENQTAVGSVSTTDAEGDTLSYTITGGADAALFDIDPTTGALSFLTAPDFESPADDGGDNVYDLTVSA
SDGTDSTSQDITVTVTDVELEGPEPELIVGTPGIDYLVGTDAEERIEGRGGPLDQILGGGGADVFVFEDQEGSRDVLAIR
DFSKAEGDMLDLQGAEIAQEVVVGGSTYLILEGEDHDLIILDGVTGYDDLLPV
>MBL3597886.1 hypothetical protein JMM63_20415 [Rhodovulum sulfidophilum]AB22
MNHFTFDRVGAWATAAAVLFGASSATSATLGLPVLPAPEISGSGNAVNNPTLFGLDFLAEDAVSTGPAAASGLDVRITGL
LGLSPAALNVGPDSATLFLGGVQADLGYEFSASGPDSIEILFSGLTGSAATAFGSSVLAVITGEFGDDEAALFGAGFASM
PASVVINPVDTGVIPLPAGLPLLASALLSVLVFSRRRSCV
>MBL3597887.1 hypothetical protein JMM63_20420 [Rhodovulum sulfidophilum]AB22
MAKSTGERRGCCSILAATLVDLNGDGIEEALVFYNHPTSCGSRGDFIAFSLEAGSGTKGGRRDVVLNGAASIPFNNGHYG
NASWDC
>MBL3597888.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597889.1 hypothetical protein JMM63_20440 [Rhodovulum sulfidophilum]AB22
MTGGPAPAVSKRRANKEECERHKLLVELPKVGITVVAFFATTSALILRLAPGSGIVPQVVLRPIFFIGIALTLWMFVRAY
GYIAEVTQNAGKNCSDKEREDKFEHLMEDDYLRFKKSLEVCVVAWLFILLGFVLLA
>MBL3597890.1 hypothetical protein JMM63_20445 [Rhodovulum sulfidophilum]AB22
MTEKTDKARDEVEKILKRHGYAPREASLLTLSKKLNHCAKVADIISNSKSVEFHGIKSKERHRIARGADTVREQVAKRTE
YQLKKRRVGSLVELRTYLEEFVKSKCLKILADSMEREAKKKIQSRQSGGVSK
>MBL3597891.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB22
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNEIPPWI
VLVALIGWIAPSPGEIGRRIGQAVTHRRT
>MBL3597892.1 lysozyme, partial [Rhodovulum sulfidophilum]AB22
ALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDLLIADPLEDRIPDRSYVAIL
DWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIPADVPFRWGSA
>MBL3597893.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MBL3597894.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB22
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQAAGGDCDCHCGCGGSGAAADAGPADRAATPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIEALAKVENIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILAAAEARGLDLPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGSAVLVVAEGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>MBL3597895.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB22
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MBL3597896.1 phasin family protein [Rhodovulum sulfidophilum]AB22
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MBL3597897.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB22
MSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNP
LWQTHPYFNYIKQQYLMSAEAISSAVKDIEGLNPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLE
NLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQYSPTTETVHATPIMIFPPWINKFYILDLTPQKS
LIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKVNAVGYCIAGTTLALTLALLQKRGDSSI
RSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYW
NGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQ
SGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRWDSWLKRRSGRQVPAREPGADGRPLRGDAPGTY
VMGKKAT
>MBL3597898.1 polyhydroxyalkanoate depolymerase, partial [Rhodovulum sulfidophilum]AB22
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MBL3597899.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB22
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MBL3597900.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB22
MKPFLILQLRPEAAAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAEKPATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVAKGRFAEPVGTAICRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>MBL3597901.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB22
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>MBL3597902.1 ATP-dependent helicase HrpB, partial [Rhodovulum sulfidophilum]AB22
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AGPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEGEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLTGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLSAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPSPVPP
>MBL3597903.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB22
MTDPTRHGLPPSLDEIADIAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MBL3597904.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB22
MTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARLDR
YSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIEWTDGILG
DISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGEAL
SKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPFAA
VREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDKEDRDFIAEALTMLPEPPYDENSWSAWTQAVK
EKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MBL3597905.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB22
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVSKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAKAFFATTEGWDAPVLNDRDAPRY
PRAQLLNAAERDTVDAGLKARGVRQFLPR
>MBL3597906.1 type III PLP-dependent enzyme, partial [Rhodovulum sulfidophilum]AB22
MYATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQPRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPALYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MBL3597907.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB22
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MBL3597908.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase, partial [Rhodovulum sulfidophilum]AB22
SAEGFVPVDPTRAGALDGVASLIVSPGIPHLYPSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGS
NGKSTTSALIHHVLEHCGRPSQLAGNIGRGVLDIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRG
GYFAAKRRLFAEGGPDRAIVGVDEDEGMFLANQLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDL
RAIAGLPGAHNHQNACAAYAAARCLGIGPKQIEEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIR
WICGGLEKEGGLGPLLPHLGHVAKAYVIGREAAAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYD
SFERRGEDFIARVQARLGG
>MBL3597909.1 transposase, partial [Rhodovulum sulfidophilum]AB22
IVKYDKRRYKRRNRIEIMFGRLKDWLRVATRYERCPKTFFSAIALAATVILWL
>MBL3597910.1 hypothetical protein JMM63_20545 [Rhodovulum sulfidophilum]AB22
MDGIPKAAKPKSRHAKTKIAQGRMSVLELGNVAEACRQRGMDLTSF
>MBL3597911.1 7-cyano-7-deazaguanine synthase QueC [Rhodovulum sulfidophilum]AB22
MKTLVICSGGLDSVSLAHITANEHQLTRLVSFDYGQRHRKEVDFAEAASRRLGVPFHLIDMRGIGAVLSGSALTDDIDVP
DGHYAEETMRITVVPNRNAIMLSIGFGIAAAQGDEAVAIAVHGGDHFIYPDCRPAFTRAFDAMQQAALDGYAEIRLHTPF
VEHSKAEIVRQGARHGTPFAQTWSCYKGGEVHCGRCGTCVERREAFHLAGVSDPTVYADPDYWTEALAARGQS
>MBL3597912.1 6-carboxytetrahydropterin synthase QueD [Rhodovulum sulfidophilum]AB22
MFRIRKEFHFSASHQLPHLPEGHQCARLHGHNYILVVELAAETLNADGFVRDYHDLKPLKTYVDDHFDHRHLNDVMEGPS
TAENMARHFYDWCAARWPETSAVLVSETPKTWAEYRP
>MBL3597913.1 7-carboxy-7-deazaguanine synthase QueE [Rhodovulum sulfidophilum]AB22
MTLRIAEIFGPTIQGEGALIGEPTVFVRAGGCDYRCSWCDSLHAVESRYRHSWATMTSETVWEQVRRLSGDRPLTVSLSG
GNPAIQDFGSLIAMGRAAGYRFACETQGSVARPWFADLDTLVLSPKPPSSGEEVDWDAFDACRNLGVGARQQVMKIVIFD
ETDYQWARDVHARHSDLPLYLQPGNTEVNPAAPVDLQALADRLGWLIGKALADGWFAPRILPQLHVLIWGNKRGV
>MBL3597914.1 NADPH-dependent 7-cyano-7-deazaguanine reductase QueF [Rhodovulum sulfidophilum]AB22
MSEDIYSNLKQLGGATRIPTSPEEAELERVANPQADVTYNVRFTAPEFTSLCPMTGQPDFAHLVIDYVPGLWLIESKSLK
LFLTSYRNHGAFHEDCTISIARRLVDFLDPQWLRIGGYWYPRGGIPIDVFWQTGPLPQGAWIPDQGVPPYRGRG
>MBL3597915.1 hypothetical protein JMM63_20570 [Rhodovulum sulfidophilum]AB22
MLDGVKIEMEFVWVLFGTAELATVIRQHGLIGRSKGAATAMNDRFRDPQAAEAGAHNGRYRQGTSLVVWSGKLKFAAMRA
PMTVICRAGFRGFQPRPR
>MBL3597916.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWQAGKTGKRGRPETFSD
>MBL3597917.1 glycosyl transferase [Rhodovulum sulfidophilum]AB22
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASEICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDRLHRDAPFTKGTKPTFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQNHAKAQRLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>MBL3597918.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB22
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVLIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MBL3597919.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MBL3597920.1 hypothetical protein JMM63_20600, partial [Rhodovulum sulfidophilum]AB22
MAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEAPAQGLPR
>MBL3597921.1 hypothetical protein JMM63_20605 [Rhodovulum sulfidophilum]AB22
MRNTLKTFGSVAALGAATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQIEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MBL3597922.1 hypothetical protein JMM63_20610 [Rhodovulum sulfidophilum]AB22
MTMQMALFASATGLILAASGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTISRVNSAPNTAGGALDTTATTDL
GDSGVTVTRDVSGGALFNGEPTVVNGLPNLKVSFGIAYGGR
>MBL3597923.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MBL3597924.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB22
MIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAWGTVPYE
GRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSSRG
DLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSNRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MBL3597925.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB22
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MBL3597926.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB22
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLDE
GESADDIDSAAKAPAPTPAPEAPQADAGGKAAPEGGTGRDSAPTAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAK
>MBL3597927.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB22
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAARAAQEAAPAADAGGKAASDGGSAPDAAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAAEALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTV
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MBL3597928.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB22
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MBL3597929.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB22
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MBL3597930.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB22
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MBL3597931.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB22
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGMSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MBL3597932.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB22
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSSKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MBL3597933.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB22
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MBL3597934.1 hypothetical protein JMM63_20675 [Rhodovulum sulfidophilum]AB22
MTMIMAAQNTLVSVKTLPYLAVFVGALSLISFPHEASACDDARSCLIGSIDDNPDQTSLWHAVEDTLRLGADEILAGCLA
RGVEIVFTWDEESNEGTMRRADKNVPLCNFTWLPTTGRSARFVDLRGDAVDVIVSPTSEERSFQLRSCGNLMVDRGLPRD
AADLRMTFVLGDEDGLICLARSPEGIDQ
>MBL3597935.1 hypothetical protein JMM63_20680 [Rhodovulum sulfidophilum]AB22
MSGSPEAVPFYDRPIFTTILAFLLAFVISVLVDQHRIVLDDIRETRELIFQIVADVEAIADWPSPVIDETAARSHLALLQ
SARSHLLQLEYRAPHAALDATLLTEVDTFLEREVERVVSEYNLPGCDLRDQSVYICLNEAFAPLRAKLDTAIIEPPAFFE
WTAKQGVWTFLIFLTGLGIPFGIGVLIGRRSRRG
>MBL3597936.1 hypothetical protein JMM63_20685 [Rhodovulum sulfidophilum]AB22
MQTDRLKLAVAILLWFAASVAPALAQRPSPQVEDPDLYFLAIGSEHYRYVIENVTRLPAPDQQALLASIEGPRHSASRVA
DALIQSGARDGILLLSEGPDQMVTRDDVYLAITDLKRMIREDLRAEPDLNPRIVFYFMGHGIGDTASRSLYMLPGNLTFN
GAASQTFTIRLIKRSMWAWDVLSAFVYFRSDDSMRHFDDFYPSQLMPDITDPADAFAVLRRQNEFQAIDASRRAQGAYRE
DGNPPVPFLVLLDNCYGDVAQDLTDIPQLSGLVGMFSLMVDMNFGDLLDEALAYYATAPGNSIRPVADPDDRTQNIGPLA
LHFVTYLASLKAVEAAPTLGDIRDAFEKSPSPVNDLAAIEGWVPYSPAAGSALAPDTAIAEMIPMGGSAALAQYETRAGT
GSSEVTCCR
>MBL3597937.1 hypothetical protein JMM63_20690, partial [Rhodovulum sulfidophilum]AB22
MAKNLIFINGPMGVGKSATCRQLLDLLQPAAYLDGDWCWMMKPWTVNARTIAMAQENIVFVLRQYLEVREIETALLRKSL
IGRTIPFPVTFQAMASISALPRAEKRFIMAMRIW
>MBL3597938.1 hypothetical protein JMM63_20695 [Rhodovulum sulfidophilum]AB22
MKHETINSIVGVLGLVIASVTAVRQFWPEAERLQVVVEGRAETGRPIDVSGFGMLRVSDEKPSPLFGPVSWKIRLFNNTD
RNLSVVGYQIFQLTEDGAKVSSNALRDRLSQFDLSLAEQPFPFSIDGFDATAVVISLMVPFEEESEGAEECAEPQVSIQQ
FERCFFKQGRDLFGNQVEKIHYDAAAAGMFSVKWNETTYSPKFLVEFETASGAVFSAPISYYPF
>MBL3597939.1 hypothetical protein JMM63_20700 [Rhodovulum sulfidophilum]AB22
MQWDNFRTKADQYTPPIKELELDGTVNALPAALAKSLVEVEKTTLFNNWKWKKMIEDTVAPEIQTAFRDRITGDGKSLQG
QPHREIRLSSLMLLDAEQVAELCKGLETGGTGVGIEFTLVGNRTDRLHAYPESLKKGSLSDFVTELRELSLSSDEAKGLA
GIHTTKLAEIDALMASVGKRIKDPHPFWSSVRQAVRDPFS
>MBL3597940.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MESDVVLQLATLGHPQRLAIFRLLMRRTPDTLSAGEIASALHIKPSTLSSYLGALTQTGLVTQRRKGTSLLYGVKLDGVQ
RMIDTLFLDCCRGRPDLCLSLTSSRFDGGPTMPDRKFNVLFICTGNSARSIFAESILRKEAGDRFEAFSAGTRPSSELHP
FAFSVLKDKGHDVSALRAKNINEFRGTDAPEFDFVFTVCDQAANEECPAWTGQPISAHWGMPDPVKAEGTEAQKSLAFQQ
AYGALRHRMLAFTALPLETLDRISLQKAVDRIAGLPADT
>MBL3597941.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB22
MGGFERWLSVWVALAMVAGIAVGQVAPGLVEAIAAAEVAQINFVVAVLIWAMVYPMMVGVDFGAVSGVARQPKGLLVTLA
VNWLVKPFTMAGLAAFFFDVVFAPFIAPEDAAQYVAGLILLAAAPCTAMVFVWSQLTRGDESYTLVQVSVNDLIMIVAFA
PIVALLLGVTEIEVPWKTLVLATLLYVVLPLAAGLATRRALGSKARIEAFTARVKPASIIGLVATVAILFGLQGGVILNR
PLTIILIAAPILIQSYGIFALGYGAAWWLRVPHKIAAPCAMIGTSNFFELAVAVAISLFGLNSGAALATTVGVLVEVPVM
LSLVAFANRTRQRFPEV
>MBL3597942.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB22
MTTIYHNPAYGTSRNVLAMIRQSGLEPMQVLYLETPLSRDRLIELIAEMGISPRDLLRRKGTSFDELGLDDPSLADAEIV
GAMMMHPILINRPIVITGKGTKLCRPSETVFEILDNPDTAPVILPVLTGRDLRTHAAIFSFMAGVTPPMPMFGRSLL
>MBL3597943.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB22
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MBL3597944.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB22
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAAVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTREL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLATPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MBL3597945.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB22
MLADRAAALAARPHVPTPVHQPDVLEKIDYDAHWKIRFRRDATLMLGNTPAQFFHLGTYFREPVKIFAVENGTAREVVYS
TDYFDMPEDSPAHALKSDAGFAGFRLMRPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYL
EPGPDGRTIVNALLDGPSVAGAYRMVLGDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHD
TDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRDIKGFGLIQRDRDFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEI
PTDDEIFDNIVAFWNPETKPQAGDEMEFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDG
LTRKDAILPQVSAPEGVEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MBL3597946.1 hypothetical protein JMM63_20750, partial [Rhodovulum sulfidophilum]AB22
TGLRLVSPAASQEQTLGDSSWLGRFMAGVETRSMGVDVIAVHYYSDSGDIAAFETWLKAVHDQYGKPVWVTEWVLADWTG
ARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAGNLTEVGRVFADLAAPVAPPTVAGSDGDD
RLSGGAGAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGDDLYMVVSTASAVLEEPGAGRDRVHATVG
WTLGVDLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGNDWLLGGEGADRLWGGAGGDLMEGGTGDD
LYAVDTSSDRILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGLANVLSGNPGQNLLYGLDGDDTLLGGAGD
DGLIGGAGEDRLWGGEGNDWLDGGQGDDVFDGGAGSDLMIGGAGADLFIFGGGWDRIADFEDDVDTLRLDHGLWVGAAPG
PDAVPDLAYATAEGVFLDFGDGNGILIEGLGTVGALIDDLQIV
>MBL3597947.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB22
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGVLDLSLALPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDDPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSTRARRPAAARP
>MBL3597948.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDIGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MBL3597949.1 FadR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB22
MREEDGTPPGIGSEADMAPQTGAPQTGAAHSGAVPPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRA
SRNTVREAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIA
EMREINDGLRRAQSSEEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGAR
DRLAYKYRMRSHLQAG
>MBL3597950.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB22
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSFLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MBL3597951.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB22
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MBL3597952.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB22
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MBL3597953.1 transcriptional repressor [Rhodovulum sulfidophilum]AB22
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MBL3597954.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB22
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALTESAPLRHLQAKLETAARRAGVVLDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MBL3597955.1 hypothetical protein JMM63_20795 [Rhodovulum sulfidophilum]AB22
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRDRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MBL3597956.1 threonine dehydratase [Rhodovulum sulfidophilum]AB22
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGTDFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLIETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESDMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>MBL3597957.1 hypothetical protein JMM63_20805, partial [Rhodovulum sulfidophilum]AB22
LTGAIAYLSAQDPASRDRFATLGLPPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGEEAPILEAFA
RRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGPERPVLLADTMGEMALWYALAGVSFIGGSLVDKGG
HTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRAEAPGPDTL
IDALEGLMGAPAPTPPAEKEPGNG
>MBL3597958.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB22
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARE
>MBL3597959.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB22
MTRFAADDGRMLAYDDRGSGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCFNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHTPFLDEPAAVAAIATLLERIA
>MBL3597960.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB22
MPITTCIFDAYGTLFDVSAAARRAAAEPDHACLAGHWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWIDRNRAPVERLPWRPAQVLHDLAEIPSLVEALS
>MBL3597961.1 VOC family protein [Rhodovulum sulfidophilum]AB22
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVAD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MBL3597962.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB22
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MBL3597963.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB22
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGTSNGPGRVQQPTIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALD
>MBL3597964.1 hypothetical protein JMM63_20840 [Rhodovulum sulfidophilum]AB22
MTQPEDRICAERVTRPMPDWQAGTACVLFPSCHTSPDMGCQAIAVPGLLWHHRSW
>MBL3597965.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB22
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MBL3597966.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB22
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MBL3597967.1 hypothetical protein JMM63_20855, partial [Rhodovulum sulfidophilum]AB22
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRPAPARAMPVLLRGTLPQEP
>MBL3597968.1 hypothetical protein JMM63_20860, partial [Rhodovulum sulfidophilum]AB22
ISLTPGLYRAQMAGAAARTTVGQHRDRWLAWHIAALVRAPVRDFPEAGEFILPPDPERAAAVMTLRARVMHARFQQQEQT
KR
>MBL3597969.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB22
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGAVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALGQLNLTAADLQKMPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMARMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGTAATLIGGRLVVSLGGAALAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVKAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWGEVMVYFQEKWSGFLARFADLPDFVP
GAKAMKAAADGAADGLTAAKEAAAAAGDEAKRLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATSLTRIGDAA
DDGAGVEKVKKKTKDLADTAKETGDSFKTFFKDLAKGSGDAGDAVAKLADRMLDDLLDRAMSPLSNALGGFFDSLFSGMF
GGASGATTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPEAILPLTRLGNGKLGVASIGGGSVRMGDI
HVSVAQTNADPRQIAEAVRRVSREEAQRVYARQRREGR
>MBL3597970.1 hypothetical protein JMM63_20870 [Rhodovulum sulfidophilum]AB22
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISAWLASLNGPAGSFELDMAAM
EYDGPHGKISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRVPFGSWALAGPETVLSVSQARVRTRSLQIREAL
>MBL3597971.1 hypothetical protein JMM63_20875, partial [Rhodovulum sulfidophilum]AB22
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQVTSGEGIPGLSITLSGL
>MBL3597972.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB22
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAEKPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADAVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDADIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAAKKKKLPYFT
>MBL3597973.1 tripartite tricarboxylate transporter substrate binding protein, partial [Rhodovulum sulfidophilum]AB22
MRRTMLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTLR
LMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAARSAPGTLKIANVG
TGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPEVPTF
RDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVKAAQAKAFALIDELV
A
>MBL3597974.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLHHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVA
AHLGHAEDPVADARAGAEAILAATLPVARQHGLPAARTGAPP
>MBL3597975.1 FAD/NAD(P)-binding protein [Rhodovulum sulfidophilum]AB22
MSPSDDERFPARAELGAYLAARVRTLATTLPEGVALSRHETAILRLERSGTGWYLESAAGRFGPYDEVLLAPGQPRSAPD
PQLARWQDHAGRTGAAVLPAYPADRLLKAAGDWAGASVAIRGLGLSALDVVRLLTLGRGGRFEDGRYLPSGREPARILPF
SLDGLPPWPKPASAGIDARFAPLPAESRGFEAALERALGSAPEAALEAISAALEPAARRVLEAAGADPDGVAAWLAAERA
APASQESRDAAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAINPGTASPETVAALIGFDEGLKRYSYGPPAETA
EELSILIAAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRDAGRVAAVGEGLGIR
TRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAARPG
>MBL3597976.1 hypothetical protein JMM63_20900 [Rhodovulum sulfidophilum]AB22
MDGDPATPSEAHLPVDWGAMTEGHAITPSAHGHRSGHLRATVRTTILRQYPVGTAETEAEAFALIGHPDTNLYRLCDDVE
WLGGELDSSSLWWDRR
>MBL3597977.1 hypothetical protein JMM63_20905 [Rhodovulum sulfidophilum]AB22
MIGRIVARARWGGRDDLGYWLKAVVVALPIGVAAGHLYWLGSVPACVAEAIVNLQAVLASLIGADPTSEDSIPILPQTIA
FGLLSGLASFGLFRPSAPFLWPGRPDILRSVELRPDKGADHPEYPDRPLIGRDEDMRGLMTFAGRAAGDMPRWSWIGGPM
GIGKSKLGVEWLLKLGKLGWDSGFLKETATVEDIARARFRREAAIVFDDALKRPDLREIVDAFLQHDGRLRILLSAQVEP
ELVPTRDAAFDMRLAERLWPGRRLARLSMSELKEIAPERSQAERAQADGRPLMVLLGADPGRVLRQRRRDLMAVAASDDA
RAYLVFAALAAPLKLADLRVHLPGIPRLELRETIHQGRNRADLRREVPPLRPDPLADGVLAACAEDAGATGLFELFARAI
DANPAAVESRLGSMGQSLPLGVVSRDLLKRLWSEFDSRVPGHRAAVLLRATTLFDTTVDAPKTPEAWRLYSAALEDLNDL
ALRRTTDPALQLHLAVGAVNAIGHSGAVGRFDDLERWRGALRDAAARTRWSSKVQTIASEYNVGFAQF
>MBL3597978.1 hypothetical protein JMM63_20910 [Rhodovulum sulfidophilum]AB22
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MBL3597979.1 hypothetical protein JMM63_20915 [Rhodovulum sulfidophilum]AB22
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQALIVGTVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>MBL3597980.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB22
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVDLRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALHAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MBL3597981.1 COX15/CtaA family protein, partial [Rhodovulum sulfidophilum]AB22
AALVWALGALGFLIFGKLPKGWAVRLLPLGGTILGIGAADWVMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQ
LRRTEAQLMQARRARDGRAFGMATGVMHLAFLQILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGL
VQFIHRGLGYLVVLLGLAAWLRGRKSPHARTRRAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRAR
FMAQYPVQQSIRG
>MBL3597982.1 hypothetical protein JMM63_20930 [Rhodovulum sulfidophilum]AB22
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGDRNPLTRSDTVKRVSTALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLARRETQDEIDDIFAAVTEDFADDCMVVCT
DDYTRAYRDNLRRIWDYLQVKDDEADALVEDAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MBL3597983.1 hypothetical protein JMM63_20940 [Rhodovulum sulfidophilum]AB22
MAKQAGFWSVDDRLAEISAGGETRLSMTIFKDQSLEEAIEIMESAMKSNPSLRVLHEENLSEATQRRTTESGFLRDSRDP
LSYRKIEQLRRRAEKLH
>MBL3597984.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB22
MRRRPGRPASRPRPFPARHRPPPAGRNVRKLPLSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGK
IDAAIARVESVLLATGVLLMALNTVANVVGRYLFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRA
RKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTA
VLEGYDDDETEI
>MBL3597985.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB22
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MBL3597986.1 universal stress protein [Rhodovulum sulfidophilum]AB22
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MBL3597987.1 UTRA domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
SLYVESLHLANGAAHMFERRWVVLRTVPGIAAADLAVVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLV
MERQTWLHEAPITYTREHFAQSYRLCLGL
>MBL3597988.1 endonuclease, partial [Rhodovulum sulfidophilum]AB22
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPERLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAR
>MBL3597989.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB22
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MBL3597990.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB22
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MBL3597991.1 fatty acyl-AMP ligase, partial [Rhodovulum sulfidophilum]AB22
MEDLTYRNGLFAQTLLGNLLEHARINGGKTAFSFYGGPGAPEATLDFAGLEQRVARMTAALSRRGFQGRPVMLVYPAGIE
FAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCMPAAAIGPAKTLGGLDFGQTVPHVFTHEDLMAEDPGDFSL
ADVAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGFDLSSWICGHSAAEPIRREVVECFLERFAPCG
LRPETMRSAYGMAETVAVVTGGRLTGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDS
VAKGYQGHARGVEDTFRAETADGDGPFLRSGDLGFLDQGDLFVTGRLKDVIILNGENIWPQDIETVAQAADPALRSDGGT
AFDAADDAGRTRIVLVQEVRAAKEDLPDIAARIRTALAGRMGLARLDEIVFIRSGAVEKTSSGKVMRSRMKTRWQAGDLE
ILARDRLPETAGECSHEDVLAALR
>MBL3597992.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3597993.1 glycosyltransferase [Rhodovulum sulfidophilum]AB22
MPLSRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLMA
LRRPGALSGVLRLAWKTRRPGLRGALYQFFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPGRYRRDPAPATGPATARELLFVGRLAA
VKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAVRLGLGARVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVVATRIAGIPELVEDGVSGRVVDPGSAAALTAAIGAVLADPEAAARMGAAGRERVCAGFDARAEALRLA
TLFRDGPAAEDNR
>MBL3597994.1 hypothetical protein JMM63_21005 [Rhodovulum sulfidophilum]AB22
MPSTAEILGKAARFAGVAFGAALAAEIALFAVAGSVALKAMLRAARMEVFYAPPRLLAHRPARTAQV
>MBL3597995.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB22
MNRLKLFGERIMSRDPDRQTAEIQIRIAIMNRFSALGRAEIEAIA
>MBL3597996.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB22
MRKRDAYRARKSVLKNKTRPVRSEAGTSVGRIDALTRNARNTWFALLGLLVFVGITLMSVEHIDFYGIDRATRLPLVNVD
VPTRYFFVTAPILTAAFYIYFHLHLIRLWDALGAADSRIGGQPLGDAVMPWLVTDAALHLRNRWRADNCAAPHALDVPAT
FLNLLLTWGFGLIVLGWLWWLSMSARTFGMTAIACSALLAATGVGLSSLKCLFEKMGPDKRIWQSWRSAPIILIGVVITA
FSASFLRTGGVVELWAPLFRLLAPIDMTGLAIVEKPPGWLPRDIAKTDFFADWCKREGTDCTRKELSEEQRALFEEEFRR
RREIAIGDLRKPLWHQLSHQKPDFRGAWLIDTFLVGAGLSGARMEGAILDWARMEGADLSNARMDGALLMGAQMEDAELY
RVHMEGANLAYANLDGAVLTGAHMEGAGLSGARIKGALLNGAHMEGASLAHANLEGAYLTVAHMDGADLRWAQLEGGGLG
GAQMEGANLSGSLLTDVQFEPVETQSTNLRAATNNGGALRFIDLRNAIFNDMTDFRNAFLDGSVQITDGFRKQMGDPCQW
HADVLSDEEFFGRWRGWIEASVDASFYWPGLSPEGWSDVAAIPPPDGCTWKTGSISDKSQ
>MBL3597997.1 hypothetical protein JMM63_21020 [Rhodovulum sulfidophilum]AB22
MTAALRSPLRTAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELENGWQPIPRRNRKGVIVH
DRARYTPCVWEPSPAQIAAARRAYLDWWGYLQEVQAALGATDLARFCVTGDMPPMTPWR
>MBL3597998.1 NAD(P)H:quinone oxidoreductase [Rhodovulum sulfidophilum]AB22
MTRPKLAVIFYSTYGTNHQIAEAAAEAATEAGAEVRLRRVAETAPEDVVQGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MBL3597999.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB22
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEI
>MBL3598000.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB22
MGPARPLFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSEAAMIPADKAQFFFTPTVVNTGAELILFDTGL
APRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYITGAVEFDAWDMSGDESFETKMRPLAEKTRFI
EDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLAHPDWEVLYDRDKEAAAATRRRLLDMLAAERM
PFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MBL3598001.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB22
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MBL3598002.1 DinB family protein [Rhodovulum sulfidophilum]AB22
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLTEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MBL3598003.1 oxidoreductase [Rhodovulum sulfidophilum]AB22
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MBL3598004.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB22
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>MBL3598005.1 ester cyclase [Rhodovulum sulfidophilum]AB22
MPDISFNIAVLVCAPPMIAGRLTFDETQAGQLFGMAVNGTRIRFDENVF
>MBL3598006.1 PucC family protein [Rhodovulum sulfidophilum]AB22
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>MBL3598007.1 light-harvesting protein [Rhodovulum sulfidophilum]AB22
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWLGDYYSGSFEAASLVSNATTLLS
>MBL3598008.1 light-harvesting protein [Rhodovulum sulfidophilum]AB22
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MBL3598009.1 hypothetical protein JMM63_21085 [Rhodovulum sulfidophilum]AB22
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MBL3598010.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB22
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMAAPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVIRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MBL3598011.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB22
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPPED
>MBL3598012.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB22
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MBL3598013.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB22
MILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLGWSL
EAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLRVAF
TIGAIGAGLTIVRSLFRRSDFV
>MBL3598014.1 hypothetical protein JMM63_21115, partial [Rhodovulum sulfidophilum]AB22
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGVSVEQALDLWGALQATGLRLV
>MBL3598015.1 hypothetical protein JMM63_21120 [Rhodovulum sulfidophilum]AB22
MPQDEAFISATPREMTDEFQALRRAPAVRHHSKRGFSQAFRGVVGCNQTVNLHTNWPIDWSPALAEARTTSELTIITSNN
RVGTGTVVSHQEKVEKSKANPSRVKQVWGAASKLNRIRGIIRAPIDQVLDMEIAFGDEYSADNLWRGTYASGGNYKLVSA
SPASAAMIRLTCNNPINPAPFNFTVVITLIPAIASAAIPQNAASAGVGFFDDLSDTFWSGIRKIENGWRF
>MBL3598016.1 hypothetical protein JMM63_21125 [Rhodovulum sulfidophilum]AB22
MTVRKIPFSTFAMQATMSLLAGAVLAWPTTVSAESCANVLASPPVELILTPEIYRYLNRLDAAECPHDRPAALETILDSA
AAVNITSYVLLEGRLGDGGEPISSQLIAGFLEDYEQAQAGLDFNAMLVLADMAYYRCKGDENCVGAALVDWMGKLYRREN
AACIYGLNGPCENPPDIPFLNSKVLEAQGFTEEERDDFVCTRYLDCEK
>MBL3598017.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB22
GDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRYEAEGDIVALGAGFRVTLSGDPVPGTGGEYMCLSARHS
YTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLEEAWSMR
CRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNRVPYDLPENKTRSTFRSDTHQGRGFNELRFEDK
KGQEEIYLHAEKDIYTAIEDSAAKIVGNNDFEIIQNSRFSTVANLKDDEVGVISLRRVGFADVKIVGPESGVLSQVLDPR
KRDSSWGQFDVVERLAQVKALSLASGGRLEPFSSCMMITGSSVTTVGKDMTERVAGNHDMTVAGSQSVDVEGRVDLTAEQ
TMTLTAGETQEIYAGEAIVLNCGGASLVMTEKGDIEISGRNISVNGKRIDLN
>MBL3598018.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MBL3598019.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGQGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQKVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MBL3598020.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB22
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MBL3598021.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ, partial [Rhodovulum sulfidophilum]AB22
SRSPPQPRRGLMLIDPSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVGFPPAR
EGHGLIGSGLFVVNPPWGLDAEAAALGRLFGTVPGHAG
>MBL3598022.1 heme-binding protein [Rhodovulum sulfidophilum]AB22
MLPRATKVIAAFAGLLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTAKGAKIAMTVPVLQTQEGSREMIFVLPDTLTLDSAPAPTDPRVSLARIPPRRVAVVRYSGSMSNRA
SAEETRLRDWMTSKELTPTGPAEVAGYNPPWTLPSYRRNEVLIPVKKD
>MBL3598023.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB22
MKLYAITAVLFLFIDAVMLSLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVFLVAAPALRDAVPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMIMMRLQG
>MBL3598024.1 HNH endonuclease [Rhodovulum sulfidophilum]AB22
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPAVPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVITEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3598025.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB22
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDPQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRSVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MBL3598026.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB22
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MBL3598027.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB22
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAASGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIISEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MBL3598028.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB22
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIRNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MBL3598029.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB22
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MBL3598030.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB22
MTHFLDIDSTTPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVVERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MBL3598031.1 hypothetical protein JMM63_21200, partial [Rhodovulum sulfidophilum]AB22
APLRDLRDGVSLEIVVELAAAHHGLLASKLAKKASTIHGAIHPEATMAEREVWRFKTRTSPSGKRIWPSELKRKATRHLR
EDGKSPGDVAAALDAHEWLVKKWWVADRRELGEKISVDRPPSRRCQLTCLSLRRRPQPSPQLMAQQAPLICTRAGSASSF
LCSSTKQTF
>MBL3598032.1 IS66 family insertion sequence element accessory protein TnpB [Rhodovulum sulfidophilum]AB22
MIAPSSSYRIYLATHHADFRKGMDGLANYVMTNFELDPFSGTFFVFRSKGRDKIKVLMREA
>MBL3598033.1 hypothetical protein JMM63_21220, partial [Rhodovulum sulfidophilum]AB22
MARRNILILPVLGLMAGTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIMLATEYSGRVSAARRR
>MBL3598034.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]AB22
MTDRLAAWLRENWTLTLAALSLILGGLFMVQYGVEQGLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPST
FSGAGTVVLFIAILSAHALYGLIGSVPALAGMAAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFA
MVGLAGLGIDTFRRWAWVSGLALGLPAGALGLLWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAA
PAFPTWIAAAGVALASGAGLVLMLDGASPAAAAFGYALLLLVFSGVALGLARAPAFEDLALLPGVAALVGLGLHAALDAP
LYSAFRAGLDRLPESPAPTTVWWLVAGGAALSVIAFLRLARQIGTDHRGVWALGAAVLLPAAILVLEFLWAPGEVTGAYP
WALAVMAGAGLMVVLAERRSAMGGEARGFETGLFAASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGW
LAQLGAAVIGYRLLVDPGLDWAIHGAGTLDVLLAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGL
GAEGFETHWAQGLTATVWILAAFAQIWRLPHDPSLLRPLRIIFAVVMALAACGAVAVMIDDLSRLLATGQGRVAGPPVLD
SLALAILPLAVVFGAGAALLGAPGRPGARWLRPGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLA
SGLGLLLAVLTRSHALRRLAMAGVALTVAKVFLIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MBL3598035.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMATLSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPPA
GDEIRYPRLHAPPLRADDLVEDAFAATARDGASMREVARRLIHALNTLRQGEDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MBL3598036.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB22
MSSGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLEQDLRAYSALRALSGPVIFDRGIP
DVLGYLMLCGLPGPCCANQLTAAVALLRKSLIGRTIPFPVTFQAMASISALPRAEKRFIMAMRIWI
>MBL3598037.1 hypothetical protein JMM63_21245 [Rhodovulum sulfidophilum]AB22
MNGNSGQYIETPELSPGEYEYRLHLIDVQTNNSNRSISLEVYIPDRSEWRPYSTILSNTFQDRDRRYTVTSGLNRAFLTE
RGKSSIDQSYYKYNRARINAGSYLRHGTVVLVRRKTYFPLDLMP
>MBL3598038.1 hypothetical protein JMM63_21250 [Rhodovulum sulfidophilum]AB22
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3598039.1 hypothetical protein JMM63_21255 [Rhodovulum sulfidophilum]AB22
MHLVPHWRALIRRAWSIRLILVAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3598040.1 lysozyme [Rhodovulum sulfidophilum]AB22
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELSDSYTSAECRAMFAGRLAEVEAGLDRLIADP
VEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLAIRRNKARQLCHEGLDGIPA
EEPFRWGGA
>MBL3598041.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB22
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPSEIGRRVREAVRGS
>MBL3598042.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB22
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIASSRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWNSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMRVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRADLLAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MBL3598043.1 amidohydrolase [Rhodovulum sulfidophilum]AB22
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATASAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGASWFVELVETRLAAG
>MBL3598044.1 AAA family ATPase [Rhodovulum sulfidophilum]AB22
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MBL3598045.1 ParB N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRE
>MBL3598046.1 cell division protein FtsX, partial [Rhodovulum sulfidophilum]AB22
GLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLKRIT
>MBL3598047.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB22
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGA
>MBL3598048.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB22
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVITLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MBL3598049.1 hypothetical protein JMM63_21305 [Rhodovulum sulfidophilum]AB22
MPDSKTTITELEACASKLEASRNFRILRKVPRPAKAKISKTDQFRYAMIIDTETTGLDLREDEVIELGFLLIAYQDAEPR
KIIEFGNELREPSRDIPGIVQELTGITPKMVKGKQLSREKVLAALDLANIVIAHNAAFDRPICERLLPEFSDKPWACSLT
EIPWSKYGFESAKLKYLLMENGYFFEGHRALDDCAALNELLNSRSPHGSSFFSELMESARQPSYYLKVRAPYELRQKMRE
LGYRWVRHEDRPGGEWHKTVSAKSFKAEGDQIRDLKKQGASLEYIEQDAFSRYRLN
>MBL3598050.1 SLATT domain-containing protein [Rhodovulum sulfidophilum]AB22
MTEPNNERRYYEHLVDIMLTTRGIRFSVAEREKRKEKFSIGVIAVLSIYLAGWSLAASLFPDALTETQARALSFISVVAS
VSLLVISLFDFAASRSVYAEKMLQNAFSIAEILREAERELAKGDPDYARLSILASTYEAKVSGVGVNHTSKDYKLWKLQR
RSPSGWLEASQVWVTSKILSCLAFTSAMFFQIAIVVLIVASTCCILAVNLVGSG
>MBL3598051.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB22
MNLSSHLQELRKKHKALSDEVERAQQTPAADTIQVAELKKQKLKLKEQIERLSQA
>MBL3598052.1 methyltransferase [Rhodovulum sulfidophilum]AB22
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAAFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RHGVALSWPG
>MBL3598053.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MBL3598054.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB22
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MBL3598055.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTSSTPLGDRRITFDQLRGFILIAEASGFQHAATRLGRSQSAITQSLKRLEDIVGCRLVERRQGRVVGLTPDGERFLPAA
IEIVARASEAVSAMQKPQITGQIILGVPDDFQIFDLHGAVSRASNLNPSLRIEVRSALSSDILQMFDRGDLELAIVKRMA
TDPIVQKSKASHLLRKEPLYWIANEKRSLESLNDLPLAIFPEGCSYRRAALEAVASIGKNAYSAYTSASYENIRSAVSAG
LAIGVLPRSALSKDHVILSDEEGFPSLPDVHLIMIQATRCTMVNQLAEFLQYSAVHP
>MBL3598056.1 DMT family transporter [Rhodovulum sulfidophilum]AB22
MIETSSKVNLTYHHAQIINFQQESSGVKRGQEVARATSHFSAQIVIFSLIWSSAFIAGSVAIKDFDPFTLLVLRFALSAL
VLLPFGWVGHSLFDAEVVRHGLMLGLLNNAVYLGLSFSALRLIRPEVVIVIISSAPFVTTFVATRLGLEPLSKRIIGGIM
LGFVGVLVISGIATSEPPNIWGLFLATFGMLAFVAGTIIFRKKSSGLPILQTNFWQSVAGAVALLPLAAVSGHPIGAPSG
QALFALLYLVFVVTIGGMALWLLLIRTSGASSASSYHLLNPFFGVLLAHIVLGEAVRTTDFIGAVLIGIGLILTTAKRGE
NHVRKQPHLGRHVR
>MBL3598057.1 lysozyme, partial [Rhodovulum sulfidophilum]AB22
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPA
>MBL3598058.1 hypothetical protein JMM63_21350 [Rhodovulum sulfidophilum]AB22
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3598059.1 hypothetical protein JMM63_21355 [Rhodovulum sulfidophilum]AB22
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARSQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3598060.1 hypothetical protein JMM63_21360 [Rhodovulum sulfidophilum]AB22
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMIWVDTDGRALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDALSEIYGAVTGQILAAAIDARVRATGAPVNEAVWHPHDAARVGDGATGVIWDHAMNGNSGQYIETPELS
PGEYEYRLHLIDVQTNNSNRDISLEVYIPDRSEWRPYRTILSSTYQDRDRRYTVTSGLNGGLLTERGKSSIDQSYYKYNR
ARINARSYLRHGTVVLVRRKTYFPLDLMP
>MBL3598061.1 hypothetical protein JMM63_21365, partial [Rhodovulum sulfidophilum]AB22
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVS
GIAVRAASIIPTTTVATLAEAPGFAGIATGCSAAGGVLAMAPGETRASYAFAGRIDLGAVQPVRLISDIELLISEARDLF
WRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPETARWGPWQSFDAADFSGRAFRFRAVLTVESPDYTIGITGLT
VTALQAA
>MBL3598062.1 hypothetical protein JMM63_21370, partial [Rhodovulum sulfidophilum]AB22
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAATAMLEFRREGGEGVDATPIAVTIPAGTRIGGRGEGAPVFVTLDQAVLAADAQSVAVRAIHAAWIEGELLSEGVEGPG
AVLALARGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPGLETPFELFSDGPGFYCARGAGRVFLPRAAQ
>MBL3598063.1 GPW/gp25 family protein [Rhodovulum sulfidophilum]AB22
MIGRTVMLQGLDFGLGVAGGASRAAGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDET
LAGLAIHYVRQAVARFEPRIEILRLDAGRPAEAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTP
>MBL3598064.1 hypothetical protein JMM63_21380 [Rhodovulum sulfidophilum]AB22
MRVLVEPATIVCAHGGTIPQRASQGFVTVMGAPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVAAGYSRFVTIGGRPVCL
DTLAGLTEGSPVGTWRVLAPGQALVECSG
>MBL3598065.1 hypothetical protein JMM63_21385, partial [Rhodovulum sulfidophilum]AB22
GRAGELTLAAGLYEPPVAPERLTEARAAQHGAAARRISGIALGDAALRPGRRIALELEPGRTARGTVAETLHRVEPGLGW
VTEFRTGLPAWVPCEGMLAAPGTVAEVSGGDDPLLRLQLDLCDGLETDWLAVALPGAGADKGMIALPETGDRVLALVFAE
NPAHGFVLGGLYGEQEVPRLGRGPGGVRPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPG
RAITIRAASIGFEEG
>MBL3598066.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB22
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>MBL3598067.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB22
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MBL3598068.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB22
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MBL3598069.1 heme exporter protein CcmB, partial [Rhodovulum sulfidophilum]AB22
LGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLSLLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMA
LLPFAAAAAIRINLR
>MBL3598070.1 LysE family translocator [Rhodovulum sulfidophilum]AB22
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAENVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEVPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MBL3598071.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB22
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFHRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSS
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>MBL3598072.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB22
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MBL3598073.1 hypothetical protein JMM63_21425, partial [Rhodovulum sulfidophilum]AB22
PHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQVGSDYRGRVRLRVHNGGEDQAAEARYVAA
AREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWTSSALASATAATAFPNWAGTDDGAIGQVGGG
GYPKGETATPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATRGEILDASRMERGADLFAAFDVAFPDAPEGVIWEQGG
AVYGAYLGVTGSDLVFRAFSGEASGPKLARATLPVSAVAGRRGTIYVEIDRTAGTVALWFKGRRYSTNPALCLRDYMLTP
QLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAA
WEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFAR
GQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWR
TSEETPKPPGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQFAWRPVSAPEPTLRGLTDT
PEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEF
RHATAQAGASWQSS
>MBL3598074.1 hypothetical protein JMM63_21430, partial [Rhodovulum sulfidophilum]AB22
PHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGGGDPYHWGQVGSDYRGRVRLRVHNGGEGQAAEARYVAA
AREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVLNPREWISTPLAQARSARPIPVWAGKNDGAIGKTAGG
SYPRGETAAPWNGGSIAARFYFDRRYPGGLDPEAGLSPDLTATDGDILEYQEMQGFDDLFAAFDVTFPDAPEGVIWEQGD
TVHGAYLAVAGGDLVFLAGAGYSSTPDLAIATIPVSEFAGRRGTIYVEIDMTSSTVALWFKGRRYSTNPALCLRDYMLTP
QLRGGPGWRPGDLDEDTILALANLAEEQVPLADGTAENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAA
WEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPEKEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFAR
GQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWR
TSEEMPKPAGGVPTLPSPTAKPVVSAPTMSEELYETRGGGGVKTRVRLSATTDNPFVDAWQFAWRPVSAPEPTLRGLTDT
PEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEF
RHATAQAGASWQSS
>MBL3598075.1 hypothetical protein JMM63_21435 [Rhodovulum sulfidophilum]AB22
MLAFDWNFLRKLRTGISEPIYENFVMKMLTITKIKARPFQFLGSVGKDWAGRIGFVAHIGDEDSPREASALDRCHAEALS
YPLSHDELVRI
>MBL3598076.1 IS5 family transposase [Rhodovulum sulfidophilum]AB22
MPKRSPTRYRTTNWSEYNAALRQRGSLSVWFDPDTVWLAGKTGKRGRPETFSDAAIQVCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDYSTLCRRQARIGVQVPYRRSGKPLNLLVDSTGIKFRGDGEWLARKHGSSRRRQWRKIHIAMDTETGDI
RAVEFTSSRQGDSPLLPDLLSQIPEGEEIATVTADGAYDTRRCHAAIIERGADAIIPIRRNGRAWKEDCPAAIARNEILR
ATRHLGRALWKKWAGYHVRSRVEAQMNCLKLFGERIMSRDPDRQTAEIQIRIIRHCRSDQWRDMAHS
>MBL3598077.1 hypothetical protein JMM63_21445, partial [Rhodovulum sulfidophilum]AB22
LGKNYIWYFTEIAEFPEKINGNRRSVTVSIPSTQTPPCPRQKIRTKYSPKTETAQKKKAVRSKKTQRRTTNPTGVVAQIS
LRPDGSRSRCPSRDGLDLGSAEGVEAVHE
>MBL3598078.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB22
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MBL3598079.1 hydroxymethylbilane synthase, partial [Rhodovulum sulfidophilum]AB22
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFD
>MBL3598080.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB22
MYVAFFGLAHRPFGPAPCQGALHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVATVLAQIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPPQGARQGEDT
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSTVRLQPMTAAETADYIRSRIVAAGGDADALFDPGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECPAPSLPRAPQTAPPGARPRPVAQPPPPDADAVASIPP
PPISAPLSASSSVSVSGAVSAPGSPPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLAG
AGPVPESRRAARLPDRSEAAGTVPGA
>MBL3598081.1 STAS/SEC14 domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
ETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIAVVTDSDKIEAGVRMFGFTLPCPVRTF
GLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAAAHDRFRLMVDLRRFEGWQGPSALGEH
VNLVRHHRHQPYRVAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLLT
>MBL3598082.1 RNA polymerase sigma factor SigJ [Rhodovulum sulfidophilum]AB22
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLPRIDRPTRWLSTVVMRLCLDHLRSARVRRETY
VGAWLPDPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGALVDKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRTLPP
GPCPPLRWINGSPGFVSVEGGVLQTTALSIRRGRIEAIWIVRNPEKLRHVCLHM
>MBL3598083.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB22
MTPRMNYYKAAPDTMKAMMAAEETIKDLSLPEALCELVKMRVSQINGCAFCLDLHAPAARQAGLSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDSDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQPHTRREARDAAG
>MBL3598084.1 hypothetical protein JMM63_21480 [Rhodovulum sulfidophilum]AB22
MIGLRSAGTQVSGDAITVTGPPAPFSALPETTIVRTSCALAIWRQNSATPPAPSIRTVSQTWSAPRSISPNQVVSPARGK
VLASASDMRLRPPDQKTFGEGNIFRQNAGIDAARAAMGRRAGISPETGAAFDMDMNRAALTLSVSSREVLSHACIRFPVQ
PVVVRT
>MBL3598085.1 hypothetical protein JMM63_21485, partial [Rhodovulum sulfidophilum]AB22
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPIANA
>MBL3598086.1 hypothetical protein JMM63_21490 [Rhodovulum sulfidophilum]AB22
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHPELAQNDAAILWMDDWLVEQGCGYRGSTWVERA
LAAWSSHMFDVNRAARARE
>MBL3598087.1 hypothetical protein JMM63_21495 [Rhodovulum sulfidophilum]AB22
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MBL3598088.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKETAEDEAVREKTYRVVADELRGFIERFETMAEEKAAIGDQQKAVMAEAKARGYDTKALRRIIALRKRHAEDIAEEEAV
LQLYLEALGM
>MBL3598089.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB22
DVIGFTAGAASGALVWIIGLGGSGAGVVPAALAGALLTGICVYLLARKDGRVGAYRLVLTGIGVGAMLSAFNALLLVRGD
LDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLAGPLGVPVEQARRRMLAGAVTLAALAT
AAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAILPIGQVTGVIGGLYLIWLLTRKRQRG
>MBL3598090.1 hypothetical protein JMM63_21510, partial [Rhodovulum sulfidophilum]AB22
MTTHGPEQALPTRPSRPGEGRAWLAQQQSEGGLVPRIAQVSLPDHLEPGAVAVALAEALAGRAELTRLYRFDEECGLLVG
PGRGRPDLRLRWAASADGIGPVIDGCAAAPWDLSHQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELIPGAPPA
LAGETGTGDDIIRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRS
GIGLEAAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPG
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAVEAAHDFDLARELPVRLRFIRTGEGQLLSFLFHHIVLDEWSVNLMMDE
LARAYAARAAGRPPLWAGPAAPFHAFARRD
>MBL3598091.1 TniQ family protein [Rhodovulum sulfidophilum]AB22
MTMLSPMLPFDPQETVTSYADRLSMYHTGRGMERLLKDCGIRHEHFVSGRPEAVAGLAGATEHPCADIQRNAIRVFQRGG
EFRGEPTSKSFLLPQAKRYCPACLVEDGSPTAWKFRLIWGFRHVQRCDRHGVWLTPTGKAAATNLRVALNEVPIALPVNA
TEETPTYLDWLRGRLAGDGIAEKSWLADQTLEQVLAASEMIGGVLQHGHKVKLTRLSPAETEEATDIGFSIYSEGPDAVE
EALDTIRKTSLASAVQAGPLAYYGALFDWLDRRSNSIDPGPIRDILRNHIVKHSAVEPGTTVLGVEITERRYHTLYSLAA
VVGIDRPRLSRLLKKLGEIPANATEVDCGRMVFEAATAVPMVEAFKTAVPLRDVPKYLGASKRQVEILYREGIVLPLVPR
SGPGSVRHVVFGRKHLDELLARIACLPEADPFCDGDLHPISYACQRGAGRFEHLFAKILQGKIPAFRNPGRTGVGGIVVD
VGALVDAKNAA
>MBL3598092.1 hypothetical protein JMM63_21520 [Rhodovulum sulfidophilum]AB22
MGEIQPGSKEASDFSKNIAYSAKFLGLTIPDDIALAERILLARHGQIGRSVELGKKILADAVTRKREEISLERAEAVYRK
TDKCIGVTPFQATDWEAVQRELQAIGWGQ
>MBL3598093.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPSPTRYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3598094.1 LysE family translocator [Rhodovulum sulfidophilum]AB22
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVMLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MBL3598095.1 cysteine synthase A [Rhodovulum sulfidophilum]AB22
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGTDMNDEEKAISASTPGFQIG
>MBL3598096.1 hypothetical protein JMM63_21540 [Rhodovulum sulfidophilum]AB22
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISAWIASLNGPAGRFELDMAAM
DYEGPHGKITTDPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTGTEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGSWALAGPETVLSVSQARVRTRTLQIREAL
>MBL3598097.1 hypothetical protein JMM63_21545 [Rhodovulum sulfidophilum]AB22
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQVTSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMASDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRS
>MBL3598098.1 hypothetical protein JMM63_21550 [Rhodovulum sulfidophilum]AB22
MRRAGWERRLSAAVRDWEDRPFAWGSADCLGFCRAVARSMTWEDPIPGLPGYASEIRAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3598099.1 hypothetical protein JMM63_21555, partial [Rhodovulum sulfidophilum]AB22
MAYRLIRRMIAALALVLLASLALILPATPAEAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAK
TRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWL
>MBL3598100.1 hypothetical protein JMM63_21560, partial [Rhodovulum sulfidophilum]AB22
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSNARDGKPLLARAAFR
>MBL3598101.1 hypothetical protein JMM63_21565 [Rhodovulum sulfidophilum]AB22
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLVLARIAEASL
>MBL3598102.1 hypothetical protein JMM63_21570 [Rhodovulum sulfidophilum]AB22
MKTILITASALALLAAPVLAATDTSEDQAAAVSPDSAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGS
GEGEGGEGSGEGEGGESSDT
>MBL3598103.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTEKARPYIDIAQRLKWHRETIVGLSQADYAQSIGFKRSIYSLWEAGTHRLSLDGALALRSKYGLSLDFMYEGIDDALPM
TLRNAWRDRP
>MBL3598104.1 hypothetical protein JMM63_21580 [Rhodovulum sulfidophilum]AB22
MEKSFLNMSDQQRRERKWFASLMWRIFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYLLAVLALAGA
ETVFELFDPEQKE
>MBL3598105.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MARAKQLRSVKTRERLLGCAREIVSASGFADLRVEQVVTAGGVAKGTFFAHFSDKDALMDILIGERVDALLDDLDAVGAF
RSVAHVVESIMPLLSFLSSERYVFDVFLRLSGALAVEKVGAIAKAICRYDSILVQKLKGGPFRQDISAELQSEGIQAFSV
SSVALSLCTEHGDKTLRDRLAIQLQAWLRPEQMADRDM
>MBL3598106.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB22
MAPRRIFVLNGHPAETSLSRLFSEDYAQAAVQAGHELRITHLHDLDFDPDFGGGGYRAAKPLEPDLEAVMANMDWAEHVV
LLSPMWWGGLPAKLKGLFDRALLPGSAFDTRAKTWLGSPRPLLAGRTARLIMTSDTPHWFFRLVHKAALVRQLRTQILGF
VGISPLHVTHFSAVINSSPETRTKWSRRVASLGARGA
>MBL3598107.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MNAPYRLPDEFETDRYHLRRVNLDDAQAIFDSYASDAEVTRFLGWTPHQSVAETTAFLKIAAAEWDSGKGFPLAAFDRRQ
PAELVGMFHPHLIGHRVSYGYVLRASAWGKGCASEVMGWLVDHALSHPSIHRAEAFCDVEHPASARVMEKAGMVREGILR
RYFRHPNISDIPRDCFIYSKVH
>MBL3598108.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MNPPHRFVQQRLRGLEKNLGVDLIERGGNRVLGLTAAGLTFLHEARETLRQADHAIKTARETAAGRTGVSRLGYVGSALY
GRLPDTIRAFRRARPNVRLELREATTAAQIAGLRGGTLDAGIVIPPIAEAAGIELHDFDQDRLCIALSLGHHLAGKDDLC
VADIADEDFVLWPMIEGRGFHLQVIRLCTDAGFVPRVTQEAHGMHAVLSLVAVGAGVSVVPESMRQFRPDQITYHRSRLS
AVSGPPQARSCYRGIYRDRLAWRLRIIALAAVRRPEPEPPADHGSGRSSPLQHALRPPRSGERDEADLQQLATLGAIVRV
AG
>MBL3598109.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPKPSPTRYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3598110.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFATPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MBL3598111.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB22
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MBL3598112.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB22
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MBL3598113.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3598114.1 EamA family transporter [Rhodovulum sulfidophilum]AB22
MPRPLDLLLTALAPTVWGSTYIVTTELLPEGYPITAAMLRALPAGLLLLLLVRSLPHGRWILRALVLGALNFSLFWWLLF
VSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLVASIVGVVGVGLLVLTPEATLDTMGIVAALGGATSMALGTV
LTKAWQPPVSPLTFTAWQLTAGGLLLLPAALLFEPPLPSLSASNIAGFVYLGLLGGAITYILWFRGIALLGPSAVSPLGR
LSPVAAVLLGWVILSQTLSPLQIVGMVLALASAWFGQKGQRTSTLVAQPAQQTQGTPDSAERAVTACALLRSRLRP
>MBL3598115.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB22
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MBL3598116.1 hypothetical protein JMM63_21645 [Rhodovulum sulfidophilum]AB22
MPGEAKPASSSSPETRALLRPRTFSALLLGTGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQD
LTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANL
TNSVN
>MBL3598117.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB22
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRAEIAGR
>MBL3598118.1 hypothetical protein JMM63_21660 [Rhodovulum sulfidophilum]AB22
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>MBL3598119.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB22
NRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEITKLPRADTARRAEFIAAHLGSGLITSK
>MBL3598120.1 IS5 family transposase [Rhodovulum sulfidophilum]AB22
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRSGLRWRDAPAAYGPHKTLYNRWKRWSDKGIFAKMMAGL
VAEHGEKQTVMVEVSRRTPCVRVSLRKYLKAHRTASSLGGQKGGRGRLIGRTKGGMNTKLHAICDSQGRPLNLFVTAGQV
SDYIGARALCDSLPNVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRRYKRRNRIEIMFGRLKDWRRVA
TRYDRCPKLFLSAIAFAAIVIYWL
>MBL3598121.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB22
MGRPWLTDMGTASGPLRALGAVVALGSALMSALAHIFIRKLSQTEPTTAIVFWFIITSALLSLLIIPYGWVLPAPVTLAL
LIGIGVIGGLGQICLTAAYSHADASVVAPFEYSSMIFAIAIGWSFFGEIPSRTVLSE
>MBL3598122.1 hypothetical protein JMM63_21685, partial [Rhodovulum sulfidophilum]AB22
MLVKIFWSLVFAVAFSLSINSGGLADLEAQLRAMPVGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARG
PAGFPEHGPRYFTTRD
>MBL3598123.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB22
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSASCGYEEKGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVSVAVDERHDALAAEAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLPRRMVLPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSLWFLMEFQSKVRDGNPLK
>MBL3598124.1 hypothetical protein JMM63_21695, partial [Rhodovulum sulfidophilum]AB22
MLATISRRSLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNP
>MBL3598125.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLTSLAPAPDWARPMLDAAEAAARSGRAAFIAATPRLNQ
>MBL3598126.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGCDAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVATAFLGQLETGPEVT
>MBL3598127.1 hypothetical protein JMM63_21710 [Rhodovulum sulfidophilum]AB22
MVEAPDGLSHMVGRRVLPLRGEGTWQTQVDCPAHHAVEVPDAVSDLVAARAYINPMAAATMLRLWPVRDKVVLLSGAGSS
CSEHLGRWAISQGAKLVMGIYRSENRKDRLHRMGIEPISTANISAILTASAQADVAFDALGGDIARCVL
>MBL3598128.1 hypothetical protein JMM63_21725 [Rhodovulum sulfidophilum]AB22
MADASTPTRCYWLREEDGIEILIPMCIGAAIGGPAECTCNVPESRIETTERGWAEAQVLRLREARDRCLEEQAVKWRQDK
RLRQRIAELEALLAGKAR
>MBL3598129.1 hypothetical protein JMM63_21730 [Rhodovulum sulfidophilum]AB22
MKNDHMATLHLPLRGVYFDQIKSGEKIEEYRLVTPFWAKRLEGRAYDRIELAKFSAPKGDTGRRITRPWRGFRKTTDLLP
LETAFIGWLCSGFGPLSTFGDTPTG
>MBL3598130.1 HK97 gp10 family phage protein, partial [Rhodovulum sulfidophilum]AB22
VERARDLAPRASGDLSESLAVSTRLDPKQRRDHRRLVRDDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQ
PFMRPAWDATREAVLAGIAKGLGHEIAKTVARRAKRLAKKVGKGGGR
>MBL3598131.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSFKADLTDLLLSDPGLAALVGPRITWGRRAPGEGLPALVLMRVGATRDYHMKGVGALRRTRIQAEILATTLAEAGEVEA
RLVARLDGVRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>MBL3598132.1 hypothetical protein JMM63_21750 [Rhodovulum sulfidophilum]AB22
MSEADIAWGYGVEVAEDAAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSATDN
LLIGLKASGNVRQIRVTFPGGTVWVFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGG
>MBL3598133.1 hypothetical protein JMM63_21755 [Rhodovulum sulfidophilum]AB22
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAADL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGVSEPGTETRLAGA
>MBL3598134.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB22
IFTQAENRPRQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALD
RLAPLQDRLEARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQ
LSLFPVIQALVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDP
ATVLREET
>MBL3598135.1 SUMF1/EgtB/PvdO family nonheme iron enzyme, partial [Rhodovulum sulfidophilum]AB22
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAETAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSR
>MBL3598136.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB22
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>MBL3598137.1 hypothetical protein JMM63_21775 [Rhodovulum sulfidophilum]AB22
MKTILTASALALLAAPALAGTDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GESSDT
>MBL3598138.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB22
MPRITPEWIRSQLNQRPRGAQAELARFVGIEPDQLSKSLNGHRQLKPREIERVAEFFGERPYLDSSQAQLIDLWQQLTEA
ERQFLLNAARAQIASRQAAD
>MBL3598139.1 hypothetical protein JMM63_21785, partial [Rhodovulum sulfidophilum]AB22
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ET
>MBL3598140.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB22
ETVQEPTQEPSLFSGFDPANAGFAADERAETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKT
PARQPVHTPMAATAQDDPRGDKGRFGIGSLINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPA
FLRRQAN
>MBL3598141.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase, partial [Rhodovulum sulfidophilum]AB22
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSDGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILD
>MBL3598142.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB22
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDDVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIAIGSEASSLPGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MBL3598143.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB22
MHNLRNVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTGRHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKQLLTPQDRSVPI
>MBL3598144.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MPTPFPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSD
>MBL3598145.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB22
RILLRNLRYFDGQTLSVKSGMEILVSGDKIEDIVPMGAGPEDADVIDCGGRTVTPGLIDCHWHSTLVNVSQLAALTQDIG
FIHLVAGQEAGATLMRGFTTIRDTGGPVFGLKLAIDSGVVTGPRIFPSGAMLSQTSGHGDFRSLSALPRMPDDPADHTER
SGVAMLADGRAEVLRRTREQLMKGASQIKIMAGGGVSSPYDPIDTAQFLEEEMEAAVRAAADWGTYVCAHVYTADAIKRC
LRVGVKSIEHGQLADPETIRMMRDEGAWWSIQPFLHDEDANPKADPAQQAKQREVAEGTKRAFVKGRAEGVKMAFGTDIL
MNPGGAPSQGRQLSKLARFMSPLEALRMATGAAGELLSLSGLRSPYQTKIPLGLVAKDGLADLLVWDGDPEESIDFIGDP
DANLHLVMKGGRVFKEVL
>MBL3598146.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB22
MARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSSRAS
GGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFRAEDAA
>MBL3598147.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB22
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
>MBL3598148.1 hypothetical protein JMM63_21830 [Rhodovulum sulfidophilum]AB22
MLEEVGFADPDFQQRQHPHQMSRDIQQRIAIVAVRLAEPRQLIADTPTTALDATTAAQILAIILAVKIRLEGVTILASMA
>MBL3598149.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB22
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MBL3598150.1 TRAP transporter large permease, partial [Rhodovulum sulfidophilum]AB22
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKRGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDL
>MBL3598151.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB22
MTQKKSETDPDWRDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALEFKPEDTAEGDT
>MBL3598152.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB22
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGTDADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MBL3598153.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB22
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETKTLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MBL3598154.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB22
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MBL3598155.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB22
MANTPEPPRKPAVTAPRSLRLAGRRGREPLDFVLTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGTTV
VQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAV
FAAPGVAPMQDAELKPFAALARLRPSRDDAEGGGTPE
>MBL3598156.1 hypothetical protein JMM63_21880 [Rhodovulum sulfidophilum]AB22
MGIMEMLALILGIQVSGGALFLGVLIWGMRHMAETSRRLDAKAADFDKEHARFLRTMHRLR
>MBL3598157.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB22
MSVGAEMLKVPGAAELAVDPLTVRAAQHIVESRKASVSNLQAVLRIGFSRAAGLMEALEAEGIVTAADHVGRREVAADVL
PPSLAVLADGPTVSLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVVADELRGFIERFETLAEEKAAIGDQ
QKAVMAEAKARGYDTKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>MBL3598158.1 hypothetical protein JMM63_21890, partial [Rhodovulum sulfidophilum]AB22
MATRVHTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRA
>MBL3598159.1 transposase, partial [Rhodovulum sulfidophilum]AB22
MGSNQWRLNGSFFTSHHFTAIIRSYGLKQEFITPHCPQQNGMVERFIRMLKEQCVHRHRFESIQHAMRVIGDWIAFYNHR
RPHQALAMRTPVEA
>MBL3598160.1 transposase family protein [Rhodovulum sulfidophilum]AB22
MRPRIQAVPSVAAAPNERWSTDLARIWTSKDGWASLALVIDCHTRELLGWHLSKSGKATTASAALEHALIVRFGTLGRVE
EEFLLRSDNGIRHWAQTNGASMAHSSPATTSRPSSAATG
>MBL3598161.1 DUF4435 domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MSTSVVYPEGIAPALGHLNSARNDIEIFVEDTANLNVWRSIIQKFLPEGVSFYDPIPLGGRKAVLEECRRDQANDGRKKL
YIIDADLDLLMGRPKPRLRHLYRLRAYCVENYLIQEDAFLEAAQIIDPNISKEDARTLMDFAGWKRRN
>MBL3598162.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB22
SLLNFPPIDFTGLIRDSELVEPKRLREAKKNVYRIPDLLQVSGNEITSKLGRLFEFIEEKMVVAQQPMSPDAEDEPWTDP
TFEARLVLAHNKANIDKINALSKMVSQYTANLRNMFSRVDEFVILVNSFIQDSNKRLEYDESGALSFRVGYDHVERDLRT
LSSGEIQIIVIFAHLYFNPETKRANVFIIDEPELSLHVQWQAKFVDALIEASHDTQFVMATHSPTVIMNRIDHCVEMTKV
E
>MBL3598163.1 hypothetical protein JMM63_21920, partial [Rhodovulum sulfidophilum]AB22
LHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDVSRGRSRPHDDAELIATVVRNVLPWYAATMVADLARAGRTPDWMPDA
RPRLRPAEWQQNQHRAYGRACDSAELTDGWQPIPRRNRKGVIVQDRARYPPLRLGTDPGPDRGGAAGLSGLVGLSARAAG
GARGRRSRADPYYPRHAAHDAVALRRIAPFNAGQGSNWHFLFVGIDWTLEFSAHEEIGVRALTILCLVFLTGCASQIMES
YVGQPVTEAMLDYGAPSNVMTLEGGRRAYQWTINKSRTVAVPTTSTTTVRGPSGTASVHGRSMTHVPRSHTCVYTLTAAH
RGGQWIVDGFRKPRSACK
>MBL3598164.1 hypothetical protein JMM63_21925, partial [Rhodovulum sulfidophilum]AB22
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGERD
>MBL3598165.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB22
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQQMPMQMKMSFESMADSMPMAEGELELDATVTMVFELGDAE
>MBL3598166.1 ATP-dependent helicase HrpB, partial [Rhodovulum sulfidophilum]AB22
RIRAEAKRLSGRAPGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAK
VRLAAPLSEAELRAVHGAAIAWSDICEWSRRESRVTARRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAA
RRFRARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRFDLMPALTARLDWEARQSVDRLAPPAFETPLG
RKIPIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWP
EDPTAAAPTLRAKRRS
>MBL3598167.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB22
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVEKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALISAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGG
>MBL3598168.1 ABC-F family ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSPPASGRISVTGSVAMMRQEALEHPEE
TVADLLGVRPALELMDRAERGRATSEDLAEADWSLPARIEAALARGDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLDEMDAIVELTSLGAAKYRGNYSAFRQHRENARAAAAQDLAHA
QKVRAEAAHRAQQAAERKARKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLTLDRVTAGYDPAAPILE
>MBL3598169.1 hypothetical protein JMM63_21950 [Rhodovulum sulfidophilum]AB22
MDNLAAVCDAIPVSLIYILYGLDVSDEDFEILRALREYPEIRQGIYQIIRAKSSS
>MBL3598170.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKETAEDEAVREKTYRVVADELRGFIERFETLAEEKAQIGDQQKEVMAAAKARGYDTKALRRIIALRKRYAEDIAEEEAV
LQLYREALGM
>MBL3598171.1 hypothetical protein JMM63_21960 [Rhodovulum sulfidophilum]AB22
MTIHSQALAYLIWRHAEPRAWDCTVSEIAEAIGSHPIAVGRVCGAKGWSNRLRTSEMDRFAHLCHVRWAA
>MBL3598172.1 hypothetical protein JMM63_21965 [Rhodovulum sulfidophilum]AB22
MGIMEMLALILGIQVSGGALFLGVLIWGMRHMAETRRRLDAKAADFDKEHARFLRTMHRLR
>MBL3598173.1 betaine--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB22
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQAEALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGESESPARAPRRRRRS
>MBL3598174.1 heme exporter protein CcmB, partial [Rhodovulum sulfidophilum]AB22
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAG
>MBL3598175.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB22
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHSDGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MBL3598176.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB22
AALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRACDY
GAPTIRKRWFCVARRDGRPIVWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPCPSIFDSSAEIKARHGLRAQRPLAK
NTLARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPSLTRFNGGATGADLRDPMPTVTANSW
IKRPGGAMPLGIVTPHLLSLKGSARRDGAATTPHPTVLAGGGHSAVVAPVLTYAQQGGGNRSAEDPHHTICASKKDQNSL
LAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKH
>MBL3598177.1 amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB22
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFR
>MBL3598178.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB22
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MBL3598179.1 NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB22
AAGEPVTVLGRTPPPPGFFSTPTGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEGSDPEGFTRANLDGSVALFETA
RAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFTPVALRATGIYGPAGPGRAHKWQ
SLFDDFRQGRPISPRRGTELHGEDLAAAARILRDTSTRGIFNASDILLDRHDLLALMARAERIERPLPPRSDSPVSAMRC
DRLASLGWRPGGIARLHATLPALCRACPAG
>MBL3598180.1 copper chaperone PCu(A)C, partial [Rhodovulum sulfidophilum]AB22
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNSGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETEMPMKG
>MBL3598181.1 hypothetical protein JMM63_22010 [Rhodovulum sulfidophilum]AB22
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRVVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRID
>MBL3598182.1 lysozyme [Rhodovulum sulfidophilum]AB22
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRTMFAGRLAEFEAGLDRLIADP
VEDRIPDRTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKDRQLCHEGLDGVPA
EVPFRWDGA
>MBL3598183.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB22
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGRR
>MBL3598184.1 signal recognition particle-docking protein FtsY, partial [Rhodovulum sulfidophilum]AB22
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAGPAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAAEPEPEAEPETEARRDETGSEPEPSPAPAPEPEPAPAQ
>MBL3598185.1 hypothetical protein JMM63_22030, partial [Rhodovulum sulfidophilum]AB22
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCS
>MBL3598186.1 hypothetical protein JMM63_22035, partial [Rhodovulum sulfidophilum]AB22
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNA
PAEAHPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIR
>MBL3598187.1 hypothetical protein JMM63_22040 [Rhodovulum sulfidophilum]AB22
MDYRKPPLSHSCTGINILSVETDELQPTVLIGWLKNGPESYDVLDDDDRYILLSPAASRELARQIIEAADAVERGERYVQ
LNRPN
>MBL3598188.1 alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB22
MVEAPDGLSHMVGRRVLPLRGEGTWQTLVDCPAHHAVEVPDAVPDLVAARAYINPMAAATMLRLWPVRGKVVLLSGAGSS
CSEHLGRWAISQGAKRVMGIYRSENRRDRLHRVGIEPISTANISAILTASAQADVAFDALGGDIARCVLERMCGETDFVA
YGLLTGKPVEFGAGVRATYHRFHMRDHFPVLAGRGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQAFAEAEKPGGQK
>MBL3598189.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB22
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAIKGFEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MBL3598190.1 hypothetical protein JMM63_22060 [Rhodovulum sulfidophilum]AB22
MTLRGLAVELGMPWQALRPKLAAAGIEPFSPDGQDYGAVFERNVATAADLASTKPRTHQNKGKDGE
>MBL3598191.1 hypothetical protein JMM63_22065 [Rhodovulum sulfidophilum]AB22
MKYLITTYDRHDVTDHANYCEAHQIPCIYALVLGEKCTVFVHCEKLTGPRSQAIKAHEAEFAEFIARLDNTYAKPAWIQP
TLPMSFWYHDLPASAAEDVAEEAYEFLRTILAPFDDK
>MBL3598192.1 hypothetical protein JMM63_22070 [Rhodovulum sulfidophilum]AB22
MAAISGEPAPTMQPLDSYIATRSDEAFHQAEFEANIDDYYFTLDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDS
EEGMKAWARSHSDEASQSRNGHWHQQVHGYEDRHPDLVGMVRDTLIDDGYTLEQPFLHVRPYSGSREAALAALATPDYVP
VYVLLGVGAVLLVVSFGKRISARQARDVTDGAA
>MBL3598193.1 hypothetical protein JMM63_22075, partial [Rhodovulum sulfidophilum]AB22
LTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLT
VSGLPEGAALSAGTPNADGSWSLGPDELDGLTLSPPAEFHGELSLEVAATATLGADSRSVTAPLTVTVTPVTDPPRLEVA
PATGAEDSAIALELAADLIRPAPGETLTLT
>MBL3598194.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB22
FRVLTNDRREVKTLDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYI
TEIHYLIWSGPIIVSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKAL
WPGFADDIGGAAWVEEATGIMNDAIAAQ
>MBL3598195.1 hypothetical protein JMM63_22085 [Rhodovulum sulfidophilum]AB22
MEGQEARHRIAQHQQDADAVKGGADRLGARRATVGVTRCAFDGQRLSGGGAGQAFMAIQRSGPGAMADWQEMAGLPDRGI
VALVGDAVSLRGSGMSAKAHASAISHPLPHNQLVRI
>MBL3598196.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB22
MPAPSPTRYRTINWSEYDASLRRLGSLSVWFDPDMNWYARKVG
>MBL3598197.1 type I-E CRISPR-associated protein Cse1/CasA, partial [Rhodovulum sulfidophilum]AB22
MLNLIEAPWIPVLCEDGSRHVVAPWQIAEPGILRPDWPRPDLNLACYELLIGLVFLADPPANNGDWQRRFAPDPDRLKEK
LARFAVAFDLLGDGPRFLQDLAPLDGTPNPVDMLFIDSAGANTAKNNADLMVRRDRYGMLDLPLAAMALYTFQAHAPSGG
AGNRTSMRGGGPLVTMVDPGDGLWSLVWANVPC
>MBL3598198.1 hypothetical protein JMM63_22100, partial [Rhodovulum sulfidophilum]AB22
LTNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDGGGFT
NNGSITAEDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENEGRL
ELGADLSFTGVGQVSNSGTVEIGANGRLQAERIENAGRD
>MBL3598199.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB22
SFDYSADCLAATADVDFDRLIGTHATVTLTTKEGARPFDGIVTEARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNK
TVVEILTELLSAYADAGALTVELTNEYPELEYTVQYRESDLAFACRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGA
RPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLK
>MBL3598200.1 glycerate kinase, partial [Rhodovulum sulfidophilum]AB22
SAAAAAGRRAGCRVEILGDAIEGEARDVAAEQARLARARQAALRPGDAPLLLLSGGECTVTRRGEGSGGPNAEFALALAL
ALREQPGIDAIACDTDGVDGAAEVAGAIVGPRTLERARRAGRSPEAALATNDAHGFFATVGGQVVTGPTLTNVNDFRAIL
VRA
>MBL3598201.1 hypothetical protein JMM63_22115, partial [Rhodovulum sulfidophilum]AB22
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVAR
>MBL3598202.1 hypothetical protein JMM63_22120, partial [Rhodovulum sulfidophilum]AB22
PGDYLTLGRHLHIVTGTEAPTPAFRQSVTLWPRLRRPVAPGDPVAMRVPFGSWALAGPETVLSVSQARVRTRTLQIMEAL
>MBL3598203.1 DUF4169 family protein, partial [Rhodovulum sulfidophilum]AB22
ARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>MBL3598204.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB22
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MBL3598205.1 transposase family protein, partial [Rhodovulum sulfidophilum]AB22
SRGRKRARGSRTPMPVPLRPNQCWSLDFLSDTFGACRKFRILAVNDDCCRKNLALIADTCISGTRVARELDALVRIYGKP
TCIVSDNGTEFTSKVILKWDNDNGVEWHYIAPGKPQQNGYIESFNGSLRDECLNEEIFDSLADARRRLALWRYDYNNVRP
HSSLGNKTPAEARRALEQAEGSAPE
>MBL3598206.1 hypothetical protein JMM63_22140, partial [Rhodovulum sulfidophilum]AB22
IWTFLDGDCSEGVWFEADGQICFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>MBL3598207.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB22
DARLRTALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQAGALEIEFRDGRLSTAGRPPRRS
RKTDEPPEQGTLL
>MBL3598208.1 hypothetical protein JMM63_22155, partial [Rhodovulum sulfidophilum]AB22
ISGGVTEATLPLKSGTYLARPHDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGCHAAGGVLAMAPGTTRAR
YAFAGRIDLGTVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDTARWGPWQS
FDAADFSGRA
>MBL3598209.1 transposase, partial [Rhodovulum sulfidophilum]AB22
YRTINWSEYDASLRRLGSLSVWFDPDMNWYARKVGKRGHPETFSESAFRF
>MBL3598210.1 transposase [Rhodovulum sulfidophilum]AB22
MPDYSTLCRRQARIAVQIPYRRSGTPLNLRIDSPGDKFRGDGEWPVHKYGPFAAGNGARSI
>MBL3598211.1 xylose isomerase, partial [Rhodovulum sulfidophilum]AB22
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEEHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADMRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWG
>MBL3598212.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB22
MKETAEDEAVREKTYRVVADELRSFIERFETLAEEKAQIGDQQKAVMAEAKGRGYDTKALRRIIALRKRHAEDIAEEEAV
LQLYREALGM
>MBL3598213.1 hypothetical protein JMM63_22180, partial [Rhodovulum sulfidophilum]AB22
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGE
>MBL3598214.1 hypothetical protein JMM63_22185, partial [Rhodovulum sulfidophilum]AB22
ERGKKKKEEREGGGKEKKREEKEEGGKKKEGGKKEEKEERERKKRGRKRRGGGREGEEEKGGGEKGRRGKRKKGKEKEKR
KKKKERKKKKEGRKKKEKKERKKRKEEEKKEERKREGGGEKEEEGRKEGGREKEEKGKKKKEKGEEKREEKRKKKKRERK
KGK
>MBL3598215.1 hypothetical protein JMM63_22190, partial [Rhodovulum sulfidophilum]AB22
SSSGSIGGKLDVSEGEARIDGSVTGAVDVSGGSLEAGRDSALKGGLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSGGL
DLADGTVGNTGTIGGAVTVGGGELTNGGTLSGDVSVSGGSLSSSGSIGGNLDVSEGEARIDGSVTGAVDVSGGSLEAGRD
SAL
>MBL3598216.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB22
IYDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIVGSYAISAGLNVDASLPTGDFLH
RLATAGAFRWGLVIDMVVDAVALAVARREGVVERSDFVAAWCEKTGMNQLATPFTHDSYERMFRRDKPFRAAIGT
>MBL3598217.1 3-deoxy-manno-octulosonate cytidylyltransferase, partial [Rhodovulum sulfidophilum]AB22
SFGAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVE
ARGRQFWELNNPTDVPRIEAMMAAMGLD
>MBL3598218.1 hypothetical protein JMM63_22210, partial [Rhodovulum sulfidophilum]AB22
TTDNPFIEAWQFAWRPVAEADPTLRPLTDSPEDQIEDVAPGPYVFGARARNGRGMWSDWAWSGATAVQGINAAPGAITGL
SVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKTGTYLR
>MBL3598219.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB22
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWKGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQAR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MBL3598220.1 DUF805 domain-containing protein, partial [Rhodovulum sulfidophilum]AB22
AARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWRRLHDVGRSGWWLLLPGAALL
AFLVPAVAIRGLAARATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPEA
>MBL3598221.1 type VI secretion system baseplate subunit TssG, partial [Rhodovulum sulfidophilum]AB22
PLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAFRDRCRVPDTAL
ARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTESRLALGAASLGRDAHLG
>MBL3598222.1 type II toxin-antitoxin system RelB/DinJ family antitoxin [Rhodovulum sulfidophilum]AB22
MSTTADTYVRARIDSDTKRRAASALEGMGLSISDAIRLLMLRIADEHRLPFDVKVPNATTQKAIAELEAGKGKKLASVDD
LMADLHAND
>MBL3598223.1 Smr/MutS family protein, partial [Rhodovulum sulfidophilum]AB22
SIQKTPPAPVPAAPPALKPFRLGAKAPAAAPPTPSAPPAIRMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFIL
RSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHWLHQAPLSGAVMQVAPG
>MBL3598224.1 GIY-YIG nuclease family protein, partial [Rhodovulum sulfidophilum]AB22
NMQSGRFQCTACGEGWATAPSNLYAIRMELPTGLKVVKLRFSRDPQSRLRHQLLLQPGIQAELLQTVRQPTGHTALCWEK
ALHRALKKSHPDAIIPHAHFQDWLSVKTEIYGIEVQPLILKRLDEIRKK
>MBL3598225.1 hypothetical protein JMM63_22245, partial [Rhodovulum sulfidophilum]AB22
RKREEEEKNRKEREGVDRQEVRERRRERKRKKREREKEEKEGEEKKEERKKRREKRKEGGGERRRRKKRGKKGREGRRGR
GREKRKEIVKKKDKKKKERRGEEKGKGKKREGKKEKGEREGGEKRGEEEERRE
>MBL3598226.1 hypothetical protein JMM63_22250, partial [Rhodovulum sulfidophilum]AB22
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>MBL3598227.1 DUF2190 family protein, partial [Rhodovulum sulfidophilum]AB22
MPMQNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKSGAEAWAEGDPVYWDGAVCTAE
ASG
>MBL3598228.1 ATP-dependent RNA helicase, partial [Rhodovulum sulfidophilum]AB22
RSQIGRIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSERSRPD
ARPDRAPRPPRPAPAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRPKPE
>MBL3598229.1 hypothetical protein JMM63_22265, partial [Rhodovulum sulfidophilum]AB22
RTFTSLWATQRATTNPDLYADIWGTGGLLHHWLEGTDDQPGLRDSILAQGEDRLDAVVSHFAERLDNKRMAAPSNQGKRC
LITDMPVRKDATFKDSDKLYEVKKSAFSGRDGRLENIDSATGETHIAP
>MBL3598230.1 hypothetical protein JMM63_22270, partial [Rhodovulum sulfidophilum]AB22
RSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLIRSALLGGSWAPDIERALRWGLDPIEAELGEDLRYRAGVMAAVNLC
WRLRLANDPRRAEWLLLGDPEAGQPPAER
>MBL3583758.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MGDTPQPIYFRPRDAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEVEVWLEANGEKV
>MBL3583759.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYESFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDEMNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPTYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MBL3583760.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLTLHLRQEIVMRVLAVLAALAAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDTLLESAGSLP
LGTPAHMVDENPCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTIGADLAIFQI
GEMFGRSAEAAALLDEREARIASVEALLPLARSMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETVGAPTSVPDA
GGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRRATASVPALSGIPAVADDAILPLPAYSDMDVVGYPYMLEAWTRAFS
EIAMATVSVPAASR
>MBL3583761.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB23
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVSRDQLAQCLAMLEGLAGVLTA
>MBL3583762.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB23
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTIKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MBL3583763.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB23
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPGKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVDVTAKAVKAVLG
>MBL3583764.1 hypothetical protein JMM61_00045 [Rhodovulum sulfidophilum]AB23
MLVDGFGDRHAITARIYSRRIRLRGMDSRFRKGKKVRGLRWCPEARQFEFADDDRPAT
>MBL3583765.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB23
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MBL3583766.1 hypothetical protein JMM61_00055 [Rhodovulum sulfidophilum]AB23
MAGLLLVLAGCNAAMAPGGEASQRPDETAPGAPLSVLEALPPEAGDPASATDGTAGDTAPAGLDEASAPVFGFERDLGVT
TASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYASE
>MBL3583767.1 hypothetical protein JMM61_00060 [Rhodovulum sulfidophilum]AB23
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MBL3583768.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFSGLEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPDAWAAWRARSGH
>MBL3583769.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LMAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MBL3583770.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MBL3583771.1 hypothetical protein JMM61_00080 [Rhodovulum sulfidophilum]AB23
MADDASTARAPLRRPAPDHCRPEGAAAAAARGGGGGKYPVFPAGRPVAATYIGTCQ
>MBL3583772.1 hypothetical protein JMM61_00085 [Rhodovulum sulfidophilum]AB23
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVSVHGSCAESE
>MBL3583773.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MBL3583774.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAEPVSEAGA
>MBL3583775.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMAVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDTFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MBL3583776.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MISFAGGIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGRRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MBL3583777.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB23
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MBL3583778.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB23
MVESETHPRAAVIALSGYRTGSALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGAGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPTLTVIQGGVVEPAC
>MBL3583779.1 YicC family protein [Rhodovulum sulfidophilum]AB23
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQL
DPMALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLSDSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRVAQELALIAVKTDVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSVGLTRVGLDLKAAIDQMREQVQNVE
>MBL3583780.1 guanylate kinase [Rhodovulum sulfidophilum]AB23
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MBL3583781.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB23
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLSAG
>MBL3583782.1 hypothetical protein JMM61_00135 [Rhodovulum sulfidophilum]AB23
MPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPILPNSEIVRREIAALCPGM
TVQMIPRTRH
>MBL3583783.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB23
MNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGRDATYDVTASPLEGVAAGGVVLSFTDISD
LEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARERFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPG
ARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLEMTRSERELAFR
GPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSAPGKGSTFSVTLPTV
>MBL3583784.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MBL3583785.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB23
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MBL3583786.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB23
MTDIPVSDARPERAAPARSGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIESHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MBL3583787.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MBL3583788.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB23
MKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSAG
DLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDLE
VDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MBL3583789.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB23
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MBL3583790.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB23
MTRTGTGTGLTLAAALLACGAASADPEEGAYSSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTRAGRSVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAAFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANTAARGVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
NYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASARIEGTDTDR
>MBL3583791.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MBL3583792.1 hypothetical protein JMM61_00185 [Rhodovulum sulfidophilum]AB23
MFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPADLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSAMTDL
FEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGFRMRILLVLALIGPWLVGIATLHAVPETVSARLLI
APLLGLFGLAQMALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILSAPRAGVNGADPEADERA
MRLALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAVGISMSAFDEPNLEAALQRAE
SALYVAERRGGGTLVRVSDLAETGQGAEARDTTPRDMGGAARPP
>MBL3583793.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB23
MASADQRPRTTLAIRVLGLTILIAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWVLIVGHPRIELALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLSDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLAIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIANRNIRESDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGCAIRRADTALYAAKIGGRNRVMSAAALCEAEAAVGPFARRTPPRLVS
>MBL3583794.1 elongation factor Ts [Rhodovulum sulfidophilum]AB23
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MBL3583795.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB23
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MBL3583796.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB23
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAPR
PIQQAARRARDREKIGA
>MBL3583797.1 amino acid transporter [Rhodovulum sulfidophilum]AB23
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARLAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MBL3583798.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB23
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MBL3583799.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB23
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MBL3583800.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPTHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGQHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MBL3583801.1 entericidin EcnA/B family protein [Rhodovulum sulfidophilum]AB23
MTRLLFILLALTLASCSTVEGVGKDISAGARTVRNAL
>MBL3583802.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MBL3583803.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB23
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQGMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARQMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MBL3583804.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB23
MVRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYSEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGAAPKAGLQ
>MBL3583805.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB23
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPENLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPKR
>MBL3583806.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB23
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPAPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MBL3583807.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB23
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTMLVGVNARRYLAVASEAGLWI
AALGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MBL3583808.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB23
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPYTDASLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MBL3583809.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB23
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MBL3583810.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB23
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MBL3583811.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB23
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLKLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRTVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MBL3583812.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB23
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MBL3583813.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB23
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPDRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MBL3583814.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB23
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MBL3583815.1 shikimate kinase [Rhodovulum sulfidophilum]AB23
MLLCLFLVCSRVSRFGPIITGISPEFTPFRGRNRQQWREVAQVGTKLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSD
AEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANREAISDLGVSVWLDAGLDLLWQRVRH
KDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTRPDVLEAA
>MBL3583816.1 hypothetical protein JMM61_00305 [Rhodovulum sulfidophilum]AB23
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVMPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIEEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MBL3583817.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB23
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRARRLPMTLSHDEVERLIAAAGQSPRDATRNACMMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGAREALTAWLAERDAAEAAAEARGVPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MBL3583818.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB23
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWTLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MBL3583819.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB23
MTMREFIGPLGLAMMAAIAAPALAQEAPTQPEGNAAPAQVDSTPAGDLQMGEEEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MBL3583820.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB23
MKRVVITGQGTINALGHSVSETLAAFREGHCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREAEVSAVLSNAFAFGGLNAVLALR
KV
>MBL3583821.1 acyl carrier protein [Rhodovulum sulfidophilum]AB23
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MBL3583822.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB23
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RLAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MBL3583823.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB23
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALITVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MBL3583824.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MBL3583825.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB23
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MBL3583826.1 glycosyl transferase [Rhodovulum sulfidophilum]AB23
MTDGLRPARPAGSPNAYVTLVTNADFALGAKALLRSLKRTDRLASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPIFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKAERLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>MBL3583827.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEG
SDPEGFSRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDGFAP
VALRATGIYGPAGPGRAHKWQSLFDDFRQCRPISPRRGTELHGDDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLVSLGWRPGGIARLHATLPALCCPCPAG
>MBL3583828.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB23
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MBL3583829.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVATVLAQVRAAGRLPLLAIDEAQGLSAAGLQMLGRVACPRQGALKGEGA
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSTVRLQPMTAAETADYIRSRIVAAGGDADALFDPGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRTRLDGAFIREVLAEWQDSGDALCLLECPAASLPRAPQTPPPGARPRPVAQPPPPDAAAVASIPP
PPISAPLSASSSVSVSGAVSAPGPSPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLAG
AGAVPESRRAARLPDRSQAAQTVPGAESAQTNSTETGSAAERLARTRTRIEAAETRLADTLSELDRLAARLRDATKETGA
AEARRDAARDAAKRAAADFAQLQDRIAEAELRLDALDRRLDEGGADRLTGLQATAAAPTTKPGPKPRPDPAPAPVPATSP
LELGTAPPDPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRVAAAEVAAAQ
VRLEDLPEGPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPAARFATALTAARLALPARPSLLWWRIRAG
RSAPTDWQRIDPR
>MBL3583830.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB23
MSLFSRPFSGLQAGLLVIFTAIAGLAPAVPVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPEIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANDANALYRRRVCAAIGGC
>MBL3583831.1 hypothetical protein JMM61_00380 [Rhodovulum sulfidophilum]AB23
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEVRLAELTARIEAARAELAGLEAEHSALTARIETATGAAETAERAADEARAARDAARTEAADLA
ETVERAKAAAETAQAERREAEAALADMQARLEAETARMADARTAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAARERAATASAAADAAEARAAAQAQEIAEAEARHEALLAEGQETETALAALREELEAA
TGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADTTEAAE
AAPPEPPAPAARAPGARPAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVS
LIRGLGRC
>MBL3583832.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB23
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLAEAPGTAAYL
AGSGRVRPAQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLGLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRILAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRH
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELTSEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>MBL3583833.1 hypothetical protein JMM61_00390 [Rhodovulum sulfidophilum]AB23
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAAEDEAEIAPDDPGLVAGLPEEAAETAPVGDADETAGMPDEIAADADAEDELSDPGLPMPDEAED
ETAAETVVAEEDASDLYSPEDLTFDTPDTEASLAEPMPEAAAEEELPNAPELETGDETASGLADLPEGAGSGPDIGLGED
DILPDMPEAEAAAEDDLAATDSSDIAALDETGNESPDDTAEPAEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRVATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSIAPEEDADDTDNSQAAIEAIEERIEAIAER
LGDVQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGQGEERQGNLDAVLNRLNATQ
ESIAAMVSQLLEGSSAAERRFGA
>MBL3583834.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB23
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTCIDELKGVRNTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHAREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLTGRAVAGAS
>MBL3583835.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB23
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAAAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALAADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MBL3583836.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB23
MTKVSMKVNGKPVSGEIEGRTLLVSLLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MBL3583837.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB23
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEESAE
APKGKGWLGRMMTRKAEAE
>MBL3583838.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MBL3583839.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MDRNATPARTLSHQPPLVREAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQEAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKCRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPAASGPDPEQAPPC
PTA
>MBL3583840.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB23
MSDSLIDPADPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPKPAPKALPAPPSPGLVALLIEADPEIRRALPMLVGKWGVYVI
DVADVDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRECT
>MBL3583841.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB23
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGG
>MBL3583842.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MTLQTISDLLQGQDGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARALVLPEGYDGPAAVAAERLGLIVLRLSVDPSEPAGRFSLKAGVAGGDCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIETVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPDVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGLRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADERAIREFAAARMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MBL3583843.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB23
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MBL3583844.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB23
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MBL3583845.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB23
MTQHLTRRASLALMSAAALIAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTEMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MBL3583846.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MBL3583847.1 sugar transferase [Rhodovulum sulfidophilum]AB23
MSIAVLQAPAAEAGAMPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRHIRCLVFH
VERRGAMLAGPVALWVQRAGLSGLPLLWSVLRGEMSLVGPRPATRADLARYGLAQSGYLAMRPGLTGLADARDGGRFCDR
VHDDLRYGRIASPRVDLGLIGAALMRRWRPGRPQPGLALLFGTVPLIVSSHSGSCRVGRHPSAGPCAAAGGRAANRPGAG
RAGN
>MBL3583848.1 hypothetical protein JMM61_00465 [Rhodovulum sulfidophilum]AB23
MKPSMACATCLPHIHDSQMQSQGPRTGRFAFGRGAIVRAIPFFGLRVGRREVSRERWTRAKGWMTVFPDQELSRTDTRDG
VLFPFHAEEDKPVAVAAPHSVLYVLIASFCKI
>MBL3583849.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB23
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MBL3583850.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB23
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MBL3583851.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQDAATCPHSAWIGELPGGLRRRFEPGMAIARPGDVDGYGEGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERSLQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MBL3583852.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB23
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAAGPFGMPSAAGDLILGAITMLFLFMAFAYGLKLWRRPKVVTEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALGAVLLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGSVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGLSPLWGALSFPMAAFASLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MBL3583853.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB23
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSPAD
FKGMTVRATGGIGEAMEIVGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MBL3583854.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLTAPVAVPLVVSAADQAATEATHVSGADD
>MBL3583855.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MDPIEIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLVWIFWSKKGYEPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MBL3583856.1 hypothetical protein JMM61_00505 [Rhodovulum sulfidophilum]AB23
MPMIRPFGPLALCAVLTACAHGADETAMIPAAIAPLSPGNPHRGAISDIETAGGKETDPALASQIADADFKAALRSALLL
SGALSASGRYVLSAEIEEITQPLFGVDMQVGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGSERLRYANEGAAREN
IAAFLEARAGGVAGVS
>MBL3583857.1 hypothetical protein JMM61_00510 [Rhodovulum sulfidophilum]AB23
MPRSMARRSLLAALPLLFLGGCVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSDLASS
LTRAGIMTPGGTNRLNADVESVTQPDETWAKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAGRGIDRLRIASENA
AKDNIALLLHALGASAESAPTGGPF
>MBL3583858.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB23
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLMIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTTGGGTIRARVPTEPGDKGRKVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MBL3583859.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSKDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPGGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKETGWRV
>MBL3583860.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB23
MAGHGGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPGAAVERQGRVILSG
NVFNSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVAPDGSFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MBL3583861.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPVDVIQIPFWNNFFLMTILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MBL3583862.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHQIPFNDPAVVGAIEDYGWFARNDAYVEGGAQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGK
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MBL3583863.1 beta-glucosidase [Rhodovulum sulfidophilum]AB23
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVADAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAETPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDTIVMGEDGPEIHDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MBL3583864.1 glucokinase [Rhodovulum sulfidophilum]AB23
MTSLVADIGGTNTRVALAEGPCLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALMPVMDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLARFLAGADGFAAVEEALSGRGLGRLYDWATAGAGTPRKLDGHGVLAALDTDPEALRAAETFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MBL3583865.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB23
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPSRLVSGLITERGVAEASAEGLARLFPERAALKVG
>MBL3583866.1 peptidase [Rhodovulum sulfidophilum]AB23
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMNLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>MBL3583867.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB23
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MBL3583868.1 bacterioferritin [Rhodovulum sulfidophilum]AB23
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MBL3583869.1 c-type cytochrome [Rhodovulum sulfidophilum]AB23
MGSAAVAGPLTQAVTGPALPSLPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGEGLDFR
GGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLSAHPDPVYG
RQIQPLGLPGQTAEGRPRVAYDEIAVTLSEGESATLRRPRYELAEPGFGALDEATVISPRIAPGLAGLGLLEAIPEQAIL
ALADPDDADGDGISGRASLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPSGHGDCTPVQTGCRAAPDG
GDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIWPHTDL
LLHDMGEGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASDRAALI
RFLESL
>MBL3583870.1 imelysin family protein [Rhodovulum sulfidophilum]AB23
MIRRTVLAFALALGAAPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCNPGSEPLRAAWNEAFDAWLE
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALASAILADWQNGYADLMRNPGPGTPYKNDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
RASLGPALGVAAGFNSRDGD
>MBL3583871.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB23
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGTAPVWLDAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTAQQARAFDNHLVTVGAA
>MBL3583872.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MKLRRMMAGELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTGALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGALIAMEAGATGFEKRA
FLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>MBL3583873.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSGCPGRARTGEDEENAVTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQL
AHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQF
HIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPV
PVPLTLREALTGE
>MBL3583874.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAERGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MBL3583875.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB23
MTKATRTGLSRRRLLTGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITTVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKQATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MBL3583876.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLGIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSLGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MBL3583877.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>MBL3583878.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB23
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MBL3583879.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]AB23
MGLAAATEAEAASSLAALEAARAARHLPDWLVLDEGRAPALAVPAAWRIELETGGVIEGRAEDPLPALPLGIHRLGVGAE
ETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLRQALEGFAGLGAGFVGVNPIHAGFPADPHAISPYSPSHR
RRFNVAHLAVPGEAASPGAELVDYPPAIAARLAALKAAFAGLDAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPD
WPAEYRTCAAPAVADFAAANGGAVAFHAWLQFLAETQLAAIREAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGV
SLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALL
AVARIEAAREGAVIVGEDLGNVPEGLRDDLAASGLLGCRLAMFDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRR
LGHIPPECAEALAAERAGQAQVLGVRIGGGGVDALHVALAASPARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPA
AADLADCEPVRRTARIMVRAGR
>MBL3583880.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB23
MLPTTIAAGCPNSLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQGDLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPNP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MBL3583881.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB23
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MBL3583882.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB23
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MBL3583883.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB23
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAPDLFAG
PVPGKAGYVLRARDGSGNCWEFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAGEGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWV
EANAADMSVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MBL3583884.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB23
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQV
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDEAIATARGCLSYTNHTLMPEALERWSEELMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYARAKRENKEDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWEAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MBL3583885.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTQFPKRILVTGGAGFIGSHLCRALLAMGLAVTCLDNFSTGREANIAPLRGRPGFRLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAESLSPAPD
AHPFPPAIPAAPLDIGLALG
>MBL3583886.1 response regulator [Rhodovulum sulfidophilum]AB23
MPADPPIRRSTLSTARLLRARRLLPRSRIEALAAAAALAVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGHARDEVLGRPLEQTLALSAALRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGIEAARRIRAAEGPPPRIVAMTAHALPDDLARFHAAGMEDVALKPVSRGRLSELL
GEVPGAATQYKTAPAAMVPEPERDAPTDKPHRAAS
>MBL3583887.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB23
MCGGESRENAAGPGRGPADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASCEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAVTGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEATAEKQLDLFDEGSRNSG
>MBL3583888.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB23
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTDAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLQKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEERPRFNASGNRSNRNAA
>MBL3583889.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LSNRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MBL3583890.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MBL3583891.1 hypothetical protein JMM61_00685 [Rhodovulum sulfidophilum]AB23
MTMRNEVSEAPRVIPRIAPYHCGPYRLGAILQDPGTIHGSGSNAQKTGEIGVLNGDPTATLCRQALEANGIPLSAYLPMN
AIPWYDAPTSRPARLLRDGAAHSRRLILEAGVDLVLLLGRQAWASARYLDLPERIEIRRLPHPGRLGLINYRENGKIVGA
HEAQKRLLAGFALR
>MBL3583892.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB23
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRSHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MBL3583893.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB23
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAAYADRASDEDRD
>MBL3583894.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB23
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MBL3583895.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB23
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MBL3583896.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB23
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MBL3583897.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB23
MRHRLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQLFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPGGEIEI
>MBL3583898.1 endonuclease [Rhodovulum sulfidophilum]AB23
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MBL3583899.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB23
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MBL3583900.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB23
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MBL3583901.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB23
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MBL3583902.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MBL3583903.1 restriction endonuclease [Rhodovulum sulfidophilum]AB23
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSVLFELTPEDRAEVLPSGRQGKMANRVHWARGYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPAAPIASDATPEEILASAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>MBL3583904.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB23
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>MBL3583905.1 hypothetical protein JMM61_00755 [Rhodovulum sulfidophilum]AB23
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MBL3583906.1 hypothetical protein JMM61_00760 [Rhodovulum sulfidophilum]AB23
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MBL3583907.1 acetolactate synthase [Rhodovulum sulfidophilum]AB23
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAETGPEPAQVIITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MBL3583908.1 hypothetical protein JMM61_00770 [Rhodovulum sulfidophilum]AB23
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MBL3583909.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB23
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MBL3583910.1 DMT family protein [Rhodovulum sulfidophilum]AB23
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLIAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MBL3583911.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB23
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFASGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVASVLYVRWVDR
RAGPILAMPPKDGA
>MBL3583912.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB23
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIIYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MBL3583913.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILEQAS
A
>MBL3583914.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB23
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADCGTLTEAPAEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADTVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MBL3583915.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRVRIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MBL3583916.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB23
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRSMRRIEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>MBL3583917.1 hypothetical protein JMM61_00815 [Rhodovulum sulfidophilum]AB23
MARDREVKTRAIPPRVLPGQAIGMARPIPRHPLPGQASPRRTAGLVAPLPGAGDFSRVPGLGG
>MBL3583918.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPGSAGDADTVMMAAIEAGA
QDVESSEDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MBL3583919.1 SLC13 family permease [Rhodovulum sulfidophilum]AB23
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQA
>MBL3583920.1 hypothetical protein JMM61_00830 [Rhodovulum sulfidophilum]AB23
MIWQPQASGAFAMAATLALVAGAGARFVPGSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALA
GLGALHLRQSLPALPGRAPDLRILFFNVCIQNDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGA
CQIVLAARSRPKRFWRMSLNPAWPDRYAVAEIETAGGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDF
NAAPWSRTLSQIHRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MBL3583921.1 tyrosine-protein phosphatase [Rhodovulum sulfidophilum]AB23
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGSNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGAPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MBL3583922.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLMAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLSAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDQ
LLARDGLYAGLYRLQFTAES
>MBL3583923.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB23
MTGEEAADRTVLAITGADREKFLQGLVTNDIKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEESYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MBL3583924.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB23
MAERAALEALAGAAIVRSQPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHGTTGAAYGWDEDHGFGPAAIPNAACTDWPDFWAARRLLAWPEALPAEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPDWPARRAVYQLW
PALVHLRLFGGGYRGLVERCLATLGA
>MBL3583925.1 elongation factor P [Rhodovulum sulfidophilum]AB23
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIIINTETLDYSARA
>MBL3583926.1 elongation factor P [Rhodovulum sulfidophilum]AB23
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MBL3583927.1 hypothetical protein JMM61_00865 [Rhodovulum sulfidophilum]AB23
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRPAPARAMPVLLRGPLPQEPGAPALPVARELA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPATPLGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MBL3583928.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB23
MSGFLRYFAGTALSATLSLGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MBL3583929.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB23
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFAKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MBL3583930.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB23
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGTSNGPGRVQQPTIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASRNRFATLGLAPERRGPVIDLKAFAPAARPDADDLHALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIEQAGLGHATRSNGGLPGPERPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAESVAGADGLSAALAALDGAEQTRRAACAREVLAGLRA
EAPGPDMLIDALEGLMGAPAPTPPAEKEPGNG
>MBL3583931.1 threonine dehydratase [Rhodovulum sulfidophilum]AB23
MAETQFSLDKLEEAARLVHDRIPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPGP
>MBL3583932.1 hypothetical protein JMM61_00890 [Rhodovulum sulfidophilum]AB23
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MBL3583933.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB23
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVVLDRRRFVPHVTLARLGRDRSARRRVELAVARAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MBL3583934.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB23
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAI
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDTEHDFSPSWNFNKVLLDGSGKPVATFGSFTKP
QSAKLTAKIETLLPQ
>MBL3583935.1 DUF1178 family protein [Rhodovulum sulfidophilum]AB23
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGSRDVSKALMAPSVATDRPEGSGARTPDEGSENGTAPAGRPL
STPADPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MBL3583936.1 aspartate kinase [Rhodovulum sulfidophilum]AB23
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MBL3583937.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB23
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MBL3583938.1 CVNH domain-containing protein [Rhodovulum sulfidophilum]AB23
MKGFLVSSALVISATAAFAADPSSFQNTCSNIAFHYTDDGGAEIAATCLSSDGMPNDTSIAMPGIGNDNGSLVMEGGSAS
FQKSCGSIMLHPSIDGVELTASCRKTDGSFEDASISIDGISNENGTLSD
>MBL3583939.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MRQAVAVFGTIEHDIPFCHFPRHYLVLGAGPAGRESGVIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVA
ELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAVHPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGF
SRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRARPD
>MBL3583940.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB23
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILQLPGAANLVVFGAVTGIH
LREDCLVEGRFDVTRFRPLARLGYRDYAVVGGIFELQRP
>MBL3583941.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB23
MERMIAVIGGSGVYDIDGLEDARWQAVKTPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MBL3583942.1 hypothetical protein JMM61_00940 [Rhodovulum sulfidophilum]AB23
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>MBL3583943.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MBL3583944.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMDTGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPRPAATGAALLAVRDPSAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPELRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MBL3583945.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPTPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLTGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>MBL3583946.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MBL3583947.1 insulinase family protein [Rhodovulum sulfidophilum]AB23
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MBL3583948.1 threonine synthase [Rhodovulum sulfidophilum]AB23
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYMPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAADQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MBL3583949.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB23
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MBL3583950.1 DNA-protecting protein DprA [Rhodovulum sulfidophilum]AB23
MRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARKLGAVALLHGDPSYPPALHDLADA
PPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQAGGIDVP
YPVENTGLAQEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVLAVPGHPF
DARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAAAPAKPPPRMTEVPETPAEARRAAPPDTAALHARILDRLGPSPL
AEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MBL3583951.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB23
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGAARDGQPIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGTGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGTIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MBL3583952.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB23
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTGSRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWPPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MBL3583953.1 hypothetical protein JMM61_00995 [Rhodovulum sulfidophilum]AB23
MKGGLSHQTWEELEAIRFLISNELAALRTAVDEMFAADLDRDLASVIRHGDLTEGE
>MBL3583954.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB23
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MBL3583955.1 CoA transferase subunit B [Rhodovulum sulfidophilum]AB23
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MBL3583956.1 hypothetical protein JMM61_01010 [Rhodovulum sulfidophilum]AB23
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLARVWFSPASSTTMSSSGYADARVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTITNPRVAAIAAYNAANGD
>MBL3583957.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB23
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAATVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLAVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MBL3583958.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMAIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLTAGGRIYLAKDALARPDSM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MBL3583959.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MVETWIILGASSSMARALTRRLAARGDGLILAGRELADLERDAADARVRGAAVAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKQRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MBL3583960.1 hypothetical protein JMM61_01030 [Rhodovulum sulfidophilum]AB23
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>MBL3583961.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB23
MRLIFGLVLLVGLGLAGFAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKQFTKLIEPGIRLIAVDQIAHDDTTRPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVLAEAVEVDHKTLL
GIEEAPAAPPEEKRICTIRTRRGSEVMENAIPCTN
>MBL3583962.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB23
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSAGTNTIAEGNNLGNIFDGDPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MBL3583963.1 OmpA family protein [Rhodovulum sulfidophilum]AB23
MRARLVLLTLGTALALTGCSPQQREEFDRPAGETLDDGSFGKATTSNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
ALDRTAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKGYLDSAQPRPALIPEPLQAEE
>MBL3583964.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEEMEAELGGGWGDIAFAEAQDFLKQPEARHLEFIAVAVGDADAANIAVIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDVGTAAAAAAQ
>MBL3583965.1 CpaF family protein [Rhodovulum sulfidophilum]AB23
MFSRYRKSEPGKVPPAPPQPQAKTPPEAPAEASAPALPALPLQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVRFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MBL3583966.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB23
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVAKEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGIQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDEVKETALFLPAAIAVAVFLVVNVIFMRVMINI
KV
>MBL3583967.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB23
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRHASGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLFHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>MBL3583968.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MRSTTRSRTQTSDPLRRGAVLAAVFCTACSASGTLSPAYRGLPAPNGAAHPATAVDGLVVGHRLMAAGEYDLALRAYYRA
AAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEHGEARRVFETAFALDSGRSEDIR
RNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>MBL3583969.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MRHPVLAPICVALAVTVSACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGDWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MBL3583970.1 prepilin peptidase [Rhodovulum sulfidophilum]AB23
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGLAALPLSPWAWRWLHLAVMLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFIAHRLARRIPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>MBL3583971.1 ATPase [Rhodovulum sulfidophilum]AB23
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEENRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLRDKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMTPELIDRAWANMFVRDDPILH
>MBL3583972.1 dipeptidase [Rhodovulum sulfidophilum]AB23
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMAQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGNTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRRAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MBL3583973.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNRLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDIARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDPEHAKTLLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MBL3583974.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
LVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAINHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MBL3583975.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MBL3583976.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRTEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MBL3583977.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGYGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKNVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>MBL3583978.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MRLALAIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRRVVL
DSVDDGYEPARSAAAVERIISEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIRETHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPIVAEYQAALKEVDAEARPDFVSLEGY
LAGRVALRALQKAGPFANRSRMREALDQLGTFELGGLNFSYGPGDNQGLDEVFLTRIGADGAFEPLPKAAVDPKL
>MBL3583979.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB23
MRAALDRRFARQNRMQEQLTDFSATVEEIREALAGMTEDAVGDMNTAGERTIESVSDTLETLVHTDFDSTALILQARAEI
NLLSGVALAIAGQKDPAMIAILRDLAAASLRKLDTVLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMK
LRDDSNIALSSATDDLTFKLMIGAEETAAFNRDTIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDIADADAAQT
QIVDARDRLTELTGHVHLTDTLRGMIDQLAAYADPNTGIVATRRAAILARDEAEAGSRSAYERLRAIAGAASAQDNAAMA
DANAAGAALLADADAARDRLHLVTLSSGAIFILAPVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAA
LVVFRDRLVERDRMQRLEREAEQDRQARAAQQNAVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNEL
IGSVVENATEIHSRAEEIAGAAGDLSHRTENQAATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKD
AIGAMDEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSD
HVASGVALVNRGAAALSDIVERVSHIAELIGGIATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEAS
SLQRLVSRFRLRGMPGAARAARRAEPAPSPDDARMPTEPRKPAVNDGGWQDF
>MBL3583980.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB23
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGAMPNAAPAYPQPAAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAILNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MBL3583981.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB23
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>MBL3583982.1 hypothetical protein JMM61_01140 [Rhodovulum sulfidophilum]AB23
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPTP
APEPTTPPDRAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRGAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>MBL3583983.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB23
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASIAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPEGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSAPEAMARRADVPADTDSSGPPAGGATTGATVAPGPVPPEPAARAWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLDFLESA
ALTPATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSDE
>MBL3583984.1 hypothetical protein JMM61_01150 [Rhodovulum sulfidophilum]AB23
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
TLPASAPVAAESAPATGTAPADPIAAASARPGISLWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPQPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCPT
GARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSDVLQEGSLSRQ
GESWTTTINYPGLP
>MBL3583985.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB23
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPEPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEAAVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MBL3583986.1 hypothetical protein JMM61_01160 [Rhodovulum sulfidophilum]AB23
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDSEAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPATDLALAEPPSAETGANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>MBL3583987.1 hypothetical protein JMM61_01165 [Rhodovulum sulfidophilum]AB23
MALKIRPDPRRPSGGYAELSAEARALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAETTADTTGLLTGKLPDPGSEAPPPAAQTEDPAPEEQR
RSRLPLIAGLAALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARVTPQQ
ALAALEAGADAGDADALLLFGEIYDDAANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAKRLERLCPDLRAASDT
LSRSAAEEYCRP
>MBL3583988.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB23
MSPFRLRPALSAFAIVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHDAPDGPETSRYPAFQPLYVFARQEGWIEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDQFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MBL3583989.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MGAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ANGQEAA
>MBL3583990.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGTGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPKHGIDSGKPLADRAESFEGMRIYASALDRLAPLQDRL
EARFGIRTKARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MBL3583991.1 SUMF1/EgtB/PvdO family nonheme iron enzyme [Rhodovulum sulfidophilum]AB23
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEAREAL
PSETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQA
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPGLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MBL3583992.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB23
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MBL3583993.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB23
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHKAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSVLGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MBL3583994.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB23
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MBL3583995.1 VOC family protein [Rhodovulum sulfidophilum]AB23
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIHPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MBL3583996.1 quinolinate phosphoribosyl transferase [Rhodovulum sulfidophilum]AB23
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGARAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAADPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGVEAA
LVLSDCRALGGAAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPDWPGEALAA
GPITEGAAPAYAQSGVHALVSSAPYHALPAEIDVAFEPG
>MBL3583997.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MRNTGIVSENGYRLRRLIRAGLAGLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IRNLTGLRIEPRRYDDMQSLIAAQITGESQLMFATARLPALEANHVFTEPIARAHVHLFVLTENANRPDYVTPAGKRIGT
IRQYAGSDTSGLLENNRTVLFDEPATMLLKLLSGEIDAALMAEDWVMGMVRSVRLDHRIAAVGPPILEFNRVIAIHNSRA
ELLEPLNRAIATLRASGTLEDLRRRWLLEAAPPQPDILTVGVVNLPPFSEARDDGTITGFSVEVMRDLGEILGIELRFQT
VSPEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDKFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTADGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPRLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MBL3583998.1 response regulator [Rhodovulum sulfidophilum]AB23
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERIYEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MBL3583999.1 response regulator [Rhodovulum sulfidophilum]AB23
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MBL3584000.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB23
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MBL3584001.1 response regulator [Rhodovulum sulfidophilum]AB23
MNQRPNLSTARTPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MBL3584002.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB23
MPIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRENNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGREVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGVGGGDMADTTEIGWRRAVNVTSLPSGSPSRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLKAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRVGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MBL3584003.1 response regulator [Rhodovulum sulfidophilum]AB23
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQADAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MBL3584004.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB23
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKNLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDTASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAADFA
AAWAKVMNADRFDLV
>MBL3584005.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB23
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MBL3584006.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSLDTRCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARNGDEAADILAANGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MBL3584007.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB23
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHGAAERIAAETL
DRRALLKRARLPRLGKSLDTPRG
>MBL3584008.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB23
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDA
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RARGLEGLAEETLVLAGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFSHVGGFALAALA
AGAQSALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MBL3584009.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB23
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKRLLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDTARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDSLTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWTEGAG
KSLNDKILRTAADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MBL3584010.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB23
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGASFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAACDWDAITALAREAAGLPR
>MBL3584011.1 adenine deaminase [Rhodovulum sulfidophilum]AB23
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRDTIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRDGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPALAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAASAAAFAAREVVAPVGRGSVQAPKVTEASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGMSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MBL3584012.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLATISRRDVLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWDGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPAPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPVGTGPFRWGTHRPGEYYLLSRNDSYWGKGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEVNHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAVAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MBL3584013.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MPRMIRIVLARIAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGAVIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>MBL3584014.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MAGSIPGSAQAGEATVAKALLGRPEALFGAAILLALILVAVFAPLIAPGDPLAIAGAPLIPPFTDPALPLGTDRLGRDLL
AELIHGARTSVSVGLSAALVAVLLGMSIGTAAGFAGGLTEAVLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALG
AWTGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWG
AMIAEGRNQLRSAAYLSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MBL3584015.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTPLLTLTALGIRYPGARAPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGHHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAAGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MBL3584016.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSPLLDAHDLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGNIRFDGQDWGALRGRALR
RARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIVPRPDWPEHVARLLTEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
EILRRLIAAVPEIPAEKALP
>MBL3584017.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB23
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAKVTEIAGRAPGRPVAAAAVAEALATDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGLEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLVRLGAALAAAGWPAPTGQALAAAETAFREAAKA
>MBL3584018.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB23
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGIDADRIADRFETYLEEAITLKPGARAMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPDDAWMLGDDPVWDVTAPAALGLTAIFYDETGLAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>MBL3584019.1 hypothetical protein JMM61_01330 [Rhodovulum sulfidophilum]AB23
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWELPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQSSVKA
>MBL3584020.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB23
MPDRVEIFEVGPRDGLQNEPRAIPLAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARTDGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAAGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MBL3584021.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB23
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRAMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFVGPASATVEIGETVLEARLAPEGWRIDGVLPGAVLRAGGAIHVFAGAAGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAAGQPLAVLEAMKMEHMLVAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>MBL3584022.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB23
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGSVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEDETAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MBL3584023.1 OmpW family protein [Rhodovulum sulfidophilum]AB23
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHLGVDYAVTD
HSAIRTDVRWIDLDTKVKSDSLGDLGTAHIDPLVFGVSYIWKF
>MBL3584024.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRLPLILAAALAVATPALAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MBL3584025.1 isovaleryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB23
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEEQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>MBL3584026.1 CreA family protein [Rhodovulum sulfidophilum]AB23
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MBL3584027.1 hypothetical protein JMM61_01370 [Rhodovulum sulfidophilum]AB23
MTSKHPQKGKAWPSAYRRASDAALSFTWRVAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDALPLSADGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPSGIHVF
AGAPDLAPPARPDADAAPEGDTLAQLRPPRRPLAAADPKRPRPRPAAIGNSAAATDPVAAATADLVAAASDRPRSCPASA
AMVSSAPDLAGLRPVSRPLVLSEAEPDALRPSARPPARAGAASAASLVPSESAGHSMATVPVASPAPEAAETASGLRASL
RPQTRPAALARLARGALVPDGRQAVASRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGSTIGARMSGLHGGDRDAL
IVQQALAGNIPDFLRELTPVRVSGRLPGGHRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDA
IYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQP
LSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MBL3584028.1 proteasome-type protease [Rhodovulum sulfidophilum]AB23
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDPYFERISTVWGEALKSALDSLPD
FEF
>MBL3584029.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB23
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRSDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MBL3584030.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB23
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYRRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MBL3584031.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB23
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MBL3584032.1 purine permease [Rhodovulum sulfidophilum]AB23
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGGQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MBL3584033.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB23
MLEALPITPEAFASFGEVVETGGDFKLINEGCCRRYSDLATLDILDGRPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEEGQPGAPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MBL3584034.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB23
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMSDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIERPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MBL3584035.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB23
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLWERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MBL3584036.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB23
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFETGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MBL3584037.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CPRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MBL3584038.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB23
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAVTAALFAAIVALSLWPARDMAAPEDEAALPAPLA
RVVASAGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRALRSGAS
>MBL3584039.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MVKRTQRPYVSRRRVKGRTYYYFRRNDTFVRLPDNPDSPEFDHAYWACRSGRNVAVKTSFDALITSYLASPAFLAKAPTT
RSEYRRTLDQIRAKNGPKDFTRLRRRDVIAARDTHAEHWRKANAMVEMLSILARHARDLEWIDFNPAENVEKLKGGSYEP
WPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWSHYDGDAIAVVQGKTGQRLWVACPADLREYLDALPRTGRFI
LAKNMTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLAEAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQ
AQDRRGRK
>MBL3584040.1 hypothetical protein JMM61_01440 [Rhodovulum sulfidophilum]AB23
MNQVAKPCPGQIEHLRGRILAHPRLPAERHALAPAAPPRRPVAPGDPVAMRAAWGSWALAGPETVLSVSQARVRTRSLQL
MEAL
>MBL3584041.1 hypothetical protein JMM61_01445 [Rhodovulum sulfidophilum]AB23
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVEWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGRHLTRPGRSPPCRN
>MBL3584042.1 hypothetical protein JMM61_01450 [Rhodovulum sulfidophilum]AB23
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRTLEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3584043.1 hypothetical protein JMM61_01455 [Rhodovulum sulfidophilum]AB23
MHLVPQWRALIRRAWSIRLILIAGLLSGVEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3584044.1 lysozyme [Rhodovulum sulfidophilum]AB23
MRKILKRGAAATALALNFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECGAMFADRLAEVEAGLDRLIADP
VEDRIPDRSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGAPREAALMLDASSGA
>MBL3584045.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB23
MPKATRLGDIGSGHGCHFPPTLSTEASPDVYVNGIAVVRQGDAYADHGCSVCPAPAHGRSLSGGSASVFVNGKPAGRIGD
AISCGGAADAGSPNVSFGD
>MBL3584046.1 hypothetical protein JMM61_01470 [Rhodovulum sulfidophilum]AB23
MDAENQERLRAYCAILDVRESSTEPNPALALQILARMYLVPTIEDHGERNRALNEIRGNLRGEFDAWSPFATETARVAAM
MQELPNWFNHLNESTEALVERYKSLSTAIRILQYLGVGATGSAIAAGLAEGSKQNSVRAGVERGARRAAGQGPLLEEVQR
RARIRMTPARAGIVGAAIIIGGTLAYHNALEQQEQIREIIMHRFQEGEVTDAQFRDVFGDRIDPANLKKYWEL
>MBL3584047.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
CLAATADVDFDRLIGTHATVTLTTRDGARPFDGIVTEARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILT
ELLSAYADAGALTVELANDYPELEYTVQYRESDLAFACRMMERHGISYHFRHADGGHEMVLTDQVEAHDSIGARPFRPAE
GHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGER
GQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQK
TARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPL
VTGCVYNGRNPVPYELPEHKTRSTFKTNTHLSQGFNEVRFEDLKDQEEIRTIAQGDMNTLVKHNEAKVVLNDSSTAIYDN
QLHEVFGNSILSIGGNAVTYVGATGAMALAQQDMGARRNILSKMAYASDRQNLKENGSPGDYTLVTDGSHETTIGQSQVN
QVGCNQYNSIGKNHSSSVDGNSATRVGGDNSVHVQKNKTEVIGDKYTIVYGASRIEMHRNGRVVIKGVDIEVSGSSSIKG
TASRIDLN
>MBL3584048.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB23
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MBL3584049.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB23
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MBL3584050.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB23
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MBL3584051.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB23
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MBL3584052.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB23
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MBL3584053.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB23
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MBL3584054.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB23
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MBL3584055.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB23
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MBL3584056.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB23
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MBL3584057.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB23
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MBL3584058.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB23
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MBL3584059.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB23
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MBL3584060.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB23
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MBL3584061.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB23
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MBL3584062.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB23
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALSDLTFSKKRIADDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MBL3584063.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB23
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MBL3584064.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB23
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLALGDKLVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MBL3584065.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB23
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MBL3584066.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB23
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETVDMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MBL3584067.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB23
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MBL3584068.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB23
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MBL3584069.1 elongation factor Tu [Rhodovulum sulfidophilum]AB23
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPIPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3584070.1 elongation factor G [Rhodovulum sulfidophilum]AB23
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMKKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MBL3584071.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB23
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MBL3584072.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB23
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MBL3584073.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB23
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MBL3584074.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB23
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MBL3584075.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB23
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MBL3584076.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB23
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MBL3584077.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB23
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MBL3584078.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB23
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>MBL3584079.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB23
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIGEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MBL3584080.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB23
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>MBL3584081.1 LysE family translocator [Rhodovulum sulfidophilum]AB23
MSFAILSALLGFAFVTTVTPGPNNLMLMASGANFGFRRTLPHMMGIVGGMSVMALLVGAGLMALFDAVPALKVISVGYLL
WLAVKIATAAPLEERDADSRPMTFLQAATFQWVNPKALAMCLSAVTLYAPDRPLLSVAIVAAAFALVCFPAISVWALLGT
VVRQWLSNATRLRGFNITMAAWLVASLYPVLGLGT
>MBL3584082.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MEAIDQKILRELRRDGRISNVALAERISLSPSACLRRVQELERTGVILGYRVVTSPERMGRGFAAHVMVGLSSHTKAAQE
RFERAMAAAPEVVECHNIAGAFEYLLRVESADLSEYKRFHTEVLGTQSHVNAITSCIVMESPKDERAT
>MBL3584083.1 elongation factor Tu [Rhodovulum sulfidophilum]AB23
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3584084.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB23
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MBL3584085.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MBL3584086.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB23
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIEGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MBL3584087.1 FAD-binding protein [Rhodovulum sulfidophilum]AB23
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MBL3584088.1 hypothetical protein JMM61_01690 [Rhodovulum sulfidophilum]AB23
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MBL3584089.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB23
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSRDKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EQTYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MBL3584090.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB23
MHGQPAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMEHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHTL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MBL3584091.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB23
MPPPRRWRPGANISTVSTQAACEDPLSSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLL
MLAASKGTAIEVSTHGPEALKLADALERLVATRFGEDM
>MBL3584092.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB23
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MBL3584093.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB23
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MBL3584094.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MPDASSCILHASTVAHRGRAVLICGASGAGKSALALQLMALGAELVADDRTILTRTGGGLLASAPEAIRGLIEARRVGLL
RAEAVASAPVVLAVDLDTSETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MBL3584095.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB23
MPGAEPVRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLIADMFEAQIRRNDPLDPLASNGLDVDAMLNGLELAQEAEVFVFDTAGNLLGHARGLVRADWPVEEYEG
DSWITVITDALYRAWLGGVSLFAQEEGSDAEGDPQRRLTDQVAITLTDGLQVATGVDSSGHTTFSVTAQILRDRQAVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MBL3584096.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MBL3584097.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB23
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELDQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MBL3584098.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB23
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETIAAEAMTRFGLLDCLVIHRH
GSLTPGATIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>MBL3584099.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB23
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MBL3584100.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB23
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MBL3584101.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB23
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSSRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRIEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MBL3584102.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MVTGAAQRLGRAMALHLAERGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVL
VNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGFAAGVTEPARDAAGEVLATGLVVNVIDQRVLKPTPEFMTYTLA
KMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDG
GQHLGWRTPDVLGVE
>MBL3584103.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB23
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MBL3584104.1 S49 family peptidase [Rhodovulum sulfidophilum]AB23
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>MBL3584105.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB23
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MBL3584106.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB23
MSLRLAPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPSAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MBL3584107.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB23
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MBL3584108.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB23
MSRLFLEDFSDHEAGPQIDPEPPAIDTEEIRLNAYEKGYRAGWDDASAAEAAARARIGAAFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLARKVVEIAREMAEAEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MBL3584109.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB23
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSLVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MBL3584110.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB23
MAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMIISLGP
ESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDLLITEF
VLN
>MBL3584111.1 hypothetical protein JMM61_01805 [Rhodovulum sulfidophilum]AB23
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQPPKPAATVAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MBL3584112.1 hypothetical protein JMM61_01810 [Rhodovulum sulfidophilum]AB23
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGAHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLEIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MBL3584113.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB23
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MBL3584114.1 hypothetical protein JMM61_01820 [Rhodovulum sulfidophilum]AB23
MNARHIFLALALFTCQPVLAQQVEIRSGEHPDYSRLVFETEAPQAWTLGRGPDGYLLRFDNRALRLDLGDVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRNGPAPEDSPFETALQSAVDTPAEEEVPPTPAEPVRPDTPSAVDI
AAQPPSPSPESPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGTAETVSNAQDALPDPDQRAEENGQAETQVTEDHTPSDWRNMRVETSMDRGLDILSEDGTLAADGTRCLSDD
NFDVIAWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPAVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDTRADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDSLALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFVREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAATILQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEANSLRALIAQRQGDLKSAADYLSAVGD
AEAQSAMAWRARDWSGVESLGDPNQRAFVKTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDRPNTQP
>MBL3584115.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB23
MPDFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGGVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPIGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQQEAEKAAQPKAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIGAPVLSFEEIGTNTRPALVGMVAA
>MBL3584116.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB23
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTIFAAPFGAGG
>MBL3584117.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB23
MSDEDPGDKQFEPTPKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAAEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MBL3584118.1 hypothetical protein JMM61_01840 [Rhodovulum sulfidophilum]AB23
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDDDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFGRKHR
>MBL3584119.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB23
MGKLLPVIIALVGLVIGGGAGFLLKPAPSPPDSTDQSASQGQAEDGSHVTADGHVAGAPSAAGNGDDPADISEYVKLSNQ
FVVPVVHAGRVGALVVMSISLETTTGSSEFVFEREPRLRDAFLQVLFDHANSGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MBL3584120.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB23
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MBL3584121.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB23
MRLLVLLVVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEGVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MBL3584122.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB23
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEVQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MBL3584123.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB23
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGAFD
FAIEGEGFFLLDTPEGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MBL3584124.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB23
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MBL3584125.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB23
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MBL3584126.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB23
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MBL3584127.1 FlgB family protein [Rhodovulum sulfidophilum]AB23
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDIADFAKTYRRSDTGTQMRATRPGHMAWRETAYTARNTDK
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MBL3584128.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB23
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVDADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENTIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MBL3584129.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGAAAATAEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFIATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>MBL3584130.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB23
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MBL3584131.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB23
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MBL3584132.1 flagellin [Rhodovulum sulfidophilum]AB23
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MBL3584133.1 hypothetical protein JMM61_01915 [Rhodovulum sulfidophilum]AB23
MTPIDMIADLLEREYQALRHSDFAALRALTDEKERLVARLQMPSEVDREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPVAALDTYTQRGERTRIGATPSALTRRA
>MBL3584134.1 rod-binding protein [Rhodovulum sulfidophilum]AB23
MLPSSPTPIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVAGELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDPD
>MBL3584135.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB23
MQVPFPIDTLGASASSRPDRPASSAGAADTDGSDFRSAFDDTRPSDRNETAREAARRDTPKTSAASDRAEETPSSDPPGT
RKNSEVSAEEVDETAETKAGSDTVKNDPADASDAIAELPAMAGFSTTPQPGTAAATKTQALPTETAAAGAGTTATSADSD
MARTTSVPLTADPRQQSGESQPNSALPASSSMADARPAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSST
AAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSFQEIADAIPETVAPKEGSTGRTASRQGDGMLQGREAAQ
SQAVAVAARTIASDDPATDPKGDQKGHASAHRENTSATPTTPTTPHATAAQPDAAATAHPIAGSAIDIQTAIDGSRGDPT
AATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNI
SADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANRTSPRTAGGGLD
LRL
>MBL3584136.1 hypothetical protein JMM61_01930 [Rhodovulum sulfidophilum]AB23
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASFAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVENYAADGSQMSETLGQVYAPIVEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MBL3584137.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB23
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVSASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWIQPLLWMGAGAALTWIGAGLALLLY
>MBL3584138.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB23
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MBL3584139.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB23
MPELPEVETVRRGLTPAMEGRRIVATRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIATLVPAIRTVLSEAVEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRIVQSGRSTFYCPQCQR
>MBL3584140.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB23
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MBL3584141.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB23
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MBL3584142.1 chromosomal replication initiator protein DnaA [Rhodovulum sulfidophilum]AB23
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPDAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MBL3584143.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB23
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MBL3584144.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB23
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVTAVLSG
PGSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAGTAFPRATLALAGPEGSDPADAGALAGALA
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGASPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGERAQYLEVRETDGTSLIERMDGPCPRSA
>MBL3584145.1 hypothetical protein JMM61_01975 [Rhodovulum sulfidophilum]AB23
MTLAQNFPDQAGIDPVCAATLRTGAEPLKPPQEVFRGAYSGDYANTDGHVRELPHTPFRPLYAEGRLTASCPPAS
>MBL3584146.1 hypothetical protein JMM61_01980 [Rhodovulum sulfidophilum]AB23
MRYAGADLPLFLMHRPVRLAITGRTLSGGSAAGVAMGEAFSPPLTIFALLRPAASAFFLTMGTLLNRQAGHSTAADRRLT
RPGTPAGFFDGMTAHRHPTDFPFHMSLLPASSSSAALGAST
>MBL3584147.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB23
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MBL3584148.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB23
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MBL3584149.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB23
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRHLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MBL3584150.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB23
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAQEIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPVGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MBL3584151.1 LrgB family protein [Rhodovulum sulfidophilum]AB23
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSA
>MBL3584152.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB23
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQSSALD
>MBL3584153.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLDDLRTMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPARTATDRGPD
>MBL3584154.1 hypothetical protein JMM61_02020 [Rhodovulum sulfidophilum]AB23
MAGHATLQNTTRANAPFNGALPAKATLLAPARPGENADRFTIADETVTGVTCATAPEVSTSVARIGATDVAEPQDVTTLA
RINAAAACQAQATGRSGRRPCLGYLSRRSTAMLA
>MBL3584155.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB23
MLERVPRPLPRPDTLEMHQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEDARFQ
ADVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISS
LATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDPTDALAST
AAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFDNFR
VIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAV
GMIPDGYASMAVLRRLR
>MBL3584156.1 ribonuclease R [Rhodovulum sulfidophilum]AB23
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLHRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGNPVRRKVVRAKAKSDKVKRKVKRTRR
>MBL3584157.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB23
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFNARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLTDWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MBL3584158.1 hypothetical protein JMM61_02040 [Rhodovulum sulfidophilum]AB23
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGVDEPEAVREAVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MBL3584159.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB23
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MBL3584160.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB23
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>MBL3584161.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAFLGMGLLNNVIPFSLIVAGQ
HSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGTNALAQLAVLGGALSYACAA
VFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGAGTCAAVLGLAVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MBL3584162.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB23
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MBL3584163.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB23
MRLLFTTAASILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLASGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MBL3584164.1 hypothetical protein JMM61_02070 [Rhodovulum sulfidophilum]AB23
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MBL3584165.1 asparaginase [Rhodovulum sulfidophilum]AB23
MTGAVGMVEVLRGGMVESRHRGHAAICDGTGLVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGAQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAVPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAAFAAARPDAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPKHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>MBL3584166.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLRQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVREAGGLILADEVQ
PGFGRLGTAFWGHEILGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MBL3584167.1 phosphotransferase [Rhodovulum sulfidophilum]AB23
MTEAETLSLAEEAIAHWEGCTTPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MBL3584168.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MBL3584169.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB23
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MBL3584170.1 hypothetical protein JMM61_02100 [Rhodovulum sulfidophilum]AB23
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MBL3584171.1 hypothetical protein JMM61_02105 [Rhodovulum sulfidophilum]AB23
MITMVDLLGVMAVGASADPDDSTRSHAAGGTGSGNGPAPDHATDDLMAVMDLHAALAEAGPAIDGMTRADKLLFSWLSGG
PDSMDADDLPSPPDHDHDKDLPVAETCLVDAALGAGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPDPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>MBL3584172.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB23
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MBL3584173.1 hypothetical protein JMM61_02115 [Rhodovulum sulfidophilum]AB23
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MBL3584174.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB23
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEQGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MBL3584175.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB23
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIALPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MBL3584176.1 LysE family transporter [Rhodovulum sulfidophilum]AB23
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVDPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MBL3584177.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTLELVQDGTVFDRRWLSEQRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWSPDGIVKGEAGAEGCGGKV
>MBL3584178.1 peroxiredoxin [Rhodovulum sulfidophilum]AB23
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MBL3584179.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB23
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTFRAPF
>MBL3584180.1 hypothetical protein JMM61_02150 [Rhodovulum sulfidophilum]AB23
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MBL3584181.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB23
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGSEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MBL3584182.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB23
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LVFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARA
PG
>MBL3584183.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB23
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MBL3584184.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MFQSREAAGRLLAEKVLAAEPENPLVLALGSAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAVRCRLLGARAPQRVSGRTAILVADGLATGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYTDFAPVGDDEAVRLLDELLARR
>MBL3584185.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB23
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARELQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVTVTIDPETRARACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLRVHAAAGGEEFLALDGKTYVTEPGMTVISDATGVESLG
GVMGGEATGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEISAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGKPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGSDKALIEEVRVFDEFVGGGLGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MBL3584186.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB23
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MBL3584187.1 ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTLSRAPRGKAPPAAEDTSSRLPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRPMPGESLPDAEKINADMAGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDF
>MBL3584188.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB23
MRIPASVLSRVAAGLSLGLCLASASLAQTSLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>MBL3584189.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLDRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYHLAWPSDRPATPAMRIFSSWLSGKSTL
>MBL3584190.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MSKKAILALGSAVLAISGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKEREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MBL3584191.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVALSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MBL3584192.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MBL3584193.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MTVRSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLVAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MBL3584194.1 hypothetical protein JMM61_02220 [Rhodovulum sulfidophilum]AB23
MGQNVARLAASFASMALIGRLETARRDGTGRRHAVRFAGQFDGCHTVPAAVLKTYRFCLARNRCCINARAGGKPVGAICV
EALGR
>MBL3584195.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLSFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFTNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MBL3584196.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MBL3584197.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MILSGEGLGWRVQGRAIVSEVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>MBL3584198.1 pseudoazurin [Rhodovulum sulfidophilum]AB23
MMRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFK
GQINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGAQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAETHP
>MBL3584199.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB23
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDETGRPTPIAIPKEEKTQ
>MBL3584200.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB23
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APNPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>MBL3584201.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB23
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MBL3584202.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB23
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFLI
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MBL3584203.1 transposase [Rhodovulum sulfidophilum]AB23
MIEPGHTVLSITRQCALIGISRSAWYGPDRTESPLNLALMKLIDAQFMETPFYGSRQMARHLRNQGYCVGRIPLAAQAAQ
TGSGATLATIERSSVS
>MBL3584204.1 hypothetical protein JMM61_02270 [Rhodovulum sulfidophilum]AB23
MAGKRKDDGAEFKAKAAEKENEIEKLHAKIGQLVVERDFLAKASGR
>MBL3584205.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB23
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPNVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>MBL3584206.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB23
MRRPAALVPGLLALCLAVPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRAHDLDYPHLFALSPNTGLRTGLDLDGDGRMGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGATAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MBL3584207.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB23
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVVAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MBL3584208.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKNWLIYTLIGLALLIGGGVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MBL3584209.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB23
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFEYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MBL3584210.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB23
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWTFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKTNGVTIPFPQREVTVLPGSRLAAGPLPDTVSDDPLPEKEP
>MBL3584211.1 heme-binding protein [Rhodovulum sulfidophilum]AB23
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSVERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAERLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MBL3584212.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB23
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRSCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MBL3584213.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB23
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAEMVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MBL3584214.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB23
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGAQLRDGRLA
DLAPTVLALMNLPKPPEMTGEALIGA
>MBL3584215.1 peptidase M23 [Rhodovulum sulfidophilum]AB23
MPGPFFGPFPSGPALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETVVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MBL3584216.1 S41 family peptidase [Rhodovulum sulfidophilum]AB23
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MBL3584217.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB23
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MBL3584218.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GTVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNPDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVETLTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MBL3584219.1 xylose isomerase [Rhodovulum sulfidophilum]AB23
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGLPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLENEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYAGWQAPEAQAMLNGE
RSLDQIAEGVLAGEREPEPRSGRQEYLEGLVNRFV
>MBL3584220.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MQGRMLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIADAAQWTSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVTDGPAPCN
>MBL3584221.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB23
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVVLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEAVLGLVAAGAILG
FVAVLNAYDVPARRLARIFEAQGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MBL3584222.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIEGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MBL3584223.1 hypothetical protein JMM61_02375 [Rhodovulum sulfidophilum]AB23
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MBL3584224.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB23
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGH
>MBL3584225.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB23
MPPDTPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>MBL3584226.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB23
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MBL3584227.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MBL3584228.1 VOC family protein [Rhodovulum sulfidophilum]AB23
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MBL3584229.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB23
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTTEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MBL3584230.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB23
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRGARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AKGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MBL3584231.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB23
MLADRAAALAARPHVPTPVHQPDVLEKIDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVENGTAREVVYS
TDYFDMPEDSPAHALKSDAGFAGFRLMRPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYL
EPGPDGRTIVNALLDGPSVTGAYRMVLGDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHD
TDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRNIKGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEI
PTDDEIFDNIVAFWNPETKPQAGDEMEFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDG
LTRKDAILPQVSAPEGVEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MBL3584232.1 hypothetical protein JMM61_02420 [Rhodovulum sulfidophilum]AB23
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPYPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGMSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGNDRLSGGAAAELMLGGAGDDLLTGGGADTLCGGAGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGAGDDLYAVDTSSDRILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGL
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGAGEDRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHALWAGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLGAVGALIDDLQIL
>MBL3584233.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB23
MILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLGWSL
EAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLRVAF
TIGAIGAGLTIVRSLFRRSDFV
>MBL3584234.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB23
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MBL3584235.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB23
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MBL3584236.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAG
WSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNP
EILQETLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIV
PAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKVHACGYCLGGT
ILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAV
RRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVY
KVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAA
PPAMGAPDAGLPPLCPAPGTYVFMT
>MBL3584237.1 hypothetical protein JMM61_02455 [Rhodovulum sulfidophilum]AB23
MKPLGNTRALKLAGLVYLAVLSLFLVLNSYARNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GGYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAATV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMKETLGMSDILDAYARGLQRLVSKDTGMIALLLGTAGFLAAKAMRGHLLP
FDKAVLAALGFVLLHFLAFPSGFARHYFVAACLCLILWARLIDGWSARRQRRSPDDAVRRAAS
>MBL3584238.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGITCLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVTKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MBL3584239.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MBL3584240.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
ADVIAPLIEADSTAFAAENGIAPRCD
>MBL3584241.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MBL3584242.1 hypothetical protein JMM61_02480 [Rhodovulum sulfidophilum]AB23
MSHRTRIGGLCIDFRTEDPGPALAFRSAASGREGALVEDVRSGWLRGPPAAPQVILQAVGHDPRVPLDIEAECARPTRFG
TVEVTRVRDRGVRQAPSGHRFCPVPPEGDFPKDAMEVD
>MBL3584243.1 hypothetical protein JMM61_02485 [Rhodovulum sulfidophilum]AB23
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MBL3584244.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSEDFYGFFIDRLDIVATLVAAVLVISLTLFSQYSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MBL3584245.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MBL3584246.1 hypothetical protein JMM61_02500 [Rhodovulum sulfidophilum]AB23
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPAPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MBL3584247.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MSADGLCSIPALLARNVAHYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHYWAMVA
AQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWLHDIGD
EGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAWVGDFI
FSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGERFGMP
RYRRRQSRPTLRRRLRWIYRYAMGIGFAIETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVL
IYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESG
EVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILE
AVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKE
LDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIREARSFPVHSHDKVAAE
>MBL3584248.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB23
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MBL3584249.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MIGASEGIGRALAERLGALGVNLVLSARSEDRLKELAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPM
TAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRGTG
VKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYFPLFGRKS
>MBL3584250.1 DUF3833 family protein [Rhodovulum sulfidophilum]AB23
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MBL3584251.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVV
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTEAPFAAFALGFGGLAAVAAVAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRGARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCVLKLVALALL
AATPLNRETIG
>MBL3584252.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTAVVEHIRGKTFHQRRGRVAHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MBL3584253.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEESAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGALADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MBL3584254.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB23
MLHGSHASQKPDEAGALPPYLGFDEGPVSTAEARVVTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKS
GADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEELPWGPDHAPDQSETVALQQETE
QLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>MBL3584255.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB23
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHITAPEPDAASDPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MBL3584256.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB23
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MBL3584257.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB23
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYERLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MBL3584258.1 insulinase family protein [Rhodovulum sulfidophilum]AB23
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGNLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MBL3584259.1 insulinase family protein [Rhodovulum sulfidophilum]AB23
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPQTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MBL3584260.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYDELERWRAR
GVRNVSAPPKD
>MBL3584261.1 signal peptidase II [Rhodovulum sulfidophilum]AB23
MRRLGLVAALVFLLDQLSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MBL3584262.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB23
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSDRPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MBL3584263.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB23
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
IESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MBL3584264.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MDEARERGTERTRAAARELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALTTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLASAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGGDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIVFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQIPA
>MBL3584265.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MBL3584266.1 YrhK family protein [Rhodovulum sulfidophilum]AB23
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MBL3584267.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB23
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MBL3584268.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB23
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLATPDGDED
>MBL3584269.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB23
MRIRAALLLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAARGETLAFAMN
AGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRAYLADPPDCRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDMLETPNALYFDGKVSKLYAPSLGRHDAGLPMGPIVG
AVVPAGD
>MBL3584270.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB23
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARNPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MBL3584271.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB23
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGSQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMALLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAARHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MBL3584272.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRISVTGSVAMMRQEALAHPEE
TVADLLGVRPALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSADPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLEEMDAIVELTSLGAARYGGNYSAFRQQRGSARAAAAQDLAHA
QKLRAEAAHRAQQAAERKARKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLALDRVTGGYDPAAPILEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGAAQLCVPW
ALLDQHVGLLAPDRTLREVFRDRHPQASTQMAHAALARFGFRAGDAQRLADGLSGGEKLRAGLACVLGGTPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIISLKG
>MBL3584273.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLENYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MBL3584274.1 hypothetical protein JMM61_02640 [Rhodovulum sulfidophilum]AB23
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGDTGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALSPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGRVLSLAR
>MBL3584275.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTAAGESPRTILFCGMNPSTADALVQDNTCAKETRRA
SALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MBL3584276.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB23
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MBL3584277.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB23
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MBL3584278.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB23
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFTQVDFDKDVVFTWNGTTSGVRLPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFIDTKPWIENLAVDPSTRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQAAAA
>MBL3584279.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB23
MTEQRPTSRGTGRRPKVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MBL3584280.1 hypothetical protein JMM61_02670 [Rhodovulum sulfidophilum]AB23
MTITRITHLPPGSDFRPLFPRSAVETGFLLAVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MBL3584281.1 hypothetical protein JMM61_02675 [Rhodovulum sulfidophilum]AB23
MSPTITAGLDLAGLDEVTASRHGAGQVAAPDPALGHDMGAMVRGSAFEPGQDGAAGKDARRTDP
>MBL3584282.1 hypothetical protein JMM61_02680 [Rhodovulum sulfidophilum]AB23
MTVPFLRPILASTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEMAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MBL3584283.1 hypothetical protein JMM61_02685 [Rhodovulum sulfidophilum]AB23
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAATVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMHRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWDFNALQPLWRDFRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MBL3584284.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALFDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MBL3584285.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB23
MSMESARSEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCEGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALTEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>MBL3584286.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB23
MKRIIAALSLGLFSTAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFASSMADPYKVPTFQEVMDLVAAHNAATGDGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEIFLPWIEAGMDGFFTDYAQRGVDVLQ
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MBL3584287.1 alkene reductase [Rhodovulum sulfidophilum]AB23
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVDTVADEIGGGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MBL3584288.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB23
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRHAAPPTR
>MBL3584289.1 signal peptidase I [Rhodovulum sulfidophilum]AB23
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MBL3584290.1 ribonuclease III [Rhodovulum sulfidophilum]AB23
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRPPS
>MBL3584291.1 bacterioferritin [Rhodovulum sulfidophilum]AB23
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGTGE
D
>MBL3584292.1 GTPase Era [Rhodovulum sulfidophilum]AB23
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGEAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MBL3584293.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB23
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDVELERLTAMARHAQGLGLEVHAGHGLTYETVGPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>MBL3584294.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB23
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFLALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>MBL3584295.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB23
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MBL3584296.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB23
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MBL3584297.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB23
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISRFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>MBL3584298.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB23
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MBL3584299.1 DedA family protein [Rhodovulum sulfidophilum]AB23
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGSGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>MBL3584300.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB23
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALDKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MBL3584301.1 LysE family translocator [Rhodovulum sulfidophilum]AB23
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGMFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MBL3584302.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MBL3584303.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFANLRAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MBL3584304.1 ribonuclease HI [Rhodovulum sulfidophilum]AB23
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MBL3584305.1 acyl dehydratase [Rhodovulum sulfidophilum]AB23
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRSRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>MBL3584306.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGASWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MBL3584307.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB23
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MBL3584308.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB23
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MBL3584309.1 hypothetical protein JMM61_02815 [Rhodovulum sulfidophilum]AB23
MLRILALTLSLALSACDSPGMDYAGIPPVRIEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>MBL3584310.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB23
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAITAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEASELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEKAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEPPL
PEGTAPLSDHVTVPEALIRRISQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLEEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARGKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELERAAALPEEIAEQREALAA
>MBL3584311.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB23
MLRLVAATALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEGQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFMAGQDL
>MBL3584312.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB23
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAEAAAPAAGDDLKKLPGVGPAMEKK
LHEAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDMAGKA
>MBL3584313.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB23
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MBL3584314.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MBL3584315.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MRGAADGFRIDTPRLVLRAFRPADLDPLMRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPVVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>MBL3584316.1 GTPase ObgE [Rhodovulum sulfidophilum]AB23
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVMTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MBL3584317.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB23
MASLIATRRLVVKIGSALLVDRSTGNLRADWLRGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MBL3584318.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB23
MKDITEIHALMTDLGARARAASAELAFAAPEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKDLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MBL3584319.1 histidine phosphotransferase [Rhodovulum sulfidophilum]AB23
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWQDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>MBL3584320.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MBL3584321.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MBL3584322.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB23
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
ADRKALALACEEAVRSAAPKL
>MBL3584323.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB23
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>MBL3584324.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB23
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MBL3584325.1 COX15/CtaA family protein [Rhodovulum sulfidophilum]AB23
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
SYGQLPPLDAAGWSGAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWALGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MBL3584326.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB23
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADPEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDAELARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MBL3584327.1 hypothetical protein JMM61_02915 [Rhodovulum sulfidophilum]AB23
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLAARPLREQVLIVGTVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>MBL3584328.1 hypothetical protein JMM61_02920 [Rhodovulum sulfidophilum]AB23
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MBL3584329.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB23
MTEILLRNDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>MBL3584330.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB23
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MBL3584331.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB23
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MBL3584332.1 hypothetical protein JMM61_02940 [Rhodovulum sulfidophilum]AB23
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVALLVPLALLAVLGLRLLQRRQ
>MBL3584333.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MBL3584334.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB23
MTRPHASSTSPSTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSSPD
LPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPYQPIERT
HRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLAAA
GVPVRAMVAPVIPGLTDPEIEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMSRLCEIHGGKAYRS
GWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>MBL3584335.1 betaine--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB23
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GLVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPARAPRRRRRS
>MBL3584336.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MBL3584337.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB23
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MBL3584338.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB23
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MBL3584339.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MBL3584340.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB23
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MBL3584341.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB23
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATIWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MBL3584342.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MBL3584343.1 Rne/Rng family ribonuclease [Rhodovulum sulfidophilum]AB23
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDEEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAERNADEAEERGDHVAPAASDG
DAAPAASDGDAAPTDAEPADGVPAEAAAETEAEDAAPAEDAEEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSAGIP
GMDVVDLGDDEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEAEDTASSAEETGEDGPEEIHHDDQIESVAEEDVHEEI
RPRKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAE
MDVPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGY
RLAKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEET
ALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIE
ATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFL
ISPDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDD
QGYEAGQDESDDADSDGDTDAEAPEAVTAEASNDAAPAEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEEAVAPKAE
EPAALEAQVPAEAAAPAAAAPVEAPVVEEAVVEQAAVEEAAVEAAEASPETVELPEAELAAEAPVAEAAVEVEEKAAPEA
EPAPKPETQPEPEPETAEASKDSAPKRQGWWSVGR
>MBL3584344.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB23
MGPEIEIDLRGLKCPLPVLRARKALAALASGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGTATLYLIRKG
>MBL3584345.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB23
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MBL3584346.1 sulfurtransferase [Rhodovulum sulfidophilum]AB23
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRDLADALDASAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPGDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLTVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGALIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANRLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MBL3584347.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB23
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGSDGLALTLVLLASVAGLALALADPGKRAIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MBL3584348.1 hypothetical protein JMM61_03020 [Rhodovulum sulfidophilum]AB23
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MBL3584349.1 hypothetical protein JMM61_03030 [Rhodovulum sulfidophilum]AB23
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVAAEEPE
ESRA
>MBL3584350.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB23
MSGEPRDPPPNAPDTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQTVGEPQDLGLPETSTLPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCLLD
RQDLTEAAQGLILIALPQAGPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALRAAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSSQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMENRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
HRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAPAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPALPGLMPHDRLAGAPLQRIAICGLVITRQRPGTASGVIFLTLEDETGVANVVIWPKAFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQPCADDAPRAPRIATAARHPREQAKRLFPSRDFH
>MBL3584351.1 DNA polymerase Y family protein [Rhodovulum sulfidophilum]AB23
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGSERIHCLNLAAVSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPLAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLDALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRCMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>MBL3584352.1 hypothetical protein JMM61_03050 [Rhodovulum sulfidophilum]AB23
MNPGSLPFPPLRRGRAHEVCGPGAIFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLIAEPRDQTEALAVT
EEALRSGTVPLVVTELTKPLGLTPGRRLQLAARDGNATALSIIADRLENGGAGSNAAETRWHCAPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MBL3584353.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB23
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPVRIIAALLIVSGIVTMKLASAD
>MBL3584354.1 DUF4445 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQIALGTGSFPKHGITVTEQALSPKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVEVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MBL3584355.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB23
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MBL3584356.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB23
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRSVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGANFAEASTAVTAAGSGRRRRRG
>MBL3584357.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB23
MALLNFRKCDRATGRTAGQTSGQTTDQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MBL3584358.1 virulence factor [Rhodovulum sulfidophilum]AB23
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSTPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MBL3584359.1 hypothetical protein JMM61_03085 [Rhodovulum sulfidophilum]AB23
MNAHLGRAMTMMVGLTAAMAWGPAEAKTMPPGTLRLVPNPVFQSRASADDETTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWRRPELLAVLDDDRGPDGGAPFWPASAGGRGAACGGCDGALPWAPPSAVSGGSKRRQGDGDGDGGEDP
GNRWPVEPNAPLPVPLMPSAAFLLLAVAGFGAFARRRRS
>MBL3584360.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB23
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MBL3584361.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB23
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MBL3584362.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB23
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
LGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MBL3584363.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB23
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWTQVKAVMATESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MBL3584364.1 cyclase family protein [Rhodovulum sulfidophilum]AB23
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFEE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHRGGTGGPARIFALV
>MBL3584365.1 hypothetical protein JMM61_03115 [Rhodovulum sulfidophilum]AB23
MPIVFVLTSITGGIFSATIVSLILETGWGAILLSYWVGGMMWGGAAVSFVALRSDDYSSEAEGHEYETSEYETSEYRAPE
YEDAGPGALGARSRTARSRAPEDVEEADRCGHFF
>MBL3584366.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MPGDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLSLGDSLVPTHGRV
AEGGHAHAGIAYRVTGRLEPTGTPWDLAILVPIQAVWHVHGLGGHASHDDHDEDGHDGHGHGHATDGHDHDALAAADHDH
DHDHDHDHDHDHDHDHDHDHDHDAEGHEAHKAQSEASFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATG
DTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLF
GTGILCGFGLGYVAADALSRSFALARGFPLPVAFTPADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MBL3584367.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSAFDNVLLPARLSRVADQAMMTRAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MBL3584368.1 hypothetical protein JMM61_03130 [Rhodovulum sulfidophilum]AB23
MTDPAAPDRTRRLCLALAPGLLLPGLFLTPPARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>MBL3584369.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB23
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEEEIAVTVNGKPYAEAFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALGQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MBL3584370.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB23
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MBL3584371.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB23
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQARAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MBL3584372.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGADAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTPNRRLVRLPHNINDAAFSDALYTHWKEIA
>MBL3584373.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MBL3584374.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLETE
AEETAR
>MBL3584375.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MBL3584376.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MBL3584377.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVEEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MBL3584378.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB23
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLMILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MBL3584379.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]AB23
MKRLRITVDGTPYDVTVEEIETGPAPAAAAPRAASAAPRPAPAAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQ
SVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>MBL3584380.1 OadG family protein [Rhodovulum sulfidophilum]AB23
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRTARKTTAAVPETPVAPGVPPHHLAAIAAAVAETLGPGHRIRRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MBL3584381.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB23
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIHFVAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MBL3584382.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB23
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADACAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGTLQPLKADPMGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGTHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAETPVNRPHHHNRLTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDARHSVYAWLRRGGPEDPNAVAICNFSPVERPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MBL3584383.1 hypothetical protein JMM61_03205 [Rhodovulum sulfidophilum]AB23
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>MBL3584384.1 hypothetical protein JMM61_03210 [Rhodovulum sulfidophilum]AB23
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPETPWLGQNGRPKAVI
FLHGFVLGAAQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPPRGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MBL3584385.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB23
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MBL3584386.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB23
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPESVAADVNGGY
LLARLAGDVYGVVLGEDARGQAVADLAATEARRAEIRQERLARSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MBL3584387.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB23
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIIEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MBL3584388.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARNALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMMLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPGQTADQTGPRGGA
VAEAHGGTLCLDEIGEMHEDVQPFLLRVLEDGLSRAGGAAASDRSDFRVIALTHRDLPRDVAESRFRRDLFHRISTIQFR
LPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIRD
PAAPPAPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MBL3584389.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB23
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MBL3584390.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB23
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MBL3584391.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKVSQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MBL3584392.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MDDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MBL3584393.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB23
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MBL3584394.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB23
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MBL3584395.1 arginyltransferase [Rhodovulum sulfidophilum]AB23
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCSACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAIGGRHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MBL3584396.1 RDD family protein [Rhodovulum sulfidophilum]AB23
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MBL3584397.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB23
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MBL3584398.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGVE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MBL3584399.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB23
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MBL3584400.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB23
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MBL3584401.1 hypothetical protein JMM61_03295 [Rhodovulum sulfidophilum]AB23
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPSAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MBL3584402.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB23
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLATRAEALASQVEEKLAGT
>MBL3584403.1 hypothetical protein JMM61_03305 [Rhodovulum sulfidophilum]AB23
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFAPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MBL3584404.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB23
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MBL3584405.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MBL3584406.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB23
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ALPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPTVDLEAERRNGEFLRANRALVSAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MBL3584407.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MBL3584408.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]AB23
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFTEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIRAARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGVFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPEIEGTWNLVIAGVGGT
GAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAQPGAAARVLVSETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGQWMEQGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEVLARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDRRAALLA
EIRAGGAALGTAAE
>MBL3584409.1 glutamate racemase [Rhodovulum sulfidophilum]AB23
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGD
ETMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MBL3584410.1 hypothetical protein JMM61_03340 [Rhodovulum sulfidophilum]AB23
MKRVFAAAALAATFAFGGAVSAATIVLDGSKDIRLNLNDVSDLALSFSLDDAAASYTNWGGTIKWSTREDGRTDTDSPSG
SCLNCGYDGGGWDLKYDPYSVSNKTSTDLKLDFGKTLKTVYVWIHPTYGNGKGSVSYEDGSAGAPDIAPVPLPAGGLLLI
SGLGAALLLRKRGRKAA
>MBL3584411.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB23
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLNLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MBL3584412.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB23
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MBL3584413.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB23
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSDDVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MBL3584414.1 holin family protein [Rhodovulum sulfidophilum]AB23
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
EPDGPQDSGTVPRSHGPNPALDDWRAGL
>MBL3584415.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB23
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPALPQPAE
>MBL3584416.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB23
MPMPRRALTALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIE
AGDSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>MBL3584417.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB23
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MBL3584418.1 hypothetical protein JMM61_03380 [Rhodovulum sulfidophilum]AB23
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MBL3584419.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB23
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MBL3584420.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB23
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDRFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MBL3584421.1 ComEC/Rec2 family competence protein [Rhodovulum sulfidophilum]AB23
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAAVLALAARRLPELWAPVLIALALVAG
GAALAGVRAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPGAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLLPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MBL3584422.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB23
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MBL3584423.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB23
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGATLRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPGRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVDANGPRAHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MBL3584424.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB23
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MBL3584425.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB23
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MBL3584426.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MBL3584427.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB23
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MBL3584428.1 divergent polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB23
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPSAPEPDSVPAPVAAPAARPEISAAP
EAGPATDIELPPGSEFNRSRPGTEARPPETEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPAAEDPPPAARAMHGPAAPEAAAAPVPEPAAPENPREAAPATSPDASPAMPTDTSPDGSAATSPESSSEAA
AGPAPETDPETVLDAVPETAPETALDTETVPEIAADPETGPEAEPAAAPETVPETVPEAETAPEAGSEAPAVLPEVLPPP
GPADPAMPGRAAGPLRPDAPLPMSGEKAAPVDAAPEATRPATPAMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQ
TLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGEALDRIDGSVALVTPEEGGFEGDRDL
SGAVLGLLEASGHGLVTADKGLNDALRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQSGHAVIVGHSHPET
VTAIYAWALLSGPADAVLAPLSAVLRQPRP
>MBL3584429.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSTAILVTDAGFAPAGPAEDWLSPADLDDPARSDPVRVALTSETDPDLLGPHLAQIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>MBL3584430.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB23
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MBL3584431.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB23
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPPGSPAFRAWADTNLAA
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHDVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MBL3584432.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKRRFNPSVVTANDLFEGHPVWRTARGRWSATIREAEVLNDPTTAQARLAEAETESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MBL3584433.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB23
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDATEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAAGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEGAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFMQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGTLATEIASAGLTGPAVILLGLAPRAAARSLPLLQEVAR
>MBL3584434.1 hypothetical protein JMM61_03460 [Rhodovulum sulfidophilum]AB23
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDSAPRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGHAVAVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAVEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRRFYRERYDRVAAWHHLRA
DFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETGAGTERHIVALEGARAEVTLA
LAATPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MBL3584435.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB23
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKQAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MBL3584436.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB23
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLVQALSINIGTPSPGWA
TGMRAAAAAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>MBL3584437.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB23
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVYDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TEPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEPLERLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
SVAVRLAGEGVETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVHCLDGTALGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLARLTA
LQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLAAFPGWVLSSERRLTPLDGGDGFYAAVMRRPG
>MBL3584438.1 response regulator [Rhodovulum sulfidophilum]AB23
MPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRLCACT
PGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGS
GLFLWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHEAVAALLAGASDETEEVVVETPEGPSRRRLLQLRI
ADGGREFYILPQGPASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLAD
AAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAI
SGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHA
EALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIF
EPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVLLVED
EAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSF
GEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGARDKGKLPEQVP
>MBL3584439.1 recombinase RecA [Rhodovulum sulfidophilum]AB23
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MBL3584440.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEGGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
ELAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIAGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MBL3584441.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPALWIAHVTVTDAEAYGRYAELAGPAIARHGGAFIARGGRFVQLEGRERPRNVVARFPSVDAAVACYESPDYQAALDHA
RGASERELMVVEISE
>MBL3584442.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB23
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVKMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MBL3584443.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB23
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MBL3584444.1 YitT family protein [Rhodovulum sulfidophilum]AB23
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYATGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MBL3584445.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB23
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEIGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MBL3584446.1 hypothetical protein JMM61_03520 [Rhodovulum sulfidophilum]AB23
MSAIEDLADQLALDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>MBL3584447.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MBL3584448.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MBL3584449.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB23
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDDVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MBL3584450.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB23
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MBL3584451.1 hypothetical protein JMM61_03545 [Rhodovulum sulfidophilum]AB23
MSMPKTMAAPGAGRGAGRHSHELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLRDQDRFDKDRRDKEDRT
>MBL3584452.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MBL3584453.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB23
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MBL3584454.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB23
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVLRPLAALNTAFATDGMLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELVGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MBL3584455.1 YIP1 family protein [Rhodovulum sulfidophilum]AB23
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMTPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MBL3584456.1 YIP1 family protein [Rhodovulum sulfidophilum]AB23
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GVLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MBL3584457.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB23
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MBL3584458.1 tryptophanase [Rhodovulum sulfidophilum]AB23
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MBL3584459.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB23
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MBL3584460.1 transposase, partial [Rhodovulum sulfidophilum]AB23
QYASGDFRQLLDAWKTAASMSRKGDCLDNAPMESFFGSLKNELVHRTRVRSCRYVKAALFEDIAIFYNRKRSHSSIGDRT
PE
>MBL3584461.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB23
MLDGVMRRLIDPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMIAFGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MBL3584462.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB23
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEVTPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRLAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MBL3584463.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB23
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MBL3584464.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MBL3584465.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB23
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MBL3584466.1 transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAPPVAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIIDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQSNPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGF
>MBL3584467.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB23
MPRGQRACAGGDRTGRFLRGENVTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRL
ARVDQTMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPA
HASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEIVCRDQMLAAQ
KEWI
>MBL3584468.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB23
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSSGAAAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEISA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLDGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRASVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MBL3584469.1 trigger factor [Rhodovulum sulfidophilum]AB23
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEISEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MBL3584470.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB23
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MBL3584471.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB23
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MBL3584472.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB23
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MBL3584473.1 YceI family protein [Rhodovulum sulfidophilum]AB23
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDAQLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MBL3584474.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB23
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPEGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSAGHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARLG
>MBL3584475.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB23
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MBL3584476.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB23
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MBL3584477.1 acyl carrier protein [Rhodovulum sulfidophilum]AB23
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MBL3584478.1 hypothetical protein JMM61_03705 [Rhodovulum sulfidophilum]AB23
MVRSGHGLGAGPHRQAQRRLQREQDGSEVKSLELERLVAEGQSMVERRTALELFRDLAAEGFEHHLGKALWKNQTSRRKV
TDLATLHMATPSITPNTPSMCRPSMKLQS
>MBL3584479.1 TM0106 family RecB-like putative nuclease [Rhodovulum sulfidophilum]AB23
MREIGGNILFSASDLMRFMGCAHATTLDLMHLRGEGPEPGEDSEDAALLQKQGDAHEAAHLERLKSAGMDVVEIPRGDLA
RDTEATRVALTEGAEVVFQGAFLSGNWGGWSDFLERVERPSVLGPFSYEVADTKLKRRPHPKHVLQLVLYSDLLAEVQGA
APEFAHVELGSGERATLRLADYAHYARGARARLEAFVADPSPTRPVPCADCALCRRADHCASVWIAEDSLFNVAGISRGQ
VKKLEAVGSTTMEALARLDHPIRGMAETTRAKLVAQARLQHARKTGEPAYELRAPEPRKGFDLLPEPTPGDIFYDIEGDP
HYEGGLEYLHGVWCDGDFHAFWAHDHKAEAQALSQLLAFFRARLDAHRDARIYHYAPYEITALRRLTTKYGIGEAFLDRL
LRERRFVDLYAVVRGGLICSEANYSIKSMEAFYGRKRDGEVTTAGGSVVAYERWRETGEQQILDEIEDYNRIDCISTEEL
RDWLVWVRPEGPWPRLGEDTGDKEEAEDADAADLRAMLAASGLPEERQQMLFNLGVFHKREAKPAQWAVFDSTGKDEDEL
IDDLDALAGLEAVGPAEPVKRSMARTYRFPPQETKLRGGKKATVPVSDGPPTTIEITALDRSGREITLKAGPKKADLLTD
RLTLHPDWPINTGVIAAALRDVITDQCGPRRFTAIDDLLSRSTPRLTTGPKPDLLDGGDPVAGTIAAVGAMDGTVLPIQG
PPGTGKTYVTVRAILSLVRKGHRVGVASNSHEAIRNVLMGCLLALEEGDPDITLENAELAHKVSGEDDGYPEGFAGITRA
TSNDDPALTEAHVVGGTAFFFSRPEFEQTLDWLFVDEAGQVGLANMIAMGRAARNIVLIGDPRQLPQVIQGAHPEPANLS
CLDWMLGDHATIPLERGIFLPVSRRMHPEVCRFISEQVYEGRLTSHADTARQGVSGTRFPEAGAFWVPVAHEGNAQISPE
EVSAIQAAAADLLQGEWTEKDGTRRPMRETDIIVVAPYNAQVNALRDALPLGIRVGTVDKFQGQEAPVCLVSMTASSAEE
TPRGMDFLFSLNRINVAVSRAKDLALVFGAPRLREAKCGTVEQMRLVNTLCALPVFHNERGNA
>MBL3584480.1 DUF4357 domain-containing protein [Rhodovulum sulfidophilum]AB23
MYRFSRDHLFGSSSVAGGIVKDGNCSGPQTWRRPGDGKTIRQAP
>MBL3584481.1 ATP-binding protein [Rhodovulum sulfidophilum]AB23
MNFATELASRNPAEALRTQARNALSNALDAHRKGQQVYESLKNLGEVIGTEYGDRVLFELIQNAHDAHSAGEDGGIAIKL
AVTSEAEGRLYVANRGRGFRDRDVSAIINLATSGKDIGEGIGNKGLGFRSIEAITEDVQIYSKSPKQSSKLFDGFCFRFA
RQNEIRDIILSELRDEAVREDEADRISNTIPRYLVPRPLDDIPSEIARYANMGYATVIVAPLRSSSAVNLVRKQVEEIAN
LEHPLLLFLDRIAEVRIDVEIEGKRTGGRRLTRRQKVLRESAGPGSPEISEVDVGEQRRFLLVRQEVEKERVIAAVKDSI
DRAPALRRWIEWKGQPCVSVAVGLSTAAVLDGQLYNFLPMGSEAGSPLLGHIDAPFFADIDRRNTDLDLPLNSHLMDAVA
EACVSGALAIVREQLDISGRSVFDLIAWTGSNARKLDAAVKAASLKLSELNVIPIIPTESGEKWSNLENTTIWPDAKFAL
LKPREIVKHVGVHLASSDLNSSRLERLRDMAGRCFGRYGWHYSRLPSPEEIPGWSAIYARTLVDRDAKPATWAKFYKDLA
TLYEASEVDLDCLTESQKTAMGVASEWLAYQYLKRRFPGAVDEDCWISENRTQFFGGSEGDDSTGYDFLVRTPNVDWMFE
VKSTLEDGCEFELTSNELRVASSASRTGRRRYRILYVPHVFSPEKWCVFELPNPMDKETQAQFSVVGRGSLRLRFERR
>MBL3584482.1 site-specific integrase [Rhodovulum sulfidophilum]AB23
MGTIIKRKRKDGSAAWLAQIAIRRAGKTVWRENRTFELRSTAAAWIEKREKDLAKPGALENLPIGETRRREVTLGDAIDK
YVEDSAKAIGRTKAQVLKSIKEFDIADKLCAQIDSADIVAFAQEKLKTAVSPQTVANYLSHLSAVFTVAGPAWNYPLDER
AMRNAMIVAKKLGLTQKSRHRDRRPTLDELDKLMAHFLDRSIRRPSSVPMHRVIAFAIFSTRRQDEITRITWADLDKEGK
RVLVRDMKNPGEKIGNDVWCDLPDPALAIIEAMPTHASQIFPYSTDAISAAFTRATQFLGIEDLRFHDLRHEGVSRLFEI
GYNVPHAAAVSGHRSWTSLKRYTHLRQTGDKFAGWSWIAEVTTRDLRQRKRTLARPGSAVKRRIKRVRHPGKDT
>MBL3584483.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB23
MADKNIKYNILNASRLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPD
ELAEATRLCCAAGYDEVNLNVGCPSDRVQSGAFGAVLMKSPGLVGDCLTAMRAVSSVEVTVKCRIGVDDQEPREVLPAFL
ETVAAAGVNRVIIHARKAWLQGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAA
YHDPAAILLGADEDLFGLPGRKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGL
EVLDAALSALPRAA
>MBL3584484.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB23
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MBL3584485.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB23
MKAVSVVLRAAVALWFGLGPGSVGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVHTALAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLFPAGTEGTERPPAQTAL
WGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFARELAEALARAGIEPILTRDADVFVPLET
RIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLARTDT
QPRSERLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRGWA
EADAAAAALLRR
>MBL3584486.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB23
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLGRAAVEAQFRDWLDGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGSRPGPQHQAEFGAPGAYFGEAALQEAAAVGRRMAAREAPALAAAERATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLGQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPAHERRGEGFLMLPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGIDRSGIVAIQRRLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPDPGMAAAMAR
>MBL3584487.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB23
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAATDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDNEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MBL3584488.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB23
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNREIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MBL3584489.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MBL3584490.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB23
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
SEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MBL3584491.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB23
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAARGDDPQGLALLAHNEASLGNFRAAYEAQNRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MBL3584492.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB23
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIATEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MBL3584493.1 hypothetical protein JMM61_03785 [Rhodovulum sulfidophilum]AB23
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MBL3584494.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB23
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPKGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MBL3584495.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB23
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGQTFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVASAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEARGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGCFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MBL3584496.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB23
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNASTGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMNTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MBL3584497.1 superoxide dismutase [Rhodovulum sulfidophilum]AB23
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEDIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MBL3584498.1 acetyltransferase [Rhodovulum sulfidophilum]AB23
MENLRPSTPKDMPRVLDIWRGAVDATHGFLAPEDRAAIERELAAFLPTVPLCLAVDDADVPQGFMLLHQGHMEALFVDPA
CHGRGIGLALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSTASAPSDT
>MBL3584499.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB23
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTASGKPAEGAPKA
>MBL3584500.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB23
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGIRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MBL3584501.1 peroxiredoxin [Rhodovulum sulfidophilum]AB23
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MBL3584502.1 hypothetical protein JMM61_03830 [Rhodovulum sulfidophilum]AB23
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLALPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPMVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKIAL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHERLLALWPVGMAKGARDWLSVNLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLSDVVSETLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASTITGTVELSERANKAFGLGLPEGSLSGTTRGTFSLDLAP
DTPPKLDLSSDLTGLGLRLDAVGWSNPAARAGQLTLEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDTAQFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAIALDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKESP
>MBL3584503.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB23
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAACGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGAEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDTALLAALEAKGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAEGRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPQTPPSGPTA
>MBL3584504.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLCQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIIGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSAASGGSQTPG
>MBL3584505.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MBL3584506.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB23
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRTHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEAKAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AGTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MBL3584507.1 sulfurtransferase [Rhodovulum sulfidophilum]AB23
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVREAHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MBL3584508.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB23
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MBL3584509.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB23
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MBL3584510.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSWLARAEGLEGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MBL3584511.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB23
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MBL3584512.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB23
MSDIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVRMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAIDRAARTPPPTGELEALQPRIDALFAGERLLDIVNA
LSTEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MBL3584513.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MDFAPSEEQRAIFDLAREFGAEHIAPHSRTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRSAEGWALTGTKAFISGGG
YSDAYVVMARSGAVGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPATNLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLREARG
>MBL3584514.1 hypothetical protein JMM61_03890 [Rhodovulum sulfidophilum]AB23
MADFRRCWRTDCSFLTTGFDLADQRGSDPMKTTVTREDAAGSVGMRFRVGAAVNQGDIAAGRFDPGGDGVVNSILWSEAG
PLPDFETDMRDMRNVQAGNIGARFDFGVAIGAVG
>MBL3584515.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB23
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRKAHAAALATGADSAEAMRAVVRLLIEEFGADL
>MBL3584516.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB23
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEQSNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MBL3584517.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB23
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLQAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAATAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWTYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYACLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MBL3584518.1 hypothetical protein JMM61_03910 [Rhodovulum sulfidophilum]AB23
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MBL3584519.1 methionine synthase [Rhodovulum sulfidophilum]AB23
MTQTAFSPTRLALSPVFDTLRAAARERALVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVFALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIEAVAQAVKGDAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLNVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYTPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALSDFVAPEGTVPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MBL3584520.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB23
MRVLRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYDLA
SARLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRG
>MBL3584521.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MBL3584522.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MBL3584523.1 alanine racemase [Rhodovulum sulfidophilum]AB23
MATGTLTIDLDALARNWKALARASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MBL3584524.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB23
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MBL3584525.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDAATLSEVEAFLDAPRAWQEARRQQ
>MBL3584526.1 dihydroorotase [Rhodovulum sulfidophilum]AB23
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLEKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVHSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFYLHWRVER
>MBL3584527.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB23
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MBL3584528.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB23
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>MBL3584529.1 LysE family translocator [Rhodovulum sulfidophilum]AB23
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAENVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MBL3584530.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB23
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
TYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRKRYLPGLAQGKLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLAACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MBL3584531.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB23
MLAGQNYVCSRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQVTVPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFKKPGVAETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MBL3584532.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB23
MADLPALGIPDEGRLSHNVLHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDRPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPNVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>MBL3584533.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB23
MPLNWKIGGPLLGVVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MBL3584534.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB23
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>MBL3584535.1 XdhC family protein [Rhodovulum sulfidophilum]AB23
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPVGRALPEDLLADLVAARAARRAVACLVDAESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGQVFVGLHNPPLRLIVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGLDA
RSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVVPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRCG
>MBL3584536.1 molybdopterin-binding protein [Rhodovulum sulfidophilum]AB23
MRFGPVPPAEARGAILAHSMALPGRHLQKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHETRAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>MBL3584537.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB23
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MBL3584538.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB23
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>MBL3584539.1 hypothetical protein JMM61_04015 [Rhodovulum sulfidophilum]AB23
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGDESGTGATAEEAMPEEGRAPGGTGQDAPAAESQSDAEMPRSEGDTRPDTG
PEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAMQEAPAAEAPEAAPSDAVGAAPDPETRDTGAATEGAAVPEAE
E
>MBL3584540.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB23
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPDVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDADETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALSARYGAAAEGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEVAPAA
>MBL3584541.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB23
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MBL3584542.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB23
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MBL3584543.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB23
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRADALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MBL3584544.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB23
MTEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
MAGDTADSLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>MBL3584545.1 ribonuclease D [Rhodovulum sulfidophilum]AB23
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MBL3584546.1 hypothetical protein JMM61_04050 [Rhodovulum sulfidophilum]AB23
MTPRPVSLILCATALVAACQSTTTAREDAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNARDMSSEATYL
RDRNKRLIARAYECRRPS
>MBL3584547.1 hypothetical protein JMM61_04055 [Rhodovulum sulfidophilum]AB23
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRTLVVRGAQNQRQSRR
>MBL3584548.1 SufE family protein [Rhodovulum sulfidophilum]AB23
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MBL3584549.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MBL3584550.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB23
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>MBL3584551.1 CinA family protein [Rhodovulum sulfidophilum]AB23
MSDKAAPLIAGARAAGLAITTAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MAAGALAHSEADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRAETVTETVEFGALGRDRVRSATRDHALTLLLAAL
EPRPSAN
>MBL3584552.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB23
MSLALNIATVFGVGRLRPAPGTWGSLAAMPAFWALDVTGGALLAALTTLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFAAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MBL3584553.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB23
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHDAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MBL3584554.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB23
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVQMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGVLRRRVLTAPAGAAVLALLPEALA
AEGRAAA
>MBL3584555.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB23
MTLDQDAIWTALPIPAFLLDAEDRISNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDAEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MBL3584556.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MBL3584557.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB23
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLDKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGVVGDQAEALDQMTDVIVRQTNDLRRIV
DEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIESLREKGE
PEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAH
CGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MBL3584558.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MBL3584559.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB23
MSRRKSRPPPIDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIA
GHASYPDVLERAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPERE
VAEAALQRLAAPAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQ
IYVFAHVEDLNRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGL
DINLLAEANIKRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHG
RVRGVYSIGDAEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVER
LLQVSIDFF
>MBL3584560.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB23
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MBL3584561.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB23
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MBL3584562.1 GTPase HflX [Rhodovulum sulfidophilum]AB23
MTRAWVLHPDIASDRERRDAGPALEEAVALAAALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILVDLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>MBL3584563.1 hypothetical protein JMM61_04135 [Rhodovulum sulfidophilum]AB23
MTPLRNRASAPVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGASLFATYPVRAQQMAEPGTAAQVAPLRPGHGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAPKDG
>MBL3584564.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB23
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHEVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSDADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MBL3584565.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGEA
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MBL3584566.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MBL3584567.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MBL3584568.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQ
SYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MBL3584569.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB23
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MBL3584570.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>MBL3584571.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB23
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTEPQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MBL3584572.1 hypothetical protein JMM61_04180 [Rhodovulum sulfidophilum]AB23
MRGLKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGRGAYAGVRAEGGQDVIFYVFCARGGERLLQLDGVGGEAGPNVLSLIIDGQGFPVTFGGSREGGMLARLPPSAPVLG
ALQRGQMLEIRSGAGQGQGLGRFPLEGAGDAISGALALCR
>MBL3584573.1 ATPase [Rhodovulum sulfidophilum]AB23
MIYDTAVAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEELAALRGPEDFTDLIAEAIDRAPARR
>MBL3584574.1 hypothetical protein JMM61_04190 [Rhodovulum sulfidophilum]AB23
MKYAVGAAALAAVTTGPALAGGIERSVPSVGILFEQGNYVELGFSRFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADIAYPAGTGYPSLAGASADVDALGTTLMMRYEMPSNFSVIGGVRSLRTSGSVDLPQVASYRLDSS
TETDFGYLIGVAWEKPEIAARVALTYYSSITHDFTADESFTVSGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TDWSSFRITTPDYEAIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAVLFGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSNPTRFDGNDGVGFGLRVGYYF
>MBL3584575.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFIGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLEPNVIIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVKD
>MBL3584576.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB23
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MBL3584577.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB23
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFSGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MBL3584578.1 cadmium carbonic anhydrase [Rhodovulum sulfidophilum]AB23
MAAADPVAHGSAHHGSAEAHGAGPAASVPADGICRGFGPQAPRDISAPAGRNARIFNMAPPASRMNLCNIHTHTNAEHAG
PGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVE
AQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLH
EWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MBL3584579.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB23
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHSAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MBL3584580.1 hypothetical protein JMM61_04220 [Rhodovulum sulfidophilum]AB23
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MBL3584581.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MBL3584582.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB23
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTEHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>MBL3584583.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB23
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MBL3584584.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB23
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDAGFEAL
FPTDMVETLNRASEDLSALAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAVGFGLVGLMRRRPS
>MBL3584585.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB23
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MBL3584586.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB23
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MBL3584587.1 hypothetical protein JMM61_04255 [Rhodovulum sulfidophilum]AB23
MPSEGPFPVAGDSTLGKADMIAPVDPRTVAPVHFRHLAPAPGREDDLFR
>MBL3584588.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPMASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPARILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFERMRHPYTHALFRAIPRPGSDKTTGRLETIPGNFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDPTTRQS
GHETRCLRFEEIDWQSRASRPENAPQAEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGRTAEVFAPPYHPYTEALLSAVPVSDTRIEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGDLCSRELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>MBL3584589.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MERLSWTGALGPWLVPALETALVVLALAALAHPVAVLAGGRIAPGSEAARSGPGMAARVTGGLFRLSLGAVAAVILAFVI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTVYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGGLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MBL3584590.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKLLGGRCLRGRPDPAPATRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>MBL3584591.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTTPSDRPDRPHPAAELYAREYREGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLRLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
DFDALLDQATAIADDTARRAVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MBL3584592.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MBL3584593.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB23
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGSERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIDARFERMMKEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAVAAAKTASRQYAKRQRSWFRSRLRNWPRWPAG
>MBL3584594.1 UMP kinase [Rhodovulum sulfidophilum]AB23
MSDGSADQPKPAYNRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MBL3584595.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB23
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MBL3584596.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB23
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKEATALLQKG
VRVRFIGDRDRLDPKLVGMMQALEKITAGNEQVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MBL3584597.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB23
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MBL3584598.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB23
MQRRRITVFGATGSIGENTIDLLTRQGGAETYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MBL3584599.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB23
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDAEDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDAILALDGRATPDYSAFYDAVAALPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MBL3584600.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB23
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDTGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNARIKDEDLQRIIKSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVQKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLGRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MBL3584601.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB23
MRRSLTAPVLAAMLGLAASGASAQEGRTVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDQKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGPSPDAPATGGEPSSVPAPETGGALLRPMPAPAPPRDATEGEE
>MBL3584602.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB23
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MBL3584603.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB23
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFQELGTGEGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MBL3584604.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB23
MQGAEAWPGPPRRSAGHRSRYRRGRISRGACGARGRGRGRACARAGGDACPRRCAGAVPLGPRAVTRIFLIAGEASGDAL
GAALMAGLRQLDPEVAFFGVGGPQMADEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDVLITIDSPD
FCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEAL
AFRDRHGIAREAPLCLALPGSRRSEVMRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTELTAAWPVAPLVIDPRGD
PDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQ
PGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>MBL3584605.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRPCLAFVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTRLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MBL3584606.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB23
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQREW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MBL3584607.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB23
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MBL3584608.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MBL3584609.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB23
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDADYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLATEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLADAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPVDTLPYRFPNLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGVRQLKNREGWGEKSATNLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGQEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MBL3584610.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB23
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIISGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDREAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMSVAQSDARRLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MBL3584611.1 hypothetical protein JMM61_04375 [Rhodovulum sulfidophilum]AB23
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MBL3584612.1 hypothetical protein JMM61_04380 [Rhodovulum sulfidophilum]AB23
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3584613.1 phage repressor protein [Rhodovulum sulfidophilum]AB23
MRQSFRDAFLRAIEQSGQSVRNVATQSGVSYEQLKKLFRGNSASTNVDDAVRVAEHFGVTVEEFLGGNISTATPWTVSIA
GKVGAGARVPVFDAYEKGGGPQVECPPGLSPHGVVAVEVEGDSMEPVYSAGDILFYTRHTADGVPSEAVGKRCVCECEEG
LGWAKVIRLGREPGTFDLHSFNDQSPTMYGVRLKWAAPIRLHWPADLAKKL
>MBL3584614.1 hypothetical protein JMM61_04390 [Rhodovulum sulfidophilum]AB23
MKTILTTASALALLAAPALAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSRAPGCVYYTAPTGNDRDPAASGDGEGS
GEGEGEGGESSDT
>MBL3584615.1 hypothetical protein JMM61_04395 [Rhodovulum sulfidophilum]AB23
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLTLARIAKASL
>MBL3584616.1 hypothetical protein JMM61_04400 [Rhodovulum sulfidophilum]AB23
MAAILTIAPQIADRLAAEAAAARIEANTARVAANSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGDA
>MBL3584617.1 hypothetical protein JMM61_04405 [Rhodovulum sulfidophilum]AB23
MSIMDAIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>MBL3584618.1 hypothetical protein JMM61_04410 [Rhodovulum sulfidophilum]AB23
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3584619.1 hypothetical protein JMM61_04415 [Rhodovulum sulfidophilum]AB23
MAEILIRSFGRFNAEVTPAEARLIVRDDGKDMIRLFGRDLVRSSLLGGSWKPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLTNDPRRAERLLLGDPEAGQPPVEPRICPACGEQVTDSLGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMKEGKVDGEAWGGIPDAHA
>MBL3584620.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MRQPVWGVQLKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGSADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIASYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSA
LPAFASGWAVELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>MBL3584621.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB23
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MBL3584622.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB23
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MBL3584623.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB23
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>MBL3584624.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB23
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAAGALAEEMGLVSAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARIGITV
NDLFRTALKASARRPADWPSGMGAGIVDADALLHLELSRIQPLSAPESATPPPEDAILAALDESYEEIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYAKLLAAGQPGTA
ESSAKLSEPEARARLSGEGAGRLMAKTRTCFDRLQACGLGDRNAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MBL3584625.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB23
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAEMKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGSELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQTGPDRIGAVVLVGGSSLMGLVEAEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>MBL3584626.1 sensor histidine kinase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDLHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRNGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRTEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINDLLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTAAEPSDLRPVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MBL3584627.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDAAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MBL3584628.1 hypothetical protein JMM61_04465 [Rhodovulum sulfidophilum]AB23
MTRISLPLLAACLAFGLSGAAVAQSAGASLTGAAPTGPDPSRLMAGQTGSGACLAGSARHESHRGAWHRGDDHHGRGGRY
RDDDWRQDRSRDWSAACSRDCDRRSGGGQALRAPAPGTLPANGFFANGTAPRARSN
>MBL3584629.1 DUF2271 domain-containing protein [Rhodovulum sulfidophilum]AB23
MADYVSDGAYPAYVTDASGAYAGSLWVARAKAKYYKSLSDWCAATGGDSAGVEGIPRRSVGAGRTLTVSLDLAEALFDAG
YELHNDAAVEDLRDSLSEIVLPLGTEGLSRPVAGGCITSFTCEM
>MBL3584630.1 FAD:protein FMN transferase [Rhodovulum sulfidophilum]AB23
MQYRQGHGIDSLAEVARGFGAENALQALGARAVARSVGSRHWFDLGGRCPAHTMDQGRGAPLADSPASVTVLARAAVEAD
ALAGAFGALSQA
>MBL3584631.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTDRLAAAGFAVTDPARPLSEIARASGKSPMALARV
LIDRPR
>MBL3584632.1 c-type cytochrome [Rhodovulum sulfidophilum]AB23
MTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEELFGNIAAAATEETTEETEEPAAEEPAAEEPAAE
EAAAEAPATEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDTREAITGSEEPVIGGDAPEKAAAEPAATEEAAAE
PAAEEPAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTL
EGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>MBL3584633.1 arginase family protein [Rhodovulum sulfidophilum]AB23
MTRPTAHTVFQGRVGDRNALGMAGAQAIGAALARQSSTVPVPFGTSQPALNAGWRTELAAARPALGQLQARIDAVPAGGA
VSIAATGRCATLPVVARHHPGACILWLDAHGDLNTPETSGSGDLGGMALSGPAGLWKTGLGAGLCPGQIVLAGRRDLDPA
ERDLTQRHAIPVIPPGADMAAALRSAIAGPPLYVHLDCDALRPGIVPTEYAVEGGLSLDELNACARVIAEHRLLGLEIAE
FQAAWKEGGRPVSPGPLLEALTPLLQA
>MBL3584634.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB23
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVAARRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGGLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVTGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRISLALLDPAAPTGDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGPAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGKVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MBL3584635.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB23
MEDLLDQYRVTDEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDAADADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>MBL3584636.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB23
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MBL3584637.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB23
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MBL3584638.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASEIEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEDPL
RET
>MBL3584639.1 hypothetical protein JMM61_04520 [Rhodovulum sulfidophilum]AB23
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MBL3584640.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB23
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MBL3584641.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB23
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MBL3584642.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB23
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MBL3584643.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB23
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTMLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MBL3584644.1 hypothetical protein JMM61_04545 [Rhodovulum sulfidophilum]AB23
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MBL3584645.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB23
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFELQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MBL3584646.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB23
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MBL3584647.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB23
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKASEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MBL3584648.1 chorismate mutase [Rhodovulum sulfidophilum]AB23
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MBL3584649.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIAPSCQPKGAPLD
>MBL3584650.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MPVIPALMTERLALRGPELRDFEVLRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASGRTVGMVG
LWNPEGWPEPEVAWDLFEGSEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPAPEACR
>MBL3584651.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MKITIDCPEIETERLILRGPRAADWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGRGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLSCRLDPSVPHPFE
EDCVVYRHPGPEAVA
>MBL3584652.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENHRSVALAERLGARPDATADRPDEGDL
VYRHPRPEAAA
>MBL3584653.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB23
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQDKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MBL3584654.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MBL3584655.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIASDIDPVALTALRFLLAGMLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRIAAALALGGVGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPSLVWAVLGYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALVMLLKDG
>MBL3584656.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MBL3584657.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB23
MMDPAEKERLARLEARLAELKKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MBL3584658.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB23
MHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKMVEDVSGREGLKYFP
YIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLALRPILAMIEVISYF
VRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCVYLRDALHPHH
>MBL3584659.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB23
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MBL3584660.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB23
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MBL3584661.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB23
MKKLAVALTFVASPALASEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MBL3584662.1 hypothetical protein JMM61_04635 [Rhodovulum sulfidophilum]AB23
MPGEAKPASAPETRALLRPRTFSALLLGSGLVALLALTGVGPARRLLENHSKGIRAAQHAAAIEAVMAEDPRRQRRQDLT
ERARRHAGDAVEAGVFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANLTN
SVN
>MBL3584663.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB23
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MBL3584664.1 OmpA family protein [Rhodovulum sulfidophilum]AB23
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MBL3584665.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB23
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLKIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPEALAPWTEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADADIEADTRAG
>MBL3584666.1 endonuclease III [Rhodovulum sulfidophilum]AB23
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MBL3584667.1 adenosine kinase [Rhodovulum sulfidophilum]AB23
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MBL3584668.1 glycosyl transferase [Rhodovulum sulfidophilum]AB23
MATIAYLLLCREGPAATVALAERLSAAGDLVALHVDRRARPADTAAIRAAIAGNPSVVLARPVRCDRGEWSRVQAVLNTA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHVESLDFQAVDGGGKMALRPIFLQDVAEPRRRAGIRAAVAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDARRFFRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTF
ELVTENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRQVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MBL3584669.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB23
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MBL3584670.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB23
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MBL3584671.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MBL3584672.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB23
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MBL3584673.1 DNA polymerase I [Rhodovulum sulfidophilum]AB23
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPALPEASPAAADPADGTAPA
ALPFEPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMDATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAVRVREVMEGAALPVVALDVPLVVDAGQGQNWAAAH
>MBL3584674.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGK
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPDHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELR
>MBL3584675.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB23
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MBL3584676.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB23
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MBL3584677.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEAGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGPDTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRADEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIAVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSKGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MBL3584678.1 hypothetical protein JMM61_04715 [Rhodovulum sulfidophilum]AB23
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAILTALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPEAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAVLLSLGGWLREGRR
>MBL3584679.1 FAD-binding protein [Rhodovulum sulfidophilum]AB23
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MBL3584680.1 FAD-binding protein [Rhodovulum sulfidophilum]AB23
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAVTLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGGFG
GARVESDPVAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAVRAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLATMAARLKAAFDPKGILNPGAMG
>MBL3584681.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB23
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGDSDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLDLPPGRGGLRVAYHAA
CSLQHGQKIKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRVLAAG
>MBL3584682.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB23
MLAGLMVALAAASGGSAGTGADRPPHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLPLA
GLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAIRLPGIVPFGIGSQPGRGDAVGVVSYARD
RSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGARQVALGTVIHDGLEVLRARLAP
DEPGGPMPRFGPGTARSAGAKFLRP
>MBL3584683.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB23
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEARENSSQPEGTAV
>MBL3584684.1 hypothetical protein JMM61_04745 [Rhodovulum sulfidophilum]AB23
MGPSPRFKKTLQSTWSWYLAQSTFVRARLLVPIICGLLMTVLIGNMGLALMGTAYAINAFLVGSIGGAIAVVLGRALQII
ARDGRQSR
>MBL3584685.1 elongation factor G [Rhodovulum sulfidophilum]AB23
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MBL3584686.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB23
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MBL3584687.1 alpha/beta hydrolase fold domain-containing protein [Rhodovulum sulfidophilum]AB23
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAAPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLAQAESPLATALFGGL
>MBL3584688.1 P1 family peptidase [Rhodovulum sulfidophilum]AB23
MRPGPRNLMTDVAGLRVGQAGDARVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPSAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>MBL3584689.1 hypothetical protein JMM61_04770 [Rhodovulum sulfidophilum]AB23
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEASVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPDDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLEDVLGGGRAPS
>MBL3584690.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETIPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEDE
AVAIANGTGYGLVAAVWTRDGARQMRMARNLRAGQVYLNNYGAGGGVELPFGGVGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MBL3584691.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPTATVLTARRHPYTSALVAASAHS
PATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRSPPQRAVDRVSFAIARGESLGLVGESGCGKSTLARAILGLEPLQGGEI
RLDGTAIGAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MBL3584692.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>MBL3584693.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTPWARYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGTGIKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MBL3584694.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB23
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAALVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPDAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAESDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MBL3584695.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MGAERKGDRRMRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEG
LTRFAPDGTVVPGLAASWEANEAATVYTFHLREGVRFHDGTALEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPL
TVTVTLAGPDGAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALSRATFKFIPDP
NAAFAAMMAGDVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFG
YGTPIGTHFAPHHPDYVDLTDLSRHDPKKARALLAKAGQTDLTLRLALPPPSYARRGGEILASELRAVGIETEIVNLEWA
QWLDQVFRRHDFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILTAAQRMIAEDYVNVYLFQ
LAKTGVANAKLEGLWENAPTQANDLTAVHWTD
>MBL3584696.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB23
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVEAYAEEVRSRRFPGPEHVFADEIGGGA
>MBL3584697.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB23
MSAPILRSLAELRALRAAWRAGGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTESRD
AEKLAPLGVDAIYVPAPDQVYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGKALEAGAGAGEALAGARAAILDAGFAEV
EYLELRAAADLAPLDAAVVPARLLVAAHLDGVRLIDNIPVAAG
>MBL3584698.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB23
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETRGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MBL3584699.1 hypothetical protein JMM61_04820 [Rhodovulum sulfidophilum]AB23
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MBL3584700.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB23
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MBL3584701.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MAPNALDRGPGRAPDAEARAWIDQHDGAFGPWIAGSLRAGPDATAICSPASGSELARLTDASPADLADARAAAATAQPLW
AALPGTERARRLYDWAAEIAARETCLTQLLALETGRPVRACRRGLGAGLDALRQAADSLLAGAADRPGHVPLGVVAPGPS
FGLSLGLSPDLSLGRIAPALAAGNAVILAPGPADGRLAMLCLAEAAGAAGLPEGLLAVLPGAAGALSDLAQPPVATLRGP
CLHLVLEDADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLPGPALRDRLT
AALAETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMETGLPGPVLLSMTFRTPAEAIRLANTTPPAPAASLWSETLS
TALDLATTLEAGTVCVNGTDLEPAPDPLEPWQRPAGLAPARPVARPVAAAAVPSAALTTARRAQSGWAGRGTAERAAILT
RAATRLAESAEAPAARLASAAGAAATASATWAETPGRATLTRHRPLGVIAVLCPEICRQAAPMLAMASILGPVLAAGNGA
LLRPCAGAEAEAEALIAALEAAGMPKGLVGIVSGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSEG
GTSETWTGPGGASDLFRIAAGRRQTLRLSWGA
>MBL3584702.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB23
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAADLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRTDLRTALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVVAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTATDALDWLVLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHATG
>MBL3584703.1 hypothetical protein JMM61_04840 [Rhodovulum sulfidophilum]AB23
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MBL3584704.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MGRRLALIFALLAALPAAAAETVLAPVTVTEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRNGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHGGRDRVEILTGLEPGDRV
VSPDE
>MBL3584705.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MSDEPRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDQAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTQATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHIVRPILSRKWISLVFLL
GVATVSFGSMVALYTRDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGGLELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILT
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MBL3584706.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB23
MTADDAYAGLMAAAAHSGHDAADLHAVASILALALSEAASPEDLPAHCGLAAGALAELLGALFPAAPPEFRRGRGAAPRG
VEQDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAVPPAPAQVLKIR
>MBL3584707.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB23
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>MBL3584708.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB23
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVVYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVVIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MBL3584709.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB23
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGARIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRETYRDSFA
>MBL3584710.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB23
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEAPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MBL3584711.1 hypothetical protein JMM61_04880 [Rhodovulum sulfidophilum]AB23
MRIGLVRRAVRDRLRGEAAIGMSHDPRSAGPVALGWWSANLGARWPLDYGEPCACRSNRSSALRESAVFEFDMKDNKGSR
TKRLLEKLVEHLGAQSAAEDAVRKAVEQVVVIFDKLASRRRGSATVS
>MBL3584712.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]AB23
MLAEKLLREKDLRKLVLRRAGGAADIAMFGRMLADDADFSRDAAVQMVHATPHTALR
>MBL3584713.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB23
MAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPVYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRTAFGAPVAQLQELVAAKTVTIAKLMEIAPTGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>MBL3584714.1 hypothetical protein JMM61_04895 [Rhodovulum sulfidophilum]AB23
MLQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPMMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARSHSDEASQSRNGHWHQKIHGYEDRHPDLVGMVR
DTLTDDGYTLERPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGAVLLVVSFGKRISARRARDAANGAA
>MBL3584715.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB23
MKDMIDQTRAVPRAINWNRLQDDKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MBL3584716.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB23
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAAAMDGPDFGGTVEAAIRALTAVSELSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRVYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRDLFARFC
VDLPSREDWAGLKQAVRTDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MBL3584717.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB23
MAGLVYFSSRSGNTARFVERLGLPAVRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MBL3584718.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB23
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MBL3584719.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB23
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKIAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIVSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MBL3584720.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPGSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPATTEADLSELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGKVSVDV
>MBL3584721.1 hypothetical protein JMM61_04930 [Rhodovulum sulfidophilum]AB23
MSDGDAEGGKAVQDGDAVLEFGWLVIEAPGHELLAEQLNAVNLRFCAAAAVIAAPPSPDGPSKPIDGAQSVVPRSDAGAA
VLLPGLGVSPERE
>MBL3584722.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGTLRLAASQTIANYWLPPRMQRFRREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALATQSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVLVEFDLPPRRFHMLRHKERHLSLAEQRFLELV
>MBL3584723.1 YeiH family putative sulfate export transporter [Rhodovulum sulfidophilum]AB23
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEAGLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>MBL3584724.1 hypothetical protein JMM61_04955 [Rhodovulum sulfidophilum]AB23
MALEAIPGEATVAELVTKRGVHQTLINTWKRRALEGTSGIFSGKAEAKAAEKENEIEKLRAKIGQLVVERDFWVKASGR
>MBL3584725.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
METTYIDALEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSAHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>MBL3584726.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB23
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALTRVTSSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFLRGIDAPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGTLAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGAM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVKTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLIGLFRALTGRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGSPAGMIADSLSVTGPYLARAFGCDVPA
>MBL3584727.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGVEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWIVNDAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTESP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSNGLELSFD
GQAARHLRLGAAFGYADATFVDYPDSQIGDASGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MBL3584728.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB23
MNGLRPESPDLQKRLAEEIARPQGLIAGIDALDPGIPGAVLLRARFRPGRYRPELFRELDLDRPEQLARAVPKRCCEYLA
GRLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGNPVHPGVDVETVADARNLDAILKLCCT
PADRALIAADPDRTALRATLLFSAKEALYKALYPVFRKVAPFEAAELTAPPSDGLLHLRLTAELHPSLPAGRVFALRYLT
WTATAQDSGQEHGDRQVLTWILHEPQQPGPAPKPKT
>MBL3584729.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELDWYR
PEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKVLILAGIEALCVPPANGRTVCPAAEGP
AGRSGRDGPQ
>MBL3584730.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSDTEIRSDLESLRRAWTLAAPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAIPVFVATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFTVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLEDGRIAERGRHD
ELLAAAGLYARLWSHRAQAAGWQIAG
>MBL3584731.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MPQTDTPPEAVGASQPVGAKPDFFSSLKLLMRYGQGNGTVIAVSAVLATAAVALELVPVWAIWRAVTALAADEAGAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAANL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPQG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGATPEKRSVPRMETAQ
>MBL3584732.1 hypothetical protein JMM61_05015 [Rhodovulum sulfidophilum]AB23
MYLETTGGPQAGELIPAYGENAVAIVGMALRVPGADTVPAFWSMLREGRDGVVELGPSDLERSGLDPALIDCPGYVARAA
VLSDPDCFDYALFGLSRREAEGIDPQHRLFLQCLWSAFEDSGRDPRHIRELCGVFVSARLSMRLMRGGSDFASPNAAGLM
QTLIGADKDYLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRD
GICRPFDAEASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPGVEGQIAVLTEALAAAGAAPE
SLCHVETHGTGTGLGDPVEASALAGAFGPMEGCRVALGSVKANTGHLDAAAGVVSQIKAALALQHAEIPPLAHFKSPHPD
LALDGTGFYIPLRPEPMTGPGPLRAGVSSFGFGGTNAHAVLERWGGAGDAASAEETPGGKGTGESRDAGPAVLPLAAPDP
EALSALKEAFRARLAPPQSPACTNSMAGISSFRRAGPRCARPSSHSWPAAPARGTIPPAVRPPASRRQAPGAGRARRACP
GPGLPAIARRPRCRGRGGPRGDGPAPPGR
>MBL3584733.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MVSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAISGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPG
IARIEGRVTGAGLMELANEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARRLKPGSRITLTLN
GGRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRY
GSLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERSQIGLLKAFGYTSREISLHYLKLAM
LIALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAASLGAVLVLRRVFRLAPAEAMRPPVPP
GYGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTR
AVGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEA
RPGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIA
IKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLAL
PLGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>MBL3584734.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MAQIPAFETHGLTRTFGSGETAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFFGRDLAGLDNR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKRP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MBL3584735.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MLKNHKTEEIAPGLVLNLFNASFSEPFSIEMEHDPCIVLSVVIDGSVTFNSPIRAHAHSRNVICCSSDRRMTVCSQIAAC
PCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPESRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHPA
>MBL3584736.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGSAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYHAAAMADWQMVVVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAIKAP
>MBL3584737.1 zinc-binding dehydrogenase [Rhodovulum sulfidophilum]AB23
MTAALSWRGFQRRPVMLVYPAGIEFGVSFLAAMAAGCIAAPWASGDWTTRKRSLPRLLHIAGDCTPAAAIGPAKTLGGLD
FEQAVPHVLAHEDLRAEAVGDFSLANERGIARLRGRIRAAAGDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGH
EHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHPVLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPRDG
IRDPDLRRAAGVDPFLQKLMVS
>MBL3584738.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDANKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MBL3584739.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATAPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPKVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MBL3584740.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MBL3584741.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB23
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MBL3584742.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB23
MSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADEV
MARLGLTRRTGTGDLPIGGGAGYPSDPDAWCAEQAAVSGLSQARVATLLARYGTLAGALAQSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADLALRRTVVALAGGLDAAALEALAERLAAARGWSAARREEELHRFRVKLATDHGADPERIGLHRKGE
VAAQ
>MBL3584743.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB23
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MBL3584744.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB23
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFE
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>MBL3584745.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB23
MTSMADEADMLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDTEMVRFLRAHLLDAAAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPSPRQGNEALEALVPHLHAAL
PGLGFADPRGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFHDHSDGTQI
MLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MBL3584746.1 hypothetical protein JMM61_05095 [Rhodovulum sulfidophilum]AB23
MSRKGDCLDNAPMESFFGSLKNEQVHRTRFRPRRDAKAALFEDIAIFYSPPSAPGVDPDARRPAPLGRLVMVRAGLLAMA
KESGPRQGRASGFSKRLPLSPLGHDAPRYLRSLACSSSQYSIRNCSGRGSGW
>MBL3584747.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB23
IAPNLLRRTFEASEPDRIWLADISHVPTDEGWLSLAAVRDMARMAIVGWSMSERLKGSLAVDAMRMALQNRRPAPGPICH
SDRGIQYAIGDCRQLLDAWKTAASMSRKGDCLDNAPMESFFGSLKNELVHRTKVRSRREAKAALFEDITIFCNRKRRHSS
IGDRMPEQARIDMAAAVAA
>MBL3584748.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB23
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
GPGEPVLTNAFTLAPVPGAIASLGARPVLVEVTSDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYLRHRAAPGPEHFEGLL
AEMPNVSGRMDALRAAILRPQLTELPDRVARWAELYRALEAGLCGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEMAADRA
>MBL3584749.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB23
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDSEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>MBL3584750.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB23
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALDGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRADLAAAEAAFQA
RARAEALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKSKR
>MBL3584751.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB23
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MBL3584752.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLSDELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MBL3584753.1 ribosome-associated ATPase/putative transporter RbbA [Rhodovulum sulfidophilum]AB23
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFDWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELTPDQTASAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGSFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>MBL3584754.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MSDRQIFSDFSDSPFPSPFPRNVLRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVD
VATKYAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLH
ADGHASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGA
PVVTLLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPR
NLLERFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MBL3584755.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MBL3584756.1 c-type cytochrome [Rhodovulum sulfidophilum]AB23
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVARGAREVEPAPDLTDP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPADDPLVPARPPVPTEAGSDDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QASHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAEAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>MBL3584757.1 putative zinc-binding metallopeptidase [Rhodovulum sulfidophilum]AB23
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDGAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MBL3584758.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB23
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAPGAEARALIDILRNDSAREALISELEQAAGRGSADQDRAAAVPSEA
AGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAVGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPEAQTEPETGAPRRHGRLALALAQNWHWVALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVLLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>MBL3584759.1 FAD/NAD(P)-binding protein [Rhodovulum sulfidophilum]AB23
MPAPTSPRSRPLRLAIAGLGPRGLGALEALAARLPQAGSAIAIDIFEPGPWPGAGPNFAPGQSPLMLLNIPIRAVDIDPP
GPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLTANLPEGVALTRHETAILRLERSGTGWYLESAAGRFGPYD
EVLLAPGQPRSAPDPQLARWQDHAGRTGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGR
YLPSGREPARILPFSLDGLPPWPKPASAGTDACFAPLPAESRGFEAALERARGAAPEAALEAISAALELAARRVLEAAGV
DPDGVATWLAAERAAPASQETRDPAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVAALIGFDE
GLKRYSYGPPAETAEELSILIEAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRD
AGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>MBL3584760.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRSHKRDELVRKALDVFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPPRA
RLMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAV
AAHLGHAENPVADARAGAEAILAATLPVARQHGLPAARTGAPP
>MBL3584761.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB23
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MBL3584762.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB23
MRRRPGRPASRPRPLPARHRPPPAGRNVRKLPLSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGK
IDAAIARVESLLLATGVLLMALNTVANVVGRYLFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRA
RKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTA
VLEGYDDDETEI
>MBL3584763.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRKGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MBL3584764.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MBL3584765.1 UTRA domain-containing protein [Rhodovulum sulfidophilum]AB23
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLANGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MBL3584766.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB23
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAAYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAETGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGERSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MBL3584767.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB23
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIVEPAELTYRIGFNPLHARYFEGCKC
>MBL3584768.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB23
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDSATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIFEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALGAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MBL3584769.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB23
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAKAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAEILARIEALAPELSS
>MBL3584770.1 CoA transferase [Rhodovulum sulfidophilum]AB23
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYANAPVSRVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHANARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MBL3584771.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MBL3584772.1 urocanate hydratase [Rhodovulum sulfidophilum]AB23
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLAEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MBL3584773.1 HutD family protein [Rhodovulum sulfidophilum]AB23
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVGGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MBL3584774.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MBL3584775.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAVGRLLERRLTV
>MBL3584776.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MMLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MBL3584777.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MBL3584778.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAVGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALAGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAIEGR
>MBL3584779.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]AB23
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGHRVTVEAADLVPGDVVLIEAGDRGPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLVLGEAELAVAGEGYAPEGEVCPVDVAPGREAGTATDPGLLAALARAAGLCNDAV
LHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQERLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGRKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTAAQVAVTYLPLLQPVFGTRPVPLEDGLLIVGIGV
VFFALIETEKQMRLAFRRGQPGR
>MBL3584780.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB23
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAVLFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEARAASGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MBL3584781.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAETLRAHDGLDCSAHVVLA
DPFAGLIEAVSQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
CLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALSAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>MBL3584782.1 hypothetical protein JMM61_05280 [Rhodovulum sulfidophilum]AB23
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRLRREAGAAEDSGD
>MBL3584783.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB23
MTARAEFTLGRETVPPGNRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MBL3584784.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB23
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARIFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MBL3584785.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB23
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MBL3584786.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB23
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MBL3584787.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLEVLRDQRTQLDASIEELQTLRDAAATGQA
>MBL3584788.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MBL3584789.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCHLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLVGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPAGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKTFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MBL3584790.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB23
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRGAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALLTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MBL3584791.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLRPRARIRANCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPSVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MBL3584792.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB23
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDEKGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRHEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGPGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>MBL3584793.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB23
MVFKIDFLGTRPVAEMVAAAGDAAGALPPVGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIERGCLWL
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIEAARAAEPHAERFVLLPARMLAGVMGIRRVAPPADVCVVSIAFDA
PATVYANGAARVHCPSWQGEGTGATGRPEDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MBL3584794.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYTYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHTVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDALPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MBL3584795.1 hypothetical protein JMM61_05345 [Rhodovulum sulfidophilum]AB23
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRTRPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATLSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>MBL3584796.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB23
MTVALALCAGGMGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVDPTRRRAVAE
APLAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGALVGAGYAPV
ATGR
>MBL3584797.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MBL3584798.1 adenosine deaminase [Rhodovulum sulfidophilum]AB23
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEEAA
AEGVIYLETFLSPDFCGGCDLSAWVDHLEATREAAGRAEGQGILLRANVTCIRHFGPERAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MBL3584799.1 phosphopentomutase [Rhodovulum sulfidophilum]AB23
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEGAPG
LGAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREVPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTAETGFTRTAHRHDYAMAPPA
PTLCDWVQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWANLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MBL3584800.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB23
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDAEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MBL3584801.1 cytidine deaminase [Rhodovulum sulfidophilum]AB23
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MBL3584802.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB23
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MBL3584803.1 response regulator [Rhodovulum sulfidophilum]AB23
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLALIDIEMPRLSGIDVIR
RLRTAEGDGPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MBL3584804.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLSLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEEIGGAAKPIQIEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MBL3584805.1 NAD kinase [Rhodovulum sulfidophilum]AB23
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLEAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MBL3584806.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB23
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAKEHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAAVEARVKAEVEALCARFPIYPGL
>MBL3584807.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLASDLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MBL3584808.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGRYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>MBL3584809.1 hypothetical protein JMM61_05415 [Rhodovulum sulfidophilum]AB23
MTLTKTFGKTLTMAALGLTLAFAATPAAAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQSAGPEVLIEGVGVARPGAMARDLLDRRARVWSF
>MBL3584810.1 hypothetical protein JMM61_05420 [Rhodovulum sulfidophilum]AB23
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
ATHPEAARGTP
>MBL3584811.1 RidA family protein [Rhodovulum sulfidophilum]AB23
MGYSRAVVLDGWVFVAGTTGYDYATMTMPDRVEAQCANALATISAALAEAGASLDDAVRVRYILPDPAEFPACWPVLSEA
FARARPAATMISAGLMEPEIKIEIEVTARLSA
>MBL3584812.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB23
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MBL3584813.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB23
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MBL3584814.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MBL3584815.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB23
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>MBL3584816.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB23
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGHRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>MBL3584817.1 ectoine synthase [Rhodovulum sulfidophilum]AB23
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MBL3584818.1 aspartate kinase [Rhodovulum sulfidophilum]AB23
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>MBL3584819.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MRRFVPLAVTLVLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGASATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDSGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARYGMA
P
>MBL3584820.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MRPLRAAPALTLALMLGPVLAGLVGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELATARLGHRWVESGARRLAEPLLRAAGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGAGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>MBL3584821.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVTGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARIEAALEEIGLPGFAERDPTTLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDAALRDQIRALVFARARDRSLPVLLVTHDRADAEAAGGPVIGLGA
>MBL3584822.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB23
MHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQMPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MBL3584823.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB23
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MBL3584824.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB23
MIPVRGVEGQKLAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PGPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARLGG
>MBL3584825.1 hypothetical protein JMM61_05495 [Rhodovulum sulfidophilum]AB23
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MBL3584826.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB23
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAACAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MBL3584827.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB23
MSALWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
ISFGSEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MBL3584828.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB23
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRSEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQILGDAVYPFDDA
EQASVAVAALDGRLA
>MBL3584829.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB23
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQRVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MBL3584830.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB23
MAAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWSAGWGDRLH
LVEGVFSELDRHAEALLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MBL3584831.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB23
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>MBL3584832.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB23
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MBL3584833.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB23
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYSRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
EAGGLGGKGATELRKLVDGIARWHEATLGPLVRGAVDDEFAVIDDEVGVSVAEFRRGYPEIGHVELAERILDESGYTAMW
QADKTPEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQR
AMDETGLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAA
VSGIEARASRADVYNSPGWQRLQSRNAGRAPAAPSRGARGGGVVIDAEAVPVFELGARVFHQKFGYGTVTGIEGDKLDIA
FDKAGAKKVVARFVVAAASADDVPF
>MBL3584834.1 hypothetical protein JMM61_05545 [Rhodovulum sulfidophilum]AB23
MSRYRIILSGLALAALAACGTPERPETGVPKLITPEMLPQAPEASAPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>MBL3584835.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB23
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEALAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRS
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>MBL3584836.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB23
MTKTKTKNRPRLASWRDAETDSDKTDIIPVALVSLDDATARRADLRQAGFPADWVEGYWPASDLRNADEAHLAEIADMEH
FVRSIGRRPLPGEIGCALSHRRVMEWLANSDHPLVLVFEDDARPADPRAFDVLPEILMPVFEHGRQGASFILHLGVKRRQ
RPKTVNRVLAGCGVGFWHRWMVRDAGKDHNIWRTHAYVISREAARRTVAAETPIRNVADEFARRGKEGLHDHFLYSEPGL
FLPAPEAGSMINPNGEVRRTNRKKRKSWKKPEKPNAMGKIKIMDRLRRLSSKTFHL
>MBL3584837.1 NnrU family protein [Rhodovulum sulfidophilum]AB23
MGGWGEFVAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWTPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAVAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALVTGRWRPSGPPPLWQLVLGLALWAGLLAVHRPVIGVSPLPF
>MBL3584838.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWEARDRSQDEIVTDINTRL
RAVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAGTAQALVDRMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFVSA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MBL3584839.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGIGAVLGLAPAGSDVGSGPSGPGGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNAESVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALSRPARDAG
>MBL3584840.1 cold-shock protein [Rhodovulum sulfidophilum]AB23
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MBL3584841.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MGPERSAGRPTGKLAGKLVGAFAAATAAIWTAGAALAQDYTFNLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEVHAPDDLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEGFR
TALAPVVERWIEDAERRGIDGAALVARARAAIAAHESR
>MBL3584842.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB23
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDAATARGRG
NA
>MBL3584843.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB23
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGQGEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEDLKIWFGILALIAVELGLITPPVG
MNVFVISSQARDVPMAETFRGVLPFFLAELFRVGLLLTFPALVLWLPRVLGG
>MBL3584844.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB23
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALDVLELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFVAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSQAA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDMALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVEPVPDPVTA
PAGPLPQAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MBL3584845.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB23
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPANAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILVGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKDAVDVAA
>MBL3584846.1 hypothetical protein JMM61_05615 [Rhodovulum sulfidophilum]AB23
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MBL3584847.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]AB23
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPETVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLVPSDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MBL3584848.1 hypothetical protein JMM61_05625 [Rhodovulum sulfidophilum]AB23
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEELAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQVGPPPPRQGAGGLPELSCLLG
VHRYLATPAAPAHAELGLCLGRLVERHPGLGEAWAALALVRLDEARFGRNLRSGSDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAAREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MBL3584849.1 response regulator [Rhodovulum sulfidophilum]AB23
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MBL3584850.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB23
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDTTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYVDDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MBL3584851.1 hypothetical protein JMM61_05640 [Rhodovulum sulfidophilum]AB23
MIDTPIDLDGHRSAAGQHDAEMRRRPVNTEPESGQSRQPHLEVLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MBL3584852.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB23
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>MBL3584853.1 hypothetical protein JMM61_05655 [Rhodovulum sulfidophilum]AB23
MNGFIATAGLRIPATSPWMAAILAVGMVASLAFPALAQDGTGTVPENAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>MBL3584854.1 hypothetical protein JMM61_05660 [Rhodovulum sulfidophilum]AB23
MGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDLARACPAAPGVAASPRRPDVTGENA
>MBL3584855.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB23
MTFTELGLNARMASRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSRDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MBL3584856.1 cold-shock protein [Rhodovulum sulfidophilum]AB23
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MBL3584857.1 hypothetical protein JMM61_05675 [Rhodovulum sulfidophilum]AB23
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESLADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MBL3584858.1 transposase family protein [Rhodovulum sulfidophilum]AB23
MDFVSDQLADYRRFRVLNVVDDHSRFCPGQSVDVSIPGARVARFLDDQALRMGLPEEIILDNGPEGTSKAMFDWSERTGV
RLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRHAREEIGRWRSHYNTKRPHSALGYLSPTEFLTKTTAPALETLA
VSTLPLNTQTQPEDSRSNRP
>MBL3584859.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB23
DGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MBL3584860.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB23
MAHVLVTGGAGYIGSHACKALVRAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVRGLDRL
LVGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>MBL3584861.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB23
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MBL3584862.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB23
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKLEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MBL3584863.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTSLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MBL3584864.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB23
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGKISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>MBL3584865.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB23
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDTPGRSEASNIQARLDLPDGSSAEIEARTGAIETDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MBL3584866.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB23
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MBL3584867.1 ribonuclease D [Rhodovulum sulfidophilum]AB23
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAILEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MBL3584868.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB23
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MBL3584869.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB23
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MBL3584870.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVGQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MBL3584871.1 GFA family protein [Rhodovulum sulfidophilum]AB23
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MBL3584872.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB23
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MBL3584873.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB23
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MBL3584874.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB23
MAKPTKSTGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLAQRLRRMARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRK
ALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>MBL3584875.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB23
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MBL3584876.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB23
MKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDP
LAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLEQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRRLG
NWFFLGVIFTPVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYGCDDC
LGSCPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRDAVARL
AEDADPVVAEAARWAVARLSRG
>MBL3584877.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MBL3584878.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB23
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLTDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>MBL3584879.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MBL3584880.1 response regulator [Rhodovulum sulfidophilum]AB23
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MBL3584881.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB23
MTTAFLTHPDGLDHATPPGHAECADRLRAVIGALTTEGFAGLLREEAPLADEAELLRAHPQGYIDSVRAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEATRAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAVNNVLNLPLAPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MBL3584882.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB23
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MBL3584883.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB23
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TADRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MBL3584884.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB23
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKPP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MBL3584885.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGERLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLATSMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MBL3584886.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB23
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWAMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MBL3584887.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB23
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MBL3584888.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPTGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETQPGL
>MBL3584889.1 inositol monophosphatase family protein [Rhodovulum sulfidophilum]AB23
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAGAFAYTTDPML
FSGADTEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>MBL3584890.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MBL3584891.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MBL3584892.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTILMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MBL3584893.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALISELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPKRLRELRRRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENALPETATETPHA
>MBL3584894.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB23
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDTAPRPDLYLEIHIEGDARMEAAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGATHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGAKA
>MBL3584895.1 phosphotransferase [Rhodovulum sulfidophilum]AB23
MTGALVTDQVMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMRAEFDLDAAMRLARQAGAAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEAPVLAGAMAALKALHATPALSNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKAQTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MBL3584896.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB23
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MBL3584897.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB23
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVAGLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLVRMGLAQGAAALPDPAALGKRMGILT
>MBL3584898.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB23
MSDSLSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHPLVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPA
GALAP
>MBL3584899.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB23
MSLLATRGLSHSYRSRPLLGPARTHEALSGISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFQGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRRLTRLDRKGREARVAELLDLVELPPRTAAMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLDDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPREIPTAPVEADAAPSPIPVP
>MBL3584900.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPERVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VSAHLALYGKELPA
>MBL3584901.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB23
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MBL3584902.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB23
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADARDMLGLDRPLATQYLDWIGRALRGDF
GISYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQTTQAPQ
>MBL3584903.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB23
MLSRRSLLALPFYGACLTTPLTALAAGRSGEPVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYTFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPVGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLEPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQALYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MBL3584904.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDKRGTLVALTPGGLALIDNAVESHVANMRTVVSGLTEREQDQLSQLLEKLLASQ
RS
>MBL3584905.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRQRAGASAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPALGIWAVPALLGCLIWWRVTDPCASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVVAGLVVSYWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MBL3584906.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MACYEVKGRRNYYMEFGQGRPVLLLHGISNSGRAWGPQIPELVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEQLL
ARLGIETLDVVGLSLGGMVAFELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQANLCVI
EGAAHISNADSSEDFTARLLRFLSSQPE
>MBL3584907.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB23
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRTIHSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGDDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPSRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MBL3584908.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MPGAPEARQGGPPPGAGPGGPFLVSLFTRGQRWRYGLAALAWLGAAIFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFEILRGTLSAMLAQDWCREWPHDTWLADEDPAPETLAWCAAHGVQ
VSTRKGRADYHRPAWPRRTRCKEGNLAFFYDSIGYEHYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
ADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
AMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHIVSGAGQGGRKRLHYVLDFGRSSGARRP
>MBL3584909.1 beta-mannosidase [Rhodovulum sulfidophilum]AB23
MRPDPVIATPRLVAPRFAALSLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ATYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MBL3584910.1 hypothetical protein JMM61_05945 [Rhodovulum sulfidophilum]AB23
MTAARHLAGSCLAGLRSAWAVLALGVAVSGLAGAAPAEGVREGVRSEQAIAGASAMRWLAPEPTSKPSRSSKSGRKAAAL
ALDRRLGRGSHICSASGFGQRPRCVAR
>MBL3584911.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB23
MIAYLAGWTRRKDAIFRTIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLGWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALSDAGPFLFCPLQVPNDSQITMFAGWVGSVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPAESAAAL
AALLAAPGDLDFDPALRAAFMTYLDRVYYPKIEETPDGVHIDAAALARILASARS
>MBL3584912.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB23
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MBL3584913.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
SRRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIGARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPADGPTEGKLTVGYTVNTAR
WMPVYDIRLDRAESSVTIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASVVRGDRMRLA
RARGAIAAAAAPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRTVQDRKEGDRGVLTKSNERSEAVRIAVENLTDETWP
LRLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MBL3584914.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB23
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MBL3584915.1 hypothetical protein JMM61_05970 [Rhodovulum sulfidophilum]AB23
MTLLREAAGQRCGDRRVRKVSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGD
CIDLTGQIRALGDAMGMISLSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MBL3584916.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB23
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAGYRFDRYRTQSGAPRASFKAPSGVDAARLEAMAAGEVLTRDLINIPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHTPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MBL3584917.1 C40 family peptidase [Rhodovulum sulfidophilum]AB23
MSGPTDRDRRETPANDRVAAARLRGVVEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAAGGPAPTHRVAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVRAD
>MBL3584918.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MBL3584919.1 cytochrome c [Rhodovulum sulfidophilum]AB23
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MBL3584920.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB23
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MBL3584921.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSKGCKFDQRLEEAREALLRNSFKPASVAPILHRAGVSKATLYSDVPDKRLLLSEVMRRECDRLTGAARDRP
>MBL3584922.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB23
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MBL3584923.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB23
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWPRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MBL3584924.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB23
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MBL3584925.1 HAD family phosphatase [Rhodovulum sulfidophilum]AB23
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
GMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>MBL3584926.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGTSGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVAADLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MBL3584927.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MIWAGLLVLMLLGAWPLAEALRRPMGGRARSEAPGEIAALPRGRTHLVWEGPAEGPVLVLLNGLTIGSHMLDRLAGGLAA
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLETLLEARGVGGELTLVGYSMGGAILTAFAAAHPGRVRRLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGGVVLRRMARAADRAYGLPGTLIAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPITHADAILAEIPAAPAQ
>MBL3584928.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB23
MSETLKDLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEDKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFELLFAAGVTV
VTTSNRVPGELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MBL3584929.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB23
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERIRMADGPIAEAALAAVLEECARANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPQLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLALPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCNAARGAGLAAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MBL3584930.1 acetyl-CoA carboxylase carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB23
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHLAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MBL3584931.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB23
MRSPLFEAYIEPARLYPETWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MBL3584932.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB23
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFVTTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSFRSLTGPPGAAIGQFVRVLRAVALLYLVLWVVLPSGPEKVAHRPVGAWLAVLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPTLGPLIAVDLAVLGLSWLAARVALRV
>MBL3584933.1 hypothetical protein JMM61_06060 [Rhodovulum sulfidophilum]AB23
MPEQTPDIFRKILPPRRVVARALPCWLFAAVLLALPGCVTESGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFVL
LVSCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPKDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SLDRGPGLAKGLRSDTWRAVFEANGRIVTAAATGFASRPIGDLAARALLQDLAGRSRAATESLPDPTMAQP
>MBL3584934.1 hypothetical protein JMM61_06065 [Rhodovulum sulfidophilum]AB23
MPILLKRDSLADRLLFRPALAAWGRAGGVAERLDIPDLTALPGRAWRLRHRRDRAIHGADARRAAFHAAAATARLPLGSD
WGFRPAPFAERVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSHGGEGAPFGLALEVSGFDGGFLSVVFELPSH
SVEGLGRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLLFDGPG
MNRILLSDIVLSRRPRAEA
>MBL3584935.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MTDYPHLLAPIDLGCATLPNRVLMGSMHTGLEERGDWARVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSPIKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAEAPRRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLKLGAAPGPEDLRGFDAVVLATGVMPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MBL3584936.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGAFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFREALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MBL3584937.1 OmpA family protein [Rhodovulum sulfidophilum]AB23
MSARRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAAAGCGGVDFRFASDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASTQDEATLAERLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MBL3584938.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB23
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MBL3584939.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTVDRLFEGQEATWPPAARHVAGPWCLRDGQAGGKRVSAATLEGGFEPAALAAAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MBL3584940.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB23
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MBL3584941.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB23
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MBL3584942.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAWSLTLARA
GYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREAREDPRIAATI
GIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTLGDPATGTGRRALLAPDVEHIGVIWSPTALRE
TRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLILAPFRTQF
LPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIRGLIIAAM
AVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGRATNRPAG
VGLGLGLFLAWALGVTFPMFQAV
>MBL3584943.1 hypothetical protein JMM61_06110 [Rhodovulum sulfidophilum]AB23
MPRDADAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSRAPRL
AGWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYGGTRS
AVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPLIGVG
ALVAAFAGVVADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MBL3584944.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB23
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGNARVLDLFAGTGALGLEALSRGAAHVTFLE
DGPKALALIRENVALCRAGAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAAALANDWIAPGALIVWEEGVA
VTPPEGLVLLDSRRYGETAISILEAP
>MBL3584945.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPTFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVTGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MBL3584946.1 peroxiredoxin [Rhodovulum sulfidophilum]AB23
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPVGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MBL3584947.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB23
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFADFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MBL3584948.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPETSGGGRPEDPFTTHRFLASLEDSGSVGAGTGWQPHHLVARDASGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRDYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>MBL3584949.1 phosphodiesterase [Rhodovulum sulfidophilum]AB23
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLEQVLDEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPAA
>MBL3584950.1 RidA family protein [Rhodovulum sulfidophilum]AB23
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAAGGALIPGKLGADLDVAAGAEAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MBL3584951.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB23
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>MBL3584952.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMIPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTDAFQGYIARKYGRRFREFIGGEIKVDRARQVKTFYEVKSTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MBL3584953.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB23
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGALALG
CAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPRGIAG
AIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDEILTI
YLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPKQAAL
AKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAIIVMS
ADGAVRAMVGGRKTAIGGVNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKFRGRV
TLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGLTELK
LKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAGVWMG
YDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MBL3584954.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB23
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MBL3584955.1 ammonium transporter [Rhodovulum sulfidophilum]AB23
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALIGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWAAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MBL3584956.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB23
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDAQGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADARARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALLTDWAAELETMRSRIETLRR
TLADRLRDTSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>MBL3584957.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB23
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPVEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADATMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MBL3584958.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB23
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MBL3584959.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB23
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MBL3584960.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MSGPGEAGPDALRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKSIGRARERGAPGTLEIDPVFAPALRGLSVGQPV
IVLYWMDRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDADTGRVEVDALDCYDGTPLIDIKPWLPSID
LPPGEPG
>MBL3584961.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB23
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>MBL3584962.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB23
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWTEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDPTAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGNPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>MBL3584963.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MBL3584964.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB23
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLSAEIVEGDARETLPAWDGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYPAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MBL3584965.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MBL3584966.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB23
MGIVFLLIIGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MBL3584967.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]AB23
MAGGGDGAAVHPRAGPPGRDRLGLAAAAHPVRLSAEVLLPDATEAGGRDAAWAFAAYQAIRPRLPNAQAGGAAREVASLS
EAAGDVDLVLLDAYGVLNVGETPIPGAAARIAALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLE
TLAGDTRHWGIMLDDAHGSEDLGDLRVSFLGDDPGPYARVDGFLLIGASGWGEARQSLLAQALAARPRPVFCGNPDLVAP
REAGLSLEPGYWAHRLADATGQAPAFCGKPFPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGA
LKSLSCQSCCREAGIHPDFVMTSI
>MBL3584968.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB23
MTEQDLTTRPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MBL3584969.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB23
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTVATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLIDGF
LESLKIAVLASFGGVLISIPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MBL3584970.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>MBL3584971.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MFDTTFRGLAAASAIAMIAGTAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPFIE
HLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDSME
DLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPEEV
RIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPEGL
AAE
>MBL3584972.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGKPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGAQVL
>MBL3584973.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB23
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEEQGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTQTGVCIMEMEEGLDTGPVLMRETTAIGPEDT
TGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPELARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>MBL3584974.1 peptide deformylase [Rhodovulum sulfidophilum]AB23
MIRPILPWPDPCLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGTR
>MBL3584975.1 peptide deformylase [Rhodovulum sulfidophilum]AB23
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MBL3584976.1 peptide deformylase [Rhodovulum sulfidophilum]AB23
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MBL3584977.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB23
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKREGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTRDELQGVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MBL3584978.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB23
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGTTGDSLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MBL3584979.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB23
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGIDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MBL3584980.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB23
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MBL3584981.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB23
GEAREARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAETIEHEVTRLKRQRESLGAVNLRAEED
ARAVQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLE
IMCQPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHA
LTMSRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MBL3584982.1 chemotaxis protein, partial [Rhodovulum sulfidophilum]AB23
EIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLAEINVGVNELDKVTQQNAAMVEEAN
AAAVTMKQEAGNLQTLVARFRLKGPTAAVSPRSRTETAIPAAALPPPAAEFEPPKRAVNDAGWQDF
>MBL3584983.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB23
MAPFAALRSGRFLPPPLALMLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAG
LWASLFHAVSAFNNAGFALYPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVW
STASFAALEWHNPATLGQFDRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFI
MLLLATYSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGD
LDTGGRAVLMLVMFLGRVGPLTLGFLLAVRHPRRVSYPAGTVYLG
>MBL3584984.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB23
MDRAPVGGGHVSCRLRGGLAIRGADHARLSPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVG
RYADVLSEAVIADGRDELALREAGVGNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVL
PEQEVGQHIAQMLHNPLVRDYVSLGNGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAMREGEFLSCESGELELKTGD
KLLVLGRRADLRRFGDDLLDEA
>MBL3584985.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB23
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPFDDRLRELD
MGEWTGLRKDVLISEKAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGRGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDAVPPRLEAYNLGEFAPDMDVAD
>MBL3584986.1 DASS family sodium-coupled anion symporter [Rhodovulum sulfidophilum]AB23
MPVPVPETRTETAPGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLTLYLMPNPAGLEPAGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRLGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVAVFTWFKLLGYGL
>MBL3584987.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLAKVRTATLTDLSQDVFLMKPPPSASRSFLLDRIQGDESSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMTLRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAKGASDRPSHPRSGSA
HSKA
>MBL3584988.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MTKAAVRLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>MBL3584989.1 CoA ester lyase [Rhodovulum sulfidophilum]AB23
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALREPRGSNRLWVRVNPLPTSDFDADLDTALA
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGE
DGALTGPYVLARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEAA
RRIVEAFAADPTAGVVAIDGEMIDMPHLKRSRLILQRAGEPA
>MBL3584990.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB23
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>MBL3584991.1 CoA transferase [Rhodovulum sulfidophilum]AB23
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDKAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATKRSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEDRGVLGRMAGSDK
EEA
>MBL3584992.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB23
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLDGFQGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MBL3584993.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB23
MSTAKDAIDPNMYFMTEAKAAPYAPRGHGGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MBL3584994.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIVVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MBL3584995.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB23
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MBL3584996.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRVALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MBL3584997.1 hypothetical protein JMM61_06385 [Rhodovulum sulfidophilum]AB23
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MBL3584998.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB23
MSDPVSQPLSPSLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGAIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPAERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MBL3584999.1 hypothetical protein JMM61_06395 [Rhodovulum sulfidophilum]AB23
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MBL3585000.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB23
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MBL3585001.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB23
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPLGGIQIAEGSDRA
>MBL3585002.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB23
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTDAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MBL3585003.1 riboflavin synthase [Rhodovulum sulfidophilum]AB23
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MBL3585004.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB23
MLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPASGFPPAFLNAAPIGSDTIRAGDTLGLTVFEN
VDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGV
GKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDFTALGA
TGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDF
AIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MBL3585005.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB23
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGGQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAGAATRDHRGFLLNRCTGRPMVTLKLASSFDGRIATAAG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLTALGRAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>MBL3585006.1 transcriptional repressor NrdR [Rhodovulum sulfidophilum]AB23
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MBL3585007.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MBL3585008.1 nitroreductase [Rhodovulum sulfidophilum]AB23
MPNPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLAELVRTQGPALGQPP
EAVEKAASAYAQSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLGDAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MBL3585009.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB23
MLTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSVF
LMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLMALVLYFFVGPVAPLLFWAVNGFL
LGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MBL3585010.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB23
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAI
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MBL3585011.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB23
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MBL3585012.1 hypothetical protein JMM61_06460 [Rhodovulum sulfidophilum]AB23
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSGVPPVDPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSARATEMHRFCMRLP
GVFGSIDPDILWREVEAMLR
>MBL3585013.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB23
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>MBL3585014.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB23
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRGKFKGQTTEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LSPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPAAPKAPAGSAAPRPSQAEAATEDSRTPLQKLADRFR
>MBL3585015.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALAVVPLDVLRHHAEEA
>MBL3585016.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB23
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MBL3585017.1 hypothetical protein JMM61_06485 [Rhodovulum sulfidophilum]AB23
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MBL3585018.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB23
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALIDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGIKDEALMGRFIAAAGGRERP
>MBL3585019.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MBL3585020.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB23
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MBL3585021.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB23
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MBL3585022.1 hypothetical protein JMM61_06510 [Rhodovulum sulfidophilum]AB23
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGDLDNHLRRDIGLPPLPEPWSEPPRWR
>MBL3585023.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB23
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLKPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSLEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MBL3585024.1 GFA family protein [Rhodovulum sulfidophilum]AB23
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEVRWYTSSAGAQRGFCPVCGSNLFWDG
GQDYLAVFAGTLDGDPGVQMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MBL3585025.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB23
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGADVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVGAFADGATMMRGIGELRVKECDRIAAMVTGLRACGAEVEVGEDWMIVHGHGPGSLPGGATCATHL
DHRIAMSFLCAGLAAQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MBL3585026.1 amidohydrolase [Rhodovulum sulfidophilum]AB23
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MBL3585027.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]AB23
MSDETRKSPDHTPDTESGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGGDDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>MBL3585028.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB23
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MBL3585029.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB23
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLSPLALCALAGLIWLVARGDTPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGVAAAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREGARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGS
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MBL3585030.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB23
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAASA
>MBL3585031.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB23
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPGAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MBL3585032.1 PhoH family protein [Rhodovulum sulfidophilum]AB23
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GEAAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MBL3585033.1 hypothetical protein JMM61_06565 [Rhodovulum sulfidophilum]AB23
MPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILTFVGIGVLVLIACGVWYLV
RTIKGLLRFNSRRPIDNPTTWLI
>MBL3585034.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB23
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRPRARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAEGYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAK
>MBL3585035.1 hypothetical protein JMM61_06575 [Rhodovulum sulfidophilum]AB23
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCENRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGQPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MBL3585036.1 transcriptional repressor [Rhodovulum sulfidophilum]AB23
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MBL3585037.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB23
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MBL3585038.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB23
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEPDEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MBL3585039.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB23
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MBL3585040.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB23
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MBL3585041.1 VOC family protein [Rhodovulum sulfidophilum]AB23
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MBL3585042.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB23
MPITTCIFDAYGTLFDVSAAARRAAAEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMEELFDELLSVETVGIYKPHPSV
YDLVGRRFGCDRSEVLFVSSNGWDAAAAAGYGFVTVWVDRNRVPVERLPWRPAHVLHDLAEIPSLVEALS
>MBL3585043.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFVGRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MBL3585044.1 threonine/serine dehydratase [Rhodovulum sulfidophilum]AB23
MTIDQIEAAAARLSGKARRTPLLSSPFLDGIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIGAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVTRSLASGRIATNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>MBL3585045.1 hypothetical protein JMM61_06625 [Rhodovulum sulfidophilum]AB23
MTYISAANARNRDWPAGQLIRMKPDISTFQQICVLAPLQQVIAWPIRPPPGSFRTMSQ
>MBL3585046.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB23
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LESLALRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEAMLTRWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDSSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MBL3585047.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGADPTPIADVTLDLYADAILDAIDEPVILVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPIAGRSLVEMRRAAPRQPLLEAIVKSADGLSFTFNPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKYYIRCLQDRAIPSEYQATMTADWPADHVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MBL3585048.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB23
MICRSRPADVQARARPAIASLAIESNSFPTRVYEHSLDLVDWPASEMQKYDVKPEIEAFDLGHIFQAVKMNRNGRLKAPP
YVRFAMGFRHAMPAERPSFEFHVETLKRIAPDAQWCDAGTRRHQIEVNECSIPLGGHTRTGREDHVGPDRDRLAPSNAAL
VRRTTQLCARHGRLEVGPIEARATLGRPPAPRRGFEPAPRAGYAEGVLSCGSPPCPSPRPVFRSSSSS
>MBL3585049.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB23
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDHIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRIVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RAATADTEIRRRA
>MBL3585050.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MBL3585051.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MSRLLALALALLPMTASADSHACSEGSAEIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRLARVPVETGRRL
ADRIEITHGLAVGDEIVVKGAACLGEGQTVGPMVAP
>MBL3585052.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MTRRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLTARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLVPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MBL3585053.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB23
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLLLRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKVAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFIRTGSMQED
>MBL3585054.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB23
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPRAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MBL3585055.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MBL3585056.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB23
MATRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDMRLVPGAHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDASEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSAPTR
>MBL3585057.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB23
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MBL3585058.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB23
MNIERLLQEALGSGQARGQEPGQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLACKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGS
>MBL3585059.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB23
MGIEEMHRTCGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASVGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPDGADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASSEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTDRGLPRDRFSAIA
YWR
>MBL3585060.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB23
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MBL3585061.1 hypothetical protein JMM61_06705 [Rhodovulum sulfidophilum]AB23
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MBL3585062.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB23
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEGRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPYAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MBL3585063.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB23
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAV
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MBL3585064.1 OmpA family protein [Rhodovulum sulfidophilum]AB23
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPEGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAARGIEALAQLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGST
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIEDSAPDEAAAEDAKGTEAPEAEAEADDATEAAPPDAD
ATEEAATEDDKSGEAAPAAAEDETPAEAGAEDRTDGQD
>MBL3585065.1 hypothetical protein JMM61_06725 [Rhodovulum sulfidophilum]AB23
MDRTEFILVTSVMLFMAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAS
>MBL3585066.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB23
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MBL3585067.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB23
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MBL3585068.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB23
MTDRARAIFDAVLPARLPEPVPFSADVPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIVRVDTGPKSQSSRDGMGHTVATSPLFGQWPAQAEADCAAIEAA
IKARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>MBL3585069.1 hypothetical protein JMM61_06745 [Rhodovulum sulfidophilum]AB23
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMSAYCLGPG
MLSGTPPGDARARIEPLPMPPALALRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECASAAIAAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MBL3585070.1 hypothetical protein JMM61_06750 [Rhodovulum sulfidophilum]AB23
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAAQFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>MBL3585071.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB23
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MBL3585072.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB23
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAMLAFGAE
DAA
>MBL3585073.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB23
MTNTTRRRMVQLGAAALAVPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MBL3585074.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB23
MTDRASESEASVLSRIAGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWGIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MBL3585075.1 heme utilization protein [Rhodovulum sulfidophilum]AB23
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSPAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTAGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQVAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSIQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMETADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSAQLGALTTAQVDALGSIAIRGLSSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQIAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVAALT
TAQAAVLSDAALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTTQTAVLSRAMLGELSSAQMAALT
TAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAALTTAQVGALSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQITGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTIQVAALQTDDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>MBL3585076.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB23
MPQTAFPPSGGPTPPAGFLSGNGGAKDLPPDLDALTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAWAAW
FNLSVLLNAADDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRTAAIAFLRQALPPAEGRVALHKQLGRMLELDKR
LDASAEELRASLLIDPQQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARN
VPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGA
LGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPEAETASYAPAPLR
IEGCYQANDGRAPELPEVSRASEGLPDDRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIEDTPESVAALSERWQA
AGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATD
PEDYMRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFARRFEAALISVLKRP
>MBL3585077.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPTDAFPAENWRELRLDIDASVMPDILASITDMKVLSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>MBL3585078.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVSALADAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MBL3585079.1 peptidase domain-containing ABC transporter [Rhodovulum sulfidophilum]AB23
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAVLDPRHEAEGVRNMPWEEFARRWTGRLILIGRPDAVAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPTRQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLARCETYAALWRQQT
EHIA
>MBL3585080.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB23
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWMFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWNSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPRVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MBL3585081.1 U32 family peptidase [Rhodovulum sulfidophilum]AB23
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MBL3585082.1 U32 family peptidase [Rhodovulum sulfidophilum]AB23
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MBL3585083.1 sterol-binding protein [Rhodovulum sulfidophilum]AB23
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>MBL3585084.1 hypothetical protein JMM61_06820 [Rhodovulum sulfidophilum]AB23
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWARIHAQQVCRPLFNLPD
>MBL3585085.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB23
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRGG
>MBL3585086.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB23
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MBL3585087.1 DNA primase [Rhodovulum sulfidophilum]AB23
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGSGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGMSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>MBL3585088.1 hypothetical protein JMM61_06840 [Rhodovulum sulfidophilum]AB23
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>MBL3585089.1 hypothetical protein JMM61_06845 [Rhodovulum sulfidophilum]AB23
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MBL3585090.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MBL3585091.1 hypothetical protein JMM61_06855 [Rhodovulum sulfidophilum]AB23
MLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRARDI
>MBL3585092.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB23
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATDKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MBL3585093.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMALGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLDAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLTRIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLVVGAVGLWRAGKPGLIALLPSLHLYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAPPRTTENRTA
GKPALGSPAGKGVAEALNAGPDAQPSASIASAS
>MBL3585094.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MBL3585095.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB23
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFEAIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MBL3585096.1 hypothetical protein JMM61_06880 [Rhodovulum sulfidophilum]AB23
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MBL3585097.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB23
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTATASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHSNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MBL3585098.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGAIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MBL3585099.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRMEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MBL3585100.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB23
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MBL3585101.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB23
MHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTLNVASNCIDRH
LKTRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHSVVFA
GFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVDVLDLMEHASP
DCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYG
>MBL3585102.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB23
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLITWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSAEEIAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRRAPGAAPAMTRPATPRPIRRAPRGPWG
>MBL3585103.1 TonB C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MRGGLEVLAFGGLALVLHLAVWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPEVLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQARADTPRPVERPDPKPEPTPAPKPAPASQQAV
RAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MBL3585104.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEVPREGPLSVRADRAAEAAVVARVLARLAAEGVSPVELVAAAR
>MBL3585105.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MBL3585106.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB23
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MBL3585107.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHSQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MBL3585108.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGAIGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MBL3585109.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MBL3585110.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB23
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEAMLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVAA
>MBL3585111.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB23
MTVRHMTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLI
NGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVK
AKYRFGEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDREMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDKRWA
VFAVDDMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSE
KARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARIKGLELEAAYSLPSGHYVDLNADIARGK
ITTPGVSDDWEGTPADRIRMTLGRKWGETLDLSWEVAHAAKMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTFKLTLARTF
>MBL3585112.1 pilus assembly protein [Rhodovulum sulfidophilum]AB23
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACEADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MBL3585113.1 pilus assembly protein [Rhodovulum sulfidophilum]AB23
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCRDVLRVEMRSLPAAAWTTMTAVPKCVDRAETIDASLDFRNGGGNELMFIRVCALFQPIFPGTGLGRRLPRTAEGD
YALIVTGAFVNEPAT
>MBL3585114.1 hypothetical protein JMM61_06970 [Rhodovulum sulfidophilum]AB23
MHQRDDGILRSVGNRFCSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIETLTSGASGVAREHVPDSEISLVLDISGSMGRD
RRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHISNDPDDFFTGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAANANGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDRETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>MBL3585115.1 hypothetical protein JMM61_06975 [Rhodovulum sulfidophilum]AB23
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MBL3585116.1 hypothetical protein JMM61_06980 [Rhodovulum sulfidophilum]AB23
MSAVPVQLRLVEPNAPPAAEPPVAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDISDAHRDMALEFEG
EAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLSLVAVNARIVAAGIGSDQNDLNAFT
SEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEHAGKSAALAAG
IGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAAEQLRATHEDFTEELAQFVAALEAMRVD
ADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAVRRLAERAADAMQQMMSRIDVLERTEHDVRLLGL
NMAIRCSGLGDRASGLRVIAKELSGIAAETSAAALRIRALLVGAQKTVADTRRRAAEGRGVEGDPAVAAGQLETVLDRLQ
AHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKERDLHDAVL
GLPGPADEGDEAPAGAADEGEIDGFLF
>MBL3585117.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNESPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>MBL3585118.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVDRLPDRAQRIATALALVIAVAFLI
SLAWVGQTYMTMQSFQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARPAAGEPVE
>MBL3585119.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MBL3585120.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MBL3585121.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASIWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MBL3585122.1 glycine betaine/L-proline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MBL3585123.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB23
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPRPEIDPGVDYVELAPRAQQSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIAAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYVVTGLPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MBL3585124.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB23
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQYNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCDTPKAARSAEDYNACIKGGYGSRYYSNLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSSLKNSLTNDGTNEYQSISLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPDYGWQ
PHDIYEDYEFDATVSTFLTARVRMARLSSGDLDLSIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MBL3585125.1 hypothetical protein JMM61_07025 [Rhodovulum sulfidophilum]AB23
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVEVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MBL3585126.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB23
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREDNWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MBL3585127.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB23
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MBL3585128.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB23
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MBL3585129.1 B12-binding domain-containing radical SAM protein [Rhodovulum sulfidophilum]AB23
MRIYLIAPAPDDKTDTAAETGMTGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEVVQEVDLGAEIDPVGLSINVSQLVR
GLDLARAFRRRGVPVVLGGAHVSLVPEIFRGRADCLVIGGFETAAPDVAADLPAGALKPEYRCGKADMAAMPLPRRDLYP
NDRVIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAEPDQLYRLGYREVSLSDDNFAVSRKRTRALLEALIGCN
GSAGRDPVRFSPQISIDADLLALCNRAGLRQVVVGLETSAPAALAEANKRQNLHVGLIGKCRKLVAAGLTIRGGLIAGFD
HDDLGCFERQFAFAQALPVDGFNVSAPVAPYATPLYAEMKRAGRIADADTHRGSAAGARLTNMLPAQMTREELAEGRALL
KAALLAPDAALVRFEAYARTLAPPSQDMGRTAWVKPGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPETGYDLTST
LTLYLSECARAANRAEAPLEAAQ
>MBL3585130.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MIPPPPNPLAGALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRTWLGPPPRTLVLALPAGTDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPVHADAVRAALCLDGSAPCPVATLPLDPARLPAPAPGRPPE
GAAPTVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRDPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLAAGLAIVDPETGARRPDGAEGEIWLSGASVGAGYLGPPEHGAGSFGA
RLDGHPGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGHAVLIAETR
TARLPPDAEALARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>MBL3585131.1 cytochrome P450 [Rhodovulum sulfidophilum]AB23
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALENLEASRSSDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPGLVSFPAFLGRRADRLADPEAAPYIALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDTGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGEAAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLDALAERSSRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTRLASAPAPDLIADY
AEPLFRGIAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPTTVGLPGTPLLTRLMEEDLP
ETDPEDLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDVADPAWIDAELEGLISLCASPKYIYRMARGPARIGNLE
IRPDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRA
>MBL3585132.1 acyl carrier protein [Rhodovulum sulfidophilum]AB23
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MBL3585133.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB23
MSSWYLGLSTSGHDPALALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARPPGAPVTDAADLAAAGQAAYAVWADRVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGATRIPFGGGSAFLGSAPRAKTLETARHAAAAGHVVTDLAGRSAEAAAGLLARGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAAWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMAELVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGILATTGLDAVLIEDILIEKPVP
P
>MBL3585134.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB23
MQDEIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIADPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGGLRVAAHDIAAMLAAEARPVDL
AKLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLGRHWRVVHSDPAPAHQPDGLIVAVRD
>MBL3585135.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MBL3585136.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB23
MTPPTETPASGPARSAVPFEAGPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQLYA
FSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGAGALAAQILT
RLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGDWQ
IAPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTERIK
AWALRARLATRRADAALTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARRSL
PVAKEETRASSTA
>MBL3585137.1 HAD-IIIA family hydrolase [Rhodovulum sulfidophilum]AB23
MPALTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGKGPALINGGVYCFSRGIVDHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDLEAAQSLVPA
QRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYRDLAA
AGAHIDDERHCPTHPDGTVPALAVSSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGGNLDL
LVEQVLQSRGGPP
>MBL3585138.1 hypothetical protein JMM61_07090 [Rhodovulum sulfidophilum]AB23
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNDGCRFGATIQTNVEAPAGSGLGSSSALVVVLVDACRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALSHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MBL3585139.1 hypothetical protein JMM61_07095 [Rhodovulum sulfidophilum]AB23
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPVAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCGDFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTQLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEAGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>MBL3585140.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MTDLADTLADEMTARLKDDVLFIETDRSVEEAEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCNFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MBL3585141.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSPNDSQHILSGRGERAVTKPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRSTDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWQ
EELAALERSLPADLLARTVMANASDYALYDRYR
>MBL3585142.1 hypothetical protein JMM61_07110 [Rhodovulum sulfidophilum]AB23
MRPAFLDEVRDAHTVILSSEGFQNVEHLDLLAAFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFY
LPQFIAPWEHIAQRSEWRLYDRARLVDGNVIADFVTIAGLPLDPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPM
NALAMEHPRFRGPFHMDLAMQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPTCLEQDMKTILREFAQFEAVANHPL
IAALERGQMVAGEMPR
>MBL3585143.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKSALICPGPGRSGTSLLHFMFANIKGCYGPREGKEYSFFARDRDFLYESNFDVDADDADALRFEFSPRYTTVTAPSWHK
TVVERIRNSVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERYSAKQRCLSDPYRRTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGFHVPNSRRGAEIPKFSKSKGHPRYYYSQDHDICIRNGEGRDAYLSA
GHFYICNERGHEIISDMEPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDK
VFPYAEPDFDLLNDASPELKKASLSDV
>MBL3585144.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB23
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MBL3585145.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPVRSLDAINVSSGRATAIAEILETLTAI
TGHAPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MBL3585146.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MIAPYLRVVPENQSALRFFTICARNFLPGAKILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPALERM
IRTYNITELCTAIKPYCFLREFARGPEAGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAERA
EFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAYWN
LHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFFWN
GAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGRHP
MVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGSEY
FGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRAEL
ASDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MBL3585147.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMAPGPVSFPLVLFRDGPGEVPADRIQ
QALALTTGAVHVLSRNAGRRRGKGRDRLRHWGLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALRQDPV
LAHVGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKPSAMLDPCFGLARVAALRDAAAHVGRRDGPRMT
EAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKSAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFVD
IFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYTQACAHIAAAGYERLSFLLTRIYAGGELVEQTRARFP
QARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSP
PKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEK
VRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADAPEAFAEAVIRLHGDEMRWTRMSRAGYDFC
EARYSRRAVAAKLNALLDGVPA
>MBL3585148.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MTTSRLAAMRRVLKTFFWMRMCGRRTGFALRFDHVRPGQLDIKATDGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGSLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHP
PDAATGLFGAGPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVLLRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDPAIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRSALCDAPVGVGFCMAMARPWLELLPDLDTAFGRGYGEEVDWCRKTAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRANNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGRGAPLRIYLAHRLGGGSEFWLQTRIDEVVTENG
AGLVVRDAPGPDRLQVELYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEACQACYARLAVTSGKRPAAIATWRARWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLAKHAAPDLGIVVIGKIDPAFAHHRIRVHGAYRREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVT
LPPALPA
>MBL3585149.1 CatB-related O-acetyltransferase [Rhodovulum sulfidophilum]AB23
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHNYRFANGKPPTKAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIETMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGT
GAP
>MBL3585150.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPAGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALAHPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MBL3585151.1 hypothetical protein JMM61_07155 [Rhodovulum sulfidophilum]AB23
MQDELAEIIQRVRVLEASGAPEPALELLAHALARRPDDLSLRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALVARIEAAAQELRYDLAIEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAQCPEDPETDLARAQSLLDEDPEEALQLSEVVIARAPDRAGAWPLRIAAARALWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLPPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAAGGRIAAAQELD
RVGPGRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGPDTSLLHLRARASLALGRTAQAETSLR
QLLALDPAHCRGNELMDTLCLASGRPEDYLARRLKQQARPDSTRARRDVELIRDLDLTGRHDAARRLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPSGPLAWHLARDRSHGRL
EWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGSLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDIAPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLHAMLWRWLLFTPLSGKLRDTPAAKASTA
>MBL3585152.1 hypothetical protein JMM61_07160 [Rhodovulum sulfidophilum]AB23
MKGCRHFALWPLAQAAQSCFGRDEWPSDLARPQAWLEFDVENIAIATEGLLARGCQLLVSDRQEPWGQRVTRFLSPEGLL
LAVSETPWLRGS
>MBL3585153.1 hypothetical protein JMM61_07165 [Rhodovulum sulfidophilum]AB23
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAAEAVVATSPALVAQWRARHPGKTVIGTAPAWPLAEMPAARPAVPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDYLGWLRIARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLALPPDPAAWVAAIERLAEAPEEARTLAARNRSALIAEDACGRQ
QRLWSDLLGMDLLGVPAEPA
>MBL3585154.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MBL3585155.1 hypothetical protein JMM61_07175 [Rhodovulum sulfidophilum]AB23
MQVSSNIDGGLRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAAAQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSQDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAQEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MBL3585156.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYIP
FHAYSEIAGGVSHSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWTIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MBL3585157.1 amidohydrolase [Rhodovulum sulfidophilum]AB23
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MBL3585158.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB23
MNPISEPGAKSMKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAIL
PNWTKEDALSIEPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFR
YRMKKD
>MBL3585159.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MTDPVTFPPSLWADTAPERVPAPPLQGTTEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVRLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MBL3585160.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB23
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLKREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MBL3585161.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEVLNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MBL3585162.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MBL3585163.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MBL3585164.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MBL3585165.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MQNCVWITGAGSGIGSAMARTFAGAGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDQLDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNARPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MBL3585166.1 VOC family protein [Rhodovulum sulfidophilum]AB23
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPSDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVAPAAGGYRVETGPASAPILCLSGTALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>MBL3585167.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>MBL3585168.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERLGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREGIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>MBL3585169.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB23
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MBL3585170.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRASLPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLT
RDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLTDGGWTDILLLKLGMA
MVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTA
PLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAACALVMKLDRVPAIHV
AALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGL
FRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQATVSAYNDVFALISALA
LCALAALLGHIARDWLRARMARRVPADG
>MBL3585171.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPDELDRALATIRKIQANLAAMDR
>MBL3585172.1 hypothetical protein JMM61_07260 [Rhodovulum sulfidophilum]AB23
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAAMACRGGTG
>MBL3585173.1 GTP-binding protein [Rhodovulum sulfidophilum]AB23
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPDLWSGLPDPFPQWGEAA
>MBL3585174.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQERGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MBL3585175.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MLPLSQTETKRRLDAAQRLQRAGRTEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEEAAARFEAARKARPHEAPIW
QMEAEALARMGDGPRNTRFLKAARKAGLPPALLSALEARLAPEKAPAKGTCRAPLGSAPPKAAEAVVADLRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAAEVLESALAAGHDRAIIRVRLAEAQA
KQGRTEAARAGFDAAIAAEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLAKME
ALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSARKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGGRIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWREKLPG
GFHEIRYEDLIADPETEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDA
IGGENGA
>MBL3585176.1 porin [Rhodovulum sulfidophilum]AB23
MKKVLFATTALVASAGFAAADITFSGNAEMGIVGGGKDAPGVSTYKGNGNDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDKATTTTMDTVPGVPGGVKFDEVYNENNADNGYAFAISYKTEMGGANLGFGLGYQYLEAGIG
GWAPGNIKTYGVAWDQGTEVDIIAATVSADFNNGFTAGFEYSNYDPDVPTGSPYDNDIDHYALGLGYSVNALSLGASYGK
FDTKGADADGWALTAAYDLGGGASVVAGYSDSDINGAGVDNNDYETYSLGVVMNF
>MBL3585177.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFNGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MBL3585178.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMVAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENSTLKATGEPVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>MBL3585179.1 hypothetical protein JMM61_07295 [Rhodovulum sulfidophilum]AB23
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGPAGGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAE
>MBL3585180.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB23
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MBL3585181.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB23
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MBL3585182.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]AB23
MGNQNEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVVIAEALAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCGWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWHWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKIDWSAPMARHYGAPVKGVGLRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPIVHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MBL3585183.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHVRLTETDLARDFASIEALRAHPGLAKFLAWV
AKRPPGFHSRTPGPRRRR
>MBL3585184.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB23
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MBL3585185.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MBL3585186.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLSGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MBL3585187.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB23
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALSVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGARDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MBL3585188.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB23
MPARDLALLTTAALEAGKLAGRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGADR
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPA
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MBL3585189.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MBL3585190.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB23
MTANRAERDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDATPDWPARARGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSTETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MBL3585191.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB23
MQAPAFWYAPPARPGLMARALTPLGRLYARATAKRLAQGERARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVPVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSGR
>MBL3585192.1 CoA transferase [Rhodovulum sulfidophilum]AB23
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVESPEGDDTRRWGPPFVTRDDGTREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCGLLGLPELAADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEARGVPAGPI
NRMDEVFDDPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAGLSDPSPAPAGRTPRR
>MBL3585193.1 DsbA family protein [Rhodovulum sulfidophilum]AB23
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRALKEILDEKLAG
>MBL3585194.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MBL3585195.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB23
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MBL3585196.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPGAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRDSGLDWTIVRPG
ILTSTAASHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MBL3585197.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB23
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MBL3585198.1 ribonuclease HII [Rhodovulum sulfidophilum]AB23
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MBL3585199.1 hypothetical protein JMM61_07395 [Rhodovulum sulfidophilum]AB23
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MBL3585200.1 hypothetical protein JMM61_07400 [Rhodovulum sulfidophilum]AB23
MHIRTGLLCLLLCLVPLRLAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVLYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTAAAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGETEGLARLSERLFDTDGAIARI
WRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRVAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MBL3585201.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB23
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPGSASG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLLAVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRGISIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
NCWNG
>MBL3585202.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MBL3585203.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB23
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MBL3585204.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPVFSPENAAVARPLRLGLPGHSRLTDATSPRRTRRPVTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKT
RARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSLSNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEML
SWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDGEPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRA
RKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMTRALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAG
FNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MBL3585205.1 site-specific integrase [Rhodovulum sulfidophilum]AB23
MTVAQVWGAYRVEMGDRRQGEKMDFAAKVILPAFGHLSVDQITVADCRGYIAKRRMAGRKDGTIRSELGCLRSAALWARK
VRLIDAVPPIEMPPTPAPRDRYLSRDEVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFTSRTIRLAANDLG
PRKGRATVPINDTLMAALQDAQRAAVSDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEI
AEYLGHTNPNITRSTYARFSPEHLRRAAGSLEFGAPKLVQRTRVQTPKGRVSL
>MBL3585206.1 hypothetical protein JMM61_07440 [Rhodovulum sulfidophilum]AB23
MTDSLGCGGGICRASDAFPKPVEDPADKAFRDAIAELVDSVMKEGKTDV
>MBL3585207.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB23
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAGEAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMGDVDVALRRSFDRVFGPLPPEAS
>MBL3585208.1 hypothetical protein JMM61_07455 [Rhodovulum sulfidophilum]AB23
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MBL3585209.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB23
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MBL3585210.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB23
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGRFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPDGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MBL3585211.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB23
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MBL3585212.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB23
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLASDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGREDWQ
>MBL3585213.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB23
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGADLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MBL3585214.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPSLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPRLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRIDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRTGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIAAE
>MBL3585215.1 FAD-dependent tricarballylate dehydrogenase TcuA [Rhodovulum sulfidophilum]AB23
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGS
YPAAEFAADIERLAPSDTGLAGVLARGSADLGSWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLCLTVQTADGARSLQAEALVLTTGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGTDVGSARYSVWGRALAERADPRAWLILD
AEGTARLPPLLYPPLTAENPADLARLCGIEPGGLAATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLAEGGSAHRVFAAGASMAGALLGQGYLSGTALAIGGVFGRIAGAGAASLADHGVGQAGPATDKL
RQASAVPALQPAPPQPAAPAPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHY
DCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIPHGLMAG
GAGLAFGGAALVLAIRLWRFWRQTAGPAAQPGIRALARGLGAALRLTNLGEARGCDGPRGPTGPARRIFHHLLAGGFVLT
GLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLAL
LALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGPRR
>MBL3585216.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSAPEPPAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPEGLVPWRQRPEHFRKNCIARIPPMEALK
>MBL3585217.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB23
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MBL3585218.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB23
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDCTPTDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAAAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLADAELPGAPAEEPTGDLADTLGRETLSWPLAEYEAALAALPTPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSEACWPEA
LIGDLPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGGPVAPGPSGSPWRGRRDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MBL3585219.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB23
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MBL3585220.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB23
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLSDYPGRTAPYFSIVLVHGQGR
RP
>MBL3585221.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB23
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>MBL3585222.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB23
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVETPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVPDIAGAVAALAGPARRVFLAVGRMHLEAFAARPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MBL3585223.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]AB23
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFAGGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWQLETTRCAGLHAAPFARLRPDLAPGDRAIVTLKDGAAVAEFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERAGRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MBL3585224.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB23
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MBL3585225.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB23
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MBL3585226.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB23
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAGATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGTRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MBL3585227.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB23
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILSHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLAEGPGSAAPGLILFGPLVEE
PENA
>MBL3585228.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB23
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPKITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MBL3585229.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MPLFEIDGLVFGYPGRPAILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPEGLRLQAGRLVPA
>MBL3585230.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB23
MSEILTAGRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGVDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMILAELAHALV
>MBL3585231.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB23
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPQGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAGTGVGTGAGQAEAASDGGNPSTFPLDAASGTAAVGASAVP
LVAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MBL3585232.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB23
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MBL3585233.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB23
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPSIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>MBL3585234.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB23
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPARTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MBL3585235.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB23
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGVAPPGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MBL3585236.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB23
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTEAERARVRGVIVTKFRGDPEVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEAGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
TLLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETMMTGDKRLARIEATDRISAQPVTGYEIHVGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADPSPEAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>MBL3585237.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB23
MARGEEIAAGNRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPEG
>MBL3585238.1 hypothetical protein JMM61_07605 [Rhodovulum sulfidophilum]AB23
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQNFLADLDAAMQAVLDDDATFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
ELDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNTL
GAEAPAFDLLGASVIGAIIQNAVGFRVTGGLEATGAAAALQKDGKFMAEFDDLRGAFPRSGDGSALETAAEPCKYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MBL3585239.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB23
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MBL3585240.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGQAGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLEAPEAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIDRHCGALLYAWHGGIAGPEG
VADLIFGRAEPSGRLPVTLPAAPGQTPLCHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSA
TEARPGERISLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEHREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MBL3585241.1 beta-glucosidase [Rhodovulum sulfidophilum]AB23
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEDLFNAVNWAA
HLRADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFAYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNVDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFAAPYLDASA
>MBL3585242.1 hypothetical protein JMM61_07625 [Rhodovulum sulfidophilum]AB23
MSSRPDPDWIETRRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRAASWDPEPDYFHHWTRDAAIALAAIPA
AMAAEPEAAAFWRQAVVDHIRFSLAISDPERRGPELNPLKATATGAFRPYLRPDAELAALGGPAWLAEPRCAADGGPDLE
RWGRPQFDGPALRAAALIRLGEQMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARH
LGRAELAEAAARLAGLIAGAADPVTGGWRESLEAAPGTLDAATVLALVQAGRIDGPFALTAPRSRATMAALEALFAGPYP
VNRGRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVADLAPEGDDLPEQADRETGAPS
SCLGLSWSAAAYLAAAAARDQALASR
>MBL3585243.1 hypothetical protein JMM61_07630 [Rhodovulum sulfidophilum]AB23
MDPASPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGDELGTAHHLLAASPVLSGPRLLAARVAMGLPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MBL3585244.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB23
MIDRPRPEAPMIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGVPDLLALTLCG
GVVAERHWRPALVAARAVRRPVLVPVPAARFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCALWK
>MBL3585245.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB23
MPDPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MBL3585246.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAENAAARAYLDFLKSPE
ALAIIGKYGYGTED
>MBL3585247.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MBL3585248.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MBL3585249.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLALAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAATKVADIADLGHPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>MBL3585250.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGTLAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MBL3585251.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRRARARRVADTLALCAIAHRASRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>MBL3585252.1 ModD protein [Rhodovulum sulfidophilum]AB23
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGAVPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATGAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIARLRAACPERRVVVEVTTLAEAETAAEAGADVLQLEKFSPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MBL3585253.1 NnrS family protein [Rhodovulum sulfidophilum]AB23
MTDAAPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWVIPAAIAFLGLADAAFLATALGYLTYPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRRWHGLSALGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGQGHGHGKGHGQGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>MBL3585254.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB23
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MBL3585255.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB23
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETAAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALGETLDDLAGTTFLADIASMTHETQYSRLFRT
>MBL3585256.1 urease accessory protein UreE [Rhodovulum sulfidophilum]AB23
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHGHDHSH
DHPHDHSHSHGHGHSHDHDHGHDHGHPHHHDHGHGHGHGVGGCCGGSGQGGCGCGGHGHGGASDGGNRGGGGCGHGH
>MBL3585257.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MBL3585258.1 urease subunit alpha [Rhodovulum sulfidophilum]AB23
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEADGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MBL3585259.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRHLEVTLAALLACGGLPGTALAACPGTTQLEINDCAAAAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MBL3585260.1 hypothetical protein JMM61_07715 [Rhodovulum sulfidophilum]AB23
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAAEPAADPVADTATETAAEPAVAASARTSGQPSVAAAPAPAASNAPAGSPPVTAP
KRASEASPAPGSEPEPEPAMAAAAPAAATTSGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>MBL3585261.1 urease subunit beta [Rhodovulum sulfidophilum]AB23
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MBL3585262.1 urease subunit gamma [Rhodovulum sulfidophilum]AB23
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MBL3585263.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB23
MEAARVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLRAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MBL3585264.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLS
SDWKDLGCGMYNTETETCVQIKSNY
>MBL3585265.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB23
MRLFSVLFVCLVAVAVVVAVSVAGPALAQSGPAVPGQGQPSPIQNILQENRALIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQAKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADADADAGTANRQDLDQLKPNSGVRALIGAALVPYQLTDPDPA
VRSGALDAISRNGEAAHLRALRGAIASETDPGLKARKERLERLLTIAYDPDPSARIAAIESFAGDLGVDVRAALNPLVAT
TRAVTTGAPPEGENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLEDLNSEAARERA
YAALAARGLVPPTATTEEVQAALDGHGFYDRYAEPDPAVSAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGL
AITFGVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGIS
IALQQLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRIRLGLEVRAVTQNPRMAASM
GIDPDRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSN
TLAAQTYMILFIILFIQIRPRGIVALRGRAAGD
>MBL3585266.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MALCITLADLSDPAIRDLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPGAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRVLWLETGTSAPFAAARALYESQGFEPCGPFGDYRNDPHSAFYTRRLAPQEASL
>MBL3585267.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB23
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGATDVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPARHGADPGPDD
GSFRDREASE
>MBL3585268.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB23
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQSARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MBL3585269.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB23
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAVGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRSERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIARPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYCLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MBL3585270.1 hypothetical protein JMM61_07765 [Rhodovulum sulfidophilum]AB23
MLGLVLVGMAVGYPSAAIALFITQSWLAALVALSLSGLLAMLAFGLRLAVIPDDRASSAG
>MBL3585271.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB23
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIGGRGEPDLPMLEAALAEAR
AFAPEAVVALGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDASVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPTRIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>MBL3585272.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB23
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGELAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MBL3585273.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MBL3585274.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MPRSCPRPARAVLPILVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVEARVLTVLRDSGNAWIVTDGIEDGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MBL3585275.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYLALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLATQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MBL3585276.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB23
MKMPPDMSGQGAMQGAGPALSGAVLDRLMPMHLWIDASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELL
QMQGGALKFTLNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRR
LALRLNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDNHGHGMGDAVLRMVAAVLRSH
FRSRDVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIAL
YESKRRGRGRATFYDDWQRRRHGPGDTAF
>MBL3585277.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLGLPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MBL3585278.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]AB23
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAVLLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>MBL3585279.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB23
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MBL3585280.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB23
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MBL3585281.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB23
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGRAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MBL3585282.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB23
MADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADRDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAEMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>MBL3585283.1 hypothetical protein JMM61_07830 [Rhodovulum sulfidophilum]AB23
MTEPRMKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGGSLPRRARMRRGVPALLLAAIGGWPALAGVAA
AGVFGLWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MBL3585284.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB23
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALALLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARILAGQREALGFDDD
>MBL3585285.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB23
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MBL3585286.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB23
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVTQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MBL3585287.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB23
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVASVLDNARRALPGLSDRPLPPEGDVVHVATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDVIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDDAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDASDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAGLPRPAGVGRSVGQ
KPL
>MBL3585288.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB23
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELGVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MBL3585289.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MBL3585290.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MBL3585291.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MBL3585292.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB23
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLVLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQSPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MBL3585293.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB23
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MBL3585294.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFGSYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MBL3585295.1 hypothetical protein JMM61_07905 [Rhodovulum sulfidophilum]AB23
MPGPMRFDELTVAVTGDRIDRLAFCLMNMRGQLMGRRITALPLVDTTRADPQCRRHLPGTDPEMTAPDGYAATSRRPGCG
DDRMRPPLRAAGLPVGKPKGEAGRKAPGRQRRTCPPVAAEGRPPCGLRARRAPCHFGTEAPVSGGPDRPSCRSDRLRRAL
RRQRQALWQRPGRAGNDDPVGLPCPTGVRPCGENTPPARTGCRIAGPDIAPCLAPVGRLAAGLKDIAARLELDPEGRDDI
YETANVPDIPHGLRDATETPGSPAMLREEMADVTLDHDTRTAEVERKTFDQAAPGRELTCGYERAQGARTAFLRKPAPGS
YGRCGYRLLSQRKTPR
>MBL3585296.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MTTLTCISPIDGSVLAEREALSSDAARAAVARARAAQADWAARPLSERIRLVLRGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MBL3585297.1 IS3 family transposase [Rhodovulum sulfidophilum]AB23
MLSIRSRQCALIGISRSAWYGTGKTESPLNLALMKLIDAQFLETPFYGSRQMARCLRNQGYCVGRKRFGRLMAAMGLRTV
YQRPRTTVPHPEHPYLLRDLVIERPNQVWCADITYIPMRCGVRHRPRTGGGSCLIHSTLSRSWTRQRAGCRPGNCPARWT
PSSASRRWKTPFGCMSGPRSSTRIRAVSSSAHASRSPC
>MBL3585298.1 transposase [Rhodovulum sulfidophilum]AB23
MAGKRKDYGAEFKAKVALEAIPGEATVAELVTKRGVHRTLINIWKRQALEGTSGTFSGKAEAKAAEKENEIEKLHAKIGQ
LVVERDFGVKASGR
>MBL3585299.1 hypothetical protein JMM61_07925 [Rhodovulum sulfidophilum]AB23
MGPRQLHLDQPDPLAGRSEGQRVFTFPTAGRFLAQFGVGPVTRPYEYAEVAMQTGALEGVAWSGITEDDTADWAGPASIS
>MBL3585300.1 hypothetical protein JMM61_07930 [Rhodovulum sulfidophilum]AB23
MDRWNEVPQQWQELLWVCMDQSHYNRQWWHWSGKALLSAEGTKMALTLILGV
>MBL3585301.1 IS481 family transposase [Rhodovulum sulfidophilum]AB23
MGQVRHGSATTTHAIRAAIQRSQASTAALSRELGINPKTVAKWRKRETVADRKTGPKEPRSTVLSEADEAMIVAFRRHTL
LPLDDCLYALQPSIPHLTRSALHRCLQRHGISRLPDVDGDKPKRQRFKRYPIGFFHMDIAELQTAEGKLYLFVAIDRTSK
FAIAQLVEKADRRTAWEFLERLLEAVPYRIHTILTDNGIQFAEQPRNRNTAHSRQMRFDMICQANGIEHRLTKPNHPWTN
GQVERMNRTIKDATVKRFHYDSHDQLRSHLADFLNAYNFARRLKTLGGLTPYEYICKIWNSEPNRFIVDPIHQMPGLNT
>MBL3585302.1 hypothetical protein JMM61_07940 [Rhodovulum sulfidophilum]AB23
MDAFSFPVWPEAPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEGVGLAA
AAAAPDIGRFDPLPRGQAAATLCNRHTGRLALDSLYGGVTPEAPGRTPAALVRLRTDADSPAPPGITGSGGQDRNGRPAE
AGAAPFRIVRTKVGTEIGAETDIAQARPDGDRSVAWFHLALARFHQAVRAHAVGIGGPRPETGDPAFASARDEVRKHFQW
LVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPFEFQAAAFGCAETMARPGDDWLARLGSGRPLPGGL
AVFPRPIDDRVPPPDRRARGPNARLDTWFAPDLLCLREKLPGQYARRRRLAERRLHRGLRLNLPSGQGCVAGMARLGVRI
APLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWH
PRDGVRPAGEPITTVAALIRAAGMRA
>MBL3585303.1 hypothetical protein JMM61_07945 [Rhodovulum sulfidophilum]AB23
MPKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MBL3585304.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB23
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPTVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIASGARADLIRVARIGGAPVVRGAWVQGARVA
>MBL3585305.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB23
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLAMGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAAPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MBL3585306.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB23
MTPTALWRSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTDDPAEA
>MBL3585307.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB23
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MBL3585308.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB23
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFKGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVA
>MBL3585309.1 hypothetical protein JMM61_07975 [Rhodovulum sulfidophilum]AB23
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MBL3585310.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSEDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MBL3585311.1 cytochrome C [Rhodovulum sulfidophilum]AB23
MREELCLVLALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MBL3585312.1 c-type cytochrome [Rhodovulum sulfidophilum]AB23
MSKFRNLSAAALLLAFTVPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRETTELPRFSQPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>MBL3585313.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB23
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIKRVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MBL3585314.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB23
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MBL3585315.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB23
GMVSENPAKGIKQVKGETIDRRPWPADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKT
LWVPFTKTLRATLEAADRRSVFILTNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASV
TGQSMAMVAHYTAHVRQKVRALKAQERRL
>MBL3585316.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MBL3585317.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB23
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPTRPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMMRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGGRFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MBL3585318.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum sulfidophilum]AB23
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFVCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGAE
>MBL3585319.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB23
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MBL3585320.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MADTPHEIEQSVPLFWPMAAVLGWQQAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MBL3585321.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB23
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGAERKSHFQQAVMRIGNFLIVSALVLVSIIL
VVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGDGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MBL3585322.1 malate synthase G [Rhodovulum sulfidophilum]AB23
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPA
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
APDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLEAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>MBL3585323.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB23
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MBL3585324.1 hypothetical protein JMM61_08055 [Rhodovulum sulfidophilum]AB23
MDEQTVFAVEALEVGARAAQARGLGLPCGSPWQGRPARMQGLGDDLQSRAETLCITGKTGWQIKRKLGRRGMTDLIHLAI
ATGPSTGSTGAKSRGSAQRPDNARTIRMIAPMTVHRRGAGGVGSVGQRLSSRGRSARHPGDVRDESRPGHGPVGGARGQM
REGR
>MBL3585325.1 hypothetical protein JMM61_08060 [Rhodovulum sulfidophilum]AB23
MLRLHLRWQIILCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAALRNLPPEQVMAELSTTLVEPRHVRI
ALADARSGALPVARAESRQAHDAAPQRRRAPGWFRELVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDAAALL
WALGLGFGLTGVLLVLLIRRALAPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAALARKI
VEIGDAERRTIAMELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTASQLPL
TEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILCLTVE
DDGVGLPARAVEGGGLTAMRDRVGALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MBL3585326.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB23
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITTATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDRLDLARTGRKRRQDAADWSALGVTRPDGRPLPRAGATAILAPAGRQGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MBL3585327.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB23
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKAERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYTSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MBL3585328.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLEMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQQVNAGAGSLPEGALRLGFSEAAGVILPEGETADDAA
>MBL3585329.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLLNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MBL3585330.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MBL3585331.1 hypothetical protein JMM61_08090 [Rhodovulum sulfidophilum]AB23
MKPVASREAIDGVQQMHRALHMALDALENRDEPERAAEILRQIDVAMVDWIEAARFMR
>MBL3585332.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB23
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAGTGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAEGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAQLFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIVPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGELADAEELAAIAATLDGLRGGEERA
>MBL3585333.1 SMC family ATPase [Rhodovulum sulfidophilum]AB23
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDIPTEVE
FVFDLGDRRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAETAATREAVASRAELSAAEQTEARFLAAAAADQSLAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLVRLDAAVRAADDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEVRDAARQGAMKTATEAREAALAAHAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALREALAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MBL3585334.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB23
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPGI
AAILNQGDRVLALAVNAISGLARLQDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPAALFALGGLPVAARFRRDERPR
NGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATLRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSPETIPASAPGATSDPDAGEAPTLSPDSLIRDRRRYLTFQAGIAHAAPIEAVIRIIEPP
SAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRVLLVGPVEHRIGFQVSSVDGIEPANWRALNTAPAP
FREEMVSLGRGKAPRLLPCLDICRLAADIAERFHDQNIYA
>MBL3585335.1 PAS domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB23
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPACAAPPATQKAPAEVDSALASLRYDAEGHIQQ
VSAPMCALLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAGGEFAG
ALEIATDITRDRRDLDRMRARQAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFTGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSERIIQIAVDITDTKRLMLDLDGKWRAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGGLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAVATL
ARLAEELGQAAGPDGQ
>MBL3585336.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB23
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRENAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MBL3585337.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB23
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MBL3585338.1 hypothetical protein JMM61_08125 [Rhodovulum sulfidophilum]AB23
MGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTFAHGLTCLIASGEAYDPVAEPAGQAL
>MBL3585339.1 CoA ester lyase [Rhodovulum sulfidophilum]AB23
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQVAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MBL3585340.1 hypothetical protein JMM61_08135 [Rhodovulum sulfidophilum]AB23
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFVGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MBL3585341.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB23
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEI
>MBL3585342.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB23
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAPGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MBL3585343.1 hypothetical protein JMM61_08150 [Rhodovulum sulfidophilum]AB23
MGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGRIVGDRTDTATRAAIVSEAARVAAEAARPLDDATAVIAHVSFGVF
DLPVLETWEVEASDGRVIPLTVLRGGSGHADLAFDGKDYRLGVGKFLSYESGADLCRLLLVRKVDGGVYRLRWRCIPDHK
DQL
>MBL3585344.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB23
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLELETAEKLGWICVIGSAVLSVLTVLILWIF
>MBL3585345.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB23
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MBL3585346.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB23
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKITDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MBL3585347.1 hypothetical protein JMM61_08170 [Rhodovulum sulfidophilum]AB23
MIVGTMATYPPRQRSMLAAVARIAPQLDVLNVVLNEYASVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPETYVKDSVALMQALGPGRLVGSYYGVVYRKPKLRQKTLSGLNRYRKELFRRRGKVRNSLVVDAGLQQAIVVDELG
TGVMISRPEYLPDFESVRSAQKFIDVRMARLCFEKGITQVCLPRPAGYLGLVEHDETINTSFTIKRHAAVTREIQEYALR
NPLAGQHFQCGGDFRGNF
>MBL3585348.1 hypothetical protein JMM61_08175 [Rhodovulum sulfidophilum]AB23
MTRDVRFCRPYPDPHSDAIRGNRSFAQTPEPAGHGARAVSVLSQRSEPDFVAPARAENALVSGILFAGNRRKSFLGVVAD
ASCVEAVDSAHVLLVELGYVPADVKCAGPTVAFPRKPGWMGTDEVCARIETYEGKQVRQ
>MBL3585349.1 hypothetical protein JMM61_08180 [Rhodovulum sulfidophilum]AB23
MTVVANMATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEAPLEEFAALPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVD
DDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQVAS
GVAILHAEDFPPFEFMRDSQKFVDVRLARWCFERSITPITLPKPAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKV
KGRGLPPKPCASQT
>MBL3585350.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB23
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MBL3585351.1 hypothetical protein JMM61_08190 [Rhodovulum sulfidophilum]AB23
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPSSVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MBL3585352.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPTEPRPEPADAAERRAAVPVVCYPPESLPAPPMALYDGLRVGMTRVAQLEIPARDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGHRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEAHVHDVLNVFMCTGFTRDRHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLDVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MBL3585353.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB23
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>MBL3585354.1 protein meaA [Rhodovulum sulfidophilum]AB23
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLNAWRESRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>MBL3585355.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB23
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MBL3585356.1 hypothetical protein JMM61_08215 [Rhodovulum sulfidophilum]AB23
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MBL3585357.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MBL3585358.1 autoinducer synthase [Rhodovulum sulfidophilum]AB23
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MBL3585359.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MBL3585360.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAEREAALALPADVTDAAAVEAAFDTFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARVGGQPVQPTMDVAHAARSVLHMAALPPEANVQFMTVMATTMPY
IGRG
>MBL3585361.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB23
MARRLALILPLLLLVGLPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MBL3585362.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB23
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MBL3585363.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLMAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPTGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MBL3585364.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MBL3585365.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MAGAELSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSVLYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVQENIILGSEAGPLLSRSLGKARRALRQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQCKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRKVLLRTDKSPARPGRIVLEIEGLCVTDAEGVRRLSNVSLQLRAGEILGIAGIAGNGQSHLLEVLGGVRPA
TGHIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPTLRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>MBL3585366.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTKIQKALAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLAVYEAFSAGTEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MBL3585367.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MARGGASRDRPCDRPGGGRASERRDGFAPPRPALRPPCRCGATRRPATGDPAVTPAVLAALHARCFTTPRPWSAAEFEAL
LATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAEACARAAQEAFLEVATDNAAACALYRAAG
FELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>MBL3585368.1 NifU family protein [Rhodovulum sulfidophilum]AB23
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVITGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MBL3585369.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MBL3585370.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB23
MATGTNIRTYYNGTWHRGDIPVICAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGAEMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MBL3585371.1 VOC family protein [Rhodovulum sulfidophilum]AB23
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>MBL3585372.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB23
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MBL3585373.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB23
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPVDQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MBL3585374.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB23
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGIVSYFGLGHLLGAFRLSEFRRAMRRQR
>MBL3585375.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB23
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTAFEAELTRLMDQDIGSKALRDAVVQYLSEARQKGRTAIAAA
FADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>MBL3585376.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB23
MFAVFRACRKRLPPVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDISAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKIQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERGLAVAEIRDNQVTVIDPAPRNFGGAGF
>MBL3585377.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB23
MNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEE
AE
>MBL3585378.1 YraN family protein [Rhodovulum sulfidophilum]AB23
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGNALVFVEVKKSRSFARAAERVTRRQMDRVMTAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>MBL3585379.1 glutathione synthase [Rhodovulum sulfidophilum]AB23
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRIRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRKGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAC
>MBL3585380.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSVSAPTSRTRFAALSDQARACWLDPAEMEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
DGTTEAIAGAKREAYWTRIAELCRRLAGALQEDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDD
LPLGLLADVALNLLVTVDRWFAINASDLAEGEEARLAERAFSLLMTPLLPPDYSGKTDT
>MBL3585381.1 hypothetical protein JMM61_08345 [Rhodovulum sulfidophilum]AB23
MIKTRGLAALLVLSTLNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGTFLGLALLATGGWLAVSQDTRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MBL3585382.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB23
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGMVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPAAVSLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARARQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MBL3585383.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB23
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MBL3585384.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB23
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MBL3585385.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB23
MGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQAAKVTPGLRLDGVALGQALGWAEAGWPDF
AMYFPIFSAAPEAKIYGAALPRDEVRRAVTEGAAAVFGDAAGLYGLDTPLPAAELDQRIDDQREAHCNALPEHLLPGMVE
AQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQIEGAATGAPPYDYWLITGVAERD
DPCAALTGG
>MBL3585386.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB23
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGTAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNLRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIEAALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPELDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>MBL3585387.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB23
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRGEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MBL3585388.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB23
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFSDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMIALHPRSGCPDCGAA
>MBL3585389.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB23
MHETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTTGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHAIGARLKHAILDEFHGADVIIHFDPVR
>MBL3585390.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB23
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRLPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPK
TAIWGVDPDEIRE
>MBL3585391.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB23
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAYMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEDEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MBL3585392.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB23
MDDAADRRATAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTAFLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKRGSRIGWVMLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVSFVGLVALLVFTGLTYDRFKEGARRDVDFSLLPARLAAIEGSEGLPVIAEFYTAGNL
AAREPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MBL3585393.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB23
MTEAPASRPAFLFLLTIAAYFAVQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRWIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEIIGAMREQGYRGETPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MBL3585394.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEADAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEATGIRSKCVTLLIDGPEDADPWGREALYDGEARVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MBL3585395.1 hypothetical protein JMM61_08415 [Rhodovulum sulfidophilum]AB23
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRRLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MBL3585396.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB23
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MBL3585397.1 DUF938 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPKRLTLPDSASLATPGAGGRLSAPSALRNAEAICAALQRVAPARGRALELASGTGEHAVRLAARLPGLVWQPTEIDPQR
RASIDAWAAEAALPNLRPALSLDACQPGWAASHTGQDLIFASNILHLVPDAQAEALIAEAARALAPGGVLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRAKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>MBL3585398.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETASGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSSIETSRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRIEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MBL3585399.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKLNAILAGAALALGLAGAAQAQDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALTLKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MBL3585400.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MBL3585401.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVAAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVMICLGASGALAGLAGLFEISGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MBL3585402.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAGVAMV
FQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLEPDRLVGDLSAGERQRVEIIRCLLQDPRLLIMDEPT
SVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATPARAG
GTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGALGPSL
RRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSGGNLQ
KFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRPARGL
SIEEIGLMMGGAHGMEVAHVAE
>MBL3585403.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB23
MSLDRDALARAVRARGRVARVAVAETHGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTDTRSGLGPPPVQLREGWFLEPVSPPARPLWI
WGAGHVGRTLTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPATAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MBL3585404.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB23
MSVTRPLPHDAARLHVTGAARYLDDIPAPANTLHLAFGLSRIAHGRILAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAATAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALELPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALDRDPLEIRRLNYYDSAAEAGGLSAPHRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDAIRGRIAAHL
AATRQTDPAQVRFVGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MBL3585405.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB23
MDIAFLLNGESVALTGVAPTATLLDWLRDTRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAEIPSGGADPQDRWGADSPPAFRPATADALAAWYETHPEATLIAGATDIGLWVTKGLQDLGQVAFLSNCEDLT
RIEVTETEIRLGAGVTIARLREMMRAHHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRRGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDDLRCYKLSKRRDQDISAVLGCFNLTVRAGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFAAGFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTDIDELAP
>MBL3585406.1 glyoxalase [Rhodovulum sulfidophilum]AB23
MYPHALHHVQLAMPEGGEDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MBL3585407.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB23
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRSAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MBL3585408.1 hypothetical protein JMM61_08480 [Rhodovulum sulfidophilum]AB23
MDRELTILYNRIARLSGEIDGLSRDIARQGKEIDRFRRQVAATLARAAERDRTEAAEVTP
>MBL3585409.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVTGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MBL3585410.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB23
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPADADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRTPLPESRKRLLAEIETHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MBL3585411.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDMLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MBL3585412.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB23
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGMILARQNVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLETDAAPRDLPAASAQEDDLPPQLMAALAEIGVR
>MBL3585413.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB23
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCEAIAATNPCGEQPLPPYGACLLGSINLARLVANPFEEGAALDEAALDALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>MBL3585414.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MTKIKFIDARFADPDENEFALKRRFEWHLRKLRALQEGLSPKVPGDFEDELRWNEDLIAVPLSEKDRNKVLRRARRVMGA
RAKASGLSHLSSDDRRALEVFRGGADLVGIASEHRADGIAAAIHAEMPWMAAATDFLWKAMRRSVRAGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLGVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTK
GQAYGLADGLLPLLERSSAVAWKCPYYQVGFDMSWISWVLTSNSLRTLPAPFLSRLDILRLVGPSKGDLISFAEREGARR
GLSDAALGAICEVIDHVAEAHELNLRHVSRMLSRAEAMASSPLSH
>MBL3585415.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]AB23
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLTLHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYFAV
PLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVAT
>MBL3585416.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB23
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWTVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLAIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MBL3585417.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB23
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MBL3585418.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MBL3585419.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB23
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MBL3585420.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB23
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEATGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASSEAGRA
>MBL3585421.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB23
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFAGGAREGRESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRPVWFFVARIGANEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKARLAEYLAARPGG
>MBL3585422.1 hypothetical protein JMM61_08550 [Rhodovulum sulfidophilum]AB23
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MBL3585423.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB23
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MBL3585424.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB23
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPHA
GQARGGDCDCHCGCGGSGAAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVLACLI
GLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRSARIE
EADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEVTRAG
EDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALALLLIGCPCALVISVP
ATIASALSSGARRGLLIKGGAVIETLAKVQNIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPLARAI
LAAAEARGLDLPQARGGRSLPGRGAEAEVAGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGSAVLVVAAGRALGVIG
LADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGINDAPAL
KRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVLADTG
ATVLVTANALRLLAFDPRRAARD
>MBL3585425.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MBL3585426.1 CoA transferase [Rhodovulum sulfidophilum]AB23
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDQTSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGAPMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>MBL3585427.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLAL
>MBL3585428.1 hypothetical protein JMM61_08580 [Rhodovulum sulfidophilum]AB23
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIGGQTVVTGEAVLVPRES
>MBL3585429.1 acyl dehydratase [Rhodovulum sulfidophilum]AB23
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLRVDASLKFPRKKKVTA
>MBL3585430.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB23
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MBL3585431.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB23
MAAHPHGGLHAATICPMRADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPARRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPDLIVALDTHVRAGETAAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>MBL3585432.1 hypothetical protein JMM61_08600 [Rhodovulum sulfidophilum]AB23
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MBL3585433.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MBL3585434.1 aldolase [Rhodovulum sulfidophilum]AB23
MDSIRSCVFANTHLHSTVGLAGPKHEPCSSRAAGSPQGIISVQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDM
EHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLP
VADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGMGLRGRVGHPEIHAAFGRIAAAAR
ARGLAFGAMGLPPALVESHVLALGASILVATNETNLIVEGGAALLAALRGPAGS
>MBL3585435.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVV
VVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYFLLEFALSSLPRILRPGHDPLEETGI
>MBL3585436.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MBL3585437.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MSNRALPAIALMAMLTGLPALAADFTFQVAHTNAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWDLMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIDDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>MBL3585438.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB23
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISGEAFPG
>MBL3585439.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MBL3585440.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVITEAVDLILADGSPAITAEHVSLIRKRG
>MBL3585441.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MDQFFTEEQRMVRDTARKLGDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKTCA
>MBL3585442.1 hypothetical protein JMM61_08650 [Rhodovulum sulfidophilum]AB23
MPFIEVFDREPVQGTRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>MBL3585443.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB23
MKFRGSYTVCVTAFDGEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEVDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMAMIGRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>MBL3585444.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDTARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MBL3585445.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MBL3585446.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKKGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MBL3585447.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB23
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQEILFEEVDA
>MBL3585448.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEAPGSGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRVYGPDGARLGPRARGEIFMRPEDMSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GIKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPDGNKDGPGSPTSGD
>MBL3585449.1 hypothetical protein JMM61_08690 [Rhodovulum sulfidophilum]AB23
MNNPHQNAHLTVYGREQIVIRVPAGQSAAEVAQAFGVFVRVRKWLPRWLVWFNRSRP
>MBL3585450.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB23
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGDDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQRILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDDAAKDRMQARFEQLIDCWQSARQAKAA
>MBL3585451.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQDRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MBL3585452.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB23
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGTTVLVTGAGVIGQMCATAARAAGATRILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MBL3585453.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQNGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLAAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGTSAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MBL3585454.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>MBL3585455.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MBL3585456.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLKPFIRTLATAALAMCVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>MBL3585457.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MBL3585458.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB23
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MBL3585459.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB23
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGHTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>MBL3585460.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB23
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MBL3585461.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB23
MTRLLPGIFAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MBL3585462.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB23
MGTCLAALLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARDCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MBL3585463.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSGLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYALSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAVFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MBL3585464.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB23
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>MBL3585465.1 YggT family protein [Rhodovulum sulfidophilum]AB23
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>MBL3585466.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB23
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEAKIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGAAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MBL3585467.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB23
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATQLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MBL3585468.1 response regulator [Rhodovulum sulfidophilum]AB23
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDLTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLSV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALRETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGTG
>MBL3585469.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]AB23
MARSAALMALAITVLATLAGGVAAQSVAASADNPLPDRRAVLWRGMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSNACFPKARAEAPTPYAGAVSARIVATDPATLAAAPARAAELDFLRDRDLAEARAQAGKLPQDHPVDGATLDELRRAA
ASARAANRPAEASRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALGVMAG
ALEDLGRGRDMIPALRLAQELAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDP
GLAVTVEDRRLCVEGLSHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSD
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEETVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYALSA
AIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLP
LTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPEAPI
DPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMAMIEGAGRTDAAGRAQIGLTLPTL
KAEGKPVEARITLRLSEGSGRPVERSLTRPVQPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVE
TRYQWYRVDGDWKWEPITSRERISEGETQPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDM
LELSLDKPAYLPGETATLRIVPRQAGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGH
NPARALGLAHATVDPGPHRLSAAFEVPAEAEPRQPLDIALKVDGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQ
RKLGMGLRDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGEDGIAHARLDIPAFNGTLRLMAV
AWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELAEGGKT
ALSIPIAAGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGP
VARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDF
WLDAYVTDFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTRAGAFAT
PLAAGQLGAALAAYGDPTRADRMFARAARMMAGRMGRDEPTVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAA
TDRPLSTQEASWMLLATHELIDRPGTGAGGGGFTLNGAPLTGPLVRLLAPGDGPAVLGNDSGRPETLTVTSFGVPEVPGP
AGGNGYAISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTA
EVRHSEARQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSDTSRASVTP
>MBL3585470.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB23
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAASQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARAAEPGARLHRLTLDADLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNGALPAPLRRFTRPGASQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLIY
>MBL3585471.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB23
MSGVVILGAARTAIGTFGGSLSGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALMLNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRREAVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLEPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MBL3585472.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB23
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPAEARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRSRYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MBL3585473.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>MBL3585474.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB23
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDARIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MBL3585475.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB23
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MBL3585476.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB23
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MBL3585477.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB23
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFGMAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MBL3585478.1 light-harvesting protein [Rhodovulum sulfidophilum]AB23
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MBL3585479.1 light-harvesting protein [Rhodovulum sulfidophilum]AB23
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MBL3585480.1 protein PufQ [Rhodovulum sulfidophilum]AB23
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MBL3585481.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB23
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MBL3585482.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB23
MTEEVKYDEAHTAEVIEGTPREAGTPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MBL3585483.1 hypothetical protein JMM61_08860 [Rhodovulum sulfidophilum]AB23
MFDLNKMSRWDNVLEALSHHGEDREPAENAELQEAPAAEAVAPARELEDA
>MBL3585484.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB23
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MBL3585485.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB23
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MBL3585486.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAVPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVDMPRTHRPFIASVVVGCKPGAT
>MBL3585487.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB23
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MBL3585488.1 phytoene desaturase [Rhodovulum sulfidophilum]AB23
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREKVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHQSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIACGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MBL3585489.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB23
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MBL3585490.1 Trm112 family protein [Rhodovulum sulfidophilum]AB23
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MBL3585491.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MBL3585492.1 thioredoxin [Rhodovulum sulfidophilum]AB23
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MBL3585493.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB23
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MBL3585494.1 hypothetical protein JMM61_08915 [Rhodovulum sulfidophilum]AB23
MTYFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGQPLMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVTVDFSYVSCRAGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>MBL3585495.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MBL3585496.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB23
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MBL3585497.1 hypothetical protein JMM61_08930 [Rhodovulum sulfidophilum]AB23
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MBL3585498.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB23
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGQGSAIFLHQWRRPHYPTAGCIAFNRRDLLWIAARIAPGS
RLVVP
>MBL3585499.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB23
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLVERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSERSRPDARPDR
APRPPRPAPAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRPEPEFEARPTPRPTPGPERREVLSAEAEAPKPRAPRREA
DAAPVEGPRKPRPGAERSGPRSEASGPRPKEGRKDGWKDARKDDRKDGRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGG
SRDWPKDKRPAGNDAAPAERRRADAADTSKRFERPGAPKGKGAKPTGGGKRGAPKSGRSSGNAPPRRSR
>MBL3585500.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB23
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MBL3585501.1 hypothetical protein JMM61_08950 [Rhodovulum sulfidophilum]AB23
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MBL3585502.1 chorismate synthase [Rhodovulum sulfidophilum]AB23
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MBL3585503.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB23
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPESFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MBL3585504.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB23
MARRAQPLGIATGLGIGAAALALTLAPGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGMLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGTFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSIAAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLQLKDTACLALAALFLILPLAMVTLRGLPGLTGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLRGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MBL3585505.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAQPPRPTERLLADPPPALRAYLG
>MBL3585506.1 cytochrome c1 [Rhodovulum sulfidophilum]AB23
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MBL3585507.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLVGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MBL3585508.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB23
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLDDLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MBL3585509.1 hypothetical protein JMM61_08990 [Rhodovulum sulfidophilum]AB23
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MBL3585510.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MRRHSFEHDGLVFSFLDAGGEGRPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGQRLSPYLQN
SIRRVADGWMLNFEPAEFLLSERAINGDHRDVWLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEDSCS
>MBL3585511.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB23
MEGAAPRFTTLGCRLNAYETEAMRELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVARHLGAQTGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>MBL3585512.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB23
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEAG
>MBL3585513.1 hypothetical protein JMM61_09015 [Rhodovulum sulfidophilum]AB23
MANLFVAIDRTGRFALPQLVEKADRKTAREVLEHLLEVFPTASTRS
>MBL3585514.1 hypothetical protein JMM61_09025 [Rhodovulum sulfidophilum]AB23
MTKVRVLLTHNNYTLQGGAEVFFHEVARVSGTASDLIVADVKKGGTAVVFRHLAGHPEPDISVGQGELPFPTNPPWRPAC
AAVEP
>MBL3585515.1 DUF1972 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSTARIAILGTVGVTAAYGGFETLAENLVRHRETLKAPPELTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGQARIATNIDGIEWQRAKWGRLARPVLRTSEWAAVRFSDEVIADNAAIAR
HVATRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRELK
ARYGPHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLI
RAVNTLARRPDAARQTGARMREIAERRYRWAEVGAAYFALLDPAGAREQDVPAPDQPGNRAA
>MBL3585516.1 hypothetical protein JMM61_09035 [Rhodovulum sulfidophilum]AB23
MARMFSGCRVPLIDIGLRPGLRLVWLQRFPEGRSALIAWLRCAGLDVVTVPGLDPAQEEIEGSGRYLAGVIVSAEDFAGL
PLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLAEPAGPADLEIALCRLAARG
>MBL3585517.1 hypothetical protein JMM61_09040 [Rhodovulum sulfidophilum]AB23
MKRFALERTECSAERVGMSERGRRPGPIFSMMVVCVPAGWLTLISALLLGHSLLAAVAAMIAAMWGLFVLALAVFLLADA
LETRGGGRREGDAVLE
>MBL3585518.1 hypothetical protein JMM61_09045 [Rhodovulum sulfidophilum]AB23
MTEKFVHDMANLLAVIDGSARMLSEEFGRSAHLNRILEANRQILAIMETLRAAGRKGIRHRWVDLGCLLRAATDLVQAEW
PEGICLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTPGRAPKGRVLLSLRRQCDPPGVEGRAWYEFRIVDDGI
GMDADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVETAPGRGTAICILWPEIFQ
>MBL3585519.1 undecaprenyl/decaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase [Rhodovulum sulfidophilum]AB23
MATIFARVRAICVTHSPLPRFPAGAKRAVLLRYPFPSLFPPPKAILFMFLVFLLSAFCCAALLLARPRALSPARRDDVAA
VQAAHRRPTQRSGGIAVFLSLAVGAATLPGDILPAYAALIAAALPLFVVGLLEDIGHPMTPLRRLAAAAASSLLATTLLW
LWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLASGIGSLTAMGLGLVALHAGQADLAQAAFLIAAAL
LGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAMLLIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFH
QFTMRALEILWLGRQRRFVSNPATSVVIWVLASAPVLTGVVLWNAPGAAARALGFYALLFALTYILGIRMLKRPKRIAGT
SEPATPGARI
>MBL3585520.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB23
MKPTPEDQAQTCPEALPERAFLEGVAAVLGCGQVALLCPDPAANGRLRVTAAAPVGLEGRSFPAEWGLLGAWRQDDLKKN
PGLTEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSARALVHALPGSPDARMAIARAGPAAAPE
DSSNAACGLCDSTAAAEGGHAAAARIIASIGTQFDASRCVLWQHRDRAFRPVLIWKPPDTQTGPAQIPADAEMATFLARR
IETFTSMRPVALEEEAALGRLGIGARLILPFRDGAELGGVLCIDRATGQRPFARRDIAALSCLTDAVGLLLCQQETRRLA
DAERALLEGERNRMRAVFDLLPDTVIELDAERRYTHIHSHSRGSVRGRIDGLLGFRPEDCLPPATAEAIHALLDRAEAAG
FAVLPELVHPPAPTAGPKIYTLSAATPAPARAQASPGYVLVIRDVTEESAQRRERDRLGRIVEHMTREVFLTDSSHRLTW
ANRATEEHIGRPADRLAGLSPRQAFGAVWSDATRLDRICEQLEADNGFAGEAAFLDHGGNKVWFDLAVTPLCDGSGGREG
WMWILSDITERRRDKDRLAQIARRAREAEERVVQAIETLPDAFAFFDSKDRLILFNDRYRQFYPHSAPAIELGQTFEAIL
RYGLAHGEYPGDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRLAA
MDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGEVWYRRPDGSR
VLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGIVG
PNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVALN
LLTNARDSILSEEYPTGRGRIRIALCIASDAELRRPLAFGSVDPARAYCLLEVEDDGPGLDADARSQVFAPRLFSPSAVD
CGSGLAILPSIVGKNGGAIALTSDGASGARFSVFWPLDSDRNAAPAAPDGSRRRSRPLSGRLDGHMVLVTDDNPDVLRVI
SAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHSGR
EFAAVLGKPISSADLLAAAEAAILDR
>MBL3585521.1 xylulokinase [Rhodovulum sulfidophilum]AB23
MVFSLGLDLGTTGLRALLLDDEGQPAGSAERPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHESEAFARVAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEACKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRIAGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLEVPEGGELGAALGAARLGRVAATGTAPETVMTPPAIAATLAPDETLAPAFDEAYQQFRAAYPG
LRAIQ
>MBL3585522.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAREQKTGPGHVPLPRMPEMSRPPPPTRRAGKSSMAREAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLAS
LGACDPDDGAP
>MBL3585523.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB23
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MBL3585524.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIAGLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MBL3585525.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MBL3585526.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMNYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MBL3585527.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MBL3585528.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB23
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MBL3585529.1 galactose mutarotase [Rhodovulum sulfidophilum]AB23
MTSATDTALDTARSDGPATGRRPLGRAPDGSPVEALWIGQAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
ASYSIEDDGALEILLEGESGALTFCNLAPHGYWCLYGSGTLDAHLLEIAARTYLPVDAALIPLGSPVPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDASGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFPGHHGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MBL3585530.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB23
MAGVHWLAADWGPASLRVWAMTGHEVQAEGASDLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVEAIAHDRMTLAGLIATFEQTGAVVLTAPDAQPSTL
>MBL3585531.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB23
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MBL3585532.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB23
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATAETRRAMAELQLANIRAFLDGEPLPSPVN
>MBL3585533.1 sugar kinase [Rhodovulum sulfidophilum]AB23
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVPVARVVDSTAAGDSFAAGFLAALATGASPPEAVAQAAALAARVIGQRGALAPDLFADGAEP
>MBL3585534.1 TIM barrel protein [Rhodovulum sulfidophilum]AB23
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECQWPYDTPRSAIRAALEETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCVRGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGAPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAASAG
>MBL3585535.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB23
MTAAAPFEIFLAALPGLEPLLAEEARAAGFASPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACDFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFNAEAWASMKAPA
PPIPAEARFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>MBL3585536.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB23
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESHPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MBL3585537.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB23
MPPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVLVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAATLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGFLAWA
>MBL3585538.1 DUF2094 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTSATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSKRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVLSGDAPEPGLWTAAPPAEEDRPVAQILTDLMGP
IGAV
>MBL3585539.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB23
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
AMPAITTPVLPPETATTPRPTAEVLQR
>MBL3585540.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB23
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPPAGRPPAAFAPEPQDERARLID
AMERAGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>MBL3585541.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB23
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHDRGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLSDVPYLLCSKIGDGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MBL3585542.1 4Fe-4S binding protein [Rhodovulum sulfidophilum]AB23
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MBL3585543.1 hypothetical protein JMM61_09170 [Rhodovulum sulfidophilum]AB23
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>MBL3585544.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB23
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MBL3585545.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB23
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MBL3585546.1 SIR2 family protein [Rhodovulum sulfidophilum]AB23
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASSNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGKGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLEELGIERLDLPLAGLAEALATTA
>MBL3585547.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB23
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MBL3585548.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB23
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MBL3585549.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB23
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQQTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MBL3585550.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB23
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHMAAMAALALVYMAGGIPAGARALRALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGGTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNMHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAALLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLARSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MBL3585551.1 transposase [Rhodovulum sulfidophilum]AB23
MRSAIAAPPEPPGHQSRQGRRTGTRQVDANRVTPDFSRPGPPTDNGFIEAVTGNLRMASVNARRFISPADAREDPEDCRR
HKTEDRQRARIQGPDRDASSRWRHRPALGRQPEHSGDRRSSTRAPHTIPQTMAMLPPREAAHPASREKVRHREKIAPVKG
RPVRTRGAVSGANGDPRARARPNRPSGRRRPSRRHALRRPSGPRPPRRSRHGSCRHPPDCGSDETAARHPAPWRKARTAC
PRPIRRRSGLSRIPDRSTSSLRSQPAPRLGRKPERILSPIRPLSAAPPPDQRFSPRRQ
>MBL3585552.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB23
MQRSIGRSNDVTLSTIWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPI
TDVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMA
ARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLR
ANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQ
LIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPS
TTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGARPETLDGSTAQLLDFIAAAG
>MBL3585553.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB23
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTVALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MBL3585554.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB23
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MBL3585555.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB23
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGDYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPSLDRAPNVRVVLYADVCDIRLGEATGETVSHVVVRSPAGNRFDVRARYFVLATGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQMPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MBL3585556.1 hypothetical protein JMM61_09235 [Rhodovulum sulfidophilum]AB23
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNEAPDAKSPEALATATQRDFAA
GDTVICDGWVLARSEADFALACLRDDTA
>MBL3585557.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB23
MRAPLALDIDRADGGPLFLVIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTFV
AEDLPQTMTAPPATPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADYL
ASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDAD
PRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLSP
GIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLP
AGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>MBL3585558.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB23
MKQIQNAGITLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGATETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEAGIVA
PGDRLDLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MBL3585559.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB23
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEARARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGREI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAGLILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRTEMSCAAGRRRIRH
>MBL3585560.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB23
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPEKTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDEAVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEAAE
>MBL3585561.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB23
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWRRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAVGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MBL3585562.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MBL3585563.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]AB23
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGSGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARRAGVPAQAVPAARAAWRTRAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>MBL3585564.1 citramalate synthase [Rhodovulum sulfidophilum]AB23
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALSKALRKDLGPYQAYIDDMKLVDFK
VRITDGGTDAVTRVIIDSADAEGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MBL3585565.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSHDLLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMNWTA
EKAEQGERALRRWRSLFAGIEPGQPSQTVLDFLADDLNTAGALDFLGHLGQALFTKAGSSWKAGPETVRDEEWSRQAGIF
VASAQVMGLLGEDMGVWAEMPEADLGGWTERLAAARAAAMDSKDFSEVDRLKALLIGAGVEVRMSKAGVELLPGAGFDPA
KLEGSE
>MBL3585566.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB23
MTETFDLPMTEDALCAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSGRISVKCADPEFATMLIETGRAEKAPYLP
RGGWISVGFGAQNADEMAHRLRESHATVRASLPRRVREGLD
>MBL3585567.1 porin family protein [Rhodovulum sulfidophilum]AB23
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSVGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MBL3585568.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MBL3585569.1 hypothetical protein JMM61_09300 [Rhodovulum sulfidophilum]AB23
MSPRQNRVTPLGEILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLVEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCVACRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEDFPHLILGAAALPWRP
AGYGAPRARPDGRVTVLTPAPTVAALAAGYRPVLHPSAGLPA
>MBL3585570.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGNPSGGRSKPAASAEATAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MBL3585571.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGVHPEGTDADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MBL3585572.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB23
MTQKNSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MBL3585573.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB23
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MBL3585574.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB23
MANTPEPPRKPAVTAPRSLRLTGRRGREPLDFVLTPDPEERAALAGRLGITSLKKLRFAGELRPEGQADWRLEASLGATV
VQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAV
FAAPGVAPMQDAELKPFAALARLRPSRDDAEGGDTSE
>MBL3585575.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB23
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MBL3585576.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB23
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MBL3585577.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB23
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MBL3585578.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB23
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MBL3585579.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB23
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGTQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASARLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MBL3585580.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB23
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDTWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLTDRCEALIAEEEAKARTALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATGLRTAAPED
PAPGPVNDPKDFEDC
>MBL3585581.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB23
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPRQRNTDSRQVNLLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGTRGGMPVQIFPSLTGLRAVDGFVKALMALAGAADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKGDASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MBL3585582.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB23
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPISEVLTRTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MBL3585583.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB23
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MBL3585584.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB23
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MBL3585585.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB23
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MBL3585586.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB23
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLRIEVGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARKFDAKAIEAALGGLPAEDRSAAKVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MBL3585587.1 homocitrate synthase [Rhodovulum sulfidophilum]AB23
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILAPGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTGVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MBL3585588.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB23
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQFDDDGVRAAARVALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MBL3585589.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB23
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSATITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MBL3585590.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB23
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MBL3585591.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MBL3585592.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB23
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MBL3585593.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB23
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPETVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAVKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MBL3585594.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB23
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVGRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGIDGIFIGPADLSASMGYPGQPEHPAVVAAIEVAIGRLKAVGVPSGILALDPDFARHCIVLGTGFTAVGVDMV
TLQRGMTALVETFASG
>MBL3585595.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLNSLDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MBL3585596.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB23
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTQLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAVPRREARG
>MBL3585597.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTAPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVAAARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MBL3585598.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB23
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDQIGHVPMAAYPALAEELGLSAAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MBL3585599.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB23
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGRRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MBL3585600.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB23
MKDFIIPDADFGPPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRRIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MBL3585601.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB23
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLSLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MBL3585602.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB23
MTPEKLAYMANQIAIAFARLPAEEAEAAIAEHIDQFWDPRMRARLLVLAETPDTDLSDRVRGAAALIRRPETA
>MBL3585603.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB23
LTGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRR
AGRFPPAPEGLGAPRYSFTLPLRFEWKG
>MBL3585604.1 non-ribosomal peptide synthetase, partial [Rhodovulum sulfidophilum]AB23
MYDLTPMQAASWVNGHAGAKAAQGPSAHLYVELDRRDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFL
VCHDLRRLGTLDCQLALERLREDQSHQRLALERGEAVAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYQDGP
GCDLPPAGDFAA
>MBL3585605.1 (2,3-dihydroxybenzoyl)adenylate synthase [Rhodovulum sulfidophilum]AB23
MDDFTPWPEDLARRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMAPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPAPESLRLVQVGGASFAEAQAR
QVPDILGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDPDGRPCAPGQTGRLWVRGPYTFRGYFRSP
GHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPQ
>MBL3585606.1 isochorismatase [Rhodovulum sulfidophilum]AB23
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MBL3585607.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB23
MAECLPGPAGVEAALARLGAALPDCRAAVVPVARTEGPKARRAAEFRAGRLAAAAASASLTGMPCLAGRGADGAPLWPVG
LAGSISHSGGQALALVGPSARRAGLGVDIEGPLSPRVAAEIAPVALTPEERACFGTDPVWVGLIFSAKESLFKALSPRIG
RRFDFDAARLLPGGATRPPLLCLTCDLAPGWEAGRRIEPVLIAHEQGVMTAVALQPRKVAPPST
>MBL3585608.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MRLSGFDGRTALVTGAAGGIGRACVELLTGAGARVVATDTAAAIEALAERPGAAAWLPCDLRDSEAVGAMVAEAETRAGP
LSLGLHAAGVLATGALLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAQRIIAGDPGSYRAGIPLGKLATPQDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>MBL3585609.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB23
MALPEIASYPLPAPGALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARASGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILPELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEGFQRDIQPFALADAQADFDAARHDMAMRWVAGCCGAVIATRDALAALPAEAACA
>MBL3585610.1 isochorismate synthase [Rhodovulum sulfidophilum]AB23
MTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDADDDGALIGGALPFDKARPDCLWQ
VAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGL
MARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVISHPLAGSARRRDDPEEDARNANALARSEKDRREH
RLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAARLIRDLEP
VARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDAALSDPSL
HNQPNG
>MBL3585611.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MVQRRVARLFGGASIVALCAVSPTAIKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVDPNFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATKPFSDYDSTVDQNPSWKQFTNTTILDLRQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGVFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYYEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSSDVDYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYYSDDDNLSATFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYIRGSRSVSGDEATLVEPREIGIGVKMTF
>MBL3585612.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNLIEPHRFTPLEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAESLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMGMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MBL3585613.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MSRHSASPPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSADLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGVSGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGYDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQRTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASSFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLGLSHQGEVWRARGSLHGSGSYWFDPGNTLKQNGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MBL3585614.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRDMVETLRMMAGTRHAGLGQFGALVAGKATPSGVRLFDEAHWDAHHRSLAGFHRAVGSDATVPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLHITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAGAGLVRPTSQHLST
AFGRFRLDAARKEV
>MBL3585615.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MHLLPLFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPLEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRDTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPSSAA
GLLAAHFPEMAQAGAGFARISALDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MBL3585616.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MBL3585617.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MTLFAADTIGLQYPGRPGPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRISIRPRRIGMAFAEPRLLP
SLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFT
>MBL3585618.1 hypothetical protein JMM61_09560 [Rhodovulum sulfidophilum]AB23
MQTRPRPSRARLALLVGIGVWPIITSLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MBL3585619.1 hypothetical protein JMM61_09565 [Rhodovulum sulfidophilum]AB23
MRPALRVPDDLQVEVSGDSLRTIVHPTRDSTNIFTLGRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLR
LPMSPRHGRARIDPTLPDLGVFLLRLGDRCIAREMRAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDDRLDEMDGL
RSSVPRIVGI
>MBL3585620.1 hypothetical protein JMM61_09570 [Rhodovulum sulfidophilum]AB23
MHRSDPQEGAIDAGFRLAGLISAVFLNVCLCNDTVAANIRMARSDAREAGLRTSVDTAHSKGREAAPGDTGGRQRVSIRP
LPKDAPIMIHDAPLAILASESELSVQRGIDAVVPDKTVVMIAHRLSTVQGATGRWCRRRVGGRIRAAMPSFPAVRAATGG
CGRRICGPEI
>MBL3585621.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAETEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFT
NSEEDGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MBL3585622.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MAQTDTVNRRYVLAQRPKGAPDENTLRLETAEVPSPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYSEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MBL3585623.1 hypothetical protein JMM61_09585 [Rhodovulum sulfidophilum]AB23
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMVLSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGEAMAAIERLAPRLGKDPAALAETVFEAILDD
GYGAFDDVVPALAEALGATGLARLKALAEAARAAPPGEADLARYAFISDRDARADRARAGRNRSLDRILRDVADAEGDVD
SWLARYTPEQLTCSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRKSHARKSAFWERLRTG
>MBL3585624.1 alcohol dehydrogenase catalytic domain-containing protein [Rhodovulum sulfidophilum]AB23
MKALIYTGPRLLELRELPDPESGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPAAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTAPGTGPGAVDLVIDGVGFGATRA
AASAALRPGGVMVHIGLGDAGPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEPAPKIALLPDG
>MBL3585625.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MIAATPLEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPAMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIFQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>MBL3585626.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB23
MTVSYLKKAPRRAVSDATETRETVQKILTEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSRDEIAAISDSYAPEH
LTVQAADLEWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>MBL3585627.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MBL3585628.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MBL3585629.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGSPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MBL3585630.1 hypothetical protein JMM61_09620 [Rhodovulum sulfidophilum]AB23
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGPEVPRRS
>MBL3585631.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSGPATGKSDRSRRPPTLEDVARAAGVSTATVSRSLNAPERVRAETRMAVEAAVRDLGYTPNFCGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVKETLCAAGLELAPGDLRECPYTLADGE
AAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARGSLGPVG
>MBL3585632.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAVNAR
>MBL3585633.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB23
MPADFFDTNVILYLLDDGPKADQAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAALLSGSTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MBL3585634.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MBL3585635.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAAIAVGTGGPRALVSRRPLAHLARGGLVIVAALMF
FTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVLPVLAALFYAVLML
SARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAPAVVIAPLDYTALL
WATGFGWLFWQEVPDRATAVGAAVIVVSGVFIMIRERRAAG
>MBL3585636.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB23
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MBL3585637.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB23
MAASRPSCYAGRLKKYGRTFHLPFSPGATSDDKVMSSLEGLMSEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWL
KAFAAGISPYLAEGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQPVATLYRGPYRTGLFE
DLARALDLSRQEGFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGLADS
>MBL3585638.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTTAKTPRPARAGRPTKRQSERIAAEIVARARALFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPARPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAVAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPVARDVWFDRAWRLFVEGAAPGRG
>MBL3585639.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB23
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGALDAAGTLQYSLTAIGRSANTRYRDVDEERHAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFKTGAVSHRLLAGADLLWNDSDWQYSYTTA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGSPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MBL3585640.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIAEPGARLAGWASVPRLDLG
RADWLAPKGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPKAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGRLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPERGREGLARAAARPALKDSTATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGSTLAALNDRFARPLPGPLWLSLDAT
>MBL3585641.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB23
MIDIETELAFPGAQTAHAALSAHAKSHDIPPEIDAPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARTLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGADRLHVRYFTLLGLDAEAGRVAIDFVDHPDGQISDWARAARSGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPERFAASAAGRFAEALAARPEARVWVGAEHALVHEA
RRIAAGLPAERKEIGTYWRRGRRGDARRDDHDD
>MBL3585642.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQRRIVSAGFVADALEPLVRRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQTESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRVRLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRVGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MBL3585643.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRALSARSANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
LIRDADTPLPAGDIDLCAERAAAPAAFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGKLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLQHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MBL3585644.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSAEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAIAINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MBL3585645.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB23
MTSDPIVITGARRSPMGGFQGDLAAADATALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAEVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAEAYQFTREAQDAYAIASLDRANAAINEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MBL3585646.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYFIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDNMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>MBL3585647.1 phage tail protein [Rhodovulum sulfidophilum]AB23
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVEWRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPAGARRPASGRGC
RGKRRPTVMAGAGGGVRAMARGGECQPVPDALSEQAGSPVRAGFAVGSHRADAMTVSAGPGARDQAV
>MBL3585648.1 phage tail sheath family protein [Rhodovulum sulfidophilum]AB23
MVMTVAAPGVYVFEEKLGPRTIEAVCTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFADEDSSSTDLSNAAFGAFANG
LRRLWVMPTEAGVEISDDDLRPLEGIDEIAIVAAPGYASKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARR
GTATEEGATPSPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAID
AERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKL
DVRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>MBL3585649.1 hypothetical protein JMM61_09715 [Rhodovulum sulfidophilum]AB23
MQGAPLPSVRFGTASELRTALVGWIGATVPGCRVGVPEEEAGEETGEDGLRAVLRLGDIAPVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLIIEGAGHPAFAVEAVTRPDAPLPGLTIQACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>MBL3585650.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSMVEIRDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCGLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPAAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPQGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFITRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MBL3585651.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVVLGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEESAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MBL3585652.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MMRSLLNTACVAALAFGSLAFAARPLEARDRSADGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGDGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGADTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDATDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGGWGVAGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MBL3585653.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRYATPRRWILTCQGLLCLCFL
AGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMEFIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLISALPLVRRLAGTCPASEIPLKNMEIAE
>MBL3585654.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALATGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>MBL3585655.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB23
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLAYGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRFAFLAQQLPTGADPAAAPALRTRQRG
>MBL3585656.1 isocitrate lyase [Rhodovulum sulfidophilum]AB23
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKTLDAARKA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MBL3585657.1 malate synthase A [Rhodovulum sulfidophilum]AB23
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANMLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAEVIMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MBL3585658.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEACGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRAAGFGDGFEDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MBL3585659.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB23
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MBL3585660.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB23
MNALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MBL3585661.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MBL3585662.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MSLKMTRLMGMAATAGLMAGPALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>MBL3585663.1 transcriptional repressor [Rhodovulum sulfidophilum]AB23
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MBL3585664.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB23
MTTEDTSSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELRAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFM
GMLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIE
HKPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPAD
MVIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDW
IRAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MBL3585665.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDSYDGFAEEGYRTVGARVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGKEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLELIGEGR
>MBL3585666.1 hypothetical protein JMM61_09800 [Rhodovulum sulfidophilum]AB23
MRHPVSLLLAAAPTAHAASATPLDVKMPDRGNAGGTVSKPAFARAGPDGTIRLAPTGTGPGIDGMLPAGRAAVVGAPGRE
VEPGVTGAGLSGTKEGPPPVATRMALPRIGGPALPHRGRTAGPFGDLMAQVVQ
>MBL3585667.1 NnrS family protein [Rhodovulum sulfidophilum]AB23
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGVLALPAWAVMALDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLALWSLAPGLPGLSAAF
AGLAGLHLLRLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLGGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPHA
>MBL3585668.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGGIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MBL3585669.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB23
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGVLGCDGLKLKDTGEIRAVPSLRALAEGAQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MBL3585670.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MRSVLFAALMIAALVSRGDAQPVHPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFGRTLANTSSMILGCP
GYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEETGIAADPGGKITVIDFTDGLEAAIRRIGAVL
GREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEDETAQTFVRAHLPGGYADDFLLTPLGVQNAAGPLADQGL
NGFAALARLDGLEALRPDVIVMTGESDAVQRQLAEALTRHPDLAGSVPALANHALVSLPAYYDSAVVDYPRILGRWAAAF
TSLIEG
>MBL3585671.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB23
MTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGEITLVMNTGDVILEA
KGPLPEGRVAQGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPTQLVAFD
ALRARLAQGQMA
>MBL3585672.1 hypothetical protein JMM61_09830 [Rhodovulum sulfidophilum]AB23
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCKTRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MBL3585673.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB23
MNTQRIRHFLSTTALVSAAALPLGPAAWAGTDTTSYWVGPKANGNFHFTGNSEIATYWSNGFNGADVVVSGEDVVVWDSW
QTTSADWNVTYGQAGVGPKTVTIAGGATLYSMARGYDVLAIGYTAGDTESTLTVSGDRSTYITMGGRAFIGYNGGTTGVI
YVEDGGTYEANSVTQLGRGEDSTGRIDVDRGTLKVGADGELQLAFAMDSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFN
ILSGSEATSNGQVVVAETDGSNATFTVDGEGSTYISNGAFDLGYASGATGKLVVGNKAEATFNDDLHVGLMGNGAIEVNT
GGKVTANTDVHIGGTEGERTGGKGSLIIDGAGSSFTVNDNGLFIGFSTAGTKSNPSGSVTVSNGGTLTLKAEAPEPQGNQ
TQMPEPRESTGDLTLGYGEGTYGVLAVRDNGSSVAVGGDLYAGYSGIGDIKVLDGASLAVDGTAYLGHGEGSIGRILVDG
VGSELDMSDSLLAVGYDSAGDATDGLNGGSVTIFCGASATVGELSVGHEAGAGGTVGVASLGQDGKNDTVASRLTVRDDA
TVGRGGKGVLIAQLGASVDIGGGLAIGVDGGSNGTMRVSKGATVSVGTEEGEGNYDGTISVAQNSGSTGTLIIGGDRTAG
GDYGPSEAGRVNAGTLAFGNGNGSLVFSITDTDYTFGLDVTGGGAIEAYNGTVSLTGDYSQYDGDTNIHGGTLSVDTGTF
THSAITVMDGATLAGSGTVSDVTLQDGSTVAPGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKRTEEDEARG
FAVNNIGGAGGTVTTGGTVTLGGSSSLSVSRLASDTAGDFKVNTWYTILTADQGISGEFSEVSDDFAYLDTSVDYDDDTK
VLLALTRNDTDFEDVVGSSNTNARNAARAVGSMDEDNPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRL
VVNRMRQLTPGAGAAPAAVTRNAIYYGAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRT
GVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVE
LGYRNWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTG
DLNAESTMRFASGSDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MBL3585674.1 replication initiation protein RepC [Rhodovulum sulfidophilum]AB23
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEAIRQLREELTLLKRDAVKLAVYGRESGLPGDWEGIEGRLLDIHRQMRRRLDRAELETLKAVLSGLLSEIRVLLVET
ENPSGSDGEIGRHYQNSNPDLNESEPCQEMAKRAGVPCSETAGLTGTRAELEPGGDPRTDSGSEPATDPGSAASVASIRS
AGSKTPDLSAIPGGTDAPPVLPLALVLKACPDILDYAPAPPRHWHELVALAGFVRGMMGISADAWAEAERAMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>MBL3585675.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB23
MARKDLLKGLMDPGKPAPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDSERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MBL3585676.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB23
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVESDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MBL3585677.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MDGQALGPRQDTSRQDTSPQDAPPAKRKRVSPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGQLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQGPELKQRADLPVAAPEGAPALSFEDVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWQNYEKAQSWSLGAARAPVTEEAAR
>MBL3585678.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MNATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLREALF
WFGVMVVLMGAASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTILDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEASDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVTEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>MBL3585679.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTRPDPGPLTAQISAQISGQTPADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNITRMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MBL3585680.1 hypothetical protein JMM61_09870 [Rhodovulum sulfidophilum]AB23
MGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRSGTGLAPAPARFAAPVDQAPLSLAQASLWKIYEALGF
GPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPGGVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAA
HDFDLARELPVRLRFIRTGEGQLLSFLFHHVVLDEWSVNLMMDELARTYAARAAGRPPLWAAPAAPFHAFARRQAARGPD
PRALSYWLDALRDAPPPCPIRRPDAPPLPRDPDAANDAGGAWCEIALEPAVSDGLYALSKACSASLFNTVYAAISVALQR
LAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHLTPRALIGTVRDMINGSLPHCEIPIDLVEERLSDGTAAP
GAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGLQFEVVEDVIGGKRGLRMMMSYRHAHYSADDVAELVA
AVTRTCTAFAREGAADRPLDALLS
>MBL3585681.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB23
MSGVAHIVWRWRGLSLRSGRRALWVNLALALLIGAGALVSLRLGRIAIGPAEIWQVLAGEPPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRGGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMSMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRQRG
>MBL3585682.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAVLVALGALAALALARPLDALALGQDFGQSLGADPRRIWLTAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPVHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>MBL3585683.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MNRRSFLTLATCAAALGSSAGAVTSWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVAKARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLARATGREAE
AEALLTGFAETLDATRATLTLPDGRANIVSYNGSGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSAAMPASADVVRAS
YEHLTQLRAETTFLLAGTKADAARFMADPILANLPSVRRGQVYGLGKNSFRIDYYSAREVVDGIARQFGGA
>MBL3585684.1 condensation protein [Rhodovulum sulfidophilum]AB23
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMAEDIARPIDLERDPLAALWLLRVEPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGRCAGPGPFLPFARYLEEETVYRAGPRHDRDRAHWAEVLRDIPDLVVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAGMGWPDLLTLLSAAWIARDRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRHGETLGAYLERSGRA
LRGLRRHGRYRVEQLAADRGLRPGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVAAAARTLVPFLARACAPGARDRPLADLLADAPAGPAPCHTPRTARPIASRQEKT
>MBL3585685.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB23
PARPEREAAARAWWQDRIAALPEAPDLPRPPGRREDAPRTARLAERLDPARTRALMLRAREMRVTPTALTLAVFAQELAR
ACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLSVLAGRVQADMAGAIGHSAHPGPGQMRDLARHLGHVPE
APVVFTAGFDHPRGSILSERARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLDLVDRDWIESLFKAFTDRLCA
LSDAAPAPRSWPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGRLDEAALRVRLQALFAAHPALGLRIDASAGRQYLARR
PGLPLLTRDLRAAPDAEARLQAVWQDFARSPCPLDGPLWQVRVLLLPEGQEDALAVKFDALALDGPAIAQLCAELFATDP
PPARPASAPLPVPQPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASRILAPELIRPLRRAAAREGLF
LNTALGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIAIDHDATSGTPRERAAALQAQTMAGLGHMGFSGVDL
ARQLMGQTGGPLALPVVLTNGLDWQGPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIEIAADHAEGVLDPATVKAILD
ASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIVEALRRGRGPALICGEERLDYPALRARVTAALAGLAA
QGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSGEDLPGRPCLRPGDLPRSGGA
LPDAAMLRLRSLDTGPGYYLFTSGTTGTPKCVVLSNRATANVLDQTLSAWKPGPEDVLISVTPLHHDMSLFDIFGGLAAG
ACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQVESLRLIAQGGDYIKPATVAELRRLCPAARLIS
LGGPTETTIWSIWHEIGSEIASAAEDMAAGGTAPVPYGRPLDGAGYRICNPLGEPCPPGVTGRIHTTGDCLSLGYLEAGG
LSQDGFVTLPDPDGTPRRAFRTGDLGQWSYDRPGQILFAGRVGGYVKVRGVRVSLGEIEAALADHPALSQAMVVDLAPGD
GRETTLAALYAARDGQPPGASELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKLDRAAARALALSPTAPCSDRLGREVLD
IYLRQTGPDPEATIDSPLIELGLLPEHLIPVAAALNARFGTALRPSRLIPARTARQAAQLIPPRPEPEDLG
>MBL3585686.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB23
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MBL3585687.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB23
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDKVGPVTPLSVSTPDND
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MBL3585688.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB23
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIEAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLINLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MBL3585689.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB23
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MBL3585690.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB23
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>MBL3585691.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB23
MPRPTPPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MBL3585692.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MHFLTGAVLFCAALFLSATRPASAGEVTLMPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGAPVT
RIALSGSPAMGDMLIPALIEGFAAARGLVVERGAEGRDRLFRLSLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADWPGPGGPEAPVTVHL
PGQAGQGLRQLPEARFLVGQRPVASARRHGRAAAVATAVAADPTGFGLARVSALGDAVQVPLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARGFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGADRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAATA
ADFDRVRLEVAAFGDLLPVMCDGGSGKAGPEQSRDRPRGDWARRLNRRVEVWLR
>MBL3585693.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB23
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASGFDES
RPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MBL3585694.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB23
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDESVEAAYNATYGEADPTNEYHAAHILVETEDEAKAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRNAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MBL3585695.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB23
MAKDKKKKKVETEEPGKKKKKKARIKSLKREVKRMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGV
RYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVLDCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAE
AAGVPEARVFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVADSYAEEVGAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MBL3585696.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB23
MKIVLVAAVALIDADGRVLLAQRPVGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MBL3585697.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB23
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADEARQREEHERQREEERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MBL3585698.1 RNA-binding protein [Rhodovulum sulfidophilum]AB23
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MBL3585699.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB23
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEDEAGA
>MBL3585700.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB23
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEEDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MBL3585701.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MBL3585702.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB23
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRIAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>MBL3585703.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB23
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLQIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MBL3585704.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MBL3585705.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB23
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIAPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MBL3585706.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB23
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MBL3585707.1 ComF family protein [Rhodovulum sulfidophilum]AB23
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MBL3585708.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>MBL3585709.1 ferrochelatase [Rhodovulum sulfidophilum]AB23
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPNYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MBL3585710.1 hypothetical protein JMM61_10020 [Rhodovulum sulfidophilum]AB23
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MBL3585711.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB23
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MBL3585712.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB23
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAAPDA
>MBL3585713.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB23
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMKPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVI
DIFP
>MBL3585714.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB23
MSHLVERLSLRGEGLTGDGLTVALALPGEEIEGAPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGADAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGTALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARLAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MBL3585715.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDAADLEFREGRIEFRSLTHHYGRGSGGLERVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDISRVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEADEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MBL3585716.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB23
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIEDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACAANSAGIETLSRERIGAELRKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVMIHLEAALALAPDPIRRLAALGGEDVAGRLRLSKAEARRLGRLVEGAAAGEGPAVLAYRAGPEAARDAVLLRAA
SLGADLPEGFGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MBL3585717.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB23
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MBL3585718.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB23
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPAEDGAPARIRAYASFDEDRLDAEADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEDIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MBL3585719.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB23
MIRRYGETVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDMALGRLGNAGDRAMLHRWLGQIR
>MBL3585720.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB23
MVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEFCRAFRALPRESYGYFILLTSKS
ETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRVKNRQLTDALAELRTLYDALDRDLAEARKLQQSLVP
ERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGGQY
RARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFEGC
EVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>MBL3585721.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB23
MIDWTRVDELRCEVGEDAFEEVLELFLEEVDEVIGRLDPQRDPADLAADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYDGSKAELLTRARTRRDVA
>MBL3585722.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB23
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAAAEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MBL3585723.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB23
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MBL3585724.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB23
MAMSLKTIKPVLLICALVLGYMAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVRDPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGETYTTAIFVSDPAERRVAEQAKADAGQALGTPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MBL3585725.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB23
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MBL3585726.1 hypothetical protein JMM61_10100 [Rhodovulum sulfidophilum]AB23
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMIQRKVFEEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPLRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MBL3585727.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB23
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRTLVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MBL3585728.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB23
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETKAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MBL3585729.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB23
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPTEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>MBL3585730.1 ribonuclease PH [Rhodovulum sulfidophilum]AB23
MRPSRRDVSELRPVSIETGVTKHAEGSCMIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MBL3585731.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB23
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEANAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>MBL3585732.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB23
MTADDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARTAFDIARSRFP
RVSFDLIYARQSQSIAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGGGPGAHGRLTLGGRRTATDTPLPPMSWLERVERQGTGELSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDGSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MBL3585733.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB23
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPEEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGED
>MBL3585734.1 ParA family protein [Rhodovulum sulfidophilum]AB23
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MBL3585735.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB23
MTIAAGEFPDVSRETSERLASYAALLRKWNPTINLVSRTTLDELETRHFADSAQLFDLAPAGARHWVDLGSGGGFPGLVI
AIVAEEDAPDLRVTLIESDQRKATFLRTVARELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLAPGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MBL3585736.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB23
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQREGRVAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERVDGFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHVEARQ
VACGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVRSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
PVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGDRRRTSFEAKMERLSAGRAR
LESMSVTPKQVAASGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDPELQEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYERLEGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MBL3585737.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB23
MDTIFAQATARGKAGVAVIRISGPRAHSAARTLAGSLPAPRQAGLRRLADADGVPLDEALVLCFVKGASFTGEDVVEFQC
HGSPATVSALLFSLGRIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRAEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEIETIGIARAVARAEAADLRLFLLDDTGKTQGLAPGPEDIVLRG
KADLADGAGHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAENQLSLGMEKAELAAEDLRR
AVRALEALLGRVDVETLLDEIFSRFCLGK
>MBL3585738.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB23
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MBL3585739.1 CopD family protein [Rhodovulum sulfidophilum]AB23
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MBL3585740.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB23
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MBL3585741.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB23
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MBL3585742.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB23
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHCDAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGTEVAALIESLRTANA
>MBL3585743.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB23
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTETEAWRPRPRPTPLPSRLTEEEAAAHRAFVETMGDDAL
WKSFD
>MBL3585744.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB23
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MBL3585745.1 FxsA family protein [Rhodovulum sulfidophilum]AB23
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MBL3585746.1 Tim44 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MBL3585747.1 elongation factor P [Rhodovulum sulfidophilum]AB23
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MBL3585748.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB23
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MBL3585749.1 hypothetical protein JMM61_10215 [Rhodovulum sulfidophilum]AB23
MFWTALSAALVLSVSACAKRLDAIAPAPIPEGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFPTLVPVST
VTGGERAGRIAAAKGRKLALEARLESCG
>MBL3585750.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB23
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSEQQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MBL3585751.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB23
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAASPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>MBL3585752.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB23
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MBL3585753.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB23
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>MBL3585754.1 thioredoxin [Rhodovulum sulfidophilum]AB23
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MBL3585755.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB23
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLRDARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGATAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRTLFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAQRLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHSAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALADAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPEMAPPETALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPAAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>MBL3585756.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB23
MFEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAAMFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTRWAEGHEDGRKAWAAWLAEALDGTDRAGT
EPLSTHVARHRQLADILAAGPETEGSGALWMEEAGLQARAAQDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPAAPLLAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEDIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>MBL3585757.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB23
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDADIRRIAVNAHYRADQLAAHLADRPGLTVLRETD
ALLDTGGGLRNALPVLGGGPVFTLNSDAVWTGPNPLCTLAGAWDPAHMDGLLLLIPPGRATGHSGKGDFLIGPDGRLSRG
PGAVYSGAGILKTEGLVEIPERIFSLNRLWDGMLAKGRLYGILHSGGWCDVGHPGGIAEAEAMLAGQGDV
>MBL3585758.1 phosphotransferase [Rhodovulum sulfidophilum]AB23
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAAHAPQLEEPLYAAATDLLTRLHRAPLPDGLAPYGPAEMAELGCLPFRWYLPGQGLAAPEE
EIAAFRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPELGDRM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLREMLLRLLPPP
EPDRLDRIASRCAPRR
>MBL3585759.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB23
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTGRLSPIL
TKIQTGTAPDA
>MBL3585760.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB23
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGPTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDISDATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MBL3585761.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB23
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MBL3585762.1 SCO family protein [Rhodovulum sulfidophilum]AB23
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGATMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDHARTRP
>MBL3585763.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MBL3585764.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWAAHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MBL3585765.1 HD family hydrolase [Rhodovulum sulfidophilum]AB23
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MBL3585766.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB23
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MBL3585767.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB23
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTANDTEALKAFFELSRREGIIPALESAHAVAFAMREAKANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MBL3585768.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB23
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MBL3585769.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIVLGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFMRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAVVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MBL3585770.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB23
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVTPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MBL3585771.1 YciI family protein [Rhodovulum sulfidophilum]AB23
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MBL3585772.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB23
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIAEIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCPGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MBL3585773.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB23
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVKGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MBL3585774.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB23
MTQHPPLLLLTRPRLQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MBL3585775.1 hypothetical protein JMM61_10345 [Rhodovulum sulfidophilum]AB23
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDDTPVEEVSETGPSEAAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAQKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MBL3585776.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB23
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQDRIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGHCSGFDTLAWKPAAVGPAGLGGASDMLPLLVGGGFQKSAE
>MBL3585777.1 hypothetical protein JMM61_10360 [Rhodovulum sulfidophilum]AB23
MAEAGVPIEEIAEYLGHTNPNITRSTYARFSPDYLRHAAGSLEFGKPKPVQRPKA
>MBL3585778.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MRLKVKWVNGWARLHGTGPDGKRIRRALKTQDPRRAEEIRAQIEADLWKANLYGPQEVVTFAECALAYAEDGGEVRFIVK
MTEQLGTMKLRDITPKAIRDAARRAYPRASNATLNRQGVTPARAVMNFGHEQGWCGAVRVRSFPVEKPRRKAVGREYLEL
LRPHLPDRLFALMLYLHQTGRRVGDAIELPPEARDGTIVEVAKTKTGRPITVKITDELADMLDSIEPRHRRLFGYIGRSS
VYNTLRRACGKAGVEYLGTHQPGRHSFATELHEAGFSDKAIAEAGGWATTRMVTDVYQHPKGSSEKAADHFSKEATGKKL
TRKGATHRKI
>MBL3585779.1 hypothetical protein JMM61_10370 [Rhodovulum sulfidophilum]AB23
MPDIEWPREIWATECGKHDADGRHVFSEHATVPRWEGDRDCEFHRYVDGDIAESQERYFREMLSAARARTEATEDFLRRI
AAASLWNEPDEDGTPVGESPEGGVTRDFQESRESEAEDWIIEARALVAGRRQEGRADG
>MBL3585780.1 hypothetical protein JMM61_10375 [Rhodovulum sulfidophilum]AB23
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPKGRSWPDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MBL3585781.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB23
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRRDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAGLRRIARAAR
>MBL3585782.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MBL3585783.1 arylesterase [Rhodovulum sulfidophilum]AB23
MPCRISTGPALPASVSVTSLSERIGSAIAHCLRCLPFPRYGAAGRALNLGASLVLALVLCAAAGTARAGVTLAALGDSLT
QGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLILALGGNDLLRGIDPAASRANLDA
IMTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLSDLPDRGAAMARYMQDDGIHPSAAGV
TLIVEAMGPSVLELVDRAGAKGH
>MBL3585784.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MTEAHLDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGG
AYCDGALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGST
RGLCLGLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRL
QEATGGAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEV
LDAVIAQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESVTVGHLGDGNLHYTVW
ASSGGADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MBL3585785.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB23
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MBL3585786.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB23
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MBL3585787.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVSYDRLADRRSAVYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPSEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MBL3585788.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB23
MTEMFDDRKAQAATWFRNLRDEIVAAFETLEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MBL3585789.1 hypothetical protein JMM61_10420 [Rhodovulum sulfidophilum]AB23
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAATKK
>MBL3585790.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MBL3585791.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVAPEGAFAAALVILPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETHEIGAEAGF
KLLLARRPSRRPR
>MBL3585792.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB23
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MBL3585793.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB23
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELLPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>MBL3585794.1 serine hydrolase [Rhodovulum sulfidophilum]AB23
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPETPEDTPSGPAAQIAADTPPTLELASADVAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MBL3585795.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB23
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGADCPYPPATAALHHEA
ELVIALGQGGADIPAARALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALVPALRIGHPSRGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGAVGRNQTCSVEIEGIGRVTTRFS
>MBL3585796.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB23
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MBL3585797.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB23
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MBL3585798.1 FixH family protein [Rhodovulum sulfidophilum]AB23
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MBL3585799.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB23
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MBL3585800.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB23
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MBL3585801.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB23
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MBL3585802.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB23
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MBL3585803.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB23
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MBL3585804.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MBL3585805.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MBL3585806.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB23
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MBL3585807.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGLVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MBL3585808.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGKTIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MBL3585809.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB23
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPARILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MBL3585810.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MAPVLALFLSFGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVNPDAPKGGEISIWAPGTFDSFNQYSR
MGVPAVLNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYR
RLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVY
RRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWATGYDFPGIERGDVVREAIPDGSVGT
RLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEIL
TEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRL
ERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHA
LDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRLHASGALR
>MBL3585811.1 recombination protein RecR [Rhodovulum sulfidophilum]AB23
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGVRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MBL3585812.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB23
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MBL3585813.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB23
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGSGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>MBL3585814.1 hypothetical protein JMM61_10545 [Rhodovulum sulfidophilum]AB23
MRRGKTAYLDNVAIWFKADQNHIHIAVADPECLHRTAGPDPASKRGHPHLFPTLFKALRNAGVSHPPIPENQNT
>MBL3585815.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB23
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALGGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPEVAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MBL3585816.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB23
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>MBL3585817.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB23
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
RDEDEEEDDDPRR
>MBL3585818.1 ribonuclease T [Rhodovulum sulfidophilum]AB23
MRCLAILLLSATLACAEEDAAGRFDYYLLSLSWAPSWCAAGEARRAAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCH
SKEADPSRSQIARMAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVARPAAFGKLTEPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MBL3585819.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB23
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDQVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MBL3585820.1 COQ9 family protein [Rhodovulum sulfidophilum]AB23
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLRPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MBL3585821.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB23
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MBL3585822.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB23
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPGPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MBL3585823.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB23
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVVSAHPLLAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPDLPGDLSFRELRREMTGLLPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MBL3585824.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB23
MVAFRPRVKAICPAGRGHGHSGVASHIRARRPAGLHAGASLIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRP
VDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDF
LLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSVTDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIV
SAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHG
KPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIATRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRT
EIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGLPLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYP
NMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPDFPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIAD
LSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILEAPVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFD
TGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MBL3585825.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB23
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISLRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRSDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGDPTAT
>MBL3585826.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MBL3585827.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB23
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTNAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MBL3585828.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB23
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPQGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLKGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGPHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLARET
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVATPPSAIGGAQAILIDDETGLLQGASDPRKDGCALGY
>MBL3585829.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB23
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MBL3585830.1 AEC family transporter [Rhodovulum sulfidophilum]AB23
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MBL3585831.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB23
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MBL3585832.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB23
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MBL3585833.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB23
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFETAPSVAEAAPAAAPAIPAAEPRRVVE
QSVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPG
PVVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLAL
GKDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKK
AVVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDE
MADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMG
DMLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVI
KDRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MBL3585834.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWVGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKASATKASVTKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRVRYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MBL3585835.1 amidase [Rhodovulum sulfidophilum]AB23
MASDWLGMSAGDLGRGIETGKIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARRRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPGCDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
GGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
LYPPILERFRGGRAFSGADYVAAWQTLGLLRGTWARRISGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MBL3585836.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB23
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MBL3585837.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB23
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAGA
>MBL3585838.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB23
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MBL3585839.1 phytoene desaturase [Rhodovulum sulfidophilum]AB23
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MBL3585840.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]AB23
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MBL3585841.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB23
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MBL3585842.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB23
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAM
DGDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFP
EEETDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKR
KGNRRGRPIPPRRGRLDAGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAM
TRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRG
MTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLS
TAVSAALDA
>MBL3585843.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB23
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALAFRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIESFLAQHL
>MBL3585844.1 c-type cytochrome [Rhodovulum sulfidophilum]AB23
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTDFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MBL3585845.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB23
MATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWGW
VELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNLF
LGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMVL
PLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MBL3585846.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB23
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEEHPERRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MBL3585847.1 hypothetical protein JMM61_10715 [Rhodovulum sulfidophilum]AB23
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MBL3585848.1 pullulanase [Rhodovulum sulfidophilum]AB23
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MBL3585849.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB23
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MBL3585850.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB23
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MBL3585851.1 PucC family protein [Rhodovulum sulfidophilum]AB23
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MBL3585852.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB23
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MBL3585853.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MBL3585854.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB23
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYETGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDDETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MBL3585855.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB23
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPKADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MBL3585856.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB23
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MBL3585857.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB23
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPVGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MBL3585858.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGDRSIGTRALTTLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MBL3585859.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB23
MLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEARLELFAQDRDISGAVELNHAD
GAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLTEATRDAFVFIGTKSGR
VVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSRVRIKLHPVAFRAAGEPLILC
RLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKGRSLGDYLVRGSVDLRVLVEN
ATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVSDDAMRSVMELVGSANLKDIV
AETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MBL3585860.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB23
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MBL3585861.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB23
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHRDPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MBL3585862.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB23
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFSIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MBL3585863.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB23
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGALASA
>MBL3585864.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEETKVKGAIKTDFILSAEIMTIIL
AAMPDNLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MBL3585865.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>MBL3585866.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTEGQLETFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIAIELAS
>MBL3585867.1 hypothetical protein JMM61_10815 [Rhodovulum sulfidophilum]AB23
MTPEAALPLGMDTAAIRIALRGRNRRPPKKGHKRRQGQPARHPGQGPKARRDLPRPRFPENRIGRAIQRMDPVDLAAMIQ
PFPGPTRRGADPAKADPDDRQSPSALDFAAPLTEA
>MBL3585868.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETSESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LARLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDVHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGARARDHAAAHYAQSVLHPRREA
FFRAIIKGRGLPGQ
>MBL3585869.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB23
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRCSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAQHRHTA
LGDAMATAEVFRHMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MBL3585870.1 response regulator [Rhodovulum sulfidophilum]AB23
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MBL3585871.1 hypothetical protein JMM61_10835 [Rhodovulum sulfidophilum]AB23
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIAWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>MBL3585872.1 cyclic nucleotide-binding/CBS domain-containing protein [Rhodovulum sulfidophilum]AB23
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGELPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAAEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWREYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MBL3585873.1 cation acetate symporter [Rhodovulum sulfidophilum]AB23
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGTATGH
>MBL3585874.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MBL3585875.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB23
MAKRRAVGFLMIERGFSERRACRIVGLARSVQQYQPLPKDDQAAIKRMKELASENRRYGYLRLHAMLRREG
>MBL3585876.1 transposase [Rhodovulum sulfidophilum]AB23
MKRKRFTEEQIIGVLKESETCAKTDDICRRHGISSATFYSWRKKYGGMEAGDARRLRALEAENAKLKRIVADQMLDMSAM
KDLLQEHW
>MBL3585877.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB23
MATLVPGPALYVRASEFIYFVYLDEFGHIGPYCGRKARKHNESPVFGLAGMVLPEQQVRPFASYFLKMKEKPFHTEIIQS
GKMSAKWEKKGTSFIRPNPMKKYVEARRKVLRILRKIGQCNGHVFYYGREKFRDRDDLNPIGLYTTCFAHALRRLDRFST
RLGENFVVVVDQHSARKELWECAVKTMYGNQPCRALASPPI
>MBL3585878.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB23
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKIDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MBL3585879.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB23
MRAGFPKARAGMRVGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MBL3585880.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB23
MKTSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARHYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPKDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRA
RMLQHELLRRWAETYA
>MBL3585881.1 hypothetical protein JMM61_10885 [Rhodovulum sulfidophilum]AB23
MIPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MBL3585882.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB23
MPGKAPTPIAPLPPRQYSAPQQDPTEAALTDTETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQD
RIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERA
ARARHMVL
>MBL3585883.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGKPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MBL3585884.1 hypothetical protein JMM61_10900 [Rhodovulum sulfidophilum]AB23
MQRGLERSFEHARKGRASAVKMPAVAAIHDWRERMKYHCDHTGLLRPIERGPPGRRAGSCPNF
>MBL3585885.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB23
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRAIPDCSLLVGEP
GPKGDPLTHPRLTLQARAAFATGDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGD
>MBL3585886.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB23
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQHGLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDTFLSENPDSVRFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MBL3585887.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWVAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRAHQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDAGWCERLVGLDGARLSLGLSAPLPLAALKHRLADTKPGDIVETCAAAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAHRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MBL3585888.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB23
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MBL3585889.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB23
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MBL3585890.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB23
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MBL3585891.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB23
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPATPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MBL3585892.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB23
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MBL3585893.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB23
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNPPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDVPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEGPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MBL3585894.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB23
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAI
YDLIIAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MBL3585895.1 NAD-dependent deacylase [Rhodovulum sulfidophilum]AB23
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWSAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MBL3585896.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB23
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNSGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETEMPMKGHM
AH
>MBL3585897.1 hypothetical protein JMM61_10965 [Rhodovulum sulfidophilum]AB23
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRIG
>MBL3585898.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB23
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MBL3585899.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB23
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAEKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPGTFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHSSP
>MBL3585900.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB23
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>MBL3585901.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB23
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEGEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLSAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIR
AEAKRLAGRAPGASRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRRESRVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MBL3585902.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB23
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAAQAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MBL3585903.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB23
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAPPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MBL3585904.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTQDLPLGAPLPGWSPPPRPDRDSLVGRYCRLEPLSREHAAELHAAQLLDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSKLTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>MBL3585905.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB23
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MBL3585906.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB23
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MBL3585907.1 dihydroorotase [Rhodovulum sulfidophilum]AB23
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MBL3585908.1 hypothetical protein JMM61_11020 [Rhodovulum sulfidophilum]AB23
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARIRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MBL3585909.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB23
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MBL3585910.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB23
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAPAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAA
TDLEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFGRIGLGRGDPAAER
ALYITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHP
AYLLRTQLAKRDAWHDLLMLQARLRGG
>MBL3585911.1 LysE family translocator [Rhodovulum sulfidophilum]AB23
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MBL3585912.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB23
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MBL3585913.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLRPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLAQADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDDGGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAETDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MBL3585914.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIASVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADSRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPEGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDVSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGLVGLAAWALS
RPSRLPSAPDR
>MBL3585915.1 hypothetical protein JMM61_11055 [Rhodovulum sulfidophilum]AB23
MLAAFAATTTATAPTPVAAGTAARQEGVLQAEILPGWQTARGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSANL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDTGPAEPIRAA
LASQPLDARTARVGRVTCEVAPISDGLRLTARIEVPPLGETETAVFELPDPTIWVSQTELARQGGMLVARSDMVPADGAP
FALDRSALRITLLGQDRAIDIRGCDAAR
>MBL3585916.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB23
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MBL3585917.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB23
MSAELLRPDTGGLARAAALLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDDAAPVLLRPGGLPTEAIEACLGRPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGSALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRK
>MBL3585918.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB23
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MBL3585919.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGGRPVERVILTHHHPDHVGLAGWFQAEAGAELW
TSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRSLAEGDRIRAGGRDWDVRL
GDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWLDSCTRLAAHAREDHLVLPGHKLPFTGLPTRL
VQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAVGHLNHLYLTGRATRRRRPDGAWLYRRSGAA
>MBL3585920.1 hypothetical protein JMM61_11080 [Rhodovulum sulfidophilum]AB23
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPSSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRM
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MBL3585921.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB23
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MBL3585922.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB23
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MBL3585923.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB23
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAAGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVGLRDELAAELAGGL
RKLGAFGAARGAALAEFATGSGPDPFFNINTAEDLAAAGAALR
>MBL3585924.1 hypothetical protein JMM61_11100 [Rhodovulum sulfidophilum]AB23
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLDGERRAGRRALLGADFAFGYPA
GLAEALTGIASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAQRLADLTMTRPPEPGFARHRRV
ERALRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMIGPEVAEALAA
RPGQIPDEVQVRLMAGAVLAAEDTDALLGVPSVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MBL3585925.1 hypothetical protein JMM61_11105 [Rhodovulum sulfidophilum]AB23
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALDTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MBL3585926.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB23
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MBL3585927.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB23
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGQ
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MBL3585928.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MBL3585929.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB23
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAGAVLSLGADVPVCLAPGPVRMRGVGEEILAAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSAAGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLQETRPDWWAEAGAPYRL
>MBL3585930.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB23
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYEGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADEAELTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MBL3585931.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MBL3585932.1 methyltransferase [Rhodovulum sulfidophilum]AB23
MTALRQDGFLDGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAAFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RNGAALSWPG
>MBL3585933.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB23
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>MBL3585934.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKIYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MBL3585935.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB23
MARVALVTGGTRGIGEAISKALKAADYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MBL3585936.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSEISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTMSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRQGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTANEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MBL3585937.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB23
MPDDSHENDVGSTEGAENPLPGAGAEDDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLSERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>MBL3585938.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB23
MAERCGWCGNEPIYVTYHDTEWGVPEYDSRVLFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>MBL3585939.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB23
MIASGPAAKRPPHIALERVWFLASVWSFVIGWPPSEGNMILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHA
EPRALPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCPPCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDD
KQIEHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIGRLMGEADWNSPGAKALLGRLIEGS
>MBL3585940.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB23
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAASS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMRSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MBL3585941.1 hypothetical protein JMM61_11190 [Rhodovulum sulfidophilum]AB23
MRRGARLSAVPAFLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGL
RPRGAPVRVILGTGGVGLGF
>MBL3585942.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MBL3585943.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB23
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVTRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MBL3585944.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB23
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAICGALLAALLGALVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAASAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAGMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQILRAISYRPDEIFRDESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGEGREGEGEQDRADPGQGGEGGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRAMD
EAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDSML
QGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MBL3585945.1 hypothetical protein JMM61_11210 [Rhodovulum sulfidophilum]AB23
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEVLSDANGPRY
EALIGSDGGAQKLYVLRRKGGLVRAVERATDAATLALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPAARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGAAR
VERPSDHRPIWVEIGRPLTG
>MBL3585946.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB23
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MBL3585947.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB23
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASGGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARARVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>MBL3585948.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB23
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEDIEKRMGLPTVDPFR
QGAGRLADALDAI
>MBL3585949.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB23
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MBL3585950.1 LysE family translocator [Rhodovulum sulfidophilum]AB23
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MBL3585951.1 cysteine synthase A [Rhodovulum sulfidophilum]AB23
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>MBL3585952.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB23
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MBL3585953.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB23
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGT
>MBL3585954.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB23
MLLISALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEA
VLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGVDAEALRLRLAAEAPGAVLDDHTRWRQ
PLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGM
GAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>MBL3585955.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MBL3585956.1 zinc-ribbon domain-containing protein [Rhodovulum sulfidophilum]AB23
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAAFAVPRAPEPVAPGPEGADAPPAAGQAADAP
PRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPAPVRAKAAEAAPSPEPEPDPAPAEPSRSAARRDLL
PDVEKITSTLSASTDRGAESIPPAAASRNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAA
RAWLAGLVPADPVDREPGR
>MBL3585957.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB23
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLLKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPKHLQLLRAAGLPQGIHITADVAEARASADTA
>MBL3585958.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB23
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKALH
QTEAGPEQKAAFEAAMAARPEPGKT
>MBL3585959.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB23
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>MBL3585960.1 pyruvate kinase [Rhodovulum sulfidophilum]AB23
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MBL3585961.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB23
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MBL3585962.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB23
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MBL3585963.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGREDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MBL3585964.1 lipoyl synthase [Rhodovulum sulfidophilum]AB23
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFSAYEKAAYGKGFLMVSATPLTRSSYHAGEDFARMRMAREARLAQG
>MBL3585965.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB23
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MBL3585966.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB23
MALAALAVSGAHPEVVLADTSASTKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVAR
AAARRHSVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALA
AYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>MBL3585967.1 hypothetical protein JMM61_11320 [Rhodovulum sulfidophilum]AB23
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>MBL3585968.1 hypothetical protein JMM61_11325 [Rhodovulum sulfidophilum]AB23
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MBL3585969.1 hypothetical protein JMM61_11330 [Rhodovulum sulfidophilum]AB23
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MBL3585970.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB23
MIHVTTTCPDTDTAKAIARDALGQRLAACANILPGVLSLFHWQGRIEEETEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGATAWLDSETG
>MBL3585971.1 hypothetical protein JMM61_11340 [Rhodovulum sulfidophilum]AB23
MAASRVRQARSRRLRNFCPNVDLTSYIIEGGLIPKVNSVVRISCACGLIGLVFGSTGGKLDTILQGQNRMGWNMAEVIPD
TPTWRSWCRGLSLVATPGLWTISSGYLFITEIMENPR
>MBL3585972.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB23
MSDPRSPNPPDLRPDLAPRARIADPIRPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFRTLLDWLDEAQLDRVGCFQYENVSGAAANAMPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MBL3585973.1 AsmA family protein [Rhodovulum sulfidophilum]AB23
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPTSATDEPQQGALADFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGERTRVTLDAAVGQASLA
FDGEAGLTPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRLDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGHGRVDI
GARNLDYTLVPSALRGNGKDGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKADEGESLED
AAKRRLGEEAAKGLKNLFGD
>MBL3585974.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB23
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MBL3585975.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB23
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MBL3585976.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPVRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRTFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFDLAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTIWLDAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MBL3585977.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB23
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTVTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGARRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGSEPHP
>MBL3585978.1 hypothetical protein JMM61_11380 [Rhodovulum sulfidophilum]AB23
MQDAAATRIEAARPATCHPEAIAEPLPEHQAALPHPVLGDGLDGVVSMIEGRSRPLGDTGRIGCASAARLCDGRIVEAVG
DPDLTHRLTGFTTLGLDALASTASAGPKTACAILRAPPPVDLLLVRVARGTELAAIVAACRPGVPLDRSGAPD
>MBL3585979.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MTRSSFCLGLGLAALAPLHAIAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVSFS
QNGGLGQTGTLRIRGLDSGYIATRINGMDFTDPTNLPPSLNFGTLSSGLADRIEVLKGAQSALYGSNAIAGVVDITTWRP
TTLGTSGQASVEAGTYGTYSGKLSFGHMSERAEISATLSRVQTDGFSTLSGNDEPDGYDEDVITLNAAYDLTDSLRLGIS
GLYSDGTADYDPTPTGTDPAIRSDTTRRGLRAYAHFVLGSVENELSLGRTQTERTDHGSFGTSHWDGSSRTIGYLGSTTL
GDRTDLSFGADWKQDKAIQSGSTDTEISRAAFAELRQAATDAIDLSLSLRYDDFSSFDEQMTGRAALAWRIGPDLIFRTS
LGTGYRVPSLYELYGTSEGDTVGNRGLSPETGTSFDIGLEKRLSGEGFLKATAFFTEIEDKIDWNPTPPTGICTSAYGCY
DNLDGTTRSQGFELSGRFELTPATAIYGAYTYTDARWKGDRLRRVPRHDLGLGLSSELSPRITADLSYQYLADRLDPGGA
LPDAGLGTARISYTLDSGAELYARIENLFNEDFYTALDYTGAYHYNTSGRALYVGLRASF
>MBL3585980.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MWVCVPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVADRLRQTGRLLGREAYAEALARDFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPNALRALAEMTRRRDAGTATAPD
>MBL3585981.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB23
MTRALMLQGTGSNVGKSLLVAGLCRAALGRGLSVAPFKPQNMSNNAAVTANGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDSGDLAMVRGFAINKFRGDPRLFDDGYGLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGQGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGNRPEGAISADGRVSGSYLHGLFSEDGFRRAWLGQLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLSQQ
>MBL3585982.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB23
MSDPVSDAPSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLDLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLDAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MBL3585983.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB23
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLDPEAAALAAQRLYSEPGIWSGSEAEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEDTGRIQRIAA
AGPKGWNLALRQVISDFGI
>MBL3585984.1 glycosyl transferase [Rhodovulum sulfidophilum]AB23
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASRGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MBL3585985.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB23
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MBL3585986.1 glycerate kinase [Rhodovulum sulfidophilum]AB23
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGVEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALTRWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLATSHADLARARQAAMAPGDSP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPSTLAEAGRLGSDPARALS
TNDSHGFFAALGAQLVPGPTLTNVNDFRAILIRPQP
>MBL3585987.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MBL3585988.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB23
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>MBL3585989.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDRTPAQAAEPAPPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MBL3585990.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB23
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKVPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MBL3585991.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB23
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLGSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MBL3585992.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB23
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MBL3585993.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB23
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPGLARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADASGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MBL3585994.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB23
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MBL3585995.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTLVAARGLTVRYGGVAALIGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHKTEPEAADA
>MBL3585996.1 transcriptional repressor [Rhodovulum sulfidophilum]AB23
MRIDAERVFSAHDHAACRRATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>MBL3585997.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLDPDAQAVALIEAPGTYRRSYDGEADDHDHDHDHDHDHDHDGEPEDHHHEAAMPDEDHDDHAGEEGHHHHDGI
DPHAWLDPENARVWVLRISGALAEADPDNTAVYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLT
VAGSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGL
ARTIATCVTGTEG
>MBL3585998.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB23
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDFGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTVPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>MBL3585999.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB23
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIRDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MBL3586000.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB23
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAATGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECDPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDACRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MBL3586001.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB23
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVCARHHRIAEGVRRAVAAWDMRTCAAAPGLCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHFRNSRTAPVQAAA
>MBL3586002.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLDRIRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>MBL3586003.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB23
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGEVLVPLDEDAARAALTAAHARGIR
AVAIALMHGYLNPVHEDRLAELARQTGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGMPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPQAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQEGFEELHRARFGFASPDRALIVDMLDVEAIAETGAVPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEAALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>MBL3586004.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALNRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MBL3586005.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDDRLTGLRASVLSLWRAHGRQTPISGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MBL3586006.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB23
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MBL3586007.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]AB23
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAEAEAGTCPNGLSPED
>MBL3586008.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSLRP
>MBL3586009.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB23
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MBL3586010.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB23
MPETAAGAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGTNPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MBL3586011.1 transposase [Rhodovulum sulfidophilum]AB23
MPGARPASLHASCKPPWGREDEERLTADIIELARKHGRYGDRRIAVLLRRAGWQVNHKWVARIWRREGFKVA
>MBL3586012.1 hypothetical protein JMM61_11555 [Rhodovulum sulfidophilum]AB23
MRVAFRRQKLVDFCLGEVAISRGRFRRPLDMRSALDHAHFHGPIEGCAQVAQLAPGRAVASRRLKTEWNKAACPSGRAAL
PPGMSTTSSPDPFNALVEALDLPPVKDGPLNGARFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGARCV
GKAVADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRIS
EAGVLPFMPSVSTVGILAASLPLLEAVARVLLHSQTTPVTAPCRLLVLSDAVELALPAVQQQLCAALDEISRRTGLVAEP
IRFAELIGEDAALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQHFDRIAALESLARSERLFQQINAA
LPPGTIICFPTTPTVAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEDCPVGMSFAAGHYQDESLLAAL
SEMLGPQGS
>MBL3586013.1 endopeptidase La [Rhodovulum sulfidophilum]AB23
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MBL3586014.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB23
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MBL3586015.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB23
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MBL3586016.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]AB23
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EEVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVSERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRARNTEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSKADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MBL3586017.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB23
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MBL3586018.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB23
MQDGLWVFGYGSLLWKPGFEVAEQRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MBL3586019.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAEAMTGTLAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAI
KAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARVDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAALADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MBL3586020.1 extensin family protein [Rhodovulum sulfidophilum]AB23
MRRAGLVLALVLVAGTGIAASFDSIPRPKPRPALAWGAVPAEAVAVRPEARPATVLSRVMNGPRRSRPEAAAGRGLDRSL
RPVPRPSDLSVTLAAAGPRSQPSAVSTPRRGVVCGDPAITGEMIAPIVARVAGCGVARPVRVSAVDGVALSQPVTVDCQT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MBL3586021.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MBL3586022.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB23
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MBL3586023.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB23
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILVVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MBL3586024.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB23
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MBL3586025.1 hypothetical protein JMM61_11625 [Rhodovulum sulfidophilum]AB23
MADVHVTEPIHPDALALLASAGLSVSCGWKDGDPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFERLAPLELSGMRMLILGFGPIGQRVAQLAQAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILSLHLPLNAGTHGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MBL3586026.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB23
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARAGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAANA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILSHGAIEATCRVMRAQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTAPFRHWLAEQGLDA
GIVATAWQGETTEGDAE
>MBL3586027.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB23
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPSRDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEAPPETLGAPEDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLADRRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTLDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MBL3586028.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB23
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MBL3586029.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MBL3586030.1 host attachment protein [Rhodovulum sulfidophilum]AB23
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>MBL3586031.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MBL3586032.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVAEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRRIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MBL3586033.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPKGYIIAHITVTDPEAYRDYVDRDTPILESFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MBL3586034.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB23
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEAVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPATKDFGDSVINDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWIIPADLPEDRLKRVEHFLHFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MBL3586035.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MBL3586036.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB23
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPDFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARVRRPAAARP
>MBL3586037.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MBL3586038.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAPQSGAAHSGAVPSRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIAEMREINDGLRRAKSSDEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>MBL3586039.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]AB23
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPSQTSPEPAAEQAADALS
PEAAPPVASPAPEPLTAPVARRGEDTAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQY
GVEQGLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGM
AAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGL
LWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGVALASGAGLVLMLDGSSPAAA
ALGYALLLLVFAGVALGLARAPAFEDLALLPGGAALVGLGLHAALDGPLYSAFRAGLDRLPESPAPTTVWWLVAGGAALS
VIAFLRLARQIGTDHRGLWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETG
LFAASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAIHGAGTLDVL
LAHLGPLAAFAAILVLARPERAALWALASSSLVTVMALAVTVALRRGLGGEGFETHWAQGLTATVWILAAFAQIWRLPHD
PSLLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGAALLGRPGRPGARWLR
PGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVF
LIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MBL3586040.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB23
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRAAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFIDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGAEAASRDGATGKGPGRGAGGKGAQGKVPGKGSGKGTGQKPGQKPGQKSGRKPGQGTERQGPGGGKGGGASGAETGALG
AALLEAMKRR
>MBL3586041.1 hypothetical protein JMM61_11705 [Rhodovulum sulfidophilum]AB23
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TASGLALGSEATASETTAAIEAVTGPEAGTAPQTGTETEAPALTPETPRETVDETTRETAARASASAAVPSPAPAPAPSP
APAPVAPAPRAEPPAPPAPRHAPPAEPSVSAPLVKAAPPTPRREPTAPAAPVADADAAPLPMPRRAKPRNVRGYTEELGG
SPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQAL
GLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEES
>MBL3586042.1 hypothetical protein JMM61_11710 [Rhodovulum sulfidophilum]AB23
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>MBL3586043.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB23
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGIFCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGRDAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALK
>MBL3586044.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSRAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGRARPVAFVEDCVV
PPENLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFELTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDQIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPL
ADRLMLLAERESVRFQALAPFMRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGASDLARPLPEGTVILIEDWFSAL
FDGAARADALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRSFPDFATAKGPAPALFSHCTEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKRPARHPLGLIADLAA
>MBL3586045.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPDAARDALIYDIRGNGEGLLAHVAEGLPD
>MBL3586046.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB23
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLRPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAEMDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>MBL3586047.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MBL3586048.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MBL3586049.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB23
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDIDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MBL3586050.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGKITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MBL3586051.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB23
MTMTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCD
VSDYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMS
SVAGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVA
EAALWLTDAESSFVTGQTIDVAGGLLMT
>MBL3586052.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB23
MRNSMITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVA
LCDRLEGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPGGMDACLLGAGGAGAAIAFALAEAGVRRLTIVN
RSQDKAEDLAARVAQAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHAGQVVADAIMDPVETRLLAAARA
AGARVHPGLPMLRQQIRLMAEHLGALPRPPQQD
>MBL3586053.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTTPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLAKARRRPNLTVLTHARATRILLEGRRATGVM
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAIHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSREGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLSVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MBL3586054.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB23
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSAQSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVSRLAEGAAALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALAE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MBL3586055.1 GFA family protein [Rhodovulum sulfidophilum]AB23
MSGVHEGGCLCGAVRFRVTGDFEHFFLCHCARCRHDSGSAFAATLFSGAARLDWLEGRYEVRTFQLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>MBL3586056.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MBL3586057.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MPDRDSTPPARAPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLKRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MBL3586058.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRPAVEALASTLDGL
DVLVSNAGVAGRAAFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MBL3586059.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIANELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNAK
FIDAVAAVMHRRMDTDERVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVEDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDMGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>MBL3586060.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB23
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPEPDPEASASAPAPAPASAPAAMAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIERLIASA
PTQTTPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNEGREGPARISVND
FIVRAAARALARLPEANVIWRGDEIWQLSDIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGTLRPEDY
QGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPLMSLTLSVDHRSVDGALGAQLLAEIRQGLE
DPMSLLL
>MBL3586061.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASEGAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAANRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MBL3586062.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MBL3586063.1 LysE family translocator [Rhodovulum sulfidophilum]AB23
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLT
>MBL3586064.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFLDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPASATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MBL3586065.1 hypothetical protein JMM61_11825 [Rhodovulum sulfidophilum]AB23
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVIIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MBL3586066.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>MBL3586067.1 hypothetical protein JMM61_11835 [Rhodovulum sulfidophilum]AB23
MIRGTATALALLLAVPGLAAPETGAPPAEAVADGQAADIRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETRFS
DDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYILT
GRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGMNGQLRRL
ETYVHGTLDGPWEERDREGRLLSGGAYSAGEKTGPWREGGPHGEAYWQGSYVAGLRNGPWERLDAQGYRLERARYEDGAR
DGLRYLFRPDGAVGEVQSWKDGERHGPTTRYEDGLPVGRDLWRDGRQVATGLSPEAE
>MBL3586068.1 hypothetical protein JMM61_11840 [Rhodovulum sulfidophilum]AB23
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDNVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTAERVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDETGHAEASRDG
ARAVLAPAPEGYVLTLSGAERDVFSWALPEGSGAQGMVFAGDCGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEAPAASREMRFLTEEGRRLDPDTAPERRPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPET
EGAETLVFVRRKAEDADVLELQTGDGQRRHFYGLGSRQVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDVAKDMTVAEL
TEQLRFVDAEGVPLALSAPGGGALSPDDGIGEAIFPDGTLRVAGPPAKILRAELTPEPLSRSFAVSFPDLPVPEAAAQ
>MBL3586069.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRGAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MBL3586070.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB23
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVETICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYAVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MBL3586071.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB23
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMKQILRDLDIHLEGTSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTAGEAAAQPLHDPATARI
>MBL3586072.1 c-type cytochrome [Rhodovulum sulfidophilum]AB23
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDQTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWEYGQDTF
QKACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKETVQ
>MBL3586073.1 response regulator [Rhodovulum sulfidophilum]AB23
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSKPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGDAGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>MBL3586074.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MBL3586075.1 hypothetical protein JMM61_11875 [Rhodovulum sulfidophilum]AB23
MALKKVTRTWQVGLIFLTLLVAIGNYENALNCDQGAICIDSYWTQFWLISYEDDFTRRALLGSIARALGGIPTDVYVLNV
ICLSIAIGLVILSVFQLRRFDTPFRNQLTAALIVGPSATVLIETVGDPLQVCGSITLAVAFLRGKVGAILSILAIPVVVA
IHEASVFLYVPVLVCLAGRNIPPALMLRNTILVIVGLILLSVLLSEQQASSIGGALKLNDGSLMTVKQSPFFSYTDLLKD
ELDKHFGSLDGFVDLIRNAIGSLIWPLLFLIFLSCRGGHPQGLGNFIVLFLLSSPLYIIAHDWGRFAIHTLFGTFCITVC
GVRFLDMAILSKIRIRLMDALAVMRGIVTAEMVLVFGFTYYSHRHYRLDGLETPNIVVLLALLLGMIALRRNNGSHSHAS
VDEGIVPERSPEA
>MBL3586076.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MKKIGFLSFGHWSPAPSSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQSDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MBL3586077.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB23
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEASGIGRAEVRP
RDVRF
>MBL3586078.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB23
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQEARDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>MBL3586079.1 replication initiation protein [Rhodovulum sulfidophilum]AB23
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MBL3586080.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAPTEEV
>MBL3586081.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
RIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MBL3586082.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB23
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEEYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPERQTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MBL3586083.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB23
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSEVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MBL3586084.1 type VI secretion system-associated FHA domain protein TagH [Rhodovulum sulfidophilum]AB23
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSEGAAAGEGGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVAAGTGAVSGALSGGPAPRRQPSGAPPVAPEPQPFHPPGRDPAEAQAAPAPAGPDRDEAFLRAF
CEGAGLDPDLAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEVLFLV
PRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALAGKGE
NGMLDAFLEAFSEAYARAQGEMPD
>MBL3586085.1 type VI secretion system ImpA family N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGTLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MBL3586086.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB23
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGSGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MBL3586087.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB23
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MBL3586088.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB23
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MBL3586089.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB23
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MBL3586090.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB23
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRSVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MBL3586091.1 type VI secretion system baseplate subunit TssG [Rhodovulum sulfidophilum]AB23
MTGESFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPA
FRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTESRLGLGAASLGRDAHLGARA
RTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDN
PEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MBL3586092.1 type VI secretion system ATPase TssH [Rhodovulum sulfidophilum]AB23
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERITELEAERA
EAGQDLARLEELHDEQKALVEQILGLRARIAGAADGAAAEDMAGEEMAGEAGTEGGEPGEGEEPLDIDALRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MBL3586093.1 hypothetical protein JMM61_11965 [Rhodovulum sulfidophilum]AB23
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQAYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTGPGTG
PGSAARAAQAQARDTASLWVMREVMRRL
>MBL3586094.1 hypothetical protein JMM61_11970 [Rhodovulum sulfidophilum]AB23
MKPPGFGVDPAFRAAAARARARRRRRLIRPVLLGLLALTLAMAGWRLTRDRPETPPAIATGDDLAMVPEAEPDTETPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPDFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRSNSAPGDLALGLLPEAARHPFFADSLLRLGPGADLTTALTGAGLGAEAASAATGALPTLADPPRLAALRLR
PGGTRSGTGPEPQAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGP
DLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLAGATAGIDD
DAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARE
NAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPSAGVAEVMGTAVVSANPFLTGKTIGELLAWADRKMTGTAAPAVV
SPEIRRYRETVDAILATG
>MBL3586095.1 hypothetical protein JMM61_11975 [Rhodovulum sulfidophilum]AB23
MRIGGQARTRWPAAAGLALWLLPAIALASETPQQAETAPAPRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEDLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAPPAPTTARAPTPRRQTAPERSEAPPPQIRLAPSLG
VFR
>MBL3586096.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MBL3586097.1 hypothetical protein JMM61_11985 [Rhodovulum sulfidophilum]AB23
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAANPVAGARIASSAPADPTLPVFRRRTVRAIPAGAT
EAARPDPALPVPSAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRVAPRFDAAADMAPPPRPPFRQDVAAGAGLPEQ
VDSENYLIGVYR
>MBL3586098.1 hypothetical protein JMM61_11990 [Rhodovulum sulfidophilum]AB23
MAPVGPALAQDVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVSQLLVLDFGAMPPGKT
RVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MBL3586099.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB23
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MBL3586100.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MARPPLLGAPKRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MBL3586101.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MRRGTILPVRRRRDGPDTAISIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVHLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MBL3586102.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB23
MSYLPYGPEPRRGWAFAGLAALAAHGLLGAAVALWIGQDPVLPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPATGPDSRPEPRGEARIEDRAEPRAGMRDGSAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAV
AVAPDRIAPVGSGAGAGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMA
ASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLL
LIDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALAL
AGFDLR
>MBL3586103.1 hypothetical protein JMM61_12015 [Rhodovulum sulfidophilum]AB23
MAAGLTLGAAAAGADTFHWTGTAEDGFWATPENWQDAMGDPIEGDAPGLDGMPAGIVLGEAATGPIGLETGRATLSALEL
TDNSGTTLTDGTLAFSLAEGASGTAARLTVAGSGDFMDESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAEGDSEIT
LSGTNSQTGGTVIEAGTVAATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGS
ASSFGLGISGSGGLTVSDGADLTLGAANSYEGGTVVSGGALSVTAGGSLGSGDVSVADGSLLTYGAALGADQTVTLGDGG
LWTLAGDETVRGLDGTGTADLGGNRLDIALPGTETLAFAGSLKGGTDSLLALTGGGEYMLTGSLSDYRGGFRIEAGRLGL
SDAGGALNDNALTLAGGTLVADLDNAFGGTIATEAGSTSTITAATGTTLSLTGGMALAGDLSFTAEGEAAEIGLKMASVT
LQEGVSLGFDRARFEIGSEAAAGMFAADGGTRLGAEAVLDLAGHDVGIARLTGSGRILTDSGDAVLGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFGNSGTVSGATSVEGGDLSNTGTLSGDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGR
FGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALKLTDGGGFTNNASITVEHGSLTVAADTITISYGA
SMNGDIDFVGAVVNKGKLDLENDLRDTLRTDEDGETRIVASLDGAGNDVENDGRLELGADLSFTGVGEVSNSGTVEIGAN
GRLQAERIGNSGTLTLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDASGDEPIRNA
GRIVTTDDGDDTITLGGSNPNLLENLASGSLEIGASDSVIGSATTLDNAGSVTIGSGSTLELAALATAAGGSVTNDGMLK
AGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGNVSVSGGALSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVL
VSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDGGGFTNNGSITVEHGSLTVAADTI
TISYGASMNGDIDFVGAVVNKGKLDLENDLRDTLRTDEDGETRIVASLDGAGNDVENDGILELGVGLSFTGVGEVSNSGT
VAIGANGRLQAERIGNSGTLTLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDQSGD
EPIRNAGRIVTTDDGDDTITLGGANPNVLENLASGSIEIGDSDSVIGSATTLDNAGSVTIGSGSTLELAALATAAGGSVT
NDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATNSGSLQDVSVSGGALTVTAGSLTGLSVS
GGSASLEGGSLSGDLEVSGGEADVDVAVDGTADVTGGQLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTI
TGDVAVTGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDA
GGKFDLQSGTVTMADGMDAVNDGTAIIGDGTLTGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGAGAEIDGTVAGAVEN
DGEIALGGTIDGTLGNDGTVTVAAGDTAGITGAIAGLGSYRVAGRLDFGGSFDLGREGETEGSLALRENATVSGDLVRSY
GTVTLANGSRLEADLVSSGRLTASGSATVNGDLTLSDGAVLSLSDGTADGTADDRLDVNGDARLNGTIEMDIDLTDGAQR
VDAIHIDGVASGNVLLAFNDLTARDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAGGDGWGLISGANPAL
GGLSSGLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDY
SCFDGGEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGIVNQGIQTSRNHTDFQQLYGGAYIGASRGRFFADLQVTVNETE
FDLENKAAAGAYGERLGVDDQSYDSTGHTVSGTMGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLK
FDPINNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFN
YTRILGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>MBL3586104.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB23
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MBL3586105.1 type IVB secretion system protein IcmH/DotU [Rhodovulum sulfidophilum]AB23
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQDSSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MBL3586106.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]AB23
MWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRRAEALEDSLMAEPAG
DGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFGGTRNCDWWFAEEAV
LIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELHETLKIDV
PVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDGAARIAIF
GLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDL
LKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDD
SDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAI
YRALKVYLLLGGQGGTRGADDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDA
IVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFFLDELTHARSRLKDD
RWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVDSPLARLVEEIGRQT
RLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAVSEDSQRAQVQRISD
DFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLGRMLSAVEAEFRSEA
QDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEPIPGSSIG
ERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPGSGVSLAL
FPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVSVEARP
>MBL3586107.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB23
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MBL3586108.1 serine/threonine-protein phosphatase [Rhodovulum sulfidophilum]AB23
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MBL3586109.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB23
MAPGGGEDATRISVPSAPSGPDASPAAAEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDL
AADPRAGALFRSEARMLRQLADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSR
AHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLV
GAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPR
>MBL3586110.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB23
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MBL3586111.1 alanine:cation symporter family protein [Rhodovulum sulfidophilum]AB23
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERG
A
>MBL3586112.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MBL3586113.1 MarC family protein [Rhodovulum sulfidophilum]AB23
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MBL3586114.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB23
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRVEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MBL3586115.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB23
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLSLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MBL3586116.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB23
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPDETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>MBL3586117.1 VOC family protein [Rhodovulum sulfidophilum]AB23
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGVAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MBL3586118.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB23
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARQAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MBL3586119.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB23
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>MBL3586120.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB23
MTLHFYIARKFTLYLLGILGIFGTIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MBL3586121.1 LPS-assembly protein LptD [Rhodovulum sulfidophilum]AB23
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGELEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSLVGDVDYRRRFAPALLGGMASLGFSADALHRSSEEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLSNGMVLGALGGITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MBL3586122.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDVDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGAAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELSKLDDNEVSYGLSTPAAAEVLMLCGRTPDLKDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAITREP
>MBL3586123.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB23
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMWIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MBL3586124.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB23
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWHAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERP
>MBL3586125.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQAGSGSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRKPR
AVKPKGEAAEADPTGGGEGKSGEGKSGGRKSGGTKSDEGKRDGGDASAEAQPGPDPQREAPAAE
>MBL3586126.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB23
MSAATGSVLLAGAVARLREAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALDRRTAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDISAAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGALARLVPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MBL3586127.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB23
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYLRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MBL3586128.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKILPLVLLVLGLAAIGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAMALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGASWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MBL3586129.1 agmatinase [Rhodovulum sulfidophilum]AB23
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHEHGPAAIAARVREIVGEAPAY
VSFDIDALDPAFAPGTGTPVWGGLTSAQAAAILRGLRGLNMAGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MBL3586130.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB23
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEETHELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MBL3586131.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
VFDGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MBL3586132.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB23
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMICELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPKIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMSDLDADGFFGLLTERLARLT
>MBL3586133.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB23
MSIDYAQPTDLSATSQALSFSIDNYINPPGDSISSLIFSDLDYGSVLPLDLGEGLTVTGYSFVLDDGSDSTFDAISGLWT
LNEDSWAHLSIVASVDVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MBL3586134.1 YdiU family protein [Rhodovulum sulfidophilum]AB23
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALAHHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLGLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTTQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSRTGADDLRDPPAAGEEVLQTFCGT
>MBL3586135.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB23
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MBL3586136.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB23
MSTAPLQPLAAFDIGPDGTTSPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MBL3586137.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MBL3586138.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB23
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MBL3586139.1 hypothetical protein JMM61_12195 [Rhodovulum sulfidophilum]AB23
MTQEDIAPSQREALSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MBL3586140.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB23
MTAEEIIATLGLAPHPEGGWYRETWVAPAGSGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATEAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MBL3586141.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB23
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPAERAVLAAALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHDPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFPGLLDAVAGCSDADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MBL3586142.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MBL3586143.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB23
MRKLLVALFCTLAGPALATGLDIEIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFSLAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MBL3586144.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB23
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVLEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MBL3586145.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB23
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MBL3586146.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB23
MTTTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MBL3586147.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB23
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGVCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MBL3586148.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB23
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPDAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRRDGDV
FLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAKTLYM
SGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVP
VMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAAEALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGF
PVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MBL3586149.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB23
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPTPAPEAPQADAGGKAGSGGDSGTAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEGSGPR
GRIVRADVEKASAAPKSPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHFYLRR
DIRLDPLLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAVEGGLFTPVLMDA
ETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNAAGEIEVAT
VMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MBL3586150.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB23
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
SLGRAARVDLTAVHDRDPACHRYLQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAIVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MBL3586151.1 hypothetical protein JMM61_12255 [Rhodovulum sulfidophilum]AB23
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDADYCRC
LAQVLGALATWRDWKAALSAGG
>MBL3586152.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB23
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTVSAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGADMRWTGGGWTMVGGAMAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGADGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MBL3586153.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB23
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
IAGQVIWASRFRETVRSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMRVYDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPVYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDVLYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
DWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICSEAGGSDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAVERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTRAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQAAFAAPLPVHALFLDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAG
YTLNTTLERSAVIGLAETPLHAAAPGRWDRGPALRVKLASGTLSSLREAELLAGANLAAIGTGDAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGPGADLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPGWTYTAAMQVADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>MBL3586154.1 C40 family peptidase [Rhodovulum sulfidophilum]AB23
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGCEPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MBL3586155.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB23
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHWAFRFEGLSGFSSRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>MBL3586156.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB23
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGDTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MBL3586157.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB23
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSSRPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MBL3586158.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB23
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MBL3586159.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB23
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLSLIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MBL3586160.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB23
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MBL3586161.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MBL3586162.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB23
MSRVPILNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>MBL3586163.1 hypothetical protein JMM61_12315 [Rhodovulum sulfidophilum]AB23
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIARSFSYELQGWRQSDRQVLPV
APVRVVTGIRLVDRNGTAVLVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MBL3586164.1 phage major capsid protein [Rhodovulum sulfidophilum]AB23
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEMKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MBL3586165.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB23
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MBL3586166.1 hypothetical protein JMM61_12330 [Rhodovulum sulfidophilum]AB23
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MBL3586167.1 phage portal protein [Rhodovulum sulfidophilum]AB23
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MBL3586168.1 DNA-packaging protein [Rhodovulum sulfidophilum]AB23
MRNPVPTEESRHSTLTRRALKSGADWIACAPPETQTAFLEGMDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGS
GKTRAGAEWVRAQVEGARPLDEGRARRVALVGETIDEAREVMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFS
AHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGGDPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANL
AASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLEALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRM
QGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRMVAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEP
VAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVDALVWAINDLMISPAAHWRRPRVRGL
>MBL3586169.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB23
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGQLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>MBL3586170.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB23
MKRALKPAEAAEMIPEGAVLLIGGFMGGGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MBL3586171.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB23
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MBL3586172.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB23
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MBL3586173.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLMEAARTSKKDMTPGQLVA
DYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIEPPEGVELRPDKRPYVI
IDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRLHPAAAKPVVMGNCQGGWA
TLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLVMNFELLNPSRNYFRKY
YDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKAIRAPIIVFASQGDNIT
PPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGRGE
DREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTRRLHPLRVQRTAMSSVN
PLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTRKT
TAELRAMPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAECRARILHEQTLIATHD
PEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVDDPLASHGAVVHGADMAPSG
SAAAGVPGAEAGVGDAPKTVSERKTSE
>MBL3586174.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB23
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MBL3586175.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MBL3586176.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISVELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MBL3586177.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB23
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MBL3586178.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB23
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MBL3586179.1 hypothetical protein JMM61_12395 [Rhodovulum sulfidophilum]AB23
MTAFIQIATQSFRALTWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLKVERPGRQPETYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMAGSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDAATGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEQ
SRDGRPIPRFIGFPDNRDFFYLMRKESPR
>MBL3586180.1 hypothetical protein JMM61_12400 [Rhodovulum sulfidophilum]AB23
MTRCLSLLALCIAVIASPATAQTLSQANAQMLREMQSARGVSAAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARG
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGLSASSAVGRMRTAHNAKYKGSAGWSYGPAFRNGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MBL3586181.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB23
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MBL3586182.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB23
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MBL3586183.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB23
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLDEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MBL3586184.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB23
MTRIDAKFAALKAENRKAFVAYVMAGDPDYDTSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAEDDSTPIVMMGYFNPIHSRGVGRFLGEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPKVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MBL3586185.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGSAFLSA
LGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGLGVCTL
ATALVMALCWHWFRTGYRMKA
>MBL3586186.1 GcrA cell cycle regulator [Rhodovulum sulfidophilum]AB23
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAASGAAPAAKEKPTPKPEASP
AAAPAAAAAQTPAAQAPVPPESRPAAAAPEPQDAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLT
LMELTERTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>MBL3586187.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB23
MTEHIYPPDPDFVSGAHIDSAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIIFVPDEPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYG
>MBL3586188.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MBL3586189.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MBL3586190.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQVLAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MBL3586191.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MBL3586192.1 substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MBL3586193.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MBL3586194.1 response regulator [Rhodovulum sulfidophilum]AB23
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MBL3586195.1 hypothetical protein JMM61_12475 [Rhodovulum sulfidophilum]AB23
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAGDGLGAGILIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSGEAP
>MBL3586196.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB23
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGVNALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MBL3586197.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB23
MAEDGHHAILRRILGEDRVSLGGSRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQADIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWACGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MBL3586198.1 TIGR01244 family phosphatase [Rhodovulum sulfidophilum]AB23
MMWLDKEFAAAPQPGIETLAVLAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MAALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>MBL3586199.1 hypothetical protein JMM61_12495 [Rhodovulum sulfidophilum]AB23
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MBL3586200.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB23
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRAAALCLPDIALGLPPQAGTTSRLPRLTDPVTALEMMLSARPLSAS
RARQAGLLDALVDGDLDAAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGTAPDGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTARARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGLGLVEIEALLDAARLTAGWDEATRVRYRSRLSAGPGPSALTECDAVIEAGSGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQLGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIVAAAREVLAVGTLRDFAEAEIQARVLAGMVQAGAALLKRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPRRGALSPA
>MBL3586201.1 hypothetical protein JMM61_12505 [Rhodovulum sulfidophilum]AB23
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MBL3586202.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB23
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MBL3586203.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSDQIARLSLLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYCFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTIFGWHSARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MBL3586204.1 hypothetical protein JMM61_12525 [Rhodovulum sulfidophilum]AB23
MSYRKRFDERALFRFPVGQIAEILICLSIVRLFNAPGRAEIEAIARTSS
>MBL3586205.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB23
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MBL3586206.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB23
MPIDIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFGAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MBL3586207.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MBL3586208.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB23
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MBL3586209.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB23
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MBL3586210.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB23
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MBL3586211.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB23
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MBL3586212.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB23
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MBL3586213.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB23
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDLREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGRVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MBL3586214.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSRHGARIGGFVLALALAGCTATGPDLAARHPPAPTDLPPMKTFASHRVTPPWRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLVRLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPRLLARLNPRGGRIGVSRPLPPTPRAWIDAIETALGPRTSSSRRVTAARTAIEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGDRPQRAIALIDGHLADARSGENAA
LLASMLLMKAEALDMLGRDAEAGVTRRDALGWARYGLGSEDEIRARIAEIAWLNPARSD
>MBL3586215.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MSRIPPLPPAKGLIVTDLLVRPLRPEDIASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVGL
VHFIFHRHCWKPENVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGLSTAFVKYV
RG
>MBL3586216.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEINGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPIRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MBL3586217.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB23
MGLALGLGAALAASAAPVDGKGARKLLFKPDGAEVAVVDLPFLSEADLKTLVVVGAQQPYYGAIAVAPTEGLRSKATLAA
ANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIK
GQGAASRALEACADRSGATDCRIAVEDH
>MBL3586218.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB23
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MBL3586219.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB23
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAGGQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MBL3586220.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB23
MSLNSVRPWRSIDRRKTRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MBL3586221.1 thioredoxin domain-containing protein [Rhodovulum sulfidophilum]AB23
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MBL3586222.1 DsbA family protein [Rhodovulum sulfidophilum]AB23
MLSLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGGETRRMARHANADLARIEAHAETLFRAPDDWT
GGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPDDEAAERAARFALAVLRLAGPAAYEAAQPRLF
AADATLDAAALDRISAELGLNPAEVTTRMAGADITAKLAETRALAEALELGPAPAQVLKRTMVRGDVPAVALLRMVEAIR
RKK
>MBL3586223.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB23
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSRSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDPEADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MBL3586224.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELEANMEVYRKNRTLMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MBL3586225.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB23
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>MBL3586226.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB23
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MBL3586227.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MPERARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERKSDGHQAEENAAVTSPDTADKAPDAANTEAQTSAAGDRS
EAVPPATPLFTPPAFDLVRVTPEGGALVSGRAGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGPPSSAIIGPPPADAAAILISDAGGVRLLEPPNSHEAPP
VSGLKLDAISYDAQGAVRLAGRGRPGAALRIYIDNAPLTETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGRVAVRIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPRLE
>MBL3586228.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB23
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLAMAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDRAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKVYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGQVVERGTHEALLVHGGRYAAMWQRQQAGEDGDIAAE
>MBL3586229.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGLMALAMATAFFGLMRMLNPSYPAAGPASSGPLEMLPGMALFTLALI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWSEPPGPTPPGQAAEDSKDHDGKGLRAAE
>MBL3586230.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
RESPQ
>MBL3586231.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MBL3586232.1 PQQ-binding-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB23
MQAEAGQGRTAVKDGPRIKGTATVKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPA
PQAVADMPQLGGNPEHLTPHAALSAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSKASAVSADGKVLWKADL
RPEGKRGKDVSGGGLAYGDGRLFATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISAADGR
VQWQIPGTPAPAAMLGGAAPAVTERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYA
GNQSGRSVALDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYG
PILAGGRIWLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MBL3586233.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB23
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEVAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MBL3586234.1 hypothetical protein JMM61_12685 [Rhodovulum sulfidophilum]AB23
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAAIAGAVLAGFLTVRAAT
>MBL3586235.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADETDNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDSLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MBL3586236.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB23
MPDKRPDLIDWLGYNRSPDFTAARRFGRIIGLAVSALVLALIAGTLLAFIMALVGLSDFAPAERRSEAIRNIGLVLAGLI
GVPFLVWRSIVAQKQVEVAEQGLITDRLNKAVEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALERISRDSD
RDHVNVMEILCAYICENSHRPPSSQPLSRSEDTDAAKTSLSELTDLTDVQTALTVLGRRAESRRRLETAARYRLSLSRCN
LAKCDLSDANFSHAAFAGSNLNDAFLYRSRFRDCNFTSANMKRVQGYESIFEGAVFENANLSQAIFNRSRFLFFPKTQIG
ANFSQAQMEDSVVAFSGVRGPDRWALGANFAEASWKNAIIIGFESQRDTKFGFRTARTGTDTPPRPATPHQGLAFRDCLL
GAHHIGTLDLERCFGDGTVVLIEPIIRPPHWPSEALSLAAFDRECARWRADPASYVPPQDRA
>MBL3586237.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB23
MGLLLGKALRRGFKWRPDPGISRAMRPSSRPPAALSLALAVALGAAALPAAHAAGTRERAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPDFHPGKKPDSRSLRSDV
AILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAGLGCPVTEGISGAPVLQRAGRGWQ
VVGVISAALRGAGGIRSIAVRPGAAFLAGQ
>MBL3586238.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB23
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MBL3586239.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB23
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MBL3586240.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB23
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MBL3586241.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB23
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MBL3586242.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB23
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MBL3586243.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB23
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MBL3586244.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MBL3586245.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB23
MSPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MBL3586246.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB23
MSEKRRISPLLLLPPLLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGKVKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>MBL3586247.1 transposase, partial [Rhodovulum sulfidophilum]AB23
DRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLQRAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTD
LGIERLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALRARTPIDALKDWQRQRPELF
RRRVYNHAGCDTQPQYFSKA
>MBL3586248.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAGAFDFDAGCFGITPREAEQ
MDPQQRLLIEVTARAFDHAGIDPAAVVPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNTGSIMANRISHQWNLQGPS
YIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFAKGADGYVRSEGAVAFVLE
RLDGAQAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAHGTGTAVGDPREADAIGRV
YGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPAIDFAGLNLDVARSARALPAADRPWLA
AVNSFGFGGANAHAVIRQPRPDENVPVAAADELPPALLLSAANETTLADLARSWLTLAETAPADLGARIATANWRRARHR
HRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIERDPTFRTAFNDIADAFAG
EGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAIAAGRIAREDGIRIIAQRS
RAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARAHRIAGRILPIPYPYHSAA
VETLRPALTRGLARIAPRDGSVPFYSGWDGSRYEAPLDGVYWWRNARLPVAFRAGVQAMAEDGIRVFVEISPRTVLRSYL
RDTLAELDCETRVLESLDSTRAEARDAGTIARAALAAGGATDRARILGPEQPVADGLPDYPFDRQTYRLDSPVATDIFHR
RPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEEIELRDVEFLRPLELPEKG
VVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRD
GTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDT
VLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLTGDGAATALRAAKALCGTTETASDADVLRAALGSRLAWDLL
AEGTAPSDPRQEAARRWMVAAGHDRNRDVRAPDLPSDCPWPTADALLKMLPEVAPSASAELKSALAAAAGEDRPADPLPQ
AARTLETLLDSATPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPLRFLALTEAGAADAVDLVL
GCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGLDTASAPASGSEALRLIRA
TRPARRAAPRPELRITGSGPLAEALRALPQGSETAVALHCAVPEEGDPLAAARIFRALPDTDGTLWIAIAETGLWEELTG
WRRVVANETGRDIRLICAAPGVAPERIAALAATSSETEILLTATGAAAPRVVPVRPLSAETGPRRLVADRRGVALDGLVW
QTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMA
SRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGSPA
KRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRN
NIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAARPAA
APIRGGWLVVGGTRGFGLETARWLAAQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVADAAALDAALTRIRAAEVPL
RGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQALDRLTRTDALDHFWAFSSIAARFGNPAQAPYVAANRGLEGLARA
RREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALDRLGRALAAGACGPTLTVAPMDWSRMTGTLPVLDT
PLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEE
RLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>MBL3586249.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MPGTRDTLDRLRALHVGTPRNVAAPKPAASGSGRADLTTHPAYRQVAVAQSAARALELENPFFRETQAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEETGIAPAQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINSDHSEDAIDAAVASAAARIREVGGARF
>MBL3586250.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAAAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGVEPAVQAERVIAVNLTATIHAVQALLPAMRARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MBL3586251.1 hypothetical protein JMM61_12770 [Rhodovulum sulfidophilum]AB23
MLGDGRKYHVNAVSVAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAF
DVAYHMANVLLGPVFYPRYRHYALDSPWAEWRGWVGKGLQARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGT
GRSQAEELAAVMASFAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWAVPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>MBL3586252.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB23
MFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLERWRRFVFRLIEREGVTDILYYADRLPY
HAVALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFAL
LQSFGRPFYPLHVSDRPNWPAIEYLSWLPELLRARRRKRAAGALIERLKAEATPFSLIAMQLEVDYQIRASSDYPDLLTF
LDETMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALR
MGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MBL3586253.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB23
MSRPVQGSPGEAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARIRRARA
GIGRDGVVRVRFRGCFLTGGGHPRLLDCSLTALAGTRGGAVLVQVDPVAPSRVGTACSAAGTGPLSPPGAGLPGAAELAG
FAEWSLDPDCGRIRVAEGMLAMLGHAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGQRPLFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPRKGCWRGLIHE
EDSVEAVALMRELLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRLVLVASLPFAREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKARSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MBL3586254.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB23
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDQVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDVLLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPDMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVVEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGAALQGGRGVA
>MBL3586255.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MPNILPPAPIPLRPALVACCLLILLLGAMLGPGRAEAHPTGAPSANMQGGMSGPDQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVESGRIDATEFSL
PSMDVPIGLHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFETAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MBL3586256.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB23
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MBL3586257.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB23
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>MBL3586258.1 histidine kinase [Rhodovulum sulfidophilum]AB23
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAETGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEADEEAASGGVSEGT
>MBL3586259.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB23
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>MBL3586260.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB23
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MBL3586261.1 response regulator [Rhodovulum sulfidophilum]AB23
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MBL3586262.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB23
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MBL3586263.1 DUF883 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MBL3586264.1 hypothetical protein JMM61_12835 [Rhodovulum sulfidophilum]AB23
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARKPGSSDRARD
>MBL3586265.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB23
MSEPRVSARLAPGATIGILGGGQLGRMLSIAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILRTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLVVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAES
>MBL3586266.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB23
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MBL3586267.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB23
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MBL3586268.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB23
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MBL3586269.1 DUF1150 family protein [Rhodovulum sulfidophilum]AB23
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MBL3586270.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLVVDWRGQG
LADRSLGDASLGHVARFADFQADVRAVRGAAEALGLPRPYHLLAHSMGGAIALRALNAGLDVASAVFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGTKPYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MBL3586271.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MBL3586272.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MANTLRFLNLALAVFSGAVLIAGQGIADSGRAEDLLEELQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDAIEAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLELNPRHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>MBL3586273.1 disulfide oxidoreductase [Rhodovulum sulfidophilum]AB23
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPADTAAESAAETAVDMTAESVTQNAEESAPGTASETAAPETPADPPVAEAPPEAPEAQSAETKADTPSDTPAEPQADTP
ADTEAETEAPDAASAEVETEVFYTFTWAPRRRPGGRPRGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRH
DGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MBL3586274.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MBL3586275.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB23
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MBL3586276.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MBL3586277.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB23
MVIQDIPTKHESLTADLLARRPRMPVEMIETDTRIRPDHVYLNPPGTVMRIEKGVLRLTETGLMNCTGEATRNLADAGVR
ISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDAGDGDVDGASERIVRAMLALAESLQLSTVAEGIETEEQLAWLVEN
GCEFGQGFLVSPGLEIAAFEALIGA
>MBL3586278.1 hypothetical protein JMM61_12905 [Rhodovulum sulfidophilum]AB23
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MBL3586279.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB23
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRQGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLEPAAVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTVEAGALPLTLAGRFWQVAMTARLIAWTDQAVREHTSAKENAG
>MBL3586280.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB23
MTAELTVIPPSTGPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELVEQGIGMHLFDTAASGRR
AGLAEMLEGVTDLLISIPPGEGGCPALSALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWDALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAAGAILAAMSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MBL3586281.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB23
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MBL3586282.1 hypothetical protein JMM61_12925 [Rhodovulum sulfidophilum]AB23
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGLALLGLVRAHPANAPVSSPVLH
>MBL3586283.1 hypothetical protein JMM61_12930 [Rhodovulum sulfidophilum]AB23
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
LHPVGAQCDRGPAVS
>MBL3586284.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB23
MLYPSTFAADPFALMRQMGRDLDRALGPRLGAGTAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAA
>MBL3586285.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB23
MTTEMTAPDKRPADAPETARGGRIYRPLADIGERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MBL3586286.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB23
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRR
IEVQGA
>MBL3586287.1 acetate kinase [Rhodovulum sulfidophilum]AB23
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>MBL3586288.1 permease [Rhodovulum sulfidophilum]AB23
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MBL3586289.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB23
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MBL3586290.1 glycyl radical protein [Rhodovulum sulfidophilum]AB23
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDIDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MBL3586291.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB23
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMDARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MBL3586292.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB23
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MBL3586293.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB23
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MBL3586294.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB23
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLA
SDDTPNTPAETPTEAAPAAGTETAPETGPETQPQTDTPAETETPAETSSEATAEAAPSETAADASDETAAAGAGTSNAAR
RNRRRSTPARKPGRSGK
>MBL3586295.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB23
METGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEET
VILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLPE
TAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MBL3586296.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB23
MSTDSTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIDDGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MBL3586297.1 hypothetical protein JMM61_13000 [Rhodovulum sulfidophilum]AB23
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGCRVVAARDGLCPASRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>MBL3586298.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB23
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MBL3586299.1 heme-binding protein [Rhodovulum sulfidophilum]AB23
MNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVIAVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>MBL3586300.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB23
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILANGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MBL3586301.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB23
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>MBL3586302.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB23
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MBL3586303.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB23
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVEVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MBL3586304.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKMRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIVDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>MBL3586305.1 response regulator [Rhodovulum sulfidophilum]AB23
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVDALETQRLDLHSHFQVQELLCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MBL3586306.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MPKPFPTRYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPAPDYSTLSLCRRQARIGV
>MBL3586307.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB23
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNREVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGVSYATFTVKTDNEWYT
LPLSTGRSGITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVKEAIGAMSED
>MBL3586308.1 hypothetical protein JMM61_13055 [Rhodovulum sulfidophilum]AB23
MPSESAFLPRHRQIFFTCLSVFLVMLGCGVTIWKAVFADGPSRHLDTAWLIAGTNCLLNGMSPYDIDNFTACWADSLSQD
YMAPFVFPPDIFLLSFPMGLLPEAGARLYWSAIGAATVPLLALALWQVARVTAVDGPARLLRACWVTLGVSIGGTAGALY
VGQPSVLVALGICLVHLGLRDSRATVFLTGALLCSLKPHLSLIWFVAVLLMPPARLARAKGLLAGLVLMAAAALTLADPQ
VFSDYLHALEVHAGSAASKLARAELLYGLPGLLDWGRSHPRGIAILAVALVTSAAAGRALARRRPAQCDWSIPMLAGACL
AGAFVSAHKGYDFAVYAIVLALAARLPRMVQALLLVPALLIWRPALLDLLPVPGTANHIVLLDVVLACSAGFLLLYGLGQ
RPRSQQSPVTAPVVPRI
>MBL3586309.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB23
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQVWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MBL3586310.1 YcjX family protein [Rhodovulum sulfidophilum]AB23
MTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPDNTVPRFDYE
AHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAEWAAETLGRL
DRRPGSDGFVAALAGIDPSAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPLPVPGGSTPR
GSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAWLTRFLTGKR
VEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVRGTLMSTGRQ
AALYPGELPEDPALLLEPAREGAEDWLDGDYQVMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MBL3586311.1 TIGR01620 family protein [Rhodovulum sulfidophilum]AB23
MTRRPVVFDLEDEEKVSARSARNSAPRPDPFSDPQEDEPPRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MBL3586312.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB23
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MBL3586313.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGK
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDEGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MBL3586314.1 hypothetical protein JMM61_13085 [Rhodovulum sulfidophilum]AB23
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MBL3586315.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB23
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRGFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKAPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MBL3586316.1 DUF484 family protein [Rhodovulum sulfidophilum]AB23
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTGPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MBL3586317.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB23
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKALSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MBL3586318.1 primosomal protein N' [Rhodovulum sulfidophilum]AB23
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQALCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGVSRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MBL3586319.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB23
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MBL3586320.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLASTLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MBL3586321.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB23
MPTYSALTTLTAKEAAEALAEAIEERLEPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGISILSGLLNEQAEDVAAAYTACNLELKDSEQIGDWTTLCMQKPAA
>MBL3586322.1 adenylate kinase [Rhodovulum sulfidophilum]AB23
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDPLV
SWFSHVVFLTLPPAQRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPAALVETAIAALDQTVDAA
>MBL3586323.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB23
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MBL3586324.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB23
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPDDTADRPAAPNAPLPAD
>MBL3586325.1 NAD+ synthase [Rhodovulum sulfidophilum]AB23
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLARRPAFLADVAARIEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGARAGLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLDRDIVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MBL3586326.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB23
MTRPKLAIIFYSTYGTNHQIAEAAAEAATEAGAEVRLRRVAETAPEDVVKGQPAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MBL3586327.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB23
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAKVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>MBL3586328.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGHVEKQETGYRYLPASYQMMLE
>MBL3586329.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB23
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MBL3586330.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB23
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVRDEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MBL3586331.1 hypothetical protein JMM61_13170 [Rhodovulum sulfidophilum]AB23
MTYVRSFDPEASNALQRMLSDRIGTVETAAEPTGREAQRTARLFNRLEGTLSGLEGHSDDLRAGRAVAMEEARVAEGHGF
SRQATTRLKAP
>MBL3586332.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB23
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQMLDAAERNTVDAGLEARGVRQILPG
>MBL3586333.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB23
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNETGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MBL3586334.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB23
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MBL3586335.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB23
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAPAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>MBL3586336.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPIIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARASDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MBL3586337.1 amidase [Rhodovulum sulfidophilum]AB23
MIGRGKLSAEELARACIARIEVIDPAVNAVVSCDPDALIAGARQADADRAAGRPLGPLHGLPVAIKDMNDVAGLPTTYGS
QIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSGGSAVALACGFAPLASGS
DLGGSLRTPAAYCGVVGFRPGFGVVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDARDPFTTVIGERTPWDAAD
FARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGTSEESTPDCTGADRIFSVLRAVMFQATHARFLDET
PDLVGALVADNVREGRRYGAADVAKALVSQGAYARRWQSFFDEFDVLISPAVTVQPRDWHEAFPAEIDGQPLQSYYHWLA
MAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHDDLGLLAIAAELEAVIAGIPDLAPCSPDIATLSAAPPLRTAPGFL
DVP
>MBL3586338.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB23
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGADALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPVSLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADNDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFEAPLAVPYRDALFHVMPGLTAGPTFARAMAGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTDRIVADDRLPGRICDALKAVAPVTI
TRKSILPYPFACPSGVLQEGSRRAGMTEPTSAWGDAVAEQG
>MBL3586339.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAVAVNRMMDLVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFVLVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDADEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MBL3586340.1 amidohydrolase [Rhodovulum sulfidophilum]AB23
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NSGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>MBL3586341.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFSKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALETAPGTKGE
TA
>MBL3586342.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MBL3586343.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MBL3586344.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>MBL3586345.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB23
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPLSRGAEMAAAARGVNLGISGALDVAAELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISASFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYSGLDAEDASGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGSLQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MBL3586346.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDD
RGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAG
GRAVLSALSDDAAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVA
GSLSEWTRDAFVRHAAPVATEAARAINGSL
>MBL3586347.1 hypothetical protein JMM61_13260 [Rhodovulum sulfidophilum]AB23
MSFPKKGRFFPKQNGYGGSGQSDPEKGFAAEIAAALRRSHINSRAGAKIVASWTGANEKTVKNWFAGRYGPSGAHLVSLA
RHSDEVLEAFLAAAGRQDLMVALKLATAEDAIEELLVAVRSLSTRER
>MBL3586348.1 recombinase family protein [Rhodovulum sulfidophilum]AB23
MVTTSGKSDGAAKPDVPAVAYVRMSTDHQKYSTENQLDVIRKYAETRGLTILRTFEDSGRSGLRLDGREALQGLMAEVQS
GQAAFKAILVYDVSRWGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVFAGQ
CRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVMLVPGPEEEQRVVQRMYEMFVNEGRPEREIAEVL
NGEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWIRAEGAFPAIVDKALFLRAREIVDARSR
HFSDEELLDALRAILKRQGVLSGLIIDETDDLPSSSAYRSRFGSLLRAYRLIGYEPDRDYSYIEINRALRQAHPQVVAEI
IAGVTRHGGRAVQDPETDLLRVNDEFTVSIVLARCAATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLPSID
MTFGKLKFAEQNGLALDAYRFDTLDFFYTLASRARITEVA
>MBL3586349.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MPDDMEPISQRQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVARRAGTDPQEYDLVCGQGRLEAFIELKQ
DQIPAIVIEADESQCLVMSLVENCARRQHNPIDLMREIGSLRERGYNDRQIGEKIGASYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKTDAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVTSGPSS
>MBL3586350.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MKRSADKRPVSVVHGFEDDCVTLPIDVILPLRALGKSAKASRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPATGAVFDALRKMKTMRQIEAAELLVNANNYSVAYVKAILAGTPQAQLVESSKPKKVKGITPEAMARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYVGKLLGNARVVRYLMQTRPEFLSEFQTIAEMDSVAPAEAE
>MBL3586351.1 hypothetical protein JMM61_13285 [Rhodovulum sulfidophilum]AB23
MQALIDAVPHQWRYKSGVISFAGEDAPTEEQQRAVIQRLEDFACAGLEADQFDMLWVRHTHARGPFVTLTVECLGCRFKL
GPIQAEVVRALHEAAQADAPWQNGKAILSRAGSKSLRMTESMLL
>MBL3586352.1 hypothetical protein JMM61_13290 [Rhodovulum sulfidophilum]AB23
MLTERFEISGDDDLDLRSEDEKARAAVTNWMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLSA
LTGVPSLFSRPSIRLAFWMKLRVRLRTHNQ
>MBL3586353.1 transposase [Rhodovulum sulfidophilum]AB23
MREAQILIEQWRRHCNSKRPRGALGYRPPAPESFVPMDRTPAIH
>MBL3586354.1 hypothetical protein JMM61_13310 [Rhodovulum sulfidophilum]AB23
MSEIVTVGLELAKNLFQFHGADGERNAGLRKKLGMAQVLEFFARLPPCPVAMEVCGGAHFPGRGGAGAHCDLPPDIRAIA
NWNFPPLNG
>MBL3586355.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHDIRSATFYNE
>MBL3586356.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB23
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIKAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MBL3586357.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGEEPIVAILQRPGPGAILAAARLR
>MBL3586358.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB23
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFSGWVTRRLIAPVAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPIARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MBL3586359.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB23
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATILGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDPPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>MBL3586360.1 hypothetical protein JMM61_13340 [Rhodovulum sulfidophilum]AB23
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MBL3586361.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB23
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MBL3586362.1 hypothetical protein JMM61_13350 [Rhodovulum sulfidophilum]AB23
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDEGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVLFED
GRFFHLIAPGVRPEARHDCAPDLYRVRYDFSAWPCWSSLWKVRGPRKNYAMESSYRPES
>MBL3586363.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB23
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSLGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MBL3586364.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB23
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MBL3586365.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB23
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MBL3586366.1 bifunctional ADP-dependent NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]AB23
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAELADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>MBL3586367.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB23
MGPRRAMTVMSVMSVMRLLALIAFVLAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPA
RLARVMRKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGAVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGG
TGGAPPREPPPHRTGKPPAPQPVIADTAGQDRIDLSPPESGPSDPYTPSGGRDVNTEERLRGQPDFSQEAVNDGQLGTRL
PAMSKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKT
VPEPGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKV
>MBL3586368.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB23
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWTPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MBL3586369.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB23
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGATMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPADYASLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEQRETLLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MBL3586370.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB23
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETELDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARAGYDEAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MBL3586371.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB23
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYEDGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>MBL3586372.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB23
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVEGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MBL3586373.1 cell division protein FtsZ [Rhodovulum sulfidophilum]AB23
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQAQRPAVAATTRETVQEPTQEPSLFSGFDPANAGFAADE
RAETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGI
GSLINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>MBL3586374.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB23
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MBL3586375.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB23
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVIALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MBL3586376.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB23
MGNTEGRRTGPGKPISTRDGTFPHHEAAEVAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQ
DLPGQLISAAPDVVFNALHGRWGEDGCVQGLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSA
RHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLVESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKY
VQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGIS
FGRLCRWLVEDASCDR
>MBL3586377.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB23
MTQMPESRGRLTPGKALSELTWLRVGGPADWLFQPADTEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGTRVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPE
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MBL3586378.1 hypothetical protein JMM61_13430 [Rhodovulum sulfidophilum]AB23
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MBL3586379.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB23
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>MBL3586380.1 hypothetical protein JMM61_13440 [Rhodovulum sulfidophilum]AB23
MISCPVIAICGPAPLAGIPGLRTMRRAAPPVTAGLLLAAAAIPPAPAQAAFGPGAALTGSLNVSAFRPVARPVGTGEAPE
ALSRDRGAEGGEQ
>MBL3586381.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB23
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSENDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MBL3586382.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB23
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MBL3586383.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB23
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MBL3586384.1 FAD-binding protein [Rhodovulum sulfidophilum]AB23
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLTGWGRGTSLEGHAL
ALQGGVTVDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MBL3586385.1 chloride channel protein [Rhodovulum sulfidophilum]AB23
MRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFT
PDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAV
AAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCG
LVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVA
VSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGL
AVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPGAASPGACAELIGQGVMFEADTT
LVEALPVFEKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MBL3586386.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MBL3586387.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB23
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKTHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAERAGDGLSERARAWLAEATQPL
>MBL3586388.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB23
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGAALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQGQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MBL3586389.1 hypothetical protein JMM61_13485 [Rhodovulum sulfidophilum]AB23
MTRVTLVAATGFATAFILAAAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MBL3586390.1 hypothetical protein JMM61_13490 [Rhodovulum sulfidophilum]AB23
MRWPDAARSRPAAALAVFFLAAPAAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGAPAEAQAMARVFREAALAEGAD
RDGVDDRIAALRPVYLLLLQRYSLDGERRARDQYVRLSGLCDDLGRASGLKGHRHAPR
>MBL3586391.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB23
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MBL3586392.1 J domain-containing protein [Rhodovulum sulfidophilum]AB23
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MBL3586393.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>MBL3586394.1 DUF4177 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARE
AEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MBL3586395.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB23
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MBL3586396.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB23
MTSIAKSKILIMATDGFEQSELEVPLIELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSERRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MBL3586397.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB23
MHRLALVLAFSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MBL3586398.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDGRQI
>MBL3586399.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTRPRGRPPRADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSTPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITAEISALLAKAGLPDRKRRLWLDILVDVTHGAALATAMA
GRKAADDPAGDQGYGAALDELLSCLGDEAALRTESG
>MBL3586400.1 dihydrofolate reductase [Rhodovulum sulfidophilum]AB23
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
DLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHE
KTKSYPSGLVQSRYRIAA
>MBL3586401.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MBL3586402.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB23
MPTRIAEGTATDTAGDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDKVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLSKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRCQRPAPE
>MBL3586403.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILVENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MBL3586404.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQCAPGDAPEPKTDPEAEPEAGPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLALAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPRPDEIERTVDSAVRLFLAA
YARPGARRED
>MBL3586405.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB23
MSRQDHPSAQDRASVDAPSQDVPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRNAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKVVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGARAARLAAAR
>MBL3586406.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB23
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAVSAFFMRAPDPGGGGGAGH
>MBL3586407.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB23
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLSVFRKGLAGWTGV
>MBL3586408.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB23
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPPEPEAAVAALARGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLKMTLDGKRQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQVEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPETPA
>MBL3586409.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB23
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAEEASGMT
>MBL3586410.1 hypothetical protein JMM61_13590 [Rhodovulum sulfidophilum]AB23
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>MBL3586411.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB23
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKAIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRAEIAGR
>MBL3586412.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB23
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSAKDSAAPPLAEFDSPFIWTKS
>MBL3586413.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB23
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLASVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGRPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEASNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPSRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MBL3586414.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB23
MSLLVFGSTGQVATELRARVPAARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFVHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAEACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTEVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAVKA
>MBL3586415.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB23
MSSRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLSGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPQHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEEG
>MBL3586416.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MTLTAIAYLVPEFPSQTHAFFWHEIQALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLAAVARLAGRPVR
SLRALAYVLGLSETPWRRRLVLVGLIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHVAKMARAGFVAAVTRPLAAQIAAVSPGTLAPVIRMGVDTDRFHPPASARPGGEALEVVTVARFNHTKGHVHLLNAMAR
LRAEGVAIRYRMAGNGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMAAGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTVGR
>MBL3586417.1 acyltransferase [Rhodovulum sulfidophilum]AB23
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLRHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRRNRRPKPAAARPGFDPQP
>MBL3586418.1 acyltransferase [Rhodovulum sulfidophilum]AB23
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEVNSVIALIRMPLFFFCAGITASFAVHRRPRAFWHKRLLP
MVWVLAIWTLIYVAADQILPMRRDGLPVRFDLLHPQMNLWFIWVLAIFTALAPLLIRLNGLAVIAVFLVLAGLWHVGLLR
YEGALIYPKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLAGAGTVFAGLVLGAALMPATDDILGKAARFAGVAF
GAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIAGAGVMIVALGWPGVATGIVLTPAIALFAVAGSILLKDGISAAR
MDFIYAPPRSLAHRPTRPSERSPARPPVRAAQG
>MBL3586419.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MPSSRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLMA
LRRPGALPGVLRLAWKTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRDPAPVPGPATARELLFVGRLAA
VKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVVATRIAGIPELVEDRVSGLVVDPGSATALTAAIGAVLADPETAARMGAAGRERVCARFDVRAEALRLA
TLFRDGAAAGENR
>MBL3586420.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPMTPSSTPYIPAVLETRLIFVHVPKAAGTSVKTEFYGGPKGGHRRIIEFAAHDPERMQAFFKFSFTRNPWDRLLSAHAY
LSDGRKTTGRDRRFARDVLALHPGFEAFVLALERPGFRRRVMAYDHFRTQSYWLCMPRARDHAMDFLGRFERFEEDMEAL
RHRLGHASRPAVRTLSSDHPPYRDAYSTRMRGIAGDIYARDAALFGYAF
>MBL3586421.1 hypothetical protein JMM61_13645 [Rhodovulum sulfidophilum]AB23
MAKFDIKGPSAGDAVSATLRNSASGEVLLRLDRTDWGNVGSSGAALAVDVDFGAVHRIPASAFGAGIESITVTSQPGVGH
VSVQGTDVLVNTVDEGEIRADFDASHLGSKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLSVKPVGQGPVAVTVT
ATPALHRQMCGWSCGRGIKLSVDETDATVLEPAERHADLYTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTVGGGV
VSGRTVAHDPTTYFGSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGAR
PLMPGMAYNGGKKHGMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGL
QRDGEHWSGKYRPSCIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYF
DSSNRHILWRDNWTFGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSKDPACGYQYGYGNGHRSLCQDVVYTH
AGYMSGAGAGMAQSEGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAQFENLEGRE
RAVICADWGPGINPDYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIMDIYWWLREHEGPEIQALVRDFIAFMQAPLG
IAPAWRTSSGPCSFVPDLDEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLN
VSAAPTCTGGGAITTDESGQVWIGGYAGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRS
GRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTA
GSHVLIAADSVTGSFGSVSGAIDPGLDATVAVSATGVSLTVTAGSGRIVLA
>MBL3586422.1 hypothetical protein JMM61_13650 [Rhodovulum sulfidophilum]AB23
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLDGEDRQSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDAPRAFSAADWSVDETGVRIAALPDDGNMPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGAIGESYMLQPADIGQRIKVRQIETPVGGSPVTRDSAVSPVVVALNFQAQDNGDGTFGITYADGARST
VEFVLSQPTVYAGSFNLDLAALETGPICLVQPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVIAGATGST
HTVISADAGTDLQYIETGTQSGAAAPVTAASPAVRIGDAAPTSYSPQTSTSALAWWDASDEATITHEAGTVSQFADKIGT
AHLTGSGTTGVSASEVNGLNSILLDGIGNYFERSATTLFPADGDWVLTIVASIDEVNHINDALVSAINGDNTFAIVGFNA
SEFAGRLAVSGEAVSFDGGPYGGLHVFQVKADLTGQATATAYVDGIPVAFVPYSAAVDATTLRFFRSYVMGGRFCEAFLD
RDLSSQAAAFAYAASKWGIS
>MBL3586423.1 hypothetical protein JMM61_13655 [Rhodovulum sulfidophilum]AB23
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MBL3586424.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB23
MPLRKLAVSDYIRDRVREEAPGSEIDLLPNAVDHAVFNAPPRGRGTPFTVGFLHSIAPRKRIDLAFDTIGKARLRLPDLR
VISFGTTPATDDFPRDLIYRRAPPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRL
LPPDPEAFSAEIETISRMDPAEWRAMSDTAHATAAAHSWEAATDRLLGYLGEEARS
>MBL3586425.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB23
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GGNVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAEATRHAQFDA
CEREIAEHTNVLGVVLNAYRQTAAEG
>MBL3586426.1 chain length-determining protein [Rhodovulum sulfidophilum]AB23
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRRGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLKTLQEEIDTTNSEIDKLQEAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGFGLAAAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPKERGSRLRRRNR
KEPPPSGSIMPG
>MBL3586427.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MBL3586428.1 sugar transferase [Rhodovulum sulfidophilum]AB23
MTLYLTDLNADSSARPVLGAFSVQGAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEVYDRDMSLRTDLDVLFKTVSVVVRATGC
>MBL3586429.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREATARAEALLAEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKAAEALLREMVAKFPKDKENKAALIRFYLAQKDLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSDLLNTLGRLYLQMQD
YGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTAEALSYLEEIAGTADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLMSDPNRPGIWLELSNLRMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKAVEIAGPADRRPQIEEARAQIEALATAAPAEN
>MBL3586430.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB23
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGPASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKALSRGAVLAKDIRLLDGDVILVPERRLFE
>MBL3586431.1 hypothetical protein JMM61_13695 [Rhodovulum sulfidophilum]AB23
MRRRRTYRLTGGLAAAGLVLLGVPPATAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSADSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DMGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MBL3586432.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB23
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSVLHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRHALGPEDA
>MBL3586433.1 polysaccharide pyruvyl transferase family protein [Rhodovulum sulfidophilum]AB23
MGKIAKAAELLDFLVNPSRDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLDYVEMRSRQGARVSFFGTGMAFTDEQIAGESEAFRRWRAVLDRSQEVHLRGPQSVELCRRMGVQADIFGD
FAFLLHRPDIPVRDHSARSDAIGLNVGNCLGDQVAYEEACVALVRHLHSSRRLVFYVVVDTDMAATRRVIKRAALPEDGF
SIERHYFDPYGFMRSIRNLRAFIGLKLHAAGLAMIAGVPALMVAYQPKSRDFMAPLGKAEQLLIDLPVEAGEFLSRAADL
LDRPEDFLVEDRIAAIAADQRKKLEAVYMPG
>MBL3586434.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MPSLLVISSAPAALLDGKPFLDRKFVEGMRFYTDLWDGPVSCLLRVRSGSFPFGRVYDPAELPFGIRFLPSDRIPGAPEV
SGQDVVLCSGDNHDYLHLAALCRRSGQKLVFIIEYVPETRRKILFLDRSRSLPKKIRSLIWMLCQEIRRRRAFGLADGLQ
ANGYPAFAAYEAVNPNAIMYLDNRIGSDLLATGDEMAARRRRIGEGAPLRLVHSGRLERMKGSQDLIPIAARLVARGIDF
ELDIFGSGSLEAGLRRDIAAQGLSGRVRLNGVVDFETELVPFARQQADLYLSCHRQSDPSCTYLESMGCGLAVVGYANRM
WAALCRASEAGWAVPLGRVEALADALAEAASDRPRLAACCDAARAFAGAHAFEHEFERRIEHLRRLA
>MBL3586435.1 phosphomannomutase [Rhodovulum sulfidophilum]AB23
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLVACPAGSRVLVGRDLRASSPRIAEDAIAAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVATPAPAAGQGARSFAPEAGAAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGAITARALGAGAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGSGVAGLVAGLPARHTAADRLQQVAPEAAAALLTRLDASAGAR
AAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPERAAAVLKLGLERVAAALADCGAQE
>MBL3586436.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB23
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGRFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRWPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQAMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPGAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLEGLHPYG
>MBL3586437.1 sulfotransferase [Rhodovulum sulfidophilum]AB23
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFTGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRDRFLFLTFEAFRDDPRATLRRITGFLELDPLPEAAFGGGAAARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAGRLC
>MBL3586438.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB23
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGQRAVGPGV
IEAFYAGLDRVEQGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFATTCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MBL3586439.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB23
MSIGEDLAQIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRSRD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIDFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MBL3586440.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MARRKRLSPITGPAEDTGPVPPGPMPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAETGESRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLAARLGATLAKAQPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLE
>MBL3586441.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MBL3586442.1 replication initiator protein A [Rhodovulum sulfidophilum]AB23
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRAED
>MBL3586443.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB23
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCLPARDGALVTFGVAPDRPETGYGYLELTAP
PTGSAPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLKGGWSDLGSWDALWAAAGPDADGVVTDGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MBL3586444.1 hypothetical protein JMM61_13760 [Rhodovulum sulfidophilum]AB23
MSRIAFYRLAGLVGLLFAAGTLYRLFPIVTDQPALSEFFMTEDGYLMLTVARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLVGIHLIMAAWSVAGALLVRALAARILDPERQAPALPWIAALLWYLSPLLLLHTMNGLETGLYSAA
VLAVLLMFLRLLRREGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARILPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVIVLASAVSLVVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGL
CVLLLGRLLMPGVQDQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MBL3586445.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB23
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMTGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFLVNQADRA
ILGKFITLDKLGVYTIAFFFGSLPVLMARATLNRILGPLYRMRPPAESAANRRNVLMARRLAVGGLVALTVPLAYGGIFL
IETLYDPRYALAGPMVVLFALATPAQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVMTIGIPGVILAPALAA
LLVYPLRTRYLRLYNADDPLTDLAILAVSLILNGHACWLAWDRILPLLG
>MBL3586446.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MTPPAPSAPRDLAAIVIGRNEGVRLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>MBL3586447.1 sulfotransferase [Rhodovulum sulfidophilum]AB23
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MBL3586448.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB23
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGVPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAEPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTAAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RNARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPVRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MBL3586449.1 hypothetical protein JMM61_13785 [Rhodovulum sulfidophilum]AB23
MVPPMLALWSWVIVTVILFRVLRPAGALVVCLLGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVAAGVQRPRPA
GTGGAGRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLARRLLADE
AGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFNPASWIQHLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPR
IEPRRRFLCLLLAAWLFGTLVLAKTLGALAIGLLLVPVALFFSTRLQILAAAVLAATVLFYPLLRSADLIPTERVLGLFE
KYSNEDRVGSLKYRLKNEDILLDKAMQRPALGWSSFARNRVFDPKTGRDISVTDGVWAIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAAAAGPTTDPPARTRPPRLRGGQA
AEEEAPLPAMRTTPYTRQTTLHSRSRRG
>MBL3586450.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB23
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFSVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQKVELVPGSDLIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELR
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWIWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MBL3586451.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB23
MSIFNEAFALRRQSRALPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVARDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MBL3586452.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB23
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAACRAVFPAPSARRERIFWSLVALMLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAGIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIAAAALALKHDDRGPDTSGRPGDC
>MBL3586453.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB23
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETPELAAQSAEADDIGMDETGTGEDPASAA
AGDDTGDVAAGVSGATGRNASDGDAFDAAHADAVALPDTTTEPGSFVASAPSEGSALSPTIVKFASLLGVDPWSLVSSDG
GSGSGSGGQTPPDDGVGSPPPGDGGPGDGDPGDGPGEAPGGDLGGEPPDQGPDEGQDGSGTSVPLDGEVEVTTGRVTTLT
LPDAEDAVSVEIVAGPGFGNVTVNPDLSLALVLTGETQTGSLSFDYAVTHADGTVTTHGASLNAVAGEQGGGWGAGDFYM
LETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSLTGPE
PSSNWLLLERGYSYGDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITKEMRSFAQTKENVVVEGLTFSDGMALDNVSNM
LLSDLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSSSERVLIENTLFDHNGWEDGYDYAR
SVEQGQPPSMYSHNIYFSAANSDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASGNYSLVLGNVV
TSAGYKRVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYNWIGSKSAAKS
GETEANIEGLDRAVLDRTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAEETVL
RFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVGSSGG
RLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKVGFDG
DGGLSLLRLDDDATLKFVAEDGALGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGRFGDL
DFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPPTGAS
ASILDW
>MBL3586454.1 acyltransferase [Rhodovulum sulfidophilum]AB23
MPAEQKRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGHAPGRSQPWGVLLRSRAQRLLLPWLIWCAVYYV
LALYRGTAWLPGTPLEPFSLAIGPAIHLWFLPFAFVCGLVFAALRPVWPSRHLAPDLAGLVLILAAGIVLNRYSDLPGPA
GQWLVSLPMAAAGFLSSVHRGRAKQAAILISTMAVAGVGIAFGFVDGALQAFVAAPFCLIALLWRGRSHSGLVRAGETAF
GVYLVHPAVFLLLWKLVPALGQTPYGFGLTAFAVSVAIVALLRLWPPARRVL
>MBL3586455.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB23
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYRGGGCTGDKTACYDPSGSAGALTEDLRAFDDDNHGPGL
LLSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSK
IYGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAAKA
>MBL3586456.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB23
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRVALRALGGLLHAASLPFIWILARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGAAALPARRRLLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKEFWIPLTTPGRLVSQMRDAYPSPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLAHYQPSEPERLAAFFDRIDPAETELILGR
QNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLVVQQIRPPAPSGAEVTPALDRIAA
RGRLIAEAKGAWWRAELYERTGPE
>MBL3586457.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB23
MQHAIWPDRVLVVDLDGTLIRSDMLYESLWGACRADWKAGLAVAAALPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
SWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYVYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSMVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQVCGLLIFALALIATMG
>MBL3586458.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB23
MRIAVFDGLRGYFLIVMTMVHMSSECHTKIGALRIEDFGWVDSAHGFVFLSGLVVGIVYGRRLIRQSRSAMTSSLMRRLM
TIYGYHAILLAAITLSVVTFYRPPSTFDTHWGDNPLLVSLFAFLLLDSPRYLGILPMYATFVLATPIILIQLQKQRYALV
LVSSLALWTVAQTGLPTHLLQAIDVASGLKQQGIAVGLYFDRFAWQILYVGGLVLGMLIAQEKLSLNILHSPEYRAIFLV
CVATAIAFAISAIRLRLFDAVPRTSFFGELSYNRSHFSALRLINFIVDLYIITWLLAAGIGDRNPAVQAAARGLRWLASF
RPLVFLGQHSLQVFSFHVFLVYAAMFADISEAPRLLREIVVLASPVCLLLPAYLHARYRDRSQRLRLSGAKP
>MBL3586459.1 hypothetical protein JMM61_13835 [Rhodovulum sulfidophilum]AB23
MALFVAFPEAGAFFAPAIERRTTMAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLAADTPDTRPDGRGA
P
>MBL3586460.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB23
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALCQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAAQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDYAQLIEVVGRVVEAVEQVA
>MBL3586461.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB23
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGEHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAAIAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGVEMAAARGPGSVAVALAAIAQGVQCVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MBL3586462.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB23
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGENVPEHPARGLDLRYVSPDAAGTAI
>MBL3586463.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB23
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPAAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MBL3586464.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB23
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MBL3586465.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB23
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIEKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRAGVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFQSALGSQADRIGRIAALAREIAPKVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLIVSNGVRLQLEGFLDWRLSHFMDVTKVFPSYGAEEAAAALRKFQTDKPWVSQHLSELADEIEGQNKEHDRIG
ADYLRDFGGKSSDLLSFFHDRLKVHLRAEGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNI
LAQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIR
RNRLNLLHRIRATCGSVADLTRIDG
>MBL3586466.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB23
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQTAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MBL3586467.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB23
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTQPTPQPDPATAAPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGHEPTGVLTSRQRAELVDGYKAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVLT
TTNGLGSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGA
LPPAELSRRAADMTVPVSCWN
>MBL3586468.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB23
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MBL3586469.1 GTP cyclohydrolase I FolE2 [Rhodovulum sulfidophilum]AB23
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHSRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKVRSLRSGLDGFQYYDFALELVETAGVPVKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGTTFAADSLDPKLFSTLVHGR
>MBL3586470.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB23
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETRAALGIGPGLLRLSVGLEDPVDLLADLRAALDRI
>MBL3586471.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MPLIQVNAAGERPEPQGGAVRLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTRQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGMALARLIETLRARAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRDGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MBL3586472.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLENVAARPGVQRGRALAAEKRADLSTDRKAQVMLFRRG
>MBL3586473.1 septation protein IspZ [Rhodovulum sulfidophilum]AB23
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MBL3586474.1 EamA family transporter [Rhodovulum sulfidophilum]AB23
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFKPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MBL3586475.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB23
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MBL3586476.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB23
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPGPAETAPERPPEPTPAPEPAALRE
QDRPTPLVLGAAEAVTHAPEAEPEPEPETEARRDETGPEPEPSPAPAPEPEPEPTPTPVPEEPAPTPEPEPAPDPVPEPQ
PVPAPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDPAPVSSDEFRVDLPGAGAGAGAGDE
TGEEMGQETGADAPRRGFFGRVFGRSEQKTSEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRL
SVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQV
WGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDAT
TGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>MBL3586477.1 hypothetical protein JMM61_13925 [Rhodovulum sulfidophilum]AB23
MAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFEADGQI
CFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>MBL3586478.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]AB23
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALSEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
AGRVRPELLQRRVETGCEALARLDARLRATLGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRTPRRSRKTEEPPEQGTLL
>MBL3586479.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB23
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVRGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MBL3586480.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB23
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>MBL3586481.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGLVAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMTWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEILGMALLLASILMLVLLI
>MBL3586482.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>MBL3586483.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTNQPAPPAPLTLGDCTQADLPGVQAIYAEAVRTGTASFELAPPDLPEIRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLPGDRPQGQHSGGSGPDDPPNRP
>MBL3586484.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDVSNMNRRSFLKRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHHFPGRLKL
>MBL3586485.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB23
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MBL3586486.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB23
MTDPEVALIQLGMFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGIWTRITSWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKNIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MBL3586487.1 amidase [Rhodovulum sulfidophilum]AB23
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCPLDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRDAIDEGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MBL3586488.1 hypothetical protein JMM61_13980 [Rhodovulum sulfidophilum]AB23
MDRMLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MBL3586489.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB23
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGALIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGIASTEPFVEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MBL3586490.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>MBL3586491.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB23
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGGDGPLALVTVPCPALELRAVRYPGRMPGLWQGKRPVLSHAQFMT
LAARLGTRPGRMRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
DRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPAPLLELGRNLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRTAGLGQVLRFRTGGGGR
>MBL3586492.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]AB23
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRSGDAPAPRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVARPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MBL3586493.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]AB23
MADGQDRGRDHGGDLSGAMARFGGTADDWIDLSTGINRVPYPAPSASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRPVETVAGAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGPCPENVLVLRSFGKFYGLAGLRLGFVLGSEALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MBL3586494.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB23
MPNWPIALLLTAFASTAAAQEAADAVAPESATSAAEAFAGLSPEARAAWDNREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVASDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPAKGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGRPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>MBL3586495.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB23
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTKIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MBL3586496.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB23
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MBL3586497.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB23
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPATGTGGDPGNG
>MBL3586498.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB23
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MBL3586499.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB23
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGMLYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVKPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MBL3586500.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB23
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MBL3586501.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB23
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEIVTETGDPAAIDYVVFAPGGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALGA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>MBL3586502.1 SseB family protein [Rhodovulum sulfidophilum]AB23
MTAETPPAAPQPVSPLDRAHVAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMAAHLAQ
LGLRIDLPTPEPMTEAPLIDPDAPPRLR
>MBL3586503.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB23
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDNETF
YDLSRVSVLPMAFCFPGYEDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MBL3586504.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB23
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MBL3586505.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDQPPAELAEGAELF
ERPVLERLTRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLGPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPEGPAPSLPA
>MBL3586506.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB23
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGHAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRRLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMANAVAKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIETLMAFDRLAKAHPLSI
>MBL3586507.1 GIY-YIG nuclease family protein, partial [Rhodovulum sulfidophilum]AB23
MNTHLHIPLTTDHDHPIPVGLPIHEHWRATAEAKGFEITDRVDDRYHLMLRCHSCGGEHRSKLHVLMTSQPLCPHCMEAR
WRADAEAAGLIWLGRDPDDRHYGFYQAPCGHKLRRQFELVKRIAAGECAHRCERCQHEKEEAEARARGWSLIGPAPTKGP
GYRRYRHACGHEQTIARANMQSGRFNCANCGEGWSTAPSFIYCMRFTLPGMASLVKLGFSRNPDSRLNWQLKRSPDLSGQ
ILRSVPICN
>MBL3586508.1 hypothetical protein JMM61_14090 [Rhodovulum sulfidophilum]AB23
MATCAFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VARPSDLPLKRAAILTRAMIESESAEAFTALYRLPGSHVHLFACTEGGVIGARARRALAAHQAHLDAMAELGEFNDPGEG
WDEVAPEASSMPKPLACAH
>MBL3586509.1 hypothetical protein JMM61_14095 [Rhodovulum sulfidophilum]AB23
MAKKTAYPFKKLVNLTEQQAERIADYRFANRISSENEAIRQLIEYGLRVVEAEGADQS
>MBL3586510.1 Z1 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTSPQVESFATQLRQRHVNYGSLEETADAIRSELSIWRPFDDVMNSDLAAAIEIVRGELQDVEILRPFSIIDKRPEWYKG
PTAGDRHWPALHEYLKTKGWEPDTVRSLDDASSEVVSLLGNPNEETFACRGLVVGYVQSGKTANMTAVMAKAVDAGYNLA
IVLGGVTNKLRQQTQDRFERDVLRYRSRWQLYTTSDRDFVQPANGGFTMPAEGHAQLVVMKKEGSRLKQLRRTIDRTPAA
IMRKLKVLLIDDECDQASVNSSRGEFDMTRINEEIRRVLKALPAVSYVGYTATPFANVFINPYPHGVGEDLDDLYPRDFI
TALERPSGYFGAHEVFGSDSDDDDSRERDMIRILSEDEPDQLRPRSPKEKETFRPVMTPSLAEAVLWFLASCAIRRSRGQ
GDKHMSMLVHSSQYIAQHDYMSELIREWVNGRRDDFLSERGEAAEQLRTVFESERARAATADGKGIAENYDAVRKYLPEV
LDQLTYPVENGVTDQELRLDFSGKPVTCIVVGGTVLARGLTLEGLSVSFFLRTSKQYDTLLQMGRWFGYRHGYEDLPRLW
TTEDLASKFRSLAVIEDEIRDDIAVYRKNELTPSEFAVKVRAIPGMAITSATKMKHAFPTSMSFAGKHVQTIRFNHRDSE
IVGGNWDAASRLVDAAIRTAERSERKRGTLFENVPLTDIRRFIRETDISEEHMDLKKEYLLQYLNDATSGLESWNVAIIS
TRSETRSRRPLGRLGNVPTMRRSKLRDASVQYADIKALMSRADILIDAEEDPGDREDWNTYKACRPEKPLLLLYLIDAES
PPHPGRKASSRVPLDAVSDLVGFGIVFPGRKDRSGSYFSVEIDGRSVEDTEEGSDELAELEQDGADA
>MBL3586511.1 PD-(D/E)XK motif protein [Rhodovulum sulfidophilum]AB23
MPEAIRLSREWDLIRKSGKGDGVLEVPSRATQISTGFGLVRVATGPAGEPRLLIPVARPARNRMPTGNRNLSVGHASYRS
SGKGLHFIDLMLTEPRLAGVFADLSEKILERIETGEGPENAVRGTIEDFRKLLAASAATEVPLNELAGLVGELMMLERLC
TGNPDAVRAWTGPLGQRHDFRSGDVALETKTSTRADATRVQIHGADQLLAPAGADLYLAHLRIEQTDGGTLSVAGLRRRI
IELGADEVLLDTRLAAIGCRDPQGDAWNDTAFASEGIDIYCVRDGFPRIVSSSFSGGSLPDGIVGLEYALDLSHARDHLL
DEVAMGELIRSFAA
>MBL3586512.1 hypothetical protein JMM61_14110 [Rhodovulum sulfidophilum]AB23
MRPLTLYSEPFARTGNIAGEGFRRLLGRPALGLLQTVIREALQNSVDAASPGNGVEVKLRYRVLGGEQLEQFRTLAFSDL
PPGVAEQEDVEAETPRSLRSVLGEDKLGIFEIADFNTSGLGGPTRADAVSEGEELDFVNFLRNVGAARDTNLGGGTYGYG
KTSLYALSRCSTIMADSQTTFAGQPVRRIMGCHLGNAFEDDSEGLPKRYTGRHWWGRDDGEGGVDPLEGQEAVHLACALG
FPERDEARTGTTIAIIAPHVDDNADLPSDLVEALLWNFWPRMCATTPHGKRLRITLEIHGEEIPLPAPEQFPPLDLFARA
LELARAGKGKEIRSQKPKALLGNLAIVHGLCSPRSEIARKDESLIPRQSSHIALMRPVELVVRYQPGEAYPDDRLEWAGV
FICSDETEIERAFADAEPPAHDDWSPDMLPKGRQKTFVNVALREIRQEAQTFVLPKQANSRTEEKGPSVAETATKLGKLL
GQTSSRGPGRVARPGGGARRKKISISPPRFIRLETVDGQRTAIFEADLKNDGSKPGMLLHATPQLVIDGSLEDAADLPPG
YTVTLLDMSLNGDTAPPGGIRIGHKGGNVVCRVTMPEDAAVGIKFTFDEGETA
>MBL3586513.1 hypothetical protein JMM61_14115 [Rhodovulum sulfidophilum]AB23
MTASFALPFLTLPDEVVGFRDWLIGDPEEPLFHISRQLDAWDYARDLQLDTRLDLDLTAAAASLQIPANQLKLAVVVAIG
SGTGRFARRMERVCTKVICAPLDAPLGIRFPVDSRNLSGRLLVRLEILLAEDVAPGADLSPRLAGSRLWSDTSNVHLEDG
GDTRFPLEVLSFHRAFPGQRQETAPWYFHWRPGSMQADFTGSVRLYVNADHEALTQRVSEGDPVTLQAILGDVMVQMCRG
VLEDDEAREAISDCEEGSVGSQVAGWLEMSFPGMKPDEIRGLMTATPGAFHAALHASADMGASE
>MBL3586514.1 hypothetical protein JMM61_14120 [Rhodovulum sulfidophilum]AB23
MTGTKLLPRLSPIGVDKCLADIAAPGDGRLRPGSGLDHRLKAYDAHLWYAASGGSVDSVLVAGIMDRIAEIARDCGFPDP
ATDRRKSDFDKQVAAYFGQHPELSGGEPLRDDVWAFMSCVLLQEFVIWRYSAGQKARFAGGVRNTFQRLWMRGRTLDLGE
GSPDRWRLLNALSEDAMVQIFERASIAGDARLSRAIAECWISTSERIGRGKMEDVMRRATKLVRLRNQVLDLAFLPEDRL
AKEISAVFDKVAEEAGNARGDQEDPPMISRITRAIFKARKGGTAFPT
>MBL3586515.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB23
MSRQFGIIDLFAGPGGLGEGFSAAGRETGTSMKIRLSIEKEATEVRTLRLRSFLRSFEDGFPPPYYTALNNGSGLPDWST
LYPVAWARAENEVRQLELGRPGVFEEIAAVLDRTREGHHGDTILIGGPPCQAYSLAGRSRNAGKAGYVPEEDKRHFLYRE
YVAILNRLRPAAFVMENVKGMISSKVGGGDIFQRVLEDLRNAGDGYTLVPLAASRESADIRARDFIVRADEHGVPQARHR
VFVVGIRNDLAPPAGAAPLLKIAGEAERTDVWSVIAAMPRLRSGLSRGGDDHESWQVIIHEHADRVIASTEVAADIRAAM
RRLKGEGLATATQRSATRYVGPGAIQQAALDRWLLDPFLERILDHETRAHIPGDLGRYLYAALFAQERGKSPKLADFPSF
LMPEHRNRDSGKFADRFRVQVGGRPSSTVTSHISKDGHYFIHPDPSQARSLTVREAARLQTFPDNYFFCGNRTQQYHQVG
NAVPPFLALKIARVIREIIGGSS
>MBL3586516.1 DNA mismatch endonuclease Vsr [Rhodovulum sulfidophilum]AB23
MADIVPPEVRSRMMASIGRRDTKPEVMVRKALHAAGFRFRLDVRDMPGSPDIVLPKWRTAIFVHGCFWHRHPGCARATTP
ATRPEFWQRKFDANTARDARVEAALVERGWKVGIIWECALENGTSEQSLLALIEFIRREDDAACRVEIPKAPVLLPMLRE
>MBL3586517.1 hypothetical protein JMM61_14140 [Rhodovulum sulfidophilum]AB23
MQALSEAERQRARVRLEKAERSATGLLRPHIQLIKNLADVLVRERELKEDALEEWLASICSNGPS
>MBL3586518.1 hypothetical protein JMM61_14145 [Rhodovulum sulfidophilum]AB23
MTSPASDTTAQRTITMKVRVNEAESREIDRHARQVGLRKAEYLRKAALQGGGHAALSEMIGMVGLGLNQLEDAPANSLNR
IARQLDEIIFLMRGTDR
>MBL3586519.1 hypothetical protein JMM61_14150 [Rhodovulum sulfidophilum]AB23
MPLNPDTLILPEETEILLSALKLTDGKVEQLLPLLALLQTETGERSELGEALLNALLRIQSELNAFQILRQDLEAHIATL
TSTLNALQNEDRESLRMIREMHGALMVPVKD
>MBL3586520.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MAVILRGATWSLRKRVPARYGEVEPRKEIWLSLHTDSKAEAEAKAPAIWRAQVEAWEAHLAGASEDAEKRFQAALDLAGK
RGFSWLPLKEVTHLPRNDLLKRIEAIPAHDKHPNRQEAAAILGAVPVPEISVSRALELYWNFTRDRVAGKSPDQLRRWRN
PRIKAAKNFITLIGDKPISAISGDDMLAFRGWWLDRIDDEGLSANSANKDLIHLGDILKTVNKKKRLGLVLPLSDLSLKE
GKARPRLPFSSTWIRDRLLAPGALDGLNDQARAIFLLMINTGARPSELAALSAQTIHLDANTPFIEIIGEGRQLKSVNAE
RKIPLLGVSLEALRAFPGGFDRYRTNSASLSATVNKFLKQNDLKETGGHTMYGLRHAFEDRMLEARIDERIRRDLMGHAL
DRVRYGQGGSLADVADRLAPISF
>MBL3586521.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB23
MQAYRIARVVLLLGVAGGLSACQDAGFGLFKKDDTETMPVRAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRVPAPEAGGRKAEPAE
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIETVRGLGYDDAYAVNR
>MBL3586522.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB23
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MBL3586523.1 dTMP kinase [Rhodovulum sulfidophilum]AB23
MGRSARFISFEGIDGSGKSTQARLLAERLRGQGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPDEVARDIARLTDEALA
>MBL3586524.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB23
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEEAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNEKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGSPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MBL3586525.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB23
MSDTETPKITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADEDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MBL3586526.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MBL3586527.1 AEC family transporter [Rhodovulum sulfidophilum]AB23
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MBL3586528.1 hypothetical protein JMM61_14200 [Rhodovulum sulfidophilum]AB23
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGEAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAATDHAMVDCLLRHGAAPQALDARGVGVLPYLESQLGPHLAFDGLGA
LYRGEVEIAMRTIRNWPPRS
>MBL3586529.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB23
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MBL3586530.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB23
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVAPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLCFAAPLPGDMAELMRRLGG
>MBL3586531.1 hypothetical protein JMM61_14215 [Rhodovulum sulfidophilum]AB23
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MBL3586532.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB23
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MBL3586533.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB23
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLKALRATGAISGAISGRALYDGAIDLAGALAALKG
>MBL3586534.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB23
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTVEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MBL3586535.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB23
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MBL3586536.1 hypothetical protein JMM61_14240 [Rhodovulum sulfidophilum]AB23
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MBL3586537.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB23
MPIYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVKRLLSRVAASGESANLLKGARSLARKEGHFSNYSKSERKKSGV
>MBL3586538.1 Cys-tRNA(Pro) deacylase [Rhodovulum sulfidophilum]AB23
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALSVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MBL3586539.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMIAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MBL3586540.1 membrane integrity-associated transporter subunit PqiC [Rhodovulum sulfidophilum]AB23
MKHRLLPAALVPLALALTACSGSPERYTVPDTAVDGPRLPIAWRSVAIRDVSLPTYAASEEIYRRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELAARIARTGLR
>MBL3586541.1 MCE family protein [Rhodovulum sulfidophilum]AB23
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLGEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSPDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLDQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MBL3586542.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB23
MGLVACTRCTRIWPAGTQHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITHGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MBL3586543.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB23
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MBL3586544.1 hypothetical protein JMM61_14280 [Rhodovulum sulfidophilum]AB23
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPSAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPTGQAFRRVLSELGGREIARSD
>MBL3586545.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB23
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSQTAIAAE
>MBL3586546.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB23
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MBL3586547.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB23
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MBL3586548.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB23
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>MBL3586549.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFAAFRDYFQPYMEERGVALPGGDEKDGR
>MBL3586550.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB23
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRTPEPAGERMQAFLASVPREKMRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQQVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETQTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGYALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLAFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LSQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMEVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNCRSVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>MBL3586551.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB23
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTVLKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVMSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MBL3586552.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB23
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MBL3586553.1 hypothetical protein JMM61_14325 [Rhodovulum sulfidophilum]AB23
MSRAYVAGTRGIGMESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTF
SVADAAPAFSEGLSLLGLHDMILGTAEAQQ
>MBL3586554.1 response regulator [Rhodovulum sulfidophilum]AB23
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MBL3586555.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB23
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGASALGGDLPGLQIEESPMSVAEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>MBL3586556.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB23
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MBL3586557.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB23
MTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFAEYDKYLKSNIEAESEHFISALTTN
VTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDPFVLRRAE
AAVYSDEEAKIPPGAWADQVFEKAGGKRTEFLVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQTQQTLWR
RLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MBL3586558.1 response regulator [Rhodovulum sulfidophilum]AB23
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MBL3586559.1 hypothetical protein JMM61_14355 [Rhodovulum sulfidophilum]AB23
MTRHDLQLVNDGPRLREIMDVFGHELQHAAKLLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLANL
MPEETRVPESLIDRLRLDQLRAVMGGAEIRDAPHSGGDIDVF
>MBL3586560.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB23
MRVMIADERTVMRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSEASVEDLRQCLLRVHLGRTAQNASRRQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGATGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRNAA
>MBL3586561.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB23
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPAEKRIPLPKAKTDIDITLF
>MBL3586562.1 DUF1153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MSMTMDDSIKRWTATRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMENSL
>MBL3586563.1 hypothetical protein JMM61_14375, partial [Rhodovulum sulfidophilum]AB23
MASSVRTPAWAGFPRFWGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHA
>MBL3586564.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDL
SQKMISEAERL
>MBL3586565.1 hypothetical protein JMM61_14390 [Rhodovulum sulfidophilum]AB23
MRYINGEDLLAALDEAEAGPEPDDLQGAPMIVNWFLIWREGDVVRADGDVHGHPTIDDPWVTTSPVLGYDYDFDREEGWL
RSISRWYRLGRLREVPVSPEQARRDALSAASHHLARQRSDWRGQYGPSR
>MBL3586566.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRLAPSGCSVRHGRWFAPYTGQVVTNAGDLDIDHIVPLRYAWGHGAARWSAQKRARFARDPVNLLPVSASANRSKGARGP
LDWLPPDPGFRCQYVLRFRRTAASYGLVQSAAEERELVALTGRLCGA
>MBL3586567.1 CHAT domain-containing protein [Rhodovulum sulfidophilum]AB23
MKLCIEARDGQVWRHVGDHSAPLPNCLQPPRDAAPPETPLGLLEDWARRYDRAVRFGDPDQLPAIGSELLAWLDQGGALQ
AWISDGHRELEVLGTGGDAVADALLAAPWEILHDKTAFLALDRMKNFLPLRRVVPEGPGAAPGHRDLSMLFMAAAPEGQH
ELDYEAEEAAILEATRDRNTGRPLVHLAVEESGELEVLGDRHKTAGPFEILHLSCHGDIGKVGGETRPVLLLETATGGED
IVTPEKLTGALGQTPPPLLFLSACRTGQRGAASDGLPALDGRREGLAEAAASFAAAPRREAAAPAPGLTEPFARQMALRV
PHVLGWDGSVYDADAAAFAQALYAGLARGETVAYAAARARHGVIDAAAQGRAPGQHWHLARVYLGPGGGGRPCDPAKPAR
PAPPPAAPRFLDAEKRIRVAGRGEFVGRRRQLQRLRRGFAGEAPGALIHGLGNLGKSSLAARLADRMEGHQLAVVVDRYD
GLSILPDRTPEPRVRRGAPRHRPRDRRRGRGPGGARSCACHTRRAGPPAKTPGACPKGGGGETGSRGDQSRWHDPLRRNG
DQLDGARHRSDPRPPAFGSTQIGFRNPCADFHRHPPVLRFRPSQSLFNYHDLRLVSLA
>MBL3586568.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MTLAASETLRPHEECVPVPDAFDAGLWFIGRIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEEVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>MBL3586569.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MMPLRLTALMAGALAMGLAALTAAAETRTITDATGRQIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPEDEDRPF
LRPETRDLPALGRLTGKGDTVNLEVLLSARPDLIVDYGTVNATYRDLARRVHAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPKDRRPSLYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLADKLYPEEARIDIEAEV
ARFYTLFYGVTPDRAALDGLLGAGHPGE
>MBL3586570.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MLALGLAGALAAGAMLGPYPLSPADVADTLVGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVFRNPLVAPD
ILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIALVMAIALALRGMGQVLVVVLCGMAVAALAGAGISLVKLMADP
DDQLPAITFWLMGSLAGIKQADVAAALPAIVAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSATLVTAAAV
SVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPLFLWLLARGGRTW
AE
>MBL3586571.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MGRVTPLVEARGLAVGHGGRALLEEIGLGLHRGRILCLLGPNGVGKTTLFRTLLGLMQPLGGAVFLGGHPLSDLSRAEIA
QRLAYVPQTLATPFAWRALDLVLMGAAARLGPFARPRATEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQ
GAEAVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPAAEVMTAARMTRLY
DIPVRRDALPGGRLHFSGPSGREDEGPVAGASAGQNV
>MBL3586572.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MSLLLRVVGTSCLVSCGFGLPALAQQSSDGPDEVFALGEIVVRSSDETTQGGTSSTISAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFLRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNNGYYLSRDYTPTEVQGSGRRDYSDTEDSRLNL
KFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGIMPAPLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLELGSDIGERNTLTSAFHYRYDRHRNTQLSRPDINSIPDPTET
SRERTLSFALEDRFQMREDLSLVGGLSFDRAEVLSASRTSTDYGDPVGSSDAVNWQLAAIWTPEAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVESALFYSEIDDTIQSLNVGGGLTQNQNVGDGTYAGFEIGA
RTDLTGSLALSANYTYLDRDITDPIRPGLKATDTPRHSAYLRLDWQATASFSIAPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVNLDMEWKASDRAGIVFGVRNALDKNYELVEGFPEAGRTFYLTTAYTF
>MBL3586573.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MASVRDFLESSPVATAAATLDLGGGRCVTVWENRNDRVSYEAPRGHAFSLYLAGGTGTRRLDGAGASGWPGAVCVFPDGQ
PSEWEITTPHRFAHLYLPDDRLRADFARTHDSDARRLDVPEITFADMPHLAAPLAALARAASAGDVLLADTALSEIVAQL
GARKVPLRGGLSPHILRRIDEWIEAHLDEAIRLSDFAALAALSPFHLHRMFRASRGIPLHAWITERRIDRAKSLLRGTDP
VLEVALACGFSSQSHFTRTFKSGTGTTPAAWRTAIKG
>MBL3586574.1 hypothetical protein JMM61_14440 [Rhodovulum sulfidophilum]AB23
MQSKDALDLAFKHADVATKSLQFFVVASVALGGWIISSDQLRQTEPFSSPRLAWAALYLCIGTLTWFIHAQIMRRLDACF
RLAQRLADDELNQDPDFSRITKVPPRIGSHLGLPTLIVIVEILILGFGDTGLFAPSSP
>MBL3586575.1 hypothetical protein JMM61_14445 [Rhodovulum sulfidophilum]AB23
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPESRIETAERGRAEAERQVLRLMDERDRRLEEQAVTWRQ
GKRLRQKIEELETVLAGMAN
>MBL3586576.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVSAIERGIEPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLVHRWMPRQHCFTPVCDDWGEAAATEDGVEGVFVAGDGAGIVGPRA
AELQGRISALRIAETLGRIDLGTRGALAAPLRRQLRRELAVRPFLDAAYPPFAEADGLDRDETGPGSPLPAFGTALPGGV
PGILAETGENGGKTVADAAGGLPVGGADEGPRDAPEAEKTATGAACHAGEA
>MBL3586577.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB23
MDETHAPDAKPLRNGTAQPRALPAARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MBL3586578.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMVLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDQAPA
>MBL3586579.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB23
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPRDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAELDEAALERAGAELVGAGC
EAVAIAFLHSYADPAHERRAAAILRSAFPDLAVSVSSDLVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMR
LRGQMHEISVPLPEGRLSPEDGPHLRAAFETAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGVGDGATPGKGDRPA
SLKGSRSCLFEQGRFETAIHDRYALGPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTQMQVLLHPEGTARPIPGLFGGQ
PGGTASGRVLDPAGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETLG
>MBL3586580.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MPNSPQAPTRRHVLALAGAGLAIGTIPAALPAPLLARDPRLMIIAAGGDFPNIDPHTSSGSAPAFFMRNVYDPLLRTSGT
PPEPVPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRIT
LATPFAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELGQSRPGALYRFVRSPNAWQPGGGNLDGVIWRV
SREAASERLMLQRGEVHAALDLTSEDMDALEGAPGVIRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSA
GYAELMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQP
LSWPDMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAF
QRAVVADAPDIFGVLEKRKLGLRASIQNYAFTPVASNAIECWPLSLT
>MBL3586581.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMAQDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDFAYGLVDPKVRYG
>MBL3586582.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHPFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRGRVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MBL3586583.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MAPPLLEIRDLHLRMRTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEMLERVGIASARQRLT
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVAQTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRARAACRAALPATCRIG
PGHEVACLDPVAEAADA
>MBL3586584.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MAEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
RFGPRALRAFRARVQIVFQNPQVALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MBL3586585.1 RidA family protein [Rhodovulum sulfidophilum]AB23
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MBL3586586.1 amidase [Rhodovulum sulfidophilum]AB23
MLIEKDAYHAFMPYPAIEVENATEGPLAGLRLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDDAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MBL3586587.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRVGLPPVMTPAPRRRVACLRAD
EAVPAE
>MBL3586588.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPVRFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MBL3586589.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTLTETLDPVQTPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MBL3586590.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MBL3586591.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSMLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHGKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MBL3586592.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]AB23
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFTDVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAVRIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEES
>MBL3586593.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGTCPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MBL3586594.1 CoA transferase [Rhodovulum sulfidophilum]AB23
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPQDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MBL3586595.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB23
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGSGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MBL3586596.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGDIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMIDTELAGDGIAPELAVEIDSYSN
IKNLVAAGFGASVLPWHAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGGSPPEADG
>MBL3586597.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETKIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMDRISSFAPERGALPADLAEALRAAFLARAGREAAAFTLTQPMSARLFRRGTAAG
>MBL3586598.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLEGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLAGRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MBL3586599.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSALLSTRALSRSFGGLRAVHEVDLDLAPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGRDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLDRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTSID
A
>MBL3586600.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MRGGRIIGLHLGLVALLFALNFLLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLVAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MBL3586601.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MBL3586602.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MPASKIPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPGQ
TDFARHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>MBL3586603.1 integrase [Rhodovulum sulfidophilum]AB23
MPRRAAGARLYWRERSDGQSVWEIRDTGGIRISTGARCRADAEAQLAAYIERKNRPTGPVAADELSVSMCLAIYAEEHAA
HISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTIRRELNVLQAAINYCHGEGYLITAP
KVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMADGKGGRK
YITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRV
>MBL3586604.1 hypothetical protein JMM61_14605 [Rhodovulum sulfidophilum]AB23
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVAKLEGADAVPAAPQNCPTCRGTGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTARGATDG
>MBL3586605.1 hypothetical protein JMM61_14610 [Rhodovulum sulfidophilum]AB23
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3586606.1 hypothetical protein JMM61_14615 [Rhodovulum sulfidophilum]AB23
MSIMDSIVPPHDALAAFVAEWRGAAPDVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>MBL3586607.1 hypothetical protein JMM61_14620, partial [Rhodovulum sulfidophilum]AB23
MAAILTIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3586608.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB23
MKFLRYGPRGNERPGLLDADGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPAVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPTGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGKTPSRYLKPGDRVELGVDGLGIQRQVCIVDI
>MBL3586609.1 hypothetical protein JMM61_14630 [Rhodovulum sulfidophilum]AB23
MSRRPVVETDDIFPERTVAELSGAEFLAHQSQDPADVAKAIRSADMAVVQFAPDDDAEVITGMAEGGALIRYGIGFGNID
VTAANDRGLPASHVPSCCIDEVAGPSVSALLRKPPALDASVRGGGGDGMADTAMMPDGMTEAQLEGFRQAIPIAHYATWG
ELAAPTAFLLSSRAGDITGTRLHVNGGQSMV
>MBL3586610.1 hypothetical protein JMM61_14635 [Rhodovulum sulfidophilum]AB23
MVEAYLDSDFHAPRAKPADPFFLARAAQSLNVPGLEFRKAAAHTDGMARRSIGEAPRAGDASRQAMTAHMAQAWTSPLGI
SQTPPAKGFSRMTGAQA
>MBL3586611.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB23
MQTAPHQNEQIGSALGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTELLCLSGRHPAVPG
GLRGLEVMVFCRSDLARGNYPARAEFVYGEWLREAFEAGESPMPERDPEYSLVLAQARQEAIALCGPPRNEVPPEVPPEH
VRQAMRDALPDLLDGLHGDARNVLLTLARMTARTFKVSIENAEAVIRMPLDEVHGLRVAMHPRLAGEPESNSTKAIREAF
DKALARAQIRAGRV
>MBL3586612.1 hypothetical protein JMM61_14645 [Rhodovulum sulfidophilum]AB23
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRTQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLARARAGRSGTGPDHSNAR
>MBL3586613.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSPGDDLGFHPVDEISEAVAAFNVAASESGWPQIRVLSKARRSALKARLAECGGLWHTARTGKFFTKDTAATWAMRRLPD
PDAMTLDHARGAYLGELADDWQSRAGAARQVAGRMAEYVSRSL
>MBL3586614.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB23
MFRALRLAAFAMLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHMGDTAGQPPGASQDRILKNRPAQAIAALDAALRDERLAPHADPARIG
MIGYSAGGYTGLILAGAKPDFDHAAAYCAKEERDDTGSCGEAKFVGMSETLATWSAPSRPRLKALVLLDPLAVMFDATGL
ADVGIPVLLFRPQEDVYMRSAANAVALAKKLPRAPQEIVLPGTHFTFVDPCPEDIAGKAAMVCNDPPGIDRPAIHRSLEN
DVIAFLHETL
>MBL3586615.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPDKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MBL3586616.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MBL3586617.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEKVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MBL3586618.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MBL3586619.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTAQALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MBL3586620.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB23
MPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLRIGVALLG
ARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSERNLSFTV
FGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVLILTLALR
GAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFL
ETLFIAGVVLAGVMVLL
>MBL3586621.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB23
MLDFFFAALTPLNLLLALAGVAAGTIIGSGPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDAGGTRGFRLPEAF
STLMRHKLNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFLYPFLPALSRALRRRGTALPAAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIASGMLVLC
GLAALETLLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPELGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVI
IVFTIGFREALSVPLPGGLIF
>MBL3586622.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB23
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKENPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MBL3586623.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGARVDIDARN
GFAYPAVDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGTNPIAFAA
PRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGRPTTDPRAALGGTMVPAGDAKGAALALVVEILAATLTG
ANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVPGHLMEEL
STLPS
>MBL3586624.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB23
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
AACKARGVKVCPATGANTLSVAEYVLSTALSLLRGAYGSKTAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGQEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKMFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>MBL3586625.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB23
MTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPNVAAVVVI
GIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDTTTGLSSC
PTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKGNILGGLT
TIEEKALGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPIVPVIKIS
GNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MBL3586626.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB23
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MBL3586627.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MBL3586628.1 aldolase [Rhodovulum sulfidophilum]AB23
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEEQADSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MBL3586629.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB23
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPADEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPANGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTGTPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARQAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MBL3586630.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB23
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRREKMATLPRRTGPEIRTALVDAVVAMMLPVIIVGGLKFGIFTPTE
AGVVACIYALLAGTLIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MBL3586631.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MRPARLAVLAVRVADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MBL3586632.1 cyclase family protein [Rhodovulum sulfidophilum]AB23
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVGGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGRREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MBL3586633.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAQEGARRQRAMNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>MBL3586634.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB23
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAEIAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSSNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTPRPTHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MBL3586635.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MGDKWEAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAASSNH
>MBL3586636.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB23
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSEVKRDYLPADYRAATRPWTIAAAIHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPDFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAEWRRALAVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMYRSFPDLIADFMAVTSDLPEADRRAFFAGTAANTYGLDLPGLT
>MBL3586637.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB23
MTRTTALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MBL3586638.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB23
MRIHDALAGALLAALGGAVIWHVAGFPRVAGQIYGPDLFPRLIGIGLVLFGGGLVLRGARAAGGLPALLDLPSNSEIRRA
LLATLYIVSSVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MBL3586639.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB23
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLRVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGVRRAG
>MBL3586640.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB23
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSETRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQTAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEGAVAKQEEHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MBL3586641.1 hypothetical protein JMM61_14790 [Rhodovulum sulfidophilum]AB23
MVWLGLDAIRELRISEQTFQRRLKQRAIIRHRSEENGECGMGTDRRKEPERLRKAVSDLTPDKPSPS
>MBL3586642.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB23
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILKTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MBL3586643.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB23
MTETVAIIGAGLIGRSWSALFARGGFEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAGTLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLAGRARCLVAHPVNPPHLIPVVELCPAPWTAAE
TLDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MBL3586644.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MIRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAAFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPESHAAMA
GRKAETHPLPAFLKPTDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVQENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALASDIDLRRKVLWL
>MBL3586645.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLSFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MBL3586646.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>MBL3586647.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPL
MTAAEFEDLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>MBL3586648.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETIPAAVFRQRADMADASQIADFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTI
SGQAVSVCGDCQMLT
>MBL3586649.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MTLGHAAPIFSNLSLSIRRRDCLYLTGPSGAGKTSLLRVIAGLEEPSSTPLVRAFERPGFAFAQARLLPHLIVARESASR
QLGKRGSFARPRAVGLQGMADRPAATLSKGQAQRIALLRALSVGPDILLLDEALGGLDGKSGVVIIQVTHDPAWRLFQGR
CLSLHHPGGEDSTGARREL
>MBL3586650.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MPGCIALVPAWQVTARHSLPALSPDPVTVGAAAEAFLIDPAFWNRTLAPSLLRMVGRLALATEVGAPLGIIMHRSPGAEA
FLAPLRLLLMGIPAPVLTILWTQGGIWTVIFSVAALLVRIFQVAVAEGLCAVDPQFDEMTRPFRVLLRRRLHYVIWSVLW
TALGPALRIGGANRLRVTLLTKLLSGADGLGDAVQTAQTYFQTERLFALVLVILALVGTMDAVLGRLPGTGSHR
>MBL3586651.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB23
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIVVVSLATKDRGEF
RSTISAPAE
>MBL3586652.1 hypothetical protein JMM61_14850 [Rhodovulum sulfidophilum]AB23
MRRLSSALAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAPPPAAWDEDGDGAWAGYVPDCYYDFDAEGFD
HASDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTTDGSYDPTIYKVNLAIAEALIKRADVPVAPVDEARLG
VDLDRDGALGTATQVTFDWAPLKGRDMSWVGAAKGEMLAAGLFPVGTEFLHTVRYIDVSSGEAVMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLGVADAHAGGWYHWSQKSLAGTPDPVRADGRRELLTYLQENGAGDEFRNNAEVKARFIASDGSVKPEAAAALRDD
ITTLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVEQNQPTGIEMPVGASHW
>MBL3586653.1 DUF839 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTRITFLLATTALLATPAFADSFQFSSVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPVGNKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFADVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYGFGHPTEVTVTEDGNATAAKHYA
MGRLSIELPYVMPDSRTAYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDAVKKLI
DDKPGFFDIFEAADPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMGRETKYDIGGPDSVQVAENKCGAVYQLSVAPDAAIGSDFVLQDMAPLVEGTPTEYGADSEFAGNTCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMTSGALTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>MBL3586654.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB23
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAPLQVEI
GPPAEVLDRLAARWPVARGLALGAQ
>MBL3586655.1 aminopeptidase N [Rhodovulum sulfidophilum]AB23
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGRPVTPEITPA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRTALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKDGTYTLHIEQETPATPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
AIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MBL3586656.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB23
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MBL3586657.1 hypothetical protein JMM61_14880 [Rhodovulum sulfidophilum]AB23
MPRRLLRVLHGGARAKGAAPQAAGARAAPLPDDTPFGEDLARRAVAFLEATSAVRGEAAIVRTHRDHTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADAARFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDYLRRHGNGGASGRQGS
>MBL3586658.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVALVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIDRGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MBL3586659.1 ParA family protein [Rhodovulum sulfidophilum]AB23
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>MBL3586660.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDADLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MBL3586661.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB23
MGNPQHLDWLLEGVEAWNARRELDAFIPDLYGMDIRGAFEKAGKLEEGRIPLLRAKLGGANLRGADLGGADLGGADLRGA
NLRGADLRGADLGGSNLGGADLWGANLGEADLGEADLGEADLGEADLGEADLGEADLWRANLWGTNLWRANLWGANLGRA
DLGGADLRGADLGRANLGEADVRTVYLRGGTNVVGTPEYTNLSQTRALTQAQLDTMEGDTGTILPDGLHHPAHWPDPEPP
QVSIEWNAPPPLPEGAAPSDIAEQDGRLFLVNIAPPPRSDLETIHGDLREDLAALLASGAFDNISKGLGTALSRYAGIVD
CAYADLDQVRFGVQTRALRLKLETHRQDLSDAAPEKTGDLEAALLSAELIAARLPDWQTFLKETADERSPVAEHEKEITE
AIENAAEEMREDPAHFAPALPERLSEYLNTATIEGYLAATALLNDLAFVAMAELRRLVRDTGSEARKLAVKGLALSVVTG
LGATLTKLAGILPAEFDWVLPWLRYIPTLFR
>MBL3586662.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB23
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MBL3586663.1 hypothetical protein JMM61_14910 [Rhodovulum sulfidophilum]AB23
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEARGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVALNTWEAEKLAESIAFIQSAMRD
AGTGPDKAVA
>MBL3586664.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB23
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSIPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTASKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGAAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVRELLSAQ
>MBL3586665.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB23
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRVMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MBL3586666.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB23
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPEVQAAPASPERSEELRESARPPRNERRPERSERTERSGSQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPAAADEPVEQNAE
>MBL3586667.1 ribonuclease J [Rhodovulum sulfidophilum]AB23
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MBL3586668.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB23
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MBL3586669.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB23
MRSLRPRPLSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAP
GCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAM
IEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDE
DGQLVIETPGGRRAIAAADVFF
>MBL3586670.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB23
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MBL3586671.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB23
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MBL3586672.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB23
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMASLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MBL3586673.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB23
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MBL3586674.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB23
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MBL3586675.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB23
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKVAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MBL3586676.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB23
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MBL3586677.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB23
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MBL3586678.1 hypothetical protein JMM61_14985 [Rhodovulum sulfidophilum]AB23
MRAPDGVGGLDDYGRCAVARHALENGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPT
V
>MBL3586679.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB23
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSASAKARRAAPMAAE
>MBL3586680.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTAVISPLGRAAAFAAGLGLAATVSAAGAETRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAT
RLGYPDAEIRAFVEDKAEKARVESAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MBL3586681.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB23
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPVTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAARTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MBL3586682.1 NADH-quinone oxidoreductase subunit NuoE [Rhodovulum sulfidophilum]AB23
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>MBL3586683.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB23
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFEIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>MBL3586684.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB23
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MBL3586685.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB23
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MBL3586686.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB23
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MBL3586687.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB23
MQDDLEIGIDARGVARVTLLREDKHNALSADLIAGLDGAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLATMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFGAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MBL3586688.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB23
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTIVEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MBL3586689.1 CvpA family protein [Rhodovulum sulfidophilum]AB23
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MBL3586690.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MBL3586691.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPAEEARRMAAELGLA
>MBL3586692.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB23
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MBL3586693.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB23
MSDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MBL3586694.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB23
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHANNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MBL3586695.1 ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTGQTQEPRFGPEAADSLKRIAEALERRFPAPAAAPDFASAKAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MBL3586696.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB23
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGSATEPETEPRP
>MBL3586697.1 twin-arginine translocase subunit TatB [Rhodovulum sulfidophilum]AB23
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDRTSDA
>MBL3586698.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB23
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MBL3586699.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB23
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MBL3586700.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHDIRSATFYNE
>MBL3586701.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB23
DWTVPDFSTLSWRQKTLAVNIPYRGSKGPLHLLIDSTDIKVEGEGEWHARKHGGPKRRVWRKIHLGIDEETLVLRAVEVT
GSHIGDAPMLPDLLGQIPLHEDIGSVTADGAYDTRKCHDAIADHGAQAVIPPRKNAKPWKTITAGAVARNEALRASRYLG
RALWRRWSKYHRRSRIETKMHCVKLLGQRLMARDFDRQVAEIQVRIAVLNGYTALGIPVTEAVG
>MBL3586702.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MBL3586703.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB23
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDVQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MBL3586704.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTSL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>MBL3586705.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MSYPGHPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>MBL3586706.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MSALAVSVFATLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALTETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MBL3586707.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB23
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRTLLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTEDDIARLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSESWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MBL3586708.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB23
MKLSARNILEGTVSEVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MBL3586709.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWMDGAR
RDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MBL3586710.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB23
MPIGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVNAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEEFGALSVRNRLSGTVTGRTDGPVNSEILLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MBL3586711.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTETGDEAAFRVAAIPLAPELTVDALLATVEATLRAEGARLAGFRQGRGADGGMAVEDLTGGGVFSISQQLGTGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MBL3586712.1 energy transducer TonB [Rhodovulum sulfidophilum]AB23
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MBL3586713.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLLEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MBL3586714.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLVEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MBL3586715.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB23
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>MBL3586716.1 hypothetical protein JMM61_15185 [Rhodovulum sulfidophilum]AB23
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDGQGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGELGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MBL3586717.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB23
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MBL3586718.1 DUF533 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDASE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MBL3586719.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB23
MATASPATGTPRRSVLPNARDVTPLWRPSPNCGARRGGARPDMVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRV
FQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWD
PGPRFDWRRLARQGLAVWPEVRGSAGPAPDETAFRKAATAFGYGAGWETGHVLDALRQRFRPWATGPLAAADMAVIADLA
RRFPVDPGPAGA
>MBL3586720.1 hypothetical protein JMM61_15210 [Rhodovulum sulfidophilum]AB23
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQAAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MBL3586721.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB23
MSDLTRLTIAEAREALRKGETTSVALTEAFLAEIEGADALNSFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTKGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGDLLNTAHVLE
RAAGFVSKPAKWW
>MBL3586722.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB23
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRREDVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MBL3586723.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB23
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MBL3586724.1 hypothetical protein JMM61_15230 [Rhodovulum sulfidophilum]AB23
MSFEIARDPAFLQKAQGLRPFEGGGDLGFGNVGLDRNDRKGNPAAPDPLDHIHVRTFLHCETE
>MBL3586725.1 hypothetical protein JMM61_15235 [Rhodovulum sulfidophilum]AB23
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILSFILLYIFVANSAYWGLGLWPSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
ISVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MBL3586726.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB23
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPRLEQSAEALKQDLPGVQVIEPEVLVPIEI
>MBL3586727.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB23
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCASAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MBL3586728.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB23
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAPVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>MBL3586729.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum sulfidophilum]AB23
MAHRFGGRYSPGRPAPTEPAPPRHPFRGRRPARAAGRANAMFLAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARKDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MBL3586730.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB23
MTSDSSRHIAAQDIAEVEKVTATALPEPAQDLVALDRADPPVAEAIRARMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAQGAGAATGV
>MBL3586731.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MBL3586732.1 hypothetical protein JMM61_15270 [Rhodovulum sulfidophilum]AB23
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAIYGSVVVASASGHDLPK
WIAAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MBL3586733.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB23
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MBL3586734.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB23
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MBL3586735.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB23
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALAASGVETGLCPRPAR
PTTLAFATLVEGQARYDFHDEATAGRMLTPADLPALPTSVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALERPALAEGLPDRVMEAALSLAIRTAALTVSRAGATPPWMEELT
>MBL3586736.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB23
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMTGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>MBL3586737.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]AB23
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAGGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVSARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRAGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLRDRILDLLN
APDWPGLPAHTADWLKLQRTLSRLPDPDRLLVETFAFEGRHHLCVYAFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSNLLDSNSLHSAFAEWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMTEAGLA
>MBL3586738.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB23
MTGHDFTLAGARLTARASGALWWQDESLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPAPAARRLSALMAGRRWIWIAGNHDPAPVAPGGSALAETRIGPLRFRHIAIPGEKNEISSHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMGPEALAVLTGQKALAFPMRS
>MBL3586739.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB23
MNATLIDGKVFAASIREKVAAHVVRLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHVSNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MBL3586740.1 chorismate mutase [Rhodovulum sulfidophilum]AB23
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>MBL3586741.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB23
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPQGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MBL3586742.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB23
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MBL3586743.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB23
MAAALERACPGEAPLAVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPQRRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTLAALTRGPRATLHGCLLQRAGGRIRIGREPAAVAGLSC
APGTLWDGRWRLSGPEGAEGQEALEIRALGEAGLAACPDWRAAGLPRTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNC
SFTAYLLSH
>MBL3586744.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB23
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGTAGCN
>MBL3586745.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB23
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MBL3586746.1 Tol-Pal system protein TolB [Rhodovulum sulfidophilum]AB23
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MBL3586747.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB23
GRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEETGKPDIGSIRMVSWSGGSETAARQTYESARRAI
VMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MBL3586748.1 transposase, partial [Rhodovulum sulfidophilum]AB23
EFDLLCTDLGIERLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDW
QRQRPELFRKRVYNHAGCDS
>MBL3586749.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MBL3586750.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MBL3586751.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB23
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MBL3586752.1 ribokinase [Rhodovulum sulfidophilum]AB23
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDRASVLLLQMENDPAQIERVIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEASAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQESSIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>MBL3586753.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPQHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPEREAAA
>MBL3586754.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MAAPSETARSVHASAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGSQ
SMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIALI
FLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAIM
LEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MBL3586755.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVISSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MBL3586756.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB23
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVTEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MBL3586757.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB23
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPIGAVEALIDHLGPAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MBL3586758.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB23
MSASREPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MBL3586759.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKRFASVAILAASAAFLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWKVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPLTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPRRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MBL3586760.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQAAEDIRDHKNIVIRIGTVTSLVRP
YLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLRQMTAVAAVPPGHPLAGRAVCTPDD
LAGERLLIPGRNSPARLALDSALAQAAGPPASLMESSMLNCCHFAADGMGVAIVDEISIRAARANAGAALVAIPFRPEIG
VGYYAIRPPGAHRIAILDAIVAHLEAQLNAPSQV
>MBL3586761.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MBL3586762.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB23
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MBL3586763.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSFDKLAERQIFKAQAEGSLDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGMLPREFELKKAVDKQFLVLQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>MBL3586764.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKAMLEAGMI
EKTPNPDRARSFLYRLTPESAELIGAIREREVRTFAAFSDQFTEDELLAFRKIMEALYANMLAGENHDTQQEDGSPS
>MBL3586765.1 YdcF family protein [Rhodovulum sulfidophilum]AB23
MSRAFLVLGAAMREAGRPGPALIRRAEHAAALWRAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHVHRALFLARRAGLSADASCPARPPGPPGRRALALLREAAAIAKALALSATGRP
>MBL3586766.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB23
MALEVVFVGQILDRRDLRVLAPHHAPSRCFPPEDLAPGLLRPGAGRGFCEWKGWGACFDLRTGERTAPDAAWSCPAPVPA
FTALAGHLAFHVGQADACRVGGVTARRLPGGFHGGRATPNLTRIVKGSPGPEG
>MBL3586767.1 ParA family protein [Rhodovulum sulfidophilum]AB23
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLVALAD
>MBL3586768.1 hypothetical protein JMM61_15450 [Rhodovulum sulfidophilum]AB23
MRLGAPPAPAASGMPDAFVAAVAAVGAGARRLVLALTASGAALGTASPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGQGDDVDDWKAIAFLRFATDIGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLALWGEDSATEARRVKLSPAVSRRIGKGTWLRFGGIFGI
HNDRSIGLVIGSRIEF
>MBL3586769.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB23
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGSPQSFIRAMPADPHADEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGAQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGADAAF
APATGFVDGTAVIALRVVRPTRVYHLALNGQQVLMANGVEVESYHPGDNAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MBL3586770.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MBL3586771.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB23
MNNTLRGATAAICIVFGAGTASAAVIDLGFVLDGSGSVSSYDFDSATAALSAALSKIPTSGDNEYRVAVTSCGLSSYTIV
PPTVVTAANIASIQSTMLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGMPNSQYLTENAALAANTAGVDGI
SLEAVGSGVSSPYALSNMARIAGLGTSGDADAAGRSGRLRFRPAPSDGGLRPRHAGNRHRR
>MBL3586772.1 hypothetical protein JMM61_15470 [Rhodovulum sulfidophilum]AB23
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMPPQCAVVDNSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLTQAQVVSSYGVWVAERGLFVRIERAE
>MBL3586773.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB23
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDTSLPLGYGAEVPQDA
>MBL3586774.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB23
MIAFRGLVWRLLPTERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTPDAPARALAPLAVTADRIVDLRA
LPAPNPASIVWQDLRASGPPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>MBL3586775.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB23
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSAEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGLTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRNHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MBL3586776.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB23
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MBL3586777.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB23
MRLVPLAPLALAVSALVAPVAVDAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADSMPMAEGELELDATVTMVFELGDAE
>MBL3586778.1 hypothetical protein JMM61_15500 [Rhodovulum sulfidophilum]AB23
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAEDKPAAPAPGPRKSPRPATEAEPEPEAKTGPEARPAPKPEPAAKANTAPKAEPAPKAAPAPPPVPERKPAAAEAV
APPSPPPAADPAPTATATAAPAALASPAARPASPVAAAPSAARPPRPEAPAGTGQPAAAPPRAGTERRASGSLRPEPQPM
RGLDLSAAARPSAGPEPIQILKLGGAVIAVVAAIAAGAILLPRDETPAPDPDATAGLVAPSGADLSQAEAPDRQPPFDAA
ANNDPRAERSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPPEA
GLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTVPAP
GNTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEVPAGEDETAASGETDPRSSARPAPRTAEASSP
AVVPADPAVAARIASHTPRARPAAVLARAEAAATAVPGTHPQARPENLAPPPTLDTDAAVTAALEDLADGEGETSSDLPE
NALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRFVKVK
VGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MBL3586779.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB23
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAGIRD
>MBL3586780.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB23
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MBL3586781.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB23
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MBL3586782.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB23
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MBL3586783.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB23
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MBL3586784.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB23
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGTPLGILTFEPHPREFFAPAAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVVQIDADCTRARAVLAGDLPLPFARD
>MBL3586785.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB23
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MBL3586786.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB23
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPISIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETGTRNQPDPEQLEAFLKQHMASPTYAIGFLR
>MBL3586787.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB23
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MBL3586788.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB23
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MBL3586789.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB23
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>MBL3586790.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MBL3586791.1 aldolase [Rhodovulum sulfidophilum]AB23
MSFRDRLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAETVVMVQIEDECALAHLDAIAA
INDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEVCKHAGCAVGLFVGDAAAITAWVEKGVGVFVCGSDQALLRKGAA
GIMGAR
>MBL3586792.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB23
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMGAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDAQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRIAGRYALVTMCIGGGQGIALVIERLEDTA
>MBL3586793.1 hypothetical protein JMM61_15585 [Rhodovulum sulfidophilum]AB23
MPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVICATMIAHHHPDLTTRVFSGI
ALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDILDVCA
ATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRTHTTEQLGE
YIELVGPERTILCSDLGQVGTLTPLQGFRRAVFDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MBL3586794.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRS
RVLDGTLTAFTEATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MBL3586795.1 hypothetical protein JMM61_15595 [Rhodovulum sulfidophilum]AB23
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALTHAVPGASFARVAQVDEYCV
LLPKGGATIEWNGAVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNAGGYERPRSHVKPLNAWPAPKGG
FKVRHYSLDVPPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MBL3586796.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLTRGAAFTTVLAAPNIARAFGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLLEGAVAGT
MDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSIDRNVVSIE
DFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPWHMTTLMS
ERFFERLDEEERDVVVEAGKMSTAATIEYAKQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDPLIAAMVD
AAAKSA
>MBL3586797.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMAWYGWDFAERMGPQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MBL3586798.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MSSFFLLFAAFLATGVPIALTLGIAGAAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLIYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNVF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>MBL3586799.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>MBL3586800.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTT
>MBL3586801.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGATNTAVLWIIDIYPLLMAGFLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPALVLGVA
LLSIFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGVFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHDPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>MBL3586802.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVQSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFRQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVDAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAEMIAAAKVAQIHDHIAALPEG
YDTPVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDAEMIV
VMRRGRMVETGIHAALAAKGGVYAGLLASA
>MBL3586803.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB23
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLTAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQSDD
>MBL3586804.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGVGYRLDMPHVR
>MBL3586805.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYSGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSRSGVTDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREMSGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEAQGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSVRKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMAEMERLAGTLPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGMAREKLRKTAS
>MBL3586806.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MAGTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIELATEYSGRVSAARRVEIRPQIGGLILERRVEEGTRISAG
EVLFRIDPAPLKADLALAEATLMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAGIAEARAAVEHKRLD
LDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPAGDLDAVLMAAEEGLGPVRIIQDRDGAAPLT
GVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGTQLVVVSPEGKARRRDV
VPGARIGNRIIIASGLTPGEVVAIRGQNRVPEGVAVSVEARPAET
>MBL3586807.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB23
MSGAAPAEAALSRRNLLRGKLAEGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRITGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATTPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWQAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGSWGAP
>MBL3586808.1 P-loop NTPase [Rhodovulum sulfidophilum]AB23
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDEGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAAVRSLDA
AFAENLEDKDLARALAALPEAEREQIGRALAEALTEESGRLHSAASAPGGKA
>MBL3586809.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB23
MPGFRFLLAATAAFLATSPALPLSADSLNAGNIRLVEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTQDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MBL3586810.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB23
MTAQTRCPPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
IGGRDPGPVRRAARDFLVRYVEPMLALIATALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAYQNLWG
>MBL3586811.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB23
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MBL3586812.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIDDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDSGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVKLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MBL3586813.1 response regulator [Rhodovulum sulfidophilum]AB23
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAAELADRVRGFFDLAELGIVAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLRCLIVDDDAISRFVTVEHLRRLG
AEPVEAASIRTALDRVADREFDVFLIDYHLPDGDGIDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPADDLGLWRRRLMPLLDTAPARASGLAKAHPC
>MBL3586814.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNGAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGS
QTASTRSS
>MBL3586815.1 hypothetical protein JMM61_15695 [Rhodovulum sulfidophilum]AB23
MATESYSTPWDVTHQFVKLPKLRNELFRLMPLLSYFSFPIWLESLLQRRSFFRGPTKHIKAAQDRMPPKKNRADKQRIGR
APTGFLNDVQTSKLVKAAKTRTARQGCDTRGLRPVSLCLRQCLTATYPL
>MBL3586816.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB23
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MBL3586817.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB23
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAIARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MBL3586818.1 AMP-binding protein [Rhodovulum sulfidophilum]AB23
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRPDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MBL3586819.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAIARHAGTGTMKRPIEIAADL
>MBL3586820.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIKEFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MBL3586821.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFVPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MBL3586822.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAQEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MBL3586823.1 hypothetical protein JMM61_15740 [Rhodovulum sulfidophilum]AB23
MRVVAMICLVLGPLVAAPVLALTGRPIQTATTLLVVGPMNGLPDILRRAGGRPIGPTRAPFALLAIADDHPEDFPDRLKT
EGAWLVLDGAIAAQLCGV
>MBL3586824.1 chemotaxis protein [Rhodovulum sulfidophilum]AB23
MADSTSSLEIAQAKGLRLIGHLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTIGLQRRGGGIARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVVVHHALLTFFLPTLIYPSSGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQLNLTQKEAEQLNVMEQFSAALTKLAKGNLATRIETVFPDQFEQLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDEISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISVLINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIVDLKHTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQDASEQDNSAPLLRQIA
>MBL3586825.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGIHRCDIGAIAAEASRNA
>MBL3586826.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MKFRFGGIVAFVVAMVVLGLLVWRLADQDLGWRNSEPFDFVSGGNAITGTLWLPDDDPQAAIVLVHGDGAQDRTSDDGYA
PLINAFLDHGIAVAAWDKPGVGTSGGNWLHQSMPDRVDETRAALRNLHKRFDRVALGAVGFSQAGWVLPGLTRDDADFLV
LIGAAVSWHDQGDYYTRVRLGREGMDREAIAQVIADRHRADDRAFGPDAQASDAPAGMTPDRWQFLRRNHGADARAALGR
LDLPLLAIWGEDDLNVDARRNAAIYREILAGHDARSRIVIWPDATHGLLKANAYNWQLIEDWPLIAKLRFVLEGRYAYAP
GALDAIMDWIKDRSQDGKASWQ
>MBL3586827.1 BMP family protein [Rhodovulum sulfidophilum]AB23
MATTRDGIAIGRRGLLLGGAGAAAGLGLGFWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAARAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFTVEINDKEPKSS
>MBL3586828.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGGWMAGQGFDHAA
>MBL3586829.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMAVAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MBL3586830.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFASFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MBL3586831.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB23
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGKV
VSETPRADARLDLPGRPTGVRRRHHVN
>MBL3586832.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB23
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIA
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPAGTGACFRLDLPLAGDRP
>MBL3586833.1 HupU protein [Rhodovulum sulfidophilum]AB23
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAVGDMPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMAPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEDPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MBL3586834.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB23
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPVSDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIGASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVVLTGGGVMARVAGRLLDLARTQIFMEDLLRGLDPATEFMHPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MBL3586835.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB23
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGSRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFAMCPAC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGVLPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLV
MTSGNLSGAPQAVGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAMADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRWLADRPRAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFREMMGDIEAGVPHPLISARFHTGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>MBL3586836.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB23
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MBL3586837.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB23
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MBL3586838.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB23
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MBL3586839.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB23
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MBL3586840.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB23
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYEAGRPPAELACRSGDDRFFPGADGTGRAG
>MBL3586841.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB23
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>MBL3586842.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB23
MTHPLIARLETDLGWPRLATIAEIEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MBL3586843.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB23
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLARVAAACDHAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MBL3586844.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB23
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFAALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFSLYGGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>MBL3586845.1 hypothetical protein JMM61_15860 [Rhodovulum sulfidophilum]AB23
MTTALHIAFGAAGPRIVPPTAVPVEAVLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSAPLPAEGRMAEAVFGPVTRCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAEIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPIHFEEAADA
>MBL3586846.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB23
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MBL3586847.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB23
MCTVCGCGGATVEGQAEGQSHASHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MBL3586848.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLSAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MBL3586849.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB23
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MBL3586850.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB23
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFNVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGGRATEATE
>MBL3586851.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB23
MNVPNRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEVALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGSRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATADHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>MBL3586852.1 hypothetical protein JMM61_15895 [Rhodovulum sulfidophilum]AB23
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>MBL3586853.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB23
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MBL3586854.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MBL3586855.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MBL3586856.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB23
MRLFQLERIGEPPRLTEIACPAPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLLLPDGMSFVEAAGFQIAYGTSHVALSHKARLVPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQDDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLDLLRRRKATGKVVIAME
>MBL3586857.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MBL3586858.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB23
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATASPRPLSEAS
VFSTFPEVGSPEEGSAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MBL3586859.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB23
MGHVLIRGAELIVTMDDDRRELAGADLRVRDGCVAEIGCGLAPEGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGHIVTHDLGAAVTAQTRIARRLAGL
>MBL3586860.1 magnesium transporter [Rhodovulum sulfidophilum]AB23
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDGSLSDRVIETCRQRVPWLLVNLGTAIVASLVIAQFEA
AIAQVVALAVLMPVVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGAINGLLFALLMGIVGVIWFGSGTLA
LVIAAAMIINLGVAALAGILVPVMLDRCGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MBL3586861.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB23
MIAEAKAALRTEAQARRAEAHDPKRGAAALLRLEAVLAPHRGRPAAGYLPIRTELDPRPAMADLAASGLVGVPVIEGRGQ
PLGFRLWAPDCALEAGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRARGPVLAAGLAYAAQEM
ADLPAEPTDLPLDAIVTETEVILP
>MBL3586862.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB23
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MBL3586863.1 SLC13 family permease [Rhodovulum sulfidophilum]AB23
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MBL3586864.1 hypothetical protein JMM61_15955 [Rhodovulum sulfidophilum]AB23
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MBL3586865.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB23
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MBL3586866.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB23
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALSEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLTFGFPVRLLQGTADEDVETRVALRLLERIETEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MBL3586867.1 hypothetical protein JMM61_15970, partial [Rhodovulum sulfidophilum]AB23
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEAPAMQAAPVDLPAPEVP
PESDPAAMPERALAPVPALPKLAAILPEADLPDPPERPERIRAEPDPALALRPEPRPDRPTEAVRSAPPSEARAAQVARG
GS
>MBL3586868.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MFDLGEDDRQRTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSASGDLAFGAARGEAVF
AALVARPEAAGPLVIRADAGVEAAALARLAARLTAEGGGPLRLVTVPR
>MBL3586869.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB23
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGTGAWQGPPRLIEVRPDGLSLNGQAMAPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MBL3586870.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB23
MIDPILSFLQTGGAAMWAIAALSVTTLSLILWKLWRLALLGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIAALSLGLPETKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MBL3586871.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTGLELSHLTVRRGTRPVVENVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MBL3586872.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTVLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
AAVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MBL3586873.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MBL3586874.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]AB23
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEGGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGLEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAAATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAVAAALEARSEHPLAQAILTAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMAREGIAPGPLEAQAATLAATGATPVFVAIDGGAAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALASADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGALYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MBL3586875.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MBL3586876.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB23
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>MBL3586877.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB23
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MBL3586878.1 transketolase [Rhodovulum sulfidophilum]AB23
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSGPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MBL3586879.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB23
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MBL3586880.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB23
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAV
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MBL3586881.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB23
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MBL3586882.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB23
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MBL3586883.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB23
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPIHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MBL3586884.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB23
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVAAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKQAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MBL3586885.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB23
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MBL3586886.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB23
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALERLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTEDDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MBL3586887.1 hypothetical protein JMM61_16070 [Rhodovulum sulfidophilum]AB23
MLGEAYPQVRNPLMRGNEHIAAEEKLKEDDLWPTSKGDQKRLTLTQAYLNRLNSASLARVALQDCQPMARALFGPELENA
IETLGRQFHIIRIYVEANADEEVDKDQDFKRQIRETLYEGVPSEDRNTMDATIAAQVVRIEDICLPQLRAAGRKRRDAGP
SV
>MBL3586888.1 hypothetical protein JMM61_16075 [Rhodovulum sulfidophilum]AB23
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MBL3586889.1 amidohydrolase [Rhodovulum sulfidophilum]AB23
MPVRNRLAELQPEIAAWRRDIHEDPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASRTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>MBL3586890.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB23
MASLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERGGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
VRRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MBL3586891.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB23
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>MBL3586892.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB23
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MBL3586893.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB23
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MBL3586894.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB23
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MBL3586895.1 kynureninase [Rhodovulum sulfidophilum]AB23
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPDRRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAVGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MBL3586896.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGAPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGKDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLIARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>MBL3586897.1 cytochrome c [Rhodovulum sulfidophilum]AB23
MKRPFLIGVAGGAAVAAGLGGWLWLQRPGADVEAGGSRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIH
>MBL3586898.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB23
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAAALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHIVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MBL3586899.1 deoxyribodipyrimidine photolyase, partial [Rhodovulum sulfidophilum]AB23
PPLGELTAPPGLVPGPIPEARDLGLGFDPCPGRPRGGRSEAEQALAAALAGADPDAGLSAHLAWGALSAGEAARAARLAP
EEPGARRLASWLARRARFQQVPAADPAPVAASPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGC
GQLGLDPGTCCRVLARLSADYDPRLHGAQFRAAAARRVDPLRWARAADPEGVFLRRWLPELADLPPDALHAPWTCPAAAR
RLGRRYPHPLVAPGPGRPAGSRSASPAARRQDSRQLAFDL
>MBL3586900.1 EamA family transporter [Rhodovulum sulfidophilum]AB23
MALFAPSVGKGIALSLVSLTLLGVMPIISNLRPSDIGALSFAFALSVWQVVFAAPVFGWELRKGTKGIFGIDLSRKERHR
MILVALFTGALFGLSTYLYVLGVEKAGAANAAIAVQAYPLFAILWESLFLKRRKTPLELALTAVLIGALYYLGTGGTFRM
SGLSPWFLVSLGVPLLWSIAHVIIKEELSNTPITPAQVTFFRVAISTLFLAVVLVIVVPSGIGLGFSAVFQVMSALMGLV
YFLELIVWFYAVRHIDVSLASSITTPWPALTMVLAVPFLGDAIAPFQVAALAVVVVCIYGLTLASLRKNRPDQAMTDA
>MBL3586901.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRATYAERMLQRDLRSYEDAPAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEIIE
LPRTDIAKRADFVYEQLAI
>MBL3586902.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB23
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MBL3586903.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB23
MIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVPYE
GRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSSRG
DLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSNRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MBL3586904.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MBL3586905.1 hypothetical protein JMM61_16170 [Rhodovulum sulfidophilum]AB23
MTIQMALFASATGLVLAASGPALAGGASQANNVGGSSSTQAAAANTANAVIAAATTTISRANSAPNSAGGELDTTATTDL
DDGDVTVTRDVSGGALFNGEPAVVNGLPNLKASFGIVYGDR
>MBL3586906.1 hypothetical protein JMM61_16175 [Rhodovulum sulfidophilum]AB23
MRKTLKTFGSVAALGAATLTMTDSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTELEPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQFEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MBL3586907.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB23
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFDKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGADVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIQGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MBL3586908.1 MAPEG family protein [Rhodovulum sulfidophilum]AB23
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MBL3586909.1 MAPEG family protein [Rhodovulum sulfidophilum]AB23
MTPELAALAATAVIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MBL3586910.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB23
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGATVEAGGQLAVLSSGEGAAASATDDKHAAEASKASSGKDVEDAPSAKKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEAPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MBL3586911.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB23
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MBL3586912.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB23
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MBL3586913.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB23
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MBL3586914.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB23
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MBL3586915.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]AB23
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARAEIAAIAEASDPPDFANTIEALERSGQALSDVLPVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLSAEEARLLDRKHRDFVRAGAALPEGERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKAAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLI
ADGGSAPLEPWDWHYYSEKRRRALHDLIEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAEVLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>MBL3586916.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB23
MGLPKRLVTRLAESGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALVLAPTRE
LVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDMGF
IHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELLDGHRDD
RAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNVP
DNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPAKARARR
RPRNKNRAAA
>MBL3586917.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB23
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLTHCAECGEPIPEARRHALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MBL3586918.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MTQAQRTAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVILASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFIMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTLAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MBL3586919.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB23
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDAARFRTHGK
>MBL3586920.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB23
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLILGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITCYEIVEARD
LDLSAPGETTLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLCFDAMHAVTGPYAKAILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVALAMGPEAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAAAMLEALRGRLDSLAGQCFAGRKIEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEDYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTEPDVRT
>MBL3586921.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEIIRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPTEIRARPACAFVRDFVAA
>MBL3586922.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB23
MAYPRREPVTTEPRLARWSLIGAVLALVGILLFAPLATVFAEALAGGGAAALAALGSPDARAAIGLTLTVAVLSVPLNAA
IGVAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVA
RELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEML
YNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRH
>MBL3586923.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB23
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIELAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MBL3586924.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRSRPPFRWRKGILTVLAAFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEA
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MBL3586925.1 hypothetical protein JMM61_16270 [Rhodovulum sulfidophilum]AB23
MIDFFKGRMSAFSVVILENPFPTAAVDRGPMGEVGMGASFNTTKTVDILLNFGILIADSPVMGEAGSWEAA
>MBL3586926.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFIEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>MBL3586927.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]AB23
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQKISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MBL3586928.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB23
MMDEPATFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLKALHTPGHMG
NHLCLAWSGLDPEGAVLFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVTTLAAHRRA
RGARLLELLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELKDKSLAVAEDGAVTEAVWRLV
>MBL3586929.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MQTDNLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHAQHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVGGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELG
>MBL3586930.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MICLRSSSRQASGLFPGVGAISVAVLLLSLSDALVKLQNDGLSLGQVLMVRSATAVLCLAGMLWLFAQAGGAASGVTRWV
WARSLCLALMWGCYYAGLPDLSFSIAAACYYTAPIWMAVLSFLLLGTRIGARGGLAILLGFSGVLTILRPGLDALSPVIA
LPLLAGFLYALAAVITQGRCRDVPPISMALNLNLVLVLAGAAHLAVLLWLGAGDEAGFLMSVWPGLGMRGWVLLIGLGVA
LAVITALVAFAYQRAPVPVIGLFDNGYLVFALVWSVLLLGERPDLVDLMGIVLIGCGALLASRRLTGGEEDARAPRAQPR
RV
>MBL3586931.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRTIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
TPGTPVELTLLDNAFELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLKLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MBL3586932.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVSAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLIWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKP
>MBL3586933.1 cytochrome c [Rhodovulum sulfidophilum]AB23
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MBL3586934.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB23
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLAVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MBL3586935.1 amidoligase family protein [Rhodovulum sulfidophilum]AB23
MDGITQLVPRDRFLPLRPRETHAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>MBL3586936.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB23
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MBL3586937.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB23
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDTRHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPARRV
>MBL3586938.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MBL3586939.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB23
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPEDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALDLADTPATDAAGGALFDRAEPAA
EPVAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MBL3586940.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB23
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPAQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTAGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARAAIAAGCDAVLHCNGDMNEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKIAHG
>MBL3586941.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB23
MAEQGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MBL3586942.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB23
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MBL3586943.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB23
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>MBL3586944.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB23
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNIPLWPRLS
>MBL3586945.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB23
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGRSFATTINGPLTTAARLMKSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAAPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>MBL3586946.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MBL3586947.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MBL3586948.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MLRLIPLVSVLALSAGAVLADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MBL3586949.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQVGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MBL3586950.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB23
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MBL3586951.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB23
MAQAALPPVAEPAAPVSAPLRSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEAQKARLQAELLKVQIWAQETGQK
FVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAGEMVFYDRSWYNRAGVERVMGFC
TPNEYLEFMRQTPELERMLVRSGVWLFKYWFSVTREEQRRRFEARETDPLKRWKLSPIDKASLDKWEDYTEAKEAMFFYT
DTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKAPRIAHAPDPLIVGRAEHVIHNAEHMFGTSLHPDLRRGRED
>MBL3586952.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MWNERYAGDEYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTDLADGPGHSGRSALVEMVARKPRPEA
>MBL3586953.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB23
MTSAQSLSLPAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGLGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>MBL3586954.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB23
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIEKDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MBL3586955.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MBL3586956.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB23
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MBL3586957.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSNVSYNLKKLVEKGYMH
HQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQIRYIY
>MBL3586958.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB23
MNLTITLAARRFFSGLPGELADHFRAKLVRGPGAFVETASGFSDVAETMERKLPRKLQTMAVGQVTPRPGRPPRHRSQ
>MBL3586959.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB23
MEAAFLHIPSAPVTRPIFEWSGMLDRRLTLSWTLINSPAALGGAADRLPRTGGHPAAQSTAISAALDWGERPLAEGGACW
QATLDLTGDGTSNDRPQPREGVVRKATVNALAIGIGA
>MBL3586960.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB23
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVSVPPGGG
>MBL3586961.1 VOC family protein [Rhodovulum sulfidophilum]AB23
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQDDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VDNIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MBL3586962.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB23
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSDPAMDCIRRMLKGEAVTQETSGMSKGEWREFEAVLAPTGER
>MBL3586963.1 transposase, partial [Rhodovulum sulfidophilum]AB23
IDIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLQRAAPMKITRVLTDNGKAFTDRLFGLRKRAA
TGQHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSRLPQSALKARTPID
ALKDWQCQRPELFRRRVYNHAGCDR
>MBL3586964.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB23
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>MBL3586965.1 adenylate kinase [Rhodovulum sulfidophilum]AB23
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MBL3586966.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB23
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MBL3586967.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB23
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MBL3586968.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB23
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MBL3586969.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB23
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>MBL3586970.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPITSRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MBL3586971.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB23
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVSETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MBL3586972.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB23
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEEADLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYLHRGEARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MBL3586973.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]AB23
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MBL3586974.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB23
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MBL3586975.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB23
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MBL3586976.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB23
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLRVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LKVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPAAVLALVGETA
>MBL3586977.1 ATPase [Rhodovulum sulfidophilum]AB23
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASMLGAPLEPTPGVIPRPQPPESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>MBL3586978.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MBL3586979.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISMAMNWYDARVRLVER
>MBL3586980.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSDAPSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEQR
>MBL3586981.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MSDPVIDPSRPTVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>MBL3586982.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MTQSDILIRAPRPGDHARLSAIWYTASREAHGFLGEDRLRAQRKLIETQYLPGAELWLACRQGRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>MBL3586983.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MBL3586984.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB23
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MBL3586985.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB23
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MBL3586986.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MBL3586987.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB23
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLTRHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MBL3586988.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB23
MTARLVRIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVWAPGRGMTDSAFPSVSLLGLASLEALSGQIGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQTGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MBL3586989.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB23
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYDDVPGANTLWTL
DGSDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSALGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MBL3586990.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB23
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEDGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGETAGS
>MBL3586991.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB23
MSPLARMLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPER
>MBL3586992.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB23
MNGASETSESVKASPAASSCLTVLPRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVARNRAKR
RLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MBL3586993.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB23
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MBL3586994.1 TVP38/TMEM64 family protein [Rhodovulum sulfidophilum]AB23
MSRTRQQRPRRRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>MBL3586995.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MAPMKTDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLATAARAQTMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVLRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AIAVETADGVLEGSHLLVAAGRLPALERLDLPAAGVEADAAGVRVDAGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVKAIQRLLP
>MBL3586996.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB23
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MBL3586997.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAAARPLRLPPGTLGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTAR
LPAYAECYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVAKHAAQVATFPKKS
>MBL3586998.1 hypothetical protein JMM61_16645 [Rhodovulum sulfidophilum]AB23
MRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MBL3586999.1 hypothetical protein JMM61_16650 [Rhodovulum sulfidophilum]AB23
MKYIWDDWMPKLSSKQRLLTDVAVEGESTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MBL3587000.1 light-harvesting protein [Rhodovulum sulfidophilum]AB23
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MBL3587001.1 light-harvesting protein [Rhodovulum sulfidophilum]AB23
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MBL3587002.1 PucC family protein [Rhodovulum sulfidophilum]AB23
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLEGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIVVGYRLMLSRAFGIENAPD
>MBL3587003.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB23
MTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAQDASAQDIFAAARADYARLVGVLYARGYYGPEVHV
TLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAKAGVDGWRAAGHA
KAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRAIAGLPMGEPFDPDALDRSAERLRRTGAFRS
VRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGEDLSL
SARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFPVSL
TWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFFSGG
GGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTGIGP
IRFDVAAPVDGDTGDGVQFYIGIGQAF
>MBL3587004.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB23
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RASLLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EGEPRVTGRLTIVAPAEAPEDRAFAATLSGDLAPLVAEPLRPFFGAATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVNLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGLGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLMAEGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHVGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MBL3587005.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB23
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MBL3587006.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVAAIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLTSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVAGDWRR
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MBL3587007.1 aminotransferase [Rhodovulum sulfidophilum]AB23
MAASQPPRGGTAATFAPPVMQARRWLDGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRTERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHPLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAVVAEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSDPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MBL3587008.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB23
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MBL3587009.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB23
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MBL3587010.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB23
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MBL3587011.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB23
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MBL3587012.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB23
MGKCARAGRVIGWITGAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MBL3587013.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB23
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPASKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGTATPVAAVPGSASAPAPTTVSAATAIASGTVPMDARVKAKMQGYEGDP
CGDCGNYTLVRNGTCMKCNTCGATSGCS
>MBL3587014.1 hypothetical protein JMM61_16730 [Rhodovulum sulfidophilum]AB23
MRRERPLQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKT
TGARSMH
>MBL3587015.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPRAFLRRLLRIAAAAALVSLGTWAVF
PASFVYFGILHAIAAASLLGLLLVRLPPLVPAMLALCMLLMPRPAPLPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLA
GMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRFAPV
>MBL3587016.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB23
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MBL3587017.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MBL3587018.1 hypothetical protein JMM61_16750 [Rhodovulum sulfidophilum]AB23
MAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGAMLQQQPEWAQTNEDEGG
>MBL3587019.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB23
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MBL3587020.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB23
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEKVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETLPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MBL3587021.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB23
MRGMGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MBL3587022.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB23
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQEVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MBL3587023.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB23
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MBL3587024.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB23
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGVPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MBL3587025.1 hypothetical protein JMM61_16785 [Rhodovulum sulfidophilum]AB23
MCNYLHAWAESLKRIERTGAPDSDYGLLAASFDERERVELTFVITMINAWNRFAVGFRQVHTLREARDAEA
>MBL3587026.1 transposase family protein [Rhodovulum sulfidophilum]AB23
MLVPERPNERWSLDFVSDAFTDGRRFRVLAIVDDFSRECLPLVADTSLSGLRVTRELTSIMARRGRPQTIISDNGTELTS
MAVLRWCQETRIDWHDIAPGKPMQNAFVESFNGSFRDELLNETLFSSLAEARDKITAWKEDYNLIRPHSSLGNLTPQ
>MBL3587027.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTGLEIHNLSAGYKRRPVIENLSLSSVAPGSLVGLLGPNASGKSTLLRAIAGLGAGSGRVELNGVDLAATDHKTRVETIG
YLPQSLPPASPLLAYEAVLAACRAVRALDTPTAEQTVENAFSALGISHLALERMDRLSGGQRQMVGLAQVTVRNPKLLLL
DEPTSALDLKWQLAVINAVRDLLRETGAIAMIAIHDINLAIRSCDQLAVLSEGSLIAFGPPEQVISSPVISRAYGVPARI
EHCAAGIPLVLVDHATP
>MBL3587028.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MLGLLVIAFICDVFTGPAALSPGVVITGLLDSAGLPSSMHYILFNVRLPYAAMAILVGASLGLAGAEMQTVLNNPLASPF
TLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVLAQTQANGADSVVLFGIALVFAINSVVALLQF
LADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTALRAGEAQAESLGIDTKRLRLTVMLRASLLAA
VAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIASKMVIPGVIIPLGIVTSIVGVPLFLSLLIAR
ERHA
>MBL3587029.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB23
MTTRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAAPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTRLDYDDLTDPRWRDRMFIRSADHVFNTGLIAAYLARYGQEKTEA
WLAGIAANNPLGNGGDRNAARAIAEGRALIGVANSYYFGEMQAGAGGAEQKAWSESLRAIVPTFDDGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPVSERIAPNPIIRKAGELRPDTRPFPAIAAFSETAEAYARDKPWNRIRM
KDPLL
>MBL3587030.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MSDMDTITRRGFVCGAMALAAPGLARANPGIVVRDLLGREVRLARPAKRVVLGQGRFLSMIGMVHPDPIAILAGWADDLN
RTFPNEAEAWSSRFPALKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDRDGSTSFIRSLTQAGLTVAVVDFAQ
DPLKDTVPSLRILSQLLGQETRGEDTISFYQATLKRITGAFGDRSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGG
HSIAADVLPKAVGPINLEYMLTRQPDVYVATGGLKGDAAGGISIGANVTEAQARESLIRIVSDPGIAELNAVRNKRAYAV
WHGLNETPLHLVALEALAGWLNPGIKDVFDARKTLAAFRKRFPLLPQDGVYTVALDLSA
>MBL3587031.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB23
MGHFRASALVLIASLNLMSTASETRAQDDVVVLPPVVLTSEGEVSDSYVAETSRAATKTATPLIETPQAISVVTEAELET
RQVQSVGAAIRYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSEGRFAGLGRPEPFGLERIEVLKGPSSVLYGQN
APGGLVNLVSKKPTSETIREINTSFGTFGRRQGSFDFGGEIDAEGKFQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTP
TSDTTFTLLGSYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDKFIRTSRSIGYEFEHHFDDVWTVRQNLRFD
RQDADYRYVSYSGAALAGTTMSRKRSFVDQSLESFAVDNQAEAEFTTGRVSHDLMVGLDHRYIDSAFRFGTAAASSLDIE
NPVYGTPVSMPPTTRSEETDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAEN
GLAPYASYSTSFEPTPGSDFDGEAFKPTTGEQFEIGLKYQPVGFDGFVTLSTYELTQQNVTTTDPVNTRFDVQTGETRVR
GIELEGVAALSDSLNVKTSYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGVRYVGERFGDAA
NRMDLPATTLVDASLRYDFENLSPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MBL3587032.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MGHAFGEARGFILVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQGGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHLLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRMPSRVESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNEMNRKG
>MBL3587033.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MAKAQEQVSSEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGTNLSTIYIRGVGSM
YPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITAKPSRVQEGYLRSEIGQEGQYL
LEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQKIEALPNLIMLKPY
DRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGEFWNIDEAREKVFN
QDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLSAGLRQNWTESSYD
GAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSAPYHGATNDTVEVGFATAFA
DGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTKSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVN
SGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLGLTQGQTEYYVAVE
NLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MBL3587034.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPEQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALAMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>MBL3587035.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MLTIENLSLYQGPHRVLENVRLSLRPGRPLALIGESGAGKSSLALALMRLFGGRAEGRILFEGEDVMGFDRARLGRYRGG
EAALVRQSLGDALNPQMRVAAQVADAMEAQGTAPGTARERALRLLDGQGVGHLADRWPAGLSGGEIQRVLIAMALANGPR
LLVFDEPTAALDPATRTHVLSAIAREAPDRMVLLVTHDLDAAEEIGADTAVLYGGRLIEHGPTPAVLRRPRHPYTRGLIR
GRVAAHRGKDLQGIPGQYRPCVFANRCVQALPFCHDGAHPELEEEGKHRVACLRCGIVPVLRVRGLSRSHGARPVLKGVD
LTLYSGETLALHGASGSGKSTLARILAGLDRADAGEVAHDRTRPDQASAISLVPQHPRQSLPLHFTVAEALAEPLRFRPE
LNREDIRTRVEAGLSEVQLPAAPPFTLRPCAELSGGELQRLAIARALIRDPAVLIADEATSALDLSVQAKIVRLLLNLQE
RRGLAMLFISHDHALCQRIADRMAHLENGVLLD
>MBL3587036.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MGAGRFLPLIAFAFLAALCGVLFPLTDAAMTGAPLVPPGWPHLLGTSPLGQDNLIRALRAAPASIGIGLVAGGGTVLVAL
VYGYAVASAPGWAGRVMLRISDLMLALPDMVLMMLIASYARPGPAGLALILIAFSWPSDIRPVAAMVRRERARDSFYLAQ
SFGAGAGYLLRRHALPPMLPVLAAMAVMNSRRAVMHAAGLAFLGLANPAIPSWGSMLAEALTQLQHPGILWLVAPPALFL
TGFVLVLGRIGLAAERDRSAPETAETAPC
>MBL3587037.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MTPAPVTAAPIPAAAQVLGRLAEYALTLGLLILLNYTALWALPGDPLMVLYDDLATGLNDAATQDRLREMHGLGHGYLEG
LIRYAGRLAQGDLGHSIFHARPVAEVILPVLPWTALLVVSTAILSLALGPLLGIELALRDRHRASKPVLAGLAVLDGIPG
FVKAIAILLVFSVWLGWLPVSGAESLIPAGTAPARALDIAHHAAAPILTLVASDLARFVYFGRAAGLRVIRRPMMAVAQG
KSIRGAPLRLRYILANATPELIARTAMMLNGLLIGTVFVETVFAYPGLGSLLFEAVYTRDQALAQAILLPVGALVLTINL
LADLAILAMVRRG
>MBL3587038.1 hypothetical protein JMM61_16880 [Rhodovulum sulfidophilum]AB23
MTGLRTALALLAGLLPGLFASVPGSAEPGDRPFIIADATGNWGQPSPYLHMRRGPGYLLTSFLFDTLMWKDTNGELQPAL
ARRIEPLDGGLTYRITLAEGAAWHDGRPVTAEDVAFTFGYVERFPLMFGALDAIAGAEPEGADRVLVRLRHPMPSFLPMV
AGAMPILPRHVFEGIETPFEFTGPAALTGSGPYLLDRYDPAKGRYIFRSNPGYYGGPPAIDRIALVRMSPIAAIAGLKSG
EVDLATSVPVTAAEDLRQAGLALARHSSGHPVRLRFNHRTPRFAGRAVRQAIAHGLDRRRMAETAYLGEAEIWSAGLLAS
LTEGGTERYPYDPVRARALLAGAGWQPPVAPLRLLAPQSLDPITRLVAAQLAEIGIETRIVLLDQASFEGRIAAGDFDLA
MVTSSMLGDPDRMRLTVMGTRSNQDGYDADPALTAALMAQSREANPARRAELLAEAAGLYADALPSYPLVAARTLAAGRP
GRPPVYTPGGVAPGIPSILNKQAFTE
>MBL3587039.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPRPVAKRTASLLPNPSRLREIDGSADLVLMKPSYLGGGDCPGAHRHARGQFLFPRHGRFRVCIEGQSWLASSSQAVWIP
AGALHCVRPLEDTEIHNAYLCPDICRTLPGEPTAMGVSPLLAELIAFGLTPAACCRGPDCGRVANDQGAAEARRLQQVVA
DQIRRAGDRPGLHVPTSEDARLAPVLRRVMDNPADNRPLEDWAETAHLSSRTLSRLFLRETGMTFGQWRQRVRIIEAISR
LGEGQPVLTVALDLGYASQSAFTAMFRKMTGRTPSEIRARRRGA
>MBL3587040.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MTFGATTLVPEARADADNYALGHILLGIEDADPDKEVIEADEVEARQPATLNELFATAPEISVSGGNRTAAQKVYVRGLE
ETNLNVTVDGAVQTGGQYRHSGNMGIDPFLLKRVEVEGGTASALSGPGALGGAIRYETKDAADLLLPGQTQGVMLRFGGQ
SNGNRLSTGLAVYGAPDERFSYLFYGSKQWADNYTDGRGEKVSYSGNDPLDGLAKLSFAPAEGHRIEFVNSYREDNGWRD
RRMNFGLADDSETPEDQEATRRSTTLRYNYDPSDNALIDLTATIYDTENRILRKPEAGRRRGEGETRGADIRNRSALGDL
TLTYGADYLRIHTRGKAEGDAWYSETGYNQGLYLQGDYEIDPHWHATAGLRYDKSWLTDLAGNDYRGDRLSPNAGLRYMP
VEGLTIFASRAEAYRGIRPIPGMKLNLGAIDPDTDTGLDGEVARTTEIGVSYAGGVWRSGLSAYSTRISDYVLYGGQRGT
PYKRSNGGDIELTGFTVRLGRDWGNLSGDISYNHSDTDFAGDPASPSSWGNGVAPQGDKIVLSLGYRMPRHDLRIGWTST
VVLAEDDLPESYTLSDKLPAYDVHDLSVVWRPRPNAEYSLALTNIFDEAYIDHATPPAGNAETLLYEEGRSIRLAATLRF
>MBL3587041.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MPSNDTTPAASACGAGRTREGWNRRYSETEQLFGIEPNIHLARELSDLPPGRALDLACGEGRNSFWLAERGWQVDGIDLS
DVAVERARALAELRGLGGRMTFHAADLSEFAPEPGRWDLVIMMYLHLPWDRLRPILYRAAEALAPGGTFFLAGHDLANFE
KGHGGPKSPAVLYTAEDVAAALDDQIEIGLARQVERVVRLPDGERTALDCILRGRRRPPAPVESLGGGLPRDPAGL
>MBL3587042.1 PLP-dependent aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB23
ALLQPGDLLLAEALTYTPILTMAARLDLQTGAVAMDDDGVVPEAFEAWCRKANPKAFYLTPTLQAPTTVTLSKERRVRIA
EIAAQNGVILIEDDVFGPLKSNKPAPLAQIAPETTIYVASLSKAVAPGLRVVFLKAPTKLASGLHQSVNLSVWMTPPLTL
EVARRLIEDGTAGELTAQQQRIAKHRQNLVQSILGIEAVPNLSDGFHVWLPLPEGWRADVFSSECARLGVHVSEGRSFAM
NASDAPEAIRLCVSHEANEERLKRGLEIAAGVLQQKPIGSSMKI
>MBL3587043.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB23
IAPNLLRRTFEASEPDRIWLADISHVPTDEGWLSLAAVRDMATMEIVGWSISERLKGSLAVDAMRMALQSRRPGPNCHSD
RGIQYASGDCRQFLDAWKTAASMSRKGDGLDNAPMESFFGSLKNELVHRTRFRPRRDAKAALFEDIAIFYNRKRRHSSIG
DRTPE
>MBL3587044.1 hypothetical protein JMM61_16910 [Rhodovulum sulfidophilum]AB23
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPCEPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSAREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AARFREAQMADRSGI
>MBL3587045.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RGSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADAAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDLIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MBL3587046.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDDKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MBL3587047.1 hypothetical protein JMM61_16925 [Rhodovulum sulfidophilum]AB23
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTAILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRDSITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDSDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLE
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFSNIADTFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQEDDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLDWVNSELSQAWEGAALELTEDGALVFVLPEASYTLVIEADDGVFFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGSYRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGSLALTATGYDTALSYDTIEFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDFTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEDALEYASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGIGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGVFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGIEARFVAQIEVGYDLSGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGLSVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYVEISDN
DILEALGYIFYGEASFGFELSVWVGIDLLFTKLSWDIELFKEDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTALTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTILGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASDMGGDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIWGASTAADGNDTITVGNDDGTSS
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGPDPSDDDVAADLKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDRITTGSGSDVI
VGGEGSDEIRAGVGDNAILGDNGTLSRDDTGDTLSLTLKSAYLRTDGDDLVVTGLGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVNAGNGSNAVIGDNGHLKIDEAGIELTSTDPSLGGN
DKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLQIDEAGIELTSSDPSLGGNDKITTGSGNDAVLAGVGSDTVDAG
NGGNAVIGDNGHLQIDEAGIELTSTDPSLGGNDKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLQIDEAGIELTS
TDPSLGGNDKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLKIDEAGIELTSANPSVGGNDKITTGSGKDAVLAGV
GSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDDDVVIGGTGSDTIALGDGDNRALGDSGYYRSQG
ELVSAHLDSDGADKVTSGTGSDFVVIGGDADTAALGDGDNRAIGDSGRIVWSATEIGTMETTDTDTGAGDRIVTGSGSDA
ILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQVVARRVVTKDVAHGGGDVLTTGKGDDIVLAGAGGDTVSTGAGEDAV
LGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGADADIVMGSQGNDRIEVGEGEDVALGDDGTVTFINRTDVQTLVLTN
IELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAMAGQSAVDRVDYMIGVRPDLGFGDHLS
GVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTNFAYRTGGYDTIYGEAGSDVMIGNLGP
DLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRAQQDDSIGSPLDLILEEMGAANEDR
GLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQALEAAIAENFGDIWDLDAPELELVIKKM
ISFLLSEVQAEDAATGSAIAA
>MBL3587048.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB23
MTTDAPRLLAPLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLQLGYRGGSEGHGTSLVLTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MBL3587049.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB23
MGGCGLILAVAVAVLPAAVSAQTSPEDFALSARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAERVLVRPGQQVVA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VAHPLPVRFDYAAQLADLASGTISVFFTLDAPAVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MBL3587050.1 TolC family protein [Rhodovulum sulfidophilum]AB23
MTIRTSFAAAIGCSLLWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTE
SASLRSERDSIAAEEALEMARYAAAVSALAELTGTVVREIRPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENEHRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MBL3587051.1 hypothetical protein JMM61_16945 [Rhodovulum sulfidophilum]AB23
MFGCSNGGGSSALSRSSVNSAFHTSSFSALSLSFAGGSLAPPTMDPAEQQLLAELEAARVSDLFFQTRSGSPASTGFQMP
PPAPWGGLAATSETDPRQAFLTAPTDRRTVAPDRVQPPASPYLLQAGSVIPAALITGIRSDLPGQITAQVTQNVYDSPTG
SLLLIPQGTRLIGAYDR
>MBL3587052.1 hypothetical protein JMM61_16960 [Rhodovulum sulfidophilum]AB23
MMRFLSKGGYFVFLAILSVVAGVVLPVTLVFGAFALWDHDYLNGIALLGFTLLGLYLTQFAFDYRKKIGRNRDASGPDGA
GQD
>MBL3587053.1 hypothetical protein JMM61_16965 [Rhodovulum sulfidophilum]AB23
MAQDHAPVSDVTVTYENDLGGQITITIDGTDFVLSAARARPAPLVQQAQEYAGTIASSIWHQPTDVTTGAFLLATLGGTF
DGIAPQGSRKARAVMSLPVEAFGMLRRDWRQLRLELQMLLVYQQTDLRGRMLLASGTRIASGMTVTPWIFSLGGRVKGYA
LARGAATFALATLGAVYRMSMRMYEAKLSVMDTGPYPFLAAIISGEERIFHLAREIGIDSYFEIRNYLRDHPEAIQLEDT
ELRVVQKAINWVFDALEDPAGFTDKVEE
>MBL3587054.1 DUF2345 domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
QSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGFNELRFEDENGRE
EVYLRAEKDLSLRVRDNAVSNIGGLSVENIDKDKWEMIGNAHTLRVGKDYNIDVGFERDFGGSFGYHNLGDDSLQSSVFG
YDSKGFDLGETGDYRLNVKGTITQTTQSTFTLRAKDSTHIESDQTLRLEAGRDFDVNAGRNLDLTATRSLVGTAADFIKI
EVAGVSLTISKDGCARLRGTNIEIHADDKVDIRAGNEIRLSAARIDLN
>MBL3587055.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWKVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVRAFLTPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSVKAYAPGSLHIDIKYLPQMADDDRRRYLF
>MBL3587056.1 DNA mismatch endonuclease Vsr [Rhodovulum sulfidophilum]AB23
MTDIVDQQTRSRMMSGIRGKNTKPELALRRALHARGFRFRLHSSKVHGRPDLVLPKHRAVVFVHGCFWHRHEGCCYTTVP
ATRPEFWRAKFDANVARDSAVRKKLLEDGWHVATVWECALRNTGQVSATTDRLATWLFVGPVSMEIGESDVLQSGIVATD
>MBL3587057.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB23
MTDPLYRSDPYLREAAASVTAHADGGVLLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTETVKGEAGAELLLAPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIGRDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGATQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTLLLGA
>MBL3587058.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB23
MAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSIMTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPESLGDRPAARTQAPGPFLPRQSAEPQPEPLDDLGGDAD
GDGGDGPR
>MBL3587059.1 cysteine synthase A [Rhodovulum sulfidophilum]AB23
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALARTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPRGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MBL3587060.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB23
MERMFLYGTLCHLPLLARVLNRPAGTLDILPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDEVTVETAAGPVAAGIYARARSGLAPTAAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDIVETGRVQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQIWSVEAIAGLIDPGESPEQTVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MBL3587061.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MBL3587062.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]AB23
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGAAL
GVLRAVAAETGAAAIVWGRAYDPAGLTRDKAVEDGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGASVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWYSPHIAQRNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPDPGALDYFDAVPRAWGLSPDAAYPAPAVTLEAGRRRALAAYQAREG
>MBL3587063.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB23
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRSAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MBL3587064.1 BCCT family transporter [Rhodovulum sulfidophilum]AB23
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHVI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITLIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MBL3587065.1 universal stress protein [Rhodovulum sulfidophilum]AB23
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAEAHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MBL3587066.1 oxidoreductase [Rhodovulum sulfidophilum]AB23
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MBL3587067.1 DinB family protein [Rhodovulum sulfidophilum]AB23
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MBL3587068.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB23
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDEVPVEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MBL3587069.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MAINGDNKDAKKRGVFTKDQLQDLYKACLTASKDTRLILLILGETGARLAEIVRMRWGDVCLTEAENHLGNGRSLSGEPE
PRLTAREGA
>MBL3587070.1 hypothetical protein JMM61_17060 [Rhodovulum sulfidophilum]AB23
MLNSLETADHAATAPYGARMKELMSGNPKEWWQRKLNLMIEGAAALLVRNE
>MBL3587071.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MAAPPRISRDDIADAGLAIGLSSVKMKAVVERLGVGHSSLYRHVKGRDDLIFLARGRALSKLDCEQDSPDWRDFLRSRAK
TVWALCDAYPGLASALRAMKTIPPRSSPDMPAPVVGWRNMVLPWTTPC
>MBL3587072.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB23
MADATIGLSDLAGRCLARRQIIAGTALTGVLTTFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTASGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNSGDISGRDGRAALHLEGGTTIYNRDGAKMTSEYNVITAVSGVGYLE
NDGSLTSTNTTYNGTAAAAFYKSGTVVNSATGTMSADIGAWIGNGDELSSTKGTLTNDGTITGKGHYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMNSSFAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSEDEDLKGFGSLTMAGNAWTLSGSVQADALTVSSGTLTLTGTDLSFGSVDLAGASTLIVNG
NFNSSGEMTVASGSRLGGSGTFGEITVQSGGILSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVITG
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDSVTSDYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYTSRAATGA
DMVRAADAPEIWVEGFGAWNRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQAFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEDGGAAALAGQSQDMSTLFTTLGTRGSAQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>MBL3587073.1 transposase, partial [Rhodovulum sulfidophilum]AB23
DPTRGPTGKGTARYRALKEVCQACPSKAMCCPNADARKITREEHEDARQVAREIAKTEQYVISMKLRKKVEMLFAHLKRI
LGLNRLRLRGPCGANDEFLLAATAQNLRKLAKVLPATQKPRNA
>MBL3587074.1 TIGR04141 family sporadically distributed protein [Rhodovulum sulfidophilum]AB23
MGDKDQEISQVSFFLAKPENTFDTVLDAEAKLEERDKFSQLEIEVEDASCRFIYFETTSHKKNPKWLDFVNTRIENKLSF
SAVSKNPNGLLMVSVDDRVLLAAFGRSSASILDKKRLENDFGIRTAMNMCGNEEIRQTKSQSNSITTTQIDRQVSRPSDS
FVFGLSEAEDLKYISAHMKGNNLVTLQGKDRLTIKVLGKDKLTWEKLIDQCKDFLSAYSKEDYKALFPNYKNFTPATEEE
AKQLNVALIDALRDKKLDKLQLCIPEFISDDDYSFSYSNKKRQEDLVYSHLDVSQLYEHLDFDKIDAKYLQNKLIYAYSL
EEDRVLPYRKWSIYDCLLFEAKIGDACFVLVDGNWARVEDDFYKAIIEFSQKKVMVESCPDNCKNIQINDDKDMKNKEEI
FNNKACEANPGWVKFDRARLKIGTGRKDKEFCDILASFEDGVLDIIHCKPLKDASSMNYLFSQAKFYGDAFLQDQVFLGD
IRAHIEASTCPQKQTYLDHIKEEIEGIHGHDYRVRLWLLYDWKEAVPTIKVIPLIAKYEMMLMHDHMRRICKFRDIIVSF
VPVQKVTYKISKKPKLA
>MBL3587075.1 TniQ family protein [Rhodovulum sulfidophilum]AB23
MVAKLRLVVEPSARETLPSFFARMATLNGTDVSGFALDLGVSFRRILEQDPTAITTFATRSGLTPEQRTTLLSLTGERAG
DVRMRFRGEIFVSRALRNPVVRACPHCLRERAEGQAHPLRHMTMSGDWQCRGVDLCLKHRHPLVPLWTRMRPIERDDISA
RLAGILPDLLEGRFDRETVTPSEYDRWLDLRLSEGRDETWLATQPLFSAMTFCDLLGAALLRKRGEEADGRAARATGFAV
ASRGPDSIRGALEDLTQAGDGGHIVTQGELKPVLKTLGPLYRDDDSFGGFRDIVRTHLLEIWPLAAGEDILGHTLPERRL
HSLGSASRETGIGTAVLNAFLTEAGAFSPDDARAESRKTFDAKAWQSLLDEIPALVGPIAMRKAMGATLAELKSLEADGV
LVPRTRVATIKSPWRISDGLSFLDDLEQRAIPVDGETPGWETIQLVHKRLGAPAGRVIAAIRTGSLRLGKRPDVLGYHGF
VVNISEASRWADQASTREALKIAEGGMSVSVFARSAGIRGKDTFQALIDGGHTPATEVLNPRTKRLQWQMTSADIAAFHE
KFATLTIISEETGAHRTTILAALASLGIERFQPDGRDIGSIYLRQDLAPVLDKLVPR
>MBL3587076.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB23
MVIQRIRDPIHNLIEFDTRNELERVAWTLVQSRPFQRLRRVKQLGFSELVYPGATHTRFAHSIGVFHTARELMEIVQAKT
QEKQESKEKIALAAALVHDVGHGPFSHAFETVGERLGLRLADHEVMSDELIRNGEIAEILNGEVMPGFASNVANMIKKEG
KITLHNSVVSSQFDADRLDYMQRDRMMTGSKHSAIDLTWLLANLDIGEVETGVDDAAVGHVPTFVIGSKAIQAAEAYVLG
LFQLYPTIYFHKTTRGAEKIFAEILVRLVMLVKDGEPGKTGLPGNHPLIKFANDPDSLDTALALDDTVVWGALHLLQDAD
DRLLAQFAERLLNRKLFKCFDVRAMITHRVDPQNRQERQDVEKIERCCASVTLKLQEWQDEQGCDVPRIITDEAKRKPYQ
AGGANGGQSEQINVRTDGGELIDIRQRSEIVRALSVYRLSRAYYDQSDKEAQEVISDMIEGEIG
>MBL3587077.1 hypothetical protein JMM61_17100 [Rhodovulum sulfidophilum]AB23
MAALKIEEVKKIICDAGGKIVGRTRLQKVAYLLNATGLDGSFRFAYKHYGPFSEDLASSAKLGALFGSFEERQANASWGG
TYSTYTAEAVQDESQSEARTSLASVAAEADSIVLELAATAVFLFYEGYGDPWDETAQRKPEKATGDRLLNARNLLKELAA
VDVPKPIPEALYS
>MBL3587078.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB23
MQLKSYQQAALDALDGFLSRALASGPAEAFAHAVADQEGAAALEGRRLEPRVYQPLEQLPDVPYVCLRLPTGGGKTLLAA
ETIRLAARSYLRRTYPLVLWMVPSDAIKSQTLEALKDRTHAYRRRLDDNFGGHVRVFDIAEFEMLRPQDLQRSACVVVST
IQAFRVTNTVGRRVYAHHEELEPHFSGVPTAGMEVVSAEEAAGNGMLREGAVKFSFANLLYHQRPLMIIDEAHNAVSGLS
REVQARLRPAAIVEFTATPRQRNNILFSVTASALKDEEMIKLPIRVRPHDDWREAVSATVATRNMLEAKGDKDRDFIRPV
ALYQAQAKNGHPTVAELKSYLIEEKLIPEARIKVATGEQRELDGVNLRDRREPTRHVITVDALKEGWDCPSAYVLCATQS
LSSQTAVEQLLGRVLRMPYATRRKDAALNCAYAHVSEPSFAAAAEGLRDKLIDMGFTDEEVRESLQPRGVEQDAQGNLFD
PDPVRPRPVLQVTVQDSPEARAHLNGLQEDGVDYVPKPDGTLLVGLTGAVPETAVAGVRTVVRDEDHGHFDAQLAKHRAK
VEAQKTRAELGAVIDVPRLLLEMDGEVFAADTDAIYERADWSLLDHPAVLSETELSFRRDEDVIEIDLEGEKLVYSRSTH
EMPQLSGLVLPDDADLELSLIQWLVRECRHRWITEAEMQPWVAGLIGNLLEREGVTARTLIDWQHQIAARMRWKIEEIHK
IERGRAHQMALFDMSAKPTWDAANVIRFDDTVYRTVPTQPIGAMRFKRHLLGADRAPFLDGDLNGQEFQCAWSLDSLDEV
DVWVRNVARHPDSFWLPRVGARFYPDFIARLTDGRIFVVEFKGEHLVGAPEAREKDRIGRLWAKTTDNVFLMVRQVAHGV
DAGGQMRAAVS
>MBL3587079.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB23
MPLLNWLTRDEDLKAADHVPYRLLDEVPELSRGEGAEGLLVQGDNLEALKALLPFYAGRVKCIYIDPPYNTRSAFEHYDD
SLEHAKWLAMIVPRLMLLREFLSEDGSIWVSIDDNEGHYLKVIMDEIFGRRNFVVNVLWQKRIGPDNRVPLGDAHDHIHV
YGKDRDKFRAGANRIPLTEKQRAQFKNPDNDPRGPWTSSSNFSAQGYRPNQMYEIRTPGGAVQIPPKGRCWVTIEPEFQR
LMREGRMWFGSDGNGMPRKKTYLNEHEGRMSWSWWTNDDVGNTQESKKEINAIFADDVFDTPKPERLLQRILHIATNPGD
LVLDSFLGSGTTAAVAHKMGRRWIGIEMGEHARTHCALRLEKVIEGEQGGISKDVDWQGGGGFRFCRLGKAVYDAQGRID
DSIRFADLARHVWFSETRQPLTDPPESPVLGVHEGRAVALLFNGILKDRTPRGGNVLTRPVLRLIREALPEEFDGDLVVY
GTACRLSAETLKHEGILFRQTPYDLAVRV
>MBL3587080.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALFAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3587081.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB23
MPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARWSSQHLNIQIGLGHHLGGWTGA
HHWLAATEPALDLDALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLGETRGVEIGDSYTPAECRAMFADRLAEV
EAGLDRLIADPLEDRIPDRTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQ
LCHEGLDGVPADVPFRWDGT
>MBL3587082.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MBL3587083.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MPAKRENFAEGTAAEIFVDRNDPKRVFENAALSIPTQGCLIHTWYGPGGQGKSALARELFRMSAAEAEPSYAHLRRALVP
LQDKPKTDPIFLLIWIRNAFAKTGVSFPAFDLSLAIMWEKTRSGETFPTLENPWLHRAGSAMSDALPDGVGLIREALEET
AGTIPLLGFLAKRGTRWAFDKGKKSWLEKTRPQLQAFYRDGALIEDHEMPGRLPWMLAQDLNRHLKDHPKDRFVLLIDEY
EGLIEGAGTGPRWQENVFDKYLRDFVKETDGLLLLIFSRERLHWEDHPDWREDLEGNQHLLGGLPDEDAEEWLCKVPVDD
AEIRTAMIEGARETAAPAAPVYALMLELQIIHWRQLGTKAVPADFNVSATSFEARRLELVTLIMRGYGGPMQEALARLAV
VQRFDRTAFEAVTREFNIPLADSAFDRIAALSMMSAGDEGWLTPHRAIADAIVEAEDPARLESSRAFLLSHFTDRAKPER
ILDVEETTLACLAEAARLKRAEGADGYVDWLNAADVQIHRARRDAFLERLWREALDMSLVSLGSDHPSTATSYNNLASNL
NDQGRAAEAEPLYRKALEIRERVLGTDHPSTATSYNNVAYNLNAQGRAAEAEPLLRKGLEIRERVLGTDHPDTAASYNNL
ASNLDDLGRAAEAEPLLRKALEIRERVLGTDHPHTAQSYNNVAMSLNAQGRATEAEPLLRKALEIGERVLGTDHPDTAAS
YNNVASNLQALGRAAEAEPLYRKALEICERVLGTDHPTTRAIRSNLEALRRRR
>MBL3587084.1 hypothetical protein JMM61_17135 [Rhodovulum sulfidophilum]AB23
MTAALRSPVRSAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRSPDWMPAARPRLRPVEWQQNQHRAYGRACDSAELKDGWQPIPRRNRKGVIVQ
DRARYTPCVWEPSPTRIAAARRAYLDWWGYLLEVQAALGAADLAQICVSGDMPPMTPWR
>MBL3587085.1 hypothetical protein JMM61_17140 [Rhodovulum sulfidophilum]AB23
MDAREQAEGEKRVRDLPVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLSGASA
>MBL3587086.1 hypothetical protein JMM61_17145 [Rhodovulum sulfidophilum]AB23
MRTVRDSRDTPAPFLALAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3587087.1 hypothetical protein JMM61_17150 [Rhodovulum sulfidophilum]AB23
MSVFDSIAPPPDALAEFVVEWRGASPEVRLVAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGHDEAEAAQNWIEAAI
RLCPFD
>MBL3587088.1 hypothetical protein JMM61_17155 [Rhodovulum sulfidophilum]AB23
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWF
GEPFFKATGLYLRGLAPLSPTNRLTPPAPGTQAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3587089.1 hypothetical protein JMM61_17160 [Rhodovulum sulfidophilum]AB23
MMAEILTRSFGRFNAEATPAEARLIIRRDGKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGV
MAAVKLCWRLRLTNDPRRAEWLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKRVEDPADKAFREAVA
ELVDCAMKEGKPDV
>MBL3587090.1 DNA-binding protein [Rhodovulum sulfidophilum]AB23
MPMTLDFSPRLMPAGQAAHYLGISASKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQRNTCDALFMEKAS
>MBL3587091.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRTRRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGKVDVPFTAAAPEWAEPSDRVHLFSAL
REQADRHAVWMVTAQGRPRSIKAASQWFSAAARATGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMLAGTDPEPQSSNSSDRVPTWMRK
>MBL3587092.1 hypothetical protein JMM61_17175, partial [Rhodovulum sulfidophilum]AB23
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHA
>MBL3587093.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MSRPTPPTYETRNWPEYNQALKRRGSLTIWFDPAMRWDGVPTGRGGRQQAYSD
>MBL3587094.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB23
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQQHALAAQAANPSIA
RALSEFRASLEAAPDGFAPVLAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVGTGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQVNARAVQKLSEEISASSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTVAKPRRPSAPDALERALNERPAPQTPISAGWTEF
>MBL3587095.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB23
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESIGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MBL3587096.1 hypothetical protein JMM61_17195 [Rhodovulum sulfidophilum]AB23
MDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>MBL3587097.1 ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]AB23
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>MBL3587098.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB23
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVNVGQ
ALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTLAEHVGHLRARAVHGAIRASVAAFLDHHDDILAGRF
STELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MBL3587099.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB23
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLALLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MBL3587100.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB23
MPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTAIV
GTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRAAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MBL3587101.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB23
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQVEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MBL3587102.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB23
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSMPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MBL3587103.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB23
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MBL3587104.1 hypothetical protein JMM61_17235 [Rhodovulum sulfidophilum]AB23
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MBL3587105.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB23
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTA
>MBL3587106.1 acylphosphatase [Rhodovulum sulfidophilum]AB23
MTNRIAVRVRIAGRVQGVGFRAWTEAQAAAFGLSGWVRNEADGAVLALLAGPEDRVARMLDALQEGPAPARVASVETTPG
NWPAEAGFRISH
>MBL3587107.1 hypothetical protein JMM61_17250 [Rhodovulum sulfidophilum]AB23
MLAGRPGEWAFLRQVALLADEDWKAGPERIASLIGEIRTGEPAKPVRRDLLERQAARLIRKAAVMEVTAKAVAALIDETV
LEYMREARTNCLPDEFLLLNAIPPILRRIASGVAHPVADSSGGTLPAERSRLEARIAELEAELSALRARSPQGVFSKAFC
EAAGKSLGDRKM
>MBL3587108.1 hypothetical protein JMM61_17255 [Rhodovulum sulfidophilum]AB23
MPITYQQRITAWLKDPPHQVQVAFAARCALRALPAIMRANDAALRGSALPVLRAILTSAVAGIWPPPEVMRSAADTAVCL
RQSRCRSRPFRSHRN
>MBL3587109.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB23
MGSKTRQDFAAVAVIWMDIGKDVFHLVGFSSDGSLVLRQKIKRLALVATFQTLPPCILGMEACLSAHFVSRILRGMGFEP
RIIPAIYVKPFNKGQKNDYNDAEAIAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLRAVRNSLLSLLDERQDEISPRMRHIILDLHDDWMRLDARIEAVSDEIEGIGQSEAHCRALRTIPGVGPIISTALVAA
VGKGEAFESGRDMAAWV
>MBL3587110.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MLKESETCAKTDDICRRHGISSATFYSWRKKYGGMEAGDA
>MBL3587111.1 hypothetical protein JMM61_17270 [Rhodovulum sulfidophilum]AB23
MIPRDPKRYRLALQTTVFADLTVSEFLELMTQYRRENPELTTLYEDRIAKVRLERHEQLKKIGVERRLPRSYVNVGEARK
KARSLFASSRLVTTHVPIDTVAPGTLATAISGPGILPHRRAEGE
>MBL3587112.1 TniQ family protein [Rhodovulum sulfidophilum]AB23
MLRKLALTVEPVDRETLPSLFSRMAILNGTDVVNFALDLGITFRRILEQDEEAVAIFAERAGVSATQVAELLSWTGERIG
DVRMRFRREVFVSRALRNPIIRGCPNCMREHAADQPHPLRHIALRGDWLCRGVDICHQHHHPLVRLWSSSRPIERDDIGA
RLAEILPDLRAGSFDGARIDPSDYDTWLDKRLSQGIASDDTWLASQSVFPAITLCEFIGAALLRKQGEAPDDRRAKATGF
AFVSQGPDGIRAALDILMRSQDGGHIVTQGELGPLFKHLKGIYLDDDAFAGFRSILRDYFLEIWPLAPGDDLLGQTVTER
RLHSLTSASKETGIGPAVLDDFLTEAGAFAPGDARADARKTFDAKAWQHVLDEIPTLVGPIALRKEIGATLAELNGLKAD
GVLVPRTNVATIKSPWRIADGEALLEELEAYAQPVAPEEPGWETIQRVHKRLDLPVGEIIAAIRTGSLRLGQHPDVFGYH
GLVVEIAEVAAFKAKVAPKRKPSVNQGEVTAAAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAF
EANYTTPSMLSAETGAHLNTIRAVLQSERVQPFRPNGLDVGAVYLRNAVEPVVALLISQGGK
>MBL3587113.1 hypothetical protein JMM61_17285 [Rhodovulum sulfidophilum]AB23
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEEDASDLPEAEPHDNDTGNGDAQIVSLDKFRK
>MBL3587114.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB23
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MBL3587115.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB23
MTGGVVNLRQARKARERAAKKAQADEKAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>MBL3587116.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGMAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MBL3587117.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB23
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MBL3587118.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB23
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>MBL3587119.1 protease modulator HflC [Rhodovulum sulfidophilum]AB23
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGRAAD
>MBL3587120.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB23
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MBL3587121.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB23
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKAQLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MBL3587122.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB23
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MBL3587123.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRDRFAALLQTVIAGLREGR
>MBL3587124.1 hypothetical protein JMM61_17340 [Rhodovulum sulfidophilum]AB23
MTTIPTEKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAATQDFDAAFVLVQLAELAAGAVNLALLGANLRDGLAMRDRRLALR
>MBL3587125.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB23
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MBL3587126.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB23
MSDVKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MBL3587127.1 phasin family protein [Rhodovulum sulfidophilum]AB23
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MBL3587128.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB23
MSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNP
LWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLE
NLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQYSPTTETVHATPIMIFPPWINKFYILDLTPQKS
LIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKINAVGYCIAGTTLALTLALLQKRGDSSI
RSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYW
NGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQ
SGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRWDSWLKRRSGRQVPAREPGADGRPLLGDAPGTY
VMGKKAT
>MBL3587129.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB23
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MBL3587130.1 elongation factor 4 [Rhodovulum sulfidophilum]AB23
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MBL3587131.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB23
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MBL3587132.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB23
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDPK
>MBL3587133.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB23
MDALGLGDTTLADRPLPLVSRPDPLELHEHRTETRSAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLD
ECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>MBL3587134.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB23
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MBL3587135.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB23
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MBL3587136.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB23
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPASVVAQAPTTMQIPAYAPAPAAGGGAPAPGT
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MBL3587137.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGTGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MBL3587138.1 hypothetical protein JMM61_17410 [Rhodovulum sulfidophilum]AB23
MADPSAREKAALERIAILDDPEKLRRFIDNAGRLGAVAVEQAAFRRLCEILPSARRGTVEHDVWRSIHALEEMLKAERGT
TVRLSRTRQKISKDGEIKTVMDLVLKATPSEGFQMLIDRGQPELLFEAVVLRHPDAFGDDVRQAANARLGNAGGAAAALA
EG
>MBL3587139.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB23
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MBL3587140.1 hypothetical protein JMM61_17420 [Rhodovulum sulfidophilum]AB23
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MBL3587141.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGADRIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MBL3587142.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB23
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MBL3587143.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB23
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEVEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MBL3587144.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB23
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGVGDFTKIPNGTGGIEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPKKTKT
ISATGQQSAIDYNVFEGKKVRGLPRYTLSRGRVALADGEVTPQEGWGEFVKRSPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MBL3587145.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MELVFQTGDGPLQALSDVSLDVGRGEFVSLIGPSGCGKTTFLRCVAALEHPTGGRPRANGNEPRQCPQATQLRLCVPSGG
ALPLAGIARNIRLALEVMGYPKAEQAAQVQKLVDLAGLGNKSPWQLSGGMQQWASIAPRWPSMPISC
>MBL3587146.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MGQHRPALAFDADILLMDEPFGALDEIVRDHLNEQLLALWARTGKICLFVTRSIPEAVYLSIMVVVMNPRPGRIADEIER
PLPKERPLEIRDTPEFLEIAHRVREELRAGQAYDTEET
>MBL3587147.1 hypothetical protein JMM61_17455 [Rhodovulum sulfidophilum]AB23
MKSLLAILTVVLTILGLWSGPAVALNARWTLYQAARAGQEMTVGQIVSDKMRQERPKPPAPHQVGAELWKTTGAMALEGW
AFSKRSLIYHGWGALSETLLGFALGARAGILLAVWIVHNRAMDRSVMP
>MBL3587148.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MPCLFTALKVAMAASLVGAIAIDRSPFMQRGHMPVGNFIVALPIVGTAPILMMWFGFDWQSEVAVVAMVFFPVMVNTPQG
LTAADPMQCDQMETRSENYMLTLTKLRLPAAMPFIFNGLKIVTTLAPIRASVIEVFGSPIRGMGFRISTEVGRLALDMVR
AESSVAALVGSAFYGAVAACEGAVSFWHPSQRGVRQTQGSNDPTGGKEGQEPDGGAGRASSRDRGVG
>MBL3587149.1 hypothetical protein JMM61_17470 [Rhodovulum sulfidophilum]AB23
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MBL3587150.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB23
FTSSRQGDSPLLPDLLSQIPEGEEIATVTADGAYDTRRCHAAIIEHGADAVIPIRRNGRAWKENCPAAVARNEILRATRH
LGRALWKKWAGYHVRSRVEAQMNRLKLFAERIMSRDPDRQTAEIQIRIAIMNRFSALGRAEIEAFA
>MBL3587151.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB23
MIAVILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MBL3587152.1 cold-shock protein [Rhodovulum sulfidophilum]AB23
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MBL3587153.1 arsenate reductase [Rhodovulum sulfidophilum]AB23
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MBL3587154.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADGFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
TDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>MBL3587155.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB23
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMFRKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIIADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGAFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALNHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MBL3587156.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB23
MERTFGKSQTGPRFEDRRFLTGTGRYVDDIAPAAALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLSAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLTLTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVSDNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VEMSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEVDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MBL3587157.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB23
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGKFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGVLPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MBL3587158.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MBL3587159.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB23
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MBL3587160.1 hypothetical protein JMM61_17525 [Rhodovulum sulfidophilum]AB23
MRLFLRDTSGAVTVDWIVLTAAIIGTCVAIFASIQSGAVGMGDSVRAALDAVGVVELGDFDRDD
>MBL3587161.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB23
MFPLRDHNPSSRFPFVTLALIAANVAVFVFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPIPVVGASGAIAAVMGGYLLLYPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGIYRATSVP
RVRRRR
>MBL3587162.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA [Rhodovulum sulfidophilum]AB23
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAQRYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMVRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPAGLRPGPALFEPDRRNSRGWDLTHGPHLAQIEAARAPSRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELSAGAPWELSSDLGPLIDAEAQAAIASHVATARTEGRVIWEGRAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPETVAAALRAAQPARGPETLDLPGPTGEAN
RLTTLARRPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALKDIEGISGALWWGDAETGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MBL3587163.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MRVSMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGVVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFAT
VPEP
>MBL3587164.1 integrase arm-type DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGCERGRWFSPLE
>MBL3587165.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB23
LSDLGQREAALEAAQEAVAIRRDLAEARPEAFTPDLAMSLNNLANRLSDLGQREAALGTAKEAVALYRYLAEARQEAFTP
NLAGSLNNLASFLSALGQREAALEAAQEAVAIRRDLAEARPEAFTPDLAGSLNNLANRLSGLGQREAALETAQEAVAIHR
DLAEARPEAFTPDLARSLNTLANRLSGLGRREAALKAAEEAVAIRRDLAKARPEAFTPDLAMSLNTLANRLSDLGQQEAA
KETAQEAVALYRDLAEPRPEAFTPDLAMSLNNLASFLSNLGQREAALEAAKEAVAIRRDLAEARPEAFTPNLAMSLNNLA
SSLSDLGQREAALEAAQEAVAIRRDLAEARPEAFTPDLAISLNTLANRLSGLGRREAALKAAEEAVALCRDLAEARPEAF
TPNLAISLNNLAIFLSDLGQREAALEATKEAEILRSGVKA
>MBL3587166.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPTLPYERAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGAHGPLEWLPPDPGFRCQYVL
RFRRIAASYGVVQSPAEERDLVALTGRLCGA
>MBL3587167.1 hypothetical protein JMM61_17565 [Rhodovulum sulfidophilum]AB23
MNDGEAQIANIGQADLVANIAQVAVSLGSAAEQRNSEDPVKHEIFMTLCDAQAKLPHAYHFENPQGGHETASS
>MBL3587168.1 DGQHR domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDITLPCIPLKQHGRSFFLLNMPAELVARISYAAIRGKDNEQGAVQRVLNSRRISKIKDFALSGGNFPNSIVMNWVEEG
GLTYDALSNTISFAPKPQLAQLIDGQHRVAGLAEAMEAAEELKALDLPVAIYSNLTTQECADIFLAINTEQKPVHRSLVF
DLYAIADEQMIDPAAARARDIALELSEGGAPYHGMIKFPGEAPRKGGVALSTVVTSIKPLIEKNGAFDQVALSTLENQSR
VIINFFGALQNIYGELWFERQNAFMFAAGFSGALEFLSSRLLPYCVTKKSFRTEIIVDALSMTAEDLILQKEVSGKSGSE
AQSYIFSRLDEVFDKGDVADEYDF
>MBL3587169.1 hypothetical protein JMM61_17575 [Rhodovulum sulfidophilum]AB23
MLHSDKLSASIATRTRIGPRDFSPISAYDATTLQAAQRSDASSLAHSALASFIEATQGVSYDRHTWAIVKYYYSAFYACR
ALMLMRGVSIFYVGRSPFSLLSRAGCSISREGGNSHSLTFEKFSQQFSADPLLSQDINGLPPLDWLEENRNIASYKAAPF
LDPAPNALFSKPAAKLRKHLATYLTCDLSLYVFDPDHSMISYPLKLIIKLNDEIQRLGLIKVQMANHYVTMLGSVNCFMP
EFPMTLTAYDFK
>MBL3587170.1 hypothetical protein JMM61_17580 [Rhodovulum sulfidophilum]AB23
MGTEICLEIAGVDVVCSKNSMGIDHGSLFQSKDRKRIANPDHDDVDGFDADFEMGFHRSLGSTKTRLDLLGYTMSTVRRH
YERAAAECREERESMREYGVEFAQSTEFMSFEELLTFVAENPIGDLSNAFSFDLGAPRSKVIGRFHNDKRMVLLPFFDEH
DTGYSERGHFIGSLGFLHPYSILRLLAECPENCLQDLIWLYGPLVVNGWAQITDFIPEARRTEKYLIATEGTSDIYILKR
AIDILHPELSDFFRFIDASDRHPFSGAGNLVKFAEGLAKIDVHNKVLFLLDNDAEGRQAHNSILEMQLPSNMRAMTLPNH
LSFERINTLGPAGEAISDINGKAVAIECFLDFEQRELPPPQVRWTTYKEKLGIYQGELMEKARYAKVFQKSDKINYDYSK
LELLLESIIFECCQIAVP
>MBL3587171.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MPKGERSRADIRKWALRFAEHFKDAPAVIFEERGARGEVNAWRALWKHSPKQHDMAGTHAVRILNWAVQEGKLTEHYCHK
LHRLYDVDRSEIVWTQTDRAAFNAVAPEWVRRVLCAACETGLRPADLIKLTQAHVEQTPLGRRLRVRTNKRKRLAHIPIT
PELAEIIDTTPASRLLILTNSRGNALTPHRASEGVRQWRDKAKLSDDLRLYDARGTAATRLLNAGLSLAEIANHMGWSVR
YAANVIEHYARVSPDETDAVLIKLAHAKGGVA
>MBL3587172.1 hypothetical protein JMM61_17595 [Rhodovulum sulfidophilum]AB23
MTMERRPAAIRKSDLTPAFEAAKAAGYDQVSIVVETNDGKRFLITAVAAGDTATPDMTPLEKWRAGRAAS
>MBL3587173.1 hypothetical protein JMM61_17600 [Rhodovulum sulfidophilum]AB23
MACKPNSFTQADVARVLKACCGAEIPMGWGEIDPRTGKIAVIALGFGEA
>MBL3587174.1 hypothetical protein JMM61_17605 [Rhodovulum sulfidophilum]AB23
MRQSHLLKITEGTRNELDGGRRRGVLPIAQGDNFGFPDDEAVFSWADFTLSDALRMRVYFDLTRSGLKAQDVKSFVGNGF
ARVEHGQIQRPFDFHNPGPKPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQG
FDQRETLSLQLYNLSLARKKVLDAAREINLPELDELEGGKA
>MBL3587175.1 hypothetical protein JMM61_17610 [Rhodovulum sulfidophilum]AB23
MKRRTFFAAAPLAVLPGSGVALADAPQLDQGSAVDPLVTLYREWLSARREWRELADLPGNENWDDPRSLAAEARENDAED
MMLALKPASLEGIAALTALAWSLVSPGNLDAEGFEAAAQSYDCRVIASIWRACTGLDGYPVT
>MBL3587176.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTPAQCRMARSGLSMGVRELAEAAGVSTNTITRLEKGEALKPRTLEAIQSAFETAGVEFIPENGGGPGVRLKK
>MBL3587177.1 DUF4238 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAEHLRRWCPDRKNIWYTTPKGKVAYDSVKGLAKQEFFYKATILPPHFPSMVKLLFRNSSPELKKQQERELETYLKIQLL
HQLPIMKQNAEERDASVKVLMCNSLENTHAHIERDARSVINSLAKGDFKALSNRENLLNFLVYFGHQITRTRAFKDKGIA
SLEAVRKEVGHDHGIAETLSDGWWFVSFIFGMNIGWSLYVNREAYKHCLLLNVGEEDFITSDQPIVNIHPMAARASLTAP
DDDACDFFYAITPRVGFAINKSNAFSEGVSEVSEDFVSRANAEIAKHSQFNIFTTSEIQARTYRKLVNLRAKEISSLRD
>MBL3587178.1 Mu-like prophage major head subunit gpT family protein [Rhodovulum sulfidophilum]AB23
MIAEDIRGAFASNPAQHSAPTGRSGAGIARAEGTPSGAPASGSASAARNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVSAAQAEAVASGLAEFQKVSAPFVQGEQLDHAAVMSIAKRAAMAGLALPETDAAAITKEIARVAANEAMALMASNEPPI
RPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSNFLRGQRHAVMWGGAMGADDFKTALAI
ASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHAGHGNLAETGAALSIGSLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>MBL3587179.1 hypothetical protein JMM61_17630 [Rhodovulum sulfidophilum]AB23
MVILAFNADETVALPVPVGTTTTTETDKASIFQWLGGIGVRITPVQTRAGKDPPPAFEVRKGETDGHQIAPSGHLTALQR
RPLVQRLPLGVSQVSTALSLPSTRV
>MBL3587180.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MAGLETRPEAVAEERAAMTKDPTKGTEGASEGAVSHLYGNRARLKPRALSLLGATTWAADLSPCLDRPYLVKGWLDQSAL
SVLYGPSNSGKSFLALDLAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDEPEFFVLSIPVTLTGPDSAAAPL
TEVLQHLAAVGGAGFDMIVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAI
DTEIELSRDDLGQITAEVTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRL
IEERGEAHRKPQYPSHAGVSFDLWRDACMTEGELSSSENRDTRKRAFNRCREELETAREIVVRDDLVWVVQ
>MBL3587181.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB23
MSGPPPSTPPVSPADSSTSRDRPGARPRSGLGSGQGAWGTADDLRREAGMLDKISETYAQAYARATGHPVERIRAWMAAE
TWMTADEALALNFCDGLFGDDDAPQSEPVAAFDYTRFKAPPPELVRLAVRNGWTGNAA
>MBL3587182.1 hypothetical protein JMM61_17645 [Rhodovulum sulfidophilum]AB23
MPAAFLGVIAAITIAILTVGFADLKSHWYVWVYAILFLLILGLVSFALEGKKDATRITRILKRRDGPMLYTATVSRVLDG
MSRILTPENAEENPPPSKGIVVKYDWLGRPRAVDRADIKRLRRNPWSWPVLDFALKLAVMYPLLLAFVQWGITGRATGIG
SLPLFLEEERDPMRYAAIGGIALMLAARIVAPATRRPAWSRATEWLFWIAGAVTVTTAFASTAAILGAVVAGVLGAVAIA
SSGAFAVAFAVMVAFAATVAGAVEGAVEGAVEGAVAGAFAGACAITGAFAVAFPCASIASMASQRQNGLTGYAVLLGLLL
SACVAVIAVAPMGANVANEFAPGILILLLGVFPIVNAVFDYLSYSLTIWLVRTGASKEGGGTLLLGAVDVLCAAMIFFAL
SASLVAIIEMVNRLAGGTVFDVAALLGDIDTRPGDYWWVFGMIFSTLTPTLVHLFIVALSAITWLPPKARDWIDAGIAAG
KDDGGAFQLAAFATALIYTAYAAFITLGVWAGLSWLWSVRGPILNGYLKAVTWWAELIGAIPAS
>MBL3587183.1 hypothetical protein JMM61_17650 [Rhodovulum sulfidophilum]AB23
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENKTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPDRMRAAIRTAFSTAR
>MBL3587184.1 hypothetical protein JMM61_17655, partial [Rhodovulum sulfidophilum]AB23
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEAAEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAESPQPEADEAAPEEAATQTVTEAEEQPETGLAMAASPRPRSRPNRPAAPPPEETAAAPEAPEEPASA
EDDLADAVADAVADAMSDPAAA
>MBL3587185.1 protein TolR [Rhodovulum sulfidophilum]AB23
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MBL3587186.1 protein TolQ [Rhodovulum sulfidophilum]AB23
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MBL3587187.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB23
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MBL3587188.1 hypothetical protein JMM61_17675 [Rhodovulum sulfidophilum]AB23
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLARRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDSDLSRMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MBL3587189.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB23
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MBL3587190.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB23
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPGPR
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGEAPEADTTALIRAALKLLAPRAD
>MBL3587191.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB23
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MBL3587192.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MBL3587193.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSTCKGAALVGDPGYYARFGFRPYPGLRVGDCPPQFVQALPFDAAEPDGELHHHAAF
GLTQEG
>MBL3587194.1 YjhX family toxin [Rhodovulum sulfidophilum]AB23
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MBL3587195.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB23
MSVGPAPNRIENRFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALSTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAVLIAGALAVGPATVLALAAGNAAVAEAAKSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGANYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHAPYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMD
RAGRALRLAMGSAFLWCLGVALTGAFAGAPLGGLFSEDPAITEAVAAILRPMTALYAITGPVLVLALHVQAMGYPLRTAA
LTLIKPWLLTPALLVVMNALWGIEGLWFAFPVADAILLVLALSMALRTRPITPVPAPCL
>MBL3587196.1 hypothetical protein JMM61_17715 [Rhodovulum sulfidophilum]AB23
MTQPSLETVKTQAKALRQALQAQGTAISHAQSLELIARQHGARDWNTLHARLGQRNAPAALALGTKVTGHYLGQTYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLSVIIAPS
>MBL3587197.1 hypothetical protein JMM61_17720 [Rhodovulum sulfidophilum]AB23
MTEFFRTQLANTHCNAAFNGEYRGLPKIMADLKGAGNKTVHPLDHFKRIGAAAGVVSRPPFPERPAVVTCGA
>MBL3587198.1 hypothetical protein JMM61_17725 [Rhodovulum sulfidophilum]AB23
MNIEPVRDPAARSVSSSLKPLGASDQAAFAIALEPTAIDGFIEALMSATRM
>MBL3587199.1 transposase [Rhodovulum sulfidophilum]AB23
MSRKGDCLDNAPMENFFGSLKNEQVHRTRFRPRRDAKAALFEDIAIFYNRKRRHSSIGDRTPE
>MBL3587200.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MEPLADLPVSTLDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSPKQMAVYEDWLTAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLARGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGSDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
DGRITPFERCRIMDPPVNAGLNAEAVAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>MBL3587201.1 RidA family protein [Rhodovulum sulfidophilum]AB23
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTRQVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTALRGASNGAQKITLEG
>MBL3587202.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB23
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPIVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDAPGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MBL3587203.1 APC family permease [Rhodovulum sulfidophilum]AB23
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASLGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSTAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRLQPEIYARLGQAFD
>MBL3587204.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MEALLAREKLSPEILADPYAAIPLQSYLSIIEAAADLAGDPLFGARLGFSLRPGNLAPIGLRAVQAGTIRGALSAFARWS
GALQSATQSSLESEDGNLVFTYRITAPVVAPSRQDTEFSLAGICRLIRGAFDPRWRPSEIRLNHPPIPEKTRLEALFRAP
VVYAHPTNAIVFSAAAAERVHRTEDPDMIALIERHLQDLTAGANRSESTVDQVEALIDLYLGVRPVDLRTIAAALRMPPR
SLQRRLAEEGQSLSALLRRHRQRRARSLLAEKGMSVEAVATALGYSDGTSFWRAFRSWTGDAPSLGRETRCR
>MBL3587205.1 DUF1153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MSMTMDDSIKRWTATRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMENSL
>MBL3587206.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQAAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MBL3587207.1 IS5 family transposase [Rhodovulum sulfidophilum]AB23
MPKQPAIPGLRDAMKKKVTRREQFLAEMDAVVPWGRLLALIAPHYPKAGPKGGRPPMPLETMLRVYLLQNWYALSDPMAE
ETLYDSEAMCRFAGIELGDDRIPDETTILNFRHLPERHGLTEAIFADVNAHLADKGITLRSGTLVDTTIIDAPSSTKNKA
GARDPEMSFTKKGNTWYFGMKAHVGFDAESGAVHSLETSTAKVHDSRIWDKVLHGEESSVCADKGYVSAKREAAFVAVGG
AWSVMRKAPRGGKLHPEDETINRIIAMVRARVEHPFRVLKRQFGHVKTRYRGLAKNRAQLFTLFALGNLFLVRRRLMA
>MBL3587208.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB23
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVNDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MBL3587209.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB23
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDIKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MBL3587210.1 hypothetical protein JMM61_17795 [Rhodovulum sulfidophilum]AB23
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MBL3587211.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTTQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQNPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MBL3587212.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB23
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MBL3587213.1 CsbD family protein [Rhodovulum sulfidophilum]AB23
MDKDRVIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MBL3587214.1 hypothetical protein JMM61_17815 [Rhodovulum sulfidophilum]AB23
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MBL3587215.1 hypothetical protein JMM61_17820 [Rhodovulum sulfidophilum]AB23
MEEHFWTSGADNARTTTANNTVMIFPYPTGILQGDQIWTHLRERTGWRSVVMAERRVMRCRDIAIITYRVSAEKADVPIY
KALCASTYLNDDDTWLRIFHQQTMVA
>MBL3587216.1 hypothetical protein JMM61_17825 [Rhodovulum sulfidophilum]AB23
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSDE
>MBL3587217.1 hypothetical protein JMM61_17830 [Rhodovulum sulfidophilum]AB23
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MBL3587218.1 hypothetical protein JMM61_17835 [Rhodovulum sulfidophilum]AB23
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MBL3587219.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB23
MTLTAVSFELLAIYRLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAA
AILLLSISALVIIWAIGQQAARLHPS
>MBL3587220.1 hypothetical protein JMM61_17845 [Rhodovulum sulfidophilum]AB23
MARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEEFIRAVMLLGEVRAPKSTETDVTGKQPMPPRSKGKKEPCMDRP
AQRGGVEVRERSGIWEVRVDGRFRGDYHQKEHALAAAGLHRLSLR
>MBL3587221.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPRT
>MBL3587222.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB23
MGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQPKGLLVTLV
VNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVNDLIMVVAFA
PIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRALGTEKAISAFTARIKPVSMVGLVATVAILFGLQGDTILSR
PGVIALIAVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVVGVLVEVPVM
LSLVAFANRTRARFPEAERGA
>MBL3587223.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB23
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEGALI
DAMLAHPVLVNRPIVCTAQGTRLCRPSEAVFDLLDQLPAGPLFKEDGQMVIDENGNRI
>MBL3587224.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB23
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MBL3587225.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB23
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMDSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPICVALLGLSEGASFYWDTRDDQRRTLTVPEVTQPPENTKD
>MBL3587226.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB23
MRRIDPVLVAHRGSGRTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRDLIAALLFFVAFGAAISLFL
GQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIGWRTTRILTRDSTYAIIPNS
QIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAYEEGGITYALRFWLSRFDLD
SDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MBL3587227.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB23
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MBL3587228.1 transposase [Rhodovulum sulfidophilum]AB23
MTKLRQVKVLHGHGLSMVDAVRQIGISQHMFYRWRKQSGEMNRAQLSRRKDLEKEKERRRRAVSDLTLENLVLTEAARGN
F
>MBL3587229.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB23
MQIRLSSRAALMASALVAPACIAPGTALAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDTDGPLIGGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTHPDFDYDFASLNGRL
KLLWEPADMPGLRVKLSYSHTDLHRPSNEQVTKPYRDLDNTSEYQDYMDVIADGVVLDAQYDFDNGIRLSNQLQYSEADY
DFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYKGAPLGSADLSYRTRSLALFGEATW
RFASDWALTGGLRLQQDRIEIAGTTSYVTDRLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKEYY
EFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASSTL
RLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALAN
MRLSYRPRDGVEYFAYVNNVFDNRAALSVSTNDAAEIAEPRELGLGLRVTF
>MBL3587230.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRRTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MBL3587231.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGAGQILTLVPLAGIALIGRQALGLPEAAATAPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGTTRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSGAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHAAAA
ADRIDAVLNTPTLPVAAPGEGVTPDGNRLCFEAVGYAYEDGTETLSGIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRPDATREEVSAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVVGADRILVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>MBL3587232.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLTGALACLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRGADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSISGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDAGAEEIAEAARLAGVDDIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MBL3587233.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB23
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MBL3587234.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB23
MRHGLVLAALAALSLLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMAAILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLVAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>MBL3587235.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MITVTDLSKTYGDKPVLSGITAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRVLRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MBL3587236.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MPVPSLATRLGLPSALAALIFGAAAPTEADTAASAPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDSQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDEVREGY
RRR
>MBL3587237.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB23
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MBL3587238.1 DMT family transporter [Rhodovulum sulfidophilum]AB23
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>MBL3587239.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTGRHVFRLAMSDFGAALVLPVLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSNPALRWLMGRTKQLLSPQDGSFPI
>MBL3587240.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MBL3587241.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MBL3587242.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB23
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MBL3587243.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB23
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLPGDHPYLR
RLAEVRARIGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMAPFRARVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTVPGHAG
>MBL3587244.1 CTP synthase [Rhodovulum sulfidophilum]AB23
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MBL3587245.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB23
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MBL3587246.1 hypothetical protein JMM61_17985 [Rhodovulum sulfidophilum]AB23
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MBL3587247.1 hypothetical protein JMM61_17990 [Rhodovulum sulfidophilum]AB23
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MBL3587248.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB23
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MBL3587249.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB23
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MBL3587250.1 hypothetical protein JMM61_18005 [Rhodovulum sulfidophilum]AB23
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKQITEYFRDLSAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPGAPAPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESEPLGATREPSPADG
SQETRKTEITASEEAPAPSSDDRNSRDRAADSETPPHPGAGTAPPSPPRARVLKLRRDDLSAPRPPDEDAEQSAPGPRPA
ETDEAGAAAAAPGRLTDPAPAPPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKR
LRRDDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAPETGAKTRLATGPTGKDKASPEALRLDAPI
LPMTEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDG
RFRRVGRGQFELDDTAAPQQAAGANRTA
>MBL3587251.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB23
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAAMAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLHFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPMVAAASG
>MBL3587252.1 hypothetical protein JMM61_18015 [Rhodovulum sulfidophilum]AB23
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKDVAETGEMGPRVRPHGAAAIADIFARHDMTSISPCEIDTMAEQLRDAG
FDDFDFLLGLETYGEKFQSHLVEAIQSAGIETRHPDYTQPMDLISVNRDQLAHARRAGAPTEWRETFLSRLEAFQTAAHP
APTGLSTAESLVLARAT
>MBL3587253.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB23
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDEGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMKPGTPLTETERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MBL3587254.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MBL3587255.1 phospholipase [Rhodovulum sulfidophilum]AB23
MHGFTENSAALAAATGPVEELELLLTAAEAYPALERAFLGARQTISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGWRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRQLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPSHVDLIRRRVMGHWLPREGDGAVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MBL3587256.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB23
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGNGNDAEAAAPSVPSLTDALFVAPRVAAQIL
IFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWGAG
AALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWGPL
GGVIAIPVLVIVLAMLDVFDDPAPQAEEPPLPAPKPAETA
>MBL3587257.1 CsbD family protein [Rhodovulum sulfidophilum]AB23
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MBL3587258.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MAPISSDFLEEVQSAAFAGEDVFAGLCQDKGLGRDVVLKQERPFSAHCVFHHWASERRLSPVSAHAMPRPHAREEIGRWR
SHYNTKRPHSALGYLSPTEFLTKTTAPALETL
>MBL3587259.1 hypothetical protein JMM61_18050 [Rhodovulum sulfidophilum]AB23
MNPPLPADKKKRLLAVPEDTAPRASLFLVEGEGMTSGIIFWFQLDKKIERKRLIARRALSDMMLSWPEPEGELELTPQA
>MBL3587260.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB23
MRDTATTMKLHQHLAQALVAHGTTHLYGLVGDANLFMVNAYVETGTGRYVACTHEANAVLAATGFAQATGRTGVATITHG
PALTNVVTALAEAVRGGIPLVVLCGDTASGDLQHLQNIDQREVVASVGAAFVEMREPATAIEDLDRAFRIAAHRRRPVVF
NMRVDLMWKPVEPAEIMPVPLLAISSASGKALEDAAGMLASARRPLILAGRGACTPEARAALIDLAARMEAPLATTLKAQ
GLFEGEPCNIGICGGLSHPTATEVIMQSDCILAFGASLSKHTTEERAYTRGKRVVQILPDAEETPRLDIPSLRLIGDIAG
TARAIVELMDMAEIPGSGATADLADRLAAEAADFAKIPAAAQTAPGTVDMVPALRRLHQALPAQRVLVADLGRFVTAAWR
NLPVTRPQDLVYTSHFGAIGCGLGEAIGAATAITDRPTVLVAGDGGFTLSGLSELVAAVRERADMIVILCNDGSYGAEHV
QFTNRSMSPKLAMIDRIDFAETCATLGFATVRVTDAASLDAACTAIADRTGPVLIDLRLDPEKIDM
>MBL3587261.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MTLTRRNFLKTSAGAAALGALGAPAFAEGDTFIVNMFGGRWEHDWRQYVMPKFAEQIGRDFDLDIGLGMAWISNFRAAGP
DNPPFPAVMLNEKYTAMIRNDGYFAELTPENVPNMADVIEPAILKGNTAVTGMLAPLVIAYRTDLVSEPPKGWADLWDER
FKGQLGLYKITNSAATMMAMWAGEHFGSGRDDIETAVAKFKELGPFPQIGYSAQLTPLLSQGQVAVAPIDLGEVKTMQEQ
GIPIDYVVPEEGMLVFDHSFSVFKNSPDKQLGFDYINFVLSPEIQLWMAENWLIAPTNKTVELPEELQKWPLQPKVVSQA
IRFDWDETLAIMPGLNDLWERTI
>MBL3587262.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MATVEVRDLRKRYQDFLALDGVSLKAESGQLVTLLGPSGCGKSTTLRCLAGFLEANGGDILVEGESILGIPANRRGFGVV
FQNYALFPHMTVAENIGYGLKLQKLSKGEIETRVYDVKKLVRLDGLGERLPREISGGQQQRVALARALVLKPRLLLLDEP
LANLDARLRDEVRWLIRDVQQQSGITAFYVTHDQSEAMAMSDMVAVMKAGRVAQFATPREIYQKPLERYVADFTGEANFI
PCQSVKPLGEGRYAIAAAGASLELEGVPGITGAAELLLRPEALSLTAPEAGIFRGTVSKSAFLGAALHCEITLGDGSVLK
LTADPNHPVEKGAEVGIAIDQSHAWLMPEVAP
>MBL3587263.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSLKNPKLLLAIPAIALIFIFMILPITNMVEMSFRTPGISAPFGDAYTTMHYDRILSDGYYWGVLLRSLLTAGAVTLLCL
LVSYPIAWHMSKAKGMKAVLLYACIASPLMTGVLVRNFGWMIAAALNGPLNETLLALGIIERPLRLLFTQGLVILALVHV
FVPFMVLPINNALRNISPTLIEASSSMGANRREVFRDIILPLSFPGIYPGMILVYVLAVAAYVTPALLGGQMVSYMPTLI
IGELTGTFQWPFGSALAIVLSVSTILVVGLFTALTSRLMERSKA
>MBL3587264.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSEMTNAFPYRKTVNIGFGVLIVLLYVFLMAPLVMIIGASFTKGLMIEFPPQGISFRWYAEFFNRQDLVDGLFMSLRIGA
VTAVVTMTVAMMAAIAGRVLSGKLSGWFQLGMTLPLLVPELLTAVGLLFFLYKIQLAKTVLGLQMGHILMSFPYAYVSIA
AAMRQVPQSLEEASQSLGATGLQTFRLVILPLVMPGLAMGGIFAFINSFDLYTISLLLKPLGGNTLPLALFDFLTYEFKP
TAAAAATLSILLSIAGVALVQRLVGLQRAF
>MBL3587265.1 hydantoin racemase [Rhodovulum sulfidophilum]AB23
MTDLSASPRILYQLASPLHRTAGAEVVQRRAAMLRAWAPSAEVAINSPEAGPSAIESAADAAMVFPALREAAAGWAEKHD
AVLIGCFSDPAVEALAQISGVPVIGPGEAGMLAAVQLGERFSVLSSDPTPPGLRRRIRGIGIEGSFVSEVTVGGSVADLN
RNPDIHLPAIVKRARTCVAQGADVLVLGCFALSFIPGLPGKLSRALGVPVVNPVIAGLKAAEAAVLYSAGLSRPNLRSA
>MBL3587266.1 polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB23
MMSLQHSPDAFQSLVDTARFQRSRRIPIPDFAYPEGVKIAVNFTLDFDAMLLRRLLNEPWGQKAKGEFGGRVGVWRIMEM
FDAEDVKVTLFTPGRICELYPEVLHHVVDKGHELADHMWEHEVYDDPQVEDAHLTRTLEALSRIAGKPVTGTRSSHTPGL
LRSKGVVYNSFTSADDLPFYELDAEGENPILQLPFHYALDDAMYFSFGWLDTGNQAQRIMDVDEVFEIWWDAFLQQYKAG
GYVNFLLHPFVSGHAMRVDMLQRLIQRMKTLPGVWFPTCDTLAQHILTQHPYTPAAE
>MBL3587267.1 polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB23
MPWKDNYTTSDEIGMRDGSIVWPNGQQMALGLTVNLNPAAKGTGISAKDLAYPTWHFGLTEGLDAFLALFAETGVRATFA
TPAVVTEAYPDIIERILKAGHEVAAQGLYGEDPATLAPGQEAEHMARATEVLTRATGAAPKGWYALSRPDDRAATGCVTD
DTVGLLKAKGYDYIGNGLADDAPYYWVSNAEKAEALLALPYYYHFDDTFFLMFPREGTGLERPQALLNNWRAEFRAQYRR
GRYLNLCVSPARSGWGHRFDNLATLLRDAMAHPGVWAATGAEIAAHWHASYPASEVLKLAPSIWQDYADSLS
>MBL3587268.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB23
MQSEDILKGLMSWVEIDTPTGSVDTISALVDLIASELEPLGCALERIPGRDGMGDHLIARFVGGQGPGVLVSSHIDTVCA
PGNVEIRRDGDRQYGPGIADMKGGGYLALCAMRNIVASGTPLPGPVTLIYNSDEEIGSPTSHGLIQAEARKMGAALIPEP
ARGDEAITFRKGRAKYRLDFHGRESHAGSAFADGRSAILQMARTIGVLEGMTDLETETTVNVGRVRGGTEPNVVAGHAAC
DIDVRFADDALGFAVETQLQALTSEDPDVSITLSGEIEKPSLARRPETIAMFARAGEINAGLGVPMVETRSGGGSDGNFT
CAVGVPTLDGLGVIGNNWHSPQEHILIEPLARREALLRALILTYAGTRPTGDNA
>MBL3587269.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB23
MTPNFGQTRSDIRRNHALLTPESHEWITQPDWPGSELAFLISPDMGAKFAMGLVRSAEGLTDIAPAAQGIARFVFVLDGE
VTFSTGQTLGAEGYAFLPPETEATLGASAGVTFLLMEWRFVLRGEIPAPVFGKVSDIEGMPLRGDDWLIVQKLLPADAGF
DGEVNIMNFHPGASLAYVETHFMEHGLLMLDGGGVYRLDDQWYPVGKGDAIWMGPHVPQWFGALGRVPSRYLIYKNYNRS
PLDAR
>MBL3587270.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPPSTILGRLPGLRHFIEVAQQGSFRAAADKLHVAPSAVSKQIKNLELALDVELFRRDRGRGGLEVTEAGEILLFRCASV
VNELTIAQDEIDQLHGLHRGQLRLGVNEVLASDLLPGILRDMSYNHPGLKFHIVVENTREIVQRLQTGDIDIGLGYNFPP
SPDIETLATLRRRTYAITALDHPMARLRDVRLEDIDGERVIFPDSSIAMREMLEKALAQAGVQVREVMSTNSFTLLRQMV
ESGMGIGIVFGRFLQTRRERIAFVEVNELPFASPPVACCRMAGRTPTVSSEAFAAAIKTIFVNYGG
>MBL3587271.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MDRTGIQLDIRDDIQQSALIEALTEILGPKGLLTAPEDCARYASDQSGLCGVPPFAVLRPAGTDEVAALLALCNERRIGV
VPQGGRTGLSGGACSPQGTVVLSTERMSGVTEIDPDAMTLTAWAGTPLETVQEAARAEGLYYAVDIGARGSATIGGTIAT
NAGGIRVLQHGMTRANVLGLEAVLADGSVISRLGKTVKDNAGFDLKQVFIGSEGTLGVVTRAVLELRRQVVQTALALFAL
PDHAAALACLSAARQRFGARLSAFEGMWSDYWDFVCHETSLATAPLEGRHGVYLLIEIEVDGQHGETDLEDFFAELFEGG
VVEDGVLAKSLGEMRALWQVREAVGQVDDDFGPHINFDIGVSPSALGRFCEAADVRLTEVPEAIGVLKVGHVGDGNVHLL
VAHDGSNTAEARIEAAIYDLVREWSGAVTAEHGIGRIKGRWIGHSRSPAEIAMMRGMKLQLDPNGILNPGALFVETKP
>MBL3587272.1 transposase [Rhodovulum sulfidophilum]AB23
MICATTPLKQEFITPYCPQQNVMVEHMILTLKEKCIHRHRFESIQHANRLIGDWISFYNHRRPHQPLAMPTPVEAFRLAA
>MBL3587273.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB23
AAVARNEILRATRHLGRALWKKWAGYHVRSRVEAQMNRLKLFGERIMSRDPYRQTAEIQIRIAIMNHFSALGRAEIEAIA
>MBL3587274.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB23
DGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MBL3587275.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MBL3587276.1 hypothetical protein JMM61_18140 [Rhodovulum sulfidophilum]AB23
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSPGH
>MBL3587277.1 sodium-coupled transporter [Rhodovulum sulfidophilum]AB23
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MBL3587278.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB23
MHDHAPSDSSHPPRNDSGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGPHGHDHGHGHGAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>MBL3587279.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB23
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MBL3587280.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MBL3587281.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MBL3587282.1 ABC transporter permease [Rhodovulum sulfidophilum]AB23
MRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLRR
AGWMVSPVLEGRWSHRGVPLRILGVDPFTLPAGSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLATAP
GMAPGLLLVDIGTAQRLLRAGDEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAVG
LFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVSG
SLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVGG
FVLLGALLLAAALALPGALAVALAMGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAW
LDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARGE
GVIVNEQLWRRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVAALRSAIE
DDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELL
RAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVHLLKVF
ADER
>MBL3587283.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MBL3587284.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB23
MSPRPHLVLIGGGHAHALVLRGQPLPSGLSVTLIDPSPKAAYSGMLPGFVAGHYPRAALEIDLARLATAAGARFVTGRAE
GIDRARRHVLVAGQAPVPYDILSLDIGITSDLPELAGFADHAVPAKPLGRFADRWAGFLAGVAAGHSASRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGPEGVTLATGETIPAAFVI
GAAGARPQGWLTETGLRLTDGFVTVDRTLRSVSDPRIFAAGDCAHLSHAPRPKAGVFAVREAPILRRNLIAALTAGRLRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWLWKDRIDRGFMRRFHDLPPAGRR
>MBL3587285.1 YdcF family protein [Rhodovulum sulfidophilum]AB23
MSRSAAGVSGSGAEALGGDAFFVLSKLGWALLRPDTLILLSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRA
MARLEAAYPVPAIEDRPVAGIVVLGGGEEPAISVARGEPTVNEAGDRFLAALALARRFPEAPVLFTGGSGRIRPAAIPEA
NVAAALLLRAGLDPSRLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCASGWRDILPYPVDFRTAPG
FRASPGLPENLGLLTLTLHEALGFAVYRASGLAADPLPEGCLAG
>MBL3587286.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MBL3587287.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALIMLVP
FLAPLLGHGDLPALPPRTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTCFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLLARTRARLAREAAAAPPPPG
>MBL3587288.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB23
RARALRGRTALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLAR
LGRDPGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEAG
EIGLKLGDEITVNILGRDITATVTSFREVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNIT
AIRIKDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAA
GTVAILAGGVAGWAVMRFVMEGEYRFEPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MBL3587289.1 hypothetical protein JMM61_18205, partial [Rhodovulum sulfidophilum]AB23
ALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>MBL3587290.1 hypothetical protein JMM61_18210 [Rhodovulum sulfidophilum]AB23
MHLVPQWRALIRRAWSIRLILLAGLLSGLEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3587291.1 lysozyme [Rhodovulum sulfidophilum]AB23
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
LEDRIPDRSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>MBL3587292.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRVLLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWLAPSPGEIGRRIGEAVRRWR
>MBL3587293.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB23
MRKTVPANPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLAKIGPLLDAAHDRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFRIEEVR
LNYSVSKSGATTARELIIANREVRVGLV
>MBL3587294.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQSIAPAAPYTRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASCSAQKRVRFARDPVNLLPVSASAKRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3587295.1 ATP-binding protein [Rhodovulum sulfidophilum]AB23
MRSDFKRQPAGISADDLVAFANSEGGGSILAGVDEAVVGKAQIGHVCGCDVSDGTVLQILNKAVSCIPPVSIDIYIENLD
DKPILRVEVPPSPTKPHCTPKGVYCCRDGARNRPLHPSELLRLFLDSEASAFAARFEVAAERITAELNNLETSLDNSIKS
MSDQLGWADYQLDDTESTLRTIQGYVAKLTAETGSINSRLRELFLQDERNDPVREKARLQYVDRCINEIREDGNLFSHVI
AGGKLTVSGKQPEDSEITDDDARQLLEVATMHVHDTERDKNYLIVVKSPKECSDTEIDQFAAKVAESGEVADGVRERVKR
AFRLGSIVYEGVVVGTAALKNPTANYRAKVFKRAGSQLNPAAYPYELGWIFLDLPHREKGQMTRLTKDLLSAISGDALFA
TTRTSNEVMRGILDQLEFIDDGLEYLSEQNPSETLKLFIRPAPQDQTTERAV
>MBL3587296.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MLIGIAEIARMAGVSTSAVGNWRRRYNDFPAAVEELSAGPVFHLDSVALWLKKRSGKVTITISLFNNKGGVGKTTTVWNL
ATSLASKGKKVLLIDFDPQCNLSIAALGSEEFEHLLKPTIDREFGSTIRSFVLPFIQQSRRGTPYLAQPKFVTDHAFDLI
PGDFWLNAFSDILNVGTDVIGGSGLYRFLTPSLIAEAGSDEGEDAYDFVLIDLPPSFGSIVRSALYSSDYFLVPCTADRF
SAYCVGLIGEVLPIFADDWNQGVKRYSRTNPGDTYVGTKGKPKFGGWIFNGFDTRKGKKLGADKAQFEQVKESVRNNLID
PLNKVSIYSPVPKFVSEEPCAEIEDMNVMAPDSLQQNVPIKFLSSVKPTRENYAKGRWAPNQVELMNKIDAEYDKLADYV
IGNFV
>MBL3587297.1 hypothetical protein JMM61_18245 [Rhodovulum sulfidophilum]AB23
MTTFSAVDPALGYLYQARFALLEALRRLGDERPFSIFLETLDDVVFDQDGGALDLLQLKHHRVGTANLTDSSTDLWKSLR
IWIEGRSSGTIPKDARLFLVTTAQVGQGSAAAYLRTSDQDRDVQAAVRALLSTATTSQSSANSAAYSLFRKLNEDDRITL
ASVISILPGVAGITDLDRELRREIWSAARQQHRESLLSRLEGWWYGRVVNQLRSSPVEPILSEELQLKLDDLRDQFHQDA
LPIDEEIFDVGVDLSPYAESPFVQQLELSGVNKRRILRAVQDFYRAFAQRSRWIREDLLELGELGRYERRLTEEWEIVFE
QIADEVGADAAEETSRQAAQRLCKWVEDADIPIRPRISERSLTRGSLHMLADEMRVGWHPHFRERLRHLLMTEAAS
>MBL3587298.1 DUF3732 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTIQILDIVLYSYDGQRRVLSFEPGKLNVVTGASRTGKSALIPIIDYCLGSGECRVPEGVIRRTVAWYGLRVVAGTEQHF
VARRAPEPDRATTNAAFYLVGEEVVLPDASGLEASTTIEAVTARLADVVGIGANRHDPPSGQTRDPLVAKLSHALAFAFQ
PQDVIARKEVLFDGAEDNFVRQAIKDTLPYFLGSVADDDVAKKRTLADRKRNLRAAERRLAQAETMADGGTGPAKTLLAE
ARNVGLVDGAVSPEAFEDVVGLLQSASRGDPSEQLLDYETQPDQAELDRLNEQRAQLRRVLQRQEDELGQMRALRAGSSG
YSREAEEQEARLSSLGLFKGSGDAHCPLCEQPTPVGAVPTIDQLRAEMERTAQQLQRVSLRTPGLDQVIADQEASIAETR
QRLREIRQALDALAKSDERLGELRDAASCRAHVQGRISMFLDTLPLASDTSDLRAEIKRLSAEIDRLEAELSEDSIAERT
DSILSVIGGRLTKWAERLQLEWSGNPHRLDMRKLQVVADVDGRLIPMNRMGSGENHLGCHIIAHLALHEWFVRHGRPVPN
FLVLDQPSQVYFPEDQAGDRSIDDLQDTDRSAVIRLFELLEDVAADLKPGLQIIVTEHADVDRDWYQDAIVERWRGGAAL
IPQEWIDGPADPEAPKTRLE
>MBL3587299.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB23
MRNAVDVVLRQLFGVEWHQAANLQSVLTEGSRCALDKAKGRARSNERGKVIAELTFDFWSNMFRNDYGDLWRTKANIAFP
GLAHGEGRHEIQLLVKKINRLRNRVAHHEPILDMNVPDLHSKIIKLVDLRCPKTAEWMRYHSTVNIAMRSRPNLEGSAPV
TLASKADQRFEIVEATSKLAHLMGREIKKCAAFVCMEDGGVVGAITHQQLAHYIIIKSLDFEGMIDLNDHSIADILNDPE
VMDGFRSLPAGSSFFDAIKVLKEPKTRVVVAVNSDDGTPAGIVLRAHRRY
>MBL3587300.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLQRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLAAKRRTEQKRNV
>MBL3587301.1 hypothetical protein JMM61_18265 [Rhodovulum sulfidophilum]AB23
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MBL3587302.1 hypothetical protein JMM61_18270 [Rhodovulum sulfidophilum]AB23
MAEILTRSFGRFEAEATPAKARLTIRRDGKDMIRLFGRDLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKPVEEPADKAFREAVAE
LVDCAMKEGKVDV
>MBL3587303.1 hypothetical protein JMM61_18275, partial [Rhodovulum sulfidophilum]AB23
PLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3587304.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB23
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLIESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MBL3587305.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVVLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIA
RRDVTVLSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLA
EMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MBL3587306.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MBL3587307.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB23
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEFLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MBL3587308.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB23
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MBL3587309.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB23
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MBL3587310.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB23
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGTMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQEIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMIGL
>MBL3587311.1 hypothetical protein JMM61_18320 [Rhodovulum sulfidophilum]AB23
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MBL3587312.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB23
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADAHRLPAGGALAVDREAFSQGVTNRLMNHPKIRREDTEIKSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEEERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLAAATILGRDLPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MBL3587313.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB23
MNDTPETPENEDENGSGKGPERPAYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAARIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MBL3587314.1 usg protein [Rhodovulum sulfidophilum]AB23
MRLSETELMLRGYGLTTAEFYYRMPDFRNVLNIFIWQDYDLAPDHPRLFRFIQFWQESIDGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MBL3587315.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB23
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGVLAVAIGGRMLPLSGMVTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVIWAMALTRGRG
>MBL3587316.1 DedA family protein [Rhodovulum sulfidophilum]AB23
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MBL3587317.1 integrase arm-type DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGCERGRWFSPLE
>MBL3587318.1 hypothetical protein JMM61_18360 [Rhodovulum sulfidophilum]AB23
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3587319.1 DUF3380 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSYPWHGRAAAMSGNAWARAASDIGCKEAAIRAVWEVEAAGSGFRSDGSLQRRFEPHCFPAQHWGQIGFAPGGLVPWRAS
LKVASAERERMFAVAYQIAPEAALDATSWGGPQILGSNAEACGYASALEMVRDMAQGEDRHLAAFVLLIRSWGLDSALRA
RDWKRFATRYNGPGQPEVYARKIEAAYRRHSGGTRSPAVLRRGDQGAEVKRLQQALGLPSDGVFGPATDSALRRFQAERG
LTVDGMAGANTWDALQSAGTARPAIQKTPGDALVERGVDWLAKGGAGAAATAGLGKAAEKVPDGAVAVASYGAVVIALVV
AAVLILGWARRCGLV
>MBL3587320.1 hypothetical protein JMM61_18370 [Rhodovulum sulfidophilum]AB23
MGWLMQLLGGGLAGQLREAYEARLRASNDVDRIAAEICIAELQERQANRALGGRLTAWVQAAWAAPFIIYNAKLLVWDKV
LGLDATDTLSADLLDLQLRIVTFYFGGAAAIGVVRALRR
>MBL3587321.1 hypothetical protein JMM61_18380 [Rhodovulum sulfidophilum]AB23
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MBL3587322.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB23
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MBL3587323.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB23
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MBL3587324.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB23
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDKSAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MBL3587325.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB23
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MBL3587326.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB23
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MBL3587327.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB23
MTRDVTRDTIARYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRESLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MBL3587328.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB23
MSLGIRALTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMAGYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFADSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYATLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>MBL3587329.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB23
MKIAAAAYPIDRLDSWAQYEDKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MBL3587330.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB23
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MBL3587331.1 septum formation inhibitor Maf [Rhodovulum sulfidophilum]AB23
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MBL3587332.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB23
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMEGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFATRGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MBL3587333.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB23
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MBL3587334.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MTRVRVKGFKIFEDRHGKPRCYHRTTGHKIDLEKTPLGSVRFFAECARIEAIAQARKVQEPKPGTLGSLINVYFETEHFQ
NRAAATKRDYRKCADFLYPIRDTPVSAINTPLVAGIHDKAAQKIGWRRANMGRTFLGQVFRFAIPKGLIDQDYSSGVIPK
PRPKDRPYASRPWTVAERAVVLERAADHVRVTIALIMNTGLDPSDALKLMRNQIEGNTIWGVRGETGEETAIPIGPTLQR
ALDAAPGHDAVTILANSKGKPWTYDGFSTVWHRLKKQLEAEGVVQPGLTLKGLRHTVATTLREAGMEERQIADLLGQKTP
AMARHYSRSANLAERNRLTLEVFEKENERRSETVKPLKKSVKP
>MBL3587335.1 hypothetical protein JMM61_18455 [Rhodovulum sulfidophilum]AB23
MGNANLNISVIEKRMLNQTESAAYTGMPVKHFKTTCPVQPLEMGRGIRCWDKRDLDRWIDDMKQGTEMTTRDAILGKL
>MBL3587336.1 hypothetical protein JMM61_18460 [Rhodovulum sulfidophilum]AB23
MARPKHDNPADFIVSEVMAATGFDRRTVQLIRDRRAGPFGNVGVMERAKTGLYDESTVSELAMASGVHHAGFPLLQALAI
VRAYLDENSNHGPAVFSNLDEFEDPRRSWETLNWFHAACKTREARGGKDSGAPVSGDALLVIADRKYVLEDHHQSRFERP
AVPKGVDDTLPLPLCRIVSFDGNQADVVSVPDDFPAGPDFDFREAYEVYHRAYLRAVGLIRVNISLAIRNAFDRVQDMRI
ERGGPMFGTGGE
>MBL3587337.1 hypothetical protein JMM61_18465 [Rhodovulum sulfidophilum]AB23
MPKDRACANTPALSRRMFLAASPFAAVVTGPLEETKILHLFRRHRALSEATAACSEKDGPLLERLVDQVEEEMMALPCGC
AADLAAKMIVAHCDGEFSCLRWDNPVWIEARRLTGQA
>MBL3587338.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTPSQCRAARALVAMSQDRLAEASGVAKRTIASFEKEERQPYERTISALRYALEAAGVDFIPENGGGAGVRMRK
>MBL3587339.1 hypothetical protein JMM61_18475, partial [Rhodovulum sulfidophilum]AB23
MPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVY
EGVAGDALADMERRLYVLDSVDGPDSDGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDIVIEAAREADLSDR
FGNTDTRYLCIGSEIIGYT
>MBL3587340.1 hypothetical protein JMM61_18480 [Rhodovulum sulfidophilum]AB23
MTVTYTLGHAAASPYPMTHARILWDKAAGSVGATSEAEGFEAGLADTVETNSWWKPEAVPASWRIEYGESRLIDSIGLAA
HNLGTAGSHARIEYKSPKAHGNLLLYSQEIQLWPVLLRAELVPTLAPDGSMDARWLVEDETDGAHLTGIDFQAVAGRMYT
FSIYVKPNANGRRLRVSMEGAAYPDQVTVNVGGDGAIASAAGAAATSSVAVGDTGWFRVSISAEAQVTGFADIRLLILGP
NSELSYPGTGEAIGLFGGQAEWRLGPSPYVRSASSPAVSNWWAVSDDWLLPSDDSAILYLFDPVEAYGIRVSVSQPARIG
VVYTGKALGMPRMGYTSLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLTGAFEWQNLPEDWYRQSFDPFARAARTEPFF
IAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MBL3587341.1 phage tail length tape measure family protein [Rhodovulum sulfidophilum]AB23
MTKVASVEAIISGEAGGLKASIAEAVGLVGKFKNDAEKSARAIERAYAQQEKSVDRLRKSLDPLYASSKRYESALAQLDK
ALKHGVISQAEYNRTLGLAEKAYLEGGKQAAAAGGALGVLGNMSDQTRYRVQNMGYQVQDIAVQLQMGAKASSVFAAQGS
QIASMFGPVGAVVGTLAAVGLPLLSMAFTSAAKDGRAFSEVLDDLESSVAALDAVTRSYSAKGLVELKERYGEVNAEILT
LIERQKQVAIADAVRDADAAAQGFADQLERISDLVARAEYQFSPIEKLNEEFGLTLGTAQQLKIAFDQLAAAKTFDGQAD
AMARILSLMEGTKLETDEVFKELVRAEGAMRQLAASAPQAGWMSGAIAEVKTLATALWDAAKARAAAEGAANTDAAGNPI
QPGVSRTSRPRAAPPGTGGVEWGTPPQSGGGGGGANKVQTDLDALRQSLMTQEEMQIASYDRQRETLLQARQQELIDQQE
YDALIEQTRQQHQDRMAQIDAYRYGNGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAKAMELPFPAN
IAAAAKVIATGMSFVSAIKSGSKSGSGGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLN
LDWQGAAG
>MBL3587342.1 hypothetical protein JMM61_18490 [Rhodovulum sulfidophilum]AB23
MTWAAFERQAYQAARDWGVQPSEFWAMSPAEWWAEADAKIRESRAAAGGPRVKWTAEEIERVKRGGRA
>MBL3587343.1 hypothetical protein JMM61_18495 [Rhodovulum sulfidophilum]AB23
MMMKRSMTAHLAGEEIDLAATFKAASEIGQKIADPLLIAREIAVTAMLESQGVERDPKFRFTVDNIAPILLIGARAAGDT
RDLAAMQEIVFDAGFFAAAAVARDYINLLCIPQTEESAPGEDAPAGE
>MBL3587344.1 hypothetical protein JMM61_18500 [Rhodovulum sulfidophilum]AB23
MATVGFSGRKLTIEWDGTIIKGTKNKTASFSREGIDITSDDDQGFQTFLAEPGVISAEWSVEGITGDETLIAACLAGAPY
TTPPATINLPTGGTVEITMFLSQLEITGNTDGAFEFSATMMSSGIPVYTPAGA
>MBL3587345.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB23
MGFETAAQTAIFAALDGAMSCPVYDIPPALPEGMPESGFPYVVIGDDTLVADEADDVIGAQATATIHFWSRAPGNRQVKA
LMGEAFGRLHRAALTAPGFKLLDCLREFSTVSVGPDGKTRHGVQRYRIIMHKE
>MBL3587346.1 hypothetical protein JMM61_18510 [Rhodovulum sulfidophilum]AB23
MIPNQRDAMLRRMESPERRLGRRIGLGIRLALSYAQTVLIIGACLKYMAG
>MBL3587347.1 hypothetical protein JMM61_18515 [Rhodovulum sulfidophilum]AB23
MKVKVELRGFEALQDMLRDLLADGEDALRETARELAEDTAEIARREMKAAAGSAPAGSYPHQQSGRLAESVTATHEPRQS
RVGSDEIHGYHLEFGTESMEARPWLVPSFEEATAKAEQKLAAKLQEKIG
>MBL3587348.1 phage head closure protein [Rhodovulum sulfidophilum]AB23
MARGLRVTALDQRVAIERVSRMPDGMGGTTESWAPISTVWAQVVPVRGAEKREAMRVSPDNRMKVRVRWRGDANGQPFCT
PADRLVWRGRTYNIESAVPWGGRERFIEILISEGVS
>MBL3587349.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB23
MTAIPVLVTPPSTPVVSLEDAKMHLRIDHADQDAMIEGLVLAATAHLDGWRGVLGRAIMPQVWQETHVGPGPYLLAMPDV
SEVSASAGGAIRVETTALGPVVTLAEPVEGVTLGYTCGLPAAQRRLAEVAVKLYIAHLYDGSDPSPAFGAMVEALRWRAV
>MBL3587350.1 hypothetical protein JMM61_18530 [Rhodovulum sulfidophilum]AB23
MPKFRVLRQHLGERMYREGEMRDAAASEVAHLVAAGVLEPVAPESIPAPDPKPRRARKGTGE
>MBL3587351.1 phage major capsid protein [Rhodovulum sulfidophilum]AB23
MADENKTAAELAVEMKAALDKSLDGVKALAEEALGKAKAGEALSETLKGTADEALTGMNELKAQLGEIEQKIARGAGEDA
PAEAETAGQSFVDSDEFKRFAEGGFARGDRARIETKATLTTSTAASAGSIGPALAPTRLPGVIELPQRPLTIRALLAQGN
MDGQSIEFVKEHSRTDGAGMVAEGTAKPSSDFRLEVVSTSAKVIAHWMKASRQVLSDVSAVRSMIDSRLAYGLDLVEENQ
LLNGDGTGQNLLGIIPQATPYVSPLTGADTTSIDKIRLMMLQASLALLPADGVVMHPADWAWIELLKDTTGRYIIGQPQG
TIGATMWSLPVVPSMAMTLDKVLVGAFRTGAQIFDRWSTTIETGYENDDFTKNLVTILAEKRLALATYRPGAFIYGDFGR
EA
>MBL3587352.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB23
MEHSDFALELKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGL
WGKGRLVLDVPKAREIHALMKAGVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMDDVVN
KLRAGDRLTEREFELMVKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>MBL3587353.1 phage portal protein [Rhodovulum sulfidophilum]AB23
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALAAALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADMHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERNGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHIRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQPISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>MBL3587354.1 terminase large subunit [Rhodovulum sulfidophilum]AB23
MTTRPTPTSTDPATAYALDVAAGRIVAGPHVRDACRRHLRDLEEGPERGLIWDGAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRPDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVEDDTTFSYVCALDEGDDPFTDPDCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHSLDLEDFAGQRCCAGLDLSAKADLTAKALIFEDGFAADGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAIIGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGAVTARSVGEKGGNMDDFLAALEAS
>MBL3587355.1 hypothetical protein JMM61_18555 [Rhodovulum sulfidophilum]AB23
MANPRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>MBL3587356.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MAGQWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRRGRVTPATECDHVVPKAQGGTDDEGNLQAICADCHKAKTE
REAAEGQGRRLRLSFGEDGWPIGPE
>MBL3587357.1 LysR family transcriptional regulator substrate-binding protein, partial [Rhodovulum sulfidophilum]AB23
EALKETRLQAHSTIAQLCMIRAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVAAAFLGQLETG
PEAK
>MBL3587358.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB23
MFSPLLDALPAVLTFPNLLAMVGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQPFL
KTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVT
LGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLS
IVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALLVL
TTVLPPVWKHIRARRAREA
>MBL3587359.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB23
MKSIHNDVVLGTSVAILATLGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MBL3587360.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB23
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFKDVTGLVDYAKENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MBL3587361.1 RraA family protein [Rhodovulum sulfidophilum]AB23
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIAKGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MBL3587362.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB23
MNRADPQTDARPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPV
QGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWD
DNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQTSEAM
KARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVQ
LINETEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEE
ACLKLRAAVARLTPAKEGPSA
>MBL3587363.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGAPVGPDQGA
>MBL3587364.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTKKTACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MBL3587365.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB23
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAEKPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAARKKKLPYFT
>MBL3587366.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB23
MRRTLLSRAVLAAAALALPLAAPAAADFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTLR
LMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAAKSAPGTLKIANVG
TGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPDVPTF
RDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQEAAEKSAMGAHWMDAEATAAYVKASQAKAFALIDELV
AEGVLQK
>MBL3587367.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB23
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRTRRAEASGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSALVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>MBL3587368.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB23
MLADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGESE
>MBL3587369.1 hypothetical protein JMM61_18625 [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGATTFTTGATRRTGFRRR
>MBL3587370.1 transposase, partial [Rhodovulum sulfidophilum]AB23
EKQLRDLQEAYGEAMLELRARKELQALLDAQDGN
>MBL3587371.1 transposase family protein [Rhodovulum sulfidophilum]AB23
MRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHTRELLGWHLSKSGKATTASAALEHALIVRFGTLGRVE
EEFLLRSDNGIRHWARTNGASMAHSSPATTSRPSSAATG
>MBL3587372.1 transposase [Rhodovulum sulfidophilum]AB23
MGSNQWRLNGSFFTSHHFTAIVRSYGLKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFESIQHAMRVIGDWIAFYNHS
SPHQALAMRTPVEAFRLAA
>MBL3587373.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB23
MNYIPQIEPWIDQEELKELSEVIASTFITENRKTDEFLEGIKALTGAPYAIATSNGTLALVAALIASDIGPGDKVIVPDL
TFIASSNAVRLVGATPIFCDVDRQTGCMDIESVERLIGQGVQGIMPVHLYGQIVDMDQLMALADARGLVVIEDAAEALGV
TMNGRHAGTFGRFGTFSFFANKTITCGEGGVVLCNTEADYKLLYRIKNHGRDRKGVFVHDGVGYNFCFTDLQAAVGVAQL
RKFGTIMQGKRRVFEQYRKAFQGVNGVTFMEPPANVSSNYWFMNVLVDDPAGLNAHLEKNGIGSRRFFYPLYAQPCNQDL
QEPEQPNSQWLYEHGLSLPSGARLPEADIARVCDIVMEFVR
>MBL3587374.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB23
MAGFQFRAAGGLGVALIAGRAAQATAFFVMARILDEANMGVVSVLTIIYTALFQLTNFGFERYVVYNQSEDEESLTAAIN
AVWSLQLIRILIILVATAVLSLVLERSEYYDLGFAHLTAIGLAAILMSSISPDLLTHERSGNFAFIARARSYSALIGAAA
TIGVVLVWATPWAFVVGQILTAAVFMAQSFIYSSRMPQISYSGTDIRKAFKYCKHLLVIAVVSFVSTQVQNIYVGALFSP
AVLGVYFTWYRLVNLPRELVTQYATRLLFAKASADSRSGSGLMSSHLRGFAFTVVALLPFHIFVWFHGDFLITFVAGERW
ASFWWGGQLMAVASILLALSATIGPYNLVYLPHISSTLRTCEAVATTLLMFVFGGPFGLSGVLYSVIAVMAVAMLIRVYL
LYTQFVTQKRWDHARAMMLTLVVTAAPLALVEVIVRLYLPESTQSVWAGATYLVVNAAMFVYTVRRGGRLIRGMK
>MBL3587375.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MTRVLYVLPELTAHQTTAAQVRAAALLPLIAEQTDLMVLTFSGAGDSPVGVVGLPEERIVRVPRADISAASLALGTVLAR
PRAFRRFDTPAGREALAAAIRAQQPDIVHFDGFATLGLMEVVARVRPQSRIIAHVHDAQSARMERYTSMGSLLNRVQKTR
EYRKSLQFESRGLGIAALTLVDSDEDRDYLRRQIGSDTVETLPLGFNPESFTPDGPKAELVQPAIVYSGSMKADQSVDAA
VFLAHEVMPLVWRTAPEAQLYIVGGGPTEKVRALEGERIHVTGFVDDLAAYLRASSVYACPLRLGSGMRTRVVEALACGT
SMVATSMAVRGLGNPADGVAWVQADTAPEFAQAVLRTLASTDATMGGRAAVFAYGNYSWSSIASRLVDYYSKVTEQ
>MBL3587376.1 sulfotransferase [Rhodovulum sulfidophilum]AB23
MTGPSTNLQRGIGSPVFVVGNPRSGTTLFRLILTAHSKVGIAPETAFIIRLYPRYGHVKRFDERTLARFEADLNRTSIDL
ESHWKTTTRDLFARKEDFVGRSYPEVCAQLYRNFHKVRGLGPVEIWGDKNNAYGNYLDVLNHLFPTARFIHVVRDGRAVF
NSYKKLPKNEAHKYAPALPRDARAVSLRWVDMVSRIDRQLARKAPGRHLAVRYEDVLQNFQPTMDKVCAFMGLEYQEAMR
GFDQLNRKFELEPHEYGWKENTFKPLDPDKTSSWRTELGLEEIAIFERESAEVLTHYGYRLETQADSSSARRDFRPDIVK
GRAKEFMRSARFTAIRARSMIGL
>MBL3587377.1 acyltransferase [Rhodovulum sulfidophilum]AB23
MINAQGGVTLGDGTILAPEVVILSSSHDYKQGALLPYDVYDVRRPVEIGRGVWLGYRAMICPGVRIGDGAIVAMGAVVTR
DVASGEVVGGNPAKPLSRRDCDAISRMVAAENYFHKKHWSGQRPRVMAASD
>MBL3587378.1 hypothetical protein JMM61_18670 [Rhodovulum sulfidophilum]AB23
MLIRVNIVVHLFFFAVIVAFSGYSAFDLTQVLVGFLMVGVTGHSALVLSSRQRRGNGLGALTIGLVVFFWLAYTAKFGMA
MFIADEYWVVPHLIDTVSLLRVLPEAYFLSMIGFVSVVTAIIAFPLRHSIDWKLRPGKARVLGMLLLLCLGLVIKYFLKA
RFFLAVPGMDPIQLPIPYLSGILALLLGYAMLFFANVPLFLALFTGNRWAVFVTFLAAMANAGIDLRFGSKDTVMFQMTM
IVAYLFMFRVGLESGRAKFKRTARGMIIIIGVLGIGLVSAYKYMNFIRFAFFHGATSIADAISMAAQSDVATSRSSLIEL
YNRITGIEAFSAVMQMAEARLFSVSLSDMLSGNLMRAFSDMFLGGIDTTSAFSMTLIGSWYAYGRISAIIGGFLVTGGLF
AAIQTLIVRAPGAPHNMRLAFLPVYWIMCVQLMLGGNPMIWLKTIIVTLPFVYFIGRLAFTTTSRLHQTTLTQPRLTRSS
>MBL3587379.1 hypothetical protein JMM61_18675 [Rhodovulum sulfidophilum]AB23
MRADSNSYFRRGRPRWVEALWMIASALPGFRLRAAPAAFWAKIGAGVVIKPLVVVKFPWNLEIGDDVCIGQRV
>MBL3587380.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB23
MTKTALITGITGQDGSYLSEFLLEKGYVVHGIKRRASSFNTQRIDHIYEDPHKQNPKLNLHYGDLTDTSNLTRILREVEP
DEVYNLGAQSHVAVSFEAPEYTADVDGMGTLRMLEAIRFLGLEQKTRFYQASTSELYGLVQEMPQRETTPFHPRSPYAVA
KLYSYWITVNYREAYGLYACNGILFNHESPRRGETFVTRKITRGLANIAQGLEACLYMGNIEAMRDWGHAKDYVRMQWMM
LQQNTPDDFVIATGVQYSVRQFIEWSAAELGITIRFEGKGLDEVGIVAAIEGDAAPGLSVGDVIVRIDPRYFRPAEVETL
LGDPSKAKAKLGWTPEITVREMCAEMVAHDLKNARRTRLLREHGLDLPISIEG
>MBL3587381.1 GDP-L-fucose synthase [Rhodovulum sulfidophilum]AB23
MRKVYLAGHRGMVGGAILRQLQACGETNIITRTQAELDLTDQAAVRAFMQAERPDVVILAAARVGGILANNSYPADFIYD
NLMIEANVIHQSFTAGVTRLLQLGSSCIYPRAVAQPMAEDALLTGVLEPTNEPYAIAKIAGIKLCESYNRQHGTDYRSVM
PTNLYGPGDNFHPENSHVLPALIRRFHEAAQSGAEKVVIWGSGTPRREFLHVDDMAAASLFVLDLPKADYDANTQPMLSH
INVGSGTDISILELAQKVAAVTGYTGRIVTDLSKPDGTLRKLMDVSRLTQMGWSAQIGLDQGLAETYQWFLDNSETLRR
>MBL3587382.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB23
MENLIHPVLLCGGSGTRIWPLSRKSYPKQFVKLTGEESLYQASARRLSGEGFAVPTIVTAADFRFIVMEQLAALEIAPAD
ILIEPSAKNTAAAICAAALALEARKPGALMLVAPSDHVIPDDAGFRAAVQAAAPAAEAGQLVTFGIRPDRPETGYGWLEL
STPTRDFAPQPQPLRSFVEKPDLAKAEELLDGGMHLWNAGIFLFSTTTILEAFATHAPEVLTATRTAFDAAEKDLAFTRL
APSPWSELPDISIDYAVMERAPNLTVVPYAGAWSDLGDWQAIWREAEADTSGTVTAGPATALDCHDTLLQATSEAQQLVG
IGLTDIIAVAMPDAVLVAHMDRAQEVKQAVAALKAKSVPQAETLPRDYRPWGWYESLVVGPRFQVKRIVVHPDAALSLQS
HHHRAEHWIVVEGTAKVTVDTEVKLVAENQSVYIPLGAVHRMENPGKVPLTLIEVQTGSYLGEDDIIRYEDVYARGQGAK
G
>MBL3587383.1 ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTALFIALARWLAGRFNDFATLLERVVRSDETHSKFVNLAPTDKADDAGVYSEAIHFATSDIKVKNIALTGPYGSGKSSI
IQSYLTKHRPRALHISLAAFVPDEDVVSKDITRQEIERSILQQMLYGADANRLPLSRFKRIQSPGVWSIFTSLYILLGSA
SLWYVFYHRDSVFNASFFSPFSLSNWENLSVFAIASIFLWTTVHHFYVASFGVSLKSVSLKDIEIRPAADDQESILNRHL
DEIIYFFQSTDYDLVIIEDLDRFNDPEIFTTLREINGLVNENAGVKRTIRFLYALRDDMFVNTDRTKFFEFIIPVIPIIN
SSNSIDMVLEQGRRLELDERLDRQFLREVSRYLNDLRLIQNIFNEYAIYVANLETDEENLLDANKLLAILIYKNVYPRDF
EKLHRGAGSLAEILSQQDELIAHGEALCRAEISELEQEIQTAESQTPSDLKELRQIYGMALIEKLPEQVVSVILDGRTQI
PLSKIVEHDVVERLIEKQQIVCRVRNNSNQLHDISSVQADVNPQKSYEQRKAEIESKAADNKSRILRQIRDLRSKIAGLR
TTKLNELLRLNAKRVDNLFEGFGENGELARFLILEGHLDDTYYQYTSLFHSGRLSPNDNKFLIQIRAFVTPEPGFPIDNP
NEVIAAMRDEDFRQSYVLNVKLVDSLLSDQSRNSKQAQKLFEYLSSEFESCEAFFDAYYASGSHVAELTSGLADRWKGFV
PTAIASSRSITHVTQLVANLPENSLRMLAKDFRELPAFVASNLPEILAQAPEIEPERLKCLDFEVKEFAAIKEHPEVLSA
MFEAGLFELTITNLQYVYQTILGKDDLKSLREGNFTAIRSTNNSILLERVERDFETYLSNVLLELPENSKEDAAAIVDVV
QHENLDQDDLRRFLERQTSLLPSLDDVPEKLHAMLFKLRVIEPTWVNCLAFMRSNGFEAESLVEYFDRDDVRSALLKHPI
PDDADSKQLRLFLFEAGSLSDVAYKEYAHSLPNPFKFCPEDLEQSKLKILIDERKIIFTAEILEALYDNRDLQVAFVATN
IDTYLDDPGTFALDDGFREELLRSDIDQAAKREIVKLMDLTALVDLPERSALIGPIIDNADVNSFSLDGNVVKALIKHSR
PIATQISLLNKCHSLLANDEVRHVLTDLPTPFSEIRTGYGIPRLKNNPENLALVKWLDSRGIISSWSEGSLFSNDIRVNL
YRS
>MBL3587384.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB23
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWSDDRINQVCHAIEAHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>MBL3587385.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MAKNLIFINGPMGVGKSATCRQLLDLLQPAAYLDGDWCWMMKPWTVNARTIAMAQENIVFVLRQYLEVREIETVVFGWVM
HQQEIVTGLLDALPLDGVRVHVFSLICSPDALKKRIIADVSAGIRSEDIVQRSLERLPLYAPMPWPKIDVSQISAAAAAD
HIANSVRDL
>MBL3587386.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB23
MSKIALVTGANRGLGRNTALAIAKSGGDVIVTYRSNAGQAQEIVTLIHEMGRQAVALPLDVADTASFPAFVESLHSELRN
IWGRDSFDHLVNNAGHGEFALIEETTEAQFDGLFAVHVKGVFFLAQTLLPLLADGGRIVNFSSGLTRISFPGFAAYSAAK
AAVEMLTVYMAREFGARGITVNTVAPGAIETDFGGGLVRDNAEVNAQFAGMTALGRVGLPDDIGPMIASLLREDNRWVTA
QRIEVSGGQTI
>MBL3587387.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MPESRHDLPVSIHPFPDRPIPAIIYRMTIAQSSFPLAQLLVHCRRFADANAGPDGSAPTPARGLTLVRALHPGELMVAVQ
KPVIAMLLQGRKRVTTLGASFEYAPGQAMVVAADIPTVSRITHASIAAPYYALVLELDPVILRALRPAVSLRSGEAPPVR
VEPIDTEVIDAALRLARLLDRPEALPVLADGLLRELHYWLLMGVHGPAIAALGVPDSHAGRIARAVDILRREYARPIRVE
ELAEAAAMSEPAFHKHFRAITTLSPLQFQKQLRLIEARRLMLSEGAKIAQAAHTVGYASVTQFTREYGRLFDAPPGRDIR
IANTVA
>MBL3587388.1 hypothetical protein JMM61_18725 [Rhodovulum sulfidophilum]AB23
MLQDMRRDVFPAALAVGHGEIDLDPLNLMLDRVTTIAHEMAAVAADRRDALAADILGEMLSNIDMNEILERAQSRKFEQT
EAEIAEAIARAQAARQAEVDILQYAAASQTQVTGGFEGRHMVSFIRSMGPYAGYAVRQSLHEGKTLEIQLSEELLRAWPE
FGRRSVLRLTVDHERARQDRSLILMDFESAFVRELADPASDRLAFDGLYGEAEWAFNALLTVHRIRWQDLSGQLLEEDLL
PVLSRGACSRNGSQGIFSSSIRTSENCCPGD
>MBL3587389.1 heme-binding protein [Rhodovulum sulfidophilum]AB23
MLPRATKVIAAFAGLLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTANGAKIAMTVPVLQTQEGSREMIFILPDTLTLDSAPAPTDPRVSLARIPPRRVAVVRYSGSMSKRA
SAEETRLRDWIASKKLTPTGPAEVAGYNPPWTLPSYRRNEVLIPVRKD
>MBL3587390.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB23
MKLYAITAVLFLFIDAVMLSLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVLLVAAPALRDAMPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVKIMMRLQG
>MBL3587391.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB23
MVFEKLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFRIEE
VRLTYSVSKTGATAARELIIANREVRVGLV
>MBL3587392.1 hypothetical protein JMM61_18750 [Rhodovulum sulfidophilum]AB23
MANELAPPETSLGIDLNLSAAMLDFRVNDVPILDPQTPLSTDAQITTQLTLNEAFTKGQNTISFSLKFEPNSEWTPSLHL
RLHSWPAGTLPELFQGSDFVFDVTVAASQNDPDKVEITQMTSTGQPTATISNIHQTAGDGTTDSWNTWTVTANVMINFPQ
DAWQSAQILELTPELRRELSGEYMKVHSALSQGERAAKMALAPYIHRLAGGVGASDEEYYASGYEALLSGEAGFTLRPFD
ADESTVQLYGHGRLAALLPLPIRYWNSEAEQEASLFLYLWKDQTGQWQIIH
>MBL3587393.1 hypothetical protein JMM61_18760 [Rhodovulum sulfidophilum]AB23
MAGEITLSNTAILMDLSITSGAVDIRVEDVPLFDPAAPISASQTLDTQFSINQAFHPGENTMTFRVRFTPSSDLVVNPSL
NVAIGAYTGTSWPSIGESRPLVSDFKIRPASTPDGGYLLEVKERHSEQEALRAGELVHISGDGTPESWNTYRLIFKVDLP
LPEFAWQQGQSLSATPDTEQSLAAEYQRLLHVLAQKDRALYRQALWPFLRNMAAAQGLDTEAYAAMSLDPVLGPESEYDP
VPYSAAGSRVELFGEGRLAALVPIPLKFRHREWDDEATLFIYFWKDQTGQWQIIH
>MBL3587394.1 hypothetical protein JMM61_18765 [Rhodovulum sulfidophilum]AB23
MKYYVPTIDDIEALVGAHPSKFSSPLQTMRSIANARAQGETVSQITAQNQYQDYLSNGGEPMSSDGAIPPAEAVHDQPQG
KAGCDCAAAMPCCVNSITLGCSHSDARLTLPQEEKANGQTNCKLVLVADQGGSSGYDLLKVTLDRTPHGDCIMPKQMPKS
LIKMESGETEEKTAENYQIELAYPGDTGLGQTDIERFVNATKYTLFGDLEELGTNYSLKLDTCSGETTFNSVLQVYPKLE
WTAASFGCEIKGTYYTDFTFVPSVALTGKLDGTFGASTFSIEGEGESKTDPENHSRSLVPFLDETLSKLQGLTGEGARTS
ENSTHSSISVFHKVDLGTSKFKLVEHPSDPAAVGIDADVTMGFAPLIGIEAKLDIIDALLTASQAAAPGVATIIKKAREK
AAKGMGSQDGPLHAQANLEVVLLISGELGNASVNIKRPLGAQKWSGTGVVGGAIGIQVIARIYADGKFVAIEGTFSASGE
AASKLEAYLSALSEGEGKLKAKVEWNGVKVNYKFQTQAKLFGFSAGAKRAQGEIPVFGPEIIYESTL
>MBL3587395.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB23
MVGVTISQILSSKDSPAWLVLDGVNCPDLPHFLEGTEHCCFYRETGQKQPLHAPWMIHMDDRISEMASFLPNDTHWGFIF
TSHWPMRDLRAHFRRYTMLKTPQNEAPVYFRFYDPRVLFDLGHALEADKLRMFMRPFGRLSIPLSPLLGERCGLSPLAHH
DAFRSKFLTLPIPPEEPPGKGSQSFQIGMVEYRRFENLQARRAERKLARELHFTARHRSDAEILDIAAEAASRAERYGLT
SVRQIRLFAKCMLKFGPTFDETHPGAREVLTRRRVSVRETFIALQNWYTTAGDKPFPADASQDLDIWNRL
>MBL3587396.1 hypothetical protein JMM61_18775 [Rhodovulum sulfidophilum]AB23
MGRSPTALGQDVLVLRRFEGPDHLNALFDYSAERLAASTAVDFDRLIGPHATIAPTTREGERPFDGIVTEARWLGSRDND
HRYRLRPRAFLASLRRNQLIFSNKAAVEILTELLSASAHAGPPRTNAARTTASRPRAISRRSGRAATWCWRAIRCREPAA
RTRASARGIPTRPPIPA
>MBL3587397.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB23
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>MBL3587398.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MBL3587399.1 FUSC family protein [Rhodovulum sulfidophilum]AB23
MMVPGGIKLEHVLFSLKTFGAGMLAYWIAIRFGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPDVSGSAALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALATSGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MBL3587400.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB23
MSKGSETNTDSEPGRELGGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MBL3587401.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MKDRSAIGRRNRAKGAELEREVAATLASQWRNRPSASERGYGRGWKVLRKRVMQRDSWLCQPCLRRGASRPPPSATWCPK
AQGGTDDEGNLQAICADCHKANLRQQSLRRHPRGNLSPGSRESGRKARPLHNAVRPPFA
>MBL3587402.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
DVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALRARTPIDALKDWQCQRPELFRKRVYNHAGCDS
>MBL3587403.1 hypothetical protein JMM61_18810 [Rhodovulum sulfidophilum]AB23
MHIDGNGVGRFFAGLQGKLSDVRPVSAALAQATKDAAAEAMIAVLKASVQPPGGGKPVVPARPILLGGDDLTVLLRADLA
LDFAQSFSAAFERKTKELFGQIEGLQGHEGLTAKTGIVFMGPKQPFVQAYELCEDLAKEARAETQSRVSFWRLTGAMIPR
DADEIEALTSRDGMTFWRKSWAWDEFAKLEDLVEVMSSDEIGRGPLRRVPELAQAGRTGSGPAPEEVYRRALNVLRNRAP
AIHAGFLNAMRELGVDHAETRFDADGYVPLLDAHVLGKLAEDQAA
>MBL3587404.1 hypothetical protein JMM61_18815 [Rhodovulum sulfidophilum]AB23
MTVILNLRILSYWRAGTGRNRPGALDALCQRDHDGLPMIPGKHLKGLLRDAVRRAHGVGWTPSLDETTLFGGLDAQADDG
LNGTRGGCIRVDSALLPDAERAVLRENPDLIALLFDTRRSTAIGPNGTAEPGSLRFEEVAVPMTLEARLCAVGAVPDGWE
SELEKALTLVRAVGAQRTRGLGRCILTLEKRGAA
>MBL3587405.1 hypothetical protein JMM61_18820 [Rhodovulum sulfidophilum]AB23
MSVLGVVVTLLDPVVIPAQAATATRPQSLSYIPGATLLGIAAGRLYGELATQDAFAAFHAGAVRFGDAFALADSGHICLP
VPISLHEPKTRDDKAPSATDERVRDFAAADRGQDFVQIRGRDCVMDGCARFHELGHEASMRTAIAAETGLADEGQLYGYE
ALSAGQRFRARLDGDVALLARIGKALKGEHFIGRSRTAEFGRVRIEIEEASYWQLASGAAARRRRFVWLLSDAWFFDRYG
FPTARPDADMFCPGCAIDWAHSFIRTRRVAPYNTAWRARAEERTLVTRGSVITLENCSLVPGLQSFGMGQERGLGMAFVS
SHPIGEVLCTDAGAVTSPAPACPPLPAPTAFTNWLKGKQAGIQSRATAAATSDDDLQTLRGLYRRARHIAGEPVGPTASQ
WSGLATFLASDIQTGSLLGTREDRDSRLWGARYGLGEGDTGTFRDFVITILKAKDGRTRLRLLAQKARRAIEEEEWLDPQ
RDESGAVNDQ
>MBL3587406.1 hypothetical protein JMM61_18825 [Rhodovulum sulfidophilum]AB23
MTSERFFHVRRFTLEAASPAVISSGGDDPLFDNLLARDANGLPMIPATTLAGAVRARLEEADARQVFGFQERESGQRSAL
TFTDALAHWEDDRPRDGWAVLPGSDAIVALLTRESPVTRQHVRLNANGVPDGEGKFERSAVPRGTRFTFEISCWGDDADL
KRIAAMVRKGLSLGGAKRSGYGAFFCIAEGKQSFDLENGPEAERYRNYASAPLGASAGFVMGPPEQAESAPTGWIIEGRI
EGPLLVGASRSDGRGGRQPYGEISIDWQSKPAMVKHAEAVLPGSAVKGPLRHRVLFHLTRCGVGSAQDIVEDVFGAAAAG
PRGGAGKLRFHDGQISGGTVIPVAHVSLDRFTGGARDKSGALFTDDMIWSPRLEIRIDRLEDLSPEAENAFVLALEDLKA
GLLGLGAEWGEGAGVFGFETCTIKVPEDGDAIP
>MBL3587407.1 hypothetical protein JMM61_18830 [Rhodovulum sulfidophilum]AB23
MKAEETINALKGLVQVNGLAAVDLDVPLLEHLSDPTDVEARIASWTGTGWIARQSGVRTIVSGAGDDTALGQPVSAEIVD
ASGVSRQLRRVVDGWNITTVKETAGTSHLAETVRHVALDHRIVVYRRYWSLPDDGAAEVVAWRFVGFEEFKS
>MBL3587408.1 TIGR03986 family CRISPR-associated RAMP protein [Rhodovulum sulfidophilum]AB23
MTLSAPYSFVSLSHEVFLPDEAKLGVPSQDAPVDGGVSGTIDFTLTSDTPLLVGGANDKKGEKTFMKAPGDCPVIPGSSL
RGMIRNVMEIATFGKMQLVDDQRVTVRDLQHGAKEDYRDRMSGAIDGAYAPRSFAGFLKFVDGRPTLFPCEFGRIDHRDL
EDLIDRSRLPEVWCGKRKKKYRRTLHETFETISRCKQKTKDGISISQTEARFVEERFIELGGKLEHNDLWVQEADAFHTH
HGNKTLVYRRVAKDRDSAERGTTVSAQKMPGRLVFTGMPSKRKHMEFFFFERRDDLASAIDDKVWRKFLDAHEEQEKESI
TWKWRKRALNRGEAIPVFWLGIRDERSISVEHLGLAMMFKLPADNSIHDMIGRESPHLDDPRPDLATRLFGRIADTTKET
GMAATQPGFKTRLSFGWATLTTPREQYSELEKRTPRARPKPGYVPSYVLQRDLQANGQLGRIGMRDEGPIYAPYRSYMNK
KDGQADRIRGWKRYPARPVPDEAPVPDVPEGAEGNAAILRPIQAQQGELTFKGKIRFHNLHPAELGALLWVLTWGGNSGL
VHSLGSGRDFGWGQVRFRIGGISYAYGPPSTDPVMEFRQMMDEWAGRAWEDLREVRQLKAMASPAIGAEQMAELQQIKLT
VGEKDESPFVRAKRSGKALPEYPMWRDGKPEPAPFRSPVTIPSTASTRKAFYFGEPVQILRQEGDKAWIRYEGDEDGEPE
RVFLKDLTFR
>MBL3587409.1 CRISPR-associated protein Csx16 [Rhodovulum sulfidophilum]AB23
MTAYFVTRHSGALDWARAQGIDATPLSHLDPASIAPGDTVIGSLPVHIAAEVTARGARYLHLSLDLPAGARGRELTAEEM
VRYGARLTEYRIKEADP
>MBL3587410.1 hypothetical protein JMM61_18845 [Rhodovulum sulfidophilum]AB23
MTSLKQSRRDDRRSGSLRLAGVTLVTLTLAGLFVYFVEQTAAALLPDLKTSPDFFSAAGLIAFIIAGVFYWQHPRIMRQI
NAKVRTVDASGLTEQPYLICGYSPLKVDFPYLETLTRDLDEACAPTGPGYVLNSWQQNLRVLRKIPTIQHVYVLENDKYQ
FEEFSKVLRHFFPEDRLKITLIEAEQGGTTFKDDVKATLAPDYEDLRYVRRGIDRAIEMIARARREKEDDVEKLCIIDVT
GGLKTFSIAAAIASLNRDLVFVYAGTGERTGDVLGYDATIELALRFEF
>MBL3587411.1 hypothetical protein JMM61_18850 [Rhodovulum sulfidophilum]AB23
MRGERYTGLAGALVVPERHGDTAALAAAWADQTVALRLAGAGHAPPEIGAHLRRSFLGAMGRAASPAAEAGRPCDWDPPC
ALDVFRREQLRGPKGDGLPKPYVLAAWPDGPDLAVTLRIFGMAIDWAMAAAEALVAGIGTILPWGRVLPGAGGTPVIAGR
EIGLYRIMADPPPNAVRLVILSPMDATGADAMAQPWTILSRALRRADALSRWNGMALDDEVAAAIAAGLRDLEYDVTGLR
PGRYASPNRHGQARQDPTLAGQLIVRGDLSDIWPVLRIAERAHIGRHAVEGLGRIRLETV
>MBL3587412.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB23
MARAEKFVNRQREALLLAFRTRMDEAIGQSVEDGAPAFATARLWAQAARALAPGDRMLGMLIDELAEAEAVAASGAGVRL
KGDADRQDRATRMDRLPSDLEALRAAFWRARARGHYAVMLVLAEHGLTLTRRRPFGDGSQEHLGFRFCRAVAWLLGGRAQ
DAGAELEALLPLQTEVLGARHPNVLATRSYIASCRQDTGDAAKALEEFEALLPLETEVLGARHPNVLATRSCIASCRQDI
GDAAKALEEFEALLPLQTEVLGARHPNVLMTRSCIASCRQDIGDAAKALEELEALLPLQTEVLGARHPKVLTTRSCIASC
RQGTGDAAKALEEFEALLPLQTEVLGARHPHVLTTRSYIASCRQGTGDAAKALEEFEALLPLQTEVLGARHPNVLTTRSY
IASCRQDTGDAAKALEEFEALLPLLTEVLGARHPNVLATRSCIASCRQDTGGAAKALEELEALLPLETEVLGARHPHVLT
TRSYIASCRQDTGGAAKALEELEALLPLETEVLGARHPHVLTTRTLRAACLLDLGDLGGATAEIDGVRDGLVSAGLRPEH
RYFRRLEHVEARLLDPGSR
>MBL3587413.1 hypothetical protein JMM61_18880 [Rhodovulum sulfidophilum]AB23
MTERYTLKQSLYVRASMFTADELRRQKRLGLHEVNENVLEGLVNQRAKLEGQQNNIIRSLTTSLFLAFVAWSGGDIQIPG
TGASLAEIPAFLELSLIAASFSVLMATCSFLSIQLYNAVIAAVASDVLAKNKLDPDLFSAAHTPTWLFLKYSKMAPVDGR
KPGFRISTPGRVFYGALVGSISAILLSLWFLAIASIIYIAHSGLSDDVSGRGVYVICISMILASFISIAANFVAFTHEMD
LSALEEIEPDRGDLSDQSKAGCNLK
>MBL3587414.1 hypothetical protein JMM61_18885 [Rhodovulum sulfidophilum]AB23
MVEFSEAGLVSSVRLSASLFTSLNPTILALSRGHTLLRSDQEAMILASDRSVIFSTLLQALAHLGLIYNSPSMEELIQVR
VQSPSEILSAQMLILERYGVRKELSHDEYSIDDLSIPGIHIRVDVRAERYLEGSLGKRSLVVLDIITNNAFVAAVLAPLV
LSACTALWMQQKINGNHDFVYEKMYICTVGDIYFTSIEKINSEAIRILSTQTFESNDHQKDVWKARQSCLKAVGVYLGEV
DGIYGVKTKAAEDGYSKSPGGVAVNWSSKNFAAHLIEHAKIINQKEKTPDVNLPHRRRH
>MBL3587415.1 RusA family crossover junction endodeoxyribonuclease [Rhodovulum sulfidophilum]AB23
MWPEFPIEFLAVGTPVSLQSSNRRARDEWKAIVLAAAEAEVGGDSWAFDTQRLSVTMFYFPQAEMQGDVDNIAKLTIDAL
APRIYLDDSLVDRVLVQRFYPEHPATFDSPTEKLLEALGSNEPVLFVKIDEVQLEEVNT
>MBL3587416.1 hypothetical protein JMM61_18895 [Rhodovulum sulfidophilum]AB23
MSEAEETERATLEKMSKIWVGQGFEVFIQPSGKLLPNFLQRYRPDALLIKDDDKVLVEVVRKGQRNAEERVRRLKELMVN
QNEWRLEVVYSGEDVVSVRRVAADKILESLRSAEDLLTKEPRASLLLFWASLEATVRNLFPNQTSRPQSPGRIIELLAGS
GEITPSEAQSLRHLMRLRNRVIHGELNAVVKPSEVKPMLQLARQLLEPRLE
>MBL3587417.1 hypothetical protein JMM61_18900 [Rhodovulum sulfidophilum]AB23
MSEKTFLDLWSYSNTYTDKKSHSTGDGKELCDLLVVFGNDVLIFSDKEIDWPGGSDLNTSWRRWYKRAVQKSVNQVLGAA
RWIENYPERIFLDPSCNCHFPFPLPPASDLNLHLICVAAGAEAAGCSYHGSRTSWSINTSIKGPQHTTNSDCMQPLVCGD
INPSGKFVHLFDRPGLDVLMTELDTVSDFCRYLTERENFLRNSAGIFCSREADLLAAYLSEEDDQGRHIFPSEAVTAETF
IEIQPGLYDVLTERPEYKAKVEENQVSYLWDALISKFTETVLDDTYIPHPDHHVSQKIIEEGLRILAAEDRTCRRAHSLS
FEGIVELQKSTGQDRVTRVVLPINNNLEKRTCYVFLLLKYPLNLPRPIPDEQYRRVRSGMLETYAYAALLKFRDKADRIV
GIALNGPEGGHPEHGHSEDLLVLEVDEWTDDLIKDVRERQKKFDVMDESRLSMSDISVQEYPNRPEPPKASRQQRRYRER
QRKKALRRKES
>MBL3587418.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTDAGDLDIDHIVPLRYAWDHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAKERELVALTGRLCGA
>MBL3587419.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MSIRIMAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCSERKVRQIIGALEERGYLTIYRNAGPKGCNV
FFVRSTPAHRAPLHDVHPPAQRAPLHDMHPCTPCTQPLHSVHHPPAQRAPEPSENHQEPSEREADASRASAPSSEIEDAI
TLFNETAERVGLARVQKLTPARRQALKARLREVGGVDGWREAMRRVEASDFLSGRSRDPTHSWRCNFDFLVKQANFTKLM
EGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRAGR
>MBL3587420.1 hypothetical protein JMM61_18915 [Rhodovulum sulfidophilum]AB23
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRTQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIQEAAS
>MBL3587421.1 hypothetical protein JMM61_18920 [Rhodovulum sulfidophilum]AB23
MTARTFKVSIENAEAVIRMPLDEVHGLRVAMHPRLAGEPESNSTKAIREAFDKALARAQIRAGRV
>MBL3587422.1 hypothetical protein JMM61_18925 [Rhodovulum sulfidophilum]AB23
MTVASAKSLFRATKPKARIDLRQAEAFVDLPIQRAPEEGRDPLDYDPTPPDATAAFLAVEGARIRQLGGHIWEPAAGGGH
MVREMRRWGFDVTASDLVGRGFPGVSLRSFYDFDTAPAPVIVTNPPYCEVNARDGGGRWLRHTMSLRPRYTAMLLNADWP
AARINGMDALHEQFPMSRVYICCWKIDFRGGGSPPQRNIWAVWDADWQGETVYRRLFREGGEQQEALL
>MBL3587423.1 hypothetical protein JMM61_18930 [Rhodovulum sulfidophilum]AB23
MARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVVALQKATGDIAFANFLRRANEHCGAVPAVTHVH
TLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAASLKTGTTA
>MBL3587424.1 hypothetical protein JMM61_18935 [Rhodovulum sulfidophilum]AB23
MQTIEHLLRLADAYKQAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNVADAHPAPQISGDTA
>MBL3587425.1 phage repressor protein [Rhodovulum sulfidophilum]AB23
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARKVDG
>MBL3587426.1 hypothetical protein JMM61_18945 [Rhodovulum sulfidophilum]AB23
MPDEKKDLVESIDVTPDELSDAIISTEESPPQGPGKGNKEVADPNLPQAQWKGQIDLGGAKIDCYVLGDGTRLLASSSAA
MAISEVDRANLKDYAGQKALKPFIDIDKILKETRSFSIPGTQWPASGITTEHFELICRGYVQALYEGAPLTDRQREIAIR
CAVLTAGLTRTGLDALVDEATGYQYERAEDALQVKLKAFIAEELRAWEKTFPDELWKEFGRLTNWQGSLHSRPKWWGKLV
IELVYDTLDPDVAEYLKSNKPEPGVHWHRQLTENLGVRQLVSRCYEVVGMAKDCNDMRELRDKVARHYGKQLVQLTLALP
VPPKK
>MBL3587427.1 hypothetical protein JMM61_18950 [Rhodovulum sulfidophilum]AB23
MLEHRVKHLEDEVKEMRGDVRALRDDVAEMKGKISMLPGYPGLAVLMTLIGGALLTAARLFPPLP
>MBL3587428.1 hypothetical protein JMM61_18955 [Rhodovulum sulfidophilum]AB23
MDRLQSDMTDVKAALARIEAKLDYKWLTVYVFGIIAVIMRSEIALWVSSIGAS
>MBL3587429.1 hypothetical protein JMM61_18960 [Rhodovulum sulfidophilum]AB23
MRTLLCQVALCLSLATAAHAQAFGIEQGTAIDKLPVVEDVGDGYYLVEAPNPVSFFESYVVFATENAGACIVRGLGKTHE
RDGYGLAVRDDFENLQAALDEKYGKGEMHSALRRGAIWDELDEWVMAIRQNERYHQAEWRPEQETGVNEIILTVKALSSD
DSYVVLQYRFANELACDDEIASKDRSGL
>MBL3587430.1 hypothetical protein JMM61_18970 [Rhodovulum sulfidophilum]AB23
MLALNGPHWLVMTDFGPLGVGSESDPATDWDDALDQLAAAADEDRPARVFRLDFNAPAMTEVTDEAWRGLEGRLAGMAA
>MBL3587431.1 hypothetical protein JMM61_18975 [Rhodovulum sulfidophilum]AB23
MIGPLHEAARAARWLAWTSLGLLAIGLIGHVADKAIGQVIHDMHGREVSQWAN
>MBL3587432.1 ERF family protein [Rhodovulum sulfidophilum]AB23
MGELTKIPQDEAATPASFGAITPMGMISQAVANGASIETVERLIAMHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YTSKKSGDRTNYAYETLDAIAREVDPILAQHGLSYRFRSQQSDRGWLAVTCIVAHCDGYSEENTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERASSLDDLGTVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MBL3587433.1 hypothetical protein JMM61_18985 [Rhodovulum sulfidophilum]AB23
MATGIKAAEKAVSTAREAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSDFKVRLKAEQDAAARKARAEADRKRRE
AEEAARTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRR
HHKDRVIAGVRVWEEQEAY
>MBL3587434.1 hypothetical protein JMM61_18990 [Rhodovulum sulfidophilum]AB23
MPAADPLPAALEDLRASILSTLDAGEGSKMRRLLDMRPVHQALTDVERLIRRAEEYRQ
>MBL3587435.1 hypothetical protein JMM61_18995 [Rhodovulum sulfidophilum]AB23
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MBL3587436.1 hypothetical protein JMM61_19000 [Rhodovulum sulfidophilum]AB23
MLMQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKQRKGRTIPRNAAYWAGLHTAVENAEAWPTTRHLHDDLKR
LCGYVDVYHNPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MBL3587437.1 hypothetical protein JMM61_19005, partial [Rhodovulum sulfidophilum]AB23
MTDLSARGPLGLKAPRVPDDPDHLDRIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGND
>MBL3587438.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVPGGRFVFSVEHPACTANP
IGWHRSSDGFPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESYVMPLLTQGFRLDYLGEPKPLPEFLEARPELSETLRR
PPVLLLSATKQE
>MBL3587439.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB23
MVVSITSITAANKAAWNASASLHAQGTEWDSLLEQAARPGFSVLDQELTEAIRALGIEGRSAAQVGCNNARELLSLASLK
ILPSVGIDQSGAFLEQGRLLAKAAGLEPRLIEADIYELPEDVGTFDLVLITIGVLNWMPDLDGFFRVIAGLLSLGGHLLI
YETHPVMEMFDPESETPHEPAISYFRTEPLKEEGLISYDGVDHGSGETGYWFIHTLGQIVTSCAANGMAIRALKEFGYSI
REPEYDVYEGREAQIPMSYLLHARKI
>MBL3587440.1 hypothetical protein JMM61_19020 [Rhodovulum sulfidophilum]AB23
MYIEEGLNTQVFELFLIFSRLEYALTRVDGFARGTDGGPVCGNWQEFAERLGQEFFERQKADPGKMILWNAPPGRWTVTF
DDSGHLVPVWRARHAPTELRRSFEPVSWVRNCVFHGESQDMVPRYEQLVTGAVAVLEASVKACMERDDLVEIADRYTGAR
MQDPAH
>MBL3587441.1 SIR2 family protein [Rhodovulum sulfidophilum]AB23
MRFYADAPSIPDMLLARCDEGRVVFLCGAGVSQPSGMPNFSGLTQHVIEFFGPPKDSRIMTAFQPWLDDPSGPNVPLDQI
FNLLHEKYGRDEVNALVTERLLVTPLGREIGREHALIKRISTNRSGVPQIVTTNFDLMFETGAGGDKLAKHVPPGFPDLA
FGTTIEGITYLHGRLADPGSDHHPYVLSSADFGRAYLSEGWATNFIRSLLTRYTVVLVGYQAEDPPIKYLLQGLNHDGRF
DRSRLYAFDRGLSEEIEAKWRDRGVTAIAYADHVDLWKTMEAWADRADDPRQWRTSVISSSRGDPKAMSAHERGQVAHVL
RTVQGAKLFSLVDPTPHPEWVCVIDGNLRSARPSKGHGQEAETFDPRVAYGLDDDLEHISEDEQRQGVSNDNLLVWRDGD
DNPHEGHRLAGRQAKGYEATPIRLGHLITWISKAIDSPVLAWWAIRQSGLHPRLMQQIEWQMERLEGLHGRARHIWNLVL
EHHRDPRSRQWDGSWFDLKKRMAKEGWTASVLRDFRRVATPRVDIRPALGLGQSKPPSVSWDDIRLSDLGQFEVKFLKRH
NDDLEVPDEVLPQVFAILEEQLTNTSGLLADIETDYFQTPTCYPNREVDGREHVTEAAKVMEWFVELLDRLSEKRPDLAK
AHATIWPETDQFFFRKLKLYAYSKRNVFEADQVAKDILSFDQTAFWDLDVVRELLFLLVDRWAEFSQESQDRLIDRILDG
PEQPSDWSDEEFPRYRDEFAARYARYLQLEGCALATDRTERLVSMIRGVPRWNDGWATSTVTERGSHVGFVETDENPEAV
LDLPVNEIVARAKGDLARDFDSFTNKRPFTGLVKANPRKALSALTVAGKGGDYPQAFWSSMINELPEDISPRLRRVFLHR
LIRLPHAVVAELRHTLGRWLEANLVAILEFDDQLGWVVFDHVVDGILSGGAKAAESGLGEMSFRGEVVERSRRTHGHAIN
GPLGMCTESLYRAVLGEKPKAGSLVPKHIKSRVERLFAAPGEGSDHAVSVTMSKLNLLMFVDPEWTEGRLVPMLAFDHPA
SEPAWNGFLHSNRLPWPPLAEVIKPHLLELFPWIEGFSWDRNLSKVAAQWLGFMRVFHPDEPAGLSREEMRSVLRAMSDD
TRNQFVFWLGLVGQKNEGGWAKLVIPFINEVWPRERRYRNSTSVRAWIGLLDDTGESFPAVYEAVKKFLVPIETNDHPFY
RFTREINDEDPITVCHPEATLDLMNRVTPQALAQPPYELPKVLTLIAETNPKLTSDERYLRLIDLVERS
>MBL3587442.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGNCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVITEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSTAEERELVALTGRLCGA
>MBL3587443.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB23
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGIFAVQPGCGPRFSLARIGPLLDAAHTRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFVLSINDRPEIRDLFGAFRIEEVR
LTYSVSKSGATAARELIIANREVRVGLV
>MBL3587444.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWLAPSPGEIGRRIGEAVTRRRA
>MBL3587445.1 lysozyme [Rhodovulum sulfidophilum]AB23
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECGAMFAGRLAEFEAGLDRLIADP
LEARIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWEGA
>MBL3587446.1 hypothetical protein JMM61_19050 [Rhodovulum sulfidophilum]AB23
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3587447.1 hypothetical protein JMM61_19055, partial [Rhodovulum sulfidophilum]AB23
ALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>MBL3587448.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPVPLGPSVAANVQAGAENVQGQKIENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3587449.1 lysozyme [Rhodovulum sulfidophilum]AB23
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFAGRLAEVEAGLDRLIADP
VEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
DVPFRWEGA
>MBL3587450.1 hypothetical protein JMM61_19070 [Rhodovulum sulfidophilum]AB23
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3587451.1 hypothetical protein JMM61_19075 [Rhodovulum sulfidophilum]AB23
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3587452.1 hypothetical protein JMM61_19080 [Rhodovulum sulfidophilum]AB23
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGAPPPAETAAGMIWVDTATRALKMRNIANNGWITLGSFASGSFVPAG
VNQLTEAQAKDALSEVYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDAARVGDGATGVIWDHAMNGNSGQYIETPELS
PGEYEYRLYLIDVQTNSSRSDITLEVYIPDRSEWRDYGTILSNISQDRDRRYTVIYGLSGPFLTERGKSTIDRSYYKYNR
VRINAGSYLRHGTVVLVRRKTYFPLDLMP
>MBL3587453.1 hypothetical protein JMM61_19085 [Rhodovulum sulfidophilum]AB23
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLTDTPEDMIDDVAPGPYAF
GVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSST
GIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGAAEGCSAAGGVLAMAPG
ATRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPETDTD
TARWGPWQSFDAADYSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>MBL3587454.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDGMERLLRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGAL
ARATIACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>MBL3587455.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB23
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELQESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPLLDRLRAELKAEIDKSVRRAEARAARAAARG
>MBL3587456.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB23
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>MBL3587457.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB23
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MBL3587458.1 hypothetical protein JMM61_19110 [Rhodovulum sulfidophilum]AB23
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRARNVATETPAETPAPKRKGKPNPDPAP
>MBL3587459.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB23
MIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSVTGGRHVGLLWASPDCKHFSK
AKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRA
CDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPCPSIFDSSAEIMARHGLRAVRP
LAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLAQPLRTITGANRGEKALVAPSLTRFNGGATGADLRDPMPTVTA
NSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQGGGNRSAEAPHHTICASKKDQ
NSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKQYPVAAFLAQQNGGPRMAAHAGHDPRAPLSTILKEGSHQTP
VAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGAFVTLEIDGQSFVV
IDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDEPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCPHLAASRQEQEA
HDAV
>MBL3587460.1 hypothetical protein JMM61_19120 [Rhodovulum sulfidophilum]AB23
MPSETLTRSFGRFHAEATPAEARLIVRDDGKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLELIEAELGEDLRYRAGV
MAAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRDAVA
ELVDCAMKEGKADA
>MBL3587461.1 hypothetical protein JMM61_19125 [Rhodovulum sulfidophilum]AB23
MPDLFTRLEERLSARRAYWPGDLIQLLRDNRRREASCRERQNREAQNPQAAEVASTMEGAMTDLPEGYRIKPLAWCADVE
DPDVMCAGEYMISHEGYGFVLHFGAVVLGQPHGIAYEAMLAAERHHEARIAAAIESIFTAEPHDSCATGYTIPAEGFATS
GAEARWCADTAEACPCCGGSGHSGDVTPKNDPAALRAKNERLRFAVAHARADALREAAELSRQIAESSNDFIGQDYHDAI
LSLIGAPDKGGKND
>MBL3587462.1 hypothetical protein JMM61_19130 [Rhodovulum sulfidophilum]AB23
MTDKIEIAAAEALSALDAYMSGVKVSDEEKALYAHVTTAGCFAAAAYDAHIPKSGGEAHALIRSFLVALIDPLHADLDYL
RIDPASGEAARAEKEASAAPTWEGRADA
>MBL3587463.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MGDTPQPIYFRPRDAKALFGVSSNTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKA
>MBL3587464.1 DUF1153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MSMTMDDSIKRWTATRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMENSL
>MBL3587465.1 DUF2158 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAQKFKPGDIVQLKSGGPSMTVSEVAKSYNADFACYHCE
>MBL3587466.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB23
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAIMRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRDLTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQGQ
>MBL3587467.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKIGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELTGEPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGEEAR
AYGT
>MBL3587468.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB23
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLHPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MBL3587469.1 glutamine synthetase [Rhodovulum sulfidophilum]AB23
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MBL3587470.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB23
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MBL3587471.1 glutamine synthetase [Rhodovulum sulfidophilum]AB23
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MBL3587472.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB23
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRFLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MBL3587473.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB23
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MBL3587474.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB23
MFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSRNIASFSQPARPPQPTTLPPARAWDYRIGVGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVSARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYKVNLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MBL3587475.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB23
MKLRILTVCTGNICRSPVAAALLQALRPDAEISSAGLAAEPGLAADPLTAEVALDLGIDLFGHRARRFSAAMGREADLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGATGIPDPYGKPRAWHESVVDAILRATESWAERL
>MBL3587476.1 polysaccharide biosynthesis tyrosine autokinase [Rhodovulum sulfidophilum]AB23
MTEPYPRSTTPPAATTPQQDDDIDLSTLFASVWAARGAMLKGAAAALVLAAVMLLFSTPSYRATALLQLEERSNQLMLPT
DMADLLETSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLVGGVLARTGLGLPQIGFLTRYDTGDAGIELTQLAV
PPDWVGLELTAIRTGPESFRLTDPEGRVHDGRVGVPLRLSEQGFTIEIGRLDGEIGRGFRIVQVSVSDMVRRLRGMLGVS
EKGRDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIREQLPEAVERVRQAELKLNRFREQAQAID
LTAEAQGLLEQLRVLDAELRQLDTKEDELQRRFTPNHPEYRNLLNERARAEQRRKRLEDEVGALPETQREVLNLTQELEL
AREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPAPVSPRVGRTLLLALVLGAVAALAWRLLAQAIRRGIRAPEEIEA
LGLPVFATVPLVSDMPRQRPGTPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLNLAMV
MAQADQSVCLIDADMRRGELARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMMMRPRFAEMI
EMLGRRFDCVIVDCPPILVVTDAVIVARAVGATVLVARHGSTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHARPGREE
GYYGYGYGYGYSCDAPIQRD
>MBL3587477.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB23
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPEAAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAVILLDVSIVP
LFDAAGTCLGTFATAIDITERRARETALAGGEGSVRTARDALVNVLEALPDGFACFDAEDRLMICNARFREMLPMADTPI
VPGLGFRELFESALTQGMPQGDPEQRARWIAGRETARCCSARILEGERRDGGWLRLSDLPISDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACCEMFGIGAGADIRAHVWPEFHSEEEVARIRAVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRGERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPREPMLAVAD
PTDVIQVFLNLLLNARDAISCSTLDARRGEIAVTAELAHDPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGTRFSVFWPEAGEEPHEDLCAAGPPCGRLVGRRILLSDGDQEA
LRILSVYLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPDLPALLVTALPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MBL3587478.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB23
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MBL3587479.1 hypothetical protein JMM61_19225 [Rhodovulum sulfidophilum]AB23
MTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTETADGSWSLGPDQLDGLTLTPPAEFH
GELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVASATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAGMIAGVASDGSTTWSLGAADLAGLTLIPPPGFTGDFELEIAAIASDPDGGVATTNNLLPVTVLAEEPSLPPSSQVIEL
NGLITPEDTAVALELGQAFLEATGFSNLTFASISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVS
FELTDGAQVNAAFDLQVDAVADMPTITITGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSSLPEGARLSAGTYAGDGLW
SLTPEDLTGLTLRPPTDFFGSFGFTTTIVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLF
DLAGFSSIAVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLTYTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVADA
PSLSASAVDGIEDQALSLTINGALVDTDGSETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQL
TFDVRANSLEDEGNAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVPS
AGTALGAGAHAVQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAPVLNVTDALGVAGEPV
DLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIA
SNTAVIDVQVPEPAPIATEVVVDIAPGFTVDSTASLSRIVVTLADDPLFAEDMLALSDETASDPVISDALSGGSLSLRFE
NDGRQAILEGDAPAELFEQLVRGLQLHTSSDQGRRTVSIDVYDTAGELLPLDSVNLTLNPNDPAASTDPGDLLAADTSFN
TEPDTTSLDWDAGSDALDPPTTDDPAPYQEMST
>MBL3587480.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB23
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGEAALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TRIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MBL3587481.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB23
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLEGA
>MBL3587482.1 ATP-binding protein [Rhodovulum sulfidophilum]AB23
MGTMPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLESGLFLCLS
YAGPAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVRYRDRGLTQRVIARL
>MBL3587483.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB23
MSFLRPQKSLPRHPVMTGMIVFLTVLTVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLRADDGEPDRVFKGEAELFAPTSIIRDIVLPG
LVWQIAATPREGWTHSLGHLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIIVVDGSGDIVELNA
AAETMFARPMAQAKSMPVAVMFQVETVLANASVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRSVGDPDGTVIFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVIL
SANAAVAQIFQYRAEELVGQNVSMLMPDAIASRTERDLDSEAVSVIRNVIGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMDGEIDVSSVEGQGSVFRLTIVLPEATEMTGNISRPARLALEPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVAVVKKSDFDAVIMDMQMPVMDGMTAARLIHTEDGNGPPIVLLTADALARKSFEEEKV
FAAVLTKPIDWKQLFSTLNEFARRDGESSADAKQYDKLSNFIGTSENNSDLGEEESSTEPPTLSLEWLDVLRQTIPPDRV
NSIFASLIEKLDLQSRDLRARLNAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESGDVAHQSPLLERFDIEIS
SACRALKNFIEIQSKPFS
>MBL3587484.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB23
MTGLLNLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVETWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDEELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADRAVVLHDRQVEANGSPVDILTPPLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGNDRGRD
>MBL3587485.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB23
MEAPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPVNAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSITLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MBL3587486.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB23
MQESYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPENPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYESGYWLSLDGGAS
>MBL3587487.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB23
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSNLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGVKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MBL3587488.1 MFS transporter [Rhodovulum sulfidophilum]AB23
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNHVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKGVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRQ
>MBL3587489.1 hypothetical protein JMM61_19290 [Rhodovulum sulfidophilum]AB23
MSILACSGVRHPMLEWRLFRLQKIAMSSNSTAVASHHLHLFPEAAVFAARLGQLSGLGLRPPGRLCRARGRQLEPPA
>MBL3587490.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRYKARKRTSEISGSPRTKPAEVRLDELMSAAERLFLSQGVDATTVNEIVEAAGVAKGTFYHYFSSKNEMLEALARRYTE
RFLKSVQEAIDGCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSSILDQLLEIIEGGRLAGVWAPS
QPKIVALLIYSGVHGATDEIIASKTEDCRSFARDVSDACVYMLPRINARDGK
>MBL3587491.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB23
ENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFVLSINDRPEIRDLFGAFLIEEVRL
TYSVSKSGATAARELIIANREVRVGLV
>MBL3587492.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWL
APYTGQVITEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGV
>MBL3587493.1 hypothetical protein JMM61_19310 [Rhodovulum sulfidophilum]AB23
MNTTSPIDLSDLYVTLRMRLAVHVSDGCDEITLRLPREFDGELAFYRLVNWAYALVNEAARIPLPYLANLPPLRANDIYK
REIVFLRTYLNHNLKNEKRDLKTAASAARWFGQACGRGSPREPEHYAAACHFLADRLRAILEGAIDACDLLDDPIDGTTL
VANLHLQVSQAWEAHRFDPILKKCAEMIGNPGIDLLKFRGRKLDIWRAAVKNAEAEMVEAAVRRQIEADLLSEIDARLPI
GAQEAKAHLSISGKDAVVAALLLLRDARFNGKVSIPDILIQVRRSIQEPED
>MBL3587494.1 hypothetical protein JMM61_19315 [Rhodovulum sulfidophilum]AB23
MSDFKFFEWHSQHMQGIAAKILIDAVREEKPIVLVAGQDFGVPLAPPNVLTLFKTRLGPIGEPFSWRQILDRQLNDEDRD
FLAERFDRMAPNPMSLRAIELPWSAVFTSSIDPRFASRFATRGRQPEAVLSRNHYARVSRSKSRPPVYHLFGRLSELAPE
ARIPSSKVELALRKQTHASELMNRIADTATAHGIVIVDGVDVQGDWLGIDDLFAALLSQPGMRVLWFQAPQALSTDLSLA
MQETGALVTTGASLGSCVATLEAEGLLDLSEVSAPEDPARITLADGAIDISPQLRLRVEASANIVDDTWTAQPPALDGDQ
LAEAFRVFHGDLGGVRNLVEGIERGFAIERGFERDLWRLLERAMRRADNSDGLVILHGQSATGKSVALARLTRRIRMRFR
LPVLVCLNRLPSFADIDGFCVEAEQAGASTTVLVCDANLPIHRYRELTSALQSRGRKVTTVATTYRIEDKYLQGQDFAVE
APVELSPEETAALGELIGQMAPGEAVVGTVPDGWNMLAWVYRKLSWGRSRVAHGIGAEARRAEALIRERARTTPRPANTS
KLAEQLRKVGFARETFAIFDEDTEGAELGEDVAGRLIDLVMVAGRLGVPVPINLLIRVLSSQVDQLDYITVGHLFENLDI
FRWRTADAEGSDLLISPRLQLEAELICRRRLAGTDREIECVVDLIRGVQFEGIEQAHERSFLIDLLQKLDRDGPRGQAYK
QGYLRFADALRYLREQRGICDASLMLRECVFYRQAIFSQDGPDSADQMPEEKRLMVLDTARSVIEEAISLAASGEMHVGK
RNRLNLSVERASIYGYLAVQRARNGDPTFWSEYEAARQAGLRATALTDDYHPIDVALWTALDVLEGESEVLHKAQLVADL
YSTLDLAETINLRPEQRVRYEQRRHKVANILEDKALGEDALRSLDNVAPATAAFLRARQLAPDFSGVELASEDQVSKARQ
AAQMLEKNSEAMRDVPCLRLLVRMRWLVATGQRLFRGERGRTPSDTTMASLLHDLVATQNERLGDAVRNQDRYLEAVLTF
LSGDIPGSADLFRDLARDTEFEDRSRVIRKLISTDINGQPIDYSGRVRRHVSGDRWLVDVDGVGAQIGLLEHEFRSEQIS
PGRQLNRFWIAFNYIGPVAEYPR
>MBL3587495.1 hypothetical protein JMM61_19320 [Rhodovulum sulfidophilum]AB23
MDEAKTRECLSLMNNYGFAIGEAYAVVYGGENYEDVRAKKVKHEKSFALLEKKNSEWPMPKVIWDLAPEHWHLSMDGHDV
QSFRLKFPDAAVMSVKTSQLSNILAAHSRRLGDPFSPNYRSKSAALVVHLQEGGRVSPAMTLLDAGGLHVVGGNHRLGWA
MYLKQEEIPILIRSLDRKEIEELLKT
>MBL3587496.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MRLIKARVQSYRSIRDTDEFDVELLKTIMVGPNEAGKSAILQALQQTNRPEGVSGFDSLRDYPRKLLNKIDQGEVDPRDI
PVTTVWFSVEEDIADLPESVQAEGLQYTRTCYLNNRVTHRLVGLPDGKKYSDLENDLLRLAKHLDSQVETESDGELPSKT
LEAIVSGWRQHFLINEGRAALLEAWLKKAITLIDEDNAKENERLKRLRVMIQEPVDRSLALEILDQRTPKFVLFSNYFRV
RPIIHLAKLAQRVASDVLEDDGYDYGNMCLLKLLGLNADELSKLGMAGLAPNGQIVELDTFRDELDKRDYRLNSASIMLT
DSIREVWNPSPRRAEADRLRIKADGQYLKVVVEDELGVEVELDQRSEGFQWLVSFFVVFFAEAQDEHDNAILLLDEPGLH
LHGLKQRDFRETVSKLAAKNQTIFTTHSPFLVGPNELDLVRVVSMTDRNAGTKVHTSVTANDPAALLPLQEALGYDLAQS
LFAQKRNLVLEGLTDYWYFDAVSELLREAGVANLNQKIAMVPANTAGKVVYFATILHAQGLKVVALLDSDNAGNQAAEQD
TLVHTLGNKAILRTKDFLEAGVKASEVEDLLRDALVSIAKSELGWDVSEIAEQQEKRSIVSIFEGEIKDFSKYRLAKAFV
KWSRDHEAKDLSEKERSQWARLIAAVNAALK
>MBL3587497.1 hypothetical protein JMM61_19330, partial [Rhodovulum sulfidophilum]AB23
LALLGAAGWYGWTAGLIGPGKAPEGGIEARLPPRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYGRQRGDAATDN
AALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPDG
AVYDLTDRIGPDGRLRFGLSLPEGAAAAPQLLLAVAATRPLASAATATDGTPAARLLPAVLEEIAGRGGGAGVAVAHLEL
LPPGPAEDG
>MBL3587498.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB23
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGANFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MBL3587499.1 hypothetical protein JMM61_19340 [Rhodovulum sulfidophilum]AB23
MAGTTMNANEALLWAVGSDMPKPPMMLNTLALYPRMIEAETSPGRRRMLQQQLDQAVEQANGLRAQEEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITQKEDCRQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPATRAQEEQSESTPLITFIEDIQDAMNGLAG
RTRSPDAPRAPQQDDFGSSIGIELKLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGKMDLLDLFLSRFPQGPEIR
DRLADPENAVSAKAECSIEVGGEGDLSYGLGDIGSLTIGNSDNWEASLEEIEQTFTAQAKITGTITASARLDADVWFFKA
HASAGAEVSTGWHFGGRVVRGAGGSRKTERLYYFEGIILRAYAKVTLDSGGKTEVTDDYFGDATQTTTASTSSSKATTAL
ASSEIEVPLMEPEGEEDGWA
>MBL3587500.1 hypothetical protein JMM61_19345 [Rhodovulum sulfidophilum]AB23
MTGAPQNNYTLSCFAENATVELFINGAPTALHASLEKMVWSWPVPDFLRDGTNRIDIAYEPINVAERNYTPNPDVRIQME
LKQEGMAAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDD
PALRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDE
AAGMRPLLSRDEAQKVALHFGSDRRLVCFADYQVAALDHDGDFLSMLPVYFARQPGGPFLACFSRDMA
>MBL3587501.1 hypothetical protein JMM61_19350 [Rhodovulum sulfidophilum]AB23
MKPTAQTVAAQPGPSLPERGRSDAGRRHFLATAMGMAALSGGAARLLAGPATGAAPKNAYSLICMGHHAVLEVYLNGAPT
ILHASPEDLVFSFPVTELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRT
VFSGRPVQPDLGTISRPRPEAEQPFTIWFGDGKPSREFTRIVPVGFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMAR
LHGAVERRDRDAFVEIARPYLARMARIWGKPDAGAAADAILAKAPWWSEHAAGMVPLLDRQEARSATLAFGSDRRLVEFS
DRRVAATDAGGEVLSALPLYFARRPGGPFLACYSRDMNIGL
>MBL3587502.1 WGR domain-containing protein [Rhodovulum sulfidophilum]AB23
MHLTRTDPVSNLYRFYRMEIVQGLFGDWGLVRNWGRIDSAGQLRTDWFMPAANSTPDGTLSILMRTGMRLARRTHEKVAA
TFGSPRRTLRVRQAWIAASL
>MBL3587503.1 transposase [Rhodovulum sulfidophilum]AB23
MVERFIRTLKEQCVHRHRFESIQHAMRVIGDWIAFYNHRRPHQALAMRTPVEAFRLAA
>MBL3587504.1 hypothetical protein JMM61_19380 [Rhodovulum sulfidophilum]AB23
MIFNYNFFFKILSFCLALIVSLPGAIFAFGLSGGDGAFVPSHLAQEAARLETSFKAVERETLARQAWAGELCQHHYCGNS
VTEEKAQDLLRDMNSRARLKHDRVISWASILFAGLSVVMSLFSLSVAKNTRGEK
>MBL3587505.1 hypothetical protein JMM61_19385 [Rhodovulum sulfidophilum]AB23
MERVGAELECGNYEQARDMHKAHVSFVEKTNEATIASGQAAIRNLFLMHGGALVAMLTFISGLLSNNSTHLQVDSLIAPM
IRFALGLAFAAAASCSTYLTNYCYAAGASRCVLNWSPPYIQRSRLAKIWMTIGLSFHVAAIILASASLVFFVWGFFDVKS
ALDFVVSYPS
>MBL3587506.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB23
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MBL3587507.1 hypothetical protein JMM61_19395 [Rhodovulum sulfidophilum]AB23
MTSVPASAVDIAALTVSTLGLIGLLLAYLQFRLSRRANEVTAECARSSFVLEIHKWFREKPEEVIFFYRLDYASSQSAFK
FNPIDFPHSDEERQLDALLYKLVFVGSLLRRGVLDHKDIAWMNFIVSAVLGNAEVQNYLAWLQTNDQVPGHSEFLDAVFL
FMELSGKSGTEAQLLREYVRNANSMVTM
>MBL3587508.1 hypothetical protein JMM61_19400 [Rhodovulum sulfidophilum]AB23
MINTLREALFGETLELDWSKYQWLDKFLSGLPTNPDTMAHSAAYFLHTGRKGLYLVRRQKYYALVAAHPNIENTALVLPA
GGSPAPELWHDLCLSISEKGLNASLGRVPDTLAQLVESRDEFKLVVERKLDWRYPVTVVDNRKLSKLNGGEYSHYRRKIR
RATSRGAICIVDQLSPTYAELEEPVLRMIERWARTVSAIKDFDVEHLISSNLSAYRLGFLKKYQINCRVYLSSGGVIGLC
ATELKNSGNTANGIAMCVDRSWTGCSEFMYWTEANELLRQGYLLYNINGSETQSLNEFRSKLRPTDQIPLHTYQLRN
>MBL3587509.1 hypothetical protein JMM61_19405 [Rhodovulum sulfidophilum]AB23
MEFPPLADSRVYDKGNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATA
AENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPEKEHVVTDLPVLD
SATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVT
GRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATT
DNPFVDTWQFAWRPVSAAEPTLRALTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSV
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVS
GIAVRAASIIPTTTVATLAEAPGFAGTATGCSAAGGVLAMAPGEIRARYAFAGRIDLGTVQPVRLISDIELLISEARDLF
WRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDTDPAAARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGI
TGLTVTALQAA
>MBL3587510.1 hypothetical protein JMM61_19410 [Rhodovulum sulfidophilum]AB23
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMVWVDTATRALKMRKIANNGWITLGSFASGSFVPAG
VNQLTEAQAKDALSDIYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDMVRVGDGADGLFWDHSLTGNQRYVQTPAFED
GYEYMLRIMGMEWHGYGNKRPTIKGFIDQTGRYASAMAMAGDVEPSTGSHVMIRLLFPRIPSPFFGIEGKVPSGQIRTST
LGADDRTVSRAEISWADGDTDIRAGKMYLYRRREYISG
>MBL3587511.1 hypothetical protein JMM61_19415 [Rhodovulum sulfidophilum]AB23
MSTEHQQYSTHNQSDKIREYAEKRDIEIMKIYVFYPG
>MBL3587512.1 transcriptional activator RfaH [Rhodovulum sulfidophilum]AB23
MTFHDRGTSWFLAQLKPNCANIADKNLKRQGFQTFLPMEEETRQRNGKFVTAMRPLFPGYIFVAFDVARGFWRTVNSTYG
ITRLVSFGKEPTAVPLDLVSQMMLRCDAKGKLLPAKLLKPGDQVTLTKGPFANFVAEVEKIAPDRRVWVLMEIMGGQTRV
AVGADQLRSI
>MBL3587513.1 YdcF family protein [Rhodovulum sulfidophilum]AB23
MDTALFILSKLIGLALQVETWLVIGMVVSIAAERFARPRLGRWSFRATLAALFAVGIFPIGEILLRPLEAEFAPMPAPSH
IDGIVVLGGVEDPRATAAWRDPQLNEAAERLTAAAALAIAHPEVRLVFSGGSGRLRNAMLGQPEIPSVAVDFFVSLGIDP
ARITWEDQSRNTAENARFSYEVAAPAPGETWVLVTSAFHMGRALACFEAAGWGDIVPHPVDYRTGSFSGGIGWNLAGNLE
VLNIAIKDWVGRLAYRFTGR
>MBL3587514.1 glycosyltransferase [Rhodovulum sulfidophilum]AB23
MKVSVITAAYNSEATVGEAIASVAAQTYPDVEHLVVEGNSDDGTLEAIERAGHNSMRLISEPDDGIYDALNKGIRNATGD
VVGFIHSDDFLAHDEVLSRIAAAFKDPAVEAVFSDLVYVSQADTSRVIRHWSTGAFHPRRLKYGWMPAHPTLYLRRQVYE
RFGTYDNNMRIAADYDFILRYFSQATGKSVYIPEVLYKMRIGGVSNRNWAKIRQKMDEDMLAIRRNRVGGLHTLAFKNLS
KLGQFLVRPQRS
>MBL3587515.1 sulfate adenylyltransferase subunit CysN [Rhodovulum sulfidophilum]AB23
MTTKDPIYKTDALIAEDIGAYLEAHQNKTMLRFITCGSVDDGKSTLIGRLLYDSKMIFEDQLAALEADSKRVGTQGGEID
FALLVDGLAAEREQGITIDVAYRFFATEKRKFIVADTPGHEQYTRNMVTGASTADLAVILIDARKGVLTQTRRHSYLVNL
IGIRHVVLAVNKMDLVGYSQEVFDKIVEDYGTFARSVGITDFTAIPISGYKGDNITGPSENTPWYQGTALLPYLETVQVD
VTADQAKPFRLPVQWVNRPNLDFRGFAGLIASGTVRPGDAVRVLPSGKTSTVARIVALEGDRDLAVAGESVTITLADEID
CSRGQVIVAAQAPLEVADQFEAALVWMDEVEMVPGRAYFLKIGTQTVSATVHQPKYEINVNTQEHLAAKTLDLNAIGIAN
ITTDREIPFAPYTENRDLGGFILIDKITNRTVAAGMIHFALRRAQNIHWQAIDVTRESHAAMKNQKPAVLWLTGLSGSGK
STIANIVEKKLARMNRHTFLLDGDNVRHGLNKDLGFTEADRVENIRRVGEVAKLMTDAGLIVITAFISPFRSERDMVRGM
MQPGEFIEVFVDTPLEVAEARDVKGLYAKARSGQLKNFTGIDSPYEAPDNAEIRIDTTGMTAEEAADLIIAQLIP
>MBL3587516.1 sulfate adenylyltransferase subunit CysD [Rhodovulum sulfidophilum]AB23
MTTKTLTHLQRLEAESIHILREVVAEAERPVMLYSVGKDSAVMLHLAKKAFYPAPPPFPLMHVDTTWKFRDMYALRDKAA
KQAGMDLIVYQNPEAKEKGINPFDHGSLHTDMWKTEGLKQALDLHGFDVAFGGARRDEEKSRAKERVFSFRSANHRWDPK
NQRPELWRLYNARKSKGESIRVFPISNWTELDIWQYIHLEGIEIVPLYFSAPRPTVKRDGLILMVDDERFPLKPGESPEL
RSVRFRTLGCYPLTGAVESTATTLPEVIQEMLLTTTSERQGRAIDHDQAASMEKKKQEGYF
>MBL3587517.1 hypothetical protein JMM61_19450 [Rhodovulum sulfidophilum]AB23
MEPFDDQTRLIRALFAETQAYANGAWSGFLSLLRLVTQAEGASLVLDLQNQTRGWCDGSPNNSDPSSRRTLRFDRVYSQE
SLPASKEGVAPTRMIKVRTTDGAGLTLSVSRGMHSRDFRSADGQLLHSLAPFLGQAMVLWLDRQREGLETKISETMLAAL
GGGWLVLDAAGKILRLSAKLATDFQVAEGRPLKFAEPTVASAFTEAFAQAVAGEGPVAFSLKQGEMLLAQIEHDNAPAIL
GRLRTTPQCASISAETVAHHLGISTSEARLAILICDGHSLKAAAAILGWTEESTRTCSKSLFARMGVSGQPNLVRRILNS
SIWFAST
>MBL3587518.1 IS5 family transposase [Rhodovulum sulfidophilum]AB23
MSRPTPPTYRTRNWPAYNEALKRRGSLTIWFAPEMSGEAAPTGRRGRQQTYSNAAIQTYLSMKVLFGMALRQTTGFVESL
LRLVGLNWTVPDFSTLSRRQKILAVNIPYRGSRGPLHLLIDSTGIKVEGEGEWNARKHGGPKRHVWRKIHLGIDEETLEI
RAVEITGRHIGDAPVLPDLLSQIPMDEAIGCITADGAYDTRKCHDAIADRGARAVIPPRKNAKPWKTFTAGAVARNEALR
ASKYLGRALWRRWSGYHRRSRVETKMHCVKLLGQRLMARDFDRRVAELQVRIAVLNGYTSLGIPVTEAVG
>MBL3587519.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB23
MAALTYTANAALVADSPLYTFAQADIRDPAALDAAFATHRPDIFLHLAAESHVDRYMALLHKSREGFIL
>MBL3587520.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB23
MIRRLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGHGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MBL3587521.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB23
MSLISMGDLAQGLGLRIRNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALSSADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEELLTARSSVTELQALLGVRQEKIETIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MBL3587522.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB23
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAS
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPLREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMEGASGSVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSTRASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MBL3587523.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB23
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVATNSGGAWDSATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MBL3587524.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB23
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPNRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MBL3587525.1 hypothetical protein JMM61_19505 [Rhodovulum sulfidophilum]AB23
MNPERTLWLTVLVKGLDDAAMEHDADWLGTADFRHVCALAGLDSDVVLEAYSTGRRYLPRAA
>MBL3587526.1 hypothetical protein JMM61_19515 [Rhodovulum sulfidophilum]AB23
MIVTKAVSGAGKIDPLMAAFDAVYLMSLNRMRGDWLYIAACERVDPNSDDEILVAF
>MBL3587527.1 GIY-YIG nuclease family protein, partial [Rhodovulum sulfidophilum]AB23
MNTHLHIPLTTDHDHPVPVGLPIHEHWQATAEAKGFEITARVDDRYHLMLRCHSCDGAHRSKLHVLMTSQPLCPHCMDAR
WRKDAEAAGLIWLGRDPDDRHYGFYKAPCGHKLRRQFELVKRIAAGECAHRCEVCQHDKEEAEARARGWSLLGPAPAKGP
GYRRYRHDCGHEQTIARANMQSGRFNCASCGEGWSTAPSHIYCMRFELPGMASLVKLGFSRNPDSRLNWQLKRSPDLSGQ
ILRSVPICN
>MBL3587528.1 hypothetical protein JMM61_19530 [Rhodovulum sulfidophilum]AB23
MATCAFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VERPSDLPLKRAALLTRALIESESAEAFTSLYRLLDSYAHLFACRQHGAVGARVRQMLQTCHCHLEALAELGEFTDPGEG
WDEAAPEASSLPKPLACAH
>MBL3587529.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]AB23
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>MBL3587530.1 plasmid recombination protein [Rhodovulum sulfidophilum]AB23
MKDVLDVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNGNARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLVVHLDETTIHAHFTLRAYTNAG
LSMSEAAKRGTLSRLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPETLHRSVRELHYDLPGELESLRQQHAEEQKALV
QATNERGVQQTKLDAILVEIDELEAELDFAREELQSRQLELARLKTDEKAHQSELDALRASAEKTRRHLAELDAKAVEEE
KKEKRRRTYQLRLEKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREADLAHREQHQTQQAEVAQALTADLDARA
GEISLREGEVAAARTELVSEAQEVRAQKEELDASLAAIDHVVAEIETGGIQMLNDGKLQFRDPAPIRVAPRPLRVRLLPI
IRRLVRKIDETEKRASFVEEMMRRMQRLFGRPDLPEDVEHEAREIEADWQGGHL
>MBL3587531.1 AAA family ATPase [Rhodovulum sulfidophilum]AB23
MRISRVRITNFANFSDLDVETGESIVIVGENKVGKSNFIRALQLILDPGLSERDRQLGLEHFWDGLNEDKLGETIEISVD
LTDFTGDPRLMAHLNDCVVDPGPPMVARLTYRFQPKANLGRDPESLADYEYVIFGGDDPDMAIGSSLRRMLPLDVQVALR
DAEKDLSSWRNSPLRPLIEQLATSLDEDARDELQEQVNEAQAELAGHAEVVATAQRISDRLIAIAGEQHAVPLTLGLAPT
RVDALLRSLRLLIDNGARGIGDASLGTANLIFLALKSLELDRLVTDGERDHTFFVVEEPEAHLHPHVQRLVYRYFLGGAA
DDQEDAPPLTTILTTHSPHIASVTPIRSIVLLRHDAGEDATTAVSTAKAPLTDRDEADLQRYIDVSRGEIFFARGVILVE
GDAERFLIPAFAEALGIPLDMLGITVCSVGGTNFTPYVKLLGPKGLNIPHVILTDRDPNDANPPLVRRRLIKVLRLVEDG
VNYAPLDADTVIARAEPFGYFVNGNTLEPELFCGGLAEAMKQVIGEELSIRQATRDLLQGWVDDTDTLDEERLIKLIERI
GKGRFAQALAPYVEEDMCPDYIRKALEHIRNALA
>MBL3587532.1 ATP-dependent helicase [Rhodovulum sulfidophilum]AB23
MPLRSVSAAYLAQAADLASNPGQQAAYNSTGHCVVLAGPGSGKTKTLVLKLARIMAEDVRAPRGAACITYSQECARELTR
RLERLGLREAPNLFIGTVHGFCLRHLLMPYGRLANLPVPFPLAVATQRQSDQAMKRVGERLFGLGHPNKPMELGRHRRSI
LDRTSEAWTDEEELAAWADGYEAELRRTGLVDFDDLVIFGQRLVSEHDWVLPLLQAKFPVLAVDEYQDLGVALHRIVKRV
AFDGEVRLFAVGDPDQSIYGFTGADGALLEELAKRDDVERVQLQLNYRSASRIVSASELALGEDRGYQSNDPERQAVIAF
VECDDGLEGQAAHAVAEVIPAALAAKPGRALGDIAILYRDYRAGDVVAEAVTAAGLDFVRVDTAAPYRKVALTSWIEDCA
AWCAGGWREAKPQLRGLLNRWIGFRRAPISDAQASAELQSLTRLLWSLRFEEGLARDFVTALRAGMLDALMEAEPSLADQ
REQVERMSAAVAEGGPLADLDLASLGGRDGSPRHLNLLTLHSAKGCEYDVVIMVGLDLGSLPWRNEAPAAQRESRRLFYV
GLTRARDEIHMLYSGFVDTRFGRKYWGRSPFLNELEARMQEAEDD
>MBL3587533.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB23
MPAKGQDRNAFLPLPAAAYEAALPSHNIPERPIPAAIAVVIRAKQVLLVRRANPPDAGRWGFPGGKIDRGETLTEAALRE
LAEETGISADPLRVFTAVDAFDREASGALRRHFILIAILCRWTGGPPVAGDDALEARWVDLDTLADTGLALSLDVAEVAA
QAAMLMQEMQS
>MBL3587534.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB23
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYL
HDALAASEALDVGHGHGPVHHFHALWPDHPAM
>MBL3587535.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB23
MIMYQVDAFAEEVLSGNPAAVLLLPGWLDEALMQAIARENNLAETAFAVVRAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEIAAQFPGGVIAAFRNFENVFVELEGADRVRDFV
PDLAAIAGLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>MBL3587536.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB23
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>MBL3587537.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB23
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGSWTH
>MBL3587538.1 hypothetical protein JMM61_19585 [Rhodovulum sulfidophilum]AB23
MAGIDKRAVLESLDIGNGVAERERAVLKDFFLESSAWRKLRTGNADLVFGPKGSGKSTLFFNVIEHEYDLLEEGILIVSS
ENTAGESVFSAARQNPPENEEEYIAIWKLYILALIVDRCSKDGLNFREIKAVEQLLTQEGIYKKGRTISGFFSSVVEYVK
SRLNFNTAEGEVEIDPATGIPKKLKGKFTFAEPSESGREKGLLPISDALMACSKFLLDERKSIWILVDRLDVIFANDKKA
EALALRALFRVYGEMHAMPAIKLKIFLRDDIWRDITRESGFREASHLIKKVSISWEKIPLANLLIQRLVASENFRIFYRL
PNDFLRSTNKNKMGLINSLFPRQMNLFGEGTERAFDWLIIHTRDGKDINTPRDLIELLNFAKDFEIDRLVMGERPYRAQN
LLFNHEGLSKAGGQLSALKMEQTVFAEHPDMRQYIDAFFESIPRNFDIEKLCALWSCDEVKAKAVSAKLADIGFFKVTGR
YRYLIPVLFTHYLGINPSKKKFDR
>MBL3587539.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MTVNTVGLDLAKDVFQVHGISANGRVIFNKTVKRAKLLQFFGALPPCVVGMEACGSAHHWGRELGKLGHDVRLMPAGYVK
PYVKRGKTDAVDAEAICEAVRRPTMRFVELKTE
>MBL3587540.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEADDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAKERELGALTGRLCAT
>MBL3587541.1 hypothetical protein JMM61_19600 [Rhodovulum sulfidophilum]AB23
MKHIFKAIFIFLISAIGGSVMARERDPTQTALGMDISLAGVKLDLRVNDVPISDPSFPLGSDGPFSTIMTLNGAFASGKN
SVTLSVSPEAKASPGWDRHVHARFGYWPILLKNSLEHPGSATSWETVLFVRDSAL
>MBL3587542.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB23
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>MBL3587543.1 hypothetical protein JMM61_19610 [Rhodovulum sulfidophilum]AB23
MQDSDSELEYATQYRSVFDELRNVMPHGTFPQPQVGGDAPTSPTWEVLPALPTDVFGAVAHLLRVSGTIGWFEPSSAGLG
SDDSIFLSAEERIDLEELAKAWRTDGESEGVQDLWTELLSHKDACLRPRLLCQEGRGQGSLDWCKVAFKLILTADMAAEG
LGRPLGGDEERVNVMRDLLSAKNQPDRGGQDEKTIAGSSLRRRHRHPASMTERIDTDVVCVLPKGRIAQVGCTLRSLSAN
LALLPPRATVRCQWAEPVAPLRHDDRATLDILLIPAPFEIQGIDFEEVPSSNGGAARDWGNFSLKQSWIEDPYLLEDITI
KLIRQAKKQTKSLNAIIFPEYALDWGVFGKICDAAWRDAPELEFIISGSSNNCDQHEGNHVLTALRHEKSGRDNRPWISA
VSRRKHHRWRLDARQVSDYALASALKPTVACWWESHKIMTPELYFHRFRQSSTFVTMICEDLARSDPCHEIIRSVGPNLV
FALLMDGPQLPGRWGARYASSLADDPGCSVMTLTSWGLIRRVNQSGKYPPSRAIALWKDETGSVEQIMMPPGDGPAGVLV
SLAGKDTTDRTIDGRCVSNWSWRFHGQQPILLNQAENHPRHRLMGLGLRACLSSMLSTR
>MBL3587544.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB23
MTPPLTLEVARRLIEDGTAGELTAQQQRIAKHRQYLVQSILGIEAVPNLSDGFHVWLPLPEGWRADVFSSECARLGVHVS
EGRSFAMNASDAPEAIRLCLP
>MBL3587545.1 hypothetical protein JMM61_19625, partial [Rhodovulum sulfidophilum]AB23
MTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGATLSAGTANADGSWTLGPDQLDGLTLTPPAEFH
GDLSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAG
>MBL3587546.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MLDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLELQAERFAAFAERRRADFHRFTSDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MBL3587547.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWDAVDETLAVCLYDALRDLGWRGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRVFSDKDLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADARPSMRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILALPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGEG
EGERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFD
PTHLRRAISYVPQLPSFHYGTLRDNLLMAEPEADEQDIAEALQLADAATAIAALPEGLETFYDAQLVTLPVGLLSRLSLA
RMYLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPK
GLI
>MBL3587548.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYEGLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MBL3587549.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MSDLFWLGFHIARRHQPDVVTELAQFAAPVMGGPTRLHPDDAGRQGLEELQKLGALHRLVENDAPIRGNPVNLKDILGQI
QADRIDCHWVAPLSAVDDNCTMVHRDAGGAGAIHIIRLARSVQQYQPLPKDDQAAIKRMKELASENRRYGYLRLHAMLRR
EG
>MBL3587550.1 hypothetical protein JMM61_19660 [Rhodovulum sulfidophilum]AB23
MSKGSHPASGFVVSFATTLINIGIAVVASIRVYISYLFEVSAYSALLGPVIGSHTLQEWQLTGAECLAIGLNGAKVALIF
IIAHLASQGLRGSFQLKLLRGLVLLLSLLMTLFVFAGQTVSPKAEARLQELQSAINDRYEASIDLTNGRFDTQRSQVIER
FEEELELLGDLPPRLGSGRSRIFRSSLSVERRRGDRKSLKRRRGGFGQELRW
>MBL3587551.1 hypothetical protein JMM61_19665 [Rhodovulum sulfidophilum]AB23
MTKKEEAKKSVDDHLDRFGRILELKQEAREYLAEHASTIVQKAISDELSHVQKNERSAAATSVPDKSLASRIEELGRGFI
SIVAGSVTELQMLPLQAAPASIFRRSQTVRQEEGLGAEADDPEMPDVVNWVPGNISSTVVGCQVSLVWKGSEAPSKGPNL
RVVYDEEPTSFEENTKGARTIEISIDQPKPSRFVIDVSDTGEYVINLYSS
>MBL3587552.1 hypothetical protein JMM61_19670 [Rhodovulum sulfidophilum]AB23
MLQPIEHAAKTFFTSLAPQLSAVVCWLVERGNKLKETIRSTESFVRDYDLDDLFDLSKDRRFNDAVDLAEAAYSKEVVGA
LLGFAVRLAKRQYHLPDWQERAEDIGSSVMEEYFKAVANHVRPTNHNQMCPTYLDLMRWAVYIVREQVGYVTKKEVRQRV
VTVPPPNVQEQREGTNPTFRGVFLDRVADLAFLMVDPSLVEDGAEHLPGEERLIAIETQKKLTDALRERLELHFERQPTR
TLAVIEYVFGEISPDESKYGTAEEIARKYDITVRQLQSYKSDMIRTWKKVREKENFAEKSNEARQ
>MBL3587553.1 recombinase family protein [Rhodovulum sulfidophilum]AB23
MTEVSMTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADKAMSGASQLRPDFQRMQQAAMRGSF
DVIVAEALDRLSRDQEHIAGLHKRMRYLGVEIVTKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVKAGKSAGGI
SYGYRPDRQPLPDGSFTTGDRVIDAAEAVIIRRIFMEYDRGRSARTIATGLNRDGIPAPRSGGKGKGTWSFSTISGNWKR
GTGILNNELYIGKLVWNRQRFVKDPDTGKRQARPNPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERAADPDA
PQIERGHRPRYLLSGLLTCGCCGSGYIMISDNRLGCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAE
FHLEMEKDRLEAEAGRVEAERALSKVTKEIDNIVTAITEGMFHPSMKAKMDALEAQKAAFEAKLTALPARSPVVLHPGLA
DVYAAKISDLAAALNDPESRPEAVEILRGLIEKIVLSPDADAANGHVIELYGELGSILSLCGNGMCQNANARGVSAGVRQ
LTMVAGARIGHCFMPTTENDADCHRT
>MBL3587554.1 hypothetical protein JMM61_19680, partial [Rhodovulum sulfidophilum]AB23
MKDRSAIDRRNRAKGAELEREVAAALLGLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRAQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAR
>MBL3587555.1 hypothetical protein JMM61_19685 [Rhodovulum sulfidophilum]AB23
MPSLTVHVKDGRAIVDLPLDEVHGLRVAMHPRLAGEPESNSAKTIREAFDKALARAQIRAGRV
>MBL3587556.1 hypothetical protein JMM61_19690 [Rhodovulum sulfidophilum]AB23
MFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>MBL3587557.1 phage repressor protein [Rhodovulum sulfidophilum]AB23
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTHEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRPGRDHGAFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>MBL3587558.1 hypothetical protein JMM61_19700 [Rhodovulum sulfidophilum]AB23
MPTRERFEFALSNVKPSQWELFEQLASSFLASEYPNLRTMATPSGDGGRDSELFSEDGAPSVAFQYSVTGAWKAKIDATA
ERLSKKFPEIRVLRYITSASIGAKADDIKARHMKKGLIVDICDQSWFLDRASIDANRSNSAERFCEFIVDPILAKSKVID
TSPIGLSGDELSVSLFYLDMQRADDTAGKNLTRSCYEALVKAALSGTSPENTMSRDEIYNRVLRFLPRYELSQISRFIDN
ALTRLRRKEIGFYKKSDSFCLNYQTIERIKDLASERLVVKAKFESEVLDVISSRQSFGAINAQDAVASTFNIIDAYFLKQ
GERFASDISRGEISETPAAAIEHVVGECIGSHLYKNKRLADCYANLVHDILSAPSPAAFKYLQSRANSYTLLSFLSEVPD
VQSATNKLFSSGSIWLDTTVLLPLIPESSAKAGEKPFSELFRRAKKAGITLKVTRGVIEEIERHLNKCRVYSKSQTWTGY
VPYVFQRYVLQGGSRDHFSSWLEKFVGNYRPEDDIANFIEEFSIDVVEPERSAGLPEDLISAIQNYWQNVHTRRRAEDEF
NLQANRLAAHDSENVISVLSERRRESGREGLGFRSWWLTLDGAAYRMQNDSEVVSAGRNFKSPIMSLDFLLKYLAFGPAR
DVVYSSENDSVRIFAPEIFDNIPPDLMMVAENIRQDLADLDMHIIKRRVRDGLDEARERTGISHKVSLEEIDSAMDEYF
>MBL3587559.1 hypothetical protein JMM61_19705, partial [Rhodovulum sulfidophilum]AB23
MSNTEYPLSWRGLGRAAEDREPPRFDPRAAAGRIRRSLERASSLDDLGTVWMHETPVLKDIKAAEPGLYSELERSKD
>MBL3587560.1 hypothetical protein JMM61_19710 [Rhodovulum sulfidophilum]AB23
MTAVGIGFVNWIKSLIFDKTSNLTPRIVFAPAKSCQRIIDIAQFGPALCVVNITGGII
>MBL3587561.1 hypothetical protein JMM61_19720 [Rhodovulum sulfidophilum]AB23
MANTLDVRIKLPWWRMATAYGAAHMVRMVSSQVPPRWVEAMIAALARWGSRGATVRMVQ
>MBL3587562.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB23
MKPITYRPAALKVLRKMPQTTAKRIISKIEAYAIDPASQANNVKALKGREGIRLRVGDWRVIMDDNGDVLDVLEIGSRGS
IY
>MBL3587563.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MNDMVSIPREEYERLREAAEDLEDILAYDRAKDRHEESVPHEFVTRIIDGEHPVRVFRDWRGMSAAELSRASGVNRVQIH
EIETGKKNGSAQTLKKIADALGVTVDDLI
>MBL3587564.1 WD40 repeat domain-containing protein [Rhodovulum sulfidophilum]AB23
MQKLFTLLVAISLASAVRAEPIVRFESTTVINDVHDFSPDGNLFASIVSQDGEEHLEIRETATGELVTRSPKRVNRTFHP
GWYHDGSGLYTDARSDESLVHWDGKSWELMKVDGLRYGGVSGGRGNLSPDGTKFSLHTYAGDIAVVSLENSQLQDVEISE
RRSHVSAWSPDGRYLATGHDGVVILLDTETFREQKRYEGLSSNVYETAVVDTLEWSPSGRFLAIGSLYGAGYLVEPDNAE
RGVIDLGIGVDYTSDIRWVPEAKPSWRNLWRKQRDTLTYRGIKYGRASDNAEQKEPSREYQLWYDPEAGQILNKTELDCT
GKRGMSTTVQTVLEHGAVAFHCEKPDLERGVMANSVLVVDPEGETQEHELPLPVDYIEVSQDGRFAAMRETGANPPVISL
WRFVDLLRGN
>MBL3587565.1 hypothetical protein JMM61_19740 [Rhodovulum sulfidophilum]AB23
MLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEAEKARAAVTNWMRWQ
GYLAHLDRWQQAAIWGAVWEQTALIRDRVVTGADGRDRIEHQATNEGRGYVQALRKLADVVERR
>MBL3587566.1 hypothetical protein JMM61_19745, partial [Rhodovulum sulfidophilum]AB23
DRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAKIEIRGTVR
>MBL3587567.1 hypothetical protein JMM61_19780, partial [Rhodovulum sulfidophilum]AB23
FYGTLEAIQSKWGGVITNMAAIGAIIPGFGSQFRAVAAEIRKGSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLA
SVEALRAKLREARAEMDNTGTSSQGLKAALKDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKG
SGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGRASGGGTVKPIGDLIGKVMEAGSFDGGGRTPIGPR
AGGLDGKGGFLAMLHPNESVIDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASELYDRRKRMARA
GGAS
>MBL3587568.1 hypothetical protein JMM61_19785 [Rhodovulum sulfidophilum]AB23
MAFPPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAATARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTGTEAPTPAFRQSVTLWPRLRRPVAPGDPV
TMRAPFGTWALAGPETSYSGSQSRIRTRILQVREAL
>MBL3587569.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB23
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>MBL3587570.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB23
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>MBL3587571.1 hypothetical protein JMM61_19800 [Rhodovulum sulfidophilum]AB23
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRS
>MBL3587572.1 hypothetical protein JMM61_19805 [Rhodovulum sulfidophilum]AB23
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3587573.1 hypothetical protein JMM61_19810 [Rhodovulum sulfidophilum]AB23
MAYRLILWAVALVLLAGPAQAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAATGDPYHWGQ
VGSDYRGKVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQI
KYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSW
GGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGE
PLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGV
RVTLSCIETGPAIFDWRSSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDNPFVDTWQFA
WRPVSATEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLR
WDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIP
TTTVATLAEAPDFAGTATGCHAAGGVLAMAPGEIRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTP
PDARLWLGSTDAYGDVDLQVSVTDDAPAAARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>MBL3587574.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB23
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIASGDANLRIEAPRAEDSAGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTGSRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGIASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLETRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDILPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGENSRKASSAKAGSANSIPSDPALAA
H
>MBL3587575.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB23
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAQDRAVAPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGAPVSRYDGLIAKAE
>MBL3587576.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTRDAKKQNRERRHEIMDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYTAAIERLRGIATD
QTLPHTERMARVISSSYDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFE
HLLFGPIVTLSMSREMFATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MBL3587577.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB23
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MBL3587578.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB23
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MBL3587579.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSGTCAHVDVVHSAIAAGNAARSPMVASWSRSARLYGLDPANRKPPHRLTAAEFANVRERMEPWIRAAGASLDRLFGAVG
AAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIERRPVTVHRDQHFLARNGALGCIAAP
IHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILAVSGLEHNPAALVAVTADDLAIGAS
HGARVALGIKGNLAKAPVPASDLLSIPGVESLEEAERAVLARALARTGGNVSAAARILGISRATFHRKLGHRKSGAKRPE
AATQDPAAPCRIPATDAPSLPRDGG
>MBL3587580.1 hypothetical protein JMM61_19865 [Rhodovulum sulfidophilum]AB23
MNNIDMGTSPGHPKFPPIGLRCAWPCWFSLASSDASSDLDFPFTPRFSGACLGHSANYTWVDRCTISCLVGLKYPMNVLL
SAIGRNLDISGNIWLNVRLRDRRAAQLYAGQGRPIARVWIKEWAADPKRFQSALNAYTSSLRGAFFGRYAADAEQGDRDM
CDRVQDGLKVILGPVLAISAKQHTVLMTATTQEEKKAAAELYSAAERVIHHAMMQLYFGAGARAEDKEEGLGLNNPDTKS
RFLADYAEILELFRRSREPRTLHYLIELYEHLMPGDPIAVTSRVIVDPLPEEFGPLTLPVLEGVDGCSGPQG
>MBL3587581.1 DUF4238 domain-containing protein [Rhodovulum sulfidophilum]AB23
MKNQRSKDHHYIPQALQRAFASGKQQLWYAKKTRSDEYDNPRIRNIRTIFQRRNYYTIYNEVVLQTRWSETTTVPLITF
>MBL3587582.1 hypothetical protein JMM61_19880 [Rhodovulum sulfidophilum]AB23
MVFRFIVISAAIATIWAKNAYATDNLVYSDESFLFELGYNPGAVDGFVDQNTHSAISSSQIGRGLLVTGGMDTQGRRALG
QEILEFRAKQEQHPPESSQNLPKETLPETIRREVGHIWLFSDYRTLPIGMSAFLGPGPGGDWSKPHQSLVWYRVYSLDAF
HSNGVAVPQYLTGEEKSHPFNANGIGLNGPYSGPAPDLAMVCVVHAPRSAPARLVYSLSFWRAEPLRFDPTTGSKSYDAA
IGPELGWAVGSDPCQNAFQSLDADTKAALRH
>MBL3587583.1 topoisomerase DNA-binding C4 zinc finger domain-containing protein [Rhodovulum sulfidophilum]AB23
MKATVPRADFRARRSITPRTCTEGGEARIFAVGDDWQSIYRFAGSDIHIMRNFGREFGGVFVARSGVHRTVDLGRTFRSV
DKIALAARRFVLCNPAQITKTVVPAGEAEHPAIRIAWTRRESGDQVLNETLKALAAEPAPPGRKATVLLLGRYRFIEPDM
HNLRRRHSNLTITFKTIHASKGLEADHVILLGADSARMGFPSMIVDDPLLALVSPEAEPFANAEERRVMYVAMTRARSTV
TILASEARPSTFVTELMKDPAYDVATPREAQERTHTCGQCGGRLLFLPGGEGPGWYRCEHIKHCGNRMPPCPACGTGLPV
RKEPKGEKICGECGAVQEPCPECTDGWLVERKGRYGTFLGCVRFPDCTGKSKKERQVGKRTSGELDAGKRQRPLGKPGRR
>MBL3587584.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB23
MAIWIPDLSNRDGPKYLRIVEAMVEDIATGCLPAGTRLPPYRELAYQLDVSPNTTSRAYAEAVKRALLKGEVGRGTFVRS
TDADSGQAEPETLRRRESGPIDLSRNLPMPGLSEQHVRRVLSEITNETSLPSLLDYQTDADLVHHLAAGQTWLAHCGVSS
ELECIVP
>MBL3587585.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
RADVRGPQAATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVT
GCVYNGTHDRPYVLPAHKTKSVLRSDSHKSTGHNEISFEDATGEEVMFLHAQKDQMTRILNNRGARIENSSVETVGNNRL
VSTGNNQQETIGGSLNRTVGGQLGSLFGAVGAVAAAGGQDALAGSEAVGSKAVTAFAASFAAAGAAIEAAAGSARARFDA
AGNHRAVGGAEQAARTVSIASLLSDVMPIGGVMMTVVEKFRSDTIGLARTEQIGAYKNTSVGHTMTVNVGQEFLINCGKS
KFVMDAEGNVTIIGTKFNFTASGHVQINGKVIDLN
>MBL3587586.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]AB23
MAIPKEGSRDTSEGLIVSCTPDVCKTPVGSSLVPIPYTITAVQGDDANTATTVRMTRLRAHNTGSMTTCCSGDEPGTGTG
VKSGTVGAICEPKGHSGSVRIEGKWAVRHTDEWWMNKRNTVGKLTYVKSTEAWGPTPAVFTFNDRESKVVSVPDWEIFVP
GGDGVDPP
>MBL3587587.1 hypothetical protein JMM61_19910 [Rhodovulum sulfidophilum]AB23
MTLTAGIPYPTAGEVAAELATAAANRIARLPSIGSVLRTNPIVLALGLALTPTTMGDGTLPNPVDTLSPSQMAWANSVTE
RLGLPSGWLAQNLAMKQHAANMAGGGTLTEEDYDQVAEDTYKQAQAAGQLNIAQSAVTTGGVRVTSRERERPANCIVGPY
QDILDICAGEAHHIVPDMAYRLGARPTGAATASPEGRIPGAPTLKEGMSICLTPAQHGSGPTGIHGRLRPKLNALGAASP
VPGTAPMGAITIASLSEINAIPDISPECKEYAAVRTVEQVTNGPGLAAPGRTREAPLPSADAKRVLAAGSY
>MBL3587588.1 hypothetical protein JMM61_19915 [Rhodovulum sulfidophilum]AB23
MELNFSAAALQSTDHFALAAIELEYDAPFSAVLVHRPALSQPWERIDIERTIVALTFSGADLMALSDEGDIYRIGSSIER
SKIEGAGVSSSDADGRGRCTVMCTSGNKLWVAGENGQLYANVDGISEWAKIALNSKFQAVALLADGDGGVFLVGDDVIEA
ISPAEVDYTNPQAILDALRVDRDTREQAGPTAHLYHISADLVVSELSIPDCSNVRGLASYGSGEVGITGVDGLFLKGKPR
AGLFRENLGLKGQTLLCSAAAAQGIVIGTDSHWYVFDGATVEPLRLGIAKHTARLPLSVYESAGSTVLFDCKMNPLLLAQ
GIWSDIEVPSVLRKREFDMQDFLQDR
>MBL3587589.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB23
MLHDNNTPFAAIGFEQWKPDGTRMAVVAARARFEMRDGQIFYSGQQELVLADEFEGDPHRTPMLRASDLIPFKPAADITV
LGRIQAPEPASELRAGLRVVGKAEAHLRACGLSDWYYDQGWRRSSHEPVQDVPLDWRLASGGRIVGEPDGAVDPRNPIGA
GMIHPDYTSEKLRITAPQIYSEDCPISTDPTQASAPQGFGPVAPWWQGRQAYAGTYDKAWEEAQHPLLPKDFDYRFYQLA
PEALQVEGYLHPGDHLQAYGLLPEGAALDLVLPDLAPFAKFTFADGREVMAKLHLDGLHLDMRDGVRFDLTWRCWALICP
QFWRIDLELGTLAEVADMVLPTAALEGLRVAG
>MBL3587590.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB23
MHICKPLLVSLGLSTALVAPAMAQDATAKNVILLITDGAGIETWRAASYYRFGGLGHEVYDDFDVQVFASTHPLTTERQP
TMTDEGAVTFDPAELWNAEADSSVYEGNIADYPAYFAGYAYSRADYTDSAAAGTALASGHKTYNSALNWSNNDTRMKHIG
EYAVESGRALGSISSVEWTHATPAAFLAHNRSRNNYEEIAQEIIDGGLATVVMGTGHPYFNGNGERVEAPSDKDFRYVGG
RDTWNRLVSGETAYKHIETRADFEALANGTLDMGGKDRLIGTAQNVKTLQFNRDGVAMGDLLENVPDLPTMTKGALNVLS
QDEDGFFLMIEGGAVDWAAHANNLPRIIEEQIDFNKSVEAVVDWVEANSSWDETLVMVTTDHGNGLLEGPDSGKVAYSPV
INQGAGALPLVRWHDDTHTRELVPVYAMGAGAEYLLDVAKPAPGLATYGVSEVSRVYVDNTDVFGAALHAFGLTEALD
>MBL3587591.1 hypothetical protein JMM61_19935 [Rhodovulum sulfidophilum]AB23
MMIGKRHLLGAILGFMAAMPALADDIGSLPATAGGHAHAKVVHAIRKDGALKVELRFVTDYASYSGETLYDGLDAANADE
MIWVEAGGRRYPLSRDTSGTPEAPAALELTFNYDPARNPRVAKWEGVFEAPPAGLDEAELVLPNVAGIGPFRIRDR
>MBL3587592.1 hypothetical protein JMM61_19940 [Rhodovulum sulfidophilum]AB23
MPSIRRTEDVRLPCQATLRTNPVRETSAMVELLLAPPLAPFTLSLALLAVTFPRD
>MBL3587593.1 transposase [Rhodovulum sulfidophilum]AB23
MNLHWFRSLRHAREEIGRWRHHYNTARPHSALGYLSPTEFLTKTTAPALETLAVSAPPLNTQTRPEDSGSPRP
>MBL3587594.1 hypothetical protein JMM61_19950 [Rhodovulum sulfidophilum]AB23
MKQTAARRRRDVDRHPSRTFGAPHAERVRPLVFFPELAERLGRIEGAFVLSINDRPEIRDLFGAFRIEEVRLNYSVSKSG
ATAARELIIANREVRVGLI
>MBL3587595.1 hypothetical protein JMM61_19960 [Rhodovulum sulfidophilum]AB23
MAEILTRSFGGFHAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRDAIAE
LVDCAMKEGKADA
>MBL3587596.1 hypothetical protein JMM61_19965 [Rhodovulum sulfidophilum]AB23
MNKHLRTDEIGHPKDQGSCLPFAALARSVPQEREVLPEGLILLKNSSLLEVPSADSIPALGGRIGDDGTAAGGAAGAFLR
VLA
>MBL3587597.1 hypothetical protein JMM61_19970 [Rhodovulum sulfidophilum]AB23
MADKMVVGELVEDRKTLAKSLKEPIANIMRSAGAEVSVDDVEKAILDPESKLVVPKLKLKTKAGTTVTTTTTTTTTTTTT
SDQLFGNRTLNFRLRMPMQRVEGLRKFGNVRR
>MBL3587598.1 4Fe-4S cluster-binding domain-containing protein [Rhodovulum sulfidophilum]AB23
MEELSYSVQGSPGCASPYSLTFRQLVLTLGYRCNMVCKSCFIGDKLNDYETQLSYDQAIEIIESAAKLQSIRAIAFVGGE
PFVFYKRMLSIAAYVSRHYGCDLNVTTNGSFAKSDAQARKLLTPLHKFGLRWLLLSLDSYHLEHMFLDQAKRCLNASIEL
GIDTSVQVICRKGAPDRNEFRDMMRGEVDVDAIDWIENPCAAVGNAATMLNSEEMEWHEEIPMGGCNAGEYLNIQPDGEI
KPCCGAGLMAPALSIGNAKSGDLAQAVEKANASGLVNSLISNQGPRGFADILRREDRAELLERHAPFTEACHACHALLTD
PEVVEVLEATFAKDQIALIASRVLTEHGQTILRESYY
>MBL3587599.1 sulfatase-like hydrolase/transferase [Rhodovulum sulfidophilum]AB23
MARPFCGRATISRLPNILIVSLDALRKDFVATYSTVSGPEDIFSRGARSGVVFDSAMGSGNWTVPSHASLFTGQEGQQHG
IYNWRERIPLGTETLFDQAVDAGYRCAFLSSLGVGKLVDNRVDKFTYFGDTYCGAHKEIADDDIPWCVFWHFLDTHAPYN
MTAPRPADLHKIDWQVSDNTINWLRELICTRQVDRITDQIRANIGEVSGLIDDLWSRLGENTLVVLMSDHGEDFRRHMPF
HCSFETSVLRIPLTISAQGLDPGRDNRLIAHADLKSVIWDLATTNIEQRQARMAQPTISQRLKRISICGPDAFDNEEVFF
AAGNRDKLVVIQPSIGVEQRYILNHDFRSRVYRQEDDPVFAWLATAAEKIVTEFFDNHDKTVDVPDDDVSLMLEQLEKLG
YIS
>MBL3587600.1 M23 family metallopeptidase [Rhodovulum sulfidophilum]AB23
MTVTVSIPKSNRSIRYDETKFTAFRSTVRTKGCITLFDRADPGRTISVMSNARSDMLAEGDVTITGDACPDIAAGVGCTS
GAATNVVAPPLDVQGCLSPTSVVLDIFVGPVQQDLHLDLLELRGPGGESLMLLQQRALLAYARVFHDGQFCWNAATVPQG
GFLMIHLPRITLPKHAYHELAIRLSGCDATSAVVDQTHPAHHLPGPKRLARPVPYHWRTANTPDLLSIHRFAVGIRNRRC
SVAQRGAMDFNLVAGRPEDSTDPAAYPAFGQIVTAPCAGKVIIAEDDHPDMPVGARDEKAPRGNQICIRRSDGLVVVLAH
LQNGSLMVDHGAQLKTGQPLARVGNSGRSSEPHLHMHLASSADNMADGHIFHFRGHP
>MBL3587601.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB23
MAAGGGVIIVSGLPRSGTSMLMRMLSAGGCPILSDETRRADADNPNGYFECRAVTALARDNSIIDAAQGKAIKIVSPLLL
HLPQGPRYRVIFMRRSLSEVIASQQKMLERNGKSGAEPADLHRTFTSHLASIREWLDTRHDITTLFMRHNDVISAPAEAA
VQIAGFLGRDLDLVSMAAAVDRRLYRSTAVVKSTGLDLGV
>MBL3587602.1 hypothetical protein JMM61_19995, partial [Rhodovulum sulfidophilum]AB23
EELQKLGALHRLVENDAPIRGNPVNLKDILGQIQADRIDCHWVAPLSAVDDNCTMAHRDAGGAGAIHIIRLSDAAVRR
>MBL3587603.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MTGACKPPGGWRNRPGASERGYGRGWKALRKRVMQRDSWLCQPCLRTGRVTPATECDHVVPKAQGGMDDEGNLQAICADC
HKAKTEREAAEGQGRRLRPSFGEDGWPIGPE
>MBL3587604.1 hypothetical protein JMM61_20010 [Rhodovulum sulfidophilum]AB23
MSVRATSPAVDWSEITPSDSTNMATVPRALDCAVSGDVVIVSASGNEITITLTAGAPYPVRPVRVKATGATATGIIWMW
>MBL3587605.1 WD40 repeat domain-containing protein [Rhodovulum sulfidophilum]AB23
MKKLFTLLAAISLASAVRAEPIVRFETTTTINDARDFSPDGNLLASTVSQDGMTYLEIRETATGELVTRSPEPVHGTFHP
GWYHDGSGLYTDALSRESILHWNGKSWEMMKVDGLRYGGTAGGRGNLSPDSTKLSLHTYAGDIAVVSLENGQLQDVEISE
RRSHVAAWSPDGRYLATGHDGVVILLDAETFREQRRYEGLSSKTYKTAVVNSLKWSPSGRFLAIGSLYGAGYLVEPDNAK
GGVIDLRIGVDYASDLRWVPEAKPSWRNLWRKQQDILAYRGRTSGTNSENAEQNESSRYYQIWYDPEAGETLQKTELDCT
GEKGVSTSVQTVPERGAVVFHCAKPDRERDVMVNSVIVVDPEGETQEYDLPLPIDVIEVSQDGRFAAIRESEADSPTISL
WRLDDLLHRK
>MBL3587606.1 hypothetical protein JMM61_20020 [Rhodovulum sulfidophilum]AB23
MEGRGDHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTNWMRWQGDLGHLDRWQQAAIWGAVREQTALIRDRQATD
EGRGYVQALRKLADVVEER
>MBL3587607.1 hypothetical protein JMM61_20025 [Rhodovulum sulfidophilum]AB23
MLALNGPHWLVMTDFGPLGVGSESDPVTDWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>MBL3587608.1 hypothetical protein JMM61_20030 [Rhodovulum sulfidophilum]AB23
MTCPLRTAEALDPISTPQGRAQARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGREVSQWAN
>MBL3587609.1 ERF family protein, partial [Rhodovulum sulfidophilum]AB23
MGELTKIQQDEAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YESKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSRQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQSAGRAAEDREPPRFDPRAAAGRIRRSLERASSLDDLGTVWMHETPVLKDIKA
AEPGLYSELERSKD
>MBL3587610.1 hypothetical protein JMM61_20040 [Rhodovulum sulfidophilum]AB23
MTTTPLPRASRVPIEQGLAIIDPAHGLLSYLAQSVLAPFWEAFPGGLTGPLPPAREAARAAIRLWNEGGSDDTLAQFRAA
LAAKDPAQAEAWEAFMRAILWREDNRDLRGWQMWFSGNQHRQGPVGRVPGAVADGLRQAYRDEVVARGSVIDDLLEGLAE
APLDDWDLWLHAQYAYSLIDADRFDTGRVRRDLSRFADAKLFETFLRAHVLTLAPNDQEAVTGAVRAFWADLWGEPVDGP
AGLMLTETAEDAERISSVREMLG
>MBL3587611.1 hypothetical protein JMM61_20045 [Rhodovulum sulfidophilum]AB23
MMRIDRAMLARAEDVRFAAARDRLKARLLAEPQAAQISDRQRRVFVDWIDGVWAQLRAAPGAAEHPVTLQRTVLIEMTRP
RWSADSLLAAYVDRMVATPGRAWPFEAGVTAVWRNVLAARLMRPEIVAFIAQEEKL
>MBL3587612.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB23
MSREQTRMPGPDGAASAAPDRETVLAGLAAYAFARAEALPGGHVFGLIDAACDPLSAVTLEAFPEPARCLIGGGLGEELA
GVAPWLLRFDRHGPAWGWFASEAWGRNRGVLVVSNSGSRATEGPAQEAVAGRG
>MBL3587613.1 hypothetical protein JMM61_20055 [Rhodovulum sulfidophilum]AB23
MRVEDEDGKRYFFKYYRPNHLNAYLPAMDEAQRRTMFSGVACYLAETPGTGAHLLAHVPDRSEPERVALEPLGAGLVVRP
PDAQALATETTEKV
>MBL3587614.1 hypothetical protein JMM61_20060 [Rhodovulum sulfidophilum]AB23
MQIGTDQMQGPPMGETAFLDWFVGEFMVENLSGWIDDMGTQTCRLFSANGRRYAHHFGIRRDDLVAQFLYLMWAVGPNFW
RFPGFAEVLARRDLSEAAKIDALFEVPDKLAARAITEANMDYWMPNLIENNVITGVDGYRVLARRDGDEDG
>MBL3587615.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MGSIRDQTSVPDTPEVRAAQSRVDALDAEVLAIAEEGVLLAASTSPVGGQIADAYSMSKNITQGNYGWAIVDGIGFIPVV
GDAIKGAAKGTKLARAAAHAAEALSTAKAALARTRAFARTRAAAEAYWRQIKARRDAIIDSFRGCKTEACRKARDADLRK
VNRMPAKGGTWVDAHGNPVPAGSGYWRPALGTPLYDALSKHETPVQGVPVTDGKPDFTGFPPPGFDKTPQVEIEMSGNSP
KDIGAARTAYKDATGVTTPRTGGPGTWHHEPDGVTMSYVDADVHTAYQKADGSANSGTPHAGGGFDDPRPGILNHARQER
DMSNPYEDVRGEDFARIAKGFDFQSPHLGKVDFPDQFVTDYVAEFAQGDWRDETKLEYSVAQLGGGDQAIMYWGLLDPAH
IYSINRILDESLYAEKGSIILPPGHYVFAECYEDRGKVYLTINLNQGSGDYGKIFLWRKGHDALGTGDNADPPAFAADTL
GTYFAALKTEAEAKAELVRLNRP
>MBL3587616.1 hypothetical protein JMM61_20070 [Rhodovulum sulfidophilum]AB23
MREGVKFDLTWRAWLPSCPAFYRIDLELGRWDEVMAMALPVPGAEGLTGTGRIQR
>MBL3587617.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQT
>MBL3587618.1 RidA family protein [Rhodovulum sulfidophilum]AB23
MKLAATLAAACVAFGTIAHADEVIRHPIPNSDFPILQAVEVPGDATTVYLSGVVPAKKADAGDATGIEAYGNMEEQTVSV
LTRIEETLASLDLDMGDVIKMQAFLVAEDGQPVDFSGFMAGYTQFFATEAQPNTPTRSAMVVDALASPAWLVEIEVTAVR
P
>MBL3587619.1 cytochrome c [Rhodovulum sulfidophilum]AB23
MKIKAIATLLCAVVALPAVADEPPRVDTTGWFENPAKLDQVEGEDIYNAICAACHMPDGKGAVGAGMYPALAGNENLLGA
DYPIHVILNGLRAMPALDGQLDHDQVAAVVNYIRTGFGNDWSENPATAETVAASH
>MBL3587620.1 flavin monoamine oxidase family protein [Rhodovulum sulfidophilum]AB23
MIGTAAGSAVMYGAMSKMGLAKESTWKGRIELQGDPKGASVLILGGGLAGMTAAFELRNAGYKVKILEYREKAGGRCWTL
RSGDTYTELGGFTQKVDFAEGNYINPGPWRIPSDHFAVLDYCKRFGVELEPFQQVNYNAYVHDTNAFDGRPQRFKEIDAD
FRGGVSELLAKVADQGMLDEMVTEEDAEILVSALKSWGVLDDGLEYVTGEASSSHRGWKLPEGGGTTGKPVPSEINPLSV
ILQSGLWSKISGGHHLHMQTTMFQPKGGMDMIARGFEGEVGDLITYGAKVTHIENTETGVRATWIPSEGEGAETVEEADY
CICTIPFSVLGQIKTNFSSRMTGIIQNMPYYSATKVGLEFKRRFWEEDEHIYGGISYTNLPISQISYPSTDYFSDGPGVL
LGAYVWGAYSYQFNSLPGEQRVEKALEYGAQIHPQYHDEFKAGVGVGWHRVPWTLGCFGQWKDRDADYMDACQMDGRTLM
AGEHISYLPAWMEGAILSSLDAVKRLHETVTAA
>MBL3587621.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB23
MKVQATSPQNRTKSLDSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYIDGAGEELVLVEVTAADGTVLAETRDDRSADRDLLGVLSGRAIESGAVVYSDDGLNIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIAVLFVLLLVGATLLLRRMIGRPLDEVSDAMAMVADGVLDRQVPDTERKDEIGVIA
RSLEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVHTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSDQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEQVTAAATTLKQEAQSLQTQ
VARFQLRSGPSGGGSRRAERISVRDASVASDRSPAPRAPQKRAVNDAGWQDF
>MBL3587622.1 hypothetical protein JMM61_20110 [Rhodovulum sulfidophilum]AB23
MCLVLLGGGYACAVQAGEFDSQMRAFYEASVTSWSDAPQILDAVAAQNVRTADMTQDDIDRLDRQWVAEIGAVSEPLIES
VTRNPVSDFLREQLMALEGAVTEVIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSMKYQAQI
SFTLVDPASGRPIGAMTVAVDAEEFL
>MBL3587623.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MSRPTPPTYEIRNWPEYNQALKRRGSLTIWFDPAMRWDGVPTGRGGRQQAYSD
>MBL3587624.1 hypothetical protein JMM61_20125, partial [Rhodovulum sulfidophilum]AB23
ALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>MBL3587625.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB23
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>MBL3587626.1 hypothetical protein JMM61_20135 [Rhodovulum sulfidophilum]AB23
MHFGLLRLKSYAIGAIFGLPKLRQWRIYLDMKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIR
FGLRNKGKSGGGRAIYFLMVNDDVAIMITAYMKKEQSDLTTTQRKAILKMLEDLHDD
>MBL3587627.1 hypothetical protein JMM61_20140 [Rhodovulum sulfidophilum]AB23
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3587628.1 lysozyme [Rhodovulum sulfidophilum]AB23
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
EVPFRWRGA
>MBL3587629.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRAEHVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3587630.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB23
MTWDISRLAEPARALATFAGANELVGLLSKGVVEQSHLNRLVSDHLLRDPRRPPPADLMGAGRLLPRYQAVPFLLREAEE
RDFLDWCCDSSKKLAIRLVTGGSGRGKTRLMIELVGKLRDGALVAPGLTRSNWVAGFLATDLLERLDGMHPRYEVPFGAR
GDLFIVLDYAENKRREVTALLKAALAAHDAGRGDRVRIVLIARHNAEVFQDLMRQESEFAGRGLIQMHVDPLAPVPEPQS
FYAAACEAFGVADDARAYPDKINADFGLLSIAAMLAATTGDAPPSNQTAILEDALSHEGRYWIAAARAKGLPEALDEAVL
EGIAAVTLFGLQGAIPDITAAAELLAALPRLADQDMNTRLKIAQIAAELYPHPAGHVEGVALDLLGDQAATSILTARLEA
VKGLCSEHVKDAQLISAFTRAGWMAARDADTVRPLLGALCDRFGERGLRAIVDVAPNVGHQLGDLAADWALASKEFAVSA
DLVFGLPEHTVALRKLAAVLTQKALEASSGATTEMRAGLKNNLAYRLSDLGQREAALEATHEAVALYRDLAEAQPEAFTP
NLAGSLNNLANGLSNLGQREAALEAAQEAVAIRRGLAEARPEAFTPDLAMSLNNLANRLSYLGQREAALVAAKEAVALYR
DLAEAQPEAFTPNLAGSLNNLANGLSNLGQREAAQETAQEAVALYRNLAEARPEAFTPDLAMSLNNLANFLSDLGQREAA
LEAAQEAV
>MBL3587631.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNEIPAWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3587632.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB23
MGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAEVPFRWEGA
>MBL3587633.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]AB23
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MBL3587634.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKKARAAFLEANPLCVDCAGLG
LVTPAAEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>MBL3587635.1 hypothetical protein JMM61_20180 [Rhodovulum sulfidophilum]AB23
MPAAYFGTIAAITLAVLAFGFNDPKSDWAVWVYAILFILILGLVSFAFDSPKDAARVTRIVKRRDGPMLYTRSVDFVLGW
LDRVLRPENAEENPPPSKGILAKMEWWSTPRAVDLADVRRLQKNPWSWPVLDLALKLAVMYPLLLAFVQWGVTSRTTGIG
SLHLFLEEERDPLRYAAIGVIALMLASRIVASATRRPAWERGAEWLYWIAFALSGAVALSGALAFALAFALALAVSGAVA
LALSGALAVSVAVSVAVSVAVAVALSVAVALSGAGALSVALAVAFALAVASIAGIASRRQKGLTGYAFLLCLLFSASVAA
IVTVPGGTADPGEFDARILLLFFAVFPIVNAVFDYLSYGVTIWLVRKGETKEGGGTLLLGAVDVLCAAVIFFMLSASLVA
IIEMVNWLAGGTVFDVAALLGDIDTRPGDYWWVFGMIFSTLIPTLVHLFIVALSAITWLPPKARDWIEAGIAAGKDDGGA
FQVAAIATALIYTAYAAFITLGVGLGLSWLWSVRGPILTGYLKAITWWAELIGAIPAI
>MBL3587636.1 hypothetical protein JMM61_20185 [Rhodovulum sulfidophilum]AB23
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMSDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPIPRR
NRKGVIVHDAVRFTPCVWDPTPARIAAARRAYLDWWGYLLAVQAALKGADLTRIEVTRDMPPMRPWG
>MBL3587637.1 hypothetical protein JMM61_20195 [Rhodovulum sulfidophilum]AB23
MTVSKSPFSTFAMQATMSLLAGAVLAWPTTVSAESCANVLASPPVELILTPEIYRYLNRLDAAECPHDQPAALETILDSA
AAVNITSYVLLEGRLGDGGEPISSQLIAGFLEDYEQAQAGLDFNAMLVLADMAYYRCKGDENCVGAALVDWMGKLYRREN
AACIYGLNGPCENPPDIPFLSSKVLEAQGVTEEKRDDFVCARYLDCEK
>MBL3587638.1 hypothetical protein JMM61_20200 [Rhodovulum sulfidophilum]AB23
MEIAFGDEYSADNLWRGTYAGGGNCELVSVGPASAAMIGLTCNKPINLAPFNFTVAIALIPAIASAGITQNFAFGGVVF
>MBL3587639.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB23
MQIEMQHRIEAGRDCVNADAPIRIATLAGAFRQQGLPVIHVRHRDGNPKSPLHADSVGYSPMPCAEAIEGEAVFVKQTSS
AFASTDLAAHLQNEGITELVVTGAVAGFCVNSTVRSGADLAFNMTVVRDAVIGFDLPAAGQTAQVIFDVTMAHLEADFAL
LVEPYPLKGAMLDPARYRSFGLRFDLKRPRETDAEFQRRRNAEMGARIPATEVDPNWAFGPKAIAAGSIHCDTWSGTAVE
LASRDQLAIYPVMGWWRDRPGQGRYLDKARYALVVTLTAPEAGIDLQAEVEIAARTRIAAKAGVTINVPTMGE
>MBL3587640.1 hypothetical protein JMM61_20210 [Rhodovulum sulfidophilum]AB23
MTLPRGEGPLRAHVPLISRLRRTSVSMFNACAVNLIEGLEVTKFFIPLIEIIVAFGILYLLPEGIFRLFQRSLGSPRSSV
WNFLLENVRGYLFGTAIALTCFFAVGISPEDFFANSVRSTANFIRESLGMDSVAICVRRAKEQFRYDPDTFAEEVSSFNL
LEVMTLSPRQALLAEGQKILLFQSPSSRKDLMERAYRSYCQNSR
>MBL3587641.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB23
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAI
>MBL3587642.1 hypothetical protein JMM61_20220 [Rhodovulum sulfidophilum]AB23
MVDRPDRLLRLHLADPRVGRPQALEWGRLHSTICSTKPGAVEAIEGMAVSDPADPERTLNPLDGSPLALAN
>MBL3587643.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB23
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTAVSVNLDVSGGTIHLSDSSTQSFGIYGFDDFDIVGSAGNDL
IDISEADGGTVDGGAGNDTIWGSFESSILDGGDGHDQIHGCSDYDILHGGNGNDTIYGYLYSVSELWGDDGDDYLDSGDS
DGELHGGAGSDTLIAGEGAPLLDGGSGDDYIYTQLGQDRIYGGTGNDTLVIMAPYYPIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDGTGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDMLNGGSG
NDTFLYGTGANGYDMVDGGAGGADRILATADNVTIGLGGLVGVEIVDADGHVGVVLQGSAGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGNDVIIGGRGNDNLSGGAGGDILTGMGGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADISGNGAVDLEIRLDGLYSLAATDFLL
>MBL3587644.1 hypothetical protein JMM61_20235 [Rhodovulum sulfidophilum]AB23
MAEILTHSFGRFNAEATPAEARLIIRDDGKDVIRLFGRDLIRSSLLGGSWAPDIERALHWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICWASDAFPKPVEDPADKAFREAVAE
LVDCAMKEGKTDV
>MBL3587645.1 hypothetical protein JMM61_20240 [Rhodovulum sulfidophilum]AB23
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNA
PAEAHPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEPV
FKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAAQWGEETRKEAA
>MBL3587646.1 hypothetical protein JMM61_20245 [Rhodovulum sulfidophilum]AB23
MDYRKPPLSHSCTGINILSVETDELQPTVLIGWLKNGPESYDVLDDDDRYILLSPAASRELARQIIEAADAVERGERYVQ
LNRPN
>MBL3587647.1 hypothetical protein JMM61_20250 [Rhodovulum sulfidophilum]AB23
MSIMDSIAPPPDALAAFVAEWRGASPEVRLVAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAARNWTEAAT
RLCPFA
>MBL3587648.1 hypothetical protein JMM61_20255 [Rhodovulum sulfidophilum]AB23
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGGA
>MBL3587649.1 hypothetical protein JMM61_20260 [Rhodovulum sulfidophilum]AB23
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSACGGLMLARIAKASL
>MBL3587650.1 hypothetical protein JMM61_20265 [Rhodovulum sulfidophilum]AB23
MKTILTASALALLAAPVLAATDTTEDQATAVSPASAPDCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASDDGEGSG
EGEGGESSDT
>MBL3587651.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRIAEIRRSQGLSQADLAELAGVEQPTISRIERGNDAVTLRVLRQVAMALGVSLSDLFSDDRTAAEVALLEAFRSLPKER
QQGWLDLAQTLLASQVPSDQ
>MBL3587652.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MTQTQFAEVIGVKQPLVSKLVRGVSQPSPDLAARIARETHDRVPFYCWPAYAPFKPEGDETNRCTKEARC
>MBL3587653.1 hypothetical protein JMM61_20280 [Rhodovulum sulfidophilum]AB23
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3587654.1 hypothetical protein JMM61_20285 [Rhodovulum sulfidophilum]AB23
MTLATRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MBL3587655.1 hypothetical protein JMM61_20290 [Rhodovulum sulfidophilum]AB23
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDIAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3587656.1 hypothetical protein JMM61_20295 [Rhodovulum sulfidophilum]AB23
MHLVPQWRALIRRAWSIRLILLAGLLSGAEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3587657.1 lysozyme [Rhodovulum sulfidophilum]AB23
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRTMFAGRLAEFEAGLDRLIADP
VEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
EVPFRWDGA
>MBL3587658.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3587659.1 hypothetical protein JMM61_20310 [Rhodovulum sulfidophilum]AB23
MSLTAVYALGFVSMYLNGLLAFHLIDFLRDNTAHPVIYSLFLFPSSGLVIFFGFMMGFSRLCGMKLSGDAGLFGVFAYPI
TLISAASAASSGGMAAYGLPMLVSAIVFLLFFAITFIGIGAALRWISDG
>MBL3587660.1 hypothetical protein JMM61_20315 [Rhodovulum sulfidophilum]AB23
MNAEYTARLKNLCEALDIPYASTSPAPELAFNVLSRMYLVPTIKSHDERNKVLNEIRGNLASKFDANSVFVSATARLAVT
MQEFPQWYNHLNKSTTELVEMYKDLERARYIVGFLAIGVGSTAGGAAAAGAGEVLKSGGTKEAWQRGAMKVGRRLTGQGP
ILEELSKKAVPRLGAARAGVIGVVVGVGATVLVAHASERMEEIRTILKDRYQKGDMTDDQFRIVFGEVIDPTLVKKYWEM
>MBL3587661.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
SMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTLSTFKTSTHQGVGFNELRF
EDRAEEEEIRMIAQRDLNVLVRNSEARIVMNDQSTAVLDNSLDEVMGNALIVVGGSYTLYTGHSGTSALAEQGLGAQRNL
LSEMAGALDKPAFKNNGMPGDFSIVSDGSHEVKVGGSASQTIGGNTETMIGESRAERIGRNASLSVGADASTNVGRNKVE
MVGDRNLVVCGQSRIDMRSDGSITITGTDITLNGTRIEVNGSENVSIKAPRIDLS
>MBL3587662.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
ADLDAWLVHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBL3587663.1 SIR2 family protein [Rhodovulum sulfidophilum]AB23
MEELDLAFVNASPELEKRFLSGIAAGRYTLLLGAGASRDSFNRFGDLPLTADLQEELSKVTEVSPGKYSLQRLYASLTET
ERQKHIRDRFSDCTPGETVRAITSYYWKRIFTLNIDDTLNAAYTTHSMQSPKFLHFSDPYEDFQAKSDVPVINLHGSVRR
HEDGYVFSYEEYARITKGQNPWMVILSNSIRSEPVIISGASLEESDIEYYLSYRSETTAREDLPPSIYVSNEVNRLSESL
CKEHNLIQFSGYSSDFFNYVRVKLPNPPRIEQDSNSGVTGILPNAVSRHARMNFDADFELVPHLEEINTSSNKFYYGQPP
TWKDLAAKLDVSRIESGRLLDIAPQEGETARQLNVLLGETGSGKTTILKRVAFNLAERGVYHVLWTSELARLSRTTADTL
DMIDGPVALIVDNLADHALAVNDVLSLSEKEDIFIVGAERTYREEYLARIFGSGGFSRTNVDALSALDVKRLIDILVDRA
LIGSHRALMGQRAFLKSLRNDPIAIASCRVINDFRPLDRIIDDLRSVSSHEEILTYVMAGIAEHCHKSGIRAEILSRTVN
GMTLDAMIGGRSPLHLKEIDAVHMSGYLGAENSTLAEHIIARINLNDPDLVFSAFVSLSDGLAPYVNRGAIRARTPEARL
AGRLFDFDDIVKKFLGSRTEEFYDRSHKVWRWNSRFWEQYALMKLERALRCFDDKSRDEFLAEALQRARHSVAIERHPFG
LNTLAKVLMTFVSVGHRDSSIHFLEASRHIKDAIEIESKYRRSSQHPYSTLILGALDLIDQGSSIPESEVKPIRDLTDYA
IDRWKFDAAMRDKGKRLLSLI
>MBL3587664.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGDPRLKKLTDLLIAAPADHASVAKWASRVALSERSLNRLL
AEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESASSFVTMFRKMVGKPPSRYLLERSRLR
>MBL3587665.1 transposase [Rhodovulum sulfidophilum]AB23
MKRKRFSEEKIIGVLKEHEAGAKVDDICRRHGISSATFYNEPLLRHWSEHNGECARSTAVWMRPKPSGCARSKPRTPISS
GMSHCPPLVRGQWRMQIRCWT
>MBL3587666.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB23
MGILITEMGLSERRACRIVGLARSVQQYRPVPKDDAAVVERMKALASENRRYGYLRLDAMLRREGLVVKGRSVTSLATPH
PYIRVTDMRMGKVDLSNIHYVPEDVAPTISRYTIDAGDLYISCAGSLGIVGQVPDILHGANLTENANRISAIRINPTYLL
HVLMSEMIQGHIQNIQTVGAQPKLALGRIRSFEIPCPNDPKEQKAIAEALSDADALIEGLERLIAKKRLIKQGAMQDLLT
AKRRLPGFSGEWVKTNLRKLLKSTPTYGINSAACALGSGGYDYLRITDIDEHGQLRQDGRAEVLHPSATHYFLEPDEIVV
ARTGASTGKSHQYTGPKERTVYAGFLIKLAPAITEVVPSYLFQFLQTDAYWSWIGENSVRSGQPGINGQQLSGMTLLVPQ
DLKEQKAIAEVLGDMDAEIQALDTRLEKARQVKEGMMQNLLTGRIRLV
>MBL3587667.1 hypothetical protein JMM61_20350 [Rhodovulum sulfidophilum]AB23
MSKIGEAERKAQNRVIDLLCGGKSGTPGGLGWRYLGDWQKREGNANIEPSLLRPWLEARGYAPEVITQAITRLEREARME
GTKLYEANQSFYDMLRYGVAIAPGLGEAPVTVRFVDWGNAGANDLGVAEEVSIKGKDAKAWNKRPDLVLYVNGIALGVVE
LKKSTVGVGEGIRQTLDNQRPEFIQHFFTTVQITFAGNDSEGLRYASIKTPQPYWLAWKEESEISARLDRDVIQMMAPTR
FLELIHDFTLFDAGIKKIARPNQYFAVQAAQERVGTREGGIIWQPEFGTLRSGSASTAAPGSALRI
>MBL3587668.1 hypothetical protein JMM61_20355 [Rhodovulum sulfidophilum]AB23
MKLLSDDDRARLRVKLEQFERRAHALLAPHRDLLERLADHLLAHRDLDETALAPWLSDLAADAAPAAPS
>MBL3587669.1 hypothetical protein JMM61_20360, partial [Rhodovulum sulfidophilum]AB23
TKTTTAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRQNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEA
ATERLAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>MBL3587670.1 hypothetical protein JMM61_20365 [Rhodovulum sulfidophilum]AB23
MGKGSKTRARAVKLAKKAELAGVPGLAPVERREKDGRIRRSTKPSYERTKDDVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>MBL3587671.1 hypothetical protein JMM61_20370 [Rhodovulum sulfidophilum]AB23
MRSALLLSPQPTTKRIADLDGPDFYPTPAWATYALIDNEDFSGDTWECACGDGAMSNVLEQGSSRVESSDLYDRGYGEAH
VDFLAADRKSRNIVTNPPFHSAEGFVASCLEKAEHKFALLLRLAFLEGGGRQRTIFAPHAPSRVWVFSERITFYPKNAEK
KGSGTTAYAWFVWDKSHTGGTQLNWFAPGYKKRYGG
>MBL3587672.1 hypothetical protein JMM61_20375 [Rhodovulum sulfidophilum]AB23
MPYSENEIRRHALQALARAPHGKLTTSQLIDILTEEMHPTGQDAEVLNNREDTYFSQKVRNLVSHRNEGQGLQVNGLADY
NADEEGWTITDLGRHQVA
>MBL3587673.1 thermonuclease family protein [Rhodovulum sulfidophilum]AB23
MSRKFPLRILIAALLAATLAEPAAAMQTQISGSVRLRDGDTPVVGGVPVRLSGLTCDERGSQMGDRATARLWDIIGRQHL
TCVLNGETTYDRQVGRCYLPDGRDIAEILISEGYCGRCARYDPQRTYVKAQRHAGRYRGAMPGYCRPK
>MBL3587674.1 hypothetical protein JMM61_20385 [Rhodovulum sulfidophilum]AB23
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARFDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDVSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELENGWQPIPRRN
RKGVIVQDRARYTPCVWSPTQSQIAAAHRSYLDWWGYLLEVQAALGAADLARISVTGDMPPMTPWR
>MBL3587675.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB23
MRKRDADRASESFFKNKSRPVRSEAGTSVGRIDALTRNARNTWFALLGLLVFVGITLMSVEHIDFYGIDRATKLPLVNVE
VPTRYFFVAAPILTAAFYIYFHLHLIRLWDALGAADNRIDDQPLGDAVMPWLVTDAALHLRNRWRADECCTPRALDRPAT
VLNLVLAWGFGLIVLGLLWWMSMPARTFWMTAIACAALLAATGVGVSSLKCIFEKMSPDKRIWQRRRSAPITLIVVALIA
FSVSGLRTGVWTPPVRLLAPIDMTGLAIVEKPPGWLPRDIAKSDFFGDWCKREGTDCTRKELSEEQLTLFEIEFQRRRVA
SLSDAGKPQWLQPGHQRPDFRGAQLADTFLAGADLGGAQLEGADLRLAQLEGADLFGAQLEEANLRGAQLEGANLRGAQL
EGADLRWAQLEGADLSWAQLEGADLGGAQLEGADLRLAQLEGANLGWAQINAADIIAAQLEGADIFETQLEGIYIIETQL
EGADLSWAQLEGADLSMSFLTGVRFEPLIIQSANLRAVTNNGGALRFADFRSVTFNEKTDFRNAFLDGSVQITDDFRKQM
GDPCQWHADVLSDEEFFGRWRGWIEASGKVATPWWLISPAGWSDVAAIPPPDGCVWKTSAISDTQR
>MBL3587676.1 hypothetical protein JMM61_20395 [Rhodovulum sulfidophilum]AB23
MKLTAGVSSSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGARPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYSARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MBL3587677.1 hypothetical protein JMM61_20405 [Rhodovulum sulfidophilum]AB23
MLLKKLNHFHRTWKVRRGKSFAVLGYPRSGTTMLSEIVASVTDYYFDRDNVFPSSSKVVLHTHWKPSWFPRKSSVYIVRD
PIDVSLSVIEYAAVHGWHLAEGGALNARKISKLPWRDHVADARKASHHIVIYERLVAGDEGETTRLAEHIGVPADWISMA
MALLGAKHANQPHESDVTFRQKKAERRSAGTEELKAQLMIDFAAEVAAYQDLLSRG
>MBL3587678.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB23
MGSVEQPRLVIIAGKRKAGTTFLFHALRTDWHPALKDRSWHEMRAQVDEFRASGASSGVVAKADAIYDAQRLDAELRALG
VGPDCAEMILLDRNPWERFLSFIGHEKKLGQRPIEALRDAFNSEETAAAEGRKALASSGWKVTDIRYEDLRDNPPNALLG
LPLGRVAEQRNSRGEMLPFFGLIRRLVESSLYGKIRETRAIVALKSFYYTKIAHRSDVKNGFVHAVVLGSVAGPMDGQRR
ITGMFVRRSSFRISLIDFVNHRRWWGGLKITSQVLQGILLALFGRVDVVYLAISRSNFGLIRDFLLLSPLMLSNPRVVAH
VHGAEFDDYYFKTPGFHWLKSKQLGRVDQLLFIHEQLQSQAPDIASKSNVLRNPVPDFARAARPAKPLEVGQRPTFGFIS
AFVPGKGIEDFLELAEGRAGQARFCIAGGTHPKFLAYGTGIEDQIKTRADIEYLGYLGDPSGFYQQVDFVVFPTSYVSEA
LPGVVLEALSFGCVPIVKRSNLLPAVFAGAPIRWFNDRESLLSSAVSLLAQPLEHTAELKTAGQRWVRAEFPSEADWLER
LERNLLGWETGMRDFDHKSQTT
>MBL3587679.1 DUF1153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MSMTMDDSIKRWTAKRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMENSL
>MBL3587680.1 hypothetical protein JMM61_20420 [Rhodovulum sulfidophilum]AB23
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFSMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRCPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELPDGWQPILRRN
RKGVIVQDRARYTPCVWSPTQSQIAAAHRAYLDWWGYLLEVQAALGAADLARLRITRDMPPMTPWR
>MBL3587681.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB23
MRRNLTSVELCAGAGGQALGVEQAGFDHQACVEVDDWCRKTLNLNRPSWNVLEGTQCDLTTFDARPYAGVDLVAGGVPCP
PFSKAGKQLGAQDERDLFPAALRVVDEVRPKAVMLENVRGFLDAVFHDYRLKLKSQLKSMGYSFVEWHLFNACDFGVSQL
RPRVAIVAVHQNYADKFEWPKGGDLHPPTVGECLRDLMSANGWTGAEAWAAQADEIAPTIVGGSKKHGGPDLGPTRARRA
WEALGVNGKTIAEEAPAPGFEGMPRLTVRMVARLQGFPDDWAFAGRKTAAYRQVGNAFPPPVARAVARNIHAAITARRLH
AVA
>MBL3587682.1 hypothetical protein JMM61_20430 [Rhodovulum sulfidophilum]AB23
MTKGVPSIADVSSRHSREIAIGIVAKIGTTRSIDRKPAGQTAGSMFETACQCFVSESFARLEHLRPGVFAVEKGQSISQF
DQYSHLDELQALARANKELRTLLGADYLIKPDVVVIRHPESDENINDQGMLVDGSVARRTALRSANGAKATLHASISCKL
TIRSDRVQNTRSEALNLVRNRKGRLPHIVAVTAEPLPSRIAAIALGTGDMDCVYHFALPELVETLREQERESLELVETMI
EGQRLRDIADLPLDLVI
>MBL3587683.1 hypothetical protein JMM61_20435 [Rhodovulum sulfidophilum]AB23
MKLTAGVSSSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENKTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQTGTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MBL3587684.1 cell division protein FtsH, partial [Rhodovulum sulfidophilum]AB23
LLRPGRFDLHLSLPLPTQAQIRHMLQRALPGERAEDLAALALAFSGQTPAAIDARLRAARAAARRAGGQLTARALRTTLP
AAEPGRAGPGRRIAVHECGHAIVASLLGAVPVRRMQISRDGGSTSRASAIHEGTVPEFENELTILLAGRAAERLILGSIS
AGAGGSPDSDIAAATQLQLQFDRAFGLGIHGSAWLGTADMKLLSDDDCTRLRVKLEQFERRARAILAPHRALLERLADHL
LAHRDLDETALAPWLSDLAAGAAPTAAS
>MBL3587685.1 CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]AB23
MGRLCEEAHRPFRRQRPAEDPLNAAINYLSAILERDTRAAVLAAGLHPGFGLLHRPQDRAEACVYDLMEPFRAPLTEGLA
VFLFNARRLRPQMFAGVGGGVRISTEGRRALIAGYETAVARRVNVPDRSHKLAWRPMMRRQAQDLAQALRAGDPARFRPY
RMEA
>MBL3587686.1 CRISPR-associated endonuclease Cas2 [Rhodovulum sulfidophilum]AB23
MSRGEMLTVFSYDVSSDKRRRKIARLLEDAATRVQYSVFETRMSRARAEALCQRLAAHLGEGDSLRLYVIGHDGEQRSRV
FGDGAPFESDEGYWLF
>MBL3587687.1 hypothetical protein JMM61_20455, partial [Rhodovulum sulfidophilum]AB23
MRSAFLFEIAGIQNYVFATGKLRDASGASELISSLAQEDLSDGLVSEAGLFAETIRAASLTGKIRVFRCAGGVVDFTCDT
GQTHALYRFRALWRLALSLSAPGLAFRDAVSEGAED
>MBL3587688.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTAIVNVIPPWI
VLVALIGWIAPSPGEIARRIGEAVGRRRA
>MBL3587689.1 hypothetical protein JMM61_20465 [Rhodovulum sulfidophilum]AB23
MDCNQSDLEALVSKTDFDFSTVSGWDEFLNERRAGGTGPAADGLQLRDIKLYAVGTANVITSGAPVKVHINVR
>MBL3587690.1 hypothetical protein JMM61_20470 [Rhodovulum sulfidophilum]AB23
MNRRTILVATALLVFTGIAAMLWQQADQEIEASACNTAELGLSGDAPLELGAIFSRDCARRYVEETPDEAPRLIITLGYP
SLLFDYLTEREALQVISGAMNDGDRGFFAQDSEILARLNALPRSPEIEKIEDFLQFLPLGDAPSQSPDSAWRLSVLPIWD
DAKAAALFAQGCETVDCQASRTSCPGEVGLIDKLKLAQGDARLSDVAALCPISHEWILALRRAGIVDTFCTSTLQVNAAM
NDIEILERGCFPEDMQLMSCDALTPNDAVMFLRERFARQALAEIDMPSLDYVANYFPSAAAYLLRGEIAE
>MBL3587691.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
RADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVT
GCVYNGRNGAPYELPEHKTKSVFRSDTHQGSGFNEVTFEDAKGQERIFIHAQKDHLVHVQNNAARRVDVSEVETIGDSSY
SEVGKDRTLRVGGNVLTAVGVAEVQLQATQPMEAFDDGPLELAYAISNGSRPDARQGHYRLMVAQSRIESIGTEATLRVG
HSMNTTVGTGYVLEVGEDKMQRVGGSSYETVGKGPFMHVQEQIDFRCGQSRFVMRRNGEIEITGSHIKINGKRIDLN
>MBL3587692.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB23
MPASVSLSSLSWSAPDGTPLFTDLDLTFGAERTGLVGRNGTGKSTLLQLIAGHSSPASGRISVTGLVAMMRQEALAHPEE
TVADILGVRPALELMDRAERGRATSEELAEADWTLHARIEAALARCDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLDEMDAIVELTSLGAAKYRGNYSAFRQQRESARAAAAQDLAHA
QKLRAEAVHRAQQAEAAELAELCRENRRLREEVEVMRKGARANAMRSSEPVNAFFAQWAAKH
>MBL3587693.1 IS110 family transposase [Rhodovulum sulfidophilum]AB23
MIGLLRGLISEIRLHPDADAPGGHHIELYGELGAILALGDGSNVKPCLCVGGVSETLVSGAGNRCFLSDLELVVRQRTQL
VNMLRGRLAEFGITLPQGLEKATGFARDVLDGSEPDIPEIGQDVIRVLCRQLLSTDYLVRWHDLRLQAVARADRRMNLLQ
TIPGVGPVTASAIVATIGSGRQFRNGREFAAWLGLTPRNNSSGGKERLGRITKMGDQYLRKLLVVGMTSRAIQVKVRPDK
GDPWLRKLLERKPFWLATIAMANKTARIIWAVLTREEAWSPRLACA
>MBL3587694.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB23
MRRELGCLAAALRYCAGEGYLTRAPEVKLPEKRAPRDRWLTRAEAARLLRAARSHPKSRHLAPFILVALYTGTRKEAILA
LRFAPHTAGGWIDTERGVLYRKAEDMRETKKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADL
PEVTPHTLKHTAVTWAMHKGVPLADAAGFFGTTVATLESVYLHHHPSFQEATAKALDGW
>MBL3587695.1 DUF1153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MSMTMDDSIKRWTATRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMENSL
>MBL3587696.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB23
MPTPRRAAIYARYSTELQRDASIEDQIRACRTQADRQGYEVVKVYFDRAASGASLMRPGIQSLLQDAREARTFDIVLAHA
LDRLSRNQADIASIYQQLQFVRIPIETVSEGEIEEMHIGLKGTMNALFLKDLAKKTREGLRGRAIAGKSAGGLTFGYRAV
RAFDATGERIRGDREIDPEEAAVVERILRDYAQGRSPKKIAEQLNREGVPGPRGGSWGASTIHGNRERGTGILNNELYVG
RQVWNRLSYAKDPMTGKRVSRMNPEEEWEITEVPELRIVDDELWQAVRSRQGALISKGTRVPVWDRRRPRFLFSGLMQCG
CCGGGFAKVSQDAFGCSRARNKGSAICTNMRTIKRVDLERRVLAALEHHLMDPGLVEAFCREYTAERNRLQDAALAGRGN
LEKELARVKGSHAKLVDAIVAGIPAEQVKDRMLALDARRRELEAALSSVPASGPVRFHPSMALTYRDRVGALIRGLGDAA
GMEEAKEALRALVDRIVLTPAAEGEGLTIELHGALAGLLRLATGAEALTQARMAGTPEGDRLEAIDSLGELVLVAGVGFE
PTTFR
>MBL3587697.1 cell division protein FtsH, partial [Rhodovulum sulfidophilum]AB23
LLRPGRFDLHLSLPLPTQAQIRHMLQRALPGERAEDLAALALALSGQTPAAIDARLRAAKAAARRAGGQLTARALRTTLP
AAEPGRAAPGRRIAVHECGHAIVASLLGAVPVRRMQLSSEGGSTSRASAIHEGTVPEFENELTILLAGRAAERLILGSIS
AGAGGSADSDLAQASGLQLQFDREFGLGTNGNAWLGEPDMQRLSDDDCTRLRVKLEQFERRARAILAPHRALLERLADHL
LAHRDLDETALAPWLSDLAAGAAPAAPS
>MBL3587698.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQT
>MBL3587699.1 hypothetical protein JMM61_20520 [Rhodovulum sulfidophilum]AB23
MRESSKFVYSLAALWFAFIPPGIARLLVIAAAGLALFLAWWLTQSADLVVGVVTDLRPGGPRGKGERGLPRRRAAEGTKS
PRINAT
>MBL3587700.1 hypothetical protein JMM61_20525, partial [Rhodovulum sulfidophilum]AB23
MSFSRGHDSESKLKRARQAQQEAFEAQSKGDVSTAFEKFHCALQLANAISSSKDDKHLEMRMKMGKNCGSLLSNSMDYDG
ALAFFLKAEGEFLKHSRAKRYLFSGWYRTLTFYIGNAYFGLGRYETSIQVLKRAEGLAAEGLLQGDLHALDDLMCILDIK
SKSLRAVNKIQDAVETLRICMVVIDEHESVLNSEQMRKQAELLVSLGLLENEADEFTSASRSFAAGIRILKTLLEQGNPV
PLDYIHANVGLGLLYYNRQQAREAIECFNEAIGAGKSCPHDDPEIRKALFSAAQNLHAAHQYLDNTDQAKKSKDLANSYL
REIPDEYILDMIPERVTLLLNEVREKISSFDCAAAFELIGEVFDVLYDPRITDSFREKRSDVDLIVADAEGVYGYFLTVC
VNAEVGPQIDDAIRLFDSAIASYESFPVESRFYRVLRHAALYEVATRVFSRRSSPVKWFREKSHRFSHLVDLLPSTSNST
ARGVVETFMHFHQLCMGVLLDCDVEQRKQFAVRNVLPAKLRVKVGNGLTRRVVPEILSAIQGRTLVAEVLESALAGDADA
PEPVRMLALHKQRMREVLEQIREEGEMGLSAGMLGVGGPGGMRGGGFEQPWVPKPSEKSQEALRAELQRLRDDLPKLKEA
AAQVEGYEILDAPHTQITTERLQAVLGDGEALALAFTHGGEGTEPLAGEENPDLSEKGYVFVLRNTGEPELTPCAALPGL
ASRFDLFTESLPAGRMRRGAWDVRGPEGLPSGDAAEVPKAER
>MBL3587701.1 DUF3578 domain-containing protein [Rhodovulum sulfidophilum]AB23
MLANYLSRLATEYTHERVKSFTGSEFDDFVRHDIAVEAKKVLLLWPFELKVKASVGQGVWASVPWLAFFDPLITETATKG
FYVVYLINPDAQKITLSMNQGTTAIYNDFGQSRGRDVLRCSIPDDHIDPRRSALFMARSLLREVRDGGRRC
>MBL3587702.1 thermonuclease family protein [Rhodovulum sulfidophilum]AB23
MRLYGIDAPELNHPYGKKAKWAMVRLCKGHNIRAEITDEDEYGRTVAKCFLPDGRDLSEELVKQGLAIDWPKFSGGKYRD
LEVAGIRKKLWLADARQKGRKHVWEKFDAKKNGERKEK
>MBL3587703.1 hypothetical protein JMM61_20540 [Rhodovulum sulfidophilum]AB23
MRMLIVTLIGAAVAGCIPQSRRAQIDVGGGASVALIVSPMFGWHSDWRRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHE
SGLYVLHEGQADCIIFSVSPPKVVNDPAISCDKSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFI
GADKQPEAEPSDIL
>MBL3587704.1 hypothetical protein JMM61_20545, partial [Rhodovulum sulfidophilum]AB23
MLHSELTAALCAAEWSDLHRGTDWLLLQHACSNFQATFQPFFIGFVADAEPETLRRRESGPIDLSRNLPMPGLSEQHVRR
VLSEIANETSLPSLLDYQTDADLVHHLAAGQTWLAHCGVSSELECIVP
>MBL3587705.1 SLATT domain-containing protein [Rhodovulum sulfidophilum]AB23
MTEQNNLKQLYDRIWITERCHMNAEKRSRFLELYFHIVLALFALSSICISVVGGTQNVRLSDSILSFASITTLCLSLLIF
GFKFGETAANHRSCYLALQKLRANGEQTIQKQEEAYIEVLGHYPNHTTGDYMRLAVSNIFQAEQSLKLPNGEAVQLGCWR
RLSYAISWLTARLVLVVFAALPFVVVFYGIDFNGVVTP
>MBL3587706.1 hypothetical protein JMM61_20555 [Rhodovulum sulfidophilum]AB23
MRLPFSSAEDFARHFSERDLNEVIDLHLREGVARGVDGTSYEKFLASRDREVNLIRHRALSGVYKFSPYRQKLILKNAFS
PPRQVSIPTLRDRVTLRALNNFLTSMFPDCRPQHAHPVVSSVLQSVETMRDDDCFIKLDIQSFYDSVFHDILMRNLRAKI
RTAPPLTLISAALKTPTGTTVAENASNDLGIPQGLSISNMLSSIYLKSVDTQYEQELGLKYHRYVDDILCIVSEGEAQLI
AADIIKTLRSKKKLTCHPLGTGKSQIIEANSSVSYLGYEISRQKISVRTATEKNLMSSIMEIIYGTDPAEWQRAMWRVNL
RITGCKISGVNVGWIFYFSQINDLSLLAKMDAQIRSAVVARLGGQAASQLKRLLKAYHQAKFNHRESNYYPNFGTYTREE
MLTHLQLLAPQRYRNLAEKTDAEIMRIFSASVWREVKRMERDTLGSFS
>MBL3587707.1 hypothetical protein JMM61_20560, partial [Rhodovulum sulfidophilum]AB23
IYLIGKVMEGGSFDGGGRTPLGPRAGGLDGKGGFLAMLHPNESVIDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIA
AAVRAESRRQASEIYDRRKRMARAGGAS
>MBL3587708.1 hypothetical protein JMM61_20565 [Rhodovulum sulfidophilum]AB23
MAFLPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWVAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRAPFGSWALAGPETVLSVSQARVRTRSLQIMEAL
>MBL3587709.1 hypothetical protein JMM61_20570 [Rhodovulum sulfidophilum]AB23
MDASGDRILGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPQVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>MBL3587710.1 hypothetical protein JMM61_20575 [Rhodovulum sulfidophilum]AB23
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPAYASEFQAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3587711.1 hypothetical protein JMM61_20580, partial [Rhodovulum sulfidophilum]AB23
MAYRLIRGMTAALALVLLASLALILPATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAK
TRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEA
AGSGDPYHWGQVGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARG
KRVFDPRDGQVKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLADGTTEDRYAFNGVLETEATA
AENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVT
>MBL3587712.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB23
MDWENIRFFVALVETGRTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MBL3587713.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB23
MTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTGAGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAV
GDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAASSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAK
RMGARIMATVSIDAKADLALANGADTVIIGRNADIAGEARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAG
GPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGVMRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLL
VI
>MBL3587714.1 transposase, partial [Rhodovulum sulfidophilum]AB23
AYAPGYLHIDIKYLPQMAGEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRL
FGLRKRAATGQHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSRLPQSA
LKARTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MBL3587715.1 hypothetical protein JMM61_20600, partial [Rhodovulum sulfidophilum]AB23
MTRKKKNSAKQLISRAGRLNDAAVRAMYEERYSAALQMFDRAEELIGSVPKQGRHPQLEIGITINRAHCFWSMECWDDAL
TELQSSHDLFKGCTIDQLRDVAFERMTAIMRTVSLLKQLDRTGEAERFLFQTLPTIESVVYSTGVQYPLTLLVEFFREVG
ENYLQFGDKKRGFKFLDEGYNMLTGVIGEAEEPEADLWNDLTDYACRLGLQELYHRDPERAVSCFDKAIEGAAWLLENQR
EIHRDEFQRLKRHTLVALVLRSSALASLNRSVEASQSMDAALKLEAELNEVGDDTVEIFRSSILHSQAIIAAHDKQWELA
SKLNEEALEANSGGALNDSEYVATLQGNLARCYRKLSTIQKTNRSKIRYIQKSLKSYDDAIASVNEHLTERFDLIALVRK
FQFIADAANPEIDQLTHHKWYSERSQELAHSFDFSAGQTDRSIALAYHFHVFHERWLNWAIKYGSHYSNMKGVSLGVLFY
RLTWGRLLQHHRATSAIPEVLAATQGRTLISSILDDALSDGTDTPEPVKAFARHRRRMRETLAMIQEQEAAVDEQSFAPS
PMLADPDRVRTVLEQVELEQAQAATEANVGSDRPGSHRFGKFEGIPAEPKPSEKGPEELRAELQRLRDELPKLKEAAAKV
EGFEILDAPHTQITTKRLQRVLKRNEALLLAFPHEDHSHVLVIRKSGKPRQFGNILPSLASRFDLFTESLPAGRMRRGAW
DVRGPEGLPSGDAAEVPKAER
>MBL3587716.1 hypothetical protein JMM61_20605 [Rhodovulum sulfidophilum]AB23
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNIANNGWITLGSFASGNFVPAG
VNQLTEAQAKDALSDIYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDMVRVGDGADGLFWDHSLTGNQRYVQTPAFED
GYEYMLKIEGMEWDGFGTKRPTVRGYVDQTGNFASAMDIYSDINPSTGFYTMIRLLFPRVPSPYFGVEGKVPSGQLRTSE
LGGDNRTVSKAEISWDNRDTDIRAGKMYLYRRREYISG
>MBL3587717.1 hypothetical protein JMM61_20610, partial [Rhodovulum sulfidophilum]AB23
IQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQK
QVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLP
SPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFVETWQFAWRPVSAPEPTLRALTDTPEDMIDDVAPGTYAFG
VRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTG
IGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGAAEGCHAAGGVLAMAPGA
TRARYAFAGRIDLGTVQPVRLISDIELLISEARDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPETDPET
ARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>MBL3587718.1 hypothetical protein JMM61_20615, partial [Rhodovulum sulfidophilum]AB23
MAYRLILWAVALALLAGPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQ
VGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVYDPREWTS
SALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETATPWTGEAIAARFYFGRRYPGGLDPEAGLSPDLTATRGEILEAS
RMERGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGDDLVFRAFSGEASGPKLARATLPVSAVAGRRGTIYVEIDR
TAGTVALWFRGGKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGKTENRYAFNGVLETKAT
AAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVV
>MBL3587719.1 hypothetical protein JMM61_20620 [Rhodovulum sulfidophilum]AB23
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPEYGSEYGAAKVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3587720.1 hypothetical protein JMM61_20625, partial [Rhodovulum sulfidophilum]AB23
FYGTLEAIQSKWGGVITNMAAIGAIIPGFGSQFRAVAAEIRKSSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLA
SVVVALAELEEFQRRRVTVFLALFEETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQE
KRFPGDKGFGLVQAIQNREDTWGRT
>MBL3587721.1 hypothetical protein JMM61_20630, partial [Rhodovulum sulfidophilum]AB23
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHP
>MBL3587722.1 phage portal protein [Rhodovulum sulfidophilum]AB23
MGWLDRAILSLAPQAGLARIQARARARVVMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRTRNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPDTTKEEDIAHGGV
>MBL3587723.1 hypothetical protein JMM61_20640 [Rhodovulum sulfidophilum]AB23
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MBL3587724.1 phage terminase large subunit family protein, partial [Rhodovulum sulfidophilum]AB23
LRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWYASPERKSGGGKGRNIKLLNMATDRLKD
TVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLDLSVQARALAEQKGLLRLDPAALPDWAL
GGRENPNAVALATANRTAPAAGSAPDDATDNTPDGTSAPEAPAPRPGQPAPRRINFLKR
>MBL3587725.1 hypothetical protein JMM61_20650 [Rhodovulum sulfidophilum]AB23
MKTILTTAALALLAAPALAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GESSDT
>MBL3587726.1 hypothetical protein JMM61_20655 [Rhodovulum sulfidophilum]AB23
MSDNVHYIEDLFRGLKDTNSDQYKGGGDGGGTDMIEHRVGRLETQVDRLQSDMTDVKAALARIETKLDSKIDYKWLTVYV
LGIIAVIMRSEIASWVSSMGTS
>MBL3587727.1 hypothetical protein JMM61_20660 [Rhodovulum sulfidophilum]AB23
MTPEEERNLLERISHLEAVVERQQQAILKSLTIQALVGQAAFLHDKTKIDEAFSRIMTEVQDILALLRAERQGDE
>MBL3587728.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MEAHFHIVSLASPVPQCNLPRMRFRLKELRHARGLTQEQMAEMMGISVSLYNGLEKGKRRMNADYIESAANIFHVLPSQL
FEEEPTTIAIAGKVGAGARVPVFDTYEKGDGPQVECPLGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAV
GRRCVCECEEGLGWVKVVRQGREPGLFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKVDG
>MBL3587729.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSITVLIEKSGLSRKQVCERSGVSRSMLSLIESGKRQVGPERAQKLAAVLGVTVEELRPDLAALFNAHPAPTPIGGAV
>MBL3587730.1 hypothetical protein JMM61_20675, partial [Rhodovulum sulfidophilum]AB23
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPE
>MBL3587731.1 Clp protease ClpP, partial [Rhodovulum sulfidophilum]AB23
FSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIVSGLAASAASLMIMSADRIEMTAGSFLMIHNP
SRGLYGTAAELRKEADELDKLARVYASVYASRSGRAVEDVMALMNAETFFGPEDAVAAGFADAVSGTAPEIAPELAAAMS
AHRGALSRLRMCARSFAAAGNPAPAAALSMADPAATEESNMPEIPADNTTNTATPPVEHAPAPTTTMQADAEAMVARAVQ
AERERARSIRSMAEPFMRAGQLSQAQIEAVIDEGVSQAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAA
MMRDYSGPGEQFRGMRLSGLAMHLAGPGNHFDRTRAVAQGFRSTRMLGGAHGVSDFAYITTEVMNRSLIAEYDRRGAGWD
IVTGPPLTASDFREIHAVRFGGDFQLKTVQENGEYQEARLEDQAEGLKVERRGRTITLSFEAVINDDMGAFLRIPREFAM
AARVMESSMVWGLIRTNAKTKSDGKALFHAEHRNLAAAAGPISVETIGAARKAMWEQTAFGSKDAEDFLQVVADRLIVPP
ALETVALQFTTATTPVKDAETNPYKGTLTPSVVPNLGAAAGGSDAAWYLISSDLPPVSVAWLDGYESPTVQTMEGMNPDK
VTMNARHIFGVAATEHRGAYKNPGK
>MBL3587732.1 DUF2190 family protein, partial [Rhodovulum sulfidophilum]AB23
MQNHLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKTAAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGT
>MBL3587733.1 phage tail tape measure protein, partial [Rhodovulum sulfidophilum]AB23
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAATRSSFEMVDAQAKLAQSLEASTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRK
>MBL3587734.1 hypothetical protein JMM61_20695 [Rhodovulum sulfidophilum]AB23
MRGAARAAERAARQDRWRIWHLAALMRSDKLPEFGTFIGRPGRRPRQSPQEMLAMARLWHATLQGGLRR
>MBL3587735.1 hypothetical protein JMM61_20700 [Rhodovulum sulfidophilum]AB23
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRVRGRDLRRVVLELMRASRPGTTEADAG
DFITETGLGALPDLLGRVIAASRMVASDEAPSPEDPARPPETGAA
>MBL3587736.1 hypothetical protein JMM61_20705 [Rhodovulum sulfidophilum]AB23
MPESQALMAYDIGFAIHDGEDPGTFADLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTTLGDKMTGTVTIKVAGSTEISGMGG
>MBL3587737.1 hypothetical protein JMM61_20710, partial [Rhodovulum sulfidophilum]AB23
TKTTTAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWPTWWSADSGRDHLGRPEAAR
VKSVPHSRGRHPI
>MBL3587738.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB23
MASQIQTINPATEEVIATYTRMTAAEAERAVEACQAAFEKWRLVSLEDRAAMIKAIGQTLRDNREEFAALMTREVGKLIG
DSRDEIDLCAAICDFTAEHGPEELAPEEREIPGGTGVITYAPIGVIYGIQPWNFPCYQAVRYSVANLMAGNGVLLKHASN
CTGSGLFLRDLFERAGLPKDLFTVLVIDHDLSDEIIAHKLVRGVTLTGSGDAGRAVAQKAAWHLKKTLLELGSNDAYLVL
DDADLDLAVACCAQGRLYNNGQTCVNAKRFVVTEKNYDAFVERFTEKMRACKMGDPASEDTELGPMSRAELRDELAQQVK
ESVEKGARALCGGEVPDRTGAFYPATVLVDVKPGQPAYDDELFGPVASVIKAKDDEDAMRIANDSRFGLGGGIFSKDVAR
ARELASTYFDTGMVSINSYNVAIPNMPFGGVKDSGYGREHGGFGMKEFVNAKSLYIG
>MBL3587739.1 putative addiction module antidote protein, partial [Rhodovulum sulfidophilum]AB23
IKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILGVTKALGLTLKVEAAA
>MBL3587740.1 hypothetical protein JMM61_20740 [Rhodovulum sulfidophilum]AB23
MKRKILIAVALIVAVVALLPAAFSVWRMKMLLPEGEVTLAGHEGGMVCSSDAYNAFVPLMSQAGEMGLSQMPFEGTAAEQ
RAILDRYAALGLTGPETVVTSVNLDDGKVYANTCAAERCTMAEMAAAEAMCWQDTRNCTYLAIRFRGQDHCVLAPAKDAP
>MBL3587741.1 hypothetical protein JMM61_20745 [Rhodovulum sulfidophilum]AB23
MRGGSSATSSARPRAIYKGVSKERLARAFNVTLSTINSRINLLHGICPEAVELLQDHHFTPDVTRHLRKMKAARQIETVE
LMIAANTITATHADALLKATPPEQRTDYKPPQPEQPKGDPLEQIVKLEREMSQVQEKYKHAKKNYGSELLNLVVAKGFLK
KLMENEAVRPYVARHASEILEQFELVLNTVSIEEAVEQAEREDGPSGAESVARTYPRQDDSGAASDPGMDGQLG
>MBL3587742.1 MarR family EPS-associated transcriptional regulator [Rhodovulum sulfidophilum]AB23
MANKRTKLQEDTHFRVLRLLQENPEMSQRELAAAVGVSVGGMHYALNALIEKGLVKLGNFTAAEDKRRYAYILTPKGAAE
KATIARRFLVRKIQEYEALKSEIDALKSEIDGKTEVSAGGR
>MBL3587743.1 cache domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MPAFLYRIPFRIYSIVIVALALSALISLLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
RRRDEIGDLGRNLAAFRDKLAESERLAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFAEDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSG
LVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIAALIA
>MBL3587744.1 transposase, partial [Rhodovulum sulfidophilum]AB23
QNGMVERFIRTLKEQCVHRHRFESIQHAMRVIGDWIAFYNHSRPHQALAMRTPVEAFRLAA
>MBL3587745.1 hypothetical protein JMM61_20765 [Rhodovulum sulfidophilum]AB23
MTLNGAFASGKNSVTLSVSPEAKASPGWDRHVHARFGYWPAADFPMPFDDRAFAIDIQYRFGEDAPEGDFTVTYAGQEWL
AASKVGTITSTDEQNMFGMSLEVGLDLPPLAWMQGQYLNPDVNMKREIVEQYAKLHSQVSGGFDGLTAALAPYFSRQAGA
FGVSLEQFIELNVLPMFGPESDTEFLPLDTSKSELRLYGDGRLAALVPMPLTYRNETYGEEGVLLIYFWKNQTGQWQIIH
>MBL3587746.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRRKH
>MBL3587747.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB23
MHLVPQWCALIRRAWSIRLILVAGLLSGVEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIADPLEDRIPDRTYVA
ILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPAEVPFRWEGA
>MBL3587748.1 hypothetical protein JMM61_20780 [Rhodovulum sulfidophilum]AB23
MLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDIAARQRDREETNALLRELRADIKTVLQRVP
R
>MBL3587749.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB23
MKLGFSRNPDSRLNWQLKRSPDLSGQILRSVPICNGHTAQSLEKKMHAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLQ
PVILKLLDELDTGSSDPD
>MBL3587750.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB23
MPKTTAAPWGPYARTILRRLREAEDDSTFDPDIDMDGDTIAPRSKRTPSAVELLDALEHSQHQDSRDIEDLRAAGIDGYA
MDDRGSDRPKVVIAPDQILMALRLAATFGSQERFGSALDQRACTVITGFEPIQISGAATAIGRLFLPDGWTSQARPPRHR
DSAVLQLLRPMETGNNKITEHVIAKIEHEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTH
SATGKVDRTLITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSD
LAAWKRGEAEWRELSHSILFSGAPGTGKSVLARAIAATAGVPLIEATLGSWQSAGHLGDMLREMRRSFAEAIRLKPAVLL
IDEIDAAGSRQGEDRHNANYRANVINALLTEIDQLTRAEGVILIAATNHPDAIDPALLRPGRFDLHLSLPLPTQAQIRHM
LQRALPGERAEDLAALAL
>MBL3587751.1 hypothetical protein JMM61_20795 [Rhodovulum sulfidophilum]AB23
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MBL3587752.1 hypothetical protein JMM61_20800 [Rhodovulum sulfidophilum]AB23
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3587753.1 hypothetical protein JMM61_20805 [Rhodovulum sulfidophilum]AB23
MSVADRIIEKCGGVTRTAEIVGVRKNWIYRWRLPRERGGTGGDIPRAAQLKIMEAARQGVVTISPEDFFPDNGNREGGTT
>MBL3587754.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB23
MSRRELAARIGLTEAQMSKVMRGSRKLSADEADAIRRVFGYSTPDNPGDPDISRIYSILSQLGEQQRRAVVLYLEALAGD
GK
>MBL3587755.1 hypothetical protein JMM61_20815 [Rhodovulum sulfidophilum]AB23
MKTILTTAALALLAAPVLAATDTTEDQATVVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDRDRAASDDGEG
SGEGEGEGGESSDP
>MBL3587756.1 DUF2190 family protein, partial [Rhodovulum sulfidophilum]AB23
MKNYLSPGETVTLTAPAETASGDGVLIGSIFGVAQADAAAGAPVVLVRRGRFTLPKSGAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGT
>MBL3587757.1 hypothetical protein JMM61_20825 [Rhodovulum sulfidophilum]AB23
MTTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVTRAVQAERERARSIRSLAQPSMRAGLLSEAQVEAVIDEGV
SLAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRK
AVADGFLSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEY
EQAMLEDQAEGLKLVRRGRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKPLFHADHGNL
AAAAGQISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPN
LGASVSGGSDSAWYLVSSELPPISVAYLDGYESPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>MBL3587758.1 terminase small subunit [Rhodovulum sulfidophilum]AB23
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDTGARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>MBL3587759.1 phage terminase large subunit family protein, partial [Rhodovulum sulfidophilum]AB23
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEG
>MBL3587760.1 hypothetical protein JMM61_20840 [Rhodovulum sulfidophilum]AB23
MAKEIKAAEKAVSTARDAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRRE
AEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRR
HHKDRVITGVRVWEEKEAY
>MBL3587761.1 hypothetical protein JMM61_20845 [Rhodovulum sulfidophilum]AB23
MAAPVQAALEPAAAIECAKDSLFDAIVSGRDTLRYPLLPRQRLREIAAELGEMLDALRIEEAAYTRHGAVAQVLAFPEAR
>MBL3587762.1 hypothetical protein JMM61_20850 [Rhodovulum sulfidophilum]AB23
MQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKPRKGRTIPRNAAYWAGLHTAVENAEAWPTTRHLHDDLKRLC
GYVDRYHNPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MBL3587763.1 hypothetical protein JMM61_20855, partial [Rhodovulum sulfidophilum]AB23
MTDLSARGPLGLKAPRVPDDPAHLARIRALPCCICTEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGND
>MBL3587764.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB23
MHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQLMEVMRFQITSRREFERLRA
CDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLAKIGPLLDAAHDRLDGVVFENLPWQDVLARYDGPQAL
FYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFVLSINDRPEIRDLFGAFLIEEVRLNYSVSKGGATAARELIIA
NREVRVGLV
>MBL3587765.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQRIAPALPYERAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGT
>MBL3587766.1 transposase family protein, partial [Rhodovulum sulfidophilum]AB23
MIARFGTLGRVEEEFLLRSDKGLVFTSHHFTAIVRSYGLKQEFITPHCPQQNGMVERFIRTLKEQ
>MBL3587767.1 phage portal protein [Rhodovulum sulfidophilum]AB23
MIGLPFLTRGRKAEAPRPEPRPEPRREPPVTAGMAAAGPVEPSGTRHPASWFGDLWAGGQSRVRSLPVVTPLAAQRHATV
FACCNVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTL
LDVIRPDLCAELRDGRARFYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQM
RAVLKMEDVYEDDEAWHRNARRARNALTDPEAMARCTLRHWRRP
>MBL3587768.1 hypothetical protein JMM61_20895 [Rhodovulum sulfidophilum]AB23
MGLAQLDAEQIEVQHLAPHVERWTLPKGDNVGVLISYSCHCWTTKLDAAHPDDLPRILDGTRPRVLDLARLEASHSLPEL
MCSLDQHRIYVTASERNYAVYNMSFIADDGLCYTSFFKVRQKKGRFNGVRHHLEMFVESAYHTVQPQKGTKTKLVAILSE
GLQGRMVKYRR
>MBL3587769.1 hypothetical protein JMM61_20900 [Rhodovulum sulfidophilum]AB23
MRIGITAKDSRIEGWPNDLTFSILQGESACYSRSVDADTFSRSAETATVWQEIESRHVKASMLRTALAKAPLMPDRSSSI
LHIWQALESVFGKGPELSFRMSLSLAELCGPVASRSDIYETAKRSYKDRSKITHGTLTSVDVEQWMRAWDLLKEAVRAVL
HRKAIPSEDELFSDLLSR
>MBL3587770.1 hypothetical protein JMM61_20905 [Rhodovulum sulfidophilum]AB23
MPLDIKNFPLVWMSYDEAPDHDHDEDFAALEVCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKAELRTLVL
AMIVIEPSAAKRLTFKTFSAVFSKFWGFPLKTTVTRKEAMDVAENLLSEGMGPGGSASQRRCAQTS
>MBL3587771.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB23
GMVSENPAKGIKQVKGETIDRRPWPADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKT
LWVPFTKTLRATLEAADRRSVFILTNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASV
TGQSMAMVAHYTAHVRQKVRALKAQERRL
>MBL3587772.1 DUF2303 family protein [Rhodovulum sulfidophilum]AB23
MADLTEIEALKHLAEAAAAVPNKIDGFEPFMAIPNGQHIESLDAYRENPARIRHSTTFRDVASLAAYLDRFADDHSLAFS
DPDAATIKCVLDYHEGGEPAAIRPRWGEHVAAFRAIKSPQYEAWAAKHGQWIGQKAAGEFLEERAVDLAEPDPATLMDMV
MQFDALRKVNFKQSQKLQNGTVQFIYTTEDEVRGAVAIPERVTLLVPVFEGMEPDRIPVRLKYRIDEARLTFSFEIHDKQ
QVERTAFERCEHALGAAHPIPQMRVA
>MBL3587773.1 hypothetical protein JMM61_20920 [Rhodovulum sulfidophilum]AB23
MSDGNSHFLMALGRVDGGHAIEVADEQLREVISAVNRTGKKGTVTVTLEVNPNGETGFAVTARVKATAPQLQFGQSFFFM
GRDGDLTREAPNYVQQSLLKAEAFNG
>MBL3587774.1 hypothetical protein JMM61_20925 [Rhodovulum sulfidophilum]AB23
MAIPLCEGHHQGLLDGSKLALHQAPSRWRRLYGNDTDWISWAEDRLHKEEENTI
>MBL3587775.1 hypothetical protein JMM61_20930, partial [Rhodovulum sulfidophilum]AB23
REIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAHDAPAADPETARWGPWQSFDAADFSGRAFRFRAVLSVESP
DYTIGITGLTVTALQAA
>MBL3587776.1 hypothetical protein JMM61_20935 [Rhodovulum sulfidophilum]AB23
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAEAAAGMVWVDTDARTLKMRNIANNGWITLGSFASGSFVPAG
VNRLTEAQATDPTGTEFGATSGAQIAAAVDARMGAVGTPVNEAAWHPYDMVRVGDGADGLFWDRSVDGDGQYIMTPDFED
GYEYMVRVEGVSFGGSGTYGLVIKGWIDQTNSVTEQMPISAATSSRGAIFGSVRIVSPRVPGPFMNIVVEQAVSPLLNSN
VSPDCPCGYGASMTLGAVDRTLFKAELSWTGGRRWFNAGKMYLLRRREYVSG
>MBL3587777.1 hypothetical protein JMM61_20940, partial [Rhodovulum sulfidophilum]AB23
REIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHEGESLAAKKTLGSVKGGAIRLARSSGTRAMVMGEGIETT
FSALAARALPGAAFWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVEHLVFIQDGDSEPRSTRAQLLSGLRR
AHARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MBL3587778.1 hypothetical protein JMM61_20945, partial [Rhodovulum sulfidophilum]AB23
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPGAPGDGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCIHFGQ
DLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDH
DDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTIAA
EGMSPVAELRVQPE
>MBL3587779.1 hypothetical protein JMM61_20950 [Rhodovulum sulfidophilum]AB23
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCATAPA
RHAWQDRADLDG
>MBL3587780.1 hypothetical protein JMM61_20955 [Rhodovulum sulfidophilum]AB23
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGRA
>MBL3587781.1 hypothetical protein JMM61_20960, partial [Rhodovulum sulfidophilum]AB23
MSAMPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVK
GCDFRAALDWLMGTREVKIDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRA
RLPELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAH
>MBL3587782.1 CHAT domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
ASRFDLFTESLPAGRMRRGAWDVRGPEGLPSGDAAEVPKAERLSREEMESFWEDQSKAMRETLWDPLVESGVLKGADRIL
LATAGDLHNLPFEPGREAAGAPEMVHVNSLAMFALGRGLYKQTGKDKTVPQRASSTDTTPPKHTRAAMLCHPGDRPDDPG
YLKFAEAERDAAEALWTEALGVDAVTSASGYPWGETGDTVDLLHVACHGDVLKEQDRTPRPVMRLAPAGEDDSGLIGERE
YLRGPKAREVLMNICVGGQVFDDSFDGNPTGLVAGALRHGAHTVVASLPPVPDEHGYVFGVLVTLLMTRRGLSLAAATGV
AKRVMAGTPRTEDKAEDLTRMLHETRARLLFPIMTLSPERRQQQLTNLLEEIDKGAHPGLAWLTEDLAARILADPPAGLE
ELTTLIAETTPLISDRARSHAADGIITYGITTFGDPENDRE
>MBL3587783.1 hypothetical protein JMM61_20970, partial [Rhodovulum sulfidophilum]AB23
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAAR
>MBL3587784.1 hypothetical protein JMM61_20975 [Rhodovulum sulfidophilum]AB23
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMIWVDTAAHALKMRNIANNGWITLGSFASGNFVPAG
VNRLTEAQAKDALSEIYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDMVRVGDGADGLFWDHSLTGNQRYVQTPAFED
GYEYMLRIMGMEWHGYGNKRPTIKGFIDQTGRFASAMRMSGEVGPSTGFYTMIRLLFPRVPSPYFGVEGKVPSGQLRTSE
LGGDNRTVSKAEISWDNRDTDIRAGKMYLYRRREYISG
>MBL3587785.1 IS3 family transposase [Rhodovulum sulfidophilum]AB23
MVKLMKDHDIRPPRKGCRLPRMTDNRHNFGIAPDLLRRNFEASEPNRIWLADISHVPTDEGWLSLAAVRDMTTMEIVGWS
MSERLKSSLAVDAMRMALQPRRPAPICHSDRGIQYASGDYRQLLDAWKTAASMSRKGDCLDNAPMESFFGSLKNELIHRT
RVRSCRYVKAALFEDIAIFYNRKRRHSSIGDRTPKQARIEMAAARAT
>MBL3587786.1 transposase, partial [Rhodovulum sulfidophilum]AB23
MRHIILDLHDDWMRLDARIEAVSGEIEGIGQSEAHCRALRTIPGVGPIISTALVAAVGKGEAFESGRDMAAWV
>MBL3587787.1 lysozyme, partial [Rhodovulum sulfidophilum]AB23
PQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3587788.1 lysozyme [Rhodovulum sulfidophilum]AB23
MHRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFADRLAEFEAGLDRLIADP
VEDRIPARTYVAILDWTYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
EVPFRWEGA
>MBL3587789.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB23
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3587790.1 hypothetical protein JMM61_21005, partial [Rhodovulum sulfidophilum]AB23
TYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGR
TVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDN
PFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGTYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQA
SGGAVAMLRWDRHPSLDVRQGGRIEFRHAGAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPHDAMGTPGPVSGI
AVRAASIIPTTTVATLAEAPDFAGAAEGCHAAGGVLAMAPGATRASYAFAGRIDLGTVQPVRLISDIELLISEARDLFWR
PSGTAMWT
>MBL3587791.1 IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB23
MMGPRQEAQPALFYEFSLEDHVPQNHLLRSIDRFVDLSAIRAYLVDFYSHTGRPSVDPELLIRMLLVGYCFGIRSERRLY
EEIHLNLAYRWFCRLDLSDRVPDHSTFSKNRHGRFRESELLRHLFETTVARCIEEGLVSGQRMAVDASLIEADANKQNSS
PKEDWDVRQINPADAPRAVREYLDVLDEAAFGAASEVQPKFASHSDPASQWTAARKGPAFFSYSDNYLIDTDHGVIVDVE
ATRSIRQAEVGSTKTMLRRVKARFDLHPERLIADTAYGTGPMLGWLVDRKIAPHIPVIDKSGRNDGTWTRADFEWDAEND
KYICPEGHELKQFRRNYSDPTRGPTGKGTARYRALKEVCQACPSKAMCCPNADARKITR
>MBL3587792.1 hypothetical protein JMM61_21015, partial [Rhodovulum sulfidophilum]AB23
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIR
>MBL3587793.1 hypothetical protein JMM61_21020 [Rhodovulum sulfidophilum]AB23
MSIMDAIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALAGRMAFYEIQLFGLTARGRDEAEAAQNWMEAAI
RLCPFD
>MBL3587794.1 hypothetical protein JMM61_21025, partial [Rhodovulum sulfidophilum]AB23
MAAILTIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAV
>MBL3587795.1 acetate--CoA ligase, partial [Rhodovulum sulfidophilum]AB23
SGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLANGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTA
PTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHIGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSA
TRPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGR
VDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIYAYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDI
IQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELIDNRRN
>MBL3587796.1 IS481 family transposase [Rhodovulum sulfidophilum]AB23
MDGTPKATKPKARDAKTKVAQSRMSVLELARELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHKTHPQTTS
PETVERIKALALEHPAYGCNRFEAMLALEGVRVSSITIQKILNENRLGTRYDRWLALEEAHAGQAIEITAEQAAFLEKQN
PCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYSALDLPVKA
VLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHY
NTERPHMGYRNMGRRPIETVMSFVSQEG
>MBL3587797.1 chemotaxis protein, partial [Rhodovulum sulfidophilum]AB23
EIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEAN
AAAVTMKQEAANLQTLVARFRLKGPAAAVSTRPRTETAIPAAAPPPTAEFEPPKRAVNDAGWQDF
>MBL3587798.1 hypothetical protein JMM61_21050 [Rhodovulum sulfidophilum]AB23
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MBL3587799.1 hypothetical protein JMM61_21055 [Rhodovulum sulfidophilum]AB23
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDGALPGIYMYLRREEIRPASMTRSARTITLDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPIDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MBL3587800.1 hypothetical protein JMM61_21060 [Rhodovulum sulfidophilum]AB23
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MBL3587801.1 hypothetical protein JMM61_21065 [Rhodovulum sulfidophilum]AB23
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPATMTRSARTITLDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPIDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MBL3587802.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB23
ATKAQRDKTDPTFAEMAQLVFEARKATLRGGCERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWRTKFPTAEKA
LQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLTLVRYMGCAG
ARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRVLKEDGRPHG
FRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSAADG
>MBL3587803.1 hypothetical protein JMM61_21080 [Rhodovulum sulfidophilum]AB23
MSTDEKFSGFPRGAGANILIIVWDDFIYEPIGSLLSDFAGLLTSESFYKLEDKAAIFDKVDAVICARQMNVFQEALAERP
VPDDRADMFDLSRNPFTPNVFIPTPWGNACPQFILDGFGALMHDDERLQTIAEYRIPEYIFYV
>MBL3587804.1 hypothetical protein JMM61_21090, partial [Rhodovulum sulfidophilum]AB23
ARAYEDLDADPLTVNTLSGTLRFSTVAAEGMSPVAELRVQPEHLRGDLLSKIMPVAYDRTAKAPRWEAFLEEILPDATVR
DFVQRWMGLSMTGIKMQRLAFFYGGGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTS
EPDEGQRLQEGLIKELTGGEPLMIRALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELA
NKLWEEAPGILNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLT
>MBL3587805.1 hypothetical protein JMM61_21095, partial [Rhodovulum sulfidophilum]AB23
TMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKWWKSADNPQRRKRPLEGDIAERCRVEMRAVRAAR
VRARSGWAGTEVPEDRERCSPEAAARAMRAAGFSPAEDFTGPKRFGATETGQSATDEQRGAA
>MBL3587806.1 single-stranded DNA-binding protein, partial [Rhodovulum sulfidophilum]AB23
MMAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLFRLAEQYLRKGSKVY
VEGKLETRKWQDQTGQDRYTTAIAVRPFAGEIAFLDRRESGGGGSGAGGHGYGQGPSGGYGGPD
>MBL3587807.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB23
NREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLHS
KGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVAA
MEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIA
QEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEF
>MBL3587808.1 hypothetical protein JMM61_21115 [Rhodovulum sulfidophilum]AB23
MIEEEPSFGYRTVAWLLGFNKNTVQRIFQIKGWQVRKRAVGIRRLPCARLSGHSD
>MBL3587809.1 hypothetical protein JMM61_21120, partial [Rhodovulum sulfidophilum]AB23
TMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKWWKSADNPQRRKRPLEGDIAERCRIEMRAVRATR
VRARSGWAGTDAPEDRERCSPEAAARAMRAAGFSPAEDFTGPKRFGGAADQRGDA
>MBL3587810.1 single-stranded DNA-binding protein, partial [Rhodovulum sulfidophilum]AB23
MMAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTSERRERTEWHQVSIWAEGLVRLAEQYLRKGSKVY
VEGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGGSGAGGHGYGQGPSGGYGGPD
>MBL3587811.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
QRIFHNKTVVEILTELLSVYADAGALTVELANDYPELEYTVQYRESDLAFACRMMERHGISYHFRHADGGHEMVLTDQVE
AHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYLDQG
RGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQY
VLMPVEAPLLPEQKTARADVRGPQTAT
>MBL3587812.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
QRIFHNKTVVEILTELLSVYADAGALTVELANDYPELEYTVQYRESDLAFACRMMERHGISYHFRHADGGHEMVLTDQVE
AHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYLDQG
RGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYLCLSARHSYTADNYGSGGSDDGDGRAYDGQY
VLMPVEAPLLPEQKTARADVRGPQTAT
>MBL3587813.1 HNH endonuclease [Rhodovulum sulfidophilum]AB23
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3587814.1 phage terminase large subunit family protein, partial [Rhodovulum sulfidophilum]AB23
PGTAGAGAEMECPHCGTLIAHRHKMELNRAILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVA
QYETARRQADLLGDETDLATTFYTEIGLPYCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQV
TAWSETGTAQIIDRFELSAPPDGAERVLDPATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFW
RARRKGAGPGRWFITRGH
>MBL3587815.1 phage terminase large subunit family protein, partial [Rhodovulum sulfidophilum]AB23
PGTAGAGAEMECPHCGTLIAHRHKMELNRAILKGRGGWRHEGLEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVA
QYETARRQADLLGDETDLATTFYTEIGLPYCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQV
TAWSETGTAQIIDRFELSAPPDGAERVLDPATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFW
RARRKGAGPGRWFITRGH
>MBL3587816.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB23
MSYEVRQSAEFSKWLRKLKDRTAQARIAIRIARLEAGLMGDAKFFDGIGELRITYGPGYRVYFVQQGETIIILLCGGDKG
SQRRDIEKAKTMAKEL
>MBL3587817.1 putative addiction module antidote protein, partial [Rhodovulum sulfidophilum]AB23
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLST
>MBL3587818.1 hypothetical protein JMM61_21165, partial [Rhodovulum sulfidophilum]AB23
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCRAAT
>MBL3587819.1 hypothetical protein JMM61_21170, partial [Rhodovulum sulfidophilum]AB23
MKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEE
MPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSAKPALGLGDEVAIGGQRLVQRIGRSVPADHGARVR
ALLRGARGHVVHGICLNT
>MBL3587820.1 integrase, partial [Rhodovulum sulfidophilum]AB23
MPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKDYERV
LSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPWPADL
VKAYRDAAEGRALL
>MBL3587821.1 hypothetical protein JMM61_21180 [Rhodovulum sulfidophilum]AB23
MNKHLRTDDRVRRLVSAVEACGKTVQRVIVRGREVELILLRDQDEIDEFEAMDLRR
>MBL3587822.1 hypothetical protein JMM61_21185, partial [Rhodovulum sulfidophilum]AB23
VHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQAREPDERISRIFIYYNPENPTK
SDDPDNYRSMRGRIEPDFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRTTPRYLTATLADGALRIGEVADLTT
RLDVDTEGQSVTRRWQVIKAQQVKPGEVTEYLLQQFIYQAARYLVWMDDDAPDFGSATDDEKLNGFWWADEDGLMPDGSE
GYL
>MBL3587823.1 hypothetical protein JMM61_21190, partial [Rhodovulum sulfidophilum]AB23
VHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQAREPDERISRIFIYYNPENPTK
SDDPDNYRSMRGRIEPDFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRTTPRYLTATLADGALRIGEVADLTT
RLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSATDDEKLNGFWWADEDGLMPDGSE
GYL
>MBL3587824.1 hypothetical protein JMM61_21195, partial [Rhodovulum sulfidophilum]AB23
MKRFYFPHLFLTPASSEEVCRAPYRLHPRRWDVSIFDLYSLVAEEHPMRMSAELMQIFLPKVSLEISIDAEEHAEAKNLL
EILQAMLYLRGIQPTVAPFATSYSLNEYAGINYRSSSNLRDKLPEGMRIGITAKDSRIEGWPNDLTFSILQGE
>MBL3587825.1 hypothetical protein JMM61_21200, partial [Rhodovulum sulfidophilum]AB23
MKRFYFPHLFLTPASSEEVCLAPYRRHPRRWDVSIFDLYSLVAEEHPMQMSAELMQIFLPKVSLEISIDAEEHAEAKNLL
EILQAMLYLRGIQPTVAPFATSYSLNEYAGTNYRSSSNLRDKLPEGMRIGITAKDSRIEGWPNDLTFSILQGE
>MBL3587826.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB23
MGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQLMEMMRFQITSRRE
FERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGVAPDQSARFSLAKIGPLLDAAHDRLDGVVFENLPWQEVLARY
DGPQALFYLDPPYWGGEEDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGA
>MBL3587827.1 putative addiction module antidote protein, partial [Rhodovulum sulfidophilum]AB23
IKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILGVTRALGLTLKVEASA
>MBL3587828.1 transposase, partial [Rhodovulum sulfidophilum]AB23
EKQLRNLQEAYGEAMLELRARKELQAQLDAQDGN
>MBL3587829.1 hypothetical protein JMM61_21220 [Rhodovulum sulfidophilum]AB23
MSIAKLCTWFGIPRRRGYYKPVKAVPKVDPRFADPIKKMIEEEPSFGYRTVAWLLGFNKNTVQRIFQIKGWQVRKRAVGM
RPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVVDCHTLRVFTRSISDTSGADDVDGPCSPGVAMRHSAVVIDC
>MBL3587830.1 hypothetical protein JMM61_21225, partial [Rhodovulum sulfidophilum]AB23
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHA
>MBL3587831.1 hypothetical protein JMM61_21235, partial [Rhodovulum sulfidophilum]AB23
LNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTV
SNRLKQKASRWRHPHTGKSFIPAKRGATGYRGIRFTDEFAARMADRRDHGGAGAPVDEPF
>MBL3587832.1 hypothetical protein JMM61_21240, partial [Rhodovulum sulfidophilum]AB23
LNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTV
SNRLKQKASRWRHPHTGKSFIPAKRGATGYRGIRLTDEFRARMAERLSNGAGAPVDEPF
>MBL3587833.1 hypothetical protein JMM61_21245, partial [Rhodovulum sulfidophilum]AB23
MTDWTTIPNSVIEAGKPGRAVDGRALRDNPVAIAEGSASAPIVAAGWHPYDMVNVGDGADGLFWDHSVAGNQRYVETPAF
EDGYEYMLKIEGMKWEGFGNKHPTVKGYVEQTGRFASAMRMSGEVSPSTGFYVMIRLLFPRVPSPFFCIEGKVPSGQIDS
STLGGNDRTVSKA
>MBL3587834.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWQGRDDVHDRSHTPHRL
>MBL3587835.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB23
SEAHCRALRTIPGVGPIISTALVAAVGKGEAFESGRDMAAWVGLVPRQYSTGGRTTLGRISKHGSRYLRTLLIQAAKIIL
MRPHNWPGLSFGAWLAEADLRMHRNKLAVALANKLTRIAWAVLRYGRGFDARRDTVAEAL
>MBL3587836.1 hypothetical protein JMM61_21260, partial [Rhodovulum sulfidophilum]AB23
MPASRPMNYAHLISSNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMFTGPFVLAP
ILREFLETHEPGVHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDRKYWGG
>MBL3587837.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB23
LMPAGYVKPYVKRGKTDAVDAEAICEAVRRPTMRFVELKTEDQQAILAIHRTRDLVVRQQTQIVNMIRSILREFGHILPT
GVGAILTFAKRHLDGDHPDMPELANGILGTLCHQLVGFNTRVVGYTRMIEQHAMMTADARRLMRIPGIGPITASAIIATI
GDAKQFRTGRDLAAWLGLTPLNKSSGGKERLGKITKK
>MBL3587838.1 hypothetical protein JMM61_21275, partial [Rhodovulum sulfidophilum]AB23
AAGQPLNDYGNGQRFCIHFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEER
RLRERFDRLDALPEAERAEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDL
DADPLTVNTLSGTLRFSTIAAEGMSPVAELRVQPE
>MBL3587839.1 hypothetical protein JMM61_21280, partial [Rhodovulum sulfidophilum]AB23
AAGQPLNDYGNGQRFCIHFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEER
RLRERFDRLDALPEAERAEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDL
DADPLTVNTLSGTLRFSTVAAEGMSPVAELRVQPE
>MBL3587840.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB23
MTVNTVGLDLAKDVFQVHGISANGRVIFNKTVKRAKLLQFF
>MBL3587841.1 hypothetical protein JMM61_21290, partial [Rhodovulum sulfidophilum]AB23
LSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGATLSA
GTETADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIAL
ELAADLIRPAPGETLTLTVSGLPEGAALSAG
>MBL3587842.1 hypothetical protein JMM61_21300 [Rhodovulum sulfidophilum]AB23
MKGVRGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSASEDRELVVLTGRLCGT
>MBL3587843.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRSRDNVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLNPDVSRSGLDRCLRRHGLGNLRALKPKDPRPAHGSFKAYAPGYLHIDIKYLPQMAGEDRRRYLFVAI
DRATRWVFVRI
>MBL3587844.1 Clp protease ClpP, partial [Rhodovulum sulfidophilum]AB23
FSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIVSGLAASAASLMIMSADRIEMTAGSFLMIHNP
SRGLYGTAAELRKEADELDKLARVYASVYATRSGRAVEDVMALMNAETFFGPEDAVAAGFADAVSGTAPEIAPELAAAMS
AHRGALSRLRM
>MBL3587845.1 hypothetical protein JMM61_21315, partial [Rhodovulum sulfidophilum]AB23
MAAPISTTKSPSERGPMSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHC
PACEAKRKATGMTKTTTAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYR
>MBL3587846.1 transposase, partial [Rhodovulum sulfidophilum]AB23
LNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKAARIVWAMLTKQQ
DYRQPGT
>MBL3587847.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
ADLDAWLVHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBL3587848.1 hypothetical protein JMM61_21330, partial [Rhodovulum sulfidophilum]AB23
GDIAADATDIVIEAAREADLSDRFGNTDTRYLCIGSEIIGYTGYTGYSGAEGVWTLSGVTRAALGTKAASHSDDASAQRT
GRYELMDGYLIAHDLLTGHTPVPAEFVDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLID
FKAVRPEQSS
>MBL3587849.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB23
MPKPSPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGR
>MBL3587850.1 hypothetical protein JMM61_21340, partial [Rhodovulum sulfidophilum]AB23
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAAT
>MBL3587851.1 transposase, partial [Rhodovulum sulfidophilum]AB23
QNGMVERYIRTLKEQCVHRHRFESIQHAMRVIGDWIAFYNHSRPHQALAMRTPVEAFRLAA
>MBL3587852.1 hypothetical protein JMM61_21350 [Rhodovulum sulfidophilum]AB23
MRKKYGGMEAGDARRLRALEAENAKLKRIVADQMLDVSAMKDLLQKHW
>MBL3587853.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum sulfidophilum]AB23
MTAGSFLMIHNPSRGLYGTAADLRKKADDLDKLARIYASVYAARSGRAVEDVMRMMDEETYFGPEDAVAAGFADAVSGTA
PEIAPELAAAMSAHRGALSRLRM
>MBL3587854.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWQGRDDVHDRSHTPHRLQTTLTPAQEAVAVALCKVLLL
PLDDLLAVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSVKAYAPGSLHIDIKYLPQMADDDRRRYLFLAI
DRATRWV
>MBL3587855.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB23
MVKLMKDHDIRPPRKGCRLPRMTDNRHNFGIAPNLLRRTFEASEPDRIWLADISHVPTDEGWLSLAAVRDMARMAIVGWP
MSERLKGSLAVDAMRMALQSRRPGPNCHSDRGIQYASGDFR
>MBL3587856.1 hypothetical protein JMM61_21370 [Rhodovulum sulfidophilum]AB23
MKYRISLLVMAVVCGGSESSATEMAWLEVDTLESRLAGSDHTEVPVSELLPEGRILCAVGSYDSDLPEGYDTAKEDLENT
GLLPVAEGNGLLFSVDEERHLHSAFALSVWPDPVILDVAEPLCIPAASAQIDLRKDTRSLIIKLERRE
>MBL3587857.1 hypothetical protein JMM61_21375, partial [Rhodovulum sulfidophilum]AB23
LGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPA
PGETLTLTVSGLPEGATLSAGTETADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVT
D
>MBL3587858.1 hypothetical protein JMM61_21380, partial [Rhodovulum sulfidophilum]AB23
LSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGATLSA
GTETADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIA
>MBL3587859.1 transposase family protein, partial [Rhodovulum sulfidophilum]AB23
NGRAWKENCPAAVARNEILRATRHLGRALWKKWAGYHVRSRVLDDLALRMGLPEEIILDNGREGTSKAMFDWSERTGVRL
RFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRHAREEIGRWRSHYNTKRPHSALGYLSPTEFLTKTTAPALETL
>MBL3587860.1 hypothetical protein JMM61_21390, partial [Rhodovulum sulfidophilum]AB23
PSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGRRFRALAPMDGGNPDPGGMVTILR
SPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITLDLILEARGADAEDQLDDMQRAVERSIAASANL
>MBL3587861.1 hypothetical protein JMM61_21395, partial [Rhodovulum sulfidophilum]AB23
FHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGA
ALSAGTETADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTD
>MBL3587862.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
QDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTEARWLGS
GDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSVYADAGALTVELANDYPELEYTV
>MBL3587863.1 transposase family protein [Rhodovulum sulfidophilum]AB23
MQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVVDCHTRELLGWHLSKSGKATTASAALEHALIARFGTLGRVEEEFL
LRSDNSIRHWARTNGASMAHSSPATTSRPSSAATG
>MBL3587864.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB23
FGLPLRQTVGLVESLIRMAGLDWPAPDYSTLSLCRRQARIGVQIPYRRSGKPLNLLIDSTGVKFRGDGEWLARKHGSSRR
RQWRKVHIAMDTETCDIRAVEFTSSRQGDSPLLPDLLSQIPEGEEIATVTADGAYDTRRCHAA
>MBL3587865.1 hypothetical protein JMM61_21415, partial [Rhodovulum sulfidophilum]AB23
LSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGATLSA
GTETADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTD
>MBL3587866.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWQGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLNPHVSRSGLDRCLRRHG
>MBL3587867.1 hypothetical protein JMM61_21430, partial [Rhodovulum sulfidophilum]AB23
LAADLIRPAPGETLTLTVSGLPEGATLSAGTETADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAP
LAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAG
>MBL3587868.1 (Fe-S)-binding protein, partial [Rhodovulum sulfidophilum]AB23
PVCPSRDLTLTPRERIVLRREISRADASGDVDLAAILRSEYTYDGVETCAVDGMCQTACPVLINTGDLVRRLRAENQGAI
AEAGWKTAAAHWDTTSRVGGMALTLASKVPAALPTLATDIGRAVLGSDTVPRYSGEL
>MBL3587869.1 hypothetical protein JMM61_21440, partial [Rhodovulum sulfidophilum]AB23
TPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGATLSAGTANADGSWTLGPDQLDGLTLTPPAE
FHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAI
>MBL3587870.1 transposase, partial [Rhodovulum sulfidophilum]AB23
EKQLRDLQEAYGEAMLELRARKELQALLDAQDGN
>MBL3587871.1 hypothetical protein JMM61_21450, partial [Rhodovulum sulfidophilum]AB23
VSGLPEGAALSAGTETADGSWTLGPDELDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVA
PATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAG
>MBL3587872.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]AB23
MYLDVRSDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEV
>MBL3587873.1 hypothetical protein JMM61_21460, partial [Rhodovulum sulfidophilum]AB23
GATLSAGTETADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAE
DSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGT
>MBL3587874.1 hypothetical protein JMM61_21465, partial [Rhodovulum sulfidophilum]AB23
FKNDLYVLDLWGLGSEEARKLRNNGVWKPDDLASISRRHAVAFAMIYHEWIPDVPENWEHIATLETSQITAASPFVFFYL
LDLTKRKEMKNALERFSETLQEGATLHMVSREADTL
>MBL3587875.1 hypothetical protein JMM61_21470, partial [Rhodovulum sulfidophilum]AB23
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEIPTM
TTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEA
>MBL3587876.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB23
MTDNRHNFGIAPNLLRRTFEASEPDRIWLADISHVPTDEGWLSLAAVRDMA
>MBL3587877.1 hypothetical protein JMM61_21485 [Rhodovulum sulfidophilum]AB23
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLMLARIAEASL
>MBL3587878.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB23
MPKPSPTRYRRTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPE
>MBL3587879.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQT
>MBL3587880.1 hypothetical protein JMM61_21500, partial [Rhodovulum sulfidophilum]AB23
LDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALDLAADLIRPAPGETL
TLTVSGLPEGATLSAGTETADGSWTLGP
>MBL3587881.1 transposase, partial [Rhodovulum sulfidophilum]AB23
SVQQYQPLPKDDQAAIKRMKELASENRRYGYLRLHAMLRREGLIMNHKRTYRLYTEHGLQIRTKKRRKLPRRDRVAPQVP
ERPMQRWSVDFVSDQLADYRRFRVL
>MBL3587882.1 hypothetical protein JMM61_21510, partial [Rhodovulum sulfidophilum]AB23
RSLERASSLDDLGTVWMHETPVLKDIKAAEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MBL3587883.1 hypothetical protein JMM61_21515, partial [Rhodovulum sulfidophilum]AB23
MTTDLAALDPRHPAEVDRGLAYLTRVLRSLRAAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIE
MEDWADALADFPDWAI
>MBL3587884.1 PLP-dependent aminotransferase family protein, partial [Rhodovulum sulfidophilum]AB23
NETSLPSLLDYQTDADLVHHLAAGQTWLAHCGVSSELECIVPVVGGQHGIMSVLMALLQPGDLLLAEALTYTPILTMAAR
LDLQTGAVAMDDDGVVP
>MBL3587885.1 hypothetical protein JMM61_21525, partial [Rhodovulum sulfidophilum]AB23
MTGSKCECGGLMVLVRRHPFSGIWREETEMRLSGDIAADATDIVIEAAREADLSDRFGNTDTRYLCIGSEIIGYT
>MBL3587886.1 transposase [Rhodovulum sulfidophilum]AB23
MSEASRSFDLTPSEIEGWVEDAKRVMENSLRANPLDIREQYEKQLRNLQEAYGEAMLELRARKELQALLDAQDGN
>MBL3587887.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB23
AVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAIDRATRW
VFVRIYPAQTAANA
>MBL3587888.1 transposase, partial [Rhodovulum sulfidophilum]AB23
KTVKRAKLLQFFEALPPCVVGMEACGSAHHWGRELGKLGHDVGLMPAGYVKPYVKRGKTDAVDAEAICEAVRRPTMRFVE
LKTE
>MBL3587889.1 hypothetical protein JMM61_21550, partial [Rhodovulum sulfidophilum]AB23
FHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVASATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGA
ALSAG
>MBL3587890.1 hypothetical protein JMM61_21560, partial [Rhodovulum sulfidophilum]AB23
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRA
>MBL3587891.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB23
FTSSRQGDSPLLPDLLSQIPEGEEIATVTADGAYDTRRCHAAVARNEILRATRHLGRALWKKWAGYHVRSRVEAQMNRLK
LF
>MBL3587892.1 DUF2190 family protein, partial [Rhodovulum sulfidophilum]AB23
AEAWAEGDPVYWDGAVCTAEASGNVLIGAATAPAANPSATGTVLLDGTIR
>MBL3587893.1 hypothetical protein JMM61_21580, partial [Rhodovulum sulfidophilum]AB23
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAAR
>MBL3587894.1 hypothetical protein JMM61_21585, partial [Rhodovulum sulfidophilum]AB23
ATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTETADGSWSLGPDQLDGLTLTPPAEFHGELSLEV
>MBL3587895.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
GGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMR
>MBL3587896.1 hypothetical protein JMM61_21605, partial [Rhodovulum sulfidophilum]AB23
MTTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVARAVQAERERARSIRSMAEPFMRAGQL
>MBL3587897.1 hypothetical protein JMM61_21615, partial [Rhodovulum sulfidophilum]AB23
ATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGA
>MBL3587898.1 hypothetical protein JMM61_21620, partial [Rhodovulum sulfidophilum]AB23
GQPAGAEAEGPKPAHGSFKAYAPGYLHIDIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANA
>MBL3587899.1 hypothetical protein JMM61_21625, partial [Rhodovulum sulfidophilum]AB23
TGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTETADGSWTLGPDELDGLTLTPPAEFHG
>MBL3587900.1 hypothetical protein JMM61_21630, partial [Rhodovulum sulfidophilum]AB23
VSGLPEGAALSAGTETADGSWTLGPDELDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVT
>MBL3587901.1 transposase, partial [Rhodovulum sulfidophilum]AB23
FTSHHFTAIVRSYGLKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFESIQHAMRVIGDWIAFYNHS
>MBL3587902.1 hypothetical protein JMM61_21640, partial [Rhodovulum sulfidophilum]AB23
AIIVRGATAIIPVRKNGRPWKEDCPAALAFVLGPMADIGSPRNETLRATRYYGRAFWKRWTGYHARS
>MBL3587903.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB23
QRIFHNKTVVEILTELLSVYADAGALTVELANDYPELEYTVQYRESDLAFACRMMERHGISYHFRH
>MBL3587904.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB23
IIATIGDAKQFRTGRDLAAWLGLTPLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHP
>OLS42240.1 hypothetical protein BV509_21060 [Rhodovulum sulfidophilum]AB26
MPCKIAEALFLSVLSGSCEMAAMLEYFPLPILFFPLFAALAQSLENEGHAIDDGGEHGFDALCLAVGPGLSQPFGPIEVD
REDELPGPLGHVFWPR
>OLS42241.1 hypothetical protein BV509_21065 [Rhodovulum sulfidophilum]AB26
MMILIGCGPRTGLSWAFTRRDLYDLVWSKPMTSLAQKFGISDRGLAKTCSRNRVPVPPRGYWAQVAADEQPPVPPFLELR
DPRLDRFSIRGATSALPESVKKLAHEQRAQREKRGPKSENSEDATLPPVTTPHAVVAKTARFLRAIGPGLCGLVVSQSQA
ERAIAILDGLVRGFEEHGLSVTAEGDKMSVQKGEDTVGFTLIERPKRVKYIPTPEETEREEKRKEKEARS
>OLS42242.1 hypothetical protein BV509_21070 [Rhodovulum sulfidophilum]AB26
MTNTLPPDGYPPAWLPDFVTWTRCLGESIDSEPVDEVEFRDADSGGTRPSRTERSIITAHSGRLLMRIRMAASFGPAERF
QDWVRRSGGVAVWTGIKPRELSGIEYLLKHGLLPSDVQVYTRSPHRPSDPVLQLCKPDTQYSGEISSAMRATFENRITEA
LSFPAPILILVPDGLELSEPLQRILPDAERLAAVDRIMMLVLICELYNISGADDRKAVLRLLPDAATLAQLDYPSMVMAL
RAPSALEAAQALQKMTQPDRSMRQDGLTLEEIGGSSPAHRAAEALVADIQACKEGVARWSEIPRSLLLYGEPGTGKTVLA
QAIARSAGVAIVIASAGEWQARGHLGDMLGAMLKTFSDAAARCPCIVFLDEIDSFGARDAKDSERNSNYRRQVINTLLRE
IDKYLAFDGTILIGACNAVNTLDSAIIRPGRFDRVVELGRPPLKQIVHMLQRELPEAVNLTPLARRCAGQTPAEIDAALR
GAKAAARREGATFTADYLAAKLGVDQSKNSALERRIAFHEAGHALVAAMLLGTAAVERIVIGQEDGRTMRQSAIQEGTLA
EFEQEMMMHMSGRAAERLALGDVSAGSGGSPGSDLERATRLQMFFDRQTGLGIYGPAYLGQPDTTRLPEKYWDRVRVKLW
DFEQRARDLLESHRELLERLAEELRVRREMNAEELRPWLSQVGNSR
>OLS42243.1 hypothetical protein BV509_21075 [Rhodovulum sulfidophilum]AB26
MGQEVALQALQRAAEQAGKCEEEDKVGPSALISLLADPREQVLPGNADIDAQAWSAQAKEGIAPGGAVGKPAPTLLMQRE
FYRLDDLDKIAGLAELRWRNAFQPDQERLVGAT
>OLS42244.1 hypothetical protein BV509_21080 [Rhodovulum sulfidophilum]AB26
MEQDPAARKVLSKPYWEGTICWRGDRRRQPSGLVVSEAIQFRSRAAAAEFLFAGQAVDDKWAKT
>OLS42245.1 hypothetical protein BV509_21085 [Rhodovulum sulfidophilum]AB26
MRPSLILLAGPNGSGKSTLYRTRVAPGFAGPFVNADLIQRDELKDASMEASYKAAKIAAARRASLLEARQSFATETVFSH
PSKLDIVTEARARGYMVIVMHVGVDHPNLSVARVQARTGEGGHDVPEEKIRDRYARGQPLIRQAVLRADRGMVFDNSRLN
EPPRLVLLFAAGRLVRAEPVLPNWVLSGYAADLVI
>OLS42246.1 hypothetical protein BV509_21090 [Rhodovulum sulfidophilum]AB26
MAQSVKLSDDVMAAVRREAELQSRSVAGQLSHWVRLGRAIEQSGAYDHARVTAALDGRLDTVELREEEAIAWLDAFTEKM
FEPSATEQAFFAKRRKLGRGVGLDAAGNLIHAGPDAAA
>OLS42247.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB26
MALLKRGRPVLIGLIALCAAIELVLSLSDAGLLPPRLRALAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSVLHGGPAHL
AVNMITLWSLGCAVLDRVGAWRFALLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNLVLWWAMHGMLAWQTHLGGFLAGALCALALDRRALGPEAS
>OLS42248.1 hypothetical protein BV509_21100 [Rhodovulum sulfidophilum]AB26
MRPRRTYRLTGGLAAAGLVVFCAAPAAPQDAGGLEAKLRFSQRLTQEDSTLSTTTGLGVTLSSRTRTETFLFSVDSGLEQ
DFDGSSMVQKDPRVMLSYGRESISSALSTDFSYSRTDVDSISEDDDLADGVLELDEGLLQRYSGKLFLELGRDAPFGATV
DLGYSAKVYSETSNSGLLDEEKANATLALRFDLDPRITAGLRSSISETDRDDPGQDVRSESVGGTLGFGVTQTLSADAYL
GYSRVTETVPGLPDDIQKGLAYTLSFTEQRPNGDLSGSLSSDIDEAGRRTIARIDRNLELPGGALRAGVGVSTSEDDTLR
PLLSFAYNHGLPRGTFGMKLDQAFSTDSDGEEALNSNFGVTYRQELTPLSSLQAGLILRDTDFVSDDDSDKRKLQLDLVY
RHSLAQDWNVVGGYSHSISDRSSDDREYSSKVFIGLEKATQWRF
>OLS42249.1 sugar transferase [Rhodovulum sulfidophilum]AB26
MTLYLTDLNADAPARPVLGVVPGRSTAGGWGVYRNIFKRIVDLALVLLSAPFSVPLIAFLALLVALDGHKPFYTQLRVGR
NGRYFRIWKLRTMVPDADRILEAYLARNPAARREWDATQKLKHDPRITRVGKVLRKLSLDELPQLFNVFNGTMSLVGPRP
MMVAQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVGYDDLYDQELSLRTDLGVLVRTVSVVVRATGY
>OLS42250.1 ATPase [Rhodovulum sulfidophilum]AB26
MNTSLYNAHFGFHERPFALSPDPDFLFWSKAHTRAFAVLEFGMVTRAPLTVVTGEVGTGKTTLIQALLRQIEDDVTIGLI
SNAQGGRGDLLRWVLNALDVTAPEGADYVSLFQIFQNFVLEEYAAGRHVILIVDEAQNLGAETLEELRMLTNINSGKDEL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYIMHRLQHVGGSGEEFTPSAIRHIHEEAEGIPRMVNK
LCDLALVYASSANEPLVDEATIRELIRDGLILKPFRDPLLLSGAIGPFGKAAE
>OLS42251.1 chain length-determining protein [Rhodovulum sulfidophilum]AB26
MNIDLQLYWRLFLRRLPVMLVFIVLGAAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVDRLGQELDRQSAAIASFKSQNAEALPDDQTYRMGRQNLLQERLAGLLRDLKAGQSQRADVVRIFEAT
GRVQQGAVPVRRSPEEERLNAARAELDNAKAIYSETSPRVVSLQAIVDRLEKVVAAQQEDGTGTAEAGDVSPEQAMLDAT
LSEIDSRLKTLQEEIDGTNSELDQLQKAISQSAANGIQLAALERDYEIIQTRYNAAVSNLNQARMSERIESTSKGQRISV
IENASVPQLPSGPGRTKVMALGGGAGLGLAGAYFVLLELLNRTIRSPAELRNRFNITPITTIPYMKPPKDRTTRRQRRAR
AASSAAAAQQVPSDGVMPG
>OLS42252.1 hypothetical protein BV509_21135 [Rhodovulum sulfidophilum]AB26
MKITFVIGVASLAGGNRVVATYARLLKARGHEVTVVSRPWPRRTALNRLRARLRGKPLPSHPRSPLFEALGDSHKVLERW
RPIVAEDVPDADVVIATWWETAEWVAALPTSKGRKFYLLQDVELFDHLPVDRVRATYALPLHKLAVSDYIRDRVRKEAPD
SEIDLLPNAVDHAVFDAPPRERGTPFTVGFLHSIAPRKRIGLAFDTVEKARIRMPDLRVVSFGTTPATEDFPQGLIYRRA
PPQEEIPTLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAE
WRAMSDAAHATAAAYSWEAATDRLLGYFTEEERP
>OLS42253.1 hypothetical protein BV509_21140 [Rhodovulum sulfidophilum]AB26
MADLFKTHTQGLDSPPSRLTEVTPDDSAELPFASRALNVAGSGTVRVTTVDGDTGTVFVSSGIALPLRVRRVWATGTSAT
GIVALY
>OLS42254.1 hypothetical protein BV509_21145 [Rhodovulum sulfidophilum]AB26
MMGLSISIGSGQDSSQRSGNRSLTLTGLIDGAARPGSASGITAAFSDGFPVQSLSWGSTAGGAEFGTAVSPQEFGSADTG
LFEAPGRLYVTARAAGRDYSLSVPIRTAAPVFATPPAFDGPLYKVGTTVGFALGTVDVAPATLTVAGFALDGEDRRAEID
GLSWTSAGETAWGREGELRLQVRAESSGGVVLSAPVTARLGNVPQAFAAADWSVDATGVRIAALPDDGNVPITNIRYRID
GGPDQSRGGVTDFALSSYGDIQIRAVNALGIGAWSDIKTRTAPAPTLSIDSAPVLGTAAAVEGNTLTATAGSVSGGPSVR
TWQWYRGSAAISGATGASYELQAADIGQRIKVRQIETPSGGSPVTRDSTASPVVVALNFQARDNGDGTFGVSYADGARST
VEFVLSQPTVYAGSFSLDLAALETGPVCLVQPALSGTPAVGAVLSATRFLWVYQPTLGALSISPGWRRNGTVLAGESGST
HTVTAADAGTDLQYIETGTQSGAAAPVTAASTAVRIGNAAAVLSGVSGTRSAAGQITVTLTTDRGEGTIFHVVTGGAAPS
AAQIAAGTGADGTPLAAPYRGSISVVAAGPQTLTISGLAEPISATVYLVQQTGSGGLSAPVSTARIASPATSGYSPQGSA
SALAWWDASDEATITHAAGAASQIADKIGTAHLSGTGTTGVAASDVNGLNTIVMDGVGNYLQHSGTALFPADGNWVLTIV
ASIDGVNHLNDTLVSAIGGSADLVVVSFNATQFSGRLGISGASATFAGGPYDGLHVFQVKADLTGQATATAYVDGTVVAS
VPYATAVDATTLRFFRSYVMGGRFCEAFLDRDLSSQAAAYDHVSSKWGIS
>OLS42255.1 hypothetical protein BV509_21150 [Rhodovulum sulfidophilum]AB26
MLQVERAAWGNATPSGEVGQTVAVDVDYGVVHRIPAGAFGGAVEAISVTSQPAVGHVSVQGSDVLVNTVDEGEIRADFAA
SDLGAKPDPIWTLRNVDTNPLAYMVMNNVTRAPGLAFTFTLSVKPVGKNPVAVTVTATPALHRMMCGWSCGRGIKLAVDS
NDATVLEPAERHADLYTSNAPGAYTKEDVVAEVGSWLATSRVGLYIAAQLTPGGGVVSNRAVAHDPNTYFGSQVKPLHPD
IVRDMVKSLCETSGFGTVYLHYERGYDYTANTPNLNPGGDGLLHPHAILAYGAGARPLMPRMLHNGAKKHGMFYRGVAFP
MGSGVGGTGLTNAIFEDTYHEDTVYFYSDSSAGGERHPRFTVRNSILPQSFDLSGLQNNGQFWAGNYRPSCIKPGSDPQG
VIIQGCFVGWGGAGPEYVSDETADAYAYVPGISDERWGLGGYALPGANLLTHPIYFDSSNRHILLRDNFLFGSGGSLMQL
RGGAVMRSCAYTFGNQGFMFGTGKFIPYSEDRITGYGEGHRSMAQDVVLTHAGYMSGAGAGMSQSEGIKIGAPLVSLDRV
LVLHDCDPNNPSGRDRVYSDWLGQNMFRQEGFLYNTEFDPGGQFENGKGRERSVLCADWGPGINPDYNPDGLDLSNVNDA
TIFRWYDAQRGNAPDTTTDIMDIYWWLREHQGPEIKALVRSFIAFMQGPVGMAPNWRTKAAACSFVPDLDEDGCRWDNPN
NWGGDLIPGSFAGDTVTLNGHKVFFQDHTLTVAGLDLGAGGHLQAVNGRLNVSKAITCTGSGALTTDESGQVWIAGYTGT
APLTVTVMGGRFANTGTFSGPADIHIDGSTDPHGKAEFFCAYGAAAMTVRVGRRMEIVGGGPRVGFDGTGGVQAQLSFES
GAVLSFVAENGQLATIREFRSGVNGTMAPDVVSTVALGGATLALDLTGVTPGSYTLVSADSVTGRFGGVSGKIDQGLDAT
VAVSAKGVSLTVTAGSGRIVLD
>OLS42256.1 hypothetical protein BV509_21155 [Rhodovulum sulfidophilum]AB26
MCSYYVRALLRDSVIERVPPAIMRHVMPMTPSSTPYIPEILETRLIFVHVPKAAGTSVKTEFYGGPGAGHRRIIEFAAHD
PGRMRDFFKFSFVRNPWDRLLSAHAYLTDGSKATGRDRRFAREVMALHPGFEAFVLALEDPGFRRRVMAYDHFRTQAYWL
CMPGARDHAMDFLGRFERFDEDMEALRDRLGRPSRPAVRILSSDHPPYRDAYSARMRDIAGDIYARDVALFGYAF
>OLS42257.1 colanic acid biosynthesis glycosyltransferase WcaL [Rhodovulum sulfidophilum]AB26
MPLSRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPAEKAAAASTFYVLDAARRPGAVARALVTA
LRRPGLFSRVLRLAWQTRRPGPRGALYQLFYLAEALILAGHLRRAGATRLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRDPAPATGPVPARELLFVGRLAA
VKGVPLLLEAMARLRAEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSVTALTAAIGAVLADPGGAARMGAAGRDRVRAGFDVRAEALRLA
TLFRDGPAAEDDR
>OLS42258.1 hypothetical protein BV509_21165 [Rhodovulum sulfidophilum]AB26
MPAERIEWLDIAKGIAILLVVFHHTLLYLGFLDIRFQPYWEFNSVFMLLLMPLFFFCTGITAASAVHRAPHTFWHKRLLP
MVWVLMIWTLIYLAADQVLPMRRDGQPVRFDLLHPQMNLWFIWVLAIFTALAPLLVRLNGPAVIAVFLGLAALWHGGLLR
YEGTLIYPKDIQGILNHAPFYMAGLYFAPRIIAFLAERGRARLLLAGAGTVFAGLVLGAELMPAADEILDKAARFAGVAF
GAALATEIARVGGLRRVFSAIGTRTLEIFLGHQLFIAGSATAVMAFGWTGVATGIVLTPAIALFAVAGSVALRELFGAAR
MDFIYAPPRPVAHRPPRSPVRAAQG
>OLS42259.1 hypothetical protein BV509_21170 [Rhodovulum sulfidophilum]AB26
MPIESLRVVAVLLLVAYHVIGAGPEAGLNVEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPTLADYGGFLTGKVRRL
IIPGWIAALLFSLAGIAVDNVYSLTTQGPIRVMFYHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLGAVAMTLEGI
SLRTSFLSIGGAFYLLPYFLFGTLCHRHAGQLLRYRVWLAALALAAVLAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIAWLDALRPFSFTIYLYHVLATSATRRALQALEVTDVWVLFACGLTTGLLVPVLLHLAIDRIPALRQPVL
GLRRNRRPKPAAARSGIEPQA
>OLS42260.1 glucose-1-phosphate thymidylyltransferase [Rhodovulum sulfidophilum]AB26
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFQRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEEFLSGAPSAMVLGDNIFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTRAVE
IVEKPDRPASDYAVTGLYFLDGSAPRRARRIAPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAGNF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEEG
>OLS42261.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB26
MSLLVFGSTGQVARELRARAPGARFLSRAEADLTDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATKINAAAPAA
MAWACAKAGIPFVHLSSDYVFDGAGDTPREIDAATGPLGAYGRSKLLGEEAVREAGRAFVILRTSWVFSAHGSNFVKTML
RLGAERAQLKIVADQVGGPTAAGDIAEACLRIAAHLQETPEHRGTFHFAGAPDVSWADFAREIFRQAGLATEVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFGLPRPDWRQSLTQVLSDLEAAKA
>OLS42262.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB26
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLALVADHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGKPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMQPANRPYSSLISFVADRPGHDLRYAIDPARIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLNRDGVGRRLGA
>OLS42263.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB26
MQIEQTALPGVLILTPARHGDARGFFCETWNRARLADHGIEIEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPSYGRWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAAFDSPFTWTQS
>OLS42264.1 prenyltransferase [Rhodovulum sulfidophilum]AB26
MQQTLREQTVLVVDLDGTLIRSDMLYESLWAACRADWTAGLAVAAALPRGRAAVKRLLAGRAMPDPASLPYDEAVLERVR
AWRAAGGRTVLVTATDQGPAEKIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWREAARAI
TVNAPETLRREVEALEVETEHLGSAARPLRPYLRALRPHQWLKNILVFLPMVAGHQLQAGVLLQGLMAFVAFSLVASSVY
VVNDLLDLAADRAHPRKRNRPLASGALPIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRLIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMAVASGYV
SVLVMALYVNSPAVSKLYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQICGLLIFGLALVATVV
>OLS42265.1 hypothetical protein BV509_21205 [Rhodovulum sulfidophilum]AB26
MAPEFAASPAKDRAAAVLTVVLFTLAAAAVQLALIGNNSFTGDEQVTLLFLRADWSELWGRLWGADTHRPYYYMLLKAWS
EVFGESRFALRSLGGLLHAASLPFVWVIARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVTFSIFGSLAALSALAA
AERAGATALPARRRVLLWAGVTVGAASAFYAHSISVLYPILVGLWALVSAGTGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKDFWIPLTTPGRLVSQMRDAYPSPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLSSVLLGLGLAGLPGRRLRLGVAALVLLAQALVARLDYVPHYQPSEPERLAAFFDRIDPAETDLILGR
QNVEHTLRWDYPALFDGPVFAFNKGDEKIIYDAANRSVRVLRAEADALPLTRPYFLIVRQIRPPAPPGDEVTPALARIAA
RGRLVAQAEGRWWTAELYKRTDPP
>OLS42266.1 hypothetical protein BV509_21210 [Rhodovulum sulfidophilum]AB26
MRILKTLAASAALALSAGALHAATLSFVGGTGYGAAFNGGVGNYDNTCEDGKNTKCYNPTGAAAALTEDLTAFDAANPGP
GLQVSKAVKLTVTFLGKEANALSYAFSLGAGKEVTNQAAVGTSYSLIIGAGALDFSFASLAKGGTLASNDGSFVGTAAIA
FSKIINGNTVYAYFDDSGAADDRDFDDMVVKLEIAPVPLPAGVLLLGTALGGLGLARRRKAAKA
>OLS42267.1 hypothetical protein BV509_21215 [Rhodovulum sulfidophilum]AB26
MGFDHQETRGSASPGRARKEATPSPADQGRLVIYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGYAPGRPQPWD
ALLRTRARRLLLPWLTWCGVYYILGLYRGTAWTPGAPLEPFSLAIGPAIHLWFLPFAFVCGLVFGVLRPIWPSRLWPNLI
GLILILGAGFVLNQRLSLPAPTGQWLVSLPMATAGFLASIHRRPADMSAILLTTMAVAGVGVAFGFVDGALQTLVAAPFC
LIAILWRGRIRPGLAWAGDLAFGIYLIHPAVFLLLWKLTPSLGTMPSGFGLAAFAVSAAAVAVLRLWPPARRML
>OLS42268.1 hypothetical protein BV509_21220 [Rhodovulum sulfidophilum]AB26
MTVLEKFRLLIAGAKTGSSTPVTTPPATDPKIDPIDTVTPDDQTSGADGSTGDTAAQEGGDQTSGTPSETSEPEETDVGT
EPPASGAGTDEPETGAGETDAAPVIEEPAAETDAAQADAIASLSPVLLKFGSSTGKGIKTPRTSRAVTFQRTTPPAAA
>OLS42269.1 hypothetical protein BV509_21225 [Rhodovulum sulfidophilum]AB26
MALFGAMGLFGSSTAGALVLRGIATGDESIEKAGSEAAPGGGAGTEDAAVPSAGDTRAAGMDETAGATAGSGEDPAETVA
AGAVLSGATEFISPGGWVATGRNSADENASRFASEADSSGLSEALEPAPGLLAFSASAASASRADPVLLKFAALVGIDPL
TLVKGDVGSAPDVGSTPDGGSPDESPDEGPVVVDPVEETPDQGSGSDGGSDGGTDSGDTGGENGGQDSGQTGGQTGGDTG
SVDPGPGGSDGSSGTDTSVPLADAVEVTTGRVTTLTLPGAEDAVSVEIVARPDFGNVTVNPDLSLALVLTGETQTGALSF
DYAVTHADGTVTTHSASVTAVEGSQGGGWGAGDFYMLESAEDGSLVIEHGDVHETVYVTGSEAGLSRADIAALEGMKVEQ
VNDYWLAKQTTYGFSEDMAVDQDVGSAVWRALTGPEPSSHWLLLERGYSYDDFKGLIDPGIVGESELHPIYIGAYGEGTA
PEVTQEVRSFAETKKNIVVEGLTFSDGAALTNSENILLNDVTITGGTLIIKDAEGFTLRNSSIYDVWRDASLNEEDGTWA
PNLNRVSGFYMTSADGVLVENNFFDHNGWEDGYDYARSAEDGQPPSMYSHNIYFSGFNNDVTLRDNIIMRAASYGAQFRM
GGVVEDNVFLDNNGAINPAKGGSDAFGNYSLVLGNVVTSAGYKTVDHSQGALSQGINVQGWDESLVDNIIAHLADPNNAE
EQAAKQGGQFALAINGSLYYNDTVIYNWTGSQNAAKSGAAEANVDGLDRAVLDETTIQNFAADLLGKSSATIADLAAYLR
AQADGALDDVVDADLIIAFFRTGFGMDTDLRADEAVLRFVPDDRGDGMRWDNRLNWSTEDLPGTQDGDSVDLGGNWVSYG
SATAAIEDLDLGDGGRLSVTQGRLDVEGTLAVGSSWGGQVTVDGAGQFWTAGYGDSDLLSISVMGGRFANTGVFLGNADL
TVGENGQAILATDGAGFLLQAGRTLTVVGDDAQVGFDGDGGLSLLRLDDDATLKFVAEDGALGTIGEFRSGRFETSDVVS
GVDLGDATLAIDLGGMAGTASQTVLLEADELIGRFGDLEFTGLGANRNATVTIDYATDRVTLALSASGTGTGQVTLDILG
AESDGSGTAHYQQIVEALQADYGTALGDPIAAHLTDASASILDW
>OLS42270.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB26
MSIFNEALSSRRQSRAFSGLGLFWLAVAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPVLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLFALMLGAVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDQFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFLHPAKMSLTEALDLDTEGLVPQFLRLRLVQPSL
ALIAAAGLMLAGVAALQMLPDRGAVAVARDSFVAFPRRFGDWQQDGPPTVLAPDIARALQADDYHSITLVNPDSPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDGLRTGRTDGALVRLTTPILPEESDADAEARLDGLLKDMAPQLPRFIPED
>OLS42271.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MTHRLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAAKPARFYLLLNSDAVLRPGFCRTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPLSELIRGANTGLVTRALRR
FEVSLGTEPVPARIDWASFACILLRAEMTAALGPMDEGYFLYYEDAEYCLRARRAGWRITRVPEAVAVHFRGGSGPVKTL
RNARKRLPPYYYASRARFLYQAHGLVGLWAANLMWHAGRGIALLRRLARRPGQQPPLEGEARDLWINAADPLGPRLAPHE
T
>OLS42272.1 sulfotransferase [Rhodovulum sulfidophilum]AB26
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPGALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTEYGRYGMQIAPFAETFGADRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARALRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>OLS42273.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MTPAAPTDLAAVVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRSQPFTAARARNAGLARL
TETGPLPRHVQMVDGDCELRAGWIETARAFLDATPAAAVACGRRRERFPGATLWNGLIDAEWDTPVGRARACGGDAMMRL
EALVAVGFYNPTLIAGEEPELCVRLRQAGWEIWRLDAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGPPPERHNVA
QRRRALVWGLGVPLAAALAALVLGPWGLALLLVWPLQVLRLGLRGTGWRRALFLTLAKLPEALGVVQFHLNRLTGRSTRL
IEYK
>OLS42274.1 hypothetical protein BV509_21270 [Rhodovulum sulfidophilum]AB26
MSFASALRRRARQGLGTALWALRDLPGAPAFEIFARRLDRVNRAHVAEIRSRGGDPMTPRAPGTLPKILWIYWAQGLDEA
PPVVQRCIASWRAANPGWDLRVLDRDAAGAFVDLSDLPAALPRRHEADFLRLRLLERFGGVWADATVFCHRPLEDWLPLL
AGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWARQYGDYLIARRRPPGPYFMVMYAFQFAVSRSPELMREWRCCSGLW
AVPSFRLMAALDGQAGAEEAAAETLRRGLPVSKLNWKKPFDPARFDAILGAAERKRDGG
>OLS42275.1 hypothetical protein BV509_21275 [Rhodovulum sulfidophilum]AB26
MKTHIHCGFHKTASTYLQRVLRDNAKRLSCYLTIINRIELSTYDLRMACLAYNSGRGKASAVRAELDRLAQRVAGSDRPV
LITDEAFFGPHIGQDGETRLFPRAHEVSQMMVEAFAPHPVEILLYTRDESS
>OLS42276.1 hypothetical protein BV509_21280 [Rhodovulum sulfidophilum]AB26
MHNQSVKQDRYSGSFEEFLAEIGGGADLDAVTARIAATIGPERARVFRLEDDRSHPFGSGGALLDHVGIPREVQQDLKRA
SGINQSLDARHLRIMRRLNDLALPDFLYGRMRRGVLRLQRRARARS
>OLS42277.1 hypothetical protein BV509_21290 [Rhodovulum sulfidophilum]AB26
MSRIAFYRLAGLVGLVFAAGTLYRLFPIVTGQPALSEFFMTEDGYLMLTVARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLETGGDKVTSLIGIHLIMAAWSVAGFFLVRALAARILDPEGRAPALPWIAALLWYLSPLLVLHTMNGLETGLYSAA
VLAVLLMFLRLLRREAPLGWAWHLGFGLMAGIAFLARIDAVFLLVAVYLVWAIDGLLLRRDPIRTVAARIVPSGLISILV
AAPWLLNNQIRFGSIMPVSGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVIAIATAVSLGVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFRARGLRPAIWTGSAAVGL
CMLLLGRLLLPGAQDQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRTEGNVLAYVVTSRI
DYIADWYGVGGWAAREEGGFAETFELIEHTKSPSLAVMRRRVLHEPG
>OLS42278.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB26
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALLLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGITPDRPETGYGYLELTAP
PAGATPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAAY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDDSMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGIAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVKPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEVRLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>OLS42279.1 plasmid replication initiator RepA [Rhodovulum sulfidophilum]AB26
MAAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTITPSVRGRATIFDADILIFCISQLMAAL
NAGRPTSRHLTLTAHDLLLATNRETSGDSYKRLREAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFQLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLAEEPGDILCVRRRDEVIERGGAPDGPPPVLSPEALETARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAF
LAWIEKRRNED
>OLS42280.1 chromosome partitioning protein [Rhodovulum sulfidophilum]AB26
MSRDDIPPYLNISPDRAAELLGPPADTPGFAAVAEACRRGRQDLASRGLDETGARRLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESEGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQIEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDAYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENIAARALGREELHFEWDAVRAVMTRFDAGQQAEMAGLIQAHMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKTLLYGIWRREETARTAAAE
>OLS42281.1 hypothetical protein BV509_21310 [Rhodovulum sulfidophilum]AB26
MARRKRLSPLTGPTEETPGVPPGPMPVLSRPPVAEIAAASASQAALEQLADEVSAARREGRMVLSLPLEAIEAGHLLRDR
MHHDTEDMAALKASLAARGQQTPIEVTDLGQGRYGLISGARRLAALSDLAAETGEPRFGQVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADAAAAVKGLFGNAPPARRSKILSFVALHRALGPVLRFPTAIPEKLGLAIVAGL
KADPDLAARLAAALKKTPPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARGPLR
>OLS42282.1 hypothetical protein BV509_21315 [Rhodovulum sulfidophilum]AB26
MQARSLPRGLWAVLGLLALEMLALSVSYKHAIDFTCLANWPHRVCSGASGLMVSAFTTLGALAILAMLARRAFADLLAEA
RPALLPLALNLAGLAAMSVPILFLREGSGTASLAPTLAFWALGLGLGGLGTARMLAPPERWRHFLRATGWTLGAVVVAGL
AAPGLAIRLRPLWRFDTVTDTTFALVSRGMDLLGYEVDADPAAKIIGRGNFHIDIAPVCSGIEGMALVTLFVLLYLALFR
HELRFPRALILLPVGILVSAALNVVRIVALLAIGLSGHPDLAVGGFHSHAGWLMFTCIALGLIALAQGLPALRRDPEPVA
PARPMTDRPAPDRPSLPPLHRDPAAARILPFAVFMLTALVASTVSQHPGMFYPIRALILGAAVALFWPIYARLDWRADPV
AIGAGLLIGAVWVLIPVAPAESPPYGALTGTALMLWYLLRGVGTVLLVPLVEELFFRDYLEGKLRIGQGRAWSVFAALVS
AGAFAALHDRWAEALAAGLVLSWICRRRGRVGDAILAHAVANATVYAAALASGRLEII
>OLS42283.1 hypothetical protein BV509_21320 [Rhodovulum sulfidophilum]AB26
MRTGADLAQIRINTGISVIVPTYREAENIPHLLAELDRLRRDYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIVVRTRD
RGLSPAVLDGFRAARHPVLVCMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSAVATWLARPL
TKVRDPMSGFFALRKADFDAARGLNPVGYKIALELIVKCGMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGASGVVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARGRHAGRQFLGFVGASLV
GLAVNYAVALWLSHKVLTGSYGLQVSAMIGIAAGMIFNFLGNRYIVFRKRYIRD
>OLS42284.1 hypothetical protein BV509_21325 [Rhodovulum sulfidophilum]AB26
MNLRYRPEIDGLRAVAVLSVLIYHAEFSLSGHPVLKGGFLGVDVFFVISGFLITSLILTEWDRTGRFSILNFYECRARRI
LPALFAVMFASIPAAWAILYPRQMIDFVWSLAASLGFVSNYFWYDLLGSYGAAADALHPFLHTWSLAVEEQFYIFFPLLV
AAVLARSGRLLLPILAALAAGGLGLAEILTRLDWSLSFYGLQSRVWELAAGALTAFVMRHAPDRGARPRRDAWLAGAGLA
LILLPMAALPVNWHHPGIGTLPAVLGTALVLRHAGGGDPVTRLLASPPFVAIGLISYSLYLWHQPIFAFARHLELDPPAW
QKLCWIGLAMALARASYLWVETPFRDRRRTRLRPLVASLSGSTVLALAFVGAMLATDGLKARLPGLIALYGKNEFDNEAL
RDRSWTVLDALAAAAGEAGSEASSPSPFEARGLWFAPAPPGPRVLIVGDSHAKDLFNALALNPDLYDGIGLARFGMHARL
PDDQIETLFAAPNLTAADIVLLSFRYSDRHLDRLPQLIERLKAAGKTVVLATSSAEYDLIDGMPVFDWYLRSSRAAFDPE
ALGRLAWSRRASHIAAINDRVAAIGRAEGVAVIDKIAPICDAARQSCAAITDDGYKTFFDYGHFTLEGAAYLGRRLHALG
SLPF
>OLS42285.1 glycosyl transferase family 2 [Rhodovulum sulfidophilum]AB26
MSDPSRAYVLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPKILAEYAAACPWIEIVAKPDRGQRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEADPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARQLGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQHYMGSDPLYFAATCVF
RGLEPPYVLGGLAMMQGYLGAWLGGAPRHPDAGLVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>OLS42286.1 hypothetical protein BV509_21335 [Rhodovulum sulfidophilum]AB26
MTLPDFFIIGAAKAGTTSIFALLEQHPDVFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRVGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRRFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYVLQIETYLAQFPRDRFLFLTFEDFRDDPRATLRRITGFLGLDPLPEAAFGAGAEARNVSSAHFDALGAAAG
AQRLRGRMGPLWALRRLLPDPLRAALRQRVLPAGAGRAHEPPPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAGLG
>OLS42287.1 phosphomannomutase [Rhodovulum sulfidophilum]AB26
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLAACPAGPRVLVGRDLRASSPRIAEDVMAAICSAGREAVDCGALPTPALAL
AAMGQGEEGPGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALDRPGSAMGQGTRSFAPEAGAAYVARYVQAF
GAAALAGLRVGVYQHSSVARETLVEILRALGAEPVPLAPSDSFVPVDTEAVDAGTRAMLADWCAGQGLDALVSTDGDADR
PMLTDAAGRVVPGDILGAITARALGAEAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMDEILAADPAARVVGFEAN
GGFLLGFAARGPAGPLAPLMTRDAMLPLVAVLAAARALGDAAGGVAGLVAALPARHTAADRLQEVAPEASAALLSRLDGS
AEARAAFFAPFGREAGCDRTDGLRVSFESGEILHLRPSGNAPEFRVYAEADNRERAAAVLALGLERVAAALEAGSSLAER
GAQE
>OLS42288.1 hypothetical protein BV509_21345 [Rhodovulum sulfidophilum]AB26
MPSLLVISSAPAALVDGKPFLDRKFVDGMRFYTDLWDGPVNCLLRVRTGSFPFGRVYEPGELPFGVRFLPAGGKPGGQDL
AGHDVVLCSGDNHDYLHLAGMCRRSGQKLVYIIEYIPETRRQIIFLDGALSLPKKIRSLVWTLGQEVRRRKAFGLADGLQ
ANGYPAFAAYESVNANVVMYLDNRMGSDLLATGSEMEARCRRILDGAPLRLVHSGRLERMKGSQDLIPIAARLVAMGIDF
ELDIFGSGSLEADLRRDIAAHGLNDRVRLNGVVDFETELVPFARRHADIYLSCHRQSDPSCTYLESMGCGLAVAGYANRM
WAALCQEARAGWAVPLGKVEAMSGVLAEAAADRQRLVECCDAAWAFAGAHAFEHEFGRRIEHLRRLA
>OLS42289.1 hypothetical protein BV509_21350 [Rhodovulum sulfidophilum]AB26
MGKIRKALELMNFLGNPMKDIEIFGMFGPGNLGDEAMLVAALDTLPPSRCTPWQSYPNRPVLNRLLRNRRHKHLLVGGGT
LIHGGRTGWLDYIEMRSREGAQVSFFGTGMAFTDEQISGESEAFQRWRAVLERSQEVHLRGPQSVDLCRRMGVQADVFGD
FAFLLHRPDIPIRDHYARDDTIGLNVGKCLGDQEAYEDACIALAQRLSSRHRLVFYVVVDTDMDVTRRVIDRAALSEKRF
SVEKHYFDPYKFMLSIRKHQAFIGLKLHAAGLAMVSGVPAVMIAYQSKSLDFMAPLGGGGEALVHLPIDIDEFFGKIEGA
LEGGEEFVFEDVISHIAQGQRKTLERVYLSPQ
>OLS42290.1 hypothetical protein BV509_21365 [Rhodovulum sulfidophilum]AB26
MKLCDIHAALEAGQLLSGDRAFATLVAIEQLAAIEGIPVRTLGLAAPQFAQAYPLRDAPKMGMGRPRYQAWRKTILDAQM
LFDPGDVDGDSWISLARAEILGVGKPGAKLYNFWKHLPAGTPPRDVTETLVGEIFRALPEDRAKRFRVGFASFLQLFDND
LARRTGLLPATKPARLPKEHDHFRLVPMAPDLRDWRTTLSARKSVNALDYLNRLCLAAGRLNGKTDALEDLRHSLPNLPN
PESLGLPPLTEVVLRAYVTQLLRALGGPDPHLNSVEQSWLDLRTAARAAGCETSEIWAIGKPAAARGIPPSRITAADVTD
IMRSYRLNSMPATCRKGCMQFDALRGIVPETALPPEPLGIRHIPRRRVARTPEAEQARRAATRARHGWKSLYVAFHARGW
SSAKVSNTLAPLKARCVAAGHAPEDLTLDIFRTLEAGTPTAEQPRLRNAARHLRALGQDDPGYAMFCHSLPHIRTQRTHG
GVPESCAGELEELLDCMNAAPTTRRSARVAIGVVVDALGRPDISLADVLRMDLSDLDLGKHEPRKKSHAGKLQSLCGFLD
LPWTPAWRELQAVVVTSGLGAKDNPVPKVLAWHPGAAPNGVSLAWAQQLDRKLRSTLHNPPHGRADFAQSLARNLAAFDR
LHDLPQVVASGLLPQKIGAIR
>OLS42291.1 hypothetical protein BV509_21370 [Rhodovulum sulfidophilum]AB26
MMRDRVLAKPAWRNFLHLEGLHDLPVPALLAADQLFEDIRTTGTTSPTPSDYATWAQRSGMEPCAWLDTLTGAAEVILPS
ELGNIAAARRLLRPTSPAGCSATSCQKVTGSTWDPCARVPSSRARQVSVHPWDLPEAWQTALRRAAQGLPGKKAAAPAHH
ILQRMQEKLCQLAWAAREAGLEIGLTEPALRAYLEALEARLRARKHSIRWATLRATVEELYRFARYVGDISDTDLSYLRK
RLGRYEVLEKGQDALKFATLLETGNTTLTLLDQADSLLTRAACAKTPAARHRLRNAAAILGLYSIVPLRNADAGLILGKT
LIWQSEAWIINTQIRKTRHRSPELLVVPLEPAFGRYVDAVVQGDFDPRYLPALREQACASGHPLILHADGSHTSPTHIPR
VFREQTGNSFTTTRTMLHSDQAISRGEQGTRDAMVMAHQTSPQTARKYQARRVRQVAVERVQEAAAARRATLLPTELLTA
INVINTKDRTDP
>OLS42292.1 hypothetical protein BV509_21375 [Rhodovulum sulfidophilum]AB26
MMHQIPTMPTLKTAIAHIEAHGSPGQRQDPRKARIALALHGFEGPDFDSFPADLDHFDKTVPKLSGNMPALQRLIHASGI
SENTYRQSWRAARRLIATVTGAAAEKAERRSREDTWSALLARVDILVRSGLVLPIQRASLPALIDVCRQSQMAPRDLTPD
TVAPLLEGRNSHGRRILRRGLNTLDRLQTYSRLRDLLPPGPVTPAPKKTGRLATLPLHMQSAIPSWVDRAARTQVEHERH
EHLSEPLSDSARGRYRAALCLYVDTLLTSGMSIPENPDLEELFTRERIDLVLGRWTTEQTHTARTNFQYAVDLASLLARN
GASNPAEYLHGLTRVMTRLQEGRAAGRRMSPKTRRFCEELLNDPKKKILFQIQHVEYYRRALETLATARAKAFDLTFLAT
PEHMAALSNIRCGEAKDLLRRARMFGLLAAYAAIALEGAPYRRKNLLSLRHTGPRKTLLLHLEGRDPQAVIKFPNEELKN
GRWLSERGEELEAITIRTRGAGDLGPEILSFYLEKIRPLFPEATRTHCLFPPIERAHTTDSSFLIGTFDIWLAEGSAEIG
LPLSSHNFRHGYCSIDINEGRRSMEDLARIMGDTVATIQRFYSWIDAKRSVQAVQQDTARRRAEIVRAREGRRG
>OLS42293.1 hypothetical protein BV509_21380 [Rhodovulum sulfidophilum]AB26
MFLNTDPGLVMQHHQHFVADQSAYTAAHRLSPVTLRFPAVMTTAELATWAQVGKNSVPQLVARFGIRELTGHAKNHRFAI
HDVLRKIIGVTAASQEDLTMLLMPMQKASWVSQVTGLSTSAVSAGICENRSPLPAPVELTATGQDQAPARGRRWLPVQVE
AYLRGDPIPFLAPGLPLQQHRNTPAQEHAGNVFAAICADSAGSSRQVQL
>OLS42294.1 sugar transporter [Rhodovulum sulfidophilum]AB26
MLYLKRILSGIVLILAATAALAQQEYRVRPGDTLAIEVLEDATLNRTAIVLPDGRFSFPFAGTIPAAGRTVGEIQSAVTQ
AIASNFAVSPNVFVSVQPGAVSPYAGPATEGIDVFFLGEVNTPGLVQVASGTTFLQALAQSGGLTRFAATKRIQLRRTDP
QTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>OLS42295.1 hypothetical protein BV509_21110 [Rhodovulum sulfidophilum]AB26
MLSACQSSEEKAEAHYQNALSLLQDGDVDRAIVELRNVFDENGRHKEARHKLAELLLQKGNRQQAYSQYLRLVEQYPDDL
EARIALSEIAFSSGRWDEVDRHGKAAEELAPDDPRVKAIGLARAYRAASVGDDAAARRDIARQADALLADQPDNMLLHVM
MLDNAVRDQDSTRALAETDWLIAHNPTDIRTYQQRLQILVSLGDVKGAEALLREMVEKFPKDKENKAALVRFYLARKDLD
GAEAFLRDLAAASDPEDAGPTVDLIRFLSELRGPEAAQAAVAQAIAERPDPVPFQVIGAGLDFEAGRRDQAISTLEAILT
EAEPSEETRNIKVALARMLLATGNEVGARKQVEEVLAEDPAQPEALKMQATWQILADQTDEAIAGLRTALDHAANDSQAM
TLMAEAYIRSGRPELANDYLSLAVDASGNAPAETLRYARVLIGDDRLQPAEDILLAALRLAPDNRDLLTALGRLYLQMED
FGRAQHVADTLRRLGDETAVAAANQIEAERLNRQSGTDEAISYLEQLAGTADASLSSKVALIRARLATGDVDAALTLAQE
LRKDNPEDDTIAVVLATTYGAKGELDQAAGIYQALLQADPDRPGIWLDLSNLQMRQGDRAAAAESVGKGLEQAPEDPRLL
WAKASMLEQDGDIDGAIAIYETLYQRNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTQIPAMQDTYGWIAQRR
GESSEALPYLEAAAKGLPGDPLIRYHLGQAYMALSRPADALEQFRKAIEIAGPADQRPQIEDARQQIEALSAAAPAEN
>OLS42296.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB26
MPPRQQLRITPATDADGAWQALAPADLDEAALSQHLIVTREAGAEATPFDILRTKALLQMRQNGWKRLAITSPMPNSGKT
TVACNLTLALGRQRDLRSMLFDLDLRDPSVHDFLNIEPQHTIGEMLSGRVPFAEQGLRHGENVALSISNRPELDPTRLLL
AEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHGQFDACEREIAEHTNVLGVVLNAYRQ
SDGNG
>OLS42297.1 hypothetical protein BV509_21175 [Rhodovulum sulfidophilum]AB26
MTPTAIAYLVPEFPGQTHAFFWREIQALEEAGLRVRTVSTRRPAPGACPHDFAAAAAARTVYLFPPPLGALARLAGRPVR
TLRALAYVLGLSETPWRRRLALVGLLGSASALGRICRRERLDHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARAGFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDTDRFHRPASARPGDAALEVVTVARLNHTKGHVHLLNAMAR
LKAEGVAIRYRMAGDGPEREALEAHVARLGLQDEARFLGPLSEAEVIDLLHSADVLALTSFGAGEAAPVTVMEAMAAGLP
TVVSAIGGTPDMIEDGVDGFLVPQRDETAIARALGRLAADPDLRARIGAAARQTALARFGYRAQAKALLEALRAAR
>OLS42298.1 hypothetical protein BV509_21230 [Rhodovulum sulfidophilum]AB26
MFGTWRPGIGDPTWQGWTTVAVYLAVAALALRAARTAAFPEPSARRERVFWNLVALALLLLAINKQLDLQSALTATGRCL
ARLQGWYAERRAVQTEFIVAIGALSLLVLLGLLWLLRGTLRRSAAAIVGLCFVSAFVLIRAAGFHHFDHLLGMPTLLSVR
TNMVLELTGPLLIALGSLALARDTPSPDRSKTGRSEEP
>OLS42299.1 glycosyl transferase family 1 [Rhodovulum sulfidophilum]AB26
MRKPSVLVIAEAANPEWVSVPLVGWSLASALGSVAETHLVTQIRNREAILRAGLVEGRDFTAIDTEPLMRPVWKLASLLR
MGKGKGWTTTTAIAALAYPYFERLVWQRFGAEIQAGRFDIVHRVTPLTPTTVSPLAARTTAAGVPFVLGPLNGGVPWPQG
FDAARRREREWLSYVRGAYRLFPGRRRMFTATAAVLAGSHHTAGEIPAPCADRVVYLPENAIDPVRFNRLAAQDISGPLR
AVFIGRLVPYKGPDMAIEAAAPLLASGRLHLDMIGDGPMQADLEAQVAALGLGGSVRFHGRLDHARVQDVAAAANLLLFP
SIREFGGGVVLEAMSLGVVPLVVDYAGPGELVTAETGYKVPIGPRAEIVCALRARLEALAGDPSELPRLGRAARDRVLSN
FTWEAKAHQVGEVYDWVLGRRPDKPAFAF
>OLS42300.1 glycosyltransferase [Rhodovulum sulfidophilum]AB26
MGWSPTGGETDRAVTVTVASMAGLLTDLEARLVRGDGFSVATLNLDHVVKLSRDPAFRAAYLAQSHVTADGNPIVWLSRL
AGQRVELVPGSDLIGPVFALAARHEWPVAFFGSTAETLEQAKKVVEADYPGLRVVATLAPPMGFDPEGAAADAMIEELGR
SGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIAAEWLWRMLSDPARLGRRYLDCLLI
MPGLTRRALCQRLRRGG
>OLS42301.1 hypothetical protein BV509_21250 [Rhodovulum sulfidophilum]AB26
MLALWSWVIVTVILFRALRPAQALVACLLGAYLFLPTRTSFDLPLLPTLNKHSLPAIAAAVMTAIVASQAASRPWSAAAQ
SAGRILPGWIPGNPWTRVLFLVAVLSVGLSALVNDDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRILADEAGR
QVLLWGLCLSASAYAALALFEVRMSPQLNMMVYGFHPSSWIQHLRGNGYRPLVFLEHGLRLGIFLTMGTLIACGLSRIER
RRRILCLLLAAWLFGTLVLAKTVGALAIALLLIPVALFLGTRLQIIAAAVLAGTVLFYPLLRSADLIPVDQVVGLFEKYS
SADRVGSLNYRLKNEDILLDKAMQRPILGWSTFARNRVFDPETGRDLSVTDGVWAIVIGESGLIGYMAQFGLLTVPILLL
ARRPRQVEATTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAAAAGPTTDPPAPNRPPRLRGGQAAEE
EAPLPAMRATPYTRQTTLHSRSRRG
>OLS42302.1 hypothetical protein BV509_21285 [Rhodovulum sulfidophilum]AB26
MRGTVFSLAEFGASNLLRLVSNLILTRLLFPEAFGMMAIVQVFMSGLQMFSDVGIRTSITLSKSGDDPDYLNTAWTVQIL
RGAILWLAAFAISGPVARFYDEPLLAQLLPVVALNALFAGFMSTNIATANRHLRLGRQTMLTIGSQVLALALNIALAFWL
RSVWALIWGGLASTVFMVVASHTLMPGIRNRLRWHRASFSDLIRFGKWIFLSTIAGFAMNQADRAILGKFITLDQLGVYT
IAFFFGNLPILMARATLGKILGPLYRMRHPSKSEANRRNVLKARRLAVGGLVAMTVPLAYGGGLLIELLYDPRYVLAGPM
VVLFAFALPLQLVSLAYGGILLAVGDSRRQFYLTAMTATLQVALMLVGVMTVGVVGVILAPALAAMLIYPLRSRYLNLHN
ADDPVSDMMLLAVSLALNGYACWLHKDGLLQLLS
>OLS42325.1 hypothetical protein BV509_20580, partial [Rhodovulum sulfidophilum]AB26
MQRSCLSRGGRALSLALTLSLGLAGCKEEEDGGGSLASPSRDAGAGMTEAPGLWLEAGDAEDPAVFLARVTGSDPGRVAA
SFPAVAARYRESPRMIANRVV
>OLS42326.1 PQQ-dependent dehydrogenase, methanol/ethanol family [Rhodovulum sulfidophilum]AB26
MICINRCQGRTSGLAIAAVLGTTLLAAAPARANEKLVELAKDPANWVMTGRDYSEQNYSEMTDINKDTVARLRPAWSFST
GVLHGHEGTPLVIGDRMYVHSPYPNTVFALDLNEPGRIVWQNKPKQDPTARTVACCDVVNRGLAYWPGDDEVGPLIFRTQ
LDGHIAALDAETGETRWVMENADIAVGATLTIAPYVIKDMVLVGSSGAELGVRGYVTAYDVKTGESRWRAYATGPDEDIL
LAEDFNAPNPHYGQWNLGTETWEGDAWKIGGGTNWGWYAYDPDEELFYYGSGNPAPWNETMRPGDNKWTMAIWGRDADTG
LAKFAYQKTPHDEWDYAGVNVMMLSEQPDKEGNMRKLLTHPDRNGIVYTLDRTNGDLISADKMDDTVNWVREVQLDTGLP
VRDPEFGTRMDHNARDICPSAMGYHNQGHDSYDPDRKLFMLGINHICMDWEPFMLPYRAGQFFVGATLSMYPGPKGDRQN
GLGLGQVKAYDAITGEMKWEAMERFSVWGGTMATAGGLTFYGTLDGFIKARDSDTGELLWKFKLPSGVIGHPMTYRHDGR
QYVAINYGVGGWPGVGLVFDLADPTAGLGSVGAFRRLQEFTQMGGGLMVFSLDGENPYSDPNVGEYAVGEDI
>OLS42327.1 methanol oxidation system protein MoxJ [Rhodovulum sulfidophilum]AB26
MKRILATGAFGSVLAAALPVAATAQEAGDTLRVCASTRDAPFSDRQLDGFENRIARIIADEAGLALDLVTVDKDAIFLVR
DGIETGLCDVIVGVDAGDERLLTTEPYYKSGYAYVSRQDRGFDGSRWQDIDREGLTTFAYRYYGPAETILKYTGRYEYNL
IYQASLIDFEDRRNRYTQVPAKRVVDEVAAGTADIGILFAPEAARYVRDSRTPLTMTLISNDIERSDGEIIPLQYAQSVG
VSKDHPELLALIEAALKSGRDRIKAVLDAEGIPTVPLS
>OLS42328.1 cytochrome c(L), periplasmic [Rhodovulum sulfidophilum]AB26
MRPSVPLFAAVLCTATALAAFPAPRFYHTVEGTPLDFDLAMEEGRETEAVETFMETGINIYNEDPDILPDAESLFASMCS
GCHGHYGEGKIGPGLNDDYWTYPRNEEDVGLFSTLFGGATGQMGPMWGKLTLDEMLRVMAWVRHLYTGAPETAFWLTSDK
RASFTPFDPGTREDGGL
>OLS42329.1 methanol dehydrogenase [Rhodovulum sulfidophilum]AB26
MKPIGPIALATAALFLAAPAFAYDGTNCKAPGNCWEPKPGYPDKVAGSKYDPQHDPAELSRQGEAIAAMEQRNAWRVHHF
RTTGSFEYNVRKIPGYDESAQPPAE
>OLS42330.1 hypothetical protein BV509_20610 [Rhodovulum sulfidophilum]AB26
MRSSPEVLPLFDLLAWRLARALPGLRTGDHPARMRGAGGSFADTAPFLAHPDPRRLDLRRTLTDPMGTLQVRRFQSRVDL
TLWVLLDASASLGAGARSDRPGVAALLAAGLAQAAWRGRDRFALTAMAGQDRLLSVPPGRQAGQAAALAAALADLRPDGC
GTAGLEEAAREIPGDRVLVAVISDFDHAPDELRGFLAALEPRPVLPFWLRDTGLEAPPGQVGLAAIRDPETGRRRIAVTS
RAWADRQAREAAGRRRELRGVLAEFGLSPVEIRDQISVSDLAAALSEVAL
>OLS42331.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB26
MIGVSAPLALALLPVALLPLATPWLRHSRLPRLDLRPPDGRSAVADPLLTGLGMVAVAALVLGIAGLHLKGGTVPHRGSG
TNLVLLIDRSSSMDETFAGRAPDGTEESKSDAARRILLDFIGKRPDDRTGIAAFSTAPLPMLPLTRSRSAQTAAIAALDE
PGLSQTDIGRGLALALGMMDGTTAAGSRAVLMVSDGAGVIAPEVQEALRWLAARQEVHLYWLYLRSEGAKSLFEVPRPGK
PDTPQLRPERHLHLFLQRLGVPYRAFEAESPDAVARAVEEIGRMETRPILTDRAVPRRDLSRAAFIMAAAAALLLAVARG
LERPWAPRAPLPPVRAE
>OLS42332.1 hypothetical protein BV509_20625 [Rhodovulum sulfidophilum]AB26
MRRALPALLLLAALVLSGLTLHFALSYAAALRDNATIRALHAGRDAEPRPGAGSQAIHARVLFLSWRGRIAEAEALGPAL
AAAGPGLRSGAFLSIGNARLRTAFELIETNRVDDAIPEVNLAKQAYRAALAAWPGNYDAKVNLDLAMRLVRDMPRPGADE
SEEPETRPRQLWTDLPGLPRGAP
>OLS42333.1 hypothetical protein BV509_20630 [Rhodovulum sulfidophilum]AB26
MIAPRRLLPPLLAAGFAGLAALNPAWPVTRDLRDALIVIDITRSMNVRDMAGRSRLDAARAVLRDWISRQPCGTRAGLAV
FTERRTLTLIAPVDVCADFASLDRALAALDWRMAWEGDSMVSKGLNHGLARARAFGVPLIFVTDGHEAPPLPYSGPETFS
GDCPGGVIVGAGGDVPAPIPKFDDDGREAGFYGPADVQHAPARRGPPPPDAASRPGFHPRNNPYGEADLDGTEHLSALRA
SHLRRLAAPCGLGVVRLSQGPAALDAAMAAHARTRTVTVRRGLAPLFGLFALAALVAGWAPRHLPPRNGRSRAFPAPQTG
DIQ
>OLS42334.1 MxaD protein [Rhodovulum sulfidophilum]AB26
MKRLVLAATASLLFAVSAQAHGPTPQRASASVHIEADPDAVWEIIRDPGRLPAWHPEVASVEMDGEGRGARRLVHFASGG
SVTDGIDDVNETDRTIRWRLSRENTEAFPASYYTNDMSVAPEGNGSGVTWKASFFRADTTNEPDERFSDAAATAAMETYI
ATGLNGLKRVLEGQD
>OLS42335.1 pseudoazurin [Rhodovulum sulfidophilum]AB26
MRLFAGLLALIPLAGHAETHEVRMLTRGETGAMIYEPAYLEIAPGDTVRFLPAQRGHNAASIPEMLPEGADRFIGKIDEE
IAVIFEVEGRYGIKCSPHYAMGMVMIVDVGEVDGAAPLPDGLPDRARERMSDLLGR
>OLS42336.1 histidinol phosphatase [Rhodovulum sulfidophilum]AB26
MKVELRRLSARIHRAPLLEDISVRIERGELFGLVGPNGSGKSTLMRCLAGLQRPTSGGILVEDADLARMPARHRARRIAF
VEQQADTTDRLTVRQAVDLGRIPYLSALRGWGRSDEAAVEAALTAVEMTAFAGRLWHTLSGGERQRVHIARALAQDPRLL
LLDEPTNHLDIRHQLSLMALVRALPITRVIALHDLNQATACDRIGVLSGGRLVATGLPRDVLNEDLLAEVFGVAATRHAA
PDGSPRLHFSHAL
>OLS42337.1 hypothetical protein BV509_20660 [Rhodovulum sulfidophilum]AB26
MVSCVHHIPGRARFKIEALRRDPELARMIEANVGSLEGVSSVEINRYAASIIVHYCPRTSEIERIMGHICDHCPKSADNR
QRGPVPQERGATDRLTSVRPPAKVGVALRDAAAKAVVNTLIKRAVEQSLAGLVVGLR
>OLS42338.1 hypothetical protein BV509_20665 [Rhodovulum sulfidophilum]AB26
MSFDQSAAADLTLTLSDAGVRIVHEIPGRLRARIAVLGLASLDTNHLAAQFRTIPGVRTVRINADAISVAITHDGTVATR
ARILSRLSGLRREQLRFRHPDEAAEPSFLPTAGRIALIAGYRLLPRSLVRAIVLAAISPRVLRGLRSLLTEGVTVELLDA
LAVSLGALRGQFRTAVTTDLMMGLGEYLEETTIRHSSSLLLDLLVPNPETAWIESEGGAVEVPFARVRQGDLVVVNAGEM
VPVDGIVRGGSALVNQASITGESVPVSREPGDSIIAGSLIESGNVRIEARKVGDETTTAQIAQLIRESLEQRSDTERLAE
KHADRQVYMTLGLGAAALLATRDLRRLSSVFLVDYACPIKLSAPVAVRATMSETVARGILIKGGPSIEKLAEADTFVFDK
TGTLTRGTLSVTEVQSLAPEDWPQLRLLALAGSLEEHSQHPIARAVVDAANLQGWRHLPHGDVIFDVGYGLRASVEGNDV
LIGSRHFLEGVEGVDFDGHSATVERMVAEGKMLLYIAVAGKPVGLIGLRDELRPDAHETVRRLRGAGVRSMVMLSGDRSV
RAEAFGRELGFDEIHAELRPEDKLRILRDLQAAGRKVAFIGDGANDAPALAAADVGISMSQGADIARAAADVTLMDDRIG
AVADAREACDQAMRIISSNNAAALGINSALFVAASAGLLAPVVAAMMHNGSTVALLVSAIYRSGLNPPAVHRT
>OLS42339.1 hypothetical protein BV509_20670 [Rhodovulum sulfidophilum]AB26
MTPPNRFLNKNALGNGRFLTGAVVGGLVTYVATNEAVQRAAINGLAHLWLSLKGGVEETKERFRDAESEIKNARAD
>OLS42340.1 hypothetical protein BV509_20675 [Rhodovulum sulfidophilum]AB26
MQAGLTGAAIAGTWTGMYELVRVRNKETTGREALRATANSAAIGAGAGAVAHVVSHVARSVPILGLAVLAAGVLYAANAA
KKESAGASGPKTVEADA
>OLS42341.1 hypothetical protein BV509_20685 [Rhodovulum sulfidophilum]AB26
MRLILTVLAALALVVAIAVAATGPQAAAAFLWAAEQQRAVQEMMAAALRAIKAGNPMALAGLCLLSGAYGFLHAVGPGHG
KLLLGSAALAGGIPIGRMLAVGLAASLAQSAMAILLVSAGAGIWALTSAETSALAEGPLANLSRWAIAAIGALVAVRGAR
ALWRLRTPIPPERSPGPHAMPGPPLHDHADCGCGHAHGPTAAQMAALRSPREVAGLILSIAIRPCTGALFLLAVAFRFGI
PVAGGVAVLAMGLGAATFNCLAIGGGVFMRRMTLRAAGAGTVLPGLQLAAGLVIVLLTLGPRF
>OLS42342.1 hypothetical protein BV509_20690 [Rhodovulum sulfidophilum]AB26
MKRVLFALCLLLPTTATAHPHVFIAASAGFYVDASARLTGLRIVWLYDAFSTLVLYDQLDLDRDGDGVLDAGDLSRIAEG
ETDWPPEYPGDTYLWQGGTPVALGRPQHGRARMVGDRVEVSFDLPLASPLVVTGTETSLKLFDPAYYYAYTLQTVLLPSP
IPPGCRTGLRPFRPDEADERLQKQLAALSIEEIPDDPNIGARFADALRLTCD
>OLS42343.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB26
MKPIAVALALAAGLGLAPALRAETLDFSWPLNVGPLNPHLYSPSQMFAQAMVYEGLVKYRPDGTVAPALATHWTVSPDGK
TVTFTLRDGVSFSDGEPFDAAAVEMNFAAVMGNGARHKWLGLMGALASVRATGPMTVEITTKEPYYPLLQELSLIRPVRF
LAPDAFPDSGQSADGIKAPIGTGPWVLSESVLGEYDVFIRNESYWGPKPAFDKIMVKVIADPNTRAIALETGEIDMIYGL
EGQITPDTFQRLKDAGYESGTSKPLETLALALNTGKGPTADLAVRKAINHALNKDAMVAGIFYGTQARADTLFAPTVPYA
DIGLVPYGYDPSAAMALLDAAGWTLPDGAKLRMKEGQPLQIDLVYEASDAVMKSVAEVAQADLAAVGIGVTLAAAEETEF
YGRQQSGNFSMIFNSTWGNPYDPHAFVSSMRVPSHADYQAQLGLQEKPEIDAAIGAVLVSTDEAERQARYDYILRTLHDE
AVYAPLTYATAIGVLGKDVTGLSFGATSNEIPFETLRPAR
>OLS42344.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB26
MGKYILGRLFWLGPLLLAVSFIIFAVIRLAPGDPAFAFLRLENIPPTPEALAQARHDLGLDQPLLVQYGHWLAAALQGDF
GTSFATKRPVLQDIGHFMPATLQLAGVALAFSLIVSVPLGLWSARFKDRWPDHLVRGMAFLGVSTPNFWLGFLLILTFAV
WLKWLPPFGAGSLAHMVLPVLTVSFMSLSINARLLRASMLESANARHVAWARMRGLSDRQVERRHILRNAILPIVTATGM
HLGELIGGALVVESIFAWPGVGRYAVSAIGNKDFPVIQCFTLMMVVVFVLCNLIVDILSAALNPQLRLGEGPDP
>OLS42345.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB26
MTALLSAEGLCKSYTRRSLIRAQAPREVLSGVSIAVAPGESLAVLGRSGSGKSTLMRLLMGLEKPSAGRVSFRGQDLQHL
DAAGTRNFRASVQMVFQDSIGAVNPRFRLGDIVAEPLRHLTALDKRARTARVAELLASVGLCPEDARKHPSQVSGGQLQR
VCIARALATDPALLVLDEAVSNLDILLQGQIIDLIRSLRTQRGMALVFITHDLRLVRLLCERVAVMDAGRILETGPVDRR
LQLQSRAGRALQDAILPALPKAKGMHAGAGLEDVNVG
>OLS42346.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB26
MAKDSQTSCTSRRVTYRADHVGSLLRPLAVRKLRASAAPPEELRAAEDEGIRGLVKLQKDAGLKVFTDGEARRQFWHYDF
MGMLTGLDMKPSSRSLPFKTDHKTPPIEAHLTGPLDFPADHPMLQHYTFVQDLVKPGEGIAKISIPGPSACHFRMVPENI
EHKPYLDQELMFHDIAATYRKAVQAFYDAGCRYLQLDDIFFAYLGDPKQREERRAMGQDPEELVLKYAWMLEEAIKDRPA
DLLIGMHMCRGNFRSSHVAEGGYHYAADAIFNQTSVDVYLMEYDTERAGGLEPLAKLPKGNKRVMPGFITTKTGELETPD
WLRRKYDEASKYVDIDQLGIAPQCGFASTEHGNTITEDDQKRKLELVVETAHAIWGED
>OLS42347.1 hypothetical protein BV509_20725 [Rhodovulum sulfidophilum]AB26
MGRRPAAPSGHARRQDRKAGLFLVTGAVDLAWIAAQPGIAGAFLGPEHRRNDPGRAALGHLARDLFHHRRAADRQFRHRL
GADDLAAGEPDHTQDV
>OLS42348.1 plasmid maintenance protein CcdB [Rhodovulum sulfidophilum]AB26
MAQFDVFRLAGGPLVVDLQTDLIGIEASRLVAPLREEGRYAAFPGLTPRVEVAGTAYIVRVQELAAVPGAELRDRVGSLA
EARDALKRALDILIDGV
>OLS42349.1 hypothetical protein BV509_20740 [Rhodovulum sulfidophilum]AB26
MGRVKVNLTIDAAVSEEARALGLNMSRLAEEAIAAAARAERNRHWREENRAAIEAYADEVGTAGLPLARYRSF
>OLS42350.1 replication protein [Rhodovulum sulfidophilum]AB26
MVRKKRRMFDIDMPEDMPAERSAEVPNPPGAETPAAAPETKTFPAGKVGDPSGAARRRGPMATAIGETAHSARERQEIEA
RIRAENDALAHEHVRLKRLGLVLESIPLEAIDTAKLVRDRKPGADPELEDLKASIVSIGLSNPIRVEAAGQGRYELIQGY
RRLAAYKALLAETGDAEAWGTIPAAVMPEGEGIETLYRRMVDENLVRKDISFYEMAQLAVDYAADPATPETDPDRAVALL
FKSARYQKRSYIRGFIKVVERMKGILAYPEELPRALGLALAQRLEEDPECRAAIAETLKGWEGRTVADELAAIRQQLGVE
AGAEEDTRAAPKPAPKRAGGSKAKTSFQLNRKEGRARCTAADGRLEIRLPRDFSTIDRRRLEEAVRQMLDRLE
>OLS42351.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB26
MYTHTDLARLQSQSLKMQGWIRQHTFSPENSKQLRRFSSWEVAELILKINQSTFRGKLAADPSLPGGEVEEDGRQRWFSL
EEINELRRRMKANRKSLMPPRPPGKRAFRAAVANFKGGAGKSTVALHLAHAAALDGYRVLVVDFDPQATLSHSMGLTDVS
EDYTVWGIMARDLIRETDRMNSAVTGAASGTALPERKLPASLRDMGLDELRHADFIQKTCWSTIDIVPSCANAAFVEFAS
AQYRHLNPEWTFFAAVSRYLDGIADDDYDLILFDCPPAIGYQSMNAVFAADMLYIPSGPGYWEYDSTTSFIGQLSEALED
LAAGFGSTFPAGKVSLPKSFVDIRFLMTRYEPGNDLHRAMLEAFRKVFGDHVTTHPVEMTRAVEQSGRFLSSVYEIDYRN
MTRETWRRARASFDRAYEEFRGTVLAGWDKI
>OLS42352.1 hypothetical protein BV509_20755 [Rhodovulum sulfidophilum]AB26
MQSVKPVGVQAASRKYDLLSALAAHGLAGDRATQTRTLRLMALITTRYNWQRDELCVGQREIARLWSCDERTVKREMARL
RAAGWLVQKTRGSRGRISTYRLDTLQIAEDTRPCWPLIGEDFVARLGGRPPEPDPAGNVVPLRPAVSLPEEAEGVWGRAR
AILSEEQPAIFRAWLARLTEVESGQGTLVLSAPSAFCQSYIATHLIQALTAAVRRADPSLARVEVIH
>OLS42353.1 hypothetical protein BV509_20760 [Rhodovulum sulfidophilum]AB26
MTRRLVLGAGAGLIAARAAPVFGQGADDYRALALAIEEARRVRDFAVGIALAEIDFALIDFLKTDLDARRQTLALARETG
RFANADAATAYLAGLPEALPDLVPLGFDPSGLAAQRTVVAMLAAEGVPLAPSPDLVTPASIPAIPAYAKPVAGRPDTDLI
VAADILLETMGISIGDASLIVALIDSDPGLRAALEDLVARISSKDWQEVVELGEGVFKLFVASAAWAEIKRRAIRKLSWR
LALKAVPVVGWLYCGAAFMVSVKKNYHRFSFA
>OLS42354.1 hypothetical protein BV509_20765 [Rhodovulum sulfidophilum]AB26
MKTGRASTVRAVFLSAAVVAAGHGLLSGGADPAASAGFGIAGGFGALVLDICRTLAAGRCGRRNDP
>OLS42355.1 carboxyvinyl-carboxyphosphonate phosphorylmutase [Rhodovulum sulfidophilum]AB26
MLNHDVNRGFRNRIAQGGALLLPGAANALAARIIEDLGFEAVYLSGAGLTNTYLGMPDLAFVSLPEIAQHTATIRDATDL
PIVVDADNGFGNALNVRHTIRTLERAGASAIQLEDQKTPKRCGHFSGKEVVPLAEARSRIKAAVDARQDANTLIVARTDA
RATDGYTEALDRAAAFVEDGADITFVEAPQSAEELAGIPRALPGTPQIVNLVVGGKTPILDLTELDGMGFKLVLYANVAL
QSAVYGMQAALGQLRDQGRMDESGPLAGFLERQRVVRKDFFDDLEKHYAF
>OLS42356.1 PrpF family protein [Rhodovulum sulfidophilum]AB26
MTQTAIPAAFLRGGTSKAVVLKRADLPADEAAWPALFAAIMGSPDPNKRQLNGMGGGISSLSKVCVIGPPTREDADIDYT
FAQIGVTTEAVDFSGNCGNMSSAMGPFAYDEGLVAGPRDGEATVRIHNTNSGKIIRARFAVAGGRATVAGDLEIPGVPGT
GAPVTLDFLDPADTCGHGALPTGNTLDRMVLADGRAVAVTMIDAAVPSVFVAAADLGADSGAHPEAIDADTALMDRLEEI
RRRASVAMRLAPDMAAAAARIATPKVALIGPPAACRDLSGQVHPAESHDLQIRMISAGQAHRAVPVTGALALASAAVLPG
SVVAAHCSPAADPEGLRIGTPSGIVTVGATRDPASGQILAARILRTQRRLMDGRVYAPCPAGGS
>OLS42357.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MQTAESKVMATERVAASLRAEILSGTLQPGARLGEVALAGRFQVSRGPVRAALQDLSESGLVAIVPNSGARVREVGREDA
RALYQVRAALEAEAARLAAARADSVSAGSFRALLDQHARDVAAHPEGAYLQGSGDRDFHIVIARVAGNPIILRYLTRELY
PQLLLLRLKHRNVTGRGATALREHERISEAIAAGDAEVAGILMHRHIQNSWAALEAQLSGPGEDDR
>OLS42358.1 hypothetical protein BV509_20785 [Rhodovulum sulfidophilum]AB26
MNMKRRQFAAAALGLSLATAIAPLGASADTAWPPRKITFVVALGPGGSADRTARALAQRMQQDLGVPISVVNQEGGGGHV
GHTYFMNMPDDGSYFLASSIHPYISNAILRFDADYSLKDFAFINAQWNDYDLFAVNAKTPYESLGAFMQAAKDRPGTLKA
SVVPNSTGAINLSLAMEAFGLSEGDINVVTYQSGGAARTAVAGGQVDLTVLAADGTLSIAEYVRPLAVAADAPLKDWDAP
TLNAVLTENGLDQTPVLAGSMRGLAAHASFRDKNPEAFEKMVEAYHTVLQDPDFVASLEAQDIGTEWLGPERTTEIIESN
FEILKRFQPAE
>OLS42359.1 hypothetical protein BV509_20790 [Rhodovulum sulfidophilum]AB26
MIRRFAPTHAITLGLVLCVTGYITWSAVSASSTLNNLVVVAPVAVLLVVLCLIIVATALLRPEPDPQEAHYSAWGDLALL
AGFAVFCFGLTTVGFDVATFLFVWAGVVVSGGQGKWQPPLYAALFTVLMVEGFGALFPYPMTTLVL
>OLS42360.1 hypothetical protein BV509_20795 [Rhodovulum sulfidophilum]AB26
MIDHFALSQAFDLLFSSFSPWLWVIPGLLIGLIFGSIPGLQISMAMAIFLPVTFGMDFLQAMLFLTSIFTGGAYGGGVTA
ILMNIPGSSSSIATAFDGYPMARQGKHNEALGLGLAASVVGAFVGYILLLFLIDPLAAFVLKIGPMEMVVVVLWGLTLIA
TLNTTSMPKGLLAGMFGLMLSQIGMSTTGVMRTTVGNPYLLDGIPVVPAMIGIFAASELLRLRGSNFLVEDKAQRDISMR
RILLGGAQIFRHPGVLIRGSLIGALIGAIPGVGSSVANLVSYGEARRSSRHPEQFGKGAPEGVIAAESANSSSEGGSMTA
LLALGIPGGAATAVLLAAFSFHNIVGGPSFIRNQTDVVYSIIIGNLGQVVLLAIVGLLMLRVLGLVVRVPLPYLVPSVLA
LCAWGGYGITGTIAGPLTVAVFAGLGWLMRRNGYPVAATVIGLLLGRMMEGEVVRTLQISGRHPMAYLLERPIALVLFVI
MVLVLVGVPVLKAWRRRRAAAA
>OLS42361.1 ammonia monooxygenase [Rhodovulum sulfidophilum]AB26
MSLAGLSAPARGAVTLGIGALGGGLFFALDLPLPWVLGSLAATALTSQATRFQPVLPRAWRGYAMVGIGTMLGTGFTPEV
AARAGTWWSSLLVMSVLSLVVCLLAFGVFLRWGRMDRTTALFASMPGGLSVVSVLAEDYPAEINRVALCHTARLLVLLVL
APVVIQLLSGTDLAEANRAAFAHAEPLDPLRHGGLALAALASWAVARRVRFPSALLLIPLFVSAAMHATGLLDVHVPAVL
SCAAQIVIGAGVGGRFAAYTLREIARDGWLAALVGCVMALGALGGAIAFAPVAGADVSALFLAYLPGGAPELGVVALALM
IDPAMVIAHHVLRVFLIVALLPTAANWARRGADGSGR
>OLS42362.1 hypothetical protein BV509_20810 [Rhodovulum sulfidophilum]AB26
MTASERPVLTPPVPGGRVLLHSCCAPCSGEVMAAMSSSCIDYTIFFYNPNIHPRAEYLMRKQENLRFARKHAIPFVDCDY
DTDTWFARARGMEREPERGLRCTMCFDMRFERTALYAHENGFPVIASSLGISRCKDMNQVNACGMRAAAPYDGLHYWDYN
WRKGGGSNRMVEICRCEGFYKQQYCGCAYSLRDANRHRRAAGRAPVAIGQPVRGDAGTGT
>OLS42363.1 transcriptional repressor [Rhodovulum sulfidophilum]AB26
MTKAKHEPLLDICRRHGLRITGQRRVILDVLDAAGDHPDVEELHRRVAAIEPGINIATVYRTMNTLSEHGLIERHMFEDG
RLRYEPAPEEHHDHFINVDTGEVLEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPG
>OLS42364.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MSLKTTCLTGAAATAALMASAAYADGDRMKVVTTFTVLADMAQNVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLNHLGDVPSVTLTEGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILDAFAEHDPANAATYVR
NASAYKDELRATLEPLKAEIATIPEAQRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVAQNHIPVV
FCESTVNTAPNEQVARETGARYGGVLYVDSLSEPDGPVPSYLDLLRVTSQTVADGLTTATN
>OLS42365.1 hypothetical protein BV509_20830 [Rhodovulum sulfidophilum]AB26
MTALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYLFGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTSFFGLGLFMASVNPMSVSIQTITMGNILAITPEDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGAATSFAGAYLSY
FLDGATGGVIVVLQTLIFLAAFLLAPKHGLLAARRKAAAALTEEPA
>OLS42366.1 hypothetical protein BV509_20835 [Rhodovulum sulfidophilum]AB26
MLDTLLMPFQFGFMQNAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPEDLWTAGAISACVSLVLILKWKDLMLHA
FDPAQARTSGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLICAVAMLGGTYAS
FFLDSAPAPTVILLLTALFVLAFLRRLHLTRIASGKVGAA
>OLS42367.1 hypothetical protein BV509_20840 [Rhodovulum sulfidophilum]AB26
MTFLDSFMMRAALAGVGVALAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFAGVLAVSLAMAFTVSTLGGR
TFATDTLLGVLAHSALAFGLVAASFLSGIRIDLMAYLFGDILAVMPADLAVIWGGAALVLGLLAWRWSALLEATIDPDMA
LSDGVDPKTERIVLTLALAVVVAVAIKVVGALLITALLIVPAAAARPFSRTPETMAILAAGIAAASVLGGLRAAYHFDTP
TGPTIVCIAACLFAASVSLTGAVRLAGQIGAAKDRRGDR
>OLS42368.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]AB26
MSLFEIRNASVRPGGATVLGNVSAQMTAGEIVTIVGPNGSGKSTLLRVLIGSLRPTRGPVIRRRGLRIGYVPQHLRIAPT
LPMTVARLLRLRRSVGGQFRRVILARALLAQPRLLGLDEPAQGLDQPGTAAFQKQIGEVRDRTGCGILMVSHDRHMVMSA
SERVLCLNGHICCQGAPQKVASAPDCRALFGAGTQGTMALCTHHHDRTHAPAGPGQKAADQ
>OLS42369.1 zinc transporter [Rhodovulum sulfidophilum]AB26
MKNSLLLGAVSVLGLAGAANAEVPSVAADIPPVHSLVAIVMDGVGTPDLLVQPGASPHGYSLRPSEAEALDRADVVFWVG
EALEPWLEGPLAALASDAITVELMESEGTTELPFREGVTFEKHSHAHDHGEAHDDHDEGEDHAEDDHDGHDDGHDDGHDH
GHDDGHAEHDHDGHGHDPHAWLDPENARVWLDLIAATLSEVDPENAATYRANADAGRAQLEEMIGRIEAELDPIRGKNFV
VFHDAYQYFETRFGLAATGSIKLGDATDPSPARIEEIHQKIKDLSVECVFSEPQFNPGLVKTVFRGTDAKIGVIDPLGAD
LTPGPDLYPDLMVNVAASLKDCLD
>OLS42370.1 hypothetical protein BV509_20855 [Rhodovulum sulfidophilum]AB26
MRKTRKGEAMQSDVLRVLRGAEHALSAYDVLNALKTTAPRLAPATIYRALKALCASGQVLRVESLNAYAPRQSETMDAPV
ILSICDDCGALRESVAPELLVSLSDMARKAGIEPTHHVVEIHGHCTDCGASRQTGGSRKTTPPYDRK
>OLS42371.1 4-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB26
MTQKDTRLPVTVLSGFLGAGKTTLLNRVLNNRDGRRVAVIVNDMSEVNIDADLVREGSELSRSEEKLVEMSNGCICCTLR
DDLLKEVRHLSEEGRFDYLLIESTGISEPLPVAATFDYRDERGQSLSDVAQLDTMVTVVDAVNLLQDYSSHDFLSDRGET
AGDADDRSLVSLLTEQIEFADVVVLNKISDAGPERTDAARKIIRSLNGDAKIIETDHSEVAAEDILDTGLFDFETAHEHP
MWAKELYGFANHVPEDEEYGIGSFVYHARAPFHPEKLHAVLNGPLPGTIRAKGHFWIATRPDWAAEFSLAGAMSSVTPLG
RWWASVPENRLPTHPEAQAEIARRWAEPWGDRRQEIVFIGVGLDREAICARLNSALVDTQEFTPEAWKRLPDPFPRWAQG
>OLS42372.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB26
MITTAELAAARVAWGNGKIAISRSYEDGGIDAARKTASIHLDAVYGYNLGPVLFKPTMASGEQTFRLTKAGALAYFVGHS
SAYPLDAGFAIRGWRATDSVTAAEVIEGDIALWMGRVSLTDKDGTITRVDKSFGYRRDESGVLRIVLHHSSLPYDP
>OLS42373.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MKTRAAIAWEPNRPLEIEEIDLDGPKEGEVLVRIVTTSLCHTDMFTLSGRDPEGLFPAVLGHEGVGIVEEIGRGVTSVVP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGQGVMPDGTSRFSYKGRMIHHYMGTSTFSEYTVLPEIAVAQISKEAP
LAKASVMGCAVPTGIGAVRNTAKVEAGATVAVFGLGAIGMAVIQGAKMQGASRIIGIDTNPNKFELARSLGAHDCIDPGD
FPRPIQEIIVEMTDGGVDYSFECIGNVNVMRSALECCHKGWGECTVIGVAGAGEEIATRPFQLVTGRVWRGSAFGGVLGR
SQLPGMVDEWLRGDFEVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMKTNSLPGIIVPA
>OLS42374.1 hypothetical protein BV509_20880 [Rhodovulum sulfidophilum]AB26
MRRLSSALAALLAAVLAVLLAASPVAAADLASHRLSNPTAYIPPQCYTDTVDAEGNAHNPCFTCHVRARAPNYIIGDADL
QTEYSLPGPALTNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAHPPAAWDEDGDGAWAGYVPDCHY
NFDAEGFDRAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTAEGSYDPAIYKVNLAIAEALIKRADVPVA
PVDEARLGVDLDRDGTLGTATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSSGEVAMAPRMKEV
RYGIKTRWQTYADLEEGGLEEAKERYDFPDRIDLFDGSLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGI
GLTDDATISFPRKFDPADAHAGGWYHWSQKSLAGTPDPIRADGRRELLTYLQENGAGDEFRNNAEVKARFIAPDGSVKPE
AAAALRDDITTLILPSAERARTLNKAYREIVLEQSFAKGRDAVAEPAGHVLKEVEQNQPTGIETPVGATHW
>OLS42375.1 hypothetical protein BV509_20885 [Rhodovulum sulfidophilum]AB26
MKTQRFTQMIRTTLLMATTALLAAPTFADSFEFSAVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTW
GLLVDRTGKPVRSEDGSEHISVDTDFSSLLPVGKKLFSVSHFESRPGAMYVTELDQDPETGVLTPISTRPVDFSDVGGLW
VPCAGSVTPWGTHFGSEEYEPDAREVAAAEELADVDDYFYPMARYFGLNPSEMTLDQFRAVFNPYSFGHPTEVTVTEDGN
ATAAKHYAMGRLSIELPYVMPDSRTAYITDDGTNVGLYMFVADAAGNLDAGTLYAAKLTQTSDEGAGAFDLTWVDLGHAT
SDAVKKIIDDKPSFFDIFETADPAEGGACGDGFTSINTTAGHECLKVRDGMDLAASRLETRRYAAMMGATTELRKEEGIT
FDPENNRMFLAMSEVAKGMEPQSKNDIGGPDSVRVARNECGAVYQLSVAPDTAIGSDYVVKDMASLVEGRPAEYAADSEF
AGNTCDIDGIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYDMTSGDLTRIFTTPYGSETTSPYWYPDINGFGYLMGV
IQHPYGESDEDKLADPADAMAYAGYFGPFPASK
>OLS42376.1 hypothetical protein BV509_20890 [Rhodovulum sulfidophilum]AB26
MASAICALAGGGEAAPLPKGEGLKVVRQECTRCHPLRNIVNSDGFTAPQWRDFIVRMTDLENRPENLDVVVAYLAKHFPP
YAPDD
>OLS42377.1 hypothetical protein BV509_20895 [Rhodovulum sulfidophilum]AB26
MSRLPDPAQIPVTLLTGFLGSGKTTVLNRLLRHPRLAGTAVIVNEFGEAALDHELVRASSENVVLLGSGCLCCALRGDLV
ETLRDLAERQDAGEFAFDRVVIETTGLADPAPILHTLLTEEGIAARFVTDGLVTAVDSATGAGTLDRHEEARRQVAMADL
LLLTKTDLPQAQEDRVRAELARLNPGAEVLTVIDGAVAPERLTGLGHFDPSMKSADVAGWMHETTRGVHGGGAGGIRAIS
WEIETPLTAGQFDLWMDLLMAQRGGDLLRVKALVHLTDVPFPFAIHGVQHIFHPPVPLKDWVGQDRRTRFVMILRDFTNA
EVAEIFEALERLGGAEPVPSGGYLSAEPFHPIEPEDIRHDSDHPA
>OLS42378.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MIQITLPDGRVRDFAEPLSGADLARSIAPSLRKKAAAMAVDGTVCDLTAPLTRDARVEILTRDDPRVLPLIRHGCAHVLA
EAVQALFPGTQATIGPVIEHGFYYDFAAERPFTAEDLPKIEKKMREIIARNAPIRREEWTRDEARAFFGARAAGYKVALL
DAIPGDQPIGIYRQGDWLDLCRGPHLDATGQIGPAFRLTRVAGAYWRGDAGNEMLSRIYGVAFATQADLDAHTTMLAEAE
RRDHRRLGREMDLYHFEEQAPGAVFWHPKGWQMFQTLIGYMRARQAAAGYEEVNTPDIMDRALWETSGHWQNYRENMFLT
KTGDDRDFALKPMNCPGHMMLYRHGVRSYRDLPMKIAEFGKVHRYEPSGALHGLMRVRSFTQDDAHIFCTPDQLTAECVK
VNDLILSIYRDFGFEDIRIKLSTRPRNRIGSDAVWDRSEDALRAALEAAGQPYTIFEGEGAFYGPKLEYVLRDAIGRDWQ
CGTLQVDFNLPERFDACYVAPGGNREVPVLLHRAMFGSLERFTGILIEHFAGHLPLWLAPVQAVVATITAEADAWAGEVA
AALTVAGLRVRTDLRNETIAYKIREHSVEKVPLVLVLGAREAETCTVSLRRLGETDSRSLSLAEAVALMRDEAASPLMSG
QARRAPEPA
>OLS42379.1 hypothetical protein BV509_20905 [Rhodovulum sulfidophilum]AB26
MISSKDQLPVHLLTGFLGAGKTTLLNRMMADPALRDTALVINEFGLVPVDHDLVRKGREQPMVTTTGCICCTAGSDLRSS
LDQLLHGRRTGNLPPFRRVIVETTGLADPAPILNSLIPGGRDARSLADHAVARAFRLSGVIAVVDVEGIEAALAAHPESL
RQIAFADHAVLTRTDRTPAADWPGRLRAINTGISVHDAADPGFDPARLLRPGSYEAFGKGENVAAWLAAEAAAGTHGHGG
LFHGLNRHGHVVAVPLLGAGPIEAMALQRFLHRLTATPENGLLRIKGLVALRDDPSRPAVVHAVGHRLYPIRRIDAWPGG
AAETRLVLIGTALDEAALRHDFASLAAAPDAALQAALSEVLQSFLKHRD
>OLS42380.1 hypothetical protein BV509_20910 [Rhodovulum sulfidophilum]AB26
MRRRRGLLWLSVLCGTLAAILSLSPYLAIAYVLVNAVSASADWSAILLAGLAGMAGVLAEKLLFGLSTYLSHRVAFATQR
DLRYELAGKLARVPLGFTDSRSKGEIRNTMVDEIEVLEDGMAHLVPEVSAAVIAPLITLAVMLLIDWQLAVLMILPMAVG
MWMMGRMMKDAEEPTRDYLEIQSRMATTSAEMADGIATVRAFNQDEQASHRAGRIFAQMRDLSNEWLERAIIPGTAAQVL
LTSHLMLLGSAGLIMTAAGWVDLGVFAAFLAVAYGFGDLFAAIQGISHRLFRQHELLERLDMLRDVPELSRGTKAPALAD
ASITFEEVGFAYGAREVLSSVSFHLPEGRCLALVGPSGSGKTTVARLIGRFQDADKGTIRIGGQDVRELDPEELHRHLAY
VFQDVFLFDGTVADNIRLGRAGASMEEVEAAARAARAHEFIESLPEGYETRLGERGLGLSGGERQRISIARAILKDAPVL
LLDEATAFADPENEALIQDAVAGLARGRTVIVIAHRLHTIANVDEILVLDEGRIVERGSHADLVAAGGLFASMWDAYESV
RSFRHAAGPADHKQTEAAQ
>OLS42381.1 hypothetical protein BV509_20915 [Rhodovulum sulfidophilum]AB26
MKLLRFVWAYLPPHRPQYVASVLLAGLEGLLAAAPPLAVGLGLMQLAEGQAGIAGILPYAAACFLAVVLRIFVVQRAWKL
GYRAGNHASERIRSRIVDHMRRVPLGTLSGRWTPARLATLITEDGRWINETSSFYLVRFLNGLVATAVLLGAAAWLEPVA
ALAILAALGGGVAAMIAVKPVLSRFIRLRNDMIAEATLRVGEYADGIAVFRAFGRSGAAQKDFRAAVDALHDKTLAMAPR
LIPLQQAGAALISLAAPLAILLVAGLQLAGLRQADPVAVIPALFLTLAAAATFSAGVLKTLLPMELGVRAEQNISAFLGT
APLAGKRSDFSTDLDVEFDKVSFRYAPGKPEAVSDVSFEARKGTVTAIAGPSGAGKSTLVSLLLRFHDLSAGQIRLGDVD
VIEADPAAVQARISLVSQDVHLFRDTLRANLLLGDPEASGARLMEAVRAARLDDLVAALPQGLDTMLGDTGRTLSGGERQ
RVAIARALLKDAPVIVLDEATSAMDPLSESAIQKAVAALEDGRTVIVIAHRLRTVADADEIIVFDRGRVRARGRHADLLA
SDGLYARLWSAQEQAAGWRLR
>OLS42382.1 hypothetical protein BV509_20920 [Rhodovulum sulfidophilum]AB26
MTGTMDAAAGAGAGGAGGPGAGGGSLKQADRRRVFLGVFAFMTASSVPMSFFYYVFPPLLRERGHSPEVVGAFALVYLPY
VLRGLWAFVLERVMRGQAGRYRNATRLLAVLAVLAVLALLPLDPVRHPGAIMGVAFLVFVILASGMTTLDGYILATLDLD
GRARVAAWGAAGAAAGGVVVGLGAWLGLAGNGWHTVVLVLAAATLLPSLGIAILPRRPGGAARKDHAAPQAVQRNDLRGF
LADPRLRALILLALLAHGSMGLMSGYLPVLQVDAGLKIGEIGLFSAVAANLMGLAGAMAGWVIVTRMGGWGALVAVMVFL
SAVFAAASLLHGLFWGRGFAIAITAALMLAGYVYYVPYRALILQACDGPHAVSRAAILSSLDMTVGILGMSVAGLVAVQL
GLTVFLGVCAAAALLAAGLALHRAARRGFADIPTTGKLETSK
>OLS42383.1 hypothetical protein BV509_20940 [Rhodovulum sulfidophilum]AB26
MQYIDCDLALSASFDMTTLSPRCLRVSALLEGTSETVIDGHRYVHPQTGIPQLAGLGQETPIGFSEQDGQRIRMAGLTIT
PAFFDMNQEGLSEGFTSIRAFLDPGVWHCTLPKACALREMLQSLNRVPYRGGLGDLYRESLALGIVVELAAHLSGVQPVF
GPLGRDPQRIARDARALIDADPAAIASVAKLAHDLGTNETTLRRCFKEAFGIRLFDHVRAKRLDKAREMVRMSTLQIGEI
AFHCGYADPANFTHAYRRRFGRSPREDRR
>OLS42384.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MEKRGAKLIIGPRLKALRTSLGLSQAQMAAELGVSPSYITLIESNQRPASARLLMRLAEVYDLNVSELAPSVDAQLAADF
AAALKDPALEAEGIGRSEIDAVLQAAPKVAAALVRLQGKHAEAVMRSQAEMNPLTDRNKVEVLGQISRPVEIVRDWFYAT
RNYIDRVDRAAEAAAEDMDLRRTEPQVALTERLADHGIRIRILPAATMGGSLRRYDPHRRELLLSELLGQPSRRFQIGVL
LARVEQQDLIDAAIDRAGFDGEDARRLARVSLANYFAAALMMPYRRFLAACESERYDVELLSHRFGTSYEQTAHRMSTLQ
RPDARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCSLWNIHGAFEAPGRVQTQVIRMPEGTSYFSIARTVTRAGGTH
AAPAPRLAIGLGCDIAYAPRLVYADDIDLDRMRPVDIGLNCFLCERDNCSSRAQAPINRRLAINELERSVAIFRFEGE
>OLS42385.1 malate synthase A [Rhodovulum sulfidophilum]AB26
MSLDHHVPSESMPLVLRDAPGADRVLTPDALAFVAELQRRFGLNLHALMIARQRRQDRYDNGRLPDYLEDTKEIRQGVWQ
AAPVPKGLADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFPNIVAGHANMLDYRDGSLAHDDPRTGKSYRVGE
DPALLIVRPRGLHMDEANVLLAGHPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKLESHREAAFWNSVFEFAQVRVGL
PKGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAAVTMDEAFLATYAARLVKV
CHRRGIHAMGGMAAQIPVKGDAAANEAAFAKVRADKQREVRLGHDGTWVAHPDLVQVAMQVFDAEMPGPNQIRKPRQEHR
IAPEMLLVPHKGQITEAGVRANVSVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVALTAGGDRKLD
ADWLGALVQQEIAAILDRLGPTGFHRGHYASAARLFQEAATADTLPDFITTPAYAVLNALD
>OLS42386.1 isocitrate lyase [Rhodovulum sulfidophilum]AB26
MTKRKTYSELRAEVLSRYPSGRSSSGVSVDDIVQLKLQNSFDTHLDIAREMATVMRADMAAYDADPSKSTQSLGCWSGFH
AQQMIKSVKRLRGSAKGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVADLIQEIYTSLRQADEVALNDLFKDLKAARAA
GDAAAETAAIEAIDTFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSQQPGDLAADYIKWLKTEPITEENPIREGELALFRDGEFVRPAR
LPNGLFPFQEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVNEIRQAVPNAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPNGNELMKPDYDETDLGREADARLKAFQTDISTRAGVFHNLITLPTFHLTAKSMDELSRGYFGEDK
MLAYVATVQREEIRRGISAVKHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>OLS42387.1 hypothetical protein BV509_20960 [Rhodovulum sulfidophilum]AB26
MRKDELQRTDAEGRLFRIAYASRTRDDLRLPDLQAIAEQAAARNRQSRITGVLLFGQGQVLQWLEGPAAAVCAVMGAIQR
DPRHQGVSVLSAGWIDARRFPDWSMQFLDAGERAGSVVPLAVSPDKGSAARVFDGAAVRHWADRDPDGICTAQGLAAHLA
RSPEESLPPIPERFLGCPRARAGLVDEVCRTLGQGWMDSRYSGFEVTLATVRLNRLMLLAGRPADPREARASAVVLAPDR
CSELTGALMKTDLLRSAGYSVRLIAWARVTSLRSSLRGTGNCPIIIYGGRVGIDSRDAKRAAAMADWLRADYPGRTILIG
GRSAGPLSEWPDRLAFHSQGGHPVAGKPIDWPALSALAADPVAALAR
>OLS42388.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB26
MIRSANLGFPRIGARRELKRAVEAYWKGATDAAALEGTGRELRARHWQAQQAAGIDAIPSNDFSFYDQMLDMTALLGAVP
ERFGHRGGAVGLDTLFAMARGRDDAPAMEMTKWFDTNYHFIVPELTDGMRFALSSSKPVDEFIEAKKLGIVTRPVLIGPV
TWLSLAKTKGAEFDPLDLLHGVLPIYEQILDGLAAAGAEWVQIDEPVLVTDLTARQQGAFATAYDALAKAGPKIMLASYF
GALGDNAALALRLPVAGVHLDLARAPGQLADVLPLAAGKVLSLGLIDGRNVWRADLSAKLALAKPALAALGPDRIEVAPS
CSLLHVPVDLGQEDEIDDELASWLAFAVQKLGEVRTLARALGEGRSAVARQMAASDKALAARRASARIHDVAVSARLDTV
TPADLERRGTYAERRAVQDEKLRLPAFPTTTIGSFPQTAEVRKARAAHRKGELDDAAYEAFLKDETRACVAEQERLGLDM
LVHGEFERNDMVEYFGELLAGFAFTRHGWVQSYGSRCVKPPLIYGDVSRPAPMTVDWSAFAQSLTTRPMKGMLTGPVTIL
QWSFVRDDQPRERTCRQIALAIRDEVCDLEAAGLPAIQIDEPALREGLPLRCADWAGYLAWAIDAFRLTASGVRNDTQIH
THMCYSEFNDIIEHIARMDADVISIEASRSDMELLQVFGDFDYPNEIGPGIWDIHSPRIPSEAEMTALLAKATKAIPAER
LWVNPDCGLKTRAWPEVRASLANLVAAAKGVRQGALAAE
>OLS42389.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MVDLQPLLLLRAVARHGSLAAAAEALNLSQSAASHTMRRFADRHGVAIWERDGRGLRLTQTGEWLLAFAERVLPQFDHAD
RVLADFATGQRGSLRLGMECHPCEHWLMRVIEPFLNDWPQVDLDLTTAFRFGGVGALLGHEIDLLVTPDPLEHPGLTHHP
VYPYELVLAVPEGHALTRKPHAAPADLTGETLITYPVEPERLDIFTRFLVPGHVRPRRHRTVETSELMLRMVAAGRGISS
IPDWLIRDLPEGAGVAAVRIGAGGIFKTIHLSRRTGEAADFLTGFVSLAATHAGQTGSGAKLATIERSSDS
>OLS42390.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB26
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQAKAAGFQGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRCFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKVAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGADAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPALTAAEFQDLGYDMVIW
PVSSLRVANKAQERLYAELARSGSTARQIPEMQTRAELYETIGLNAYESLDRSIVASLAPEPV
>OLS42391.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB26
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELTAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPNDQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAPPSQDHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDKAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNAVIKRVARHLADHEGATKMFDIAERIETVMADAKGMFPNLDWYS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYVGPENRRFLPLDQRGGLLTDQTEA
>OLS42392.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB26
MPVSEPDRDRPSRMTALIFPETVNHHGTLFAGAGLALMSKAAFLAASRRARRPVVMAAAEKIDFRTPVLPGQMLELTATV
VRVGRSSMQVEVSGEVETLTTGARHIAMTGRFDMVAVDESGRPTPIDDQDTEIRT
>OLS42393.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKKAYLGGRLRQLREARGLTQAALAAQLGISPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARVLAELREAL
QGGEPAVGAADLRDLVDNAPALARRMIALHRRAREAEDRAAALALAQGAPDAMPAPAPFEEVRDFFYDNRNFFDGLDTRA
EDLAGAAALAPGEPLPGLAAHLRDRHGIALRRGEDETGDLRRFDPGRRELLLSGGLSPGQMAFQAATQIGLIEAEDEIAR
LVAGAAFSGDEARRLARIGLANYFAGAVLMPYEAIWRAAEQSGYDIGWLGHRFGTGFEATCHRLSTLQRPGRQGVPFFFL
RVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWVTRMVQSRRGRFGSPGKVFAVALG
CDIAHAGRLVYSQGLDLGDPAAVTPIGAGCKICPREECSQRAFPMLGRPLAADPGRAQFSPYAPAQAPSA
>OLS42394.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB26
MAEIAVAGLVRHSTVDWPGELVATVFCQGCPWACRYCHNPALLAAGPGSIAWAEVMAFLHRRRGLLDGVVISGGEPTLQS
DLAAALSEIRALGFRTGLHTGGPYPARLAKAAPLLDWVGFDVKAPFGAYDRITGVPGSGAKARDSLILLRDSGVAIDPRT
TVHPALLSAADLARIDAELDALGLPPSRRQPFRAEGCADQALGAWAGA
>OLS42395.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB26
MKDMTDIRAVPRAINWNRLQDNKDLEVWNRLTVNFWLPEKVPLSNDVQSWATLRPEEQQLTIRVFTGLTLLDTIQNAVGA
PAMLPDAQTPHEEAVLTNIAFMEAVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQAKARLILDEYAACGDPLRRKVAS
VFLESFLFYSGFYLPMYWSSRAKLTNTADLIRLIIRDEAIHGYYIGYKFQRGADRLPEAERAALKDFAFALIFDLYEIEA
RYTEELYDGLGLTEDVKAFLHYNANKALQNLGYEALFPPAACEVNPAILAALSPDSENHDFFSGSGSSYVIGKAVATEDE
DWDF
>OLS42396.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB26
MLDHGLKDASALDYHALNAMLNLFDEDGRIRFDAERMAARQYFLQHVNQNTVFFHSLDEKLGYLVDEGYYEAEVLDQYSR
NFQRRIWDAAYARKFRFSTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMRLMDEMISGRFQPATP
TFLNAGKKSRGELISCFLLRVEDNMESIGRAINSSLQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKLLEDSF
SYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFDLAKRDEDMYLFSPHDVERVYGMPF
SEVSVTEKYDEMVDDKRIRKSKINARDFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEASEFDD
DLSYRHLGTDISCNLGSLNIAAAMDGPDLGETVETAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGFLARER
IHYGSPEGIDFTRSYFAAIAYHALRASNALAREKGKSFAGFDLSKYADGTFFEKYVTRDWLPETETVRDLFVRFGVDLPS
RSQWAALRDAVIRDGLYNRNLQAVPPTGSISYINNSTSSIHPIASRIEIRKEGKIGRVYYPAPFMTNDNLEFYRDAYEIG
PEAIIDTYAAATEHVDQGLSMTLFFPAEATTRDINRAQIRAWKTGIKTIYYIRLRQTVLEGTEVQGCVSCTL
>OLS42397.1 ribonucleotide reductase assembly protein NrdI [Rhodovulum sulfidophilum]AB26
MGGLVYYSSGSGNTARFVQALGLPAARIPIDPEDPMPSPDDAFVLICPTYADGAGRGAVPRQVIRFLNDPVPRSALRGVI
ASGNRNFGTLFAAAGEVIARKCAVPVLYRFELAGTEADIARVRAGLAEFWRPKCSITA
>OLS42398.1 NrdH-redoxin [Rhodovulum sulfidophilum]AB26
MTITVYSRPACVQCTATTRALEARGLSYEVIDLTEDDAALSHVTGLGYRQVPVVIAGEDHWAGFRPDLIGRLA
>OLS42399.1 Rieske (2Fe-2S) protein [Rhodovulum sulfidophilum]AB26
MKHDLSHLLAAQKPGQALDRPFYTDQGVFEADLQTIWYREWLFAIPSCELEKPGSYVTHKVGAYRVILVRGADGAIRAFH
NSCRHRGSIICKAARGNVPKLVCPYHQWTYELDGRLLWARDMGAEFDASAHGLKPVHCRELAGLVYICLAEEAPDFDAFA
DQVRPYLEVHDLTTAKVAHESTIIENGNWKLVWENNRECYHCSGNHPSLCRTYPEDPRITGTDGDALPEPVRAHVARCED
AGIPARLRLAGSGQFRVARMPLLPGAESYTMDGKVAATRPLGRLPFRDAGTLLLFHYPTTWNHFLSDHSIVFRVTPVSAR
ETEVTTKWLVHRDAVEGRDYDLTRLTEVWIATNDEDRRVVEDNQLGIDSPAYVPGPYSAVQESGVIQFVDWYCRTLAERT
GAPSRIAAE
>OLS42400.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MSLAQDMPPARQDLKVLIVDDHPVVAEGWGRIVRGRMPCEILCAATALEGWRLWRSERPDLVVVDLTLGEGKTAGLKLIE
RLRRADRRLPILVFTMHTSAVLARRALNSGAHGIINKDSPPRDICFAFEEVAAGRHHVGAHFARKIALMEVTGGGARVHL
TGREEEILGLIAEGLSYREIASRACISYKTVSNVSLILKSKLGASSLGDLVVKAIRYFEGA
>OLS42401.1 hypothetical protein BV509_21050 [Rhodovulum sulfidophilum]AB26
MTGASGTDAPAHVASRRQVPIGRLVPAVSILAAAALCVGVGGALILNARQAVREETGSAFELARAAAVLRLPSGYGGGDP
VDQARGLAEEIDARRHVAATFEEISGQAAVRTEGSRASDGTAPRWFAALMRPPGHSDRFLVARYPNVLGALTVTTDPSDE
IAEVWEDFRILLPILACTGFGMGLLSVGLTRFVLRQLEAVLVAIGEMRAGRLELRAPEGPLSELAALAEGVNALASHLQT
ERRENALLQSRLMTMAEAERARIASDLHDEMGPELFALNAAAGEVEHHLGAVPEAFAAPLRDAVGAVMRHTAAVQKSARA
AINDLRPMIAGEATLFDLLADLAAGFNDTAPGTEFVLSADPEARADEMAELSIYRFVRESVLNSLRHGQPSRVEIGLWRE
KRALTARVADNGTGLRDASPDPGLGIAGMRDRALALGAEYLPPARVEGWTVTELRMPVS
>OLS42402.1 hypothetical protein BV509_21055 [Rhodovulum sulfidophilum]AB26
MWHEAPRTDLPSLLLRLAAGAGEKDRRASIGPLVQRYRVLRDRGLPHEEALTEALEHLRR
>OLS42403.1 AAA family ATPase [Rhodovulum sulfidophilum]AB26
MPSGMRDWRSRFAEAGAALNGTVLGQEEAVRLILLSVLCRGHVMLAGDVGTGKTTLLRAVARVIGGPYARIEGTVDLLPA
DLLYTAHIDEDGRPRIEPGPVLSEGGDLSVFFFNEINRARPQVHALLLRLMAERSLTAFRRQVDFPHLQVFADRNRIERD
ETFELPAAARDRFMMEIEVNAPADAGDRMALAFETRFHDTGRLIATLPEGLLPFRALNDLAVAIQEEVHASDTLKRYVHD
LCEALRDPAAAGLKIEGADPARLVHGGVSPRGMQALVRAARAAAWAGGRDAVLPQDVREVFGPVMAHRTFLTPANEPRRA
RLIPALIGAAFDAVPVPAA
>OLS42404.1 nonribosomal peptide synthetase MxaA [Rhodovulum sulfidophilum]AB26
MVLAFLALSAGARAAPDGPPREYGWWLGDQLVQTVTLDLPEGVSLDPASLPRPRGVAYWLDLVRVEAHETAGTARITLVW
QNFYSALEPSRREVPAQPVRLSDGSLRDLPGFAFVTAPIRPIRAPSTQDQMRPDPDFRLVDPGPSRLGLVLSGAGLLSVA
AALAFQQGLWPFHRRPARPLTRAARQLSRMRGAAPDEAARVLHRALDATCGRVLIGAELDRFIVQRPEFRPVQDRLATFF
AASDARHFGRGGTGPETAGMRDLARVLAGIERGRR
>OLS42405.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MEAVPVRAVTWRGLWLAPVVLGMTVLAGTAIGETRLPFVTVLRTLANHLWGAGYPVDGIEAGIIWSYRLPRAVVAACCGA
GLALTGVVLQALLRNPLADPYLMGLSAGASTGAVLVTVAGLGGGAISMSLGALTGAVLAFGCVAVLARAVSGDVGGGRAT
QAAAAIILAGIAGSQLFNALTAFIIARSANAEQARGIMFWLMGNLSGIRWDDVGACMAVSVAGVALCLWHRRGLDAFTFG
ADGAASLGINVRALRGSLIAATAVMVGVLVSKVGAIGFVGLVVPHAMRFLVGARHDRLVPASALAGAVFLVAADVISRIL
VPGQVLPIGVVTALVGAPAFALILVHGARK
>OLS42406.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTIGQSATEILYALGLAPKVSGTSVWFNPVLPEYAEVNDGIERLADNDPSFESVVGKKPGLVAVQYEWHVGESGIVATRG
MFHEVGIPTYILPADCDTKDNSTGGDGTRTGAFETASVYKGIRELAAIFNVQPAGDALVSDLQATESAAIARAEELELPE
DLSAVFWFSSADLEIDPYVAGRLGAPGYMMSKLGIENVIESDEEWPTVGWESIARADPDIIVVASMDRRRFPADDVEKKL
EFLRTDPVASQMTAVRDGRIVQMDAHAMSATMRSIYGLQALSEALSKMSFE
>OLS42407.1 hypothetical protein BV509_20680 [Rhodovulum sulfidophilum]AB26
MPPKPVGGPNDTGGLPVSTQACSMCAVFEDHGANTENMLENVGPCRFNPPVSQLEAASRGLWPVVKSKDRCGHFETEVA
>OLS42408.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB26
MRLSHLPLIFALALVAVLLSAALFAPWLAPHDPNLISLADRLQGPSARHWLGTDHLGRDLFSRLMHGTRMSLGSVLMSLL
GILAIAVPVGAAAGYLGGRVDQALMRICDGMMTFPTVVLALFLIGALGTGLANVVVAIAVSHFPFYARIVRAVVLTLRNA
DFVLAARLSGAGRIRVFIDHLLPAIAAQILVLASLDVGHMMLHVSGLSFLGLGVETPTAEWGVMIADGRQFVFSQPMLIV
LPGLCLLMAVMASNILGDALRDRLDPHHQFGHDH
>OLS42409.1 nickel import ATP-binding protein NikD [Rhodovulum sulfidophilum]AB26
MEDLSVAWQHGSNSHCLVRAVSLTLRTGEVLALVGGSGSGKSMTCAATLGVLPQSVSCTGGRVLIDGQTLPPQALRGRIV
ASVLQNPRSAFNPVRSMADHAREVLRVAGVDPSQHRRAILDAFAEVGLDDPAQVATLYPFEMSGGMLQRAMIALALLSGA
PFLFADEPTTDLDLVVQARILDLLDSLSQRHGLGVLIVTHDMGVVARLAHRVAVMDAGEIVETAPVDRIFMAPRHPATRN
LVAAHLKLYEMEPA
>OLS42410.1 hypothetical protein BV509_20805 [Rhodovulum sulfidophilum]AB26
MGARPGLAQPAGWTPPEDIVIEATGGADGPVLSVKSVTLERGGYYRFDIGCTEDSDAAFSFGLQDFVADTHLRVLTAGGM
EVYLQGMSFRKIQCDGPGGIRFSFYPMRKGIYEIPVTDQADETRRTILTVTVQ
>OLS42411.1 manganese/iron transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MNAAGVPETVGSETGIEASGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVARGDIRLLGLGV
KEALRRNLVSYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVEVALGRVGMLDFRHRQIGELSGGQKKRV
FLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKDEGRVMLVATHNLGSVPEFCDRTVLVKGTVLAHGPTETTFTR
PNLEATFGGVLRHFTLGGADLHDDDDTRQVSIFTDDERPLVQYGERTRKAECRE
>OLS42412.1 hypothetical protein BV509_20870 [Rhodovulum sulfidophilum]AB26
MVRVDTPEGLSEIRRPDCAAVIWQRSPLPRFQTWVDGLAREQLPRTRVILRSELVRDTITTVAQTCGTPECAEREMLVED
VSALAAVFANVANARYLRLRLDIVTTDACRKFHVDAVRARLVCTYRGTGTQYGHLSGGGEPQGVFSVPTGAPTVMRGTLW
PETPASGLLHRSPPIGGTGETRLLLVLDPIDDPEEEPEDHVVH
>OLS42413.1 hypothetical protein BV509_20930 [Rhodovulum sulfidophilum]AB26
MLFTYSAENADVTPAYYVPQFGNDDPLDATQSFSTDDSRSRQAMLKITHDFERLSFTSQTSYNSYKTSNSYQGDHRLFSA
ITGLAESAFEDRDDNFMDWDKDQTRLTQELRFSSLPGDRIGWVAGAVFYRDDYEMANDTHIAAYGATQAGYSTYRQVTTG
AALFGDVSVPLSDRLTASGGLRLTREEKDFDGTFDARGYDSVYSGMLSSFSESDESTYEFWTGKAALNYEWSPDFSTYAS
VSRGYKSGGYGFYNTYMAYGIPRSSYKPTETLSYEIGTRASLLGGRLDLSGAAFFIDMNDEQVMLYNYDLTTSNANLDAE
SRGVELNAGWRLSDQWRLDTGAAYTRTKITEVPADAATNNPGLAAGNRLPNTPEWSMTFNLGYDAPASALGWTGPRAPDR
IHAQIGYSYLGTRYFDAANAGKLDPVNLVSARVGFDWGNTQVYIFGRNLLDEKYLTVRQPYGTAAGTSTPAYGVTQDRGR
VLGVGMTVTF
>OLS42414.1 hypothetical protein BV509_20935 [Rhodovulum sulfidophilum]AB26
MPRRIVPRLDGVPETLLWPLQSRAGITVQDRAFFDDPMAVEILNRIDYDFGRFGPVNHWHAVRSKYSDALIRSYLSVHPQ
ATVLALGEGLETQFWRVDNGQVRWLCVDLPESIALRRQLLPEHPRVQELALSALDPAIFDHVDASRGLFVTAAGLVMYFT
AEDTAGLLRRIADHLSGNGSDNGSGIRAEVFFDTIPPWLSRRALKGWKIDKGYVAPPMPFGLSRKGLDDLAGQVPGLEII
AALSYSDAYPERARLIALLAKLPVARNMAPMMIHGRFS
>OLS42415.1 2-methylcitrate dehydratase [Rhodovulum sulfidophilum]AB26
MALHRLRPHKSAESLAREDQLAWKFAEIAADPVAVDDDVAEMIVNRVIDNASVASASLARRPVASARAQALCHPYRRGAA
VFGMPHDTRVSPEWAAWANGVAVRELDYHDTFLAADYSHPADNIPPILAVAQHCGLSGKALLRGIATGYEVQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPTETIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFVAWMLSGPDAAYEVPLPMRGAPKRAILETYTKEHSAEYQSQALIDLARRLRGEIGDLRQIRTIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENVADIPESGLG
ILNFTAAPEKLGAARPHGLFDWS
>OLS42416.1 ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]AB26
MTAVLPQSVVTRDGQVVPFDSGRIARAVARAGEATGEFGAEEAARLTDRVVRVLSFRHAGGAPGVEEIQDAVEQALIGAN
RMVTVRAYAVYRDQHARLREDRRVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGR
AHREGDVHIHDLDMFAGYCAGWSLRTLLREGLNGVPGTIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRLDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPADLADQVPIVGGREVDFAYGELQAEMDLINRAYME
VMTEGDAHGRVFTFPIPTYNITPDFPWDSENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGYLHKGDEAGLLAALDRLAGIAKTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFSGDTQDITTPWGKAFALRFMDHLRARMVEFQEDTGHMYNLEATPAEGTTYRFAREDRKRFSGILQAGT
DDQPYYTNSTQLPVGWTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRALSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>OLS42417.1 hypothetical protein BV509_21005 [Rhodovulum sulfidophilum]AB26
MTARDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDETKARLG
>OLS42418.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MTDLSGPQARSIWSDDEMLECVSVIPEVPNTATFTFQAPSGALFDYLPGQFLTLEIPVPGGTVHRTYTISSSPSRPRSVS
VTVKAQAASLGTRWMLDELRPGMRLKAFGPAGVFSHLNHPAAKYLFISAGSGITPAMSMTTFMFDLGTVPDIVFVNCARS
PSGIIFRERLEHMASRVPGIDLKWVVERPDPFRPWTGYRGVFNQLMLGLMAPDYLDREVFCCGPEPFMQTVRDALQGLGY
DMDRYHQESFQAPAATADEVPDLDDVVPSEDAEVELTFARSGVTARASETDTILAAARGAGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIAAGYVLACCSHPIGKVAVDV
>OLS42892.1 hypothetical protein BV509_00005, partial [Rhodovulum sulfidophilum]AB26
GQGYASMSSPMKRFERAVAQGRIRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRK
ARDVATV
>OLS42893.1 phage portal protein [Rhodovulum sulfidophilum]AB26
MASAMAVEPSGTRDPSPWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACCNVIAGDLAKVPLRLYQRMGPSRAEPVVEH
AATYLLNTESAPGVAARVARFALVYAFALRGRAYAYAPRDGAGELTLLDVIRPDLCGELRDGRARFYAFEDGAGIQRRAP
SRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALIDPEAN
GIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVEAQLA
LGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVEGGDRLNPAANMTRNEDAGAETE
EDKD
>OLS42894.1 peptidase S49, partial [Rhodovulum sulfidophilum]AB26
METTIASLLGGAPLALDRSFGAGLLGLPLPAAPAAGPALTGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALASAEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPGSL
AGSIGVMRQAGWPVGPDGGGNQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSVT
DDPVDGGATFGPEAAIARGLADRAETRAAFYDRIFAAHAPRPAARRNS
>OLS42895.1 phosphoserine aminotransferase [Rhodovulum sulfidophilum]AB26
MVTATPAARPVNPRFSSGPCAKIPDFSVDMLADAALGRSHRAAIGKAKLKAAIDMTREILGVPADYKIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFAEVDFDKDVVFTWNGTTSGVRVANGDAIPAD
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYKPAWPLPKIFRLTKGGKLIEGIFV
GETINTPSMMAVEDYLVALDWAKSIGGLPKLMERSTASFKAVQDFVDAKPWIENLAADPATRSNTSVCLKFTDARIKDGA
AFAKAIVKRLDKEGVAFDIGSYRDAPAGLRIWCGATVEAADVAALMPWIEWAFEAEIEAQTAAA
>OLS42896.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB26
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAIAMMMAAARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAVGLKMKVLAYDPFLSQDRADKLGVTKVELEELLPKADFITLHVPMTEKTANILSKDALAKTKKGVRIVNCARGGLVDE
EALAELLKSGHVAAAAFDVFAVEPAKENVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLMTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHVGSFIGQMTDEPIKAINILYDGVASDMNTAALNASAIAGVLKEVIAEVNMVSAPVIAKERGIAV
STTTQGKSGTFDGYIKMTVVTDKRERSIAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNKDVPGIIGALGAAMGAHGV
NIANFTLGRTKAGEDAIALMYLDQPMPVHVVAELEKTGLFQQVRPLEFEVA
>OLS42897.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB26
MVRSYAIGDIHGQRARLEAAHDLIAEDRARVGDSDAPVVHIGDYVDRGPDSRGVLDLLMRGRAEGRPWICLKGNHDRWMR
FFLDPGCKPEPVKPGISWLEDRVGGAATLGAYGVDAGHHRDPVRIHAEARAAVPAAHLAFIDSLPFSYRRGGAFFCHAGV
RPGVPLEEQDPTDLMWIRGEFHRDRRDHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSAVVIEGRDVHLLTPEGRV
HVPPEPGRESG
>OLS42898.1 hypothetical protein BV509_00035 [Rhodovulum sulfidophilum]AB26
MTEIDPSSLHDPGGKTRWALPPGMRGSAVFSPCGRYRTRLERDWTPEGQPSRTILFCGMNPSTADALVQDNTCAKETRRA
AVLGFTRYLKGNVLDYRVTNPKDLPKDPALACSPENLPEILAMAAEAEVVVMAYGRLHPRYAGVVDGIVAALRDSGRPLF
CFGKNQDGSAKHPLYLRNDAPLLPF
>OLS42899.1 ATPase [Rhodovulum sulfidophilum]AB26
MSVNAMIVSAGEALEVLRAGWQAQQAGQITASYMLHGRPGVGKTQVIEQLAAEIGARLFDLRLTTIEPQDLRGLPYYDHE
AQKTKWYRPEDLPDDPGQPSILFLDELTAASPMLQPTVYGLLQERRVGRHRLPGNVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAATDWLDNYAVPKGLHPTVIAFIKTRPDLLDTTERAVAEGQLIATTPRSWERVSQIMGAVTERRLRNVLIA
GTVGDAVAAEFALIADDIAATVQVQEMLEASRKDRIGLYPASMHGLNALIYGLIGVLDARNADAVIDCMAEIRQLARHRP
EEAFQRMPLGELCTYGFEGLIRKGLDLGLGERFLGHEAYRSYAAERKAAGL
>OLS42900.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]AB26
MPDSKFDSRPLPVPAGRLTRLARFGGLASNLAGAAALNGMQQLAQGHRPKARDLFLTPSNMKKVADQLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPIAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVTNVAALLRLSGAMPKQMDISPMLDEARRQLHEEADYDREGRYLRRFSDLLADAPEFAVPRMHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMGLLVRLLFRELFDFRLMQTDPNFANYRYQPDTGRVVLLDFGASREFPAEMT
EAFRSLMRAGLAGDREAVRQAILRIGFFGEDTAAHHQQLMIDMFEMSMEPLRRPGAFDFASNDVALRMRDAGMELGQDRD
FWHIPPMDTLFMQRKFGGMYLLASRLRARIDLREIVAPYV
>OLS42901.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB26
MGRSRKGRDISGWLVVDKPAGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTVR
FGAATNTDDAEGEVIATSDKRPSDDEIAAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGKTLGCHGHVVGLRRVWAGPFEAEDGVTLDLVEELARTPALDDYLRPLEEGLA
DLPELRTTHDGAVKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPNRVFVKG
>OLS42902.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB26
MDSLPGIVVMGASGRMGQMLIEAVLQSEKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAQAHAVIDFTT
PEATVATATLTAQARAVHVIGTTGLAPEHLQKIKAAARHAVIVRAGNMSLGVNLLVQLTRRVAAALDEDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRRIALDDASERGRDGITGERAKGAIGFSSIRGGDIVGEHDVIFAGLGERIVLRHVATDRQ
IFARGALRAALWGQDQKPGEYDMLDVLGL
>OLS42903.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MPQDHSPRRTRKSFIYKSFGAPRSVLELIETERPPLASGVLRVEVTHVPVNPSDLIPITGAYAHRVVLPAVAGYEGVGRV
VEAPAEFSHMLGRRVLPLRGEGTWQTHVDCPATCAVQVPEAISDLMAARAYINPLAAATMLRRWPVRDKTVLLCGAGSGC
AEYLGRWAIRQGARHVVGIYRSESRTDRLRQIGIEPVSTVDSVAISRASTWADIAFDALGGDIASGVLGRMRRGADFVAY
GLLTGSPVMVGAGTKASYHRFHLRDHLPSPVGPGMRDAFADIWSMLAETPPPDPRVFPARDWPKALAEAERPGGRKPILD
MSGLA
>OLS42904.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB26
MSDDAEDTPRKDLPPAARRALAEAAERRKAAEAAEKARPVELGGRDGPDPVRYGDWEKKGIAIDF
>OLS42905.1 16S rRNA methyltransferase [Rhodovulum sulfidophilum]AB26
MDEPRERGTERARAAALDLIRAVLEDRRLVAELAGPDGPLEPLEPSDRARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
VHAILRLATVEMLEGGAAAHGAVNAAVALARADRRTEALAGLVNAVLRKVADLPASDWLALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGSVQVSALPGYGEGAWWVQDAAASLPARLLAARPG
ERVLDLCAAPGGKTMQMAAAGATVTALDISEQRMARVEENLARTDLTATLVVADALDWDTDQRFDAILLDAPCSATGTIR
RHPDLPFAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALDRHPDLAPIAFEAPWIDPGWRA
AHEALRLRPDFWADRGGLDGFFIAGLRKPA
>OLS42906.1 heparinase [Rhodovulum sulfidophilum]AB26
MAGPTDTEFPPVRRGAWSNRFHARLSALGRPVLSLVLQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGTGIWDVASPGA
RFEADRQGFGWLDDLAAAADGKARTAAQDWTQGWIERFGRGSGPGWTPELAGRRTIRLIHHARFIEAGLDEARRARLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPKALAALDRACDADIADDGALATRNPEELLEVLTLLGW
TEAALALAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGRGPEGRLDQALAAAGVKPRALRGLAMGYARLASGRT
TVIVDAAPPPAGPASAEAHASTLAFELTSGRRPVIVNCGTGGAFGPAWRMAGRATRSHSTLAIEGFSSSRLAPRRRRRPQ
LLTEIPGPVEWRAETGQAGQALTAWHDGYSTTHGLTHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERALARSDGEGIA
FSIHFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAATLSLAPSVYLETGRPAPRASQEIVLSARVTDAACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>OLS42907.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB26
MTDLVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVRDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGAEYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMANALGDTQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSDRPGVA
TAKQWQGKELSYNNINDTDAAFELVSEFLPAGGPACAIIKHANPCGVARGTTLEEAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEIFAAKKNLRLLTTGGLANPAAAALTYRQVSGGFLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFP
FSDGLLAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVLTGMRHFRH
>OLS42908.1 signal peptidase II [Rhodovulum sulfidophilum]AB26
MRRLGLVAALVFLLDQASKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLFAHDADLARWLLIGVSLAISAGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNVADVAIFAGALGLVLYTGKDKTP
>OLS42909.1 pyruvate/2-oxoglutarate dehydrogenase complex, dihydrolipoamide acyltransferase (E2) component [Rhodovulum sulfidophilum]AB26
MRSARILVLGAAMAAALSGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLEMPQDVASLPAPTPGGANLVDPTPEADAI
AALGGNAARGTGGDPGLMAQVGRFGVDPSIRQTLAQEDLEYRQKHDGRLLERWFNVTVYYKAYSRQALNQYEELERWRAR
GVRNVSAPPEGLK
>OLS42910.1 peptidase M16 [Rhodovulum sulfidophilum]AB26
MIRAVFSSFAFVLLAALPLRAEVEIQEVTSPGGIHAWLVESHEVPFVSVEIRFQGGASLDAPAKRGAINLMTGLLEEGAG
EMDARTFARERDALAASFRFDVSSDSLAVSARMLTENRDRAVGLLRQALMAPRFDQDAIERVRAQVISGIRSDATDPNAI
AGETFDRIAFGDHPYATPISGTEASVNALTRDDLIAARDRVIARDRLYVAAAGDISAEDLGKMLDTLLGDLPETGAPMPG
PAPLNLAGGVTVVPFDTPQSVAVFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGQVASGNDKIAEAVEVIRDEWARMAEQGATEDELAKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAADWLDPAHLQFIVVGQPQGLETTN
>OLS42911.1 DNA mismatch repair protein MutL [Rhodovulum sulfidophilum]AB26
MTSPAPNIRPAPPIIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRVEVAYAQGGKGLIRVTDDGWGMAPGDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRRDGAEAARIAVTGGAAGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVKRLALAEPFIGFTLRDMSDGGEGRVIFRADAQTGDLFDALYGRVVAVMGRDFAENA
LKIEAEREGFGLTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLIGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPPGPPRVYQMDRPSPRALSLSYAAQAPAAPEAP
LAEGFAEPSARFETAAPAPEAEALPLGAARAQLHENYIIAQTERGVVIVDQHAAHERLVYEKLKRQMAERGVAAQALLIP
EIVELSEGDIARLMEHEADLTRMGLTVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQARLDAILSRV
ACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELKLSDIERLFGRT
>OLS42912.1 recombinase RmuC [Rhodovulum sulfidophilum]AB26
MIEVFGTAYAWDDPVVLATGGAAALILLVLGLLIAAVRRAGRSAEMAAPLIYQMDRLARRVEQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVTERMNRNLEGASRRTALSLGELQQRLTTIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPKDSYVLQATLSNGKRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAARAFRTAVRTHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRRT
LRQLHRDVELVAERVDRLTTHFGQARADLEGIGVAAERAGKRAARLDNLDFEELGAEQDEMMPPLPRPAE
>OLS42913.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTTPITHHLTDDILMAHASGSLPEAFGLVVATHVSLCDECRARLAGYEAVGGAVLEDADPAVAMAEDSLAATLRLIAAMP
EDDRVDAPAPAEGGVFPMPLRDYVGGDADAVQWRALGGGVRQAVLPTARDATVRLLYIPAGMAMPDHGHGGMELTLVLQG
AFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFHGLLPRLAQPFIGI
>OLS42914.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB26
MSERQTADTRWVTCVTRIRDERDQTAFARLFAHFAPRVKAFLMKSGADAALAEECAQEVMATVWRKAHLFDPERASVATW
IFTIARNRRIDALRKQRHPEPEDLPWGPEHEPDQTETLALQQESEQLGRALQALPEAQRVLIERAYFGELSHREIAAETG
LPLGTIKSRIRLALDRLRQEMT
>OLS42915.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]AB26
MAIDTAAGHRRRIAVIGGGISGLGAAHLLAESARVTLFEAEGRLGGHARTVLAGRQGDRAVDTGFIVFNRVNYPHMVRLF
EKLGVPVAKSDMSFGASFDGGAFEYGLRNLRAVFAQPANALNPRFWGMLRDVTRFNARARDEARDPSVSLGDFLAALGTG
DWFRDRYLLPLSGAIWSTPSQGILDFPAQALVNFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAQGVEIRKAAPV
AAVRRDAEGAEIRAQGGAWERFDEVVFATHSDDSLAMLADAAPEERAALGAVRYQPNEAVLHADLSVMPTRRAVWSSWNY
AEDSGARAERIDLTYWMNSLQPIPEDDPLFVTLNSRRPIRDDLIYDTVTFRHPVYDRGALEAQQTVRRMNGTNRTWFCGA
WMRNGFHEDGLASGIEVAEALLRGRPEAVAA
>OLS42916.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]AB26
MTAVVEHIRGKTFHERRGQVGHKLSHTVDYVLFDAEAPELTAPRWFGREPGKSMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDKEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPTDILTATKIFHVS
PFQPISGGYRFRFDIRPDKVGIWIDFSAGGEEGLYATLTGPRRPLSTWAILKSALRRPFGSRRVIVLIYWHALRLALKGA
KYRTRPKPPSEELT
>OLS42917.1 sugar:cation symporter [Rhodovulum sulfidophilum]AB26
MRAAPLPGYALFAAMLAGAGLPIYIHAPKVYVDQYGVGLAALGAVLFGLRLLDVVQDPVLGWLSERLHRWRPAAVAGAVV
LLAASMAGLFAVTPPVAPLLWFALTLTGLFTAFSFLTITFYAQGVARAGRMGPGGHVRLAAWRETGALLGVSAAAVAPTL
LMGVTDAPFAAFAAGFAVLAAIAAVAMRRDWTLPAAPGHSDWRRVLADPVARRLLLLALVNATPVAVTSTLFLFFVESRL
EAPGLEGPLLLLFFLSAAASAPFWGLAARRVGEKPALLAGMGLSILAFGFATLLGAGDTLPFAAICLASGAALGADMTLL
PAIFAARMARIAPNAGQAFGLWSFVSKFTLALAAVALLPLLQGAGFQPGEATSPARALVVLSLLYAALPCALKLVAVALL
VATPLNRETIG
>OLS42918.1 hypothetical protein BV509_00155 [Rhodovulum sulfidophilum]AB26
MIAFVLGLAVALALVALKTRYLGFAAQTPADYDGKGPAFDLRRHLDGPILCEGVIYGPTGRVVSRFTGDFLARWEGNTGT
MAEEFRYDSGATQSRRWTFRLENDGSITADAPDLVGSGHGMQRGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIVN
RSQFRKFGFLVAELVATMRPKEAA
>OLS42919.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSTDRLDELAASLPRKADVVPVDVTDAASVKAAVEAVGEIDG
MIYVSGTYWPMTAQDWNAEQVETMIDVNLTGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQADLRGTGVKVQIASPGFVKTRLTDKNDFTMPFIMTPEEAAHEYVELMMSDAMSRSFPTLFSWILRLTQLLPDWIYF
PLFARKG
>OLS42920.1 hypothetical protein BV509_00165 [Rhodovulum sulfidophilum]AB26
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNEDEKASLVALTWIGRETFDADELEEAIETAKAEATTPTEDYLV
NMPLFADYLEAGLEAIGISPADVEEDFFDR
>OLS42921.1 long-chain fatty acid--CoA ligase [Rhodovulum sulfidophilum]AB26
MAAPGASAHDPCSIPALLARNVALYGDRPAYREKEFGIWQCWTWAEAADEIRAMALGFLALGMARGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHSHLNWL
HDIGDEGRAAHRRLEPELDARIAEQTWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMDFAKGTGE
RFGMPRYRRKQSRPTLRRRVRWIYRYAMGIGFAIETLAENAVRGFFVRLRHPLEARKHYRARGPLLNLYPKPLRDYFDYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFDFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVFYRSPGTFVEYYKNPESTASTKDAEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGREMCTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKFADLVTALYDGSAEKYTETEVTYEDGRKGRIRATLKIRDARSFPAEFPRKVAA
E
>OLS42922.1 hypothetical protein BV509_00175 [Rhodovulum sulfidophilum]AB26
MPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSHALRYGLANL
VTMVFVYGAATVLGSGVRMAMAKLLAAI
>OLS42923.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSDEFYGFFIDRLDIVATLVAAILVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGVVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>OLS42924.1 hypothetical protein BV509_00190 [Rhodovulum sulfidophilum]AB26
MQKLYAIACVIGWGFFYAFAYLAVASLNDAEWMSVIYGLLSFAGFVAGMLCWVRLVRGKRPVIRTMPTGVARVRRPL
>OLS42925.1 glyoxalase [Rhodovulum sulfidophilum]AB26
MTHRTRIGGLCIDCQTDDLGPALAFWSAALGREGALVEDGRYAQLSGPPAAPQVILQAVGHDPRVHLDIETDDIEAECAR
LTGLGAVEITRIKDWVVMQAPTGHRFCLVPPEGDFPKDAREVD
>OLS42926.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFVIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVVCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNYSAS
GQISAPARSVFGLPVTGPGVEAWAQYMICLVFAVVLAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMIVGALIIGFLIAEPHGLAQLWRIGKEKLRLWPFPH
>OLS42927.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTTRLAPLALCAALAAGPALADLVFPDLSYRTGPFAAGGIPFSDGYQDYFTLMNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVVIKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQEQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
GFPMDHFIGNWWAGAEHDVTPAGMAADGYKALNMNRVVDYPVFADIRTHVVDKGLAAGDGSNVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTAARMDALGMPGIGPEFSVSCADHGGSGMAIVQQWNAGDKKWVPLTDFIAPD
AEVIAPLVEADSAAFAAENGIAPRCD
>OLS42928.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MFDAAPQGETLLEVNNIEVIYNHVILVLKGVSLSVPQGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGTR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRTDGRAAIQADLEMVYGYFPRLRERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVEQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>OLS42929.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]AB26
MSVHFDDLETRSADARAASLAECLPTLIAAARALPGYAATLAEVNPLAVTSREALAALPVLRKSELVAAQSAEAPLGGYT
AWGQHQFDHIFQSPGPIYEPGCVSTNWWRLGRFLYAAGIGEGDIVQNSFGYHLTPAGMMFENGARAVGAAILPAGTGQTD
LQVRAAHDVGVTAYAGTPDFLKVLLDRADELGMDLSRIQRAVVSGGALFPSLRQEYADRGIACLQCYATADLGNVAYESP
AMEGMIVDEGVIVEIVRPGTGDPVPEGEVGEVVVTALNPDYPLVRFATGDLSAVLPGLSPCGRTNMRIKGWMGRADQTTK
IKGMFVRPEQVADLVARHPDVAKARVVAGRAGEKDMMTVRIETEATDPAPYAASVAAVLKLKAEIELVAPGSLPNDGLVI
EDTRKYD
>OLS42930.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB26
MPKEEWGVKRVCPHCSTRFYDLQRDPMTCPSCGHSFSAESLTTGKHRTLIAEKAAPAKARDEDIDTDDDIIDDEDDSTDV
DLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>OLS42931.1 zinc metalloprotease [Rhodovulum sulfidophilum]AB26
MSITRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSARPEDQVVRAGGTVP
YEGRALALVPGSGRAPRLHEGTLAVPGPAAEVPARVQAFLKTRARARLAAAADGYTAALGLSYRRLTLRDARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSPAFWAVVARLMPGYEAPRAWLRANGAALHRVRFGD
>OLS42932.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MLIQTRPGETVSAAHERLYRTLRTQIMHGELAPGAPLTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVARGDAVAYIQKNLEFHRALYLRAQAPAMLAIAETV
WLQLGPTMRSFYGRLGRTEPPQHHRMILAALRVGDEPALRLAVRTDVTQGLKFLAT
>OLS42933.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB26
MPVVTLLTNPARASLDRGTVESLRDAWGGGEAIWLAPGIAAEFAVAALPGNFREVWADLQGLGIDLVAQPAEGRRKRLLI
ADMDSTMIQQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDARVIDKVLAERITFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDAYRANTLLIEDGHLTGTVAEPILGREAKVEALREVTARLGIGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYARDEFVS
>OLS42934.1 hypothetical protein BV509_00240 [Rhodovulum sulfidophilum]AB26
MRSRAGLISVIFLQALPASADDHEDDLGALIAFVRTNPLTDGGGWLERQNVFGHWKKLALIFGVADPGDFAACAEIASRA
AETNPARRYRCTPED
>OLS42935.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB26
MLRITDTVALADWELTEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPNLPGPVKSRLKRLAGRRWTQDGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRLAAKKERGAVKALRGSVDDTD
>OLS42936.1 hypothetical protein BV509_00250 [Rhodovulum sulfidophilum]AB26
MTRLLPGILAMAAIVVASNILVQVLFGQWLTLGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPIVTLRIAMGSGLAFLCAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFSVAFSGTLSMLEPANDVSWAGEML
PLLGVGPQVPLWVSLALADWCVKLALALIALVPFRLIVRRMTAQLA
>OLS42937.1 hypothetical protein BV509_00255 [Rhodovulum sulfidophilum]AB26
MPRRAGLGLSLAAGLLALGATALSPRAAPGTRAELVAELAIAKTAATQGLSGLELSADGTSSRLVADRGWRLDVTIARRD
EIPVALRVSAPHPLTGPDGRPLEGRAETDAEALALAPDGTLYVAFEGDHRILRWAPGAVRPEALDPPPDAAAYPENGGIE
ALALGPDGALYAIPERWTEDGAIPVYRHDARGWTRAASLLPQGRFHPSGADFGPDGRLYLLERAFDGPFGFRSRVRRIAL
GPDGATGDSVLLETGSGRHGNLEGLAVWRDKAGAIRLSLVSDDNGLAIQRNQFVEYRVVSGAAGL
>OLS42938.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB26
MANTLSGKILALALAVATALPVSAAPTAASLFGAEKRASRQAPAPIGTYARGCGAGMVQLPETGPTWQAMRLSRNRNWGQ
PEMIAFIQRLGGHAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDADIWMLPPRRLTLTRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKIEMCKHATRADRAWLQKIRPLYGHDTHFHVRLKCPPGARSCETQRPTV
AELSKGGDGCDETLTWWVTDYLDPPKKAARPAQPAKPQPRKRGAREFTMTDLPRECRAVLASD
>OLS42939.1 thioeseterase [Rhodovulum sulfidophilum]AB26
MYPFFRLFKELYLHRKAEPLPLTGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIAVLRRERWALTMAG
VSVRYRRRVKMFDTFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGREVAPPPLPDWV
QAWIAAEAERPWPPMAD
>OLS42940.1 YggT family protein [Rhodovulum sulfidophilum]AB26
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNVYQPLVRQIWSGLNRLLEPLYSPVRRILPNTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>OLS42941.1 hypothetical protein BV509_00285 [Rhodovulum sulfidophilum]AB26
MLVVISPAKRLDEKPGPERAETTRPEFQAEATHLAGVAARLSPEDLRGLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAGSLDPEDLRYAQGHLRILSGLYGLLRPLDAIQPHRLEMGSRLATEKGACLYDFWGDRVAEALNRAAE
AAGTDFLVNCASKEYFTAADRAALRPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVERRLTDPEGLKDFDAGGYRF
RPEVSDDSTLVFLRDGDS
>OLS42942.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB26
MDLHDKLAKERRARLAAERLLEQKSRELFEANRRLALHARALSEEIVQTRQTAEELRGRNNKVMNELAEVSKAFTVAKQR
LWDSLETVKDGFSLFDADDRLVIANNAFFELFEGLEAVAPGARYDEIIRLAVEEGLFDIGDERPQAFAEDLLSRWHLDPV
PSRVVRLWTGEYMKLIDRRTPSGDMVCLAINITDMMRMWASVEAIPDAFVLYDYEDRLVMCNDRYREFYAESAKAMVPGA
KFEDVLRHGLAHGQYPEALGREEEWLTERMTNHQKPGAPVEQRLADGRWLRILEQRTPDGGIVGLRVDITEQKRQQEALD
HARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAELLCETDMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LHPEPFDLERTIHEVVMLLQAPARDKRLDMLIDYDIFLPTRFVGDGVRVRQILTNLVGNAVKFTEEGHVLVRVVGIEDAP
GSYQIHLTVEDTGIGISPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLVGMMEGEIWLVSEKGEGACFGIRLTLPV
CEEADDLPVAPAIGARRVLVVDDQEVNRTILERHLAQLGLEVVCHICGELALQDAQGFDLVITDHRMPGMDGMSFARALR
DGGYAGPILMLSSNPMRMRATDDPQSSGIDLILQKPLLRRALFEAVAKLAPPGPAAAAPAALPAPDPSTGDPAPGGALPM
RVLAAEDNRTNRLVLEKMLGGLALEIRFAKDGNEAVDAFAEARPDLILMDISMPGCDGKEATRRIRALEAGTGVAPVPVI
ALTAHALSGDVLEILEAGLDGCLTKPLRKAEIVETLEAYRPDGRLPILPGAAAGGA
>OLS42943.1 PAN domain-containing protein [Rhodovulum sulfidophilum]AB26
MARSAALLALALSALAILTTGAATQSSAQSSAQSSAQSEGGPLPERRAVLWRDMDFPGGDLRTLLDTSLPGCLRACLSDA
RCTAFTFNARAGACFPKSRADAPTPYSGAVSARIVATDPAVLAAAPARAAELGFLRDSDLAEAREQAEKLPQDHPVDGAT
LEELRRAAASARAANRPAEARRQLGAAVALGDDAAAWTDYAAASAALSPEDSGARRRARGDALSAAVNAYLRGGAPALRA
RALEVMATALEDLGRGRDMIPALRLAQTLAPRDELSARLDEAIGKYGFRITDTVVESDAARPRICAEFSEDLVKARIDYA
PFVQLPDPGLAVTAEDRRLCVEGLSHGERYRLTFRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKTGGTAL
PVVTVNSDRLGLTLYRMSDRNLLRSVQSGYFGEALSPWEEETVSTDLAEKVWSGQAEVGRDLNRDVTTRLPLDEALAGQP
AGIYALTAAIPGEDPYDVPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKSGIKVSLLSRANEVLGTAMTDAQGYA
RFEPGLTRGRAGAAPAMLTAEDGAAEDGAADIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATAL
ARDDRAEAIADLPLTAILTRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASSKILVEDFLPE
RIDFDLGLPEAPIDPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAVSGLPAYPGFVFGRYDASVAPAMAAIEGAGRTDA
AGQARIGLSLPPLTTEGQPVEARITLRLSEGSGRPVERSLTRPVVPSGPMVGIRPRFDGDLPEGAEAGFDLIVLGADGQP
GDSMLHWALNRVETRYQWYRVDGDWAWEPITTRERIADGEARLENGRASVEVPVRWGRYELVAERRDGAWAEAAVAFEAG
WYAPADASTTPDMLELSLDKPAYRPGETATLRIVPREAGKGLVTVMSNRLIDMVPVDLTEGENVVRLPVTDDWGAGAYVA
ATLIRPMDLPAGHNPARALGLAHAAVDPGPHRLAADFEVPAEAEPRQPLDIALKVEGIAPGETAYATIAAVDLGILNVTA
FASPDPDSHYFGQRKLGMGLRDVYGRLIDGLNGAMGTVRSGGDGTAGMRRQAPPPTEELVALFSGPVTVGADGIARARLD
IPAFNGTLRLMAVAWSPTGIGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAA
IPEAVELAEGGKTALSIPITAGMPGVHHVEVALTTPDGKVLSRTLTLPVEVTDPEVVRTSRFTLADGQSFTADDALFADM
LPGTGRATLALGPIARLDAAGLLASLDRYPYGCTEQVTSKALPLLYLDQVAEALGLGTRERLAERLDQAVTEVLANQSPS
GGFGLWAPGAGDFWLDAYVTDFLSRARAQGVTVPDRAFGMALDNLQNRVNYAPDFDDGGEDIAYALMVLAREGKAAMADL
RYYADTRAGAFATPLAAGQLGAALAAYGDPTRADLMFARAARMMAGRMGRAEPPVWRIDYGTDLRDAAGLLTLALAAGST
AVDRDALTRYLAETDRPLSTQEASWMLLATHELIDRPGAEGFTLNGAPLTGPLVRLLAPGDGPAVLGNESGRAETLTVTS
FGVPEVPDPAGGNGYAISRQHYTLEGDAVTLDAVPQGTRIVTVLEVTPFSADQARLMVSDPIPAGFEIDNPNLLRAGDIR
ALDWLGTTAGVQHSEARQDRFLAAIDWGSADPFRLAYILRATAPGTYRAPAASVEDMYRPDRRAWTDAGRASVTP
>OLS42944.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB26
MRALLPALAAVLFLGAAARDAVDAWIDATVLPPLATETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDARALLRAAGQALAQGRVVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLTRMAEAGVLDAETAARAAR
SPVPTTRRAFPELAPHLADRARAAEPGTRLHRLTLDAGLQARLETLVRGTVRPMGDRLSAALIVADHRTGEILAEIGSPD
YTDTARDGFVDMAVATRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGPYRPSNFDGRYRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGAAPRLPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLYWRIGAAPAADGPPVLPP
EAAWQVADILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAIWIGRPDGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIAANSALPAPLRRFFRPGESPGTDPLRLAFPPDGADLALDGAPLAVKIEGGTPPFTLLADGRPLAT
GLRHRTAALPAPGPGFVTLSAIDAAGHAARARLHLTD
>OLS42945.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB26
MTGIVILGAARTAIGTFGGSLAGVPPIALGATVAKAALARAKLPADRVGHVAFGHVINTEPRDMYLSRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVVQALMLNEADFGLAGGAESMSRAPHILPDARWGRKMGDTPAADMMLGALTCPFGTGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDAQIVPVDVQRRRETAAFKVDEHPKATSPEALAALRPAFRKDGSV
TAGNASGINDGAAALVLAREAAAEAADLVPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLKVGDFDVIESNEAFAA
QALAVSRMLGLDPARVNPNGGAIALGHPVGATGAILTVKAIYELERTGGRRALVTMCIGGGQGIALALERI
>OLS42946.1 hypothetical protein BV509_00310 [Rhodovulum sulfidophilum]AB26
MPYDYKPLPYSAPPGLSGPEPRHRVVVVGAGPVGLAMALDLARLGIASVVLEDKSSVTIGSRAIVWSERSLQLFARLGIV
DQVMARAVPWSIARISHGDEEIFSFDMAGTAAGRFPPFANLQQYHIEDILIARALAEPLIDLRFRNRLTGVDPDGTGVEL
SVKTPDGPYRLSADYLLACDGARSLTRALMDLDFEGEFYEERFLVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQADN
VYRIDLQLGRLANAGEEARPDRVIPRIQAVVGPDFDLEWVSIYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANGGL
RDVENLGWKLAAVLEGRADERLLDSYNRERVQAADENLRDSARAASFISPAPGVERLFRDQVLALARETAFAREWVNAGR
LAVPCIYATGAPDDPLLPDEARPGAAAPEARIGNGWLLDQIGPGPTLLAINCAAPDGLQIPTLSVRADPTLRTRYLGDAE
RALYLIRPDLVVAARWVTAESRAVSAAIRAMWEGRE
>OLS42947.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB26
MKLITDPNLPDHDGFFAELLAAHRGLSDAESQALNARLILILANHVGDRETLTEALDLARGR
>OLS42948.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB26
MTVKPPTPILDRVAGPADLKGMSQTDLTLLARDLREEVISVVAQTGGHLGSSLGVVELTVALHAVFNTPFDKLVWDVSHQ
CYPHKILTGRRDRMHTLRQGGGLAGFCKRTESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDAIAVIGDGSISAGMAY
EALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFEAALPGPIREGARRARQLVTGFPGGG
TLFEELGFDYIGPIDGHDMGQLLTVLRAARARASGPVLIHVCTVKGKGYQPAERSADRGHGVSKFDVASGAQKKSSSNAP
SYTKVFGQTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTFLQRG
YDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVATAAAYDEGPISFRYPRG
EGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLAKEHEAL
ITVEHGAEGGFGALVLHWLARTGRLDRGLAIRTMTLPDAFIEQGSPAEMYAEAQLTAQDIAATALQALGVAPGQFGQASA
>OLS42949.1 hypothetical protein BV509_00325 [Rhodovulum sulfidophilum]AB26
MLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEYQ
VFDRVEAPEGTPTAAEAYGDSVIAFGDMDQANFDQLTKAMSAWVGMDVVLYDNGEVDQTTLAITENCIEATQYLNDSWDT
HNLASEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMESWSGVQNRLMVGRKYTDSQFTSLPVDALEKLLLDGETIKVTDT
ESRVDQQPGDPTWQDAERTYSLMNHQANALNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMTIDMNQTYYEPRSEILGH
ESAKIDCMTCHMGVISPLNGKNMVAEWPELATPAE
>OLS42950.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB26
MAEYQNIFTQVQVQGPGDWGMDNENNMMEERAAGTGHFSILGWLGNAQLGPIYLGYTGVISVIAGAFAFLIIGLNMLAQV
DWSLVQFLRQGFWLALEPPSPEYGLRIPPLKEGGWYMIASFFLLIAVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMV
LGFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIY
DRGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGIDAYVGQ
GG
>OLS42951.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB26
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYVTLQVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>OLS42952.1 light-harvesting protein [Rhodovulum sulfidophilum]AB26
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>OLS42953.1 light-harvesting protein [Rhodovulum sulfidophilum]AB26
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>OLS42954.1 protein pufQ [Rhodovulum sulfidophilum]AB26
MTDQTSDVHLVRAHRPPKAEFMVYFAIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>OLS42955.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB26
MLVLDHDRAGGYWGAVYAFCATKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
KALDPALPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLVEGIGAEVNMVMPLGAHVAEMRNLVNADVNVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLEADLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDQDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETVEALA
PAGFARPSSKGESK
>OLS42956.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB26
MTEEVRYDEAHTAEVIEGTPREPGNAPEGADPRLGDGMGCHAGAAEMEKAARAAGASDILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTSAMREFDAAGRPIVGSAPVGHDGTAAWLAGIGD
AFGLSAEKVAKAQNMFLPAIKGALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPKTKQAEADRDWLESKG
VMVVFRASLEDDKAAVDAIKPDLAVGTTPVVQHAKERGIPSLYFTNLISARPLMGPAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALHQKKLDKKRRAEKAQEMI
>OLS42957.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB26
MTLDVPNIKDIDQRLRDEANEPLDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEMGKRVLLIGCDPKSDTTSL
LFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDFL
GDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAKAVDIPVLA
AIPQDEDLRRKSANYQIVGTNDGPWGELFGALAEAVAGAPPIRPKPLDNDGLLGLFAPEDVGADFELTPATDTDMRGKNA
KPKKSLEVVYDDV
>OLS42958.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB26
METTAVILRGPREIGLGKLGLTAPGPKDLVVEISHSGISTGTEKLFYTGNMPPFPGMGYPLVPGYEAAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSARRLVTDASRVTRIDPGLGAEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEINPDRQGGAMGYEVLHPDNDPRRDYRTIYDASGVGSLLDTLITRIAKGGEVVLAGFYTDPISFA
FPAAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEEAAEAYETAFNDPACLKMILNWGAVHDA
>OLS42959.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MTDAVSGTGPARRSGVNWRRWRNRKIADRGFQSWASRFFLTRGHVRREGERMFDLVSGFVYSQVLWTVVELDLLDATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGPGYQLSALGAALMGAPGVVDMIRHHDVFYRDMQDPLAVLRGEKET
ELARFWPYVFGAGAAENPETAQRYSKLMADSQALVAEETLRAIRFDGVARLMDVGGGTGAFLAAVGAACPDLKMTLFDLP
AVVPAAEERFRALGMAGRVTVRGGSFRDDPLPEGADAVSLVRVCYDHADETVRALMRKIHDALPPGGRLIVSEPMAGGAH
PNRSGDAYFAFYCMAMGTGRARSPERLAEMMKEAGFQGVEMPRTRRSYITSVVVGRKPGAT
>OLS42960.1 geranylgeranyl pyrophosphate synthase [Rhodovulum sulfidophilum]AB26
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHHDCARAVELIRILGQRTGMPYGICAGQGWESEDQ
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAAMVRHMAERLIPEPARLPAE
>OLS42961.1 methoxyneurosporene dehydrogenase [Rhodovulum sulfidophilum]AB26
MAGSPGKVVVIGAGMGGLSAAIRLAHAGLEVEVVDRAPVPGGKMRTFDSDAGPVDAGPTVMTLRPVFEELFDSVGARLSD
YVTLHREEVLARHWWPDGSTLDLFASREQSADAVGRFAGTRAEKEFRAFCRRSERLFHAFDAPMMRAAEPSQGALTRHVA
THPWLALDMAPHRSLAQALGKAFSDRRLAQLFGRYATYVGGSPFQSPALLSLIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFTFGHRATRVEIQQGAAAAVHLDSGARLPADVVVFNGDPAALAAGLLGEGLRETVAPDAVRPRSLSAYVWSYAAE
PHGPEMVHHNVFFCDDAHAEFDPIARGEMPEDPTLYICAQDRGIGRSPEGLERFEIIMNGPPAADGADPTDEEKETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTRVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASPSTSPRTAMRGGMSTA
>OLS42962.1 hypothetical protein BV509_00395 [Rhodovulum sulfidophilum]AB26
MNDVTQADRKMLESLVCPVTHGPLAYDPDRQELVSKSAGLAFPIRGGIPIMLVDEARRLD
>OLS42963.1 ATP-dependent protease [Rhodovulum sulfidophilum]AB26
MFSAVDLPDTIPVFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTPHRLIGMVQPREVPGSDERKLHAIGCAGRVTAFS
ETEDGRYLITLSGISRFRMTRDQAGFTPYIRAEVAWDGFGRDLGPGEDDPGFDREAFLNLLGRFFASRGLSTDWDSLREA
EDELLISSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGNDEEKMQ
>OLS42964.1 thioredoxin [Rhodovulum sulfidophilum]AB26
MLELGGKAAGTGGASEALIKDVTEATFMADVIDASHEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDRN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPGSEVQAFVDRVAAIAGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAPAYAGLARAHLALGEIDQAEQFLQAVQPEIARAPEIEAARAQVALARQAAEAGPVADLRAAVDHDPDNHQARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFDALKPQDPIVLKGRRKLSSMIFA
>OLS42965.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB26
MPFTLATWNINSVRLRAPLVARLMEEQAPDILCLQECKCPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLGQARHVAARLENGVLLHNFYVPAGGDVPDRAANEKFGQKLDFLTEMRDAFRASRPERSILVGDLNIAPGEDDV
WSHKQLLKIVSHTPVEVDHLAAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHVWATPDIAGAAGDSRI
LRPVRGWDQPSDHVPVLARFDL
>OLS42966.1 hypothetical protein BV509_00415 [Rhodovulum sulfidophilum]AB26
MSGQWTCFFGILCALCQIGPAAEAATDIPGYWSVLPGWQSWQVPSAYQVGFEGSSELAVACGPEGQPVMGVLADGTTLPD
GSFERPAKIGERHFLIAWTGQAGLALARPDAEFLTAMRSGSTLVLYDYQGAPVDFRLSGAAQALDSALAGCPPPHAARPD
PAAMRRALDETLQARTDRECRALGRDGTEIGAGAVRERPLPGSDYPEVSVDFGYVSCREGLRLHRDFCTEAGCAHQRYLP
GASAYVLIENGDPD
>OLS42967.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MSTLKKILLVDDETDLREALSEQLVMTEDFDVFEAGSGVEAMEKARAAIYDLVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDTDADTILGLDAGANDYVTKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>OLS42968.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB26
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPGRLDALRALGGRPVLAITARRAETLKARPYDGDLARLLLPT
EVGTDWVRAVADPADDLSKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAVEVTAPDTLAGAEGLTRVTLDEAALA
RAEGTALAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLLGSLKCDCGAQLRTAL
AQMGKEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGIAVTERVPLKVGHTPENARYLAVKAEKSGHLM
>OLS42969.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]AB26
MTLIAPDPLRPHEECVAVPEAFDAGLWFIGRIRTPWTQRADCPRRGDPAGGPDCRIELDARWLSALDGVAGKDRMQVLYW
MHLSRRDIVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLHVAGNVLTVRGLDCIDGTPLVDLKPEFGILP
>OLS42970.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MMRLRLTALMAGTLALAAAALAAETRTITDATGRQIEVPADPRRVFAAGPPAATLLYALKPDAMVGWPRAPGAEDLPFLR
PETRDLPALGRLTGKGDTVNLEILLSARPDLIVDYGTVTATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGDLLAE
PERGETLAAYAEATFAGIDAILAAIPEDRRPSVYLARGPEGIETAARGSINAEIIDRLGGRNVVEAGPDGLATVSPEQVQ
AWAPEVIVTIDADFAAHVGAMPEWQGIPAVRDGRVYLAPSAPFGFIDSPPSVNRLIGLKLLADKLYPEEARIDIEAEVAR
FYTLFYGVTPDRAALDGLLGAGHPGE
>OLS42971.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSERAAAPLLALGLAGALAAGAMLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVF
RNPLVAPDILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIALVMAIALALRGIGQVLVVVLCGMAVAALAGAGIS
LVKLMADPDDQLPAITFWLMGSLAGIKQADVAAALPAIVAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSA
TLVTAAAVSVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARSIAQQEVPLGILTAVLGGPVFLWL
LARGGRTWAE
>OLS42972.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MTPLVEARGLAVGHGGRVLLEEVGLGLQRGRILCLLGPNGVGKTTLFRTLLGLMPPLGGAVFLGGRPLSDLSRAEIAQRL
AYVPQTLTTPFAWRALDLVLMGAAARLGPFARPGRAEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQGAE
AVAMDEPTASLDFANRIRVGKAIQGLAARGIGVLLCTHDPDQAADLGDEAVLIEPGGILAAGPAAKVMTAARMTRLYDIP
VRRDALPGGRLHFSGPSGREDEGPVTGAAAGQNV
>OLS42973.1 hypothetical protein BV509_00455 [Rhodovulum sulfidophilum]AB26
MRIKMGTGVPEKGTMVQLRPETVGYRGALAMALRLELGSTHRAIKTARRWTGASERTVKHRFAGKRRPSGELLIQLARHS
DMVFHMVLIGAGRYDDADPEMR
>OLS42974.1 hypothetical protein BV509_00465 [Rhodovulum sulfidophilum]AB26
MVRQTEAGTEVQIVPIAAITGENPRERSEKTFRALVDNIGKVGLKKPITVARDDTASGNACRLVCGRGRMEAYVALGGTH
IPAIVVDATEVDRLLRSVIETVARRQQRPLELLQDIATPRNRKYSDQEMAEKTGLSQSCIHEIGELIANGEERLPIAVET
GQMPLSVALYVIRAEEKDVQKALEAAYASGELRGKKLLEARRLVELRHRHGKKDGATRTKRSGVRMTSAAMVRADRVGAE
RQQDMIRRAQATRGHLLFLDAAFQSALGDETFLTLLRAKGLDSLPTIIVEGLKGPRT
>OLS42975.1 hypothetical protein BV509_00475 [Rhodovulum sulfidophilum]AB26
MRIGFVALCLMVCLLPLRLAAEEVVLARSALVEAAQGTYLAMGLTLPPQDETLPLVGGRGLRSGGQVLRHLAGQQAVNGF
EGVLYDNRDRGHSTLPGDLFPRLTRLTYGDPLRKAGADYGLAGKILLPAVVFGNSSTSVTSGPAQRSLPRLAMTSEDGPA
QSARLYENNHLYVYPEHRDHDEADRYPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPETFAALRDTRLMAPTLQMILR
RSYAPVRSREAYLSGIAHPVVFEGDALRPGRMMGEAAAMRPDTIPPMVRLRVERDGFGEAEGLARLSERLFDTEGAIARI
WRNFGWSREMTVSAAETRDPNGRKLTFTWALLQGDPARVWIEPLDPDGSRARIRVAWHDPKTAITRDRSGYHNRRQSRVE
IGVFASNGINDSAPAFVTVFFPDHQNRTYATSGAGGMRLVSIDYDAMGRGVYYDPLLFWSAPWTDRAGYDGAGALTGWTR
FGHDGNTRTLPPEVGEGVYQIERLQPERPYLIMP
>OLS42976.1 hypothetical protein BV509_00490 [Rhodovulum sulfidophilum]AB26
MRHRIFAPLLAAALAFGAVGATPARAADGSDVAKALLGATALFVIVNGIDRHTGKAERHDRRHVAPAPPQRADRYAPDRR
HAARSVPARCISRVETRHGARPVASGRCLRQAGLRNLPHHCALPGRGKRDVYAMNCLADTGYRIAPRRR
>OLS42977.1 epimerase [Rhodovulum sulfidophilum]AB26
MKLLVIGASKGIGLETVRYALGRGHDVRAFARRAEGIAIDDPKLEKVTGDAGDAAAVKAAVQGVDAVVMTLGLPKTLPAM
MRKTTLFSDATRVLLPAMKSSGVRRLLAVTGFGAGDSKAKMSTVEKLGFKALLERAYADKTAQERLIRESGLDWTIARPG
ILTSTAPSHAYDVLVEPETWHNGLISRGDVAHFLVHAAEDASHIGEAPVLIR
>OLS42978.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB26
MRDDELSAELLAWYDIHARELPWRVGPAARKAGERPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTLWPDVGALAAAEDAR
VMGEWAGLGYYARARNLLKCARAVAADHGGRFPDSRAALLALPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPDLTALAARLTPPERPGDHAQAVMDLGATICTPRNPACGICPWRAPCLARAEGIAAALPRKLPKTPKPTRLGR
AYLGRRTDGAWLLERRPETGLLGGMLGWPGSDWAETEPFSAPPAEADWRPLGAEVRHTFTHFHLRLDLWVVDLPVDCIPD
RGQFLAPAAFRPSDLPTVMRKAFDLARPAFDPPGNARG
>OLS42979.1 RNA-binding protein [Rhodovulum sulfidophilum]AB26
MQGKADQNSRRRRGFERASALLEGRIRRVGEKRGFAVARLLTHWPEVVGDETARICRPVEVRYGRDGFGATLTLLTTGAH
APLLDMQKDALREKVNACYGYAAIARIRLTQTAPTGFAEGQATFAPAPKPPAPAPDPRTAATASDLAVEVRDEGLRAALQ
DLGTRVLSRSKR
>OLS42980.1 hypothetical protein BV509_00520 [Rhodovulum sulfidophilum]AB26
MIRKLTLSFGLAALTTLGLGLAPASAPLLSSAAWAEETPDVTPFTMGDPKAPIELEEFASFTCGHCAHFHEDVFKRLKAD
YIDTGKVHFTYHEVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCL
SDAALAKALSETSDKTVDAAGVTGTPAMVIDGQLYKNMSYRDLKKILDEKLAG
>OLS42981.1 CoA transferase [Rhodovulum sulfidophilum]AB26
MAAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRQDGAREAAYFHACNRGKRSVAADFRT
PEGQALVRALVAEADIVIENFKVGGLAKYGLDYAGLSAINPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGEV
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGQGQQIDMALFDVATAITANQAMNYLTTGTPPGRMGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCDLLNLPELAEDPRFATNADRVAHREALTAALTEATRARTKADLLAACEARGVPAGPI
NRMDEVFADPQIRHRGLVVQNDGLPGVRTPIRFSEAELTLDRPAPRLDQDGPEIRAALSDPAPAGRRPRR
>OLS42982.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB26
MQAPAFWYASPDRPGLTARVLGPLGRLYARATARRLAKGPRARVGVSVICVGNINAGGTGKTPTVIALAMRLIARGVAVH
VVSRGHGGRLTGPVRVEERAHDAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAEAILLDDGFQNPALAPDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSIGTGTAQRQFTETWGREIHVPRLAGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGADLLRAEALDDHQPLTPALMTRLETEAKLLGAQLVTTEKDAVRLPASFRQKVLTLPVRLELDDWGA
IDAAFDRLGLGR
>OLS42983.1 hypothetical protein BV509_00535 [Rhodovulum sulfidophilum]AB26
MWLHNPPPDEQAAAVELIRELALEKPALRVLVTGIDAPPLWVDAARGLPQANGTVAPADGHRAVSAFLELWRPDLAVFYP
DHLPSTLISLTHARGTALFLITRDLPRAWHSRWRVGIGGTRRLLRRFDRIFAQSPGTAGELRALGLPRWQISPCGPLSEG
SAVLGCSEAERDVLAGLMGGRPAWLAAGVPAAEEPVVIAAHAAATRFAHRLLMILAPEDPARGPALAAGLREDGWDVALR
SDDEEPSAETQIYVADTEGELGLWLRLAPVTFLGGTLGANTGPDPYRAAALGSAILHGPATGAYPDHYRRLSNALATRTV
QDARSMAEVLVDVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDIAEAV
>OLS42984.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB26
MTQRLHLVFGGELVDPTHTVFKNVDDIHIVGMYPNYESAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>OLS42985.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB26
MPALDLALLTTAALEAGQLARRYWRTSPETWEKPGHQGPVSEADIAIDRRLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRAFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGASIRPSARSALDGASVLATRPA
LDPEHWDGPVPHVHRALRASLAYRLCLVAEGRYDAMLTIRDSWHWDTAAGSLILTEAGAAVTDLGGCPLIYNTAPPLSRG
IIAAPPALHAEILSRLA
>OLS42986.1 modulator protein [Rhodovulum sulfidophilum]AB26
MSDPIPSLTEALLDAARKAGAEAADALVTEGTSLSIDVRAGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAEM
AARAVAMAREAPEDATVGLADPAQLAGRRDADALDLADPSPEPDPAALEDDARRAEAAARAVAGVAQVQSASAGYGHRRM
VLAASNGFAGGYARTSRSVSCVAISGEGSGMERDWHSETRTFQAELPAPDEIGRIAGERAAALAGARRPRTGAYPVLFDE
RISASLIGHLLSAINGGAIVRGGSWARELLGREVLPPALSLIEDPHRPRIAGSRPFDAEGLPTARRALVENGVLTGWVLD
LGSARKLGMESTGNAVRSVSAPPSPAAGNVTLTPGEAGREALISEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENGQ
IAYPVNECTIAGKLPEMLRRLRPANDARDHLSRRVPSLLVEGMTLAGA
>OLS42987.1 hypothetical protein BV509_00555 [Rhodovulum sulfidophilum]AB26
MTSLKTASALAIAAAFGLALPASADVTADQVWAAWKAIAQGSGQSMTGRESRSGTTLTVEDLQVASQDGQGGSVRVGLGQ
VAFAERGDGSVEIRMPETHPLTVETRNADGHVTALDFTLRQPGFEMVASGTPEALKQDVTAPEVTLTLDRVSGGKPVDVQ
ARMTVFGMTGHYAQSQGGMRTFESGFEADRVQIDFAATDPADGTQVTLVGSVHDIDSSSDSRMPVGGDPTQLGQMLRAGF
TSQGALTHGAMGYTLDVTEKGDPTHVEVSANSGRIGFDLGGTGMAYDVTGKDTRVALSTPQLPMPQVELQMAETGLHFEM
PLMETETPADFGLGLRLAGVTVSKEVWALFDPTGQLPRDPATLIVDLAGKARWLADLTDPAIASSDDVPAELHALNVKDL
RLQVAGADLTGSGDFTFDNADKVTFSGIARPEGTLSLRLAGGNGLMDKLVAMGLIPQDQAMGLRMMMGMFARPGDGPDTM
VSEITVNGQGQVLANGQRLR
>OLS42988.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MTDMTGKSVLITGASRGIGAAAARAFAEAGAHVALAARSEEAIATIAQEIAETGPRAIAIGCDVAEFGQVADAVRTTVQA
FGRIDVLVNNAAVIEPIGRLDAVDPEDWSKAIDINVKGVFHGIRAALPVMAAMGGGTILSIGSGAATSPLEGWSAYCTSK
AAVAMLTRCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRIDWSEHIPPAWPAQALIWMCGADADEFLGQQVS
LRERAIRRRVGLPT
>OLS42989.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB26
MIGLRREGGLWTVTLTRPEKANSLTRDMLVRLEEIALEAQAEGVAVLVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDLRIAVPEAKFFYPVMKLGFLPQPSDPGRLAALIGPSRAKLVLMGGAKLSAD
EALAFGLVDRLVPREDLMAAATDLTADALAARAEHRAAIKALCGGRRG
>OLS42990.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MDIRALAMGLAFAFIWASAFSSGRIIVGAAPPLTALCLRFLVSGLIGVGIALALGQSWRLTRPQWQGTLVFGLSQNALYL
GLNYVAMQTLEASMAAIVASSMPLLVALFGWIALGQRLRPLGALGLAVGFAGVAVIMGSRISGGVDPLGLGLTLAGVLAL
TVATLAVRTASSGGNLLMIVGLQMLVGAAALALAAVLTGERWEIDWTWPLIFAFSYTVVFPSLVATWIWFLLVRRVGAVR
AATFHFLSPFFGVGIAAFLLGERLGPADIAGVAIVMAGILAVQLSKQGPAAAPAKGRDGS
>OLS42991.1 DNA-binding protein [Rhodovulum sulfidophilum]AB26
MAKPMTKTQLVAALAEEMEADKKTASAALDAMTAIITREVAAGGSVTLPGVGKIYCRERPERMVRNPATGEQFKKDSDKV
VKVTIAKALKDSVNG
>OLS42992.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB26
MPDYSDPPLSSPDLPAPEAFTDAAAAVERLVALYETATGFLRARFAEVLSGEAPRARFRAVYPEIRVSTVSYAQVDSRLS
FGHVAEPGTYATTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSATPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTLAQPDGVARPLAPFTAQRVDYSLARLEHYTATAPEHFQNHVLFTNYQFYVEEFEALARQALADPASGYT
ALVGPGNAEIAAPDAPMPVPAKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEITRLEGYELKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASAFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>OLS42993.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MTKTLLSIGHGYSARELAQSLGPGWRVIGTSRSPEGAETLRQTGIEARVWPGEDIGPDLAAATHLLTSVPPGASGDPVLA
TLGETLREARHLRWVGYLSTTGVYGDHGGGWVDETTPLTPATSRGAARVAAEAGWAKLGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKDGQVFSRIHVADIAQVLAASMTAPDPGAIYNLADDEPAPPEDVIAFAAEMLGLPVPPAIPFEEADLSPM
ARSFYAESKRVRNDRIKTDLGIHLRHPDYRAGLAALLETERAATMG
>OLS42994.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB26
MSNRPITPLLDKVCCPADLKGLSDDQLKQVAHELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDAFGAGHSSTSISAALGYAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIKHLPEPFQEGARRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAETAPDCGHGVSKFDIATGVQKKTP
ANAPSYTKVFAEALIREARADRKVVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYAEARLNAADIEAKVREVLSGTAAQAA
LRA
>OLS42995.1 farnesyl-diphosphate synthase [Rhodovulum sulfidophilum]AB26
MFQSSLTSAAERIEARLSAALAGSADQPVTHAMRYAVSGGKRLRGFLVIESAGLYGIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFDLLAGPSCHADPAVRIDLVASLAKASGIDGMVLGQAQDIAAE
TAGRPLSLEEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGAKARAKALVEEAEDALSPFGEGAETLKQAARFVIARES
>OLS42996.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB26
MTEKPVGEMTFEEAMRALEEAVAALERGDVPLEDSIALSEHAMKLRKHCETKLRDAEAKIEAMTLDAAGNPTGTKPAEGL
>OLS42997.1 acetoin utilization protein [Rhodovulum sulfidophilum]AB26
MTTALLTHSDCLDHVTPPGHAERVDRLRAVAEALTTEGFAGLLREDAPLADEAELLRAHPQGYVDMVRAAIPAEGTVALD
ADTHMSPGSFRAALRAVGGALRAVDMVMAGEAANAFVAVRPPGHHAETARAMGFCLFSTVAIAARYALDRHGLSRVAVVD
FDVHHGNGTQDVLWDDPRVLFVSTHQMPLYPGTGAAIETGAAGNILNLPLPPMSDGRRLRAEIEAHALPRLDAFAPELVL
VSAGFDAHAADPLAQLAWGTADFAWITQRLCDIAEAHSGGRLVSTLEGGYDLEALAASVAAHVAVLMERGA
>OLS42998.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MGEADIHLLIVDDDERIRELLRKFLMRNGFWVSIARDADHARKLLQGLEFDLIVLDVMMPGEDGIGLTRALRQRIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQIRSEIDLPKVLHLGPVRYDVGRGELWQGDERVRLT
ATEAQLMRIFSANPGEAVSRSRLVEELARDGGQAQERAVDVQITRLRRKIESDPKQPRYLQTVRGEGYMLAPD
>OLS42999.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAQIAPAVAQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEEKGYGRAHHRAIHFIHRAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEVGLALEHQLSDAQRVRMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>OLS43000.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB26
MTGYDDRDGVIWMDGKLVPWRDANVHILTHALHYASAVFEGERAYGGKIFKSREHSERLRRSANMLDFEIPYTVDQIEDA
KAEVMKANGMTDCYVRPLAWRGSGPDMGVASEQNPVRMAVAVWEWGAYYGAAKMKGAKLDISKWKRPSPETVPSQAKASG
LYMICTMSKHAAHAKGCTDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGLTRQTVIELLHDKQIKVHERHIEA
SELEGFEQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEKHVRA
>OLS43001.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MNPARAIGLKLISVTLFVVMSALIKAAAEHGVPPGETVFFRSLFALPVILVWLGATGQLGAGLRTGDPMGHLWRGLVGGT
AMGLNFAALGILPLPEATAIGFAAPLLVVIFAAMFLGEKVRLFRLSAVALGLVGVVVVLSPRLSAFGGDRMNAAESLGAI
VALAGAAAAALAQVFVRKLVQTERTSAIVFWFSVTSTVLSLFTIPLGWVVPSVWDATMLVAAGLLGGVAQICLTSAYRFA
EAGLVAPFDYASMLLALVIGYFVFAEAPTPVVLIGAGLIIAAGVFIIWRERQLGLERGRARKGVTPQG
>OLS43002.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB26
MNRLYHMPLSPFCRKVRLVMAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRTMAESQAICEFLDEVYPDPKLL
PGGPVERCEARRLVCWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGAAAIKFHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>OLS43003.1 hypothetical protein BV509_00645 [Rhodovulum sulfidophilum]AB26
MADLIAVAFDDESKAFDMRGELVRMQKDYLLDMEDVVVVTRNDEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAIGGALSDIGIDDDFMKELGEKLTPGSSALFVLVRKATGDRVIERLREVDAEGRILRTSLSKEDEATLREVL
DRTRDKVA
>OLS43004.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB26
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVAIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFSAQEVCRTIVETEVLRMGYYIYGWRHVPVNIDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAQVPSLYICSLSCRSLIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAWSQQTVELKQSWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPMRYVVTGDGLLIA
GSESGMVPTEEATVREKGALGPGQMIAVDMTEGKLLRDSEIKDMMAATQPFGEWLDKVTEIDEVLTAVSEKPLFDGADLR
RRQISAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFGN
LRNVLDEDGSQTRIVILESPFLGNAQFDELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLTD
HHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCSL
TEAVGHYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKGG
QDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLDEVESITSI
RKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEELE
IKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGTI
AAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAEE
YGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRAKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLLT
QISRGSAHLDDLDLNPLLIQVDANDRPTLDRSRPRTEVPDALDAEILRDAAPFFEDGEKMQVSYAVRNTHRTIGTRVSSH
IVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGAIIVVRPPLSSPLVASENTIIGNTVL
YGATDGHLFALGRAGERFAVRNSGAKVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGEASLKINPE
TLITCKVAVQHWEAELKGLISRHAEETGSPKARDILAHWELEKGNFLQVCPREMLPHLTHPLGNEERAVPAE
>OLS43005.1 hypothetical protein BV509_00655 [Rhodovulum sulfidophilum]AB26
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSDCGSSLWY
AFTAEGAHKGHSFVSAGLFEGTLELPLNSEVYIDSKPAGYAFAGDHVRLTEAQMMAAAADGMSMGSTGSEGEQK
>OLS43006.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]AB26
MAQQKMLQFVRVAKETPEKREAGDRAKDFDEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWDEGWVPPIAPAEDRSESVGIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDIVMRRVAQLEQGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGELNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPKGFAGDPVTSVMVQKMRLGPPDASGRQSPEVIEGADYVEPADLVIKALG
FEPEDLPALWGEDELEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>OLS43007.1 undecaprenyl-diphosphatase [Rhodovulum sulfidophilum]AB26
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVVLYFRKDAMLALGGLTRVARGKIDT
PGAFLALCLIVATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPETRKANTWTLKHAIILGLWQVVA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAAAEADMAVLRDGAIAAGFTFVSALIALAVMMR
LARSISFTPYVVYRVILGLVLLWIAYT
>OLS43008.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB26
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRDSVRLALQGAEAAVNCVGI
LAESGRNTFGLVQHYGALHIAEEARAAGVARLVQISAIGADIESDSAYSETKGRGEAAVRESFPDAVILRPSLIFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAATAAMGEAAPGIYELGGPEVRSFGELMEEMLEVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLDNKVVTRDQVRNLGRDNVVGDGMPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>OLS43009.1 ribonuclease D [Rhodovulum sulfidophilum]AB26
MANYLHSKDLPDGLDLGSVVAIDCETMGLNPHRDRLCLVQMSSGDGDAHMVQIAQGQTEAPNLTRMLADPKTLKLFHFGR
FDIAILQHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLDIDISKQQQSSDWGAPSLSPAQLDYAASDVLYLHRL
KETLDGMLAREGRSEMAQACFDFLPTRARLDLSGWPETDIFAH
>OLS43010.1 D-arabinose 5-phosphate [Rhodovulum sulfidophilum]AB26
MTPETCLSIGRRVLRIEADAVHRLAESLDQDFTRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGKPGSTLLRQADVALVLPPADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSTVADLMHSGEDIPLVPVGTAMAEALIVMSRKSFGVVGVTDTDG
RLAGIVTDGDLRRHMTGLLERSVEEVMTANPLTIAPDVLAEKAVAVMNDRKITCLFAVETGRPVGILHIHDCLRAGVA
>OLS43011.1 hypothetical protein BV509_00690 [Rhodovulum sulfidophilum]AB26
MRSYDNAYSRFIAAAKIVFPLAALGLLSTLFLISRDHGSAGTGDGLPYAKVEIDDLLRQQRLGAPNYAGVTRDGTAISMR
ADSARSDPDRPGRGEAQAMQARLTLPDGSSAEIEADTGSIDTTDQVAVLEGDARISTSTGYTIETDRLRSAFADTNVEAD
GPVTANGPPGRIEAGSMTLSADPADKGRYLLVFKDGVRLIYEPEH
>OLS43012.1 hypothetical protein BV509_00695 [Rhodovulum sulfidophilum]AB26
MSPSIRGKGPVVSIRGRLAALALVLAVPVAAWAQGAQIAFGSLDHDASLPVEVTAESLSVDQGDGTAVFSGDVVVGQGTL
RLSAARVLVVYGSGGAGSGKISRLEASGSVVLVLGEDAAQAQEAVYSIDTATIVMTGDVLLTQGDNAVEGQRLEVDLNRG
TGAMEGRVRTVLTPASDKP
>OLS43013.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MADGAAAFGFAEPGGGLRVVDLRKSYRRRPVIRDVSLSLDRGEVVALLGPNGSGKTTCFYAVAGLLTPEGGKVLLDGRDV
TTLPMYRRARLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEI
ARCLAANPRYLLLDEPFAGVDPIAVGEIRNLVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDE
NVRRVYLGQSFRIT
>OLS43014.1 ribosomal subunit interface protein [Rhodovulum sulfidophilum]AB26
MLYQISGKQIDIGEALQTHVKDELSAAVSKYADRPTDANVVFSRNAHQYVCEATVHLSTGLTAQASAHATEIYAAFDSCC
DKMEKQLRRHKRRLKDHHRDRSEPVELSGGSAYILAATDENDESDNLQPMIIAEMETQIPSISVGEAVMQMELKGAALLV
FRNEKTGNINVVYAREDGNVGWIEP
>OLS43015.1 PTS lactose transporter subunit IIC [Rhodovulum sulfidophilum]AB26
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYALPSGTAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPLDSGVDHLKALALVSRTLRDGTVCAKLRANTDPATLHAVLTEAAASQAA
>OLS43016.1 hypothetical protein BV509_00715 [Rhodovulum sulfidophilum]AB26
MQSRLPSPDWAHATTCAPFSVLQGFDEFFADLAPWFERHAGARAHGHLFAPERAEFAGGGASFSDGISDAAARRDYDPGG
FLRNLIWAGRGECQCFMFGPADRQEIAWPLAIDRNAHIAVATGAWAVPLFRSGQDVAVLRKRAAELQRIEAAFLDILRAP
QVRVRFGPAEFADRIDRLGAFRAQLTRRLQVAGQTPFRIGYGQIADVEVLNGPPAFLGTDTRLDAAPTRLKTQNTGPLSA
RVENFDEMTRALADPDPCALFDGNLFEPGHGPALRRHVAAPRSPLRFLPVPGGPVAEVEAWLAAPDGLGPEALWRGFTRK
TLDDWLRRHPGHRSFSVIGHPQERAHRAFCRHVLPVGPDSFPRLCRALRELYGVPLPEGGPGGPGYDAAAHRAAFLGFLT
FLKGQLGGQSALRVDPSWASQSVLPEGMAQSLLPDRIIHAGTLGCDRPSLPQVSGMRPRRCPIRRRSGRFPWPRSMSRT
>OLS43017.1 hypothetical protein BV509_00720 [Rhodovulum sulfidophilum]AB26
MRRHGRRVESRSLTLSRFNRQGRPFVFYDDHLQLLRRSDCFVARRIWPGADWFYDTFLDPGLPSRGAAEPDPARLDRMLT
AADDRRVRGAARACHAKPPAQPGLGPCHDMRTVFRPAGL
>OLS43018.1 hypothetical protein BV509_00725 [Rhodovulum sulfidophilum]AB26
MPGAEVVAMRQPLAGLANVRFCARHRCEWGTWAIVRATLAAVELALAAVPEIGHVYLASGACLPLRPAPCGRPDRLSRRA
ARDRRLRIRYRRRGPLGDGRA
>OLS43019.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB26
MAHVLVTGGAGYIGAHACKALARAGHVPVCYDNLSTGWAEAVKFGPLERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLTLIEAAVAAGCLNMVFSSTCAVYGDQDGVTLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LTSVIFRYFNVAGADPEGEVGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDWL
LAGKGSRVFNLGTGTGYSVRQVIEASHAVTNRPVPHSEGPRRGGDAVRLVSGSARAETELGWVPERSDLPTMIQDAWKWF
QSQGCRG
>OLS43020.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB26
MNRQVTKAVFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLK
SKGKDDLLEILRSTDMESGAIAYIRQKMAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLRQMVDAYQDTGANMVA
AMEVPREKASAYGILDVARDMGDKVLVKGMVEKPSLEEAPSNLAVIGRYILTPKVLHNLDQNLRHKRFGAGGELQLTDAI
AQEIDGQGVYGLRFNGQRFDCGSKAGFLQATVSFALARPELRGEFEAYLREMFALPEAAE
>OLS43021.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB26
MSIAIHHGNCLALLDDVPPESVDAIITDPPYGQTSLEWDRWVDGWPEVMARVLKPTGSMWVFGTLRMFMDRRDEFSGWKF
AQDIVWEKHNGSSFHSDRFRRVHEQAAQFYRGEWGSVWKGKVVTMDAARRTVTRKKGRPAHMGIIEGATYTSEDGGPRIM
RSVIYARSQHGRAIHPTQKPEAIVEPLILNACPPGGVVLDPFAGSGTTGAVAARLGRRAILIEGRNDYVSALRARFSGDL
LLAGGAA
>OLS43022.1 hypothetical protein BV509_00755 [Rhodovulum sulfidophilum]AB26
MGLMEMLALILGIQVSVSVIFLGALIWGMRHMAETRRRLDAEAANFDRKHARFLRTMHRLR
>OLS43023.1 hypothetical protein BV509_00760 [Rhodovulum sulfidophilum]AB26
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELFDPEQTA
>OLS43024.1 hypothetical protein BV509_00765 [Rhodovulum sulfidophilum]AB26
MPFGPLSAIMAQDFRDALQWHMSQNGTTVAELSRETGVSRDVINKVRLRDGASTSVENAMLIAAFYGKSVNQFILCEEVG
QVDRLKNLVELISPEVRPLLEAQIRGLLSAQPDK
>OLS43025.1 hypothetical protein BV509_00770 [Rhodovulum sulfidophilum]AB26
MKTILTTAAALALLAVPALAAVNATEDLSAIRQPSADGADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVETADPEP
ADPGEAEGEDSENAGL
>OLS43026.1 hypothetical protein BV509_00775 [Rhodovulum sulfidophilum]AB26
METALTTAPELVDFVAEWRSAAPEVQLAAIRGALRRQGIAQPSPDDPARAGYEIQLFGLAALGRDEADAARTWMDAAARR
CPFD
>OLS43027.1 hypothetical protein BV509_00790 [Rhodovulum sulfidophilum]AB26
MAENSKIEWCKHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSSANWRKPLAWDKAAAKSGVRHQVFCASL
ADVFDNDRSITSGWRGDLWHLIHRTPNLDWLLLTKRPQNIARYLHPEEYGDLPEWGDGWPNVWLGTSIEDQATADARIPH
LLATPAAARFVSAEPLLGPVDLTPHLHQKRWGCDFGAARGGGSASGTIPALDWVIVGGESGPRARPMHPDWVRGLRDQCQ
AAGVAFFFKQWGEWSPCTLLGDDDGEPSAAYPMEGCADGSSHHVDQEARFWHDGEWVYWPYVLQSLPAVGVRRVGKRAAG
RLLDGRTWDEMPEPTKGGRAYG
>OLS43028.1 hypothetical protein BV509_00795 [Rhodovulum sulfidophilum]AB26
MAIDLASLLPEPRWTVCIHLKGGHVARLMMPEADAVSLLEAIEGHIRARGFRGWMRGELVVFNMEELQMVRLIPWQEAAE
E
>OLS43029.1 hypothetical protein BV509_00800 [Rhodovulum sulfidophilum]AB26
MVRYEAARRGEVWTPLEDRGPIPRSVSWLTLEFEKAMQERVAAGLMHANTLKQRRAYYDRVRAVHGEKAMQIPRAKIVEI
RDSMISTPGAADNMIKSLRACFAWAIERGILAENPATGIGKLSRGHGAVPWSIDDLQKFRDRHPAGTMANLALTIFMFTA
CRLDDARRFGRHHERRIDGITYLDWMPGKRGSARVVIPILPPLAEAIKAQTLVGPTYLLNGLGRPFASSAAFGNWFRDRV
AEAGLEGRSPHGIRKAAGELLALEGASQYHIMAIHGHTQAKTSETYTSGVNRQKLAAEAMELLRGMKW
>OLS43030.1 chorismate synthase [Rhodovulum sulfidophilum]AB26
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDEAMLQHWLDRRKPGQNRFTTQRQEPDAVEILSGVFEGQTTGTP
VQLMIRNTDQRSKDYGDIAQKFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALASLAPGLKITGYMVQ
IGPHAIDRARFDADQIERNPFWAPDAQAASDWESYLDGLRKAGNSVGAVVEIVASGVPAGLGAPIYGKLDTDLAAAMMSI
NAVKAVEIGEGMAAAALTGVENADEMTMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTVTVAGEETE
IVTRGRHDPCVGIRAVPVGEAMAACVLLDHLLLHRGQVGGNRGRIG
>OLS43031.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB26
MRFTVFAAALAASALPAAADERPELTVYTYESFVTEWGPGPIVEAAFEAQCGCDLTFVPAGDGAALLARLRLEGDRTDAD
VVLGLDTNLTAAAAETGLFAPHGRDDAVLDLPVGWEDPLFLPYDWGYFAFVYDKTRLPEPPASFEDLIAAPEDLKIVIQD
PRSSTPGLGLLLWVKAAYGDRAPEIWEGLAPHILTVTKGWTESYGMFIDGEADMVLSYTTSPAYHLIAEEDYTKVAARFD
EGHYLQIEVAGIVASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGYQTLIRPETALIFPAGEAAEVRD
EALAEWRDALSR
>OLS43032.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB26
MARRAQPLGIATGLGLGAAAVTLALALGTIAAVAWRAEGAARLGAADLAAVRFTLLQALASAALSTLLAVPVARALARRR
FPGRGLLITLLGAPFILPVIVAAMGLLAVFGRNGLLSAALAPLGLGPIDIYGPGGVVLAHVFFNLPLATRLVLQGWLAIP
AERFRLAAALGFGPAAHFAHIERPMLREVLPGTFLVVFLICLTSFAVALTLGGGPRATTVELAIYQAFRFDFDLGRAAWL
ALIQVGVSVAAALAAFAIAVPGAFGPGLGRPIPQFGTNGRWLRLQDGASLTLATLFLILPLVMVAFRGLPGWASLPASVY
SAALRSLAVALGSAALTLALALPMAIAIDRLKGLRGRAVQAAGTLTIAASPLVMGTGLFILLYPLADPRILALPVTATVN
AAMSLPFALRALVPAVAEAERNHGRLADSLGMAGRARLKLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATLP
LQLYGLMAAYRMDSAAAAALLLLALSLGLFWIFDRGGRAHAEP
>OLS43033.1 cytochrome c1 [Rhodovulum sulfidophilum]AB26
MFKKLTITALTALTLGAGGAWAAEGGHVKDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKYVPFRSLSEPGGPTL
SDDAMRAYAASYSIFDPELEDYRDGKPTDHFPEATYPGAPDLSLMAKARAGFHGPLGTGLSQFFNGMGGPEYITSYLLAF
SDETKEEAGTLYYENSVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDVAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKNV
>OLS43034.1 cytochrome b [Rhodovulum sulfidophilum]AB26
MSGIPHDHYEPGSAPEKWLERRLPVISLIYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYVPNTEMAFASL
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNNNPTGVEVRRGSKEEADKD
TLPFWPYFVMKDLFALGVVLVVFFAIVGFMPNYLGHPDNYLEANPLQTPTHIVPEWYFLPFYAILRAFTADVWVVMIVDW
LTFGVVNAKFFGVIAMFGSIIVMALVPWLDTSNVRSGRYRPQFKLAYALFVVDFVLLTWAGGMPAEAVYANISLLGAAYW
FAYFLVILPVLGVIEKPLPQPETIEEDFNAHYGDGAAAGKATPAE
>OLS43035.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB26
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLINQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFIRLRTPE
DIELARSIPLGDLRDNNSRNPNKPGEATDQNRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>OLS43036.1 hypothetical protein BV509_00840 [Rhodovulum sulfidophilum]AB26
MPLPLAPIATVALRYGLRYGAVALAAYALSKSRDGLRRDQRTEDAMDELGEGLTFRRDQEQVNGAARMRRTFRVGTAGPG
VEIDASAFGRLRVRRV
>OLS43037.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB26
MDGAAPRFTTLGCRLNAYETEAMKALAAEAGLENALIVNTCAVTSEAVRKARQEIRRLRREHPEARIVVTGCAAQTEPGR
FAEMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVTETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVDQIRRLVGAGYNEVVLTGVDLTSWGADLPGTPRLGDLVARILKLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDLILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETDAMFENSLRLVED
CDLTWLHVFPYSPRPGTPAARMPQVEGAAIRDRAARLRAAGDAQVARHLAAQIGLSHRILMESPRMGRTEQFTEVDFASD
RPEGRIVTATVAGCSETRLQVD
>OLS43038.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB26
MARRNDPERLPFMKMHGLGNDFVVIDRRQGGRPLSASLVAAIADRHRGVGFDQLAVIEPSAEADARLVFYNADGSPSATC
GNATRCIARHLIDETGRRELTLVTERGRLSARDAGGGRTSVNMGPPILDWQGVPLAREVDLDRLPIAGEPVATGMGNPHC
TFFVPDAEAVDLATFGPEHEHHPLFPERTNVQVAHLAGPDRIRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRAVTI
LLDGGDLQIDWRADGVWMTGPTAHVFDGVFTAPFLAEVG
>OLS43039.1 hypothetical protein BV509_00860 [Rhodovulum sulfidophilum]AB26
MTLPEDHTANKLAHALRAAGLNDMAARAAEGYYHDFLSPLDFPELELMRDLEKARMAGNAGAALLIARHIEGDFDASLEE
SEAWAASPEGRETLASVLGRPVSLGGRA
>OLS43040.1 hypothetical protein BV509_00865 [Rhodovulum sulfidophilum]AB26
MTGLNEEPIDTSCSNPGRDDYWTCPGCYHDLGDVGEGRHTCPECGRGIDCAIDIQPVCVARLADHEEEAA
>OLS43041.1 hypothetical protein BV509_00870 [Rhodovulum sulfidophilum]AB26
MTDPALKMLELKTARTGRAEWLREQMDGLPPVYDPTAPMEQHARYMQALSALETTLRGLPEPARITVKWNGASVTMLGIT
STSTSGLAGALSNWCARVEKDQRA
>OLS43042.1 hypothetical protein BV509_00875 [Rhodovulum sulfidophilum]AB26
MTRRRKSKETIADAPKGLRQRVRKDGSLRIWWEPRAEDRALGFEPVELDADRLTWSIREAHRLNREAAIAQHSGQRQPRN
RSGRTIDALIQDYRQHRSFRKLAEASRRSYSANLSIIARKWGPQLVDDFTKPVIAQWYETNYVARGKTQALALNRTLSIL
FGHAELIGWRPAGSNPAKGIKAEVPAPRARVASWAEVDALVAAAEDLGRHAMALAILIGVYQGQRQTDIREARRSQFQPV
QLIDPETGKPATYLAWSLRRSKRQTEGAMAIHPDLEPRLRRCLMANSPPGDGPLLIDEATGKPYSVWLFRDRFDEVRARA
ERNQPSVATLTFRDLRRTFGHFARSGGASRDDTGDVLGNSAASDPRLGETYMAPQFWTATRAVLAIRRPSKEKRKKA
>OLS43043.1 hypothetical protein BV509_00880 [Rhodovulum sulfidophilum]AB26
MAKVFLTADEVATQLGLASRAAFLRQRPRLEADEDFPLPMPQIKRPLLWRADQVAVWIDRQGRPAAEAPAAPPRPAPLRL
VGGRDHLMEEACRP
>OLS43044.1 hypothetical protein BV509_00885 [Rhodovulum sulfidophilum]AB26
MVDRRLFSIALEERRVRHQRIVATDDGHAEQIGRAMARQRGARYLGLTEAGAGPSADPRAALDALAHLIAAPFLTLGGRS
ATVGDWLAAFSGGREDADLNRAMAPAGLRVYVLPSGADFYVATSPRIAFLADCFARTPWAGGAWATTLRAIEGARATNMT
FAGIASRATGLPLASAMDHVQPRSVANG
>OLS43045.1 hypothetical protein BV509_00890 [Rhodovulum sulfidophilum]AB26
MRRPIRYSIDQIQRAAELREAGLTFPEIASQLGMKRTSVEYHCMRLGADPAARRQIRQGRGAMIQKRGNHLVRRFSTDDD
ATLMALVEQGLRHAEIARRMGRAQTSIAGRLVTLARAAARGEDE
>OLS43046.1 hypothetical protein BV509_00895 [Rhodovulum sulfidophilum]AB26
MADHASTVPLAHAGPITDDILDQVAQAAEDLLDGHCTAEGVTLVGMCAAPLLRELQQRRRVMAHIAHAASKIDNIHFLNA
QQG
>OLS43047.1 hypothetical protein BV509_00900 [Rhodovulum sulfidophilum]AB26
MLASREEWTKIDDLPEGKIAGWLVPDLGDERMNSSVFLGGETQVETCSLLIARRDTGSLLRSFERRYELRILEMDRGKET
TAMFFRSELHPDRAFSMTVFDSFKLGDRAFHLSQMAVFAPLNH
>OLS43048.1 hypothetical protein BV509_00905 [Rhodovulum sulfidophilum]AB26
MPTFHLVDEKWFKQQQRRAGITAEEIASEMGRHRSVVSRILGGKQRMTMDWAKAFARALGVSLDEVLLHAGEIEEGQAGS
IRSTLTDGDVCQWKGSTSEEMQARAVLRALGQDRPAVEIWRVKGGAMALDGFLPGDLIAVDRDLSERVRLGDTVIARSSD
WNTGNAQIVLRRFEPPVLVASGGDSTGRRVLVVDGNNVVVLGKVTACWRV
>OLS43049.1 hypothetical protein BV509_00910 [Rhodovulum sulfidophilum]AB26
MAERIIGSVEDISVLCGYHRKSAYLWRNPSEWRDAGDFPSARIMRRLLDYAAEKGLPLTADHLIRGASAEEIEALLAPDG
MAAE
>OLS43050.1 hypothetical protein BV509_00915 [Rhodovulum sulfidophilum]AB26
MRSRVALQCAAFAAALSARSDVLKPADLDDLERQAALAGQDNPLTAPISRFVATCRAARGDRKTLEDAGIALSEAVRVDT
LPEPPDGHRRDIHG
>OLS43051.1 hypothetical protein BV509_00920 [Rhodovulum sulfidophilum]AB26
MAEPKLSIADQVLVNHAAFLATLRISAGREADIKLARDVMRDVLPRTNRKHKYLAPVIEAAQAVVDELGAEEWRGFELAA
ALAEFFRWRGALAYDAFAVGSGEEGAA
>OLS43052.1 hypothetical protein BV509_00925 [Rhodovulum sulfidophilum]AB26
MTPRTAEDLQAAANAQAQAALAWADAIGLMRVTYDSIRGRGTAVELELTEAALILRLPRTDLATEPDRVEYAIKIPAEPD
LSKIPEAIRGGGAIAPTEDLNQGDGAAVAEVKEQPTADEAPREPSASEQGWPTCAAGVACDPAKAGSPWSEAEEAEALAM
RARGCTVRQVARHLGRPMAATSAKFGQMRKRGRSAPNPDPDTAPPTAAKLSQVAAHLSLEERNRRMESAVANLEARRRKS
RAPSPKPEPAPAAAPAAVAPPPPATSSQDSGTVLPPPCSAREVEAHLNAVGYLAPWTPQADLALVLALVRGDGLSAAATA
AGVDRDAAKQRWHVLCPPPVTLDRQQALLTALRRRAEGAT
>OLS43053.1 hypothetical protein BV509_00930 [Rhodovulum sulfidophilum]AB26
MTPRQTYSIDDIKTMLIARIDELAYRYAPPVQGSYEDKGIYFTLNPGRVDRSVGSFYVHLRGPKAGKWRDHATGQFGDVL
DLIALALNTDGKGALREARLILGLQHESHDDRRRREKALAEAKARRAAAELEAREEAERTRKAAVRLWLSGSERISGTPV
ERYLSDARGIDLQALGRQPRALRYVPSCWYSHTDRKTGEVIEGRFPAMAAIMVDRAGKPVAVHRTWLAIGRDGSWSKAPV
PKPKKVLGECGGAYIPIWKGLGPRGGKAVPLSQCPPGSHVYIAEGIEDALSGAMLLPEARFLAAYSLGNMGCVPLPATVS
TVTLIADQDAAPEAQHALSQAIQAHRSAGRTVRVWRNQWGGKDLNDALRAAAPERGAHELEPASGWGGHAMTFFLDPSDA
AADQPPVVPEEARASTASPAGFGEVFNASRNAQKIRSDAWFYEYGLRRELAQPMWDRLDREARNRVLMRIEGPDGYWRSW
DDYVREEARAAAADFPEAWSDLSLDDEPFEAEIARRRKAELDEAQAVLDRPGGGLAEFLGVGATAMTDEINLATLPFAFG
GGALRVIGSEALLNGVAERCLADAVARNVLSAASSSRTRRRSSCKGTLIRMPPERLVFWPRYSTRSPLMFQGPRFTAPSH
APRRVAHPRAIQAVPRENSRSAASPLA
>OLS43054.1 hypothetical protein BV509_00940 [Rhodovulum sulfidophilum]AB26
MMQMVSPLTLIRLKREPFVEIYAVAPTAHQSDRAGKAVGARDMMLLSGAMADAEAGRHSTRNLSGR
>OLS43055.1 hypothetical protein BV509_00945 [Rhodovulum sulfidophilum]AB26
MTDPYDGRPQSWAKHEILKRYLGPFSQKVVRGLKNLQTPIDELVFVDGFAGPWDTATDDCSDSSFMIAIAELRRAHDALN
ASGLGIRTRVHLNEANRKAYRRLVDLVAESSDHASGFRVETTNLPFDELAAQIGPANASEFRLVFIDPKGWSGYPLACLR
KLGRENTELLINFMRYHVHRFVKSSAEGETEGEDRQFSALLGEDWRDRIGTSPSGIAARDLLRERLRKDIGFRFAPVMEI
GMAQREQVHFDLILATRSTVAVDLARAIEKKVMEDYEKRRIPSSQMDLFEGDPDYARDWFIRRRRDAQASFYKKLQETVD
GRRRSNEFKSVCADIQEDMPLTKSAITLLLVHLADNGAVEATWKERGAKRPGDFDPVILVQNPCTPDGQSSLF
>OLS43056.1 hypothetical protein BV509_00950 [Rhodovulum sulfidophilum]AB26
MGENSKIEWTTHTFNPWWGCVKVSEACKHCYAEAWAKRVGQKVWGPTTHRRFFGDAHWKQPETWNRRLEGTGQRERVFCA
SMADVFEDRRDLDPHRARLWSLIETTPNLDWLLLTKRPDVATRLNRWGTNWPANVWLGTTVENQQRADENLPHLVGIPAR
VRFISAEPLLGPLNLSAYLERLDWVITGGESGPKARPASPTWFRQLHLQCMEHEVSFHFKQWGDWAPGDGINLPHRRTQQ
AHDGTLMVRLGKKAAGRELDGATHDGLPESSRAI
>OLS43057.1 integrase [Rhodovulum sulfidophilum]AB26
MPLRKFRRNGIWYLRGTVAGQRVYESTRVGDETAAEALRIRREGEILERVSLGRRATATFAEAALTYLESGGEGRFLAPI
LAHFGPRFRLADIDNDAVNACARALHPAAAPSTINRQVVTPISAVYQMAAEDGLVAHRRFRRRRVDDARLRWLTPDEAER
LIAAADVRTAAQIAFLLGTGCRVGEMVALQRRDLHLETGEAWIGKAKNGHPRMVRFPARVRRMLAAHGLPEAGAVFRTPK
GKPYVQRANGGGQIQAAFNAARDKAGLESDGPRKVTPHTLRHTWATWYYAQTLDFGGLMDFGGWEKADMANRYRKIAPAW
LAKALVDTGWQFGNSDHAGIPAGQETKKSAG
>OLS43058.1 hypothetical protein BV509_00960 [Rhodovulum sulfidophilum]AB26
MANLAIDLASLLPEPRWTVCIHLKGGHVARLMMPEADAVTLLEAIEGHIRARGFRGWMRGELFVFNMEELQMVRLIPWPG
VAEE
>OLS43059.1 hypothetical protein BV509_00965 [Rhodovulum sulfidophilum]AB26
MAKAPLFGYFICEPWNGDGPWFGYASFLTSRARFVQGPLDGGFQTAEEAMAAVDAKVLRGAREVLERNRDAFLSDIREEG
FATSGAEARWCEDMEDACPCCGGSGHRGDVAGTGGAAAVAAERRRQIEVEGWTPEHDDQHRDGEMAAAAACYCQPRHPAH
YQIPPAGWPWDRDWWKPKTARENLVRAGALIAAEIERLDRAAIKQEGREDG
>OLS43060.1 hypothetical protein BV509_00970 [Rhodovulum sulfidophilum]AB26
MTGWRLVSRVITNGGGPEVWVLPVGKDEIVVHNTTVRDRWFMHCNGIGLRDFDLGSLDHMTADEAKAKALREAASAARLL
HGADHRLTRALVAKLPSVWARLRAEPRSALVLAAFLFALFGWAITFALSGPGVW
>OLS43061.1 hypothetical protein BV509_00975 [Rhodovulum sulfidophilum]AB26
MIDYSDGKIHGWNGGARPVHLQSEVRVWFREDDGPSVNLAEAWLWYHSDNASDIIAFQVTRAHRTPRRFWIKPGEPGQYP
TLGDDNAEEWRRRGFILVEEVLP
>OLS43062.1 hypothetical protein BV509_00980 [Rhodovulum sulfidophilum]AB26
MKTETLLEQIRQDREAGTPQVWSAEKNACCDINGDGWALVWDKIPGGRKNDNGTITFSVRFPMLLASEYLAEPERSMKAL
ADALNAAERIDELEAALKAADALTRAIEAADLPLSGTSIPGAIAAFRKAREGAE
>OLS43063.1 hypothetical protein BV509_00985 [Rhodovulum sulfidophilum]AB26
MSDTPTAIFGRFTAEITPALACLTIREDGHVVVQFFGRDLILSALRRGSWPPDMGKAMRWGLARVEEAVGEDLRYRAGVM
AACETMRRLSVGVDVHAGQTRAILLGEEPPKIEFRKAVGELVDCVMGMGAKDR
>OLS43064.1 hypothetical protein BV509_00990 [Rhodovulum sulfidophilum]AB26
MLGRVDFNGGQWLVESMQPHVSMRFKGMFKGIPEGSTPPFALRDRPDMAVDLDWFMSRYPLDLTEHAAARLAEGLAAYHR
ARDQLGRLMRPDYTPTLSPGFRDGTSPFPYQLRAAEMLRASGRLLLLDDVGLGKTVSALAAISDGWGLPAVVVVQPHLST
QWVKEYIERFTHLRAHAVSDRNARTLPPADIYLFRYSNIGAWADYAATLGHKTVIFDEIQELRHGQATEKGRGSAAFCDA
ATYRLGLTATPIYNYGSEIYAIVQFIAPGALGHWHEFLTNWCTSHGSHWLVKDPAALGAYLQDEGITLRRTNEDAEVAST
LPPLSKVVLEVDWHEGDVETDRELQRRLAQRVLSGGWHDRGQAARELDLLLRQETGVAKARSVAAYARTIVEAGEPVLLA
GWHREVYRIWNEALADLRPVMFTGTESVPAKNKAKAEFMEGRSDLMIMSLRSGSGLDGLQDRCANVVHGEFDWSPQVHAQ
VNGRPRRYGQLRPVTAHYLHVDGGSDPVLMEMLGLKASQSHGILNPYGGEEGATPTDETRIKQLARAVLERARANV
>OLS43065.1 hypothetical protein BV509_00995 [Rhodovulum sulfidophilum]AB26
MTHPAILTARIARVIEGTRVNITNERLAHDAIAAALARDGLEVRREVVLTDKERIDIMVEGVGIEVKVQHSKRKIFAQLT
RYAKLEAVTALVLATGRAWPTSMREIEGKPFRSVSLSRGWL
>OLS43066.1 hypothetical protein BV509_01000 [Rhodovulum sulfidophilum]AB26
MKWLDEKISEMLAGNHVVVVTSGPIRARQLMAEVARRVEGTVKVSEHFRRVDRLEFDGSIHFATIDEGGHESLLLADSVS
LDPDFPSSHRRQDGDDAA
>OLS43067.1 hypothetical protein BV509_01005 [Rhodovulum sulfidophilum]AB26
MNRLYATGTRLRELSDLIRQGERDARIVAAFLANTPETRADVARRFRQVAAWAEEAAKAAELPNQE
>OLS43068.1 hypothetical protein BV509_01010 [Rhodovulum sulfidophilum]AB26
MMTCIDPGAAQVAHARTIVLNPGAYAHRLSIRLHAWAVLKTARGQTVRAARLQQMQRTENHRGLAFDRQNEAPGGDAA
>OLS43069.1 hypothetical protein BV509_01015 [Rhodovulum sulfidophilum]AB26
MKTILTATAALALLGAPLIASTDATEDLAAAATPATAPACFEQIEGTNAFQRTGAEGCVYYSAPTDGAYHGDDPDHDADR
>OLS43070.1 hypothetical protein BV509_01020 [Rhodovulum sulfidophilum]AB26
MSGLTAVTLLVATLIAFVAMLVGLAMLLFRPGRRKRGLTIFLATPVIWVWAMIAMISWSSQRAGFEGFMDQNEARSAGIE
DPVEWAAIRAERAAEQEGIAAEAKAAAEAEDRRKGFHCLSGRDGAHPAFKRIVKNSMREPDSFEHVKTGVGPATNGWHTV
RMVYRARNGFGGMNVGEAVGRYRNDDCSVEVLSLE
>OLS43071.1 hypothetical protein BV509_01025 [Rhodovulum sulfidophilum]AB26
MREVANTAGVPYDQLKSLHQGKNLRTNAESALAVARAFGVSLEDFIDGRIGTSDSGATGPVESEVELFRGEKPGVNADLT
AAARAMTPDISAPAFYVLGRHLPSISLLSGDVLVCDLHPPPEPDPGSIVLVQIVDEATGTAETVVRRLYPPYLAGGPTHD
ARPLRFDPASMSIMGQVVASFRYCG
>OLS43072.1 hypothetical protein BV509_01035 [Rhodovulum sulfidophilum]AB26
MEKSCRKCSRSGGGQMDRERAWFASLMWRAFPEATSEHELATLVAEVLTTDRVPVHPRTVRNWLRCENAPGFHYTLRILA
LAGAERVFEILDPEVRT
>OLS43073.1 hypothetical protein BV509_01040 [Rhodovulum sulfidophilum]AB26
MIRAAVFAMAVAAPASAATVPVWHADDLQVVTLANGRSAFRPVGSDAPFTAKWALPREAANCPQQALGKEWALCRMHAVP
AVMFCATSCSRSLRPHSSPSSSAEWAVGSIGSFSSALNGWNNPAPVPQPTGPDVAQVPAPPAAVLIATAFLGLRAFRRAT
APGRRRYARPIPFPFRRGAQVPPDRFQCAPRDYPPLSSSLAAVLPGEARTKTRGRDFRGAV
>OLS43074.1 hypothetical protein BV509_01045 [Rhodovulum sulfidophilum]AB26
MDALSPEERRLIDEAVAAGRVTEVPTGASAHSSYVWDQSKKTLVMREPYAPKSWAHRKGGRPANPALAARRQSVRVMVAE
GGRTGAEMAQALGVSEAAIWNDLKVLGLNLKPVTHGLPQGLSDHNAARAAAVEDRRSRIADMAARDMTRTQIAEAFGVSP
RSLYADIAALGLDIPDGRRQARKEAAAPAAEAPEAVRDGAAAPAPIQAHDKAAAKRIAQADRKRAAIRDRRRFKTGVVAD
GRYAKMVPADATCTVHGHMLADPGDGEAVLKNGAMNAKIGGDVLVGRLRGARIFTLTLEERATCPRSCAHWRGCYGNAMH
YARRWRHGPALEAALRRELSDLCAAHDLVLIRLHVLGDFYSLDYVALWHAALRTHRGLAVFGFTAHPDDSEIGRAIRFLR
EAHHDRFMIRHSGRTGVWGSFDITDPEPEKRIGDAIVCPEQRAANRGDREGVHCGTCAVCWSTDRPIAFIRH
>OLS43075.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB26
MTLVRDFAALRPAGGFHLIMADPPWAYQLYSEKGQAKAPQAQYACTPLDWIKSMPVSVLAADDCLLWLWATNPMLPQAIE
VVSAWGFAFKTAGHWVKRTKHGKMAFGTGYLLRCAGEPFLLATRGAPKTARNVRSVVEGQIREHSRKPEEAYAAAEALMP
EARRLELFSRTDRAGWSVWGNETGKFAVAA
>OLS43076.1 hypothetical protein BV509_01065 [Rhodovulum sulfidophilum]AB26
MPGAHSFRDEAIARAKAGIPPRVLAAEYGVAPRVLHQMLKDARRAGEDIPRFANGAPVLSPDMTRMTCRIGRATRAALVP
AAQARGLSVAELAGALLAAIAEGALVDAVLDDGEGAP
>OLS43077.1 DUF1376 domain-containing protein [Rhodovulum sulfidophilum]AB26
MTVEVLSDDWWYPLHWGDTLSNHDWVPLYVNRLLTSDFVAYACAEDRRGDIGTALILWAEAFKQDPAGTLPDDDVLLAQI
ARFGSDIEGWRRVRTGALHGWRPVHVENSEGRGARLGHPVIAKIAVDMYQRKRGRDESRERSRLASMRSRVRERIKRLGY
RKPHYESAQVIGVVTDWLSEAGLVVNDDNVRAAMSEAAGIPRDIVSLDHRRRGAGCDDV
>OLS43078.1 hypothetical protein BV509_01075 [Rhodovulum sulfidophilum]AB26
MDARDQKAGEDRVRRLLVKPLLVRGLVKPGHMKVPEFEEMLDGLCAKLAYMSDLDLAALEEEMAARPGGKDKDRFPIANE
ILAKASDMCAPPVGDSPLIRKVMGHAVGQRAIAEGWAPELLDWLRDNRRWPGDFVLSQIKQNSGSALRRIEDLTARKQRE
GEVTPAEDQWLKHRQDITDRCRRLGAVVGAGTCN
>OLS43079.1 hypothetical protein BV509_01080 [Rhodovulum sulfidophilum]AB26
MQLRPVSVARPVAHRALRQMPVRAALEWAFGTECARFDHDEIGAVGGTGWRSYGMEYVAIQQEQLGARVDTSPGRSWPHD
DAELIATVVRNVLPWYAATQVADLARAGRTPDWMPDARPRCVPVKWRPSPAGPRAAQDHGDTFRYRAMKGRSGNRLIELR
SMCCPVTYYPTSGQIAAARRAYLDWWGWLLALQVPLRGAGLVSIDVTSAMPPMEPWKNSS
>OLS43080.1 hypothetical protein BV509_01085 [Rhodovulum sulfidophilum]AB26
MKVVEEISIPRWRVSVAYAALAPVSLIGAQIPSAWLNALTGALAHWILVGSRTRFIATGATFVGGYGMVGERRDPPRPLF
TAEHWASRSPRSLGKTEGPIPSKK
>OLS43081.1 hypothetical protein BV509_01090 [Rhodovulum sulfidophilum]AB26
MTTLSNDVLDAGLQVIRDAASPVLYLCSQEPTTYAEASSTYKLGTKASPTIGAQAPRTGGGRKIDIATFTDGTVDASGTG
THWAVVDAATSRLLATLPVVGAQVMTAGNPLSLNTPIELGFSPAA
>OLS43082.1 hypothetical protein BV509_01095 [Rhodovulum sulfidophilum]AB26
MGRPGLDPIRALEAAIEAMPPEEAVPVLMYLVRELAGQADEAVGRWSGPRRLTGTERALFLILYRREGRFVARESLLAAL
WPDRPEAGGANLLTVYLSRLRTKLRGLIEIDCDPWSGWTLRRMPDVVFPWEDA
>OLS43083.1 hypothetical protein BV509_01100 [Rhodovulum sulfidophilum]AB26
MALSRFPAVMPRAAEAVIAAADALRYIRDTSGDLRLREIDGAIEALRTAKLACLAALAEGQKQPAAAEAFMASLGGPETL
ADFGAALVQIDAAATAWNDSWAAWLGTLAVSDLIQPATMIREGVDTRYIARIEAVSDATAAPLRQAQALDDLIAALEATG
A
>OLS43084.1 hypothetical protein BV509_01105 [Rhodovulum sulfidophilum]AB26
MLIWHLFKSPSAFLTDPWGFARNQTGHVLIVGFLPVLLLGPWAALPAIGLYAIWEAAQWRFYGATPSDGLEDLAYVTGGV
LAALWWPVLIVLAFMLASGVQYRRELRG
>OLS43085.1 hypothetical protein BV509_01110 [Rhodovulum sulfidophilum]AB26
MAYAVIAAFSGTGATKTTVNIAATNYDIYECPSDAQIDVGTAGDIDYAIIGAGGASSPANYNASGGGSGGDVLIGTMAVS
AGTKSITVGLGGTSTTSAATSGGDTSALGLTALGGGYGGGYGAGALIPAINGGGAGSRDDGDSLLGAAHPTSYRGGNAFR
VSGGKKHSGGGRGAGGLGGDADADTAGAGGPGIVSDITGLSVEYGAGGTGRIWELNVNIPTNPETPTIPGHGGPGVTSRG
YLAGSPGANGVVILRVATPGATTPDEVGGGSIASQVSISGGAVGQTHRLGGSAIASAADATGGALGQTHAIGGGAVAAQV
SASGGGLGQTHAMPGGAVSAQATLSGGQLGQTHRIGGGSVTSQVVITGGAIGDISAVPGGSIAAQVAIAGGALGQNHRIG
GGSAVAQATVSAGALAQTHALAGGSVAARIDATGGALGQVHRIGGGSIASAFVVSGGAFTQGQVSGRRWARPGETWGSGR
VLSGQIGSGIVRGWT
>OLS43086.1 hypothetical protein BV509_01115 [Rhodovulum sulfidophilum]AB26
MKATAFVIKRGDTSPGLEYQLSVYEPGSAVLAGASARFLMQPYRDASAPLTVDAPAAIHDVDGIVRYAWVEGDTGTAGTY
RAEVEITWPDGTRETFPAAGWLEIRITEDLG
>OLS43087.1 hypothetical protein BV509_01120 [Rhodovulum sulfidophilum]AB26
MNRSTGIVPTDLRKLAATLRDVERKQLPYATMLALNATGEAVLDENKTLMQRVFDRPTRWTLNAFFLRRATKRTLEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVATEQHIEAVVPARGAKLNAFGNLPAGQIQRALSNIGAQQDRAQNSTD
RSRKRSRGAAQYFVPKPGQLSPGVWKRQGSRIAKFLSFTDASPRYAPRFDMQGHGRAVAVRELPGRMRAALKKALSTAR
>OLS43088.1 hypothetical protein BV509_01125 [Rhodovulum sulfidophilum]AB26
MPEIDTADLRRRYPLPEGVEDAPMNRAQIARALNVSDNTITKWIAQGLPVLEEGGNGREYAFSPADCYAWRMHRDAETRA
AKSAADTAAAQLAMAFRNLDEDDANAAAGLTARQIAEEAEADYKYQRAAEQRGELTRTARVRDLFEDMLVSRSGGPHAGH
RGSGWSLSLAAAITAPSAAGGRLSTAAANISRTEPCLTRPTTRSGPCWRSSAGWCWSGSAPMAWR
>OLS43089.1 hypothetical protein BV509_01130 [Rhodovulum sulfidophilum]AB26
MLDATDNAIRTLLAILGGLVLVWLRTDGMAVIARMGIVIASGAIGYVAGPEIALWLGTPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>OLS43090.1 hypothetical protein BV509_01135 [Rhodovulum sulfidophilum]AB26
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAAASLLSADMLGLPPDVYAAGVGLLSAAAVLARLIAQTGLEGADR
>OLS43091.1 hypothetical protein BV509_01140 [Rhodovulum sulfidophilum]AB26
MIRRRTAAGGAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETHGVGPGQTTTPEECRTKLAARVAQFEAEIRPCL
PPELPVETRAAFVSAAYNIGSGAFCRSSMSRRALAGDLPGACDALTLWVKAGGRTVPGLVNRRTAERALCLSGLD
>OLS43092.1 hypothetical protein BV509_01145 [Rhodovulum sulfidophilum]AB26
MPVRPRLILTAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNE
IPAWIVLVALIGWIAPSPGEIGRRIGEAVTRRRA
>OLS43093.1 hypothetical protein BV509_01150 [Rhodovulum sulfidophilum]AB26
MTIFTVSPPSRNEPSEFSGIVLQQDNWNDYSFQTLYHLYVSVPDFTGRIGQVKILRRGQTASDPLQLPLGPLTPLTSDWV
SLGQDLDYYQRLAELPAELRQEILTHLRDALAFPAHAETFFDEEGWSTSVLRYVDWDSFRRDGSVLLEGNFDRLAQVDLT
IKFQMTGWSDPLQLNFRAPDADLFLDEQCNLPDRISVIIGRNGSGKSTLLSRLARILHASQRDRAEEALAALGSIEPSGV
GFTRIINVAYSAFDAFQLPGIDYRERRQIIEDVERGVGRYYYCGLRDIAKEVRRAEGVGDIDGRPIEPLGLDRQEFVIFK
ASEVLTSEFVASIARIQQQGRVELFEKVCAVLASDISFADLGDSPGVSILNHPGDWFKTWSTGHKIVMHATASLVANTEP
KSIVLMDEPESHLHPPLLAAFMHSVRLILRHHDAFGVIATHSPVVVQESLRRHISVVRRTGAETHISRPRIETYGESIGE
ITNEIFGLNANTTDYHIVLNNLVGFGMSVDDIDNLFDRGLSLQARAYVMTEIARRER
>OLS43094.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB26
MMSRLAVLVDGDNISGCHAERILSIASRQGSPTVVRVYTNARRTSEWHDACGFRMIHAGTGKNASDVLLVIDAMELALSG
GIDRFVIASSDGDFTHLAHRLREHGAMVTGVGEGKAPTGFRRACSDFVLIDPGPSIRLVPSAPPVADLDLKIRAIIAAAS
TKGAGMRLAALGASMHSKHGIRIGALPEQTWRAYLAARPHLYDLGPRGPDCMVRFKPEGFPAAA
>OLS43095.1 hypothetical protein BV509_01160 [Rhodovulum sulfidophilum]AB26
MASPRYLIGQGEKLSEEISRPPRGMGDKAHPYSFSEARRRLAPQWKATAKAIESLPGLACPGGEATLEVTLHPSYLAKSF
YPSALIRELGLKHLGSRAVHIVPEKVIAARAEESGKAQPAPVLYLAGNAERLIEFSNSAAQWVPQSENVEDAFRRIESVT
VPGRSRLKTLSTRFDGRETIPLEVVLHNPEELVNSVVIRTFAKFMRSIGVHFDLDRQRQAGGLAFLPIVAPRNRLDDVLN
FSFLRALREAPRIVPFDPIVRSLGQAFPVALANEDASAPDLSVAIFDGGLPENHGLDRWVTLHDAPGVGAPIPAAQSHGL
AVTSAFLFGPLAQSQPLARPYANVDHWRVYGDGDGSSDFEAFDLLDRIEDVLTSRRYDFINISLGPDYPLDDDDISPWTA
RLDQILASGETVATIACGNNGERDQESGLHRVQPPSDGVNMLAVGASDSIGSGWQRATYSACGPGRSPGYVKPDFVAFGG
SHATPFLALSAVAPHGASGTMGTSFAAPVAMRTGAGIRAQFSEPLWAPTVKALLVHHANGDEATRTQTGWGLVSHGLGDL
VLCDDYEAHIVYQRQMPTTGAVRLYLPVPDGLKGNVDIKATFCFYCEVDPEDAINYTRAGLDIQFRPDTTKIPAPYYKGA
KLITPTVAASDSFFSAKSFYATEHMQRDDAQKWETTLSRTKSKRATSLKQPAFDVSYVAREHGHGGRRTANMKFALALTI
RNRSARDLYDRVIISSGNRLQPMRPRVGVQVPIRLPK
>OLS43096.1 hypothetical protein BV509_01170 [Rhodovulum sulfidophilum]AB26
MLAYPVDLTPDDNGTFLVTCPDLPEVTSFGETEAEALSMAKGAISEALASRLSGFEDIPRPSDGPRLVAVPLQLQIKVLL
FWALSDADKTRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGRAPGFALEAAA
>OLS43097.1 addiction module toxin, HicA family [Rhodovulum sulfidophilum]AB26
MNSKELEKLLRSKSCTFETHKGGSGHKTVRLGDRKSQIPMHGARKELGTGLVNKILKDLGLK
>OLS43098.1 RNA-binding protein [Rhodovulum sulfidophilum]AB26
MPTLHLPLKGVYFDQIKSGEKIEEYRLVTPFWAKRLEGREYDGIELAKGYPPKGDTSRRIARPWRGYRQTTITHTHFGPD
PVEVYAIRVN
>OLS43099.1 hypothetical protein BV509_01185 [Rhodovulum sulfidophilum]AB26
MADASTPTRCYWLRDDDGAEILIPMCCGSAIGGPAECTCNVPESRIEAAERGRAEAEAQVLRLREVRDLHLEEQGRMWRE
NKRLRERISELETLLAGKARC
>OLS43100.1 hypothetical protein BV509_01205 [Rhodovulum sulfidophilum]AB26
MQLSPEGGSTSRASAIHEGTAPEFENELTILLAGRAAERLILGSISAGAGGSPDSDIAAATQLQLQFDRAFGLGIHGSAW
LGTADMKLLSDDDRARLRVKLEQFERRARALLAPHRDLLERLADHLLAHRDLDETALAPWLSDLAAGAAPAAPS
>OLS43101.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB26
MTLRLWGMSSMLALAAGSAGADVKAEMNFNRIASFPVVENMAEGEDRSRESSAEIIDATADGMTLVYTDSPLGVLGMIDI
ADPAAPKPLGNVVLDGEPTSVAVVGQTAFVGINTSESYTNPSGRLAAIDIASRTETGSCDLGGQPDSVAKARDGSFLAVA
IENERDEDLNDGVLPQRPEGWLVLVGLKDGALDCASLKKVDLTGLAGIGAEDPEPEFVSINAAGETVVTLQENNHLAVVA
RDGTVLSQFSAGTVDLEGIDATDERAALIFAESQKGRKREPDGVTWIDGDHFATANEGDYEGGSRGWTVFSKDGQVVYES
GPSLEHAIVQIGHYPDKRSDAKGVEPESVVFGRFGDAPLLVVGTERASVAAVYDVTDPAAPVLKQLLPSGIGPEGFVAIP
SRNLLVSANETDLVADGAARSHVMIYQYQEAPAAYPMLTSDGMDELTGWGAISGLVAGEPGTLYAVNDSFYGYQPTIFRI
DTTRTPARIVEAIRVTRAGRPAQKLDLEGITLDGAGGFWLASEGNSAKLVPHALYHVNAKGEIKEEVALPPELLANETRF
GFEGVTKVGDTLWMAVQREWADDPRHQVKLVAYDTAAKTWGAVRYELATPETGWVGLSEIVAHGDWVYLIERDNQIGSAA
VTKKITRVPLSELQPAPLDGPLPVVTKELARDLIPDLTATGGYVLDKVEGLAIDADGTMWVATDNDGVDDHSGETMFFAV
KP
>OLS43102.1 NAD(+)--dinitrogen-reductase ADP-D-ribosyltransferase [Rhodovulum sulfidophilum]AB26
MDDQPSLARRGPRHSTNLVGRSSEWLESCAFNDAPAPLHIWGVQEMNQGLFGMLDQAADLAEAGEAFHAYMMAMFGIDDE
QRDVPSAGRQRFRSSFLRLIQGWSFDSNGPAGAVLKGWVESRFGVCPSFHREIIDAVPGPAWDVYIEEKMSSQFHNNAIW
VQLDLLFEFCQWAIRRFAFPGQSHLTLYRGINDVERHLIVERSDRREAVIRLNNLVSFSSDREVADCFGDRILTARVPLC
KILFFPGLLPSHLLRGEREYLAVGGEFRVSVDYV
>OLS43103.1 ADP-ribosyl-[dinitrogen reductase] hydrolase [Rhodovulum sulfidophilum]AB26
MCDAARPDPADRALAAYLGFAIGDALGATVEFMTRREIAAQYGQHREIVGGGWLRLAPGQVTDDTQMSLALGASLVRCGG
LDLQDLCEAFAAWLKTGPADVGNTCRRGIQRYLTKGTVEGPLSEGDAGNGGAMRVLPVALATLGAPGRAEGWTLAQARTT
HHHPLSDAACLSLVRMVHRLIGGEGHKAVRDEADTLIEAHRDFRFAPYRGQCSAYVVDTMQTVLHHYLAADGFEDCLVRT
VNEGGDADTTAALAGMLAGATWGTAAIPARWLDRLDPAVAEAIRVQVPGLLALA
>OLS43104.1 hypothetical protein BV509_01260 [Rhodovulum sulfidophilum]AB26
MRGARTSRTHPLQIAEVSAGPGLGRIGITFCPGKHDPVASTGAWARDLDADLDAIAGWGARLVLSLVEKAELVALKVPDL
GASVRARGMLWRHLPIRDYSVPDDFFERQWATTGPEIRAILRQGGDVLVHCKGGLGRAGMIAGRLLAELGMAPQEAIRAA
RHARPGAIETPAQLALVRRTEPADDRVLDLAALERTGGRLGSNPGGVYRDAEGRRFYVKELESPAHARNERIAAALYRLA
GAPTLIYRPTADPCQVATEFVTLEKAHAAQFSEDERRFAQRWLGVHAWTANWDAAGFDGDNQGVVGGQVLTLDVGGALEF
RACGDPKGRAFGAEVAELDRLRDDPDNPHAVRLFGDIAPAALAEAVGLVTGLPDEAIRGTIEGLGGSARLTEKMIARKAD
LAARPG
>OLS43105.1 hypothetical protein BV509_01265 [Rhodovulum sulfidophilum]AB26
MRFEVLHRTVYRYSGPVRLGPHLLRLTPRPGRVAELCQSLAVTPLPVARRDETDAHGNRVTRLDFAGETPALIFESRFTL
RTQAWREAPEGGPVPPLCAVAPEVAAFAAALGPPGAGPDRFLSALTEALHARIARQIRPDGAAWPAEVTLARGQGACRDL
AVLFIAAAASRGIAARFVSGYQAESEHPDGPRHMHAWPEALVPGRGWCGYDPTHGRAVGAGHVALAVAPDQAGTMPVEGG
FTAGPVTAAMEVDLRIATGPDDAAPD
>OLS43106.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB26
MARLAALRSGRFLPPPLALMLTYAALIAAGTLLLKLPAARTVAMSWSDVAFTATSAVTVTGLAVRDTGTEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRHYLREDLNQTSMSGLIRLTKTILRFVLVCEAAGTAFLAVVFVPEFGWQAG
LWSSLFHAVSAFNNAGFALYPDSLTAWVAHPVVNVTVPALLILGGLGFTVVADMQRCTGWRGYTVHTKLMLVGTLVLLVW
STATIAVLEWTNPATLGQFDAVSTKLWASWFQAATTRTAGFNTVDIGGLTQATTLLFMTLMVVGAGSTSTGGGIKVTTFI
VLLLATVSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSTLTILIALFVLILFHEGEFLDLAFETVSAFGTVGLSRGITGD
LDTAGRAVLMGVMFLGRVGPLTLGFLLAVRSPKRVSYPAGTVYLG
>OLS43107.1 potassium transporter KtrA [Rhodovulum sulfidophilum]AB26
MKRRSFAVIGLGTFGSTVATELARFGNPVMGVDLDDKIVGRYADVLSEAVIADGRDELALREAGVGNYDVALVAIGEDLE
ANILCSMNVKMLGVKAIWVKALSKTHHRILSKIGVDRIVLPEQEVGQHIAQMLHNPLVRDYVSLGNGFHVVDLTVPEPLE
GRAVGDVKLLSGYDLRALGAMREGEFLSCEGGELRLKAGDKLLVLGRRADLRRFGDDLLDEA
>OLS43108.1 4-coumarate--CoA ligase family protein [Rhodovulum sulfidophilum]AB26
MIVRSSRFAPVPLTGLSVTERLFRGLTPRPDEVVLVDGPSGQGLTAGALIDRIRRLAGGLAARGIGKGAVVALMAPNIPD
FVTVFHGVAYAGGTVTTVNPTYTAEELAFQLKDSGACLLVTVPGCIATARAGAEAAGLTEIAVIGAEAPDGGAVPLEALM
GQRLAAQVPLDVARDIAVLPYSSGTTGLPKGVRLSHRNLVVNIDQGLAACDMRPGDWTVGFLPFFHIYGLTVLMNMVLSH
GACLVTMPRFDPELFLRLVAERRTRELYIVPPVATALARHPLVDQFDLGAVETVICAAAPLGAAQGTELAARLGCRVMQG
WGMTELSPIGTMSSPGRDKPGAVGVALPNTELRIVDPETGADLGPDQPGELWLRGPQVMQGYLNAPEATAATLTADGWLK
TGDLASIDAEGFVTLHDRLKELIKVKGFAVAPAELEAVLLTHPDVLDAAVIGRPDPEAGERPVAHVVRRPGADADAEALK
AHVLAHLSHFKALAEVHFVEAVPKSASGKILRRLLRDAA
>OLS43109.1 hypothetical protein BV509_01290 [Rhodovulum sulfidophilum]AB26
MTRPSIPLAIEDISAFSRALAHQLRAAEAAPSHLSLMNMLARAGGFRNFQHLRADRLAEDRLTDAPTAPVTDPDPVNHRR
IERTLTHFDADGRLLRWPSRRAMQVLCLWALWARLPAGQTWTERQVNERLNALHHFGDAALLRRDLFETGLVTRRRDGSD
YRRIEQAPPAEPRVLIRLLAQRG
>OLS43110.1 hypothetical protein BV509_01295 [Rhodovulum sulfidophilum]AB26
MAQSLNLLHLATFADVAALGSFSAAAEKAGISQPAVSQQVRQLERHFGVRLLERVGKRVRPTEAGQIVIEGARRIGEELD
AVRAAVEPHRDGRAGRVRIGTGATACIHLLPPVLGRLKRAFPGLDFVVRTGNSTEIQRLLEQNLLDLAIVTLPAAGRALE
TSPLCDEALLAVGPAATAGAPTTPQAMAARPLILYDSAGHTRGLIDGWFRAAGLRPAPIMELESVEAAKELVAAGLGWSI
LPASSVARPGASGGLAVQPLDPPLGRQLALQLRRDKRLSPGLRHTVAAIRQGLGRVVPLRTP
>OLS43111.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MTDMSTMNRRSFLKRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFAKDYARRVEEMSGGRLKIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLSWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKGEVNTVADLQGFKYRTVGLAADLMAKMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
KNYYLASYHQASESFEFLFNRPFFEDLDPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LKAWDELIPELEQDAFMKKCLDSQRAWVERVTFFEVMNSPDYTLAYDHYFPGRLKL
>OLS43112.1 TRAP dicarboxylate transporter subunit DctQ [Rhodovulum sulfidophilum]AB26
MIGFIRFADALSAWFGKTFAWLIVLMALGTGYEVVVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYLVAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLI
AIRTNAWLEADEDIFETEDILMREADKAERGPHI
>OLS43113.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MTDPQIALIQLGLFIVFVFLGFPIAFTLMAMGIGFGYFAYFDAGRMWRAFDRLDETAGTWTQITTWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYIVERANIVDRLFSTLNIASKNIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSVAPRPT
EDEIPDVPFGRLLWMIVTSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALALIYRALSWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQVIGQFVEGLNLTPVQFLILAQLIIFLLGWPLEWSEIIIIFVPIFLPLLAHFEIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFKGVMPFLVCVLISMVLMYVFPQIVYLLPELVYG
>OLS43114.1 amidase [Rhodovulum sulfidophilum]AB26
MKDLDTPMQLGAVELRDRLASGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRVSGRALGPLHGLPV
GLKDVIDTARIPTENGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLAIGTQTGGSVIRPAAFCGVTGYKPTFGAIPRRGVQMQSHTLDTLGVFATDPLGAALVAEALFGFDETDPATAP
APPPRLLDTARGAPPLPPVFAFVKPPGWDRADAETHAAFAELTAALGEQAFEVALPPAFDTAATQRARINMAEMARYHYR
YVRDGLNRLGPETRDALEEGARIPARDYLAALDWPKVLNAGLDEIFTRCDAILCPAAPGPAPEGLGATGDPIFNGLWTLC
GTPAVTVPVLTAGNGLPMGVQLVGPRGDDARLLRTAHWLYGWAGA
>OLS43115.1 sorbosone dehydrogenase [Rhodovulum sulfidophilum]AB26
MKTTLIGAAVAAVLAVPAFAQGADVPDNLERLGNFQTTGTTDFTYVPQEGAFADGIRKTLERITLPEGFRIGLYAVVPDA
RHMAVGPQGIVTFVGTRKDKVWAVTDRNKDRVADEVKDFAPSLKFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFNLVKQGELIPPEEESYNHTARVCRIGPDGKIYISLGQPFNVAPPEKLDLYREVGIGGIIRMNTDGTGREVYTYGI
RNSVGHDFDPETGDLWFTDNQVDGMGDDIPPGELNHQTEMGQHFGAPWYGGGDVRTNEYAGQDVPHDVVMPAVEMAAHAA
DLGMTFYSGSMFPEEYRGAIFSAQHGSWNRTTPVGARVMVTHVAEDGTATSESFAEGWIDGNGEYLGRPVDVAQLRDGSI
LVSDDLAGAIYRIWYEGM
>OLS43116.1 cytochrome C [Rhodovulum sulfidophilum]AB26
MKGLSALALSGLMLASAAFGDAASGDLAAGRKVAGLCRVCHGLQGVAQVPIAPHIAGEPVSYITRQLAAFRSGAREHEMM
TVVARGLTDTQIADVAAWYSAHTARASLPPGADASAAPALCVTCHGETGIAVNPDAPNLAAETNIYLATQLKAFRSGKRR
HEIMSGIAADLTDDEIRASADWYAAMRLEVTEPGAPGPCGAAC
>OLS43117.1 hypothetical protein BV509_01340 [Rhodovulum sulfidophilum]AB26
MSDTNASGPANPEAYSFRQKLAHWGVVVLVAAQYLVFDAIGRDFGRGMKTGEWVYSPVATGHILFGFAILALMVWRLKLR
RDEGVPALPAAEPGWAATLARLTHGAFYLMLLAMPLVGAAAWFLQSGSAAEMHETAANLLMALIAVHVAAVAVHQFRWKS
SILSRMM
>OLS43118.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]AB26
MAGGRDHGGDLTGAIKRFGGAPGDWIDLSTGINRVPYPAPPASASALRDLPGRAAMDRLTGAARGAYGTGWPVLPLAGAQ
AAIQLLPVVAPEGPVRVLGPTYNEYAGAFEAVGRAVETLSDSGALAGAGLAVIVNPNNPDGRRLSPEALARIAGTVGVLV
VDESFADPHPALSLLPGTCPGNVLVLRSFGKFYGLAGLRLGFVLGPDALIGQMAGRAGPWAVSGPALEAGALALADAGWR
EASRVRLMAETARADALAEAAGWRPLGGTALFRLFDTGDAGAAQARLGRARIWSRIFPYSATWLRLGLPGSEAEWARLEA
ALSA
>OLS43119.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]AB26
MSAAAMLVALAVEGVAGWPDRLHARIGHPVTWIGALIAGLESRLNRPGDAPATRRRLGGLTVALTVGAAVLPAWALAAIL
PGGWPGAVLTGLLAAPLVATRSLFDHVARVARPLAAGDLAGAREAVSMIVGRDPARLDRAGMARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLANLLPARLTGALFCLVARHPVRAAKTMARDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPEPRDLWRGLGVYLQAMAVLALGLAALVWAFGG
>OLS43120.1 hypothetical protein BV509_01355 [Rhodovulum sulfidophilum]AB26
MPASPPVPRPVPRSRPGPACRSARVAGHFGEFLQGRLGPDGPVALVTVPCPALEVRAVWRPGRMAGLWQGGRPVLAQGQV
ACLARLFGIAPGRLRLFVGMPPGGGAGASTAALLAAIRCLAPIALSPDTEAALCLALEGATDPLMQPVPEALLWAPRAAR
VLGRLAPGPGFEIVGGFAGPGRRTDPADTAFPDISDLVAAWRVTTDRAGRAQLATESARRCHALRGGPDPAPIWALGRDL
GALGLVAAHTGPALGLLFAPGEAPRQTETALRAAGLGRVLRFRTGGGR
>OLS43121.1 hypothetical protein BV509_01360 [Rhodovulum sulfidophilum]AB26
MISRHSIGSEIADDRVSCVTGYSAILPGADGIDAVWQVLSEGRCTISDMPGDRWSKARWMSPEPGLAGHSYSQRAGIVAT
AFDFDAGCFGITPREAEQMDPQQRLLLEVTARAFDHAGIDPAAVAPERVGVFIGAASLDHSTTMLQDPDMAGPQYMLGNT
GSIMANRISHLWNLQGPSYIVDTACSSGLFALDHARRAIASGQIDTAIVGGVNLLLSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFILERLTTAQAAGRRVRSVLVATAVNSAGRTPGIALPSADRQAALIEAALAEAGHDPDALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQMALDRQTIPATLHCDEPNPEIDFAGLNL
DVARSARALPPADRPWLAAVNSFGFGGANAHAVIRQPRPDENTPDAEAAKLPPALMLSAASEAALTGLARSWHALAETAP
ADLGARIATANWRRARHRHRLCLPVASSGGLAAGLAEWLGDARMAAPGARAETTLRDAPLAFVYAGNGAMWAGAARTMME
TDATFRGVFSEIATDFAALGIPGLADTLADPDLEARLGEAEVAQPLTFAIQVALTEALAEAGLRPAAVLGHSMGEVAAAI
AAGRIARDDGIRIIAHRSRAFEPLRGKGGMAAFAAPRDRIEALIADHGLAAEVSAENAPESITVSGTDEALKALARIART
HRIAGRILPIAYPYHSAAVETLRQPLTRGLSRIAPRDGSVPFYSGWDGTRYDAPLDGVYWWRNARLPVAFREGVRAMARD
GIRVFLEISPRTVLRTYLRDTLAELDCETRVLESLDSTRSEERDAGSIARAALAAGGAVDRARVLGSERPVADGLPDYPF
DRQTYRLDSPVAADIFHRRPQHPLLGARLRPDSAEWEGEIALARIPWLADHRVGGRVLLPATAMVEMFAHAGCEILKSDE
IELRDVEFLRPLELPEKGAVPVRLVHEPTARRMRIEAGGPRAWAPVAVARLFAATGTRPAPVTAPEAMGEAGPLYDGLRA
AGLDYGPAFARVTVLDRDGAAVRTALAPRDEAPGFRFDPALADAGLHGAVLLLEGRDARLRVPARIAKVRVCGPGQIICA
RLSRAGGWDESLAFDMVLADATGTALLAFEGLRLRPLPTGAAEPHAYWDERLVPLAGGGADAIAAAAEAACRPDQPPSDA
DVLRAALGSRLAWDRVATGTDPADPRHDMARHWLASTGHGEGAPQIAADCPWPPADALLALLPEVAPGASAELKSALAAA
AGEERPADPLPLAARTLETLLEAAAPLGRIALAGALDLGLVAAALSAGGHVTVLAEDSNALDRLRARLDTRLPLRFLALT
EARAADAADLVLGCCLAQSFAQRESAGRLAALVAPGGTLIAAEEAPDLFALMTLRHRDADALDRLDRAFHAAGLDTASGT
TQGSEALRLIRATRPAARAETRPALGLTGSGPLAEALAALPPGTDAPVAFHCAALDGDDPLAAARIFRDLPETEGPLWVA
VAETDRWEELTGWRRVVANETGRDIRLICADPDVAPERIAALAATSPEAEIRVTAAGAAAPRVVPVRPLAPGAGPRRLVA
ERRGVALDGLVWAKLPDRPLQPTEVEIEAVASGLNFRDVMWAQGVLPPEALEAGFSGPCLGMECAGVVTRAGARAGLAPG
DRVIAMAPHAMANRVITRAEAVMPLPETVDLETAAGLPVVFVTADYALTEVARVAPGETVLVHGGAGGVGLAALQVARRL
GARVFATAGSPAKRRLVTAMGAEAVFDSRSPGFEDAVMAATGGRGVDVVLNSLAGEAMERSLACLVPFGRFVELGKRDLY
ENNVIALHAMRNNIAFHAVDADQLLLHRPDAARRTLERLREAFAEGIYHPLPVTAFPAEDVAEAIRTMQRAAHVGKIVLT
APKERGTARPATARIRGGWLVVGGTRGFGLATARWLAAQGAEHLWLMSRSGKVNPGTLDGLGTAAEALTCDVADAAALDA
ALTQIRASEVPLRGVVHAAAIFDDALLADLDETRLSAVLRPKLVGGQTLDRLTRTDALDHFWVFSSIAARFGNPAQAPYV
AANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALAKRLAPMTTEAALDRLGRALAAGACGPTLTVAPMDW
SRMAGTLPVLGTPLFDLIDIRASATGPGTFDLAALLQTKGPQEARKLLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDS
LMAINLRMAVEERLCVTVPVMSIDEGLTLAGLVNRIIEASGTSEAEAGDAMVEEMARRHLADGTLDKGQLDEIRQRAQGS
SGGR
>OLS43122.1 hypothetical protein BV509_01365 [Rhodovulum sulfidophilum]AB26
MTGTRDTLNRLRALHAGTPRAVAAPTAAKAGPGRADFTTHPGYRQVAVARSAAAALDVENPFFRETEAVDGTQVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSVPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGRVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGRGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEAAIDAAVASAAARIREVGGARF
>OLS43123.1 hypothetical protein BV509_01370 [Rhodovulum sulfidophilum]AB26
MTDPIRSVVLTGASGGLGRALAAELAAPGRHMLLMGRDAGRLAEAAEAARARGAEVQTAAVALTETAALTRCLQAFDAAH
PVDLLIANAGVKTGNRGGIEPAAHAERVIAVNLTATIHAVQALLPAMGARRRGRIAIVGSLAAIAPHGDLLSYSATKAGL
QAYATALRRSLSGSGVRVTTVIPGFMDTPMTDRQKGPAPMLMPPERAARIVARGLDRGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>OLS43124.1 hypothetical protein BV509_01375 [Rhodovulum sulfidophilum]AB26
MGAEVLRVGFAPGDRLYWASGCGRYIAYRGSAERFGAVLADLIRGENLTDLVMLGDGREYHANAVSAAKVAGGITPWVIE
QGYLRPGLISVEPWGTGGRSAIPARFAATTDTRPDLPVPEPAPGSFLRYAAFDVAYHLANVLFGPVFYPRYRHYALDSPW
AEWRGWILKAVRAPARARQTEAALARIAAHAGPVFLVPLQLDTDFQIRDHGTGRTQDQDLAAVMASFAAHAPSDALLAVK
EHPLDNGLRRWDRRAERLAREAGIDDRVAVFPGGRVEALFPALAGIVTINSTVGLSALLEGVPVKVLGRAVYDLPGLTAR
AGLDAFWTAPERPDPAEADRFRRFLRHDYHVPGAFDGPDARRGAEALARFIAGERPQ
>OLS43125.1 hypothetical protein BV509_01380 [Rhodovulum sulfidophilum]AB26
MTEFQSQFVARRGLLPHKHAQVVALDPEACKGRVFLMLQGHPSGFWRDLAAGLEADGHRVVKANFCLADRIFWGRRPAVE
FQGGLKRWRRFVFRLIEREGVTDILYYADRLPYHAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPKTRSE
IEALAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQSFGRPFYPLHVSDRPHWPVIEYLSWLPGLVRGRHRERAAVALTER
LAAEGTPFNLVAMQLEVDYQIRASSDYPDLISFLDETLQSFAATAPADRHLVVKLHPLDSELGRWFSRIPRLARRHGIAE
RVHVIRGGDLGALIGGSRGVVLVNSTVGIHALRMGVPVCAMGRAVYDLPGLTHRRGLDRFWTAPDPVDTDYFQSFQRALS
TIQVKGSFYNLEGRAAAIAEMRRRLAV
>OLS43126.1 hypothetical protein BV509_01385 [Rhodovulum sulfidophilum]AB26
MTLRRAGAPVGPAALRARLADLLAALAVPAWATGSDGKVLAANAAAATLLERASADWAGLGDGALLPERCARRLQGARAT
LLHGARARVRYRGGFLTGTGRHRLLDCSLTRLAGIAGAVLVQAEPVGLCGASADPRAAETCQDEIGSGVEAAAWLPPGMS
RHHEVLQRAAEAAGFAQWYLDPARRRIWVADGVPALLGFAPGEVALDSSWLRARLHPEDRPAMRAVAAQLIRGGSESMRI
DCRLRHRDGSYLWVEATARRIVATPGRRTILCGSLSDVTHFKDHEARLQQALFDARRARTEAAKTEGLMRIATEGAGFGH
WTFDPATGTYWLSDACFRSLGYRPGSIDTSRIGFREVIHPDDAGAARAALEALLAGESELLHIDSRLRTADGSWRWHETT
ARLVPLAEVGLPPLVCGISRDITARKTHEQDLARALEAARRARDEAEAARGKLHLQATILRVSTEYSNVVPWHAIPALGL
VRADAHLAAMLGYPPGHRIGSAEFRDMIHPDDARQALGLVDALYRRETEAFSAEFRVRRGDDGWCWVASKARWLDGAGSG
LPDMVCGTLTEITASKANEARLAEALAAAEIARKEARASEQMLRTAAICGNMGAWSICAERGEAWMTAEGFRQLGYEPGD
FVPDDAGWRDLIHPDDLPATATAMDAVIRGEAEVYDYDHRIRHKDGSYHWYRTVARLIDRRAEGLPPLLAGAHTCTDRQK
QNEARLSEALAEAEAARAESQTREEMLRTSALCSGIAHWVVCPDTGEGWIPEGTYGLLGYAPDAFPPENRCWRGLIHPED
SDSAVAGMRDLLDYRADGYTHEHRLQHADGSFHWYRTVARRVDRSATDQPDLIAGALVSIDHVKENERRLAEAAEAARLA
GERLNTLADNAPGALFVFRVTPAGQFDLPYFSAKLPALMGLTRAEIEADSEALLRRVDPDHIQDLRLAISKSRRGLTPFE
MRLRVRMPGGEFRWVLVASLPFRREGGIVVWFGNVFDITEKLAAERRAAEAAEEVRRAHERLRSVALIAPVGLYEFRRKP
DGSSDFPYTSPQFEDIMGLTRAEIEARDRNVMKRVDPVDLQRVADSTDASARDLSLWSERFRIRHPERGQVWLSGAAAPR
RQDDGTIVWAGALHDVTADVRREAELRQAHQLAETMRAENERQALHDGLTGLPNRRYYDQVLADRIEAARTGDGPRDAVL
IRVDLDHFKYVNDTLGHEAGDRVLIRVAEELRGALRAADFAARIGGDEFSILLGPGMSAENAREVVERVQVALARPLTYE
GRLCRFGASFGIAHTEDIDAMGAELQLFADAALYRAKEGGRNRMEFFTADLHRNILNDREIGAELHEALERDEFVPFFQP
QVSAEDGHLVGAETLLRWRHPEKGLLAPDAFMHVAEQLRIVAEIDRIMMQKARGALERWRAQGLVLPKISFNVSSGRMHD
PDVVSLARSMVGSGTKVTFELLESILVEEESDAFRFHLAQIREAGIDIEIDDFGSGHASIIGLMEIAPQALKVDRRIVRP
VATDMRARNLVRAIIEIAETLGIATVVEGVETAEQATVLRGIGCNIFQGYLFAKPLSEDDFLAYALAHPEKRA
>OLS43127.1 hypothetical protein BV509_01390 [Rhodovulum sulfidophilum]AB26
MARTEDFPHDGLKALREAPVSTILDAVEQTARGDRVTVRGLFEALGSVSFLPLMMAPALAVVSPLSGIPGFSSLCGLAIA
LVAGQMLIGKRHLWAPGWLMRREIRAERTRSAVDWLRRPARWLEWAARPRLRFLVTPPLVKMLQALCLLAGLSMPFLELV
PFSSSLLGAAVVTLSVAMLARDGLLALIGLAPFVAAGAVIAGVLG
>OLS43128.1 entericidin EcnAB [Rhodovulum sulfidophilum]AB26
MTRIVVFCLSAAALLGVAACETVEGAGQDIEKAGGAISQEAREAQN
>OLS43129.1 hypothetical protein BV509_01400 [Rhodovulum sulfidophilum]AB26
MTENLKARISARRLTKSLALWLIGALTVAMLPLGLISVSQTSNVLHETERLSGVALMDRTQRAASRTQALIQEAFGAART
VAAANVLFEGGGVSCDSVLARLVKDSPTYLFAGFVDTEGQITCSSTGERRQILDESYFLNLLRDPQPRVDTRLSVALRGA
RVVRVSVPVYEASELRGFVVISIPYAAAYYTLDDGGAEVDLLVFDREGEFLTAEAAKREDGTDVGRLEDSATPESFEEVL
PRDSTLDRLAAEGRQSFRGTNRLGEIRDFAVVPVIDDRIFVMGSWAPGRNSLAPTAGRTMALYFPILMWGAGIVVAYFAV
HRLVIRHIKRLQGWMRLYASGHTDFAHARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNL
QLITSIMNMQIRNAHSAEARRLLKRVQDRVMALAAIHRYLYMARKLSMVRADRLLDDIIRQLVVVGDIDGTDKSVKIATQ
FSPVEVNPDQSVPLSLLATEAAINAVKYCRPPPSGGPAWITMALQTLEDGRVCLSVVNSRNEDPEPKVEPGDPESSGMGR
QLISSFAMQLDAEFEAHSDPDRYELHLTFRPLPASAEEEEEPEAEEAAE
>OLS43130.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB26
MAKKDRRGHMQEQIDENLRRVYAQAVEEQVPDRFLKLLEQLRGDGEDVAKANNGDTK
>OLS43131.1 response regulator [Rhodovulum sulfidophilum]AB26
MTHPNPSEDLSRVIGAELPYLRRYARALTGSQTSGDAYAIATLEAILADRGIFEQGLPPKVALFKAFYGIWSSSGGRIGE
PEPVSGIEARAQSRLASLTRNTREALLLHSIEGFTYDEVGAVMGLPGDEAASLIAIARDEMARSIAGRVLVIEDEAIIAI
DISAIVKGLGHEVTGIGRTRRGAVDLAKQTPPDLILADIQLADKSSGIDAVNDILAELGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>OLS43132.1 hypothetical protein BV509_01420 [Rhodovulum sulfidophilum]AB26
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVIALVARALRGRMP
>OLS43133.1 hypothetical protein BV509_01425 [Rhodovulum sulfidophilum]AB26
MAQSAQARNGSASVQDLEVQIEALKGDIAQIARTLGDLSEAKKNDMRDSVQRRAAEIRERGEATVAGMQSRGAELGEQAA
DAVRRQPAAAMGIAVGLGFLVGLMTGRR
>OLS43134.1 hypothetical protein BV509_01430 [Rhodovulum sulfidophilum]AB26
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTGAAWLVLSAGHGAVFAATVIGAAYLGVGLIFWGLSLRRSPPA
RPAAPADPYTPFVHMAEGFAAGLEAGRAARAPNGDARH
>OLS43135.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB26
MSEPRADALAPGATIGILGGGQLGRMLSVAASRLGFRCHVFEPAPEPPAGHVAAHVTTAPYEDTGALARFAASVDVVTYE
FENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGLGLATAPFAAVDDEVDLAEALEEIGVPGILKTRRFGYDGK
GQARIMAPEDGPAALADMSGAPAIFEGFVEFSSEISVIAARGVSGEVACFDPGANVHRDGILRTTTVPAPLTVAQRTDAV
LLAGRILNALDYVGVMGVELFVTKAGLIVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLIG
DDMDRLPDLAPDPKVALHLYGKTETRAGRKMGHANRWVGPAAS
>OLS43136.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB26
MGDVKVGIIMGSQSDWSTMKEAADILDALEVPYEARIVSAHRTPDRLWTYGKTAVERGLQVIVAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAERLDRWRADLSASIPEVPA
DE
>OLS43137.1 hypothetical protein BV509_01445 [Rhodovulum sulfidophilum]AB26
MNIASEMNSDEVLRVKLEVLRREHRDLDDAIHALQEKGTGDSLTLKRLKKQKLALKDRIALIEDQLTPDIIA
>OLS43138.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB26
MTKLTLGSYPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFRDEDIAITVEDRQLVIRGRQVEDCA
ERVFLHRGIASRQFQRSFVLADGVEVTGATMENGLLHVDLNRAVPDSVVQTIRISRA
>OLS43139.1 hypothetical protein BV509_01455 [Rhodovulum sulfidophilum]AB26
MNEKYDLLPEGGERIVYVRPVKVADLPEEVQRQALGLDELYAVHDVNGDRLALVRDRKLAFQLARQNDLAPVNVH
>OLS43140.1 lysophospholipase [Rhodovulum sulfidophilum]AB26
MDEAPLYADVAHGPEGGRAYWLRTEDGVRIRIGVWGREAPAGTVLLFSGRTEYAEKYGAAAAALQARGFATLAIDWRGQG
LADRTLANRSLGHVARFADFQADVRAVRKAAEALGLPRPYHMLAHSMGGAIGLRALIEGLDVATAVFSAPMWGIRISAAI
APLAWALTGLAPSLGLGPVRVPGTGGTTYVLATPFETNDLTGDREMYEILRRQLTAHPDLSIAGPTLTWLGEALSEAAWL
ARQRSPAVPALTFLGGRERIVDPLAIRRRMADWPGGRLEVIEDGRHEMMMEPPAIRDRLFDLAAAHFRAQSG
>OLS43141.1 sterol carrier family protein [Rhodovulum sulfidophilum]AB26
MSDTLDKAVEALNAKLSGGFNGVAKFAIEDTGDIIVDSDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLKI
EGDMGKAMQLAQIFT
>OLS43142.1 hypothetical protein BV509_01475 [Rhodovulum sulfidophilum]AB26
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPDRTQYWVATVE
AMPEATGADFLAIDEIQLCADPERGHVFTDRLLHARGQHETLFLGADTMRNAIAAMVPKVQFMRRERFSELVYAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVELYQNGDVDYLVATDAIGMGLNLDIRHVAFSALD
KFDGRRMRPLWPNELAQIAGRAGRHTQAGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAQGDWLTRVRESDDLQALKTLSGLPDLRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHGAGRVPDDWM
ARQVKRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWREQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GAHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRVVEAMGL
LSRDGVAQEVKDLDQEARAALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLARNLDEFPESPPPGLVTIPVVPGVTEE
VYRLAGYRPAGTRAIRIDMLERLADQLRSEDTRGGFEAKADMLSITGTTLEQFADLMQGLGYRAERGERPKVKAALAAEA
PEAEAPAPDATAEQAADQAVDATPEAPAAEVAPETAPETAEETAPETGAEPAAESEAAPAEPPEDAEMEVFYTFTWAPPR
RRQGGGRPRGDGAQGGQDRGQDRGQGDGPRGRGGKGGGKHGGKGGKHGGGGGKPGGKGGPRHDGPKTFEARPPRKEKPID
PDNPFAAALMGLKTKK
>OLS43143.1 RNA-binding protein S4 [Rhodovulum sulfidophilum]AB26
MTEAPRPTLRLDKWLWQARFFKTRTLATKLVAGAHVRVNGTKTDKPAAQIGPGDTLTFPQGHEIRVVRVLALGDRRGPAT
EARTLYEDLTPIKETPPASPKYEGGGRPTKKQRRDLDRTRKPPLE
>OLS43144.1 ferredoxin [Rhodovulum sulfidophilum]AB26
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAEVWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGVGG
>OLS43145.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTKTKKSEFRPNDYVVYPAHGVGKIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVSGMDEVGAQKQV
DEVLVSRAA
>OLS43146.1 hypothetical protein BV509_01495 [Rhodovulum sulfidophilum]AB26
MGTEADPRQLPDEIHSGTVPPIVGIGASAGGLSALETFFENCPSDSGAAFVVIQHLSPKHKSLMAGLLARRTPMPVSMIE
TDTRVAANHVYLIPPGTVMRIDRGVLRLAPRNEGLSLPIDIFFSSLAEDCGDRASGIVLSGTGSDGTRGAIAINAAGGLV
LIQDTKEANFDGMPMSVRRAGVVDAELPVSDLARRVLEHRSRPPKIPFGPEQDAETGQNAAGSDGSSGETDTLEVIFQAL
EDATGTNYRLYKGSTILRRIGRRMQVLGQPDLQSYVDLMLSSPGEVTALNRELLISVTRFFRDEDAFRVLEETVVPRIVE
SLGPDQTARAWVAGCSTGEEAYSIAILLHEAFHRAGRTPMVKVFATDVSQDSLQFASAGTYPASVGAEISPERMERYFIA
NGDTVQVSSELRQSLVFARHDLLSNPPFTRMDLVSCRNTLIYFRQDAQKDALLRLQYAIRKAGFLFLGSSETLSSLQNGF
QPVDSKHKVFVRVSARPSAQFDLSALKSSTPFDHGLKSRQFAVDRDSRPTMSARAFGARGPVRESLTEMAINALLDAWAP
PSILVNDKLEAIHFFGDLRPFLLTRSGVASLELVRLLPKTLVAMASVLIHQAIETAQAQASEQIEVRLEENASVLRLHAI
PFAGTELGACVLLSFETVEREPRTTPEGAQRIDLTAVAQARIDILERQLDSTRADLQTTIQELETSNEELQSTNEELMAS
NEELQSSNEELQSVNEEINTVNAEYQEKMAMLNRLNADLTSMIRAVGVATVFLDEALLITRFSPDACSVFKLRESDVGRP
LGDIAHRLKYPALLDDIRDTIRTEVSFEREATAEDGALYRVRIMPYAVQSSGHRGAVVTLTNVTVYRDLARLQGVIDALP
EHIAVLDFDGTIVLTNKAWTRFARANGDSGLERCGPGANYLEVCRSPMPGQPVPWDPEDQRIALRALEGLKSILEGSQTY
FALEYPCHSPSEQRWFYMTAATVAGSEFGAVVSHIEITSWFRNMKQG
>OLS43147.1 hypothetical protein BV509_01500 [Rhodovulum sulfidophilum]AB26
MQTSTDHLELVQAELELQNQELLEAHAASERERQKYLALFEHLPLPAVVLDQAGVVREANDSAAAVFGFPSVDHLCNRSI
YRMLDQDSRSRVHAYLSELPSQDETVPQPAAIVPVHVGRPGDGVHLSYHAHLARLPFCAHDGDRVHMLLVDRHADDRQER
DQRCRQMLSDATSTLFHAFDLTGNLIFSNRATSALIGNGTGLSVEQRRDFDGLLGSRALDIEVLISGKPASNHGSFAATP
EDRRSFLIQKFPLRDDSGKVFAVGGTSTDVSALMAGHTELFAAFSIANDLANRDPLTGLNNRQCFLEHLRSAMARLDPTS
KGLVLGFLDIDAFKDINDGMGHEVGDAILSAFAGRLEEAMGDRACVGRFGGDEFLLFMSDTAPEEAEQILHRTLGEIRSP
YEVAGTRVLLTCSVGLSHYPRDAGTAEDLLRAADMALYSAKSNGRDRVFHFKESLRFTSERRLRVFSALRKALCEDSFRL
VFQPKFDIADRSRILGAEALLRWRDPQLGDISPGEFVPLAEANGLYNALDLRVLKLFARQQGEWIRRGLQVPISVNISAR
SLQTSELVPTVLALLDYHDIPPELLLLEITETGLMNCTSEASQNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKI
DRSFIAQLNARDGASDSIVRAMLALAESLQLTTVAEGIENEEQLSWLAENGCGCGQGFLVSPGLEIPAFESLVAA
>OLS43148.1 amidohydrolase [Rhodovulum sulfidophilum]AB26
MAVENWVAKHISELVEFRHDLHRHPELLYDLPRTSAKVAEALRAAGVDEVHESIGRTGVVGVIRGQSNASGRMIGLRSDM
DALPIREETGAEWASTVPGKMHACGHDGHVAMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIEDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEVRITVSGRGGHAGRPNTTIDPMPVAAAVIQAVQTLTSRTIDPIDSAAVSLCS
IHGGDAFNVIPQDISITGTVRTLREEVRDHIEARLKQMVEGIAAACDATGRVEYIRHYPVTVNHAAQTDLAAAAARAVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFNDEAIGWGCSYWTTLVRQRLPVAG
>OLS43149.1 2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB26
MNDLPILERRRIEAMILKHAFDVISERSGRAEAEAVIGETCSRSAIEQGRALAAGLDHAPDLVDYAAILPNWTKEDALQI
EPLEMSSEKMDFNVTRCRYAEMYREMGIGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMQGASHCDFRYRMKKKD
>OLS43150.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MTDPVTFPPSLWADTAPPRTPAPPLAGTVEADTVVIGGGFTGLSAALHLAREGRRVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQTGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKNA
RETAQILGSDFWHGGMYAPTGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAAGLAPKIARSFIPVHSWQMATEPLGENLRARILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGLNDAGRAE
AKAARNLAEAFPELGVPKMTHVWSGYLSMNWDRFPRVHKLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRMAPAYLAWLRRKDLTEPDL
>OLS43151.1 aminotransferase [Rhodovulum sulfidophilum]AB26
MSLHFEDIRRALIGEGAAIPGPFGPRALIYADYVASGRALGFVEDAIRRHVLPVYGNTHTETSYTGRRTTELRELARAAV
RESMGADEAHAVIFCGAGSTGAADKLVRALQMGGPAGQLGPEAVVFVGPYEHHSNDLPWRESGARLVRIPLDAAGAICLP
TLRREIAAHADAALMVGAFSAASNVTGIRTDIRAVARLLHEAGGWCVIDFAAAAPYVAVRMAESAPGAGDRIDAALVSPH
KFPGGPEASGLLIADRALLTTPRPTVVGGGTVSFVSAAEQCYVEAVEAREEAGTPSIVGNIRAGMVLALKTELGAEAIEA
REGELRARLEAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAALNDLFGIQARGGCSCAGPYGHHLLDIDD
DRSHRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVAHGVWRALGAEPAPPPERLS
DLWAMPEDDAAAPDFETCLAEAARLVEKGRAAASAAAGTDLDADDEALRWFWLPEEVAAALTDKETPA
>OLS43152.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTDPVLDIRGLRIALPKGSDRPFALDGLDLSVNPGEIICLVGESGSGKSLTAGAIMRLLPEPHVRVAEGSIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTGLGRKARRARVLELLDLVHIPDPRSVYHAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGT
AAEVLNRPKHPYTRALIGAIPALVPPRPRDFRDAPVVLRAEGLVKTFAARGSLISGKRAPVTAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGADPK
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLKLLADLRDRLDLSV
LFVTHDLRVAAQLCDRVIVMQKGRIVETGVTAELFAAPSHPYTQQLLASIPGRGWTPPDLATDAA
>OLS43153.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTAATTDLPRAEAAPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPTDPLRRAGDPLTKPFTDWAVPLGTDQLGR
DILAQLFHGARISLLVGVLATLLSIAIGVVVGALAGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNHA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>OLS43154.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MQLTQVLTYALRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVAAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLIFYATPSFFLSLMMIL
LFSVKLGWLPVSGLSDVAAFYTGWDHVLDVVLHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
IHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>OLS43155.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MQNCVWITGAGSGIGAAMARAFAGAGYRIALTARSEDRLTALAEELGGPGDRLRVFAGDVTDRARILAIAEEIVQWAGRI
DVLCNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQKSGVMIHTSSWAGRFHAPVAGVPYGASKHAL
TDLSASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPSRAAEVIQPEDVAALALQVAGMNPNVAIHEITFAPVLRAPR
>OLS43156.1 hypothetical protein BV509_01555 [Rhodovulum sulfidophilum]AB26
MSHPVKGVDHVFLLVEDLDRSAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPADYMELLGIVTPTEGNAPRREALAREGE
GLRAVACRIDDADAAKTALDALGIATAEVGHFERPVPLPGGGTAPAAFATLPYAEAELPFGLVFMCQHKTRETVWLPELL
THPNRACGLGAIFAQSADPEAAAARLARLFAAGTVVPLGGGARVETGPDSAPILCLTGAALAARFPGIDLSALPAEGLAG
LAIRSEDMAATAACLAGAGVAPVETAAGLALAPADCAGAVLEFVPA
>OLS43157.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSTGRKTRSADRKSGETPDFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAVVDHARANV
GMTVFIGITAPRHETSWLNSFRALIDDIPEIVEAYRLTGATDYILKVVVPDISTYDRVYKTMIERLDFSQINSSISMEEL
KFTTAVPTSYL
>OLS43158.1 selenide, water dikinase SelD [Rhodovulum sulfidophilum]AB26
MTDEPALMSLAHGGGCGCKIAPGVLSELLAKMPGLPVPPDLLIGTASSDDAAVYRLNDTQALVATTDFFMPVVNDPYDFG
RIAATNALSDVYAMGGRPILALALLGMPIAKLSTATIGRILEGGAAACAAAGIPVAGGHSIDSVEPIYGLVALGLVHPDR
VRANTGARPGDLLILGKPLGTGVMSAALKKGLLDADGYARMIDTTTRLNTPGPDLAALDGVHALTDVTGFGLAGHALELA
RGAGCRAVLDWDAVPVMDGVRALLAAGCATGASDRNWESYGASVRLPDGFAEDDRALLTDPQTSGGLLVSAAPDTAGAVL
EVFARHGFEAAARIGRIEAADGTAPGVVLG
>OLS43159.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB26
MPLRTDTEALLATLGVDRSAFTGGGMASVSPITGEEIADVTPATAEEAAAAIARASAAFRVWRMVPAPKRGELIRLFGEE
LRAAKAELGRLVSIEAGKSLSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGVVGVISAFNFPVAV
WSWNTALALVCGDPVIWKPSEKTPLTALASMAVLARALRRFGEAPEGLAQVLIGGAEVGAVLVDSPDVALVSATGSTRMG
RIVGPKVAARFGRAILELGGNNAGIVCPSADLDMALRAVAFGAMGTAGQRCTTLRRLFVHEDVYDTLVPGLIRAYGSVTV
GNPLESSALVGPLIDGAAYRAMQAALAAARAAGGTVHGGERVAIGPDTAFYARPALVEMPEQTGPVLEETFAPILYVMKY
SDFDAAIEAHNAVGAGLSSSVFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKGYMR
RATNTINYSHDLPLAQGVVFDI
>OLS43160.1 sugar isomerase [Rhodovulum sulfidophilum]AB26
MTKPGAQTEDGAEPAGSLLKRIHRAYDGLPGGERKVADAILSAPHEMAVWSASELAAQAGVSNATVSRIVQRLGYRNFES
ARLDARKLRETGSPLFMTEETEPGQEGRPFARLIRAEADLIEATLARVDPGVLRDAAGALGRARRVRVLGFRNSRFLADY
LTAQLAQIRPDVAPLLLDGQTAAEGVAGLGPEDVAVIVGLRRRPARFSRLVQAVAARGARVLLVCDASLRGAPAHAAWTF
TCAVETRTPRDSYAGALALMRLLATECAAALGEAGLLHLNAVETLREDLDELELSDPAS
>OLS43161.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MNRRDLLKTALAGTALGAFGPAFRADAATGILWMTWENLAKDDYLAPFLAANDISLTKTFIGTDDEQFAKLRAGGADSVD
LITPGLDKVEYYTASDLLQPIDFARVPNAAKLYDTFKQTPLGKVDGQTYGIPFYWGINPIVYRADLMEAEPDWSVFFEGD
AYNGKLAMRDYALEGIMIAAMYLGIPESEMFTMDDRQLAEVKKVLKIQKSKLRTYWNSIGDLTNLFATGEVVCAFSWVPP
YYELRAKGIDMGMAKPKQGVIGWCDTIAVPKGVEGARLDAAFALVDYLLGPDYGKMLAVGGPYAQSTSAARDLLTEEQQD
KIFIKDLSVMDSFVWKQNPPRYGDWVALWNEVKAS
>OLS43162.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MAVAENTAAGRRTRPLLEAIALYKSYGSVQAVRGIDLALAHESYVTLLGPSGCGKTTLLRMVGGFEAIGSGTLMLDGTRL
DDLPANLRPINTVFQSYALFPHLTVLENVAFGLSYRSLPKDRIKARAREALATVRMEAMADRRPRQLSGGQQQRVALARA
IVNEPRLLLLDEPLSALDRRMRKDMQIELKDLQRRLGMTFLHVTHDQEEAFALSDRIVVMRDGRIEQQGAPGDIYARPAT
AYVADFIGGASCLPGRILGQVGKSYAIETALGRHVVPGVSGLSVGARAVLCLRSEKVALGETGTPAHVTHAVYRGADWLL
ECVAGGQIFQVTHVGPPPAPGETVRLSFDPDRVWIAREAA
>OLS43163.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSRLGTLWVCLVFGFMYLPIAMIALFSVNASDVMAFPLTGVTGQWFAEILGDGRLGGGFLTTLAVAFPVALLTTLLGAAA
ALALSFYATRFRVLFAALLLLPFLVPRLILAVAQLILFKELGVSRSLLTVIAGQSVIILPFTTVIVASVLIRIDRRLIEA
AADLGASGWSSFRRVVLPLMGNGLMAAWVIAFVLSSSEYVLTAFLSGRQQALSVLVASDFRFDLSPSLNALAVLIVLGNI
ALVVIAEAIRHRSGRLN
>OLS43164.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB26
MTADLTINLDRLMNRIAALGRIGALPGGGCKRLALSVEDAEGRALVTGWFRAAGLEVHTDVIGNCWAIRPGRSGGAPVVM
GSHIDTVATGGLYDGVLGVLGGLEVIESAIEAGTETEKPLAVAFFTNEEGARFAPDMMGSGVAQGGLDLDEMLAKVGIDG
VSVAEALAAIGAAGPDPVGALAPDTYLELHIEQGPVLEAEGLDIGVVTGVQGISWTEITIEGQAAHAGTTPMALRHDAGL
VAARIATEARAIADAFGPPQVATVGRIALTPDLVNVIPERAVLTVDLRNTDEARLQAAEARLFERAEAFAAAEGCRLSRR
TLARFEPVAFDATLVDAVEAEAQALGLTHRRMPSGAGHDAQMFAPRCASAMIFVPSQDGISHNIREFTAPGQIAPGVRLL
AQVALARAGRIDQKGQTE
>OLS43165.1 N-carbamoyl-D-amino-acid hydrolase [Rhodovulum sulfidophilum]AB26
MSRKIVAAAAQLGPIARTEPRSSAVARMLALMEEAHRRGARLVVFPELALTSFFPRWLIDDEAELDAFYETGMPNADTRP
LFDAAARLGMGFYLGFAELLTEGGRKRRFNASILVDPEGRIAGRYRKVHLPGHYHPEDWRRFQHLEKRYFEHGDLGFPVY
DFMGGKAGMCLCNDRRWPETFRVLALRGAELVMLGYNTPQHYPQAPEHDHLQDFHNHLSLQAGAYANGCWVIGTAKAGLE
EGCELIGGSCIVAPTGEIVAMAQTRGDEVVTAEIDLDRCSELRKNIFNFALHREPGDYGPICEGAEARAAERDAITTASR
FARD
>OLS43166.1 hemolysin secretion protein D [Rhodovulum sulfidophilum]AB26
MQILKHHIPTVLIVLIGVLGIGIVLFAWHLPPFAGDEIRTENAYVRGNVATLSPQIAGYVTEVPVSDFQTVATGDVLVRL
DDRTARQTLARAEAELASARAALKANDQDIASTRATLDSRKAAAEAARAAVDTARAEWNRQDRLRAKGVISSADAEDSDL
RLRQAEAALTEALSDVDVAREDVGTAKVRTDTLSARVTAELAAVELAKIDLEHTVIRAPENGRLGQINVRVGQYVTAGSA
MMSLVPARIWVIANVKETDLSGLHPGQPVRFEVDALGHRRFTGTVSLLSPATASEFSVLGNSTATGNFTKIAQRLPVRIE
IDPGQTGEDRLAPGMSVVVHARRDGT
>OLS43167.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MSETPPSAPPVPEPPPFVPKPLPLALAYIGASLFIGVSQSLGQGFLAANIPTLAGELGATQSQTSWLIVAFMAPRASLPL
MLIKIRAQYGLRRFAEVSIALYAAVALLSLLTVDLRSALAVELLSGISAAPLSTLAILYALEPLPQRLKMRLGLPCALTF
MSLGMPLARALSPGILTDGSWTSILLLKLGMSMVCLFLVFRLPLPHGDRVRVIRGLDLISFGLIAAAFGGLVSCFTTGYI
YWWTAAPWIGPVLALSIAGVVAALVIELHRKAPLLDVRWLTTPEILHLSAALLVFRIILSEQTAGAPGLFQALGYAPEQI
APLFWVISLATVAGGAACALVMKIERVPAIHVVALLLIAVGSALEAHANSDVSPAQRMLSQGMVGFAAALFLPSAMAAGL
VKAFSKGPQYLLSFVIVFLSSQILGGTIGAGLYRTFVAARTTAHAQWIDAQLQVGDPLVAGRLAEIRAQLSSSVSDPGQL
QIQAVARLASDVTREATVSAYNDVSALVSTLAFCALAALLGHVARDWLRVRMAGPGAAPE
>OLS43168.1 hypothetical protein BV509_01635 [Rhodovulum sulfidophilum]AB26
MQAVQKTFLPEVFRLVRGIRKRFNARATALDMTYARAQALVTIAGCEGLTQVELAERLDIRTPSMNRTLDALEAAGLVER
RFSAEDKRVRCLYLTADARRQARDVTEFTDDLRREVYRGIDPDELDRALATIRKIQRNLDAMGAR
>OLS43169.1 hypothetical protein BV509_01640 [Rhodovulum sulfidophilum]AB26
MAAHDRLPAPARAWVARAVLPWSAASVARIWARALAETGSEAEALARLDAAERATLDREAGALRR
>OLS43170.1 YggS family pyridoxal phosphate enzyme [Rhodovulum sulfidophilum]AB26
MGLEDIRARLAKAERAAGRAPGSVTLIAVSKVQPLERVEAVLEEGQRIFGENKVQEAAGKWPTFRERFAGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRLRLARRLADHAQERGGCPDLFVQVNTGEEAQKAGVLPTEADAFVAECRGMDLPVRGLMCIP
PVEETPSLHFALLAKIAARNGLSGLSMGMSDDFEQAVALGATHVRVGSAIFGSRSYS
>OLS43171.1 hypothetical protein BV509_01655 [Rhodovulum sulfidophilum]AB26
MLPLSQTETKRRFDEAQRLQRTGRIEAAEAAYRALLDGQPGLAEAAVQLGRIALARGAADEAAARFETARKARPAEAAIW
QMEAEALARLGDPARTTRFLKAARKAGLPAALLSTLEARLAPAKGGPPRAPLGSAPPQAAEAVLAALRAGRPGEAERRAE
ALTREHPDSAVAFALLAAARVDQGKTAAARASFEAGLALAPDYPELRSGLGRLLVRTGDVAAGVRHLEAALARAPKNPLT
LAALGEGLARLGRKAEAEAALRRAVAAEPRYLDGHLALAHLLMEAGDPEAAEKVLEAAMAAGHDRAIVRVRLAEAQAKQG
RTETARASFDGAIAAEPGLALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPEDPLLARMEALF
ADPALGDESRMHLGFALSRAMEQIKAHDRVFAYLRPANDLMRARHPYDIAERRAEIDAAMAAFEGTDFSGRKIEGAAEYA
PIFVTGMPRSGTTLVEQIVASHSRVTGGGEIAFVAAEAMKLLQDGADGLRPLDRIGDAEIAALGHRIETEFRSRFPGSDL
VSDKSIQTYMVAGLVRLALPRARIVVVHRDPRDICLSIYKNMFAEGTHRYATNLRDLGLYYRMFLEMIEFWRRKLPGGLY
EIRYEDLIADPETQARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYATSMKAWQRHADELAELTEALGDVIGD
DNGA
>OLS43172.1 hypothetical protein BV509_01660 [Rhodovulum sulfidophilum]AB26
MKKVLFATTALVASAGFAAADITFSGSAEMGIVGGGKDAPGVSTYVGNTRDSSVEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPNENGNVALDNEAVFISGDFGTLTLGEIDGAVDKRLTEAHNAVGQYSIGDDETVHAGYQGSYGDAAYDNQILR
YDYSFGDFGFSASMELNDDKGTTPATADDADNGYALAISYNTDMGGVGLGFGLGYQYLEAGIGGWAPGNLSDYGFAGWAA
GTEVDIIAATVSADFNNGFKAGFEYSNYDPSGAGNSDVDHYAIGLGYTMDALSVGASYGKFDTSGDDADGWALTAAYDLG
GGAAIVAGYSDSDVDNNDGDYETYSLGVAMSF
>OLS43173.1 hypothetical protein BV509_01665 [Rhodovulum sulfidophilum]AB26
MTVSSFSRVALIAVATAGLSGCGGGWFGGSSSPEARQANLDAQYENTPMAEVERERKTSSSVWDLFNSDDPNVTVEVNKY
LWQASLEVLNFLPIRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGAVSQETVRAVEDAILTR
ARQLRVRDSRL
>OLS43174.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MARYTPAEIEPKWQSAWEAGGTFAATRDESRPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAPVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGRSRGLQMGFDLVAAPS
GFDRVEVYTTRPDTLMGASFLGISPDHPLAKALEAENPEVASFCAECRRMGTSEEELEKAEKKGFDTGLTVRHPFDETWE
LPVYVANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFVALDGGTPVGTEAFVPAKPEKVRWLKAFAWDEIASGE
EAIEAAIRHCEGKGIGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPECGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPACGKPAKRETDTMDTFVDSSWYFARFTAPHAATPTEMAEADYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPKKAIEPFDALFTQGMVTHEIYMTRDDKGRPVYHLPEEVENGALKATGETVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEGLVEELNGGGIAAYEEEAPATASADASGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNTSVAKLYAFTNTLAKSTASLAARREAATVMAQLMAPMTPHLAEEVWEALGNPGLAAEAP
WPKADPAMLVEDTVTLPIQINGKRRSEIQVARDMPKEEVEKLVLADDAVIKALNGGAPKKLIVVPGRIVNVVV
>OLS43175.1 hypothetical protein BV509_01675 [Rhodovulum sulfidophilum]AB26
MSSSDRRAFLVSGLTAAGLALAGCGFRPVYGTGGPADGLRGRIAVDAPDSVVGFLLVEELETRLGRAEAPRWRLAYSIDT
ESEGLGVTAEQDTTRYNITGRVGFQLRDLDSGQVVQSGEVASFTAYSATGSTVATRAAERDAYRRLMVILADEVVTRLLA
TSGTWAQ
>OLS43176.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB26
MKLSPREATGYFARPEPDRAGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPAALTDAVKARGFFP
GPRVVFLDEATDALADRILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAIGIYDDPPGRPEIEAMLAEAGLG
TVDRAAMGTFLDLATALDPGDFRQTVEKVALYKLNDPAPLTPEDVAACAPRSTEAEADALIHAVAEAKTAEIGPLLRRLQ
AQGMAPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMVRQAQGWGMHRLEQALGLLLDTDLQLRSSQR
APQMALIERSLVKLAVLASRRA
>OLS43177.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB26
MYRVIGSGNSRARRVLWLMEELGLDYEHVPALPRSEDVVALNPAGKVPVLIADGVPILDSTAILTFLADRHGKLTQQAGT
IARAIQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFTRSQEVLVGRMGPGPFLLGPDMTVPDIILTHC
GDWAEAAHFPITQPRLAEYLARMRTRPAYRRAQAA
>OLS43178.1 NAD(FAD)-utilizing dehydrogenase [Rhodovulum sulfidophilum]AB26
MQEAAPEQAAERLPALVVGAGPAGLMAAEALGAAGVPVVIAEALAAPARKFLMAGKSGLNLTRAEPFEPFLAAYAEAAPR
LRPMLEAFGPGEVCRWAEGLGQPVFAGSTGRVFPTAMKASPLLRAWLGRLAGQGAQLRRRWHWGGWDGDASVFETPEGPR
RMAAGVTILAFGGASWARLGSTGAWAGPLAQAGLPLAPFAPANVGLKVDWSVPMARHFGLPVKGVALRAGAGPWHRGEFV
ISARGLEGGGIYALSRPLRDGAPLVADLLPDRGPDWVADRLSRPRGKASLSNHLRKALGLDPARLALLMEFGRPLPEGPA
LAARIKALPIAHAGPRPIDEAISTAGGLMWQALDPDLMLTARPGTFAAGEMLDWEAPTGGYLLTACLATGRWAGQAAARR
LAR
>OLS43179.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB26
MLWSLLKILFFVILVAALAYGAGILMETGPGLRVAVADMEFVLGPLQAVILALLTVVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDTETAIKLAEKAFVLKPRHAETQTTLLQLQANAEDWKGARKTLNAKLRHGNIPRDLHRRRDAV
LAVCEARDLMVDGDEPRARDLSIEANKLSPDLVPAAVMAARAYHAQGREKQAVRVLRRAWEAQPHPDIAAAFAELVPDET
PQDRILRFGQLTDVRPDDPETRMLTAELAIAAEDFPAARKALGDLVDTAPTVRALTLMAAVERGLGSDDEVVRGFLAKAL
GAPRGPQWVCDSCATVQPAWAPVCGHCGGFDTLAWKPAPANQAALAGASNMLPLLVGGGLEKSVE
>OLS43180.1 hypothetical protein BV509_01705 [Rhodovulum sulfidophilum]AB26
MAKTEDETDSLDTKPSHPEGGQEPGEGRLEAAIRTARDRDEADEPVADSPERADAPSEAAPVQDEAPEEKPIETTPEPEA
PAAGPAPAPSKPGLIGAVSPVLGGILAAGIGFVTAQYIQPEGWSFPGTSAGLGETGMAALTANGNRLDRIETALNGLSAG
GGSEALAGQIDALQTEIGKIAEQVAGIDARVTELANSPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQQVAEKAEA
DIGAAMDRAAQVEARGALMRIDAALADGSPFAPALGQFGSIEVPEALTAVADSGVATLPELQSEFPAAARAALETSLKEQ
AAGGVGDRFKAFVRSQLGVRSLTPKDGDDADAILSRAEAALRKDDLGTALSELDGLDAEAKAEMSDWIGAARARANAVEA
AQSLEQTLNSN
>OLS43181.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB26
MADTLTILGLESSCDDTAAALVRLRAGERPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFGD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLSVSGPEEFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIVAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALAACPEATALAVAGGVAANRAIRAALEDLADRAGLPFVAPPLSLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDKRSPALIGAGKKGAKA
>OLS43182.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB26
MTRIGIAGAGAFGTALGVVLAQSGRKATIWAHEAAFAEEIRSRNENPRLPGVQLPENVSVSARIADIAECDLILLTTPMQ
VLSSVLDTYGPVLKARHMVACCKGVDLATGRGPSAIIAETCPEVVPAVLTGPSFAADIARGLPTALTLACADPEAGLALQ
ERLSTPTLRLYRSTDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGQNAWFDPDVTVEGAATARAVAAIAKARGIDMPVTQSVAQVIDGRRSIEEAVKILLSRPLKE
E
>OLS43183.1 hypothetical protein BV509_01725 [Rhodovulum sulfidophilum]AB26
MYFALICRDKPGHLEIRKANREAHLSYVAETAVVAQAGPFLDDAGDMCGSLVILDVADKAAAEAWATNDPYAGAGLFESV
TVQAWKKVVG
>OLS43184.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]AB26
MAFWLFKSEPNTWSWDDQVAKGATGEEWDGVRNYQARNTMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WECVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>OLS43185.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB26
MTASPVVTSFHDEATGSLQYVVHDPATREGVVIDPVLDFDPAAARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGYALGARRGIGARVTEVQALWRDLYNLPEAFPADGRDWDRLFRDGDEIALGQMTLRVLTTPGHTLASVSYLVGDAA
FVADTFLRPEAGTARADFPGGSASVLYDSLGRLLSLPDETRLFIGHDYPDEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGHLPEPEDDGRSYLKIPLNRF
>OLS43186.1 hypothetical protein BV509_01740 [Rhodovulum sulfidophilum]AB26
MGKRDQLIEKYAQDLRTRYGMEPDMDLLTKVTIGCGPAIYDADAEVVAATQPGEIETVRRNFLIRKLGLPDGPDLDEAIQ
AAIETYGVSNPHKYRAVLYYMLVLQFGKEHIYG
>OLS43187.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB26
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPDYWAYTDKIFQFAEGTANMILDDGGDATLYVLLGARVENGEDDLIAVPTSEEEE
ALFAQIRKRLAETPGWFTKQRDAIKGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVASADIFITTTGNKDVIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKEGDYPPGVYILPKHLDEKVARLHLAKIGVKLSTLSPEQAAYIGVTPEGPFKPEHYRY
>OLS43188.1 hypothetical protein BV509_01755 [Rhodovulum sulfidophilum]AB26
MKQARAWQRMLSGRRLDLLDPTPFDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFGRMQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPERAKKAIKRADSLSAWLEATQIAGFDAIEANRFF
GRPRPELIEGLEIRLRPPVEVRAAYTARHAELMARL
>OLS43189.1 two-component system response regulator [Rhodovulum sulfidophilum]AB26
MAEQEYEIGDDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGSGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKIGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>OLS43190.1 SCO family protein [Rhodovulum sulfidophilum]AB26
MRRYILAGAALALLAAVAVPALFIWGPWAPEDRFAACRSGGSRSGLSELGGPFTLTDQTGAVRTETDVIDGPTLIYFGYT
FCPDVCPFDNARNADAVDLLERQGYQVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPDQVQAASRAYRTFFRIRD
PEDPYYLIDHSTFTYLAFPETGVVEVFDRDTTPEDMAARVACLVDNGAGKP
>OLS43191.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MSDIATGLLPPTERSNWIRLRTLILLRWAAIAGQVVAIAVAILYFQIQLDLGLCLLVIGASVLANVIAVAIYPENRRLSE
NEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITLMTFYHVPLVDAAGEIQELP
HLFLFGFWAALVIGISFLGLYADRVTSEMNNMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELLDE
VEDKPGLREDIETLREQADRCRDILRSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIVFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVVAQWTQDEISVRIMDDGPGYPSHLLGRIGDPFVRMRKSSEHQKKRPEYEGMGLGL
FIAKTLLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWSASKIGVSAEAQLAALGENTPIEA
>OLS43192.1 hypothetical protein BV509_01780 [Rhodovulum sulfidophilum]AB26
MDIDLTSALVLAGVSLISALVAVFLLPLIPRRSPSPGAESRNSMVFLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLTEAGGEAQLTATWLDGVIRLTLQMPRFDEDAGLTDAQSLAALTAELATLRDVVEAMP
TPAWQQDDKGGVAWANSAYLDIVRSRHDAGQIVWPLPVLFSQPKGEPGSPHRQVIDAGSGSGTGTGRDRWFDCVAVEAHG
ASLHFALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRRRELVLFNPAMSELFNLEPEFLTGRPTLLNVLDRLRET
RMMPEPKNYRSWREQILRLERDASDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRGEIETGQAVI
DSLPEAIVVFSSAGVLTLSNSAYAELWGEDPRLVMGTTDIAGATAKWQAQCLLTQSEAAADLSHRIRQREAWSCELIRRD
GRRLDCFLKPVAGGCMMVEFRDATQADAAGAHPVPRASTG
>OLS43193.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB26
MSGTRLSLSLASEAQTRALADRLAAVLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGLPVEDVPSPTFTLVQTYEAGP
FEIWHADLYRLGHPHEVLELGLDEAFELALCLIEWPDRLGDLAPADALRLTFGPGPSDTARTLDLVSADPSWADRLSFPA
AKDDPDA
>OLS43194.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB26
MRDTACADFLARAGWAEARRAPLAGDASNRRYERLARGTETAVLMDADPARGEDVGPFIAIARHLTGLGLSAPAILAEDA
TQGFLLLEDLGDALFARVLADDPGPEDTLYAAATDLLADLHRTAPPAGLAAYDAETMADLACLPLQWYLTGLGRPAPEAE
IAAFRATIRTLLESTAPPSVMILRDYHAENLIWLPDRNGTARVGLLDFQDARVGHPAYDLVSLLEDARRDVAPALQARMR
ARYVARTGSDPDAFARAYALTGAQRNLRILGVFARLCLRDGKPGYLRLMPRVWAHLMTDLDHPALADLRDQALRLLPPPD
PDRLARIESRCARRP
>OLS43195.1 nucleotidyltransferase [Rhodovulum sulfidophilum]AB26
MRPTALMLFAAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAEGAGLNRIVVNAHYRAGQIEAHLAGRHGIAVLREDP
QILDTGGGLRHALPLLGRGPVFTLNSDAVWTGPNPLATLAAAWDPARMDGLLLLVPRDRATGHAGTGDFRCDADGRLTRG
PGGVYSGAQILRTDGLAEIPEPVFSLNRLWDRMLTEGRLFGVLHPGGWCDVGHPGGIAEAEALLAEQTDV
>OLS43196.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB26
MFEGSTPRLYGLPPGADFPRDLLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRLVALFQAGPPRLLPRIRLVAELSRHPI
LADLPAPVSPLRRRLELAQLVRALLDRAPDLAARSSAFDLADSLAALLDEMQTEGVPPRVLHQLDVGNLSAHWARARQFL
TLVEGWLGADLSDRPGTGARQRLAVERLAARWRADPPRHPVIVAGTTGSRGATALFLRTVAGLPQGAAVLPGFDFDMPTA
IWEGLDDALAAEDHPQFRFRRILDDMGMAPEAVAPWIGTPAPCPPRNRLVSLALRPAPVTDQWMEDGPRLTGLDRATEGL
TLIEAPSPRAEALAIALRLRRAAEDGQSAALVTPDRTLTRQVTAALDRWGIRPDDSAGMPLPLSPPGRFLRQVAALFGRP
LTVETLLALLKHPLTASSPGLRADHLRWTRELELHLRRNGPAFPDGRALIGWASDAEDGRKAWADWLSAALDGVDRAGTE
PLSAHVVRHRAACETLAAGPGSTDPGGLWLEEAGAQSRAALDLLADEADAGGEMTPGDFSALLDSVLRDGTVRSAVEPHP
GVMIWGTLEARVQGADLVILAGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAICAPEVMISRAIRTA
EAQTVPARWLNRLTNLMDGLGGTGGPEALAAMRARGQGWLDMAQALDRPAEPLPAARRPSPRPPVDRRPDRLSVTAVERL
IRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLSQPRDPDPDRAQADLMAIADEVLATEAPWPAARALWRA
RLGRAAESFLRDEAVRQAEAVCIARERSGAARLDNGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLLE
ACIAERGGFEDIPAAPVDHVTYIGLGQPPKTVTNTLDDDLVARTWAELDRLIARYARPEQGYTARNRIQKRSDITDYDLL
SRFGEWDETDPPDPEDVG
>OLS43197.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB26
MTRNEATERQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRKALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGLLRRFPLEAGVSPQFVEMDDRNARRLRAELV
DALAEGPEADRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSTVLLRGVFTGTEEALLTRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGADLVPLEDLMVRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQVQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGTVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETVAAKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LENGLPAWKTGSDERPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVVIAPETALPETALADWALRDAPRPERPPQPLSPSDLGGAKALSGDPLGTAETEDVRAAGT
WMHLLLEHLPGTDPADRPALARALLATADPPAPEAAIPALAAEAEALMARPDLAPVFAPGTLAEVPLTAPLGQGRLSGTV
DRLIVSPGRITAVDFKTNAVVPYRPEDTPEGILRQLGAYAVALAQIYPGREIETAVLWTRTARLMTIPRELGQAALARAG
LA
>OLS43198.1 thioredoxin [Rhodovulum sulfidophilum]AB26
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSVELEGKVKIVKVNVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIHESV
>OLS43199.1 HslU--HslV peptidase proteolytic subunit [Rhodovulum sulfidophilum]AB26
MSKTEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGTARKVRKLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEFDVAAIGSGGNYALAAARGLMENTELSAEDV
ARRAMAIAADICVYTNGNLTVETISR
>OLS43200.1 HslU--HslV peptidase ATPase subunit [Rhodovulum sulfidophilum]AB26
MTDLTPREIVSELDRFIIGQSDAKRAVAVALRNRWRRKQLADDLREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDIALVQTRDWMREDVKAAAYKAAEDRVIAAIAGSDAREQTREMFRTKLKKGELDDT
MIELDITDTSNPLQGMELPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRMTVAESYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEGDFVRILTETDNALTRQYTALMGTEDVTVEFTEDGIAALARVAAEVNESIENIGARRLYTVMERVFEEL
SFTAPDRGGDSVRVDADFVEKNLGELTRSADMTRYIL
>OLS43201.1 hypothetical protein BV509_01825 [Rhodovulum sulfidophilum]AB26
MRRRRLSREDRAVWDEVARRVRPMRDAAPDPVPDTAPPAPVPAPPLKAPAPPLAPFRLGAKAPSPAAAPDPAPASIRMDR
KAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEGRRLVLVITGKGRGTEWEPAFADRRGVLRRQVPHWLQQA
PLTGAVLQVTPAHRKHGGEGAFYVYLRRPR
>OLS43202.1 hypothetical protein BV509_01835 [Rhodovulum sulfidophilum]AB26
MKYRFVGLLSVALVLSVSACAKRPDAIAPAPMPAGMYDKMSCTKARDELMKVNAEVEELSRKQSGAATADAIGVFLILVP
MSTLSGGDKAGDLAAAKGRKLALEARLENCR
>OLS43203.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB26
MTDTPWWTPTRHADRRPALLARNRIQAAIRGWLAARDFVEVDPSALAISPGNEAHLHAFATEAIGTDGGARRMYLHTSPE
FAMKKLLAAGETRIAAFAHVWRNRESGPRHSAEFTMLEWYRAGEDYTRLMEDTARMLQLACEAAGTRRLCHGGQECDPFA
PVERLSVAQAFADHAGIDLLATLAPGGGTDRDGLAAQASAAGIAFGAGDSWSDIFSRVLVERIEPHLGRGRITVLDRYPA
AEAALARACPDDPREAERFEVYACGVELANGFGELTDPAEQRRRFEAEMDEKERVYGERYPLDEDFLAALALMPPASGIA
LGFDRLAMLATAAPRIEDVLWAPVS
>OLS43204.1 elongation factor P [Rhodovulum sulfidophilum]AB26
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAHPDVVGDSAAYLQPGMRVFLQTFEGNPISIELPQKMVVEVAETEPVVKGQTASSSYKPAMTDIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>OLS43205.1 preprotein translocase subunit Tim44 [Rhodovulum sulfidophilum]AB26
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADSRRAFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVGEFLHGARGAYEMILMAFEHGTIEDVAAFLAPDVRDSFAEVIRLREEQGLSVDANFVGVRELSLKDATYD
RETGEAELMVRFVGELTSVVRNEAGEIVEGSPSEIKRQRDVWTFARVMGSDDPNWQLVATDE
>OLS43206.1 exlusion protein FxsA [Rhodovulum sulfidophilum]AB26
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLGIVLATAVAGTWLMRQQGALALSQVRNSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIPTVRSAAYRWLSKRVVVQSVGFGAPPRGGPAHARPRPAREDIIDGDFEDLSSQGAPEDRGS
LPPSGWTRH
>OLS43207.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB26
MSETEGNGAAAQPPQVRLQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPAEHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPFVRRIVSDVTRDGGFPSLNLEPVDFVALYRQEIARRAAAVQN
EQTPSGTA
>OLS43208.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB26
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYINPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSEVGRKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQALDTLAMARKKFPGSPATLDALCRRFGIDNTMR
EKHGALLDSEILAEVYLELIGGRQPDFMLATRSRATGGGSEGDAAAWRPRPRPIPLPPRLTEDEAAAHRAFVQAMGDGAL
WKNYD
>OLS43209.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB26
MSRPFLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEALVHPLVAADRQAFIDRHREAPLLVLDIPLLFETGADKWLDAVLVVTVTPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTLDQAGAGVAALIDKLGAADA
>OLS43210.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB26
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGIRGFYIPMDVAHADLKQVLEALPRMGFVGINVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTAGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVVHDWVQAAAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETAFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLDA
>OLS43211.1 hypothetical protein BV509_01895 [Rhodovulum sulfidophilum]AB26
MSEFLSNLYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDSIWPYTKGACVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNEVPTLLMLVIVFSVVVKF
>OLS43212.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB26
MTQDCLNLADLKAQSPKDLLAMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRMHSLRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVAPIGKGQRALIVAPPRTGKTVLLQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEDLLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>OLS43213.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB26
MDTIFAQATARGKAGVAVIRVSGPRAMTAARALAGSLPAPRQAGLRRLTDAEGVLLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVAAVLRALGQQDGLRLAEPGEFTRRALENGVLDLAQVEGLADLLESETEAQRRQAMRVLSGALGEKVALWRESL
VRAAALLEATIDFADEDVPVDVTPEVAGLLSGVSTALETEIEGVAMAERIREGFEIAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRLDLRGLPVTFLDTAGLRESTDEVETIGIARAIDRATAADLRVFLLDETGRTEGMAPGPEDIVLRG
KADLDSGAAGVSGKTGQGVAELVERIAAILDGRSTRAVTATRERHAEAMRRARGAIAEAQNQLSHGMETAELAAEDIRRA
ARALESLLGKIDVENLLDEIFARFCLGK
>OLS43214.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB26
MKHRSFDVVVVGGGHAGAEAAHAAARLGAQVALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGLMGRAADRAGIQF
RLLNRRKGPAVQGPRAQADRKLYRNAVQTMLSVTTGLEIIEGEAADLIERDGRVAGIVLADGGEITAGAVVLTTGTFLRG
VIHIGDQRRPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDSQPGDEDPVLFSFLSKGIEVRQVAC
GITHTNPQTHEIIRENLPRSAMYGGHIEGVGPRYCPSIEDKVVRFADKESHQVFLEPEGLDDPTVYPNGISTSLPEDVQE
AYVHSIVGLESAQILQPGYAIEYDYVDPRALCSSLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAALQVKGQGPAT
FTRTTSYIGVMIDDLVTRGVSEPYRMFTSRAEFRLSLRADNADQRLTPAGVEVGCVGETRKRAFGDKMERLTAARGRLES
LSLTPKQIAAAGIKVNADGTRRNGADLLAFPDVAFDDLIPLDPALENVDIEIRTQLARDALYAHYIDRQAQDVEAMRRDE
AQSLPADFPYDQLEGLSTELKCKLSRARPETLAQAARIDGMTPAAATLILARLRQMGRRSA
>OLS43215.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB26
MSGSLQVLGDVSRETSERLSAYAALLRKWNPAINLVARSTLDDLETRHFKDSAQLFGLCPTDARHWVDLGSGGGFPGLVI
AILARELAPDLHVTLIESDQRKAAFLRTVCRDLGVAATNVIDSRIESAKPQGADVLSARALAPLPRLLDYADRHLAPGGV
ALFPKGARFAEELDAALASWRFDVQNHPSKTDPQAVVLKLGGIARV
>OLS43216.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB26
MSDPTRPKGPKIIAVANQKGGVGKTTTAINVAAALVELGKTVLIVDIDPQGNASTGLGVDPDARTRTTYDLILGDAPLSE
ILMETKSDRLYIAPSTTDLSSADIEMVANERRSFLLHDALRQPAIDAYAFDFVLIDCPPALSLLTVNAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANPTLRIEGVVLTMADRRNNLSQQVENDARAYLGDLVFQTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>OLS43217.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB26
MRQPEKRGLGRGLSALMADVKIEPAAERGEATRGKADLMVALDLLEPNPDQPRRMFAQEALQELSDSIREKGVIQPLIVR
PSKRSEGRFEIVAGERRWRASQLAQQHEVPVIVRELDDIEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPEEVQGHLREGRLSAGHARALITTEDPAKLARQVIKGQLSVRATEKLAKAGSGPKPRRVPPP
LAKDADTRALEQDLAANLGVGVSIEHRTDGSGDLVLSYASLEELDRLCAALSSPGGGFD
>OLS43218.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB26
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTKRWQDAYLSEIRRLAAETGPRVLNTVFFGGGTPSLMAPDLV
GAILETARSVWTPANDMEITLEANPTSVEAGRFTGFAEAGVNRVSLGVQALNDADLRRLGRMHSVAEARAAFEIARARFP
RVSFDLIYARQAQSLAAWREELTEALAMAADHLSMYQLTVEPGTAFGDRLARGGLKGLPDEDLGADLYALTQEICGAAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLDGARLATDTPLAPAAWLDRVDRTGTGELSRSPVSPADQGV
EYLMMGLRLARGLSLTRYERLTGVPLDSKEINELSELGLVRAEAGFLRATAAGRAVLNAVIRALLPD
>OLS43219.1 non-canonical purine NTP pyrophosphatase, RdgB/HAM1 family [Rhodovulum sulfidophilum]AB26
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAADHALPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTKLEEANAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPEGYDITFGEMDRWEKNKISHRARAFEKLVSLFDR
>OLS43220.1 ribonuclease PH [Rhodovulum sulfidophilum]AB26
MRPSGRDVSELRPVSIETGVTKHAEGSCLIRIGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAVGA
>OLS43221.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB26
MEARQVSTQGILEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRTMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPT
QLGLRMFVDGLLEVRDLKEEDREKIDATLGSNTSDVGALLDRVGAALSGVTHGASLVLAPKHEAPIKHIEFVSLGADRAL
TVLVFADGHVENRLFQPAPGQTPSSMREAANFLNALAEGRTLSELREAMKVEIARRRQELDELARTMVEAGLAVWESEGQ
DQARLIVRGRANLLSDPAEAADLDRIRSLFDDLERKRDIAEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADR
KIIGAVGVIGPTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>OLS43222.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB26
MAEPEKTEPEDLATETAGETEAPEITPAEVEALRAERDELRDRFMRALADAENARKRADRDRREAENYGGSKLARDMLPV
YDNLSRALEVVTDEQRAANAALLEGVELTLRELLNVFSKHGIVRLAPEVGDKFDPQHHQAMFEAPVPGTKAGDIIQVMAS
GFMLHDRLLRPAQVGVSSTPAS
>OLS43223.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB26
MMAQYLDIKAAHPGALLFYRMGDFYEMFFDDAVAAAEALDIALTKRGKHLGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVKRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRVIGCPGVRLGA
ELARLAPREVLLNEATERDWAEAVSDAGAAVTPLSRMSFDSASAEKRLTALFSVGTLEGFGSFGRAELSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGRDGSLLAAIDRTVTASGARLLERRLSSPSRDLPTIRARLD
AVRALVEDSGLRDALRDELRKCPDMDRALSRLGLDRGGPRDLAAIRTGLTQAGVLADRLGGDLPALIAEARRALTGHDAL
VDLLDRALVAEPPLLTRDGGFIATGYDEGLDEARTLRDEGRGVIARMQAGFIDETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLFDDLRAAILTEAGPVGQAAAALAEIDLTASL
ADLARGEDWCEPLVDDSRAFAVTAGRHPVVERALRRQGGAPFIANDCDLAQGGQGAAIWLLTGPNMAGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGASDDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALAQKLAGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVDRARV
VLDALERGEREGGRSHATLIDDLPLFSAAAIPQRPAPVPAGPSPLEDRMSAIHPDELTPREALELLYELKALARPD
>OLS43224.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB26
MAEKSKITPEEALSYHIEPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTTKGNMVAVISNGTAIL
GMGNLGALASKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPTFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLINALHLSGKKIEDCKIVLNGAGAAGIACLELIKAMGAKHDNCIACDTKGVIYQGRTEGMNQWK
SAHAAKTDARTLEDAMVGADVFLGVSAKGAVTPEMVASMAENPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGTKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDMDEYEQRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQAIVVGREAEV
REKLQQAGLADAYRELEVVNAANTGHLEAYRSFLYQRLQRKGYDTHDINRLAARDRHVFSALMLANGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGVTALLHKGKIVFIADTLVHEWPEEEDLANIAVHAANVARGLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLARRGVDFEFDGEMTVDVALNPVAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVDKPIQICSTVSTVNDILNMALLAACEVG
>OLS43225.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]AB26
MGTSFGTIRTALLIAAIALGHIAQGQKAHAAEPETAIFAGGCFWCVEADFEKVRGVSDVVSGYTGGHVDHPAYRQVARGG
TGHVEAVKITYDPDVVSYGRLVELFFRSVDPTDAGGQFCDRGETYRTAIFVSDPAERRVAEAEKGKAGRALGSGIATEIL
PAATFWKAEAYHQDYYKSRDLILTRFGPKTKAEAYKLYRAGCGRDERVRALWGDAAPFAGAS
>OLS43226.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB26
MSAPKSAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELSAYALNPEIKVIAPWREWSLTSRTK
LLAFAEENQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEEAPDYVYQRTVDPEKAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNDLGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSVRTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LATRNRKLKG
>OLS43227.1 threonine dehydratase [Rhodovulum sulfidophilum]AB26
MTEFAEKARAAEKAMRALFPPTPLQRNVHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKALEGATEAPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPDQKIGKTRIFGGENIEIRLTGDYFDNTLASAQAYCREAGGHFLAPFDDEDVIEGQ
ASVAVEMMSVLYHTPDLVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPAGGASLTAALAEGGPATLPKVDTFVDGAAVA
RIGARTFERLRGIDPAHVLLAPEDRICTTILDLLNVEGIVLEPAGAMSVDVLPALAEEIEGKSVICVTSGGNFDFERLPE
VKERAQRFSGVKKYFILRMPQRPGALRDFLDLLGPEDDIARFEYLKKSARNFGTVLIGIETTEARNFAALFARMEAQGLT
YRDITEDPTLADFLI
>OLS43228.1 hypothetical protein BV509_01980 [Rhodovulum sulfidophilum]AB26
MIDWTRVDELRDEVGEDAFDEVLDLFLEEVDEVIERVAPGRDPADLAADLHFVRGSALNLGFKDFCVLCQGIERQLAQGQ
NVDLAPLTAAYASSKVELLGRVRTRRDVA
>OLS43229.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB26
MIRRFGEAVRADQSYKLRQGAYALLERDGLLLVTHQQRPVPEYQLPGGGIDPGESPLQALHREVFEETGWKIELRRRLGA
FRRFTYMPEYDIWAEKLCTIYLGRPVRPYGPPSEPGHTALWMPADVAARQLGNAGDRHAVRRWLGLAR
>OLS43230.1 molecular chaperone Hsp33 [Rhodovulum sulfidophilum]AB26
MSIGSKIAWDDTVLPFQLDRSDVRGRVARLDGVLDHVLAQHDYPPAIEALVAEMALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPSEDGAPARIRAYASFDKDRLDPSADPFSQIGQGYFAVLLDQGPGTVPYQGITPIAGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGSGKGEHWRAGGVMLQLMPRASIPQSPEGGSGEEGLLQAEDMLEGAQAEHWTRANILLDTVE
EIELVGPRVQPTDLLVRLFHEERPRVFDPQPVQFGCTCSEARVRQSLSIYSAKDIGHMTTPEGVVTADCQFCGAHYVLDP
ATLGFEAEKDPDAE
>OLS43231.1 coenzyme A pyrophosphatase [Rhodovulum sulfidophilum]AB26
MPSDPFEALAAALARPGRETSDHDLNPGFALPEGRVLRPAAVLVGLVPGPDGVQLILTKRSSRLTHHPGQIAFPGGKLEP
GEQPVAAALREAREEIGLPESHVEVLGTMPPHETVTAFTVTPVLARLRPDFLRVPEAGEVDEVFDVPFDHVRDPARFSIQ
YRIWRGQRRYYYTVPYGPYYIWGATARILRALADRVAS
>OLS43232.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB26
MTRVFGDWFFADHTQAVCAVLTRAGYRALFVGGCVRNALLGVPVTDIDIATDARPETVMALAEAAGLKAVPTGFDHGTVT
VVAGHLPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNAIYATPEGAVIDPLGGLADLAARRVRFIDDADARIR
EDFLRILRFFRFHAWYGDAEAGLDPDGLAAAAANSAGIETLSKERIGAEIRKLLAAPDPAPSVAAMAAAGVLARTLPGAD
PRALPVLVALEQAQGLPPDPVRRLATLGGEAPAKRLRLSKAEARRLERLTGAAGQMAGAAELAYRLGPDMARDAVLLRSA
ALGQPLSGDLASELARGTEARFPLSAADLMPGFDGPALGAALKRLEADWVASGFRLSAAELIARARQG
>OLS43233.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MFRYFENLIDPYAPYAQSDTPPNRLWPFLAAYMWPFRKVFAVAAVLALLVAIVEIWLIDVMGRLVDMLSSGTPEQVWQEH
GLSLIGLALFILVLRPALQALDVAVLNNAIMPNFGTLIRWRAHAHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQI
FDAIAFALAYVGGALVLLGQADPRLMLPLLAWLALYAVLVRWTMKNIAVASKASSDARSTVTGRVVDAYTNIHSVKLFAH
HDSELGYAKEAIEDLRKAFGTEMRIITKMDVALTALNGFLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNAMTGWIM
WALSSFFRSLGVISEGMETIAQPIELVDAPDAAVLAFREGRIEMRALTHHYGRGSGGLDRIDLVLKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEGGQILIDGQDITRVTQESLRRQIGMVSQDASLMHRSVRDNILYGRPEASEDEMIAAAKHAEAHDF
ILDLQDPDGRRGYDAHVGERGVKLSGGQRQRVALARVILKDAPILVLDEATSALDSEVEAVIQKTLYGVMEGKTVIAIAH
RLSTIAHMDRIVVLDGGHIAEDGTHAALLAKDGLYARFWARQSGGFIGTEAAE
>OLS43234.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB26
MSHRIERLSLKGEGLTGDGLTVALALPGEEVEGEADNGRIDRPRIVTPVADRVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALAGQGLEAPVRPILTSPPASRRRAVLAGRRTKKGVLVGFHARASDVVTEIPDCRLLHPDLMAALPAAAAATLL
GASRKGALAITVTRSEDGVDMAVAEAKPLDTALRIDLAALAESHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTQAVREALDGARKVADLFAGAGTFALPLAETAEVQAVEGSAAMLAALDRGWRGAPGLKRVTTEARDLFRRP
LLPVELARVEAVVIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRLDWVQPVDQFRWSGHVELAAQ
FSR
>OLS43235.1 hypothetical protein BV509_02025 [Rhodovulum sulfidophilum]AB26
MAVLFALSACSTGGEVRIGPDGKPLPTVYRISRSDQGKIQYRMLDSINALRQARGLTPLELDSRLNAAAATHSRDMSVQN
RPWHFGSDGSSPLDRVARAGYQGQLRGEDISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNGKIWWTLVT
GQRTTAGSGA
>OLS43236.1 hypothetical protein BV509_02030 [Rhodovulum sulfidophilum]AB26
MTTRSTRGLTRRHFLAGTALAVTAGPALANTTEIEPDLTDMVRRNISSFRALDWHPYFSNLKNGAILVDTTSRALHFWSE
DGSIYKLYPTSVPLSEDLTRRGRTSVVRKVEGPDWRPTPAMKQRNPEWPDYVPPGPDNPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLYNEHIAELFGLAKVGAQVLLI
>OLS43237.1 hypothetical protein BV509_02035 [Rhodovulum sulfidophilum]AB26
MKKIALAAAFAVAATSAFAGGYSEPMIEPEVIAQDTSSSAQGILVPVLALILIAAVASN
>OLS43238.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MTRPPDLTDRHALALHRARALRAGPALFLHEAAAAEIKERLIEVNRTFTAPAVVTPFEKPWAEILPSARLVAADETLTLD
PGAHDLVIHALALHWSNDPVGQLIQCRRALKPDGLFLGVLFGGRSLHELRGAMAEAEAAILGGLSPRVLPMAEIRDAGGL
LQRAGLALPVADCAEISVSYKDLHRLMHDLRAMGETNSLAARHRRPAPRRLFDEAARRYAEIHTMPDGRIPATVEMIYLA
GWAPAETQPQALKPGSARMRLADALGAHTPRPGSGDSGSSD
>OLS43239.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MLQSALRLIYPPRCIACGEPVESDHALCARCWGELDFVTGLVCDACGVPLPGEDTGDPVWCDDCLAGPRPWSRGRAALLY
RGRARGLVLAFKHGDRTDLARAAAGWMLRAGRPILGPGLLVAPVPLHRWRLLRRRYNQSALLSRVVAEGTGAEHCPDLLV
RIRATRPQEGMTAEARAANQAGAMAVAPRHRDRLPGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAE
>OLS43240.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB26
MQPVEIYTTSSCGYCHAAKRLLDSKGVSYAELDVTADPGLRQEMMDRANGGYTVPQIFVGETHVGGCDDLYELDRAGKLD
PLLAG
>OLS43241.1 amidohydrolase [Rhodovulum sulfidophilum]AB26
MRAALIQLTSSDLPDENIGLVRESMREAVAGGADLILTPEVTNCLSPSRVRQNEVLKEEADDPTLAALRQEAASLGVWLL
IGSLGLKTSDPDGRFANRSFLIGPGGAIAARYDKIHMFDVEISETETFRESDGYRPGTRAVVAPTPFGTMGLAICYDLRF
PHLFRALAHAGAEILTVPAAFSPVTGAAHWEPLLRARAIENGCYVLAPAQCGLHPAAEGRPRRTHGHSLAVSPWGEVLAD
GGEAPGIVYVDLDREEVVRARARVPSIFHDRDFEGP
>OLS43242.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSEISESLVVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREAAIQAVAPVLAEAVADIGEDRLKAALPVLRMLRQKLEG
>OLS43243.1 bifunctional 3-demethylubiquinol 3-O-methyltransferase/2-polyprenyl-6-hydroxyphenol methylase [Rhodovulum sulfidophilum]AB26
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLTIDYRHTTAEALAAAGERFDVVLNMEVVEHVADPLAYLTACRELLKPGGL
HLCSTINRNPKAFVMTILGAEYVMRWLPKGTHEYQKFITPDELCGLLERAGLKVLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>OLS43244.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB26
MDKSAGQKRASQHLFPPIDPFDQRMLEVGDGHRIYVEQCGHPKGIPVIVLHGGPGGGCSPAMRRYFDPAEFRIVLFDQRG
CGRSRPHASVTSNTTWHLIADIEKIRAELGIERWVLFGGSWGATLALAYAQTHPERVAYMALRGVFLMTQAELDWFYGGG
AGQFWPDLWARFSDPIPADERSDMIAAYHRRLFSGDMMMETRHSRAWAAWENALASIEHEGPAGEAPADYARAFARLENH
YFSNRGFLDRDGQLLDDVPLISHIPATIVQGRYDMVCPPASAFRLAERWSRADLKMVPMAGHALSEPGISAELVRTMRNV
QRQAGLLGL
>OLS43245.1 hypothetical protein BV509_02080 [Rhodovulum sulfidophilum]AB26
MHVNARFWDRLAPRYARMQVRDPDAYEKKLAMTRAYLGPGARVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVEFRVGDLADMPDNPGAYDMVMAHNVLHLLPDRAGALVRVHRMLKPGGVFVSSTACAAGAPRLFRWIAKAGH
AVGLLPLFNLLTADALRAEIAAAGFEIAEDWRPEGGRAPVLFLIARKPA
>OLS43246.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB26
MSELIAKTAIDRRLAEILTPVIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISAVLDVEDPIEEAYT
LEVSSPGIDRPLTRLKDFETWGGYEAKLETAEMIDGRRRFKGLLQGVEDGEVLIEIEGPEGEPVIIGLQYGWLSDAKLVL
TDELIREMLKARKDAGLIDESDFDEIETDDGSVPQED
>OLS43247.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB26
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGSEMDIRVSIDRKTGRATFTRVRTVVEDEALENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQVFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTGLDIDIMTEAEESQRRQAEFEERTRLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHLEEMNRKALEHARELGVEDSLVDFEGLTPQMIEALALDGVKTLEDFATCADWELAGGWTS
VNGERVKDEGILEKFDMSLEEAQTLVMTARVQLGWVDPSELEPDADAEEDVGEEEAEA
>OLS43248.1 hypothetical protein BV509_02095 [Rhodovulum sulfidophilum]AB26
MARGGAGRSADEPERRCIATGEVAPKAGLIRFVVGPEDEAVPDLLGKLPGRGMWVAADRDALEKAAKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGLAVAGFEKAKGWLDSGQAVVLIQASDGSERGKTKLRPPREEGGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>OLS43249.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB26
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGGAGGGHAGGDPSRRPAGISDAEMERR
LKALQAAKAREADEARQRAEDERQREEDRQRRREEAEAKEREQREIEEAARRKVEEEERRKREEEEAAKVKAAAAERAAA
PASAKPAAAGAAAPAADGDAQRTAAKTASPRKVDREREGADDRPGRGKTTAAKGDRRSGKLTVSQALTGGEGGRQRSLAA
MKRKQERMRQKAMGGADKHEKVVRDVQVPETIVVQELANRMAERAADLVKSLMQMGMMVTQNQSIDADTAELIVEEFGHK
VVRVSDADVEQVIDTVEDKEEDLQPRPPVITIMGHVDHGKTSLLDAIRDAKVVAGEAGGITQHIGAYQVMTDSGALLTFL
DTPGHAAFTSMRARGAQVTDIVVLVVAADDAVMPQTVEAINHAKAAGVPMIVAINKCDKPSANPQKVRTDLLQHEVVVEA
MSGEVQDVEVSALTGKGLDELLEAIALQAEILELKANPERQAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVAGEQW
GKVRALVNDKGERVKSAGPSVPVEVLGLNGTPEAGDVLNVVETEAQAREIAEYRQQAAKDKRAAAGAATTLDQLLAKAKE
DANVAELPILVKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKG
VELRYYSVIYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVIHEGTL
KTLKRFKDEVAEVQSGQECGMAFENYDDVRAGDVIEIFERHEVVRTLS
>OLS43250.1 hypothetical protein BV509_02105 [Rhodovulum sulfidophilum]AB26
MRSQSPAAKPSRTNPLQGALRVFGALVIREMITRYGRSPGGYVWAVLDPAGMIAILALAFSQFIHTPPLGESFILFYATG
YIPFYAYSEIASVVSSSIFVNRQLMHFPMVTPLDSVLARFFLSFLTVIAVSFLVFTTLLVVTDDPVRLSLGPLFLALGTA
AFLGLGIGTLNAVVFTFFPLWQRVWSIINRPLFILSAVFFTFESLPRQARDVLWWNPIIHLVGEARRAFYPIYRGDYIML
AYPLGIAGFCLLVGGFLLLRNRSAIIEV
>OLS43251.1 hypothetical protein BV509_02115 [Rhodovulum sulfidophilum]AB26
MLEFRGVEKSFRLPGGGRRHILRGLTLDLPRKHRVAIIGRNGAGKSTFLRMIAGTHRPDRGEIRRIGRVSWPMGFSGGFH
PALTGRQNARFVARIYGADTDALVEEVAEFCELGPYFDAPFETYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRR
KAEAAFAERLDRVQIIMVSHSDDTLRKYCNAALLLQDGHAWFFDDLEDGLAAYRATLSA
>OLS43252.1 hypothetical protein BV509_02120 [Rhodovulum sulfidophilum]AB26
MTLRPPGAAPPAFLAGRFSPTADLYLGFSCRDRIACGALRQISPTVFATGETLIVIRHAAGLRALPPHRRLIYLIDDDIR
AGIGDRALPPIYRAKLALLEWPEARRFEPLATAILTTSPKLAATLRVRRPGARVEEIAPAWPVAEMPMLDPSAPIRRIGL
LMGRSHARDAAPLWAPLLRLLDRRPGLALTVSGNLALPRAVARHRAVEVLPALDWAAYLAWLRQARLDLGLVPHLASRRF
NAARSASKLGEYAMAGAAVIGSDSWHEAARGAMCGRCLAPGADPAAWIAAIDRLIDDPASARAMAATNRRALIAADAEGH
QRRLWASLLDAAED
>OLS43253.1 hypothetical protein BV509_02125 [Rhodovulum sulfidophilum]AB26
MRRIRVAPSETIRIATLARDGVVSLEAQATRPARIGTEAATRHVEPGDGPVRLTLPGRRHLVWQIEGAPAVAISLYRPDQ
RVRGALSAVAALAFLPLRHTGDIAAYFLRGDSGAGTRLERALIPGTEAASQDTPAAGSETSLAARLAGLGSAEPVQVFLG
HRLGGGAEFWLADRIATGRAQGHVALVLRDDPAGVLAELHDSGPPLHQRLSRAGAADLLSRPARIRLIYSNLVGAADPLG
LLNDMLDRLRPQDRFDLIFHDFLPLCPSHTLIGSAGRFCGLPDPVPCQACYRKLAVTSGARPPRIETWRQAWHRAATRAD
EIVVFSADTARRVARVWPDLAPHLVLRPHHVGHLPPRLAPPSGPARVGVLGRIGHAKGAAVLKALAALPDRGFEIVVLGE
LDPAFAHPGMTVHGRYRRDEIATLAASHTIGAWFVPAIWPETFSYTVHECLATGLPVLTFDIGAQGETAAARPNGQVLPL
DASPRDLADRLAAALAGTAQSSAASSNEAQSLR
>OLS43254.1 hypothetical protein BV509_02130 [Rhodovulum sulfidophilum]AB26
MISLRWRVGGAADPIDFAIEAVTVKRVAGRAWRMAGGGEPLDLELVSGGRVLMTATADRPAPSGLSGAFEFRLDGGTAAA
IGHRAVHLRVAGEKRPFAKLHLPGGKTVRAGRRVTLVSRTIRAAYLCRLRTKFTVNRPLGGGEGLIETVALRDGVLHVRG
RSRVPVTIRSETARVDLAKSGTEDQAFDLRLTGHRLLWVEGAGLPLLTVRLPAPRFSPLATVRTVVDFCRVPFLFGGNLA
GFLFRGDTKAGDPIEAFLLRLRPASEAVPEVVPGLFAAAAAPRPAPPADIVLPVFNAADDLRVCLERLARNTPPEHRVIA
IDDASTDPSIAPMLDAFARARPGTLLLRNAENGGFIASVNRGLAESRGHVVLLNSDAFVPPGWIDRLMRPILDDALIASV
TPMSNEAEIATAPVICRHEPLAEGQAEAMDAIAQRLNPAAARAESPTGVGFCMAMSRRWLDEVPRFDTAFGRGYGEEVDW
CRRVGERGGRHLLIGDLFVEHRGGGSFGPEKAVRIAAASRLINDRYPAYDASVADFIRKDPLIGPRLALGLARAGTEAPL
PVYLGHRLGGGGEHWLQDRIARDLDEGGSALVLRDGPEPETVAVELYRAAGQTRAVLPLAELGGYLGAAGRKTLVYSCLV
GARAPLDLAEAAAISLGAEDRFRMVFHDYFPLCPSRNLLGHDGRFCDLPGAERCQACYDRLAAIDETWPARISDWRGRWH
ALAARAETIEVFSPSSRTLVARAWPDLAPRLALRSHPLAFLPRPVRPAPRARPVLGVLGSIGFEKGAAVLRDLAAAPGVR
MDIVVIGKLDEAYAHRGIRVIGRYRREEISDLAEAYGVGRWLIPSVCPETFSYATHECLATGLPVFAFDFGGQADALRGA
PNGHLLPRDIAPTELAARLLAPPPSDRPAERKELTA
>OLS43255.1 hypothetical protein BV509_02135 [Rhodovulum sulfidophilum]AB26
MTIGRTGTTTHPAPAGPMPITVKPALSDIFAPDDEESAKRRIAGARREKAERTLLIHFTPRSGSSWLASLLEATGCLGIG
HELFNPSFMPQNARYFGARTLTEYVEMARRFPVRQGSLSFKITSHQLHAVFDDPDQFFAAFADAASVWLIREDIVAQAVS
LAKMVQTQVGHTADSDAETRRRAEAGFAYDRSTIKYWLRHILAAEQCTENCLRTYRIAPLRLSYERITAIPPRQLVALMA
NWCGCPGLPDDAPPSSRHEKIGTAQNLDYAERFRRENRGFLAKVEAERRSWLDRLDRLDDPGPGLPKG
>OLS43256.1 immunogenic protein [Rhodovulum sulfidophilum]AB26
MKFSTLLAGASVALTVTAAAASAQDMSFFRIGTGGTAGTYYPIGGLLANAISNPPGSRSCEEGGSCGVPGLVASALSSNG
SVANINGIAGGTLESGFAQSDVASWAHSGTGIWEGKPAVESLRAIANLYPESIHLVADADSGIKSVADLKGKRVSLDEPG
SGTLVDARIILEGYGLSESDVTAEFLKPDQAADRMRDGAMDAFFFVGGYPAGAIAELASQHAVTLVPISCEDVPTICETY
SFFASDTVPGGTYEGVADDTPALSVGAQWVTSASQPDDLIYGITKALWNENTRKLLDAGHSKGKLITAETALDGVGIPLH
PGAERFYREAGLIQ
>OLS43257.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTENRTETAQGTATETLSAEDLKALEEKFDPEMRFRTVARPLAMLAAAIMFLLSCYHYYTAGFGIPPATTHRGLHMGVTL
LLVFLSFSAFGRREVRPGPLAPWGMPLIDWILAGAGLVAALYVPWIYADLAFRVGNPLPVDIAMGTILIVVLLEAVRRSM
GWPLPVIAILFIAYAYFGRSMPGILVHPGASWSNIVNHLYLTSQGIYGTALGVIATYVFHFVLFGVMASRIGLGQLFIDI
ASALAGRYAGGPAKVSVVSSALLGSISGSSIANTVTTGALTIPAMIRIGYPRHFAAAVEAASSTGGQITPPVMGAVAFLM
IEYLGVPLTTILTAALVPAFMHFFGVLVQVHLEARRLGLRGLHPSELPNAWRVFRKGWLSVLPLILLIAILLSGRTPFAA
AFWSITACIGVLLIQKVLASGLVDGVRAAAYEVWEGFVLGARQSLAVTAAAALVGVVIGVVTLTGVGFKIAYMVTGVASG
WANDVHGWLAVLPVELMTVPTLTLLFTLMLTAVVCILMGCGIPTTANYIIMVAVAAPILGLLGVQPLVAHFFVFYYGVLA
DITPPVAMAAYAASGIAGANAFKAGNTAFRLGMGKVLVPFVFAFQPALLLVTDGFTWSAFFLAAFGAVMGIWALAAAVSN
WLFAPLHWAERILLVIAALLLVAPDTGATVVGLALFLPPALRQLAFRRRSMA
>OLS43258.1 hypothetical protein BV509_02150 [Rhodovulum sulfidophilum]AB26
MAQVIFYEKPGCVGNARQRAVLTASGHALDRRDILSAGWTAETLHPFFGDRPVAEWVNASAPRVKSGEIRPEALSEAEAM
DLMLADPLLIRRPLMQVGEARMAGFDQAAVADWIGLAPTRTPVTDACPRQPDAPSCPPPEV
>OLS43259.1 cupin [Rhodovulum sulfidophilum]AB26
MKIIRSGSNASMKGPEDWFTGTVRVDMLFQAEEPGRTGGSHVTFEPGARTAWHTHPAGQTLIITFGRGRVQREGGPVEEV
SQGDVVWFPAGEKHWHGASAETAMSHIAIQQSIDGSPVTWLEKVADADYNG
>OLS43260.1 hypothetical protein BV509_02160 [Rhodovulum sulfidophilum]AB26
MLFGPDAAPHPTVRGDDTGATDIAADLIRAIGFKPLDAGGLRTGRFAAPFALGTAARACIQPGGAALICRFDSLRG
>OLS43261.1 hypothetical protein BV509_02175 [Rhodovulum sulfidophilum]AB26
MAGRKHNCLNGTTFTYGSEDKLLGGVTYGGFSKRIVVKEDLARRIPPGGDLPGAARLLCAGITTFSPINLWDLKPGERIG
VIGMGGLGRMAVKLAAAKGAEVVVFSTSEDKIADARAFGAVEAYLWSDEAAMARNTGSFDLMVATVPVAYPMQQFLNLLK
LGKTRVNVGALFPI
>OLS43262.1 hypothetical protein BV509_02180 [Rhodovulum sulfidophilum]AB26
MPMGFGRQSLAGSMIGGIAETQAVIDVAARPGIAATCEMITPAQIADSYEKLVNRQARYRHVIDMTAA
>OLS43263.1 hypothetical protein BV509_02185 [Rhodovulum sulfidophilum]AB26
MTRITLIAGDAVLPATLGDTPWADDFAAPLPKEATLSDHRGREKVSDLPRKLRTHGAPARHAARPGDITTYAPWGNLAIF
VKPFGAPSRLVRLGAFDGEFGALLKSGRVPVRIEIAR
>OLS43264.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB26
MAVGTNAPVIIKRKKVVGGGGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGESIFSEETLIQRGTGATQPSPSPDRQAKGEIGSGPVEQKDDKGTNSADAEAETQALKKLEDMINGKSGETILSEQMMR
HIVTRLTDEGLIIELFDIEGVPLFDANDRPTEILEQLTEVIGGAFGVVRNKVSVAGHVSARPVVLLNNPVWDISTLRAQT
VRKMLEDQGVAPARIERVTGFADRKPAVSRPMAVRNNRIELTLLRSDLRN
>OLS43265.1 flagellar biosynthesis protein FlgE [Rhodovulum sulfidophilum]AB26
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKTAEADFHSMVINGSRGSYSAGGVRTTTTRMIDQSGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGYLKTSTGLVLMGWPADASGTIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTLGVNLPATETAFNSASATGDPLTLSVEYFDNLGTSQSIDIVYTPDTSVAGLSNTWNMQLTDSATGAV
VGDYDLVFDDSQTYGGTLLSVTDNTGGAWDPATGILTVQVGPNADTMSINIGAFQSRSITTQLSDSFAPTSITKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYTHDNQCYSQSDTSGSFFMWDAGDGPTGDVVSYALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>OLS43266.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB26
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNQQLIGDRRFADAASA
EAETRADGLSKLEAAFGTADSADSISGSIAAFESALTAAASRPDSDARLATVLSAAQSLTGRINDAADAIQQSRMDAESG
IASTVQTLNDTLQQIAELNTEICKQYSYNNNANALVDQRQILIDKLAEIVPIREIPRDNGMVALYTENGAALIDGPPAEF
SFSSAGVIVPQMTVEGGALNGLYMNGKPVKVSGTYAAMGGGSLEALFEQRDVTAVQAQTDLDALTRDLIERFQDPAVDAS
LGATDAGLFTNFGAAFDLVSDPNAETGLSTRIGVNALVDPDQGGALWRLRSGLMAGSAGSVGDASLLNSMSDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQSAIDQSTFSTARAATLREAELADGVDTDHELQMLMLFEEAYAANAKVMKTID
ELINLLMEL
>OLS43267.1 hypothetical protein BV509_02205 [Rhodovulum sulfidophilum]AB26
MSLISMGDLAQSLGLRTRNAEVKAQFTRLAEEMVSGVTSDPAARVRGDFRPLGAIERSLTMLDAYDLATSETKSTADVMQ
AALGILSDTAKDIGATLISGSSGQHENMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGDATDSPALASADTILSSIGTA
ISGLTSVTDIETAIDNWFNTPGGFDTVAYQGSTTAVGTVRLNETETVRLDITAMDPAIRDVLKSLATGALLADPALLSGN
PVLRSLLAESAGEGLLTADSALTDLRALLGVRQEKIESIETENSANRTMLLLAREGVLGVDPYETATQMEAVESQIDTLY
TVTARLARLSFTNYMS
>OLS43268.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB26
MISRLTLLLAILLLAFPAFSAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARAGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGAVIAGGASAEGDGAKVVEG
VPTSGVIPSGARVEREIDFDFGSLNRLRLALRNPDFTTAGRIEAAINNDYGRGVARMVDSGTVVLDIGATRAASPAHALQ
RIEGIMVEPQQKATVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAEIEEDPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFVVR
>OLS43269.1 hypothetical protein BV509_02215 [Rhodovulum sulfidophilum]AB26
MPKFATIMDEAEHDVLARMSFPKAHRARLDSTNPIERLNAEIKRRTQIVGIFSDYQAVVRLVGALPPGQNDNAPSSVPDP
>OLS43270.1 hypothetical protein BV509_02220 [Rhodovulum sulfidophilum]AB26
MWHIAMPGAGAILLVNGGHGSLHEAYAQGIATRSVDRLGKAKGMSGISRNQVSRLCEKIDGKMKACLNRPLEGDWPCPWI
NATSLTAHRGERIVSVAGIIVIGVSTDRRSEVPGLPTGISEVDRSGPNSCASSQGVVCAAQRWRSWMHMRASRPPSPRFS
APPGGAAASISSATPFCPCRKKRASRLSSPPPLPGH
>OLS43271.1 hypothetical protein BV509_02230 [Rhodovulum sulfidophilum]AB26
MKARIRGQGPAPGVTVAAVARQHGVEAPGDRLGGPWPGRASSCWQPRKTKSSSRQYGSRPSLWTIAKGTTGWRCR
>OLS43272.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MTDTPEHAALMDATYRHQRLIYDATRAWFLLGRDRLIADLAPPPKGRVLEIACGTGRNLARIGARYPGRRLFGLDISREM
LRTASARLNGRALLAEGDARRFDPESLFGTGAFDRIAISYALSMIPDWPEAIREAVRHLAPGGTLHIVDFHDQAGLPEAF
GKGLRAWLARFHVEPRTDLAGVVGRIAAETGGEATHRVLFRGYAQIAVIRQTSRGLR
>OLS43273.1 S-adenosylmethionine--diacylglycerol 3-amino-3-carboxypropyl transferase [Rhodovulum sulfidophilum]AB26
MSDISVRPASVEAQLGAAVHQNRALSATGLLERAFSRLFQGLVYVQIWEDPVADMAALDLAEGDRVVCIASGGCNVMSYL
TRRPAEVAAVDLSPAHVALLSLKRAAALHLPDQAAFFTFFGAADRQSNVRAYDRYLAPHLDAASRAWWEGRVFGRRRIEI
FARGAYRHGLLGRFLGAAGLVARLGGVDFDRLLAAQSLEDQRRFFETEVGPLFDRPLVRALARRRAALFGLGIPPAQHDK
LAADGGGDVIPVLRERVRKLFCDFPVAENYFIWQACKRRYGGVAGGAVPPYLDPSAFETLRAMAGRVSVRNRSVTDYLAD
RPAGSVDCTVLLDAQDWMTDAQLTALWSELTRVAAPGARVLFRTGGEPDILPGRVPDAILGRWTYDTGASRRGSAEDRSA
IYGAVHLYRFRG
>OLS43274.1 UDP-2,3-diacylglucosamine hydrolase [Rhodovulum sulfidophilum]AB26
MECRTIFISDIHLGTRGCQAGMLLNFLSHHSAERIFLVGDIVDGWRLERTWHWPQTHNDLVQEILARARSGVEIVYIPGN
HDEMLRAYLGTHFGGIEVKRQAVHVAADGRRYLITHGDQFDSIVMHAKWLAHLGDRAYGAALGLNTLLNRARRIWGGPYW
SLSNWAKQQVKQAVNYISEYENVLAAEARRGGYDGIVCGHIHKAELSTVDGLAYVNCGDWVESCTAVIEHPDGRFELIDW
AAEMRARAFRRDRLRLLGGRRRGQDREAA
>OLS43275.1 hypothetical protein BV509_02250 [Rhodovulum sulfidophilum]AB26
MRCLPGILLCAALSLPAARPALAGDVTLMSRDGAVEIGGHLLDFDGGTYRLDTIYGPLAVNADAVTCKGAACPGAEARVA
RFALSGTPVLGAVAMPALIEGFAAAGGMTVERAADGRRGLFRLRDPDDGTLRAEIALTTGSTGEGFADLLTGGADIAMAD
RAILPEEVAHGREAGLGDLSASHRRRLIALDAIVPVVAPDTRMGDPGRGLTLETLRGLLTGEIVDWSRIGGAEAPVTPHL
PRPGAGLGRTPEARLLEGQAPVPSARQHADAAAVSGAVAADPMGVGLTRLSALGGAVQVPLAAGCGTRLLASRQGIKTGD
YPFVVPLFLYLGAPQLPSLAGAFLDYLATPAAQIAMRRAGFADLMREEIPLARQGDRLALAIAEAAPGSGLAELQRMMSV
LRGAVRLTETLRPGPETDEALSQSGIEALARALEAGTFDGHTLILAGFADGGDGPDADRALARKDAEAVRDALRAAATAA
DFGRVRLEVAAFGALLPLACTGGLPEDRLPEAMAHRLNRRVEIWLR
>OLS43276.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB26
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRVAEGEALDDILPEAFANCREGARRA
LGLRAFDVQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGEGVHIVTVNDYLAKRDAEWMGKVYAMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYKLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSMYDPESTTIVHHAQQALKAHKMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTATEKYAAIVESIKDAHGRGQPVLVGTTSIEKSEMLSDMLKTQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEMKVMEALDGDPTAHPDAVRARIEAEHAEEKQKVLEAGGLYVLGTERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSTLGMKDGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIDDLVETHIPPRSYADQWDAEGLQRAVAESLNLDLPIVDWAD
EEGVDDETIAERIADASDKAMASKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTKKLGQIRPLTEDERNEMIRQLAEQQARLAEATAQAQPSHADAPADGTEPAPAALASAAPGFDE
SRPETWGNPNRNDPCPCGSGKKFKHCHGQLV
>OLS43277.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB26
MTFALKPLAALTLAAGMALPALAADIGPDTVVARVGNQEITIGHMIVLRAQLPPDYQQLPDDVLYQAVLDQLIRQTAVGE
AIGTDLSKGASLALENERRSFVAGEALSRVAEEAVTDEAVQAAYDAAYGAAHPINEYHAAHILVETEDEAKAIETELANG
ADFAELAKEKSTGPSGPNGGDLGWFSEGMMVQPFEEAVVAMNPGEVSAPVQTQFGWHVIKLYESRLKDAPALDDVRGDLV
QRIQREAMEQALEKYTEEADVTRNEIEVDPAILKDQSLLDE
>OLS43278.1 NTP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB26
MKIVLVAAVALIDADGRVLLAQRPAGKAMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCLAPLSFASHSYEDF
HLLMPLFACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADLPLIPVLQDLL
>OLS43279.1 IS5 family transposase [Rhodovulum sulfidophilum]AB26
MNTKLHAVADAKGRPIGFFMSAGQVSDYTGAAALLGDLPKAGWLLADRGYDADWFREALKDKGIKVCIPGRKSRKTAVKY
DKRRYRRRNRIEIMFGRLKDWRRVARRYDRCPDTFFSAIMLAATVLFWL
>OLS43280.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB26
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGQAEVSLPGGCAIGARPVDLHLQALEAMGARLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALLAATLAKGTTVLKNAAREPEIVDLARCLRAMGARIEGEGTATITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRLDLLPAFAEKLDAAGITVEQTDRGLRVARKNGRLSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELVRMGARIEVSGGTATVTGVGRLKGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLGACGAHIERMSAE
>OLS43281.1 hypothetical protein BV509_02310 [Rhodovulum sulfidophilum]AB26
MTEDARFEDGAERPLHLMAAEASDLEVISALVQDGVLPVTEMRWDRSRRRFAALVNRFRWEDKEAAERRGRPFERVQAVL
TVEDVTQVVSQGIDRSDPDLVLSLLAVAFEPGEDGTGRVVLTLAGDGAVALEVECLEVTLTDVTRPYAAPSGKAPRHP
>OLS43282.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB26
MPVFLDTAAADFEAQFSALLSAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLDLTPETLAFSSEEIDAACAAV
SREDRAALELAAERIRAYHVRQMPEGAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKANPLVLMAARLSGVETVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWVAIDLLSQAEHDESAQSILVTDDAALGRAVAEAVEARLKTLERRAIAGASWRDFGAVIIVRDLAEAAAL
SNRVAPEHLELCVADPEALVQKIAHAGAIFMGQWTPEAIGDYIGGPNHVLPTARSARFSSGLSVHDFIKRTTLARMTPEA
LKAIGPAAERLAISESLEAHGLSIRARLDRLNEDAT
>OLS43283.1 hypothetical protein BV509_02320 [Rhodovulum sulfidophilum]AB26
MTTARLCHVELDDSNLPPPTPEIEQERKVALFDLMEDNSFSLPGREDRPAPPGPFRLTLSIREKRLVFDVKTETGSPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLESKADLDIDTARRLFTLICVLYHG
G
>OLS43284.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB26
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVTVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLDVEYWPVLDPTGLGETRPDKLAAYRQTRNQIVDRLIGRFGPPARGAGD
>OLS43285.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB26
MEYARREWLAIAAETPWETRDRPKTIYSFVSRTAAAFPDRPAVSFQIFSGPKDPAETLTWTEFHGRITQAANLFRRLGIG
PDDVVAYILPNCNETAVCFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPRTDVAQKVSEAVRHAPKVQTV
LEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFDDPEEDRFAAYFHTGGTTGMPKVAQHRVSGM
IYNGWLGHTLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGDGVLDNFWKLIERWGVTFVITVPTAI
AALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDSTKKIGSVGLPFPYTQIRIL
KCDGDGNVQRECETDEVGEICISNPGVVPGSTYTEKAKNLGLFADGYFLRTGDLGRIDEDGYLFITGRAKDVIIRGGHNI
DPAEIEEALLGHHDVAFAGAIGQPDSFSGELPCVYVELVSGATATPEDLMAHARVHIHERAAIPKHIEILDELPKTAVGK
VFKPGLRKLAIQRVYDAALAEAGHPVRVREVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWDWTED
>OLS43286.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MPPRPQPQDDREKSKRIGALQALWPFVAPYRRMLAAALSALVLTALVYLAMPVAVRQVVDAFDTETAALLDRYFGLALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPAFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRRLSRENQDWIAASSGNASEALLSVQTVQAFTNESRARSQFRAVT
EQSFLSARHRIGTRAVMTVIVIFLVFAGIVGVLWVGARDVRAGEMSVGELVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTARDSVTDPAAPLPLPKPARGEIRFEGVRFSYPTRPDTPALDGIELTVRPGETVALVGPSGAGKTTVMQLIL
RFYDPQEGRVLFDGADLRDLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAAHAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRIAIARAILRDAPVLLLDEATSALDAESERAVQEAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAQGGLYARLARLQFTAGVETAA
>OLS43287.1 hypothetical protein BV509_02340 [Rhodovulum sulfidophilum]AB26
MARSFRRPTLALSCAAALWLQPAGAWTLWDADPPKTPLEKHLDRLVEGGEDLTELHGRIEESRDQGFRLLGRSTKSLEGD
VDDLVLEIERALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQKPEPDPDATDKIEDRIADREAAAATLEAEV
AARKTALRETFAQAGATLGEDEIDSLTSRADGDDLLKMFTVFDITRKITDELKALMQGTAPSPEMQLQYYGVFVVMAELQ
VMVHREYLRRLDEDYLPALETIKAEIDATVAFARERMATATPEQQDIYAKNIAANALSLDVIARYEQILDQQKARSAEAM
EKAQSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLQPFDDNTLRQRFEEISDRVAEIVGNS
>OLS43288.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB26
MAKEEMLEFPGVVKELLPNATFRVELDNGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>OLS43289.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB26
MRLILGSQSPRRKDLLAQIGVVPDDVRPADIDETPHRGELPRPYCLRIAREKVRAVPAAPDDLVLCADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLSDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFSAVVGLPLAETATLLRAAGYPLDTERT
>OLS43290.1 ribonuclease G [Rhodovulum sulfidophilum]AB26
MKGRSILLDEIGGRKAAALMEDGRLEDLLIDPPDDRPMPGAIFRGVVDRQMKGQGGVFLRLPEGRAFLRQAKGLRPGQGL
LLQVTGYAEEGKAVPVTPRILFKSRLAILTPEAPGLNVSRAIRDEAERDRLLEILHDGMEGAPEGLGAILRSAAEGADPE
ALAEDIAAQRALAEAILSEPADGTPELFLDGPDSHALAWRDWPAPDDLDDRAGSFADHGVPEAIEALAGPEALPGGGSVH
VEPTRALTAVDVNTGADSSPAAGLKANIAAARALPRLLRLRGLAGQIVVDFAPMPKKDRVALEQVMKAAFRADAVETTFV
GWTPLGHAELTRKRERLPLSETLAR
>OLS43291.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB26
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGAYSVPGDATDPAEAEDDLPSSPPRRH
>OLS43292.1 hypothetical protein BV509_02365 [Rhodovulum sulfidophilum]AB26
MILPGFAGSGLDPGLTGAPLFGGGINDTGRDLTHRTAERRALIGGGGIDCVFPWRAMTDRYREAGHDDAFRRIGR
>OLS43293.1 hypothetical protein BV509_02370 [Rhodovulum sulfidophilum]AB26
MAAPALTPLKSGSVASTAGTSIHYTGAGALDFFEFGSFTWKGTATGIEVAQGTASCDWVDAISNTTAATFSTGTDSDTVY
GGWGDETVRLGDDNDVSCGNAGNDLIYGNAGNGTLSAGSGSDTLYGGVGNDTFGVYDSNQTAVVYGDDGWTEALARAKQL
AAQGWPGVRVVRGQNGCS
>OLS43294.1 hypothetical protein BV509_02375 [Rhodovulum sulfidophilum]AB26
MPRPTPPPSPAEPVLPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVTRLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQARGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIAMTAQIEAACAALSLVLHDHLI
VGKARDLSFRAEGYL
>OLS43295.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB26
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEAQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGRQRATRGSDLRYNLRVTLEEAYSGLQKTIKVPSSVACEVCNG
TGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERALSVNIPAGVETGTRIRLA
GEGEAGLRGGPSGDLYIFIEVTDHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMRLRGK
GMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFKKVKSFWDGMKS
>OLS43296.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB26
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDSERLVGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEEVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLTKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMNPQAGTPLHLVMKLTRAKLESLVGDLIKRSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIEEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQNAVTIRVFQGEREMAADNKMLGQFNLEDIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAEANAEADKKRRELVETRNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLDSEDAGKIKGGIQNVSEAAMRLGEAIYKAQQQETSGPEADDDRDEPTGVDDEIVDAEFEDLDDRKRS
>OLS43297.1 alkylated DNA repair dioxygenase [Rhodovulum sulfidophilum]AB26
MSETERPGRPAPALVVRGVEVFPGLLDPSAQAALVAEIAAVMAAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TQHPSGVAWPPVPAPVLALWHRVTGLDRAPDCCLVNLYREGAKMGLHQDRDEADFGWPIVSVSLGDEARFRIGGIERGGP
TDSLWLKSGDVLVMGGAARLVHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>OLS43298.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MNILQTVLPVVSFYAMFTLVGLRGAAIRGDVLIYLMSGVFRFMTFNKTMAAVAGSEGPASAMMQHAPMNTIIAIAAAALG
TLYIQILSMVFVGFVYHAAFTPITVDRPVGAMGMLLLAWFSGLSVGMVFLALKPWAPGIVGLASSAFQRMTLIASGKMFA
ANTLPGRMPVFFDRNPLFHCIDPARGLAFVDCDPHFTAVGHPLRLAIAPTVIGPMGECHTRKFAPADGTPPRPQSTTRSV
RLIRPPPSIRVELPPRTRSMP
>OLS43299.1 3'(2'),5'-bisphosphate nucleotidase [Rhodovulum sulfidophilum]AB26
MDYEQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALISAELRRAFPEALIVTEEQADTHTESAAD
FLIVDPLDGTKEFVQRRGDFTVNIAWVEGGVPVRGVVYAPARGRLFYTRADGATVEETGDLALDTVGPVTPLSVSAPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGKVVRFDDHSP
LAYGKPGYENPFFIAYAPGVDLKDA
>OLS43300.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB26
MSVVIVIPARFASSRYPGKPLAMLRGASGQEKSLIRRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDVLGGAVEIAVNLQGDAPLTPAWFIEDLVAGLRADPGADLATPVLRCDGQGLAALLDDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQTYADGVPTPVFHHVGVYAYRPAALDAYRRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>OLS43301.1 hypothetical protein BV509_02410, partial [Rhodovulum sulfidophilum]AB26
NIEAANDAMSTLGVVMRGVGNQVAAGMAPAITSLVTGFTDLLRAGTPLRGLLDGLGTGMQAAFQAVSASIGRALSYAGTF
ATFLAGRFVSGMAMAAASVVAFNAKLLLTRAALMRTGIGALVVGVGEVIYRFGGLVDATGGVGAAFDALKAVAIEVWERI
GKGTEIVVLAVQRMGWAIRADFFGTLEAIQAKWGGVISNMAAIGAIIPGFGPQFRAVAAEIRNGSAAAKDLKDATSEATD
KVEESAGKLKTALTDFTGPLASVKALRAKLAEARAEMDKSGTSSQDLKTALDDLNAALSGTDSKGGGAGVETVTRKVAGL
QTAAERASGSFNTFFKDMIKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLLSGLFTGGGGTGTVKPVAGLI
ARGMGVGSFEGGGRTPVGPRAGGLDGRGGFLAMLHPNESVIDHTRDSGPLGAVRMGDTYVSVQGSNASAAEIAAAVSAQN
ERQANAVFARRQRVARARGKA
>OLS43302.1 hypothetical protein BV509_02415 [Rhodovulum sulfidophilum]AB26
MAHPPDPVLIAAFTLRQKTSGALVQSPYSLAQTAYDFMGEMWAADLTLTHVDMRGNARIEAWLASLRGTLGTFEMAPPDY
EGPYGVMSANPTVAATADARARTLTITVPPGSAAGPGDYLTIAGHLHLVIEAAAPDLARAQTLSLWPRLRAPVAPGAAVE
MLKPYGTWRRASAEVSFDCSQDRIRSRTLSLIEAL
>OLS43303.1 hypothetical protein BV509_02420 [Rhodovulum sulfidophilum]AB26
MEVGGDRTLGLLVRCRFDSGDVAMVTGIGRVTWDGVTYVGAGQALSIGEAGATSEDDIPGLSITLAGLDPEVIALAELEE
FQRRRVTVLLALFDDQGQIETADVLWDGIADTMESDDSPDAATTTLSMEPRSMELGRKYPFYYLPEDQQRRFPGDRFFDL
VQAIQNREDTWGRP
>OLS43304.1 hypothetical protein BV509_02425 [Rhodovulum sulfidophilum]AB26
MGAAMRGEGWELRLAAEIRDWEGRAFEWGTADCLGFCRAVARAMTGADPIPDLPAYGSEYTAAKVLVELGHRSVEDLVDA
HLPRVPVARARRGDWVMTAAEGAMPGAMGVVTGRYALHLGAAGLVRRPVLTAEAAWCVD
>OLS43305.1 hypothetical protein BV509_02430 [Rhodovulum sulfidophilum]AB26
MVRRLILCTTALIALAGPACAMPPVVAALGAAAGGWMAGLTATAILGQAALAFALTGIQMAMQKKPKVSTRDEITLNKIQ
PVTTGLILYGERTLGGAIIARSTTTYGGKPHFRYHSAMPLACHEIDGAVEVWLGETKVWTEAQYAADAAAGTGNPYYWGQ
IDSDYKGRFYLKVYNGSDDQVADAEYVAAASEWTADHRGRGVAWVYFAANYDRDIFPSGAPQIRVRARGKRVFDPRDGQT
RYSTNPALCLRDYMLTPQLRGGPGWTEDDIDLDALIALANVAEEQVTLADNSTEDRYAFNGVLDTEATAAENLDVLSSAW
GGWWSYDRGKLAVGGAAWEEPAFTVTEDMLVAGIRVTARRPFEEQFNTVKAQYADPAHEHVVTDLPVLDSETYRAADNGE
TLVMDMGELPGETGFARGQRLMKLALLKARRQKQVVLPCSLAAWGVRLGDNIRVTIPRRGWTDKQFEVLARTVAIGPDGV
SVTLTCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMSEELYETRGGGGVKTRVRLAAMTDNPFIDAWQFS
WRPITDAEATVRGITDVAEDLIDDMAPGTYVFGARGRNVRGMWSDWAYSGASAVLGENAPPVAITGLSGQSAGGAVAMLR
WDRHPSLDVQQGGRIEFRHSAELVGATWQSSVVIGKAVSGGVTEATLPLKTGSYLARPYDAKDNPGPVTSVSLRAASLVP
MTEVASRIEAPGFTGTKADCSATGGVLSTDEGATSAVYYFSSLINLGTSGPVRLVSDVEVLIEEREDLMFGPGTAAFWTP
PDALFWQGGADAYGDLDTQVRLYDDGTATWGPWQSFDAAEFDGRLFQFRAALSVESAAYALRVTRLSVAAFRAT
>OLS43306.1 hypothetical protein BV509_02435 [Rhodovulum sulfidophilum]AB26
MTQATYVPNVTHTKAQALAFFQGMCAAAASNNSGAVAPAETWPGMLWVDTTAKALKMRNDANSAWITLGSYATGGFTPAG
VAQLTAAQAGDPLSTVFGMVSGQVLSESVGGDIERLAEGATGAPKIMPRAMDQSNYLGRFIGTGNPVTANLTLDLGGLAG
ARVVRFDIASGNGAGSGGFAFGMSNASGQTTGYLNPVTSGFFPVPADTVQGTATFYMDFVSGEWFCASNLGGGYGTISPI
YLPPQNITFRGGGGTSAYLYVAAHAITGRT
>OLS43307.1 hypothetical protein BV509_02440 [Rhodovulum sulfidophilum]AB26
MTDADHLHRQIYGPPESESLRKHGGQQRLMGAVFIGIGLAFIIGGLASTADVMAPELYGDRITRWPAEAWGAVVAVSAAL
YRLGIAINGRWRWSPAIRTAGAAAQVSITLAIIVGCWGTLFGLPWALAAAPLCAAWAWCFWLALGDLSRAVWGYDDD
>OLS43308.1 hypothetical protein BV509_02445 [Rhodovulum sulfidophilum]AB26
MVLAAFTALGTVAAAYLRWGPRPSRDHAESAIAASLARIERTGEETSKKVDKLREELADTRERVARLEGRAER
>OLS43309.1 hypothetical protein BV509_02450 [Rhodovulum sulfidophilum]AB26
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAASALVSADMLGLSPEVYASAVGLLSAAAMLARVIAQTGLEEDDE
>OLS43310.1 hypothetical protein BV509_02460 [Rhodovulum sulfidophilum]AB26
MPVRVGLILAALLLTGAAGWWVQGLRHDLAEARAAVRGYEEAARVHREALKKLAAIEADRDRLQSMVDELGDDADAPLAD
SVRGAAGRVWQ
>OLS43311.1 ATP-dependent RNA helicase [Rhodovulum sulfidophilum]AB26
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEDDRMGPPAAPLALVIAPTREL
ALQVQRELVWLYARTGAKVVSCVGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAERRTLLFSATVPPAIAELAKLYQRDAARVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRFHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
TLLHRSGRTGRAGRKGISALIVPDKLAKKAARLLKWAKIEAEWILAPTPEEILALDETRLLADALWEADPTEAEAAFAAR
LLADRSPEMIAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSIWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLLARTSLVEIAEAAVPGFVDRIGPEGLLEDDIRAKRFDGPIEDTRGPRPRSERPKPERSRPERPGPERPKAEYPRPE
RAPEPPRPAPAEATAPEMPPATDEAGVNRPEPTFKPRPTPRPDRPDARSAEPETPRPKAPGHARDRAADARPGDRPRKPR
HGAERATTRAESPAPRPKEGRKTGPKGAAKDWSKDWSKDRPKDKKRRAETDAAPADRRRADAADPSKRLERPGAPTGKGG
KPKGAGVKRGGPKPGHGGGNAPPKRKR
>OLS43312.1 hypothetical protein BV509_02490 [Rhodovulum sulfidophilum]AB26
MSRYRIVLEDLEIRMYLGIHDFEKKAPQRVLICAEIDVTSRSFGKDDIFDYDRVVAFIRAFSMQFIETQEDLVVRIHDHI
LSLGALSATVYSRKPDVFEDCKSVGVSYRGD
>OLS43313.1 2,5-diketo-D-gluconic acid reductase [Rhodovulum sulfidophilum]AB26
MILQETRTLPNGVAIPKLALGTWMIDDAKVTDAVKAAVEIGYRHIDTAQAYGNERGVGEGVRACGLPRDALFVQTKLDAG
IKDHGGARAAIDGSLETLGLDYIDLMVIHSPQPWAAFGDTDRFFEGNLAAWTALEEALEVGKIRAIGVSNFQTADLDNLL
DHARIKPMINQLLAHIGNTPFELIDYSKARGLLVEAYSPIAHGKILDNAEIGAMAGKYGVSIPQLCIRYVLQLDLLALPK
TANPEHMRTNADLGFAISEDDMARLKAITAKDYGDASGFPVYRGKA
>OLS43314.1 hypothetical protein BV509_02515 [Rhodovulum sulfidophilum]AB26
MQNADPEIATTAAAREASGQALTRPPQDRALQLREGVLLREAGRIEESLAHLLRLAADAPGAPWVAIELAATQRRAWAYD
AAAGTLAGLLAADPRQRQAHWARIDAAAQELRLDLALEAVEAVLDVLPGDAGLALRRCNLTLQRGHVRAARDLLDALAAD
RPGDPGVDLARGHSLLAEDPETALALAGEVVARAPDLVWAWPLRIAAARTLWRFDDAEAWGREAETRFPGQAPVLQARVA
TRMALEDPQGALALLPMAPDTPAIWILRGTTLLASGRPEEADAAFAAALDTGGLLPGAAIGRIGAALELDRVDETRAGLS
ALIAWHEARGHRNGDRIRAEIAGRLGDWPEAERLSTQLLDRQGPDRALLYLQARARFGLGRIEGADTALDTLGALDPDHS
ASAGLRGELHLAAGRPDAYVAHRRALFQRPDSARARTDIDFGRDLDALGRHDEASARLQHLLDRNGDAPNLFLSQVLMAR
GRVEEATAILPRFVRGRRNITGGADEAITRAADLERLFDFETARPIPTMSISPAASLAWRLARDRSLGQAEWTRRAERAS
AIWRWLTAAPAEPEALLPWLHPGEADKLRALPRPCILTTTHFGPLVYSVLRGLNAGYHYLAARSAANPAARGLGPMIAAA
TAPREAAAEAFRVLRGNGILMATHDSPARVMRQGGPGDVARGRLFGRPFELIDTLPKLAAGLRVPSLTLQAHWRGGRIAF
EIAPLPTPEDGEPTQMWLDRWAQAYLDRIEWIMSGPPENQNLDALNWRVLLLDPPPV
>OLS43315.1 hypothetical protein BV509_02520 [Rhodovulum sulfidophilum]AB26
MASFFGRFAAEIRGLHIKRVIAPAFDAGWYLSHYTDVAQAGVDPLTHYIRYGAQEGRNPRSDFDGVSYLEINPDVRAAGM
NPFYHWIRFGRAEGRICGSARDAAADGAGTGAVTPTVMDFSGIFTPLDRLPAPVLERLDLAALPDTVLGRGFPYGMRAGP
VDFPIVLFRDDGGAVPVERVEQALAMTSGKVHVLGPDGCGRARRSAPANDRVRVWPAEGETALDDLRALLKGLDAELAGF
WEVSLSPALSAWTFLEAAMVRDPGLAHVGASLARPDGRLWRSGWRHRAGETTLAEIGRDLHFLDPFQFRLKPSVALDPVF
GLARVAPLRAAAAASRARPTGAPDLVAALAGLVPLLAGDGQPVFATQGCAVVLSESEPAQPPQAAAPEDAGLPAHPGPVE
AVVFVDSVPPMPDQDAGSVTASNFIDIFLERGAEVLFYSTTRRAWTDPYALALAARGVVCLTDPVVQGYDSACDRIAAAG
YDRLTFLLTRVYAGGAFVERTRALFPRARLVFNTVDLHGLRELREAQRAGSAAREVSAHATFARERDIIQRCDSTILLSE
AEIAVLSPTLGHADLRLIPMVNEFRPPRAGFAERTGLMFVGGFGHTPNIDAVDYIIDELWAPIRARAPDMVLKIVGPHFP
DRLRARLPEGVEALGFVPDLGAALEEVRLTVAPLRYGAGIKGKIGTSLAHGVPCVATPLAAEGMGLVDGRDLLVADGPEA
FADAVLRLHDDEVLWTRMSRAGYEFCEARYSRRAVAARLNALLDGVPA
>OLS43316.1 hypothetical protein BV509_02525 [Rhodovulum sulfidophilum]AB26
MKHETAPASHLRAVGGKATALRFFTICARNFLPSARLLCESLRQAHPDADFTVYLCDRDMGYDPVPLGMRIEPLEALGIP
ALERMIRSYNITELCTAIKPYCFLREFAQAQGDDPTPHVIYLDPDIEVFSPLTEVAEALDAGALAVLTPHVLHPAERAEF
EDDHFLRFGAYNLGFIALRNTPEVAEVMRWWGRRLVDQCIIDLPRGIFVDQKWMDLLPAFLDDVHVLRHPGYNIAYWNLH
ERRIHGPEGALQCNGQPLRFVHYSGIILEDTDQLSRHSRVFHVSNSFGYGPLVQRYRARLTAPGNRRLRNLPYAFFWNGA
RGKNAHSPGAEADTAWSRPETFLLARQAFTMEQYLGFLSAEASEIENRRATEAALVPRGEEGRNGFHFSAYCAVCGGRHS
MVTSFLYSGETYPDGTPVPNWREHVACASCGLPNRVRASMHLFLQEFEPRSDSRIYITEQKTRLFGWLSGRFPNLTGSEY
FGNRVPKGGLFEGVRNENFEDLSFQSESFEFLLSFDVLEHVPHPERAFAEAFRVLEPGGRLMFSVPAHLDRHPSTIRAEL
APDGRIVHNLPAEYHGNPVDPEGGALCFRYFGWDLMDMLREAGFPRPFLFHYWSREFGYFGPGQALFVAEKPR
>OLS43317.1 hypothetical protein BV509_02530 [Rhodovulum sulfidophilum]AB26
MSGGGGKRVCAVTGPGGFVGGYLMPVLAARGWQTLPMGRAAADFSDPEALAAWLARHCVTDLVHLAAESNPAGGDVRAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGAAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDITIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILAHALEAPARSLEAINVSSGRATPIAEILDTLTRI
SGHAPEIRRDERFIRKGDMRFQACDTARARRLGHVPRHDLADTLGWMLDAATRSVPEPVERRLP
>OLS43318.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB26
MPKRALITGITGMVGSHLTDFLLDRTDWDIVGMARWRSPMDNIAHLTDRINQRNRIRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPKTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVVHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMKVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYMLV
TVNPQPAAYYNIGGEHTCTIREMLDHLIGLSPARDSIRVETDPDRLRPIDADLQVPDTSKFRAHTGWAPEIPFETTMRDL
LDYWRGRVADGAVRLVR
>OLS43319.1 hypothetical protein BV509_02540 [Rhodovulum sulfidophilum]AB26
MARNVILHIGRHKTGTTGIPRFLDSRRAELAEAGFCYPLAGRCRSPERPRESATHPHHLARGLSGQRPEVRQKPAALRPA
FLAEVAGTHTVILSRGAFQNVPHLDLLAEFLDGFEVVTLCYLREYLAYVTSSYSRIVMGSGLAEDVFLFEGRFAFDIPYF
IKRWEGIAQRCVWRLYDRGRLIDGDVIADFIEAADLPLTPGRLPEDPNLSIPGNLLAFKLVFNAVGLHGPVYGAPILALA
QAHQRFRGLFYLDRDTQRRLQDGNSCNRDLGDLFGDVPEIDLEKGHRMFDPTCFEQDKTAIQTEIVRFERVVSHPIMAAL
QRGHVFAEGIAA
>OLS43320.1 hypothetical protein BV509_02545 [Rhodovulum sulfidophilum]AB26
MSLADRHVTSSALAGRPAPVPVVLVHYHVYKNAGSSVDRAIREAVGTDSFMELDKDRGFRRAPAFNAALVRQILHGHPGI
RGFTSHTFIPTVHRCNDFVALPIVFLRHPLLRLASVFRFEAISAAHKDTPSGKLAQSAAFPEWLDAYLGMHNGKNYQTCV
LSMMEDGSHSPFTNGHPRHIGDIRVAAERLDEVNSLTGVGIVEQFDRSARRIEAAVGRHFPGFRLSGAAANQTKQVDSWQ
DELAALERSLPADLLARAVMANASDYALYDRYR
>OLS43321.1 hypothetical protein BV509_02550 [Rhodovulum sulfidophilum]AB26
MTDLDDTLADEIAERLKTDVLYIETARSVEETESFCTLHAPWRSVYRFSNGVTTESFERSEHVPNARCLAKLRRFHAKID
LSRLAGKRVLDLGFNEGYNSIFLSKYLGCKVDGIEFYDAAVKRTSAIAEFCGAPCTFWTADANTFSAPATYDVILHCGLL
YHLPDVWSSVRNTCLSLKPGGEVLLETTTYEGADKFDCKFMNWHAKGYNNFWALSPETIRYMFAEFGCTEGQEVDSFEVG
ALAGTGMKRTMMWFRKAR
>OLS43322.1 hypothetical protein BV509_02555 [Rhodovulum sulfidophilum]AB26
MIRRLILHIGRHKTGTSAVQRYLAAHRASYAAAGIVMPDFGGYDDPEAEPADRAAHHRIALDCGSGPAAPPETRADWRAR
LAEAAEGGHTLVLSSEAFQNCSDFGALRALCRDHYVEVVCYLREYLDYALSAYAQEVKKVGLYSGFFEFERGFNPQLARF
VTRWEEFANRCHWRLYDRTRLAEGDVVQDFLKAADLPDFGGDRFQGENPRLGGSLLGFKLMANGAGLHSLPLARALDPLA
ASRPAFRAPWRLGPERQADLRARRDYNATLEALVGEVGLADLSAGALPFESPGFATDLGQILGALDSLPRVRAHPIFAAF
QEQASCPTGA
>OLS43323.1 dehydrogenase [Rhodovulum sulfidophilum]AB26
MPDRRLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNVTINRFAFASIEARDDGRIVFAANDLDRTESFGIDDDLSGAA
LALHRGVYDRMVADFNRGVRFGATIQTNVEAPAGSGLGSSSALVVALVDAFRAHLGAPLGPYDVAHLAYEIERLDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELECRLVTCFSGVSRHSAEIIERQTASVRGSDRVAVEAMHSLK
SDSIEMKRALMTGDFDGLAAILHHSWAAKKATAATVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRCALI
EALRGIGGDADPVVFAESGCQSWRLPCPR
>OLS43324.1 hypothetical protein BV509_02570 [Rhodovulum sulfidophilum]AB26
MTDLSETTAALRLWLEAEVLPLQAGQVRDEAGFCERLAPDGKPVDLPRRAMVAARQLFAFSRLMGAGLGGSRPRLLANHA
RDALLAEHLAPDGAVLPIAGGGAAFSLYDVAFCLFALAAAPEAVLPRARAEALAARILTRLDALYRHPEAGFEEARPRRL
PLRANPHMHLLEAALEWIDSGPCDPRFEALADEIAELCLARFIDPGTGAQRELFDGDWRIADGPGNAVEPGHQYEWGWLL
LRWGVLRDHALAQAAGRRLIDLAEAHGLTADGLAASLLTPGLAIEDATARLWPQTERIKAWALRARLAPRPAEAALAEAK
AVEACLGLMRFFLHPLRGSWWENLGPGGAPRPEPARTSSLYHIVGAYHELSTLEARQFLPIARKEHRAPSTA
>OLS43325.1 hypothetical protein BV509_02575 [Rhodovulum sulfidophilum]AB26
MEDTLEKSDLERLFDEAGIDLDFYTKKQNPQSIAFMAELLPLLERLYPARYHVKTLLDVGARTGSGSAFLATVLDPASYA
RLKCTVTALDIDPTMAKISHALRPEMEYLVADIFKIDDRQWDIVSCSHCIEHVPEPKPFLLQLRRLAREHVVISTPFLEN
PETRIPSHRHTFDEEFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>OLS43326.1 hypothetical protein BV509_02580 [Rhodovulum sulfidophilum]AB26
MQDDIYSFGNGVRVYRRHVLDHQVDRYVKAQAGNLHEPVEEHWFLTLLGEIPAADPLVYDIGCGIGYYTLLLLHERPGAE
AVAFEPLPDHAAAIRENLALNGIAPDRLRLIEAAAHVAEGDVCFEAADFSSRVADEGGLRVAARDIAALLAAEARPVDLA
KLDVQGAELALLRRIVEAGQADRVRRWIVGTHGDDLFAECCALLGQHWRVVHSDPAPAHQPDGLIVAVRD
>OLS43327.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB26
MTTWYLGLSTSGHDPALALVDETGRVVFAEATERFLQDKRAWGVVPDHVPHLAAALAAVGAAPGDRIVPVTSWASVKADL
GLKVHDALLPASDTIWMQGLQAQMQQSAGASLLRLGFARERPEPMRFDHHLCHAVAACHFAPVADAACLVIDGEGDVGAV
SHFRLTDRRLSRGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLAGLLSADRGRLRFADDAA
IAAIRAAVEPLARGPATPVTDAADLAAAGQAAYALLADQVLEAIAEDGPALILSGGCALNSSYNGTIAGRTGFDSVFVPP
CPADDGNAIGAALLAWMADTGAERIPFGGGTPFLGSAPRTKTLEAARRATASGHAVTDVAGRSAEAAAGLLAQGHILGVM
RGRAEFGPRALGNRSILADPRPAGMKDAINARVKGREPYRPFAPVLAEADLADWFDRPQPSPYMSMTLPWRAGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDVLIEKPAH
P
>OLS43328.1 hypothetical protein BV509_02590 [Rhodovulum sulfidophilum]AB26
MTRTLTPPAPEVVDFLTAGIARFTKQDPAAIRPDSVLVDLGLQSIDAVLLSGEVEDHFQIELDPATIFSHETVGSFASDI
TKRLGAR
>OLS43329.1 hypothetical protein BV509_02595 [Rhodovulum sulfidophilum]AB26
MPVVNSSAWDSPDRFVTDPDDVAALLRDPRFTVGQLATHLDQIAARGGPRFPHLAEMARHAFAFQTGEAHLAARRATAAF
FAAPALTAWAPVADRAFARALDRLEAAEAPDLMRDYCEAAFLDFVRAFAGCPGGADERVLELIRVANNTTQPMLSLKTLG
RIDAALGELLGYLSTDPTPGVDPSLERFPAFLERRKDRLSDPAAAPYIALSALVGSHTVAQSLALALYGLLLGDAEHWRA
AAEPGWTDAALDRMMSLYPSTLTLVRMAEDDVRIGDCPFHKGEAAVMDVVAANAELRRRVPDGSAHLSFGTGPHKCPGAP
LSQLFLGRAIPALARRFPQLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLTALADRSGRDLDLARLVARNAMFFMSGERHAAIRRAVADSLGGNRLARWQPLIEAETQAALARLAAAAEPDLIADY
ADPIFRGIAGPVLGISPADPERFDVLAPILQDVLEPWLPIRELDRLQDVIGEILAGLRPPATDGLPGTPLLTRLMDEDLP
DTDETDLKALVLVMYGASFNMAHTLGNILHHLLTLPPEDRKCAADPAWIDAELERLISLCASPKYIYRMARGPARIGGIE
IRPHETLRLQLLSIDRGVGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALKPQRHRYFEMTQTVALATLPCR
LGSTGKDRP
>OLS43330.1 hypothetical protein BV509_02600 [Rhodovulum sulfidophilum]AB26
MAQTFADRPERERIVIRSRQGARDVFSGDRLAAEAGAVARTLRGWLGPGPHSLVLALPAGAEFVVALLGGLLAGVTLVPV
PVPRPGSHSDRFRHIAADSGAAAVLCLPAHAEAVAAALALDGTPPCPVATLPLDPARLPDPVRPAAAPDLPVAVIQYTSG
STRLPRGVRVTPDNILLNAALVARCWGMDEHARFVNWLPHYHDMGLMGGILYPLLCGGFSAQMSPLDFIRRPALWLEAIA
DERAGFSGGPAFAFADCLRRIAPDAAARLDLRCWRRAFIGAEPVPAGLPAAFHAHFAAAGLAREAVFACYGMAEMTLFAA
GLPGPDRPPPSAEAARAVAPCRLTPELGAGLAIVDPIARTRRPEGAEGEIWLRGPSRGAGYLGLPGDTAETFGAALDDPS
DASGWLRTGDLGVIADDALYVTGRIKDVVFCNGRTLAAPEIEWLACGSSDVLNPMAAAVFMPDPARGGQAVLLAELRLGE
TPPDPDTLRQTIRRAVTGEWGLDLVEILFLPRGRLPRTSSGKIRRRAAAELWRDGAWPPETVPSVKEMPECPS
>OLS43331.1 hypothetical protein BV509_02605 [Rhodovulum sulfidophilum]AB26
MRIYLIAPAPDDASDTTAEISMAGVKTPYTLSAAAGIVSVAALLPQEARIRLCDEVVQEVDLEAEADLAGLSINVSQVAR
GLELAAAFRRRGIPVVMGGAHVSLAPELFRGKADAIVIGEFETAAPRFAADLKAGGLQPEYRCGQADMAETPLPRWDLYP
NDRAISGVVQTSRGCPFDCTFCDVIQYVGRKQRHKPPERVLAELRQLYDLGYREVSLSDDNFTVYRQRTRALLEALIAWN
GTGGRHPVRFSTQISIDAARDPDLLAMCNRAGLRQVFVGIETGNPESLAEANKRQNLRIDLGDACRTVVGAGLTIRAGLI
VGFDHDGLDCFERQFAFAQSLPIVGFNVSALVAPYATPLYAEMKRAGRIVDEDTHRLAAGTRMTNLIPARMTREQLTEGR
DWLKAALLAPDAAMARFETYAHTLGSPCQDMTRSAWATASARRHPLHELVPLMMKDKGARRVIEGVRDLIAARPEIGYDL
TSILTLHLSECARAAGHRARIGRQLETVA
>OLS43332.1 spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSAIDIQNLGKSFGRTEVLGGVSLAVGAGEFVAILGPSGCGKTTLLRLLAGFERPDRGSIRMGGRLVSGPGVHLPPEGRG
VGVVFQTYALWPHMSVAGNVAYGLKVGGMGRAPREARTQAVLETVGLGEMAARRPADLSGGQRQRVALARCLAMEARVVL
LDEPLANLDVHLRDTLEAEFADFHRRSGATMVYVTHDQAEALALADRVAVMEAGRIVQFAPPERLFREPACAMVAGFIGD
GRVVEVTDLAPSGDGRAEARLLGAPVRLRCAPGERPRPRARIALHPGDLHLTEGEGVAATVTRATFRGHHLRAELAAGPD
GGVSLCLNVAAPARIERGQRVTVALTDGWVLPDPSLPSLPTQGL
>OLS43333.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MRLLALATAGLMATAASAETTITLYTSQAPEQAQETVDAFEAAHPDIKVEWTRNGTSALMNVLRAEIEAGQVQPDVLLVA
DVINLGELKAGGHLLPYTDAPVAAYDPAMYDPDMTFFGTKAITTGIAWNTEIAEPVETWADLLKEENRGQIAVPSPLYSG
AALCHLHTLIDAPGIGWAFYEGLNDLDIVPEGGNGPATKAVASGMAKYAILVDANALRAKADGSPIDYIAPKDGVSVITE
PVAILSTTDQPEAAKTFVDFLLSRKGQELVAKQGNLPILPGVAGPEGFPDLASMTLLPLNADAAVRTDAAVRAKFAEIFG
L
>OLS43334.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB26
MARLTAISGLGRKSAAIFLIEMSGRRVLFDLGDGLEPGDRPDLTGIGRVDAVVLSHAHEDHAGALDRLDEVGDPPVLATA
RTLGFLPERLRAGRARVLPERGRVDLMGLDLTLGRAGHAPGGVWLHVATPAGGLLYTGDICPEAPRLPVDPLPEAATLVL
DASYGDREGRLADQIAAMARAAAAGAVLCCPAAGRGADMVAALAGAGLCVATDAVIGREVAAATGTLPEIVDAATARPDR
AIVCVSSNAERGLAAELLGREGFRFVFSSHVPDGTPARRMLDAGQALWLPWNVHPTLPDLLALVRTTGARRVLPAFLDIA
TAPRLAEGLGARLWTHPETEI
>OLS43335.1 protein phosphatase [Rhodovulum sulfidophilum]AB26
MDAPGRHAIPKDVPAAEAREDVRPVLIDVLGPVAAASAQPGKRVFLGNLAGAEDAAALTSAGITETLNLGLNLCPGPLAL
GDGTQVRRYQIGLIDGPGNDPHLLAAAVVTVRGLMGSYGPGKPHYPPHRPGHLLVHCRGGRSRSVTVLAVWLTLCHPQAF
PDLDAALAHLRRLRGLGPEHPLPPMLDLAREVIARGLAGRAGGA
>OLS43336.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MEPRFVTAADVARRAGVSRSAVSRAFTPGASVAPETRARVLEAAEALGYRVNRLARTLHRDRSDLVGIIGANLGNPYISA
QFDALSAALQAEGLQTLLVNLRPDPRPGAEPPDLGRAVERLLEYRVRTVVLLSGAAPDELVRLCAANGVRMVLINRPAPA
AGALADVIDSDAAGGGRLAARRLIAAGCRRLAVVLSESRTSAKLARADAFCAEAASGGLTVRRWTQGPNSYETGVAAARS
LLEGGAARIDGIFGVTDEIALGAMNTARHELGLAVPHRLSVIGFDDAPISAWSSHRLTTVRQSLPALTGATLEAILCPAD
AAVSHRAVAVDLVERGSVAPARGSAPG
>OLS43337.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB26
MENTLPKMGTTVRVKSFARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIRVRGFALSLRKDEFALLTLEAVD
>OLS43338.1 ferrous iron transport protein B [Rhodovulum sulfidophilum]AB26
MKSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGTFSHKGADVTVVDLPGTYSLGSISDTGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPMIIALNMMDMAEENGLRIDPEALAKRLGCPVVPLVASRRKGVEALKD
AIVAAAAAPEPPKATVTHPPAVEEALAEIIPATAPTASDKGVDARWLAVKLLDGDAAALAMVPPALAAQAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSGVRRTSRISRSLSDRIDSVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPTEVLGNIGAPDWLIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRLMTVMMSPFMSCGARLPVYALFAAAFFPVGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDSDQSVLSSIGKAI
TPVVEPMGIHEENWPATVGLFTGIFAKEAVVGTLNALYGQMAAEDEGGEEDPFSVMAGIGEALASIPANIADAAGSLADP
LGLNIGDVDDQALAAEEQGVSSGIFGAMAARFDGTAAAMAYLLVILLYAPCVAATSAIWRETGTKWTLFAVSWTTGLAYG
TGVITYQSSRLATHPAEASAWIVGILAIFVAVLVTMRIASTPRGPGGAAARTA
>OLS43339.1 hypothetical protein BV509_02655 [Rhodovulum sulfidophilum]AB26
MVLSDIRAYCAEAGQVSLQQLANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCAKSCAPLAGMNDAVYQW
VGRQRRPLH
>OLS43340.1 hypothetical protein BV509_02660 [Rhodovulum sulfidophilum]AB26
MTKETNRPALRVGAAILTLATVPPDSVRAQEAFALDPVTLAETDETGTEIATGDADDSGTTALGADAVAIRSDGSGDANT
ALTSLPNVQYRDTPFDSGVNVDDILDLKPLEFSISGGRVSGNAIRLNGTGIGSATGNTHPHTSEDLSRQTGNPGTYSFYG
LHSQTQFVPSAMVDSIEVRDSNISAEYGGFEGGVVDYKLTQPDATRASGKVSLSFQNDALVHYRLGTEDGDNPDRVPKPD
FSKREVSVEFNQPLGENTAVIFGFGRRMAEATKAKEPQYRPLTADDDSRSDFWRLSFSHDFENGDELELNGYLTDYSQGW
DSPWTQDYHLDVETRDLSLDASYTHHLGSFDLGPASLSNVKLTLGAVHQDNEASNSTDQNTFLSWYGSYFSTLRGVSYHT
DAFDAWCDTPDTPSAAEDYHACRRGGYGSKSYADTRNRIEAELEADLGRGRFKFGAYVERVEARQSGDGFSSYTLSVYRD
PTDPFGSFTCPAGDPACIDDQYLRTRITQEAYDVSTDATLAEAYLEYDRSFGDFGLRGGLRFSYNDVLKNTDIAPRLSAS
WTPSPDFAVVAGANRYYSGDYISYAIHDALPRGANERRSHDAITGEVGAWTPFLDLGSYSYTQGDLKTPYVDETSLAVMY
RDAWTRGTWRLKLIDRQGRDQFARSEDSTGSNNLLSNDGTSEYRSVSLEYERRWRGRGALDDVGLYLSGVWADSDMSNDT
YFGDEGDVGDDDFIWYDGQSYTRNEFDQRTGRRDIPVRAMVELGSTWKNGRFGLGVGADVSFAYTGVRDTDSNETHTHPT
YGSQSHDVYEDYEFDTAVSAFLTARVRLAQLRGGDLDLNVKVANLFDDTGGGTATDSNPWIPGRSFYVGTTYSW
>OLS43341.1 hypothetical protein BV509_02665 [Rhodovulum sulfidophilum]AB26
MSARPIAGKALRLGLLFAAAGLALVAMTAPLRLAPEDLRAVYAGPPETWPAPEIDPGVAYVELAPRSLPPRPAPGSAAEA
RRALGERLFADPVLSASGQIACDSCHNRRLGWGDGLPRSLGHGRQEGPRNAPALFAAGAGLPLFWDGRAAMLEAQALGPM
ANPVEMANADLGAIAPRIAADPAYPPLFEAAFGPGPVTLDRIAAALAAFQTHLDRPTRFDRFLAGDSRALGDLELRGLHL
FRTRARCANCHFGPLLSDGAFHDLGLSFLGRGREDLGRYAVTGLPEDAGRFRTPSLRHVARSAPYMHNGIFPHLPGVIRF
YAGGGGASARLPAAPGPVETSAATPSPLIRRLDLSPDDIEALAAFLEAI
>OLS43342.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB26
MKNARPLPSYLVQRYHGWRATTHAENKAWYRRLADEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAAVEYAVTVLKVANLLVVGHSNCGGVRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADESERLR
AMEKEAVLVSIENLMTFPFVQAAVEAESLTLHGLWNDIGEGVVECYDPETGKFMPV
>OLS43343.1 hypothetical protein BV509_02675 [Rhodovulum sulfidophilum]AB26
MRLDSERLADMFVDLGEVRASHLIVLSIDRLESLIDGLHLAASQIRPGDCVELTGQIRALGDAMGMISLSSAARNVSRAS
QSGDQVAVAATLARLKRVAVRSFRLAEELQHRSG
>OLS43344.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB26
MFPRFADSAAPSRPLFAVEEADLAAWRADRPSAEAAWLEATGFAAGLGELQLLPGPDGAVAGAVAGLGGASARARGRFHL
ASVAARLPAGVWHLDSALAGADLQAEALGLLLSAYRFDRYRSQPAQRASFKAPAGVDAARLQAMAAGEVLTRDLINTPAS
DMGPKALEEAAIGLAARHAAEVNVFRGDELLAQNFPLIHAVGRAAAEAPRLLELRWGAAGPRLTLVGKGVCFDTGGLNIK
PGSSMGLMKKDMGGAATVLGLASMIMALGLSVRLRVLIPAVENSIAGNALRPQDILTARNGLTVEINNTDAEGRLVLADA
LAYAAEEETDCLISMATLTGAARVAVGPDIAPFYTDDEAVAAALSGAGGAMADPVWRMPFHAPYEAMIEPGIADLDNAPK
GGFAGSITAALFLRRFAGTARYTHFDIYGWQPSDAPARPKGGVGQGARTILAALPEVLGL
>OLS43345.1 hypothetical protein BV509_02690 [Rhodovulum sulfidophilum]AB26
MPKHRYFQGKTRAALDLPAAERHLRHMSVIPPTPFPAERLAEQVAFDRTELGVILTLYGRMVAAGEWRDYGISCLRDAAI
FSIFRRTAEHPIYRIEKRPRLRGRQGLYSVIGMDGQILKRGHELPTVLRVLERKLIRPVD
>OLS43346.1 DNA methylase [Rhodovulum sulfidophilum]AB26
MPARRILSLWFPRLAADRALRGRRSLPPGPFAVLADRRGAQVIVSLCAEAEAAGLRPGQPLRDAMAICPHLATRPADPTG
EAAFLTGLRRWAGRFSPWVAEDPPDALRLDITGCAHLFGGEPGLIAAVEADCAALGLSVRPGIADTLGAAWALARFAGTE
AQPHLTGDAIAQEARATRSRAARRAGHGRDRTAARTDGPAAERLPIAPPGQTRAALAPLPMAALRLDEVTVEALARLGLR
RVGDILGMPRAPLARRFGRGLVDRLDQALGAASEPVSPARPAPHLAVRLSLPEPIGLETDLLAAIDRLLPALGARLEAAG
LGARRLRLQAFRTDRGIQTVEVGLARATAAPDRMRPLLALKLGGLESGNRDGDGGGGGIDRLRLKAVDTEPLSPQSGRFD
MAPDNRTGSGDGPGRATAERADIGRPPEPAAAAPGMADLIGRLGARIGLEAVTRLAPAESHIPEKSFQLLAAAWSDRVGP
WPRPDRPRPLLLLAPEPVAAAEHPEPPDRFRWRQRAFAARAAAGPERLLPEWWLDDPAWRSGPRDYWRVDTDAQTRLWLF
YAHGAEMSAGWFCQGRFA
>OLS43347.1 Maebl [Rhodovulum sulfidophilum]AB26
MPETKPPLLAVLIDADNIPARHAEPILKEITSFGEPALRRVYGDWSSDRLKPWADKVLALGMVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREEGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
PQPAVGKRPPQEVSDLIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETKRVGNQLMVRR
LD
>OLS43348.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTAKPDRIRKGRKFDQVLEGARDIFLRDGFERASVDAIARAAGVSKATLYNYFPDKRLLFSEVLRRECDRQAGAALHEID
MAAPAETVLKSAARHIVSALLSEFNQAVFRICVAESERFPDLGAAFYQSGPMRLRSEIAAFLREATRRGELSVEDETLAA
DQFAELCKADLYTRRVFRLDNGFAEDEICRVIDGAVAVFLARYGTDRTRPPRLSPAAGP
>OLS43349.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB26
MIPGLSQRRRFSDLNEQEILALAISSEEDDARIYRSYAEQLRADYPDSAQVFEAMAREEDGHRRRLIDTYRARFGEVIPL
LRREHVAGYYARRPVWLMSNLGIERIRDEAEMMERDAHDFYLRAAGRATDAATRKLLGDLAAAEAGHETVADRLIATHVD
AAAAEKESRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATQDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTAVGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>OLS43350.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB26
METVSENRCFNGMQGVYRHASDVCGCDMTFGLFLPEEAKDGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEDPWSKNYRMWDYIAEELPRLLTATFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPIAHPSQSDWAKKPIHAYLGEGKVDWTRHDACLALRANGFAGPMLIDQGTGDQFLDALMPEALAAAMTET
RHPGIFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>OLS43351.1 hypothetical protein BV509_02725 [Rhodovulum sulfidophilum]AB26
MTVYVDADACPVKAEALRVAERHRAELVYVANGGIRPVDHPLVRMVYVPEGPDEADKWIADHAGPGDVVVTADIPLAAKA
VAAGARVLSHTGEAFTPANIGQKLATRDLMADLRAADPFRQGGGKSFGKADRSRFLDALDRELGACARG
>OLS43352.1 haloacid dehalogenase [Rhodovulum sulfidophilum]AB26
MPIDAVVFDIGRVLIDWQPEAFYDRCLGEDRRRRLFAEVDLHGMNEGVDGGDPLSDAVEALAARHPDWAAEIRMWRDNWL
DMASPAFPDTVAVLKAVKATGVPVFALTNFGDATYDIARAAYPFFDLFDRAYVSARLRAMKPGPRIYEILETDSGIAPER
LIFTDDKPENIAAAAARGWQTHLFEGAGGWAARLVAEGVLAPGAVAHG
>OLS43353.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB26
MVEIIGFEEGERALSWPGLCEAFARGHALPRAEIADGFLYRGEDTLLNRAAWIDGLGLAVKSATVFPGNGARGKPAVNGG
VCLYADTDGTLEAIVDFHLVTKWKTAGDSLFAATRLARPDSRKILVVGAGNVARSLVEAYRSAFPEATFTIWSRTEASAR
RLAEPLGAAVATDLEAAVQEADIVTSATMATEPLIRGEWLRPGQHVDLIGAYRPDMREADDRALQRARVFVDSCETVLTH
IGELKTPIATGAIAQGDVVADYYDLGGGRFRRESDDEITLFKNGGGAHLDLMTSRYILDAWRAA
>OLS43354.1 cell division protein ZapE [Rhodovulum sulfidophilum]AB26
MSETLKDLYDARAAEGHLRPDPAQIAALAPLDRIRHALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
GAVAIEGKRRVHFHAFMQEVHRGLHAARATGADDALRPVAAGIADGLKLLCFDEMQIVDITDAMIVGRLFELLFAAGVTV
VTTSNRVPGDLYKDGLQRERFVPFIRMLEDRLEVMELGSATDYRQNRLTGEEVYFTPSDRAARARMAAIWEHFTQGEGRP
LVLRVQGRQVELPMFHNGVARATFWDLCAKPLGPADYLAMAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGKVRL
IASAAAEPEMLYLEGEGAFEFERTASRLREMQGADWARG
>OLS43355.1 acetyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB26
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFITLFDGGIFTEVEVPVP
LPDPLQFRDQKRYPDRMRTAQRTTGEKEAMLVAEGEIGRTPVVAAAQDFSFMGGSMGMYVGNAIVAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVQIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARGDDDGSETPSDPPHALPA
QPDAEPPAGGAKA
>OLS43356.1 hypothetical protein BV509_02760 [Rhodovulum sulfidophilum]AB26
MRSPLFEAYIEPARLYPELWRLIVGALVILLIYVGVFSTMLVAAYPVLGPLNYFGWIMGLSAPATPTQTLFVLASFLGLG
LGVLIATPALHYREPGSLFGPLRDWARGFFGALKVLVPAYAALFALSWWTMPLEANLDPGTWARVLPLALVLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFAALHYNPAAGMNNVIALVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSLKGTITGLALFVTPFDVTDTANAPLAMAIDLIAILLLWRLLRALI
>OLS43357.1 hypothetical protein BV509_02765 [Rhodovulum sulfidophilum]AB26
MRYDPHETLVSTARARPELWRTGAGLAVVAAVQIGLVYCVFGAVAALRGPGIAEAAFRGVFVTSQTATDTLWLLASFLCL
ICGVGVAAQLLQGRSLGDLTGAPGPAIRQFARALRALALLYLLIWVALPSGSEPVPHRATDTWLALLPLALPALLIQTFA
EELLFRGYLQQQLAARFKSPLLWIGLPALMFAAAHYSPEAAGANALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAILIVALPGPVSGLALYTYGFGADDPALLPLVAVDFAVLGVSWLAARVALRV
>OLS43358.1 hypothetical protein BV509_02770 [Rhodovulum sulfidophilum]AB26
MRRQSPALPRPPRRAIALTAAVLLVLGGCVPGGDGVQRVTVAGDRVAVVAPYGFCVDEGASQDGEDGAFVLLASCAALVR
APGASVPAEDAILTVSVAASPGPGGSPEDRALVLSRYFQSDLGRAALARSGEPDDVEVLDTETEEGLFLVKSIDRGPGLA
EGLRPDAWRAIFEANGRIVTAAATGFVAHPLSDPAARSLLRDLARRSLAATEALPDPALTASP
>OLS43359.1 hypothetical protein BV509_02775 [Rhodovulum sulfidophilum]AB26
MPTLPKRDSLTDRLLFRPALAAWSRAGDAADHLDAPDLAALRGRAWRLRHRLDRVIHTADARLAALHARAGAPRLPLGSD
WGFRPAPFSGPIDPRGLTGIGSGTRLGPRLTLFHDAARAEIALRQIANTGPKDSAPYGLSLEVFGFDGGFLSMVFDLPSR
AVEGLRRRHLIRLEAALEVEAPVDIFARLNIRHGPNLTQVVRALPPGDPRIALDFDLAASDLNDRRAERMWMDLILDGPG
MNRILLSDLVLSRRPRAEA
>OLS43360.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]AB26
MTDYPHLLAPLDLGFARLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSAGD
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDEAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDGWGGSYENRMRLPLEVVARVRATVGADFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATILNTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPEIAEGLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYETAATPRRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAASLGGQLNMARRIPGKEEFDGLVDWFATMVAREGIALKLGAEARVEDLLSYDAVVLATGVLPRDPGIAGQDLPH
VISYVDLLAGGAEAGPRVAVVGAGGIGFDVAEYLVTGDSPTRDPALWRAEWGVADPARHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGKRLGKTTGWIHRAALQMKGVTMLSGVTYDRITPEGIEISLGPDRRLIAADTVVLCAGQEPERSLAADLEAAG
IAHHVIGGADVAAELDAKRAIDQGARLAATL
>OLS43361.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDRLTEMEAFATVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQQYPDITINMVLNNRFVELISEGFDMAIRVGELEDSTLRARKLAD
TTKRMIGSPAYFQKFGRPQKIDDLNEHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAIAGLGIAYL
PSFLFKEAKEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLITHFDGDDIMI
>OLS43362.1 hypothetical protein BV509_02795 [Rhodovulum sulfidophilum]AB26
MTPRPILTLVLALWPALGLAELPEPPEAAAVAADETEADSSLRLPTAPYDGQTVPTLRAEGAIRRLVWQAPLDGQGTLQV
IDGLKAQLIAGGYRIAFQCAAKGCGGFDFRFATDTLPEPAMHVDLGDFRYLLAEKVRPDGTDYVSLMVSRSEERAFVQVT
RVGRPEAPAPVQSTKSPDPATLPLIDAPAKPATETAEGTLADRLDRDGRAVLAGVDFVTGASKLDGGPFPALDTLADYLR
ARPGARIVLVGHTDTEGGLAGNIALSKKRAEAVRSYLVATLGVPADRVAAEGVGFLAPLASNATDSGRTENRRVEAVLDT
AE
>OLS43363.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MSLARLFAGQETTWPPAARHIAGPWCLRDGQGGGKRVAAATLEGAFDPAAIPEAEAGMRALGQDPLFMVRPDETALDADL
AARGYVVVDPVTILSGAVADLAAEPPPPVSAFTLWEPLAIMDELWAENGIGPARRAVMARVQGPKTAVLGRRKDRAAGVA
FAALCRDMAFVHAVAVSPDHRRQGTAVNMMRAAAQWAQDQGATSLNVLVTDHNHAARALYASLNMRDVGHYHYRMIAPQK
A
>OLS43364.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB26
MTNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRMAEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGVGIDVREDARALLAEYCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVIGNVHVMAGVPSVFQAMVA
SVLPTLAGGDPLMSQTLCVERPEGDIAGELRGLAARFGDLSIGSYPFSRDGVYGTNIVIRGTDGARIDAAMAALCALFPE
AMA
>OLS43365.1 sugar fermentation stimulation protein SfsA [Rhodovulum sulfidophilum]AB26
MRFQRPLVPGRLIRRCKRFLADVRLEDGAEVTAHCPNSGAMLGLTDPGLRVWLEPNDDPRRKLGFSWRLAELPGGHWAGV
DAGFANRVVAEALAEGRVPALPGHGRVRPEVRYAARSRVDFLLSAAGQPDTYLEVKNVHLRREGDRAEFPDCVTARGARH
MRDLARMVAAGHRAAVLFLVQRTDCARFGLAADLDPGYAAAARAAAAAGVVFLCHATRIGPEGVTLAQALPVDLG
>OLS43366.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB26
MDEKTRGRRTKDNIRIYEPEDFAGMHAAGRVAAEILDEIAPLVFPGQTTAEIDRVITDLVEAKGAVSATIGYKGYKHASC
ISVNHVVCHGIPGPKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLFKGIEAVRPGNTFGDIGA
AIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLDEDGRKVTISGNPTRDPTPVLEEGMFFTIEPMVNLGRPET
KILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYS
>OLS43367.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MVELFARLTPMRWIVGLAALLAIAVSVWQLESERRGIVIAPVPGTGATPATVYRLRDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALARPWADGRVAILGHSMGSYIAIREARDD
ARIAATIGIAAANDSITATEPSNLLMINGEWESRLATDPLEALQLADPSAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFETRFLPVLVADYLAVHFALYGAMVLALLAWWGEVRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFWPIPIR
GLIIAAMVVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>OLS43368.1 hypothetical protein BV509_02830 [Rhodovulum sulfidophilum]AB26
MTEPLSHDTDAALIAAARSYFAARRARVPAFARRRFGVVGALRLHRHALGWDVLRAPVNVLLSPVLILTRLGAWGAGRLG
ARRVAAWLGARQILLPTAVATAAERAVVVDLLELPWDGPGGASGKDALARAILARPDLAALVAARAEAPALGARALGDYG
GTRSAVAEMTTALGTMGAGALAFQSLTPGMVSFAPGIAAIVAHQAAIAAFPLGGLLGTAWYGVFPAAAPAWMTVAITVPL
IGLGALVAAFAGVIADPVQVALGMHQRRLNRLIDALEDAFTGTGRRGFAAREHYFARLLDLSDAGLAAIRLMRG
>OLS43369.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB26
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLLNGGYGDPVGGAQVLDLFAGTGALGLEALSRGAAHVTFVD
DGTTALALVRENVALCRAEADCTILRRNATRPGPAPEAPATLVFLDPPYGKGLGEKGLAACLAGSWIAPGALIVWEEGAA
VTPPEGVELLDNRRYGETGISILEVR
>OLS43370.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB26
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEPAPPYQRPPLSKKYLLGEMPLDRLYLRPPAFYAEAGIDLRLGETV
IAIDRARGRVVLESGEIGYDMLALATGAAPRRLPADKGGALAGIHVVRTLADVDAMAPAFRSGARALIVGGGYIGLEAAA
VASRLGLKVTLTEAAPRILQRVAAPETSDWFRALHAAHGVEIREATGLTRLLGETRVTGAELADGSIIEADFVILGIGVA
PATALAEAAGLTVEAGIAVDAMGRTSDPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGADTPYDPKPWFWS
DQYDVKLQIAGLNLGYDRVVVRPGDRAGSLSHWYYRGTELLAVDAMNDPRAYMTAKRLIEAGRSPDPESVATGDLKALMA
A
>OLS43371.1 peroxiredoxin [Rhodovulum sulfidophilum]AB26
MAISEGDRLPEASFTEMGADGPGAVSLSGKLKGRKVVLFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIACIAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMDFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>OLS43372.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB26
MTGRLTGDARKLELSPLLAHGWSEVEGRDAIAKTYEFGDFVSAFGFMTRAALWAEKMNHHPEWSNVYKTVEVTLSTHDAG
GLTMKDVDLARKMDALA
>OLS43373.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MRASELEADQVEIEVLTSIDQIEEDQWQACACPEAADGGRPEDPFTTYGFLAALEHSGSVGPGTGWQPHHLVARDGSGVF
AVAPLYAKSHSQGEYIFDHGWADGYERAGGQYYPKLQIAVPFTPATGRRFLTRPGQETRGRAALVEGAVRLAAQNALSSV
HITFCTEAEAEAGREMGLLHRVTQQFHWENRAYADFDAFLATLSSRKRKNIRKERATAAAFGGTIRALTGDAIRPEHWDA
FWRFYQDTGARKWGTPYLTRACFDRLHETMREDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGAVEDHPCLHFELCYYR
AIDFAIAHGLDTVEAGAQGMHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQE
>OLS43374.1 phosphodiesterase [Rhodovulum sulfidophilum]AB26
MTPLPPAFLMAPIAHRAFHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGTIPLSGGTEGIPTLDRVLDEVAGRVPLLIEIKDQDGSMGAAVGPLERAVAAALGGYDGPVALMSFNPHSVAALAEAAP
DRPRGLTTCAYEARDWPTLHAPVRDTLRDIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTIRSPADEAIARTV
AANVTFEGYAAARPA
>OLS43375.1 hypothetical protein BV509_02865 [Rhodovulum sulfidophilum]AB26
MSGKYEARLAELGVTLPDAPAPAANYVPYVTSGALVFVSGQISARDGAMIQGKLGADMDVAAGAEAAKACAISLLAQLKA
ACDGDLDRLVRVVKLTGFVNSTPEFGDQPKVVNGASDFLVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>OLS43376.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MQTPTPSKPATSRRSLLLTGLAAGAALTLPGLVPGRALALTADEASQLIDRVIGDINRVINSGKSESQMFPEFEQIFARY
ADVPVIARSVLGVAARQASPAQLNAFTSAFQGYIARKYGRRFRDFIGGEIKVNQARQVKNFYEVKSTALLRGQSPVEVVF
LVSDRSGSNRFFNIFIEGVNMLASERTEIGALLDKRRGDIGALTRDLRALG
>OLS43377.1 hypothetical protein BV509_02880 [Rhodovulum sulfidophilum]AB26
MECEAGTTFLVAAGDEGTWPSTRHEATVREAATSAGPTVAAEGLETTRRAARQSRSIAFPIVRCIALTAMVWHGHPTGLF
LVKRVDPGTVAAQRDTLQAVFRQSPGPAGLPIAERPDWPDISSARRKASPGDASA
>OLS43378.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIAKT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>OLS43379.1 ammonia channel protein [Rhodovulum sulfidophilum]AB26
MANIKHILGLAALTATAAALPALAQDAATAVEAAAEAAPIMDKGDTAWMMTATILVLFMTMPGLALFYGGLVRQKNMLSV
LMQCTLITAMMMVIWVFWGYSFAFGGSSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVG
AFAERMKFSAVLLFIAIWTTFCYFPVAHMVWDGAGLLFNLGALDFAGGTVVHINAGIAALVGAIMVGPRIGLGKENMAPH
SMTLTMVGASMLWVGWFGFNAGSNLEANGFTGLPFINTFVATAAAILSWSAVEALTRGKASMLGAASGMVAGLVAITPAC
GQLGPIGAILLGLIVSPICYFFVATVKAKFGYDDALDVFGVHGIGGIVGALGTGLFGGSMFGGQGGEDYSTIGQTIVQAE
AVLVTIVWCGVVSVIAYKIVDMIVGLRVDTDSERQGLDLTSHGESAYHS
>OLS43380.1 aromatic amino acid aminotransferase [Rhodovulum sulfidophilum]AB26
MLNRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDAEGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLDAIRT
LVLGEAVPAGRVAAVATPGGTGAVRQALELVRLADRTARVFIPAPSWPNHAAIVNFLGLGEVAYRYYDAEAHALDVSGLL
ADLETSGPGDVVILHGCCHNPTGAELALADWAAIAEVLSRTGALPLVDLAYLGFGNGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALTPDAPARELVRGNLSNLNRQNFAFPPDHGARVVTAILGDADLRADWAAELETMRTRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVAAMRETHGVYVVGDGRINLAGLSETNIPKVAEAMLAAGL
>OLS43381.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB26
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFATDTPRDPRAEYQAAHIPGARFFDIDEIADQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGFPKWRAEERPVEDLPPMVRDRHMTVQRQAGLVK
DVTQVAAASKLGDYEIVDARGTARFEGKDPEPRPGLRSGHIPGSKNVPFASLLNADATMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>OLS43382.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB26
MIKGSLPALVTPFKDGAVDFDTLKRLVDWHLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEKVGADAALVVTPYYNKPTQAGMIAHFTTLHDCCELPIIIYNIPGRSVVDMTPETMGELAKLPRIIGVK
DATGDLSRVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYGKALELQDRLMPLHI
AIFLEPGVAGAKYALSRLGKCSEEVRSPLVGLTQGTKDRIDAAMRHAGLLN
>OLS43383.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MLDTTNADRVSAVLAAFGDALEQGDIDRAVGLFTEDCYWRDLVSFTWNIRTVEGPQEVAAMLRDRLAATGPRGWALAEGE
IPTEEDGITTAWIRFETGLARGYGLIRLKDDRIWTLLTTMVELKGHEEPKGVNRPLGAKHGAGKDRTTWKEEREAEDQAL
GRTVQPYVLIVGGGQGGIALGARLRMLGVPTIIVEKNDRPGDSWRKRYKSLCLHDPVWYDHLPYIKFPDTWPVFSPKDKI
GDWLEMYTKVMELTYWTRSTCTSASYDETAKEWTVTVDRDGEEVVLRPRQLVLATGMSGKPNIPDFPGRETFRGDQHHSS
QHPGPDAYRGKSCVVIGSNNSAHDIAAALWEHDAKVTMVQRSSTHIVRSDTLMEIGLGGLYSEQAVQAGITTEKADLIFA
SIPYAILHEFQIPLYEQMHERDRAFYEALEKAGFWLDWGEDGSGLFMKYLRRGSGYYIDIGASQLIIDGEIALKRGQVSE
IVEDGVMLADGTHLKADLIVYATGYGSMNGWAADLIGQDVADKVGKCWGLGSDTTKDPGPWEGEQRNMWKPTRQEGLWFH
GGNLHQSRHYSQFLALQLKARMEGLPVAPWGVPEVHHLG
>OLS43384.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MTQQNTRLGIMLMIATTFVFSAQDVLSRHLADLYNIPMVVMIRYWFFAAFVLVLARRNAGSLAAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMVAALSGPVLGEKVGWRRWTAIGVGFVGVLVILAPGVRVFSPLALIPLTAA
ILFAVYGLLTRYVAREDSAATSFFWTGTAGAVAATLGGVWSWEPMTAIDWGFMAGLCVSGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASVFGLTVFHETLRANVVAGAVIVVGAGLFTAWRERVRARP
>OLS43385.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MAPVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLLAAGAFWAEVEA
TSGRCTGYGRVGRYQPIADDKALARARARAVEAETLWRGQAAWRVIRAAEAEGLVPETPFGWLVHDTLSARIAPRAACAA
LAEAIRALGGEVSCGAEGPLEGLVIWATGYPGLAELSADLGHQVGSGVKGQAAILGHEAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIARAREVCPALAGAEVIERWAGVRPRARTIAPMLGPWPGRPGQFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>OLS43386.1 hypothetical protein BV509_02955 [Rhodovulum sulfidophilum]AB26
MGMVFLLIVGAAAGFLATRIMRVEADVLTTVALGVLGALIGGVLIRILLTITGAMAGLVGAVLGAMALIWAYQTYIGRR
>OLS43387.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB26
MENVFESPFRGITLDRQVTNPNIKVGKYSYYSGYYHGHSFDDCARYLLPDEGVDRLLVGSFCSIGTGAAFIMAGNQGHRS
DWISTFPFYWMSEVEAFGGARNGYRPAGDTVIGNDVWIGAEAIVLPGLTIGDGAVIGTRAVVTRDVEPYAIVAGNPARTL
RKRFEDRIVGLLQEMRWWDWSEDQLRDAMPMLTSGDVEGLYLHWKAHIRA
>OLS43388.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB26
MRVTFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGKKDRPTPVHARAEELGLMVRHPKTLRTEEQDVAFASLDPD
VAVVVAYGLILPRQILEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMRMEEGLDTGPVLLREATPIGPEDT
TGELHDRLSAMGARLIVEALEKLRDLPPQDQPGDGVTYAAKIDKAEARVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEGTAAPGTVLGGLTVACGEGAVEILEAQRQGKRPMRATEILRGFPLPERLG
>OLS43389.1 peptide deformylase [Rhodovulum sulfidophilum]AB26
MIRPILHWPDPRLATPAAPVEAVTDEIRAIWTDMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNEMRGAAVRLANPEIV
AASDDLSAYDEASPCLPGVDATVTRPARVTVRFLNEQGEPETREFSGLWATSVQHQIDHLAGRMYFDTLSRLKRDRLLKK
ARKLGKR
>OLS43390.1 peptide deformylase [Rhodovulum sulfidophilum]AB26
MSVLPILHWPDPRLATPCQPVGQVTPEIARLAQEMLDTMYAAPGRGLAAPQVGVLKRLFVMDVNGAAGPRSPRIFVDPVI
EERAADTMTGPEGCLSLPGIVAEVERAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYRA
>OLS43391.1 peptide deformylase [Rhodovulum sulfidophilum]AB26
MSIRPILIHPDPRLKTVADPVSDITAELQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGVRPKPFAMFNPE
VVWASDDRNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDKFTGLWATCVQHEIDHLEGKLFIDYLKPLKRQLIT
RKMVKLKRERGRA
>OLS43392.1 aminotransferase [Rhodovulum sulfidophilum]AB26
MNFDEIIDRRGTHSSKWDMMEPIYGVPAADGLAMWVADMDFRPPACVAEALRGMLDHGIFGYFGDDRAYKEAIGWWMKTR
HGWEVDPAAIFTTHGLVNGTAICVDAFTAPGDGVVLFTPVYHAFARVIRAAGRTVVECPLVNRGGRYEMDFAAYDAQMTG
AETMVILCSPHNPGGRVWTRDELQGVADFAKRHDLVLVSDEIHHDLVYPGAPRHTVMDLVDDSVRDRLVMLTATTKSFNI
AGTHTGNVIVPDPALRAKLAARMAALGLSANSFGMVMATAAYSPEGAGWIDALMTYLDGNRALFDEGINAIPGLSSMPLE
ATYLSWVDASGTGMSSEEFTRRVEADAKIAVNHGATFGTGGEAFLRFNIATPRARVAEAVERLQKAFADLQ
>OLS43393.1 glutathione-dependent reductase [Rhodovulum sulfidophilum]AB26
MGYLKEGRWESGWYDTESHGGRFVRSTAGFRNWITPDGAAGPSGSGGFAAESGRYHLYVSYACPWAHRTLIFRALKGLEP
HIGVSVVHPDMLDDGWTFDTGFPGATGDRLYGLPFLRDIYTRAKPDVSGRVTVPVLWDTQRQTIVSNESSEIIRMFNSAF
DGLTGNRDDYWPEDLREGIDEINARVYETVNNGVYKAGFATSQGAYDEAVHALFDSLDWLEDRLSTRRYLMGARITEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWAYTRELYQWPGVAATVHLDHIVRHYHYSHDTINPNRIIPINPQIDWTEP
HGRDRLKAA
>OLS43394.1 hypothetical protein BV509_03000 [Rhodovulum sulfidophilum]AB26
MTRPFSARWALSLCALSLCAGAASADVIASDPDTVLKALRAEGLAATMETDDLGDPKIVTHLTGKSNTEFSVLFYGCTDN
TDCSSIQFYVAYDMPDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILAEQGVDDKLFATTIDLWRQSIDAFEDFIG
W
>OLS43395.1 hypothetical protein BV509_03005 [Rhodovulum sulfidophilum]AB26
MLRDAGFTDSMGVDPHGDPMIEARARGTNFTVLVFKCSLNSDCGTGQFITRYALQQPLDPAAMNWWNNIHMFAKAVVDDA
GEPAVIVDVNPDHEGMGYRSLPNTCEIWSEARQVFEEHIGS
>OLS43396.1 chromosome segregation protein SMC [Rhodovulum sulfidophilum]AB26
MRFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGENRPTAMRGGGMEDVIFAGTSTRSARNFAEV
SLQIDNADRLAPAGFNDSDMLDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGATSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLAQLARQAKQAARYRAIAEELRRAEGTLLFRRWQEA
DTARAAAEAALTERTREAGRAETAAREADRLRSEADTALPALREEEAIAAAVLQRLSVQRDALVQEDERARQAIQTLTGR
IDQMTRDIEREAALNRDAGETLERLETEAAELSAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDMARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVTAAEANLAAARAAMDEAAARQDAAQDRAEEAEARLIATDEARAEIQSREAEARA
QKSSAEGEAGALRAEVGALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPVVQDGAASGWLALPPYPSEPPL
PEGTAPLSAHVAVPEALIRRIGQIGLVPDAETGARLQPALGPGQRLVSPAGDLWRWDGFRAAAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAGTASEAHEALSRELQAATEADRAAREARREADRALADLGRALSRAEADRQMAESRLETARMAVLRH
EDEATGARLRLSEAEGQLSSLGDLDAARARLEDVRTTVEAARMTMIARRAAHDELKRDGEARTKRLAQIVREAQTWRQRL
DTAGTRVAELESRKAASEEELDRAAALPEEIAERREDLAGQIETAETRRAAAAEALAAAETRAREADHAAREAERRAGEA
REARAATEARAEAARETVAQASARIAEELETTPADLLDKLGDDPDRMASAEAIEHEVTRLKRQREALGAVNLRAEEDARA
VQEEHDSLTAEKHDLDEAIRTLRSGIASLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHAVTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>OLS43397.1 tRNA 2-selenouridine(34) synthase MnmH [Rhodovulum sulfidophilum]AB26
MPVSLVSLTDLAALDFDEILDVRSPAEYAEDHIPGAISLPVLSNEERARVGTIYTRQSPFLARKIGAAIVARNAAMHIET
ALADKPKGYRPLVYCWRGGQRSGAFALILSQIGWRAETIEGGWRSYRRLVQEALYGSPWPAPVVLLDGNTGTAKTEILGL
MRAAGMQVLDLEGLANHRGSLFGAMPGGQPAQKGFETALAMARAALDPLRPVVIEAESSRIGHLNLPRGLWEAMKAAPRL
ELSVPLAARAAYLARRYRDVTDDPARLLATIDGLAPQHPRARIEAWRALAGEGAFEALAAGLMADHYDPRYGRQRARFED
RPTRRVTLDGLDPGALASSLPGLMAEIDALARL
>OLS43398.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB26
MNPHLVLIGGGHTHALVLRALADRPATGLRLTLIDPEPRAAYSGMLPGFVAGHYRLDQLQIDLARLARAAGARLIRGRAE
GLDRAARRVHVAGQAPIPYDIASLDIGIASDLPGLPGFAAHAVPAKPLTAFAARWQTFATEAASGRAGPRIAVIGAGVAG
VELALAAQHRLARAGCAPEIALLDAGREILRDVRKGARAALTDRIARLGIALRTGVRIARIEAAGVVLDSGETIPAALVI
GAAGTRPQGWLAGTGLHLTDGFVTVDETLRAVSDPAVFAVGDCAHLSHAPRPKAGVFAVREAPVLRENLIAVLTGRPLSA
YRPQKDYLKLISMGEKRAAADRLPLRIEGRWVWRWKDRIDRRFMAQFHDLPGA
>OLS43399.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB26
MNVKALFLALLLPLPALAQGFAGLGTSEDGFALPSRDTRLQFPVDHGAHPGFRIEWWYVTANLKGADGQDYGIQWTLFRN
ALEPGDPGQGWQTRTAWMAHAALTSARGHRTAERLARGGIGQAGVTLAPFRAQIDDWQMATTAIPGADPLSALGLTATGT
DFAYDLALVATGPLVLQGEQGYSVKSKDGQASHYYSQPFYKATGTLVFPDHSVAVEGQAWLDREWSSQPLAGDQTGWDWL
SLHLDGGARLMVFRLRSAQGDYSTGTWIAPDGTPTPLPPGGVEMIPGATTRVAGREIPTAWRVRLPARDLDIAISALQPQ
AWNDTRVPYWEGPVTATGSHPGAGYLEMTGY
>OLS43400.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MIRAAFTALLSHWRRHPLQLAGLFFGLALATALWSGVQAINAEARQSYDRAAAVLSQDRLDSLAAGNGQNFDQKVFLDLR
RAGWLVSPVLEGRWSHRGVPVRILGVDPFTLPSGSLPDAVTGQDRATDFLSAEGLAFAAPQTVDELTRIGAEGLPPLVAA
EGMAPGILFVDIGVAQRLLRAEGQITRLLVAPDQPLRQRPLSEVAPTLARQTPVEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPIFRTLRALGLPLRTLVGLLAAEIMGFALVAGIAGIALGYVIAAGLLPNVAATLRGLYGATVS
GSLSLRPEWALAGLGMALAGAGAAAAQSLWRLARMPVLAPAQPRAWTRASARSLGWQTGLAGLLALIALAAALWGEGLVA
GFVLLGALLLSAALVLPGALAMALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTARTEDEARRLADWLAPRSEALLPIWKIDGTILGRPGEVYGVADHRTYPDHWPMLLGDQTVWQTLARG
EGAIVNEQLWRRAGLHLGDPVPLPGGASRPLVGVYADYGNTRGQVILGVADLVALYPDIDRLRYAIRTDPAKVPALRDAI
EDAFRLPQDNMISQQEVKTISLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRALLLAALTMVLAVPVGLLLAWVLLALINVEAFGWRLPMHLFPRDWLWLGALALVAAALAAAWPAWRLSRLAPVHLLKV
FADER
>OLS43401.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MILSLTGVGKAYETGGTRVEVLRGVDLAIGPGETVALTGESGSGKSTLLHLCAGLDRADSGRIEVAGQDLTGAPDPRLAA
LRRQTVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDWIAALAGRLGLSALMSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMDLMLELGTEAGAGLLMVTHSPRLAARLGRREHLAGGRLAA
>OLS43402.1 sulfurtransferase [Rhodovulum sulfidophilum]AB26
MTLDRAVMMFAGLMILLSLALGTWASPWWYLLTAFVGLNMMQASVTGFCPAAMLFKRFGIRPGTVFD
>OLS43403.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSHLSKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILIEDETGREKGGAE
LASVLRTYLK
>OLS43404.1 cation transporter [Rhodovulum sulfidophilum]AB26
MFLGADHDRNARRTWLVIGITATMMVIEIAAGAVFGSMALLADGWHMATHAAALSIAAVSYMVARRHAHDPRFTFGTGKL
GDLAAFGSAVVLGVVALLIGWESLMRLVDPVGIHFGEAIAVAVIGLAVNVGSAVLLHQGPHDHGHGHSHDHGHGHAHEVD
HNLRAAYLHVLADALTSVLAIVALVAGRAFGWVWLDPIIGMLGAILIARWSYGMMRDAGGVLVDFVPSSETLPERIRAAI
ETDGARVVDLHVWQLGPGHRAAIVAIADDAPRPASDYRKRLAHLPRLSHVTIEVETA
>OLS43405.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB26
MSLDQILVLALLVIVFLSFVKEIYPPEVTALAASAALLATGIIQTGDFLTVFGSSAPITIAMMFIISAALERTGVLAALG
EFMTARAGGSYLRALLITMTVTVLASAFMNNTPVVILLAPVMISVASSVGVSPSRLLMPLSFAAIFGGTLTLVGTSTNIL
MSGVARDAGQPPISMFEMTLPGLVFVLVGMAYMTFAGRFLLPDRQSLAHLMGRETRRRFLARLLIPAGSRYVGKRLDELP
FNTAETRILDVIRGEVSMRRSLDGLVLEPGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
TLRGRSLAEVRLRRRYGVYVMAVHRADRNLSDRIDDIRLQFADTLLLEGPPEGLRRLVEDGGVINLSAPSERPMRRARAP
IAIATMAAVVGLAAFEVMPIAGLAVIGAVVVMLTRCVDPEEAFSAIDWRILFLIFGMLGLSQGMEETGAAKLIVDWVVGL
MGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLATQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNILFAVVAVGVIPVFFPF
>OLS43406.1 3-oxoadipyl-CoA thiolase [Rhodovulum sulfidophilum]AB26
MAEAFICDALRTPVGRYGGALSGLRADDLAAVPIAALMARHPGVDWALVEDVILGCANQAGEDNRNVARMAALLAGLPVE
VPGTTVNRLCGSGMDAVGLAARTIRAGDADLMIAGGVESMSRAPFVMAKADTAFSRRAEIHDTTIGWRFVNPRMAAAHGT
HSMPETADNVAAEFAISREDQDRFAAESQTRWAAAQAAGVFAGEIVPVELPQRKGPPLRVETDEHPRPGTSAEKLAGLKG
VNGPGLTVTAGNASGVNDGAAALIVASEAAAVAQGLAPRARIVAMAAAGVPPRIMGMGPVPATRRVLEKAGLSLAQMDVI
ELNEAFAAQALAVLRALGLPDDAPHVNPNGGAIAIGHPLGMSGARLVATAANQLARSGGRYALCTMCVGVGQGIALILER
V
>OLS43407.1 1,2-phenylacetyl-CoA epoxidase subunit A [Rhodovulum sulfidophilum]AB26
MYAQMVTSEGGKARDEMTPEERAFQDRIDRGERIEPKDWMPEGYRKTLIRQIGQHAHSEVVGQLPEGNWITRAPTLERKQ
ILLAKVQDEAGHGLYLYSAAETLGVSRDELTGMLLAGKMKYSSIFNYPTLTWADIGAVGWLVDGAAIMNQVPLQRTSYGP
YARAMVRICKEESFHQRQGYSIMMTMARGTPDQKAMAQDALNRFWYPSLMMFGPSDADSVHSAQSMAWKIKINTNDELRQ
KFVDQTVPQARFLGLEIPDPGLAWNEEKGGHDFSQPDWSEFYEVLKGNGPCNAERMEARIEAWEDGAWVREGLMAHAEKR
AAAHAAE
>OLS43408.1 1,2-phenylacetyl-CoA epoxidase subunit B [Rhodovulum sulfidophilum]AB26
MSSEWPLWEVFIRGQHGLNHRHVGSLHAPSAEMAIQNARDVYTRRNEGVSIWVVRSNDIAASAPSDKGPLFEPSNAKVYR
HPTFFDIPDDVGHM
>OLS43409.1 phenylacetate-CoA oxygenase subunit PaaI [Rhodovulum sulfidophilum]AB26
MPALPETTIPADAVLFETLLRVGDSALILGHRVSEWCGHAPTLEEDIALANVALDLIGQATLWLGLAAEIEGAGRDADAL
AFRRDAGGFRNLLLAEQPNRDFAVTVMRQFLFDAWHAEMLAGLAVSTDPRVAEIAAKAQKEVAYHLERSETLVIGLGDGT
PESHARMQAALIRLWPFTGEPFQGDATDVAAAAAGLAPDPAALEPAWSARVEAVLAEATLTRPDGARFRSGGRSGVHGEA
LGLLLAEMQFLQRAYPDARW
>OLS43410.1 phenylacetate-CoA oxygenase subunit PaaJ [Rhodovulum sulfidophilum]AB26
MPAGDTVDRPATAQVWAWLAELPDPEIPVISLTDLGIVRDVAWQGDTLVVTVTPTYSGCPATGIISLDIERALRERGIGK
LRIDRQLSPPWTSDWLGPEAREKLRAFGIAPPVPGSAATPGAARARSLADGLSVACPRCGSDRTERLSQFGSTPCKAAWR
CRDCLEPFDYFKCI
>OLS43411.1 phenylacetic acid degradation protein [Rhodovulum sulfidophilum]AB26
MARFHPLTVTDIRRDTRDAVVLTLDPAEADRAAFAFTQGQYLTFRRAFDGEELRRCYSICSGLDDGCLRVGIKRVAGGAF
STWANEALKPGDVLEAMPPMGKFHAPLDPTAARHYLAFAAGSGITPVLSILRTVLSREPGARVTLVYANRQVSSIMFREE
LEDLKNTHLGRLAVIHVLGSETQEIDLFTGRIDAQKMDRLFAGWIDAASVDLAFICGPQAMMLTVADGLRRHGLTDDRIR
FELFLSTQPGRARRRAVSVVQADSANATETSVTLDGTTRSFRMPKTGQSLLEAAIAADLDAPFSCKAGVCSTCRAKVLEG
EVEMLTNHALEDYEVRAGYVLTCQCYPLSDRLVVSYDE
>OLS43412.1 phenylacetic acid catabolic [Rhodovulum sulfidophilum]AB26
MTEISLDDYLARGGKLTAPTNVPARYRGELLRLMSSFVDSELAGSAGFADAINRAPGIRERIAASRIVLEKADHAERVLD
LMSAFGTDKTRYEQAHDWAARGPREAQIGAHRQGADMRLSVFHYPLQGWVDAVAMNVLMGLATGVQLAELARASYTPFAE
AIREIAPREARHAELGLEGLAKLVAGPAGRAEAQDAIAYWMPRVAATFGQADSPRFETLRRMGLRHRTNEALLAEWRALA
EAELSRLNLN
>OLS43413.1 phenylacetic acid degradation bifunctional protein PaaZ [Rhodovulum sulfidophilum]AB26
MDGSATIPRRLESYLSGHWQAGAGEGATLLDAATGRPVARIGSEGLDFGAALDWGRRTGGAALRAMTIHERALMLKALGL
RLMELKEEFYAESLHTGATRADGWIDIEGGIGTLLTLASKARRELPNTRVLTEGPVEPLSRDGSFAGQHILTPLTGISIH
INAYNFPVWGMLEKIAPSLIAGVPCLVKPASQTAYLTELVVRRIVETGILPAGALQLVAGSAGDLLDHVTGQDAVTFTGS
AATGQMLKRHPALVAQATRFTMEADSLNASVLGADAVPGTPEFDLFVREVAREMTAKAGQKCTAIRRVLVPAGLEDAVIE
GLAARFAKTPVGLPGDAEVRMGPLASLDQRAEVRARIAELATEARIVCGDAEAVSVVSGDAGAGAFLNQVLLHCADPFAA
KAVHDVEAFGPVATLMPYGDAAEAVALARRGKGSLVASVFTDDPDLAAEMVIGMAPFHGRVMIGNRASAKSSTGHGSPLA
PLVHGGPGRAGGGEELGGMRAVRHYMQRTAVQGAPRLLSAVTGRWIEGAAARTGAHPFRKSLAELQIGDRVTTASREVTK
ADVEHFAEFTGDTFYAHMDSEAARANPFFEDRVAHGYLIASFAAGLFVDPAPGPVLANYGVDNLRFLTPVYFGDSLSVCL
TCKEINPRETAEYGEVRWDCRVTNQKDETVALYDVLTLVAKTWPQAGE
>OLS43414.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MTDKPQSLWAATARPGPDLSALAESRRTDVLVIGGGFTGLSTALHLAEAGVAVTLLEAETPGHGGSGRNGGQVIPGLKDD
PDGLDALFGPAATAFAGGTADILFDLVARHGIDCDASRDGWIQASLKDSHLPALERRMAQWQVRGAPVEWLDAQAIAEAT
GTRRFRGGWRDLRAGRVHPLNYVQGLAAAARRTGADLFAHSRVVEIRRTDAGWQARTQSGATVTADRVVLVTNAYTPPNL
YRRIETTLVAANSIQIATPPLPPDLLKRILPGRSVLSESRRVGTYFRIGPGNRLMIGGRGRFSHGGTPADYGIIERELRA
FFPEAARLGVEYRWSGRVGMTADHRVRLFEPDTGMIVAMGYNGRGVALGTAMGKALADHLARGTPLPLPSRKIDPLPFHR
FHRSYGAAAIAWYRLRDALER
>OLS43415.1 glutamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MIRFTDVHKSFGSLEVLKGIDAEVAKGETVCLIGPSGSGKSTLLRCVNGLEDYQQGEIAIEGARVDAHAPSIHQIRTQVA
MVFQRFNLFPHRTALENVMEGPLHVLGEPKAEVRDRAEDHLRRVGLADKMNAYPASLSGGQQQRVAIARALAMRPRAILM
DEPTSALDPETVGDVLSVMGDLAHEHMTMLVVTHEIQFAREAADRVLFLDGGCIVEQGPAADVLTSPQHPRTQDFLRRVT
HPV
>OLS43416.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAPLLDRVQDYLPLLTQGLWLTVAVTILALVLASALGLVWAILRTSGRRYLSGPARFVVEFLRGIPILVMLFYIYFVLPE
LGIDLTAFQAGVIGLALIYSCYIGETFRGGIEAVDRGQTEAAKSIGMRHGKMMRRVVLPQAIRIALPPYGNNMVMLLKDS
SQVSVISVAELTMQGKMLASSTFDNMTVFTLVAALYLCLTIPLNMVMRQVERRMGAAR
>OLS43417.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKLKVPMLAAAAAMVATLAQAADSLKVGVTTTGIPFTFVDTATQQPTGAMVDLAQAIAEEMNANAAFEITQFSALIPALT
TGKIDVISAGMYATDKRREVVDFSTPVYSYGDALFVAAGDGTAYELDDLKGEVIGAQIGTTFADKLQALGIFKEVRLYDS
LVDIMRDVKLGRIKAGVGDEPIIAFQVSQNPGLGVHLVEGYTPMGKGDVALAVSKDNPDLLKAVDAAIAGMQASGKLDEI
FAKYGL
>OLS43418.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTRSDPNLPDTDPAGTVEADLSLGQAVRRARQGRDMSLKQVADGAGISVGLMSQIERGISSPSIRVLRAICGVLDIPVLS
LFVWDDRPSEREARMIVRADRRRSVDFGDRGMVKSFLTAHDSGALQVMDIVLQPGGGSGEDAYRHVGEECGLVLVGSLEI
WIDGHAFHLNEGDSFHFESVLPHKFRNLSDGRTRVLWITTPPVW
>OLS43419.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSAPSTAPRKGPTPWLATWQRLMEGVGPEAAPGLRRAILGLLAAAILQGLALASIVPVFTALFSRRDLTDGLVWLAVFTA
LTVAASVLRWRAQGFDYDGQMSAATNRLRLRLGAQLRRMPLETLQESRTGELNSMVLNSVDETLQTTLTILNLIFIAVVT
PFATGIALFAVDWRMALAFLAVFPAILPLYRWRRPAMGRGKRILAQAHQEANADVLEYAQGLPVLRAARQAGSKAERLAK
TFEKLEAIQAYGHRKGEKPNILVASVVELGLVLVLALGAGLVAFGALDLAALAGLLVIVARLSEPLSTFILYTAMVELIE
SALDRIAALMRIEPLPQDDPAEVPDRFDIEFDAVTFRYAQAPDPALKGISLRLPARSLTALVGPSGSGKTTLTKLLMRQS
DPQEGAIRIGGVDLRQIPADRLAGLISVVFQDVYLFNDTVAANIRMARPDATEAELRAAAEAAHCLEFIERLPKGWDTPL
GDIGGRLSGGERQRISIARALLKDAPIVILDEPTAALDTESELSVQRAIDALVRDKTVLVIAHRLSTVAGADRLLVLEEG
RLTAQGRHAELLACPGRYRRMWEAQMRAKDWHLVPAGTSAH
>OLS43420.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTDPKTGPKTARPGPKLPGAWAIMAPVRGQIRAGMALAVLSSLFGLATLGFLALTVQALMAGQGALACGFMAAAFLCTLG
GYLGRLGAFNQSHYAAFRLERLLRTGLAQRLAQVSLGYVETEGAGGLTKVIHDDVKALHVFVADSTPLYARAYVTPLVTF
ALLLWLDWRLALAALAVLALGMGVLTWAQRRRGEMARAYNDARERVSAAVVEFVQAMPVVRTFDAGHGIFGRYQRALDAY
AQVLARWYRESGFAARFSWVVLAPMPTLAVVLWLGGGLVWAGDLDPLRWLAVLLLCTGMAEAVMPMMMLRHMNEKVKLSI
ARIHEVMAAPVLPEPAPGAEARPQDAGVRFENVTFRYGAGESDALTDVTFEAAPGTVTALVGPSGAGKSTVARLIPRFWD
ANSGRVLIGGADVREMTADTLMGQVAFVFQDTFLFSDSIAANIRLGSPEASMEDVIAAATAAQAHDFIMDLPQGYDTPAG
ERGSFLSGGQRQRITIARAILQDRPILVLDEATAFADPENEAALVAALARLMRGKTVLMVAHRLPTIRDADRILVFDRGR
LTEQGRHDDLVAGGGLYARLWSNYERAQNWSLGQRAPQEVPA
>OLS43421.1 hypothetical protein BV509_03135 [Rhodovulum sulfidophilum]AB26
MRPTPFAALLGRTSPLALACALAFPAQAQQVPGLEGSYQLDPIILSGEKIDRSIEETASSVSVLTSADIDDKTDAASVQD
AISDVPNVFYTASGGAPVIRGQDAQGPSNGATTFFGGTTPRASINVDGHYLSYNELVYGMASIWDVDSIEVFRGPQTSSQ
GANSIAGAVIVNTKDPTFTPEGAFQLQYGTNNMKRASAVVSGPLSDQVAARLSLDYYGRDTFIDFVNPAYDNGGNDEDIE
YKNARFKLLWAPAEIPGLEAKLTFSHTENSAPTWEAATQGEYDDLENNWTSMPTWEQQVNTWIGDISYDFGNGIELSNQL
QYSNIDVDRLYNPPANGSASIDQESYTNETRLTFGDAASGTSGVFGLFLARTTSDDVLHQGGTSIFDDEKTQLGIYGEVS
HDLTDRWTVTGGLRFQRDHITRSGVPGSVFQMRGLGDLDYDETFEEILPKLSLAYKLTPDVTVGALVNKGYNPGGVNLSM
TLFDYVEFEKETVWNYELFARANLLGDRLLLTANLFYSDFDNSQRLLPDDSLGVASSAAIVVNADEAQSYGLELGADFRA
TDTLRLKGGLGLMQSEIGDFSGPGGTLYTDSDFSYAPGYMVTLGADWDFAPRWTLGGDVRFIDGYYSNDAGDPNYKVDDY
AVANARLTYRMRENIELQAFVTNLFDERTPTYLYADRSNAGEIAAAMLEPREFGIGLRVRF
>OLS43422.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRPARAADGRPVLRLASGLEIRRGNLLAGLGLVLAVLALGLISLGVGATRTGPAELIGTLLGTGSGDGAFAVLEVRLPRI
ALGFLAGWCVALVGAALQSLARNPLADPGLLGLSQGSMAAIVLMLVFLPAAPLGLIPFAAIGGGLAVAGLLIALVGGARA
GGMAILLMGIAVETVLSSLTAILILYAPPETSYALSDWLAGSLFQASWGAIAALGPWVALSLPAIAILGRPLRVLDLGDE
MAMSLGDPVLRSRPAILLAAVVLTSAAVTAVGPLSFLGVMAPHLAGALTRSTGRARLVLSGLMGGLLVVAADTLSRGVGG
GIALPIGLSLTMIGVPLFILTLRLRLLAAMRTD
>OLS43423.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSLRVPVLAVAALGLGLSLIANLSAGPGGIGPGAVWEALIGFDPESYDHAVVAFQRLPRAVIAIYMGAVMAVSGTVLQAL
MRNPLASPATLGINSGAALAVLAGAYLLDLGIETQGIAALAGGTAGFLAVLWVARLAGLSRDPRGLSLILAGALVSMFLT
GMANAFLLADPVRRTDFLGWVTGNINHVYAERLYDFWWIGAASFGLLMALARPLTLIALGREKAASAGVNVPRVRGLALA
AVVLGASSAVAVCGPVAFIGLVVPHMVRPFAGAGLARALPAAALTGAALCLWADLVARTAFAPHVVHTGLILDVVGGLVF
AVIVRRVYLAPAGAAR
>OLS43424.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MLELDQVAVSYGKAPVLADLSVRFAPGRLTALVGPNGSGKSTLLKAVMGFLPVQSGTITLDGRPIRTLARRALARRVAYL
PQENRCPDYMTLGELVELAGYARYSLMGGPSDRDRALFRDALETVGLADMAHRPVNALSGGQKQRAWIAMVLAQDAEIVL
MDEPVNHLDVKYQYAVMDLVRSLTRDHGRTVIAVLHDMNLTSAYADDVVMLRGGRVVAAGPVAQTVDADSVSRTFDLEAD
IFVRDGRLVCLPRLAGTGTRLPEVRARTA
>OLS43425.1 hypothetical protein BV509_03165 [Rhodovulum sulfidophilum]AB26
MAGDDTGAEARTGRVHDARLLTGGGTTAVILLDGMPYSLRITRTGKLILTK
>OLS43426.1 hypothetical protein BV509_03170 [Rhodovulum sulfidophilum]AB26
MATNTCSSCAFFEDHMANTGETKKDAGLCRFNPPISQPEADARGLWPIVQINDWCGHFEKEDA
>OLS43427.1 hypothetical protein BV509_03175 [Rhodovulum sulfidophilum]AB26
MTAQIRNRGAAPVAHLCTLAPVERAAIRCLRGWRAGPAPRARIRRNLAQVFGPAAEMQEEILDLLMETALMQARRPLTFN
ALDHPEVTGDENTLAEMIAAAVGGERDDALVFALGLLGPHAAFQAVRLAEDLGLALLGLVRARQRVAPAGMLH
>OLS43428.1 hypothetical protein BV509_03185 [Rhodovulum sulfidophilum]AB26
MTGALAGRHLFVFGAGYAAGRTAARVRAAGAQVSVTTRDPVRAADLTLAGLRVHLFDADRPAAADSLRDWLNGVTDILVS
IPPDGAAAPETACPALAALVASGAEVPDLCWIGYLSSTGVYGDCGGAWIDETRPPAPATLDAKGRIGAEQGWQALADRKG
AALDILRIAGIYGPGPRNALAQMRSGRARAIDKPGQVFNRIHVDDIAGAIVAAMSHPRGTRLLNLADDRPAASADVLDHA
ADLLGLPRLPRLPFDQADLPPMAGAFWAENRRLCNDRLKALPGFALLYPGYREGLAAILAEDSTKKEPAHAM
>OLS43429.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB26
MILYPAIDLKDGQCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNAAAVEAILAATEVPAQLG
GGIRDMATIEMWLGKGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARKGRVATKGWAEETDVTATDLAKSFEDAGV
SAIIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLTALQATGAIAGAISGRALYDGAIDLAEALALLKS
>OLS43430.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]AB26
MRITVLIAALTLAATAAHADPVEGVWQTPLDDNGNFGHIRISPCGAALCGTLIRAYDGTGHQIDSDNVGKQIVWDMKPQG
DGRYGQGKVWAPDRDKTYNSKMALEGEFLSVSGCVIGICRDGGRWKRVQ
>OLS43431.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB26
MSSPLSSPRRIAVLIGPAPPGRLDKALARDVPEEAGLTRSRLAKLIAAGAVWRNGAALTDARAKVAEGEEIEIELAEPVE
IRTAPEDIPLSVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAGLAAQFAAHTVERQYTALVHGVPDAADPRLNGLAGASFETGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVAPFGTPPAAALVACWLETGRTHQIRVHMAHVGHALIGDPVYGGRRRLSEKALGPAAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMQELARILGG
>OLS43432.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB26
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTDAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTEDEVIAMNRRLSGGDASLNAMVGGSDGDTTTEWQEWLEDEDANQAEAYAEKDELESRRALLAEAMDVLNDR
EKDILMQRRLQDQPVTLEDLSAVYNVSRERIRQIEVRAFEKLQKRMKDLATQKGLLAQV
>OLS43433.1 hypothetical protein BV509_03220 [Rhodovulum sulfidophilum]AB26
MANGWLRPEIVREIAAQRSRLAGSQAFRERNARLRTAHAEAESNGDTRRAEALSEALRRQSAVLLAAMRTPEARFELLPE
PGQALFDAIATGDLARLEEALAGSDPNARYGARSETALGRALAVERRSPAVLRYLIAAGADPNAGFAKGVTPLHELGVYP
RPWEPAETTATLARLLVEVGADLEAEAGTYRWTPLHRALLEGTPQVLDALLRLGADPNRPFADSSEPWFSPGRLPLQMAG
ACRAMAESLLTHGADPRALDARGEGLLPYLERQLDRHLALGAVGDLYRTELEAVIGMVRSWPSRC
>OLS43434.1 malonate transporter [Rhodovulum sulfidophilum]AB26
MEALIEVILPVFLVLGFGYVAVWRGLFSDSGVDGLMKFTQNFAIPCLLFRAVSTLNLGQNFDWRLLVSFYSGALTGFAVG
TFGARLLFGRTWEDSVAIGFIGLFSNSLLLGVPITERAFGADALQANYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAILRSMFRNALVIGITLGLVVNLGGLTVPQVVQDALDLMVKAALPAALFGLGGVLSRYRPEGDLRTVLFACGLSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNTYIFANMYGAARRVAASAVLIGTLGSILTVWVWLALLP
>OLS43435.1 phosphoribosyl 1,2-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB26
MKAELRFTILGCGSSGGVPRIGGHWGACDPDNPKNRRQRCSMLVERIAPEGTTRVLIDTSPDLRTQLLQAGVGELDAVVY
THSHADHVHGIDDLRQIVFNLRKRLPVWADGPTQDALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVLGAGGPVTLVPL
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYSPHPTHLNVEQSLAYIDRAAPRRAVLTNMHIDL
DYARLDAETPETVTPAYDGMVLSLAD
>OLS43436.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSDTETPEITDSHCHLDFPDFANELDQVLARAEAAGVTRMVTICTRLRQEPQVREIAETHASVFYAAGTHPMSAAEEPMA
TVDELLALASHPKFVGIGETGLDYHYTADTARVQQDSLRIHIAAARETGLPLIIHSRAADEDMARILAEEYRNGAYACVM
HCFSSSPELARAALDLGFYLSMSGIATFPKSKEIREIFAAAPLDRVLVETDAPYLAPPPHRGKRNEPAYAAHTARVGAEV
FGLDYADFAARTQANFDRLFAKAASWRAAA
>OLS43437.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB26
MSEAELPEPDRVEGAPHPRDTLCLIGQEAAQAAFLDAFSGGRMHHGWLLSGPRGVGKATLAWSVARFLLTRPAVAGGAGL
FGAEAAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFGLSSAEGGRRVVIVDSADEL
NVSAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPADMARALAQAGHEAGDSAALAQLSGGSVGEA
IRLARLDGLALYADLVGLLAGHPRLDRSRLLKLAESTAGRGAEARFDLVLRLIELVLARLARTGATGAPPREAAPGEAAL
MTRLAPDATAARAWAEAAQDLTARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>OLS43438.1 dTMP kinase [Rhodovulum sulfidophilum]AB26
MAGRARFITFEGIDGSGKSTQARALAERLRAGGHEVVLTREPGGSPGAEDIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTIGPALDRGAVVICDRFADSTRVYQGITRGDLRATVDRLHDLMIGREPDLTVILDMAPATGLARARGRNGSEERFEDF
GEALQARSRQGFLDLATEFPGRCRVVDADRAPDEVARDIARLAEAALA
>OLS43439.1 hypothetical protein BV509_03255 [Rhodovulum sulfidophilum]AB26
MQGYRIARMAILLAMTGVLAGCQGGAGAGLFGSKGGTDVAGPQTLPREARDAGEDVEAPEVFHAEETGLWDGRPSLGGIW
IAHPDVTDPERVIIRNTATGQSVVGALFRRERESPGPRFQVSSDAAAQIGLLAGQPTELSVTALRRPPDPQTAATAQDDD
AEAAPTALTRRFVQVATVDSADGAKQTAARLTRAGLSAEIRAPDPGGRALWRVVSGPVKTEDDRAALIEAVRGLGFKDAY
AVTR
>OLS43440.1 hypothetical protein BV509_03265 [Rhodovulum sulfidophilum]AB26
MDETIDRLGAARFREDPIAGRKYSRATSIISSAYKRHGAILQRALLERLKDCARLRVWTEDDFKLSHESLRQVRVAERLD
SLLQAQLPYGDRERSVRVDILVFDEARHSINAYNVKRGNGSYDGGKRRIIHEELVRTQMLLSDYGRGIGFVSETSHAHII
FYYGLLSLPPPLAISGDDLDEHFQFPVREAIEFVNAYFVARLSALIEQED
>OLS43441.1 DNA helicase [Rhodovulum sulfidophilum]AB26
MKHFLDDRRLLRGPWQAFERDVARLLMHAGFDDVRVVGGSGDQGADVVGVKNGEIWVVQCKHTTTAPPTKQAVKEVVDSG
TYYGANRMLLATSRAIGGGVEAEIERYRRIGINVELLDPARLAHLSQEVPEYAKSRRELRPYQQEAVSKFREGLTDTGRA
QVVLATGLGKTVVMAEVVADLYRDGLIRDSRVLVLADKRELIRQLQFGFWHQLPKWVPTHMLSGDETPSFYDGITFATVQ
SVIGRVDDLPSFGLVLIDEAHHIGSTSFRRALDALEPPMVGGATATPWRGDGFDIDELLGKPLVRLGISDGLRQKYLSEV
DYRLLADNIDWGFVQEISSHNYSLNQLNKKLLMPTRDEEAARHIVEVFSGEKRRGGIVFSPTVDHAESFAGTLRGYGLRA
EAISSRQEARERDRLMAMFRRGDIDVLASVDLFNEGVDVPDVDLVVFMRATHSRRIFVQQLGRGLRLSHGKDKVIVMDFV
TDLRRVAEVIELEKASVGPLERLPLGHNLINFRDASAGNFMLEWMKDQADLILREGDAQLEIPKFEFPTVPQPGGVQ
>OLS43442.1 hypothetical protein BV509_03280 [Rhodovulum sulfidophilum]AB26
MSVPASIRREIKKRLWAEADRLNWSALSAADKSRYYSMWTETETVGGKLGQYMDPRKVRVYIKDTLLKSYTREASASPAR
VFRVLGIEETTVVTTTFIKPHGCLLPDGRQIAWSKASDWKLTLMALHERTFEAGEPYAAVLSEAAARFGLASQRAVVESA
AERLGIKRLIWLD
>OLS43443.1 very short patch repair endonuclease [Rhodovulum sulfidophilum]AB26
MDILTPEQRSERMSRVRGRDTKPEMLVRRLTHGMGYRYRLHGRGLPGSPDLVFPSRMKVIFVHGCFWHQHLDPGCKLARL
PKSKLDFWGPKLETNRERDERNLVLLAELGWDVLVIWECQTKNREELQARIGGFLG
>OLS43444.1 hypothetical protein BV509_03300 [Rhodovulum sulfidophilum]AB26
MTRGTPVPETVTLHVPFRVVKRGGRKEMKLPDGAAQPQKTDNTLVKALARAFRWKKMLGSGEFATIAELAEREGIAPSYM
TRVLRLTLLAPEIVEAILDGKQGPEVTLVRALERFPTEWEDQLINFKLGVHGSQDYRQPLK
>OLS43445.1 hypothetical protein BV509_03310 [Rhodovulum sulfidophilum]AB26
MKRPNPLPADQMTPTERRAELCGLLALGLVRLRMRDGGEVSDDTGEVRLHYPPDQCRHATPTHRRDA
>OLS43446.1 hypothetical protein BV509_03315 [Rhodovulum sulfidophilum]AB26
MPEILRPVGRIAEIRRPDDVAAHAHAAVEPRDDRALGGRGDAVAEAFRTAGVTAETISGEMQSRTRADLIARFDRGEVQV
LTNCMVLTEGFDSQPVGCIGILRPMLHKGTFIQAVGRGLRRVDPARFPGIVKTDCVVLDFAGAALRHGSLEQEINLDEDD
PEPGQAPWKLCPTCEAELPLGASVCDFCGHVFTRERTEARLLTAFDMMEIDLLERSPFAWCDLHGDGQAMMASGFNGWAG
VFHDGALWHALGQPKGRAIRPLAIGTRVQALAAADDFLRATETGTASIKSRRWLNDPATMKQMDLLQRAGHEANGLDFSL
SKYAANCHLNFRWNRGAITAAVLGRAERSAA
>OLS43447.1 hypothetical protein BV509_03325 [Rhodovulum sulfidophilum]AB26
MSDATTHLLLPYILAAQAQKHVTHNEALRLLDGLVQLSVLDRDLTAPPGSPTDGDRYIVASGATGDWAGWDLNVALWTDG
AWLRLPPRTGWRAWVEDEGLLLVYDGAGWIGTTPTALQNLALLGLGTTADASNPFAAKLNAALWTAKTVAEGGTGDLFYT
MNKEAAGDDLGLTLQTGFVTKALVGLFGSDRFRLAVSADGSTFFDGLSVDNATGIVDQPRLPRFKAWTNYDNYVGIGTWT
KIGLNNTDYNDQGAFDAANNHFVAPADGTYLFGATLLYKINASATARMRGRLVLNGTTEIRGSLGEISATHVSLATAIWL
QTMVPLTAGDTVELQGYFRVADGYFAADHTSFWGCKVG
>OLS43448.1 hypothetical protein BV509_03330 [Rhodovulum sulfidophilum]AB26
MNPPRSEGFVRMPDAEFEAILTRAAEEGAKRALADVGLDGDEAALDIRDLRSLVDCIRLVRRTAMQTAVRMITTGVMLAL
LAGIAIKLKIFGGGP
>OLS43449.1 peptidase M15 [Rhodovulum sulfidophilum]AB26
MTTTFHRHWRDVPESAWRWSNFSPAEIACRGTGKLLINAPALDKLQALRDRLGKPLIVRSAYRSPEHNRAVGGATRSKHL
DGAAFDIAMANHDPVAFEAAAREVGFLGFGFYPRSGFMHIDLGPARQWGERFPVRATAFAAETPPAREVLADSRTMKGGG
AAGVATLGAAGVEVAQSVLAETQSAILPLVPYLDTLRWVFIAVALGGIAVTIYARLDDWRRGRR
>OLS43450.1 hypothetical protein BV509_03340 [Rhodovulum sulfidophilum]AB26
MIAALLTRFAASPWTRAALRCGAIILAVLLFLMSLRRFGERAGRLAERLETMEKANDVQRRMPEAAARRPRDRNELAQRL
RDDGF
>OLS43451.1 hypothetical protein BV509_03345 [Rhodovulum sulfidophilum]AB26
MMSNAECRRRRLAALAIATSWLSGCATTGFEAGGVAACPPAVEYGREFQARAAKELALLQEGSAIAEMLSDYAVMRDQAR
GCFR
>OLS43452.1 chaperonin GroL [Rhodovulum sulfidophilum]AB26
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVIIDKSWGSPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETETEVVEGMQFDRGYLSPYFITNAQKMVVELDDCVILLHEKKLTSLASMVPLLEAV
IQAEKQLLIVAEDIEGEALATLVVNKLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKGAIVARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKMLETLKGENNDLDAGIKIVRRAIQAPLRQIAENAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMGGMM
>OLS43453.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB26
MSFTPLHDRVLVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGARDEDGERIAMDVKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMA
>OLS43454.1 hypothetical protein BV509_03360 [Rhodovulum sulfidophilum]AB26
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDQETENHRAVADLINAIISGGNSVRRL
>OLS43455.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTSVELSPLTRKLSAFVALSEVELAVLERLHQRRRSFVAGRDMVHQGQSAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPVVDIEAAEVLTSDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGYDCPLTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHAYGGLVDLAEFDPAYLDQTG
PLLK
>OLS43456.1 hypothetical protein BV509_03370 [Rhodovulum sulfidophilum]AB26
MTPEQTKTAEKMTSVKAACVNAPAGTKKDAAMKHYHAAEKAHTAKNDAETNKELDAAKHALA
>OLS43457.1 hypothetical protein BV509_03375 [Rhodovulum sulfidophilum]AB26
MEEHFWTSGADNARATTATNAVMIFPYPPGILQGDQIWTQLKQSTGWRSVVMAERRVTRCQDIAILTYRVSAEKPDVPIY
KALCASTYLNDDDTWLRISHQQTMVA
>OLS43458.1 hypothetical protein BV509_03380 [Rhodovulum sulfidophilum]AB26
MAAPNVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWKEAAELVALRRDAAQARLGTRLARFRDVPALASDH
GRIAGDLSQLLPEGPTSGALQRAASTVADGRPGTSGLIWAVLAIIFVLFQMLMVGGSGSGE
>OLS43459.1 hypothetical protein BV509_03385 [Rhodovulum sulfidophilum]AB26
MNMRSTRSTVTFSNPFTLSGYPGDLPAGDYEVLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
SRDQGAAKKNDHSDAALSPQEDGT
>OLS43460.1 hypothetical protein BV509_03390 [Rhodovulum sulfidophilum]AB26
MNTPEGLKPGIYGALIGAVFVGIVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPARADKMETIRAASTY
QRRDALMEAGWATVPGTDAPNRDIAQACLAALDVDGSPDPAESAVDEG
>OLS43461.1 hypothetical protein BV509_03395 [Rhodovulum sulfidophilum]AB26
MNRATPIASPETTDLERRVLAHERILQALIAYMARTEPRFIDHLRARFVEPMSMARHEHDHRETDDYAEEFIRAVMLIGE
ARAPNAKEQDVSDKQPEPPRSKGAQKSSMNRPTRRDGVQVRERNGIWEVQVDGKFRGDYHQKEHALAAAALHKLSPR
>OLS43462.1 hypothetical protein BV509_03400, partial [Rhodovulum sulfidophilum]AB26
MRVSIGCRLRYRFPQPTPLIALLNVHYSRFGDLERADYFVTSPSVPLESYRDGFGNWCTRMLAPEGDFTLTTDGIFRDTG
QPDPVFPDAQQHAVQDLPFETLVFLQGSRYCDTDLLSEEAWRLFETTEPGWSRVQAICDFVHEHVRFDYMQAKATRTASQ
TMAERQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGEPLPHPPGDFAAWMEVFLAGEWHMFDPRKALLRKS
>OLS43463.1 ATPase [Rhodovulum sulfidophilum]AB26
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEVQSGGDALPWADRAAYAERMLERDLRSYEDTQAHSGPV
IFDRGIPDILGYLTLCGLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFDTYVALGYEIIE
LPRTDIARRADFVCKQLAI
>OLS43464.1 hypothetical protein BV509_03415 [Rhodovulum sulfidophilum]AB26
MSAPFSRIDAPRGRFDAAGIARPGSAEVPPDPRSALRNRLQTPREPRPRSFDQALNFSLDLPSPLP
>OLS43465.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MTHAQRGAEAPLMTPVLIAGSVILLIGFAVRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAVAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQLQGLEVLVGFGIAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPAA
EILLRFQPWQGVFAIFAVVVLAALFALPFIRSPQVASRAELEESLGQVLNRAFRDPSYVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGVFNIVGTVTAGWLGNRYSRKYLLAGIYTARTIAAAAFILMPITP
GSVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGKLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIREAPAPARVAA
>OLS43466.1 hypothetical protein BV509_03425 [Rhodovulum sulfidophilum]AB26
MAGGWARDGAVNDQIDASIEDELNRMKARRAPVGDSLTDCADCGEPIPEARRQALPGVKLCVACQGDRDRRPVIRGGINR
RGSKDSQLK
>OLS43467.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB26
MMGLPKRLVTRLAEAGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAETRGKPVPKTARALVLAPTR
ELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDLG
FIHALRRIAAKLPKERQTMLFSATMPKQMDEIATSYLTNPVRVEVTPPGTAVDKIVQSVHFLEKAEKTGRLIELLDGHRD
DRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNV
PDNYVHRIGRTARAGADGAAVAFCSPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGASKGAGKPPAKARAR
RRPRNKSRAAA
>OLS43468.1 peptidase M3 [Rhodovulum sulfidophilum]AB26
MTNPLLAPRTAPFELPAFAAVSDADFAPAFDQALSDARAEIAAIAEAPEPPDFANTIEALERTGQALSDVLSVFFLLASV
SSTPEREALQRAFSPKLAKFSSDVVLNRALFARIDAVWQARETLDLTAEQARLLELKHRDFVRAGAALPEEGRGRLREIN
TRLAELSTAFAQNLLADERDWTMPLAEADLAGLPGFVADATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKAAYE
AWTSRGARGGATDNRAIVAETLTLRAERAALLGYDSYAAYVLETEMARTPGNVRDLLMQVWAPARARAEADAAILEQMLV
ADGLSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCAHRLFGLDFAPLDVDLHHPDARAWEVTRDGRH
MGVFIGDYFARAGKRSGAWCSALRSQQKLMGEIRPHVLNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEAMRDRVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAEVLEAIGLPRAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEETGDAFDPATARALEDNVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>OLS43469.1 hypothetical protein BV509_03440 [Rhodovulum sulfidophilum]AB26
MRLPSSSLLLRPAALSAMLALVLLSVTVADGRARRTGDHLQIALPAAGLVCAATRGQAPLYAGRYLLLEAGIKLPKAALG
QRPINRRPDGGSHGFPSGHTAAASFGASALVSSCLRDSPGAQAVAVLSAGFVGASRIDAGRHTIWQTLAGAVLGWLVATL
KLAAFDRAVAAAWTRIGARLAVPGRMLPALRERTPVPGRP
>OLS43470.1 succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB26
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKAIAADIDGPIWVVKAQIHAGGRGKGHFIEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKELQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGAEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINGSGLDVIAADDLSDAAQKIVKAVKG
>OLS43471.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB26
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTQMVGGVTPGKGGQTHLDLPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSILIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKKGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>OLS43472.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB26
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFMLLGGILAAVLDGLLFWGDVSVGAEGVSAETSGPLNGLFGLVTLVPGL
AAGWRRMHDSGRSGLFLLYPLIVLVGIAGFANFIGAFDAATTGDVAQMFTGLAGVVLALSVVVLMISPLLVIWWLTRPSQ
PGPNPYGPNPHEVAP
>OLS43473.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB26
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQKFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAPREAKAAEEKIREKANEKGVEVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PGSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGYGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLVGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFEAAK
EYKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTAPPEGFEVHKTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLAGQDSARGTFSQRHSALIDQNSEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLAEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAVSEAQDFVTGSSFHRVLWDDADSHRLSEARLKPDDQIRRVVICSGKVYYD
LLEERDARGIDDVYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>OLS43474.1 dihydrolipoamide succinyltransferase [Rhodovulum sulfidophilum]AB26
MSTEVRVPTLGESVTEATVATWFKKPGDVVEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKSNGGAPAAAPAAEAATEEVPVMVPTLGESVTEATVSTWFKQAGDSVERDEMLCELETDKVSVEVPAPASGVLKE
ILAGEGTTVEAGGQLAVLLAGEGAASAPAASPAPAQGAGGGKDVEDAPSARKLMAEKGLTAAEVAGTGRDGRIMKEDVLK
AASAPKPAAAAPRAPEAPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>OLS43475.1 hypothetical protein BV509_03470 [Rhodovulum sulfidophilum]AB26
MALVFSSDYDALPTDPQVRWTKLRDLLERRLAEFSNPSEGYAEEDLIEYCCVLSAAADKLGLGELAAFEINNIRRTFPEF
RSSVISLATRLQITSVSGGSENSVAIQRPTRGKITKEIEKLRNLVASSDLPEAQKRKLRDKLDQLQRLIFDPRTDLIKVF
AILGNLGAACVNTTALLADAPNAMGTIVALIGHEREEEEKERRLIEAQKVPLQLEDHSQGSSYDDDEIPF
>OLS43476.1 hypothetical protein BV509_03475 [Rhodovulum sulfidophilum]AB26
MTPELAALAATAVIHLAAVLWSQRALEADVGRDGNTGPRDDIADRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWVSGLAAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>OLS43477.1 hypothetical protein BV509_03480 [Rhodovulum sulfidophilum]AB26
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPARSMIWAAGFAATVLMTLASLI
>OLS43478.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB26
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRETLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WAQMLSYKDDVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRSLLKRQGLDIVTGAAVQSAEALK
TKAKVAYKLRKDDSEHTLDADVVLVATGRKPFTDGLGLDALGLQLTKRGQIATDAHYKTSVDGIYAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYGVIPGVIYTHPEVAAVGQTEDSLKESGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGPIHS
>OLS43479.1 poly-beta-hydroxybutyrate polymerase [Rhodovulum sulfidophilum]AB26
MTAPNGHPKHDHPYETADRAGRAMLARMTSGASLNAAAAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGLTRDD
PPFRPRAEDHRFSHPGWSTPPFSIWQQAFLAAQDWWDAAAEPARGTDPHNSDRVAFMARQMLDVLSPSNVPLTNPEILQE
TVRTGGGNLMQGMRHLAEDIRAQATATPAETASGFAVGRNLAVTEGQVVFRNELFELIQYAPRTEKVHPEPVLIVPAWIM
KYYILDLSPENSLIGYLVEQGFTVFAMSWVNPSADYRDVSLDDYRRDGVMAALDAVGKVMPGQKIHACGYCLGGTILSIA
AATMARDGDDRLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVSRYLM
GKEDEAFDITAWNADATRMPAKMHSDYLRALFLDNRLTSGRFAVEGQVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRHYRIGCRTPETRYTDPDSWYARHPATEGSWWPEWARWLAGKTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMK
>OLS43480.1 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB26
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRYKARQG
>OLS43481.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB26
MQAFKLFRPDWPTTSVVFSSPHSGRDYSWSFLRQTVLDERAVRSSEDAFVDLLFSDAPEHGAPLIVASAPRAYVDLNRAA
EELDPAVIDGARLAGHNPRISSGLGVIPRVVANGRAIYRGKIALTEAETRIETCWRPYHRQLESLVEEALARFGESILID
CHSMPREAIESARAGGRPRPEVVLGDRFGTSAGGEIVDRIEQAFSNAGLRVGRNAPFAGAYITQRYGLPSRRRHAVQVEI
DRSLYMDEATVRPNADFDAVRRLLGQVVGTLTQIGRPGEVPLAAE
>OLS43482.1 hypothetical protein BV509_03510 [Rhodovulum sulfidophilum]AB26
MTRSSDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLLVKEGMRKIAEGLGAEEVHARIGFASLAITVTHGENTITRMTG
TGGHGVNMRLNHAIRDLCVEVEKGGQTAEQVREALTRLKAGTPHHPRVVIALAAGIACAAFGRLLGVDWAAFGPVLAAST
AAQWVRVSLLRRGTNTFVLTALVACLAASLAGLLAIPAGSHMIETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPALPDQIFEPQRSVLHQAIFGAVAAAGFGVLFNFGWVRLVWAAAAGALALAVRTVGMDLG
WSLEAASFAAAAAVALGVEILSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLTLTAEDPATAAETLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>OLS43483.1 hypothetical protein BV509_03515 [Rhodovulum sulfidophilum]AB26
MSIEHPEKIGLGTWDRDSLGSALNDLESVGVAWYYTWSDWALYDADPAPGTVEFVGMTWDERLVTPEALERIRASGATAL
LGFNEPDLDRQADMSVAQALDLWAALAATGLRLGSPAASLDQTLGEGSWLGRFVAGAEARGQTVDFIAVHYYSDSGDVAE
FEAWLKAVHDQYDKPVWVTEWVLADWTGARSFSAADQAAFARAATEMMDDLDFVERHAWFAACEGGDGWYLNSGLFDAAG
NLTEVGRTFAQLTAPGAPPPIAGGAGDDRLTGTAGAELILGGAGDDLLSGGGGADTPRGEAGNDTLQGGTGGDRLEGGTG
NDLYVVLSAASTLIERPGEGWDRVSASLNWVLGDHVEQLTLTGGAALDGTGNALGNVLTGTGAANRLDGREGDDTLQGGA
GEDWLLGGAGHDRLWGGAGADLLEGGAGDDIYAVDTPGDRTFERPGEGWDRVCASVSWTLGDHVEQLTLSGGTALYGTGN
ALANVLTGNGAANLLDGRGGHDTLQGAGGNDTLQGGAGDDWLLGGAGHDRLWGGAGADLLEGGAGDDIFAVDAPGDRTFE
RPGEGWDRVCASVSWTLGDHVEQLTLSGSAALDGTGNALANVLIGNAGASYLCGLGGRDTLSGGAGDDGLVGGAGDDRLW
GGAGNDWLDGGEGADLLDGGAGSDLLIGGAGADLFIFTGGWDRIADFEDDLDTLRLDHALWGGTPPDLAGVPALASVTGA
GLMFDFGAGNGIVVEGISSVWALIDDLQIV
>OLS43484.1 2-keto-gluconate dehydrogenase [Rhodovulum sulfidophilum]AB26
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYMPEDFINDEWESFGQLAWTDPRTTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKGKTTYGPVQGANLLDWPIDAAEMAPWYDLAEKKLGVTRTNGLPGLPGNNN
YKVFEAGALALGYKEVSTGRMAINSVERDGRVSCQQTGFCFQGCKWGAKWSSAYTDIPRGEETGNLEVRDRSHAARILHD
AAGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYGTFEKPVRMW
RGTTMAGIVRDEARHDPSRGFVGGYELETLSLGLPFMAAFLDPGGWGREFTSALDSYETMAGMWIVGEDMPQETNRVTLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
SNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>OLS43485.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB26
MTDQQAVRALTRRQLLARASAAGATLVVGAGFVAAPDAAWALETAVLKPETFATLVQMARDIYPHDRVGTEYYAVAVKGY
DTAEAAPMVEAGIAALDAAARRHGFGSYMGTGWESDRAAILRGIEDSPFFQTVRGGLVTGLYNQKALWPLFGYEGESYSK
GGYLHRGFDDIAWL
>OLS43486.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]AB26
MAKAIHSMIRVLDEERSVAFYDKAFGLKVADRLDFPEFTLIYMSNPETEFEVELTVNKGRTEPYDLGDGYGHLAVSVEDL
EAEHARFEAEGLAPRKLVAFAPAGEVIARFFFVADPDGYQIEVLERGGRFK
>OLS43487.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]AB26
MCQIFAGQDPERYRSTTRRLRLNGQSTSIRLENSFWAILDEIALSEGVTTPAFISKLHAEVLELHGEPSNFTSLLRCTCL
IFRETVPARGPMAMAAE
>OLS43488.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB26
MGRIVLVTGGARSGKSSHAEARVRAMPGVPVYIATSDPQDDEMRDRVARHRAVRGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLSNHMFAGQDWEPEAEALTAALLRQQAPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAAVADEVEFVV
SGLPLRVK
>OLS43489.1 transcriptional regulator MntR [Rhodovulum sulfidophilum]AB26
MPPDAPPTCDPQTDLAADAQPDRFQRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREG
LAVSRPYRGVFLTEDGAALADRVRQRHRVVVDLLVAVGVPRETAELDAEGIEHHVSDATLHAFEGFLDAKG
>OLS43490.1 divalent metal cation transporter [Rhodovulum sulfidophilum]AB26
MSAVLAGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARLGIVTGKNLAE
LCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLLDLPLIVGMAITAIVTYAILLAQGRGFRPIELIIGALVGV
IGLCYLAEILIAPIDWGAAGLGLVTPAMPDTAALTIAVGIIGATVMPHAIYLHSGLTQTRAVIHSEAERAKVLRFSDVEV
VAALAVAGIVNMAMVMMAASAFHTGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAGQMIMQGFLRV
RIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDVMGTYAAGPLVRGLAVAGAVVVLSL
NAVLLAGAFGLDLPVLGPVALS
>OLS43491.1 hypothetical protein BV509_03560 [Rhodovulum sulfidophilum]AB26
MPDRASRTPARRSCPGSCRSLCALPPARALPILAVALGASAFLWLGLGAGLGRLAAGADSSPVLAEFCVLGIQGFGICAL
ALALLIGLARPPRASRN
>OLS43492.1 hypothetical protein BV509_03565 [Rhodovulum sulfidophilum]AB26
MPALVKTAVKTAEPAGVPRPCRAALLPLALVLGGSDLAAGPAVAMPPLTDAPERPFYFVVDLGDLADGSATSVPHAISED
NAVVGAAVDMTGATHAFYWKGGQMRDLGVLRLMGEPIYSQAEDINEAGQIVGTTYTDAGPAVALWDKSGISLLPALEPDA
DPGQAHSINARGDITGYVGRPDRKESVALWQGGRLVEIGLPGPQFDTAHGMVINDAGQIAGQAALHDEVRAFRYEAGVWT
LLPEFSGGGYASLVNDMNRLGEIVGKGIGDSGTDRGFFWDGAVLHDIGDLPGGKDMSHAFGLNDRGEVVGYSAAGDGNAA
VLWTRADRRLVDLNDCIDPDSGWHLVLAKDINDNGWITGYGIAPNGATHGFVLIPE
>OLS43493.1 hypothetical protein BV509_03570 [Rhodovulum sulfidophilum]AB26
MTETRSGRGRLVNRLAATGLGVRLIGIMLALFLTSVTLGVVGYVEFKALGASARSVGDVSVSRLFAINDIENALSDHEIA
AERSVLEVDPFEREDLREAQRVATSAFGQALLRLRSLGLSVEETRIVDDLQRDWDGYLASFRMADRLAEDGDFEKAKEHF
EVGVEQMAADLTARITDLTTLTRADTAVALERQDIIVEQSLRLIVLTLAAAGALALGAAIWVVGRLSLPLIALNDALRRL
LGGDDTVRLPDFGTERNELSTLSHSAHALRDSIVETRRLAAEMKTQRALLSETVQNMPAGLCMFDGTGKLLVANAMFWSF
FGMPKELSSGQGSVTLDRLLTQVGCRMSAARPGGGAAFASRMKALIAQRGSDSASWELDDGRHVLLQVQPVPGGWMMIAS
DISERVDQEEQALHMARHDTLTGLPNRRAFADSIDYAIATADPNRPAAILFVDLDRFKHVNDTLGHAAGDQLLRHVSERL
QGAVREGDTVARFGGDEFAVIQIGQQQPDSALGLGDRIIDLLSQPFRIDGRLADIGASVGIALAPEHGDRAEKIMSRADI
ALYAAKSAGRGQCLLFDRDMLDRQNALIKLEADLKRAIELDQFSMLFQPLVNLDTGRITGAEALLRWRHPTRGLVPPCEF
VPMAEELGLIVPLGALVLRMACTEAASWPDRLSVAINLSPVQFRRHDIVGDVTQALKSSGLPPARLALEITEGVLLEDTD
DVKDKLTALKGMGVRISLDDFGTGYSSLRYLRIFSFDKVKIDASFVQEIDSDLGGAAVVRAVCMLCGSMGIDVVAEGIET
REQLLQVMEAGCNEAQGYLLGHPLSREDFLEVEGRSAAGVFPGLGVEETPVLPPMRSAQAG
>OLS43494.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MAASTARGAGFALAGFAVYSCHDAVVKGLGAHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRRPGWTALRTVAVML
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGARRWAAVVLGLIGVLIVLRPWSTSDLSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPAAHLGALALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGYLVFDEIPDAATLIGAAVIAASGSIVFLREGRAQASENQPALHATDRAGVAPDPVLLGVEETPE
>OLS43495.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB26
MTNTLLILPGDGIGPEVMAEVHRIIDWYGTKRDLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
KLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIIEEGGQRVGLNT
QRYTEAEIDRVARSAFELAKKRNNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
LTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDEGTE
ATRLEKAVEKVLGDGVRTADLMGAEGGAPVSTLQMGDAILAALDASL
>OLS43496.1 endonuclease [Rhodovulum sulfidophilum]AB26
MRRPAAIVPGLLAVFFALPAAADLRVASYNAELSRKGPGLLLRDILSGKDGQVAAVVEVIAAARPDILALQGIDFDLDGL
ALAALADLLRARDLDYPHRFALSPNTGLRTGLDLDGDGRLGGPRDAQGFGYFAGQDGMAILSRFPILTDEVRDFSAMLWR
DLPGATLPETDGTPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHATPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGTFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPKSPGGAAAPQTGTNATQRGAPARDTANWPEDGPGNL
RVDYVLPSSKIDITGAGVFWPADGPLAETVRTASRHRLVWVDLALP
>OLS43497.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB26
MEKFEKLTGIAAPLDLVNIDTDMIIPKQFLKTIKREGLGVNLFDEMRYDQDGNENPDFVLNKPAYRETQILVAGDNFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQTITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKATAIDGFESRMAQDRPWV
>OLS43498.1 hypothetical protein BV509_03600 [Rhodovulum sulfidophilum]AB26
MRNWLIYTLIGFVLLIGGIVALANPFAATIAATQIVGIVFLLAGLIQMITVMRGGPDSHRWLNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVVMGGMRLLLSFTFRDTNLFWLLLLTGAASILIGALIFSNFFAAATTLLGLLVGLELVLDGIGL
MAFGIAARRPRHVETPA
>OLS43499.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB26
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRETKIDNEE
SRIQVEALDKNARDFGVVYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGKLMPGVTAKDITLAVIGKTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFEYVKGRPHAPKGAQWEAALTWWKTLKSDDDAHWDKVVTIRAEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKAEAA
RRSLDYMGLKPGTALTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKTLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLAPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVTGHLTDVRDLLAEAV
>OLS43500.1 transposase [Rhodovulum sulfidophilum]AB26
MNRITLGERIMSRDPDRQTVEIPIRIAIMNNAPALGRAEIEAVV
>OLS43501.1 mechanosensitive ion channel protein [Rhodovulum sulfidophilum]AB26
MESDPTPILQELQALAEQGRGFLQSLTRPGWRLYQIGILLALFALAQLGAWALYGRLYGWLREREGWPMWRFRTALILLR
RLRIILLVVLAWVTVWAMREVTWPSRSYLVAIGATLATAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYIVDLTDEAAA
LLESVRLGMGDLQLSALTLLKAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKLLQLGLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSVKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTAYSDDPHRVRRLAIEAAASVPRVLGDKPPVCHIVGFGDSSVDYILRFWIVDPSEGLTN
VRGAVFLALWDAFRANDITIPFPQREVKILPGSRLAAAPPD
>OLS43502.1 hypothetical protein BV509_03620 [Rhodovulum sulfidophilum]AB26
MPRPVLLSGLVLAAALSAPLVRADSYRGYPEVPYRVERQMGAVELRHYPARTIAEVIVDGSRFAAINRGFSELAHYIFGE
NAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGTAPETLPKPEESWVRLRRLPPETLLVLRFSGRATAERLNAAGRDLVAEG
KARGLRLTGPARLMFYDDPFTMPWNRRNEVGYRVLP
>OLS43503.1 phosphoglycerate mutase (2,3-diphosphoglycerate-independent) [Rhodovulum sulfidophilum]AB26
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQTCPNAILTTFGPDVGLPTGQMGNSEVGHTNIGAGRVVAMDL
GQIDLSIEDGSFFRQPALTGFIDKMKASGGTAHLLGLVSDGGVHGHIAHILAAARCIAEAGVPVAIHALTDGRDVPPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAEEAVQKAYDRGETDEFIHPSVVAGHD
GIKDGDGLFCLNFRADRAREILRAFAQPDFDSFDTGTRPQLAALLGMVEYSVEHNAWMDTVFPKRKLVNTLGEWVAKQGL
TQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVGDKLVEAIGKGYDLIVVNFANPDMVGH
TGILSAAMKACEAVDRNLGRALEALAAAGGAMIVTADHGNCETLIDPATGGPHTAHTLNPVPVILVGGPEGARLRNGRLA
DLAPTLLELMNLPKPPEMTGETLIEA
>OLS43504.1 peptidase M23 [Rhodovulum sulfidophilum]AB26
MRQAGGPFLALLIAGTALAALSVPLWPTPALAQTADPADTAEAAAAALRDAANRLQAAGGARDRVAALTETVRAYEQGLA
ALREGLRRAAVREQTIAAVLDARREEIAQLVGVLSSIERNPEALVLLHPTGPLGAARAGMMLGEVTPALQAEAESLRGQL
DEIALIRALQESAADDLAAGLSGVQTARTELSQAIADRRDLPQRFSADPDRLAHLADSSETLDGFAAGLSQVGGTAPEDS
APPAFEALEGQLPLPVEGTLLRGFDEPDAAGIVRPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVL
AGMAQVYGAEGQVLAAGAPVGLMGGADPNTAAFLDAAAEGGGNDLPETLYMELRQGGSPVDPAPWFARQ
>OLS43505.1 peptidase S41 [Rhodovulum sulfidophilum]AB26
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDSTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEEGFVKVVSPIDGTPADEAGIESGDFITHVNGESVLGLTLDEAVEMMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRIEGSTVVLRVTTFNDQTYANLEEEWNKSVEELGGVENVTGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGRNPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPLKGEGAMRLTTARYYTPSGRSIQALGVAPDIVVEQPPRKPVTEETEDQPASAAARTRSEADLRGALDN
DSMTEDERKQAEEELAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>OLS43506.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB26
MSPEEIEKLPYRRGVGAMLVNGAGKVFVGQRKDWAEPAWQMPQGGIDKGEDPEEALLRELWEETGVTADLVEILARTADW
VDYDLPPELLGRVWKGKYRGQKQLWYLLRYLGRDDQVNIETEHPEFSAWTWLDPDALVDHIVPFKRTLYERVVGELVPRI
PSQAGAV
>OLS43507.1 hypothetical protein BV509_03655 [Rhodovulum sulfidophilum]AB26
MNISKREQRVLHVLAQGGRIVHDRPAAGGKIVTITCFTRDGLVLSDCALDVFGRLRRRRLIESRNGGPYRISHRGRLSVR
AQPDNR
>OLS43508.1 thioesterase [Rhodovulum sulfidophilum]AB26
MADRPPPARRADFAAFRSLTTRWEDNDIYGHMNNVVHYALFDTAVNGWLIEAGVLDIRGGAQIGLVVETGCRYHAEMAFP
DRVTAGIRVAHLGRSSVRYEIGLFRNDEDSAAAEGVFVHVYVDAATRRPSPLAAPLRAALETLVRPGPAGQ
>OLS43509.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB26
MRLDGKATLVTGAASGFGRGIAETYIREGARVAVVDIDRDRAGAVARELGENALAIGCDVSKGDEVAAAVAATQEAFGRL
DIVVNNAGWTNRNQPLMETDEATFRKIYDINVLSIFHMTKACVPLWRTQGGGVMLNVGSTAGIRPRPGLTWYNSSKGAVN
LMTRSLAVELAPDRVRVNGIAPVMGVTGLLEQFMGVPDTPENRERFIATIPLGRLSEPRDVANAALYLGSDEADFITGVI
LEVDGGRTI
>OLS43510.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MTRTDLPLPEPANLIGNVWQPAVSGASMDVISPIDGLPFARIADSGPEDVDAAVAAARAAFEGGDWSRLSAAERGRLLLR
LARRIEDEAEALARLESRDNGKPIRQARADMAVTARYFEYYGGAADKLHGEIIPFLKDCNVELHREPHGVTGHIIPWNYP
AQMFGRSVAPALATGNAAVLKPAEEACLTALRIGALAVEAGFPPGALNIVTGRGETAGAALSRHPGIDFISFTGSPEVGV
LIQTEAARNFIGCTLELGGKSPQIVFDDADLEAALPVLVTAVIQNGGQTCSAGSRALVQRGVFDAVVAGLKARFEAIEAS
DSGEEAVLGPLISARQKARVEGYIANAGAPLIARGGIRAGTPDGGFYVAPAVFGPCDPGSRIAQEEVFGPVLCVIPFEDE
AEAIAIANGTEYGLVASVWTRDGARQQRVAKAMRCGQVFVNGYGAGGGVELPFGGRRKSGHGREKGFAALHDFTTLKTIV
TTHG
>OLS43511.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLEFRTVDAAIGKIPILRGLNFRIGEAETVALIGRNGAGKTTLLRSVMGFTDVTGEILLDGHPLGPMHPARRPGLGIGYA
PEDRRLFSAFTVEENLLLPAQNARLDRAETQRRLDRVHSILPELKEMADRPAGNVSGGQGKMVALGRALMLGTRLVMLDE
PFQGLAPALALRYADALRALRDADRTVTLLITESNPALLRGFADRTLLIERGEVAAPDPNAIPA
>OLS43512.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTAPLLETRNLVIRFGGVIAANDVSLTITAGRNLAIIGPNGAGKTTFLNICTGWIKPSSGQVLFEGEDVTPLPPRAIVRK
GVARAFQIPQLFTEHTALENLLIAVAARDRLRNPFMNLHRIPEREEMMHLLEMVKCADAAHRPVVELPEGQRKLVDIAVA
LALRPRLLLMDEPTSGVASSEKHRIMEILVEALAERKVTSVFVEHDMGIVERHAEEVAVWNAGNVQLRGTPREILDHPDV
IRDVIGEAV
>OLS43513.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTPTLFLLALFDGIAYAALVFIVALGLTLIFGVMRILNIAHGSLYAIGAYATVSLSGWALAMGLAPILAFPLMLVSAVLV
GLLLGGPIEWLLLRRIYDKPEVLQLLVTFAVFMILEDVQRLVWGTRPYFEATALQALGNVTVLGVTYTVYQLILLPAVAA
ALLLGMRFFLRHTIIGKLILATTEDREAAQSIGIDADKVFLFTFIVGAALAGLGGALASPTTSILPGMGADMIVLSFAVV
ATAGLGQIEGAALCALMIGLGRSFAVYVWPEAATLVPYAIMVAVLSVRPQGLFGSSSARKI
>OLS43514.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKTWLLTALCAAMPLTAAAADKPASLKVGMTTFLTGPASVFGVPAKNAAEILVETINAQGGIGGVPVEVSFIDEGAGAET
LTSEYRRLAESGGADVMFAAISSGNCQTLAPLAEDLKVINFMWDCGTQKIFEEHSYKYVFRTQANATPEMLAAVIYLLKT
HPDFKTIAVVNQDYAWGRDSWDIFRTALMAMKPDVKVVGEFFPKFGSPDFSTEISRLQALRPDVILSTNWGGDLDTFVQQ
AAQRGLMNSSTFVLPLAESSLERLGSSLPSGHIVGARGDHYFRHPERRDDDAFKDFMARYEEKTGEISVYPVFHTAQAFA
ALQAVYEKAIAANGGDWPDEDQVLAAMAGLEFQGLGRPVTIREDHQGIEAQLMATSVQTGDRPFATLENIMIFDGADITA
PVGEVSVDWIGGLDASFLDQVGVATYAD
>OLS43515.1 polyketide cyclase [Rhodovulum sulfidophilum]AB26
MNCQATLRAASFCAALAAGSAALADDTAPDWAATPWGPEDELGAANRMTPERVRDAAGLVTEGKVYSLGMIAGSDTPAFP
PRSLSVTVLQPNQTETHGLGENRFTYNDDIFMGWLGIGPQIDGLGHAGIDHTYYGGRSLPDFASASGLTELGLEKLPGLV
GRGVMLDMAAHFGTDMVAEGTAYTEDDVKAAAEAQGVEIREGDIVLFNSNWMNLLDGASPDPDRFGAAEPGLGVSGAEYL
AGIGVMAVGADTWGMEVVPAEEEGMAFRAHQILQPRHGIYILENMDTRALARDGVHEFLFVMGQARIKGAVQMIINPIAI
R
>OLS43516.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MKIEAAVLERGGIEKDFEAAEALAVRQLDLEAPGPGEVLIRVAAAGVCHSDLSVINGTRPRPVPMVLGHEASGHVEAVGA
GVTDLVPGDHVVCIFAPGCGSCTPCAEGRPALCTRAAKHHGVGELMTGHRRLSMDGQPVHHHVGVSAFATHAVLARPSLV
KVEADIPPHISALFSCAMLTGAGAVFNTARVMPGSKVAVVGLGGVGLSAILGAAAAGAGEIVAIDPFPAKREAALAMGAT
HAVAADDDTVAAVRDLTGGGVDVALELAGSVRALETAYDVTCRGGTTVTAGLPHPDARMPLNALKLVAEERSLKGSYIGS
CVPQRDLPRMFALHALGRLPVEKMLTHRLKLGQINLAMDQLDRGTAIRQVIEFD
>OLS43517.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDIRQLRYFLAISEARSISAASQAIGVAQPSLSQHVRRMEDELGVQLVERSPRGTILTEEGRVLAEHARHICASVDRCVA
DMHELTGVLRGRVSFGMPPSVSMVMSVPLAETVRHDMPEVRLRTVEAMSGYIKTWVQDGTVDIGFLYDLEGVEHFRHTHV
LQEDLYFHSSPDAWPLDTPAGTPVPLRALERLDMVLTSNGLRHLIEKYCAANRVTLNVVVEMDAMTQIKELVARGSGYTI
LAPAAAQDFVARGELLRTPIVEPRMTRPVYLVTNPARAMTRACRAVGQLTLDVSRELVRRGIWEGLTI
>OLS43518.1 acid-CoA ligase [Rhodovulum sulfidophilum]AB26
MTPPRPITFGARLRQLARLRGAAEAVRFLAADGQEEAIGWDRLDVAVDRIAHVLAARGVVQGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLAPELAAALKARIGARIWIAETPGSGDLHRAGLERQAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRSPGASWGRVAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLVLMEKFDADRALLAIDRFQVGFA
MVVPTMMVRMLDRLDATGATLDSLHAFYHTGAPCPAWLKAAWIDRLGPDRVFEMYGSGENTGQTVITGAEWLNRKGSVGR
GFETEIRIYGLDGARLGPRERGEIFMRPEDLSGRSRYLGPDAPEPRRDEDGFQSIGDMGWLDDEGYLYLAGRSDDIINTG
GIKVHPEVVEAELLRHPQVADAVVVGVSDRDWGQRVVACIVPAPGTTPDPAELHDFCAAHLAPAEVPKRFELRLTLPRDG
FGKIRRKALRAALEPRDLGAVPDPDA
>OLS43519.1 cyclophilin-like superfamily protein [Rhodovulum sulfidophilum]AB26
MTKLKVTIAGIEFDARFEDAAPQTVAAFRAKMPFKGQVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQDILFEEIDA
>OLS43520.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MLVIAAAFVLLLLAGVPVVFVLGASAVIALVTTTDVPVTIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVIGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMVIAYFHARKGGPAYRETEPFTFARLLRTGWAALPATGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSAAVMLIIGTASVFSWLIANANVPQLLGNWIASVSSSTLMFLLIAN
LLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLVAVTLIPDLPLFLPRLAGLID
>OLS43521.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MLTLIEKVLLLLRRLVSGAVILLFSVMMAAVLVQVAGRYVFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLIRMGEFQTSPSLRVPMMYMYLCLPVGAGYIALELLLSVIQRWDDPFP
PPSAGQEEEAI
>OLS43522.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]AB26
MKLTNLALCLALGTSVALPAFAQDITLKASHNANAEEPYGVGMRKMAEILEDKTGGKATIQVFDNAQLGDEMESIQGTQM
GTVDIAVTSNEALANFVPDLTVFSLPFLFKDAEQMDRALSDPAVIAKAQDILGEKGFHLITFFSAGTRHIMTKTPIETMD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAEYRKLPEDVQAALDAAGKDAGQFQRQTYRDSDNARFKDLEAVGVTITHPDDSAFRAAAAPIQAEYVTTDAQKELFELL
QAVE
>OLS43523.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB26
MRFRGSYTVCVTAFDDEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTEDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKNVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAEMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQRRQDDLRRILDDLGLLAEA
>OLS43524.1 hypothetical protein BV509_03745 [Rhodovulum sulfidophilum]AB26
MPFIEVFDREPVQETRALATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGKSAEVFRIFAKVHAFPRPAEAKA
EAARALTGALCRAYGAQPKDVIVYFFDRDPGDAFHGGVASA
>OLS43525.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPATNRIGPEHGAFKMAMENFNFS
RLMMSSMALGMTQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAARLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKAYA
>OLS43526.1 monoamine oxidase [Rhodovulum sulfidophilum]AB26
MSLYFEDVEVGARFTTASHVITEADIADFCRLTRDRHPLHTDEAYARQAGFDGIIAHGLYGLALMEGLKTELQLYEDSSI
ASLGWNHVRFVHPMVVGDEVHVEMEFTAKRESRTRPAGVITETVWLLFPDRSPAISAEHVSLIRKRN
>OLS43527.1 hypothetical protein BV509_03760 [Rhodovulum sulfidophilum]AB26
MVAPSPAPRKDSKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGLRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLLAAEAILRMQNAAMMEDLAARVDPDGSRA
>OLS43528.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB26
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAEKVGAAAEEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDMKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTATNPAKLYGLYPKKGTIAIGADADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGKTVAADGEVTGSAADGQYLPRKISGEAFPG
>OLS43529.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]AB26
MSNRVLSSLAVVAALTAAPALAADYTFKVAHTNAADEVQDKGLQKMRELLEEKTDGAATLEIYPGGQLGDEAQLIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKVDANWDLMEDSANGSGFQLLGVFSSGIRHLMTSQPVETIDDV
KGLKIRTMQNPVHVEAWRAYGANPTPMAYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AYDALPENIQTALMEAGQEAARWERQYVEDQEQPLIDSFKAEGVTITRPDVEPFRKASLPLYESELTTPGQKKLFEALTA
K
>OLS43530.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MIWAVGGFLLLLISGIPIVLALGIAALVAIELTTTAPISIVAQRVYGGISSFTLMAIPFFVASGLLMEAGGIARRFVALA
GALVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
ANQSIGAMFLGGIVPGLIVMAGLMLGAWLFARRGGPAYRDGEAFTFQRLGRTFLDAAPGLLVPVVIIGGIVGGVFTATEA
ACVALFSTLIVTMFIYRELKPRDLPRILLKAISLSATVLIIISTASVFTWIIATQGFPAMLSAWLTGITENPIAFLLIVN
LLLLVVGMFMESISAVLILLPVLLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVASSVAGRRIEQVSRRIWLPF
LCMLVALVLVTFVPAVSLWLPSVMMK
>OLS43531.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MASSTVWKGLSLMLWTLRRAVDGAAILLLAYMALAVLIQIVGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVG
VDVLILKAPLAVQRVFNIAAFALGAWFLGVVVVGSLSMVAIGMMVKSPALRIPLAIPYSALPVGFGYFLLEFALSSIPRI
LRPGAEPPEENGI
>OLS43532.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSASPRGSVRPMLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEA
EPLFLLRDAVNQRAADLRRGRIGRIRIASTAELSEAVLPRVIADYAGQYPKVQISLETRPLDSVLQVVENGLADVAFVIA
AYERQALDYEALAELRAVCLCPADDPLARLEVVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAVETRFMNAAA
RIVREGCGVTLIDELSAQTVLRPGLVVRAYAPALSFELSAATSRTKTTSRQTRRLITAFADRVQAQIAEVRAEAERDAS
>OLS43533.1 hypothetical protein BV509_03795 [Rhodovulum sulfidophilum]AB26
MPETHQTHMVFVDIDPEDEAAFDDWYNNTHLPDILACPGWLDARREKCLEGGPAHVAIYTITGPEAYETPEFAAIKGFGP
FTDKIRNFRRVRLTKS
>OLS43534.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB26
MTAHPHGGIYAATICPMRADGALDLDSLDAHFAAVLATGGLDGLLLNGHAGEGIFLSRDEAATVVRHAKAIAPAKRVLAA
VSAESTAEAAADARAARAAGADGIMVFAPFSWALGADPRAIVAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLE
IEAVVGIKEGSWETRAYEDTLRQTRALRPEVAVMASGDEHLFACFQLGSDGSAVSLAAVVPDLIVALDTHVRAGETDAAL
TIHRKLFALAKLVYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAETDRLAAALAPCLEDLDA
>OLS43535.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB26
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLDHCAKPETTDCVFVNGHAGEATALSEAERDEVIRTTRDHIGKDRLL
LAGVVPTGYPEAVKQAEAAREAGADVAVIFPPEALGGGNASTRAPVAFMEKLARELAMSMSVFQFPIASGFGYSTEALAE
MAQIPEIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWQASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGIIKCATPRLPLLPQSEAIVEGLRAALIQAEVL
>OLS43536.1 acyl dehydratase [Rhodovulum sulfidophilum]AB26
MYDIRQMDELCVGDRISVSKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKADATLKFPRKKVTT
>OLS43537.1 hypothetical protein BV509_03815 [Rhodovulum sulfidophilum]AB26
MSIERGQSVTFRKTLTVADQGFFTGISGNLGPAHVDRVKAQALGLPDMAVFELAAGALFSTALARLAGPEYRIGNISMSF
HRTITLGETFAATATSGGAEGKSLVCQLKGEIGGQTVVSGEATLVLREG
>OLS43538.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGVLDMCLVEEQL
GQTSDALIRRVFGQVYPMLEQFKGDLRDRYLFPTVRGEKICAMAITEPGAGSDAAAIRTRAVQEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFRVTRNQPMMGHRGYGHAEMTFDDVRIPKDQILGEVGEGFKVMMANV
GGIRLGHIGARAVGMASRVLEMMRGHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQVFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>OLS43539.1 CoA transferase [Rhodovulum sulfidophilum]AB26
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDDTSVNHMTTGRNKRSLALDLKAPAAL
EAVRRLIATADVVMENFRPGTMEKLGLGEAELRRINPRIIYAATTGYGADGPYAKLPGQDVLLQAMSGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IYAVSDGHVMISMCKPADLAEPLNLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
QNPQVKHLGAFVEAETRGGSPMVMLAHPVRYDGETPPVRMTPPALGEHSREVLAEAGLGADEIDALLAAGAVAQTDRMRG
>OLS43540.1 hypothetical protein BV509_03830 [Rhodovulum sulfidophilum]AB26
MTEIRLMNPNSAPAVTASMCEIAARVLPVAPIGWTAPAGPPLIVTPEALARAAEGIAAAEVPGRPDAVIVAAFGDPGAEA
LAARLACPVLGIGAAAARAAARSGLPFAVATTTPGLEAQIDALMRRHADGAPYLGCRFAAGDPVALMRSEAALDAGLLAA
IAEAQVAGAAQVVIGGGPLGAAAERLRDRSAVPLLNPVLCAAEEVAALFEVQHV
>OLS43541.1 hypothetical protein BV509_03835 [Rhodovulum sulfidophilum]AB26
MNWGSSRSARCRRRACRPGPPPISASHFRRRAVFELVETRFAGAAADRPDLKLADLQITAGLVPGSGDEAWDGRDFGPLS
AQFRADADTVLDGETEAPGGSALANPDLLLRHLGRLRGGLQPGQTMIAGAVCRLPWFEPGTDLPAEIAELGQVAVSLVQA
PASAIRKAV
>OLS43542.1 hypothetical protein BV509_03840 [Rhodovulum sulfidophilum]AB26
MAEMAAQGWVAMIGDGISDAPALKRASVGIAMGAGSDVALEAADAALSQNRVTDAPAMIRLSRAAMRTIRQNVALAREVK
ALFLATSVTGATGLWMAVLADTGATVLVTANALRPLARDPRRSPRT
>OLS43543.1 paraslipin [Rhodovulum sulfidophilum]AB26
MTLPDLISALVGGNLVVLLLAGLILLSVYLGVRIVPQSEKHVVERFGRLRSVLGAGINFIVPFLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDVDAAIATTVAGIVRAEIGKMELDQVQSNRSDLIATIKESVEDAVE
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGKKRAVELQADAQLYAARQAAEARRVSADAEAYATGVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIIVPAHALDAFTDAFKMLKGRG
>OLS43544.1 hypothetical protein BV509_03850 [Rhodovulum sulfidophilum]AB26
MMLETWWVWLAAAAALGFLELVAPAQAFLGFAVGAAAVGGALWLGLAVAWPWLFLICAVVSGLAWLVLRQVLGVRRGQVK
VWRDDINEN
>OLS43545.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB26
MKTDPFDGAKLALLTGRGLVSILRDDVPHISWPGHWDFPGGAREGRESPADCALRETREELGLVLDPARLVWQQVYRNGR
GRPVWFFVARLEAAEIARIRFGDEGQGWAVMPVADYLAHPKGIGQLKDRLSDYLAARPGDAD
>OLS43546.1 orotidine 5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB26
MTDDRLIVALDVPDAHAGLTLAERIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAAREGASGSQTKILAVTILTSLDRADLDASLIRAGDVADLVVDRAARAFEAGADGVIASPQEAE
LIRALPEADGRLIVTPGVRPAGAALGDQKRVATPAQAIAAGADHVVVGRPVWQAEDPRAAALAIQAELASPQARHPNA
>OLS43547.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB26
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALGKMPKVTGGGGQ
TYMDQATGKVLDEAETLAKKAGDSFVPVERILMALCMVPSKAKDALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGKIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKNKRLMAL
DMGSLIAGAKYRGEFEERLKAILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEVELAEMQQQSAEMTAKWQAERDKLDRSRQLKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EDELGRRVIGQKEAVKAVANAVRRARAGLNDENRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRTVDFKQTLIVLTSNLGS
QALSQLPDGSDAEAARREVMEAVRAHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLKRLQKRLDQRGIALDLDDGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGTIRVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>OLS43548.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB26
MKALLTAAILAATWAAAAAADPVTYTTSQSFDDVVFGLENAVTGRGLVIDSVSHPGEMLERTRADVGSDRTLFLKADVYS
FCSAALSRKVMEVDPLNIRFCPYAIFVLQYPDTPDHTTIGYRTFPEGEMKEVEALLDAIAREAVGLD
>OLS43549.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB26
MGWAYYALQVLAGAFALVIGTLLLVSLVLFTIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGEGKGNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISRPAV
QALSRGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIAHIRGIPLGEDSYSPNRHAEVGNWEDMLDMIAHVRKVTGKPVGFKVVVGGPEPFEQLFNLVRDRGATS
APDFISIDGGEGGTGAAPMPLIDLVGLPIREALLMVSDLRDAAGLHDRVRLVASGKLVNPADVAWAIAAGADFVASARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYAQSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGT
TRPMNEVYPRSDQVNALVR
>OLS43550.1 mononuclear molybdenum enzyme YedY [Rhodovulum sulfidophilum]AB26
MAGRWRNRLSWSEVTPERVWLDRRQVMAGLGVAGLGAVAGMRPARAEALVPNSWDEITSYNNFYEFGTDKGDPSRKAGAL
TTDPWSVEIGGLVDRPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLDMAGVQASAKYVAFETLLRPEE
MPGQRGRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRITLTNTQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVATLMFNGYGEEVAGLYADMDLAAEF
>OLS43551.1 sulfoxide reductase heme-binding subunit YedZ [Rhodovulum sulfidophilum]AB26
MTGVQRVNIALARLPTWPVYVAGMLPAAWAVWLGATGGLGVEPINALEDRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLVLHLTVWLVLDLRDWGLVWADIVKRPYITVGMLAFALLLPLAATSSNRAIRSLGPLRWRRLHRLVYLAV
PLGGLHFVMQAKGWQVEPLVYLATILGLLALRVGVTRARIAA
>OLS43552.1 alpha,alpha-trehalose-phosphate synthase, partial [Rhodovulum sulfidophilum]AB26
MNLATALHPPLSDRRFVLATDLDGTFLGGTEAERQRLYDWIEANRASVGLIFVTGRDPEFIMEMCAENGLPWPEYVGGDV
>OLS43553.1 murein hydrolase effector protein LrgB [Rhodovulum sulfidophilum]AB26
MDSLLHWIEQLAPVAGWTALTVGFYLLAKRVYRRWPRWWLMPLAVAPALLMIAVLALHESYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRALIWRTWPVLLVGMVAGSATAVAVSWGLASLFGLDQSLRLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDVVLAWLPVRSALARGAFLGVAAHGAGTARAHRIGRVEGAVAGLVMVLVGLLNVCLAPLLVSAARLAAG
>OLS43554.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB26
MFAELDATSNFTFLTGASHPEEYMARAAELGLAALAIADENTVAGIVRAHVAAREIARAADRGEAAPTALPRLIPATRLV
LTDGLDLTLLPRDRAAWGRLCRMLSTGRLRAAKGACQLGLDDLMDWGDGAEILLHPPQAQRLQGGAGAWRPQADRLTRRF
PGAVALAMAPAYDGDDAARFDRLSALAADLGLAPVATASPILHHGRRRRLADVLTAIRTGTRVDALGRAALANAECRLRS
EPEMLRLFRGHEAAVHRAGEIARRCGFSLDELRYEYPSECGDGETAARRLARLAEAGLAWRYPQGAPAKVRAMMDHELAL
IGKLGYEPYFLTVNDIVAFARARGILCQGRGSAANSVTCYALGITSVSPEIGTMVFERFVSEARDEPPDIDVDFEHERRE
EVIQHIYDRYGRHRAGLCATVIHYRGKRAIREVGRAMGLSEDTLAALSSQVWGWGSGRIAPERLAEIGLDPADPRLRRTL
ELIEEIQGFPRHLSQHVGGFVITERRLDELVPIENATMEGRTVICWDKDDIDALGILKVDVLALGMLTCLRKAFDLIDGH
HGRRFDLATLPAEDPATYDMLCKADSLGVFQVESRAQMNFLPRMRPRSFYDLVIQVAIIRPGPIQGDMVHPYLRRRNREE
EVRFPSDALGQVLGKTLGVPLFQEQAMQIAILGAGFSPEEADRLRRSLATFKKHGNVSAFRDRFLAGMAANGYEAEFAER
CFSQIEGFGSYGFPESHAASFALLVYASAWIKRHHPAVFACALLNSQPMGFYAPAQIVRDARAHGVELRPVCVNASRWDN
ALEPDGRGGLALRLGFRQVRGLPEDDAAWIAAARGNGYASVEDLWRRAGLGPGLLTVLAEADAFAALGLSRREALWAARA
LGGPERIASPLPLFARDLDGEGRAEPTVALPAMTEGEEVVEDYLALHLTLRAHPVAFLRKRLTPDFPVARIPPD
>OLS43555.1 hypothetical protein BV509_03920 [Rhodovulum sulfidophilum]AB26
MIRKAPSRAVRQTPSPAATRPVSALQDAADASPATRALRTLQTKAQGAAQSGTTAPLQLKSRQTVSGEFLNGGYAANMTI
GFFGHHIALNGHDNLAAVRTHAARNPPPQTNTVIMDAHALKTGLAAGAWADLGNAWRVTTVGNVTLQDTTKAPGPFNGGF
PGNAALLPPATTGADADRFTVANGVVTAVTDATQQEVANAVAQIGAYPPGNKKDRRRDYRKRLVEAINAARTAAAEAGQA
AWVTGNFSQIGATPVANNPAVTTLAQINAIAKRQAQVSVRVDKDSGNIFHYGA
>OLS43556.1 murein transglycosylase [Rhodovulum sulfidophilum]AB26
MAPGLGVALGVALGLGSPADAVLDRAPRPLPRPETPEMSRSLRPETRPDLRPAVAAALAEAVAADTIADEARGFPGWIAG
FRGRALAQGIAPGVFDRAFEGVTFQADVIRRDRNQSEFVKPIWDYLDSAVSESRVQNGRAALAQYGAVLARIEARYGVDE
EIVAAIWGMETSYGSYRGSAPIVDSLATLAYDGRRAAFFETQLVDALKIIQAGDTDARHMTGSWAGAMGHTQFMPSSYLA
HAVDFTGDGRRDIWSDDPTDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVTHLPSDWARMGVRDMNGRAVR
DYGRAAILLPAGARGTAFMIFDNFRVIERYNPADAYVIGVGHLADRLKGGGPILGGWPRDDQVLASAERKELQERLTRAG
YDTKGVDGRIGPDTVSALRAYQSAVGLVPDGYASMAVLRRLR
>OLS43557.1 ribonuclease R [Rhodovulum sulfidophilum]AB26
MTRIPSKTEILDWIAAHPGQTNKRDIAKAFGLKGGDRIDLKRLLKELEDEGHLEKRKRTYRDPDKLPPVTVLQILAPNAD
GDLFARPLEWHGEGVAPKVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIYRKATEGGRIVP
IDKGADKEWTVAASLTHGAKDGELVEAELAGPRGRMGLPKARVVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGNREDLRALPLVTIDPADARDRDDAVLAMPDDDPANPGGHVLWVAIADVAHYVTPGSRLDREARRRGNSTYFPD
RVVPMLPDRLSGDLCSLHEGVPRACIAVRMTIDAEGRKIAHRFTRGLMQSAGAFAYEEVQAAEEGKPSGRIAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVRFRDRLDAHRLIEEFMVLANVAAAEELTRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGKDGLGPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSERVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRAMPRGA
VRGRGKPVRRKVVRAKAKSDKVKGKVKRTRR
>OLS43558.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB26
MTDPVALTAELIRCRSVTPTEGGALVLLAARLSAAGFDCRRVDRNGTANLFARWGGRGHEKTFGFNGHTDVVPAGDTAAW
TADPFGAEIREGQLWGRGATDMKSGVAAFVAAAIDFVTETPPDGAIVLTLTGDEEGDATDGTIALLDWMQTEGEHMAVCL
VGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHSAYPQRARNPIPALARLVQRLDAYSLDQGTRHFDPSTLAVTTFDTG
NPATNVIPGQCRATVNIRFNEAHSSESLADWMAAEAARVTEETGIEIAMEIKVSGESFVTPPGPLSALVADAVEAETGRR
PELSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETAQIDELKRIYTRILSGYFG
>OLS43559.1 fumarylacetoacetate hydrolase [Rhodovulum sulfidophilum]AB26
MTAYALPLPPVPALSIDGDAARFPVRRIFCVGRNYAEHAREMGADDREPPFFFTKPGDALVTDDADIAYPPATADLHHEA
ELVVALGRGGADIAAAAALDHVWGYAAGNDLTRRDLQAEAKAARRPWDMAKGFDASAICGALRPAARIGHPARGRIACHV
DGVLRQEGDLGDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGAIARGQTCSVEIEGVGRVSTRVL
>OLS43560.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB26
MAGQLTTIGFDADDTLWQNERFFRLTQARFAELLADFAPPEALMDRLLEAERRNVGHYGFGIKGFVLSMIETAIEVTDER
VPAAVIRDLLAAGQEMLRHPIELMPEAREAILALAGTYRILLITKGDLLDQERKLAQSGLGELFDGVEIVSDKTAPRYGA
IFARHGDGAERAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRAHARFAELQHLGELPDLIARLG
>OLS43561.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MTVSRLTLALQGGAVSLPPEGRIAVFDAPAAADLSALPKERVQIVQGFAPDHTAWAARGWEVAVAPSGAFSAALVLLPRA
KAAAQARLAEALGLTGGGPVLVDGAKTDGVDSLLKALRQGGAEVSAPFAKAHGKTFSVRADPADFEAWRPRAGEMVAGRY
RTLPGVFSADGVDRGSALLVGALQTPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVPDPRARFH
WADAIAFTAEKGFDTVLTNPPFHVSRAADPGLGRAFLAAAARLLAPQGQALIVANRHLPYERDLAALFAETHEIGGDAGF
KVLLARRPSRRPR
>OLS43562.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MSFSIQGKTAIVTGAANGLGLAIARHFSDRGANVMFADRDEPRLVDECGKNPETESTVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMMLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAEEAGQTEGQAGAIVNISSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRNEIRAHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVAAPAH
>OLS43563.1 hypothetical protein BV509_03970 [Rhodovulum sulfidophilum]AB26
MRKLALLMLLPLAACATPRQSCERAALYDLRVLDTLIRESEQTIARGYGYRREPYERTRFDFCYGSRFGRSPAMGFTFCD
YPDVGIREVPVTVDLAAERRNLAELKAKRTEAARRAARALSACEARYPGDEKG
>OLS43564.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB26
MTEMFDDRKAQASAWFRRLRDEIVAAFEALEEAPPPAPVAELPPGRFNVTETRRQSEDGSDAGGGLMSVMRGGRIFEKVG
VNVSTVYGTLNPRAQAAMAARKGLEGMKDDPRFWASGLSLVAHMRNPHTPAVHLNTRMFWTPQDWWFGGGTDLNPCLPHD
EDTADFHAVLKAHCDRHDLSHYPRFKAWADEYFYVPHRGRVRGVGGIFFDDLNSGDWPADFAFTQDVGRAFLPAFLPLVE
RRAGTPWTERDREAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>OLS43565.1 hypothetical protein BV509_03980 [Rhodovulum sulfidophilum]AB26
MAQPSELFAASGFRVRVVDALIVLLRERGTARFTLGEVAEAAGVPESRVRAAFPDRDALVSELRRVCYDRLAARLTARYF
DPDGHPPTRLREGGRAHLEFARTNPALYRLLYCDPGDGGIAHIIDVIVPPDSLEALTEGVRRCRAYRGRSTGKARELAFL
LWTTIHGVAVLALDADGPNRSGGKWDQAAQTLDLLIDLICASGDD
>OLS43566.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB26
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYRATRAEAGDFLSLCYNSELAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITDAQGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRTEDEATFAALIDLLTDATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYAMEPAKRIIAEMKARHPGLP
CIAFPREAGDKYVGFAKATGADCVALDNSVSAEWAVENVQKDGCVQGNMDPKLMVTGGQALIDETRRIKEAFSKGPHIFN
LGHGITPDADPENVTVMLEALRA
>OLS43567.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB26
MAITLPSPASPLKIGTRGSPLALAQAHETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLG
GQIDIAVHSTKDMAVAQPEGLVLDTFLPRENYRDAFISKSVKGLKDLAEGAVVGTSSLRRRAQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGLEEVAQSTIEPEEMLPAVAQGAIGIERRVDDAQAAHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIEDAAEMGFALGKKLREQAGEGFFDWE
>OLS43568.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB26
MDPIPHLTELLGPAHVLTGDDTRRYAHDWTGKYNSAPRAVLRPADRDQLAAIVTFASQHRIPVVPVAGNTGLSGGAYAEG
ALMVSVERLNRIREINPRARTATVEAGVILSQLHDAAAAQDMVFPLTFGARGSARIGGVLSTNAGGSNVLRYGTTRALCL
GLEAVLPDGRVMDVMSPLYKDNTGLDLKDLMIGAEGTLGIITAAVVRLFPRPRAYATAMAAVESLPAALDLLNRLQETTG
GAVEAFEYMPGNFMRHLFRCRPELRPPFAEAYEINIMVEIGATAPRDATPGPDGRLPVVAILEEALAEAMERGEVLDAVV
AQNEAQRAEIWQRRELSAEICFSRQPVIDNDVALPLDLVGTFLDRMEARLQEIDPGAETVNVGHLGDGNLHYTVWPATDR
PEMKEIIREAVEDEVAALRGSFSAEHGIGLSKLSTMTRRKDPVALDVMRRIKAAIDPQNIMNPGKLIPPGED
>OLS43569.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MADPILSLSDVTLTLDGNAGPVEILHGISLDVTPGETLGLVGPSGSGKSSLLMLMGGLERATSGRVLALDRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERAADELRTVGLGARMDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGANGAAIMDLLFGLRDRHGATLVLVTHAPDLAARCDRVVELADGRIAGQTARRAAE
>OLS43570.1 drug:proton antiporter [Rhodovulum sulfidophilum]AB26
MSLPVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEGGLTREGAVLLGGDAEMTLTYRFASDEERAWMEG
VSDALSEAVDFRSMVAVVRDGETERGLTQVKAVDDAYPLYGAVALDPPLPLDQAIAGNGAVMERVLADRLGLKPGDSFRL
GTADYTLSAVLAREPDGAGDGFGLGPRLILRTAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALEREAGTRFADRGMRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRSYIDGKTEVIATLKTLGAEGRTILAAYLMQIGVLAGLGIG
LGLVLGAVLPLAAGPLIEPRLPVPADFTVHARPLAEAAVYGVLTALLFTLWPLARTEEVRAAALFRDASGRVRAWPRPRY
VAATTGLALLLIGVAAAFSGVPKLALWAAAGILGALGLLVLAAAALRLIARRAARARALRGRTALRLAMGAVGGPGGETQ
SVVLSLGLGLSILAAVGQIDWNLRSAIQQELPDRAPSYFVVDIQPDQLDGFLQRLNRDPGVSRVETAPMMRGVITRINGR
PAREVAGDHWVVTGDRGVTYAAEPPENTVVTDGLWWPSDYDGPPQISFAREEAEEIGLKLGDEITVNILGRDITATVTSF
REVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYADPSAEAAILRDLASAYPNITAIRVKDAIDRVAEVLAGLAAAIAYGA
SATLVTGVIVLIGAAAAGQRTRIFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGAVAILAGGIAGWAVMRFVMEGSYRF
EPVSALAIVLGGALATLIAGLVFAWRPLAARPARVLRARE
>OLS43571.1 hypothetical protein BV509_04015 [Rhodovulum sulfidophilum]AB26
MTSTDSSLGPALLTLAIGAAGAAFAALLHMPAPFLTGPALSVTLAALAGLQARLPDRFRDACFVLVGVNLGASVTPEAIE
TAIRWPLSLVVLALSVLAIILLGSRLLRRLFGFDRMSALLTATPGHLSFVLSLSTDVRADLLQVTMIQTIRVLALTLLVP
FLAPLLGHGDLPVLPPQGAPPMALWILLPLVALSALAGLVLLRLRVPAALLLGGMGLSALGHATGTIPGSVPAWLSVPAF
VAMGTLIGTRFSGVTPRMLGKALGAASLLTLFATLVSLAAAALVSKLLGLPILSALIAFAPGGLETMIAMSLLLNADPAY
VTTHHVFRLLMLTVVVPVLVARTRRVMGREAAARPPRD
>OLS43572.1 UDP-glucose 6-dehydrogenase [Rhodovulum sulfidophilum]AB26
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEDVMARNVAAGRLSFTGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIAKALTGYCVIVTKSTVPVGTNRQVAEVMSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVEADRARAVMSDIYRPLFLREFPIVYTDLESAEMIKYAANAFLATKITFINEMAMLCERVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMIDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPSLTIVPALVGSGAKVRVVDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLGQM
ARSMATPRLADLRNIYPPEDVRAAGFEAYVAVGRRGFGLDA
>OLS43573.1 hypothetical protein BV509_04025 [Rhodovulum sulfidophilum]AB26
MLHVVTPSTVTNRAVMRIRKVPRQLIGHGMGLLPHGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNADRRHRLMPEEEAERGADIARVRGREILTRIAARRGMRAGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILEMDEEERQLIRDTLFDAEFTEERMHITSLALGRFLHDVTLDARSVSAHARLEALATA
>OLS43574.1 nicotinamidase [Rhodovulum sulfidophilum]AB26
MRPANEALIVVDIQNDFCTGGALAVPGGEEIIARVNALLDEFQLRVFTQDWHPADHSSFADNHEGRKPYEVIDMPYGSQI
LWPVHCVADTVGAAFHPDLDVAKADHVVRKGGDPAIDSYSAFFENDHETPTGLDDYLSSKGIEKITLAGLATDFCVLYSA
LDANRLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>OLS43575.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVFRNHPDTQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLS
RGESTWLRGNTFYGKRQMFRPEFMEWFEELRLPPYTLEKRNGQYELTFEGRWPEVMMWEIPALSVLMELRSRAVLERLGK
FELQVLYARAMTKLWEKIERLRGLEDVKVADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAETDAELARAPYKVLADWHEEHDGNLRIILPDTFGSRGFLENAPDWLAGWTGIRIDSGDPAEGAEAAIAWW
TARGEDPTRKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGRPTVKLSDN
PNKAMGPAGEIERYKRVFAVGAQAPMEVVV
>OLS43576.1 hypothetical protein BV509_04040 [Rhodovulum sulfidophilum]AB26
MTEAETLSLAEEAATHWEGCTAPRLLSHRENAVFAVALPENRRGVLRLHRRGYQSVDAIRSELWWMAALAQAGIPVPDPE
TTRDGALLAHLGDGRVASVLGWVEGAPLGLGTRPLDGTPAEQMTRFAGLGRAIGRLHVATDRLTLPQGFVRPRWDADSLL
GPAPFWGRFWDHPAASDAEAILLQEARRFAREKLSAYAAAGGDAGLIHADLMRENVLFDGAQAHLIDFDDCGFGFRIYDL
GTALVPNLEEPGLDAIATGLVEGYATERGLSEADLAMLPVFVMLRTLASVGWTMPRLEPQDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>OLS43577.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB26
MTDPLIERRARLLGPNVPTFYDEPAHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVAAIAAQAARLNTHTRYLHE
GILDYVERLTATLGHGLSQAVMVCTGSEANDVALRMAQAATGRTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPRAFAANVARAIAELDAAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVAVVRQAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAVVTRPEIMAAFRGAFGYFNTFGGNPVAMAAALATLEVIEEDGL
MENARTVGAYALERLGALRHPWLAEVRGRGMFFGAEFVDETGAPATEFAARLVEGLRAEGILAGRIGRAMNTLKFRPPMP
FSRAHADLALDSLDRVLVRTEVPR
>OLS43578.1 L-asparaginase [Rhodovulum sulfidophilum]AB26
MTGAVAMVELLRGGMVESCHRGHAAICDASGLVAAWGDPEALILPRSSCKMVQALPLVESGAADAAGLGAEHLALACASH
QGAPLHVGKVAAWLDGVGFGEADLLCGVQPTRDRDERVRMIRAGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPAHP
VQRAVRAAFEEVTGRASPGFGIDGCSAPNFATTVVGLARAMAVFAAARPDAGDARSRAAGRLSEAMRRHPDLVAGEGRAC
TELMLATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVHLGALDPAHPAARKRMVGPIVNWRGIE
TGQMRLAPGFA
>OLS43579.1 hypothetical protein BV509_04055 [Rhodovulum sulfidophilum]AB26
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNSRDGQVVSVRRGEILLFVTFR
PGDGIKGEVSFSGGYPFKPGSTVALTVGDSNFDLFTEGEWAWPASKADDAKIIEAMKRGAEAELVGFSSRGTKTADTFSL
YGFTAAMDEAARRCSGN
>OLS43580.1 hypothetical protein BV509_04060 [Rhodovulum sulfidophilum]AB26
MDQELKRVQGAKVLDGRMYLSTDIGTKSVYSLDLATAHVEELFRLPIFEGDIRFETEGLAPRELADGGLEMHVERVIDPQ
AVEGEFDAYTRLYRYVLTDEPAPVPVPATLPLVLSGLAAFGLALRRS
>OLS43581.1 hypothetical protein BV509_04065 [Rhodovulum sulfidophilum]AB26
MPVLDEDQTGLQMTQRIAWNAAANEWVTSWQYGLARFTEDWQFIEASGHCDPETGQVVSGIPAALADRGFDHIGDFEIKD
GIVHASPDSVEGDYQNGHVASFDASTLAYPGARHEMMGASTNRRDDVAIWTAIDPETGLGYGKEWALGDTLKSMTRPTGA
ISARCRWIRS
>OLS43582.1 23S rRNA (adenine(2503)-C(2))-methyltransferase [Rhodovulum sulfidophilum]AB26
MSAPIVQDVLPLPRKLPETDRVNLVGLTRPSLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
DHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRNPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARAGRE
IGCMLAISLHATTDELRNKIVPINRKYSIAQLFEALRAYPKLSNSERITFEYVMLKGVNDSDADARQLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFANIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>OLS43583.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MTTIADPAERLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAF
LGMGLLNNVIPFSLIVAGQQSIASGLASILNATTPLFTVAVAGLLLADERLSRLKLCGVAAGLAGVAVMIGPDALAGLGT
NALAQLAVLGGALSYACAAVFGRRFRRMRVDPLVTAAGQVGAATLLLSPAMLIVDRPWTLPMPGAATCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGGLVLGERLAPTDFAGMACIALGLAAVDGRIFRR
>OLS43584.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]AB26
MHDDARRPLRDAFRDIESARDSPDTAQARSASYRLAFADPEFLCRDEMRAVRVQLELLKPELMMRDYGIESTIVLFGGAR
IPDPAHRDTARTETLADLSRYYDEAREFARRMTLKGQQGDRLDHVIVTGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
VPNPYVTPELCFNFHYFAMRKMHFLLRAAAIAIFPGGFGTLDEMFEALTLIQTRRMDPVPFLLFGRAFWENVINWKALAE
AGTISPEDLKLFSFVETAEEAVAIIEGWTAPR
>OLS43585.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB26
MSNAQLETAIEAAWEARDTITPATRGETREAIEATLEALDKGTLRVAEKQASGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQADWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAKTRSKTGINELLRD
>OLS43586.1 hypothetical protein BV509_04090 [Rhodovulum sulfidophilum]AB26
MTDRPASRQQVYTLLVEVGRKPDDGLPDGATGAGLMCYASGVDEAEAVRETVAVLKQAGLAPLDVTGYGTAADRREEGQE
IGPEEEALMVRALAENAVIVAQMDPFFD
>OLS43587.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSDLFPGLGAGTEMVILFFLLMALRVPVAFSLGLSAFYAMGQMGFGFDIAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVLIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYGRAYAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFIAAVVPGLFMGLVMLATLPFAGRRGAGRAALDALSPAPHAGLPYRQRLAAAFREAFWGLLTP
LVILGGIYSGVFTPTEAALVATVYALGVGALAYRTLTLRGLYEALADAAASSAVVMLVVAYAGLFGWVVTVEDLVGSYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMDWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTRLSIEQIARGAAPFLLTSLLGLAVVAGLPQLSLMLVEALR
>OLS43588.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRFLLREAEKIVCALLFLGMTAVGFANVVVRYGTHYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVQDLLPPVL
RRPLFLLAAALSALLLALSAWVSWDVLVNLHGNGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREALRGGPLRLPPE
TPHV
>OLS43589.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MKAAKLGGRALAALIAGALMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLSEATDGEMTVRVFPNAQLSGGDQMKQAE
MVGRGALDLVVTSAINVTPLVPEMAIFSLPYLYSSYDEVDATTQGAPGEMMAKILLEKGIVVLAWGENGFRELTNNVRPV
KSPEDMKGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSKAKWDSLDAETQEKMRKAAIEAMAWQRQISREATASGIDFLREKGMEVYEPTAEELQAFRAATKPAFDKWAGKVGP
EIVKAFQSAIVGTN
>OLS43590.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MPTFRTPWRGAAAAFALNGFLLGAWASRVPAVAERHGLSEAELGFMILLMGLGALVSFPLAGRLSDALGAVRLTRRMAPV
YLLSLVLAGLAPSPLTLGAALVLFGAAHGAMDVAMNGWAAEVERQMGRSVMSSIHAMWSFGAGIGAASGLAAVGLGLTVG
LHFALAALAVGAAMGPFLSVPWTSRIAPRQGRAPVFALPRGPLILVGLIALSSGFGEGAMVDWSAILLREGIGATEARAA
LGYTVYSGSMVAMRLCADRLVVRLGPGPVARAGGLTAALGVALVTGPMSFPLALAGFALMGLGLAVLVPLAFSRAAADPE
IPPGQAIASVATMGYGSVLMGPALIGLIAEATSLRLAFMLLGLCALLAAALAPVLGGKGTRPVAATGQDIMSFSRK
>OLS43591.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MDYSSYWHETAPRFAGACPDKVSGRFDVAVIGGGFTGLNAARQLAKAGVKVALLEAAHVGAGGSGRNGGHLNNGVAHGYA
EAKTALGAEAAHRLYKAYDASIRMIEAITQEEGIDCDFRWSGKLKLASKPGHVDGLKANYELIHREVDPETRWLERADLA
GEVGSEAFHGAVLYPKSAMMHMGRYGTGLAEAARRHGAVIWEGAPVTAREKGVTGWAVTTPKGTLTADRVILATGAYTPR
TFDYFRRRILSVGSFIVATRPLSAEEAAQAMPGNRTCVTSMNVGNYFRLSPDNRLIFGGRARFSAVSDQRSDAKSGKILR
ASMAAIFPDLARVEIDHCWGGLVGMTKDRFPRAGRADGVIYGMGYSGHGAQMSTLIGSALADIAMGRDDTNPLSGLDWPP
IPFNTGKPWFLPVVGAYFRLKDMMS
>OLS43592.1 haloacid dehalogenase, type II [Rhodovulum sulfidophilum]AB26
MTFRPKYITFDCHGTLIHFAMAEAATEIWGPRLSPEKLAKFIRNFAAYRLDEVLGAWKPYAEVVHNAVERTCKANGLPFD
PAEAARIYDLVPSWGPHPDVPAGLSKVAHEIPLVILSNADNAQIHQNVARLGAPFAHVFTAEDAQSYKPRMRGFEYMLDS
LGVGPEDILHVSSSFRYDLMTAHDLGIVNKVWVNRGHEPANPYYGYTEINDISGLAGVVGL
>OLS43593.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB26
MPPELMLAHLVAFRTVAGRPNGALIDFVRDYLIENGVPFSVIAGPEGDRFNLFASIGPVGVPGYILSGHVDVVPAGEPDW
RADPFTLREEAGRLIGRGACDMKGFVAAVLSAVPDLARRELAAPIHIALSYDEEAGCLGVPHLIKRLPTLCAAPLGCIVG
EPTGLVPVLRHKGKATIRVSAEGISGHSSRPDLGCNAIHRLIPVLTAARAQSAALESGAQDPHFAPPWSTLQVGTVSGGQ
AVNILPAAAQAMIEARAIAGVDPQGLLAPVIAAAGEGVTVELQSAYPALSLDEASPLAALAAEISGQTPLAAVSFGTEAG
LFQAAGVPSVVCGPGDIARAHKPEEYLTVEELHAARAMALRLGDRLAAA
>OLS43594.1 hypothetical protein BV509_04130 [Rhodovulum sulfidophilum]AB26
MIPIVPFDDSHLADGVRLSQQAGWPHRREDWALVLSISTGVAALDAEGRVVGTAFCSAFGDRAALNMIIVDAALRGQGLG
RRLMEAVIALAGDRALSLVATPEGRPLYEKLGFAATDEIVQHQGEVVRHLPPPGLPVRTGGADDLDRIAAMDRAATGADR
RALLTRIAASGRILMAEGGFAMLREFGRGTVLGPLAADTPLTARALIAAAAQGMPGRFLRIDTRPGLGLGPLLQEIGLPH
VGGGTEMHRGPAPRRDNSFTTHALASQALG
>OLS43595.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB26
MLSNSLIELDRAHLVHPVASWQGHEARGVRLLQSAKGATVTDAEGRELIDGFAGLWCVNAGYGHDSIVEAAAEQMRRLPY
ATGYFDLGAEAPIRLAAALAERAPGDLNHIYFALGGSDSVDSTIRFVRYYWHAKGQPGRDQFISVAQGYHGSTTMGAGLT
ALPSFHTGFGVPYEWQHKISSHYSYRNPVGDDPEAITAASVAELKAKIEEIGPERVAAFYVEPIQGSGGVLVPPPGWVKA
MRETCRDYGVLFVADEVITGFGRTGPLFACEDEGIVPDLMTTAKGLTSGYVPMGAVFMADHVYETIAEGAGAAAVGHGFT
YSAHPVSAAVALEVLRLYEDGGLLENGRKMGARLMAGLQGLADHPLVGDVRGRGMLAAIEMVTDKAKKTPVPAELNAATR
LFDRAWDQGLVIRAFANGIFGYAPPLCCTEAEIDAIVERTRKVLDLTLDDPEIRQAMA
>OLS43596.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB26
MAFLLLSYPERGAIWRRVFHEAGEDLWVGTDEVRDTAAVTHLACWQPPDLSAYPNLRVLLSVGAGVDHMPPLPPGVTLVR
TVAPGIDRMVRDWVVMGTLMLHRDMPAYLDAARQGRWHQRPVRLAASRRVGIMGMGRIGRLAAETLAGLGFEVAGWSRSG
TPVPGIGIHGAAGLDAFLARTDILICLLPLTDSTRSLLNAGLFAKLPQGAHLVHAGRGAQLDMAALSGALDAGRLASAML
DVTDPEPLPADHPAWADPRIVITPHVAANTDPEEGARHALAVLMAWRAGQTLPGLVDPEAGY
>OLS43597.1 2-haloalkanoic acid dehalogenase [Rhodovulum sulfidophilum]AB26
MDDQTAETQVMPLTRFDYVSFDVVGTLIDFEGAIKAGLDAIAKAAGIDLDGEAALSVYRAARYEPDALKFPDDLGRCYGR
IAAAFGLPDTPEARQSMIDAVGEAQPFPDSAEALARLARRYKLIAMTNARRWAYEKYAAKLGEPFWADFTTDETGTEKPD
PAFFEQVFAHVAATGGSTDRILHTAQSQYHDIGISRALGMTNCWIQRRHAQKGYGGTIEPAEFTKPDYHFHSLADLADAV
DRAFAD
>OLS43598.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTFKPTNWTGRDDAAVEHAIRRGASRRELLKMLMASGVAVTAGSSILLRAGAAVAATPVTGGTLRAAGWSSSTADTLDPA
KASLSTDYVRCCAFYNRLTFLDEAGQVQMELAESLETDDAKVWQVNLKSGVTFHDGKTLTAADVVYSLNRHLDDSVGSKA
NSIAKQMTAITAVDDLTVRIELAAPNADLPTILSLHHFMILAEGTTDFTKANGTGAFLCEVFEPGVRSIGTKNPNYFKAE
GPYLDSFEFFAISDDSARVNALLSGDIQLAASINPRSMRLIDSQPNVVKSVTTSGNYTDLNIRLDMDPGTKAGFIEGMRH
LINREQIVKAVLRGLGEIGNDQPVSSANRYHNPDLKPAEFDPEKAKHIFDKAGLLGTSIPVVASDAATSSVDMATVIQQA
GAEIGMKLDVQRVPSDGYWSNYWLKAPVHFGNINPRPTPDILFSLLYASDAPWNESHYASEKFDSLLVEARGSLDEARRT
EIYRDMQEMVATEAGTLIPAYISNVDGLSEKVKGLKPNPLGGMMGYAFAEYVWLDA
>OLS43599.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MQASLIPYILVARRLGIALITLIIVSFAVFFATDLLPGDVAEILLGQAATPEAVAGLREAMGLNQPAFLRFLGWLGGLFT
GDLGTSYVNQMPVADLIGDRLANSLKLAGVTSAVSVPLALFLGITAAMWRGSVYDRLVTALTITVISVPEFMVATLAVLI
FAVWLKWLPALSFGAEVGTFWALLKAYTMPVITLTFVVSAQMIRMTRAALIETIDTPYVEMARLKGAGRIRQVLRHALPN
ALGPIANAMALSLSYLVGGVIIVETIFNYPGVAKLMVDAVATRDLPLIQSCAMIFCVSYLTLITLADLVAILSNPRLRR
>OLS43600.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB26
MPKPMFLSPARHGFRFNWAGRIGLAIVLLWGVIALVGPLITPYPVGEIVDWDYFGPMSQKFLLGTDYLGRDMLSRILMGA
RYTVGISLAAVTIACSVGVVLGMIAAVLGGIFDMGLSRLLDAINGIPGLLFGLVVVAAVGSSLTVLILTLAAIYMPGAYR
FARSLAVNVNTMDFVTVARARGERTPYLIAREIFPNILGPVLADLGVRFVFIVLVLSGLSFLGLGVQPPNADWGALVREN
IGALSFGAPAVVFPSLAIASLTISMNLFIDNMPTRIRDRSA
>OLS43601.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MPDASQPLVTVHDLHIGAVTDAGRQVEIIKGVSFDIRPGEFVALIGESGSGKTTIALSLMGYCRPGCSITGGTVTLDGRD
VTAMTEAARAELRGTEVSYVPQSAAAAFNPSKRIMDQVVEITGIHRLMPHAEAEAKAVSLFRALALPQPETIGRRYPHQV
SGGQLQRLAAAMALIGDPKLVIFDEPTTALDVTTQIEVLRAFKAVVQKGGVSGVYVSHDLAVVAQIADRIIVLKGGEIQE
ENTTPKILTEARHPYTKALLAAVDPVPHQPRSIAGLQPRPPILEAIGLHAGYGTLQNAEPAIKVLKNVNFRLERGRNLGV
IGESGSGKSTLARAVSGILPPYRGAVLLDGHELDGDLKERRKEDLRRMQIVFQLADTALNPAQTVGSILARPLKFYHGLR
GAARDARVDALLDMVHLPAALKYRLPRELSGGQKQRVNLARALAAEPELILCDEITSALDTVVAAAILKLLEELQSELNL
SYMFISHDLSTVEAICDDVLVMYRGEVVEELPAARMSAEAAHPYSKLLISSVPQLDPGWLDSLDQDPELLAAFSRR
>OLS43602.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDSRQKLDRIDIKILSELQKNGRITNVELAELVNLSPSPCLMRVKKLQAAGYITGYSAQIDLAKLGETLTVFTEVTLKNH
RHIDFSRFQQTVAKIESCIECHLVSGGYDYLLKFVTAGIVDYQTIMESLIDRDIGIDKYFSFVVIKSPFIKSQIPLTSLF
AGKLDT
>OLS43603.1 D-amino-acid oxidase [Rhodovulum sulfidophilum]AB26
MPAPLHRIETPDILPESADCVVIGAGIVGVSAAYWLAAAGQKVVLLEKGLVGAEQSSRNWGWCRQQNRDARELPLATRSL
ELWERMTVETGVDLGFRRSGLLYLSNDPAEIEGWADWGRFARGAGIDTRMLSAAEAAERGAATGKSWAGGVWSPTDGIAD
PARAAPMIATGVTKLGGTVLQNCAARGIEREAGAVSGVITEKGVIRTRQVVLAGGAWAASFLHQLGLRFPQASVRSSILS
LAPGGGDLPAALHTAAVSVTRRGDGGHTLAISGKASLDPTPGALMGARHFLPMFAKRWQALAPGGFQAWAAGVETRRRWA
MDAPTPMETVRILDPRPAPKLIAETLTRARRLLPALKALPVQAEWAGYIDSTPDGVPVIDGEIGVPGLLLAAGFSGHGFG
IGPGAGHLVADILLGRPPITEIAQYRLARFDRAQWGKVSDF
>OLS43604.1 sarcosine oxidase subunit beta [Rhodovulum sulfidophilum]AB26
MDALVLGGGLMGTASAFFLARRGVRVTLVERGRIGTGATIASFGNIRRTGRYLPQLPLAHRARALWGEAEALLGRDVEFR
ATGHLRLIFDTDSLSDMRAFAKAARPWGLDLQELSPTEIRARFPGVGPEAIAASFSPEDGSANPRLIAPAFAAAARALGV
RIVEEAGRAEIRQTAAGFEVDTAQGTFGAGVLLNAAGAWGAGIAARFGEPVPLTAFGPQMGVTEPLPHRVLPVVGIWTRD
AGRNGYLRQVERGNIVFGGAAERVPVALDPGHAHADPARLPGQVQALVRLLPALRDAAIIRTWSGCEGYVADGLPVMGAS
ATTPGLFHAFGFCGHGFQLGPGVGDAMAELIATGACATPLAEFGIGRFVR
>OLS43605.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MRARQLEVFTAIMRAGTVTAAARMLNISQPALSQILLHTEDELGFRLFDRIKGRLHPTPEAIEIFPEAERIFADLEGLRR
KTADLRHGRAGLVRIAASTPPAMAVLPGALAAFRARHPEILLRSHIAPLASMIRMLREGDAALALALDDRHAPDIAAEVL
GRVAFVCLLPSGHPLAAQHSLSLADLAEAPLIFYRSDTRPAEELARAARTEGVTLTPSLEIDVSISAVGFVQAGLGLALV
DALLPWAQFQGIAVRPLAASPTVPLALLSARNRPLSQAETRLCGHLRQTCRALPTLLA
>OLS43606.1 hydantoinase [Rhodovulum sulfidophilum]AB26
MAMDASGALPADWKVGVDIGGTFIDFCALETRSGRVASLKVLTTPDEPGAELMTGLTLLAEREGLAPADITRFVHGTTVG
INTVIQRKGARLALVTNAGFEDVIELARLRMPDMYSLFCARPDQLIARDMVFGIPARLRADGRETRAPDMAAVAGAVATA
RARGAEGIVVALLHAWRDGAQEAAIKAEIERLAPDLFVFTSSEVWPVIREYERTTTAILNGYVHPRVAGYLGALEDRLAA
RGVPARALLTKSNGGVMNAAEGKTACVNMLLSGTASGVIGAAWLARQAGEDKVLTLDIGGTSADFALIVDGAAQFGTGEL
VGEFPLHIPSVSVSSIGIGGGSIAWIDDHGVLRVGPDSAGSSPGPACYGRGGTKATVTDAMAVCGWLGHAEMAYGQLDMD
PALARAAVGDLAAILDRPLAETAQAILDIAVSEMFVEVEKLASRAGVDLREFTLMPFGGGGPMLGAFLAQEMGISHVMAP
RRPGVVSALGGLVADLRGDFIRTVFALPSPEVLPSLRASLTDLIAEGRQWLADQGHDGAIDLILSADMRYHGQSYEIEVT
LDPAWIEAGDLGAIAATFHATHARIYDFDDPTGTVEMVNLRLTAIGAGPALSLPEADAAEAPATPLKTVRVHTGGALRDV
TLYSRDDLTPGTGFEGPAVIVQEDTTVAIPPGARARVDRHLNLHLQIEERA
>OLS43607.1 hydantoin utilization protein B [Rhodovulum sulfidophilum]AB26
MFDRMTLQVLANHARAAAENMAHTLHRTAHSAFVKETQDFTVMLMDRAGQTFAVPMELGATWYPGLTYGRAIDMVDDYRP
GDVAFTNDPYSGHVATHAPDTHLWKPIFADGEIVAWSGGHIHNTDMGGAVPASLSRALTEIHQEGLRFPPMKLVNEGVFD
AQILRIMSTNVRKPDLNIGDIRALVGALNTGERKVHAMIAKFGKAAFLDGVAGLLDHAEAQARAVLAAMPDGTWEFADYA
DEDSEKANPCRLKLRLTIRGDEAILDFTGSDPQLASSLNVPSGGDPRHTMLLVGVYYVLYTLNPQILLNTGLTRPFTCIA
PEGTVLNPVAPAAVGMRSLTCARLRSVIFGAFSQAVPDRLPAAPAGNNCIVNVMTTDDRSRRTVIAAVNPVVGGGGGMPH
RDGTNGSGADAAYLKNTPIEITETETPVEFVKYGLARDSGGPGRWRGGLATEMAFRVFAPDTRITARNRDRSFFRPWGVL
GGRAAGLSDMVVNPGTPDERRLGNVDTAVLQPGDVLEIRSAGGGGRGDPMAREPWRVAEDVARGYVSAKAAERDYGVVLR
DGTVDGPATAALRARATPAPGHFHFGPERDGYEAQWTPAAYDALTAILSALPIHWRFFAKTEIFARMEGRTGAEGVAAAF
EAVCTRFPELPRPRAEAAEAAE
>OLS43608.1 NAD(FAD)-dependent dehydrogenase [Rhodovulum sulfidophilum]AB26
MTGRLVRLAEKGRLPVRFTLDGSPCQALAGDTVLTAVLTSARSLRAGDAGPERRAGFCLMGACQDCWIWQEDGPRLRACS
TPVAPGMRLLSQPPESWP
>OLS43609.1 FAD/NAD(P)-binding oxidoreductase [Rhodovulum sulfidophilum]AB26
MTRVVIVGAGPAGIRAAETLAQAGLCPVVIDEGARAGGQIYRRPPEGFTRPPTSLYGSEAAKAVALHGCFDGLVAQGRID
HRPESSVVAIRDGVLHVLGPDGLLPCPFDRLILATGATDRLAPVPGWQAPGVFSLGAAQIALKAQGVALGRRIVLAGSGP
LLTLVAAQLQAAGAGVAAVLDTAPLGAQARALPLLAARPVVTLRGLAMRARLGRLYRAGVTLERIEADGDGPTALYWRDA
RGRARETPCDAVALGWHLRSETHLAELACARLVHDPLWSQWRPGADPMGRAGAGLYLAGDGLCLLGADGAEIAGRLAAIA
CLQDLGLPHPAPDLRRLRRLHRFATGLARAFPYPAAGVAALPDSAVICRCEGITAGALRESAAHGGAEANRVKSLSRGGM
GRCQGRYCQIAATEILAAATGIAPAEAGRMRAQAPARPLPVSACLADPAPSQTILPSGRR
>OLS43610.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MSLSFDPARLSLPEGHFIGGRYLPGPDAIEIRAPSDGRILGAIPQADADTVDRAVEAARTALARSGWGDLPPRDRVRALQ
AWADLIEAEAADLARIEAVASSRPIAEAVPGDVAILAEQIRFFAEFADKEGGSLVPTAAGRMGMIASEPYGVVGAITPWN
FPLSMAGWKLGPALAAGNAVVLKPSEMTPFSTLRLAELSVRAGLPEGLINIVLGDGPNTGAALVAHPGIAKVSFTGSTRA
GAAIMENIARTGIKPMTLELGGKSPQLVFADADLDLAADCILRGITANAGQVCVAGSRLIAEASVAEELAAKIAAKMAGI
VPGPTWEAATGYSPIISEAQLSRIDSLVQAARAGGAEVLCGGNRLDRPGSFYAPTILTGLGADSPAITEEIFGPVLTVET
FKTEDEALALARHPTYGLCSGVFTRDLSRALRMTRAIEAGTVWVNRYGRSRDHILPTGGWKSSGLGKDLGREAYLANRRQ
KSVLIDL
>OLS43611.1 tartrate dehydrogenase [Rhodovulum sulfidophilum]AB26
MTNHKIALIPGDGIGVDVTDAAIEIATAAARRFGFTLATETFPWSCDHYLATGRMMPEDGIETLRGFEAIYLGAVGWPAT
VPDSVSLHGLLLPIRKAFAQYANMRPHRLLKGVEGPLRSEGFDILCIRENTEGEYSGAGGRVHQGTPGEVAIQTSVFTRM
GVERILRFGFEQARARRGHLTSVTKSNAQQYSMVFWDEVTREVAADYPDVSVEPMHIDAMAARMVMAPESLDVIVASNLF
GDILTDLGAAIQGGLGFAASANINPDRNAPSMFEPVHGSAPDIAGKDIANPIAAIWSAAMMLDHLGEAEAAAAILAAIEA
ATAQGIGTRPGSHSTSAITQAVKAALEA
>OLS43612.1 succinate-semialdehyde dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]AB26
MTLNDPELFREAALIGGQWTARADMAVTDPATGATIGHMPDCTAAETEAAIAAAAAAMGPWKARSHAERADLLMAWYDLM
RAHEADLARILTAEQGKPLAEALGEIRYGASFVRWFAEEARRINGGIIPSPTSDKRILTLKEPVGVCAIITPWNFPNAMI
TRKVAPALAAGCTVVIKPSDFTPYSALALGVLADRAGIPAGVINILTGRPEEIGATLTGSPIVRKLSFTGSTRVGSLLME
QCAPTVKRLSLELGGNAPFIVFDDADLDAAVEGAMASKFRNGGQTCVCSNRILVQAGIHDAFVGKLAARVAALKVGAGTE
DGTQIGPMINAAAIAKIEAHVADALAKGATRATPARDLPPQFADPVVLTGATTAMRLASEETFGPVAPIFRFKTEAEALA
IANGTPYGLAAYFYTRDLARAFRVGEVLEFGLVGLNTGAVSHEVSPFGGVKTSGLGREGAQAGIEEYLETKAFHLGGLL
>OLS43613.1 hypothetical protein BV509_04225 [Rhodovulum sulfidophilum]AB26
MQAVLAVLATLLIPGIATAETERFALHTDLDHVWTMTAAALVFLMQAGFLLLEAGQVRSKNSINVAQKNLVDFILSTLAF
GSVGFALMFGPSLGGWIGFSADYAFFNTQGDWSLTFFVFQLMFCGTAATIVSGAVAERATMSGYMICTLLIGCLIYPVSG
HWAWGGLLSGESEGWLARLGFIDFAGSTVVHSVGAWVALAAIILIGPRLGRYDAAGRPVALHGHSPVLSTLGALILWIGW
IGFNGGSTNIGSGAIAGIVANTIVSGAAGGAAGLIIGARKTGIYRPEHLINGSLAGLVGITAGCDAVTTQSAFLIGASAG
AVAFLAHEMLDRVWRLDDPLGAISVHGFAGAWGTLMAGALARPDALMAGGRLTQVGVQALGVGAVFVWAFGTGFVLLRIA
DALLPAPDGPRGGLRVSREAEEAGLNISEHDAPLGLSGLVRAMARIAENPSAEIGRIDTEPGEESHEAATLFNGIAENIR
LKAETDRRLADQSEALLADLAGTIEAVLDGRLDRRMRIGHEGPFARVPGSINAMIGSVETMVGEIAASAQSVAAHAAQLS
AQSVTLTSGSTDQARQIGSVSEEMAELRAEVDRNGARLEQALLNSELARQGAADAAEISRRAVAGMERASAAIGRIAAGL
EMIDEVAFATRLLSLNASVEAARASGKAGAGFSVVAQEVRSLAETTTASARDIRGMLNGVRETVSGAVREVAGTDHALED
IRGRIASNATLLAEVEQMETRSRTLLARVETTLSDLAQSSRRVLEEADQTRQVARELHSNAARTTATVERYRAA
>OLS43614.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB26
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFEKGAWIAWKQAEDPASPDFERVIEVDDAFGKYTVS
RLPLTAEQVKSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWAFAEAAAAEAAEGAVVWVHDYNLWLVPGYLRTL
RPDVKISFFHHTPFPAADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTARQKVEPEFAAEVTALS
ERSVPTELVYEDRRVAVQASPVGVDADYIDAVARREETARRAEEIRTEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLRGQVRLMHVSVPANRNMTVYENIQNELEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALDMPAAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGPTLGAAALPAA
>OLS43615.1 nicotinate (nicotinamide) nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB26
MRVALFGGSFDPVHDGHLAAAVLARQALDLDRVILIPANSTAARPGPKAQAVASAAHRLAMLRCLCEGRPWLEVSNAECR
PGASPFAVDTLAVFRETLPPGTEIVLLIGSDKLALLPRWRGIDEIRAGARIVALARPGHPLDAAPPWVGRLNGPLPDLSS
TQIRARLAAGAPLDGLCPPAVISYLMTEQPYARPGPAARFA
>OLS43616.1 ATPase [Rhodovulum sulfidophilum]AB26
MPGPAPQPALPERLGAVLAGLPLRAVACSGGIDSLLLATLAHRQAPDATRVVHAVSPAVPAAATARVRAQASAEGWALDL
VDAGEFSDPDYLANPVDRCFFCKQRLYSTLRQVTAALDGPVAILSGTNADDLGEYRPGLRAAEALGVRHPYVEAGIGKAD
IRALARVLGLAFADLPASPCLASRLYTGLAVTPERLRAVERAEDRLRAETGLSVLRCRRRGDLMLIEVEAGEGARIGPGL
IARVAAEARAIDPGIRDLRLDPRPYAPGRAFRGAR
>OLS43617.1 circadian phase modifier CpmA [Rhodovulum sulfidophilum]AB26
MRVRLDHDRPRRIGQPEAILCEGKALADLDAILEALQGRPALLTRLAPERHAALAAPPEDYDPASRTAIVNGCLPARTGI
VRVVTAGTADLPVAIEALRTLRFGGLSPDLIADIGVAGLWRLEEQIETIRDSDAVIAVAGMDAALVSVIGGLVGVPVIGV
PTSVGYGAAEGGRTALNAMLASCAQGVLVCNIDNGFGAASAALRILAGRAR
>OLS43618.1 hypothetical protein BV509_04255 [Rhodovulum sulfidophilum]AB26
MSGVLVIRTPSGLSGDMLLAGLAVMAGEAADIGSVLAAAGLPLPPDAVEIRPHALQGISGWQARVRLPHEHAHRRLGDIM
ALIEASHLSAPAKTVAARAFTLLAEAEGAVHGRPPGEIAFHEVGALDSILDTCVAAELLARIAPDRLVCSPLPLCDGTVR
CAHGPLPTPAPAVQELLRGVPVRGLASTGETVTPTAIAFLRAAGFAFGYWPEMVIRQTARIYGGRVLPGVPNGALFALGD
AGLAPVEQRPKGLTEPGSEST
>OLS43619.1 hypothetical protein BV509_04260 [Rhodovulum sulfidophilum]AB26
MPVEVHVFARDGQHYAFDCRSYAIFKLDRGAALVLDRAARMSLPEIVEDLAGELSEAEIRGHYLRFLEMLVAGELSCEPV
PRPGRPPFKNLVLMLAGGCNMGCSYCFEKDVPIYQKPNVMTRERADEVLEWFFRHQEGPKAHVQLYGGEPLLNWEVLTHV
VERIDAWAAREGKDLSKYLITNGTLLNEERVGFLVDHGVTVQVSVDGDRRTHDRFRTFKNGRPTMPAILPNIKRLAEKGA
DFNLRAVLTRANKDPDAVTRGLSALGGERVSFEVVATDAREAQFDEADWEEFLAHYDRYLGRAFETWTGLPDEMKGTILK
ILRQQRVVYGCGAGVSEVTVAPDGNIYECQRIYRDPYSSIAEDKGPTELDSRFLTMVDDRPVCQDCWARYLCGGGCMHQS
QTGHGSDDPLPQYCRMKHALVEAAIVRIDEIRSIAARAVEA
>OLS43620.1 hypothetical protein BV509_04265 [Rhodovulum sulfidophilum]AB26
MALALDRRPLGKTGIEVSAMGIGSSPFRHGAAADWAGLLEEAYDCGITYYDTARSYVNGEAVIAHLPPRVRDGLTIATKT
GARGGPHCLRDLQTSLRTMGRDHIDLWMTHMVETMREYELCTELGGFCDVAVAARTAGLVRATGASFHAPTEVILRAIEE
RAFDVVMFPFNVLGRETVFGAPISDYRDRLLPAARANGVGVVVMKVLAGGEMKHGAPRLGFLADPATGQDTLSGAIRYAL
MQPGIATAVLGMASRTELRRNLAAGIGVGPDPGACQRLEARVAAASPGECTRCAACLGVCPEGIEIPKVFRLLDQDRFFG
MTGIARFKYARMQPDASACARCGKCAEVCPEDFDIARLLQLAHARLTQATRPAGSRQTEEENTHG
>OLS43621.1 hypothetical protein BV509_04270 [Rhodovulum sulfidophilum]AB26
MADEVQGFKKVTAEQLPEEQKKKLRNALQQELAEAMIKTIRAEPPQVDLSEIEVILKPGQRIEEWDVLASCGTCGTCGTC
GTCGTCGTAALTDDIPINIARELGVLLPKPQVDLLRLHSDMEKMNSMILTLANRRQK
>OLS43622.1 hypothetical protein BV509_04275 [Rhodovulum sulfidophilum]AB26
MSYQRSDWLADLDLLEGAVALWWAGRARHAELDGTDPGAVFSALRAVEPAGDLWAGARALRGGLWALGDCHLRLAPSVMG
AETGWQSGLAFAPTPEGPALLWADPAISAYRAASVGDLLTAIDGVPAEKVLASLRLRPGSTPRQRHLFALQSLSHRDCLP
GEPPLPRCLTLTDARGHDLTLAPEWRTQDPAAPPPPAVRARRIGDRTGLITVRSFACRDRTGQISDAEMARQLDAALAGL
EGCDRLAIDLRGNGGGRDEQARMLATRLTGAPLVWMRHAHPAPYGGELGRFEDLILTPKATPQPSGLRLLIDAGTASTAE
ICAAALAALPGAALVGSPSGGAVGDPVEFRLPRSLLGVFVPVARYARPGTDAPIEGAGLVPDIEAAPGAVDLREGRDPVL
DAALASFD
>OLS43623.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB26
MAENARVAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHYARFEHGDTAEHL
RVVGPSDGRTGTEVRFLASTSTFSNLDYSFKTLENRLRELAFLNSGVRIVLEDERGAEPLRSELFYEGGVREFVRYLDRH
KTALVPDPIFMTGERDGIAVEVAMWWNDSYHETVLPFTNNIPQRDGGTHMAGFRGALTRSINNYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARNIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPKVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLQLGDGQHLIGNDLARVIEEARQVRRILQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTAEAVAR
RLDLIALEYERGWQGRPTQDKGMRFSRVVRGVEEVRVLDGAVLRSAEAARLGTFTAKLQEVYERPAKLVRKDRDQPIHAP
SELLQAILSEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADDIFTKLMGDVVEPRRDFIQQNALSV
ANLDF
>OLS43624.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB26
MTASAADLTLYAGAVLILFLTPGPVWLALTARALSGGFAAAWPLAAGVMVGDALWPPLAIFGLGWAVSAFGGLLAILRLL
ASALFLTMGLMLILQAGRGIVADSRLTRPGRIAGFLAGMAAILGNPKAILFYMGVLPGFFDIDRLQGPDIAAIVAISVLV
PFLGNLTLALFIDRARRLLDEPRTLRRVNRIAGGMLIAVGLVIPFA
>OLS43625.1 glyoxalase [Rhodovulum sulfidophilum]AB26
MTPQRVTLITLGVDDLDRARAFYEALGWRPAEAEAGIVVFQLHGMALGLFGRAALAADQGRPEAELGTGAMTLAQNFPDR
AGVDLAWEAALSAGAQPLKSPREVFWGGYSGYFADPDGHVWELAHNPFWPLDAEGRLTVPPSPPAS
>OLS43626.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB26
MKFSIERGTLLKAVGQAQSVVERRNTIPILANVLIEAEGASVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVNAGKSHFNLATLPREDFPVMASSEYSSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVATGEDGQVLRCVATDGHRLARIDAALPAGAETMPGVIVPRKTVGELRKLLDDDDIDIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPMNNARRLEVDAAEFAQAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELAVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>OLS43627.1 chromosomal replication initiation protein DnaA [Rhodovulum sulfidophilum]AB26
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKILEHLTRSGVDVDRLEFAVAA
QKPAEPAPAAQPRRAAAAERRDEDDMPGAPLDARFTFDSFVTGKPNELAHAAARRVAEGGPVAFNPLFLYGGVGLGKTHL
MHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQN
KQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIAGGVLEFLAHRITTNVRVL
EGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHYNMRLSDMVGPKRHRTIARPRQIAMYLSKQ
LTQRSLPEIGRRFGGRDHTTVMHAVKRIEELRGKDSQIEEDLELLRRMLEA
>OLS43628.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB26
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQDAAAAALRQAQPELMRGVTKGVVHKNTAARKMSRLA
SRVKALNA
>OLS43629.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB26
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELADAVSEANANEKVRCIVLTGSEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMLCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>OLS43630.1 DNA-formamidopyrimidine glycosylase [Rhodovulum sulfidophilum]AB26
MPELPEVETVRRGLVPVLEGRTILATHLNRPDLRWPLPERMAERLTGARVLRLGRRSKYLLAELSTGETLIVHLGMSGRI
LVSGVTLGHFVHDHPAPQKHDHVVFEIEGGARITFNDPRRFGAMDLTATTALDCHRLLAGLGPEPLGNGFHELYLIGRLG
GRQTPIKAALLDQRVVAGLGNIYVCEALHRAGILPLRQAGRIAAARLAILVPAIRTVLAEAIEAGGSSLRDYRQADGELG
YFQHNFRVYGREGKPCPTPGCPGTIRRVVQSGRSTFYCPQCQR
>OLS43631.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase [Rhodovulum sulfidophilum]AB26
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGIHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFAGMIRTAGFEQVSYRNLSMG
IAALHSGWKI
>OLS43632.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB26
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKVLGEKGDPALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETIAQELGQPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFAANTENDKGFTVPRVIWPLSSK
RVMTMSWCEGVPIGDNAALDAAGHDRRVIGERVLSMFLRHALRDGYFHADMHQGNMKVGANGDIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLSRTVRVLSRFGPRLPELAEAALIRQSQSEPVR
PLRPWLQPLLWMGAGAALTWIGAGLALLLS
>OLS43633.1 hypothetical protein BV509_04335 [Rhodovulum sulfidophilum]AB26
MVDSVSSAASAATNSSSASTSGNSKTMISSDFETFLRMLTTQLENQDPLNPMESSDYALQIATFSGVEQQVQTNELLKAL
SANLGGGGLSQYGSWVGMEGQAAVPANYDGVTPVTVFPEIDKDASTAKLVVRDDTGAIVQSEPIPPDTKTILWSGGEDHE
AGLYDFIVESYAEDGSKLSEAQARIYAQIAEVRTNEGEISIVFDSGTIVKASEVSALRDPV
>OLS43634.1 hypothetical protein BV509_04340 [Rhodovulum sulfidophilum]AB26
MQVPFPFDTLGPSGPSRFDAPGSSRPSNTEGSDFRSVFDESTPPDRTEPPARAKARDKASEAPPRRDGPPPAPEDAASAK
TGPAETAKAPVTEVEGKEAPGSEAEAGTASDGPAASEDAAQLASLDLAPSVPPSLAVPPSAAATPDVAAAEPAARPTPVG
AVETARAATAETVLPSDPAGRTPTTAPAPGGTLTENATLPSATTLPKTAAETATAPAVPGTIVPDAKDPQAGDAASVDTA
AQAANRATTKPQPTATDQGAPQSPPEGVQAQSTSAADSHVESQKTELRTGKGTETASAPSPEPSQAKASATQQQTQATVD
PAAQTPRDTLQAAAAQASAASASGGRSEGRGEHRGRDSLRQEAAAPATGPQTASAPAALAQADGAAAPQLAGAGSDGSAV
ADGGRADPAAATEGGLSDRAGSDQARSSEAARSASASPQLADAPRTAMRQMAESLHRAADGSVHLTLSPEELGRVRLTLT
PSDHGITVSILADRGDTLDLMRRHGDMLASAMRDLGYGEVVLDFAGQQRSNQGQARGFAAAGLTPGEDGADTGPLATNST
SARTSGGGLDLRL
>OLS43635.1 hypothetical protein BV509_04345 [Rhodovulum sulfidophilum]AB26
MLPPTLPPTGATGATDREARLAQLRAAAEKLEAQFLSEMLESAGLGDLSGELSSGAFSGGIGESQFNSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDLD
>OLS43636.1 hypothetical protein BV509_04350 [Rhodovulum sulfidophilum]AB26
MTSIDTIADLLEREYQALRDSDFTALRALTDEKEQLVARLQMPSEADRDALDRLRSKARRNDRLLAAVEKGLDSARASLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>OLS43637.1 hypothetical protein BV509_04355 [Rhodovulum sulfidophilum]AB26
MSSILTNSSAMVALQTLRGINTSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVAGFDAVSDSLATGQAMVGVARTA
TETITDLLKDIKTKVIASRDATADTTKLQNETDELISLVESTIGAAQFNGVNLINSGTGTSVVGSIDRSGSSVTANTITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVVGNNNDGAVAIASGAQEAFALSAVAQDETITVTLGDQNFSYTVTADDVAGGN
DPNEIALSNLRDLINAAGITGVTALYDPVNAAGELTIDNQGADDVNMTVRVRADGAGALAGLNGFSITGGTALADIETMI
NASIDAAAAFGAAESRLETQSDFLSNLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQAPQNLLSLFR
>OLS43638.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB26
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPTEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQALKALRGLLPREERLLAGLRDQ
>OLS43639.1 hypothetical protein BV509_04370 [Rhodovulum sulfidophilum]AB26
MSFQPVLPLTGYAGWRFLERTMERQQDAFNQSPGTQKELDYFAENIGKVTSADDLVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTEGVDAEGALANKLADKSYYNLAKAFSFISSDAAAATTGNEFANDLSLKIEGTGYLAVTTSTGEIAYTRNASLKR
GADGQIVTAEGYTVASTRDTSLLGGAGDGTETDGGNPTFSGITIPDFVETVTVNDKGEVYGNFEGGGRGLLLGRLVLTSF
ADEEGLAVLGADETNDLSVDRETAYFTATEESGDPITGRPLQDGFGSFARGEAVEAQEIFDAASITAAFLTRSFEVAVGE
QDDDMRLALNIDRELVTLADDDMSEDAKWFSIMGSEPMRAVFDVAFGLPDSFASLDLDRQLDVYKAKAKAMFGDTGVAQF
SGDEMRDKLIKMFMVRSEASSGVGYSSGQIALTLLGG
>OLS43640.1 flagellum-specific ATP synthase FliI [Rhodovulum sulfidophilum]AB26
MPQNPFSSLIARISALTPVRTVGRVVAAGSGTVTVAGLSDSAGLGDLVEIRHGRGPRRRGEVLALAEGTVTVLPDGTPEG
LSVGDRAILLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGPAPRPLRAAPPPATERRPLGGRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMAVIALVGERGREVGEFVSQVLGPDGMARAVVVAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAAHEPAALRGYPPSTAQAIMALAERAGPGVAGSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAIDLLRSVSRSLPRAATGDENALIARARRMLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPALDAFLSEDAPGGVAESFARLAGILESAKPSPAPVKPGLRTIRG
>OLS43641.1 hypothetical protein BV509_04380 [Rhodovulum sulfidophilum]AB26
MFEKLEIFRMASGLAEHAGTRQTVIARNIANSDTPGYRAQDVADFAKTYRRSDTGALMRATRPGHLAGSETAYATQRADA
SDPEEPNGNSVSVEDQMLKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>OLS43642.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB26
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETQLTSDGPTGEVQTGRVTLDQSDLSMIHDPSHPLA
DAEGNYSGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>OLS43643.1 flagellar hook-basal body protein FliE [Rhodovulum sulfidophilum]AB26
MDMKSSAAALGYATARPATQPQHGEDSAENTFASAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAVTI
RDKVVEAYQEILRMPV
>OLS43644.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB26
MNELIFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWVSMAFMTETLIGFFTDR
IVPMIAGI
>OLS43645.1 flagellar basal-body rod protein FlgF [Rhodovulum sulfidophilum]AB26
MDSTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIADVDGPGGSLSMAEANVRVTDLGQAPLTQTGGTFD
FAIEGEGFFLLNTPQGQRLTRAGSFTPDAAGNLVSPDGYQLLDAGGTPVFAPPDATSFAVAADGTVSADGTPLTQIGIYL
PADPNAMTHVAGTLFDPGGAPQPVEDTSILQGYVEQSNVQPVTEITRMIEVQHAYELGQKFLDREDERVRDIIRTLGSSS
>OLS43646.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB26
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQATRPGTINANDGTVLPTGVQLGLGVRPASVSVV
LSQGSLSQTNGDLDLAVDGRGYLEVTLPSGQSAYTRDGALKRTGDGLIVTSDGYTVVPGITIPDDARSLSINSEGEVYAY
FDGEVAAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAPIAGTPGVDGFGTLRQGYLEDSSVDAVREITELIEAQRGY
ELNAKVITAADQMMSATTQVR
>OLS43647.1 flagella basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB26
MRTLALLAALAAGLPVPAGADILVATRSVRGQTILGPGDVAVIEGDVVGTLIAPEEAIGQEARVNLYAGRPIRVTDVGPP
AIIERNQIVTLRFRSGGLVIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASMKP
>OLS43648.1 flagellar basal body L-ring protein [Rhodovulum sulfidophilum]AB26
MRPLVIAFCATALLVPAACDRLKEVGRPPSFKPVEGSNAYYAMTDGETLPMQVERRSPLESSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNSTSRSRSGATSMGIPQMLGIPQRINKALPDGVTMDNAVEADSSSSHSGDGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IVLPF
>OLS43649.1 flagellar basal body-associated protein FliL [Rhodovulum sulfidophilum]AB26
MGKLLPVIIAVVGLAVGGGAGFLLKPAPPPPAETDHAAAEGASEDGAHASAAEAHGDAASSTAGHGASGDDGAAVPEYAK
LNNQFVVPVIRSGKVAALVVMSISLEVPSGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLESS
QSVLGRIVSDILITDLVRQDA
>OLS43650.1 hypothetical protein BV509_04425 [Rhodovulum sulfidophilum]AB26
MAERDDRPGRLMQIGSILKDAALGRLRVAAQDRRRIEAAIETLDDEARRAAADDDIAVRAVMDGSRMLRHQQRRTALNAQ
LARARAQEAVLMKEAARTFGRDEALRGLFDRTRRR
>OLS43651.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB26
MSDEDPGDKQFEPTQKKLDDARRKGEIARSVDINTAAVYAGFAITAFALGGASLIRMGELGAGMIGQADRLAPMLLGGHG
TAPTGGLMAGFGLAALPWLGIPAIAALAAILAQRSFVVAPDKLMPKLSRINPIETAKNKFGRSGLFEFTKSAVKLALYTV
LLALYLGKHLEEMLGTMYLSPAMAAAKLVRMSVEFLTVVVAIAAAIGAIDYLWQVAEHRRRHRMSLEELKEELKQSEGDP
HIKQQRRQRAVDIATNRMLRDVPDADVVIVNPTHYAVALKWDRKSRGAPVCVAKGVDEIAARIREVAAEAGVPMRRDPPT
ARALYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>OLS43652.1 flagellar biosynthesis protein FliR [Rhodovulum sulfidophilum]AB26
MTLELAPALEIWRPLAIAAFLVFLRVGAIMAMLPAFGERAVPTRVRLGLALAFTAVVAPAVAPRLIEAPPSLAVSFATET
VIGLALGLVLRMMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLTLAVMSGLHVRAAEAMILSYDLLPAG
RFPDAATLADWGTGSIAKGFALAATLAMPFVIASLIYNLALGVINKAMPQLMVAFVGAPAITAGGLVILLLALPPMLTFW
QDRLLTVFAAPFGAGG
>OLS43653.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB26
MPGFSISEIFRPTILMALALMAIIVMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKARREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNMLMGLAIGVIMHGMPIGRAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTADFAVFNQLGKHPAALGTVSVLLGLFALVPGLPFVPFIVGSLVLGVASFTRW
RAIQREAAKAAKPEVTEKIEPTSRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESYGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDQVLALQAGDVALLPRGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVIKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPDKVPPDLLLAVLRLLLDERVSIRNMPLILEAIA
EARPSHVGAESICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGETGVPDVALPPEDFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNSRPALVGMVAA
>OLS43654.1 hypothetical protein BV509_04445 [Rhodovulum sulfidophilum]AB26
MKARHVVLALALALLAGSKAFAQEVEIRSGEHPDYSRLVFETDAAQAWALGRGPDGYLLKFDNPDLRFDLGGVFDRMPRR
RLADAALVAPGLVSLRVGTDAHVEAFELRPGVLVLDFRSGPAPNGSPFEAALLPPVSEPTSPPPQAPEPPQPTVLPAPPA
PSLTAPQGDPATIAEPAPPPVQRTESAAIRLPIDLDLRSPLASATGMKPPAAMVEQMLEPEIPPTETDPRVAMMQSELMK
QIGRATAQGLLEPAVDIPSVEASPASNEPHGDTPPPDHGTAEHGQAETPETEHHTPSDWRNMRVETSMDLGLDFPSGDGP
IAADGTRCLSDSKFDLNGWGGDRTPGEVFAEKRAALLDMRDATDPAGAVGLAQAYIAFGFGAEARAVLNVAGTDTPDVPL
LREQAAIVDNGQADNPELFDGQMSCPTRAALWAALARPVLGDLSDLDRTALLESFSELPIHIRRHLGPTLAERFLAAGDQ
ATALQIRNAVARTGERGRTEDLTIVEAQIELARGADDKADRKIEEVVSSGGQGTADALALQIETGLGRGRVPSVDSLNLA
ESLAFERRGTASGTRLLTLAIRGHGARGDFETAFAMLAHHGLEAQTELSSELLEELAQRGSDEAFMREVYAGAMTLPKLS
ADSEARLAVADRLTKMGFPDRASAVLQPVKPRGTTRERLVRARLALAQARAGEAQQYLAGIETAEADELRAQIAKQQGNL
QSAADYLGAAGDSEAQSAMAWRARDWNGVETLGAPEERAFVQTRREQEPAPISDEPSLAVARDALGASETMRDRLQAILN
RPATQN
>OLS43655.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB26
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTIKDIGKVFKGPHWKPDDYRDL
LCLLFELIRVARQNPLELETHIEAPADSAIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMGSIDQPPEVLGKMIGGALVGTFLGVFLAYGFMGPFASKLKAVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>OLS43656.1 hypothetical protein BV509_04455 [Rhodovulum sulfidophilum]AB26
MTKSSRSKRASGAVLPVVAGLFLASGLIRFGDGTAQALAQELRGMAEDAAASGQGGTADHASAADPCPPPADIADLLNAL
KTRAAELDAREAQLDDRAATLDIAGEEISRQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMD
PEFAAGFLGRMRPDLAAAVMSGLDPNVAYSISVILAGRNARAPKE
>OLS43657.1 hypothetical protein BV509_04460 [Rhodovulum sulfidophilum]AB26
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKVLKGAQFSAKSSTDSLEGLTGRAEDVA
RRLELLVAAMHDLPEDAVPDTARKASRPAPAAEAPSPAAPQTAAPTPAAPASSETGDTEPTVLFRRNVREAAE
>OLS43658.1 flagellar basal body protein FliL [Rhodovulum sulfidophilum]AB26
MAATDMAEAEEPAKSSKKPLIIGVALALILGGGAFFALYSGMILGGDAGADAGHGGGGKEGAHGAESAPLDVAFVPIEQM
IISLGPDAQSRHLRFEAQLEVGPAYQQEVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGDDRVRD
LLITEFVLN
>OLS43659.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB26
MQQLLSVWTGLSPRRRLVVVIATVAMFAAVLALSRVATSPRMALLYSGLDTSAAGDVIRALDQTGVAYEVRGPAIYVDSS
QRDSLRMTLASDGLPANGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRTARVHIATPSARPFARDVQ
PSAAITVTPAGGSISAAQAKAIRYLVASSVSGMRPEDVSVIDGTTGTVVADESSIAAAGDDRAEILKGRLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISQNTQERQSTSSDTNGGSVTVASNLPNGDGSTDRSSQHKETETQEVVNY
EVSETEREILRAPGAIRRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDEQRGDALTIKSMPFQPLAE
DGTGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILASNGRAGVAGLPAPVGGADQTWLNGEIDPADGPQDDLG
GLPGDLGLPAMTMASIDPSDFSDEPLGMDGFGGGGGSPVDRLRDLIESRRDESIAILRGWMEERQEKA
>OLS43660.1 hypothetical protein BV509_04475 [Rhodovulum sulfidophilum]AB26
MSRLLLEDFSNHGARPRAGREPDPAPVEDTQQVRLDAYEEGYRAGWDDATAAEAESRARIGADFEKTLQELSFSYHEART
HVMEALEPLLTAMVDRVLPDLARQGFARKVVEIALELAEAEANTPLQLRVCPENRDALEELAGADPGLPLQIVDDATLGP
GQALLRGGAGEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>OLS43661.1 hypothetical protein BV509_04480 [Rhodovulum sulfidophilum]AB26
MADISSEAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGVLPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>OLS43662.1 flagellar biosynthetic protein FliP [Rhodovulum sulfidophilum]AB26
MLKRLLPAALILLALAVPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLAMFLTYFVMEPTFTQAWQAGVVPMMNETLPIDDAIPRILDPFRTFMAGRADVDTYERLLSLRPQADPTAAI
ADAPLSLLVPSFMLSEIQRAFEIGFLVFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>OLS43663.1 hypothetical protein BV509_04490 [Rhodovulum sulfidophilum]AB26
MIRTAFTFPLLAGLLFAAPAPASDGDAAMAAFLESAIRPWAAAPIVIEAVEAQNAITGGYSQEKIDELDAAWRAQLDSGS
SDLISSVTGNAAAEFLRGQVDASNGKVTEVIVMDARGLNVATSGVTSDYWQGDEDKYSMTYSVGPDAVHFGEIELDESTQ
RYQAQVSFTLVDPDSGAPIGAMTVAVDGAALF
>OLS43664.1 hypothetical protein BV509_04495 [Rhodovulum sulfidophilum]AB26
MPNGVSAAPASLPGRSILIRISGLIAATTCVVAILLATFATRSALDIVGDALGEELQSVLVGSAANLGPHLRFKNSAAIE
EDLNGQLQRAGDKAVSVAVWNADAESIARVGTGDPGAAAELQEMALQAISSGETVFQRGTLAQVVPVKFGPNQAIVGAVG
AVWTAQGAVTAVFRNAVPGMIVTMVLFVGLLFAAAVLLRRMLGRPLSTLCASMGSLARGDFDNAIPMTDRADELGELARS
LESLRGDLSQMRAAEMRREAARTDQAQAVESLASALQALSGGDLTSRIDERFAEDYERLRSDFNATVDTLNDLIGSVVEN
ATEIHARAEEIRRRGRARRAGALPLWPPRCGHWPSGPPRPRKRSRR
>OLS43665.1 hypothetical protein BV509_04500 [Rhodovulum sulfidophilum]AB26
MASEVRALAQRSSEAAKEIKTLISASSEHVESGVSLVNRTGEALTDIVERVSNIAELIGDIATGAQEQSVGLGEINVGVT
ELDKVTQQNAAMVEEATAASTTLKQEASTLQQLVARFRLRNAAPGRPTARPAPSARPEAAPAVGEPRKRAVNDAGWQDF
>OLS43666.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MSHEPVAPALAAIECVLVVDDHPLYSDALAVALRHAFPDAEIRTATTLAEGLGALGSGFLPDLVMLDLKLPDVAGISGFA
RLRERLPQVPILVISALTSVEVVTALMDGGAAGFVPKDASIDDLRLALAEIRVGNRYLPLAYRRACRSAMRAPRAASAQE
IGRRIAELTPQQARIMRLICAGKPNKQIAYELSLAEATVKAHITALLRRLGVQNRTQAAVLIESAAVDVGAGFSEADARA
FLSQ
>OLS43667.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB26
MIDPDEPPEVIIARQARIIDALIRRSNRQHDMGGSAYGLFQSAVALQGQVWAKTRDLERTSTELERARVDREETRLRLSE
ALDAMEGGFALFHEGRLQVCNDLFKSILPDISARILPGLTVEDYFRAVQSSRALADPDRACRDLAEAITRRTADGASLTF
VLELEGDRWFQIARQRTRSDNLILTQTEITDIVRKNRMEKDLLIDMQAHYLQAAFDHMTLGICTFSRTGEVTIRNGRFRE
LLALPYTLVQDGTTFGQILRHVKENRLVAEADIADIDLWLTRLRAEGQLRRRLRHASGRVLDLHVHLLPDRGFLADISDV
TLESRATEVLEKRVEERTFELTEANRRLRDQHAVQTRVEEELRQAKAELEAAMSSKTRFLAAASHDLLQPVNAAKLMIST
LRDSARGSGLEPMVERLQGSFASMESLLRALLDLSRLESTGAALTPGPVCLGPIMRALGEDYAMVAAEKGIRLDVIPAAL
WVESDPQFLMRSLQNLLVNAIQYTETGRVLVGCRRRGGRALLQVWDTGIGISSEDQTRIFEEFTRAGNVPPGSGMGLGLS
IVERTCRHLGHDLSVRSAPGVGSVFSIALDRVEPPEAVCRTGCDERAGGAGDGIDGVLVLAVENDSDVLFAMTRALESWG
AGVLAARSTAGALGLVAEIGMAPDLILADYQLDGDDNGVLAIDALRRAAGVRVPAIMITADVSEALPRIAADRGFAVLRK
PVDLVRLRPLIGRTLRAGAPVMADESLA
>OLS43668.1 hypothetical protein BV509_04520 [Rhodovulum sulfidophilum]AB26
MRSRMVGLLAGLLLAGAASALFAADTAPGEAYDLIFRTGTLDGVSRNEGLVYRRSVQNDALPGEAAAETGELRLVFPPGA
PDTADLRLVEGERFRAIGSFPAGVGNPVAMYFVESVVRDMARTMGGSPFYIRNRLKEALMRPAERRPVRASWGAGEVAAE
VVVLHPFEADPARARMGAFADMEIAVTVSDAVPGWYRSLSATVPGSEGAAYAARLTLTEPAAEPGQ
>OLS43669.1 hypothetical protein BV509_04525 [Rhodovulum sulfidophilum]AB26
MRRAVFLLAVALGTGSAGSAAAEDVVAALNDYPTAVRADYVFACMAVNGQGHDVLQKCACSIDTIASILPYEAYVEAETV
LSLQQVGGERMSMFRTAPTARAFVAELRRAQAEAEIVCFE
>OLS43670.1 quinoprotein dehydrogenase-associated SoxYZ-like carrier [Rhodovulum sulfidophilum]AB26
MKTVIAAALAALAAMPATAEDSPRDNPLTASPVWDEIRPQILGQGATLAEGPAPFEIAAPYRAEEAATVPIRIRQTDPEA
HIARARLVIDENPMPLAADIVFGPAMAPLDLELRVRVNQYSNVRVIADTGTGLFMDGRFVKASGGCSAPASKSPDLALAD
LGRMRLKPFADTAPALSTPRREAQIMIRHPNYSGLQRDQVTQLFIPPLYLDRIEVRQGGELLFRVEGGISISENPVFRFS
YADNGAPSLHVRAEDTDGHVFEQDLPKDGQI
>OLS43671.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB26
MFEAVVTLCLALSREMCREVTLPGIWAAEVEDCRAALAAVSGVTGGPELVADGPPRCREAGPALAFDEIAPGVLVHRGEV
AEADRGNLGDIANIAVVIGTRSVAVIDSGSARWIGEAVWRAIRARTALPVSHVILTHVHPDHVFGATALTEAGAMVVAHV
GLARALADRQAGYLDSLGRLIGPSALIGTVPPPVDRAVSGEAEIDLGGRVLRLRAWPPAHSGTDLTVLDSASGVLFAGDL
VFDDHLPALDGTVRGWAAVLEEMRQDGASLVVPGHGGPVLPWPAGGAATARYLEVLARDARAAVAKGERLGDAVGHIAAE
ERGRWRLFDAFNARNATVAFTEMEWE
>OLS43672.1 hypothetical protein BV509_04540 [Rhodovulum sulfidophilum]AB26
MQTIATMSVALCALAGTLPAAAADFSDPTWPCIQRKVDRLSPGLMWPEPIDPEGLAALDPDTRAAVTDLAARLALRRLSL
EDLGPRVADFAAAQAAGPALMGLLFQASFDRLAAQRRTIMKGIASYALKQTALAERIDAARVEMDAAMAAEPPDYDRADS
LEEQIAWDERIYTDRQKSLTYVCETPVLLEKRLYAIAQMLQAAAVTPTPSR
>OLS43673.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVEVGPGVKSVKP
GDHVIPLYTPECRECDYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVVFGLGGIGLNVIQGLRMIGADQIVGVDLNPSKKAMAERFGMTDFVNPS
EVEGDLVPYLVNLTKGGADYSFDCTGNVKVMRAALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLTLDEINKGFDLMHSGESIRSVVLY
>OLS43674.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB26
MDVVTQNRCFDGVQMVCTHPSEVCGTDMTFAVYLPPQSETGPVPVLWYLSGLTCTHENAMTKGGFQEHAAAHGLAVVFPD
TSPRGEGVADDEAYDLGQGAGFYVNATRAPWAAHYRMYDYVLTELRDLVLGRFPLADRHGITGHSMGGHGALTLALRNQD
RFDSVSAFAPIANPTQSDWGRKQLSAYLGDDEAAWACYDSSILLEEYGWKDAILIDQGAGDQFLDLLRPEALAGVLARRR
QAGLVRMQPGYDHSYYFVASFAGEHVAWHADRLHRPRN
>OLS43675.1 PQQ-dependent dehydrogenase, methanol/ethanol family [Rhodovulum sulfidophilum]AB26
MRTIYALTSVIALSTGTAALANDALQQMIDDPTQWAIQMGDYANHRYSKLDQINADNVGDLKVAWTFSTGVLRGHEGSPL
VIGDTMYVHTPFPNIVYALDLNDNGRIKWRYEPKQDTSVIPVMCCDTVNRGVAYADGKIILHQADTTVVALDANTGEVLW
SVKNGDPEKGETNTATVLPVKDKVLVGISGGEFGVRGSVTAYNLETGEREWRAYSMGPDSDTLMDPEKTTMLGKPVGVDS
GTATWEGDQWKIGGGTTWGWYSYDPDLNLVYYGTGNPSTWNPSQRPGDNRWSMTIMARDPDTGMAKWVYQMTPHDEWDFD
GVNEMILTDQEVDGQMRKLLTHFDRNGLAYTLDRESGELLVAEKYDPAVNWTTGVDMDPDSDTYGRPAVVAEYSTSQNGE
DENTTGICPAALGTKDQQPSSYSPKTGLFYVPTNHVCMDYEPFRVSYTAGQPYVGATLSMYPAPDSHGGMGNFIAWDNIK
GEIKWSIPEQFSVWSGAMATAGDIVFYGTLEGYLKAVRADTGEELYRFKTPSGIIGNVMSYEHGGKQYVAVLSGVGGWAG
IGLAAGLTNPNDGLGAVGGYAALSDYTALGGQLTVFTLPD
>OLS43676.1 c-type cytochrome, methanol metabolism-related [Rhodovulum sulfidophilum]AB26
MTKMKRLLVAGLVTGIASAGAAADNVAQQAGSDSAAVTEENGRYFTADGIPTYKVAADGTVDWLTFSGFRRYHSECHVCH
GPDGMGSTYAPPLKDAVEQMDYYDFVYTVSNGRENVDVSHQKVMPSFGHNKNVMCYLDDIYVYLKARGDDAIPRGRPAKK
EAKSDVIAEDVNACMG
>OLS43677.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MPAWADIFAAASCAALLCSLAGAGQAQTSDLVSKTAFRVCADPANLPLSDDQGEGYENRLAELFARELGLPVDYTWYPMA
TGFIRNTLRANRCDVVMGYAQGDEMVLNTNHYLTSSYVLVVPREGPLAGVETLSDPALQGRRIGIVAGSPPATHLARAGL
IGIARSYPLMVDRRHDSPAEDMLSDLASGETAAAILWGPIGGPLVKAGYPGLKAVPLIHEELPPRMVYRITMGVRPGDKV
WQRKLNSLIRRHRGEIDAILREAGVPRLNDMGTAVLDAGQ
>OLS43678.1 rhodanese [Rhodovulum sulfidophilum]AB26
MRRGAAALALVALALPVMAGVPEPSGYRMDDYRAPVPETLEGARVVGPEEAHALWAAGGAVFVDVLPRAPRPANLPEGAF
WRDRPRLSIPGAVWFPNAGYGAIAPVTEIWFRDGLRVATGGDRTRPLVFFCLDDCWMSWNAAKRAQSYGHSKVIWFPEGS
DGWSFMDYPVEELTAAPGEPVTQ
>OLS43679.1 quinoprotein dehydrogenase-associated SoxYZ-like carrier [Rhodovulum sulfidophilum]AB26
MRPVLLCLLLAATPVPARSAEIAWDGIAPMLLEGRTPLPAGEAIRIASPYRTENDARTVIGVEAEGPGGRLIQRVTVVLD
ENPMPVSAVLELARPHPRLAFDITFRINGPTPLHVLAETADGEAYLAEGFVKTSGQGACAAPPGTAPEAALARLGEMRLE
MTPLGAAGRLAALAHGGPEARLGIGIRHPSLSGQQRDQVTLLFIPMRYVERLEVDLDGQPFAALTGSISLSENPEIGLDV
PAGTRRAEATMTDTDGTVAHAGKDFPGY
>OLS43680.1 hypothetical protein BV509_04580 [Rhodovulum sulfidophilum]AB26
MRWSRDLARPRPVAALAALLALAAAPATAGDLAYVTVQNGDGLSILDLAAGTERARIDVPGKPAGVAVAPGAVFVVSPEG
KTLRRFDPAGTETGRLALEGGPMGVAVTGGRVFVSDWYNARIWVIDAAAMTVTTELATGSAPAGLAVSPGGRWLASADRD
ADQVSVFDLATLGLHARVSAGSRPFGLGFAPDGRLFVGNVGSDDVSVLDPEAGTPLATLPVGTRPYGVAFAAGRAFVTNQ
YADTVSVLDLATLAPQAEIAVGEYPEGIDSTGDGRTVVVANWFSNSVTLIDAETLTVTGEIETGDGPRAFGRFIAKAP
>OLS43681.1 hypothetical protein BV509_04590 [Rhodovulum sulfidophilum]AB26
MLRHLALTVLLAALPVGAAQAGAPEGPPLDRNGPVAFLGVTFLDTSTEGAYFGARDDEAARLALLRDEVARRFRAEGFTL
MDLAPVAAELEATVNPAKCYGCDLRMGRKLGAAYVLEGEVQKVSNLILSMNLVLLEMPEGRMVRGRSVDIRSNTDESWLR
GIRYILDNHYFGKE
>OLS43682.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MRRPICLLLAAALAVLSAGGAAALEVRVGVIRVDRPQLAPISRLEEGPRDLGFAGGRLADEDNATTGRFLGHTYVTETAA
VPPDAAEAALDRMLGEGLRLFVVLGQGDDVLALADRAGDGALLLNAGARETRLRDADCRANLLHVAPSEAMLADAVAEFA
IWKKWTRWALISGSHPEDRAMAAAYRRSAAKFGAKIVEERVFEDTGGSRRTDTGHVLVQRQIPVFSEGMKDHDLVIAADA
SDVFAPYLPFHMWDPRPVMGAAGLRPVSFHAATEAWGATQFQRRFEALTGRQVREEDYQVWLALRVLGEAVTRTDTADPA
ELRAYMLGPEFELAAFKGQKVTFRDWNGQLRQPVLLYDGRINVSVSPQDGFLHQRSPLDTLGLDAPESSCAAFR
>OLS43683.1 hypothetical protein BV509_04600 [Rhodovulum sulfidophilum]AB26
MDMKAMPIALALALGATGAQANKVFVSNEKGNTVTVIDSDSWTVIDEFAAGNRPRGITISPDGTKLYVCASDDDTVRVFD
TATHAELYTLPSGPDPELFVLNHSGNPLYIANEDDNLVTVVDTDTHAVLAEIPVGVEPEGMAISPDGRVVVNTSETTNMA
HFISTEDYQIHHNILVDQRPRYAEYTADGRKLYVSAEIGGTVSVIDIAGDGTPTLVDTIRFEVPGVLPEWLQPVGIRVTS
DGKWVFVALGPANRVAVIDAATDEVVDYILVGQRVWQMAFTPDEAFLITTNGNSNDVTVIDVARQKALRSIQVGQQPWGV
AVTPDGTPD
>OLS43684.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MLKRLTGAALAVLAFLGPARAEDLPQLRAAVLKIGTVTWELETIKAHGFDRAHGFELVLAPYADNGATRVAFEGGAAETM
VADWIWVARQRAAGRPYVAIPYSTAVGGLVVPANSDAETLADLAGGKIGIAGGPLDKSWLILRAYAQAEYGMDLEAATEQ
VFGAPPLIFKAGRSGDLQGAINFWHFLAKMRAGGMRELVSVSEASTALGLDPGTPLLAYVLDEDFIAAHPGIDRALYAAS
RDAKDLLATDDAAWDEIRPLMNAGTDAEFEALRADWRAGVPAPGNVAPEAADRLLRLMAELGGADLVGEATTLPEGTFAV
VE
>OLS43685.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MPDRIVVPLVSILGLFGLWAGAAALTADAQILPFPWALAEPLAEAIRSGELPYHLGRTLIRVAWAFCLAMALGLALGLAM
GRLPRLDRWLDPWLVVFLNLPALVLIVLCYLWIGLTETAAIVAVTLNKIPQVTTVIREGARALSPDLDAMAQVYRMPGLA
RLRHVVLPQLAPFIVAAARSGIAVIWKIVLVVEFLGRSDGIGFQIHLYFQLFDVTMVLVYALSFVVVMLAVEWLFLQPWE
RRIRRWRAA
>OLS43686.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MIQVCLLSKRFGAAEVLGRIELEVAAGETVALLGPSGIGKSTLLRIVAGLDPDFEGRVQCPERIAMVFQEPTLLPWRTAL
QNLRLVHPGLGRADAQDMLARVGLTDKGRAYPAQLSLGQQRRLALARAFAGRPQALVLDEPFASLDPETAEAMLALTERL
IAEARPATLLVTHARAEAERLASRIHVLVGQPAVLREGA
>OLS43687.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MAEALRLEHVSLSYGARQALDDVSFSVAPGRFCALLGPNGAGKSTLFGLMTRLLVTRSGRIEIAGHDVARAPRKALARIG
VVFQQPTLDLDLTVARNMRYFAALHGLSGRAAAIRIDAALDRLAMRERAGEKARALNGGHRRRMEIARALVHEPDLLLLD
EPTVGLDAMSRKAITAHVHDLAEDGLSVLWATHLVDEIGPGDDVVVLHRGRVLRQALASDIAGPAGLAEAFLEMTAEGGG
A
>OLS43688.1 multidrug ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSGWLSALRAIVAREALRFLHQRGRFLSALVRPLVWLVVFAAGFRAALGLSIIPPYQTYITYEVYIVPGLCGMIQLFNGM
QSSLSLVYDREMGSMRLLMTSPLPRWWLLFCKLTAGVAVSILQVYAFLAIAAGFGIVLPLAGYLWAFPALVLSGLMLGAL
GLFISSTVRQLENFAGVMNFVIFPMFFLSTALYPLWKMAESSRLLRDICALNPFTHAVELIRFALYQSLNGWALLWVASG
FLVFFLLALWGYDPARSRPGRD
>OLS43689.1 pyrroloquinoline quinone biosynthesis protein PqqE [Rhodovulum sulfidophilum]AB26
MSVPPPIAMLAELTHRCPLACPYCSNPLELTRKDSELDTAAWADIFRQAADLGVLQLHLSGGEPATRRDLTDLVAEARAA
GLYTNLITSGIGLTEKRLRALDAAGLDHIQLSLQGTDAAMADRIGGYRGGFERKLEIARLIGQIGFPLTLNAVLHRQNLH
QLPRAIEMAVEMGARRIELATVQFHGWALKNREALMPTRAQARAADAAVAEARARLKGVLVIDYVRADYHSDYPKRCMGG
WGTTGLNVTPEGTVLPCHAAQTIPGLVFDSLRDRPLAGIWYEGAAFAAYRGTGWMREPCSGCARKTVDFGGCRCQAMALA
GDPAAADPVCIKSPHHAALLARAEAFAATEAPEILWRAAAG
>OLS43690.1 pyrroloquinoline quinone biosynthesis protein PqqD [Rhodovulum sulfidophilum]AB26
MIGPEDIPVLPRGVRLHRDRVRGGWVLLAPERTLALDETGRAILAEIDGIRSFAAIAAALATAYDAPEAEIAADSQGFLG
ALLDRRFLEIRQ
>OLS43691.1 pyrroloquinoline quinone biosynthesis protein C [Rhodovulum sulfidophilum]AB26
MNTPATREVFEARLRRIGAERYHDLHPFHGLLHGGQCSPDQVRAWVINRYYYQSRIPMKDAAFLSRVEDPALRRAWRSRI
EDHDGSEGNEGGIARWLRLASAVGLDPDYVASCAGVLPATRFAVDAYVRFVRERSLLEAVASSLTELFAPKIHAERIEGL
LRNYAFADDSSLSYFRKRLTEAPKDVAFGLAWVLDHADTADRQDAAANALIFKTDVLWSQLDALHSAYVAPARIPPGAWR
PGEGLALARAS
>OLS43692.1 pyrroloquinoline quinone biosynthesis protein PqqB [Rhodovulum sulfidophilum]AB26
MALRARILGAAAGGGLPQWNCGCPNCRAARAGRVAAQTQSSLAVTGNGRDWAVLNASPDIRQQLTHCPPLHPTGLRDVPL
RSVLVTNGDIDHVAGLLTLREMQPFALIATAAIHKVLDANPIFGALKPGLVRRQTVALGRPFALAPGLTAELFPVPGKVA
LYLEGDTVETDLVGEQTVGVRLEAGGTEAFYIPGCAAIPPDLAARLTGAALVFFDGTLWRDDEMIRAGLGEKTGRRMGHI
SMSGPEGSIRAFAGLGVGQKVFVHMNNTNPVLDPASPERAEAEAAGWIVGQDGLEIVP
>OLS43693.1 coenzyme PQQ precursor peptide PqqA [Rhodovulum sulfidophilum]AB26
MSWKTPVIREIECGMEINMYGPDSGEDDGVLF
>OLS43694.1 two-component system response regulator [Rhodovulum sulfidophilum]AB26
MTVSPRPFVLIVDDDPEITSALARGLALHGYDAVCAHRADEAQAQLGAARFAAAIVDVRIGADSGIALVRALRAAGNRTP
VVMLSALSEVEDRAAGLDAGADDYIAKPFSFDELVTRLKVQERRAAGARRDPVPRLDPATRSLHGPEGSVALTEREFALL
ECLWTHRGHVLPRAALFDRLWAREGTSSENVVDVYIGYLRRKLAPAAAYGLEIKTLRNRGFVLQLTSD
>OLS43695.1 histidine kinase [Rhodovulum sulfidophilum]AB26
MIGLVALLSSALTVVGMDRVGDRIAASLQAERRLARYAVLSTEASTFLVVAAEAIQSGLPPEARAARLSPAAADLDRTFD
LMRADLAAAVDEAAALGLAEQSRRASQGIAIARMEALFRTARAGLASDTRDRERLQGVLNGFAHAFDPLLNEAVGDEIRT
RDAILTRIAALRRSLTGLALAVAALAALMVGGFYLGLLRPQFDRLDRVRQATRRIGAGDFAPDLPERTADEIGQLFAETN
RAATALARDRARLNDTIRARTEDLRAANAALARIDADRRRFFADISHELRTPLTVILMEAELGLKGAAAPQDAFATIQAR
AQRLSRRIDDLLRVARSESGRIELCPEPMDLRIALAEALAETRAELEAAGLEVTVVPGSALRATGDPNWVRQVIAGLARN
VLRHAREGGRVAFSVGPEAGYGCVRVVDNGPGIPQKDRARVLERFGRGSAAPPGEGFGIGLALARWVLEQQGGHIAIESP
VPDGFRLGTAPGTLVGAYVPLVD
>OLS43696.1 hypothetical protein BV509_04675 [Rhodovulum sulfidophilum]AB26
MVELLFVACMSLSQTNCEERSLILTDVSPMTCMMGAQPELAKWVRDHPNWTVSRWQCRYLNRTERKA
>OLS43697.1 S49 family peptidase [Rhodovulum sulfidophilum]AB26
MKRWLPFVKSDPLVSVVRLSGTIAASARGNTLSDAALAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARVRRLAEE
RNTPVISFVEDVAASGGYWLACAGDEIWLDASSIAGSIGVIYAGFGFQDLIARYGVERRVHTAGESKSFLDPFKPEKPED
VARLIQLQEPIHEAFKAHVRARRGDRLKTDRDLFTGDVWVGQQAVEVGLADGIGHLVPKMKERFGDKVRFALHAPRRGLL
SRLGAPGVAAVVDEVEARLLWSRYGL
>OLS43698.1 hypothetical protein BV509_04685 [Rhodovulum sulfidophilum]AB26
MLLKVALLFLVGMAVLGMFGKLRLPRPRGGARALGRRRPVRCPQCGRFRIGSGPCPCGKG
>OLS43699.1 sodium:proton exchanger [Rhodovulum sulfidophilum]AB26
MASDLLNAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDNSPGIAMGNVVGSNIAN
VLLVLGIPALMTGIRTDECDTRRTYALMVGSTLFFLFVCMIGPITWIHGIGLMLALGFVLVDAFLSARNHRREAAVAAEA
ARCTASDETEEVEGADPSLGWFKIGMFLVLGLLGLPLGADLLVDASISIAQEIGVSDTVIGLTLVAVGTSLPELATTVMA
ALRRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWIMLGAALLLTPFVVWKLALGRAWGALFFLLYAAY
AGVLLL
>OLS43700.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MTGRALVTGGAPGVVVALAVHLAREGHDVALHCAGDPEAAARTVAEIRALGRVAVALDADLLDEAAASALVPRAAEALGG
PMTVLTTAASVFEHDTFSTATRQSWDRHIGANLRAPFVLMQTFAAQAPEAGRDAAGEALSEGLVVNVIDRQVLGPTPDFL
TYTLAETGLWALTRTAAQALAPAIRVNAIAVGEALRGTRCADAPYAAFRASTTPVTGRGSEPKGLAGCGDAAAALGYLLA
AKAVTGQVICVGDGHFSG
>OLS43701.1 excinuclease ABC subunit C [Rhodovulum sulfidophilum]AB26
MTPTADPDTAPRPRGHACVQSYLATLDNSPGVYRMLDSESRVLYVGKARNLRKRVSNYAKPSGHSGRISRMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHAFPQIRKHRGARTEKGAYFGPFASAGAVNRTLNQLQK
VFLLRNCTDSVFESRSRPCLLFQIKRCSGPCVGRISEADYAAAVRDAEDFLKGKSSGLQEALAAEMQQASDAMEFERAAG
LRDRIRALTQVQSAQGINPRGVAEADVVALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEAPELLQGFLGQFYDNK
EPPRLILLSHDIEDRDLMAEALSQKAGRRVELSVPQRGEKAELVENATRNARESLGRRMAESAAQGKLLAGLAEAFALDA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRASETWPDL
LLIDGGAGQVGAVAEIMADLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEIPGVGATRKRALLTHFGSAKAVGRAGLADLKAVEGISDSLAETIYGFFHERG
>OLS43702.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB26
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFVGASVTDWVDGYVARRWQLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMIAISVLIAHGILPHAAIEGLGTALL
LAAAALTLITGADYFAKSWPYLRDEQAR
>OLS43703.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB26
MDIRVQAAPFDFGAEAGAFARGRRDAGAIVTFAGIVRDDGGLARMVLEHYPGMTERALETIAAEATRRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGADGAAWVAAKDADETALDRWAQD
>OLS43704.1 phosphoenolpyruvate carboxykinase (ATP) [Rhodovulum sulfidophilum]AB26
MEFGRVNPNQRLETQGIEGLNKVFYNLLEPALVEEALKRNEGTLGQGGSFLVTTGVHTGRSPKDKHVVRTPDVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPALEQLDSFVPEFTIINC
PSFKADPERHGCRTKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLSPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLDYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAHGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAV
HDVPEVLLDPRRTWADPEAYDAQAQKLVRMFSENFAQYLPFIDEDVKEAAIG
>OLS43705.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFSKRMPDMAVFDIKMPRMDGMDLLQRVRQKSSMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPTPEESKSMVRGQLAMDPLRHSVTWKGMDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDSDFSAIETLYGIGYRYNEE
>OLS43706.1 histidine kinase [Rhodovulum sulfidophilum]AB26
MRDSKRMAVDEAGFGDDPYGWVGGREIDRRRSPLPSRSLISLNRSPLARRIIAANLIAQIVLISGVLYLNPARDSLLSLR
ESGMVAETKLIADVFEAQIPQGAAVDLATSDGLDVGATLDALELAPGAEVYVFDTTRGLVGRATGVKRADWPVDGYEDDG
RITMITDALYRVWETILSLSGSDRLAPDTVDPRVQLKDQVAATLTEGPQLQTGVDAENRTTFTVTTPILQDGRVVGVVAM
VSASGEIDWLVRIEREQVLQVFVIAILVSIGLSLVLASTIANPLSELAAAAEIGQDRNARSMSPGRVRIPDLSARPDEIG
RLSAALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASR
LDSELVKEEETTVDLVRLLRGLADHLGQQARERGIDFIADLPPDPIQIQGLEARLAQVFVNLITNAISFCETGDAVRIWA
RKRDNRVLVVVEDTGPGIPEQALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHGGVIWAENIRPTEADLTSEQLGA
RFVVGLPI
>OLS43707.1 hypothetical protein BV509_04735 [Rhodovulum sulfidophilum]AB26
MPAPETCILHASTVVHRGRAVLIRGASGSGKSALALQLMALGATLVADDRTVLTRSPEGLVASSPEAIRGLIEARGVGLL
RTETVASAPVVLAVDLDMAETERMPPPREIEILGMPLPLLRRVDRPYFPAAILHCLIAGPRF
>OLS43708.1 RNase adaptor protein RapZ [Rhodovulum sulfidophilum]AB26
MSNAAETDPGPRPQRIVLVTGASGAGRSTALNVLEDLGFEAIDNLPISLIPRLLDGPMPGPSLALGVDIRTRDFSARALA
DLIRALAAAPGLEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGLDMAFDCRFLRNPYWNPTLRALDGRDPAVVAHVADDPRFTAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAVAEAVAKRLAATEWQVSIRHRELERRAQGAPARRAGTGA
>OLS43709.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB26
MIGIVIVAHGGLAREYLAAVEHVVGPQPGVRAISIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRRILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>OLS43710.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB26
MTSNSVIRVFEIVNEKGLHARASAKFVECVEEHDASAEVFRDGMSASGDSIMGLLMLAASKGTSIEVATRGPEAAKLADA
LERLVANRFGEDM
>OLS43711.1 hypothetical protein BV509_04765 [Rhodovulum sulfidophilum]AB26
MSFDNMGSGSLAYFPCRYGNSRLLFRGPKRSLDQPYCAVVGGTETYGKFVPKPFPALIEEATGLQMVNLGCVNAGIDVFL
NDVSLMDVVAGAKVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSAFEIV
VAELQMAWQARMRKLAGRIPGDKILLWLPSRAPEGDQPSDGLGLDPLFVTQHMLDTVRSYFTRVIEFEPSPEALAPGTEG
MVHGEMDQAAAASLPGPAVHEELAEVLTVALHELRAL
>OLS43712.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]AB26
MAVLLLAEVTGGELQLDATAKAVTAARALGEVTALCVGAHAKAAGEAAAKIDGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGDYDHIAAPATTDAKNIMPRVAALLDVMIITDVVGVVDADTFDRPIYAGNAIQTVTSSDAKKVLTIRTSTFEAAGEGAG
APVSDVAAAGNPALSEWVSDTAAKSDRPELTSAGVIVSGGRGVGSEENFKLIEDLADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPELVSKL
>OLS43713.1 electron transfer flavoprotein subunit beta [Rhodovulum sulfidophilum]AB26
MKVLVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILIVAAEDIHHDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLAALLGWSQGTFASGLEIDGDAAEVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKQLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVKVGSVD
ELIAKLKDEAGVL
>OLS43714.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MARSVLITGCSSGIGHDAAHALAARGWRVFATCRKDADCARLRGEGLESFPLDYASEESLAAAVDEALSRTGGTLDALYN
NGAFGCPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDTL
RLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWTASARADQYRTSLLQRLYEDRGRDRFELPPSAVSRKLVHALEA
RHPRPRYFVTTPTYLMNIARRVLPTPALDWLIDKG
>OLS43715.1 hypothetical protein BV509_04785 [Rhodovulum sulfidophilum]AB26
MKLFAPIALGTALVLAALPDPALAQNQSMSAGTQAGSHGTLRATPASGPRVSVGTGFAIIDMGTESRSFCCDGCSSDPGG
PGGVSCSGCTEVGPVSCSGTLVTCADDLSGCPVE
>OLS43716.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB26
MSDATDTPKMDAVSEPLRRAIGDRYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLSATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
VVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKSPEAHDDTLLQFVPGPDFPTGGVIVEPRDSIAQAYRT
GRGSFRLRAQWAVEDLGRGQWQIVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNIDPEVL
MGTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRRAVLIRRSEHRLDKIDHRLEVLEGLLIAFLNLDRVID
IIRYDDEPKAALMAEDWARPRAKAMSDRDYVSPLPADGPGALTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
RDLLDHEDLQWKRIADELREVRKNFGAKAPGGARRTRFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFVIPAETTDKLILFGANGRFYTLPVAQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFVVGADEVLAQTRAGKQALNVKAPVVARVCVAVSGDHVACVGQNRKVLVFPLEELPEMTRGKGVRLQKYKDGGLVDATT
FTLADGLSWRDPAGRTRTEADLSEWLGKRAGSGRMAPRGFPRDNRFT
>OLS43717.1 hypothetical protein BV509_04795 [Rhodovulum sulfidophilum]AB26
MSRPFTTLRSVLLVAALALVAACGAKDDLDEPPVPLGDFRLGYAIVVAKNAKDIPPSRQATAEEWETVLKEELERRFGRY
DGDKIYHLGIAVDGYALAVPGVPVVLAPKSMLVLSANLWDDAAGKKLNTESEQLSVGEGLNGATLIGTGLTRTKDEQMRA
LARNAAKRIERWLVEHREDWLNYDPDAAVTDVALAGVAAGSTADPLAAAAPASAGEIVTRPLDTAAGPLSSGPAAAPSPA
N
>OLS43718.1 hypothetical protein BV509_04805 [Rhodovulum sulfidophilum]AB26
MRWPGLAANAWSGRSKRSSQRNRANRARAAVRPQASSMSLAAWQAAVVPGPAVSGAKQPASASICTAIQGWRQ
>OLS43719.1 hypothetical protein BV509_04810 [Rhodovulum sulfidophilum]AB26
MLSRAEQAFYFWLARDWARDAGAIVDLGCFAGGSTAWLAEGRRQAGHCRPVLAGDRFTAPPEVRAQVLYAADIAPFEGTD
PLALVRRLLARRPVTLVPDEIRSAVRPGGPIEILTIDAVKAIDTADAIAGTFFPALLPGGAVVVQQDRFHWRQP
>OLS43720.1 hypothetical protein BV509_04820 [Rhodovulum sulfidophilum]AB26
MLLAMTTRAARQDLAKLGWENANAGRISYRRGKTGVEADLPILPELGAELARIPEPQTLFLPTQAGTAHTAAGFGNWFEA
RAAEAGTDVPSGNVHGLRKAGATRLAEHGVAEWEIAAFVAHENTRMAAVYVRKAPRTKLGTAALARLDDRKSHKGVSNLC
ERLDKSSQKDAP
>OLS43721.1 hypothetical protein BV509_04825 [Rhodovulum sulfidophilum]AB26
MTGLLLRFLGLVSVAPVVAVMLGAGLRDREAAAGRPMTRSSPIGAMVSSIMYRARWMPPSSFRSSTMAPARRTMAGSLEK
MVASHAQAEAAETERARDLDTIQSGGVFAGRTPELPT
>OLS43722.1 hypothetical protein BV509_04830 [Rhodovulum sulfidophilum]AB26
MDIVISSAGDGWEARFGDHRWRCAVGRGGIGEKRGEGDHISPEGCWPIRRILYRPDRVAAPPAPHLHCIAIAPGDGWCDA
PDHPEYNRPVRLPFPESHETLWREDALYDIVGVLGFNDDPVVAGAGSAIFLHVASPGYGPTEGCAALARDDLLELLSRID
GDTRLCFRKAD
>OLS43723.1 hypothetical protein BV509_04840, partial [Rhodovulum sulfidophilum]AB26
MIVQSTSQTPRTKSFGSSVFVRIAGVIALTTIIVAVLLTALSVRSTLQLVDKSVDRLMTEMTKGSAETLGGHIAFRNGAQ
IESELAKYVAGAGEELVRVQVSAADGSILAEAGGSATDQAGLQRQIDRAVESGTTAYSDDGLTIVEPVRYGKSGRVVGVV
AAVWSQEAMIGHFLADTGPAMALIAVLFVLLVVGTTILLRRMIGRPLDVVSEAMALVADGALDRQVPDTQRKDEIGVIAR
SLESLRGKLLDAKHAEAEREVDVADQKQAVELLGRGLTALASGDLTFLIEREFAGSRDKLRVDYNATVQTLNALMGAVVE
NATEISTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGHAEQSGLVVKEAIGAMS
EIKKSSDGINQIIGVI
>OLS43724.1 chemotaxis protein, partial [Rhodovulum sulfidophilum]AB26
MSVIVVGFSVYSGWQSSQRVDREVMELASEKAALVAQKVAVQVTEATSAGAALGGGLAGYLGTGHADRSDIIAMIEGIPA
QYDNIFGAWMAGIPGGGTNDLLTGEGGMNEDGVFAPWWHKGADGGLEFATFNVGADDGWFKVPTTTGKPSITEPYMGEGN
FMMTSVALPIRVGDEIVGIAGVDIGLGDLTAMLDDLSAFEGGKSLLVSQGGNWLTASDPSRLNKPYDDTGADVVSAALAD
GRMRVIRDMPDRATRLVYPFTAPGMNTTWAALVDVPAEVFAAPVRAEIARTMVSGALILAMALGTIYLASMAMVRRPLAR
MLAAVDELASGDYAKPVPGRERGDEIGAMARSVEALRQGLLDKDALEKGQERSRAEQASVVQSLAAGLKSLSEGDLTRSI
EETFGAEYEQLRQDFNATIDTLNALMGEIVENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAAD
GAAQVENVVREARGNAEQSGLVVKEAIGAMSE
>OLS43725.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB26
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFFVDWLIRSGLQLLLGFFG
>OLS43726.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB26
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEEEIEEVLVPTEEVIEVRRGKKVTTERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQILNRVEEGEAQPRSLITYEIGENVSVTDGPFEGFSGMVEEVDDDNQRLKVTVSIF
GRATPVELEFTQVSKGQL
>OLS43727.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB26
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYFL
KKAAGLKPVGKRNRPKGSEKPGREVAGSVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>OLS43728.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB26
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKDNASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAKAAGADIVGAEDLMETIQGGTIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVATAVQAAKGGE
VQFRVEKAGVIHAGIGKTSFDAGKLAENVRAFVDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSVDVTSATGN
>OLS43729.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB26
MDRAQKEKVVDELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASMATLLTGMTVL
AYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIVGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>OLS43730.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB26
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEQVSKAEAEDIKGKLEAAGAEVELK
>OLS43731.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB26
MAQSYVGQKRLRKYYGKIREVLEMPNLIEVQKSSYDLFLNSGEGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
RPKYDVEECQQRDMTFSAPLKVTLRLIVFDFDEDTGAKSVKDIKEQDVFMGDMPLMTANGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDLVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVTFRLER
NRGWVTKFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEARVTELMVPFEHIVGRYVAKDIINEDTGAIY
VEAGDELTWTVDKDGDVTGGTLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATTLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRRDDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVIDGQVTDEVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQKPLVKVGDTVLKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQAILERNIYARLKSMILGKVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVLNPLGVPSRMNVGQILETHMGWAARGLGLKIDDALGEYKRSGDLTPVREAMRLAYGEEAYEEILRDMDERS
LVESASTVVRGVPIATPVFDGAKEQDVNDALTRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDVEDEE
>OLS43732.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB26
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAEKLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQEAVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVLLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVDEVQHALDAGEVHLHARVKARIKQIDE
HGNEVYKRYDTTPGRIRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPHTKWEIVEGVRDQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVATAMMAEISAVRVDDAGAEMEPNSVY
MMSHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRSDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQEASQEGRIEFRNPN
LLTNAAGEHIVMGRNMQLVIVDDNDVERASFKLGYGTKVFVAEEARVKRGDKLFEWDPYTLPIIAEKAGRAKFVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQDIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEVDGYVRFGRDYKNKRRITIEPADDTLQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKSE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEAAVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIEARQADAVAAAALAAPMDPFGPLDDDDLGLVETPESREE
>OLS43733.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MTTLSDNMRGAVLMMISMAAFTFNDACMKAASDSVPFFQAVFLRGLGTSALLIVFGLATGGLRLRQPRRDQGRIALRTLA
EVGAAYFYITALFHAPLANVTAIIQAIPLAVTLAGAVFLGAPVGWRRWLAILVGFAGVLLIVRPGTDGFTLYSVYALISV
ACVTLRDLVTRGLSGAVPSTAVATSASLGVMLFAATGLAVSDARWLPIAPLAWAQLTGATLFLIFGYVTSVAAMRVGDVA
VVSPFRYTALLWALLLGAAVFGEWPSGLTILGASIVVATGVYTFHRERRLAIRQGPVPLRMR
>OLS43734.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB26
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>OLS43735.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB26
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSVAERIVYSALDRVETRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>OLS43736.1 translation elongation factor G [Rhodovulum sulfidophilum]AB26
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPSA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVTMEEWTWKGEDLGASWTRQEIRPELKDEADEWRSNLIELAVEQDDDAM
EAYLEGNEPDTETLHALIRKGTLALAFVPVTAGSAFKNKGVQPLLNAVIDYLPSPLDVPAYMGFLPDDETEERNIARHAA
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMKKGESILNSTKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDVSKPVVLETMTFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKAEVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGARLLEPIMKVEVVTPEEYTGGIIGDLT
SRRGMVQGQDTRGNANVINAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKFA
>OLS43737.1 translation elongation factor Tu [Rhodovulum sulfidophilum]AB26
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFKAYDQIDAAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFLNKVDQVDDAELLELVEMEVRELLSSYDFPG
DDIPIVAGSALAAMEGRDPEIGETKIKELMAAVDAYIPTPDRPIDQPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVQLPEGTEMVMPGDNLKFTVELIAPIAMEEKLRFAIREGGRTVGAGVVSTEMVMPGDNLKFT
VELIAPIAMEEKLRFAIREGGRTVGAGVVSKIIK
>OLS43738.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB26
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>OLS43739.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB26
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGAGSAKAKRVSAPMRGHFAKASVAPKRKL
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGVMKRHNFGGLRASHGVSVSHRSHGSTGQCQDPGRVFKGK
KMAGHLGSARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKPTPDNLVLPAALKSATAEAPAAEATAEGGE
E
>OLS43740.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB26
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLESAEMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>OLS43741.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB26
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>OLS43742.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB26
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKFDVVGTVER
IEYDPNRTAFIALIRYEDGEQAYILAPQRLGVGDKVVASKKADVKPGNAMPFTGMPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNLGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKATDKYILRSRHARKKGR
>OLS43743.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB26
MSRSVWKGPFVDSYVLKKAEKARESSRNEIIKIWSRRSTILPQFVGLTFGVYNGHKHIPVLVTEEMIGQKFGEYSPTRTY
YGHAADKKAKKR
>OLS43744.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB26
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRIAEDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGQPRARGRFGKIIKPFSELTIKVRQVEEQA
>OLS43745.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB26
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMREFIKDECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>OLS43746.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB26
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNETIAREALRLAAMKLPIKTRIVEREDW
>OLS43747.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB26
MNAQELRDKTPDQLRDALASLKKEAFNLRFQQATSALENTARIREVRRDVARVKTVLNEKAAKASE
>OLS43748.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB26
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDTVRIQECAPKSKTKRWEVVAQV
>OLS43749.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB26
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKNFMKIISLAPEVL
>OLS43750.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB26
MAAKLKKGDKVVLLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQTSQGGRMPKAMPIDLSNLAMVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>OLS43751.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB26
MLDAATYTPRLKALYRETIRGALKEEFAYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSRIAGQKAVITKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRVRDFRGVSGKSFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>OLS43752.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB26
MAKKSMVERELKRQRLVEKYAAKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>OLS43753.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB26
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRTFTATDDVTIAVEENAVSVTPRGTSKRARQQWGMSRTMVQNLVKGVT
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHEVNFEVPQGITVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>OLS43754.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB26
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGVTLAAASSLEKELGVIGKNNVEAAAKVGSAI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>OLS43755.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB26
MAERENRRDRRDREETPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSIGSQNPYNMIRATLDGLARESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>OLS43756.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB26
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVAKIPHLVEIIEERG
>OLS43757.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB26
MKLHELRDNDGAAKKAKRVGRGPGSGKGKTAGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKAYAVVNLGL
IQKFVDAGKLDGSAAITEDALIASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>OLS43758.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB26
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVLLAAFQAYGLAVSLEAGNLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLVMVVLVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFIPGIRPGKRTQDYLDYVVTRVLVLGSAYLALVCLLPEILRSQLAIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>OLS43759.1 adenylate kinase [Rhodovulum sulfidophilum]AB26
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLESGAGGGF
IFDGFPRTLAQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGSCGEVYNDLTRPIPADGKCTKCGGTEFKRR
ADDNETSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLAEIDEVSGAIKAILEA
>OLS43760.1 hypothetical protein BV509_05030 [Rhodovulum sulfidophilum]AB26
MKSSDTRSRPRVPARTAATAPRHAPSPVSATAPLDTLRGLAETSAPVQRLRALGPALQREVDTSSSPFLPTYGPNETPAW
KKETGIPKWALDELGGNEEVTLICSLKDGIIGSVYFPEGGRIRTTHGSGPEKEQTPERVTQQFNMDMSKARKIFKDGSPK
LLASLYDKTDATKTEEERKKVAAKAWDRAFKSWLSNQLVKTPKEKLPDWIEPVTGPDSAFDPTTGAPPKDRKLFEVFTTL
EGVVTGWHPSRGLAAKFQTSKKVVNVLNAAIEQIKGIKDPGERNQAFYAYIEPRIPEFAARIRKPDQV
>OLS43761.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB26
MARIAGVNIPTGKRVPIALTYIHGIGPTTADAICEAVGIDKTRRVNELSDAEVLSIREHIDANLTVEGDLRREVQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>OLS43762.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB26
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAIAWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAIGFNITSIRDVTPIAHNGCRPPKRRRV
>OLS43763.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB26
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGDISESAGIEVLNRDHVVCHLDDGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLTLKIETDGSVTPDDAVAFAARILQDQLSIFVNFDEPESAS
RESDDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>OLS43764.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB26
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAAARLKQDAHVAKLF
EVLGPRYAERNGGYVRVLKAGFRYGDMAPMAIVEFVDRDLDAKGLADRARLEAEETAED
>OLS43765.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MFEKSVFDRELRTLDALAPQGYNIGLHIRFTSPLLAFQTYAPEWLARYTEHGYLLRDPSVAWGFSTTGATRWSNDNIPDP
FGIFVDAARFGLKYGVTISWGPITSRTIASVARADREFEDSEIAQIEALVRRLHDMTEPPQELTKAQIDALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>OLS43766.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB26
MQTTTLSFENLHNHGELFANMLRARRDLFIERNKWDLPEAMGMEYDQYDTPASRWVVVHDDLGQVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSHLLHDEAPVGETVWESSRCFVTQKVPLHLRRPIYFNLVQELARAARSLGATQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFAANLH
>OLS43767.1 serine protease [Rhodovulum sulfidophilum]AB26
MTRFVTCLCLALTAAPLWAETRAPGSRAEIQLSFAPVVREAAPAVVNVFTSRTVADVPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFDAQVLLADEEADLAVLQLTGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAQTGARRFQRPWAGLAGQPVDAGLAEALGMDTPRGVVLNELHPESPFRAAGLGVGDVVLSLGGDPVNTP
QEMLFRLSAEGVGRQIEVSYLHQGDARPRTARVDLIAPPETPPRDPLTVRGQGVLAGLSVVNLNPAVLQENGLPSGLAGV
LVTDPGSVGGRVGLAPGDILLQINDRPIATTADVARAAREGGRSWYVEYLRGGRRSVLRFRV
>OLS43768.1 AAA family ATPase [Rhodovulum sulfidophilum]AB26
MADLFDQTPKTAPGRTGAGPRPLADRLRPRRLAEVIGQDHVLGPEAPLGVMLASGALSSLIFWGPPGVGKTTIARLLADE
TDLSFVQISAIFSGVADLKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAAL
LSRAQVLVLERLDPAHLELLAQRAEHEIGRPLPLTGEARDDLIAMADGDGRALLNLIEQVMAWKVTGPLAPADLARRLQK
RAAQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRITRMSIEDIGLADPQAQTICLDAWSVYER
LGSPEGELALAQAVIYLALAPKSNAGYSAYKAARQAAQKTGSEPPPKHILNAPTRLMKDQGYGAGYQYDHDAEDGFSGQN
YFPESMRRGVYYTPVERGFERELKRRLDYFSKLRDRRQDS
>OLS43769.1 protein CrcB [Rhodovulum sulfidophilum]AB26
MTGATLLQVALGGAIGSVGRYLSGVAMTSLLGRGFPWGTIFVNILGSFLMGVLIVVLAKKGGTPYAPFFQIGLLGGFTTF
SSFSLDALTLYERGQAELAMAYVAGSLILSLGAIALAFWLMRSVLA
>OLS43770.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB26
MSGVQTLTVAPGDGDQRLDRWFRRQFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEAGQKVRVPPLPDPGEVEAAPKPK
VSDADAEMIRSCVIFRDAHIIALNKPPGLPVQGGSGQVRHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAIAK
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSGGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAHLKLTAPL
PPHMKRTWDMLGWSEADVPTDPFEDLE
>OLS43771.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB26
MTARRLALFDVDGTLVDSQAHIAGAMAAAFAAEGLPLPPPHEVLGVVGLSLPLALAALAPDASAERLDRMVEAYRQQFFA
LRVGQAASPLFPGAREALALLAGVEGLELGIATGKSRRGLDAILKAHGLAGQFATRQVSDDHPSKPHPSMVLAALAETGV
APDRAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPADRLGAADAVVERFADLPAAVLALVGETA
>OLS43772.1 ATPase [Rhodovulum sulfidophilum]AB26
MTEWALKRFWTQAGIDAAEGGFAVLLDGRPVKTPAKMPLVVPTRAMAEAIALEWDAQDDQVAPLSMPVTRAANAAIDKVR
VQRAEVAELIAAYGESDLLCHRAENPPALAHRQAAAWDPLLAWAAEALGAPLTPTAGVIPMRQPAESLARLRARVAGFDP
FELTALHDLVGLSGSLVIGLAAAEAVETPERLWDLSRIDETWQEEQWGSDAEAAEVAAARRRDFLQARHFLDLSRASR
>OLS43773.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKKSVILGALTVAACAAGAAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNITYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPTAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELAAAPTTNPEINRLLGTEGTLGEMLGLPADWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>OLS43774.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTSYPDVPRETFRLRMLIFDTRYRSLTIQVVALIAFMLLVAWIVSNTVQNLANMGKPIDFGFLTGAAQYDINQTLIEYTN
RDSHLRAAFVGLLNTLLVAVLGCALATVLGVVIGVLRLSRNWLVARLMTVYVEMFRNVPVLLWIVFFMAILIETLPPPNA
FRGEDATASMLLGDSVALTNRGVYIPEPLFSRSLGDLPVFGAFNISLDLIAILAVLGAGLFVSARIRARADRVQNATGLR
PTTWYLRLGVVAVPVLVMLVALGFHLGYPELKGFNFRGGVYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQSEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMNQTGRELECVLMLMLVYLAISL
AISMGMNWYNTRVRLVER
>OLS43775.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSETHAHSAAFVRDAILPQEPPPTTSVGALGWLRQNLFSSWLNAILTVLSLALIGYVLAAILPWIFQSSWSAGSLAECRD
QIKAAYGPEASGACWAVIRERWLQLIFGFYPSELYWRPILGFALALAGMAPVLFTGLPRKMLYLSLAAPFVVPWLLWGGT
VWLPVSVALGFVLGYATQRIVAPLAGGLLGAVAAGLLPVLWWLLLAGPFATLLHQIGPLGIEPVSSRNFGGFMLSITIGL
TAIALSLPIGVLLALGRQSDLFILRAICVGFIELIRGVPLITLLFVASLLLNYFMPPGTNFDIILRVIIMVTLFASAYMA
EVIRGGLAALPKGQYEAADALGLDYWKAQRLVVMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIALMFFVFCFSMSRYSMYLERKLRTEHR
>OLS43776.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSDTAIDRSRLTVSDEVAIQILGMNKWYGAFHVLRDINMTINKGERIVVCGPSGSGKSTLIRCINRLEEHQSGKIIVDGI
ELTNDLKHIDQVRSEVGMVFQHFNLFPHLTILENCTLAPIWVRKVPRKEAVETAMYYLEKVKIPEQANKYPGQLSGGQQQ
RVAIARSLCMRPNIMLFDEPTSALDPEMIKEVLDTMIQLAEEGMTMICVTHEMGFARQVANRVIFMDQGQVVEQNEPEAF
FNNPRSERTKLFLSQILGH
>OLS43777.1 ferredoxin [Rhodovulum sulfidophilum]AB26
MAIITFSSPLMHKDKAVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVTYDNPDQKKAIMLTDKEKQKLKDLGK
LTQEEIEDAEVRDMPPRYRLACQFIARDEDVTVTFSGTPGGAD
>OLS43778.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB26
MRKQTAMNRDWIATARTLSEALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVVVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIVQAINDQGGKAVGLSGKDAGLIVCDQTDPALGFVGTPSEVNPLVL
RQLFEAGMIPVVAPLGAGREGETFNINGDTAAGAIAAALKADRLLLLTDVAGVKNAAGEVVTELTPDHIREMTASGVIAG
GMIPKTETALTAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>OLS43779.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDPRCPWPGGSENHIQIDLAEPAMTKRAIEVVRGKLADGKLHA
LVNNAGISPKTEEGGRLNTLDTDMRTWGQVFNVNFFASIVLARGLQDELAAAKGAIVNVTSIAGSRVHPFAGAAYATSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSDEASYVTGTEIEVNAG
QHV
>OLS43780.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB26
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPELCFAGRSNVGKSSLINALTGRKGLARASNTPGR
TQEINYFTLGDSHYLVDLPGYGYAEAPVKIVEKWQRLLKSYLAGRQTLRRAFVLIDARHGVKAVDDEIMKLLDGAAVTFQ
TVLTKADKVKAADRDAVLTQVRGALARHPAAFPEILLTSSEKGDGIATLRAVIEGIG
>OLS43781.1 molybdenum cofactor biosysynthesis protein [Rhodovulum sulfidophilum]AB26
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRAAKAPQLMAIGARLDEAAGH
VTLTHPARPDLTFSPDNGGAALIDWVRPLMPGDRAASARIVRAPGRGMTDSAFPSISLLGLASLEALSEKVGQSLSPLRF
RGNFWIEGLAPFAEFDWVGQKVRLGRAVIEVRERITRCLATAANPETGERDADTLGALQTGWGHKQFGVYAEVIEGGRVA
LGDAVEAL
>OLS43782.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB26
MDDQNKNLILATALSFLVILGWFLLFPPEQQTPSEEPAVATTTATDNGTTPDVAAAPPATPGTGAVATPETAAPSLASEA
PRLSIETPRLTGSISLLGGRIDRLSLKGYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGDLGYEDVPGANTLWTLDG
SDTLTVESPVSMHWDNGKGLTFHRTISIDENYMFTVAQSVENATGGAVRLAPYGIVARHGQPEGSRFYILHEGVVRQTDE
ELEEIKYKKMPDMDYVEREGANAEVTGVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVSGPDIYQVEARLPVVTVAAG
ATEGTSTMLFAGAKEWETIHHYQTDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVIIKA
VVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMALYKKEQVNPAAGCLPLFVQIPIFFSLYKVIFVTIELR
HAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFLAILSLGVLPILLGISMWLQQKLNPTPTDPTQAMVFAWLPWVFM
FMLGNFASGLVLYWICNNTITFIQQYAIMRIHGYHPDVLGNIRSSFRKKKPEPEHK
>OLS43783.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB26
MFDEPDDIHPLFYGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSFTLLAALHELKWRGLLPVELLA
CNLDQGQPGFPATVLPEFLTKMGVPHRIEYQDTYSIVMDKIPEGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFAQAMSYPVIPCNLCGSQDGLQRMQVKAMLDQWEAN
HPGRRQKMFRALMHVRPSHLLDPALFDFAALARPAAGTPGALPGEAPDP
>OLS43784.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB26
MSPLARLFALPIRAYRLVLSPWIGFNCRYQPTCSAYALEALERHGALRGGALALWRILRCNPWGGCGYDPVPPKPGEPPP
EG
>OLS43785.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB26
MTPPGMGGASDIPERSEASPAVSSCLTVLSKRADFLLAARARRQSAPAFTLQARRREEAPGGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARAELPQHGRPGWDYVLIGRPDATATRPFEALRADLRRALDRLHADAP
>OLS43786.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB26
MKRTYQPSNLVRKKRHGFRARMATKGGQKILNARRARGRKRLCA
>OLS43787.1 hypothetical protein BV509_05170 [Rhodovulum sulfidophilum]AB26
MTETTEMPQTRPARGRHLPLIAIAAVAAVGALTLRDQLDFEALAAHREALIALRDANYAGAALGFMLAYVAIVAFSLPGA
TVATLAGGFLFGVFPGVLFNVTAATLGAVLIFLAARWGLGDRLAARLDASEGRVAALREGLRENELSVLFLIRLVPAVPF
FVANLLPALVGVSAGRFAFTTFFGIMPGALVYTWVGAGLGEVFARGERPDLGIVFEPQVLGPLLGLAALAALPIVLRALR
RRR
>OLS43788.1 dihydrolipoamide dehydrogenase [Rhodovulum sulfidophilum]AB26
MAPTKTDLCIIGAGSAGLSLAAGAVQMGARVVLIEGHKMGGDCLNYGCVPSKALIAAAAQAQAMRAGGCGIAGAAPRIDH
AAVMAHVRSAIDAIAPHDSVERFEGLGVRVIRDWARFRSPRELEAGGETIRARRFVIATGSRPSIPPILGLDEVPFLTNE
TLFDLTERPERLLILGGGPIGIEMAQAHARLGVPVTVIEGRRALGREDPEAVALVLDRLRAEGAEILEGTELRRVTGQAG
AISAQTDAGPIEGSHLLVAAGRRPALDRLNLRAAGVETDAHGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGVVI
RPILFGLPARARTDHIPRVTYCDPELAQIGPTEAEARAAHGAAIDVVRADYAGNDRAVASGRRQGFVKVVVHRGRPLGAT
LVGAEAGELVAPWALAIASGQRMTAIAGMVAPYPTLGELNKRAAGAYFSPKLFENPWVKRGVRAIQRLLP
>OLS43789.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNIVLRR
DQARELVLSSPIPEPVYRSFDLREAGVFDLIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEVTMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRRVVRAMLVYAEAPEDNRRIIVPSARVRELNEAETALRALQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMELSDDPAVKRAAPKIVGAISRAVHLCEATLAFGRAQEPPPRLERLALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLLRVLTNLVRNARQAIVASGKPGEIGIRAEETEEDWIIKVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAIAMELVRGHGGALELRRSDASGTAFEIRLPKAAAALPGEGDLPG
>OLS43790.1 integrase [Rhodovulum sulfidophilum]AB26
MRPSLRRGVVSLTGIFVVRRRGKVYTYYRTKGQPLVPLPNLPHDHPDFLTAYAEARRAAPKQKGRPAGTVGALAEAAMRS
DAFKALSDVYRATLHRHFDTITKTAGDAPAKGLRPKHVQKNVIEAASPVDRLKAWRFLAGHGMAAALLDLDPTVGVRAPK
RRKTTGHPPWTPDEVDAYRERWPVGTVPRLAFELMHWTGARLSDAVHLGPGMVDRGGVLTFRQSKTRDPAYIPWTCPLPA
WAAKLAEDREKMHRAIEAASGGHMTYLATAHGQTRSSKALGTLIRESARMAGIEKSAHGLRKARAVALAEAGATTHQIAA
WTGHVSLKEVEHYTRATQRRAAVVGIEQEQNVANTSAQSEKRGEK
>OLS43791.1 DNA-binding protein [Rhodovulum sulfidophilum]AB26
MAITRDFAPRLMPAPQAAHYLGVSESTLRKLGIQTLPLRGKRLYDRFDLDAFADSLERGEESDREEGACDRAFGVAS
>OLS43792.1 hypothetical protein BV509_05200 [Rhodovulum sulfidophilum]AB26
MPETTPDRIEEIESLARHNCDELAGLTAELAELQARVEALEGGTAEAPPRPNCPRCGWIGAISREGGTDGDHA
>OLS43793.1 hypothetical protein BV509_05210 [Rhodovulum sulfidophilum]AB26
MADETTAPDTEPDWILKFTLRGGDTVEWIAAKAAVLGVLEELQKHESEFGKVGWLYFPRGAVNMTEVQAVTTSPKPSETK
PASRARIIWC
>OLS43794.1 hypothetical protein BV509_05215 [Rhodovulum sulfidophilum]AB26
MSLIDAIAPPPDALAAFVAEWQGAAPEVQLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAARNWMKAAT
RLCPFD
>OLS43795.1 hypothetical protein BV509_05220 [Rhodovulum sulfidophilum]AB26
MAAILAIAPQIADRLAAEAAAARIEAQTARIAAKSSARDGKPLLARAAFARAERLQGRASTLSALAEQARAGGAA
>OLS43796.1 hypothetical protein BV509_05225 [Rhodovulum sulfidophilum]AB26
MKTILTTAALALLAAPALAAVNATEDLSAIRQPSADAADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVEAADPESA
DPGEAEGDDSENAGL
>OLS43797.1 hypothetical protein BV509_05230 [Rhodovulum sulfidophilum]AB26
MEREAITMLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLGVPFSSLFFEPEDHDLD
NEIMEAIRCLPVSERSRILAVARAFSLDV
>OLS43798.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MRNSANAIAATISAPLGAWLGDIIGWRGAFALIVPVAVLALVWQRIHMPSLPPRGIRRANPLGLLSQPQVALGMASIFLL
FMGQFALFTYLRPYLEGVAGFSVPMLTGGFLALGLAGLAGTWAISRLLRTRLYGLLIAIPAVMAGLAGLMIASAQLPTAV
GALIVLWGFFGTAAPVGWGTWLARTLGPEAEAGGGLQVATIQLAIMGGAAAGGLLFDALGWQFTFVFSAALLGGSALCAM
LAWLNQRSSQ
>OLS43799.1 hypothetical protein BV509_05240 [Rhodovulum sulfidophilum]AB26
MTEGTNPTLNDLPDAGRRTLLMMTGAGLAAAGLVSIGAAPSRAQASGGWDKTFPRSENVAHEKVTFTNRYGITLTGDLYM
PADSGEAALPALAVAGPFGAVKEQSAGL
>OLS43800.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MTDNITGKVIVITGASSGLGEATARHLAAEGATIVLGARRVDRIEALAAELVAADRKAVAVATDVTDRAQVKNLVDTAVQ
QFGRVDVVLNNAGLMPLAPLERLKVDEWDRMIDVNIKGVLYGIAAALPHMQAQQSGHIINVSSVYGHVVDPGATVYCATK
HAVRAISEGLRKEAKPYNIRTTTISPGAVSTELLEHISEKDIQEGTKDFVSKIAIGPGTFARAVAFAINEPDDVDINEIL
FRPTLQPV
>OLS43801.1 hypothetical protein BV509_05250 [Rhodovulum sulfidophilum]AB26
MKTNLMIASVALLSALSAPVLAQEADSPIVGAWQMTSLEVASADGAYSTVPYSGMVIFTEGGTLSVQASDANPDAEDTTY
TMNGYEAYYGPVVVDDEAGTFTITVASSLVRALEGQSLVRNFEVTDDQLVLTPVDASEGWRVTYDRQ
>OLS43802.1 hypothetical protein BV509_05255 [Rhodovulum sulfidophilum]AB26
MTVDFTDHGIGTDDFPTKVHEIEPPLPAEGTDLGGQPGTGEIAHYVPNGNLGFYYGQLASYWPGVVSLGTFDGDPEIFAR
QTGPFPVTIEVAEE
>OLS43803.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MARTRAEDFERKQRNLLLDAARVFAEQGMEKASMAQIAAEAGVSKSLLYHYYPSKDALIFSIIETHLTELDDALAEADRP
DAAPEDRLRLLVRTVLEKYRGADDQHKVQLNAAAALSPDQRACLTEIERRIVRRFSAVLTEIRPELKGPGTMLMPVTMSL
FGMMNWVYMWFKEGGPISRDDYADLATRLMLGGLGNLD
>OLS43804.1 phenylacetate--CoA ligase [Rhodovulum sulfidophilum]AB26
MTDLTPTKDILDPIETASRDEIAALQFHRMKRTLKHAYENSAFYRKRFDDHGVHPEELHCLADLARFPFTTKSDLRDSYP
FGMFATPRENLVRIHASSGTTGKPTVVGYTQHDIDVWADLMARSIRASGGRKGDIAHVAYGYGLFTGGLGAHYGAERLGC
TVVPMSGGMTERQVTLIQDFRPSIIMVTPSYMLSILDEFRRQGIDPRASSLKVGIFGAEPWTNAMRREIEEAFDMHAVDI
YGLSEVMGPGVACECVESKDGLHIWEDHFYPEIIDPETGAVLPDGEMGELVFTTLTKEGLPMVRYRTRDLTRLLPGSVRS
MRRMEKITGRTDDMIILRGVNVFPTQIEEQILKCPGLAPHFQIELTRQGRMDAMTVHVECHASHGAAEARHASAGELAHH
IKSVIGVSTRIEVHDPEGVERSAGKARRVVDRRPKD
>OLS43805.1 phenylacetic acid degradation protein PaaD [Rhodovulum sulfidophilum]AB26
MEAPDMNPEKTPQDLAEACAAAMWNDDSAARRLDMRLEHIAPGQATLSMTLTEAMTNGHGIAHGGYIFTLADTAFAYACN
SYDAVTVAQHCAVTYLAPGHVGDRLTAAARELSRSGRSGLYDVRVTNQDGTAIAEFRGNSRTIRGHLLPRTDA
>OLS43806.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum sulfidophilum]AB26
MADSHSVLATLDRGVLRLVLNRPQKLNAFNEDMHRALRSQLDRAHEDAAVRAVLLTGAGRGFSAGQDLGDRDPRLGGPPP
DLGHTLETFYNPMLRRLRSLEKPVICAVNGVAAGAGANIALACDIVLAARSATFIQAFSKIGLVPDAGGSWSLTRILGEP
RAKALAMTAEPLPAETAAEWGLIWKAVEDEALMDEATALAERLAAGPTLGLGLTKRLIQTASGGSFDAQLDLERDAQRRA
GQSADYAEGVTAFLEKRAPVFRGQ
>OLS43807.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDALMQFVFSGVTVGAVYALVALGFTIIYNASDVVNFAQGEFVMLGGMITVFAHLAGLPLPLAALGAILATAALGVALNR
LAIEPARGAPVVSVIIITIGASILIRGAAQLIFDKQLHGLPSFSGDDPIRVLGATILPQSLWVIGGALAVFVGLWAFFTR
TLTGKAVLATSNNRTAAQLVGINTGWVMTLAFGLSAAIGALAGVLVTPITLVSYDVGVGLALKGFAAAMLGGMGNPKGAL
AGGILLGLFEALTAGYVSSHYKEAVAFIVILGVLFAMPQGLFGRAGTERV
>OLS43808.1 high-affinity branched-chain amino acid ABC transporter ATP-binding protein LivG [Rhodovulum sulfidophilum]AB26
MSLLSVEGLGIAFGGVRAVHDVGLTVAPGEIVSIIGPNGAGKTTLFNMISGVYLPGAGRVRLDGEDVTGMAPHLLARRGL
SRTFQNLQIFPAMSVLENAATGFHLRESGALMADLLALPGARRRSAGALAGARDLLARVGLDRAADREAGELSYGALKRL
EIARALATAPRLLLLDEPAAGCNAVETEEIDRLIAGMAQSGIAILLVEHDMKLVMRISTHIVVLDHGEKIAEGDPATVSR
NPDVIAAYLGAPAAEPEAAHADG
>OLS43809.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLTVENLRARYGRIEVLHGIDLTVNSGEIVTVVGANGAGKTTLLRCLSGIQPITDGRIVFRGETYVTTPAHKRLRHGLAH
SPEGRQIFTNLSVEENLRLGAFLYDDDRVARDMDEAFALFPVLREKRNLAAGGLSGGQQQMLAIARALMGRPACLLLDEP
SMGLAPLLVQQIFDVVTGLKALGVTVLLVEQNAFGALKVADRGYVMETGRIAMEGPAEALIADPRIREAYLGI
>OLS43810.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MSVLTIDREGEIAVAILDNPPVNAISAEVRCALWQAVETLDADPGIRAVVLVCAGRSFIAGADVKEFGQPPVAPHLPDLV
ARIEAAAKPWTAAIHGAALGGGLEIALGCRFRLIDAEARVGFPEVGLGIIPGASGTVRTPRLAGIEAAVEMVTSGKPVPA
PEALRLGLVDAMVTGDLRGAAVSYAASMTCGPLPEPVSARPVETRPDSYWSERRAQLEKAGEAAPLRALEAVRRATEVSF
DEAMAFERATFLALRDSPEAAALRHVFFAERAALRPAALKGVAPRGIASVGVVGGGTMGAGIAAALAMAGIPVTLIERDA
EAAARAHAAVSRIFEGAAARGKLTGAEAGALSGRLVCTDDYAALGHVDLAIEAVFEDLAVKRAVFDDLARVCRPDAILAT
NTSYLDPRRLAEGVPAPERLIGLHFFSPAHVMKLLEIVPLPGTAPEVLATAFDLARRLGKMPVRAGICEGFIGNRILKRY
RAAAEDLLAEGVPVAAVDAAMRGFGFRMGPFEAQDLGGLDIAFLQREAARAEGRDVPETLADILVRAGRKGQKTGGGWYD
YPEGGRMPVASDAVARLLADRIAGGEVPAPDAIAERLVGAMADEGATILAEGIADSAAEIDLVEIHGYGFPRSKGGPMHW
TGRG
>OLS43811.1 hypothetical protein BV509_05320 [Rhodovulum sulfidophilum]AB26
MEIRFSGSGGQGLLLSARILAAALTEAGLTVAQSNAYEPVSRGGLSRSDLVIGEAEADYPLARRLDVLLILDEAAATVST
GLLTPASLVLCDAERVTTPPQGPFRTLCLPFTETARTLGTPRVTNIVALGALTAQTSICPPEALLAAIVAQTPARFERLN
REAFAAGLAMGETEPA
>OLS43812.1 2-oxoacid:ferredoxin oxidoreductase subunit beta [Rhodovulum sulfidophilum]AB26
MKDTKTETAASFDVNDYLRQDRMPHFLCPGCGHGIALRALLWAVHEQGIPKDRLAVVSGIGCSGRLSAYIDANTFHTTHG
RPLTFATGLKLARPDLHVIVITGDGDCLAIGGNHLIHACRRNLDITCVMLNNEIYGMTGGQVSPMTAEGRFTTTTPEGNT
EPNFDACALAAAAGASFVGREVTAQVLALKTLLGQAIAHEGFSFVEVLSDCTEIYGRKNDLGASPEMMLAKKSAMRPYAY
RNTVDVPFRPNALRTGVLTRTDRPEYGAAWRAMAARIRNEED
>OLS43813.1 2-oxoglutarate synthase subunit alpha [Rhodovulum sulfidophilum]AB26
MTAPSLAAAPTALTGRRNLEGNEACALGAIRAGCRFFAGYPITPSSEVAETMARELPKVGGTFIQMEDEIASMGAVIGAS
MGGVTAMTATSGPGFSLKQENLGYACGAEIPCVIVNVMRGGPSTGMPTRPAQGDILQARWGTHGDHAVIVLAPASVGEAY
SETIRAVELSETLRVPVVVLLDEVIGHLTETVDLGAVAEAPGIARPFATGPREGFLPYAETADLVPPMPRPGDGYRSHCT
GLTHGPDGFPTQNPAVAAAALTRTTDKLVLHRARIESWREQATEDADLLIVAIGISARAARQAVKDLRAEGLKVGLFRPV
TLWPFPETPLREAVAAAGTRKVLVPEMNQGQLVLEVERVLAGRAEVTGLSRIDGETLTPDEIAGAAREALK
>OLS43814.1 pyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB26
MDKRNRTTNVLIVGVGGQGVIMVSKVLAQLCQEAGHDVKQSEVHGMAKRGGGVFSHVRFGPKVWSPTIPEGEVDILVALE
WAEGLRWIRHLKPETGTFIADCQKIVPPFACRSRKRGAEPAYAPQTPEEIIDQVHAGYVMDATGLAANLGNARAANTVLL
GALSTALDFPEAAWAQVIAATVPPKSVEINARAFTEGRAWALGGTKRIDVTASGLQKSRAEVHHPQVETVVEITADWCKG
CDICVKSCPERCLRLNDQLKAELALPELCTGCQLCSWLCPDMAISVTNTPVQEAAS
>OLS43815.1 indolepyruvate ferredoxin oxidoreductase subunit alpha [Rhodovulum sulfidophilum]AB26
MTHALRQGADEPLGAGQSRPMTGNEAIARGVWEAGARVAAAYPGTPSTEILESLAAYPAADIHAQWSTNEKTAMDVAIGA
SFAGTRAFTAMKHVGMNVAADALMSFSYIGVNGGLVVAVCDDPGIHSSQNEQDSRIYARFAHVPVLEPSDGQEALEFTRT
AFDLSEEYDCPVFVRSTTRLSHTRSAVTLGARQTPAARVFEDNPRKNVMIPAHARMRHGHVLAREARLREALSDSPLNRV
EPGDARVGIITSGIPYTYVKECLPDVSVLKLGVTWPLPDRLIREFCAGVERVIVVEELEPLIEDALKAMGIACEGKAFFP
REGEFSPEIVHDGLAKAGLMPARVHAAPFEFAPMVRPPVLCAGCPHVACFMALGAIDARVAGDIGCYTLAVVEPLKSMDT
CVSMGSSIANAVGMAKAGTETRPIVATIGDSTFLHSGIPPLIDAIYNDADITVFILDNHITAMTGGQDHPGTGRTLRGDP
APRVDFFALVKALGVRWVQKVDSYDTASMQRQLREAVAHKGVSVVISDRPCVLDPVRIKGPAMAVDQDSCIACQACMNLG
CPAITWAEGWHEGRHKVQIDPEACIGCSLCAQLCASHSIKPADIAEQV
>OLS43816.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB26
MKDVVEIVDVTLRDGIQNEKTLLDLDTKKRMLAAIIDAGATRIEVTSFVNPARVPQMADAEALCADLPREGLRHIGLALN
HRGFARALAAGLDEVNYAIVLSDTFSQRNQGMTTAEGIALWHRLAAETEGRVGTNVTLAAAFGCPFEGEVPVARMIEALE
KVMEAAPDELTLADTIGVATPRDIEDRVGAVRARFPDLPIRLHLHNTRNTGLANAWAGYCAGVRSFDASLGGVGGCPFAP
RATGNLPTEDLVYMFERSGIATGYDLDRAIAGAAALETALGHPVPGMLMKAGGFPATAVA
>OLS43817.1 formyl-CoA transferase [Rhodovulum sulfidophilum]AB26
MPSEETAARRGPLNDVRVLEMGQLLAGPFCGQLLADFGAEVIKCEQPGVGDPLRVWGQEKPYGKSLWWPIVARNKKSLTL
NLRTEEGQEIVRELIRSTDILIENFRPGTMERWNLGYEDLKKINPRLIMVRVTGFGQTGPYSRRAGYGAIGEAMGGLRYV
VGDPSTPPSRMGISIGDELAAVYACMGALMALHARERTGQGQVVDSAIYEAVLAMMESTVSEYHVAGYVRERTGATLPNV
SPSNVFETRDGKLLLIAANQDTVFRRLASAMGRPDLAEDPRYATHSARGTHMTELDALINDWTRTLDLKPLEETLHENGV
PCGLIYSAAEMLDDPHFKAREAIVELPHRDFGSIKMQNVAPRLSDTPGEIRHAGPELGEHTDDILLKDLGLSPDRLDRLR
AEGVI
>OLS43818.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKPYIIAALLAGSALAGTAGQALAEKTLRVTVQVAVDHPVGANVVTFKEALEDLSGGEIEVEIYDSAQLFKGSEVPKAVA
SGAIDMGVVLADEYSGTVPAAGIFSEPFLFPSYEVLAKAAAPESPVRQTFDRLIGETGTRVLWWQDYGPVQILSKGHPIR
TPADMKGKLVRALGKPVGDFIEAVGGTPVVMGGSEQFMAYQRGTVDIGMSGTTAVKSRKLYEVMDHVTMTNHSLAEFIVV
INPATYDGLSDQERAWVDEAAQRAEADLRAKTRQQNEEAAAWLVETGNATVTELTPDEIAQWQKASAPAIDIFIKDAGAT
GQQLVDDIRALY
>OLS43819.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTPVLIIVGLIALLLTGLPVAFGLASLGTLLIVLKGLPLALIPANLFGGVNDFVLIAVPLFLFMSNILLRGGVGRDLFVA
LQSWVGHFPGGLGIAALLSCGIFAAISGSSVTTAATVGTVAIPEMIRRGYGTSFTLGLLAAGGTLGILIPPSVPLIVYGV
IAEESIGKLFLAGIGPGLALILVFGIYAVFAATFGSRATRSEKATWAERLSASRRALPTALLAVLMLGGIYSGAFTPTEA
SGIGASAALLITVLQRSLSWQDFLAALRDSVMTTSVIFLIVVGAKIFGRAITLYQIPAEVAEMFSVAGDSRWVFLLIVSA
ILLFVGLFLESMSMLLIMVPVLLPTVLGFGIDPVWFGVYFVLLIEIALITPPVGLNLFVIQAIARTGIGTVIRGVTPFVL
LMLLIAVLMCALPGLALLIPYGL
>OLS43820.1 permease [Rhodovulum sulfidophilum]AB26
MIEPVLVVVLLIGLIGMGAPIFLALGASGLLGLWMARGPLAFFFAPTSIFGQLNSFELIALPLFILMGNLLSATPVGTNL
FRAAAIWLYWLRGGLAIATVGASALFGAVSGVSVAGVAAVGSIAVPQMLERGYSRGLAAGAVVSSGALAMLIPPSVPFII
YGAVSGVSVGALFVGGIVPGLALAGALALYIYIRVRRHPEQAPRESGPPPRPAEMLRALGGIWHALLLVVIVLGAIYKGI
ATPSEAAAFGAAGAFLIAALVFRTLSLRSLGQILASSVKVSCTILLIIGCAKIFGDYLNLVRVPEIVTERLTATSLPNWA
ILVVLMLALVLLGMLVDAVSLIVVTTPILLPLIVALGYDPLWFGIILVMNLEIAVVTPPVGLNLYALRGVCPMLSVEEIV
RAVLPFVAVQFVMLMIFVLFPGLSLWLPGLL
>OLS43821.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTQTRRTFLKTGTALMGAGALLGATGGPALAATRLTGVSYLPPSYRALSFGSAGFVERLNASDAVDVDYYDSGKLLKADE
QLAALRAGTIDFMFHTTSYITRSVPILGITGLPGVVEALYENPERLRKGSPLFDLINEELAREDLYMVSMMGNVLEPEYL
WSSAGAPIRSIADVKGKKVRVVSFEGTKVVEGFDGAAVRLPSSELYLGLQRGTVDAAVANISTIIGRSLQEQLHHVYRLP
ITGFGIGLFVTPQRWEKMGDEVRAAFETAADWFDANGAKEANEVIYRDDYWPAIEAAGIEVIDPTGEDLAALDAAAEEVR
AAWIADVGEETGHRGIALATGQAG
>OLS43822.1 hypothetical protein BV509_05390 [Rhodovulum sulfidophilum]AB26
MRDAYNGSEAVISNLSGLVTALRLAAEGLPGSTGGAPEWDAFHAILRPAERRAEHLTEVRGKEWAALTRFGARSEGDREE
VLDLLIAARRASGRSLDFWADPT
>OLS43823.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB26
MTRAYLGVETSATGRRWVGPSEEEARQAEALAQTALLSPAVAAVLARRGVAPEAVPAFLDPTLKDLLPDPLSLRDMGRAA
ERLLEALIGRQRIAVFADYDVDGGASAALLLTWLRAMGHGATLYIPDRIDEGYGPNVPAMQALARDHDLIVCVDCGTLSH
EPIAAAGGTDVLVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEVNRQMRERGLRGPDLLQSLDLVAL
ATVADVAPLTGVNRALVRQGLKIMARRQRPGLVALADVARMNSAPTPYHLGFLLGPRVNAGGRIGQADLGARLLATADPD
EAAALAERLDQLNTERREIEAAVRAAALDQAEARGTEGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIHRLAAEGLLVKGGGHRMAAGLTVARDRLEPAMVRLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFADCAIQHVRRVGESHLKISFGDGLGARIGAIAFGAFDGPLGPFLEGHGGARVHLAGRL
EVNIWNGRQSVQLRLEDAALAD
>OLS43824.1 fructose-bisphosphatase, class II [Rhodovulum sulfidophilum]AB26
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGTGDGPAVDIALDPLEGTTLTAKDMPNALAVIAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPSERVKVLAKAK
GGRTEDITVCILERPRHEDLIAEVRSTGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVQADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>OLS43825.1 DUF159 family protein [Rhodovulum sulfidophilum]AB26
MCGRFAITMPTEAMAELFGAVPGNDLPGGPDYNICPTDTVAAVTSAEGLRRLRPMRWGFLPHWYKTPTDGPLLINARADS
VAQKPAFAAAARQRRCLIPAAGFYEWQNGPQDARLPWYIARSDGAPLAFAAIWQDWERDGHSLTTCAIVTTEANRAMQPV
HHRMPVILDPDDWPLWLGEAGHGAAALMRPADDGVLSLHRVGTAVNSNRTDGPELIEPLEA
>OLS43826.1 hypothetical protein BV509_05420 [Rhodovulum sulfidophilum]AB26
MTDPARRAIAHAALSGPFAPARFLYAATDAASRAEALGQLAPLCHEVVRDGDILWTMHTAERTQTLKALVRQPDLLARLW
RKRPPLKDDAFGHALKACLTGTGPLDADALCPEGDDRQPRLRAAISAAILAQALVPADRRAEVRAFEMGLYRRSLELAEA
ARRKLVLPRALSGRTDERTAALAFMTGAAAPAPAETLAGDPGRLARVMLITGSPGMGKSAFLADLRPRLDGLVPPRWVIS
FDFDKTTLAHGGPVAWTEEVTRQIGMQAPDLAGPLSAARGNRALERQSMTGEATISAADLLLEDTRAILTEAGPRPFAVV
LDTIEEITAQDMRDAFAESPTFTLFYRLLAWLDRLASLAGEGPGAVTAIASGRTAPPVDDRLRALWFDAWLDLAALAAED
ARELLALRCPELPEPARAALVAAVGGHPLHLLLTGRHLDGLAAKDRARVIEDLGREGLAGMPAETVLRTLYSRFLDRLRV
RGLPEGLDRDAIKALAHPGLLLREVTEPLLAEVIAPAVGVDLSPPGHAAAAFRALGEQVWLVSTEPGGTRIRHRRDVRRV
MLPMMLSRPEPSHLRVLDAAIARHQADGLPDEAAYLQALKGDTDWLRAHPERAGAVLSLAGEDLEVMRLSVRALLKHFAP
QAGALSRAEIDALPPDLAREAREAENLRSMRQTGARAMPPPRASAPPDLHEASEFVVVNRRRDIRHPPMQNLFPPEDAAA
AADPLPRLADWIDPDSDGGAVLNDRRLQDAMELAFDEADFEQVSAMGWDALARVGQWPDLTRPLPVETPWQDHWLWRLTL
TGMIVPPPSGWREIGPFGLIASGEVDAKLIAAEGVDLGAAFYDFDALCQDRPLGLPEVETSPMLQSPSGLRLVRVLTGAT
LGRAMLRAATRTDKSFLAVPAHLPLLARDLLDWLARSSDVPRLVSGLVEGHPGKPDFAALAEALAADPGRVESEAERIFA
GAAFAPGDTEIRALVRLDGPVPAPVLRLIARGQTPELHRAVAAALLNRLPRARAAACFEPVAAAAPVWPKRAARSLEELV
APRTSEFDRHDRALELIRYADICGLLPQLVTEMAARGPASQLKALKALFDEMDRRWTWPGETG
>OLS43827.1 hypothetical protein BV509_05425 [Rhodovulum sulfidophilum]AB26
MPDAIPTAAIMRLARGLRVSRSVFETAFDEIGARHRAPSFMQLAETRNQIDPLPAGAERDRMDFAAAMERANADGWLVAF
VFQKFSDLSAGVSDDARPELQSMVNAHQHFAAALDVTTGTMNALRRCCLILSERPDPNSPGKTIADELGSGFLIGPHLVL
TNHHVVAGLLDPVTGTPKPDAVPLVRFDYHMGQRELVPPVNIRGSPDWLFAASPSVPGASAETAAALAGHLDYAILRLDG
RPGHARGHYDIAAAPAPPAVGVGLELWQFPKGQPMKVVGNVRAPAPQGLGIDADPMPPRIHYLMNALHGSSGGLVLDGEK
RPVAMHDAGFEAGALGGDRVNRAIPLALIARHAGAALTAELVRTPPRLYWSPGRALPILGRTQLQEHIHRAIDGRARIIA
VLTGPDQTGARRPRIGRSFTHRVLSACLPPDRHHVLLIETSQIDPDPFVTARRIVGLMGPEARVELPGASGETTLDADAT
GVLVDRTVQALLTAAPGKTVWLMIDDIDADPIGTQWGASDYLVALYRRAVSEPRLRIVLAGLPKRLEGLGDLQDATLVEY
LAAPPGPAELNAWIEGVLTRDMPPDEFSPRLAALLRDLAEAGLAAGDDMVPPGCPTEALARLLTRHAQKAFLGTGGAP
>OLS43828.1 hypothetical protein BV509_05430 [Rhodovulum sulfidophilum]AB26
MTLELLVAAQSVAAPEAEPGLPPDRLRFTLEYASPPDCDAQRTRLAGMLGGDHFSLEPLDPLLPQFLVLQFPGVRRRVSP
EALFDAADTLVEEMQLVSAVPDIRASFVGAPEDPERVESVADAFLTLTCWVAKDEALPDDWAVSAINVKPVWARGITGQG
VLVAQPDTGVADHPELAGALDLGHAWNTLTGTADPTDPLSTAMGNPGHGTATSSTVASRAPGRVFGAAPGAKVAPIRCLD
AVVLGLDPTPVARAILHAVHAGADVISMSLGGALYSPALAAALKTAARAGIVIVSAAGNCVQPIVVYPARDPNVVGMAGT
NHLDKPWKGTSRGRQVAAAAPAENVRVARRKPGDNGQGTTEPSQGTSFATALTAGVAALWVQHLGRQRVRDEAARIGITV
TDLFRTALKATARRPAGWPQGMGAGIVDADALLRLDLSRISPLAAPESAPPPDDDAILAALEDSYDAIEMGDGDWPRVGT
EAVYLLNDAWLRENRAAGVAVETTASPRPSAGLVRHMPEPVMRGLAARSDAGAFTPPLIAATGPSAQYAKLLAAGQPGTA
ESSANLTEHEARARLAGEGAGRLMARTRASLDRLQATGLGDRDAQARMLEGAEEVIRMAAENRLDELDLPGRITLEALVR
IQDRPAFRVIDGSVDTDDPLAGDWAPFLGLVVDLPDWTRSVGRIDLDGTHIGTGFLIGGGRVMTNRHVLEACADELAGPG
GSLWRLGRGAVTIDFSETADGSQRHALTGVVMAGPDPINGVERLGHLDMALLSLDATAPGLPRALPLARQMDEAADMVVI
GYPARPGRSAFVDPATGAVSREIGNRLREIFGTDYGRKYVAPGRVIQGPGMLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPSVAGLHFSGAPLTANKAHALGRVDQSPLGPITGAAWI
>OLS43829.1 hsp70 family protein [Rhodovulum sulfidophilum]AB26
MSAPLASAPLAIDFGTSNSAAAMLAGGQVRRLAIEPGAETLPTAVFFPEDRSAMRIGSAAAEALIAGEEGRYMRALKSVL
GTPLFHEARPIGGKRRTLAEIVTGFLAELKARAEADAGIRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFHAVD
FRFEPEAAALAARADARADELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRR
SLGEGLLPVPKAIYVDLSTWAMIPFLYTRETERAVADMERHAVDAAAMGRLGHVIGARLGHELAFAVEAGKIAANGGGAA
ARIEMGRIERGLGAPITAGSLNAALAPCREPLRMAIYETLMLAQARPDQIGAVVLVGGSSLMGLVEAEARAVCPGAALRR
SEAFTAVVDGLALATAEA
>OLS43830.1 hypothetical protein BV509_05440 [Rhodovulum sulfidophilum]AB26
MPELASTGSGLVLTAIVDGPLSGGLPKAIELYAIEDISDLSVYGLGSANNGGGTDGQEFVFPPVSVQAGSYLHVATESTG
FAAFFGFAPDFVAPSAASINGDDAIELFLNGTVVDTFGTPDASGSGTVWDYRDGWAARNPGTGPSPVFKPADWTFSGADA
LDDATANATAAAPVPLAGYGGAAQALVINEVLGSTTGTDVEYVELYGAPGQSLAGLSLIVVESDAQSDNGHIDARIDFGA
GDALGTNGFFLVGTASVAQVYGVTPDLVIATNTIENSSYTLVLVETASLSGDSVTGAETVIDSLGVTDGEGAGSFAFGAP
VVGPDGSFLPAGARRAEDGVDTDSAADFVLADFNLGPANTPTAATREIGGGYADVLIHDIQGETDLADGTLVGLAGAADE
SPLLGAAVRVQAVVTQVMPGLGGFYVQEEDADADGNSKTSEGIFVASTRAVSAGDLVTVEGLVAETGGETRINADAVSVD
GTEALPEATVIQFPTATVLVDADGDYVANLEAYEGMLVAIPEEMSVTEMFQLDRFGTIRISSEGQLATYTEIFEPGVAGY
AAYLKEVAARSLVLDDGSDVQNPAEIRVPFLGEDGRLDGGDVIRMGDVYTGLTGVLSYSEDSASGSEEPEYRIHLPQAGE
LTATNPRSEAPADVGGSLTVASFNVLNYFTSIDTTPGSYNGPYNTGPAGDLEPRGANAFSYDGMSEFDRQEAKLVAAIKA
VAADVVGLIEIENDPLGSTSLAALVAALNAEGCSYAYVETGPIEGAMGGALEGDAIKVGFLYNTDTVSLTGDFALLDETV
DSRFATEGVQRPALAQTFTETASGESFTAVVTHLKSKGSVLPGDEDIGDGQGANNATRTEAAKALADWLASDPTGSGDPD
VLIIGDLNAYTKEDPVRAIEAGADDIAGTADDYVNVVTQYDPDGYSYVFDGMTGSLDHALASGSLAGQVTGATIWNINAD
EADALDYNLDYGRDGSLYTDDPYRASDHDPVVVGLDLQSAPRIFTLEILHVSDQEGSASSVAAAPNLSAVMNALEAQDLG
HDGVADNTIRLSSGDAFIPGVFFEASAAVFGSGGIADIQIQNELGFAAVALGNHEFDKGTAVLAGLISGDAAGDFSALTG
SALAGQDFAGTLFPYLSANLDVSTDANLGPLAVAGGQAPQGNSITSSTVLDVNGDLIGVVGATTPTLGRISSPGGVTISP
DWAGTQPTGAELDALAAVIQAEVDAVLAANPGMNKVILMAHMQILGIELALASRLSDVDVILAGGSNTLLADETDRLRDD
DAAQGTYPQFVTDADGNTVAVVNTDGSYKYVGRLVIDFDEDGHILADSYDAEVSGAYATDDQGVADLGAGDLVDPEIQAI
ADAIGAQIVATEGNVFGISEVFLNGNRSGTGAEGDTDGVRTQETNLGALTADANLAAARAVDDTVLVSIKNGGGIRASIG
ETVVPPGGTDYVRQANGEIVDADGEIVKPEGGISETDIKATLAFNNALSLVTVTRADLVAILEHGVAAAPSAAGQFPQIS
GVQFSFDPDLPAGARIVSAAITDADGNDIDLLVRDGELVGDAEGLVRVVTLNFMADGGDGYPFPQEAAYTDRVDLADLDG
DGTADGTLSGVATFAADGTEQDALAEYLAANFGDADSAFDLADTGAEGDERIQNLNYRDDTVIDAPALTLVMGTAGNDRL
TGTDGDDLVVSGAGFYETMLGGAGADLFYFGDEALNGSRERDIVLDYEVGVDRIALGQGVEIAGIVQSGTSVVVYLDDPL
GQDDAIYIRGSGVAAANIDFVHDYTFMGA
>OLS43831.1 cysteine desulfurase-like protein [Rhodovulum sulfidophilum]AB26
MTEPTDPLDMAFVQSQFPGLRDDWVFFDNAGGAQTARGAIERVTEFLTHRNVQIGGSYQVSLDAAEALMRGRRAAATLVN
AARPEEIVFGPSTTVLMQTLAAAMRSQFRPGDEIVVTMADHESNIGPWMRLREFGVEVRVWPLDPETHELKLEDLAPLMS
DRTRLVCVTHVSNILGHITPVARIARFVHDHGAQIVVDAVAYAPHRLIDVQGWDVDYYVFSLYKTYGPHTAIMYGKYDLL
LRLDGLYHYFYGKDKVPGKLEPGNPNYELAYSTEGVVEYLAALGTRAGAAADASLRDRVAAGYAAIERHEALLTDRLLSW
LNARNDCRVIGPARTGDAARVPTVSFRFDGLDSGAVTRAMDGYGIAIRHGDFHARRLVEALGETGDGGVLRVSMVHYNTL
AEVDRLTAALAEIVQAAAA
>OLS43832.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSGFVSIRNLRKFYGDFEVLKGIDLEIEKGEVVCVIGPSGSGKSTLIRCINRLEEFSDDSAILVDGIHVTPGRSLARVRA
EVGMVFQSFNLFPHLTVRENVMLAPRRVRRTPRAAARAQADRLLARVGIAEQADKYPELLSGGQQQRVAIARALAMEPQV
LLFDEPTSALDPEMVGEVLDVMRALAGTGVTMVIVTHEMGFASQVADRVIFMDGGRVLEVGPPDQVLGAPQEPRTRNFLS
AVLNH
>OLS43833.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MGIVETFLNAEVFVRTWPLLVKGLWVTLQLGASSILAGLALGLGLSMVRLYALWPLRLLARIYIDVFRSIPVLVLLIVVY
YALPFVGIRLSPFVSAMTALSLVSGAYTAEIFRAGIEAIPRGQFEASAALGLTARQTMIDVILPQAIRVVIPPLTNNSIN
VVKDTALASVVAMPDLLKQATQAQALAANPTPLIGAALIYLAFLWPLVALVSRMERRFGARRR
>OLS43834.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTKTGMTAAALGLAVLAGGALPAAAQDTLTVGANIGNVPWEFQDETGAFVGFEIDLVNAVAEKLGAEVEIVNIPFNGLFS
AVQSGRIDIAMSSITITDERLTSVTFAQPYYDSDQSLTVVAGGPASLDEMSGKTVGVDTGSTGDMWATEHNAEYGFGDIR
RYEGLAPAMLDLTAGRIDGYISDIPALLYYVKDKPNLEVVQRIETGEKYSMMFAKDAPLAQTVNDAITALKDEGAIAALH
EKWFGKAPEDTTSTVRVLPIPSLD
>OLS43835.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELSHEMDEVFDGALRDAAHRLLPLAVRVHEGRDRGLALGPLVRGERDG
HRRKDDDDDDWHEDRRNRHAEEWSERIRQFNGDVEDLSYVVRDGDGSILLISEDAEPDDFPPFRREGFSRTATHRLFYES
ARGEDVTIAVAEPLSRRRDIAREIATNLALPLAVVIPLSLLAIVIAVGTSLRPVRSLRQQLAERGSRNLSALGDGGLPTE
LRPIVGSINDLLSRLRAAFEAERSFAANAAHELRTPVAGAIAQAQRLRAETADRSAAARAAEIETTLKRLNRLSEKLMQL
ARAEGARLRVAEPSDLRPVLRIVADDLERLGSAGRIALTMPETPVLSDLDPDAFGILCRNLIENALKHGTPQGPVEVALG
PGGVLSVANDGAPVPPEELARLTARFARSNGRAEGAGLGLAIVRTIADRAAGRIELRSPRPGKSDGFEARFTLPARP
>OLS43836.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MRILLIEDDTVLGAAVADQLRADGHSADWAKRLDAADDTLAVGAFDLVLLDLMLPDGRGIPFLRRMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYAGNPNPLINLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>OLS43837.1 hypothetical protein BV509_05480 [Rhodovulum sulfidophilum]AB26
MTPTLKSAPLLAAILALGMTGTALAQADGTTRIAPRPAAPMAQQNGGGQAYWGTGRSDRHHGRWAEDDDDDRGWFGFGRD
DDDRGRRDRSHATRRSGDCDTRGGRARAQAQPAPGSVAPPANGLFNNGATPRAQSN
>OLS43838.1 Tat pathway signal protein [Rhodovulum sulfidophilum]AB26
MKTLLSALALTTALTAPGLAFAKEVTFTTRMANYGGDGAYLAYYVTDASGAYVGSLWMAGAKAKYYKSLSDWYRATGGNA
AEVAGITGASVGAGRTLTVSFDLADALFDAGYQLHVDAAVEDMRDSPSEIVVPLTTGGAGQPVAGRGYIASFAYEM
>OLS43839.1 N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB26
MIRPLHRWAGLGAALILSVTALSGAALSLYPAAGALSAVPLPDISAGHLAATLQDSVPGLEEIRVSAAGGITAYAFQDGA
ALRWAVDGATGEILAPAKRSALQLWLTNLHRSLFLGDAGRLVVAAASLAMLALTLSGLALTARRLGGWSRLLAPARGPLS
RRLHLDLARLGGAALTLSALTGIWLAAGTFGLLPETGLPGFVPGGAAEMSPSAMAALRDLPLADLRQLTFPRPGSAGDVF
TLRTVAGTGYVDPASGQMLAWTARGWADRLGDLAMMLHTGRGAALLGLLLGLAALSVPVLGLTGLAQQAGRRTAGAAGRR
VRAVAPEAADTILLVGSEGGTTWGFAERLRAALTHAGSSVHVGPMSGFAPERYLRAQRVLILAATSGDGDAPGSAQGFLD
RVAALGVAPAAPFAVLGFGDSAFPAFCGYADKVRAAARAAGWAELMTPARVDRQSPQDFARWVRALADRLGIALDLLPAS
AGPEPVRLRLVSRRDYGAEVQAPTAILRFALPRRSLWQRLTGGGFGPFLAGDLLAVLPEGDSRPRYYSLASGSSDGFAEI
CVRKHPGGLCSGQLMDLAPGDSVAAVLRPNPAFHAGQDEAPLILIGAGTGIGPLAGFARGNRAQRPLHLYFGARAPESDL
LFGEDLVEWQKDGRLASVATAFSRTADRAYVQDLLRRDADRVAALVSQGARIMVCGGRDMARGVAEALEDILDQAGPALV
RLKAEGRYVEDVY
>OLS43840.1 thiamine biosynthesis protein ApbE [Rhodovulum sulfidophilum]AB26
MSKTSTDPERLALNGPAMGARWSAVLHVGAGVDPAPLHAALAAAVAEVEAQMTTRRADSDLMRLNRAGPDRWIDLPEHLV
EVLAAGLAIGQASGGAFEIGMGDAVAAWGFSGAAADPGRIRAALKEPRRPACEVLELDCANRRARKHGPLALDLCGIAKG
YGVDRLAETARAFGIGSALMSIDGELRALGPQPGGQPWAVAVERPDPGQRAAHAVLALEAGAVATSGDYRHWVDLGGRRL
SHTMDPRRGAPLAASPASVTVLAARCMEADAWATALMVLGREEGAALARRLGLSVLFLERDGAGLAETAIGPGFAA
>OLS43841.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB26
MRSLLMRYATPSIIGLFLVSLVTGTALFFHVGPSAFHGIHEWLSMVLILGFALHVWRNWRPMLAYMKGKPLAVSLVVSLL
LSAVFFLPGRSEGGPPVFGLAAQVMAHSATEVAPALGTTPDALIARLTAAGYTVGGPDQPLAEIASASGRSTMDLAATLI
GSAR
>OLS43842.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB26
MATLEDYAELLADLDAPQREKLEDVWPEAVRQLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPTVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEDLLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQNERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIADYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVAATTAPLKGDELNALQRAAIGLIEDARVEALAIARFPRLRDLWLRFHRPAQDG
SMTARFGRIALALLDPDAATGDEIADWARAAFAGADLGTAETSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EESVDWEKGMAPDQQVRRYVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKEPTAPPVPYDEFDYKIQM
HRPAWATVLEKRPRLGDPADIDAILTENRKLTQRMRHLLDAMQPQGVQRIRKLEDGDEIDLNAATQGLIDIRMGLQPDPR
VMMRSVRKTRDIAVMALLDLSQSTNDPVAGQERTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEIPKARLAGMEGRLSTRMGAAIRHAGAHLGRVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVARTGVIPF
CLTLDPRADQYVAQTFGQRNFLVLENVERLPERLPQLYAGLTR
>OLS43843.1 AAA family ATPase [Rhodovulum sulfidophilum]AB26
MTDMLDQYRVAEEPYYRPVADEVALYEAAYAAKMPVMLKGPTGCGKTRFVEHMAWRLGKPLITVACNEDMTASDIVGRFL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFHLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVSHESGADPGDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEPPAA
CRMALVRPITDDPDMRDALDAAVATYF
>OLS43844.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB26
MSNVQDYTSRLSDPASRKMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDTILA
ELKACHEANPDNHVRLIGYNNYTQSQGANMVVYRGTPV
>OLS43845.1 ribulose-bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB26
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELKTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVMDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDREATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTNAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>OLS43846.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEDSLGVALLDRIGKRMQPTDAGRVVVEGARETLDAVERM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAASEDDLCILGTPPEGLDVVARA
IADNPLVLIARPDHPLAAEVNIPPERVAREPFLLRERGSGTRLTVERFFRARGLTLPMRMELGSNEAIKQAVIGGLGLGA
LSRDTLALEGATGALKVLDVAGFPLLRQWQVAYPRGKHLSVVAEAFLDHLVAHARQAVEAGPAIARIAKEAAQE
>OLS43847.1 hypothetical protein BV509_05535 [Rhodovulum sulfidophilum]AB26
MMQVFALYLGFSLVLLLGAAELERRAIVARRLGPNGRAMLIALVVSAVSSLFVVVAAGVSGGWIFMLHVLGGAILYHALM
GIFLVHGLQEVSARVAGHGMS
>OLS43848.1 ATPase [Rhodovulum sulfidophilum]AB26
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRSAYLAQTGVDLPSPDFRELPEIDAATL
DESENVHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGKALDNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
TLNISNVAARQELRDLMAALKLPEVEQVA
>OLS43849.1 hypothetical protein BV509_05545 [Rhodovulum sulfidophilum]AB26
MSLPISRSTAEALEAAIQSHLLLRGRLRQAVQTGRAGISPEEASAQGGCDLDRLLGGGDLAAAARGARHVREIARSHAEF
HACAGRILRLVADRRVGTAERALGVELRDISNRMIAEIEALQDELKAPTGA
>OLS43850.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB26
MRKDIHPDYHAIDVKLTDGTVVQMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>OLS43851.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB26
MDLIAQLEAEQIAALGKTIPDFKPGDTIRVGYKVTEGTRTRVQNYEGVCISRKNGKGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAEVSNYKPKSAE
>OLS43852.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB26
MTENARSHGRLSVSASLKPRDLMAERPRLRGAWTARVITLFPEAFPGILGLSLTGKALDQGLWALEPIDLRPFGEGRHRN
VDDTPAGGGAGMVLRADVVAKALDQAAIGTPPDRARWPVVYLSPRGAPFTQATARRFAATEGLTLLCGRFEGVDERVLEE
YAVEEVSLGDFVLTGGEIAAEALIDATVRLLPGVLGNAASTEEESHSAGLLEHPQYTRPAEWRGRAIPEVLLSGNHGAVE
RWRRDMAERLTEARRPDLWAAYRRKPD
>OLS43853.1 hypothetical protein BV509_05565 [Rhodovulum sulfidophilum]AB26
MNLPQIFYAVILFGAFLGGTAGIDAWVILVIAAFAVVATVFDPAAKAKRTAEGRTLTKALPMIVVNQVIWANLAFLIGLG
LAWPFGGSILALPLLVPLIVSGIGCAGALAMGMKPGAKG
>OLS43854.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB26
MTDRVCVGAVSGSFGVRGEVRLKSFCADPAAIADYAPLYSEDGAKSFDLEITRAVKEGFAARLSGVVTKEEADALKGLRL
YADRDRLPLLPDDEFYHADLIGLTVVDPGGKVLGTVHAVFDHGAGDLIEVRGPGLKAAVLVPFTNAIVPTVDLEAGRMVI
DPPDGLFET
>OLS43855.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB26
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPELLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDEETAQGAGLGAATMPEMRRYSVVAAISMFWLSVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>OLS43856.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB26
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGVYNPLLAKDSEERVKMDTERAQYWLGQGAQPTDRVARMLEAA
GVLAKTERSNPKKAEPGDKAKKRAEEKAAKAAAAAEAE
>OLS43857.1 chorismate mutase [Rhodovulum sulfidophilum]AB26
MTDDVRRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLPPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHFEHQK
>OLS43858.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSYRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRETDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWTTAVTYVDPKNASSVRLCERLGATLDADARTVDSH
DIVYRHPSPAALAAAPLAARIAAELADHIDPSCKPKGVPLD
>OLS43859.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MTFLPVVPALTTARLTLRGPEPRDFPVLRAFYASDRSGFVGGPKSPEGAWRQLATEIGHWALRGYGRWIVTERGTGHTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARSHAYGALGWPTAISLVNRANIASARVAERLGAVYEGEVTHETY
GSIGVYRHPAPEACR
>OLS43860.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MKITIDCPEIETERLILRGPRAADWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDAAIG
VIGPHFPEGWAEPELGWILYPEAEGQGVAREAALACRRFAYDTLGWTTAISYIDARNDRSRALAERLGCRLDPSVPYPFD
EDCVVYRHPGPEAAA
>OLS43861.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADVGQWSLMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLCARPDATAARPDPGDL
VYRHPRPEAAA
>OLS43862.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB26
MFESLSDRLSGVFDRLTRQGALTEEDVATALREVRVALLEADVSLPVARDFVKSVQDKATGQEVTKSVTPGQQVVKIVHD
ALVEVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLARRLKEINGKRVLMASLDVNRPAAMEQLAILGVQIGVDT
LPIVKGQKPVDIARRAKQQAAMGGYDVYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVILTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMSKQMADAGFDDSILRRQIALINSMTKKERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKALGGMFGKGGMPDMANMDQAQLEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>OLS43863.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MALSPAAVPRGAALRGHLAMLSFSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRRQFRAPWRFL
VLGTVFALYFVLMFEGLKTAAPVPTAAVFTLTPVMSAGFGWLFLRQRATPQVVAALAIGGAGAVWVIFRADLGALLRFEI
GRGEAVFFIGCIAHAAYTPLVRKLNRGEPALVFTFGMMLAALLVLTLYGAPALVATDWGALPPLVWAVLAYLAVCASAMT
FVLLQYAALRLPAAKVMAYTYLTPSWVILWEFALGHGAPRALVLGGVALTVLALAMLLKDD
>OLS43864.1 F0F1 ATP synthase subunit I [Rhodovulum sulfidophilum]AB26
MMDPAEKERLARLEARLAELKKAKADPAPSHMDSHYTQAQLAWRMVIELVSGLGIGFGIGFGIDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>OLS43865.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB26
MASEDATGGVNIDTMHQFMVRPLFGEGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGRDGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTGTMALAVFIGVTVLGFVKHGASFLSLFWITAAPLA
LRPILAVIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>OLS43866.1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB26
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>OLS43867.1 ATP F0F1 synthase subunit B' [Rhodovulum sulfidophilum]AB26
MATELETAAAAGHAAEAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAAAEELKLRAQ
EAERAYEKALADARAEAQRIVAETKAEIKADLDAATAKADAEIAARSAEAEKQIAEIRAGALESVSEVARATTADVIAAM
GFRAESGAVDAAVDGKLKG
>OLS43868.1 ATP F0F1 synthase subunit B [Rhodovulum sulfidophilum]AB26
MKKLAVALMLSASPALAAEGPFFSLNNAEFVVTISFVAFLALLVYLRVPGKLMAMLDKRAAEIKSDLDEARALREEAQTV
LASYERKQKEVQAQAERIVETARTEAEAAAAKAKDDLKVAIARRLAAADEQIESAKSGAVKEVRDRAIAVAVAAAREVIV
RQMSDQTNDKLVQDAIGEVRGKLHLH
>OLS43869.1 hypothetical protein BV509_05655 [Rhodovulum sulfidophilum]AB26
MSSLTHTPPRPAALSARHPRADSGAAAVPPPGAPAARNLFRPGTFSAILLGVGLCGLLALYGVGPAQRFLEDHNSGARAA
RHAVAIEAVMATDPINQRRQDMTERARRFAGAKVDAGFFIRTPTPEKLACITFRGGDMHAPEPYLVRMNLDSLRRMLAVQ
DELDFATYWALHKRCRIHANLATSVN
>OLS43870.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MPFQKVLPEKLSAAVVRQIELLILRGVLRPGERLPAERDLSDRLGVSRPSLREAIEALEARGLLVRKAGAGIFVAEVLGA
AFSDALVRLFASHDEALFDYIAFRRDLEGLAADRAARTASDTDLKVVDTLFARMEAAHAKRNPADEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRTSLLDQHRAINAALQARDGAAARAAVERHLDFVAEALRADQAVAR
NEEVARQRLEQALGKG
>OLS43871.1 hypothetical protein BV509_05665 [Rhodovulum sulfidophilum]AB26
MIRASKPILLTIAGALALGACTDPSVQTGDARQRTKEGAAIGAGLGALTGLLASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQSFDNNQIGVVNTGNALIVTMPQDILFDTDSAAVRSGLRADLQTLAYSLNDYPNTTVDIIGHTDNTGSAS
YNQQLSTRRATAVSSILTGAGVNSGRLRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPMS
>OLS43872.1 6-O-methylguanine DNA methyltransferase [Rhodovulum sulfidophilum]AB26
MPKDTDRDDSQAYHFSVIRRAIDRIDAAGAETLPLDALAAEMNMSPAHFQRVFSRWVGVSPKRYQQYLTLGHARALMRER
FTTLETADALGLSGAGRLHDLFLRWEAMSPGDYARGGAGLEIRWGWVDSPFGPALLMATDRGICGIGFAAETGPEPAMAD
LKSRWPRASFVEDPAALTPWAEAAFGRQGGEARLHLIGAPFQIKVWEALLAVPSGQVTTYSEIARAIGHPGAVRAVGTAV
GRNPISYLIPCHRALRKTGALGGYHWGLPVKRALLAWESARAEAAASGP
>OLS43873.1 endonuclease III [Rhodovulum sulfidophilum]AB26
MAQALPYHTIREIFARFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>OLS43874.1 adenosine kinase [Rhodovulum sulfidophilum]AB26
MTKTYHVVGIGNALVDVLAHADEAFLTDHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGAIFAHDLRAQGADFATPMAPEAEPGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGAESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEILSMYQTEVFDDALAHAAAE
IELVACTDSADGAHILSGTGRWHAPALNTRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LTHLFRTHGLI
>OLS43875.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MATVAYLLLCHRDPDTIVAQAGRLTAAGDLVAIHLDRRAPDADFAAIRAALAGNPSVVFARRVRCGWGDWSPVQATLNAA
RAALAAFPQATHLYLLSGDCLPIKPAVRLRADLDDSGSDHIESVDFFESGWIRTGLKDERLIYRHFFNERRQRRLFHASM
AVQKALGLERAPPADLQVMIGSQWWCLRRSTVEAILAFLVRRPDVFRFFRTSWIPDETFFQTLVRHLVPSGQIRSRAPTF
LMFTDYGMPVTFYNDHYDLLVAQEGYFARRISVEAVPLRARLAAVYASADPGPAASGGGPEIHRFLTGRGRIGQRFGGRA
WERGAGLGQGRQLMLVTCKKWHVARRLVERVRQATGLASADFAFDDEAVDLPDLGGIERSRAKRSRHPRAFLRLVYESLG
TDRLILCLDPADLEIMADFQADGATVRVLEIVCPFSQADLLGHARRLGLLSDASPPGVAARVLPALAQDLERETARLRAA
GFPALYRLSPGQKLSEAALVLAQFLAIPYDTARGIADTATLFDD
>OLS43876.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB26
MTYAYDDQNVFARILRGEIPNDTVLETGMSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIARVCEM
KGLEDGFRVISNAGEHGVQEVPHLHVHILGGRVLGRMLAKA
>OLS43877.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB26
MSRVILFNKPWGVLSQFTDDGPPRPDRRTLAAFIDQPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGIPPDGALDALGRGVTLKDGPTRPARVRRIDEPAGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGTWTLDGIETGTWRAA
>OLS43878.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTGNAIEIEGLTKTYAASGSQPPKQALKGIDLDIPAGSIFGLLGPNGAGKSTLINILAGLVLKTSGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRVTDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEQGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEDEVAAPPEMPAPVETCLRPDGALRFTYRRSEIGTGAVIEAVRNAGISIRDIATEEPNLEDVFVALTSHKGAA
>OLS43879.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB26
MPPEAPGQDTDSIPPETTYTSEWRVCCDGSGPGLGHPRVWLSIPPETGFVECGYCDRKFVHQSFADKVRT
>OLS43880.1 hypothetical protein BV509_05715 [Rhodovulum sulfidophilum]AB26
MTVTRRGLGWLIGAAGVTAAVSAGPGLWRRAFPPEIETEPVPGLPGFRRVPRPGPALSPLIGLTAEPPPPLPEDPCAALF
GPAPEVPEAVPVACFTDIRCPWCRQLTPLLIARAARRPAAIRIAWQPLPLLGESSVLAARAALAAEAQGAALDWQERTMG
GALVPTPRGMREIAAGMGLDIAAFERDMAHPRTEARLAEARALAAAFGFVGTPGLVVGRVAILGGVDGPMLDRLIAEGRA
APGSACG
>OLS43881.1 DNA polymerase I [Rhodovulum sulfidophilum]AB26
MTEGFGTGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRTDL
YPDYKANRDEMPADLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEEKFGVGPDRVVDVQALAGDSVDNVPGAPGIGIKTAAQLIQDYGDLETLLDRAEEIKQPKRRQTLIEH
RAQIELSKKLVTLDAETPLDETLDDLEVKEPDAGTLLGFLAQMEFRTLLKRVADALGAEPPALSETSPAAADPAAPEASA
ALPFDPEGYECVRDAAALEVWIGRAQARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
PGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHEPIPI
KSLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLASTDPNLQNIPVRSEEGRRIREAFVADEGKVLLSLDYSQIELRI
LAHVAGIDALKEAFREGQDIHAMTASEMFDVPMAEMTPEVRRRAKAINFGVIYGISGFGLARNLRIPRGEAQGFIDRYFE
RFPGIRDYMDATVAFAKEHGYVQTLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAECARGVMERAGLPAVALDVPLVVDAGQGPNWAAAH
>OLS43882.1 proteophosphoglycan precursor [Rhodovulum sulfidophilum]AB26
MAKNRQGQMIVKPVTESLAQAARAASGKGLPPVHLWNPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKREGDR
HFLVTPVEKVGITVDDAPFVAVDVDRSDEGGEPVLTFTTNVGDRVAAGPGHEIRVTRDPKTGEPAPYLHVRAGLEALIDR
KSFYRMAEIGDTVRHEGRDWFGFRSKGLFFPAIPADELT
>OLS43883.1 AAA family ATPase [Rhodovulum sulfidophilum]AB26
MPDETELVAAIEALGEKLAEAKASITKRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVATLSTVMGLNGGRIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQMLMADEINRASPRTQSALLQAMQEKSVTIAGESHALTPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILMATTGVAEEEAHPVFTAAELIAAQKVVRQMPVGEGVVELILDL
VRACRPNEPEAPQAVRENVAWGPGPRAAQALMLTVRAQALLDGRLAPSADDVLKMAGPVLIHRMALSFAARARGEDLPRI
IEKVARDTARVEAAA
>OLS43884.1 hypothetical protein BV509_05735 [Rhodovulum sulfidophilum]AB26
MISAAALRARAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGQGDEFWQYRPAHAGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGGNHPPKAMRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEVLGRDLSQSD
YGVPATRGMPPHSRAVFLSDFLGDLAPVETALTEAADRGVKGALLQVLDPAEEAFPFDGRTIFESMGGTLRHETLKAGDL
RGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWLFRALERGR
>OLS43885.1 LytTR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MWTVGAFGFTAPLLLWGLVLLPALWLLLRAVPPAPIRRRFPGVALLLGLADDETQTDRTPWWLLLLRMLAVAALILGFAG
PVLNPQDRTPGRGPLLVLIDGSWADARDWPRRIDRIEAMLDEAARDGRPVAVVQATDLPGDGLPFQAAEVWSARLAGFRP
AAWLPDADALADWAGTLEGRFDTFWLSGGLDWPGRTTLLTALERHGQVSVFESPRPLVALRPAAFRDGAIGLTALRARPG
PATEATLAATGRDPAGVERVLARVPVAFAPGETEAATDLVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHKALDPTADLIEGTLSDVVLANPDVIVLADVATLSPAESEALQGWVEKGGLLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEGSPFFGLAVPDDVRVNAQVMAQPDPALADRSIAALSDGTPLV
TRKKMGQGQVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAAELAGTTWVPQAVIDAFGELAEAGKLPGVPGE
TLARAVPGPDLPPGLYAGEDRRLALNVIGTDTVLSPAAWPARIAVEGLTVARETVLKGWVLAVALAIFAADILASLWLSG
RLRGGRVAGRAAVLALGFVMLVPQGAWAKEPGTPADDALALRATSEVVLAHVLTGDARVDQIADAGLRGLSEKLTQRTSI
EPAEPIAVNLETDELSFFPFLYWPVTAGQPMPSPAAYARLNRYLRTGGMILFDTRDADVAAYGGGSPEGRRLQQLARPLD
IPPLEPIPSDHVLTRTFYLLQDFPGRNAGRDVWVEAAPPDAEQAEGMPFRDLNDGVTPVVIGGNDWASAWAIDGQGAAMF
PVGRGYAGERQREIAFRFGVNLIMHVLTGNYKSDQVHVPALLDRLGQ
>OLS43886.1 hypothetical protein BV509_05745 [Rhodovulum sulfidophilum]AB26
MTGEVIFDPLVPLLLLWAAAALAALMVGFALWRGLAGWWLRGLAAVAILAALANPSLQTEERTPLSDIVVLVVDESASQR
LADRPDQTARAVERVRAEVAALDNTELRIVRFGDGAGDEGTMLMTALSEALAEVPRSRLAGAILLTDGQLHDLDRAPSLP
APLHALLTGQEDDWDRRLLVENAPAFAILGEEVTLTLKIEDQGAVPETMGGTTSVAVSVDGGEPQSYRVPIGEDLDVPVV
LDHAGRNVIQFSVAEQPGELTDRNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPAVYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGQRHPVTEGLKAEAGGAWGRWFRLIDLVPKRGEVVMSGIDDRPLLVLDRVGEGRVALLGSD
HAWLWTRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTVTRRSLSEEPRSVEIARPDGGTDRLELTETAPG
RFTATYQGPEMGLYRLTDGTLDTVIALGPAAPREFEETIASGARLDAPVAATRGGILPLHAGMPDLRTVREGRRAHGRGW
LGITPRGAYLTSDVTVMPLAPAWAFLLLAALLSVGAWLREGRR
>OLS43887.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB26
MQMPAPDARVMAKKDHVLRRLMAVLPQDAVIHDPTATRAYECDALTAYRCPPLAAVLPASTAEVSAVLKICHEERVPVVP
RGSGTSLAGGALPTADSVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTGAVEGDGWFYAPDPSSQLACAIAGNIGMNS
GGAHCLKYGVTTNNLLGVTMVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFDCS
ERAGACVADIIRAGVLPVAIEFMDRPCIAATEAFAGAGYPDCEALLIVEVEGSPAEIDDQLALIKRIAMAHDPVELRESG
SAEESARIWLGRKSAFGAMGQLGDYMCLDGTIPVSALPDVLRRIGELSAEAGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYRPEDLDAQMRVKDVFDPGWLLNPAKVFPLEVSAGRRAG
>OLS43888.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]AB26
MRPETEAELAGIVAGADRPLRIEGGGTRGMTVPGDGDRLSVAGLSGVVLYEPGALTLVVRAGTPLAEVGAVLAAEGQRLA
FEPMDHRRLLGRDGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGRVIRNGGRVMKNVTGYDLVKLLAGSRGTL
GVLTELAVKVLPVPEAAAVLVLDGLTPEAAVAAMSAALGSPFEVSAAAHLPEAGETWLRLEGFAASVAYRAGRLGALLDR
FGPARVVEAPDEVAAMMRWLRDVEDFADRPGDVWRISVRPSDGPRAAAAVSAEAAIFDWGGGLVWVLVPEGHDIRPALSG
IAGHAVRVRGAGPLASTEPAPLAALAARLRAEFDPKGLFNPGAMG
>OLS43889.1 glycolate oxidase iron-sulfur subunit [Rhodovulum sulfidophilum]AB26
MQTNFTEAQLQDPGIARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADARTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDHARAHIEATYRRPWRDRALRWLVAKTLPYPGRFRAALRLARLGRPFARLMPDPRLRAMLDMAP
ARLPEPGESDRPQVFAAKGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVAKGMGCCGALTHHMGRAAEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRGDPLAEAAAEVAARAVDITELLERLDLPPGRGGLRVAYHAA
CSLQHGQKVKEAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKARKVRTLEARAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPKPRALSRRD
>OLS43890.1 elongation factor G [Rhodovulum sulfidophilum]AB26
MRCFTILGPSQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGESWAGFDIAGGPDFLGHAGEALAASDAAILCVPP
DPEAAVLAAPHLRLVEQSDVPCFVFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDAEGHVVGSVDLVSERAFQYR
EGQPSKLIEIPSDIQDREQEARAELLEHLADFDDSLMEQLIDDREPASGEVYTILAEAHRDSAIIAAYLGAASHGNGLTR
LMKALRHEAPGRETIGLRLGIEAPLAVGVASDTRKHVGKSILIRALGSSIRHGEPLAGGSIGNLTGIDGKPVAEPLDPGT
LAVAVKSDHLDPGMAYTAEGSQPLPRWTRGRPPTYPRLLLPANERDDARLSAALGRMAAADPGMETTQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAAEQPVSGIYRETITRPIETHYRHRKQSGGAGQFADVVLTVRPQGRGAGFAFDETIKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAAKAGVREALEQAGSVVLQPIERVEIHVPTI
HSGSLVALISSLKGQVLGFEAHRRARGWDVFQALIPAAAKEELFQALGGLSHGTAWFESHFDHYEELHGKDADRIREARA
AELA
>OLS43891.1 succinate-semialdehyde dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]AB26
MLARDLKSLLKDPGLLATDAYLAGDWVGADDGASFAVTNPANGETICQVPDMGRAEAARAIEAAAAAQKGWAAKTAKERA
GVLRKWYDLMTAAQEDLALILTAEMGKPLAEARGEIAYGASFVEWFAEEAKRIYGETIPGHQPDKRLTVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAILIKPAGETPLSALAMAVLAERAGLPKGLFSVITSSKSSDIGKEFSENPVVRKITFT
GSTEVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVKGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMDDGTDLGPLISDAAREKVEEHLADATAKGAKVILGGKPHQRGGTFFEPTIVTGATQEMQFATDETFGPLA
PLFRFETEDEVIAMANDTIFGLASYFFARDLSRVYKVAEALEYGIVGVNTGLISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>OLS43892.1 peptidase T4 [Rhodovulum sulfidophilum]AB26
MRPGRRNLVTDVAGLRVGQAGDVRVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEIDALVLSGGSAFGLD
AAAGVVEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGHKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLESGITVGALVAVNALGSAVMGGGPEFWAAPFEIGDEFGGRGVGRHDPLAEPRPEAKLGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPEGGYEALRLGHAAAVCLARAIARGVYLARAAPGDTR
PCWQELFGRD
>OLS43893.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGSWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVMGHSLPYMEGYTVYTLREPHGVTGHIIPWNYPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLDAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRALWVGPAL
EDLNLGPLISGRQKEIVLDYLGKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPPGHRLAQEEIFGPVQVVIPFADEEE
AVSIANGTGYGLVAAVWTRDGARQMRMARKLRAGQVYLNNYGAGGGVELPFGGVGLSGHGREKGFEALYGFSVLKTVAAR
HG
>OLS43894.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MILLRDLGLSLHGRPVLNGVSLEIGRGEILGLAGESGSGKSMTALAIMGLLPEGAELRGHLRLNGLDLLSLSDRQMCAIR
GRDLGMIFQEPMTALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPTRYPHELSGGQRQRVCIAMA
IALRPQLLIADEPTTALDVTTQARILDLLKGLVAETGMGLLLITHDLAVISGVADRLAVMRRGEIVEEGPAAAVLAARKH
PYTRALVAASAHRPATPPPLPGPPLLEVREARRSYPAAHSGLFRRLPPHRAVDGVSFGIARGESLGLVGESGCGKSTLAR
AVLGLDPLQGGEIRLDGEVVRAGAAMPARLRRKMNAVFQDPYGSFNPRHRVARLIAEPFHLDGRPSDADDRIDAALEAVG
LDPKDRDRFIHEFSGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSST
ERVLVMQAGRIVEEGATEKVLHNPAHAYTKALLSAAPKLKEPD
>OLS43895.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSARPTLIAGGVLSGTVLALAALSLVWVPHDVTALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAGRGGWLDEIVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRARISAEHVLPNIANLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYTAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>OLS43896.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB26
MLRYALTRLLSLSLSLIAASIAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGSVWARYLDWASGLATGDFGIS
YTYRVPVADLVAQRLAVSLPLAAYALALSTAIALPVGLWAAARRGRGADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGPGIKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>OLS43897.1 creatininase [Rhodovulum sulfidophilum]AB26
MTRPEIRPDFYRFANGEKAALPFAPDEYDTRLMGLRAAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASQSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRVGIEADHLTLARRDELDTFLAPAGTVDLAPATMRQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVREGAREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHNPVTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLGIWEANVAAHDYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGVLSHYYGREAGLELREDVGTVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAEDITLYPYGPG
FNVIA
>OLS43898.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MRPIRIIARTLVLALPFGLSLAAVPARAAPPDAITLGMVLEPPNLDPTSGAAAATDEVVYANVFEGLTRFAPDGTVVPGL
AASWETNETATVYTFHLREGVRFHDGTAMEADDVVFSLDRARGPDSTNAQKALFDGIDSIAATDPLTVTVTLARPDGAFP
FKMAWGDAVIVAPETAGTAATAPVGTGPFRFDRWVHGDRVELVRNPDYWGPAPALARATFKFIPDPNAAYAAMMAGDVDA
FPNFPAPETLPQFEADPRFKVIVGTTEGETILAINNRRPPLDGIRVREAIAHAIDRQDVIDGAMFGYGTPIGTHFAPHHP
DYVDLTGLSRHDLKKARALLAEAGQTDLKLRLALPPPSYARRGGEIVAAELRAAGIETEITNLEWAQWLDQVFKRNDFDL
TIVSHTEPMDIGIYARPDYYFGYGKPDFVALMDRLAGATAPDERSEILKAAQRMIAEDHVNVYLFQLAKTGVANARIEGL
WENAPTQANDLTAVRWAD
>OLS43899.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB26
MSASAESRQMTVAEVRARKGAAPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVSMEMMLMHGRAVARGL
SHALMVVDMPFGSYEESPEQAFRNAARLMAETGCGAVKLEGGAAMAGTIRFLSARGIPVMAHVGLTPQGVMGFGGYKVQG
RGADGARVLADAQAVAEAGAFAVVLEKVPAALADRITDAVPIPTIGIGASAGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGSAARAAVALYAEEVRARRFPGPEHVFADETGGAA
>OLS43900.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB26
MTAPILRSLEALRAVGAEWRAEGARVAVVPTMGALHDGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDALYVPAADQVYPPGFATSVSVSGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDFQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDSRAMAPALYRALEAARQALEAGTGAETTLATARAAIMAAGFAEV
EYLELRAAADLAPLEAADVPARLLVAAHLGGVRLIDNIPVAAR
>OLS43901.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB26
MDTSPGHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEYLGERLAAKGFEVSYVRARGAPADSDAHPRWNMIA
RHEGTEGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVATCPAYRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAIRHMGAVLAEMEA
TLFPLLAGRQTAMPVVPEGARAATLNINAIHGGEPEQEADYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTDRGAPVVQAVERAIGRVLGTAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLDG
>OLS43902.1 hypothetical protein BV509_05840 [Rhodovulum sulfidophilum]AB26
MFAFLRFALAGFVILTVIYIAVSLYSRAVRRGKLGREWDEDIRIGDRDAYVEEGLRQYDRSLRRKLILGVYVVPAIVVGT
IIYITNYM
>OLS43903.1 hypothetical protein BV509_05845 [Rhodovulum sulfidophilum]AB26
MAYVKWTIVTIVVLVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASDGAGNSEGDNTRFVNFIETFNRDGKPVVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVDSPDDSPIPWFNILFLGAL
GALVIWIWQMLARFKEDRIEPMLDEMGESLETVGDRAEGFWRRVFSR
>OLS43904.1 hypothetical protein BV509_05850 [Rhodovulum sulfidophilum]AB26
MPEEAAAPLAACAARAATACATWSEGPGRATLRRHRPLGLIAALCPAETPALAAASILGPVLAAGNAAVLLPHPGDETRL
RLLVTELEAAGLPAGLVQILSGAPAAVALRLAARVDLDALWCCEGDDLPDTLPVRTASGGPALWLAQAAPGAWSDPGDAS
EAFLRAATRAQTIRTSWGA
>OLS43905.1 hypothetical protein BV509_05855 [Rhodovulum sulfidophilum]AB26
MPPTTLDRGPGRAPDAEARAWIARKQGRFGPWIGEPVTPDGPRRTLIALATGTDLAELAEATPPQIADARAAAGSAQADW
AALSGPARAVRLRVWAEAIEARAACLTQLLALETGRPVRHGRTWLAEGRAALRQAADQALLGLANRPGLVPLGIVAPGLS
LGRIGPALAAGNAAMLAPGPGGGTLAALCLAEAAAEAGLPAGLLTVLTGPAEPLLGLARPPVPELGGPCLHLVLEDADLD
AAADAIAEALGNPPPGTTGQRLLVQDSVAERVHSRLAGRMARLIVGDPLDPATDLGPLPGAGLRDRLTAALANSTGTPIQ
PLPRLPDTGLYFAPALIPGLAPASPEMETGLPGPVLLSTTFRSPAEAILLANAGPPAPSASLWSETLAVALDLATALEVG
TVCVNGTDLGPAPDPLELWQRPAGLAPARPMAPAPADRGPDPTAALTAARRVQPGWAGRGATGRAAGAPPFWPVPPPGCP
KRPPPRWPPAPRGPRPPAPPGPKGQAAPR
>OLS43906.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB26
MLPGEKTPTPARTAGPQPVQKHNVGLPLDTGWVAATRVNRPAAERHVAGLAARRPADPAAEAAWLLRAVGLIDLTTLSGD
DTPGRVRRLCAKARNPLRADLRAALGAGPVTTAAVCVYHEMIAHARAALEGSGLPVAAVSTGFPAGLSPFSTRLAEIEAS
VAAGAAEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTSTGKEPV
NATLPVGLTMCRMIRAYREATGIDVGFKPAGGISTATDALDWLGLVGEELGPRWQEPALFRFGASSLLGAIERRLDEIAF
GAGSTPRRHAPG
>OLS43907.1 hypothetical protein BV509_05865 [Rhodovulum sulfidophilum]AB26
MPDSSCPEPGVDPTEGLTEFALESLLASPEGWRSFARESVAVWPNSRPLAVIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFAAYWHSSDPYFLNL
>OLS43908.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MGGRLITILVLLTAVPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVAELKVTEGDPVEAGQEIARIEDDKL
TFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLATQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVARPDGPVERVVVPGERLTHDGLDWVEILTGLEPGDRV
VSPDE
>OLS43909.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]AB26
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSQTYDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQTAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDEHHVASLARGPDGEIVRRPAVTLALAKRAGANAVV
VGEQVLQRLEQMKGGLIPDTVAVEVTRDYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTRDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAATVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAAKVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPIFRHNGRSAEMVQADLAGDFEAPLYGMLAVQDRLAR
IDWEGLPAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFLGI
MLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILADP
IFQGLALSLLFGLASSTLLTVLVIPAIYRIFKT
>OLS43910.1 hypothetical protein BV509_05880 [Rhodovulum sulfidophilum]AB26
MTADTAYDRLMAGAARARWDAADLHVAASILALALSEAPVPEDLPAHCGLDAAELAGLLGALFPAAPREFLRGIGAVPRG
IEEDSLRTLLLAHAGGTALAVPLASMIARRAMEPDHLWQDLGLRNRGELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
EEGFVLCATPVCTDCADFDMCFGEESGESRLARAGRAEPPDGSPPPARADGRVRS
>OLS43911.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB26
MDGNLATEPKSPVGSQIAALPFRRDKNGRLSVLMVTSRGTGRWVMPKGWTMDGRKPWVAAEIEALEEAGAEGFIATQSIG
TYDYDKRLDDGSVLRCRVEVFPMIVKTLKRDWKERRERTRRWFSPKAAARRVDEPELATLLRSLSGKPQKVPVIRDLIRS
A
>OLS43912.1 anion permease [Rhodovulum sulfidophilum]AB26
MSDSFKDRQWKTLDKDLKRLSQVGTAAQSVSRPLVGVGISLAFIIAAALAAALVTGNTPGLLFVMAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAAGITAVDWPTMGGIAASWVISPFLGGVIAAGMLAFIKWKVVYRDDKIAAARVWVPVLI
GVMSAAFATYLAMKGLKHLFDIGLGHAVLIGVLVGVLAGLVSVPLIRRQSEGLENRNRSLKVMFTGPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQDGEVAGQVAIPVWVMVIGAFGISFGLMLFGPKLIRMVGSQITKLNPVRAYCVALSAALTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWDAERRWRRMDQTLPQAKRLAPEERRRRKLVRRSHFMTIVAAWGITVPATALL
SGGLFAAIMALK
>OLS43913.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB26
MANPLYDQLFGRHAGRETPFLHLADGRTLTHAAFMTTAARFAHALNAFGLGPGDRLAVQVEKSPEALALYAACAQSGVIF
LPLNTAYTPDELAYFLSDSEARLFICDGRRMGALTPVAEAAGARIATLNADGSGSFTVIARAKSGTYPTVPRDAEDLAAF
LYTSGTTGRSKGAMLTQTNLISNAEVLTDVWRFTDRDVLLHALPIFHTHGLFVATNILLLAGGSIIFLPKFDTDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAPLRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYEGKRIAG
TVGLPLPGVDLRIADPETRAELAQGEIGQIEVRGPNVFKGYWQMPEKTREELCEDGFFLTGDLGRIDENGYVQIVGRAKD
LIISGGLNIYPKEIEEALDAQPGVLESAVIGVPHPDFGEAVVAVLVPASGAEPDLDAIAADLRSRLAAFKQPRRMALARA
LPRNAMGKVQKAMLRAEYRDSFA
>OLS43914.1 potassium transporter [Rhodovulum sulfidophilum]AB26
MEGFLLNATLYLLCIVLAVPLATRLGLGSVLGYLLIGLVVGPVLGLAGAEMITLRHVSEIGVVMMLFLIGLELDPRALWA
MRDKLVGMGGLQVLITVALVTAAAIVFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEMRAAETEGAHGAMHLIEELPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVLIKV
AVLYGLALAFKLDRSNRWLFTLGLAQAGEFGFVLVGFASSQRIMPPDIVAMSSLVIALSMLITPALFILHDIIARVLQAR
GGPRPDADQIDEHHPVIIAGIDRFGLTVNRMIALTGGRTTVIDDDLRAVRRVRRLGFKAYYGDATRPALLDSAGIDTAEV
LVVCIGDARAATTLVRYARRVRPDLFIIARARDREHVFELYRAGADETVREVFDSALRCGRRVLEKTGLTAYEAENAEDT
LFSFDRTALRELAKVWKPGVPLEDNAEYMELNSKLQSDLERAFAESLLHEAAALRSESETTTPTDVLAESDTLPEPR
>OLS43915.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MSAARWPIVLAVVLTAILEVMDMTIVNVALPHIKAAFGLTSDQTVWIVSSYIVASVAVMPLTGFFVRRVGRRRLITSAIL
GFAGFSMLCGLSWSVGALVLFRIGQGLCGAFLIPLSQSILFDAFPREKRGQAMAFFGLGVVVAPVFGPTLGALLTEYFSW
RAVFYVNLPLAAFALMLIAGELEAEETRVLPVDWAGLALMLTAIGCLQMTLDLGETRDWFGSKLIQVTALSSAVAGALFV
VRGWHKRDNIVDFSLLRDRSFAAANVAILGFGVSMFGAIAILPLFVQGLLGYPVLDAGYLFIPRGLAAGVSMVLTGAVLL
KRIDARLLVVAGLGLTGLGNVLLSGLNLDAGFWDLGLPGVVTGFGMGLFFVPMSTLAFQNISSARQDEASGIYGVTRSIG
SSIGVAILGWQVSERSQVHWALLGEELTATRQAVAQYLAPLGLVPTSPEGAAQLAQALRAQSAMLAYQDAFLLAGLAAFA
MIPAALVLQKPRPGAPAETAAA
>OLS43916.1 secretion protein [Rhodovulum sulfidophilum]AB26
MRLGRKPVLAGLAVLALAGGLVWWWGHERVYPGTDDAYVGAHVLTVVPEVGGRIAELAVDENDHVAAGDLMFRIEDRALK
AAVDQARARADAALQSAGAAAREVAAAEAELDVARAARREAEADYLRQEGLFRRNDVSQSALDRALAARDQALAEETAAA
QQLARAQASLGDEGDRNAGVREALAALQMAEIDLDHATVTAPESGWIANIDLRPGSVVTAGQALFSLVGDAEWWIEANFK
ETDLTRIRPGQPVAIGIDLCPALDLKGRVASIGPGAGAVFSLLPAQNATGNWVKVTRRIPVRIALDPVPEAARFCLKAGA
SATATVDTTAAPGP
>OLS43917.1 hypothetical protein BV509_05915 [Rhodovulum sulfidophilum]AB26
MTDISAVSGSTLADGGPNVAVAVLAALLLGPFGLFYVSRMAAIVMIVLTFVIALPTLGFGVLLTLPLGMLWAGIAAIRLR
RRAMRAA
>OLS43918.1 macrolide ABC transporter permease/ATP-binding protein MacB [Rhodovulum sulfidophilum]AB26
MDGTEPGQPLIAARGITRSFQAGDETITVLDSVDIEIRAGEMVAIIGASGSGKSTLMNILGCLDRASSGRYLFDGQDVSA
LGPDALAELRREHFGFIFQRYQLLPDLDAVGNVEVPAVYAGEGVGPRRARATDLLRRLGLGDRLDHRPSALSGGQQQRVS
VARALMNGGEVILADEPTGALDSTSGEELMALLLDLNRQGHTVVMVTHDPRVAAHAHRVIEIRDGRIVSDTPTAARTGAD
RPDRPVRRIRAGAGLRRQIEALAMAARALLAHRVRSLLTMLGIIIGIASVVLVVALGNGSQQKVLENISSLGTSTITIRS
GSGFGARDANRFETLVPSDADALALQDFADSVSPAVSDSLSVRYRNVTSTASIGGVSGDYFQVHAYTTLQGTVFGPEDIA
AREQVAVIDEDTRDTFFGAGADPLGEVLLLGRVPVRVIGLVRATGATFGPSSLNVWIPYTTSMARVSGQDHFSSIAVRVA
DGYDMTKAQDAILALMLTRHGSKDFFLTNSDSIRETITSTTRTLTALVAMIAVISLIVGGIGVMNIMLVSVTERTREIGV
RIAIGARRSDIVAQFLIEAVLVCLIGGLLGIAGALLTGEIVDRVATEVRLSFSGTAIAVAFLSSTLIGVTFGFLPARAAA
RLDPVVALSRE
>OLS43919.1 hypothetical protein BV509_05925 [Rhodovulum sulfidophilum]AB26
MKTRLRLLILLAAAALGAGAWAVSLRDTATGTPATAAATRGTVERTVLATGTVEASQLVSVGARVSGQIETLAVALGQEV
KAGDLIAQIDSLDQQNDVLQAEADLANILAQIAAKTASLKKDELTLNRQVRLAAQNYVSDGDVEAAQADVDVDRADLEAL
EAQRKRAEVTVSTAKIALERTRITAPITGTVVAIVVEEGQTVNAVNDAPTIVKLANLDRMVVKAEISEADVVHVRPGQDV
RFTILGEPDTPFTATVRDVEPAPSEIEDSDTISTDEAIYYNGLLEVDNPDRKLRIGMTTQVSIVLDRAQNVLTVPASAIR
TGPGGAEVDLYHPATGKVSPQPVEVGLNDKVTAEIVSGLSEGDRVVTGSAEAPAAEGSGSRRMRPPMGF
>OLS43920.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB26
MLGKLGTVSGLTLLSRIFGFLRDVVLAAALGAGPVADAFMLAFRLPNHFRALLAEGAFNAAFLPGYAALSASGGPARRFG
AEVLGWLLLANLALLAVALTQTGWVLSLLAPGLGAEDPTRALAITLTRITFPYLLCMSVVAYLGALLNSRDRFAATAAAP
ILLNLCMLATLWAAPLFPGVAQAAAVGVTLSGVAQVVLLAVAATRAGIALSVAPPRLSSETRTFFRRLGPAMLAAGALQI
SVLADTVLATFLPAGSLSTLYYADRLYQLPIGLIGVALGTVLLPDIGRRAGLGDADGMRRALDRAAMVCLATGLPMAVLM
ALLGDWAVEVLFRRGAFDAEAARASATILAAYALGLVPALSVRSLVAGFHGRGDTRTPLTALMLAAIPNLGLKLALAPVL
GAAGLALATSAGMAVYAGLLWVLSRRRGHASALPRGRVTGLLATTAVMAAAVLALKAPLRAAAEAALHGGALAAALIALG
LVGLAIQAAGSLLFLRGWRPA
>OLS43921.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MITQKTKYALKALIALAEEAAGDGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKAPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLAADAALPPV
>OLS43922.1 ATPase [Rhodovulum sulfidophilum]AB26
MAHERHFFVVTYGPGAGKTSPIAELARRGFHTIPESGRAIIREEMQSGGDALPWADLAACAERMLERDLRAHRAARALSG
SVIFDRGIPDILGYLTLCNLPVPPHVATAAKAACYNRRVFLAPYWDEIFTQDTERKQSQTEAEATCAAMFDTYVALGYEI
IELPRTDIAWRADFVCEQLAI
>OLS43923.1 CRISPR-associated helicase Cas3' [Rhodovulum sulfidophilum]AB26
MGRALLDWFPEIGRSSAPSPKPALLHFFCGLLTLADWIGSDRKAFPFEGSFRSDYWETARDRANERVADIGLAEGSLHLR
AAPGWALISDYPSPRPAQEAVGDLPVNERLVLLEAETGSGKTEAALWRFATLVAAGEVDALYFAVPTRAAARQLQRRVNA
ALQRMFDPTPEAILAVPGQLLSGEAAGRPLPGFAVLWDDTTARPARWAAEHAARFLAAQVAVGTVDQVALGGLRAKYAHL
RGSALSRALVVIDEVHASDAYMTEVQLAMVRSHLALGGHAMLMSATLGAAARRKWLNEAVADLATDIARPYPAIWTTRGP
QPVAPDNDADKAVHIEVHRGWSGDAAAVLALEAANRGARVLVIRNTVMRAQETFAACNAARPDLLLAVDGQPTLHHSRFA
VEDRALLDIAVEEAIGKDSPQRGRIVIGTQTLEQSLDLCADLLITDLCPMDVLLQRIGRLHRHRRLRPSGFEAARAVVMC
PPDGLDPLTRTAENGLGAYADGPSLSGIYVDVPGLAATLAEIEARPVWQIPTMNRALVEAATHPDALDRIATAQGWQSYR
QRVSGRALAEMSAAGLVLLDRTAQLPRTFPDDERIRTRLGEDGVILTLPEGTRGAFGQPITRLALPAHWSRGLTGEEEVQ
VDPGPPMRMTVSDRAMSYGSEGLMQDQGNRHGA
>OLS43924.1 hypothetical protein BV509_05965 [Rhodovulum sulfidophilum]AB26
MAHDLLRDPLIRTDRAWHSLPGLMAAMVRGEVAGFPALRPHQRPAWHMFLVQLAVLALDASDERALPDTEDRWRAAFRAL
TPEFADDAPWHLVGRDRSCPAFLQPPDPGGLKWSFVATPDALDMLITSRNHDLKREIAFEAAPQDWLFALVSLQTMEGFG
GAGNYGIARMNGGSSSRAMLTLAPARAGSAEIDPSAWWARDVRRLRAGREGLVGKALLWLDPWPDGRSLDLHALDPLFIE
VCRRIRLTLHDGRMAAERSTSKGPRVAAKEARGNTGDPWAPIHLTESKSLTLGERDWTHELLVDLLYRGEWQVPVLARPD
PQEEAAPMLLVAEAVSRGNSKTDGFRSRIVPVPKAMVGHMLGARPRDLAEGILEDIAAVDQALRNGLALTAAEGDRDKVG
KAHYARTRPAREALRREADRTFFAELWTRMAETTDAGIGGARLRYLESLARQARVEFAAALPAIPCASLMRPRAEVRARR
ALETGLFRAMRKFHAAEEMNA
>OLS43925.1 hypothetical protein BV509_05970 [Rhodovulum sulfidophilum]AB26
MPEPSDDLARCAVAIAAALAAADSGERAAARRMDEGGAPVFWRQVARLKLPRWQEAGWLRFTRMVAILTPASARQTVHDS
NQSLGAVLAAAGVSEHRLARLLAARGAARDAALERAIRMVASAGPKLNVVDLARLVFGCDRNRLARTYYERLDHAPSEKS
EDA
>OLS43926.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]AB26
MPDPRFLQIHFLAPYTAALLNRDDAGLAKRLPYGGHLRTRVSSQCLKRHWRLADDPHGLDRIDGADPAYRSREIIGHKVL
YPWAEGLEEAVLEPIREALLTAVYGDKGTDKKSRQTLLLGEVEVSYLTAEAKRLVEDAAGDAQKAKEIANDWRKAHKANF
KAMSENARLPAGLTGALFGRMVTSDPKANIEAPVHVAHAFTVHAEEAESDYFIAADDLAREEDTGADTIQETELTSGLFY
GYVVVDIPGLLSNLGGDARLAGAALHNLVYLIAEVSPGAKLGSTAPYSRASFLMLEAGDRQPRSLAEAFRSPCAAETGQA
VAALSNHLAALDAAYATGETRRIMSLANADVPEAERGTLADLASFAQGLPARIADRTA
>OLS43927.1 type I-E CRISPR-associated protein Cas5/CasD [Rhodovulum sulfidophilum]AB26
MIYRWMHLRLTGPLLAFGGIAIDHVGPSRDFPSASMLTGLFANALGWRREETERHQALQDRLVFGALIARQGRVLTDSQN
VQLKANDRGWTTRGRPDERAGGTYDSPHRRRRDYLADHDCRIVLRLTPEDEPDIGTLARALDQPARPLFIGRKPCLPSVR
LFQGWLNAPTPRAAIGALGLSGRALWPATDAEDEDEGSILDLADLRNWRSGLHGGSRRVIEGEIPGGVE
>OLS43928.1 type I-E CRISPR-associated protein Cas6/Cse3/CasE [Rhodovulum sulfidophilum]AB26
MSLHLVELPMQLRSLHLWAGQRGLSDVSDEGMALHHVLGEAFGPAMLQPFRMMVAPRSRVGTLYAYSRRNADELRDTGKG
SLTPGLAEVVQLDRLRSLPRAAESWTAGQRLGFDLRTRPVIRLASARDGRTESGAKVRFRKGAEIDAFLAAALLDDGSTR
EAVYLNWLAERLAPTAELDHETSRLASFRRSIVQRNGRRIEGPDATLHGTLTITDPDAFTRLLARGVGRHRAYGFGMLLL
RPPQRRRIC
>OLS43929.1 type I-E CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]AB26
MLKGRLGLDSAKVPHADRAGCLYLARGALIARDGTLAFLQGPQTEADALSEGDYAIPLQGVSIILLGPGSTVSHDALRLL
AHARTALAAVGEDGVRLYTAPPMIPDRSGLARLQARIWADDDLRLMTARRMYAMRLGEVLPHADLDVLRGIEGARMKETY
ALQAQRIGISWRGRRYDRANPMASDLPNQALNHAASAVEAAAAIAVCATATIPQLGFIHEDPGQSFVLDVADLYRDSVTV
PCAFKAARQVSERPSENIERVTRRMTGTALRRDGIIPDMIERIKALIEGRGS
>OLS43930.1 type I-E CRISPR-associated endoribonuclease Cas2 [Rhodovulum sulfidophilum]AB26
MPLTMIVTRDVEMRYRGFLTSVMLEIAPGVYVSPDMSAGVRQRVWSVMKDWWSQLRRGSLVLVWRDPASVGNLRIETLGE
PPKTIVDADGLLLVKRK
>OLS43931.1 hypothetical protein BV509_06000 [Rhodovulum sulfidophilum]AB26
MSPVTIDGEDCSVGYTTLARSSDLIGGTVFAALTDRAGKVVKSEDGSDHVSVDADSISLLHIGDKIFSVTHLESRPGAMH
VSELAQDADGNLTPVSTRPVVFSDYGGLWVPCAGSVTPRRTHLGSEEYPAEGSAKLRALTAITWP
>OLS43932.1 hypothetical protein BV509_06005 [Rhodovulum sulfidophilum]AB26
MTEAISTNRRTLLKGGAALLAVPFLAGSAAGQASHVRVSMTSEEGVAHLQTYRKAVAAMWALDPSDPHNWFRYAMIHLMD
CPHGNWWFFVWHRPYVAHLERIVRIYGEDEAFAMPYWDWTADPFVADTFFASSTYPDNALDPSSSHYPDWDSFESAYHDP
IEAFWTGLSDAQKQQETLRGFPDFDSFWTTGVQPNFNANPADGRSKTAAAPDLTPPASDAVMLPVIEAGLRPELFTTVVG
SGQARTGFNSPESQNHHQGVGAAILEGQPHNKVHNDLGSAAGGWMPSLLSSVDPIFFMHHCNVDRLWDVWTKKERTAGRT
ALPTAEEAPRFDPEPFLFYIGDAGQPAPSTAGASMDIAPWGYAYTPGSGSASAAGLQSRRGTAPNAIARADEAFGLNEGA
TASLSLPEAAATAGPDETRQVAQVTFTPPRMLKGLSFDVFVSPGGETPELSEDSPGFAGSFEFFGMLKGHGHDFTAVIDV
TDAVARLREAGKLQADGTIDVTLAASGTGMEDPTLEAAPLQGVLKSVVFESF
>OLS43933.1 hypothetical protein BV509_06010 [Rhodovulum sulfidophilum]AB26
MVLFWTAAPALQAEDGGPGTGRAAIEVAPGAAALVLAVRTGPLPPGAELVLETPEGQRIGSVSPFGATAAMSSPVQIHLV
PVPAGTLPEGRTEIRARLILRGSERAATAREFLGAAIIDN
>OLS43934.1 hypothetical protein BV509_06015 [Rhodovulum sulfidophilum]AB26
MIPEPRPVISLVIPTRERAHYLDAAIRSALVAADAADAPVEIVVSDNASSDDTPAVIAGFDDPRIVALRTDRRLSMRENF
QFALSHTTGDHVLFIGDDDAVLPNGLRLLADLIARHDPDIVKWRVMTYLWPDPRTGAAGTLRVRPQALDGRLKRLDPAAV
LDGFARARFRSYHDGGMIYHGCISRRLIARAEAASGGPYFRGSSPDVFTSLQALMVTDRPILRINLPITLGGSSPRSNGA
AGQKLAVSGASAEGTEFARFIAETGTDPYQCRLPVSCPSLTMMTLDCLQCAAELQGYPLKIDAAAWSARIAADIGRFAEP
TRSTCEALARVLLGPDFHLDDPASESAVPVAPSPAPALAPPDGPALRRVSTTLHFEGGRMTADAAAAADTLDGLVRLGRT
DARPPGALGRVRNVLGQHARARWMLR
>OLS43935.1 hypothetical protein BV509_06020 [Rhodovulum sulfidophilum]AB26
MRRADSVAFFGLRDDAYSEIALTHLETLFETVIPVLSTNEVPPTSPDPGVLETDWLFCFKSKTIFRAATLEGLGKAAINF
HTSSPAYPGSGGVNWVLYNGDESSAITVHLITTDVDAGPILDVSDFSCREARTVADLLKLTYRHHLLTFLRVTAAIARDG
MDWVDRARLDNKARHWAPKTYRLRDLEDLKRLDPEMTEEEVARRIRATSFGRYGPFVELHGKRFTLSE
>OLS43936.1 cephalosporin hydroxylase [Rhodovulum sulfidophilum]AB26
MSQRDDRAEFEEMKRRQSLALGRDEALHDRSSAMFEALNEYDFSYLWSWMGAPIIQTPTDIMATQEVIWSSKPDVIIETG
VARGGSVLFMASLLDLMGAGKVIGVDIDIRAHNRDTIETHPMSKRVTLIEGGSVDAETVARVRAEIPDGARVMVVLDSDH
SRDHVLAECRAYGPLVTEGCYLVVADTIVAHLPEASKARNRSRRLEPGNDPAAAALAYMAENPDFEVDPVLNGKLILSSS
PRGYLRRKAA
>OLS43937.1 hypothetical protein BV509_06030 [Rhodovulum sulfidophilum]AB26
MKRKRFVGLARSVQQYRPVPKDDAAVVKRMKALASENRRYGYPRLHAMLRREGLVVNHKRTYRLYTDQGLQVRTRKRRRL
PRRDRVAPQVPERPMQRWSMDFVGDQLADCRRFRVLNIVDDYSRFCPGQIVDVSIPGARVARFLDDLALRFGLPEMKPPR
VGRSLTLRQSA
>OLS43938.1 putative heme utilization radical SAM enzyme HutW [Rhodovulum sulfidophilum]AB26
MNVHRPAAERRDADAFFARISTDPLADAFSGRMGAHAHGGGMAVPPEEVAGLWHGLKAAPRTGPSVAYVHVPFCENRCLF
CGFYQNPWRRELGAPYVDAVLAQLEAGARTAAQQGHPLRAVYLGGGTPTALAARDIARLVEGLHRHLPLAPDCEITLEGR
IVSFGLEKARAAFDAGVNRISLGVQTFDDGVRRRMGRKSTRAETVRFLEGLMRLDRGAVVIDLIYGLPGQDRATFQEDVR
LAAALGLDGLDLYSLKSIPGTPLMMAQDKGKLAVAAPGELGHFYADGAAEMDRAGWEAISTTHWRQGTRERSLYNFEVKA
GAHCLAFGAGAGGNLQGHGFRIVPDLDTYRERAANGGAGLVAGLIRPSPLGPAHAAIKAGMERGRLVFAPVDRALASCGV
GGGFEPLAAPLLAQWQRAGLLTGHSMSVALTLAGRFWQVAMTARLIAWTDLRLSEAENEAHRRVTA
>OLS43939.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MSNASGGALGFLHKSHIVAEPGFNRWRVPPASIAIHLCIGSVYAWSVFNPPLTRELGVVTSGADDWTLGSVVWIFSVAIV
FLGLAAAFAGKWLEEVGPRMVGVVAAILWGGGFIIGSFGIAAHQLWLVYLGYGVLGGCGLGLGYVSPVSTLIRWFPDRRG
MATGMAIMGFGGGAMIAAPVKGWLLDLFKRAPDYLGPQDAVATVVEGGRIFAETAAGKVEVVAASAKQAAEFGGEAGLYV
VGTGATGAAQTFLTLGIVYLVVMIFAAFQYRVPAEDWKPAGWSPKPVASGMVSQNNVHIDQALKTPQFWQMWVMLCFNVT
AGIGVIGVAKTMMSEIFGSVMPLVVTAAFASTYVLMISVFNMLGRFFWASASDHIGRKATYMCFFVLGTALYLSIPYFAS
AVATNPAMIYLIGFYAATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQMSVTNAIQ
DLAGRVDPAAFAQKFGAPLAQLDQLVAAKTVTIAGLMEIAPAGTIDPTPSLYNTTMYCMAALLVVAFFANLFMRPVREHH
HHDEPELRAIPVE
>OLS43940.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MPRLPGILRSVRVRLLVIALLPMLVLLPVMLGGAMWRWSAKIDNLLVTKVTGDLTIADQYLARLIEMSGERVDAIARSVD
LREAIGAGRQAVYLEGERQRLGLDFLRIAAPRPRERAWPVIAAALDGQRQSAIDIFDADQLEALATGLAERAEIALVTTR
AAVPTDRTDETRGMIIHSAAPLVLPDGTRVALVGGRLLNRNLDFIDTINALVYRDRSLPAGSQGTATLFLDDVRVSTNVR
LFEAVRALGTRVSAEVRAQVLDEGRIWLDRAFVVNEWYISAYEPILDSFGRRVGMLYVGFLETPFREAKRTSILALGAAF
VLIALVSVPVFLRWARHIFRPLEGMTRTIAQVEAGDLAARNHPPEAGGEIAQLARHFDSLLDRLQARDRELRSWAESLET
RVEERTRDLRAANLRLERTTERLIMSEKLAAVGEITASVAHEINNPVAVIQGNLDLARSTLGAEADKVAEEFALIDDQVY
RIGVIVSKLLQFARPEDYSGSADLIAPAEVVKDCLVLTRHQVQAAGIVCEVRAEGTGTVAVSRTELQQVIVNLILNAVHA
MPDGGSLRVVANDCKDGVEVTVEDSGTGIAPEVLPRIFDPFFTTKQAQGTGLGLSISQQIVSRAGGRITAASIPGQGSRF
RVFLPSAQKT
>OLS43941.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSENREETASLLSTASILIVDDEPGMRHFLVKTLRPLCRAVDEAPDTEAAERLLAARQYDVMVLDNLMPGRKGLDWLQTQ
RDRGGFTDTIMITAYADLQTAIEAMRAGVSDFLLKPFRSNQILNAVGRCLELARLKRENFLLRRELETGASGTRRRELIG
QSPAIAEVRQILERVAPLSTPVLILGASGSGKEVAARHIHCHSGRSGAPFVAIQCGAIPADMIEYELFGHAAGAFPGARS
GREGLLASASGGTVFLDDVSELGANAQTALLRVLEDGVIRPIGTERDIQLQLRFVIASTKPLQKEVQEGRFREDLLFRIN
VVEVRMPALKERSSDILELAELFQSELSAALNLPRLDMTSSVRSAMLRHDWPGNIRELQNFIERALIFGRFPVETLGPPQ
TGTEITPLEDIERREILRALEALDGNRSEAARRLGVSRKTIDRKCAAWGL
>OLS43942.1 hypothetical protein BV509_06055 [Rhodovulum sulfidophilum]AB26
MTVPRGSEATGVSKGILKKLKQRGVAPTKVEPTKAETAVKIARCFGKTVEQFLDNADSPKAEALPGKIGRSSDTGKERLD
GLPARRRRSG
>OLS43943.1 hypothetical protein BV509_06065 [Rhodovulum sulfidophilum]AB26
MTSLTRAAPNSALSFRLSAVAETLLRIGRRSSIRRQTVRELSALSDRDLKDLGIFRCDIRTIAAEAARNA
>OLS43944.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB26
MTRDFAIYPSLRGRRVYVTGGASGIGAEIVAAFAAQGARVGFVDLDGAAARALCDRLGGEVHHETCDLRDIAALRDAFAA
LKTRIGPAEVLVNNAARDDRHDWAGVTPDYWDERMATNLRHMFFAIQAVAPDMIAAGGGAIVNLASNSWMEAVGGFPAYA
TAKAAVHGLTRTLARDLGPHRIRVNTVVPGWIMTERQKALWVTPEKLEQHRRRQCLPDLIDPVYVARMVVFLSSDDAAMC
SASNYMVEAGSI
>OLS43945.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MAKTRDGIAIGRRGMLLGSAGAVAAAGMGLWPRRGLAAEPISVAGIYTVPVEQQWVSRLHKAAEAAKAAGLIDYTFSENT
ANTDYPRVMREYAESGVQLIMGEIFGVEQEAREVVLDYPETAFLLGSSFPPDDAYPNLAVFDNYIQDASYLSGIVAGAMS
QTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQADYPDTVVASALWHFGPTLQAALDRVAAGTFEAADYGAYSFMKEGGCSLAPLGTFAGKVPQSALDLVAE
REAAIKAGSLTVEINDTEPKSS
>OLS43946.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MADPRPVVLKLEGITKRFGTLTANDAIGFALHQGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLADNLTVTENILIGTRPLWRGGLGRAEARARIAALSRDFGLAVHPEAKVRTLSVGECQRVEILKALY
REARVLILDEPTAVLTPQETEALFATLKKAVDRGLSIIFISHKLHEVMAVSDRVIVLRHGRVAGEVATAETDRHRLAEMM
VGAEVRLPAPSLARPGSALMELDAVSTPPEGTRPGLKSVSLALRAGQITGLAGVSGNGQGALADLVSGLAAPSAGRFEVA
GARVERWSPRAALQAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRRGWMNWRAARAHAEKIIKDYDVRCPGPEA
RIRLLSGGNMQKLILGRALETAPRIILANQPVRGLDIGALTYVQDRLIAARDGGAAVLLISEDLDEILALSDVIHVMSEG
RLSPGFPRGTKTPAELGVWMAGQGFDHAA
>OLS43947.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRLEPVRNASLARRLGLPLLALAVTVVVASVLARLAGADPFATLGLILKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
AKLWNIGAEAQLYAGALLTVLVGTQLGLPGPVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLLISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNPQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>OLS43948.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGVFVALLTGMAFGA
LHGLLTVPFGLSQHVVGLGITLLATSSAYYAYRLSLPEVTSPPRIEPFQPVHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALILYRTPLGLALRAAGENPSAVEAQGLSVTAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAGFDALQIRLQQTPLGADIPYQVFLMVPYVLSILALVLMSRRAEVPAALMTPYNRGDR
>OLS43949.1 cytosine deaminase [Rhodovulum sulfidophilum]AB26
MAEFDLLITDGNLPDGQVGDIGIVKDRIAAIGDLSGSTAARVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKQIATVDQMVERALAYCDWAVSQGLLAIRSHVDTCDDSLKGVEAMLQVRETVKPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDMHCDETDDPLSRHVETLAYEAQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQSHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLEGYGLYEGARASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPAGVRRRHHHAN
>OLS43950.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MARDITRGLVSGEGELSDAVWAEVLSAVDRTYADLVDYQERLEAKNAELETMRSFLGSILASVSDVLIVVSRSGRVEEVS
ASLAARTGASTAGFVGRPVAELFAESDRPALVAAMQRAALDRRPVTLEAGLIAAGDTTPLELSLSPRLDERSRVTGHVLT
GRPLGELRQAYAQLAASHDELKAAQTLLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALDRYATKFETYFDKVQAGA
DRADLVRLREDLRLDREIRNLREAVAGARDGAERVRDIVEDLRRLSSDGAGEMVAFDLAETARIAASWVMRGSKRAVGIG
FPASAPVMALGRPGHVQQVVMNLVQNALDAVEEGGRVDLSVAAENGCAVLSVADDGPGVPDAVRTLIFDPFFTTKAVGQG
TGLGLAISAKIAEEHGGQLRLCPADRGACFRIDLPLAEATA
>OLS43951.1 HupU protein [Rhodovulum sulfidophilum]AB26
MKNVLWLQAAGCGGCTMSLLCAESPSLPDLMAGAGLRFLWHPSLSVETGAEARALLDRAAEGEIPLDILCVEGAVARGPN
GTGRYQMLSGTGRSMLDWVDRLAPRADHVVAVGSCAAFGGVTSAGGNPSDAAGLQFEGAHPGGILAADFRGRGGLPVINV
AGCPTHPDWVGETLMLLAAGALGPSGLDSFARPRFYAEHLVHHGCPRNEFYEYKASATTLCEMGCMMEHLGCVGTQAVGD
CNIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTATPKVAGIPVGLPADMPKAWFMALASLSKAATPERLSRNAVADRV
EVLPGPRKPRA
>OLS43952.1 HupV protein [Rhodovulum sulfidophilum]AB26
MTGTRLIVGPFNRVEGDLEVHLDVEDGRVRGARVNAPLYRGFERMLLGRPASDALTLTPRICGICSISQSAAAARALAAA
GGHMPAPQGAAMAALIHAVENVSDHLFHFNLFFMPDFARPAYADRPWHPRAVERFTAGAGTAQRAAIEARAALLHILGTL
AGKWPHTLAIQPGGVTRAPGPRDKVRIMATLAAFRRYLEGTLFGAPLEAFAALETRAALMRWAQGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWRAGSLAPLDLGGMVEDVSHAWMLGGAAHPAAGQTLPDDEMRETAYSWCKAPR
LDGLGYETGALARQVVAGHPLARDLAGGGVLARVAGRLLDLARTQILMEDLVRALDPGAAFMDPAPEIRDGAGAGLVEAA
RGALGHWLRVENGRIAAYQIVAPTTWNFSPRDASGTPGPLEAALEGAPVAPGEETPLSVQHIVRSFDPCMVCTVH
>OLS43953.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB26
MEAGLEIRVRGQVQGVGFRPFVWQLAREFGLRGEVFNDAEGVLIRVVGGDLAAFQAALTARAPALSRIDVVEARDRAFSV
APAAFAIAPSRGEGAETRVTPDAATCPDCLAEIRGVGRRRGYAFTNCTQCGPRFTILRQLPYDRARTTMADFPMCPACRA
EYQNPADRRFHAQPIACPDCGPRLWLEREGAEWPGDAVAGAADLLARGAILAVKGLGGFHLACDAGNAAAVDRLRARKRR
PAKPFALMARAADLAGFCAPSPADLALMRNPAAPIVLVPGTGALPETVAPGMRHLGVMLPYTPLHHLLLDAVGRPLVMTS
GNLSGAPQVIANDEARAKLGAFADAFLMHDRDIARRLDDSVERADPPMVLRRARGRVPGTLPLPAGFEEAPQVLALGGQM
KSAICLVKGGQALLSHHLGDLDEALTWEEFLTAIADYGRLFGHRPVRVACDAHPGYRATQHARTLGLPVVEVQHHHAHLA
ACLAENGWPRDGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRTVERVGHLAPAPLPGGDAAAREPWRNLLVRLDAAGLAD
VADRMLPDAPRAALRAAVRAGLNAPASSSAGRLFDAVAAALGLCPGGQSYEGEAAMRLEALAGDLPADRPYAFDGLDPAP
VIRAVVADFDAGCPKPLIAARFHAGLARAFADPAKALVESGRARAVALSGGCFQNARLLSEVRFCLRSVKVLIHRETPAN
DGGLALGQALVAASGKLPQMESS
>OLS43954.1 uptake hydrogenase small subunit [Rhodovulum sulfidophilum]AB26
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPDLDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVENWDDDYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFTAAGAVGAGIVAHVAASALKRAQKKSQDAAKKEEV
>OLS43955.1 hydrogenase 2 large subunit [Rhodovulum sulfidophilum]AB26
MVATPNGFDLDNSGRRIVVDPVTRIEGHMRCEVNVDDQGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALKADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYLLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NLDGTGAVGAINIERLNMVSSIIDQCTTFVKNVYIPDVVAIGGFYKSWLYGGGLSSQAVMAYGDIPENPNDFSADQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYSYGEPGKGLHPWDGVTEPKFELGPNAKGTKTNIEELDEAAKYSWIKAP
RWKGHAMEVGPLARYVIGYAKGHEDIKGQVEGLLRTMDLPVEALFSTLGRTAARALEAEYCTRLQKYFFDKLIATCRNGD
TATANVEKWDPKTWPKEAKGVGMTEAPRGALGHWIKIKGGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMSPDGQELTRVKVR
>OLS43956.1 urease accessory protein UreJ [Rhodovulum sulfidophilum]AB26
MRKYLLAAALAAVAGPALAHTGHGASTGFVHGVLHPLTGADHLLAMLAVGLWSGFALTSRLWAGAAAFMGAMVAGAALSW
AGVPLPGVEGMIAASVLAFGVLAAFAHRGQARWVTGASLGVIALFGICHGHAHASEATGAALAYLGGFLISTAALHLTGI
LVARAVAEARAARTLRRTAGGALVASGAWLLAG
>OLS43957.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB26
MSVEDRTSIPIHIPNPEAPTPLEAARLTGGARPEDIESLQLRAAVYVYEMPVRIWHWVNALAITILIVTGYLIASPPPTM
EIAEATDQFVFGYIRFAHFASGMVLTVAFLGRIYFAFVGNRHARQLFYIPVWRKRWWKEMIFEARWYAFLEKEPKKYIGH
NPLAHFAMFTFITLGMTFMIVTGFALYAEGAGQGSFYDSWFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>OLS43958.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB26
MPAATDRLTLILGIGNVLWADEGFGPRCVETLAETHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLAPGTLK
IVRDGDVPAFMGAKKMSLHQTGFQDVLATAAFKGCSPARMTLIGCQPAEIEDYGGGLTPTVAARLPDALAEGLAELARWG
VAARPGRTATPDLADPSIRREAYESGRPSAEAACRSGDDRFFPGQGDLAGPVR
>OLS43959.1 hydrogenase [Rhodovulum sulfidophilum]AB26
MCVGEPMRLIGIDGIAGRTEEGALIDLSLTPEARVGDWVLTFLGAARDLLDPDEAQRIRAALDGLRAVMAGGSAGDAFAD
LEAREPTLPPHLQAALAAGDTQG
>OLS43960.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB26
MTHPLIARLETDLGWPRLTDMAEVAAFTARPGVHCLFVPGDPARNLETADAAVILPELRQAFQGAFDCALVDDAIEAELR
ETTRALKTPGFIFYREGQLLGDIQKIRDWDDYLARTAHILSLTDA
>OLS43961.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB26
MVSGFHLPPTGFGPGSQPADDELGYMQMPSGMRTYAAHLPEIDDTDAAAPALALLERAAAACERAAATGEGESFQLADLP
PDARALLTETLGQGEVSVRIQGVPAVAVQESVFAGVWRVMGAGVDRVEVGAVPARARIAFAPQRAALGLEAPKGLDVFNA
PALLVELLDRSAAWRKGKDPHVVNLTLLPHTEGDLAWLDAALGEGAVTVLSRGYGNCRITATATANVWRVQYFNSMDTLI
LDTFEVTDMPEVVLAAPEDLADSAGRIRDVLEAIR
>OLS43962.1 rubredoxin [Rhodovulum sulfidophilum]AB26
MTARFEGSYGGRDDRISPAAVMECKICWTVYDPAEGDDFRQVLPGTPFAALPEDWTCPTCDAPKAQFMVKDDPGATEAAT
AAWIADRTAALEAEFREIWHSKMRDVPLVNASLHVEAVGFALYEGRPLGVLVAPWFMNLILLPAEGEDWSGLTAGAKESL
CFPSGDYEFIHNVRPMAGGYKACSLFSPMNDFASQLQAVEVARAVMVELFKAENRAETDRAADIRAARETDLADAEAAEG
EASGTGAPTRRAVISGGLAAGAEDRPAEAPGA
>OLS43963.1 hypothetical protein BV509_06165 [Rhodovulum sulfidophilum]AB26
MSAALHIALTGAGPRIAAPAPPALEALLLHRRVEEAALLVPRIFNLCRAAQSLGARVALGLPARPEDRAALADEILRDHL
MRFFVLWPRALGLPPAPLPHGDVARAVFGPPGRCPAPDAFDRWLAAGAGVAPVLAALAGRFAPGEAVADLPPADPGPALD
AAAEENSPWLRHRTSPLLAEIEARYGRGPLWRAAARLVDLEACLSGQFPATPDTRGGVVRVPAARGTYSLSARVEDGRVA
AFRRLTPTDHLCARGGVLQRALESLPRGRADLAPLVVDILDPCVPVVFDEAAHA
>OLS43964.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB26
MHEMSLCEGIRGIVEDQARAHGFAAVRLLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRALCYDCGVEV
EIENRLDPCPRCGGGRLMPVGGDEMRIKDMEVV
>OLS43965.1 hydrogenase accessory protein HypB [Rhodovulum sulfidophilum]AB26
MCTVCGCGGATLEGQARGQAQDHGQDAPHHHHHDHTHGHDHGHDDDHTHDHTHDHGHAHGHHHHGDHGDLHYGAGAAGVS
VPGMSQARLIEIEAGILSKNDAFADGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEKLGGQPLAVIEGDQQTSNDADR
IRATGAPAIQVNTGKGCHLDAHMVGHAMDHLALPRGAMLFIENVGNLVCPAGFDLGEDAKVAILSVTEGEDKPLKYPDMF
TVARLAILNKTDLAPHCDVDFDLYEANLRRVNPGIEILRVSARTGEGMEAWIDWLTARLAEKAGGAAA
>OLS43966.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAPASARPAVLLVDDEPHSLAAMRMALEDEFDVLTAADAEAAMAVLRDEWVQVILCDQRMPGRSGVAFLSEVRERWPETV
RLIVTGYTDSSAMVAAINEAGIHQILTKPWHPDQLLVAARNAAQLFQLSRENERMALEMRLLASTAESRVEKRRKALREG
MGFETVLRAPNSPMVEVVQMARRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRADKPFYDLNLAGMPEDLTAIELMGAK
RGVLAGGVARIGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVGTNFRLICGAGTDLKTLVAEGRFR
ADLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSASHGKPVHGLDEAALEFLENYDWPGNLRELKNEIARMLVLAQDK
MLGADLISRHILQAPPGDEGADRSADAVLARTGSLKDRVELMEMRILRETLTRHRWTKSRAAAELGLSRVGLRAKLDRYG
IAGPAGRVSQDEED
>OLS43967.1 hydrogenase formation protein HypC [Rhodovulum sulfidophilum]AB26
MCLGIPGRIVAVTDAARMMALAEVSGVRREVNVACILDGPAEDLVGEWALIHVGFAMARIDADEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>OLS43968.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB26
MKYATEFRDPKAAKAVLARISALADQIGATRAAPVHIMEICGGHTHAIFRYGLDKLMHEGVEFIHGPGCPVCVLPMARVD
ECVEIANRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPGREVVFFGLGFETTTPSTALSIQQ
AAREGLGNFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
TQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDQSGLRIRARYRAFDAEEKFGVGYAAGPRVVP
EPEGCACGQVMTGRIKPTACPQFGCGCTPEMPLGALMVSSEGACAAYWQYGGARAPEAVE
>OLS43969.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB26
MNVPTRARLRDTHVTLSHGGGGRAMRDLIDEVFAAAFRPDAMEDQARLSDAALTEPGARLAMTTDSFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIVATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGAI
PPGRDLAASRIRPGDVALVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLASALN
EMAEAAGVGVEIEEEALPLRDEVKGMCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRARPEGRDAVIVGRATAEHPG
QVRMRTAFGGARIVDMLVGEQLPRIC
>OLS43970.1 hypothetical protein BV509_06200 [Rhodovulum sulfidophilum]AB26
MRHHFDRRAGRAATALAARTGACLATLRIFARDWDTAFAETAEGVVFDLYRGGRHTALVGRNAARARSSNPF
>OLS43971.1 hypothetical protein BV509_06205 [Rhodovulum sulfidophilum]AB26
MADYNTIRAGATGVRTAQIDEGLRAHMNKVYGTMSVGMLITALASWSISGLAVTDMPTAVQIGADKYLTGLGQALYTSPL
KWLIMFAPLLFVFGFSAGINRMSAATAQVVFYAFAAVMGLSISSIFLVFTGVSIVQTFLVTAIAFAGLSLWGYTTKKDIS
GWGSFLIMGVIGLVVASIVNIFLASPAIMFAISALGILIFAGLTAYDTQRIKTEYIQHAHAMDSEWLGKSAIMGALNLYL
DFINLFMFLLQFLGNRE
>OLS43972.1 hypothetical protein BV509_06210 [Rhodovulum sulfidophilum]AB26
MAQVSTNIRAAHDVGGAGLVKRILLGLSAARQRRQLVELDDRQLRDIGLTAEEARAEARRPAWDVPQSWLR
>OLS43973.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MARNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDLQLLDRTERKVKLTASGEQLLGYARRILSLND
EVYARMTAQEYEGEVVVGVPHDIVYPAIPLVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGPTGETL
TELPLVWVGAIGGTAWRQRPLRLAYEHTCIFRQGVQAALDRAGIPWVMTVESDSSRTVEASVSADLAVHTSVDGALPPYV
ERIQHGGALPDLKTTQINLYASDLADGPVIGALAELIRQAYRAS
>OLS43974.1 zinc-binding dehydrogenase [Rhodovulum sulfidophilum]AB26
MRLFQLDRIGEQPRLAEADCPAPAAGEVRVRIAACGLNFADLLIIEGRYQEHPPLPATLGMELAGTVEALGEGVDPGLLG
TRVAVFAGSGGLAEAGCFPADRCLPLPETMSFIEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLIDSDTDDLRAAVLALGGADVVYDPVGGPLFAEAMRACRPDGRLLAIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLAFRPQVLTASLATLFRWHAEGRLHPHVSHVLPLERAAEGLDLLRQRKATGKVVIAMH
>OLS43975.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALDVAVSFFFEGLDGRNAEQTT
TGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>OLS43976.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB26
MKDTEADSLIEIAHALADAARTATLSHFRTATLGVENKAGTGFDPVTRADRASEAAMRAILADRRPEDGVLGEELDGTSS
RSGLTWVLDPIDGTRGFVCGTPTWGVLVALSDADGPILGIIDQPYIGERLLGGFGRAEFSGPHGQRRLATSAPRPLSQAS
VFSTFPEVGTPEERRAFAALAGQAQMVRYGMDCYAYALVAMGHVDLVVEAGLHAYDIQAPIAVIEAAGGIVTDWKGGPAH
DGGRVVAAANASIHAEALAILSAAA
>OLS43977.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB26
MGHVLIQGAELIVTMDDERRELAGADLRLRDGCVAEIGTGLAPEGAEIVRADGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLKTLYPIWSRFGPEEFRVSALVGLSELALSGCTMSSDHQYLYPNGARLDDTIAAAREVGIRFHATRGAMSIGES
KGGLPPDELVEAEPAILEDCIRVIDAFHDPDPGAMIRVGVAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLDRFGCRPGQYAEDLGWTGDDVWHAHCVKLDGREISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVVLGADAMSAREALEIATRGGADVLGRPDCGRLAPGMRADLAIWDMSGIEAAGLWDRAAI
LLAGPNRVRDLFVEGRQVVRDGRIVTHDLGTAVAAQTRIARRLAGL
>OLS43978.1 magnesium transporter [Rhodovulum sulfidophilum]AB26
MENEVIDQAEPGEEGYGLDNRTVAAIRLAVAAGDRVRLGELLEPLHPADIADLLEQVDSGHRREILLLGSSFFDGEVLSE
LDESLREEVIAFLPRDVLSEAVRELESDDVVDLLEDLDEPQQAAILDALEDADRLAVEQALTYPEYSAGRLMQREVVRAP
EHWTVGETIDHLRAHKETLPDQFYHVIVVDPGIRPVGYVTLGKLLSSRRSVKLTELFEESFRTIPATQEEGEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLSDRVVETCRQRVPWLLVNLGTAIVASLVIAQFET
AIAQVVALAVLMPIVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGVINGVLFALVMGAVGVLWFGSGTLA
MVIAAAMIINLGVAALAGILVPVMLDRLGVDPALASGTFVTTVTDVVGFFAFLGLASVVLL
>OLS43979.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB26
MIVAAKAALRAEAQARRAAVHDPARGAEALARLDAVLTPHLGRPAAGYLPIRSELDPRPAMAALGRAGPVGVPVIEGAAR
PLSFRLWTPDCAMERGPFGVSIPSEPRPMVPEVLIVPLLAFDRRGIRLGYGGGYYDRTLALLRARGPVLAVGLAYAGQEL
PDLPAEPTDLPLDLIVTEAEVILP
>OLS43980.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB26
MKLLFLGDVMGRSGRSAVADRLPALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLGFIE
QEPRILRPLNFAKGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPAGTAYLTDAGMCGDYDSVIGMDKAEPMRRFITGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>OLS43981.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB26
MIPLSLPPTGMALLALAVVAAMFVAFVRERYPAEVIAICGATVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERGGKQKPRRAIATLMGFVLISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEVTPLALVLVAWGMIYLRVFGRRLLPARDSMADLLSDKSKMKFFTEAVIPPDSNLIG
REVTGVQLFKREGVRLVDVIRGDESLRRNLNGVTLQTGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLGSLRLRRKFGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPADIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVGIVVLAALGVAPILMLAVAAVALVLAARCIDAEEAFTFVEGRLLALIFAMLAVGAALESSGAVKLIVDGLAP
YLAELPPFFVVWAVYLLTSVLTELVTNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLSMGLLSALLIPLLWPL
>OLS43982.1 histidinol-phosphate aminotransferase [Rhodovulum sulfidophilum]AB26
MTGPRFTPLVDSLPATVPFVGPETLERGRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHALRQALAEAH
GVAPDCIMVGEGIDGLLGYLVRLVVGPGDAVVTSEGAYPTFNYHVVGFGGALHKVPYRDDHEDPDALIGKAAELGAKLVY
LSNPDNPMGTWLPAGRVQAMIEAVPEGTLMVLDEAYVEFAPDGTAPAIDPEDPRVIRFRTFSKIHGLAGARVGYAIAAAP
LIAAFEKVRNHFGMCRISQAGALASLADTAWLAEVKAQVAEGRAMIARIAKANGLSPLPSATNFVTVDCGADGDFARRVL
AELTQRDVFVRMPGVAPLDRCIRIASGPEDQLAVLAEALPKALEAARG
>OLS43983.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MTEPQMLTTPEGRRLAYHRTEGRAPGIVFLGGFMSDMEGTKATHLETWAKAQGRAFLRFDYSGHGQSSDRFDEGAIGDWA
ADARAALGALTEGPQVLVGSSMGGWIALLLARALPHRVAGLVGIAAAPDFTEDSMWAGFSDAQRAELMTAGRVEIPSAYA
DSPYVITRRLIEDGRRNLVLRAPLAFNVPVRLLQGTADEDVDLSVALRLLDRIEAPDLRLTLVKGADHRFSTPETLALIE
TAILEVA
>OLS43984.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB26
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERTFARMVAKPDWNINTVVGADGRDHIVS
VEKCVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSQGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAGEDPAAQPRTLTLIGGPIDPDAAATDVTDFGRRVTMGQLEQLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTAEFYLSTVDRVFKRRE
IARNVFSVDGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPAHKKASHLEAGAGHYGIFAGKSWRNNIRPL
VLEFIDANSGDPQPARAHLKSV
>OLS43985.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB26
MTTKEDATKAELSATNLERLNENIAKMEDLTERLVAAVAKKRRIDPNLQAPGHDLYMKAAAAYMAEMMQNPSKLIEHQVS
YWGKALKHFVEAQEALARGKLQAPTDNTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISNAVKDIDGLAPRDAKRLEYF
TQQIVDLMSPANFLGTNPEALERAVATDGQSLVDGLENLVRDIEANDGEILVTLANREAFQVGGNLATAPGKVVFRNRML
ELIQYAPTTETVYATPILIFPPWINKFYILDLTPPKSLIRWLVGQGYTVFVVSWVNPDASYAEVGMDDYVEEGYLTAIAE
VKAITGEDKVNAVGYCIAGTTLALTLALMQKRGDTSVRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTQKGFLDSF
FMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMVVEYLRGLCQGDRFASDGFEICGERVHISEVR
LPLCAVACETDHIAAWASSYEGVRKMGSTNKTFILSQSGHIAGIVNPPDKKKYGHYVNDAPMKDLAAAAWRESAEFTEGS
WWPRWEAWLKRRSGKQIPARDPGVGGRAPLCDAPGTYVLGEKAP
>OLS43986.1 Phasin [Rhodovulum sulfidophilum]AB26
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISAKWTKDTLSKVGEMTTVKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATATMAADKA
>OLS43987.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB26
MTDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRSGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTTSAQSVVPQFLAASFEMLRDGQSKMIENFGRINPMAMPGFEALQAQQEAFLKAMTGNWAGGSGPGEDDDEGGPN
ELNEIKRQLAELQQKLSKMNE
>OLS43988.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB26
MYLSVFDIFKIGIGPSSSHTMGPMVAAARFLETLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGVTPEAYDAA
AAETALARIRATAEVRPDGLPPLRFDPATDLVFDYDRPLPGHANGMTLSATDAQGDVLATETYYSIGGGFVRTEAELAAG
DPADQGAERPVPYPFSSAAEMLEMARASGRSIAAMKRANELARMSPAALETGLARIWSAMSDCIERGLATDGGLPGGLGI
RRRAHAIHSALMAERGMNLTPPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLSHVPAAQPSKIGDF
LLTAAAIGGLIKHNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMSEKYKETALGGLAVNVPNC
>OLS43989.1 hypothetical protein BV509_06295 [Rhodovulum sulfidophilum]AB26
MEPKPTERLPAPGLHAAAGTLGLVLIAAFWLSTLGAELFGTPAQIAAVKTAIPYGLVLLVPALIAAGAGGARLAQHRRGP
LVARKTRRMRIVAMNGLLILVPSALFLARKAAAQDFDAAFVVIQLAELVAGAANLMLLGANLRDGLAMRGLRPALR
>OLS43990.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MVFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATMANTLNRMERDGLIM
REPDAADRRARRVRLTARARALEAPATEAATEVNARALARLSPGDRARFPEMLQAVIAALRADR
>OLS43991.1 ribose 5-phosphate isomerase A [Rhodovulum sulfidophilum]AB26
MGAELSPIEMAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSSRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWTASRKLIAEALE
GLDVLGRDITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLALLLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVELAESDNLFADL
>OLS43992.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB26
MSFDYDLFVIGGGSGGVRAARLAAAEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGYPRVFEEARAYGWQAQAGEFD
WTVFRARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLANGIEKTARHILIATGGRPFVPEFPGCDLAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDEEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGRDAVFDAVLFATGRRPNTDGMGLEEAGVRLKQNGAVEVDAWSQSSVPSVYAVGDVTDRVALTPVAIREGAA
FVETVFKANPTRADHELVPGAVFTQPEYGAVGMTEEEARSHGPIEVYSTAFRPMQSGFAGQPDRVMMKLIVETGSRKVLG
CHIVADHAAEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTLKAPVRTG
>OLS43993.1 HflK protein [Rhodovulum sulfidophilum]AB26
MAGNSGGPWGGGGSGQGGGGNRGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKLTRSGVALAVLAAGV
AWGWASFYTVKPEEQSVELFLGRYLQTGNPGLNFAPWPVVSAEVIPVTREQTEDMGVGRAGADAGLMLTGDENIVDIDFQ
VVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLDSYDSGMNVVRVNFDKAD
PPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEVT
RKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRTDSARGGN
>OLS43994.1 protease modulator HflC [Rhodovulum sulfidophilum]AB26
MKKSAFLIPLAILVGATALSSVFIVDERERALVLQFGQVRAVKAEPGLAFKVPLIQEVVKYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVRFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADEEFFEFYRSLNAYKEALGKGNASMVLSPDSEFFEYFKQANRPAAAPAPTQVPASD
>OLS43995.1 hypothetical protein BV509_06325 [Rhodovulum sulfidophilum]AB26
MDMIVLGLGMALVFEGLVFALAPSRLEQALELIRRIPVETRRAIGLGAVALGTAIVWLARSLWG
>OLS43996.1 serine protease [Rhodovulum sulfidophilum]AB26
MTSQAISLSVRGVSPERLRPVWALLLGAALLLAQASLALARAAPESFADLADKVSPAVVNITTSTTVEGHAGSNPLVPEG
SPFEDFFRDFMNPDGSPNMPPRRSQALGSGFLISEDGYIVTNNHVIEKADEIQIELFQGGTLEAKVVGTDPNTDIALLKV
QSDKPLPFVPFGKSEMMRVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMEGEVVG
VNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGAVVTDVPEGPAAEAGM
QSGDVILSFDGIDVQDTHGLVRQVGNAPVGKAVRVIVFRQGKTQTLLVTLGRRETAEGGASPGTDAPSAPEAEAAEVLGM
TLVPLTDELRDQLGVGTVTDGLAVTDIDETGEAYAKGLRSGDVITEAGQRKVATAADLQERIEEARDAGRKSLLLLVRRQ
GEPRFVALSVGE
>OLS43997.1 hypothetical protein BV509_06335 [Rhodovulum sulfidophilum]AB26
MTARPYDPEMPPAPDWPRPPRAIPHGLLDLPPSGARVTVAGLVLVRQRPGTAKGVIFVTLEDETGICNVVVWAKVFERFR
RAVIAARLMRVTGRVQREAGVTHVIAEHVEDISGMLDDLLRPDLCRAGDQPS
>OLS43998.1 2Fe-2S ferredoxin [Rhodovulum sulfidophilum]AB26
MAKITYIEHNGTEHVIEVASGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPAIEDMEADMLDFAYATDP
KRSRLTCQLKVTDALDGLIVQMPEKQI
>OLS43999.1 hypothetical protein BV509_06345 [Rhodovulum sulfidophilum]AB26
MRGAALLAAALLLAGALPASARDGASARIVAARYADPTARYDHGVLGDRLEWGSLVLRLSKGGTRRIVLPDTRVFEDLAP
RLADLDGDGAPEVLAVETDLALGARLSVYGADGLIAATPFLGQPYRWLAPAGAADLDGDGRVEIAYVDRPHRARVLRIWR
LEAGRLVPVAAAEGLTNHRIGDDVISGGLRTCGGTPELLLADPDWQRVIAVRLSGGQVSRRALPHPPSPAGFASAAACR
>OLS44000.1 hypothetical protein BV509_06350 [Rhodovulum sulfidophilum]AB26
MDLWVIVTLGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAAAGLAALLAIRGEALPGLTPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGMAFTKTEAIQVAAFSALLLGEPVSAPGMAAIAVGVLGVIALSRPPGGWRGAGVSYRALGLG
LLAGGLFGLSAIGYRGATLQVDNADPLLRALMALSCVTAMQTLAMAAWMAWREPGELARVARTWTSVLPVGVAGVLGSAG
WFTAFALQNAAYVRSLGQVELIFSILASVLVFKEKLRAAEIFGMALLLVSILMLVLLI
>OLS44001.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB26
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECAALDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGLLCFGPSQAAAQLESSKSFTKAVCDACNAPTASYGHFTDAEAAKAHIRAAGAPIVVKADGLAAGKGVIVAQTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTEAV
CAKALEDIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEARV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADNFRMVFHAGTRTENGKVTAAGGRVLNVTARGASLAEARERAYAM
IDRIDWPEGVFRRDIGWRAL
>OLS44002.1 hypothetical protein BV509_06360 [Rhodovulum sulfidophilum]AB26
MNRRAIAFAPAPHRRTAGAYRPDLLETGFGRLDPDQRAAVQAELREVGLYAARIDGAFGPATEAALVQGADYLAWTTRGA
MRVDLNTPRGVSVYLRELSLGPVPA
>OLS44003.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]AB26
MSDLIDDEAPGGPPPNSPEYTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRL
ATRPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSG
AVIRDILHRLGDRFPRHVLIWPVAVQGAACASEVARAIRGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAA
AESDIPLISAVGHETDTTLIDYAADRRAPTPTAAAEMAVPVRLDLIAALDGLEARRSAALGRLLMQRRQRLADLARALPR
PETLLNFAAQRLDRAADRLPAALSARVARERLRLSEAASVLRPAALRRRVADERRRTEDRAARIAPALDRLVRQRRAELV
ALSRRVRPELLDRRAGSGQEALDRLDARLRAALASDFDRRRARLEALERMRAGLSYQETLRRGFAVIRSGGQVVTTRASA
EQAGALEIEFRDGRLAIGGRPPRRARKTEEPPEQGSLL
>OLS44004.1 hypothetical protein BV509_06370 [Rhodovulum sulfidophilum]AB26
MRLAPTALILAATLAVPAAGAPAADAAEPMSATAFDRYATGKTLFYASDGHAYGAEQYLSGRRVIWTFLDGECSEGVWYE
SNGQICFRYEHDPEDPQCWSFFESGGGLMARFENDPAQTELVEVNQSREPLMCTGPDVGA
>OLS44005.1 multidrug transporter [Rhodovulum sulfidophilum]AB26
MTDWIAAIEGTEAGHDLALVLALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGAMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKIAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPMQWLGVGVLLAGIYGLAIYNLRHWTTNRETLK
PALALAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLTVMPWLALMRWRQMPDPPAAGPLMLRGLAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMTLIAAGAVIVEMGG
>OLS44006.1 intracellular septation protein A [Rhodovulum sulfidophilum]AB26
MAEKRKINAGLKLALELGPIVAFFVAYLRLRDRTFTIAGTEYEGFVLATAGFIPLLLITTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYTLFAAVLGVGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEVIW
RTMSTDMWVNFKTFGLTVAIFAFFMAQGRLFKRYGLEDGKRDG
>OLS44007.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB26
MTSEIELYYWPTPNGWKISIALEEMALPYTLHLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGQFCGRTERERIAVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAIADF
VAGDFFSIADMAIWPWASNWEGQQQTLDDKPNMARWLDRVAARPGVQRGRALAGEKRSDLSTDRKAQAMLFRRG
>OLS44008.1 hypothetical protein BV509_06400 [Rhodovulum sulfidophilum]AB26
MPLVQVNAAGERPEPQGGAAGLGLLLDRALAGLPPRAPVAVLIHGLKFSPSVPELSPHRHILALDPDERCWKAVSWPRAL
GFTGQSRSEGLCIAFGWESGSNVWRAYDEAARAGVALARLIEAIRLRAPDRRVDLLGHSLGARVALAAMAALGTEAVGHA
VLMAPAEFASQAQTALRSTAGRQARVLNVTSGENDLYDWLLERFVARRGDGPTLGRGLGTAQVNWADLRIDDAPTLATLA
GLGHRVAPPDRRICHWSPYVRPGMLALYAALIRGDLPYELLRTRLPEAPAARWSRLLALPRVELPLPFAGNAPS
>OLS44009.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB26
MDRDWTKRTRAVHEGARRSQFAELSEAIFLTQGFDYPSAEAAEARFEKAARDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCLYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMISNPV
LEVVDLPAVAEIAHAAGARVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREMIRGPVQTYMKHSG
GAISPFTAWIMLKGLETLDLRVRAQAAGARLIAEALQDDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFKV
LNALDIWRISNNLGDAKSIITHPATTTHQNLPEETRAVLGIGPGLLRLSVGLEDPADLLADLRAALDTL
>OLS44010.1 GTP cyclohydrolase [Rhodovulum sulfidophilum]AB26
MNVFSRDLDREPTRAEAERALALLRDWAGSASDAEIETLDPALARLLPGRPVSDYPALSRAYPEAFVADDTYKATLPDLQ
NGPASLIRGARRPIQHVGISNFRLPIRFHTRDNGDLTLETAVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQLIEAA
LASYKTDLEAFDARIMMRFSFPMSVRSLRSGLDGFQYYDFGLELVETAGNTSQIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLVELCRSAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALSADL
RIGDFRVIASHQESLHSHDAVSVLTEGPTFAAESLDPKLFSTLIHAR
>OLS44011.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB26
MRLTGRGRAAKPALMLDLRPVGYVIGLLVAVLGVTMLIPMGVDLWDGNPNWSAFLESALVTGLTGAMVALACASGSDGGL
SIRQTFLLTSAVWLALPVFAGLPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDALPRGTLMWRSMLQWFGGIGIIVV
AMVFLPELKVGGMQIFRSEAFETGGKVLPRAVEIAAQISGIYLFLTIACMLCFTAVGMPLFDALNHALTTVSTGGFSTHD
ASFGLYQGVPEYVASVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLSVIAAFVLIIAAFRVFANGDHYEHAFREGVF
NVTSIISGTGFASTDYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIYAPHGIFQPRYDGRRVD
EDVLSSVMSFFVYFVVALGIVSVLLGATGLDATTALSGAATTLGNIGPGLGDQIGPSGNFAGLNDIAKWILSMAMFVGRL
ELLVVFAIFTVQFWRA
>OLS44012.1 hypothetical protein BV509_06420 [Rhodovulum sulfidophilum]AB26
MRIFATIAFVLLAALPAAAQDRAWVQVEAHPTLREAEERARAYAAILPDVGAYRLNSGWYTIAVGPFSSAVAEAELARFK
AGGLVPSDTFIADGANYERRVWPVGAEADTPSTDAPATEAAAPAAAEPQPVAMPELPDETPFEARQSEARLDTQGRMEIQ
TALKWEGFYTSTIDAAFGPGTRNAMASWQTARGYEATGVLTSRQRAELVGGYQAQIARLGMTPVDEPEAGIRIEMPMGLV
QFDRYEPPFVHYASRGGSGVKALLISERGDQSTLYGLYDIMQTLEIVPLEGARERNSQNFTLTGRNDRLESYSYAVLTGG
MIKGFSLIWTPTEDSRLMQRAVAMMKDSLDSVPNVALDETLGEATPEQRADMLSGLDVRKPDATHSGFFVDPRGTVLTTT
NGLDACRRITIGPELEMRLTATDPDQGLALLTPTRTLAPIGFAEFAPGVPRLRSDVAVAGFSYGEVLDLPVLTFGVLADL
RGLGGEETVDRLEIDALPGDTGGPVLDASGAVLGVLLAPAGGARQLPDSVRYAADAAAVGAFLSANGVDPRASAATGALP
PAVLSRRAADMTVPVSCWN
>OLS44013.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB26
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLQFFEAAEAECARILDQPAE
DPRSGKRIVMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGNAPEAAN
>OLS44014.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB26
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLSYGHARAWSTPRRLVLAIEGLSARSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDQLEARDDKKGQVWIAVIDKPGRDAAEIVAEVLEGVIRSFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVKLKRARVMLDQDERAEQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVKDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFQSALGSQADRIGRIAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKLDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLVLDSGLRLQLVSEFENGLTAQPKLPALRAAFAQAQDQTTMISERLADPKFVGTVITGTRVDYERDLPLYEKQ
RDELGREFDEYCSYIEAAPQDLLSFFHDRLKVHLRAEGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTEEGENLVQ
GFKRANNILSQAEEKDGVEYSFGADRKFADDPAEAALFDALDTAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQV
NSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>OLS44015.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB26
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLIRIDLPVPRTVALSFEAVHRIALGQMPDTEALLAVFGAAPLISVRP
SSQDPDWGGPASILNIGMNDARHTALCETHGEAAANALYLRFIQAYAVHVARLDPDLFEAEGYAGETLRAALEAYAEEAE
EPFPQDPARQLQEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGTTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPDLFARLKRFGETCRINLREEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRPVIAQGIAASPGAAVGRLVFGSAAAQASAARGEACILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITSDGRKLHEGDVVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGVRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRSDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALDLPLSDVTRRVQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEARRKGQSIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGVDFAFRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGAERGRKARPGIVLS
ICGEHGGNADSIAFCRTAGFDYVSCSPFRVPVARLAAAQLALGAARRPKHGRY
>OLS44016.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB26
MGRVSVRVAGLAAAAAFTLAGSAVLAEMTGSQSNDPTAVLGDNLARLLGAERAGLQRVGQRRIKRLAAPSKAREAVRYDP
KWLDALPQAHGAAPWKCLTEALYFEARGETVKGQFAVAEVILNRVASPLYPDNVCAVVNQGTGQRNRCQFSYTCDGRAEH
VSDQRLYARLGKVARLMLDGSPRLLTGGATHYHNRSVDPNWARRFARTASIGQHVFYRQPGALAAN
>OLS44017.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB26
MTDEIRLAFAHPSARAEAMDPARPPRDRISLRDHVVAVEIGAFQAERGSTQRVRFNVVVEVRPNPAPLEDDVDRVLSYDL
IADAIAAELSSERLNLLETLAGRIAERILAAPQAMRAFVRIEKLDRGPGALGVEIVRDRAPDQPRPVPVAPEPEPALVPL
VVYLTNEALAAPDLPLWLDRWQAGPRPLVLCVGAAEAPAPRAGVALAQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHRQISVWAPSKIVLDAVESPSASPRDALALALWFAEGLHAEQMLVIGEDVPEHDPRGLDVRYVPPAAVATGI
>OLS44018.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB26
MTRYFRPIVQTDPARPADALTLAGGWGWFAMAEVLDRSEPPRLVPARAIPEEWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGRALAEHSDILDIGGESTRPGAADVPVAEEIERTAPVIAALRAAGVARPVSIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGVTARAGAAVCLMHAQGDPATMQKDPHYDHVLLDVYDFLVERVRAALAAGIPPSRI
VVDPGIGFGKTLAHNLALLRGLSLFHGLGCPVLLGASRKRFIGTIGGAELAAARGPGSVAVALAAIGQGVQILRVHDAAE
TRQAMRLDAAVKGMELGHE
>OLS44019.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB26
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRNRVVIGKDTRRSGYMLETALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEADIEAILQGEIALSQPANIGSAKRIDDGLWRYA
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPTVLWELGAEVVPVGTEPNGFNINQKCGSTHPDTAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRDGTLVATVMSNLGLERHLEAQGLRLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFDRVPQLLKNVRYAAGADPLGTAPVKAAIAEAE
HRLNGHGRLLIRKSGTEPLIRVMAECEDDTLLTDVVEEVVHAVEAVTAKGAAGLAGV
>OLS44020.1 hypothetical protein BV509_06460 [Rhodovulum sulfidophilum]AB26
MDASSMDATSLIATLALGTLCAVVVFAWGSKRRTEARKADPDAPKSTLAADAPSTRSDGKGAP
>OLS44021.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB26
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNVVVALREGSASAKKAEAEGLAVMGIAEAAAWCDLIMFT
MPDELQAETYRKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRILPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHQIEQVGD
KLRAMMPWITAGKMVDKSKN
>OLS44022.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MIIQLDDADRRLLRYLQAEPGLSTADLADRAGLTTATCWRRLEKLRAKGALKAIQAVIDWRALGYSVEVSLRFSLDKTNP
RAFDEFVAAAREVPEVREIQTFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>OLS44023.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MIELDETDRKILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEESGVIAGRRAVLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>OLS44024.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]AB26
MTRISTDILISGGGVAGLTAAALFGTEGYSVICVDPAPPVTEETAEGADLRSTAFLQPSLAVLKAAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRITRDFNATDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTATTGVLTRDAEALVDLSDGTK
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHSEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEDPMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPVRRTLMRLGMGARG
>OLS44025.1 hypothetical protein BV509_06485 [Rhodovulum sulfidophilum]AB26
MTSETTTEPTETPRWLRSFYAIPVIGWIARDLNEGDEDNVWYLVGGALCLWVLAILQWGVLGLYLPAVVATWVCLGMLIW
ISRG
>OLS44026.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB26
MMPKDFSNLSGWVFDLDNTLYPPEVRLFDQIEVRMTAFVMETLGVAEPEANRLRKSYWAEFGTTLAGLMALHGVEPGPYM
TRVHDISLDQLTPDADLRAGIAALPGRKIVHTNGSAPYAERVLAARGLDGVFDAVFGVEHAGYIPKPRREAFEIVAALGG
ILPGEAAIFEDDARNLAEPCAMGMRTVHVAPVREDAAHIHHHTDDLTAFLGRLCRL
>OLS44027.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKDVRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVASLTHDQMAELY
VVRAELEGLAARLAARHATAEETRVLRGMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVEGRGRDALAEHDAIVGAIEAGDGDGAYDALKRHISIAFETRLRHDADAMLAEG
>OLS44028.1 hypothetical protein BV509_06500 [Rhodovulum sulfidophilum]AB26
MPQVISLASARSRRAPTPESVAPARPSDLRLGELLLASGALSPEALGGALAGRARMEIRLADLLLAEGLVPPDEIDATLC
RLHGTGRADFRSCPPDPRLIDSLGPARCLRDGLLPWRRVGGATLIATARPERFEDHRADLPADLQPAVMVICREGELQEA
LAARRAPALARAAETRVGAWDSCRFWYRAGPRASVVLGLSGLGLAALISPRAVLTLLTLWTVLWMVLGTALKAAAAIAQI
RALLRARRHPPPPEPTIARLPAVSILVPLFRETELAPRLIARLARLDYPRALLDICLVTEADDSATRGMLDRTRLPPWMR
CLTVPKGQLKTKPRALNYALEFCRGSIIGVYDAEDAPAPDQIRRMVAHFHSRGPEVACLQGVLDFYNARANWLARCFTAE
YAAWFRVILPGLARMGVPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGQLLRQLGPWGTFGMQVMFLGTLTQFVFAPLLWSFWLVPLGLPHPLAATLTPTGLAVLF
ALFISAEVINLAIGALGLARAGKPGLIPWLPTLHLYFPLASIGSYKALWEMAVRPFYWDKTRHGLHEGETRRAPEIIAEA
RPHSPEDQPSASIASAS
>OLS44029.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB26
MTTPLRLGIAGLGTVGAGVLKIVQSRANLLAQRGGRPVVVTAVSARSRGKDRGVDLSGYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALAAGKDVVTANKAMLAIHGQTLAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNQIARIMGVM
NGTCNYILTRMEREGLPYETVFDEAQALGYLEADPTLDVGGIDAGHKLSLLTAIAFGTRVDFDAVELEGIERISIVDIRH
AADMGFRIKLLGVAQMTGRGLEQRMSPCLVPAQSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDVIDIA
RGYRVATFGQPAAGLESARPARATVAAPYYLRMELQDKPGALAKVAAVLGEAGVSINRMRQTRHSETTAPVLVVTHKTTR
DALDQALKGFAATGVVVGDPVAIRIEDV
>OLS44030.1 hypothetical protein BV509_06510 [Rhodovulum sulfidophilum]AB26
MARLPLCLAAALLPALAACTDFPEIDAAERAVTGPTLAPEIAPIDPLLDRAQAVRDQAPPEPSLEGRAAALKARAARLRA
REI
>OLS44031.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWQTLPKG
VGARDALEAFTRFHVRFHLDRPDAVFIAYMELRNLDPANFRAIEALRRRYETVLEDILRQGAAEGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWSMVRKAVSA
>OLS44032.1 hypothetical protein BV509_06520 [Rhodovulum sulfidophilum]AB26
MNWPLLSASNSKTELKTDDPTPFSSQFKWPLLSGRKSQVELTTGTTPLSDMMKWPLLSDKATMFDTELPSAEGGSKATGD
SPVSKFIRGIMTGEPQK
>OLS44033.1 hypothetical protein BV509_06525 [Rhodovulum sulfidophilum]AB26
MTEELATLRVSAVRRVIGLGVLLALAGLLLQIALVHPPAGIGYRAFLLAMGAGALALAEAMRRATARRLVLTREGLFDDR
GRELARIERISGLDRGMLAFKPSNGFSLSLTEALPRAWAPGVWWRFGRRVGVGGVTSAGEAKAMAEILTALLQEKAGRG
>OLS44034.1 DNA primase [Rhodovulum sulfidophilum]AB26
MSLPPGFLDELRTRTSIAQVVGRKVMWDARKSNQGKGDLWAPCPFHQEKTASFHVDDRKGYYYCFGCQAKGDAVKFVQET
ENVGFMEAVEILAREAGMPMPVRDPADKVRADRQTRLLEVMEVAQRHYRMQLQTGAGAEARAYLARRGLSPEAQARWEIG
FAPPGWQGLWAHLTGRGLDPDLILAAGLARPSDKGRQPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
LFDKGHTLFNLDRAREAAGKGQPLVVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDKAGIGA
ARRVMDLALPLLEAGQALRFAILPPGQDPDEVIRAAGAGAMRKILDEARPMVQILWDRATEGRVFDSPERRAALERDLTA
AIGRIPDQTLRHHYAEDLKRLRWELFRPARSGGGFRKGGWPREPRLRPVASTKSSELVQAIPRFEEELREAVILAALITH
PELIAQFAGELEALVCAAPDHAALQQALLSLPPQDDREAMLAAVERRIGPEPLEKLFSLSHVRIAPPVHAPGDTEKAALC
ISHEFNRLIRLRGAERDIEEGMRDLEGFADEGVTWRLSQAARARHGAGLSEEEDEADFELAPNGAHVDRDERDAFAELLD
RIDYGKGRTSRRNAPES
>OLS44035.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB26
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPDQVSSEQIEDVMSMLSEMGINIIEEDEAE
EGEEKSTEVVETSTSREVALATSTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTFQA
ITIWRDELLNEDILLRDVIDLDATFGRSLEEDEGDEPVVDGLEVEAANPNSRKDEDSPELDADGNPIRRDDDDEDEEQAN
MSLAAMEAALKPRVLETLDQIAEDYSKLSEIQDKRIQATLSTTHRFSDKDEAEYQKLRAEIVLLVNELHLHNNRIEALID
QLYGINRKIMSIDSAMVKLADQARINRREFIDEYRGHELDPNWMDHMARKGGRGWAAFTERSGHKVSELRAEMAQVGQYV
GVDIQEFRRIVSQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFSTYA
TWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLETPI
GDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQIE
AKALRKLKHPSRSRKLRSFLDQ
>OLS44036.1 hypothetical protein BV509_06540 [Rhodovulum sulfidophilum]AB26
MGSEDILPDYVAPDLRTVFCGMAAGPRSAELGLYYAGRGNRFWPVLYRAGLVPEPLAVGCEARLLALGIGLTDLAKGAWG
MDTAVPATAHDPDRLARFVEIWRPRSLAFNGKRAAQVFLGVKRLGYGQFDHDGLPVWVLPSTSGAASRYWDEAVWRDFGA
ALGADPDSQPGRGAGMAAVPKP
>OLS44037.1 hypothetical protein BV509_06545 [Rhodovulum sulfidophilum]AB26
MRLLPCLAILAAASSLAACVPQGGPTRAPHAILTDHGNRVDPTGTPGEFEVLARPGDGGAQLWCAAGEFAQSQLRASPDR
RIYLVTPRGPSATRPGRTSAVFTVMPSPELQARGDAMSSQMLLGVRKVGTNFSTIHADMVCRPPIDVPD
>OLS44038.1 protease [Rhodovulum sulfidophilum]AB26
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPDEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSARLGADACIVADIAVAAYIQKNHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRVVLPRIMTISEIKGLVEEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPISLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>OLS44039.1 U32 family peptidase [Rhodovulum sulfidophilum]AB26
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHLDKVADRLERAGKKVVFCSFSE
VVIKRERNLLREWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRAAVAKLGEKA
AELGVGLEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDLDGMTLKTMDEKPFLTVNGIQTLSYGYLYLMPDIEDL
KSIGVTHYRVMPHTCDMIAVTRLFEDVLQGRMAPAEGDAKLRELGIEAPFVNGFYHGRSGHTWSDRAAAELA
>OLS44040.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB26
MLEILNSIDSFVWGPPVLVLLLGTGLYLCVGLRFLPQRKLGYGFKMMLEGRKKGGAGHEGEITPFQALTTALSATIGTGN
IAGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDANGRYVGGPMYYIKNGLGPRFAWLAWIFAFFATIAA
FGIGNTVQANSVADAVQSTFGIPHLWTGIALAVVTFVVIVGGVRRIGAVAEWLVPLMAVLYILGALVILAVNYQAVPGAL
SLIFEDAFTGTAATGGFAGAAVMAAIRFGVARGVFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTAL
VIITTGVWTSGETGAALSALAFQTGLPGGELIVSLGLIVFAFTTILGWSYYGERAAEYLFGSKVILPFRLLWVAGVVVGA
VANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRANRAG
>OLS44041.1 secretion protein HlyD [Rhodovulum sulfidophilum]AB26
MSKVARDALPFQPPLVQVREEPLPWLLRLWPFGSAVLLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVMKPLGSAVLDRL
LVRPGDAVEPGQLLARLDARDPATDAAVLTAERVAIEAQIARIEAELDNRAVTGEGEDFALQARIQSERAATEAAQRDQL
VTALAQIDGGIDAALESVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETSSRDNMAQLLSLRQERETA
AARLAAFDSDLRQSRLEELAGLRPRLAVIDRQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTSGA
MHAEIGLLSRDVGLVHPGDPVRIKVDAFPWRRHGLIAGRLTDVAPSSSVPTGGGPARHAARVAFDRDVALPDGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>OLS44042.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MDTLTLDPEDVTATLKTVLHVGCGMADPAKLPADAFPADGWRELRLDIDPSVMPDIVASITDMRVLAEGSVDAVWSSHNL
EHLRAHEVPLALSEFCRVLRPGGFALMTMPDLQRVAMLVAQGLLEEPAYISAAGPISPIDILYGYRPSIQGGNDFMAHRT
GFTIGSLSAHMTRAGFVDVQVESDGRFALWARGVRPA
>OLS44043.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB26
MAQYTENKRKYNAINAARLSVAPMMDWTDRHCRYFHRLMSRSVLLYTEMVTAPALVRGGALHLLDHAPAEHPVAVQLGGS
DPAELARATRLCCEAGYDEVNLNVGCPSDKVQSGAFGAVLMKTPSLVAECVAAMRAAATVEVTVKCRIGVDDQDPQEVLP
AFLQTISAAGATRFTIHARKAWLQGLSPKENRDVPPLDYDLVHEMKQAFPELHLSVNGGIGTLTEAKGFLEDGLDGAMIG
RAAYHDPAGILLGADEEIFGQPGRKTARQVAEEMRPYIARHLGAGGRLHAVTRHMLGLFAGRPGARTWRRLLSEGAAGPG
AGLDVFDAALEAMPPMPEPLPVDAAQNA
>OLS44044.1 IS5 family transposase [Rhodovulum sulfidophilum]AB26
MNTKRHVICDSQGRPLDLFVTTGQVGDYIGARALLNSLPKIDWLLGDRGHDADWFQEALQDKGIRACIPARKQRKTPVKY
DKRRYTRRNRVEIMVGRLKD
>OLS44045.1 hypothetical protein BV509_06600 [Rhodovulum sulfidophilum]AB26
MNSWLRDPQKLGLILISGLALFYLTQLPVGQLYRFDEFLTLDRTSGFLRFGDWTTVYSSNLPNFQKPPLQYWMGAVFLGA
GVDETVAIRIPSWIFSVVCLIATASLARSIAPAHPHAAPAAVILLASSTEFWSHAMSGMLETGSAAFVTLALLFAWRAVQ
SPSNWWWAAVAVGLGALQKSPGALAAVAVFVAGAALAARLLGVALPGLRSRIFPAAGLLALCLAVAWPLLQILLHGPAAI
RSAVDNELIGRFSPDAASGMRGLGDVWGIVIRDEPFLRLGAIAGLFVLPWLLRDPRLFGFTAVVVGYIASIVLAGGPVYP
RYTLNLVPLFCAVVAVWIFQSQASLRRKWIVTGIMSLLLLGPLKPAILLSGQSSRDQAAQSTVLPTVGAQLQDDETLVAC
GWDRKTRFSPGAVSFYASNGRPFVYLAHKDDLGPRLRALTGRPIRGICSSSSFAELNEIFGAAQVVERLAPDYVMFVLRP
>OLS44046.1 hypothetical protein BV509_06605 [Rhodovulum sulfidophilum]AB26
MTRILGLLTIWLALAATPGTAQGLAESNAQLFRELQSVRGVDGAAIERIQQIFARSRVLGQGNPAITRHAMTREECNARA
GGNALAAYADKRFERICGAKYMAPLYDPRTERPEDAKACIDQFEYPDIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSDSGAVNRMRAAHNAKNQSSASWSYGPAFRTGVCAQDSVKSPTCPGGGFGNCGSNTYPTG
SFNSCTSPLKVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGARVMSPASHE
NYHLGFRCCKTLD
>OLS44047.1 hypothetical protein BV509_06610 [Rhodovulum sulfidophilum]AB26
MTAYFQIAAQTFRALACAALVAVPPSAVSGQTIPHPGAVRLAIQNADAHAPRAKSVVDLQGLRASQSALSRDGTRVRLTS
LNPNANGWFLLEIDRPGQRSEAYHLENPDPLTRDVALSDDPVPAILLTESQTRYKCRPWTVATPELSDARASGLPFAPIC
DSHLYLRNPVSGARTNLERTAEFLRDNVWFGESLVGFVKDTLYKDRYLASGEVLTGADPGEVNRLLGRADLRDFPVMYTT
MTFDLVGASPERMEMGAWYAVRGAPGIYASAMQPRMISPEILGRRGETNALDGVESRADVYLVAFDMTNFDIGYETGTEH
PRLEWSSRPSRGGQSWNLPGPDGFNTARPLATMGMVNPEEARRIAATFTGGFKRDHGAFRFGPMAGFNNGHHYGFIVHGT
VLSTLQPGLSTLYVLDDGTVRMKTWAEADDALLPQIRFARQNGVPIIERDPATGNGMVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRQFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNAIEHTYMALYTPEKGGGIDARHLVAGMSRIDEK
SRDGHVIPRFIGFPDNRDFFYLMRKEPLP
>OLS44048.1 UDP-glucuronate 5-epimerase [Rhodovulum sulfidophilum]AB26
MTRVFITGTAGFIGFHLADLLLSEGMTVHGYDGMTDYYDVSLKRRRLAQLDGREGFAMTEAMLEDNEALSKAVDGFRPDI
IVHLAAQAGVRYSLDNPRAYIDSNLVGTFNVMEAARRQSVRHLMMASTSSVYGANTQMPFAETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVRGEPIDIYNHGDMYRDFTYVTDLVRGIRLLMDAVPERP
ADGCVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGTPAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMP
EGVARFVAWFRANDAS
>OLS44049.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MPKDLETLTLKELKELRKDVDTAISSFHEREKAKARAVLEATAKEMGFSLDDILGKKARRVKPTAKYRNPENPAETWSGR
GRRPRWLEEALSNGASLEDFAIA
>OLS44050.1 hypothetical protein BV509_06625 [Rhodovulum sulfidophilum]AB26
MDLRKKLTDRLATLAPAGFYVGLRLGFAYPAQEINRLPGDWTDHYARSGLIVQDPVFRWVYARTGVVSWASLAHDDPADV
FGQAAAFGLRFGAVVSVMRPGDSGRRSYGTFARSNRAFGSTEMAELLGIVTRLHAADSGERPLTRAETEALRLQADGLRL
KEISAELDISMSAVKARLANAKRKLGAATTSQATSLARCRGVI
>OLS44051.1 hypothetical protein BV509_06630 [Rhodovulum sulfidophilum]AB26
MNRVNKVAELLEALRQGCDTGFVVALHIRFTRPLVMYRTYPQAWCDHYDLNGLVVSDPSVRWGFCTTGAIHWDDPALDDP
AGVFAAARSFGVANGVTVSVGPATSRSLAGLSRASGRFGAAEVQHMVRLVETLHLVLDGIEGEDGPELRALRALGGSAA
>OLS44052.1 enoyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB26
MFSLEGQTALIVGIANDKSIAWGCARALRAQGARIAVTYLNEKAEPFVRPLAEEIGAEIFLPLDVRNEAEMDAVFAEIGA
RWGRLDTVVHSIAFCPRDDLHGRVVDCSAEGFSLAMDISVHSFLRMIRRAEALMPAGGTCMTVSFAGATRVVEHYNVMGP
VKAALESTVRYAAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPTHHLATIEDVGAYCAFLASREASNVT
GGVHAIDGGYSIIG
>OLS44053.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MNMHVERSSSDDAAEMMHALIGGSGAMAQDRLALMTAVASAALENADLMREVAGRHGNRMLDTHSTRARDLLAQMRRLMD
AARSSGTDLTPASLAASYRDYLRDAGERWVLTMDTLRERGDIFREHEAAGCPPVLIYDYEVVIDGADLPHPCNYQLLRIL
PRDGIEVWDDKRPYIIIDPRAGHGGGIGGFKPDSQVGVALKEGHPVYFVAFGRDPKPGQTIADVCRAEAEFVREVTRLHP
EAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGTPVATWSGEVGRHPMRYNGGILGGTVQPMLWSDLGGGRFDGANLV
TNFELLNPSRNYFRKYYDIFRDIDQPGARQRFLEFERWWGGFFTLNEPEIRWVVEQLFVGNRLTKNTAMLEPGRPVDLKM
IQAPIIVFTSHGDNITPPQQALNWILDGYAGVDEIRIRGQRIVYMVHEEVGHLGIFVSSKIAKKEHTEVSSTLKTIEALA
PGLYEMRIDAAEGRGQNRKFLVSFAERTFADLEKISGGRDEEAAFAAVSRMSHIQSEAYDAMVRPIVRASVNPQAAEATR
RLHPLRLQRAMMSSMNPWIAPISTAAEKVRDDRNPAAIDNPFLWAERFAADLTEQWIDFGRDMRDAWYEMSFFALWNTPW
ARAFGAPEALRRTRKSTAELRALPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSARVLNRDEPFASLTAE
CRARILHEQTLIATYDPEGAIETLPKLLRDPEERELAVRVVQYVPGPIDEMAPHTLEMLQRFRSVLGLKPLTADVIDDPL
APPGADAPRATRDAVEHPGPEDSVSETPKPSGRAKAGAEGKTAE
>OLS44054.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB26
MKITENRTYDEISVGDSAEIVRICTEDDFYVFASASGNYNPMHLGRVDGDGDGATEAVAPAMWEASLISAVLGNLLPGPG
TLYQSQSLIFHERAHAGDELLTRVRVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDALIAQAEPLAPLPTAVVCPEEARSLGGALLGARHTIIAPILIGDPAKIAAAAAEIGASLAGIEIVEATDHDRAAHLA
VDLVAGGRAAALMKGHLHTDVLLKAALRKENGLRAGRRFTHVFVMDVPGVPHPLLVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIKGGMVDGPLAMDNAVDLAAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGATVPIILNSRSDDDKARLASCAVATLHNARLHGLMPARRAAE
>OLS44055.1 acetate kinase [Rhodovulum sulfidophilum]AB26
MSHVLTLNAGSSSLKFGFFRLNGTVEDPDPRIVGSIERIGAGERAHIKAKRQDGFVLIDQEFGRNHVPDHDTALARAVEF
LKEQRPQAKLDAVGHRVVHGGPDYDEPVELTQAVMDRLAQFEPLAPLHQPHNLAGARAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLHQIAPHLHMGRTVVAHLGNGASMCGLMGGRSVASTMGFSALDGLP
MGTRCGQLDPGVLLYMLMNEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSALIREKVCAGMGWIGMELDETRNMRGERIISTDFSRVRILIIPTDEEIVIARAARDTLARRAEA
AA
>OLS44056.1 acetyl-CoA--acetoacetyl-CoA transferase subunit alpha [Rhodovulum sulfidophilum]AB26
MKRALKPAEAAEMIPEGAVLLIGGFMGVGSPHRLIDALVERGVGGFTVIANDTARPGKDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHIMPVGMIPPDAVKTPGVLVDHILERLI
>OLS44057.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB26
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDDMRVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGKMVPGMGGAMDLVTGARRVIVAMVHAAKGDPKIVPECTLPL
TALRRVSLIVTEMAVIEPTDEGLVLRERGPGVAVEDIVAATAARLIVPDEVPEMVLA
>OLS44058.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MPARQLGLDLTIEDGEFTVFVGPSGCGKSTLLRLIAGLEDVSGGQICIDSKDATDVPPARRGLAMVFQSYALYPHMRVRK
KIAFPLRMAKMNRAEIDRRVEAAASVLNLTHFLDRRPGQLSGGQRQRVAIGRAIVREPAAFLFDAPLSDLDAALRVGMRL
EISDLHERLTTTKVYVTHDQVEAMTKADRIVVLRAGHIEQVGRPLELYRTPQNLFVAGFIGAPRMNFIEGEAARRVGART
LGIRPEHIAVSTSGGERSGTVGVSEHLGSDTMFDVHGTGLAETFTVRADGEGGFNHGDRIHMTPRPDAMHRFDAAGLRTG
>OLS44059.1 hypothetical protein BV509_06690, partial [Rhodovulum sulfidophilum]AB26
SDQVESGVALVNRTGEALTDIVERVSNIAELIGEIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAAVTMKQE
AGNLQSLVARFRLKGSAPAVARPRSPSPSAYAEAASSGTGSQPKRAVNDAGWTDF
>OLS44060.1 hypothetical protein BV509_06700 [Rhodovulum sulfidophilum]AB26
MTERRGGSPPRIYPAQTAANARRFLRDPERAAPMRIARVLTDNGRAFTDRLFGLRKRAATGQHEFDLLRAELGIEHRLAP
PMRPQTNGMVERFNGRIGDVLQSHRFQSGEDLEQTLLRYVDLYSTQFPQSALKRRTPVATLTDWQRQRPELFRKRVYNLA
GCDSYTDRKDSFA
>OLS44061.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB26
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDAAKVMKACSVDLEDLRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGATQTDGGESRESALSKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVSGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVNEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLLAESKRRKTIGTREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVREGEIDLRIEEPEKRRLDSSKKPPLLTAE
>OLS44062.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB26
MPLEIVTVPCLSDNYAYLVKGPGGALLIDAPEAGPIVEALESRGWGLDAILITHHHHDHVGGVAELRTRYGAQVMGPAAE
AARLPPLDRALAEGDRVGDGPDEAEVIAVPGHTLGHVAYRFAGGNAVFTADSLMALGCGRLFEGTPAMMWDSLTKLAALP
PETLVFSGHEYTSANARFALTVEPGNDALRARSAEIDRLRDEGRPTVPVPLSVESATNPFLRAGRPELKTALGLGDASDV
EVFAEIRARKDRF
>OLS44063.1 hypothetical protein BV509_06715 [Rhodovulum sulfidophilum]AB26
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPEAKGQTVAGFGFAVPLLRPLRVSARRVVALMPGQQGVMPWPAGEEN
VSVLCEETAWPLPDGFVDKLVLLHGLETSEHPGAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTARRFWLKTAGIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLATKDPLPRPLRILDGL
PRPGAEPA
>OLS44064.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB26
MSEPASISSGIAKRYATALFDLTREANGISALEADVDALDAALTESGEFRDLISSPVYSRDDQARAIDAIASKMGLGRMM
ANTLQLMASKRRLFVLPQMVAELRGLIAEAKGEVSADVVSARPLSDAQRAALAAALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>OLS44065.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB26
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEIDNVGIVIFGSDR
AIKEGDVVKRTNAIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIADVKAPGIIPRKSVHEPMATGLKSVDAMIPIG
RGQRELIIGDRQTGKTAVALDTILNQKSYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMDYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSAAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDAATQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYEADLLSFLRTKHQA
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>OLS44066.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB26
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGSGADKVHL
LVVMTAERGLCGGFNSSIVRLARLKAQNLIAEGKTVRILTVGRKGREQLKRDFADHFVGHVDLSEVKRIRYGNARDISQD
IIARFEKGEFDVATIFFSRFKSVISQEPTAQQIIPAVFDEPEDVSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDRLNLEYNRSRQAAITKELIEIISGAEAL
>OLS44067.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB26
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLGKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSEILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMIESNVIKVDDLSKSQVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDDVIAKAEKMAADAA
>OLS44068.1 ATP synthase F1 subunit epsilon [Rhodovulum sulfidophilum]AB26
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFTESGSQKYIVTGGFAEITADAATVLA
ERSHPVEEVTQDMIDEMVAEARAAARDAHPDVVDAAARMLADMVAMGTHIGFEPQT
>OLS44069.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB26
MFLPFFQTLRATGIPVSLREYLSFLEGVKRGLVTYDAEGFYYLARTALVKDERLLDRFDRAFAQSFGGLEEIGPGEVLEA
LDLPEDWLRKLAERHLSEAERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDKREFRNLDDSVELGTRNIKVALKRLRRWARDGARHELDLDGTIRATADHGYLDVKTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARSEFKHLEHYYFHNCLYEGVWRDNRRRWDRVTPTAEVLRTYGSDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGRVWLERARAQWPDHLWINPVPERHWHYTQSIGMIREIFEDRMVPMTLDGIERGMKTLGR
>OLS44070.1 hypothetical protein BV509_06770 [Rhodovulum sulfidophilum]AB26
MSLDPVLSRIDADLPQALDRLMALLRIPSISTDPAHAAACRDAAEWMVRDLASIGFDAEICPTPKHPMVVAKGGTAGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFLEACRAWKAVHGSLPARITVFLEGEEESGS
PSMVPFLKENADRLKADLALICDTGMLGDATPTIVTMLRGLVGEEITVTGPSKDLHSGMYGGPAMNPIRVLARIIAALHD
DTGRVTVPGFYDGVPEMPEEILRQWAGTGFDADRFLGEVGLSTPAGEDGRSVLEMLWARPTCEVNGISGGYEGTGFKTVL
PSNASAKVSFRLVGTQGPLKIRESFRKMVQDMLPPDCTAEFTPHGASPASVMDIADPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFKTLLGMESMLIGFGKDDDAIHSPNEKYDLESFHKGIRSWARILAALAA
>OLS44071.1 5-aminolevulinic acid synthase [Rhodovulum sulfidophilum]AB26
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPTVIAAMQDAISATGAGS
GGTRNISGTTVYHRRLEAELADLHQKEAALVFNSAYMANDATLSTLPMLFKDLVIVSDELNHASMIQGIRRGRCDKHIFR
HNDMAHLRQVLEGIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGPRGAGVAERDNLMHRID
IINGTLAKAFGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVRHLKTDTALREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIIGDPVHTKRISDMLIEGYGIYVQPVNFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWAQCAL
NRAELTA
>OLS44072.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB26
MIRRRQPRAAEGSQDAPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGNFATVNAMDAAASPRPQASRRKSVSEPRDPLADPNAIFVPRGPAMFSQVQPGAIGSMLVLL
SLIAVLGYGGWSVLKEIQQVRLAPLDDQPGLIADVDPLQVAGADPLSDEAPATPPSVEALDRLYRPQALDRPVMVARDGP
IATIDPGEIGVLSSDRRPDRAFDRAVASALAEAGAGTPGMTVTQVGTAVSGATPVQVVAADATPELALLAVRPAWVRVSA
ADGTVLLEKILNAGESYVLPRTDEPPTLRAGNSGSVYFSVNGRTYGPSAPGANVAKNIELSPEALTERYQLADIKADPDL
AVALAQNEVPVTVSGPSR
>OLS44073.1 hypothetical protein BV509_06790 [Rhodovulum sulfidophilum]AB26
MPAFLYRIPFRIYLIVIVALALSIVLSVLLLTRAVSNAYQMRETELRGMTDAAISLLDDLQAKVEAGEMDRPAAEATGRR
LLETLRFGESGYLFALDNNLVVTAHATLPEWVGTDKSDYADVKGLKLFQEMREVALRDGAGTVEYWFQKPGETEPEKKLG
SVQQFKPWGWFVGTGAYVSDINAELASMRMASIITLIVGMLLLIAVSAVLVRSVTRPLAAFVESMRDVANGRYDTEIPAS
KRHDEIGDLGRNLSEFRDKLAESERLAAAREEDRREQERVVTDLGVGLRALSEGDLTRTIDTTFAPAYEQLRQDFNATVD
TLNALMGEIVENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGNAEQSG
LVVKEAIGAMSEIDRDHLCRRKGTLVVVLAVYVEFCRCVVPAHVRLGLGQHPTGATRRVEHSDRVALLGQEVVVADEKQI
DHEVNDFTRGEVVTGRLVGQFVEAPDQVLENEPHLVVRHLVRVQIDIAEFLHDQVKDVRVMHPFDFVAELEVLEDAANVG
>OLS44074.1 prevent-host-death protein [Rhodovulum sulfidophilum]AB26
MQSMSARDAKNAFGRLIDMARAEPVAIEKYGRSVVVVMAVEEFERLTARAKKQAASAASDRRPGPDD
>OLS44075.1 hypothetical protein BV509_06805 [Rhodovulum sulfidophilum]AB26
MTRATPIPDTMTLHVPFRFVKRGGRKEMFVPADRTVQRHADATLVKALARAFRWKQLLDTGQFSTIADLAERENISTTYL
ARILRLTLLAPDLVERSLEGHYGTDLQKAALQADFPAEWEAQRSLSLAYDSAR
>OLS44076.1 hypothetical protein BV509_06815 [Rhodovulum sulfidophilum]AB26
MFTTSPLKRLRQSSWMEAIPDTINVPALSDRPNRAVPIERATVDDIEFALVALARQQSELYRLTSALGDVLKMARRQGAC
GADIAISAAVRDLEGGK
>OLS44077.1 hypothetical protein BV509_06820 [Rhodovulum sulfidophilum]AB26
MVMLRGFVGWCPGIVGKTAAGPDAALELAVGVFPRVALFVAPGTVAAPGDARAESIVQTQVVLVDLDHGDIVAKRDHLVQ
HLGCPTLEVASGGVTAEGQRKLHLYWRLTEPAEGEDIATVCRARHMIAAKVGGDPSFRSAHQPIRVAGSIHAKQGLRRLV
QILNHDARDHDLGELLEAIIAMPPLEGENGLDFNMAATERGSVTELFGRQVREGGVDGTTRFDALSRVIGYWIRRAREGH
VPREQAWEEIVSYNTARVAPPWPEDRLREEAERLWKRDAARNVEIDDEDDSPDGGGPAGGGHDGPVPVRFTEDALAATFA
ARHAETWRYVAGWGQWLTWSGKLWRREETLQAFDLARMICREAAARAGSEGGGGGRRHARAAFGFGGLRTARGPAGDAVQ
PRPLPQARGEARAMGGVRQRWQGRG
>OLS44078.1 ATPase [Rhodovulum sulfidophilum]AB26
MDAFDRFRESGEHREVFGGFGDPRDYWVRSTRDRANRVYPTKPLIGFILKKKELNGGWGQKSDAAARLHNSGFIIVGEDD
KPVPPPERYAHLVRDADRVRLCALNYFIEPARERGASEVPIRAGDLAAAIGLQDAFPNICQALGGEKFQQLAQVPPPTHT
EPNPSSSTIFTFKLASAEGHEPMTFEPMTAMPTATNLILYGPPGTGKTYATAWEAVRLCLGGNVAAPLRHDRDALMTEYR
RLAGEGRIEFVTFHQSFSYEDFVEGLRPTTGSEQEGDDEGAGTSGGFSLKPHAGVFKIISERARLDTGDAPAKRLDRSRP
IYKIALGQRGSQESRIREGLDGGLIHLGWGGDIDWSDERFDDFEEIRKAWNDQKDPDASGKDPNIEMLFAFRSGLQVGDY
VVISDGRDSYRAFGRVSGEYYFDADADFHPHRRSVEWIWRDDNGAERAPFYARNFRRQSAYRLDPNRIDWDALESVVIDP
NAERPVASARSHVLIIDEINRANISKVFGELITLLEIDKRLGCENEVRVRLPYSGTSFGVPANLHIIGTMNTADRSIALL
DTALRRRFTFRELMPDLEELRRALAARRLDAANLDGVDLCKLLRTLNERIEYLFDREHQIGHAYFTGCTTRADLDDVMRH
KVIPLLAEYFYEDWSKVAAVLGDGDGANGSRFLESRRLAAPAGFADDDLGGDKRRWSVKTSFDFSDFAA
>OLS44079.1 restriction endonuclease [Rhodovulum sulfidophilum]AB26
MPAYTVREWEKLAYGEAEGQIAVHHADRLAGLAARSAFAGRGGSGVLEHGRNALRARGVVGILAAGDASLEILPKIDVAP
GETPDHENAAIRKRLVHMLAVALDLKIDLGVITDLAWQRETLLEILIRIFCDKLTETLRKGMPRRYVGREEDLPTLRGQL
DVNRQFTRHAVNPSRLACRFDLLSEDTPLNRIMKAAVVQLFRLSRRSANQKRLRELAFVYAEIADVPVPALRWDEVVIDR
TNRSWRELFAMARLFLHDRYQTTTGGTGEGTAMLFEMNALFEEYVGRLIARALAGPGLTVSLQGGRLFCLSTQDSERGLF
QTKPDILIRRDGTVTHVIDTKWKRISSRIDDPKQGVSQADVYQMMAYAQLYHAPRLTLLYPHHPGLGTEDAVHARHRITG
HATILETASIDVANSEKVLDRIRQLLIGDDDMVEAAG
>OLS44080.1 hypothetical protein BV509_06845 [Rhodovulum sulfidophilum]AB26
MSTHVANKRADAVQDPFKKMGKAKKSAEKPKKAPAILLGEHSRYQIKSGWLAGTFVARAFPKPPTTARGMIAEATGATEE
AAISALHEAIDAREDRRTGERRRDTQNGVDVPCVEEYLEAVRQVTLSGPQRAMLTALSLADEDGLTDARLAYAAGYKSEA
SAKKSFAATGLLIAEYLSSGPQDDDAPGTPEGTAFLGFRGATATEEQTGNWILHPELRQAVRLAM
>OLS44081.1 cold-shock protein [Rhodovulum sulfidophilum]AB26
MANGTVKFFNTQKGFGFIETDTGGKDVFVHISAVERAGLTGLSDAQKVTFEVETGRDGRESATNLALA
>OLS44082.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB26
MTFNELGLNARMVSRLDAVGLKKPTPIQEQAIPQALQGRDILGIAQTGTGKTAAFGIPLVVALSKTPERPAPRSARGLVL
VPTRELAGQIVRSLQGLTKDLRITLVVGGKSINAQAEKLARGTDILVATPGRLIDLMDRGSIDLGQTRFLVLDEADQMLD
IGFIHALRRIAPRLSTDRQTMMFSATMPKAMAELSRQYLDEPIRIEVSPPGKVADKVAHSVHFVAKAQKQDLLIELLHGH
RDDRVLVFSRTKHGAERLMKNLDRAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPGVGHVYNYDLP
NVPENYVHRIGRTARAGESGRAIAFCAAEELTELKAIEKVLGTRVEIAGGRPWEAVTGAPQKKRRPRRRSAGRPDRMAA
>OLS44083.1 hypothetical protein BV509_06860 [Rhodovulum sulfidophilum]AB26
MNTPEWLKPGIYGAAIGAAVVGIGGFTWGGWVTGGTAHDRAMAMSRDDVVAAMVPVCLDMAQADPDRAAKLAVIRDTQTY
QRRNALMDAGWATVPGAEAPDRDIAQACLASLDVDASPERPEAAADEG
>OLS44084.1 hypothetical protein BV509_06870 [Rhodovulum sulfidophilum]AB26
MTNSIKTAAVFLRPFQLPSFNETLPPGEYEIETQLLEPVDWIEPGTWTSSVLVRLHPRASHPGLSRTLAVPLAELEHAVA
KDKLTGKALTDFFLDEMLADPMTRLVMQADGVAEQDLRGLYSPRSDQRQAEQDHPSKMGEPRRGRITDVSGPRFGSARPG
IGE
>OLS44085.1 transglutaminase [Rhodovulum sulfidophilum]AB26
MPSVTITHTTQYQYGAEVPLGPHRLMLRPRETRDLILTSFDLEISPEARIDWSHDVAGNAVATAQFVTNTTLLSIRSCAR
VELRAPVWPVFPIAAAAASYPFVYSPDDSTDLGALAMPQYADETGRLSRWVESFVMARPTDTLSLLKDIGNGITAQISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLFAEATRTLGFGARLVSGYLFNPAGDQVGSMDAGSTHAWVEVFVPGAGWIPFDP
TNRSVGSSNLIPVAVARRIQQVAPVSGSFHGRPTDLLSMDVTVDVREI
>OLS44086.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB26
MKRAADKRPASVNHGFEDDCVTLPIDVILPLRPLGKSAKSSRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQKVECLVATDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPAAGAVFDALRKMKTMRQIEAAELLVNANTYSVAYVKAILAGTPQAQLVDASKPKKVKGITPEAIARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYVGKLLGNARVVRYLMQTRPEFLSEFQTIAETDAVMPADAE
>OLS44087.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB26
MPDAMEPTSQKQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEFDLVCGQGRLEAFIDLKQ
DNIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRERGYKDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIQISKTDAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPQIKSNALGRRVAKRALTSEGLVRAYQ
QEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVSDGPWS
>OLS44088.1 recombinase family protein [Rhodovulum sulfidophilum]AB26
MRGREASRETGARQSEPDLPAVAYVRMSTDHQRYSTENQLDVIRSYAAARGLQILRVFEDSGRSGLRLDGREALQNLMGE
VQSGQADFKAILVYDVSRWGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVF
AGQCRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREIA
EVLNAEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFAKVSFKLKQRRVVNPREMWIRAEGAYPAIVNQALFLRAREIVDA
RSRHFSDRELLDALRAILKQQGMLSGLIIDEEDDLPSSSAYRSRFGSLLRAYRLIGYEPDRDYSYIEVNRALRQAHPQVV
AEVIAGVTRHGGRAVQDLDTDLVRVNDEFTVSIVLARCTATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLP
SIDMTFGKLKFAEQNGLALDAYRFDTLDFFYALASRARIAEVA
>OLS44089.1 hypothetical protein BV509_06895 [Rhodovulum sulfidophilum]AB26
MKVADMNCETGPQIIERVGGRAPQAIRQCAGHGKEWPSSGNDFPALACSNDCGSMRNGPDHPDRIAAT
>OLS44090.1 hypothetical protein BV509_06900 [Rhodovulum sulfidophilum]AB26
MKMRVKMGTVVPKMGTVVHPEDVPADYRAAMAMALHAELGSTHRAIKSAMRWTGASERTVKYWFAGERGPSGEHLVALAR
HSDTVLIALLALADRLIAEEAEDRERR
>OLS44091.1 addiction module antitoxin [Rhodovulum sulfidophilum]AB26
MPRTTTMTVRVSGALSEFVATNVGEDGAYENVSEYIRDLIRRDKERAEREAFDRLKAELNRAFAAPEDSYKPLTAAEVIA
RNRT
>OLS44092.1 plasmid stabilization protein [Rhodovulum sulfidophilum]AB26
MAIRVQETASVRLDVIYRYTRDRWGEAQAETYITGLFAAFEQIDTRGVMSMPVPAEFGVEGCFFRYERHFVYWRRLSNGD
IGIVTILHERMHQMDEVSGVTAGVTASSGG
>OLS44093.1 hypothetical protein BV509_06915 [Rhodovulum sulfidophilum]AB26
MDGTAKATKPKARDAKTKIAQTRMSVLELAKELGNVAGACRQRGMDRTSFHEWKRRFWV
>OLS44094.1 aconitate hydratase 1 [Rhodovulum sulfidophilum]AB26
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFGRLPAALKVVLENLLRFEDGKTVTVDDIKAFSDWAANGGKA
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGNAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQDGAEVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFKLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLDHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDAGYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLDQAAEAFF
RVVSDYRGKDESAEAHDMLAEAPAPDSASDPRKTAKVAGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDLNIDLTRDPIARDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPTSSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKDTTPAGKYLIERQ
VPVREFNSYGSRRGNHEVMMRGTFANIRIRNEMLSGVEGGYTLGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEERFSIKGLAGDLKPQAEVPCTIVYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>OLS44095.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB26
MRAVLTVLLAGCVSFAGPARSDPSPVVVELFTSQGCSSCPPADALMAELAQRDDVIALALHVDYWDYIGWKDVFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGEDHVVGYRPMDLAHLIEAHAVTESPVTLSLSRQGDTVTVSAVSTQAFGEDAVLQIV
RYQPEQLVDIERGENAGKSLLYTNIVDAWTPVARWNGADPLSMSIEAAGGEPVVAILQRPGPGEILAAARLR
>OLS44096.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]AB26
MGKRDRRARRLGDWLTDRVARLLIGTALALPYERRVPFGGWVTRRLIAPVAGYRARAEANLALVYPGMPAGERRRIADAV
ADNAGRTLIENYSTRAFLARMAGVEPRGPGLAALEAARAAGRPAILVTGHFGNYEAARAALVARGFEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTAGFVRHLRNGGMLVLLTDQHARRGTELRFMGQPALTALSAAELALRYGADLIPFYAT
RRADGLNFDVEIEAPVQPSTPREMMQALNDSLEARVRRHPDQWFWIHRRWKVR
>OLS44097.1 hypothetical protein BV509_06940 [Rhodovulum sulfidophilum]AB26
MQSFGAPIASPGLTSRQKAAIIVRLVLNEGIDLPLHSLPATVQTDLADEIANMRYIDGNTLQVVIEEFLIELEQFGLAFP
GGIDEAMRLLSDHLSPEAAAAIRARFGAERGGDPWATLAGLDPTRLTEILLAESPEVAAVALSKLPSQIAAATLGKMPGS
DARRIAFAISRTAEVPPAAVVRIGRALADRINSAPEPAFDLAPETRMGAILDVAPAATREDVLEGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQAKLITAMAGADGKTGPAVEFILNNMSQRMANTLRDEINERGTPAADEAEAAMADV
IAAIRGMEAAGEIKLRKSSKAA
>OLS44098.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB26
MIPRYARPEMTAIWDPATKFRIWYEIEAHACDAQAALGVIPKENAEAVWKAKDVVFDVDRIDEIEAVTKHDVIAFLTHLA
EHVGSDQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPSVEEHVCKQMGLVPETISTQVIPRDRHAMFFATLGVIASSIENVA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEAGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTLFKRVFGES
>OLS44099.1 hypothetical protein BV509_06950 [Rhodovulum sulfidophilum]AB26
MPELEDFEGAWLLTRRIDDRLTGQVLRLTGRAVFAPDDAGLVYDETGRLELPGQAPAVATRRYLWRAGVAGIEVFFEDGR
FFHALGPGDRPEARHDCAPDLYRVRYDFAAWPCWSSRWDVHGPRKNYAMESEYRPES
>OLS44100.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB26
MAYALTEKVLVDNIMPRNGALRVARDAALVVAGIAILALAAHIKVPMIPVPMTMTTFAVLTLGAAYGPRLGLITILGYMG
VGALGFDVFAGSSAELSGLTYMMGSTGGYLVGYVLATLALGTFARAGWDRSMGRMAVAMLVGNVVLYVPGLIWLGQLYGW
DQPILAWGLTPFLLGDALKLALAALAVPAVWRLIGRD
>OLS44101.1 bifunctional ADP-dependent (S)-NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]AB26
MAELLTSAQMRAIEADAMARGDADGATLMERAGAGVVAAALAEWPDLEAGPKAALVLCGPGNNGGDGFVVARLLAERGWR
VDLFLFGRSDRLPPDARRNHDSWAAMGRVRPWDDAAVAAHLAGGEADLAVDALFGSGCTRGIGAIAARTAAALEVFRAAG
GRALAVDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEASAFCGRVVIADIGLDPAGRCPGAVALVQAPGPRIGK
AGAVGGHKYSHGHALVLAGGPGRTGAARLAARGALRVGAGLVTLAAPGSAQLECACHLTATMLRRVDSAEDLTALLDDPR
FSALCLGPGMGAGPREAALLAASLASGRAAVLDADALSLLAAAADPFAGLRADCVLTPHGGEFARLFPDLAERLASRAAR
GPAFSRVEAVRAAAARSGAVVLLKGADTAIAAPDGRAAIHAALYERAAPWLATAGSGDVLAGLVTGLLARGRPAFEAAAE
AAWLHAEAARRFGPGLIAEDLPEALPAVFRALDL
>OLS44102.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVNA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>OLS44103.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB26
MSKDKVLKTIKDEDVEYVDIRFTDPRGKLQHVTVMADLVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFIFDDVRYAVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKRIGMKVDKHHHEVATCQHELGMIFDSLKKQADNLQKYKY
VIHNVALAYGKTATFMPKPMAGDNGSGMHCNMSIWKDGKPLFAGDKYADLSQEALWYIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIKNKIDPGEAMDKNLYDLP
PEELEGIPTVCASLREALESLAKDHDFLLAGDVFTKSQIEGYMELKWEEVYAFEHTPHPMEYKLYYSC
>OLS44104.1 hypothetical protein BV509_07005 [Rhodovulum sulfidophilum]AB26
MQRLPGIQPRDPERWLILDEAYGAQMAERDRLIATHRDAVHAMRPEVGDAAWELYDLVLADLARRPGTVIGATEVLRPDG
VRVPLEGPPLVRLGRLLDPHLCRGD
>OLS44105.1 pyruvate kinase [Rhodovulum sulfidophilum]AB26
MRRLRNLKIVATLGPSSNDYPTIRALFEAGADVFRLNMSHGSHEEIAQRHATIRQIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPTPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKDHGPDFADCEVIVGGTISNRKGVN
VPDVVLPLAALSEKDRDDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDAILAVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVTMMDNVAVEVESDPTYRSVIEASRQAERSTVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPILALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARAGGYGEGEDKIIVIAGLPFNIPGSTNILRVAPCEERLIFNLEP
E
>OLS44106.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB26
MPKMKTKSSAKKRFKVTATGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>OLS44107.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB26
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>OLS44108.1 carbamoyl phosphate synthase large subunit [Rhodovulum sulfidophilum]AB26
MPKRTDIKSIMIIGAGPIIIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPEIVAKIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKAVIANTMDECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPADGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDRAQIVAALTRQTPDRLRIVAQAMRHGLSDDEIHAATSYDPWFLARIREIVEAEARVRKEGLP
VTEAGLRQLKMLGFTDARLARLSGRDEDQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYETPVMGETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANALEEAGIPILGTTPDAIDLAEDRERFQALVTRLGLKQPKNAIAHSAKAALEAAGEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYIAEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHRLPQDIVAELKRQTEALALALGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPAETSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQM
GAGSDLPREGQVFLSIKDADKTPELVETAQILQALGFRILATRGTAGFLAENGIETTLVKKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAASHAAALAMKSREEGEIGVRSLQG
>OLS44109.1 hypothetical protein BV509_07045 [Rhodovulum sulfidophilum]AB26
MAWTLDLSLETRVPSRGRLWGEFVVFYLLTPLGMALLMPPQALFPVLLSLTAMGLLLLQVTEGFRWSDLIRGLSRIDPWL
VLGFSAVTTLIVGTLTMLVVPQEALALVRTNPALLGSILLFYPPLSALPQEIVFRALFFRRYGPILPDLRHAIVLNAAVF
SLAHLMYWSVVVSALTFLGGIVFAWAYEARRNFPLAVVLHAVAGWILFIGGLGILFYSGNVVRPF
>OLS44110.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB26
MRIVFIHPNYRSGGAEIAGNWPPAWVAYLTGSLRTAGYDDITFIDAMTNNISEDDIRKQLKALKPDVIASTSITPSIYAA
ERLLEIAKEEVPDAIRVLGGIHATFMFKQVLSEAPWIDAIVRGEGEEIVVELMNAIRDGKWPENRREIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVVNHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRKAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALLHYPWRGSGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>OLS44111.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB26
MKDDLSGRSGRIGPNAVLQLLPVLEAAGGGALRDEMLGAAGLSAPPSDAGLMDEGPAGAMHRALRQRLPGRAPELLREAG
ARTGDYILAHRIPPMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTRELTCSASGSAVCRFEIARP
>OLS44112.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB26
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
DESLVNAKIPTGEIEVFVRELEVLGQAEELPLMVFGDQDYPEETRLRYRYLDLRRESMQANMTLRSDVVASIRRRMWDKG
FREFQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDLE
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDTDWPQISYADAALWYGTDKPDLRNPIKMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPTGGSRKFCDRMNAFAQKEGLPGMGYIFWRETDGQMEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTDKDRFAFCWIVDFPMYEKDAETGAIDFEHNPFSMPQGGIEALEGDPLKVRGYQYDL
ACNGYELVSGAIRNHRLDIMFKAFALAGYAEDEVRKRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADELNIREVIMFPM
NQRAEDLMMGAPSEPSNDQLRDLSLRVIPQE
>OLS44113.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MTQDLPLGAPLAHWTPPPRPGRDSLSGRYCRLEPLARDHAAELHAANQADGSIWTYLPYGPFPDEAALADWIAQAASGPD
PLFFAVREAVSGRALGVLSYLRIAPEAGSIEIGHVNFSAALQRRPAATEAVALLIGRAFDLGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQATVVKGRNRDTAWFAAIDAEWPALKAAYQTWLDPANFDADGQQRVRLSDLTRPILVARDPEAR
>OLS44114.1 hypothetical protein BV509_07070 [Rhodovulum sulfidophilum]AB26
MTQVAEIAPVPFAWTRGLVSARASALLADLFPRAHDARAGECIGIVKRFISFGRRSLTGHPAEALVVMGEDGRPVCLAGR
YLEAEARQDLFRLEEILSAPGLLAYGALTPHASGLRHAAAPPRALELVLGANVHMLRTLDWQADIAARRHAGEPISRALS
SNLRLLAEHPGSHDAVEDMRDTLHAQATLMLGLLSFDEPVLPALSGIAA
>OLS44115.1 hypothetical protein BV509_07075 [Rhodovulum sulfidophilum]AB26
MAQAIISEDLTIEGDLVAKDSAVIVNGRVKGNIAAKAIEISATGQVTGSLSAETVTISGEISGRVTCTDLALSATARVQA
DLTAESLTSSKGARVSGRVEITGR
>OLS44116.1 polysaccharide deacetylase [Rhodovulum sulfidophilum]AB26
MSLKTHGRYDYSPITDRPDFTWPGGKRLAVYLGVNLEHFAFGEGLGAELAPGGPQPDILNHAWRDYGNRVGAWRLIEMLD
ALDLPATVLANSEMYDHAPELMAAHRTRGDEIAGHGRSNSERQGTLDAAAERALIREATETLARAEGKAPQGWLSPWISE
SPVTPDLLAEAGYGYTLNWCMDDQPVWMRTAHGPLLAVPYPQELNDIPAIVGRKDSAETFARMIVENFDEMLDQSARQSL
VMGIALHPYIVGQPYRLRALRRALAHIAGHRDRIWITTAGAICESFAAQRPA
>OLS44117.1 hypothetical protein BV509_07085 [Rhodovulum sulfidophilum]AB26
MTDPAAEAKRIVEAYLERSMIPDPEGAAAFLADDFRMTFTGGRKFGGPADSAAFNGKRYGWVRKRFLRTDAVTDPETGEV
RVYNTGHLYGAWPDGTPFDGNRYIDIFTVRDGKIVSTDVWNDSAEILLDRAGLAEAPL
>OLS44118.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB26
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDAALTVRENVMLGVAGKKAKIDRFNEIAMQVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGEKRRVALCKLLLEAPDMLLLDEPTNHLDAETIAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLEQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEELAGQSEREKLGRAQIIIPNGPRLG
GKVIEIEGLKKGYGDRLLIEDLSLALPPGGIVGVIGPNGAGKSTLFRMLTGQETPDAGAITFGDTVKLSYVDQSRDALDP
NKTVWEEISDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDSVEPKRVKYKKFAR
>OLS44119.1 nicotinic acid mononucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB26
MRAGLPTARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKSEGPAPMARRIAAARAVMDHPRVEI
TDLEARIGTRYTAQTLKRLMALYPGVRFVWLMGADNLIDFHRWDRWRWILDNVPVGVLARPGQGVAARRSRAAITHARYR
LSADRAPCLADRQPPAWCYLNMPMVDLSSSEIRARGDWRG
>OLS44120.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB26
MTTPLSQLSRRLFLAGLMAGPAASALGAPLDRSPVPRPRPELRGRVADAAQLIEAAGLSGKFAFALVDVETGTLLEAHKP
LLGLPPASVAKSVTALYALDALGPEFRFSTRLIATGPVTGGRLEGDLVLAGGGDPTLDTDLLGDLAAQLKAAGVTEVRGR
FLYHAGALPGLPAIDPGQPPQVGYNPAISGLNLNFNRVHFEWRRAAGGYAVTMDARARRYAPQVGVARIHVVDRATPVYT
YASNGGIDEWTVAQGALGAEGARWLPVRRPALYCAEVFQTLARSHGIVLDTPQEVAGAPAGIQLGRIDSAPLAEILRGML
KYSTNVTAEAVGLASTIARGARPQSLAESGQAMTEWLQTRMGAHKARFVDHSGLGDASRLSPMELVRTLAIAAPEGRLRP
LLKDIPIRDDAGRPQTGHPVEVSAKTGTLNFVSALAGYIGAPGGRQMAFAMFSADEARRARLGPEEMEHPPGGKAWISRS
RALQQDFLRRWADLYA
>OLS44121.1 2-dehydro-3-deoxyphosphooctonate aldolase [Rhodovulum sulfidophilum]AB26
MSEPETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFAAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNE
ALPDKLHETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHTVL
>OLS44122.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHIGTFGEVLRTTMIRRAVEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEYESFGHHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDLMAVMLKSLREERQQTYSIFLPIHPETGRVLYVPMKQVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGRKPEHFTYELFLDESGEKISKSKGNGLTIDEWLTYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAFPGQDLKAQIDNPVWHIHGGTPPESRMVVPFAMLLNLASVAGATDKDGLWGFIRR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPQRQFRAPDATERAAMEDLVARLKVWDGGLDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>OLS44123.1 hypothetical protein BV509_07120 [Rhodovulum sulfidophilum]AB26
MTYCLKRSDKSTEAALRRIAIEEIDAALTELDDPGIALHEKVHGLRKRAKKLRGLIRLVRPAFPAYARENGAIRDAARRL
SGLRDREGMVETFDKLVAGGRLDGFEPVRAHLVAARDRAAAKAHVEEDLAAFRLDMLGLRERARSWALYGDGFRPMRRGL
QRTFDRARKGRAAAAEAPEVAVIHDWRKRVKYHWYHTRLLRPIERGPLGRRAKKVEELSELLGDHHDLAVLDTHLAATPD
LPGGAETRDALHARIAARQADLAEAAQTLGARLFASPAKDLGRSWKRWWKSWHRD
>OLS44124.1 pyridoxamine 5-phosphate oxidase [Rhodovulum sulfidophilum]AB26
MSAKDPFRPADDAARALARKLIAEARYAALAVLRDGAPFVTRIALAPGPDGLPVTLISDLAPHTAALRALPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFATRPAERTTLRDHYLDHQPKAQLYADFADFHFVRLVPHSGHLNGGFGQAFRLMAEDLGA
>OLS44125.1 polyphenol oxidase [Rhodovulum sulfidophilum]AB26
MTLEILTSNALAPLRHGFFTRQGGASSGIFWGLNCGGGSSDLSEAVAINRNRVAGAMGVDTDRLVTVHQVHSAAVAVIEA
LPEAPLRADAMVTRTPGLALGVLTADCQPVLFADRTAGVVGAAHAGWKGALGGILEATLDAMETLGARRDDTVAVIGPTI
SQRAYEVGPEFLDTFLTEDPDSTRFFAAGKGDRVQFDLPGFSLARLRGAGIGQAIWTRHCTYSDPDRFFSYRRSVHAGEA
DYGRLISAIRL
>OLS44126.1 methyltransferase [Rhodovulum sulfidophilum]AB26
MTPLARLLARRIAATGPIGIADFMADCLMHPEHGYYSTRDPFGEAGDFTTAPEISQMFGELLGLWLAQVWLDQGAPAPFA
LAELGPGRGTLMADLWRATKRVPGFHAGARLHLVETSPHLRARQRQTLPGLDIAWLDSADALPEAPLFVIANEFFDALPI
RQFQRDAAGWRERLVGLEDDRLTLGLSAPVPLAALDHRLADTEPGDIVETCAPACAIVETLAARIAARGGAALIVDYGGW
HSLGDTLQALRAHRPEPPLAHPGEADLTAHVDFEALARAARTVEGLRVSGPTPQGVLLERLGIAARAQALAQNLAGAALR
SHIAAHRRLTHPEEMGTLFQTLALTPARAPDPPGLRS
>OLS44127.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB26
MQAVLPFPDLTSEIFSISVFGFDFALRWYALAYIAGIVIGWRLVVALMRRERLWPASRPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPLYYLQAPWEIPILWHGGMAFHGGLLGVMAAVLLFTRKHGIPLLPAADALALATPPGLFFGRIANFINAE
LWGRPSDLPWAVVFPGEAAQYCPGWDSFPCARHPSQLYEAGLEGLLLGAVLLWLALARGALKTPGRIAGTFFAGYGLARF
AVEFVRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMMALGLGLILVSARRRA
>OLS44128.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB26
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRNFVTREEFDAVRAMAQKAREENEALKARIAALEAK
>OLS44129.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MALSSLAALAEPTRLESMRLLGDGSEHCVCGLMARLDVTQSRMSRHMKVLKQAGLVTDRRDAQWVRYRLNPDMPAGIRAI
VEAVLAASAARGRSAA
>OLS44130.1 hypothetical protein BV509_07155 [Rhodovulum sulfidophilum]AB26
MANDADVDFGGLAVRGSRGDALSEGLGAEPGQRHRSERPGAGIFASARLRAWYPVRRVRNALPRDRVARRVSLRGKPISA
IGPGAEPSAAGQSSVHGRPFFRTGMIAVAPRRMMAL
>OLS44131.1 hypothetical protein BV509_07160 [Rhodovulum sulfidophilum]AB26
MVRRDKQMAWHAPHEGRPGRPPVFSDAAIRFCLSIGVLVKPPLRQTAGMVASLLRLAGPDWPVPDCPTLFRRRKTLQAQI
PWRRAEGPPNLPVDSTAIKFLG
>OLS44132.1 hypothetical protein BV509_07165 [Rhodovulum sulfidophilum]AB26
MTLNGHKVFFQDRTLTVAGLALGAGGHLHAVNGRLNVSAAPVRPGGGARTTDESGQVWIAG
>OLS44133.1 diacylglyceryl transferase [Rhodovulum sulfidophilum]AB26
MRSSEDFLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSGFDETLRLICTFEMEPPPERLPAL
YEALNATNDMCWAGAFTFWRDQRLMVWRHGLMLSGGQTASPEQVDQLIHAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAFGRA
>OLS44134.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB26
MQFDDLSARGLVLLGCGKMGSALLEGWLKRGLPAGAVWAIDPHPSDWLRARAAEGLHLNQPLPEAPALVLIAVKPQLMDE
ALPQVAGLADGQTLFVSIAAGKTLGYFADRLGAGAPVVRTIPNTPAAVGRGITALIGNAKVDEAGLALAESLLSAVGQTV
RLDDESQMDAVTAVSGSGPAYVFHLIETLARAGEAAGLPAAMAMTLAKATVAGAGQLAEEAAEDPAQLRVNVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGRELGA
>OLS44135.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB26
MTEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPIGGRMF
>OLS44136.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB26
MARILVTRPMPETVAEAVRSLGETEFRASTLQLSPDELRAALTGYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAAKAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
IDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRRRENVTLLPHLGTATQEVRTAMGLMAVENIRAHLGGRPLPNPVG
>OLS44137.1 phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB26
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADATRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>OLS44138.1 NAD-dependent protein deacylase [Rhodovulum sulfidophilum]AB26
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGQLVRARCAACGADWAAPPVMRAEDPCPACGAPATRPDIVWFGEMPYHMEEIW
EALRAADLFVAIGTSGSVYPAAAFVQDASRAGAETLELNLEPSETVSDFDRVRHGPASGIVPVWVEDCLNQLTRG
>OLS44139.1 copper-binding protein [Rhodovulum sulfidophilum]AB26
MSLKTTLAASLIALAPALPAAAGDIAVEGAYARASSMMAQSGAAFMTLVNNGGADDRLIAAASDAADRVELHTHVSDANG
VMQMIEVKEGFPVPAHGRHELRRGGDHVMLLGLARSLTEGDSVHLTLTFEKAGTVEIEAPVEVVRQPMGGQMGARPAMGN
>OLS44140.1 hypothetical protein BV509_07205 [Rhodovulum sulfidophilum]AB26
MTRLRPAFGLGLALLLALTSLSLAAARATPRPVDRIVLCTGFGLQTVEIDANGHPVGAPHICPDGLAALAALAPLPPALP
LRSLRARPLGRRTHAPAPCGRRPPQPRSRAPPAPIA
>OLS44141.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB26
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRAFKFRVSAAGLRTVDHRGGLDNFLAKARDAELSDK
ALKVKKEIEKAQATA
>OLS44142.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB26
MKPFLILQLRPETEAADDEYAAFLRKGRLAPENARRLRLDCEPLPSDLSLDAFSGVIVGGGPGCLSDAEGAKSETDRRIE
AAILGLLPEITARDLPFLGCCYGIGLLAHHLGAPVAKDRFGEPVGTTTCRLTEDGRADPLTRDLPDAFAAFVGHKEAVEA
LPPGCAHLLASDPCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRAQAVDWPETILARFV
ARHARP
>OLS44143.1 ATPase/protein kinase [Rhodovulum sulfidophilum]AB26
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLADAPGQALRIGLSGTPGVGKSTFIESFGMMLTAEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSREPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWDDMQRLADWRRAQGHFDARRAEQARYWFTEEVRRGLLARLDRDPAMRARMADLGAKVAGGKLTVAHASAEML
AALGVTA
>OLS44144.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB26
MTPLPIDAVLPELTAVLARAGRAVLQAPPGAGKTTRVPLAILQAGLTAGRIVMLEPRRLAARAAAERMAETLGEPVGQTV
GYRIRGEAKTGRATRIEVVTEGILTRMIQSDPGLDGIGAVIFDEFHERSLNADLGLALAWEARQALRDDLILLVMSATLD
AAPVAALMDDAPVVTSEGRAFPVETRWLPAPLPKGARLAEATADLVAQAAAETAGGVLVFLPGEAEIRRCASALQGRLPD
DCHVRPLYGALPFAEQQAAIKPAREGRKLVLATAIAETSLTIEDVRVVVDAGRARRARFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWTKGEEGALAAYPPAEIEAGDLTGLALELAAWGTSGPEDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITAHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGSDLALRLRCIADPKAPTPVPPDRGALARIR
TEAKRLAAQAPDAPRPMGPGEMAALAYPDRIGLRRKGDDPRYVLSGGKGAVIDPADPLAGQRLIVALDLDGDTREARVRL
AAPLSEADLRAVHGPAIAWQDVCAWSRREARVTARRQERFGALVLDDRNWPDAPSEALARAILEGVRSLGLPWSDAARRF
RARVELLRAEGADLPDFSDAGLMADLEDWLLPHLGGLRTAEDLRRFDLLPPLTGRLDWEAQQMVDRLAPASFETPLGRKI
PIDYDAEAPGIALRLQELFGVTRHPTVGPRRLPLRIALLSPAGRPVQVTMDLPGFWATSYAEVRKEMRGRYPRHPWPEDP
TAADPTLRTKRRS
>OLS44145.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB26
MTHFLDIATTEPADLRGILDNALAMKRARAGRSKGAPDDDRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGETMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADYASVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQLGFDLTFTGPATLDPEAVFVEAARAKGATVTIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMEAAKPDALFMHCLPAHRNEEATNAVMDGPHSVIFDEAENRLHAQKAVMRYCLGV
>OLS44146.1 acetylornithine transaminase [Rhodovulum sulfidophilum]AB26
MIPSVLPTYNRAPLSFETGEGSWLVATDGTRYLDLGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAIKMARKYWYEKGRPDRVNIVTFSGAFHGRSSAAIAAVGSEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDDTVAAILVEPVQGEGGIRPLPDACLKGLRDLCDETGALLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAAAGMTVGTHGSTYGGNPLACAVGKAVLDIVAEPAFLDEVNRKAGLFRQRLEGLVASHPD
IFEEVRGAGLMLGLKCRAAASDLVQAGYAQHLLTVPAADNVVRLLPPLTITDDEIAEAVARLDAAAAAVAAKEAQA
>OLS44147.1 hypothetical protein BV509_07240 [Rhodovulum sulfidophilum]AB26
MAGRADGLYPPLSVPKPLGQEIWVVDGPAIRFYGMPFPTRMCVVRLPSGGLWLHSPVRPDEDLIARIEALGPVAHLVAPN
ALHYAFLPAWAARFPEAAVHAAPGAAERAARHGLGFPDHAPLGPRAPEAWRGTIRQRLVPGHPFLKEAIFFHRPSRTLIL
TDLIEAFEPARLGPVMKLATWIGGIRSPGGTPRDARLTWTDTAAAAPVLREALSWAPDRVIMAHGAPIETDVAARLRQAV
VWALGPEADARA
>OLS44148.1 Hly-III family protein [Rhodovulum sulfidophilum]AB26
MLDDFRAYTRAERLSDAVVHVTGLAAVAIGVPILVVLAILIRGDTPAVLGIAVYGAALFAMIGFSALYHMVRHPNWTPVF
RRLDHSAIYWKIAGTYTPFTLLSGHGVTLLAGLWAAAAAGTGLRVLAPYRFRAVNLALYPAMGWAGAVAGWSMFATLSPP
VLGLVIAGGVLYTVGMVFYLWERLPYHNTIWHVFVLVASMLFFAAITTHVVQTA
>OLS44149.1 hypothetical protein BV509_07255 [Rhodovulum sulfidophilum]AB26
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAAAAICATAPADFTDARAAA
AIIRLTAGNFRLLQRLFTQTERIARINEIVAITEEVVEAAAQTLVIGNAN
>OLS44150.1 multidrug ABC transporter permease [Rhodovulum sulfidophilum]AB26
MNATGMGVRRFGQVNWLGLYTLSAREIQRFLAVWTQTLAAPLATAGLFLGVFSLAIGPSRGEVMGVPFVHFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPTELLLGYTAGGVARGLLVAVAVGLLMLTVLGMGIAHPLWALVFVLLGS
AFLSALGIMAAILSNKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHVNPVFYLIDGVRYGVIGQSDSSPWLGL
GVCTLATLLVMALCWHWFRTGYRMKA
>OLS44151.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB26
MTRIDAKFAALKAENRKAFVAYVMAGDPDFATSLEIVTGLPGAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLDLARAFRETDDTTPIVMMGYFNPIYSHGVEAFLTDAKAAGIDGLIVVDLPPEEDSELCLPAQAAGLNFIRLATPTTDD
KRLPKVLQNTSGFVYYVSITGITGAASAEASDVAPEVARIKAKTDLPVIVGFGIRTPETARSIASVADGAVVGSAIVKQV
EEKKPVAEILAYVKGLAEGAHSA
>OLS44152.1 TIGR01244 family protein [Rhodovulum sulfidophilum]AB26
MAKTFKGIAQGLDLPPMVWLSDDFAAAPQPRIESLAALAEAGFRSILCNRPDEEVAPSENSAAMAAAAEAVGLGFAAIPV
GHAPITPAMIAAQARAMDDLPGPYFAYCRAGFRSSVIWALTQAGRRPTSEIVGALERAGFALPGLRAQIEALAAGR
>OLS44153.1 hypothetical protein BV509_07280 [Rhodovulum sulfidophilum]AB26
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAEMHALGLPVPEDILRLEQELEDDDSDDLYDDMPV
>OLS44154.1 hypothetical protein BV509_07285 [Rhodovulum sulfidophilum]AB26
MTRPVTAEHPAPGVVRLVLDAPPDNALTAPLRDALEAALTAALAARNTRAVLIAARGAVFSMGLPDAQDEGGPAVPLGAI
AELIDTAAVPVVALLPGPASGGGCELALACHYRVAAREAELCLPDIALELPPQAGTTLRLPRLTDPATALDMMLSGRAVP
SARARQAGLFDAVVDGDVDAAGLRFALGLLAEHAGPRPAPSRPLPDFRSLQAAVQRLKGALDPGGPLRARGAILDCVEAA
ALLPFEAALAYEAAAVEDCRDSAAHRALCHLARAERRVRDEMQAVADPAILPRRIGLWGWGPGAAALGAALLATGPAVRL
GAPDAAALDRVIAEVEALLDGARTEAGWDEATRVRYRSRLSGGVGPAALSGCELLIEAGGGRMSDRQARFPGLARTAAPG
AVLAATGVLASPSALGAPAGREADTLWFHLPDAVPGTRLAEIVRSPRTGPRATAVLCDLARRLERLVLVSETESPTLGLL
LGALDAADATVEAGAAPDEVDAAMQAWGMAHGPYRMADRVGLPMLLALRRRQPGGDDPEARPTLILGQLVREGRDGYLAG
RGYYRYGPGGAADPDPQVAEIAAAAREVLGAVPPRSFSRAAIQARVLAGMVQAGAAMLGRGVVRRPADLDLAAVHGLGVA
RWRGGPMRAADEAGLLSIRKTLRDMAAGRPQGGLWDLDPLIAEAIKTGRALSRSEAPCRGAFSPA
>OLS44155.1 hypothetical protein BV509_07290 [Rhodovulum sulfidophilum]AB26
MDALIWAGAAVSVMGLAGIVWCIRNMLSARGANLPEPEMRARLQKAVAQNMAALALSAVGLMMVVIGIMLG
>OLS44156.1 hypothetical protein BV509_07295 [Rhodovulum sulfidophilum]AB26
MEIEDEQDDTRSADSTYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKDDIAEEE
AILELYKEALGMA
>OLS44157.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB26
MADQIAQVNRRRPLRLRPDPWSAGALAIAALVLLPILSVVVLALTPDENIWPHLIATTLPRYLTNTLAMMGGVAVLASAV
GAGAAWLVSMYRFPGARWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTVLRSLFGWQNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLARAAFREQSGAAYEVARALGAGPVGLFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHALGRHHRPLVPVQLEGIAGWVATLACTLPVAVGFALPVGV
ILSHALANPEGWADPGLIRALLHTLTVGGIAAVLTVAAGLFLVYGVRLTGRTLPRILLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADAWVWLFGADPGLLMTGSAFAIVYAYGVRFFAIAQGAADAAMGRIAPSLPMAARSLGRTARGTLTSVYLPLI
RTSIGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLGDASPAALLVCLVGLVAVGLLARANR
>OLS44158.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]AB26
MTPTSGQSVQFLPKLVTVMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIVGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLALAGVLRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLSLLDLAMGIGTFGFILAQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANMASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHALALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDLRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGQSRQTVVLRLTGAYFFGSAPVIESVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFVRKALDQGMAVTLAGTRPPHMTMLQAAGLPAEARSAPDVSAARAAA
>OLS44159.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MNVKPDFNKNANQAATAPAFLSVYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPQVTYGEIW
LDHAPLHRMAAHQASAAGLGLVPEDRRIIPGLTVEENLQLAQIVPPVGWSLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLK
NDALRAEYLAI
>OLS44160.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MGILEVKGVNKRFGGLQALGDVNLSVAENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQLGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAHERDIVARAEQMLDDVNMLDKAGMQASSLSRGDKRRLEMA
MCLVQEPKLLLLDEPTAGMARADTNNTIDLLKDIKATRNITMAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>OLS44161.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MFGLSARDTRFLLIVIALTLLTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRNSAQVDLGGWVFTFNVGYYFCAVIAILAFYLSLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGI
LHGWFAVLPDGIEDFIVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRIWRLVRRRKSGGPKRKDPEHRPTAAPH
MAE
>OLS44162.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPDLGGAIIDWSVPLGILLAIPVMIGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPAAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLVIIGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>OLS44163.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTKSTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPSGNTVTFGFNVPQTGPYADEGLDELRAQELAVEHLNGMGDG
GMLNTFSSKALDGTGILGKQVEYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKQFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>OLS44164.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MPRSALTGTRIRERRTMIGMRQADLARLAGISPSYLNLIEHNRRRIGGKLLVELARNLGVEASALTEGAAAALIETLREA
AAGHDEAEADLPRLEEFAGRFPGWAGLIADRHRRVRELERTVEMLTDRMTHDPFLSASLHEVISAVTAIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGTEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEARE
LTSGPARELALAHLKRYRRDAELMPLQRFSEAARGAALDPGALAQAFGVDPGAAFRRLAALPEDRAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGATPQRFLTYAICQPVLAAGFDGPQVLEAAMLILPEGT
VALPRMAAQPVGTSCRICPRRGCVARREPSILANGF
>OLS44165.1 two-component system response regulator [Rhodovulum sulfidophilum]AB26
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHADGTTAFDRVAETRPDIVILDVMLPGRSGFDILRDIRADAGLGALPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>OLS44166.1 hypothetical protein BV509_07350 [Rhodovulum sulfidophilum]AB26
MARAPLFLAREGYRRRRLADMARLLPVLGATLFLVPALDARDGLGAGMLIYLFSAWFGLILASAFVSARLARAAPPEGAE
LASEPPVSGPPASEPTADPSEGAR
>OLS44167.1 hypothetical protein BV509_07360 [Rhodovulum sulfidophilum]AB26
MAENGHQAILRRILGEDRVSLGGARGGGSDGVAAMRLETARATREAFGLTALVEECKAERTGLPEIEAEVTDESLPILLR
GPDGRLGLVVYSADLAMALLEWRLVGFLSETAPPARTLTATDAAVLADLTDPILTRFARAMKEASGADWASGFTQGARID
DPRHVPLLMAAGRYRLYRLKLVAGRGRSGGLIIALPEAAPVARPKPADKVARPWPEALRAGVLGAELSLNAVLWRTRMSA
AGIARLKPGDLLPLPSAALGAVQLEGPGGVVIAGGRLGQAHGDRAIKLDSEAGAADEPGFGGGMLDEGGLGKGLPGGDPL
QIGADLPLDEGGFPFGEAAEEGGLDFAAEGFPAGGLDLGTGDFPFDPGGLDSDLENALQNDLDLGGFGAGPLDLSEEFPA
ASA
>OLS44168.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB26
MPDPTESASRRLLVRLREALAEPAAGQERLDRITALIAGQMGTHVCSIYLFRDADTLELCATEGLKPESVHQTRLRVGEG
LVGRVAKTARPINTGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKEARQYSDDEVYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVITNPIADDFETEMRRLHEAVDRLRVTVDEMLNAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPADPILIARNIGPGELLDYGRSLRGVVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVATAFNDKIAMQAKAQQRYATIRKEPALTLCGQRIALHMNAGLMADLPSLESSGAEGVGLFRTELQFLVRS
KVPKRSEVAALYARVMDAAEGRRVVFRTLDIGSDKVLSYMKPQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRIARDHLMCEIDREGRLGRPLPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTPLSFCGEDAGRPVEALCFAAIGLRSLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIMDWLRRRD
>OLS44169.1 aspartate kinase [Rhodovulum sulfidophilum]AB26
MPVLVMKFGGTSVADLARIRNAAEKVKREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLKTSSAHSAARIEAIPRANIDQKFAEGMKVAVVAGFQGISSEGRITTLGRGGSDTTAVA
FAAAFDAVRCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDENS
GTLVCDEEDIVEQNVVSGVAYSRDEAKMTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVAR
AREAMNKTKDAGEVNFRELVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>OLS44170.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MTPLITGANRGIGLGLLQLYAGRGLAPIGTARTDAPPRVEGARWMPLDVTDARAQRDLADRLGDVALDLLVCNAGAYLDR
GQTIEDGYPPEMWAQMFATNVTGAFLSVQALLPLLERSDRPRIAIISSQMASDERAPGGSYIYRASKAAALNLGRNLATD
LKPRGIAVGIYHPGWVRTDMGGEGGDISADQAAEGLAARFEALSLETTGCFETWDGRPHPY
>OLS44171.1 hypothetical protein BV509_07380 [Rhodovulum sulfidophilum]AB26
MIRYALTCADGHRFESWFQSAAAFDTLLSGGHVTCAVCGNGAVSKALMAPNVATDRPGADPAPPERTQSAPTLSAPAHPA
EQALADLRKRIEEKSDYVGLRFVQEARDMHAGLSPARPIHGEARADEALRLIEDGIPVAPLPFLPSRKTN
>OLS44172.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB26
MRPAILPVVAAVLLCAGPGAADGFRFASIDGGEIDLSAFHGQPVLVVNTASQCGFTPQYDGLQALQDRYGPRGLVVLAVP
SDDFNQELADEAAVKEFCEVNFGLTLPMTEITHVKGPEAHPFYRWMAEAHGFTPGWNFNKVLLDGEGSPVATYGAFTTPK
SAKLTARIESLLPE
>OLS44173.1 2'-5' RNA ligase [Rhodovulum sulfidophilum]AB26
MIRAFAAIALPPEIRESLVRLQAGLPSGRPAPPENLHLTLVFLGELPEPVLEDVHLAFAAIRADRFDLTLSGLGLFGGAR
PRNLHACLLENAALCHLQARLETAARRAGASPERRRFSPHVTLATLRPGQGDPGPLERAVIAGSEFRAGPFPVESFGLYR
SELGRNGAVHTELAQYALFSSQLAFPGP
>OLS44174.1 hypothetical protein BV509_07395 [Rhodovulum sulfidophilum]AB26
MFWTVHPGHGLGSLSFGMTPEDVKAQPGLGRPGHVYRGSRGRVMEYRGLAVPICEYGPGGLNCIIAGRKVAGVRLQGTNI
FDTDPEAIVRLLESRLGPAQLCQEQLCFPKAGLLLGGFFDAHDKCFFRPDAEYHDERSVTIYMPGACGLSCETEHELVSF
L
>OLS44175.1 hypothetical protein BV509_07400 [Rhodovulum sulfidophilum]AB26
MADPLFSLDDLEEAARLVHARMPPTPQYPWPLLAEATGAEVWVKHENHTPTGAFKLRGALTFIDWLARTQPDCPGIVTAT
RGNHGQGQALAARAAGMTAQIYVPEGNSVEKNAAMRAFGADLRIFGADFDTAREEAFRVAETEGLVPVPPFHRELVRGVA
TYALELFTAQPDLHTVYVPIGCGSGICGTIAARDALGLSTRIVGVVSENADCVLRSMAASDLVETPTAHTFADGLAVRVP
VAEAFAIYSAGAERIVSVSDEEIAAAIRLYFRATHNVAEGAGAAPLAALMQEREMMAGRRVGVILCGGNIDSAWFAEVLG
GGVPQP
>OLS44176.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB26
MADYAARREAMVDTQVRPADVTRLPIIEAMLAVPREAFVPARLSEAAYIGENLPLAHDRVLLDPRTFAKMLEAADLGPGD
LVLDLGAGLGYSAAVMARMADAVVALEEDGTMAREAEATLAELGVDNVAIEVGPLTEGAPKHGPYDVIVVEGAIETLPQA
IADQLKEGGRVVAVFMEGALGVVRIGWKVEGALSWRFLFNASAPVMPGFARATEFQF
>OLS44177.1 transporter [Rhodovulum sulfidophilum]AB26
MSSFLRYFAGTALSATLSLWASGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQSLALLRPVIAFAMSGAYTDP
ASAANGGQNTSASAELTATLTVFDGGQNRLALDATKETVLATRSALIGIEQDVLLSAVQAYMDVFAALQNVSLAENNTRL
ISEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAAQGALATARESYKLAVGHYPDTLSGIPNLPSVPTSPEAARAV
AVQTHPDIIQAQHNVTVAELNLARARAAQGPSVTASVGYQRDDNSDEGVTGQIQLSQTLYAGGRLYAAERQAVANVQANR
AGLLQTVRLVELDVGNAWSGLAVARAQLGASDQRIEAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVQAEADQ
YTAVYSVLSSMGLLTAKHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>OLS44178.1 hypothetical protein BV509_07420 [Rhodovulum sulfidophilum]AB26
MAETRSIVDPAGLRPTAMAQEPSRPRLGRLVLTPNLRVRAEPETAGSARPVPVLLRGPLACETAPDVDPGAARKRTAAVA
DLAEANRREAASLERRIAELEAAMAGAEADWEDPETDDVWLDAGWARPGPVPGVAGQSEGALADAAAVRALVAEVVRQEL
RGALGEGISRNLRKMVRREIARALAERDLD
>OLS44179.1 elongation factor P [Rhodovulum sulfidophilum]AB26
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVS
RGVRTSVALSREESERRHSQEQAEAA
>OLS44180.1 elongation factor P [Rhodovulum sulfidophilum]AB26
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRTGTKLNERFRSADKVDRVELERKDQQFLYEAEG
MLVVMDTDSYEQTELPADLLGDRRPFLQDGMTVVVEYYEAEALNATLPPKVTCRIAETEPVVNGQTAAKSFKPAVLENGV
RVMVPPFVGPGEEIIVNTETMEYSARA
>OLS44181.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB26
MADRAALEALLGAPVARVTPLQGGDLSEVVRVALSDGRQVVAKTGLRVATEARMLRAIAAAGAPAPQVIAVTEGLLVLEY
LAETRAMPDGWAALGDGLARRHGTAGAAYGWPEDYAFGPAAIPNGASGDWPGFWAERRLLAWPEALPADIARRVEALALR
LGDLIPRRPAASLLHGDLWSGNVLFTADGAALIDPACYHGDAEVDLAMLELFGTPDPAFRARYGAPAPGWPMRRAAYQLW
PALVHLRLFGGGYRSLVDRCLTALGA
>OLS44182.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB26
MTGEQAADRTVLKVTGADRAKFLQGLVTNDVSALEGRLVYAAMLSPQGKYLADFLLTERDGAILLDVSTSVAEALARRLT
IYKLRSDVQIAPSGLNVLRGLGPAPDGALPDPRHEALGWRAYSETPGTAPVIDWDAIRVAQCIPETGIELIPDESYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGIEGTAPPGTPIEANGKEAGTLFTCAGDLAIAHLRFDRVAPRM
TAGTATVLWPDG
>OLS44183.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MAGGAQIFGWLWRGYLRRHSATIGIALALMTVEGASLGLLSYSFKPMFDRIFVAGERGAIPVVAGAVLAIFLARALSGFG
QRVLMARAGLAITGDLQKDMVDHLLDLDGSYFQRNPPGGLIERVRGDTTAAANVWNTVLTAAGRDLVSLISLLAVALSID
WVWTAITMAGVPLLVVPLMMLQRWIRRTARSAREEAARIAGRLDEMFHGIVTIKLNRMERREKGRFGATVSRFIDVQLRA
QAGQAGMPALVDLVGGVGFAAVLVFGGLQIIDGGKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHAVFSE
RATILPPARPKSLPAPAASCDVILENVHLSYGEAPVLRGLSLTAKAGETTALVGPSGAGKSTVFNLLTRLVEPQSGRVTV
GGVEVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDIPEAALREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAHSERAVQEALSHLAKGRTTLVIAHRLATVRDAARIVVMEAGQVREEGRHED
LLAQGGLYAGLYRLQFAAGS
>OLS44184.1 hypothetical protein BV509_07450 [Rhodovulum sulfidophilum]AB26
MFDLLKTRFEAFERRMTRRHGTDLTAPGARRAALLHFHLMDHAFLRILWTNLEEIAPGVWRSNHPSAARLRRYREMGIRT
VISLRGPRQDSHRLLEEEACAALGLRLETVTLKARRLVPRENLLALLDLFDRAERPMVMHCKSGSDRAGFASALYLIHAE
GAPVARARTMLSWRYLHSRRSKAGVLDVVLDRFEADCAKTPMTLRDWIATRYDPAAIESAFRAERR
>OLS44185.1 septum site-determining protein [Rhodovulum sulfidophilum]AB26
MSLRYGRPYLAIPGPSVIPDRVLQAMHQPAPNIYGGPLVDLVESVVRDLKAVARTRHKVAIYIANGHGGWEASLANVLAR
GDRVLVLATGRFGHGWAEAARAMGAEVELLDFGNRATVDLGRVEDRLRADKDHAIRAVMVSHVDTATSVRNDVAGVRATL
DAAGHPALLMADCIASLACDRFEMDAWGVDVMVAACQKGLMVPPGLAFVFLGPKAEEARARADLATPYWDWTPRANPQEF
YQYFGGTAPTHHLYGLRAALDMLVHEEGLEAAWDRHAQLARAIWAAIETWGQGGPIALNMTDPALRSHAVTSVRIDPPHG
TALREWLSETAGVTLGIGLGMAAPGDPAWHGFFRIGHMGHVNAHMILGALGTMEAGFKALGVAHGAGALEAAAGVIAGR
>OLS44186.1 hypothetical protein BV509_07460 [Rhodovulum sulfidophilum]AB26
MIWKPQAAGALAMAASLALLAGAGARFVPGGSAAGPLARILDSLAPWLLGGALGLSLGAAALGLRRLGPGLALAALAALA
GLGALHLRQSLPALPDRAPDLRILFFNAYSGNRTPAETIVRAVIDTNPDIVLFAEAEAVAAGLPLLQKHYGFVSPCSPGA
CQIVLAARTRPRRFWAMSLNPVWPGRYAVAEIETASGKRVFLAGLQLLKPWMSGLAETELGRLTAQLGWLPDPAVAIGDF
NAAPWSRTLSQISAETGMATARLPVATWPVGAGRFGVPVDQVLVGGGARLVRLSPFGADLGSNHRGLIAEIALP
>OLS44187.1 SLC13 family permease [Rhodovulum sulfidophilum]AB26
MTQDQSILFALFATVFVALIWGRWRYDLVAFAALMAAVLLGVVKPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIAFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGQRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANEERLKAEGAGLTVVEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPIRQQIRKTRVRPGDILLLLTPQDVAQDVVDWLGCLALADRGLAVTDTRK
TWVAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPITEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAEMLV
GLTGDMPPWVILTALMVATMCLSDVLNNTATAVVAAPVGIQMAEALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPF
>OLS44188.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAIGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKYGGNLGETGSVAFMFERMGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEAELGESQSTKLIWKPGNTTEMDLEGMQKLMKLIDALEDDDDVQHVTTNFSASD
EVLEQL
>OLS44189.1 hypothetical protein BV509_07475 [Rhodovulum sulfidophilum]AB26
MIGGRSIQAKGESGMEVWTMYPWVILGVAISVVLPIVRHALPATPSGALEAAAPPVWVRIWREARPYLALGLFSCIVGLL
VLAAMGEQILDWRAALLAGYASDSTLQKLK
>OLS44190.1 histidine kinase [Rhodovulum sulfidophilum]AB26
MAEPASHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETRGQDQARAVAEDLAENIRAIMRNEGGPVAAR
TMYPILERNWDDLGYKIAISPSPVTVRSIEALFGFTPEGIPLGDWPDSRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLERDFAVWLDDVTLSAGLAVGKIVLHSILLFLILRARMEPLLRLRGTVAGLARAFGTLSERAEVRTADEFGALAHD
LNLFLDRISRLIDELNAVLRRVVRVNDDIVSVQGALRGQVDRLVGGVRRLERDAMLSAKREPLLSQAWFDAIKGAVADLD
AALARAGEAPQAAGLVSDLSAVIANAEAQIAASQRLFEGLAGLGDETEALKGAIADMVRMEERMKLIIETGGTLVQRLRP
DLAEAAPATLPERRTPPVRST
>OLS44191.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MQSVPARGQNPVAGILWMLVTGVCFVAVTALVKLSGQGIPAAQSAFLRYVLGLVFLLPVLGRLMRLRMDRGRMMLYGGRG
LAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISDGHVAMLF
TAVLFGISYLTAKLLSERDDAVVVVAMMSIAVTVVLAPVALAVWVTPRWDQVAGLFLVALFATAGHYTMTRAFRAAPLTV
TQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGMIIGSVVFITWREAVHKRRAVTPPTHLPET
>OLS44192.1 hypothetical protein BV509_07490 [Rhodovulum sulfidophilum]AB26
MKDDCALGQRTGLPETLRVLLAEYPRDLWDSTVPLDGVTRFWLDRHIMFRSLLAQMEDEARRLCDGAAPPEHAVRAIRRQ
AAILLSELYGHHKIEDLHYFPQLALLEPRLGAGFEILDADHHALEEHLDDLATAVGGLVQAAPEVQHDAAGRLQVRLDRF
GGVLDRHLFDEEEIVVPILLRHGEGLVG
>OLS44193.1 hypothetical protein BV509_07495 [Rhodovulum sulfidophilum]AB26
MTHTPHELAADFPDKARLIEELKDSDAHFARLFQEYHEINGAVHRAETDVEPTDDLHLTEMRKTRMHLKDELVRILNHAS
A
>OLS44194.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MATRKLYAGVKLRETRTRLGLTQKDFAARLGISLPYLNQMENNNRPVSSSVLLALASEFGFDVTELSEGDAERLVSDMRE
ALADPVFSDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDATLGPSPWEEVRDFFHYCDNYIDA
VDRAAERFARGPESGPDPEQRALSALESQGISLILKDIPGLRAYDEDSRTLTLSSHLRGPTRRFQLLHQIALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFFF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYVSLARDVSKPGGAWRAPVRRYAISL
GCEVRHADQLVYADDLDTGNSAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>OLS44195.1 Bcr/CflA family drug resistance efflux transporter [Rhodovulum sulfidophilum]AB26
MMPQPKVRFLDRTTPPHVLTLVLLAGLPALTMNIFLPSLPQMAAHFGTDYGVMQLSVAAYLAVNAVLQLMIGPISDRYGR
RPVLLISTALFLVATLGCMLAPSVEVFMAFRMAQAVIVTGMVLSRAVVRDMVADSQAASMIGYVTMGMALVPMIGPTIGG
VLDEIWGWQSTFAALVVAGIGVLALVWADLGETAAPQDVSLLGQFRQYPELVRSRRFWGYALTAAFASGAFFAYLGGAPF
VGSHVFGLSPSTLGLYFGIVAVGYMGGNYLSGRYSVRVGINGMIFWGTLIGLVAPALSMALFGLGLLHPMAFFGAMSLVG
LGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAALSALAGALLKPGTGAWPLLIIMAATSAAAVLAVLYVRWIDS
REGPIASMPKG
>OLS44196.1 hypothetical protein BV509_07510 [Rhodovulum sulfidophilum]AB26
MPALPVPVVTIGLLVLSNIFMTFAWYGHLKFKAAPLAVVIVASWGIAFFEYLLQVPANRIGHGHFSAAQLKTLQEVITLT
AFCGFSVLYLGEELHWNHALGFVFIGLGAFFIFHRWS
>OLS44197.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]AB26
MKDILNELERRRSIARLGGGERRIESQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEESRPYGDGVVTGWGT
VNGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVVPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYQVRR
LVDFLPLNNREKPPVRPFFDEPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMSSKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDADKIARRTKDYEDRFANPFVAAERGFIDEVIQPR
STRRRVCRAFASLRGKRRETAWKKHDNIPL
>OLS44198.1 hypothetical protein BV509_07520 [Rhodovulum sulfidophilum]AB26
MEMRGWHMLREEGALTMARQLPVRFDLCASAAFPPARKGRLSLQIRQDLWRMLQDLRGFSPVIRVEEEGQGLRVSAGGRA
AAPFPRLDCEARIAALLTSPVHRARWLARARIEGLA
>OLS44199.1 hypothetical protein BV509_07525 [Rhodovulum sulfidophilum]AB26
MAAGRAFLLAAAVLVLGGTGTVVDVPSGQSVTHLDTVTGEPGPAGLTVRFRFLAPEIGREGGMLTPEEAQGDMDYLCEHF
ALSRLSEAGPEPAQIVITLMDRPVPFGQSDPEATQFFEAYRPEAGHCIWEGF
>OLS44200.1 hypothetical protein BV509_07530 [Rhodovulum sulfidophilum]AB26
MLKHRGFPSRLPGTDFQFTIRRANKDGASRLIARERFADRRPADRRADAGFLAALIVQFGDEPFERGNLDAGRLSWLLGR
EVVPAEEPFDPESYEALLRVDLDRAMAAFPEIFEGQ
>OLS44201.1 hypothetical protein BV509_07535 [Rhodovulum sulfidophilum]AB26
MPSPKFLVLLAAAGMLAGCNMSNDSQRAVAGGLGGALIADVLDTNVAAGAAIGALGGAMCDDAGVCR
>OLS44202.1 acetyl/propionyl-CoA carboxylase subuit alpha [Rhodovulum sulfidophilum]AB26
MFDKILIANRGEIACRVIKTARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIKESGAQAVHP
GYGFLSENRLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDADEAVRISQQIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADKHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRKAMGEQAVALARAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGIDLVEQMINVAAGKT
LPFAQKDLKINGWAMESRLYAEDPYRNFLPSIGRLTRYRPPAESSHDAAVVRNDTGVYEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVTLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERTVGGDWVVVAQGERFPLTVAADHEGATIQFQGGDHHRVTSDWRPGQPLAVLHIDGEPLVLKVGPSS
HGFVIRHRGAEIKAQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVSRINAGPGQSLAVDEVIMEFE
>OLS44203.1 hypothetical protein BV509_07545 [Rhodovulum sulfidophilum]AB26
MISVAAIDARIWQAIVAGAFVAIGWIVNGWQNRRVAAALRAERTRDVHRALYAEIASCLANLDSPEALAAYRDAMAARMR
DDPGFVPLIPRERNDTVFRALVAEIHILPRVTIDPVVSYYSQLFAIEAMIADMRGERFRALEPERRIAMYEDYIALKVQA
FHDGHFALRMIDAYATDGRNGAMEEEARITREISAGFDTAGAAARAASRISSPGAVRSGRSPE
>OLS44204.1 hypothetical protein BV509_07550 [Rhodovulum sulfidophilum]AB26
MKKYLTILAWAALVPLAGTADAVSEPEPLARWEADRSVVLDAAGVRLSDFHWIARPVVVFADSPADPQYRTQMQLLTDRI
DELAERDVVVIADTDPEAQTELRTKLRPRGFMLVLIGKDGGVKFRKPLPWNVREISRSIDKIPLRQQEIRDRR
>OLS44205.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB26
MTDKTTRWAAMAEKELRGKPLDSLTWETPEGIAVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYTGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDILKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLAEAAWAIIEEIDEMGGMTKAVATGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLAKEDEIDILDVDNMKVRDSQ
IARIEKIRATRDPAACTAALEALEQAAASGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQKSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAARDAIDNDVHVIGISSL
AAGHKTLAPKLIEALKAQGAEDIIVICGGVIPHQDYEFLQNAGVKAIFGPGTNIPAAANDILRLIREARA
>OLS44206.1 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase [Rhodovulum sulfidophilum]AB26
MSLNAVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTLGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDEKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVPGTIKSAIGLGNLLWMGIGDT
LRVSLSADPVEEIKVGYEILKALGLRHRGVNIISCPSCARQGFDVIKTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIEHIVEEVEKKAAEIDAARAASEAEAAE
>OLS44207.1 disulfide bond formation protein DsbA [Rhodovulum sulfidophilum]AB26
MTRMTAAALMALGLAAPLAAPAQAFDLTDMSAADREAFRAEVRSYLMDNPEVLMEAIGVLEQRQADAQAQNDETLVKVNA
KDIFEDGYSWVGGNPEGDVTLVEFTDYRCTYCRKAYSEVTQLIEGDGNIRFVVKEFPILGDQSVLSSRFAIAVQQVAGDA
AYAKVHDALITFRGNVADDSLKRLAEENGLDATAVLERMKAPEVEKVIAENHALAQRLQISGTPTFILGDQMIRGYVPLE
GMKQLVADVRAD
>OLS44208.1 hypothetical protein BV509_07570 [Rhodovulum sulfidophilum]AB26
MKALAVLILLAAGSPALAGLTADERAAFRAELRAYLLDHPEVIREALEGAEARRMERHVTSDLDLIAAHADELFHAPDDW
TGGTPEGDVTLVSFVDYRAEGAARALDAALETAAEDGRLRLVVKDAPDPGNPESLRAARFAQAVLRLAGPDAYGTAQAGL
LAAKGPLDRAALDRIAAALGLDPAAVAARMDAPDIATKLAGTQALAEALDLGPAPAQVLNRTLVRGDVPAVALSRMVEAM
RRKK
>OLS44209.1 peptidase M48 [Rhodovulum sulfidophilum]AB26
MAAMTGLARGLAGLALALIVLLAPMAVQAQSLIRDAEIEYALKRLTQPLAVAAGLSPQRVRVMVLQDSSLNAFVLDGQTI
MVHSGLLLRLESAAELQAVIAHELAHIANGHITRRLANIRGAGSAAGMGLLMSLAVAATGNADAAAGLAMGSSSTAQRLL
FAHTRAEESSADQAGARYMARAGISPQAMVDVLEMFRGQEALSETRQDPYVRTHPLHADRLRSVRGYASAYKGTAQPDAE
ADYWFARARGKLGAFLQSPRYTLRRAEKDKTAIGMMRRAVAWHRTPDAKRAMAELARLEAAQGGDPFVQELKGQILLESR
QFGPAAQAYARAVRMAPNEPLILAGYGRALLALDRPGENRQALDALEKARARDPFDPRMLRDLAVAYARTGNNGMASVAT
AERYAIMGRMDTAGVHARRAEGLLPRGSPGWLRADDILAAAERSARK
>OLS44210.1 1-aminocyclopropane-1-carboxylate deaminase [Rhodovulum sulfidophilum]AB26
MKVSSRGEVDPFIVMDVMEAATRAEAQGRRIIHMEVGQPGTPAPAAARKALARAMEEGPLGYTVGLGLPALRARIATLYR
DWYGVDLNPDRVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTESQHRLQPVPGDLPEDLD
GLLVASPANPSGTMLDRDALGALIGAAEARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>OLS44211.1 RarD protein [Rhodovulum sulfidophilum]AB26
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLAVQGRLGELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVAVGFAVLGERPSALQWGAVGIATVAVAALTWGLGVAPWLSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVNFATVGLVMYLNPTLQVMVATLVFREPFTGWHILAFALIWTALALYSAESLRQDRASRRSAIRAGTSGTTRT
>OLS44212.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]AB26
MTLQNPSICVFCGSRDGTRPDYPEAAEALGHALAEAGWQLVYGAGDVGLMGRVARAAQASGGRTFGVIPMHLLDREVGKR
DLSTFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTAGFWNPLSALIHHFIDEGFAE
PSLAAYVRVVPDVPALMADLREALSCRRLSAE
>OLS44213.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRRGKRPTTADLSQFDREQGMRTIRKVAPYLWPPGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGETRDDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFTRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIGPLIVELAMVGVVFALAFDLWYLGVVAAVIAVYFKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREADRYDRAMEGYEDAAIKTSYSLALLNFGQAFIITLGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAPALKVTGGAVEFRDVRFGYEPERPILQGVSFSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVTIDGQDLREVTLDSLHRAIGVVPQDTVLFNDTILYNIAYGRPEASPAEIEAAARAA
KIHDFVETLPKGYETLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADKIVVLEDGHVVERGTHEALLARGGRYAAMWQRQQAGEDEDIAAE
>OLS44214.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]AB26
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDAEKLLIKPMETELSDLDGLDS
MTATARENYAGVALEFEFGWDKTKILADVRDRMNKAEADFPDGYEKYTISEINFSEFPILVVNLAGEVPERTLVRAAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEVETANGAFAVKIPASFDDPSDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEPTLALQVVKRKGFNIIDTSRLVRDEVEKARADWAPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAVALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFADAAKRMFWPIVSSTATTLCAFLPMLFWPGVAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRVLWRITERLRPLPKGLRLGLMALALATAFLGAMRMLNPAWPAPGPASTGALEMLPGLALFTLGLI
GCSLAVNALRDPRPEPVKAGYRPTLFGRLIRAIAGNPVMPLVTAGAVLAFVAGVFVYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVKAVERVVLTEPGVENVFSFAGEGGLSQNTGGASPPLDTIGQVQIELQKWQERAADPDLHGGLILA
RIERKLAQIPGIRTEILNLSDGPASAKPVHLRLKGDNWDDLSAAARIALDRFEATDGLRDIEDTRPLPGIDWQVDVDTEE
AGRFGASAVLAGQMVQLVTRGILLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEVGLVPLSNFVTIAPVRKIGR
INRVDGKRYFDVKAAVADGLTTAEGQPINANERIATLTRWLDTAPFPQGVSWEWTGDQEDQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYASLRRLAALSAGPDSRAARDLALTRAAARLDGPEIVWTEAPEPTGAAGAAAGKPDGLRAAE
>OLS44215.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MRWISMLTALLVTVSFYLLMMERDRVMVFAGVEPAPAPAADTGGSGPQKVSVLVQRSTAQQVQGGVRLRGETEAARSVEV
LAETDGRVISEPLKKGSAVAAGQTLCRIEPGTRPSALAQARAVLAESRARLPEARAAVAQARAQLDEARINDRAARRLSQ
EGYASDTRVAGTASAVSTAEAAVASATAGLEAVETARKTAEAQVATAEIEIERLTIAAPFAGVLDEDTAELGTLMQPGLP
CATVIALDPIRLVGAVPETEVDKIRVGAPAGGRLLSGQEIAGRVAFVARTTDPATRTFRVEVEAPNADGAIRAGQSVEIG
IAGPARSGHLVPASALTLDDAGRLGLRYVDDTSHARFAPVEVIRDAPEGMWVAGLPDSAEVIVVGQEFVSDGTPVEVSYL
ESPQ
>OLS44216.1 hypothetical protein BV509_07615 [Rhodovulum sulfidophilum]AB26
MTNPDSFIQEVTDEVRRDRLFAWMRRYGWIAALIIVGLVGAAAWREWSIARQEAAAQALGDSILDAIEIRDAAARAEALG
RIGADGPAGALVALLAAAEAPDAAGRIAATERLDAIAADASLPPYLSDLAALKLVLMRGSDMTPEARLAALEPLAAPGRP
FRTLALEQMAYAEIDADRTDAALDRLRSLLDDAEASADLRQRASRLIVALGGSPDAG
>OLS44217.1 quinoprotein [Rhodovulum sulfidophilum]AB26
MKFGHVTSVLALVALVAGCGDKEEILPGERLGVREALGLETAQPALPEARDIALPAAQAVADMPQLGGNPEHLTPHAALS
ATPARIWSASIGAGNSRRYRITAPPVVAGGVIYTLDARSQAAAVSAEGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLFA
TTGYGTLIALDPVTGAELWTQKADAAISGPPAYRDGIVYFVSRDNRAWAISAADGRVQWQIPGTPAPAGMLGGAAPAVTD
RLAIFPLSSADLVATLRQSGVRVWGAAVAGQRRGAVYASVTDITGDPVVAGNVLFAGNQSGRSVALDVNSGERIWTAEDG
AYGAMLPVGGSVFFMTDQDKLVRLDARDGSRIWSVDLPYFTKKKPKKRKAVYAHYGPILAGGRIWVASDDGWLRGFDPAS
GAVLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>OLS44218.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB26
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVVDTAGLEEATDESLQGRMRKLTERAV
GMADACLFMIDARAGVLAADEVFADILRKKSAHVILGANKSEGRAADAGFLEAYALGLGEPLRLSAEHGEGMAELHAVLA
PLIEAAEARIDAEAAPEIDVDLSEDDDEDMEAPVRMPTAARPLQVAVVGRPNAGKSTLINQILGEDRLLTGPEAGITRDS
ISLSMDWQGTPVRLFDTAGMRKRAKVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLKIADLAEREGRAVVIAV
NKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVISAYMVWNRRVPTARLNRWLAGMLEMHPPP
APGGRRIKLRYMTQVKTRPPAFVVMASVPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRARKKKTPSRLR
KHIEKKSGS
>OLS44219.1 hypothetical protein BV509_07630 [Rhodovulum sulfidophilum]AB26
MIDPVKAVLVFVATVFFVASAVMPGGFSGFEPSQFPIPQDDPPVQPAGYAFAIWGVIYVWLVISAGFGLFRRAGDGAWER
CRLPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
VFGETAWALIALLGALATGAAVLFPLDRAPAYGVALIWGLGGIVVANLFSAPLVAIAALAGAVVIGFLTVRAAT
>OLS44220.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MHDIRAIRETPDAFDAALARRGLAPVSSEILALDESRRAKISAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDDEAKAEDRRLQDMLMGLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRMTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPDQGLDELDRMTRCAEGILEKLGLPYRTV
VLCTGDMGFGARRTHDLEVWLPGQATYREISSVSYCGDFQARRMNARFRPAGGGKPDHVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPKALTPWLGGKTLLTVEGELA
>OLS44221.1 hypothetical protein BV509_07640 [Rhodovulum sulfidophilum]AB26
MIGRRPAGRIVLEKHNNAEHTQAPYRLDLKDTNLQFTDLRGGDFSDALLTRARLEGAILANTHFRRAALEETHLAASDLR
KAQLEGAILWAARLDSANLSGAKISPLTQLWSATLRGARVNRVDFRETDIECAQIETAFGDGSTQLRLEARPRHWPSEPL
SPTAFQREWLRWRADPASYVPPQDRA
>OLS44222.1 hypothetical protein BV509_07645 [Rhodovulum sulfidophilum]AB26
MTAKRSRLIDWASHLWRPDFKRFSGFGWIVRLVLSLPLLALAIIALGAAILTVVQFAGALVLTNRFASIEGQYEAIRNAG
LVLAALVGVPFLVWRSIVAQKQVDVAEQGLITDRLNKAVEGLGAEKTVKRRLTHPDGTTGIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYIRQNAPASSARNPEDEGISPPEYMPSSLAPEDRKSHLQAIRDYIRSLEHWAHEHEKDCAP
EAMSLQPLV
>OLS44223.1 hypothetical protein BV509_07650 [Rhodovulum sulfidophilum]AB26
MENPRVRRAIGPPGFQSRRTLSVGLLLGKALRRGFKWRREAGISRAMRPPIRPRAALSLLLAVALELAALPAAHAAGAQD
RDRNRAEPLAEAQHRAWRAIGRVNVAGFDTGGFCTGTLIAPDRVLTAAHCLYALRGSARAQPGQVHFLAGWYKGTYAAHR
IARAVLSNPDFHPGKKPDFRSLRSDVALLVLETPITDIPPLPVATPDLVGPSVTVIGYRRDRLNALTKVTDCRVVVQNPG
MVGLGCPVVQGTSGAPVLQREGSRWSVVGVVSASVSGAGEIHSVAARPSAAFLAGR
>OLS44224.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB26
MFATPAFAQAAGGGAAGAFGSFIPLILIFAIMYFLLIRPQQKKAKEHKAMVDALRRGDQVITQGGLIGKVSKVKDDGEVE
VEIAENVKVRVVRQTIAQVLNRTEPAEKA
>OLS44225.1 protein-export membrane protein SecD [Rhodovulum sulfidophilum]AB26
MLDFALWKRATVWGLVLLGLLFAAPNVFYSRVEGHNDALKAIETQGATPELIASRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALRAVRDQVGPIRRIEGTPGLLQVRLSEPEGMPAALEAVRALARPIVSLTGAGASDIE
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTTNPNEAPGASNVLLPSMDEQGTYYIIEKTPVVSGEDLTDAQPAFDQNGAPSVTFRFNPSGARKFGQYTAENVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFSVEESTNLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASIAAF
MLVLVFMWASYGLFGLFANVALVVNIGLIFGLLSLIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFAMGSGPVRGFAVTLAIGIVTSVFVAIYVTRLMIVMWMERRRPKTIVL
>OLS44226.1 protein-export membrane protein SecF [Rhodovulum sulfidophilum]AB26
MRLKLVPSDTSWDFFKFSHVSLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRDAISALDLGDVSI
TEVFDPSFGPDKNVAQIRIQAQGDAESVTPETIAALEQALTGIDPSITFPSVESVGPKVSGELVQSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLRFDLAIIAAILTIVGYSVNDTVVVFDRVRENLRKFKKMDLKDVLNL
SINETLSRTTMTSFTTILALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVASNILLMLGVKRDWSKDGDGGAGTQFAK
AEG
>OLS44227.1 hypothetical protein BV509_07670 [Rhodovulum sulfidophilum]AB26
MKLTEMTIPEGLPIDGYGPGFFRIGGEVREGGALVALGRVERWAGPEDEAPLMALAGRVDILLIGTGPTLVPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALFPMPAPGA
>OLS44228.1 heme ABC exporter, ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB26
MELVVTDLACARGGVPVLEGVDFTLAAGQALMLRGPNGIGKTTLLRTLAGLQPPLAGSVSAPTESIAYAAHADGLKATLT
VTENLTFWARIFGQTDIAPAIEAFDLADLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDATSVAQFGRAVA
RHLDRGGAALIATHIDLGFEAGVLDVSAFRARPRRIDSFDEAFA
>OLS44229.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB26
MIALLQRDLKLAIRAGGGFGLGLAFFLIVVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGAVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAPGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLAAITLAATALLPFAAAAAIRINLR
>OLS44230.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALVTGAIWGEPMWGTYWVWDPRLTSFLILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFAVLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLLCIAGFVCLFVALVLLRTRTEIRARRIRAMIARE
RMA
>OLS44231.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB26
MMPDLGKYAVAVLSSYGITLGLLAGLVALSLWRGARVRRQLDEVESRRKPDV
>OLS44232.1 thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB26
MSEKRRISPLLLVPPVIFAGLAALFFIGMTRDDPNALPSMLVGKPAPALELTDLGGEAPFTAETLRDGQVKLVNFWASWC
APCREEHPDLKALAEAGVPIYGINYKDDPAKAQRFLDELGDPFAAIGADASGRTAIEWGVYGVPETFVLDGNGTVLLRHP
GPLTPKIVESTIRPAMEAAAQ
>OLS44233.1 hypothetical protein BV509_07700 [Rhodovulum sulfidophilum]AB26
MTFRLLMGKSDAVLIGDGPGQSTAPVPRPAPLGTALGGQIGRSIDGIGDAEHRTGRQRDLDRAAAMLAGIADEIGQQDRQ
TVGRKRQIEPLDIGVVEADGGPRGGRGSPDAAHRSDRAVVRPAGLGLGAGQLQEPFHKTPEPVEGQLSFRHGPVGSPSLS
AAFAMDEYREALEPAFGFGKG
>OLS44234.1 hypothetical protein BV509_07705 [Rhodovulum sulfidophilum]AB26
MATSLIHGIDGIDLEIAEDLRVRLISDLSSKRAYRIDTAEWTRCDLSGVAVLLSAVKTASVLGATLEIDLPPDGLVERCM
RGCGLDPALLRRAGAMASAQV
>OLS44235.1 two-component system response regulator [Rhodovulum sulfidophilum]AB26
MAKKVFIVDDSPSVRQMVKKTLAGAGYDVMEAGDGEEALSLLASVRPDAILTDQNMPRMDGLSFIRAYRGRPGGMGVPIV
FLSTETRDDLRQQAKAAGALGWMSKPFDQAQLLTVVKRMVGT
>OLS44236.1 hypothetical protein BV509_07715 [Rhodovulum sulfidophilum]AB26
MTDDDDGAAVFLIEARELQSAIERNLLDLSEAPGDRALIDALFRDIHTLKGSGAMFGHVDLAHFLHGFETAFEALRAPGR
TASDALINVALRACDQITALLDDPAAARAGNASLIESLDAALGGGGAASGPHPASAQATPAVAPAEDGWRISFSLGPTAL
GLGVNVPALLGELKDLAPDAVRIACETGALPGLDALDPACPPFVWTVEIAADLDPARIDEVFLFLRDDLVLEVTSLAEAA
APDSVAETPQQTVASAEPRPSDLPPADVPAEPAPATATRQRERSTMRVATERLDEIMDRVGELVIAESRLHDLSMALQSP
ALMAVAEDIRRLTSGMRETTMSIRMLPIGNLFSRFRRLVHDLSDQLAKPIDFVTAGGETELDKTVIELLNDPLVHILRNA
ADHGIEDGGARAATGKPRQGTITLSATHAGAEVHIRIHDDGRGLDDGQLRAKAIERGLLPANSQVTGPELYRLIFEPGFS
TAPAVTELSGRGVGMDVVRSVVQGLRGQIDVDSEPGHGTTVTLRLPLTLAITDGLLVEVGGERYSIPVAAVEECVELPPD
LALGAGRSNFLNIRGDLVPFLRLADVFETPGLRPDFQKVVIVAGSHGRIGLVVDRIVANAQTVIKQLSCIHAGLKAFSGA
TILGDGTVALILDVGHLIALGTAIEDRARKRKGAA
>OLS44237.1 hypothetical protein BV509_07720 [Rhodovulum sulfidophilum]AB26
MMQAVTLTLSDEIFAFPTRILHEILEPVPVTRVPRAGSFATGLINVRGTVVPLTDLRVAFGMTSRPPDEHTRMLVLDVPV
AGAETTVAVIADRVLDVTELDDAAVGEIPEVGMRWPPEFLSGIARTDQGFVIVPDLARIYAAALSEDSADFSFEKDPSSC
V
>OLS44238.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB26
MRLTIKLKLAGAFVLLIVMSALGIGITLSDMSALNSRLKDIVDNGAKRVELTLAVTAEALRAQMDVREYILAETQAQREA
VAQALTASRTVHERYVSDLQDLSTPEGRAALEDYGALYQELRGTSAKAMSLAEAGQKDAAYAVLSEEAPVIWSKMEANLT
SIRDRNNDMMLSAAADSAHRFELARRLAIGMIVGAVVIGSVLAILMLRSISSGLARANRLARAVAEGDLSQSARVTANDE
VGDLLKTLNLMCEKLRTVVGEVSTAARNVSTGAGQMSVTSEELSQGATEQASSTEEASASMEEIAATIQQNAENAAETER
MARKSASDARVSGVAVKEAVEAMQTIAEKIMVVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQSAAG
EISALSGSTVKAAREAGTMLESLVPDIERTSELVTQISRSTQEQATGAGQVNLAIQQLDKVTQENTSASEELSSTAEELA
SQAEQLQSAIGYFRLAEGGAAPRPAPARSKPRKDRRTAALGFDFNLDSEEDGLDAKFMRDWKKDSAA
>OLS44239.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB26
MSGIGQVVTLGVGDERFAVPVDRVQEILDRRRIARIPNAPAHVLGVIDVRGTGVSVVDLRVVLGLPAAEEDDATRIVVLW
LETGRRRAQVALRTDRVFEVAALDGDRVEDVPEAQLLNWDKRLISGIGRRQGEFVTLLDLDRLFDALPESRTADPLDA
>OLS44240.1 hypothetical protein BV509_07735 [Rhodovulum sulfidophilum]AB26
MSILSPFRADEAEDPDGPARRGAPRRTGSGFARFAAFVEAEIGVRLSEAKRTMVDGRLRRRMSQLGISDLDSYFRHLFED
GALDEERTAIFDAVTTNKTDFFRESAHFDHLMDVAAPAAIARRSGTGQPVKVWSAAASTGPEAWSIAMCLASLADRDGAF
NWAILATDINTEVLAIARRAIYPESMLGPLRPEDRQRWLMQGHGDHRGSWRIVPELRRRVRFGQLNLMDLDFSIDTDIDV
VFLRNVLIYFSAEDQTRLIDHISCHLAVGGTLYLGHSESMVAHRADLRQVGPATFVKAE
>OLS44241.1 hypothetical protein BV509_07745 [Rhodovulum sulfidophilum]AB26
MTAHSRTFSQHGSRHTGGAEVHVLRREVEAAFLAAGRSLVSMDERIEVLTVPLGDLVNRAPTVLDAVGAYANRLQTSAGA
LDSDLLAGARNVTELRSMIEKLGATVTDIGRKLKTMKFVATNARIYVFSLSTRHMRLEAFAESARDLVGHSDAIVTDVAT
VTECISDCLAVLAHRDLPSLRREVAALLPQFAEVGQMVSAFRGERRNETAFGRPLASTMDRMKDEFGRLIVSLQAGDRAS
QRIDHAGQILDLANAPGGDPALAMLAQAQLAGAHADLAAETENILMGLRDGVARFEDIAGSSGAGSERHRLTLFEMLHDR
VRSAEARVDEIRHRRTVMLEASELLLSEMERLRKVLTDISSLAEDLRLVGTNAVLACGELGDDGDALREIATQLRHLAAG
AAGEFGTVWRSLAATDKRISSLVEGIRSRLATAIAEIETSGSQMAVELEDVFSAGKAVSQGTGQLLASLRETVPQTCEDL
QSVLGRMGRIAESLRDAEEVAPLVDPDPELLRTAWDLYTMDAERVLHRDFCDRMRWTPPPDCAVAQVSSAEDVFF
>OLS44242.1 hypothetical protein BV509_07755 [Rhodovulum sulfidophilum]AB26
MRTGGPAGRTWSRCSIPGFDGVVPSKEWRDALRGKFVTEAPRPRTRSEQRYSDRKRRSRR
>OLS44243.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB26
MFDIALVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTKDRPLPEGVLGEEWQVHGGGFYHIQKYTVAPAHMPEHLT
WFKWEAYWTFLSGLMLLVLVYWMGADLFLIDYDKIQWAPWQAIALSAGSLTIGWICYDLLCRSPLGGRPTTLMLILFAII
VAMAWGYTQIFTGRAALLHLGAFTGTIMVANVFLVIMPNQRVVVADLKAGRTPDPKYGKIAKLRSTHNNYLTLPVLFLML
STHYPLAFASPYNWLIASLVFLMGVTIRHFFNTMHARKGRPWWTWGATAAIFLVIVALSLAPTQNAVQAPETAALPAPLD
RVAAAEGFDEVRDIVESRCSMCHSAEPLWPGLGQAPKGVRLDSPGGIALHARDIYRQAGLSRAMPPGNVMMMAAEERARI
VAWYQGIDRAAR
>OLS44244.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAGINNIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVQVLEALEEAE
AAVQEVTHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDVGFLLGDLPDSGLKVRSLGD
CPRVLCAAPTYIARRGMPRSGADLIGQGHDCLLLRFPGSREFRWTLQTAEGPQAFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALLPVCQETPPPDARLACLFPHKRNQDPKSRLFIEFMAGRIKTALRARDRIYQLPR
>OLS44245.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB26
MPGYLTTHVLDTATGAPAAGLRITLYRVSGNSHRKIAEVETNADGRTDAPILPPGAFKTGTYELVFFAGDYLKRAGLAGG
EVLFLDQIPIRFGMDDPEAHYHVPLLLSPYGYSTYRGS
>OLS44246.1 OHCU decarboxylase [Rhodovulum sulfidophilum]AB26
MTRYPRDLRGHGATPPHPHWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRLFTARNMPVTVYGVATALARGPEQVAAMQDAGWEIASHGLKWIEYKDYAEADERAHMLEAIRLHEEVTGARPR
GWYTGRCSAQTVQLAAAEGGFAYVSDTYDDDLPYWKKVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGLEGAPKMMSVGLHCRLAGRPGRLAALKRFLDYISGFDGVWVARRLDIAEHWARVNPPVEWERPTDMDRETFVARFG
GVFEHSPWIAEGAFGLELGPAHDSAVGLHNALARVFRSADAEKRLAVVKAHPDLAGKLAQAKRLTEASSAEQASAGLDAL
SDTERARFEDLNRRYTDRFGFPFIIAVRDHDKAGILAAFERRLENSAEAEFAEACAQVERIALLRLKEMLPQ
>OLS44247.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB26
MTGYFSTLGGHPGQDALHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPLTGFAETFAQYVMEVGPGGGSD
RPEPDPGAEGVIFVTEGALDLRLDGLPHLMTAGGYAYLPPGSDWTVLNPGEAPACFHWVRKRYAAVEGIDAPEAFFVSEA
DIAPVAMAGTEGRWATTRFVDPNDLRHDMHVNIVSFEPGGLIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAFCPQACYAGGSGRFRYLLYKDVNRHPALTLGAL
>OLS44248.1 Ureidoglycolate hydrolase [Rhodovulum sulfidophilum]AB26
MLTAIPITAEDFAPFGEVVELGGEFKTINEGFCRRYSDLATLDIVDGAPGISLFNAEIRSLPYDCGLLERHPLGSQCFIP
MRNAEFLVIVAPDAGGRPGAPRAFVAGAGQGVNIGRNVWHGVLCPISGSGLFAVVDRIGPGPNLEEVRLPEPVTVTLAPE
G
>OLS44249.1 uracil permease [Rhodovulum sulfidophilum]AB26
MAVDSSIGTPEQLRDPNYTPALHKAVPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMKYMIQMSMLFAGI
ATLFQTIGFGPVGARLPIVQGTSFAFIPIMIPLVAGRGGEALPMLFTGVFLGGLFHAMLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVPAMDTPEYGSLLNWSAALVVIFVTLGLKFFARGLLSVSAVAVGIVAGYLFALATGMVTIGGI
ETSWDRAAVLEVPLPFKYGFDFSIAAVVGFCLMAFVSAVETVGDVSGITKGGAGREATDREIAGATYADGLGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTIGAIFLILCGLVPKVGAVISTIPIEVLGGGVIVMFGMVVAAGISMLSDVNWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPESVQILMTSGLLPAALIAILLNLILPEELASEATEEVSGGLSGHGLGSLGRD
>OLS44250.1 hypothetical protein BV509_07795 [Rhodovulum sulfidophilum]AB26
MNESQTFDEMWGREQVLRPPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQKLSRGIEQRVQAINAFLYDIYHRQEIVKAGRIPQEMVSRNDAFLPQMIGVKPPGGVYTHIVGIDLVRTDDNEFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPGDVDEKPTIAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPESALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPDIVEFYTGEKAILENVPTWRCSEPEALAYVLDNLHDLVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTQKGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>OLS44251.1 A alpha-helical domain with a conserved ER moti [Rhodovulum sulfidophilum]AB26
MLGKTANGLFWMYRYIERAENISRLVETGQRIALTRLDSPDDEWVSVMKTAGVAKAYKRHHETVTKEAAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMALKDALSRRVNERDLPAVIDLIKERTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSVYSVGSSIDNVQWETILRAVSARGGYRMVHGSQASPRDIAQFLVLDRKMPRSLE
FSVTKIRDNLEYLALDYGDRHRSHELAEALKQRFSAHDIDAIFDYGLHEFLQDVLGSLNELGQQIEKDYRFYE
>OLS44252.1 transglutaminase [Rhodovulum sulfidophilum]AB26
MRLKIRHTTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTTVEGGVKELSFEDHHRNTVELISFEKDVTELVVRCEGEV
EVLDSSGVIGPHRGPSPLWLFRRATPRTRAGQGCRALVREVKGEGDLDRLHALLRMVHGAVGYEIGVSRPDWTAEDAVTA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTGDRVQHEASHAWAEAHVEGLGWVGFDVSNEMSPDERYVRVATGLDYAE
AAPVTGSRMGGTGEALSVEIEVAQQ
>OLS44253.1 peptidase [Rhodovulum sulfidophilum]AB26
MTYCVGLMLERGLVMMSDTRTNAGVDNISTFRKMFTWEKPGDRALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVARTLKDVIAAHADVGQRADAAFNATLILGGQIKGGAPRLFLIYPEGNFIEAGEDTPFFQIGETKYGRPIL
VRAYDPAMSFEKAVKLMLVSFDSTLKANLSVGMPFDLQVYEADSLQLGRRIRIRANDPYFEQISTGWGEELKAALDSLPD
FEF
>OLS44254.1 hypothetical protein BV509_07815 [Rhodovulum sulfidophilum]AB26
MTPDHTQKGKTEPSIQRPASDVALSFSRLAPDAHARIRVFPVLAVAGAALTALVSVLAVTAVPPAQGRAPEAALALGRDA
TPVEGSVLLAGADAARAAPLAPVTRPAALSRVTGPAEDGLDAVAEARAAQGQQAARLMLAAYPATAGGTALPNGLHVYAG
PPDVAPPARPGAQPDAPEDQLAQLRPNPRPLAEEGDARRPRPRPSAEAPAAATDVVASLSAENAPRPHARPETDADTAGT
ALPEASGTDLQRPMARPVILADAADSGRPQARPIPLAVAASGASLVPAPGIELAAAFVPPVAAPAEAAVPEAASAAPAEQ
GLKASLRPQTRPAALARLARGALVPEERRSAAPRAEPFAHTDIARGANGCSMRLARGIPNRGRGALDGREIGSRMGGLHG
GDRDSLIVQQALAGNIPHFLRELTPVKVSGTLPGGGRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPT
TRMVDAIYAQAGLRLDPRPMTAGAQMSSTGYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKRD
GSPIQPLSTVHGAYYSDYSHGVRLVSQTAFLNGRAVSLASLLSNPTYAQMLTGEGPIDAPERLMASLYR
>OLS44255.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MFTATMDFDLDDETRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEEYGGAGMSYLAHTIAVEE
IARASASVSLSYGAHSNLCVNQIKLNGTDAQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMKLRAEKRNGYYSLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKSMSGFSTSRHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEIMPYLRDRQQFGQPIGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGQVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAME
>OLS44256.1 hypothetical protein BV509_07830 [Rhodovulum sulfidophilum]AB26
MRLSLILAAALAAATPALAQQYDFKPDATLACMDKQKMPGADIACVGESARACFQKMKTPAVSDIAACQQAEGEYWKARM
DSAFEKLLGLAETADKDFAKTQDEPLHATMVNDLKNEQEQWDTWQKTRCWVEAMMRRGTPYRMTAAANCTMKQIAARAMF
MESAVKYMETK
>OLS44257.1 hypothetical protein BV509_07835 [Rhodovulum sulfidophilum]AB26
MKTSLFAIAMTAAALAGSSAFAQSQGDWTLGLGLGYVLPKDDNGRLAGSESHVGDNARPTITFEYFFADNWGVEVLGALP
FKHNIHIDGVGEADTLQLPPVVSLQYHFATSSSVTPFLGAGLNYTTFWDTDSALGDVDIDDSWGLALHAGVDYAIDERHA
IRADVRWIDIDSDVKLNGSKIGTAHIDPWVFGVSYIWKF
>OLS44258.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB26
MRLRSTALPTSDGFLANRAAHLLALREVAEAAALAAAGGGEAARARHVARGKMLPRDRVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECRLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRRETPEDPAYDPDEILGVVPADLRTPYDIREVIARIVDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENEGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWTWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWTSEDEAAFKRPT
IEMFAEQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPETRFGVFRM
>OLS44259.1 3-methylcrotonyl-CoA carboxylase [Rhodovulum sulfidophilum]AB26
MFRKILIANRGEIACRVIATARRLGIATVAVHSTADARAAHVALADEAVAIGAPAPADSYLRADRIIEAALQTGAEAIHP
GYGFLSENPGFVEAVEAAGLTFIGPTADAIRAMGLKDAAKALMEEAGVPVVPGYHGANQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRKVTRPADFAAALASARSEAGAAFGNDTVLIEKLIEAPRHIEVQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDGSDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRVA
TGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLAFPCGIRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALDDTQVAGTTTNLAFLGRLARHAGFVRGEVDTGLIERDIESLAESPPPARAVEAAALLEAAAPSAGPLAGFT
LWAPLRRVVTLGRDGDEVTGTLLFDGPGHATVEIGEAVLEARCAADGWRIDGASAGAVRRAGGAIHVFAGAQGTFSFTPI
DPLDRATAAGAGADVIEAPMPGLLKSLAVVVGDRVAAGQPLAVLEAMKMEHTLAAPREGVVAEVLAAPGAQVEAGAALVR
LVPEQDDA
>OLS44260.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB26
MPDRVEIFEVGPRDGLQNEPRAIPAAEKIALIDLLGQAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGVRYAALTP
NIRGYERARAAGADEIAIFASASEGFSRANINASIDESFRRFAPVAAAAKADGLPMRGYISCVTDCPYDGPMPPGAVAAL
ADRLLALGCYEISLGETIGRGTPQTVAAMLDAVLAVAPPARLAGHFHDTGGRAMANIEAALEAGLRVFDAAVGGLGGCPF
ARGAPGNAATEKVAARLAELGFDTGLDPTRLAEAAALARRMRGDPPGTGPGGAAS
>OLS44261.1 hypothetical protein BV509_07855 [Rhodovulum sulfidophilum]AB26
MEHTTGRCPFAAQRETRSGAHPLHLRRSILNREVLRPVLRQLGLETMPDDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QRPRFERTPAGGVDLVFGAPELETRWRELTGAGAVWDLPPFVPRVALGPCPADLPAICFFAGPVLFGPEWRATPDCLGAE
APHHPVSA
>OLS44262.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB26
MRPPRTILLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLADEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPPGSEPLHGVDADRIADRFETYLEEAITLKPGAREMLAGLGAAGLRLGLLTNGTRARQRAKIARFGLSPFF
RAIQIEEEAGFGKPDPRAYMRLLARLDTAPRDAWMLGDDPVWDVAAPAALGLTAILYDETGRTPLPEGAAARIDRLETLP
RLLAQTA
>OLS44263.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB26
MPPSWLPLPDAPAFPADGYAPLADAIGRLIGTANDVLLVQGEAMVALEAAASSLGRPGVRALNVVTSLYGRWFGGWLRRA
GAEVTDLAGAAPGHPITTDAVARALEAGRYDLVALVHAESATGILNPLPGIVALARAHGALVVVDAVASLGGHPVEVDAL
GIDVAVMGPQKALGGQAGTSAIAVSPAAWDRIAPPGEAPSILSLADLRTLWLETGRGALPGTPSALEFHSLAQTLARVEA
EGMAAIRARHGRAAAAARAGARALTGAEWVAPGQASNLVTAAALPEGLSATELLTHASGDALSAGVGPAGERLVRLNHTG
PRARLETVLGDLATLGEALDAAGHPAPTGAALSAAEAAWREAETA
>OLS44264.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTLLQARGLTKTYPGARRIRALDDVSFEIAPGETLGLIGPSGCGKSTIARVLTRLTEPDAGTIQFDGQDWGALKGRTLRR
ARGAMQMVFQDPGAAFHPRATVSGALCEPLRLHAIAPRSDWPDHVERLLTQVGLSPELAPRPLSALSGGQRQRVAIARAI
APRPKLIVLDEAVSALDASVRARVLDLLAQLQREMGLAYLFVSHDLAVTRALSHRIAVMEAGRIVEAGPAEALLAAPRTE
ILRRLIAAVPTIHTEKVSS
>OLS44265.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTMLLGLTGLSVRYPGARAPALADLGLALFEGEKLAIIGESGSGKSTLARAIAGLLPPGSRIEGRIDWGDGPIPRPGRDI
GYVFQDPGGSLNPLLSVGRHLTEVLRTHLPLSPRAARARAAALLETVQIPGPAQALDAYPHQFSGGQRQRIAIALAIAAG
PKLLIADEATSALDVLVQAEITALLRSLCDAKGMTLLFITHDMALAGQLADRIAVMHAARMVEIGPAARVLQAPRESYTR
SLLAAHLDLASPRLVGEPP
>OLS44266.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTRPFLRRPEALLGGAILLALILIAGLAPLIAPGDPLAIAGRPLIPPFTDAGLPLGTDRLGRDLLAELIHGARTSVAVGL
SAALVAVLAGMTVGTAAGFAGGAIEAALMRIVDAFQIVPGFLLALAFVSVMGPSLWVVVLAIALGAWTGPARLARARVLS
LRESDFVAAAKVMGMSPAEIAFRQIMPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSVTWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLVGEALTDSLTGRDKR
>OLS44267.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MARLGRVVLVRLAGSLPVLLIVLVGVFLLLDSAGGDAVDAYLLSMGGGDAQMAAELRARYGLDGSVLNRLLFTLGQYARG
DLGWSIALNRPIGPVIAERLPNTLWLMGSATALSFLLGSALGVLAGRRPGSVLDRVLSGGSLFLYSIPSFWLGLVLAVVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVASLGMIYLALFLRIMRSGMAEAWGQDFTLAARARGLPDWRITLN
HAARNALLPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAMILTSALMVVIANLLVDLAYGWLDP
RVGSGAGHD
>OLS44268.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MFATISRRGVLTGTAALLASTALPRLALAQGGGRLIVAADSEPRQLNPAIVASNGVFFISSKVIEPLAEASYDAGGLKPL
LATGWEGAEDGLSITFALREGVSWHDGTPFTSADVAFSAMEVWKPLQNIGRSLFANLETVETPDPLTAIFRFSKPTPLQL
IANALPVVSSVLPKHVYEGSDIAENPANRALIGTGPFKWGDYRPGEYYLLTRNDSYWGEGLPHLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSSVPLADLDRIAKVPGLSVVTRGYEALTYQLTVEINHRTGILSDLKVRQAIAHAIDKDFVLDTIFLGY
AEKATGPVPANDPTFYTPDVTTYPFDIAAAKDLLDEAGYREGPDGTRFSLRLLPAPYFAETRQFGDYLRQALAAIGIDAQ
IVPHDAAGHIKAVYTDHAFDLAIAPTVFRADPAISTTILVRSGQPDGVPFSNQGGYANPDLDALIDEALVTLDPGKRVPL
YKDFQRMVTADLPLINVADWSFTSVVADSVTGVATNPRWVVSNWAETGLSE
>OLS44269.1 hypothetical protein BV509_07905 [Rhodovulum sulfidophilum]AB26
MPVFVDDISGSRAPALFLVDDGASMIVASTSVPVGGVVGRDPGRDLERGQRPSRALAAAAPDRNPRGRIEAVTPRRADRS
RERSRPQPF
>OLS44270.1 adenine deaminase [Rhodovulum sulfidophilum]AB26
MVQPLSDLIAQGRGLVPADLVLRGGQVLDLVTGEMVPGDVAICGETIVGIGSAYEGREVLDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGIEGIDYFLQAATRTVMDIRVNLSSCVPSTGMETAGARIEAEALVALKD
HPKVIGLAEMMNYPGVLMQDPGVLAKLEAFRGGHIDGHAPLLSGRDLNAYIAAGIRTEHEATSAAEAREKLQKGMRVLIR
EGSVSKDMVALSPLLSERTSPYMCLCTDDRNPLDIAEQGHLDHMIRWMIGQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVALEDLAACRARLVLAGGRLASAGAFAAREDVAPVGRGSVRAPKVTAASFRATSNAAETHVIGILPGKILTEHL
IEAVPPEGGEKRADPRRDLAKVAVVERHGKNGNIAVGFVRGFGLQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGRVLAELALPVAGLMSLEPFETVEARLKALRAAARSLGVVLDEPFLQLAFIALPVIPALKITDRGLVDVEA
FEIIG
>OLS44271.1 keto-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB26
MTPHAASEITEALCRKVPVIPVLVIEDAALARPLAEALVAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAATAAGARFGVSPGSTPALLDAARAGDLPLLPGAATASEAMALLEKGYSVQKFFPAETAGGAAALKALASPLPQIRFC
PTGGVSLANAASYLGLPNVLCVGGSWVAPKEKVAAGDWDAIVALAREAAALPR
>OLS44272.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB26
MPLHPVLEEVTRAIVRRSADSRAAYLDRIARAADQGPARAHLTCGNQAHAYAASGAAKDLLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMASYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVPPNTALRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGILLD
IEDFARLSEVTPLMARVYPNGLADVNHFHAAGGLGYMIGELLAAGLLHPDTLTVAGEGLARYTQEPKLVDGTLTWTDGAG
ESLNDKILRPTADPFQATGGLRALTGNLGRGIIKVSAVAPERHMIEAPARVFHDQEEVKAAFKRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVTPEAVDGGPLARLRDGDLIRLDAPAGRLDVLTEG
ALDRPPVTPDLSANETGLGRELFAAFRAHAKTATEGAGIVV
>OLS44273.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MSTEPSTEPSTDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTKALAPGTLAVLEDAERRPLGLAAVNPLSRIVARVI
DRDPEAVVDQAWFAARIGSALALRDRLYDAPFYRLVHAEADGLPGVVIDRFGSAAVVQPNAAWAEYRLDALVAALVEVKG
VETVVKNGSGRVRGLEGLPEETLVLRGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAKGGRVLDVFSH
VGGFALAALAAGAESALAVDGSEPALALAEAGAEASGLAGRFATRKGDAFDTLAALGAEGAQFELVVCDPPAFAPSKSAL
DAGLRAYERVARLAAALVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGQILYTGFAGPDHPVLPHLAESGYLKAL
AFRLTE
>OLS44274.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB26
MKVLLDTCVLYPTVLREILLKVAGTGLFTPLWSARILEEWARAACKIGPTGEAQARAEIALLRGAWPGAEVAPKAGLEAR
LWLPDPDDVHVLAAAVAGGADAILTFNARDFPGHLLAAEGLVRAAPDGLLMDLWLADPGPVERAVAEVHAAAERMAGEPL
ALRALLKRARLPRLGKALG
>OLS44275.1 hypothetical protein BV509_07935 [Rhodovulum sulfidophilum]AB26
MSVEPQGLDFAGTLRAQRSFDAAWLVFNDHLRAHGVSHALYAQLPSVRVRSISREMIYHATYPEGFTRRYASEGMIDHDP
RAHYCESDAEAPLYWNRPGDTLAADPEARDVLGLCEDFGLAFGMTLPLKGRSRLNRSGMGLAFDARTLAQAEEILAASEG
AILSAAALFHALAQTPDIAADMIRLSLRERECLLWSAAGLRNKEIAFRLSIAEKTVEHHMASAMTKLHAVNRTHAVARAL
ILGLIAP
>OLS44276.1 peptidase M48 [Rhodovulum sulfidophilum]AB26
MLKLTPILLAVLYALAMYRFSAWRTGRELDARSSELADPALKALTDRMARALDLPRIRVDIYEIAPVNGLAAPDGRIFIT
RGFHDRYRAGEVTAEELASVIAHELGHVALGHGRRRMIDFSGQNAMRTALAMVLGRVLPGIGVYLANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTGPQKTLFEKLDRITQSRGGAMPAWLMSHPRTADRIAAIEAMETRWTPATTT
>OLS44277.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB26
MDGNDTSAGKCPVLHTTFGGQSNRDWWPNQLNLRILHQNPTAGNPMCPGFSYAAAFGTLDLKAVKADLHALMTDSQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGTQRFAPLNSWPDNVNLDKARRLLWPIKKKYGNAISWADLMILAGNVA
LESMGLKTFGYAGGREDVYEPEEDIYWGSEREWLATSDKPDSRYSGDRDLENPLAAVQMGLIYVNPEGPDGNPDPVASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPISRHFHENPEEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIDADDIAALKAEILGSGLSVAELVSTAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPAQLARVLEALEGIKAGFDARAAGGKRVSLADLIVLGGSAAVEKAAADAGHAVEVP
FAPGRTDATAEQTDAESFEVMEPVADGFRNYQKGAYSVTAEEMLVDRAQLLTLSAPEMTVLVGGLRMLGANAGQSAHGVF
TDRPGQLTTDFFVNLLDMGTVWVPTDADETLFEGRDRATGTVKWTGTRVDLVFGSNSQLRALAEVYAQDEAGPAFAEAFA
AAWAKVMNADRFDLA
>OLS44278.1 hypothetical protein BV509_07950 [Rhodovulum sulfidophilum]AB26
MLDDNEIDRLRLKKLCLRAGLKFRVREAASIHDFRAALDETSYDMVFLDYDLKMETGLDALELLKAHPDQPKAIAIMITS
SDDPATVAEAMRSGCSDYLVKDELTISMIRRAVTAAIEREIYRAAILHEREARAEVEQMLERFSAVCAADIRGMLSGMLR
KIRVVTQSVEGHSEIRKEAAEAERACLDLFEYLENMKTILALEAQPKTERLLR
>OLS44279.1 hypothetical protein BV509_07955 [Rhodovulum sulfidophilum]AB26
METRQVIVGRQISLGVKLALMAFCVVLVASLFFAAVNLFGVQWYRTAAVSRMEFAGGFFAERLLQQLDLMASDGRKIAAL
PEIDGVVAATGQGLHDQKVQESPDIYGHRRLEAVFDSVLRTRPHYSQLRYIGRDDNWREVVRVNRVSDRTEGVRRSALQS
KGDEPYLADEAALDAGQPFFSRVTLNREQGRDEGPPTIRLVVPVPGSDGRAVGALVINADFESILRAAVIYPADGYVVTA
MTSSGDFMRYDPVTGPGPLRFHGTPGWRAEDLPDLSGIVPSGSTRATKIGWQRAINVTGLSAASLSRGERLPLRTDIFVV
TELPTPYLFAPIRQQLVYGLAAGIVLSVLAGLVAWHFGNRLTGPLNRLARGLRASEPGDDLRDLIPESNDEVAELARAVV
KLNERLYQKSAKLNAIFAEAADGLITINQEGVIEEANVAVARIFGYEPSELLGRNVSMLMSDKEAVKHDRMMRRRIGQAT
PQRLIAGREMPGKRKDGTEITVEISVASTSHAGGTRFIGVLRDVSSRREAQARSEALVQALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNDDTRDSMNLLRSRVARMDRLLDDLLNHSRIGRIDEKAQIVEGRELASELRGLLNLPEG
FTFEVTPDFDKLHIPNMPIKTILLNLLGNSLKHHDRPTGLVRLSGRETDDAYCLSVSDDGPGIPPAYHKKVFEMFQTLRP
RDEVEASGMGLAMVLKYVQIAGGQVRIESDGGRGTTMHVVWPKVRAKSGKSAWRAA
>OLS44280.1 hypothetical protein BV509_07965 [Rhodovulum sulfidophilum]AB26
MRDLDVMIIDDDAGDRKLIRRLLERSGMCRSICEAELVHAALDHGSETLDAVFIDYVLPGENGLDGLETLKRKWPGAAFI
LMTGQGDEQIAKSAILAGAADYTPKSRINQAGLERMLVRAVEMVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEEMGEVQSAELQKLMVMMKKTATQMSHLVETLADHIRTDINPVFETIPATELVENALSFLDQDIRESGGSVDVDLSD
FDVFCSPAMLAQLLQNLVSNAIKYCGENAPEIRISARRLENGDVLFEVADRGIGVPEEYRQRIFEPFQRLSWATDKPGTG
LGLATCQKIVKRHGGRIWCEANPYGGTLMRFRVPGSSAPVDGFASKVWSPHPSDAAVSR
>OLS44281.1 hypothetical protein BV509_07970 [Rhodovulum sulfidophilum]AB26
MGLRAHLPGTERGQCAEVASRDLERAAPMKIARVLTENGKAFTDRLFGLRKRAAPRQHAFDLLCTDLGIEHRLAPPMRPQ
TNGMAERFNGRIEGMLQSHRFHSGEDLEQTILRCVHLSNSQLPQSP
>OLS44282.1 transposase [Rhodovulum sulfidophilum]AB26
MPISLHKQATTTPGFRAAIQAGTGPAWMVAERDGISEQTVWTWRGRDDVHDRSHTPHRLQTTLTPRRRRRWRALRKALLL
PLDELPAVVCEVFSPHVSRSGLDRCLRRHGLGNLRAPKPKEPGPAHGSFKADDPGDLHIDIKYLPRMADEDRRRYLFLAM
DRAARWVFVRICPAQSAANARRLPHAISSARPR
>OLS44283.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MNITLRQLSYFIALAETRHFGRAAESVHVSQPALSVQIRELETDLGVQLVERQPRAVVLTPAGHDLLRHAQRVMQEVRAL
RDAARWQRGLGGRLSLGLIPTVAPYLLPKALPLIRAQNLTLEIGVREARTDRLLADLDEGRLDAALVALPVGRDDLIEAP
LFEDRFLLAGSARQIAALGGETAGVRPAALDPDRLLLLDEGHCLADQALEVCGMRREETRVDLGASSLATLCGLAAEGFG
LTFLPEIALVSERAASPALAVHRFASPEPARRLGLVRRRLSRDDGWFEALAAILAEAGRSLTDSARAAAGG
>OLS44284.1 lipoyl synthase [Rhodovulum sulfidophilum]AB26
MRDLKNPAERHPEKARRPDAPQPKKPAWIRVRAPGGEGYRDTHRVIREHGLATVCEEAGCPNVGECWSHGHATMMIMGEI
CTRGCSFCNVATGRPDALDVFEPGRVADAVQKLGLRHVVITSVDRDDLADGGAEHFAQTIRAVRHRAPETTIEVLTPDFL
KCGAGAVETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPAMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHGVDRFVTPEEFAAYERAAYGKGFLMVSATPLTRSSYHAGEDFARLRAAREARLAQG
>OLS44285.1 site-2 protease family protein [Rhodovulum sulfidophilum]AB26
MTWSYPVGRVFGSEIRIHATFFLLLAWIAAAAWIADGPIAAVANLVFVLALFACVVAHEFGHALTARRFGIATPDITLLP
IGGLARLDRMPERPGQEIAVALAGPAVNLAICTLLIVLGARTDLTGAAALQDPAAGFWSKLATVNLFLALFNLLPAFPMD
GGRVFRALLALRLGRVAATRFAARSGQALAFGFGFLGLVTGDAVLVLIAIFIFAAAGAESADVALRDMARHLRARDAMIT
DYEALQPSDTLRGASSTLIRTAQHEFPVVDAGGGLRGILTRTALFQALAEGRDMSPVAENMARGIPTVPLAAPLDAALDA
LQDSGAPAVAVTEPSGRMIGYITRENIGDLIVICGRDRNR
>OLS44286.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB26
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSENWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYTTEIALRPYRSELTMLDGRDGGGSGGGNYGGGSGGYDQGGSRGGDYGGPQPAGDFDDEIPF
>OLS44287.1 hypothetical protein BV509_08005 [Rhodovulum sulfidophilum]AB26
MFSIEHEFDATVITLVDEGPQHLQEDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAAFDLPEGVYRIAFGRD
>OLS44288.1 hypothetical protein BV509_08010 [Rhodovulum sulfidophilum]AB26
MSGQTKYDEHAHLVEKMAEVLGVDLEEEAMAGRWTPEDMQDTVSRCLGCTEPSQCKGWLGSHDTGTDETPGFCRNKDLLE
AMRARLVSA
>OLS44289.1 hypothetical protein BV509_08015 [Rhodovulum sulfidophilum]AB26
MEDQGRLSKHFWLTQGMARTIGVNLNDALRSGQLGRGEYSELVAACAHCGRAEECMRWMGHQVTGADRLPEWCGVGVRLE
ALKEPA
>OLS44290.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB26
MIHVVTTCPDIDSARAIARAALDRRLAACASILPGVVSLFHWQDRIDEEPELQLTLKTDDGHRAALVSLIAETHPYDLPV
ITWETVETTPEAAAWLTAETSA
>OLS44291.1 hypothetical protein BV509_08025 [Rhodovulum sulfidophilum]AB26
MTDDPSPEAGGAAAWALLEEAEEHYRRTIRALNELIEEIEAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESE
SEGGIQALDLEQARLEVGRRLDRLRNTRDAGRLSGGVE
>OLS44292.1 ATP-binding protein [Rhodovulum sulfidophilum]AB26
MQAAFLEGLNDSALLALPYLFEFWALPHQLPPEGDWRSWVIMGGRGSGKTRAGSEWVRSQVEGARPLDEGQARRVALVGE
TVDEAREIMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDML
QFGLRLGQAPQQCVTTTPRNVAVLKSILANPSTVVTHAPTEANRANLAASFLEAVRTRYAGTRLGRQELDGVLLDESDGA
LWTLSRIEALRVDEAPPLDRIVVAVDPPVTSRDSSDECGIVVAGVRMQGPPQTWCAYVLEDVSISGVAPTAWATVAIEAM
ERYGAERLVAEVNQGGDLVETVIRQLDPMVPFRAVRATRGKIARAEPVAALYEQGRVKHLRGLQVLEEQMCHMTARGYES
QGSPDRVDALVWAINDLMIAPAAHWRRPRVRGL
>OLS44293.1 phage portal protein [Rhodovulum sulfidophilum]AB26
MKFNLFRRAAERLPETKASATGPVIAWAGAGRAAWTPRDTSSLIRSGFNGNPVGFRAVKLIAESAAALPLICQDDERRYE
AHPVLDLLKRPNPAQGRAELLEALYGQLLLSGNGYLEAVGGEGGLPFELHVLRSDRMRLVPGADGWPVAYDYMVGARKHR
FDMTGAVPPICHIKNFHPQDDHYGLSAMQAAATAIDVHNSASRWSKALLDNAARPSGAIVYHGGEGQSTLSEEQYARLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVAGAVAEFLTHFSGAAVSLRPDLDQVPALAAERDTQWKRISEADFLTEDEKRALLGLPRRPEGR
>OLS44294.1 hypothetical protein BV509_08040 [Rhodovulum sulfidophilum]AB26
MAGQRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRMWLTVYGIVAVILAEGIASILSAISTP
>OLS44295.1 peptidase U35 [Rhodovulum sulfidophilum]AB26
MKEYESGIALERKFCKSDTLPLALKDGAVIEGYASVFGAADYGGDIVQSGAYTACLRQMGTEGRRVKMLWQHDPCEPIGV
WDEVREDARGLYVKGRILTDVARGREAVALVAAGAIDGLSIGYRTKRAGKDDSGHRLLAELELWEVSLVTFPMLADARVG
TKAEGTAEELLRDLAEAFAGARRMLAEG
>OLS44296.1 capsid protein [Rhodovulum sulfidophilum]AB26
MTETEIKAGRAHGPAMEMREALEDFLIDFRGFQSEVKSRLKQQEERLTMFDRKSQITAGRPALSRAVEIEVPHKKAFGAY
LRSGDDDALRGLEFEGKAMSTAVAGDGGYLIDPETASTIKSVLTATASIRSIAQVVTVEASSYDVLVDHADTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKVSQRLLDDSAFDIEGWLAGRIADKFSRAEAAAFILGDGTDKPRGFLSHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANGSFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAPDAAAIAFGDFQAGYTVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVA
>OLS44297.1 hypothetical protein BV509_08055 [Rhodovulum sulfidophilum]AB26
MMLIEQTTVPAAALPLAQFKAHLRLGTGFADAGDQDAYLETLLRAALAAIEARTGKVLISRSFSYVLYGWRQGGSQSLPV
APVRAVTEIRIVDRGGVAVPVAPERYHLLADAHLPVVRGAGGSMPGIPFEGSAEIDFEAGFGSDWAAVPEDLGHAVLLLA
AHYYENRLEQTVGGGAMPFGIAALTDRWRRLRMTPGGV
>OLS44298.1 phage tail protein [Rhodovulum sulfidophilum]AB26
MARTPILSRRLELEVPVRVADGAGGFSETWVARGTLWAEVTVRSGGEQSGEELALSRVLYRIVVRGAPPGAPERPVAGQR
FREGLRSFRIRAVTEHDTRGQYLACLAEEELAA
>OLS44299.1 hypothetical protein BV509_08065 [Rhodovulum sulfidophilum]AB26
MSYGMAAALQAAIFQRISGHAAVAAIVGEAVYDAVPAGRLPPIYVSLGPEEVRDASDKDAGGALHLVTISVVSEEAGFAR
AKAAAGAISDALTEAPLVLVRGRVVGLWFDRARARRVGAQDQRRIDLRFSVRVEDD
>OLS44300.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB26
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLAGAGVKSAAITGSGVFKDAETDTRAR
QVFFEGLMPVFQLVIPDFGIVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLNFTAI
>OLS44301.1 hypothetical protein BV509_08075 [Rhodovulum sulfidophilum]AB26
MPNPHAGEVALMVNGERQVLKLTLGALAELEAALGADTLLTLIERYEEGHFATRDVIALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEAKHDGL
>OLS44302.1 hypothetical protein BV509_08080 [Rhodovulum sulfidophilum]AB26
MGFDWGGLMRAGIRGLGLRPSEFWDLTPAELMLMLGAEGGPAPMSRARLEELARAFPDKLRDEG
>OLS44303.1 phage tail protein [Rhodovulum sulfidophilum]AB26
MAEAEDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQNQLGGLLAGGIEGLLGAALPFARGAPFSQGRVIPFASGGIVGQATYFPMRGATGLMGEAGPE
AILPLSRGADGRLGVRSDGSGSSRPIQIVMNISTPDVQGFARSQSQIAAEMSRLLSRGQRNR
>OLS44304.1 glycoside hydrolase family 24 [Rhodovulum sulfidophilum]AB26
MAFHEVRFPANLSFGSVGGPERRTEIVTLANGYEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFEARRGQLYGFRWKD
WSDYKSCRPSGAVDPEDQVIGIGDASTVEFQLRKTYASGSQSYLRPIAKPVAGTVSVAVDGRQLFAPVDFAIETSTGIVT
LPEPPGMGAVVTAGFEFDVPVRFDTDRIQTSVESFRAGEVPSVPVVELRI
>OLS44305.1 hypothetical protein BV509_08095 [Rhodovulum sulfidophilum]AB26
MPLSATFQAHLESGATTLARAWALTRQDGVVMGFTDHDRDLTFAGITFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAALRIWMVNWRDAAQHALIFTGTLGEMTRTAGVFEAELRGLSEALNQPQGLVYQAPCGAVLGDAACR
FDTAHPDFSTVVPVASVTGRRLFRIAGLSGFAPRWFEQGRLEVVSGPAAGLVGAIKGDREDSGGRVIELWSEIRGTVLAG
DSLRLVAGCDRRAETCRDKFDNFLNFRGFPHIPGEDWLMSYPTRSGLNDGGSLKS
>OLS44306.1 peptidase [Rhodovulum sulfidophilum]AB26
MTIMGERAANEARRWIGTPYRHQGSVRGAGADCLGLLRGVWRSLYGREPEEVPPYTPDWSEPQGEEILWRAAGRHLIAKP
QEEAAEGDVILFRMRDDTVAKHLGVQGRVEEAPSFIHAYSGRGVVESSLSQPWARRIVARFAFPEGI
>OLS44307.1 host specificity protein [Rhodovulum sulfidophilum]AB26
MATIVLSAAGAAAGSALGGSVLGLSSAVIGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSTHGGGKGAPSKPKVKEYSYSVSLGIALCEGQIARVGRIWADGAEIEPQSLTLRVYDGSEDQLPD
ALIEAVEGPGRAPAYRGIAYVVIEDMELARFGNRVPQLSFEVVRRAAGTTDDLPALVQGVSLIPGTGEYALATTPVHFSY
GPGQAVSANVNSPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARLRPKVEQTGFDGNPMPWRVAGLSRSAA
EIVPHVDGRPIYGGTPADASVIEAIRALNARGQAPVFYPFILMDQVPGNALIDPYTGAAGQPPLPWRGRITLNFAPAHPF
TTDGTRFAEEEVALFFGTARPEDFTASGQSVAYVGTDDWSYRRFILHYAHLCALAGGVSAFCIGSELRGLTTIRGGSGRF
PAVDALRALAEDVRAILGPGCKIGYAADWSEYFGYHPETAPGDVHFHLDPLWADPAIDFIGIDNYMPLSDWRDGDDHADA
AWGAIHDLDYLRANIEGGEGFDWYYASQAARDAQIRSAITDGAHGEPWVWRYKDIRNWWQSTHHDRIDGVRSATSTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDAKSSESALPPYSTGARDDLIQHQYLRAMLGYWGDPAANPVSALYGGPMVDLSR
AHVWAWDARPYPQFPGNRTLWSDGDNYGRGHWLNGRASAQALDAVIREICTASGVTDLDVSDVYGLVRGYAVGDLAGARS
ALQPLMLAFGIEAAERDGLIVFFNRDGRAGVVLDPADLAQTGDLAGDIEHSRTPGAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRAVSVSELPLVLTAAEGQAVVERWLSESRVARDRVRLALPLSTLSVGAGDVMRLPSGDYRIDRVDLADTRQIE
AVRVERGLYLPPRFEDRGVAQAAFVAPVPVHAVFLDLPLLTGEEVPHAPHVAAVAAPWPGAVDVYTAVEDAGYTLNATLD
RSAVIGLTETPLAAADPGRWDRGPALRVKLAAGSLASVGEADLLAGANVAAIGAGGPGGWEVFQFAEAELIGPRTYELRL
RLRGQAGTEADMPQIWPVGSTVVLLDARVPQIALAASARGLARHYRIGPGTRAYDDPSYDHVRLAFDGIGLRPYAPCHLK
AVRAPGGDLELSWVRRTRVDGDSWASVEVPLGEERELYSVLVKSGEGAVLRTETVAATGWTYTAAMQAADGTTAPSALEV
AQLSDQFGPGPYRRIEIDG
>OLS44308.1 hypothetical protein BV509_08110 [Rhodovulum sulfidophilum]AB26
MADTANLSLPLLQAAQAQKHVTVNEALTRLDALVQLRLQSVTVSAPPMGVPDGQAWGVPAAGEGLWEGQDGRIAVQDNGG
WVFVAPLPGWRAYVVDAGADMRWTGSAWSAIGAAVSASGAGIALRVLEFDHVLTPGGAQDTGVAIPSHATVFGVTGRVIE
AISGTLSGWRLGADGSDNRFGSGLGLGLNSYVHGVLGSPLTGYAPMPLTLTPEGGDFSGGTVRLAVHFAELTIPASV
>OLS44309.1 hypothetical protein BV509_08115 [Rhodovulum sulfidophilum]AB26
MRPVLHGDAVAAARALYTLPQADRAGALQAMLLRVEAADAYRKRFGRGHPLWGNGSLMALVQRGALPPEPSLDEPDYCRC
LAQVFAALAAWRDWKAAFPSPG
>OLS44310.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB26
MPEIKPRLAELDPVWKRICDEAEEAVHAEPLLGGLMHSSLLHHAGFDDALAYRFAMKLSSGDMSEQLLREIADAAYADDP
GLGRAARADLTAVYDRDPACHRYIQPILFFKGYQALQAYRVGHWLWRRGRQDMAYLVQMRVSECFGVDIHPAARMGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLQDVPPCST
VAGVPARIVGEAGCDQPSVMMDHRLGGCGCSED
>OLS44311.1 hypothetical protein BV509_08125 [Rhodovulum sulfidophilum]AB26
MVRKAQNLLTSDGPIAEIADQLGYADPAHFSRAYRRWTGFSPRAHRRMILSAATPAPVPNPTADGCPASFSREDREA
>OLS44312.1 hypothetical protein BV509_08130 [Rhodovulum sulfidophilum]AB26
MDRILRAVDLPVGLLDRPVLVLPRMDHYAVLQAAGRDTGSTDFGAEMGAAVRIGMLGPYGTGTTEAPTLGAAIRRANGTL
NRMMQTDTDLVLCRLRRGVHWSMAFHTRGKAGRFQNELLATGYQFDLLRHFPGEAWSPKAIRVRDIERARIAHLEQLFRA
PVCGPDRGDSPVPGMEFDERCLAALNPATAWTRPRTTPRQRPCRRPPIPWPACVPPSGWSICADVPGSTASPPGSVCRGT
AFSGSSDLCGAT
>OLS44313.1 hypothetical protein BV509_08135 [Rhodovulum sulfidophilum]AB26
MPLCRLIPILLLAGVFGASARADPLPVAVFDIEFVNFSQEVEFGATNAAERARARMLSDAFRRLVAQSGRYRLVDMAPAE
ADLALHGNPFSCNACEADIAARLGAERSFTGAVQKLSVLVQTIVIRERDARTGEVLALYQTDIRGNTDEAWRRGLSWLMK
NRMLPGTAALDGG
>OLS44314.1 aminotransferase [Rhodovulum sulfidophilum]AB26
MARRFTRSFTQQEPISEAAIEAAVAVLRHGRLHRYNLAEGEAGEVALLEEDFAAFTGARFALAVASGGYALACALRALQV
RPDEPVLTNAFTLAPVPGAIASLGAQPVLVEVTPDLVIDLDHLKARIDETGARVLLLSHMRGHICDMDRLMTICDGAGVR
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPKLMARAVLLSGSYMMYPRHSAAPAPEFFEDLW
AQVPNVSGRMDALRAAILRPQLADLPGRIVRWAELYRALENGLRTTPGLALIERPAAESFVGSSFQARLPDWTPGRIEAL
VARCAARGVELKWFGAAQPQGFTSRYAHWDYAAPEPLPRTDRVLAGLIDLRLPLTFTPEDCRVIAEILDEEIRRDTA
>OLS44315.1 haloacid dehalogenase [Rhodovulum sulfidophilum]AB26
MRTVIFDLDGTLADTSHDLIDAANACFETLGKGRPLNPEADAATAFLGGRAMLRLGFERLGKIGEEAPVAEQFPLFLDHY
AAGLDRHTRLYPGALDAVERLRATGIAVGICTNKPEALAEDLMTLLGVRGLFASLVGADTLSVRKPDPAPYVLAVERAGG
QVAHSLLVGDSATDRATARAAGVPCVLVTFGPAAAEMPGLVPEALMRTYDELDGLVARLLPES
>OLS44316.1 UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMATGRALDPVRTVVVTGHQADAVRAAALDIDPEVAVVEQAERLG
TGHAVAQARPALDGFSGDVIVLYGDTPFIRPETLEAMAAARAQHAVVVLGFHAADPKRYGRLVMAGEALDRIVEYSDATE
AERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLACARGLSAGVVICDEAETLGVNSRADLAAAEAAFQA
RARAGALDNGVTLTAPETVFFAFDTVIGRDAVIEPNVIFGSDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATVGEHANIGAGTITCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITTNVPDDALALGRARQEVKPGLARRLMDRLRAEKAKRKGH
>OLS44317.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB26
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRARRVAVVHNGIIENFRALRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAVGHGEGEMFVGSDAIALAPLTNRLTYLEEGDRAVITRAGVEIFDASGAQVLREIRTIEVDA
TRVEKGGYKHFMAKEIAEQPAVLGDALRHYLGEEGTAIALPGDIDFSGVTRITMVACGTAYLACLTAKYWIERLAGLPVD
VDVASEFRYREPPIPAGTLAVFVSQSGETADTLAALRYCAGRAERIVSVVNVAESSIARESDLALPILAGAEIGVASTKA
FTCQLGVLALLALEAARQRGRLSPAALAEHLAALRAMPGRFNAALALQDRIEGLARRLAEATDVLFLGRGAMYPLALEGA
LKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPYDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWETL
VLPEAPELFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>OLS44318.1 integrase [Rhodovulum sulfidophilum]AB26
MPRKAKELSALDVKRLEHPGRGRNAVFAVGGVSGLMMQVAPTGAKSWILRATVGAKRRDIGLGGYPDVTLAQARERAREA
RDMIRQGIDPVEQRKAARAALAAQQRRGLTFAKAVEKYCAAKLGELRNEKHKAQWRSTLDAYAVPALGPMLVDEITVSDV
QRALEPIWTSKTETASRLRGRIEAVLAWATVAGHRTGDNPARWKGNLDAILPKPGKVAKVAHHPALALADAPDWFADLRG
RDGMATRALELMALTAARSGEVRGATWEEFDLTAGLWTIPAERMKAGREHRVPLTAEAVVLLKALPRMAGSSYAFPAARG
GMLSDMALSACMRRINEAREGGYLDPRSGRPAVPHGLRSTFRDWTAERGYPRDMAEIALAHTVGSDVERAYRRSDMLDRR
RQMMAAWGAFLRGEAGAKVVKMEAAG
>OLS44319.1 NAD+ synthase [Rhodovulum sulfidophilum]AB26
MADDRFRLTLAQLDPTVGALAENAAKARAAWAAGRDAGADMVALPEMFLTGYQVQDLVLKPAFLADVAAHLEALARDCAD
GPALGIGAPVADDEGRYNAYVICEGGRIAARILKHHLPNDEVFDEKRVYRSGPISGPYRIGPLRIGTPICEDAWYEDVTE
ALAETGAEILLVPNGSPYHRGKLDQRKTIMVARVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLDEALT
HVEFRRTPEGWRAGPGSLAPLPDAWEQDYRAMVTGLGAYVAKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SEFTSAASLEDAAAVATALGCRLDEVPISGPQAAVGEALGPLFEGTAPGITEENVQSRLRGLILMAISNKFGAMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPPRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDEDLSVSDLVAEGFDEETVKRVEHLLYISEYKRFQSAPGARLTPRAFWLDRRYPIVNRWRDPS
>OLS44320.1 NAD(P)H:quinone oxidoreductase, type IV [Rhodovulum sulfidophilum]AB26
MAQPKVAVIFYSTYGTNHQIAEAAAEAAAAAGAEVRLRRVPETAPEEVVKGQEAWAAQAEKMAHIPEATPEDLAWADAFF
FSTPTRFGVAASQLRAFIDTLGPVWQQGKLANKAVTATSSAMNLHGGQEGTLLTLYPTFMHWGSILVPPGFTDDTVTAAG
GNPYGYSAKAGEFDDAGKAAVAHQARRLVEVAGKLIA
>OLS44321.1 hypothetical protein BV509_08185 [Rhodovulum sulfidophilum]AB26
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESRALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSTSGEQFRFVLPGPIWNEAGLKATLAAVTTAVPEAGYVVISGSLPRGLPEDFTERVCAKIGSR
GARVLADTSGPALTRLAEARDAVPYVLRMDGLEAEELAGRALPDRKDSADFASELVARGVASIVVIARGAEGNVLAAEGL
RLHVAAAKVPVRSLVGAGDSFVGAFVLALARGADLARALQWGAAAASAAVMTDATALCTREDTEALLDRCPVTGI
>OLS44322.1 hypothetical protein BV509_08190 [Rhodovulum sulfidophilum]AB26
MAPRRSALFMARSLLREVRDGGRRCRSLFTSRRRRHPVSGRRSGRRSRRAATGQHAFDLLCTDLGIEHRLAPPMRPQTNG
MAERFNGRIGGVLQSHRFHSGEDLEQTLLRCVHLCNSQLPQSALKARTPVDALKDWQGQRPERFRKRVCNHAGCDSWAAG
RRSLRPGRPR
>OLS44323.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB26
MTEMTRRHALLAGAALPLCAAAAPPARAAAPMMGPARPPFNRFTLGAFEVTTILAGTRTVPDPQTIFGLNVEPERFAAVS
EAAMIPADRAQFFFTPTVVNTGSELILFDTGLAPQGTVAALAAAGYTPDQIDTVVITHMHGDHIGGLMEDGAETFSKARY
VTGAVEFDAWDMSGDEGFEAKVRPLADKTRFLDDDGEAAPGVTAVAAFGHTPGHMAYRLESEGKALLIGADFANHYVWSL
AHPDWEVRYDRDKAAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEALADGYRYMPASYQMMLD
>OLS44324.1 neutral zinc metallopeptidase [Rhodovulum sulfidophilum]AB26
MTDPIRHGLPPSLDDIADIAATARDALPEPFRGPAREVAIRVEDLAPDEMLDELDIDSPFELTGLYDGIPLTEKSVMDQP
DRPDTIWLFRRAILDEWVEREEVTLTELVAHVLIHEIAHHFGWSDDDIASIDPWWE
>OLS44325.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB26
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYAEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALDLSDDEKAALRAERPGHWRFLLDRERIDWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTYIVRGSDHVTNTATQIQIMGAVGGTAPRFAHHSLLTGAQGE
ALSKRLGHLSLRDLREQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDIGTFGAAPTKFDEHDLFPLTARHLHGLPF
AAVRAEIAALGVPDDLAERFWQVMRENIVTRRDLPGWWALCRDGAEPLVDEEDRAFVTEAFALLPEPPYDDATWGAWTAE
VKAQSGRKGKGLFMPLRKAVTGRAKGPEMGDLLPLLQKKPG
>OLS44326.1 glycine cleavage system protein H [Rhodovulum sulfidophilum]AB26
MKFTEQHEWLRVEDDLVVVGITDHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQVLTET
PAKVNEDPTGDGWFFKMKIEDLSALDEFMDEAAYQAFID
>OLS44327.1 glycine dehydrogenase (aminomethyl-transferring) [Rhodovulum sulfidophilum]AB26
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLQSLEELIGETVPDSILQAEPLDFGKPKSEREMLWAMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKASAIFVDRDCHPQNIAVIRTRAEPLGIEVIVGDPFTDLDPEKVFAGLFQYPGTYGHIHDFTGPIADLHAAEA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDSRGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLSAIAQRIHRKAVRTARGLQEAGFTVEPAEFFDTFTVDVGPMQGV
IYKAALAEKINLRRIGTTKLGIALDETTRPASIEALWRAFGIERKDKGGDGEYRFPEGMIRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNIHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAQMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVKPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPATGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYEVLFKGRNGRVAHE
CIVDTRDFVDTAGVTVDDIAKRLIDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEELADAAE
>OLS44328.1 hypothetical protein BV509_08225 [Rhodovulum sulfidophilum]AB26
MLAALVASISMAMPAAAMDFILGGTDHRSNDATWIQADGQIDETTLEDFVTFLDEGPDGLPKRIRLNSPGGNLLEGIQLG
EELRRRGFTTEVGDHEPHPDWPNMPYWDFTRRTPGVCASACAYAFMGGIERRIDPGSRIGVHQFYRAGRAEGFADGAPVL
VQEGVEQTLVSLLLDYILRMGVDGRILVNAGLSGPDEMYWIEEGAEARETGLIYASAAWSEWDIELLGEGVIAVSERADR
KYKMAALCTESGGAYFDIFAAEEPAEESAWSLRSWLVDQCLPAGSYSQGQGAHRILGNRVEASSIRIVDRPGGFGVRFPL
GRSPVVQGTPSFLYDDAAYGACITEKFLGNEKNMEPAIRIAFRNCIQ
>OLS44329.1 hypothetical protein BV509_08230 [Rhodovulum sulfidophilum]AB26
MKSLRLWQVVRLSRRLWVRSSLIAVLGIVAAGAAALLGPVIPQELADRLGENAVMPVLDVLASSMLAVTTFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVALVVVAILRWIDHLSRL
GSMDETIAQATLRARETLTAARTAPSLLATPLPDGETPPDGAEAVPAPRGGYVQLVDMAALSEQAERAGAEIWINAVPGS
FLVTGRALAHVHPPGALDAARIATAFEIEAVRSFEQDARFALIVLSEIASRALSPGINDPGTAIDILGRLERLLAECPAA
GDEIRYPRLHAPALRADDLVEDAFAAIARDGAPMREVALRLMHALNTLRQGDDPALARAAAAMTRRALTHAEAALVIDED
KAALRRLAGL
>OLS44330.1 thiol reductase thioredoxin [Rhodovulum sulfidophilum]AB26
MADALKLTCHACGTANRLPADRLGAAPRCGVCGTRLADGRVHEIDLATLEKSRKDDLPLLVDFWAAWCGPCRMMAPQFSA
AARMLLPEARLAKLDTEAHPGASDRYDVRGIPLLILFHRGREVARLAGARPAEEIVKFVRHHVGQTA
>OLS44331.1 hypothetical protein BV509_08245 [Rhodovulum sulfidophilum]AB26
MRHEAVLEAVAAIRAAGVLGRSPRRARLLDYLIDRELSGHGEDIKPHAIAVEVFDRDQRFDPGRDSIVRTEIGRLREALA
RFYALADPELPVIEIPRGSCRPTLRPGPGESGPPPSPWPRRFVALAGLAMLIVIVPMLWQAHVRHAQERVFAAAARPIEE
APYRVLRVAVLPFRAEGRLAGIEDLAYGFGAEIATDLAAHPWIATSAPRDAARAAETADYLLRGRLMWRRDTLLAQLELI
SFPGRRTVWTTFQRVGDSAGALQETERTVLGQIVRRLGAAHRVSPELMRAPPQRYAESDLPDLSCLMGIHRYLAAPAAPS
HAALSSCLGRVVDSHPRYGEAWAALALLRLDEARFGRNLRSGPGAVASAWGDAARATSQALRLAPQGLMTLHAAAGLALE
GPGRDTAAFQAHAARLLELYPHHPPSLALVGSGLAAHEGRWDEGLALVAQALRLEPDAPGRFHVAPALKALMGADDAAVS
AAVASLDPAGSRIERLLVALARARLSAGAPAGPSAAPAPNATATDALPVLAGTFDRAEAEAFVRGRRYTPGLETALLRQI
AAADPVPATTAALP
>OLS44332.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB26
MPEPVPFSFDVLSDQMQARAKEAHKAASLPEGPLSGLDYDAYRSIRFRPDHARWAGDGSYFQLHAFHPGWLYKEPVEIFE
LVEGIAQPLHFSGADFQYDGKAADLIPPDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRANVYGLSARGLAV
NTASGKTEEFPRFSTFWLERPAPGATSITIYAALDSKSLTGAYRFIITPGATTVMDVTARLFMREDVDQLGIAPLTSMFL
LGDNDRGDFDDFRHRVHDSEMLILNTSEGGTFVRPLNNPPRLASSYLAARDPESFGLIQRNRNFDDYLDAGAHYERRPSM
MVEPVGNWGRGTVRLVEIPSDLEANDNIVAFWVPEEKARKGDTMEYDYRLHWGTNPPGADGERAHVVRTLVGRGGVAGAA
SGPGLRKFVVDFEGGTLGELPDDADVKADVYASTGRMEKPVFSRIPGSDTWRLVVDITADTGALVELKAEITGYGQTLTE
TWLYQWINE
>OLS44333.1 OpgC protein [Rhodovulum sulfidophilum]AB26
MQRPDTVSVPKKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGMAYSGRFAAPQIRL
NGLWAAIRPIWGRSWTLYIVHVLLSAWAIAIFAWGAMAFDVPDLLTKINLRQVFENTGEALIGIPLLTHQFGYVNILPAY
SVLLLFAPLAILIGMRAPLLMVSISIAMWFVAGMWRIDLPNYPNPGGWFFNPLSWQIIFVLGLLTGIHMRRGERLVARRR
WLFWAAAGFLGFVLVWAQVPALGERLNAMMRQAGEAGLPFHLVGFDKTYVSLPRMLHVLALFYVLSCLPWVTRIAGSALA
APLRLMGRQGLLVFSFGTVVSLSFQVLMDGRPDMALLPWLLPPLGVAAMLVAAVLGEASRRDRRTTPVAAPVEAAVEPPA
AVPVPHPGLPGDPRPAALPATGRAPGLQPAE
>OLS44334.1 D-lyxose/D-mannose family sugar isomerase [Rhodovulum sulfidophilum]AB26
MKRSEINAILADSQAFIRSFGLPLPPFADWRPDRIAAPEAAEIRSRGLGWDITDYGQGRFATLGLVLFTARNGRHADLAR
GRGMVYAEKIMISRVGQLSPMHRHRLKTEDIINRGGGTLVLQLHAADADGNIDRAADLRVMSDGIAQDLPPGGLLQLAPG
SSVTLPPDIWHAFWAEGEDVLLAEVSTVNDDRTDNVFADPVGRFPEIEEDVPATRLLVSDYA
>OLS44335.1 nucleoside/nucleotide kinase family protein [Rhodovulum sulfidophilum]AB26
MSAPPDLQALAARVLAAPPRRTRRLVALAGPPGSGKSTLARRLSGQLAEMGHAAPVVPMDGFHLDNRLLSARGLLARKGA
PESFDVAGLLRLVDALVAGGEVIHPVFDRARDIAIAGAGAVAETDRTAILEGNYLLFDAPPWRALAGFWDVSVFLAVPEE
DLLSRLTTRWLDHGLAPEAARDRAERNDMANARLVAARRLPADLALGTAEPLPGTRTPA
>OLS44336.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTDPVLSARGLVKRYGRVTALDRCDFDLMPGEILAVIGDNGAGKSTLIKAISGAVIPDAGEIRLEGRPVRFASPIEARQA
GIETVYQTLAMSPALSIADNMFMGRELRCSGIMGTLFRRLDRRAMEAFAREKLNDLGLMTIQNIAQPVETLSGGQRQGVA
VARAAAFGSRLIILDEPTAALGVKESRRVLDLILDVRARGLPIILISHNMPHVFEVADRIHIHRLGRRLCTIRPADHSMS
DAVAFMTGARTPPDVMEAA
>OLS44337.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSSQAEPTEDFEGIAARAPNRHAAFQPHRKGAMGRAHDLLHATPALVPMIVLIAAVAVFGLVLGGKFFSPFALTLILQQV
QIVGVLAAAQSLIVLTAGIDLSVGATAVFCSVIMGKLVFETGLPAPLAVLAGLIAGTAIGGLNGWLVSRVRLPPFIVTLG
MWQIVLAATYLSSGNETIRAQDIEATAPFLQFLGGKLQLGGATLTFGVILMLLLVLVLAYALRSTAWGRHVYAVGDDPEA
AALAGVDVHRTLMSVYLLVGFICALAGWVMIGRFGSVSPSATTGVIGNIQSITAVVIGGISLFGGRGSILGAFFGALIVG
VFELGLRMAGANPQWTFLLIGALIIGAVAVDQWIRKVSA
>OLS44338.1 sugar ABC transporter [Rhodovulum sulfidophilum]AB26
MPRPARRPGLALGGIALALLCSGAAAADPVGACLITKTDTNPFFVKMREGAAAKARALGIDLDSYAGKVDGDNETQVAAI
ETCIANGVKGILLTASNTSAIVPAVRQARDAGILVIALDTPLDPIEAADMTFATDNFKAGELIGQWARARLGTEADTARI
ALLDLDISQPTVGVLRDQGFLQGFGIDIADPKKWGDESDPRIVGHDVTQGNQEGGRRAMENLLATDPSLSLVYTINEPAA
AGAFEALKAVGRDGAVTIVSVDGGCPGVENVKAGVIGATSQQYPLLMASKGIEAIAAFARDGTRPEATEGKSFFDTGVTL
VTDAPVEGVESISAEEALGLCWG
>OLS44339.1 sugar kinase [Rhodovulum sulfidophilum]AB26
METPVNKLALLQRPMVRGTNQSGMRAHNERLVLTILRRTGPLPKAQIARMTGLSAQTVSVIMRALEADGLLVRSEPVRGK
VGQPSVPIGLAADGAFFFGLKVGRRSLQLVLTDFLGDVLARVGARHAYPTPDSVLRFALAGMDEIMGQLPQSHADRISGL
GIAIPFQMWDWIQSIGAPRADMDAWRVRDVRTELAERVEFPVYLQNDASAACGAELVLGSAEVPPDFVHFFIGYFIGGGI
VLNGSLFTGSTGNAGALGSMPVQSESRKSAQLIDVASLATLERMLAENNEDAEALWTSPDAWAIDEIILQEWILLAAQAI
AVAIAATGSVLDIGAALIDGWMPSSVRARLVEEVRVAFGRIDTTGIRPPAIMAGTVGPDARALGGACLAMSERFLVDQNA
LLAPV
>OLS44340.1 hypothetical protein BV509_08295 [Rhodovulum sulfidophilum]AB26
MSDDPAPRSTPETLIGAALHLFGHRGFASTSTREIAARAGTNVASIAYHFGGKAGLRRACAEAVAQRIGSAIGPLGGAGE
LPETPEAAQALLDAALRRFVCFIVADPAAADAVAFMLRELTDPGEAADVIYASVLEPRHRALCALWGRATGQPAESDAVK
LAVFAAIGQAVYFRIAQPVIARRLDWAAVGPDEAEAIAGLLAANLSAMIESHRR
>OLS44341.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB26
MIGFLCALPVLSALLPACVPPPLATGYVEGEFTLVAPVETAQIVSVAVARGDRVPAGAVLARMERRDAEIALTEAAAAEA
QAESHLADLRQGKRPEEIRVIEATLASARAEAAEADRQRERMTRLAARGVANEADRDDAITAAEVAHARVAQVEADLAVA
RLPARPQAIAEAEAAVLGARAARDRASWALDKRTLSLDQPVTVFDVIRTAGEIAGPSAPVLSVLGEGAVKLRLYIPEPAL
SSVAVGDRLAVGCDGCAPGLSARITYISEAAEFTPPVIYSLESRQKLVYLVEARPEQGAEPGAQPGAEPGAGGLKPGQIV
DVRLAEPGR
>OLS44342.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTDPSPEPVPEPAIAVTGLTKRFGGRVVVDRVTLSVARGEIAGFLGPNGSGKTTTIRMMCGLLEPDGGEGRVLGHDIRRE
RRAIKRRVGYMTQRFSFYEDLTIEENLRFVAGLYGMRPVARAVRDTLADLGLTSRRGQLAGALSGGWKQRLALAACLMHK
PDLLLLDEPTAGVDPKARREFWDEIHARAAEGLTVLVSTHYMDEAERCHRIAYISYGRLVAHGTVAEVVAGAGLSTLVLT
GGRTAEAARALDGAEGVEQVAHFGATLHVVGRDPDRLRRAVAPVAAEMGARIDPAETSLEDVFIKLMGEARDNA
>OLS44343.1 mannose-1-phosphate guanyltransferase [Rhodovulum sulfidophilum]AB26
MIGRVLSFGRLMALLAKETIQMRRDRLTFGMMLGIPLVQLMLFGFAINTDPKELPAALVAPTQDRFTRAMVSALELTGYY
RFVAPDATAAEAERMIARGDVSFVVTIPSDFGRRVMRGESPSILIDADATDPSVASGAISTLGTVAGQALLRETGAPPPA
PGLSVVVHRRYNPEGVTQYNIVPALLGVILQLTMVMMTAMALTRETERGTMENLLSMPATPLEVMLGKIVPYLGVGAVQV
VVVLAASRLVFGVPFVGSLTLILAGVFVFVMALVILGYLISTVARTQMQAMQITFFFFLPSLMLSGFMFPYRGMPGWAQA
LGEIFPLTHFLRLIRAVMLKGAGLATVSGPFLVLGLFVLVLALAALTRFRKTLD
>OLS44344.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MPDPMMLGLIGLGALVLLIAARMPIAHAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGRAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPGALAVLLFLLTIAGYVALRPGSGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTFRGRLRLAALRASVLETAATSGMIYLILLGAELMKIFMARAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVVPFFWPVLVEVNGGLYQMAEGAGFGMGTEDLKIWFGVLALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRLLGG
>OLS44345.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB26
MRLRRALAAAAEIWAILGGLVLAGVVGLNLASILGGLLGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGA
SRIWVARMSLAGSLAALAVAGVLLWRMSLGLGDQRAYGYTTAILQIPLWPCFLPVLVSLALLALAAVATLTEDAATARGR
RNA
>OLS44346.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MEPGRRLAGLLATAAAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLAPWARAVEARSGGRVKIEIYPSMTLGGRPPEL
VTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFESDLKPDYKGLEVMFLHVHAGNGIALRGPE
VHAPADLAGRKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRLIEGDRNTRFGT
TTFQLSMNKARWDSLPPEIQTAFREASGPEWLAELGRIWRATEETGVALTTAAGKPHQVLSPEETEAFRTALEPVVERWI
EDADRRGIDGAGLVARARAAVAAHASR
>OLS44347.1 cold-shock protein [Rhodovulum sulfidophilum]AB26
MATGTVKWFNSTKGFGFIAPDGGKKDVFVHISAVERSGLTGLQDGQKVSFEIEAGRDGRESAVKLVAL
>OLS44348.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MVRQIGFSVLLLAGTLALWIAFVPGARPVLDRLGVSALIGLDPAAPAGTAGSGARPGGPAAVTVSEVGEGRIQDRVAAIG
DGRALRAVTVRSKVAGEVVEIGIRDGERVAAGALIVRLDDEAERIALDRAQLVLEDARDEADRVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVRAPFAGWAGVLDIAVGDRVSSQDALATIADRSRILIDFHVPERVVGQIREGLPLTA
RPLGMPGLTLEGRVHAVDNAVDAASRTLRVQGELDNADDLLRGGMSFEVTLSFEGEPLPVVDPLSVQWSSAGAYVWAVRD
GRAARVPVAIRQRNADSVLVEADLTVGEPVVVEGLQTLREGAELRIVGPQAGLGLPRPPGDAG
>OLS44349.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]AB26
MLQEAMREAESGSTSLFVRRPILALVVSALIVLAGLAALFGVEIRELPNVDRPVVTVTTEFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAENVDIDVAASDTRDAVARIQRDLPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRIVSLPGVADVQVYGDRAPIFRVDVDQARLASRGLTLAELAEALSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPDDI
SIFVTSDDAVFIKGAIAEVLNTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLVGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGTKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAMAVAISS
VVALTLCPVLASRMLARAPGTERGLGARIGAALGGLYRRTLGWALAMPVVVVLAAGLFAATAVLVAGGVRQELTPKEDRS
VALLRIQAPQGVSLDYTQSKMAEIEDAIAPLRDNGEIVNIFSIAGSGGSDSRGFMVFTLAPWEARARSQDEIVTDINARL
RGVIGVRAFAIQPNSLGIRGAGSGISVALTGESYDRLAETAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDISGLGEALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSAGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLTDDNRILPKGAAATMGETNSGLLIIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLLTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLARELEEALAG
>OLS44350.1 NnrU family protein [Rhodovulum sulfidophilum]AB26
MGGWAEFAAAFALFLLSHAVPARPGVKARLTGALGQKGYLAAYVAVSLALLAWLIVAAGRAPFVALWPPAPWQPWLPNLV
MPVVCLLIAGALGAPNPLSFGGAGDARFDPARPGIVGVTRHPLPVALALWALAHAVANPDLAHLLLFGGFAGFALAGTVV
IDRRNRRRMGRDWDRLAARTATLPLAALVSGRWRPSGPPPLWRPGLGLLLWAGLLAAHRPVIGVSPLPF
>OLS44351.1 tripartite tricarboxylate transporter TctA [Rhodovulum sulfidophilum]AB26
METVLSGLATGFAVALTPLNIFLVLIGCFSGTLIGALPGIGPINGVAILLPIAYGLGLPPESALILLAGIYYGAEYGGRI
SSILLNVPGDAGAVMTTLDGHPMALKGEAGRALSLSAVASFVGGTLAVIGLSLFGPLLAKFAVTFSPADYVALMVFAFAS
LASLVGRNGIKTLLGAVIGLMLATMGIDANTGVPRYTFGIPDLLAGIDFLVVVIGLFGMAELLHLVEQQVSGRLKTLPVD
RSFLRRSDLLRTRWTILRCSVIGFFIGILPGTGASVASAVAYGTEKRLAGKSGASFGTGDMRGLAAPEAANNAAAGGALV
PMLTLGIPGSGTTAILLGALLMFNVQPGPLMFTQRPEIAWGLIASMYLGNVALLIINLPLVGLFARMLTLPQHYLTPLIA
MLAFVGVYSIVGNPFDLYLIILLGIFGWVLRKLDFSLAPVILGFVLGSLFENNLRRALSISAGDWGILIEDWKSIALYGL
AALVVILPAWAGRRSARAPADAVED
>OLS44352.1 hypothetical protein BV509_08355 [Rhodovulum sulfidophilum]AB26
MVDRIFAGLLLAVTLGYGWLAFTVIRAPFQYDPLGPESWPRILSVLAALCLAGILWKPDVDRFDTRGGTWLRLAAIVALL
VGYAGLYEPLGFVLATLLFGTIAARLLGATLVRAGLFGLATGVLGYLLCAGLLDLNLPEGPLPRL
>OLS44353.1 tricarboxylic transporter [Rhodovulum sulfidophilum]AB26
MSLKSAAAAACISLAAALPALAEIDAPECVAPAQPGGGFDLTCRIAQQGLDGAFGRPIEVTFMPGGIGAVAFNQFNTTRT
DDSNAIVAFSSGSLLNIATGKFGTFTENDVRFLATAGADYGAVIVRADSPYADLGALMDAFKADPGSVVVGAGGSVGSQD
WMKGALLLKSVGADPRQMRYVAYDGGGDAIAGLLGGAIQVYTGDVGEMAAHIGDGSMRILAVLAPERLEPPFDAYPTAKE
LGYDTEWTIMRGFYMGKNVPDADYQAWADAFAAAYKTEAYRQARESKGLMPLELSGSEMDAQVKQLIGELRDIARDAGLI
Q
>OLS44354.1 hypothetical protein BV509_08380 [Rhodovulum sulfidophilum]AB26
MSRYRILLAGLGLATLAACGTPERPQTGVPKVITPEMLPHAPAASAPACTAEMAARFHQPEAGIFQIGTGPTAAGFWIDM
KMAGRDGTWRCQTTREGRVVTVTPISSS
>OLS44355.1 DNA helicase II [Rhodovulum sulfidophilum]AB26
MCPIDDFDAFEAAAQVPLSVRAMAARPAPYLDGLNPAQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLVTGKARPNE
ILAVTFTNKAAREMKVRVGRLMGETVEGVPWLGTFHAICVKLLRRHAELVGLKSNFTILDTDDQIRLLKQLIAAANIDEK
RWPARQLAGLLDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLDQYRRWF
RYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAVVIRLEQNYRSTPHILAAAS
GLIAANKGRLGKTLWTEAEEGEKVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFEDRFLT
IGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQSVARAEGVPLVEAARRLLEAGG
LGGKGGAELRKLIEAIGRWHGEVRAAGPSVVLDEAALIDDETVPLGRGAASSHVELAERILDESGYTAMWQADKTPEGPG
RLENVKELVKALEEFDNLQGFLEHVALIMDKDSEMAGAKISVMTLHAAKGLEFPVVFLPGWEDGLLPSQRAMDETGLKGL
EEERRLAYVGLTRAEELCTISFAANRRVFGRWQSQLPSRFIDELPASHVDVLTPPGLCGGGYGAAAPSHGGGSGIEERAS
RADVYKSPGWQRLQARSAARPVSQPSQARHMVIDAEAVPAFETGTRVFHQKFGYGVVTGIEGDKLDIDFEKAGSKKVVAR
FVVAAASADDIPF
>OLS44356.1 hypothetical protein BV509_08390 [Rhodovulum sulfidophilum]AB26
MRISFPVRGTEFAISSGANVGSDAGGAGTSTFDGPPGAACGLGVTARPGDPDPGPFEPGDRQDLVWRGQGAGAVRCGGDP
VG
>OLS44357.1 hypothetical protein BV509_08395 [Rhodovulum sulfidophilum]AB26
MIRSDETADRAGHAVVFEGIDRTGAPVQVVWTPGVDLAAWYRTHARGGHAPAFFVHDARPGGDPGLSGLCFPGETAIATP
RVPVRAASLVPGMTAQTVDHGPQMLVWGGQRAMPGSGRSTPVEIPPGAFGNTRRLWPARQARGFIARPGRSPWSGCARCW
CPRGCWRCWASAAPRCVRLRLRSAMSICCLHGMNWCAPGTWPAVVFSSAISSPAGLSGPRRAALSGARFRSFSPISTSTR
ARPCNRRRSARCCAVARRPLFEPGPGGAAPPPSPDAAAVRPVPASDRRTAEKRNGDAREEGRRRSAQRQCQGGGDKLPYS
DGAGAPNEKCGDTWEEVGVAAR
>OLS44358.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB26
MPLSNDVILAELSRIALPGGGDLVSRDLIRALSVEGDTVRFVIEADSAEMARGMEPVRAAAQAAIEAIPGVGRASVVLTA
HDRGQGGAPAAPAPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLP
RMMGTTRRPASPDGKIIEPVRAHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVDWGRLDVLVVDLPPGTGDIQLT
LCQRTRLTGALVVSTPQDVALLDARKALDMFAKLGTPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGLPFLGAL
PLALEVRQAGDAGHPVALDDGPMADAYAAIAARLIGGGMA
>OLS44359.1 cell division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB26
MAAAQSAVFVETAARRSRTARQGSVGQVARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRR
KYLECYTIEAIDEVDDKIAALPRGSMQRRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKP
ETYESEELAKTEAWLDDLPEDVDPLSFLDGAGAVAGPAGDG
>OLS44360.1 hypothetical protein BV509_08415 [Rhodovulum sulfidophilum]AB26
MRSFVYVLTALAVMALAFWAYRENYRTQAALDNVERLNRAIGSLREQLAMQNAEWAYLNRPERLRELAALNYDRLALGPL
APEQFGQIDQVSYPEMVLPDIVLPDELFKSILAEADQPAQSASPTVPVEEAASASAVPEALEEALEAQDEEAEQ
>OLS44361.1 cell division protein FtsI [Rhodovulum sulfidophilum]AB26
MIRTPLRPLARILEARARGENPDAIERENKRLRHETMRDQARVRAEGRLLVLGVVFFAAFAVVGVRMGLLAGSDPSEPRA
IAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELAQIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQQVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVEKYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMDAKGAAAVLMDVHTGEILSMVSLPDFDPNERPRQQVTGDPSDSPLFNRAVQGLYELGSTFKTFTL
SQALDEGIVNPNTMIDTKGPLVWGRYRIRDLHNYGSSLSVTTVLVKSSNVGTARIAQRIGGVRQKEFLGKLGLLEPTPVE
LVEAAGAKPLFPAKWSEISTMTISYGHGLSASPLHLAAGYATLANGGRRVRPTLLAGGGTLGDRVVSEETSRQIRSMLRE
VVVHGTATFGDVPGYRVGGKTGTADKPKPTGGYYEKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPQPRRTAGWTAVP
VGAEIIRRAAPLLGLRPEIEQAQGFGVTLTAN
>OLS44362.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB26
MTIRTETTLADLGLTAQGGREAHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVSFALRMGAVAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALACAAALFYGAQPATMVAVTGTAGKTSVASFTRQIWTGLGRAACNLGTMGVQGAYEAPLSHTTPE
PITLHRLLAEMARAGVTHAAMEASSHGLEQRRLDGVALKAAAFTNFSQDHLDYHAGFEEYFAAKAGLFDRVLPEDGTAVI
NIDDPRGAQMLGHARARGQTILTVGRAEEADLRIVAQRYDATGQDLRFAWEGRPQQIRLDLIGGFQAENVLAAAGLVIAA
GESPGRVFATLPELVTVRGRMELAATRANGATVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEEPKGIRAEILQGCAEAIEVGDRAEAILRGVDALEPGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLS
>OLS44363.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB26
MTALWTSAEAAEATGGRVTRDWSVTGVSIDTRSLKPGDLFVALKDQRDGHDFVADALARGAGAALVSRLPEGVDETAPLL
IVPDVLAALGALGRAGRARSDARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARMPRDAQFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAAIFEGLEPGGIAIYPGDLDTSPVLAAGAAAHAAAE
TRFGAAEGCEFRLMRADLHAHSTVVQAEARGHEILFKIHAAGRHFATNALGVLAVTEALGIDLVVAACDLGQWRPPGGRG
ARLRIPLDPVEESLSVEVIDDAFNANPASMAAALEVLAATRPTDGLGRVARGRRIAILGDMLELGPEEQAMHAGLADLAA
MARVDLVHCVGPRMRALYFALPLSQRGQWFDEADPLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGSGSDED
LS
>OLS44364.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB26
MLYWLADLSDGGGVFNLFRYITFRAGCAFFTALVFGFLFGRPLINLLRKRQKNGQPIRADGPESHITSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNAYVWLLLFVTLSFGAIGFADDYAKVSKNNTKGVPGRVRFGLGLLIAAIAGLWAAWVHPADLSFN
LAMPVFKDTLIHMGVLFIPFAMLVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTEYLDVHYVPGTGEI
LVFTAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEAMSVIIQVAYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>OLS44365.1 hypothetical protein BV509_08440 [Rhodovulum sulfidophilum]AB26
MQMNPVENTYNYLAPAARLGTPSLHAVTPDVKLRSWNGVPPYAVWAGIGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>OLS44366.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB26
MIPVRGVEGQRLAVLGLGRSGLSAARALRAGGAEVLAWDDNETARAAAEAEGFQPVDLTRAGAFEDVAALIVSPGIPHLY
PAPNRVIAAAWAAGVPVDNDIGLFFRSFATPDWDRLEATPKVIAVTGSNGKSTTSALIHHVLESAGRPSQLAGNIGRGVL
DIDPPGEGAAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEPEGMFLAN
QLAEGAADDRVIRISSGQKLSGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEAEGVRFVNDSKATNAASAAMALAAFPEIRWICGGLEKEGGLGPLLPYLGHVAKAYVIGREA
AGFALHLKDIPHEVCTTMEAAVARAADEAKPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARIGG
>OLS44367.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB26
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHAVPFASAVAVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIAAVLRAAVDPILLVATNPVDVMTHVTAKLAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLASVAAQLGCAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPELAGVQNVALSLPRVVGAQGIRSTLMPTLDADEIAALTASARMLRDTSDALGL
>OLS44368.1 ornithine decarboxylase [Rhodovulum sulfidophilum]AB26
MELSGHRWPGLLEMTMYATQADFVGGTDVLSTSRVESYIRANSFERPTLVLDTDRVADRFHALRAGLGQAAIHYAVKANP
AREVIERLVGLGCHFDAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGVTLFAADAEEELDKIAEHAPGAEVY
IRVLVTASQADWPLSRKFGCAPGKVAPLMARAVALGLRPAGLSFHVGSQTRRAEMWLPVLNEVAEIWHAARAEGYDLDLL
NIGGGFPAYYGEDVQPPALYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFS
GLAETMDEAIRYQFATDRDHEATGPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSSYSSVGFNGFPPL
DVVVI
>OLS44369.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTGLRLETIVLARGGEPLIAVEAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPAFTMTGRVVLNGRDVTALPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRALRGRKARRARIEAALDEIGMAGFADRDPATLSGGQKARVALMRMLLAEPQALLLD
EPFSRLDAALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIALSDQMTTTSRGGKPLKPTEE
>OLS44370.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRPLRAAPALTLVLMLGPVLAGLAGTLAPALGVFPALGGHTLSLEPARALAAWPGLWQAVALSVGTGLAATLIALGAVTL
FAAGWAGTRAMGLLERLLSPLLAVPHVAAALGLAFLIAPSGWIARALSPWATGWQRPPDLLILQDPLGLAMIAGLAAKEI
PFLLLMTLAALPQAAPARRLTIARALGYGRTTGWLKAVFPAVYAQIRLPVYAVLAYSMSAVDVAIVLGPSTPPPLAVQVV
RWMSDPDLNLRFRAAAGAILQLGLVLAALALWRLGEVGAARLGRRWAEGGARHMAEPALRAAGLGLAALAAAAVIFGLAG
LALWSVAGFWGFPDALPDGIGLRSWARHGPALIAPARETLLLAGLATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIYRHRRGMRG
AG
>OLS44371.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MRLTASRLARACLPGLLTGLAQPALAAGPDPADWPAVLAEARGQTVYWNAWGGAAATNDFIRWAAGEVGDRYGVTVEHVK
LADTADAVSRVLAEKTAGKDTGGAVDLVWINGANFAAMKEAGLLFGPWAGDLPNWRFVDTVGKPAVTADFTVPTDGFEAP
WAMAQVVFYHDTARLGDPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQTPADEAGYDAVTAPL
WAFLDDLTPHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNA
SAKAGAMVLANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPDDRARFEALDLGIATLSPAELGPALPEPHPSWATRIEAD
WTARYGTAR
>OLS44372.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB26
MQGKVVTVARDGTHRFSKTCQPSIRLIAGLGVEGDAHAGVTVQHRSRVRRDPTVPNLRQVHLIGAELLETLAAKGFALAP
GDLGENVLTRGLDLLGLPEETVLHLGATARVRLTGLRNPCAQIESFRPGLLAEVLEHRADGSLRRKAGVMGVVETGGELR
PGDPVGVELPPGPHRPLDRV
>OLS44373.1 aspartate kinase [Rhodovulum sulfidophilum]AB26
MTKRHHTVEKIGGTSMARVHELVDTLFTRGREAPEYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDAL
NRVAGAMREAHASVLGHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAHSAFATAALL
RRRGIDARFVDLSGWRDETECTLEDRIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAII
HKEFHLSSADPKLVGAEAVVKLGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEAETAR
VEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKSVRRVERDLEAKFPGATLTAR
NLAVVAAIGRDLKGLKVLARGLAALDAGGIDPVAVQQTTRDVDAQFVVPREAMDDAIRALHSALVSEGRQPEALAA
>OLS44374.1 L-ectoine synthase [Rhodovulum sulfidophilum]AB26
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITTLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETFQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>OLS44375.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB26
MSTVETAETAIYDRRESEVRSYCRNFPVSFARAEGATLTDAEGNTYTDFLAGCSSLNYGHNDPDMKAALIAHIERDGLAH
ALDLHTEEKAAFLTAFEHHILRPRGMDHRAMMTGPTGTNAVEAALKLARKVTGRRNVIAFSNGFHGMTLGALALTGNAGK
RGGAGVPLPDVTHMPFENSMGDLDTLDYLDTMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWVQGLARLAEKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACVLVRPDHDIWKPAEHNGTFRGNTHAFVTARVALEKFWA
DDDLRNEVARKSQVLEERLSQIAGRIEGAALKGRGMMRGIDVGDGDFAARICADCFRRGLIIETSGAQDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACAPFPIAAE
>OLS44376.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB26
MTTTIQASPRRPKTPITFRSPTGADGPDVWALIRACKPLDENSMYCNLIQCDHFADTCILAEIDGRIVGWISAYLLPNDP
ETLFVWQVAVSDEARGLGLGRRMLFELLDREACDGVMRLKTTITRDNDASWGLFRGIARRLGARIEDEPHFTRSDHFDGR
HATEHMVTIRLAEALTRAA
>OLS44377.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKRSELSLIALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMNIAITPEGRAAIDRAPDPLHDRYVTAFEKLPDYEQAMLVAALERVAALLDAGHLDAAPVLDLGDIRKTLPE
E
>OLS44378.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB26
MTDMIQHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPIHDGMSSLIVAQLLHLEAENPSKDISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAPGMRFSLPNSRIMVHQPSGGFQGQATDIMIHAQETQKLKDRLN
QIYVKHTGQDLQSVIDALERDNFMDAETAKAWGLIDEIVESRSAVEDAK
>OLS44379.1 ATP-dependent protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB26
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKTSGLKATDGVPTPRDICDVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGVGETFKELEPEDLLKFGLIPEFVGRLPVIATLTDLDEAALV
QILTEPKNALVKQYQRLFELEDTKLTFTEDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMDAVQEVVVNEEAV
NADAAPLMIYADSKKEGKTAG
>OLS44380.1 hypothetical protein BV509_08515 [Rhodovulum sulfidophilum]AB26
MARRLISTGSPFEAKIGYSRAVIADGWVFVAGTTGYDYATMTMPAAVETQCANALATIAAALAEAGASLDDVVRVRYILP
DRADWPACWPVLSEAFARARPAATMILAGLMEPEMKIEIEVTARLPAVP
>OLS44381.1 hypothetical protein BV509_08520 [Rhodovulum sulfidophilum]AB26
MDRLSLLLTPMTGAVITGMLVIVMFSLGFYSWIAVAIGAGIGCVLAWPAAYVVSRRIKQSDPRWPTRAEADRLRGGLPEV
>OLS44382.1 hypothetical protein BV509_08525 [Rhodovulum sulfidophilum]AB26
MISLDDIEDMTSLTRDEIAAIALHEHVPEADASLLGEYLMHVHNGPQRVMAMICDDIRAALRADDLEGARALYGVLHAFL
IAHPDAARGAS
>OLS44383.1 hypothetical protein BV509_08530 [Rhodovulum sulfidophilum]AB26
MTPRKTALIAAVALALAAAPAAARDVRTLVTVLTDPNPQTQLMGLVLTLQALERGAAVRVLLCGPAGDIALADPPAAATE
PQPPAGMSPQAALAAAIGKGARAEVCAIYLPGRAAGPEALIEGVGVAKPDAMARDLLDRQSRVWSF
>OLS44384.1 hypothetical protein BV509_08535 [Rhodovulum sulfidophilum]AB26
MSVKGYSRMQIRLHWAVFGLVVVQFLFGNGMGHAFGQYMDTGEKGFSLLVGLHILIGLSILVLAFWRLGLRFLHGVPAPD
PAHSPAQVLLARVIHGGLYVLMVALPVSGMLAWSLGSGLAAGLHAGFRVILVLLILLHVAAALMGQYIKKDGTLTRMLKA
EG
>OLS44385.1 hypothetical protein BV509_08545 [Rhodovulum sulfidophilum]AB26
MRSTRPPWLRPCRTTHGIIRATFYTWRKQFVGMEASDAKRLRELEAEDAKLKRSEPLSAIGPRTMAGVSTNSGPSAGSER
PSSGMPNVKLFW
>OLS44386.1 hypothetical protein BV509_08550 [Rhodovulum sulfidophilum]AB26
MATGNGIKVEGGDARKTFDAKAWQHILDEIPTLVGPIALRKAIGATLAELNGLKADGVLVPRTNVATIKSPWRIADGQAL
LEELEAYAQPVAPEEPGWETIQRVHKRLDLPVGEIIAAIRTGSLRLGQHPDVFGYHGLVVKISEVAAFKAKVAPKRKPSI
SQGEVTAAAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAFEASYTTPSMLSAETAAHLNTIRAV
LQNEGIQPFRPNGLDVGPVYLRNAVEPVVALLKSQGGK
>OLS44387.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB26
MIGRLNHVAIAVPDLEAASAQYADTLGAKVGTPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIQGFLDKNPSGGIHHI
CYEVEDILAARDRLKAQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>OLS44388.1 acyl-phosphate glycerol 3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB26
MPMLDTSVLLLALFGVGGYLLGAVPFGLVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFKGGKGVATFLGTILALAWPVGIAACATWAAVAAALRYSSLSALAAAALTPVWA
IVLNRAEVVLLTAVLAVLIFIRHHANIRRLLAGTEPKIGRKTG
>OLS44389.1 dihydroorotase [Rhodovulum sulfidophilum]AB26
MRTVFSNARLIDPEAGTDAPGWMLTGGGTILDQGRDAPPDCDRVIDCKGACLAPGIVDIGVKICEPGERHKESFRSAGLA
AAAGGVTTMVTRPDTLPAIDTPEVLEFVTRRAREASPVRIKPMAALTKGREGREMVEIGFLLDAGAVAFTDGDHVVTDTK
VLSRAMTYARSLGALVMAHPQDPGLSGGAAATSGKFASLRGLPSVPALAERMGFDRDMALVELTGVRYHADQITTARALP
ALERAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRLALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVGLETLLPAAMRLVHAGAISLPQLWRALALNPSRRLGLSTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMQGRVLGTWVAGTRVYDGD
>OLS44390.1 hypothetical protein BV509_08580 [Rhodovulum sulfidophilum]AB26
MFDPKAETPLEEGETVRLRFQGDRAAYIKAHVVIAVLAGIGATGLLALTGNPYPWAGIVAAVLAIGVRGAFLMGDEMGAS
WTLTDRALLGPGGQRVRLSSIAKVRVIGAATQVITLGGDKHLIKFLADPAGVKARIDAARTAPGGAEA
>OLS44391.1 aspartate carbamoyltransferase [Rhodovulum sulfidophilum]AB26
MEFRARHLLGIEHLSPWDVRIILDLAETYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVLNAGDGRHEHPTQALLDGLTIRRAKGRLQRLTVA
ICGDIAHSRVARSNILLLGKMENRVRLIGPPTLIPSGAADMGVEVYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAKDDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAARAAGEGTYV
>OLS44392.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB26
MEPALTPQDALALLAWQVELGATEAIGESPVNRYDEVRPAPAPRPVAAAVAPAARPAAVDPVALARAAAAAAQDLEGLAA
AMAAYEACELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGQLLDLMFAQIGLGRADPAAERALYITNVL
PWRPPQNRDPEAQEVAMMLPFLERHVALADPDILVLMGNHSCGALLGRKGITRLRGHWVEALGRPALPMFHPAYLLRNPH
AKRDAWHDLLMLQARLRGG
>OLS44393.1 threonine transporter RhtB [Rhodovulum sulfidophilum]AB26
MGPVDLVTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGCFVHVTLAGLGLGAVVAAVPGAFEAIRW
AGVAYLLWLAWGALRHGALAPGLPAVTPRRAFREALAVNLTNPKVILFVLAFLPQFVVAERGAVLAQFLILGAVLSLGGF
IVNGAVGVFAGRARQVLSGSRAVERALGVVSAAIFTALAVRLAVLQKG
>OLS44394.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB26
MAGIDGTREFVPVRIAVLTVSDTRGLAEDRSGQTLADRIEAAGHILADRKILKDERAEIADQLRAWCADPEIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFATLFTLVSFGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>OLS44395.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARRSDRPKAPPVAERVFSVNVVPLRPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQAEADLRDARRRLDLAHDELTATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETASTALARARIALGDAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDEKGALRPLPVTVTLDVYGANLTARGVLSRESGAVPDGQ
VGRLVYARLDDAPGFRPGDFVTLRVEEPALEDVAVLPATALDAANEILVLDAEDRLEAVPVTLLRRQGDRVLLRAPGLAG
REAVAERSPLLGAGIRVRPLRPGAAAEPDDATEATVELSPERRAALIAFVETSPALPQEARARIRAQLDQPRVPAQLVER
LETRMGG
>OLS44396.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]AB26
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFAAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETATQSVEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEEAEEPEVTRGAWRDRVTDVVITGPVAVDQIG
RLADELVDRLFAAGITRSTIRGLAAPETLVEVPSIELMRHDIAMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAAIVLRSYPDGSKLTVGDLAEIRVEGADRERASFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVTGNFMMLSGADRADTAAMMAELQRAAEAVGARYAAEYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVQFFGAEARVLKAAAERLKAELARFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSAAIRVELPEAELTADFLDRMQVRSPEGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISTRLKDAILPGIERDLGVSWRLGGLSEQEKDFLADARL
GFGLCLVGIYLILAWIFSSWTRPVVVMAIIPFGLVGAIWGHAQWDVPLSMFTVVGLIGMTGIIINDSIVLVSTVDEYADR
RGLVPAIVDATADRLRPVVLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAMQQDLGRQVG
ALRRALGGRGRRAMPVPARAAFGMAGVFSGTLLPELLGGGLPGIWLALVPPLAALPAPLAAFILFVCGSALILALAIAVA
LVEGRKS
>OLS44397.1 hypothetical protein BV509_08615 [Rhodovulum sulfidophilum]AB26
MARNLFVPIAAALILAAQALTSPARAETALPPDSVVSGEILPGWQTDRGTYMAALHLTLAPGWKTYWRAPGDAGIPPRFD
WHGSKNVAAVRLHWPRPTVFSSNGMRTIGYVDDLVLPIEVTPGEPGRPMEIRARIDLGVCHDICMPMELRLDERLPGESR
AAPIRAALAAQPLDARAARVGRVACEVEPIADGLRLTARIEVPPLGGDETAVFELPDPSIWVAETEMDREGSLLVARSDI
VPADGTPFALDRSLVRITLLGQDRAVDIQGCGGAR
>OLS44398.1 hypothetical protein BV509_08620 [Rhodovulum sulfidophilum]AB26
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLDIPRSPGARDIRVHFGGPVEHSRGF
VLHSGEYRTDRDNTLRVDARFGMTATLDILEDIAQGGGPSRSLLALGYAGWGPGQLEDEIRQNGWLTCDADPALVFDGAD
GSKWERAMRLMGIDPLLLSPAAGRA
>OLS44399.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB26
MSAESLTPDADGLARAAALLAAGKLVALPTETVYGLGADARDDRAVARIFEAKGRPRFNPLIVHLPDLAAAERLASFPDP
ALRLAEAFWPGALTLVLPLLPGAGLSPLVSAGLPTVALRVPDHPVAQGLLQAFGGPVAAPSANPSGAVSPTRPEHVIEGL
GSRIAAVVDGGACPVGVESTILGFDADGGPVLLRPGGLPAEALEDCLGMAIAARAEGAAITAPGQLGSHYAPGARVVLEA
EVPPPGALWLGFGPGCAGAALNLSASGDLVEAAAALFHALRRLDAQAAPGQVIAVAPVPDHGLGRAINDRLRRAAAPRP
>OLS44400.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MAYRAPVAEFQFILDHVVGLDEVVATDRFSEATPDVTRAILDGAGRLCDDVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPAEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALSHHASDEIRALYLPKLIAGDWSGT
MNLTEPQAGSDVGALKTRAVPNGDGTYAVTGQKIYITWGDADFMENVVHLVLARLPDAPAGTRGISLFLVPRNLPDAEGR
PGVANRVKVVSLEHKLGLHGSPTAVMEFDGATGWMVGEPNKGMAAMFTMMNNARLGVGVQGVGVAEAAFQQALAYAADRR
QGPTPLGDGGILGHADVRRMLAGMKAEIFAARAIALSCAVAADMGTATGEADWTARAAFLTPIAKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLADGGDVAWRLLEEVEQTAEAARGVFPDLAVEVWTAAE
ALRDTTEWMLAREMTDRFAGAVPFLRAWARVLGAQLHLAAALAEGGSGPRSALARVFIRRLLPEHVSALAAARAGADDLY
ALSDADLGA
>OLS44401.1 MBL fold hydrolase [Rhodovulum sulfidophilum]AB26
MMDGSLAPIRTPFEVPPDDGAAVEIAEGVLWLRLPLPPPLKHVNVFALDDGPGWTLVDTGLDTERTRAIWQTLLAGPLGG
RPVRRVILTHHHPDHVGLAGWFQSAHGAELWTSRTAWLFARMLTLDEQPLPRPETLEFYRGAGMDAAVLAERAAERPFNF
ADVVAPMPLGFRALAEGDRISAGGRDWDVRLGDGHAPDHVTLWSRDDALVIGGDQLLPSISPNLGVYATEPLNDPVAGWL
ESCTRFATHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALNRLIEALGEERTACDCFPVLYRREIGSGEYGLALAEAV
GHLNHLYLTGRATRRRRSDGAWLFRSE
>OLS44402.1 hypothetical protein BV509_08650 [Rhodovulum sulfidophilum]AB26
MFRFLIACLLPLFLLGCGAESTWAPDEAVARAKYRDAAPPSITLYTMINNRSGSGAHSALMINGSERVIFDPAGSWWHRA
APERNDVHYGITPKMLEFYIDYHARVTYHVVAQTVQVSPEVAERALRLVEGYGAVPKAMCARSTSDVLNQLPGFDSIPHT
VRPKAVMSAFAKLPGVTTREYYDDDPDEHEDLLREQQRARFDELVKGIVEGQ
>OLS44403.1 hypothetical protein BV509_08655 [Rhodovulum sulfidophilum]AB26
MSWSTAGTWAIIVTLGIGTFLMRFSFLGAMGGRRLPDWLLRHLRYTPVAVLPALVAPAVVWPPATGGDPDPARLAAAVVT
VAVGWWRKSVLAAIGAGAVTLYALLFLLG
>OLS44404.1 branched-chain amino acid transporter AzlC [Rhodovulum sulfidophilum]AB26
MPASTRNSAYLTGLRQGAPFLLILVPFALLFGVVATEAGFSLPEVMGFSMVVLAGAAQFSAVQLMAEDAHTLVVIATALA
VNMRMAMYSASLTPYLGAAPLWQRALVAYGLFDQTYAVAHARFEARPEMTVAERIAFFAGAVTPMLPAWYGMTLVGAVAG
RSIPPQFALDFALPITFLAMVAPALRTPAHVAAAGTSVALALVFAGLPFNLGLMIAAVAAMAVGAEIERRMGAR
>OLS44405.1 hypothetical protein BV509_08665 [Rhodovulum sulfidophilum]AB26
MRIFGTILAGGQGRRLGGRDKALIGLGGQTLLARVAERLEPQVERLALSANVPAGAYRTAGLGPGVPVLPDPPPGDQGPL
AGVLAGLDWAAAHGADWLVTAAIDTPFLPCDLVPRLLLAAETAGTGLAMAASGGRRHPTAALWPVGLRDELAAEVAGGLR
KLGVFGAARGAALADFATVPGPDPFFNVNTPEDLAAAEAALG
>OLS44406.1 hypothetical protein BV509_08670 [Rhodovulum sulfidophilum]AB26
MVDTVIMADWSARSGPSPARPSADAIWIAVARRGWPTATAYFRTRATAEAALADLLDGELRAGRRALLGADFAFGYPAGF
ARALTGTASARAVWAWVADRLEDLPDNRNSRFELADAINAALPGGGPFWGCPAARAARLADLTTMRPADSAFARHRRVER
LLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAGRFGTDLAVWPFEPTGATGATGAPLTLAEIYPAMIGPEVAE
ALAARPGQILDEWQMRLMAEAVLAASGAGRLAALLDVPPGADLAEEAWILGASDPEALRAGAKASLSRTCR
>OLS44407.1 hypothetical protein BV509_08675 [Rhodovulum sulfidophilum]AB26
MAERDKDKPFDLAPVAGQGREGGLSRIEIAAGVLSVAWLGLSGALLASADGVAGTGGGALGTAVTVLALALPVGLIWVVA
QGARSARLLRQEAARLQATVDSLRQAYLAQQQGAGMDVRPSMEKRIDDLARAQRETQDAIATFATRRDRAAEIADVQGPQ
ALSTKAHPGPSAPRTAPAASPSKTPPDDQPRLALGSVPEDTVRPLTVEEFIRALNFPEDTSDRAGFRALRRALEDRTASK
LVRSAQDILTLLSEEGIYMDDLHPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQF
DRVLVEFEAAASDQELNDLAETRTARAFMLLGRVTGMFG
>OLS44408.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB26
MEKIPMTRAGYTALDEELKTLKSVERPAVIRAIAEAREHGDLSENAEYHAAREKQSFIEGRIKELEGLLSRADVIDTSKL
SGAIKFGATVTLVDEDSDEEKTYQIVGEAEADIERGLLNVKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>OLS44409.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB26
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPDLSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKERGAPVSVPV
KEDNFVFLGKSGSLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVKGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIAKFDLSKGRDPQKYGLGMKEVWEIDPKKHREGTVTHTMGWPLNG
NGGGGSFIYHAENNQIFIGFVVHLNYQNPHLFPYMEFQRFKHHPMVAELLDGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLADYDDALHAGDIARDLKKVRNVKPLWSRYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAEATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLADPAIPV
QVNLPQFAEPAQRYCPAGVYEVVDEGQDPRFVVNFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>OLS44410.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB26
MTVEAFAPAKINLTLHVTGQRADGYHLLDSLVVFADIGDRLTLAQADDLSLAVNGPRAAGVPVDGRNLVLKAAALFGAGQ
GAAIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGPEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGL
LLVNPGVEVPTPAVFKGLVRKNNAPMPELPGWASAADLADWLAGQRNDLEPPARAEAPVIDAVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAALLRETRPDWWAEAGAPYSL
>OLS44411.1 farnesyltranstransferase [Rhodovulum sulfidophilum]AB26
MGLDHAVTKPHERLAAVLSEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAS
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNLQVLDILSNAAAVIAEGEVLQLT
AARDLSTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALYTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAAADAEERAFWARTIEKGDQREGDLEHALGLMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>OLS44412.1 hypothetical protein BV509_08705 [Rhodovulum sulfidophilum]AB26
MKELVRTNDPTLVAFVSALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDES
>OLS44413.1 methyltransferase [Rhodovulum sulfidophilum]AB26
MTALRQDGFLGGRLHLWQPTAGYRAGIDAVLLAAATPAEPGQSVLELGCGAGVASLCLAARVPGLALTGVELQPAYAALA
RRNASGTGLPLEVVEADLAALPPGVKAQSFDHAILNPPYFRRDRGSAAPDPGRETAMGEATPLAEWIAAAARRLRPGGRL
TAIQRAERLPDMLAALCPLLGCVELLPLAPRDGRAAKLVLLRARKGRQGPFRLHAPLTLHEGAAHLGDGDSYTPDVAAIL
RDGAALSWPG
>OLS44414.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB26
MNLSSHLQELRKKHKALSDQVERAQQTPASDTLQVAELKKQKLKLKEQIERLSQA
>OLS44415.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MTRTRATATGFVAVLLWALLALFTVGSAPVPPLQLNALCFAIGGTLGLVWVIVRGEAGLLRRISWKVYAFGTAGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRATHVLGALAAFAGAALIVAGGAIGGFDAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLTTAALSLPLHLALEQTVWPETTLGWGSVLALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAAILITGGAALAARASRRAADQA
>OLS44416.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]AB26
MARVALVTGGTRGIGEAISKALKAAGYSVAATYGGNDEAAKKFTDETGIATYKWSVADYAASKDGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPEQWQEVIDTNLTGVFNTVHPVWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARFGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVVFLASDDATFVNGSTISANGAQFFV
>OLS44417.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB26
MTNVVIVSAARTAVGSFNGAFATVPAHELGKTMLEALVARAGIDKSEVSETILGQVLTAGQGQNPARQAHINAGFPVEAA
AWSINQVCGSGLRSVALAAQHILLGDAAIVAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIKDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVPGRKGDTIVEADEYIRHGATIESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMSADEAERRGLEPLARIASYATAGLDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRSARKGLATLCIGGGMGVAMCLERA
>OLS44418.1 diguanylate phosphodiesterase [Rhodovulum sulfidophilum]AB26
MPDGSYEKGVAAPRGSDSPLSAAVAERDRNVIAMVQDALDRRDVVLAFQPVVQSMENGRIAFYEGLIRVIDRSGRTIPAG
EFIETVETTELGRLLDCAALELGLAALADCPDLRLAINMSARSIGYPRWTRTLNRAIEDDATLAERLILEITESSAMVMP
DMVTVFMRDLQAKGIAFALDDFGAGYTAIRYLRDFYFDILKIDGQFIRGIADDPDNQVLTSALIAIAQHFDMFTVAENVE
TARDAAWLASAGIDCMQGYAFGAPTIVPPWRSGNRERRSA
>OLS44419.1 DNA-3-methyladenine glycosylase [Rhodovulum sulfidophilum]AB26
MAERCGWCGSEPIYVAYHDTEWGVPERDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEIIAGWGEAEVARL
LADPGIVRHRGKIEATIGNARAWCEIEAREGFSDYLWRFVDGAPLQNNFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
ITYAFMQAVGMVNDHVLTCPRHAEVAALG
>OLS44420.1 redoxin [Rhodovulum sulfidophilum]AB26
MVLRSLVLYIALGLCANAAPAADIATLEAMREGTMKKLVFHAEPQAVPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLEALAATADSDRFAVVTVATGRNPPQAIDRWFADKQIAHLPKWRDKSSWLARSMGIMALPVTVILDPEGREI
GRLMGEADWNSPEARTLLGSLIEGS
>OLS44421.1 hypothetical protein BV509_08755 [Rhodovulum sulfidophilum]AB26
MRRGATFAAGLALLALAGCARPHGGVAVSNAGDVSGGVSAGRVAVGAGPGGARASARVVDTGSTAVTVGTDGASVGLRPR
GAPVRLILGTGGVGIGF
>OLS44422.1 K+-transporting ATPase, A chain [Rhodovulum sulfidophilum]AB26
MKYLRYLFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWILIDSARRRDALGLIC
IPLTFGIGLSCGLPLYIFLRSRPSKAA
>OLS44423.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB26
MDHFLYRSGVLHAEDVSLADIAATVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNMAVLKLMGDLGAGVDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGRIAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAKDVYARAAAMPGLRVLGIDVHIGSQLTQLEPFEQAYGKVAELTKVLRAEGHDIRRLDLGGGL
GIPYERSNAAPPLPVEYGAMVKRVLGDLEVEIEIEPGRLIAGNAGVLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
YHDIVPLTEPAAGTDYAPHDIVGPVCETGDTFAKARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVSGDHFA
VIRQRPSFDEIINRDTIPEWL
>OLS44424.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB26
MTESTPIPDDALTHLRWPLRLTWAGLLAERLCRAFWPLASLLLLIASALAFGLHDLLTRGTALGLGGALLAALLATLVYG
VRGFQRPSRAEALDRLDRTLPGRPISALSDSQAIGAGDPASEAVWRAHIARMARRVRNARAVRPDLRLSSRDPYGLRHVA
LIAFTVALVFGSFLRVASVTDLGQGGPALAAGPTWEGWIEPPAYTGKPSLYLNDITDDALAVPQGSRITLRLYGAVGALG
VTETVSGREEGAEAPPPEGTDAMAQSFEVVKDGRVEIDGPGGRAWQIVLSRDIRPEIRLTGDLDVAADGEMKQPFSASDD
YGVTRGEATITFDLARADRRYGLAADPDPREPLVLDLPMPISGDRRQFTETLVENLSEHPWAGLPVRIELAAEDALGQRG
VSAPVEMVLPGRRFFDPLARAVIEQRQALLWARANAPEVAQILRAVSYRPDEIFRNESAYLQLRVAIRRLEASAAALTAE
TQTELAKALWDIAVLIEQGDLSDAAERLRRAQERLAEAMKNGASDAEIAQLMDELREAMQDYMRQLAQQQQENGQEQARN
GETQEITGDQLQQMLDRLQQLMEEGRMDEAQQLLQMLQQMMENMQVTQGPGGSSPGQQAMEGLAETLRDQQGLSDDAFRD
LQDQFNPGGQQGEGQQGQGQQGQGEGEPGQGQGGAQGLADRQDALRRELERQQQGLPGLGASPESEATREALDRAGRAMD
EAERALRDNDLAGALDDQAEAMEALREGMRNLGDALARNRQEGGEDGQGMGRADAGGERRDPLGRAPGSTGQVGTEDSML
QGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLDRF
>OLS44425.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB26
MPTEILMPALSPTMEEGTLAKWLVKEGDTVASGDLIAEIETDKATMEFEAVDDGRIGKLLVAAGTEGVKVNTPIAILLED
GESEDDINDNASPSKPAPEAAPAADAGGKAAPDGAPAPAAAPPAPGTTDGQRIFASPLARRIAAEKGLDLTAIAGSGPRG
RIVKADVEAATAPAAKPATAEAPQTSAPPQAAAAQAAGLSPDAVARMYEGRAYEVVPLDGMRKTIAARLTEAKQTIPHFY
LRRDIRLDALLDFRSTLNAQLGPRGVKLSVNDFIIKASALALQQVPRANAVWAGDRILQLKPSDVAVAVAIEGGLFTPVL
KDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNEAGEIE
VATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>OLS44426.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB26
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDILAEIETDKATMEFEAVDEGLIGKILIEAGTEGVKVNTPIAVLVEE
GEDADAAVKAAQEAAPAADADGKAASGGGSAPSAPAEPKRARPVAEPEIPEGTKMKSTTVREALRDAMAEEMRRDGDVFL
MGEEVAEYQGAYKISQGLLDEFGSRRVIDTPITEHGFAGLGVGAAFGGLRPIVEFMTFNFAMQAVDQIINSAAKTLYMSG
GQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVIFLENEILYGRSFEVPVL
DDFTIPFGKARIWREGKDVTLVSFGIGMAHTLEAADALAKEGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGFPV
CSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTAKEVVEAARAVTYR
>OLS44427.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB26
MATRKPPAKPNTSKEELLTFYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGREGGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKGNGRVTFAYFGDGAANQG
QVAETYNMAQLWSLPVIFVIENNQYAMGTSVKRSTMSPDFWERGASYGIAGEAVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEIMTYRYRGHSMSDPAKYRSREEVQKIREERDAIEHVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPAL
DELYTDIYADTAPQNA
>OLS44428.1 septum formation initiator precursor [Rhodovulum sulfidophilum]AB26
MTAARLRPAWGALVYIGISFALAMYFTFAAVQGDYGLFRRIQIEADAAALEAQKAALEAELEAVSNKTRRLSDGYLDLDL
LDERARSVLGLIRADEIVVR
>OLS44429.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB26
MPWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGKVVPEMSLKITLPAL
EEAFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPSCAGRLMEAELTALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGKVDFLVIGGGMANTFLAAQGINVGKSLCEH
DMVGTARDIKDKADAAGCRIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPKSVEMIEEVFAKCKTLIWNGPLG
AFEIDPFDAATNAAAAKAAELTEAGLLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALQD
>OLS44430.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB26
MTEIKDPENTIIMELKGGRVVIALLPEVAPKHVERMKALARAGDYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPGRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSSNPNSANSQFFINFADNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPANPDRMI
SVKVAADA
>OLS44431.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB26
MRNLLVALLCTLAGPALATGLDIQVAGEGANGTVHVELLDDVAPGHVQRIAELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSTRPDLKAEFSDVPFDRGAVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTKGMDVVDAIK
RGSGRNGEVTGQPDRMVKVSVTD
>OLS44432.1 hypothetical protein BV509_08815 [Rhodovulum sulfidophilum]AB26
MKRILLLTTMGVLAGPGLALADCAPDNPGAGDVVFCTGADTDGFSDGSDDLTVYVQDGASVAPAAADTDAVKIKGDGNTV
LNSGTIEGSDDAVVAGDDLTLNNDGTIRAADDGVDTEGHDGLSLTNTGLIETPGKAVKAGPDDDDAGGNGLTLVNTAGAV
IRSTGNEGIETGNGADITNDGTIEGFDDAIQVGENATIVNSGLIANIQMPGDSDDPQDAIDIDSGYIRNEATGVIRSTVD
AAIDFDPGTGTGVIDNFGLISGTVAVETDEAVTQDIAVYNAGTLMSTRDGAADPTGLALQLRAGNDVFVSFEGSSVVGGA
EFGAGDDAFDLIGGFSGLFGGAGALFDGGEGQDQFSALDYTFDMLSATLTGSTLGLSFENGADSFSVALTGFEIFNFADA
TYGYDDIAAIAQPAPVPLPAGGVLILSALAGFGLLRRRG
>OLS44433.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALIAGVVPAYIGFDATAKSLHVGGLIQIMMLRWLQKTGHKPLVLMGGGTT
KVGDPSFRADERPLLTPDQIEANIAGIRQVFAKYVAFGDGPTDALMLNNAEWLDGLNYLDFLRDVGRHFSVNRMLSFESV
KSRLDREQSLSFLEFNYMILQAYDFMELNRRYGCGLQMGGSDQWGNIVNGIDLTRRIIDREVYGLTSPLLTTSDGKKMGK
SQSGAVWLNADMLSPYEFWQFWRNTTDADVGRFLKLYTELPLGECERLGALEGNAINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGVGEDLPTVALSADELAGGISVVQLITRAGLAKSGKEAKRLIAEGGARLNDEPLSDAGLMVDAAMLAEP
IKLSAGRKRHALVRLGD
>OLS44434.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB26
MIDSGTVRVLGTMSGTSLDGVDAALIETDGKTVFGFGPSAYRPYSPEERAVLAAALGGWPGDPGVAEAAAVVEAAHAEVM
GRIPGADLAGVHGQTLAHDPGGRGTHQAGDGAALARALGLPVVWDFRSADVAAGGQGAPLAPFYHFACARRAGLTAPVAF
LNLGGVGNLTWVDPGRARPEDEGALLAFDTGPANAPIDDLMRARLDRSCDHDGALAAGGRVEEAVLAWLLEQPYFRAPPP
KSLDRNAFSGLMDRVAGLNDADAAATLAAVVAASVAAGIALCPVRPARLLVTGGGRRNPVLMRMISARTGLSVEPVEALG
LDGDMLEAQAFAYLAVRVARGLPTSCPGTTGVDRPVSGGRISMP
>OLS44435.1 cupin [Rhodovulum sulfidophilum]AB26
MTADEIIATLRLAPHPEGGWYRQTWVAEAAPGTRPPGTAIYYLLAEGQRSHWHRVDADEIWLYHAGDPLELTVSATDAGP
AAPMILGADLTRGARPQGLVPAGHWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPGFDIPRA
>OLS44436.1 hypothetical protein BV509_08835 [Rhodovulum sulfidophilum]AB26
MTENTDAPERRENLSNDDIVSRILGFTLFCMGLSRAPADQVARGRGWLDDLGQPTDDGKALIEALMSRDSAYGVYKLVY
>OLS44437.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB26
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKSRYMGKGVLDAVAAVNGEIAEALV
GFDATEQVAIDATMIELDGTENKGRLGANAILGVSLAAAKAAADYTAQPLYRYVGGTSARLLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAETIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYKPGEDIYLA
LDCASTEYFENGKYEMKGEGLSLTAAENVDYLSKLCADYPIISIEDGCAEDDWDGWKLLTDALGGKVQLVGDDLFVTNPK
RLADGIKAGVANSMLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGASILRG
>OLS44438.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MDNMRGIMLMIAAMAAFAVEDMFVKKVAATLPIGQILTLLGLGGGIVFALMALRRGQRLWSRALLSRPVLLRNFGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFLGVLLVVRPGLDGFEPASIFAVIAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPVGLVMMGLGQAPVAIDRADAISLFGALVMGVAGYYAIVEGMRVGDVAVVTPFR
YTRLIFALVIAMLAFGERPDALTLVGAAVIITSGLYTLWRERTLSLRRAGR
>OLS44439.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB26
MTPVPPHPLAAFDIGPDGTARPIAEAWPAAAPGPGAAWRWLHFALADPALADWTEAHLPAVAAEAILQTETRPRCTPLEG
GLIVNLRGVNLNAGAEPEDMVSLRIWVAPGLVVSVRRSKVFALDDLRRAAAAGTAPTSPGAFLAEIAEGLTDRFEAVSVQ
LEDLTDALEEAILEREDEDRAVDLAPLRRKAIRLRRHAGPQREALGRLSEGQSALIDAEARILLGESANRAARTVEELDA
VAARLVALHDHLEGLRGTVMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTANPWAFALLSAANVVLALGLLALFRL
LRWL
>OLS44440.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB26
MPPLQLASLLIVLAALFGTINYFVLRLPQAIGILLVALIVSLAAMALDALVPGLGIGTGLRDLVLGIDFSDALLEGMLGL
LLFAGALHVKVEDLRAQALSVFVMATIGVALSVAVVGVGFSWLTGMPLLVALVFGAVVSPTDPVAVLGVLRAAKLSRSLE
TTIAGESLFNDGVAYVVFLILIGLAFPAAHATHGAAGDGNAVIAAAMLFLREAVGGALLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSDETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFDL
DGIETLVAAVALSLAARLVSVAVPVLLIGRRQGFERGTIPIMTWGGLKGGISVALALSLPDSDWKPLILTATYVIVVFSI
LVQGLSVGALARRFSREPKLV
>OLS44441.1 hypothetical protein BV509_08860 [Rhodovulum sulfidophilum]AB26
MTLSIRFDNSYARLPDRFFSRQAPEPVRAPRLLALNRPLAEALGLDPEALASPEGVETLAGNRLPEGAEPLAQAYAGHQF
GGFVPQLGDGRAILLGEVVAPDGTRHDLQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVATGEE
VIRETRLPGAVLTRVAASHVRVGTFQYFAVRKDTDALEALARHVMARHYPETETVLDMLGAVLAAQARLVARWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFLDGYHPDTVFSSIDQFGRYAYGRQADIAVWNLAQLATSLLPLIDPDRERAIEAATAAL
HGFPDLFKAAWLDVFRPKIGLGTAEDGDAELIHGLLDLMAAERADFTNTFRDLAEGLSPGRLRDCAGIEAWTGRWQARLD
REGTAASAAQTRMRAANPAYIPRNHRVEAAIAAARAGDLAPFERLHRVLAHPFDPQDEARAFRAPPAPGEEVRQTFCGT
>OLS44442.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB26
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGITAVAGNVPLALTQKNARMVCELAGRPDIRVFAGCDRPLAGALVTAE
HVHGKTGLDGPALPDPTMPLQDAHAVAFLIETLRAAPEGEVSLCPLGPLTNIATALREAPEIAPKIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAASIVFASGVPLTVMPLDVTHNALVTKPRNDAFRAVGTAAGEAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPGLFRGRHINVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDIDADAFFTLLTDRLGRL
>OLS44443.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB26
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPRTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGAEAGLFDFHSVADRVSDKMVARHPHVFGSEDRDKSAEQQTRDWETIKAAERAGKKARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEEAQELAEARDRLTEAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKARAGR
>OLS44444.1 agmatinase [Rhodovulum sulfidophilum]AB26
MALEDAKSEVDGAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAITGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDVPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILKAGAACIALGGDHSVSLALLRAHAAKHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHEHGPAATAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>OLS44445.1 hypothetical protein BV509_08890 [Rhodovulum sulfidophilum]AB26
MKILPLVLLVLGLAAAGGAVWFRTVPDDPETWHVDPLTAAKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAVALAQ
PRTSRLAGAPGAFFMTYVQRSALWGFPDYISVRILPVEGGATWAAFSRSRYGHSDLGVNAKRLADWQAALEARLAPPAS
>OLS44446.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB26
MVPLDKLEQISRRFGYLEARLAEGASGDFAQVGREYAELKPVVAEIEAYRGLLSDIDTAEAMLKDPEMRALAEEELPDLR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETKGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAGDIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGLVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAAARKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LDQILAGDLDEVIDALIADDQATMLAEMEG
>OLS44447.1 protein-(glutamine-N5) methyltransferase, release factor-specific [Rhodovulum sulfidophilum]AB26
MTAPTGSVLLAGAVARLRAAGIPDPQRDARRLLAHALEIAPGRLTLVLPELVSPAAEARFAAALDRRAAREPVSHIVGLR
GFWGRDFRVSRDVLDPRPETETLIEAALSAPFSNVLDLGTGSGCILLTLLLDRPGTAGTGTDISAPALAVARENADRLGC
DGARFVLSDWDAAVEGRFDLVVSNPPYIAEAEMPGLAPDLAFESRGALTDGGDGLSAYRAIARAAPARLTPGGRLLVEIG
PTQARAVSAIFAGAGLETVAIRPDLDDRDRVVEARVAAPGT
>OLS44448.1 hypothetical protein BV509_08905 [Rhodovulum sulfidophilum]AB26
MRPSKSRSRSKSNRSRSIGNIVNRVFDSSGPEGKVRGTPQQIIDKYNQLARDAHLGNDRVAAENFQQHAEHYARLLGEAQ
REQDARREQQDAQQPRPRERDDMQEASQGNDEPEEFAPAPKVASDSGTDVIDIVGDDDGQESTLVETPEEKPAPKPRRPR
KPRAVKPRGDEAGGAAERGESAQGDSGQGDSGQGDDQPDAPKSGTGKRRGGTAANDGQPSANPQREAPAAE
>OLS44449.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase [Rhodovulum sulfidophilum]AB26
MSTIDGLPPLREVIAAHGLSAKKALGQNFLLDLNLTAKIARVAGDLAGADVLEVGPGPGGLTRGLLAEGARRVLAVEKDT
RCLAALAEIAAAYPGRLEVVNGDALALDPLAHLTPPVKIVANLPYNVGTELLVRWLTPATWPPVWSSLTLMFQKEVAERI
VAEPGSKAYGRLAILAQWRTDVRIALKLPPEAFTPPPKVASAVVHLTALPAPRFEADPAVLERVVAAAFGQRRKMLRASL
KGLAPGIEDLLHSVGIAPTDRAEQLPLEAFCALARAVAGARG
>OLS44450.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB26
MTGLPIALSCGEPAGIGPEIAARAWQSLGARLPFFWIGDPRHLREGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAGVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEFLAHLAGVDRVVMMLAAPALKVVPVTIH
IPLAEVPQALTAELLENSLRVTEAALIRDFGIDSPRLAVAGLNPHAGEGGAMGGEELALIGPVLDRLRAEGMRIAGPLSA
DTMFHPQARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGSGQADPSSLIAALKLAREMAL
ARAAGRR
>OLS44451.1 hypothetical protein BV509_08920 [Rhodovulum sulfidophilum]AB26
MIGRVGLAAAAVAILVLSGADGSMAQQGGPFAPRLFVNDKAITNYEMDQRIQFLRLLGNPPDIEKVALDGLIDDRLRLDE
AERLGITVSDEQLKEGMEEFAARGDLDVDQFVVLIGQAGVSEESFRDFVKSGLAWREVVRAKYGPRTQVTDAEIDRAVQS
AAGGGPAATAGTQVLLSEIVLRADTPDYRRDALALARQLSGSIDSADAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPSV
AGQVLALGPGKVSEPIEMDNAIVLFQLRSIREDRAEGPKTAAVDYAKFIIPGGTLAQAMKVRMRADTCDDLYGVARGLPP
ERLVRETRQVADLPPDVAQELAKLDDNEVSYALGNARAAVVLMLCGRTPDLGEDGAIDREAVRRQLFGQRLAGYADSYLA
ELKADAIIREP
>OLS44452.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB26
MTLHLYIARKFTLYLLAILGIFGAIMVLIDMVEELRDFDTGTLGIGGALHLSLLKVPGDLYTILPLIAVMATVALFLALA
RSSELVVARASGRSALRSLTAPVVVALVYGVIAVAIFNPIIAATSRQYDSVSSRYKGREASVLSVSSEGLWLRQGSLSGQ
TVIRAARADAQATRFYDVTFLSLDAKGAPVWRIEAAEARLRPQGWDIRDAKRWGFGPEIDNPEARAAVSPQLVLPSDLTL
ENIRDSFARPAAVAIWDLPAFISGLDRAGFSALPQRVWFQMELAMPLVMAAMVLLGAAFTMRHVRFGRTGMMAMLALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPLAGILLSLGLLLHLEDG
>OLS44453.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB26
MSTPVAIAFAETDLEAVAGAAGRIAVLVDAEGKLDPGARRVNRLTKGALARFTDSEAFAGMKPAEIVTLAWPAGLAAEAV
DVVRLDRKASQADARRAGAELAKRQGKADVLLLAGSHPRAADIAFGFALRAYSFDAHRTAEPVVPGAVKVMVAKPEETAA
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEIIEEDELKALGLRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPAQGMEEMTMDMGGAAVVAGVMRTLALRKAKANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYTQDRFKPAGVIDLATLTGAIIVALGTANAGVYSNDDGFCADFLKAAAAEGE
GAWRMPLGESYDKLIKSRLADIKNSAGRSAGSITAAQFLQRFVAAGTPWIHLDIAGVAMVQEETALAPKGATGWGVLALD
RLVADRFEK
>OLS44454.1 hypothetical protein BV509_08945 [Rhodovulum sulfidophilum]AB26
MIIPATRYRDPEAALLFLVGVLGLEEQAVYRDDEGNLIHAELRLGDGLMMFGPAGRGGLDPHLADPGEIGGRETTTIYAV
VPDATDLHGRAVEAGARIVMPLAEQSHGGTSFSVADPEGHIWTFGTYNPLARR
>OLS44455.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB26
MGQALFYHLTRGPLEDTLPVLLDKAMTHGMRVAVRGTDRDRLAWLDDRLWLGDGFLPHGMAGTGFDADQPVLLTAEAALP
NGARCLMAIDGAEVTPDETRALDRVCILFDGTDPAAVERARGQWRLISGAGLAAQYWSEDSGRWQKKAESGG
>OLS44456.1 hypothetical protein BV509_08960 [Rhodovulum sulfidophilum]AB26
MTDPTQGPGPDSDRIAEIAANQPPFARLLGLTVVSAAPDRVLAELLVTEDLTNRNGTLHGGAIMAVADNLGGTATFLNLD
LEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>OLS44457.1 aspartyl protease [Rhodovulum sulfidophilum]AB26
MTGDDFGRLIYLVLLATVIAGYFLLSHRRRLGQVAQQAAIWGLIFIGVIAGFGLWSDIRNDVAPRQTVFADENRIEVPRA
PDGHYYMTLRINDVPIRFVVDTGATDVVLTRDDAEKVGIDPQSLQFFGEAHTANGAVRTAPVRLDVVELGPVTDRNLRAF
VNSGEMRESLLGMAYLNRFERIEVVRDRMILTR
>OLS44458.1 MarC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDLGFHVSAFITLFVIVDPIGLAPVFVALTQGMGTRQRRAIGLRAAAIAVGLLTLFGIFGEKVLAFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAMATMILLNGQIDRAPLDMLLIHLSMIAVIGICVALF
LAASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPA
>OLS44459.1 glycosyl transferase family 1 [Rhodovulum sulfidophilum]AB26
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGEIAFPRHARIGGVAQEVPSSETSL
LDTVLAADTERASLMAEAETATDPHRIAEIQTRLADIDAWSAEARASSILRGLGFTEAQQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLESYLARYPHTVILISHDRGLLNRAVGHILHLENRKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMTPIAAPEDLARVVFTFPQPDELSPPIVALEGTSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDKLSGRMTTANRLRIGYFAQHQVDELHLDETPLDHLRRERP
DEAPAKLRARLAGFGLGADQAETEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVQGGRVTPYEDDLDAYRRMLLGTDLPEKVAGTDRPARPEAPRRASRDEILALRAEVRKCEQRVE
KLDEMRSRLQEKLADPELYDPARADERILWQKKFAEAEEAMERAEALWMAALEKLDTAEA
>OLS44460.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB26
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGLQFRHFPEFIRVVVSSSESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWMVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLNAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGALTGVVIFGGIRSIASVAERVVPIMAGVYLLVAAYVLVVHAAEIPGLLALIVKS
AFGVDQAVGGFAGGFAAAALNGVKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQSLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAFGPPFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTKDYFEQRKTRAEPYFRLSKHPEIDPKGIDRTIWNEDVAAERG
A
>OLS44461.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB26
MAIQRTFSIIKPDATRRNLTGAINAKLEAAGLRIVAQKRIHLTKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDGADTAKEEIAYFFSGLELVG
>OLS44462.1 hypothetical protein BV509_08990 [Rhodovulum sulfidophilum]AB26
MKYFWDDWMPKLSSKQRLLTDVETDGESTTTPFSDALGFKCLSEDNTSKTELMTNNPTPLSRQMNWPLLGGMGEGHVELK
TADPTPLSSRMGWPLLSKRAHYAVAEK
>OLS44463.1 light-harvesting protein B-800/850 subunit beta [Rhodovulum sulfidophilum]AB26
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>OLS44464.1 light-harvesting protein [Rhodovulum sulfidophilum]AB26
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYAGSFEAASLVTNATTLLS
>OLS44465.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MNRLSKMAVNRIATVGPRFLPFADAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLL
FAPFRALIGFKSDTHRSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAISFLLVGAGVHTV
QTVGLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRTR
ARPRPESEPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTASVAGGTLVGFAWA
SRVLSRGYDPMAMAGWGALVGLPAFAAITFSATLQSEPIFVLGTMLAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGA
VQATSAGAGIALGGVFRDAVLHSPIGDMFGAATPYFFVYAIELALLVATIVVGYRLMLSRAFGIENAPD
>OLS44466.1 hypothetical protein BV509_09010 [Rhodovulum sulfidophilum]AB26
MIDSRCIPSFAVLTAILLSVAPRPAAATQAVLSAPGAPDAVRQALENSALSLQAASEPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVATGRPFAFSEAQIDPLAPGTDLPEGFAPGRPAEAGTIRAAAE
AGVDGWRTAGHAKARVAGQSLIANHPGATLAARVRLDPGPAVRFGDLVIASGSRVREERLRAIAGLPMGEPFDPEALDRS
AERLRRTGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRLGFGIELSSLEGATVSGYWMHRNLLGGAERLRFDFEIAGI
GGQEGGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARVGGGLTRIFTPHLSGEAGVLLRYSDVSDDLGD
RQLTHLTLPVSLTWDRRDDALDAHDGFYLDGSVTPLLAVGGAAESGALVKADARIYQPLGSRVVLAGRAQIGSVVGASSD
GVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFVGLSGEARIGVTRAIQMVAFYDAGFVGPDSWVSDGDWHSGA
GLGLRYDTGIGPIRFDIAAPVDGDTGDGVQFYIGIGQAF
>OLS44467.1 hypothetical protein BV509_09015 [Rhodovulum sulfidophilum]AB26
MRAFLGFLLLLLTALPLAAQEDDRGVLVRFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVEELSADEILLPRLPKGEGASVEQSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEAEMALDGALSL
AGGAGEADITATRSDADGAFALKAAYANDSQTLSLDLSLTEGAGGIVSSLAGLPGAPPLALTVEGDGPLSEFAADLALAT
EGEPRVAGRLTIAAPEDAPEARAFAATLAGDLGPLVAERLRPFFGDSSELAVEGTRGADRRLDISRLEVATGALQLGGTL
ALAPTGLPEKVDLSGRLSGPVVLPVSGLDTTVEGVSLEAKFDAATGEAWQADIALDGLTSGPLKLGHADLTGTGTIRPEA
PALDADIAFRATGLSHSDPALARALGATAEGRARLFWQAGTPLSLSDLAIAAGDARLTAKGTLGAAADGLPFDGEIGAAL
DDLSRFAALAGRALGGAARADLTGRYRLLDGIFDLTLAAETTDLKTGTPRLDPLLAGTGQVQVAAARGPEGTALKALQVE
TPGIRLEGKGDLSTASGGLTLTGQVPDLALVDPKLTGAGTLDTAFAWESGGRLRLDRFVARAAGAEIAAQGALTPGDPAL
PAEGKVTLNAPKLSVFSGLAGRRLSGSVDATLTGQGAVKGDFEAALSAEAQGLAIGMAQIDRLIGGKTTIEAEGARKGGA
ISVGRLDIATPRLTVKAEDSAGDGTLDLAARLSDLALLVEGFPGPVALKGTARPDGANWRLKLDATGPSGTTAAVAGTLA
RDASSADLSLKGRAPLSLANPFIEPRSLDGVAAYDLTLKGPPGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLGGRLGGGQVSVTGPIALSGAFPAELAIRLTQARLQDPALYETSVDGTVTVTGPLTGGARIAGRLDLGRTEITVPS
TGLGGGGELPDLVHRGAPAAVQATRVRAGLVETDSGGGGGRPYPLDLTVSAPSQVFVRGRGLDAELGGRLVLGGTTADVA
ATGQFQLIRGRLDILAQRFTLDEGQVTLSGPFDPQLHFVAATQSGDVTARILVDGRASSPDISFQSDPDLPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGRGGQGILGTLRSATGLDDLDVNSTEEGGTELSAGKYLSDNVYSQVIVNPDGESEI
NLNLDVSPYVTVKGHVGAEGDTGIGIFYERDY
>OLS44468.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB26
MSKIIPEFAAFEAGYEAGRAQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGES
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEDLPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPAEDRALEADLLCDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVLKDEKLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>OLS44469.1 hypothetical protein BV509_09025 [Rhodovulum sulfidophilum]AB26
MSKSKGKQFSKTLVWLMLIFVVLGLGGFGVSNFGGRVEAIGSVGDTKISTDTYARALQRELRARAAATGGQTMSIAEAQS
TGLVDAIRAQVISNAALDNEMARIGVSVGDDQVAREVMRIDAFKGPDGSFDREAYRYTLSQNGLTEAQFETSLRDEAARS
LLQTAVVAGLNPPETYVDTLYTFIAERRSVSLIHLTAEDLDAPVPDPTGDDLTAQYEATPAAYTAPMTRKITYAWLTPEM
MADRIEPDEELLHQLYQEHIDEFVQPEKRLVERLVFADMTEAQAAWDKIASGAESFDDAVAARGLSIDDIDLGDVSEVQI
GGAAGQAVFALTEPGLAGPVMSDLGPAIFRVNAILAKQEIPFEEARETLAPEAVHDRAVRMIADKMSDFDDLLAAGATLE
DLARETDMELGEIDYTANSDQGIAAYQDFREAANAAVEGDFPEVKELDDGGIFALRLDGETPPTLRPLDAVRDQVAEDWR
AAETARELAAKAEALKARVENGEDMAALGPEVTSESALSRGGLMPQPLSDALFALGAEGDTAVVPSGDEVWLIRLDAILP
PDGNDPGAEALRQSIASQASQGIAQDLYSSFAQAVITAAGLSLDQAAINAVHAQFR
>OLS44470.1 hypothetical protein BV509_09030 [Rhodovulum sulfidophilum]AB26
MPARQPPRGGTAATFAPPITEARRWLDGIEFPPDRPLLDVSQAAPMDPPPAALRQAIAEAALNDPGAHLYGPVLGMPELR
AEIADQWSSAYGGAIRPEQVAITQGCNQAFCAAVSAIAAAGDEVILPTPWYFNHKMWLDMAGVRAVPLSTGANLLPEVQR
AAALITPRTRAIVLVTPNNPTGLEYPAGLVAEVLALCRNHGIALILDETYRDFDGRDGAPHRLFADPDWGDTLIQLYSFS
KAYRLTGHRVGALVAAEPIVAEVGKFLDTVAICANQLGQRAALWGLCNLAAWKADERAEILARRTAVETGFAALPGWDLM
GAGAFFAWVRHPFAIDSTTLARRLVAEAGVLLPGAMFLPEADPGSRDQLRIAFANIGRQGLQTLFQRLAAFRP
>OLS44471.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MAPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGAWRAVVGITRGGMAPAMIVSRELDIRLVDTISVKSYNHQSQS
APVIIKMPDRDLVGDGTGVLIVDDLVDTGRTLEVVRATMPKAHVATVYAKPMGRPQVDTYITEVSQDTWIFFPWDMALQY
VKPYRAGE
>OLS44472.1 enoyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB26
MSTKLMEGKRGLIMGLANDKSIAWGIARQCADAGAELAFSYQGEALKKRVMPLAESLGSDMVLECDVASEESLDALFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARLMTEGGSALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQDEVGKSALYLLSDLGSA
VTGEVHHVDAGYHSVGMKAVDAPDIDAVTGRKDG
>OLS44473.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB26
MSDRDGLFAGDDPFAIARAWLAEAEKTEPNDPNAIALATVDAQGLPNVRMVLLKEIEDDAFLFYTNYESVKAGEIALTNK
AAFVLHWKSLRRQIRVRGVTEKEEGEKADAYYASRALQSRLGAWASQQSRPLASRRELMAEVALVTARRGVSPQRPPFWG
GFRLRPLEIEFWADGAFRLHDRFRWCRDTLDAEWKIARLYP
>OLS44474.1 cold-shock protein [Rhodovulum sulfidophilum]AB26
MDKDSDTALRVEGRVKWFDPSKGFGFVVSDEGGPDILLHANVLRNFGQNSVSDGAGIVLVVNRTARGLQATEVLKIEPPV
AAGAPALEDAMHLTAEQVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPDGAFAR
>OLS44475.1 hypothetical protein BV509_09055 [Rhodovulum sulfidophilum]AB26
MGKRARSGRGLRKIAVRAAAAGLLVWAVAGAARAADCAETRVDLRGDWGTARFTVEIADDEAERALGLMNRTHLAGSAGM
LFVYPDPQPVAFWMENTLIPLDMIFLDGAGRVKKVHADAVPLDRRPIDGGPGILAVLEINGGLAGRLGIAPGTELRHPAF
GPDAAWPCD
>OLS44476.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]AB26
MKIERKFTTEETGAYGALEFVSTTSEIRNPDGKVVFRLDEVEVPAGWSQVASDVIAQKYFRKAGVPARRTPVPEEGVPAF
LWRSVPDTDELEALPEDARFGGETSARQVFDRMAGAWTYWGWKGGYFTTEEDARAYYDEMRYMLATQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYKSGKLTKSGSAYEHPQPHACFIQSIKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHEKHLNA
IFDAIRVWDGNADAAFDPGRNDGLKAAIRAAKKAMLPEAYVKRVLDYARQGYSSIEFPTYDTDWDSEAYATVSGQNSNNS
VRVTDAFLKAVREDADWELVRRTDGTVAKTVKARELWSQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLTFWGDGAFQAEDYAHATRLWTLTLEISVMMAQFPSKEIARLSYDFRTLGLGYANIGGLLMTMGLG
YDSDEGRALCGALTAVLTGIAYATSAEIAGELGAFPGHKRNAASMLRVIRNHRNAAWGKAKGYDGLAVPPVPLDHANCPD
ERLVEMAMSAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGPAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNQWTLGEEFCTRVLGIPAAKMA
DPGFDLLRHLGFSRADIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIKMMAAAQSFISGAISK
TINMPNDASIEDCLSAYELSWSLGVKANALYRDGSKLSQPLASALVEDDEEAEEILATGTPAEKAQVIAEKIVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGIVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPTGAAFEELGSGHEEGKANVAPVSDSAASKSLEV
LKQISSTGYLRKRLPQELVVLQGGMGAVAFASSIDTAVALPAAGPASGAATALATGTVPMDARVKAKMQGYEGDPCGECG
NYTLVRNGTCMKCNTCGATSGCS
>OLS44477.1 integrase [Rhodovulum sulfidophilum]AB26
MKLKAATVEALQATDKRQEIPDDLCTGLYLVVQPTGKKSWQVRYRHGGVHRRMTLASFPTLTLAAARVRAREVMAAASEG
RDPAEEVKAAKAPKPEDDRDKIKTLIGQYHKRHLKGLKSGDVVRRELDRFVVAAWGERDIHRITKRDVIDLLDGIADSGR
VVTANRVRAYLNKFLNWAVERDILPLSPATGVKPVAKEASRDRVLTDDEIRWFWAACEAEGFPWGPLGKVLLLTGQRLNE
AAQITEGEIRGDLWHLTAERTKNGRAHDVPLTETVRAVLAGVERIEGKAGLIFTTTGKTPVSGFFKARAHLADTMAAIAE
KERGEPVEIPRWTFHDLRRTAATGMARLGIPVRVTEAVLNHVSGTGGGIVAVYQRHDYADEKRQALEAWARFVLSLVEGK
AENVVRLQHA
>OLS44478.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MERKLIPSATVRDLCGGISDMSLWRWLNDPELNFPRPIYIARRRYWREAEVLAWIDAREVAA
>OLS44479.1 hypothetical protein BV509_09080 [Rhodovulum sulfidophilum]AB26
MIRPHQLRAFEATQDMLQDLRGLLTSLDLVQDQLYALEPDHIAQAIRSLIRMADSKLGEIEKAREKEFVAQGGISGALTE
AEVREAAGEFADDVLRRRAELDAARTRREGL
>OLS44480.1 hypothetical protein BV509_09085 [Rhodovulum sulfidophilum]AB26
MFSAADLDLEDLFQLKPKGFYRVENRDGRTTIIVHRPGEPVEIIGCLSLGHANQVRQRLTDEGLTGFVEGAR
>OLS44481.1 hypothetical protein BV509_09095 [Rhodovulum sulfidophilum]AB26
MDLASLIAPTKAHARVDTDDEDATIELMLAAAAGDVLAAAEVAEPADAADLPTDLRFAICDQAAMLFDARGGDTERPVGL
SLAAARIVARHRGVRVCLPTSE
>OLS44482.1 endonuclease [Rhodovulum sulfidophilum]AB26
MDEWKRHSRHVTRTRRWKVLRHQILERDGWACAECGKRGRLEVHHVKPVRTHPELSFAPGNLKSLCPSCHTRHTRRECGI
PDPDPARVAWRQAVSEMETPTEQKEIPCSLP
>OLS44483.1 major capsid protein [Rhodovulum sulfidophilum]AB26
MLTSVTIARRQSEIRQRLSELVGKDAPSEDETRQMDQLDGEYRQNETRYRAALIAEDTERREAGADLETRSGREWNDLVA
GFQMRQVIGALNEGRALDGKTAEVVAELRSAGGYRGVPVPLLALEARAGETVSAGTPDPVQTRPIIDRLFPASVAARMGA
QMIAIGSGAVEWPVATSAVTAGWADGETGTVADPTPYTTTDKALKPEHNLGVQMRITRKALLQSGDALEAAIRRDMNGAM
AAELDRAIFLGTGAAGQPLGVITGAATYGVTVTPVDAAASWATYRGAVVRFMARNAASTPADVRALIRPEVWDFMEDQLT
ATAAPKFEFDRMAEKMGGIAMSSTALEAPTGTPAACTSLLTTSAGGVAPVFVGMWGAVDLIRDPFSDAASGGLRLTALTT
MDITVARGAQLEILTGVQVA
>OLS44484.1 hypothetical protein BV509_09120 [Rhodovulum sulfidophilum]AB26
MLWGASLGALEIRQEGGATRLSARFPYGAATELAPGRHEIIAPRAFANRIEQRGEIHLLAQHDYARPLASTAAGTLSLRS
TDLAVEIEATVDGGTSWARDFLAAHAAGLIRGLSPGFRVAAGGERIEQRGGGLLRTITRADLFEVSAVTVPAYPQAQIEA
RSWEMHQDRQPFRGAVHHLNRWRL
>OLS44485.1 hypothetical protein BV509_09125 [Rhodovulum sulfidophilum]AB26
MGLMSLFRRKPMETRATGTGYTALVMASRASFIAGTAGLGELTAAVQTAVGLWEAGMSLADVTGTDMLDRQTMALCARAL
ALRGEALFLIRDRLVPAIDWDLSTRDGQPRAYRVQVPEVGGNRGETVLAPEVLHFRIGCDPVTPWAGSPPLKRAQISAEL
LGEVETALRDVFRDAPLGSQIVPVPEGSADDMEALRAGFRGKRGAALVIEGVAQSTAAGMNPNIGKSPDQLSPDLARTLA
DKMLTEAKGAILGVYGVLPGLTNPATTGPLVREAQRHLAQLVLQPVANLMAEEASRKLGGAVSIDVVRPMQAFDHGGKAR
ALGAMLQAMAAAKEAGLDDATVTDALKFIDWAE
>OLS44486.1 hypothetical protein BV509_09130 [Rhodovulum sulfidophilum]AB26
MLMLTPEAMEMHRALKRRERDARRGKMAAVRVDRLTDAMAAQMRAAFTEGHAASLFAFEGPFRHAIRSGLCLQGWKWAAA
DEMAAAMVAEALRKAGAKRPSWNEGQPEWTIESGTLIERTRCQRCHKPLPEDHHKFCSDLCRTSHHAALWRLREADGESA
VTMAVRSNL
>OLS44487.1 hypothetical protein BV509_09135 [Rhodovulum sulfidophilum]AB26
MTRRCERCGAPIPGHKRADAVYCSKTCKNTDYGEILAAGRIDDKRDRAPCLHCGAPIPPEAPANRRFCSITCQRLARRVR
DKAARVQTCPVCGKTFNASIPDQTCCSHACAAVYRREAGPRPCQCCGKEIPAPLPEQKWCSSRCRERAWKIRRRKG
>OLS44488.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB26
MDDPSAPKPFAPEPFAPEPGRAERLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVTVIDPGPASRPHLAALLAALAPGER
VSRIIVTHSHLDHSALSRPLAEATGAPVLAFGDSRAGRRADLAALDGLGGGEGVDAGFAPDETLADGARIEGEGWTLTAL
HTPGHMGNHLCFAWSGLGPDAGALFTGDHVMGWASSMVSPPDGDLGAFMASLDRLAARPEQRLFPAHGAPVPDGPGRIAA
LAAHRRARAARLLDVLSRGPATPAALARAIYTDTPPALLPAATRNVLAHLIDLADHSLAAPDGPLAAEALWRRV
>OLS44489.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MVDRWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTRALVLELAYLTRIVDAAPDLAEARTEAGAV
ARPLGLGLTLPAEAPQDESRRFYDLSGETVTETLRRGLPGFTGIDLATDTSRVWVGIETGKGPMEVSFNRGRVSASNPHQ
LLVLMVFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPSGATEVRAAGRAFLDMRARIERQIEQRTLMLSG
VSHDLRTPLTRLKLELSMAEDTPETRAMLRDINDMGRMIDTFLDFSRADALDDPEEVDPAALLDRVAQRAGAAEGTVELG
ALPRGQRASLRPMAVERALQNLIDNGLRHGSRVAVSLYLRPGALVFTVEDDGPGIPEDQRELAMQPFQRLDESRNQNRGS
GAGLGLAIAADIARGHGGALHLGTSARLGGLRADLVLAR
>OLS44490.1 DNA alkylation response protein [Rhodovulum sulfidophilum]AB26
MPILPPPASSVPVEVRNQPPDRGDVDLWASDSALREAAARAGAPDAPLAAYGRDMGRAEMRAAGRAANRTVPHLVPVDSA
GQRLGEVRFDPGWHCLMRTSIAAGYAALPWEGGPGGHAAHAAMVYMAAQVEPGHCCPLTMTYAAHPALAASDALAAAWQP
LLVSRRYDPAPLPLAEKQGATLGMALTETQGGSDLRATATRAEPDGEAWRLTGHKWFCSAPMSDGFLTLAQAPGGLTCFL
VPRWLPGGSNPIRLLRLKDKLGNRSNASTEIEYDRALAWQLGELGDGIRTILTMVHHTRLDTALAPAGLMRAALSEAHHW
VAHRTAFQKRLIDQPLMRAVLADLALDVEGAVALGLRVAAAVDRAEDGEAEAALARIGVALAKFQTNKQAAPMIAEAMEV
LGGNGYIEDSPLPMLYREAPLNGIWEGSANVICLDILRTLAREPLAAEALAAELHAAAGADRLYDAELRAHAARWPGLPN
EAEARWYAEQTALLLTASVLLRGAPDAVAEAFVATRLGARRGRAAGAFGRRESGALLDRLGPSADA
>OLS44491.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB26
MQKITVETTPIEGQKPGTSGLRKKTPVFMGPHYLENFVQSIFTAIGGVSGKTLVLGGDGRYFNDRAAQVILRMAAAGGAA
RIVVGQGALLSTPAASNLIRKRGTDGGIILSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATRTITSYDILEAQD
LDLSAPGEFTLGKTVVEVVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYAKAILEGALGAPEGSVINAV
PSPDFGGGHPDPNPIWAKPLVDLVMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANAALAPGYAGGLSGVAR
SMPTSRAVDRVAEALGIDCYETPTGWKFFGNLLDDGRATLCGEESAGTGSDHVREKDGLWAVLLWLNVLAGTGLSVADTM
RAHWRAYGRNYYTRHDYEAVDQDKAEAMLDALRGRLATLPGQSFSGRRIEMADEFAYDDPVDGARSTGQGIRIHFEGGAR
IVYRLSGTGTVGATLRVYLEDYVNDPARLELPVEEVLADVIAAADEIAGIRARTGRSAPDVRT
>OLS44492.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB26
MPRYALKIEYDGTPFSGWQRQADRASVQGAVEAALARLEQDVPSIAAAGRTDAGVHALGQVAHCDLAKDWDPFRLSEALN
HHLKPAPVAVVACARVPEEFHARFSAVERRYLFRLVSRRAPLVHDRGHVWRVGHDLDLAPMQAAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEDMPYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWPPEGVKAALEARDRAACGPVCPPD
GLYLAGVGYPTDPFARD
>OLS44493.1 hypothetical protein BV509_09170 [Rhodovulum sulfidophilum]AB26
MRIGDLADGMTRGVEGIAASVSETFMEPVVRLGVTGLSRAGKTVFITSLVSNLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPHWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAADTLGRLDQRPGSEGFVAALGGADPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLMGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGAETAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQTALYPGELPEDPALLLEPARDGAEDWLDGDYQVMHFAPARLTLKPGEGPPHIRLDKAAEFLLGDRLR
>OLS44494.1 TIGR01620 family protein [Rhodovulum sulfidophilum]AB26
MTRRPVVFDLEDEEATPARPARRPDPQPEAFSGPPPQDPPVSPATAPPVPDEDEDPAPEGRAMQTVAALAARRPSRLARF
FWSSFVALLGFVISVAAWNFVFGLFERNQILGTIALTLVGLVALAVLLIALREMAAFARLRRLDTLHHEAEAAIGANDVK
AARALVDRLTGFYAAREDTRWGRARLAERRDEIFDADGLMGLAERELLLPLDAAATREIEAAARQVATITAIVPLALADL
LTALTANLRMIRRVAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRPDS
>OLS44495.1 hypothetical protein BV509_09180 [Rhodovulum sulfidophilum]AB26
MTHAFPAALLGAACLLAGQSATASTVYGIDFPAGDISFADRVVSFTPGFGFGGGVAPCTDASNALGVASAGPDSYLGECN
GYVSLGEGGSLVLGFDDNLLVPSGDAAPDLQVFAGGDHDEHFLVLIGLAGKLDDWFALTGAEGSIFLGGSTGIDIDAAAG
VMPGMAFSRVMIVDLPRYCNTATGVMEWSVGEACGLDIRHLPYDGPWAGVDIYGLGAISTVPAPIPLPAAGLMLATALGG
LAALRRRSRG
>OLS44496.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MCADTPDYKDTVFLPETDFPMRAGLPAREPAWLERWERIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHALNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWIDVQREEFKRLGVTGNWADPY
LTMNFHAEAVIAEEFMKFLMNGCLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEVTATPEECWAKVGDRFILADALAESVLGAARLTPDMWTRVGDVSADALGALTLAHPF
RGVEGGAGEWDFDVPVLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFGLPMTYNVLEDGSFRPDLPLFGGAVIIRPDGK
EGDANRRVIDTLVERGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMGTYGDTIRQRALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGAKPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGN
DYNADHYTQVFDVLDVWFDSGSTHAFVLRDRADGTADGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAETVA
PADMPELERWVLHRLAELDERVRAGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADSATRRAARTVLDLLFQ
RLTTWLAPILVFTMEDVWLSRFPGDEGSVHLQDIPETPADWRDEALAAKWAGIRQVRRVVTAALEIQRQDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAALG
>OLS44497.1 hypothetical protein BV509_09190 [Rhodovulum sulfidophilum]AB26
MTAPIAGDFSAWGVAAARKALHIDSRQQGPAASGQAQSATDILSQIDKDKDGGLSYGEVASTGLANLIDANAKSDVDTNG
DGLLSLSQPEKRREDLGTPGATENLVKSMMELDTEAAKSPEEAAGSYDLTGNSQPSTRDSALSRIADFLDPDNRAVSVGD
EDKAAARSDIAANRQTPPPDSATGLLQSEFQTDSSFDRSVFKDQLALQTGVATFQNTKALFSGAAA
>OLS44498.1 hypothetical protein BV509_09195 [Rhodovulum sulfidophilum]AB26
MNISMTSSALTGLGAARQAPPPPPPPQESSTASAKTEEETLLKLLEAQESDESDESESSLVLTTTDDTSESDSGTATSAA
LTLLQDAADLAADTPPPPPSQTESIVQGVLSSLSDTGSSADQASTQAEALYTAMQRMLTEKVA
>OLS44499.1 recombinase XerC [Rhodovulum sulfidophilum]AB26
MSLALSPALRDALEAWLAEERAIDGASEATIRAYATDLRGFLAFLAEYDGEPAGPARLARIELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGRREGFEPTAVLSVRAPKFTRKLPRPLPEDAARAVIADLGDTPEVPWIAARDAAVATLLYGSG
LRISEALGLRGRDAPLPDVLRIRGKGGKERLVPVLPVAREAVAAYLDLCPFDLVPDGPLFRGARGGALNPRMVARAMEGA
RARLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTARLLDVYDAAHPKA
>OLS44500.1 recombinase XerC [Rhodovulum sulfidophilum]AB26
MSSTAAIADDLRARIINEPKVILDDPDVMRALVAANDKMMGANIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLGLLDDDLAAILRVDCVRLVLETDGDRAETALAAPGGAVRVMTAGFARSYAGNGTSRPPRR
IVLRRTGPHCESIYGSRAAELRSEALLTLDLGEARLPALLALGSADPQQFTPNQGTDLMEFFADAVERVLRRWLA
>OLS44501.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB26
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLILKSGRDILEVTKEICDLVDGPVSAEVVATGADAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDYKTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWKKTGQKIL
>OLS44502.1 primosomal protein N' [Rhodovulum sulfidophilum]AB26
MREVFPEGARVGVLTAQPLGRVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGGFDAAKLRRVGRVLDAQPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTPPRARVLEVLEAFGGLSFTLSELAAEAGVSA
GVVKGLVPSGAVLEEDLPRDRPYPRLDPARPGKALAEDQAAAAQALCAGIASGGYGTTLLKGVTGSGKTEVYLEAVAACL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGAAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLAARFGTATLPEMAAIDMRAEDTAPG
RWISPALEAEVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCDHCDARMVEHRFQQRLVCHQCGETKPIPETCPSCG
VAGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEAKPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAIAEWVAPVKLPPNLRLA
VDIDPQSFM
>OLS44503.1 lipocalin [Rhodovulum sulfidophilum]AB26
MDIVQLVERIGEGPTAALFGLIAGGIFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRMLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAGLWVTAG
GRNSDLLGGLGLPRESGLGLGLMIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPAVLQFDIGLVPGVFLGAFAAAWVGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLIDQPHGAARPV
>OLS44504.1 hypothetical protein BV509_09225 [Rhodovulum sulfidophilum]AB26
MTLRFSPLRLDAAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
LFMREQVLGVVSLLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAAALL
AYGLLVVTWKTFDLSYNFVYLASGGFTALVALFCLLAYPQFEAPNPQVKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVNEVTALFLINFLANMAFAPLMGKAVARWGERSALVFEYAGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAATSLVLALMIPRHPSPGH
ETIFARLAPAAAE
>OLS44505.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTLEQIRIFLAVAERQHVTRAAEALNLTQSAVSSAVAALEARHRVRLFDRVGRRIALTEAGRRFMDTARALLAESEAAEL
MLADLGQTMQGRLRIWASQTVGSYWLPPRLAALHETHPGVAISLKIGNSAQVARAVAEGTADLGFVEGEVDAPDLLTRVV
DRDALALVTRKGHRLATGPAPDRAAYLAQDWVVREPGSGTRAVFEDHLAAMGLRLADLSLAMELPSNEAILAVVAESDYA
SFLSAGALAAHVPAGISFREVDWTARPERAFSVLIHPRRYRSRAVEALLTRIGDDR
>OLS44506.1 hypothetical protein BV509_09235 [Rhodovulum sulfidophilum]AB26
MTDTPLDSAPRGLARIDRAGLLPGLALTGGLALVALGLHRALGIPALSPLVLAMVMGMAIRNGIGPVPLAAPGIAFSLKR
LLRLAIVLLGVQLTLGQLAAVGPVGLGIVAVTLCSTFLFTKAMARLLGVERRLGELIAAGTSVCGASAVLACNTVTRGSD
EDVAYAIACVTVFGSAAMLSFPLIGTALHLTPQAYGLWAGASIHEVAQVVGASFALGDAAGQAGTVAKLSRVILLAPLIL
ALARVGRWRGHAPADGAAPMPWFVVGFLAMVGVNSVLDLPEAAQHGLALTASFLLTVALAAMGLETDIRKLRQKGLLPLL
LGAAASVFVAGLALALVVLL
>OLS44507.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]AB26
MFSLLGRKTDMVREDEALKGRPEPIATAETHHVFGRPLQAPVPEGMQEIVFGMGCFWGVERLFWKLPGVWITAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEISLDRLLRTFWEGHDPTQGMRQGNDRGTQYRSAIYVYTPDQKAAAEASLAAY
QARLKAAGHRAITTEIREAPPFFYAEGYHQQYLSKNPGGYCGLGGTGVSCPGGTGA
>OLS44508.1 hypothetical protein BV509_09245 [Rhodovulum sulfidophilum]AB26
MGTRIHITGASGAGCSTLGRVLATRLASQVFDSDDFYWRPSDPPFAAKRSQAERVALMQALFVPRSDWILTGSLGGWGDA
LIPRFTHVVFLTVSPALRLARLRRRERQRHGAAIQPGGAMAHAYRAFIDYAMGYDSPDFTGRSRVKHELWLEELPCPVIR
LDSSVAPDLLADRVIEALDQTVDAA
>OLS44509.1 ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB26
MPTYSALTTLTAKAAADALAEAIESRMDPEPIGVGVFEIEDGSGLWELGAFFTEAPDEAGLALLAMVHGARPFTVSEVPE
TDWVAKVRRDLAPVQAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGLAPGAVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAEANVAANGLAGRIRCIEAAGFEHPELAAAAPYGLIFANILKAPLIALAPDIA
AQLAPGGIAILSGLLNEQAEEVAAAYAASGLELEGAEQIGDWTTLCVLKRRA
>OLS44510.1 hypothetical protein BV509_09255 [Rhodovulum sulfidophilum]AB26
MQDPQYRDFQNRLQRVAEMQRSGRAFETADTSRMAAPRRPRHALNLPLWRSLGVMAATVTLVKVGILVQIGAPAYAERLA
LAESRTPVERAAAAVMQIDPATGWVARGVSALLGRGR
>OLS44511.1 hypothetical protein BV509_09260 [Rhodovulum sulfidophilum]AB26
MAMFELSHPQPAGLLATAPRLGFVTTLVARVQAWDELRRTRKALSQLSDRELDDIGLCRGDIDTLLR
>OLS44512.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB26
MRVLGIDPGLRNTGWGVIDQRGSRLGHIANGICHSSGETLAERLLSLHIQLTEIVARYAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGADAADALAIALCHAHHLAGGARLA
AALARAGA
>OLS44513.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB26
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGPGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKDKAPAVMALGGRLAPEPAAGAVIEPGPAAPA
PATRPQAPVSTSVSAQADALSALGNLGYAPSEAAQAVARAAGETPGADTKTLIRAALKLLAPKAD
>OLS44514.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB26
MTEPDPMLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEILYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLLGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLRLIAENYGGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWTHLGLAAPRPAGQTAQTDLFDEGA
>OLS44515.1 hypothetical protein BV509_09280 [Rhodovulum sulfidophilum]AB26
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLATFKGACEAVVSLAGHQLTETDPDLGSNLIVFFFENWLELVR
VPHLDRLVPDLVRRVGRLQAAGANQYRFFRFDEDGAIRAAFVFVRMDADLARVPAESIALNQMVQTILLWSDTAFAERSP
LARMPGGTLVLRPEIAAVIRAGYDPAMPTVARDASHALRLAARIGRTLGQTLGQTLAQDT
>OLS44516.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB26
MTHRFAVRVYYEDTDLAGIVYYANYLKFIERGRSEWVRGIGLDQVRLKAETGIVFAVRRVEADYLSPARFDDLLTVETDL
VRATAARLVLDQAVLRGDTRLFEARVTLAALGPEGRPARLPAEFRRSLETG
>OLS44517.1 protein TolQ [Rhodovulum sulfidophilum]AB26
MDTDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIIQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>OLS44518.1 protein TolR [Rhodovulum sulfidophilum]AB26
MGGSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPMLTAGVPVELPKTAASALPSEQEAPLTVTL
TADGKIVLQETEVASDALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNSAGFRNIGLVTDTGGPTLDGRSE
>OLS44519.1 hypothetical protein BV509_09300 [Rhodovulum sulfidophilum]AB26
MNTGTYISGGAHLGLIAWVMLSGLFDAPPPKPMEVTDVTILSGDEFAALTAPAAAPTPSQEVDAPEAPSLPRSPRPAPAP
EARPQRPQPPPPQAAAEPDTAPEALEPPAEADVAETVTAPEAPEIPEAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVVA
EQPSEATRPDPAAERPAPEADEAAPEEAATQTVTEAEERPETGLAMASSPRPRNRPNRPAAPPRETPPPAETAAAPQAPA
EPDAPAETASEEDSLADAVAGAVADALSEPAAAPEGTGGAGRAASGPPLTAGERDALRVSVSRCWNVGSLSTEAMQTSVV
LGVDMEETGKPNIGSIRMISWTGGSESAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>OLS44520.1 peptidoglycan-associated lipoprotein [Rhodovulum sulfidophilum]AB26
MTRITTSILLMTALAVSACSNADRFGSASGAGGAGGAYGANGSPSDPTSVAYFNQTIGDRVLFLVDQSTLSPDATVTLDG
QANWMNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPIAICSEESCYAKNRRAV
TVLAAGAGF
>OLS44521.1 cell division protein FtsH [Rhodovulum sulfidophilum]AB26
MGNARQIAFWVVLFLLILALFNLFSGGQGTMSSHTISYSEFLRNVDAGEVSSVTLDGERAVIRESDGSTVTAIVPRGTDV
TEQLLAKNVDVRAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKEELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDDELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYQTA
KRILTEKREDLERLAQGLLEYETLTGSEIAKVIAGEPLNRGDDDTPSSTGGDTPSVTAIPKTKPRPKSGFEPEPQA
>OLS44522.1 trans-aconitate methyltransferase [Rhodovulum sulfidophilum]AB26
MSPHGFEDWNPGTYARFRGLRLRPALDLLAQVPELPEGGVVDLGCGNGAVAGALRMRFPRATLTGVDSSPAMLDEARVPG
LYDRLIEADAATWTPEAPVALIFSNALCHWLPDHAGLFARLAGALGPGGTLAVQMPRQFAAPSHALMREIAARCFPDRFD
FSGWVPPVAEAAAYARILAPLGTVSAWETSYVQRLDPAADGHPVRRFTEATALRPFAAKLDGEDLAAFLTEYETALDLAY
PAAPDGSVLFPFTRVFFTLTV
>OLS44523.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB26
MAPKTDIEIARTAEKRPIQEIGAKLGIPPEALLPYGHDKAKVTAEFIAGLEDRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLARLGHKTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITAAHNLLAAMIDNHIYWGNALGIDQ
RRVTWRRVMDMNDRALRDIVCSLGGPSNGYPRETGFDITVASEVMAILCLATDLADLQRRLGEIIIGYTRDRTPVHAREL
KADGAMTVLLRDAIQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPAAVVVVATVKALKMNGGVAKDDLKAENVAAVRAGCANLGRHIENVRSFGVPTVVAINHFAGDTEAEIAAVQDYVRG
QGTEAILCRHWAEGGAGIEPLARKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFSTDPELIGAPEGFDVPVREVRLAAGAGFVVAICGRIMTMPGLPPEPAAHSIGLNAEGQIEGLF
>OLS44524.1 chorismate mutase [Rhodovulum sulfidophilum]AB26
MIPPQTCRSMDELRPQIDALDARLVGLLAERARYIDRAAELKAAAGLPARIDDRVEEVVANVRARAGAEGLDPDLVETLW
RTLIEWSIGREERALGAKEVRG
>OLS44525.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase [Rhodovulum sulfidophilum]AB26
MTATRIDGKAFAAGIREKVAAHVARLKADHGLTPGLAVVLVGEDPASQVYVRNKGEQTREAGMASFEHRLSADTSEPDLL
ALIDRLNADPSVNGILVQLPLPAHIGEAKVINAIDPAKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLADSCTVTVAHSRTRDLPEVCRGADILVAAVGRPQMIPGDWVKPGATVIDVGINRVPAPEK
GEGKTRLVGDVDFASAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANGLPEPEGLTA
>OLS44526.1 phenylacetic acid degradation protein [Rhodovulum sulfidophilum]AB26
MQHAPRNPDFEAIVRESFARQAMMSTLGAGLVSVAPGTVAISAPIRPQFGQQIGAAHAAFTFALADSAAGYTALSLMPPD
HDVLTSEAGIHLLAPALGDRLIATGSVVKTGKRLFIVRSEVFAETGDRPGQGRTHVASFTGTMVPIPL
>OLS44527.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]AB26
MALPPPFADWFAARGWTVLPHQTAMLTRADAPSLLLIAPTGGGKTLAGFLPSLVDISGNPADGLHTLYISPLKALTADIR
RNLGRPIEEMGLPIRVEDRTGDTSQARRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDELHALAESKRGD
LLTLGLARLQSLCPGLRRVGLSATVEDPPALASFLAPTGAPCEILTADPGPPPDIAMLDTGAPPPWAGGGGRHAIPAVLD
QIARHRTTLIFHNTRAQAELFFRDLWLANEDALPIAIHHGSLSREAREKVETAMTEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYNAPSKALLVPANRFEVVECMAALDAVRAGDLDGEPRSPGARDVLCQHILATAAAGPF
DAEALFAEVRSAGPYADLTRPRFDACLDFAATGGYALRAYDRWQRLKQAPDGHWGLRDPRAAQRIRMNLGTIVEEETLKV
RLRPARGGAPLGEVEEAFAATLTPGDTFLIGGQVVRYETLREMVVEVSRSPGRDPKIAVFAGTKFATSTRLAKRILAMFR
AEDWPGLPAHTADWLALQRRVSALPERDRLLIETFPYEGRQHLCVYGFAGRNAQQTLGLLLTRRMEAAGLAPISFVASDY
ATLIWGLEPVDAPSDLMDSNELYTAFAGWLAGNAVMKRTFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLMRYDP
DHVLLEITREEAMKGLVDFGRIEAMLARVRGRIDHRRLDRVSPLAAPLFLEAGRVPVKGAAEQRLIDEAAARLMTTAGLS
>OLS44528.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB26
MRALVQRVSEAAVRVDGACLGEIGPGLMILVCAMAGDTEAEADKLARRISRMRIFRDAADKMNLSVLDTGGAALVVSQFT
LAADTSSGNRPGFSHAAPPAEGERLYLRFADALAAQGVPVATGRFGADMKVSLVNDGPVTIWIEA
>OLS44529.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB26
MILCAGEALIDMLPRTSTEGEPAFAPHAGGAVFNTAIALGRLGAPTGFLAGLSTDLFGTQLAEALAASGVETGLCLRSDR
PTTLAFVMLVGGQARYAFYDEATAGRMLAPADLPALPASVRALFCGGISLMAEPCGSAYEALFLREAGSRVTMLDPNIRP
GFIADEAAYRARIARMIAAADILKISDEDLHWLEGPGDARDLARGLLTRGPRLVLLTRGAGGAHALTAGAECHVPAPPVQ
VVDTVGAGDTFNAGLLAGLARAGQLDRDTLADGVPGAELKAALDLAIRAAAVTVSRAGANPPWAADLA
>OLS44530.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB26
MTAPDHRFPCDQCGADLRFSPEDGRLICDHCGHEEPVEGTGPWDAPLAELDYRAALDAALPGAEMQDVRQIRCPNCGAEF
EMDEATHAAECPFCATPVVTGTGVQRRIKPKGVLPFALSEAEAHKAMTDWLGRLWFAPNGLQAYARKGRRMEGIYVPYWT
FDADTRSQYSGARGTIYHETRRVMREGRSETVQVQKIRWTPVSGRVARFFDDVLVLASASLPKRYTDALEPWDLSLMLPY
RPQYLAGFRAEGYTVDLETGFAEARRTMDRVIRRDVMFDIGGDSQRIDRLETQVSAVTFKHVLLPVWLAAYRYRGKTYRF
VVNGRSGRVRGERPWSAWKIAIAVVLGLALAAGIGYLAALQQ
>OLS44531.1 antifreeze protein [Rhodovulum sulfidophilum]AB26
MGIFDFLSGEFIDVIHWVDDTRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFTPGLYMLETNNMPVLTTL
QHWDHGFRSPFKSEIYFVNTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYTVRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAASGIPVLDMAANTADLGTLISGEVSKTLEAYGLTMPEFYIENISLPPEVEKALDKRTSMGIAGDL
GRYTQYSAAEAMTEAAQSPAGGGMAAGIGAGLGMAMAQSVAQSGPWGAVPRSPAAEAAMPVPPPPPPVEHVWHIAENGQT
SGPFSMARLGRMAGEGSFRRDSFVWTQGQDGWKRAEEVPELARLFTVAPPPPPPGV
>OLS44532.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB26
MSSDNNRLKAAQDVAEVEKVTLAVLPEPARDLVPLDGAAPPVADAIRARMAEIDMSDSNSIIGFGSSAQAELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFETVQGQIDSITDRLLTHEHTLLKD
IKSLDKLYEKTLDFYDELALYIAAGEEKLKALDATEIPAKEAEVAAAPEADQVIRAQELRDLRAARDDLERRVHDLKLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAALAVREASDLTNELLTANAANLRQANKTV
REEMERGVFDIEAVKKANADLIATIQESLTIADEGKTRRAQAEDDLKKMEAELRDTLASAKSRAQGAGALPEA
>OLS44533.1 hypothetical protein BV509_09395 [Rhodovulum sulfidophilum]AB26
MANRFGGRYSPGTPGPETVAPPRHPFQGRRPARAAGRANAMFFAPLPLLPRAFFSDPAGLALTLGAFGVLILAAWLTREG
LRAEDAWAARKVARRPALPRKILGSGLTGAGLLLAGIGGGDWLAPAIYAVLGTALHSFAFGLDPLGDKGMEGIDSFQQDR
VARAIEEAEKHLATMSEAIRRAGDRGLEARVERFQAVVRDMFRTVEEDPRDLTAARRYLVVYLLGARDATVKFADLYGRT
RDVTARQDYEALLGDLEDNFAARTRALIQDDRTDLDVEIEVLRDRLQRDGIRTAPVAPISGENA
>OLS44534.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB26
MDKTGQEGERIAKILARAGLASRREAERMIAAGRVTVNGRRIASPALNVTPADRIAVDGAPLAAADRPRLWLYHKPAGLV
TTAKDEKDRETVFDKLPEDMPRVMSVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLREGI
VIAGESFRPMEVTLDRQQGANAWLTVGLREGRNREIRRAMEAVGLTVNRLIRISYGPFQLGALKAGEVEEIRGRVLRDQL
GLESPEGEATARPRSLRPRSGAGKPGAPKTPGSKPGAKSGGPKPSGSKTPRRSEGPASAKTPDGVAGRKPPRGAGTPGAA
RPMRPRGKAPPG
>OLS44535.1 tRNA-specific adenosine deaminase [Rhodovulum sulfidophilum]AB26
MSPFRSHMDRALAEARAAARRGEVPVGAVVVAPGGRIVAAAGNRTRELADPTAHAEILALRAACAEARSERLPGYDLYVT
LEPCPMCASAIGQARIARLYYGAADPKSGGVAHGARVFAHPQSHHVPEVYDGIAEAEAEALLKAFFAPRR
>OLS44536.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB26
MKITWLGHSGFRIEIEDQILLIDPWLVGNPMFPEERRAEAIGGATHVLVTHGHFDHVADTIAIARELSIPAVGIFDLMSW
WESREGIAVIGFNKGGTVRLGNVAVTMVNATHSSSVQGPDGPVYTGTESGFMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFHFKTVIPCHYRTFPILEQSAEALKQNLPGVRVIEPEVLVPIEP
>OLS44537.1 hypothetical protein BV509_09420 [Rhodovulum sulfidophilum]AB26
MDVLERIRGTRIPLAILAIEADVPEAEIAAALKGSRALTFLQECRIARHLDRSDLPGRRHRRI
>OLS44538.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB26
MASTHFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNRFFMRVAFHTQAPSEAEAIRARLAPAINGYGMDAE
VVDAERRPKIILMVSKFDHALLHILYQIRVGWMEADVVAVVSNHEDSRATAEAAGIPYYCWPVTKDTKAEQERKVLDLVE
ETGAELVVLARYMQVLSDKLSRALSGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>OLS44539.1 asparaginyl/glutamyl-tRNA amidotransferase subunit C [Rhodovulum sulfidophilum]AB26
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEQLNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILANA
PDAREGFFAVPKVVE
>OLS44540.1 aspartyl/glutamyl-tRNA amidotransferase subunit A [Rhodovulum sulfidophilum]AB26
MSDLTRLTIAEARDALRKGETTSVALTEAYLSAIDGAGALNAFVHKTPEIAMDQARAADARIASGEAPALCGMPLGIKDL
FCTRGVASQAASKVLEGFRPEYESTVTRNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMDGMPAEIEKLWADGSAMLKDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGHRAKLGQGDGIVQMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARRVRALIKRDFDEVFAAG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDQQGLPLGLQLIGQPWGEGDLLNTAHVLE
RAAGFVSKPEKWW
>OLS44541.1 hypothetical protein BV509_09440 [Rhodovulum sulfidophilum]AB26
MRAVTSAIALLALAACNTQLPDSAAGVGFDNYADYSAHREGVLQGTVSAQPLDAAPAQGVVTEITGGPISAVESSDAAVT
PGVQAENHAGISDEQSFAAVSARESIASDRQRLEQQREQYTFIPPEPLPPRPGGDGAGIIEYALSTTNPLGQPVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRLGIDPDGDGFACYWDPSPFRLAER
>OLS44542.1 hypothetical protein BV509_09455 [Rhodovulum sulfidophilum]AB26
MSFVRTMATLAVGFAAAKGLEKFQKMGGGAGIADSVKSAATRAGLGSQIGPLLERMQVPGGAAALKENAKWLGAKARETG
DHALVGLGGLMAGLGGAAWAGSVNARDILNAMGEVSPPDVSMEKNARLLIRSMIMAAKSDGEIDPAERAAILDVLGDASE
DERAFVEAEMARPIDIEALAAETGTHQRTAVYAAAVVTTRVDSPAEIAHLDRLAEALHLGRAARQRIHKAMRLPQVLA
>OLS44543.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB26
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>OLS44544.1 hypothetical protein BV509_09465 [Rhodovulum sulfidophilum]AB26
MALTLSLLSARGPNLLAPGDDTAAGLGIRVARIAAAGRARRARIALGLGALPCAGVAPVLMSGPALTPPLELLRVLAGGD
VPGASFAVRELRLPRAVLAALAGMGFGLDLGPADDPVAGPAPDAGQRATRPASEEPAPGKTDLAQTAPRKTKGRPLRRGP
GLTLAGETSGGG
>OLS44545.1 glycoside hydrolase [Rhodovulum sulfidophilum]AB26
MPHKTLVLLLALSLMSCGPSSPERQTPRAATAEPHRAAPLRLAAAERPRFDDHDPHDWTGAGPRAYPVHGIDVSRWQGAI
DWPKLRKAGVSFVYVKATEGMEDSDPMFRAHWTGAGRAGVARAAYHHFYFCARADRQARWFIANVPRSADGLPHMLDMEW
NPFSPTCRLRPDAATVRAEAATFLDIVERHYGRRPVIYTTVDFARDTGITRLPGTGFWLRSVAGPPETTYPGTPWTFWQY
TGTGRIDGVAGPVDINVFRGSEAAWQVWDGQGLP
>OLS44546.1 hypothetical protein BV509_09485 [Rhodovulum sulfidophilum]AB26
MERAMGISHLGAAAAACVFVLAQGAWAEEPGPHLAIELNAVAPAEAGCLISFMARNGHPAAIERAVFETVLIDRAGQVER
LTLFDFGDLPSGRPRVRQFSIPGLACDDLGQILINGTSACEAGALGEAACTEGLDLSTRTDVELIG
>OLS44547.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB26
MIGAAVELLRRIADLGGPVVLILIGVSVLTVAVVIYKLWQFAAAGVGRHRALAEAVVAWDGGDRGLARAALGRSRSYLRP
VIELAMSGQTDPERLGAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLADTAIHTVLAPSRPQGAPLAGAEAAARAGAIHA
>OLS44548.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB26
MRRRRRPLSLTPLVDVIFLLLLFFMLSSTFTRFAEIDLSAAAPGGAAAMPDTKPLFLQLDPEGLRMNGRDMPLEALADTL
AGAPAEGPAEDAQPVLVALQGAVSAQRLTDLLVVLRAVPGLRVTVLGAS
>OLS44549.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB26
MTAKSRRAPREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAGPADALVLHADGRITRQGAEITPEAFVE
ALDPDAGADTGATVRVIPDREAPAADLVALARALRAAGAGRVVIVTERGLR
>OLS44550.1 hypothetical protein BV509_09505 [Rhodovulum sulfidophilum]AB26
MIPSSRAGKVLALGLALGAHGALALVLVPQTETRMEGRAGAVEAAVGASFADMAAGRLTAESAETVVEAAAPPEPVAARL
PDPVEAVQPASAEALRPLPEAAPQPQRPAPQAAERPKPKAAEPPPPETVKAEPEPEPQRQAAPRGNADRNARAGQAAGTD
RAQAATSGRGGATAESGNAAASNYPGLVMRALSRVPKPRIRARGAAVVAFRLGADGNLASASVARSSSSAALDQAALRIV
QRAAPFPPPPPGAQRSFSIRIEGR
>OLS44551.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MIEVRSLSYAAGATPILHEVGLDLAPRGITALIGPNGAGKSTLLHCIAGLARPGAGTVRIDGLDPFAVPDRRRARQVALL
QQSPTVASRLRVAELVGFGCWPHHAGRPGPEDARVVAEALTAFELDALAARPLDTLSGGQRQRAMVAMAYAQATPWLLLD
EPLNALDPRHARDLMARLHDLSRPGPDGRAVVVVLHDINAAALWADRVVAMKDGRVIASAGADEVLRAEILEEVFDTRFE
IVPHRGRQLVVTL
>OLS44552.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTAGLRLWLGLGTALAALAGLSLCIGAASLFSGDLGTGWLIAVSRFPRTAAALLAGMGLALAGVVIQQTVQNRLVEPALT
GTPEAAMLGLLGVTLIAPGAAPVWKMAAATASALIGTAGFLTLARRIPRQDPMLLPLVGLIYGGILGSAGLWLAWTTDLV
QYLGIWRLGEFSGVVQGRYELLWGIAALALLVYAAADRITLLGLGETQARSLGLNYTQTRTLGLVAVAAITALVIVTVGA
LPFVGLVAPNLVSRWRGDNLRANLPLVAAGGAGMVLAADILGRVLREPYEIPAATVFGVFGAGVFLWLLYAAPGPARNG
>OLS44553.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MLSRSLASLALALCLGLPAAARTVTVETATGPAELTADPARVAVMDIAALDTLDALGVDVAGVPEPHYLPYLDATASRAT
RIGTLFEPDFEALAILDPDLIVVGSRSSGQAAALARIAPTIDMTVTGQDMLAETRARLQAYGRLFGRETEAAALEAALDA
RIAAARAAVAGKGDALIVLTNGGKISAYGRDSRFGWLHTALGLPEAHPDLGAATHGEAISFEFVAETDPDWILAIDRGAA
IGASGEAAAATLDNVLVRGTEAARAGQIVYLDSGPLYIAGGGVQSMMHTLDEIVAAFSADRP
>OLS44554.1 2,4-dihydroxyhept-2-ene-1,7-dioic acid aldolase [Rhodovulum sulfidophilum]AB26
MTLLHDTGVFSTPKASSYLQQLCKHFAHKVAVEYDTDLGRVALPPGEASLEASDGLLTVTVSGADPAALELARNIVDSHL
ARFAFREGFEKMDWRGAKAA
>OLS44555.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB26
MNRTSRGLLLLGACWAGSAAFGQDTNQTYLGTLRIEGAEAQDLLGNTEVTAEDLENRNPSSVKDVFQGEASVTVGGGAAI
AQKVFVNGIEESLLSVTIDGARQNKGAFHHTGNVLIDPELLKRVEVTKGLAPADGGPGGLAGSIAYETKDARDLLEPGKS
FGGIASIGTSTNGTDLRSALTVFGQQGGLDYLLSGTREIGSEYEDGDGTTMSGTEPDLSSYTAKLGFTSQSGKRLTFSAS
ETEDEGRRAAQLGGNGLYFIRPDFAGLTSGDSVMVDGYARRSSFTLSYTDEAPEGWFAPKLQLSYNEQEVDVIGAWGLNT
SLSGSASNEWQIGTGTLTAGLDFFDETAKGRGRGTAPYDSRGKESMTNIGLFAQARQDLTDRVSVSYGLRYDTQEFDAAD
GQQFDGSGLSANASVDVVLTERLTLNAGIASTWGGYELGEAALVNFGGDWTYDGFTTSRSTASRLGLRYETGPWSVSGAV
FHTGIDDLNAVLPTGADRGALADVSSRGVEGSIGWQGSDGFARLNYTYADVKLDGDTVGTTSYYYGRPVGHIIALEGGLD
LTPAWRLGGSAEIALKNTDTPTDLPGYEVLNLHATYAPARMNGVEIRFDIRNLLDETYASRSSDGIDFSRVVALNEPGRT
FGVSARWRF
>OLS44556.1 hypothetical protein BV509_09540 [Rhodovulum sulfidophilum]AB26
MTETSDDAPYRVAAIPLVEDLAIDALLAKVVAALRAEGVRVAGFRQGRAPEGGMAVEDLTGGGVFSISQDLGPGSQGCKL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVAGHGFRSVIERACERQVPVLVAVKPDCTAAWTDFTGGVADRLVPERA
AVLDWCRAGICARV
>OLS44557.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB26
MPVGVRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGAALT
PAGEKVIAAFTAIQEGLERVVASLDNQIDLDPGDILWSLMMKTSARNTYRATVTSVTESPVSAEVQMDIGGGQTLASVIT
GHSAAEMGLAPGIEIFALVKSSFVILAKGHELGPMSVRNRLTGTVTGRTDGPVNSEIVLDLGSDKTLVATITRESAEALK
LAPGDAATALIKSSHVILALP
>OLS44558.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]AB26
MEKVMAEIRAGEVCAPLPQTGDATVWFVGRLRTPWTSPRDCPRQGDRTAGPVCRIEIDPRWREALAGIERKENLLLLYWM
DGARRDLVRQSPHNDGETIGTFALRSPNRPNPVACSVVALLGREGDVLLVRGLDCIDGTPLIDLKPDYGGRPCPEH
>OLS44559.1 hypothetical protein BV509_09560 [Rhodovulum sulfidophilum]AB26
MCGSRRTSPLRPRLILAALLLAGCGGLPLGPNVAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETV
VVNEIPAWIVLVALIGWIAPSPAEIGRRVGEAVRRRRA
>OLS44560.1 hypothetical protein BV509_09585 [Rhodovulum sulfidophilum]AB26
MTGPARPLPRIAAIDLARSAALAGMVVFHFSYDLEMFGHLPPGTVVSGGFRVLSVTVAAAFLALAGVSLQLAHGARVRPR
AVLRRLLRIAAAAGAVSLGTWAVFPAAFVYFGILHAIAAASLLGLLLLRLPPFVPALLALAVLLAPRPAPIPDLGWLDWT
GLTATPRPSVDFEPLFPWAAAFLAGMALAGLGRRYGLWDRLSGSPGRLTRWLAWPGRNSLAIYLIHQPLLIALVWGLTRI
GLS
>OLS44561.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB26
METIPPGAWAALIGLVTGSALGLAARLGDFCTLGAIETAIWGGDQRRLRMWGVILGTAIAATSLLAAAGQIDTGATIYHA
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISICGFVTLSGPLAPLRDLAFPQEPSDGLQSLAV
SAAELTGLPALAVALTLAAAAFGWGILHRPMRAEPHRIGWAVAVGLAVTAALWGTSAISHATLGAVAVEGHTFTAPLGRT
LLWMMTSSAGGLSFSVGSVLGVLAGAWLGSRRKRSFRWEACEDPRELGRQVAGAALMGVGGVVALGCSVGQGITAFATLA
WSAPVTLAAISAGAVFGLRRLIAGFQPD
>OLS44562.1 hypothetical protein BV509_09600 [Rhodovulum sulfidophilum]AB26
MKPDLAAWICAAGLALIAGASARADLALGMVERTGCAYCVMWNREIAPIWPKTREGRTAPLRRIDLDAKLPEDVRLVSRP
QFTPTFVLLRDGVEIGRLEGYPGEDFFWGLIGAMVQGQPEWAQTDEGE
>OLS44563.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB26
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAAAMLFLFGLHFLGILRIPLLYREARIESRAEPTTVLGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIARGALLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGVMLVVFAVLIATNSVGYLAQVLIDTVPW
FTTLG
>OLS44564.1 thioredoxin [Rhodovulum sulfidophilum]AB26
MKLTTLLAAGFAALAVPVLASPMGDDGLHKPDWLRETFRDMREDLGEAEAENRRMLVIWEQRGCIYCTKMHEEVFPDPEI
EALIRKNYFVVQMNLFGDVEVTDFDGTVLPEKEMAARWGVMFTPTLMFMPETVPEGGTAAQAAVATMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPSN
>OLS44565.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB26
MGKVGLTAFCLAVWAGAGLASEVAPRDVAIDGQGHVAAPLTDAPGDPAAGRSLMTNRAVANCIACHQVTEMSDAPFPGTV
GPSLDGVAARYSEAMIRGILVNSKNVFPDTVMPAYYRVEGFNRPGIEFTSKPIEGEIQPLMTAAQIEDVVAYLMTLTQ
>OLS44566.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB26
MEFTRRGAMALGAGLAAALMLPAQALRAAADDKIAEFTGGAAMGEGGITLTTPEIAENGNTVPIEVNAPGAVEILVLASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAIAKMADGSFQRAANTVKVTIGGCGG
>OLS44567.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB26
MAEGVKPRVKAPKTAAAGETVVIKTLISHQMESGQRKDSDGTPIPRSIINRFSVAFNGQNVVDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEDVKSIAIG
>OLS44568.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB26
MKTNRLTGMAAALACGALLGGGVASAGPDDPLIINGDLEIVTRTAAPPHLEGHLDEIRSGWTFRSDDTQALELDDFDNPG
MIFVEAAREVWDTPEGSAGKACADCHGTVDEGMLGVRAHYPKWVESAGEVRTVEQMINACRTSRMGADEWKYIGDDMTQM
VALIASVSRGMPVDVAIDGPARSTWEKGKDIYYTRYGQLDLSCANCHEQYFDHYIRADHLSQGQINGFPSYRLKNTKLNA
VQDRFKGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>OLS44569.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB26
MISRRDFLQAALAASAVWGASGAGNWARLAAQQALTQDRLLEFDTFGNVTLIHVTDIHGQLVPIWFREPEINIGVGAAAG
QPPHVTGADFLKLYGIAPGTPEAYALTYVDFVSLAKGYGRMGGLDRVATVINAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGVDRVTEIVDGLDFAFLGANIFDAEWDEPAYEPYKMFERGGAQIAVIGQAFPYLPI
ANPKWMFPGLSFGVREERMAEVVQEVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMTALIERERAPYKAEMAEVLGTTDSLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGDPITREDLYSATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTKPQGSRITDMTLLKTGEAVDPARSYVVSGWASVGEGTEGPPIWEVVESYVKRQGTVRVDPNTSVVV
SGA
>OLS44570.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB26
MTDRPGAPTRRGFLKAGLAGGGALVAGGAVAQEPDPLITEKQPWAQMWGDGVDVTPYGMPIEYEADVIRRNVGWLTADTI
SSVNFSPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLVFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAVESREETSKYTDTLADGTSRKWTWVMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAISRVDVSLDGGTSWQTARLAQPGQKMALSRFYLDIDWDGSEMLLQSRAMDETGYVQPTKNALREIRGLNSIYHN
NGIQTWWVKANGEAENVEVS
>OLS44571.1 cytochrome C [Rhodovulum sulfidophilum]AB26
MSKSRNLSAVALLLALTGPAQADRFGLGRPALPEEVAAWNVDVAPDGVGLPEGSGSVEDGEEIFSANCAICHGEFAEGVG
NYPKLAGGDGTLDRDDPLKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNDLVDDDFVLSNENFLEV
AMPNADGFIVDDRETTELPRFSQPPCMTDCKPEVKITMRAAVLDVTPDEGH
>OLS44572.1 cytochrome C [Rhodovulum sulfidophilum]AB26
MREELSLVLALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPEAQASIGPPLTGLFGRRAATVAGFPYSRSMQ
RAGQDGLTWTFETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRQYSDKPSNIPEAAPTARADDPELSEATLALA
GDPGWGEYLSSECTTCHQRDGSDQGIPSITLWPQRKFVLAMHAYKQHLRPHPVMQMMAGRLSDEEIAALAAYFGALGL
>OLS44573.1 flavocytochrome C [Rhodovulum sulfidophilum]AB26
MSLNRRSFLGTGLALGAALSAPSALGQARPRVVIVGGGAGGATAARYIAKDSGGAIDVVLIEPGKTYYTCFFSNLYLGGF
RDLASIAHDYGMLASQYGVNVIHDLAVDIDREARSVALASGHALGYDRLIVSPGIDFVDGAVPGWDLTVQNRMPHAWKAG
SQTQLLKAQIEAMREGGVFCMVAPPDPYRCPPGPYERISMVAHVLKERNPTAKILIVDPKEKFSKQALFEEGWSRHYPGM
IERVGPDFGAANVEVRPDSMEVVIDGAPETVDVCNVIPAQKAGHIAGIAGLANDSGFCPIVPGTMQSRIDENIYILGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALIGARAFPAKYSNTCWSLIDTGDGVKVGASYQAAEDKIAKVDGFVSQTGEDAAL
RKATFEESLGWYAGITADIFG
>OLS44574.1 hypothetical protein BV509_09660 [Rhodovulum sulfidophilum]AB26
MNMIQEPRNTARRLAMRPRVHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDAAAD
>OLS44575.1 flavin oxidoreductase [Rhodovulum sulfidophilum]AB26
MERFIPGPDTQRLYRDALGSFATGVTVVTALGSHGPVGMTANSFSSVSLDPPLVLWSPARASTRYPAMSGAERFAIHVLG
AGEENLAARFARSGADFEGLGPESGDDPPLLEQGWIARFVCRRVALHEAGDHAIVVGHVEDCARREGPPLVFAGGAYGDF
SPLG
>OLS44576.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTRLLAALVATSALAAPAFAQDKIDEFRIGILGGENAQDRLNSYECLRVKSEDLLGVPTKLFAPADYDGVIQGLLGGTID
MAWLGASGYAKVYLEDPTAVEPVLVKVNTDGSYGYYAIGFARKDSGIASLDDMQGKKFGFGDPNSTSGYLIPSIEIPAET
GHSMQSGDFFGEVVFTGGHEQTIVAVSNGDVDAGVTWADGQGNWEDGYNSGALRKAVDAGIVDMNDMVEIWRSKQIPEGP
IVLRTALPEDAKVKMTALVASLASMDPDCSYGVLAGEAKGVMPITHDAYLSIVEARKAQSN
>OLS44577.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB26
MADSFPASRTDPIRSRYLDLVRRRQLYSGLTLTIFAVLMASGFGLANNRNAGGFLDGIGNIFAFPSNVIEEAAAKIADMP
ANLLRLFPALVETVNIAAVSTLVGGTAGFALALLSTRGLAPWALAIPLFRRAMDVMRAVPEIVIALVLIYVLGGGPVPAM
IAIAFHTAGALGKLFSEVNENADLKPVEGLASVGAGWAQRMWLGVVPQVAPNYLSYALLRFEINIRASAILGFVGAGGLG
YELKNAMSWGQGRFDQAAAIFLLLFAAIVVFDQVSSHVRDRLTKGAAA
>OLS44578.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB26
MSDTALLKRGAVGLIGRKRLTAFAFPGLVLAYLAYVAIAFDVAGLAERARLDNGRTLLADSYSYKTHVTRDNRSGEVTVA
IEGERKGTYAPDAPPDWVERKGARTEIDLGDGHLVSFGPEMVSYSVPGYGLIEARPSPSAGVETNLTGPLPDWISLSRNR
LAVTTEAGRLTVTRNRTEVFRYFVGWELFFFTLDSPYHGHSAASLLFGPQIDPDRSNLAGAWHDFWRNPMWRHADVAWAL
FETVLMAFLGTMGAALVALPLAFLAARNFTPVMAIRFGIRRVFDFVRGVDGLIWTIVLARAFGPGPMTGALAILFTDSGT
FGKMFSEALENVDRRQIEGVQSTGAPLLARYRFGVIPQITPVLLSQALYYLESNTRSATVIGAITGGGIGLLLTQAIITQ
KDWEEVSYYIVLIVLMVSAMDWISGILRRRLIRGA
>OLS44579.1 chloramphenicol acetyltransferase [Rhodovulum sulfidophilum]AB26
MPRLSAETPVVHPECSVAGCTLGRYVEIGQGARLLNVAMGDYSYCDRYADIANADLGKFANIAAFTRIGPTDHPMQRASL
HHFLYRSADYWEDAGDDPAFFAHRASRRARIGHDTWIGHGAIVRPEVTVGDGAVVGAGAVVTRDVAPYTIVAGVPAVPIR
DRFAPAIARRLQALAWWDWDHAALRRALEDFRTLSVEAFLEAHGG
>OLS44580.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB26
MPQYLQPLRFTGATILRDGELQRRSLAIADGRITKGPLPEVDLSGYLILPGIVDLHGDAFERHIAPRPAAPFALEVGLAA
TDREAAANGITTGWLAQGWSWEGGRRAPDQAEALMAALDAYRPRMLTDLRIQLRCETHTVGTAQRLLEAVERHGIDYVVF
NNHLEEAEELARARPERLHHWATENGRSVRDHMAAVAAAQAMAPDVPRYLCRLAEAFDAMGVLYGSHDDPDGETRERFSM
IGARIAEFPTTRRAAAAAKAMNDPVLLGAPNVARGGSQAGNASATDLIAQGLCDALVSDFYYPALPHAVWRLVDLGLRTL
PQAWAMISQHPAEILRLPDRGRLDFGRRADLCVINEETRAVEMTIAGGRLTYLAGEAAHRFAHRIHALDMAAE
>OLS44581.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB26
MTPTALWISIAATLRDEIAAGRYRPGDKLPTEADLARRFGVNRHTVRRALADLAEARLVHARRGSGVYVAARPTDYPLGR
RVRFHQNLAAAGRSADRKVLLRTTGKADRREAEALALPEGAAVHVYEGISLADGQPLALFRSVFPADRLPGLLDALAEDP
SVTRALARAGVADYTRASTRLTAKRATPTQALHLDLRPGDPILRSVSVNVDAGGQPVEYGRTWFAGDRVSLIVAPD
>OLS44582.1 phosphonate C-P lyase system protein PhnG [Rhodovulum sulfidophilum]AB26
MTEPGTRREWMGLLARAPAATLERLWISLGPDPEFAWLRPPETGGVMVRGRMGGTGAPFNLGEVTVTRCALRLQEGRAVG
HAWVQGRDKAKARRAALADALMQTGRADDVRARLLDPLAEEMAAAETARAARAAATRVEFFTMVRGED
>OLS44583.1 phosphonate C-P lyase system protein PhnH [Rhodovulum sulfidophilum]AB26
MDVQALSGGFADTPREAALAFRAALTAMARPGRIEDVAGARPPAPLSVAAGTLLLVLADPTTPVHLAGSLDRPEIRDWLR
FHTGAPLSDRAGAVFAVGRWADLLPLDAYSLGTPDYPDRSATLIVEMDALDATGARLTGPGIETSHGLSLPEIAAFRANR
ARFPLGLDFFFTAGARLAALPRSTHVEAV
>OLS44584.1 carbon-phosphorus lyase complex subunit PhnI [Rhodovulum sulfidophilum]AB26
MYVAVKGGERAIDNAHAWLAEERRGDAAVPEVSVAQIREQMTLAVNRVMAEGSLYDPDLAALAIKQARGDLIEAIFLIRA
YRTTLPRLGASEPVETGAMRCDRRISATFKDVPGGQVLGPTFDYTHRLLDFALAAEGEVPEAATAAPDPAPKPRITGLLD
RDGLIETEPASDETPPDLTREPLGFPAGRALRLQALTRSDEGFALGMAYSTQRGYGRNHPFVGELRLGRVGVEVEIPELG
FAVEIAEIELTECETVNQFAGSKTEPPQFTRGYGLVFGQSERKAISMALVDRALRWEDLGEDFTGAPAQDAEFVISHGDN
IQASGFLEHIKLPHYVDFQSELELVRRIRAEAAASAAEREAAE
>OLS44585.1 carbon-phosphorus lyase [Rhodovulum sulfidophilum]AB26
MTQAEIRGEAPEADYTFAYLDEQTKRMIRRALLKALAVPGYQVPFASREMPMPYGWGTGGVQVSAAVLVPGDRLKVIDQG
ADDTTNAVSIRKFFQKTAGIAVTEHTGEATVIQTRHRIPEAPLTEGQILVYQVPIPEPLRFLEPRETETRRMHALEEYGL
MHVKLYEDIARHGEIATAYAYPVKIEGRYVMDPSPIPKFDNPKLRMAAIQLFGAGREQRIYALPPYTEVVSLDFEDHPFV
PGKAEGACALCGSETSYLDEVIVDDRGGRMFVCSDTDYCAGRRAAGYRGEMAAGEGGA
>OLS44586.1 phosphonate C-P lyase system protein PhnL [Rhodovulum sulfidophilum]AB26
MIELSGVAKSFTLYNQGGAAIPVMAGAALSVAPGECVALTGASGAGKSTLMRMIHGNYLAASGRIVVGGLDVAAAEPREI
LALRRHVLGYVSQFLRVVPRVPTLDVVAEPLLAVGVPVEAARDRAAALLARLNIPRPLWDLSPTTFSGGEQQRVNIARGF
AHDYPALLLDEPTASLDPGNREVVLELIEAAKARGAAILGIFHDAGARARVCDREVDVSAFAVAP
>OLS44587.1 phosphonate metabolism protein/1,5-bisphosphokinase (PRPP-forming) PhnN [Rhodovulum sulfidophilum]AB26
MSGVGPGRLFAVVGPSGAGKDTLMAGAWLRRPDLHLVRRVVTRAPGAGGEDCDCVSAAAFERMRDEGAFALWWRAHGLSY
GIPRSVDEALWEGEDVIFNGSRAMLAEAQARFPDLTVLHVTARPETLAARLAGRGRESAGEIAARLGRAGYALPEGIVAV
RIDNDGALDDAVAAFLAALQPDRR
>OLS44588.1 phosphonate metabolism protein [Rhodovulum sulfidophilum]AB26
MEGYRRYAIYYAPDEGALGDFGKAWLGWDAEAGAPRAHPRLRGLPRPVEDLTEVPRKYGFHATVKAPFRLATGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLSGFLALTPRGDTRALAALAGSVVEALDGFRAPPTAADLARRNPDRLSARQRKLLEKW
GYPYVMEEYRFHLTLTGPLKPPEAEATRMVLGPVLDPLIDRPIRIRSLCLFGEAEDGKFHNLHRYRLSG
>OLS44589.1 phosphonate metabolism protein PhnM [Rhodovulum sulfidophilum]AB26
MSPVSETVLANATLVLPDETLTGSVRVADGRIAGIDAGAAVPAGAIDCGGDLVMPGLIELHTDNLERHIQPRPSVDWPHA
SAIVAHDAELAGVGITTVFDAMRVGSIPSGKARYRAYARGLASEMLDLRARGALRISHFLHLRAEVCSETLAEEMAEFGP
EDRVGIVSLMDHTPGQRQFRDLDKLKAYVMGKNNFSEADFEAHVATLKALRDRHGERHEEVAVAEARRCGAILASHDDTT
EAHVAVSAGHGIRLAEFPTTLEAARACRASGIAVMMGAPNLIRGGSHSGNVAAAELAGLGLLDILSSDYVPSALLMAGVM
LGDLWDDMARGIATVTRAPADAVGLRDRGRIAPGARADLIRVARIDGVPVVRGAWVQGTRVA
>OLS44590.1 hypothetical protein BV509_09750 [Rhodovulum sulfidophilum]AB26
MAASNPKAIAFFTALFPHLLSPEGTGVGQLAGMVAVVCLSAFAVATVHGGLGAWLRRLELSHRAVTRIHKTTGGIFVASG
IGLAASRPAGRGPAGRAPGSRRDAPASVAPAGHPGQGPVADLGIHPRQPLGLVAADRDRLAQIVALPVGQAFGRAAGGQA
LHRIGIAPGLVAGKGRHLAAGAADVIDHGGTHPGHQPPALGLGTQGRLKRGGGRRRLGGLGHGGSPHTQTGWYGSENRNN
RGPGQRPGLRRNRAAVPDPQSRRQATRVPCTQAPRTTGTPSIRATRIRSARAPGAIRPRSLSPTASAGARVTVAMPRAMS
SQRSPSITPAISKAEGT
>OLS44591.1 hypothetical protein BV509_09755 [Rhodovulum sulfidophilum]AB26
MDLTYWAVFAGTVIAVSMIPGPSTLIAFSHGASHGWLRSTITASGNAVASACQAIAASTGPGQVLTGSATLFLTLNYAGA
AYLVCVGIQL
>OLS44592.1 hypothetical protein BV509_09760 [Rhodovulum sulfidophilum]AB26
MLPLQSQECPATRARPAPDEAGTACPRSATIDAFSYPVWPEAPHGPFGYLFPDAAEARGGVAAAAALRDLASAMAGRGPG
GGDDSGMPAIYTYLGQVIARELAAGTDPEGGLSGLDLDRVDPLPRRRAMADLSNDRSGRLSLESLYGAEAGGWRRDPAAP
ARLWSGVTGPSGSVGGKAWPDPARRNRWPKPALAEQDKAYIGAPQTDAGLATAEVHLVLARFHNAVVARAPGIGGPPAEA
GDAAFDFARDEVRKHFQWLVVNDYLRRICLPEVLDAVMAEEAPVYRDLLQRCPGLPEGRLPLPLEFQAAAIRLGETMARP
SYDWSARHGFGCGAASVAGPPGWRRASGRMDFSRLTDESGTRPDRHARGINTRITPDLLCLHDEPPGLHGRMRQLAERTL
RRGLRLNLASGQDCLRGMARLGVRIAPLSAAELAEGPGGGVLARAGMIEATPLWYYILREAEARTGGRRLGPLGSRIVAE
TLVGLCVCDPDSYWHHLGSDHGRWHPRDGVRPVGEPVTTVAALIRAAGMRA
>OLS44593.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MTTRRKFLASAGVGAAAAGLAAPALAQSKIRWRMQTYAGVALADHVIRPAIESFNKIAGDEMEIELFTADQLVPTGELFR
AMQQGTIDAVQSDDDSMASPTEVTVFGGYFPFASRYSLDVPVLFNQYGLNEIWGAEYEKVGVKHISAGSWDPCNFATISP
IRSLDDLKGKRVFTFPTAGRFLAQFGVVPVTLPYEDVEVAMQTGELDGVAWSGITEDYTVGWAGPARYFLTNNISGAWIG
HFFANMDRWNEVPERLQELLRVCMDQSHYYRQWWYWGGEARLRVEGTKMELTSIPDEDWDKVETAARTFWDEIAEESETK
ARIVGIFKKYNEDMQKAGRPYRYTRA
>OLS44594.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MSYEMIAILMFASMMLMLMTGQRVFGAIGAVAAVAALALWGTGGSVIPFSASMKLMKWYPLLTLPMFIFMGYVLSESRIA
DDLYKMFHVWMGPVPGGLAIGTIGLMVLISAMNGLSVAGMAIGATIALPELLRRGYDKRMVTGVIQAGSSLGILVPPSVV
LVLYAMIARQPVGQLWLAGILPGLLMAGLFILYIYLRCRISPALGPVLPPGERAGIAFAEKVRLLGAGVLPLVIFATMMV
PFVNGWTSLVESSAIGALAALVAAVLKGRMTRAVFETSVRQTLAVSCMFMWIIVAAMAFGAVFDGLGAVKAIESLFTEKL
GLDPWMILILMQLSFILMGTFLDDTAMLVIVAPLYIPLVKALGFDLIWYGVLYTITTQIAYMTPPFGYNLFLMKAMAPKE
IGLKDIYASIVPFVMVMIAALAIVMAFPQIALWLPHQVYGL
>OLS44595.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MTGFMRGYVRTVDGVNYHIGRVMMYGIFVMMGILLWSSISKTFFLPSLWTLEMAQFAMVAYYIMGGPYSIQLGSNVRMDL
FYGRWSVQTRAWVDSFTVLFLIFFLGVLLYGGIDSLIYAIQYNERSPTAWRPVLWPIKSVMCLGLFLMILQAVSELFKDI
AHIRGEEL
>OLS44596.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MTPNANWSYPTAIRFGAGRIAELPAACAAAGLTRPLLVTDKGLAGLPITARALDILDAAGLGRAVFAEVDANPTELNLAL
GLEAYRAGGHDGVIAFGGGSGLDLGKMVAFMAGQTRPVWDFEDIGDWWTRADADAIAPIVAVPTTAGTGSEVGRASVLTN
SETHEKKIIFHPKVLPGVVICDPELTVGMPKAITAGTGMDAFAHCLEAYCSPHYHPMSQGIALEGLRLVTEYLPRAYADG
TDLEARAQMMSAAMMGAVAFQKGLGAIHAISHPIGAVHNTHHGTTNATVMQPVLRMNRPAIEDRLGRAAAYLGIGSDFDA
FYALVGRLNAELGIPASLTALGVTDPDLDALTTSALKDPSTGGNPVEMTAENTRRLLEDCL
>OLS44597.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MTTLTCISPIDGSVLAERQALAPEAARAAVARARAAQAAWAARPLAERIDLVLKGVANVGAMNDAIVPELARQMGRPVRY
GGEFRGFEERAKYMARIAETALAPIEAEDSGSFRRYVARDPHGVVLVIAPWNYPYMTAINTVAPALIAGNTVMLKHATQT
LLVGERMARAFHEAGVPEDVFMNVFLDHDTTSALIAERAFGFVNFTGSVGGGRAIERAAAGTFTPLGLELGGKDPGYVME
DCNLDMAVEVLIDGAMYNSGQCCCGIERIYVAESLYDSFVEKAVKLVEGYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVAAGATAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVGIMPVKDDDEAIRLMNDSDYGLTCSLWTADVAR
AERIGRQIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGFHNLTRPKSYHLRKL
>OLS44598.1 glutamine synthetase [Rhodovulum sulfidophilum]AB26
MPGQMSFDALKRAVAEGGIDTVLVCLIDMQGRLMGKRFVAQHFVDSAWEETHCCNYLLATDLEMATPDGYASTSWRAGYG
DYVMKPDLDTIRPVPWLDGTALVLCDLLDHHSHDPVPHAPRQVLKTQVARAEAMGLTPVMATELEFFLFEKSLREIAASG
FRDLTPISAYNEDYNIFQTTKEEAVMRPLRNHLWAAGIPVENSKGEAEAGQEELNIKYGPALLAADYHTIAKHATKEIAW
AQGHAATFLPKWHKDRVGSAAHVHQSLWKDGRNAFFEKGADHGMSGLMRQYVAGQIRYAADLTVFLAPYVNSYKRFVKGT
FAPTKTVWSVDNRTAGFRLCGENTPGVRIECRIAGSDINPYLALAALLAAGLRGIEEKLDLAPPTRGDIYESADVPEIPR
TLREATETLRASAMLRAAMGDFVVDHYTRAAEVEQEAFDMAVTDWELARGFERA
>OLS44599.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB26
MSHLIPRAPGAVRPMVDRGEGVYLIDRSGKHYLDASGGAAVSCLGHSDRAVTEAIKAQLDRVAFAHTGFFTSDPAERLAD
LLIAHAPAGIDRVCLVSGGSEAMEAALKLARQYMLETGQPGRHRVIARRQSYHGTTLGALATGGNVWRRTPFAPLLIETS
HIAPCHAYRDRAEGESEAAYGRRVADELDTEIERLGPETVMAFVAEPVVGATLGAVPAVPGYFRRIREICDRHGVLLILD
EVMCGMGRTGTLFACEQDGIAPDIAAIAKGLGAGYQPVGAMLCTGRIHDAIEAGSGAFQHGHTYMGHPTAAAAALAVLTR
LTQDGLVDRARVMGDRLDAALRAAFAEHPHIGDIRGRGLLLGLELVADRASRRPFAPDLRVHARLKAAAFEAGLLCYPMG
GTVDGRRGDHVLLAPPFILDDTHVSEIADKLKSALAAAL
>OLS44600.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVLFLCATDEHGTPAELAAAKAGKPVADYCAEMHEVQAD
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEDVSERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLINPRSAISGSTDLEVRETKHLYLKQRSLRGDLEAWIDSKTDWPVLTTSIAKKWLNDGDGLQDRGITRDLNWG
IPVKKGEADWPGMEGKVFYVWFDAPIEYIAASAEWAEKNGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSRDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPESSDSEFTWENFQASVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQSAAPWSV
YKEDPDQAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMDAMGCEDDTWPAQMTHAMERLAPGQAFTTPEMLFRKISDEER
EDWQARFAGQRG
>OLS44601.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MEIRFDGKIALVTGGSTGIGAAIACELAASGATVCLAARTASKLTPVVDRIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPSADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATAPAYVAA
KHALLGLTKSAALAYATRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGYTAQ
>OLS44602.1 hypothetical protein BV509_09810 [Rhodovulum sulfidophilum]AB26
MSGSPLSLASEAFRTGRPRPALTALGALSLPLARAHELTGSSRHALALLLAAATEGPVLWIVPAWAPGRLYPDSVAEWIE
PGRLIQATPKRAEDLLWCMEEALRAGVVPVVVAELPAPPPLTPVRRLHLAAETGASLGRCAPLGLILSTGSGGAAGVETR
WHMASRHGPGITAWHLERRRARLDPPRAWRLSRDADGRLSLDPALLEPETAGA
>OLS44603.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB26
MRKVKLGRTGLDVSCLCLGTMTWGSQNDQDEAHAQIDLAYETGVHFMDTAEMYPVAPVLAETVGRTERIIGNWFRDTGRR
KDWIVATKMTGEGLKAVREGEPICRKSLITAVEGSLRRLRTDYIDLYQLHWPNRGSYHFRKNWRYDPSHQDRAATLAHMH
EVLETLDGLVKAGKIRHFGLSNESAWGMAQWLRLAEDKGLPRAETLQNEYSLLCRLYDTDLAELGVNEDVTLLAYSPLAA
GLLSGKYAGDVTPEGSRRSRSPDLGGRITPRVWEAVSGYLAIAKAHGLDPVQMAIAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEVEAEIAAMHKAYPLPF
>OLS44604.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB26
MTGAVAILGAGVVGAGWAARFALMGWTVRVFDPDPEAAGRVAAVLDNARRALPGLSDRPLPAEGAVIQAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADEAIIASSTAGFTPTALYGQSARRCQILVAHPFNPVYLLPLVELVVAEDTPGWAL
DRAHEVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDDAVRMGFGLNWAQMGPFESALLAGGAAG
VDEVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQTGAQAGDRPLEELEQVRDKNLVAVLRALKWAGWGAGAHLRGFDA
RLDGGEIDLAGPIRTVARTVPLDWTDYNGHMTEPRYMQVFSDATDRMMELVGCDAAYVAGGASFFTAESHIRHLAEARVG
DALRVESLCLGAGGRKMHLFHRLFSDGREIATGEALLVHVSLETRQASEPGPDVARRMSEIASAHATLPRPEGIGRAVGQ
KPG
>OLS44605.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB26
MGETDARLRPAGGIDDLPIRDAATVIVVRDAATGPRVLMGQRGESAAFMPNKVVFPGGAVDAADGDVPLACPLSPACARR
LTAEADPALAGALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFNLPFITEVVLAEVSQLIRGGLPPASVPFFDNRDSVSRFQRLA
>OLS44606.1 hypothetical protein BV509_09830 [Rhodovulum sulfidophilum]AB26
MMGSHARPLGAAVLRGWCKRCPNCGAGPMLSDYLTVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLTAPLVAGAVTAFR
PDPLVLTSVFSVGCVALALYLLPRLTGVMVALQWAKRMHGFGQPAE
>OLS44607.1 hypothetical protein BV509_09835 [Rhodovulum sulfidophilum]AB26
MAWTVTKMSTAALAIGTAAILGLAGPAMAQQGPGTDAGAEASAGAGAGAGAGAGRQGRMFDRMDANDDGTISLEEFTARA
RTRFADLDTDGDGKISAEEAQKLGPAGRHARAAGQGGGQGGGQGGAGCGMQPGGGGQGMQGMPGGHGMHRGAGMQGGCGT
NHGMGHGMGPGMGPGMGMGQAMGPGMGQGMGMPGACGGRGAGTQGPGPMGGGYGMFGGLEGTGPMGYGGFGDPTLSPEDR
AERAQRLVDMMDADGDGLLSPEELAQRPGPAMMFNRIDADGDGVLTQEEFETALEKFRSFMRDQRQAPAQ
>OLS44608.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB26
MQMPFDAADQDTDEALLLAYGRGDARAARVLTLRLAPWVLAYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRTGEAKVTT
WLYRVVTNLCTDRLRRRRRGAALDEVPEPADDSPGAETRLQQAARVAALDAALARLPDRQRQAVILRHIEGLSNPEIAAI
LEIGTEAVESLTARGKRALAQALAGRREELGFDDD
>OLS44609.1 hypothetical protein BV509_09845 [Rhodovulum sulfidophilum]AB26
MNDHEIEALFAAARAERAEPSAALMARIMDDAMIAAAEAAAPRPVAARPVAAQTGRRGLVAVLVAAIGGWPALAGVATAG
VFGLWIGYAGPGDVGTLTATILGSAYGPNDLVPSLDTYLTEG
>OLS44610.1 hypothetical protein BV509_09850 [Rhodovulum sulfidophilum]AB26
MSMSDPAASAAPRRRSWLRPALGLSLALNVLLLGLICGALLGHRPGGGPDDPGAMMALGPYGRALDEADRAAIREALRTE
APRFRQERREVRQSFRDLLAALRAEPFDAAQVSSLLDRQERRVQSHVDLVRQLMLDRVSTMSQAERAAFADRLEAVLRRG
PPRHDHRDRDRGGPPSDP
>OLS44611.1 hypothetical protein BV509_09855 [Rhodovulum sulfidophilum]AB26
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEVARAERPDLILLDMGLPDIDGTDLCRMLKSGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTEQVLGFGEAAPGFIPPGLVALIASD
PRRARAWRAALVPQISDSLTVLSRAEALNPLPGAPKPDVYVVDADLSPEGAGLRLVSELRAHPVSRDAAILIVVPESARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHLARIAERAAETG
RSFALMILDIDRFKLVNDRYGHGSGDAVLVEVARRLKENLRAVDLVARVGGEEFLVALPETDADRACTAAERLRQAIECR
PVALPGGAGEIRVTISVGVALGDGRSLMSGAPDIEAQVRGLMDQADRALYGAKAAGRNTVEMSRSAA
>OLS44612.1 hypothetical protein BV509_09860 [Rhodovulum sulfidophilum]AB26
MQVFAETVALEALAWLVGDDDLLPVFLGATGASAEDLRSRASETDFLASVLDFILLDDAWVLRFCQAAGLPGEAVLKARA
GLPGGADPHWT
>OLS44613.1 phosphatase [Rhodovulum sulfidophilum]AB26
MGKISAVLFDKDGTLFDFQRSWAGWALDLLTELSGGNPARRAALAGALGFDLCAARFRPESPVVAGTADDVVRLMRPYLP
GWTDAALGAYLTEASAQAPMVPAVDLGPLLSGLAARGLALGVATNDAEAPALAQLEAAGVRRAFDFVAGFDSGHGAKPGP
GQVLAFAEATGRRPAEVLMVGDSRFDLAAGRAAGAATAAVLTGTACAEDLSDLAGVVLPDIGALPAYLDRLGAGSA
>OLS44614.1 hypothetical protein BV509_09870 [Rhodovulum sulfidophilum]AB26
MAEAAEASPGRWMLGGLGALAGLAAWVLFGVLPQPMAAMGLARLHLFLAAFGTVFFGAGLAMVGALRPGRALGAAAGLGL
PLAGLLTWASLRFDTVAAFLGDAVAVPAFAALLVLATPFAIAGLSPGGRWFDYAALFTRAWQIVVRMAAAWLFVGLVWGI
LFLSNALFGLVGIGVIEWLLDVEAVPYLVTGLTLGVALAVVGERSDYVSPDLVLGLFRLLLPVVLAVVAVFLAALPARGI
GQLFGGLSAASILMAMVFGAVTLISSAADAADDRLRLGAVTGWSARLLALLLPFLAGLAGIAIAMRLRQYGATPDRLLAA
ALAVLAMGYGLGHAGAVLRAPGWAARVRRVNVGMALAAAALAAALLTPVFDPQRISAANQLARYDSGRVAADGLDLWTLG
HDWGRAGRAALDRLAERAGGDPKLAEQLAALDAAETRADFELARRGADSAADRAALARTLPVRPAGAALPEGFLSSLRPW
ELQQIGKACKARTTQGNPACVALLADLSQDRPGDEIVILAQGPGEGPLLRAYFADGDSFSMRSPDYVGGDDLYRDAAAAI
DALLAGRYDLRPMRLNAVEVEGRTLFFGR
>OLS44615.1 hypothetical protein BV509_09875 [Rhodovulum sulfidophilum]AB26
MHGLINRAIHFFLADTYGRQVWGEIVRDAGLERHAFESMLSYDDKTTDALLIAASARLCLPRAMLLEDLGTYLVSHRALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLDLPELRLAEDVSDGFKLDCRGGWPEAFYILQGLLRAMADDYGALVL
LDPLEERPDGGLLGVRLLDTSFSAGRSFSLKGPMA
>OLS44616.1 hypothetical protein BV509_09880 [Rhodovulum sulfidophilum]AB26
MNLPLDSRPRDRVLGLPGASLDRLMPMHVWISATGDVVRTGPTLPRLAGGPVTLRPWTEVVTLRRPRPTMRLEELLRMQG
VALKFTLNAVPEIALKGLVVPLPGGAALLNLSLGISLIEAVGRFDLTLSDFAPTDLAVELLYLNEAKTAVAGELRRLALR
LNGARVTAEVEAATDTLTGLANRRAFDEALMRLSASGLPFALLQLDLDLFKAVNDSHGHAAGDAVLRAVAAVLRGHCRGR
DVVARVGGDEFVILMVDFTDRAKLSDNAARLIARLEQPMQVQETECRISASIGIALATRQRHPSPEVLLQEADIALYESK
RRGRGRVTFYDDWLERRRSANGDTG
>OLS44617.1 multidrug efflux RND transporter permease [Rhodovulum sulfidophilum]AB26
MARFFIDRPVFAWVIAILIMGIGLLSISSLPIAQYPQIAPPNVTVSATYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSAGTSSIDLTFETGTDPDIAQVQVQNKLSQATALLPDTVQRQGVTVRKSSASFLMVVALISKDGSLEQVDLSDYMES
NLVDEFARIQGVGEVQVFGAQYAMRIWLDPSKLAAYDMTPGDVVSAVSAENAQISAGAFGELPAPEGQQLNATITAQSLL
STPEDFEQIVLRAETDGGLVLLKDVARVEIGAEDYSTIANRNGQPAAGMAIRLASGANALDTAERVKAKIEEFSEFFPEN
VEYVIPFDTTPFVKISIEEVVKTLFEAIILVFLVMLLFLQNIRATLIPTLAVPVVLLGTFGILSIFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLTPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMGL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNIFFEKLAGGYGSTVGWIVRRPLRVGVVYLALAAVMALLFVRTPTGF
LPDEDQGILFTLVQGPTGASAQRTEEVARQIQNHFLTAETDNVDSVFTVVGFSFAGQGQNMGIGFVQLKDWDDRQDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARSGQSHEELLAARNQLLGMAAQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATDVGNLLSVAWAGQYVNDFVDRGRIKRVYVQGEPDARATPEDIELWRVRNDSGGLVPFSNI
STASWDFGPQGLNRYNGMPSMQLQGSPAEGVTTGEAMAEMERLAGQLPPGFAIAWTGLSLEERESGSQAPLLYTLSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLGAWLGHFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGDSLFEAIV
QAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGKMAK
>OLS44618.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MPRSCPRPVRAVFPLLAVVLALGAAAAQAQAPGGGGDRPPPAVTVVTLHASDVTLRTRLPGRVVASGVAEVRPQVAGIII
DRLFEEGAEVELGDALYTIDPASYEAQVAAAKASVAQAQANLKAAEKDASRVEALLNRNVASEQTVDDAVAQRDSAAAAL
QVAEAQLLTAQIDLERTTIKAPLSGTVGRSLTTRGSLVTAGQSTPLAVIRTLDPVYVDVTMSAAELVRWRRGHTETALAD
ADVSVQLSLPDGSAYEHEGMLTAAEPHVDEQTGVILLRMNFSNPEGLLLPGMYVQAEMPQGVVPNAILVPQEAVGRDTRG
RPTALVVTPDNVVESRVLTVLRDSGTDWIVTDGVADGDRVIVAGLQKVQPGVPVTPQERGAAPEGGDGQNDQGQPAQGN
>OLS44619.1 hypothetical protein BV509_09895 [Rhodovulum sulfidophilum]AB26
MALNRCEDAPKRGRPLQMTALERETVILDAAERVLLEQGLTGTTMAAVAGAAGMSKRTLYAVFDGRTALFAGVLRRLRVR
VVRPLDPPDLGLPLPDRLRRLLGPDLAPGICAAPLELLRATLAEATSDSDLVELLLEEGPRTFRREIRKELDRAVKRGEI
RLSDTGKAAELLLDMALPCTLEDLLCKGCGVADEVGSIRERIDLAVDVFLSGADGRL
>OLS44620.1 glycerol kinase [Rhodovulum sulfidophilum]AB26
MKHILAIDQGTTSSRAILFGTDLSVTATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLGPEDIAAIGITNQ
RETTLVWDRTTGRPVHNAIVWQDRRTADLCRDLREQGCAAQVTEITGLLLDPYFSATKLKWILDTVEGARARAEAGELAF
GTVDSWLVWRLTGGRVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVRDCASDFGMTRPDLFGREIPILGIA
GDQQAATIGQACFAPGMLKSTYGTGCFALLNTGDAPVVSKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQVI
RSAAETQGLAERADPGQDLVLVPAFTGLGAPYWNADCRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPAMAEFGETWALDRSFTPAMEADEREAR
YGRWKRAVAAVQAV
>OLS44621.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MAGFDFAAPGRIVFGRGRAAEAVPALLGWGRRILLVRGGSVAFADRLAADLAGAGATVCQIRGRGEPDLPGLEAALAEAR
AFAPEAVVAIGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPLAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPRLALVDPVLTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMTAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAAHGAICGRLLVPVLRANRAALDGAGGDPARIERVLDWIRAAFGGPGA
EALDRFGDWIAASGLPPLPKMHRAAVAAEALGSSSMKGNPVPLSAATLAAVLAEA
>OLS44622.1 hypothetical protein BV509_09910 [Rhodovulum sulfidophilum]AB26
MDSTRNSFHRLFGNAAAPALLIAPDGRVLAGNPALALALGQPHRPLAPVRADGLVCAQDAPRLTEACAALQRPGTERLRA
RLGFRAADGTERVFDCCLRPVPDATGRIEAIVLEAAAPDRPALADTPPPRPATGEGIPPDHHARVLQIAAETAGVGQFYF
DLERRRMWATDPYYRMLGFDPGAVALDSAWVRARIHPADLDAAVAAFDRLVAAEVPQIRLRYRLRCRDNSWKWVEVTAQS
YRAEDPAVPAMICGSLIDITAHKAAAADLAEALSEAESARGMLQRTVALHRAATESGGIGPWMLDPQTRLETRSDHFYRI
LGLERSDLADAQDSFLSLVHPEDRAAAIAGIDDLIAGRRESYHADFRVRHRDGSWIWCESSARPVRTAGPGRPPVICGSL
KDITARKRNEQRLAEALAEAEASRNAAWEREEMLRTSACSGGIGHWAVCPAEQTGWAPAETYRLLNYAPWAFASTVENWH
ALVHPADRPGAVAAFDDMLAGRTDTLVHDHRKRHGDGSYHWYRSVARKIDRSARGLADLIAGAMILIDETKERERMLAEA
AASARQAGALLQTLADNLPGALYERRQGPDGRIRFPYFSARLPELMGVTRTEISADGECIYARIHPEDRDRIRERRRADD
ADGDKSRFEDRFRLLHPRHGMRWILVSAVRFQAPDGTESWFGNLMDVTDNMEAATRAADAARAVRDAHERLRSIADNTPG
GIFEYRLLPDGRSEFLYTSGQFDELVDTPVTRAGHARAMAFEQIDPEDRPAFIASIHESARRLTAWRRRFRIRTVRHGQR
WLSGSATPRREPDGSVCFTGLLLDVTRDVQRENELKSAHLLADRMRRENEHQAMHDGLTGLPNRRAYDQQLAARLRGAAE
GRGPRDGVLIRMDLDHFKYVNDTLGHEAGDQVLIRVAEVLRYALRPADFAARIGGDEFSILLGAGVTPAQAREAVERIQA
RLAAPLMYGGRHCRFGASFGIAHTEDLRETGAELSLFADAALYRAKEAGRNRMEFFTSDLHQSILNDRRLAAEIQEGLEH
DEFVPFFQPQVSAEDGRLVGVETLLRWRHPHKGLLAPDAFMHVAEQLRIVPEIDRIMMQKARGALDRWQAQGLRVPKISF
NVSSGRMHDPDLVSGALDIAATDTRVTFELLESILVEEESDAFRFHLDKIREAGIDIEIDDFGSGHASIIGVMQIRPSAL
KIDRRIVSPAARDPQARNLVRAIVEIAETLGIGTVAEGVETQAHADILRGIGCNVLQGYLFARPLSEADLVTYALDQTRQ
TA
>OLS44623.1 hypothetical protein BV509_09915 [Rhodovulum sulfidophilum]AB26
MLGLVFVGMAVGYACAGLALLLTQSWLVALATLSLTGTIAVLAAAARLWISDEPPAPVAG
>OLS44624.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB26
MLKTTGLTLHYGGSQILHGVDIEARAGEVTCIMGTNGVGKTSLLKAISGTHPRSGGRIELDGAAVGRVPAQGMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPDRVVPDEIYELFPVLGDMAHRRGGDLSGGQQQQLAIARAMITKPKLLLLDEPT
EGIQPNIIQQIGRVIEYLRDQGRMAIVLVEQYFEFAYGLADRFYVMERGAVTLSGPKAELEKDRLIRAVSV
>OLS44625.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB26
MTALLEVSGVSVSFDGFRAINNLSFEIGHAELRAIIGPNGAGKTTFMDIVTGKTRPDSGRVLWGERSVSLLKMSESQIAR
AGVGRKFQRPTVFEDQSVFDNLLMALRKDRAPWKVLAYRQSAEDRARVAELADEIGLGDQLHRKSGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAEREHTTDLLKEAAKTRAVVVVEHDMDFVRRLDCKVTVLHEGSVLAEGSLEHVTKNRQVI
DVYLGR
>OLS44626.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB26
MKDSLFARNPSVLIFLGLLAAFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLIAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQAEIPPTPQEIRDAIGTQIFGVVGGSDFPAIWAFAHSLPLQLALVVLVPGLLALVFGW
LAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIWFFWGSAAALALGYVIAAFVV
SGKFGSVIRGIRDDEARVRFLGYSVESYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGVVSLLSTWFTGGQVPDLPLGIYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLISGRRAPARHGADLGPDT
GSFREKEAEQ
>OLS44627.1 hypothetical protein BV509_09935 [Rhodovulum sulfidophilum]AB26
MALRIALADLSDPAIRSLLATHAASCAATSPPESCHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAAHRGQGVGAALLAAIQTEARARGYLSLWLETGATAPFAAARALYERQGFHPCGPFGAYRLDPHSAYYTKSLAPKSVTP
MEARA
>OLS44628.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB26
MRLFSVLFACLVVVSVVFAALDAGPALAQSGPAGPGQNQTSQIQSILQENRELIEKSSRRTIGPAIAALRDSGLPAAQSV
LEKWQDKALYQRKSDGLFFFAEPAGGGTLRLIDIATGEATGEAARDEVDQLKPNSGIRGLIGAALVQFQLSDPDPARRAA
ALDAIGRDAEPDHLQALRGAIATETDPGLKARKQRLERLLTIAYDPDPADRIAAIDSFAGDLGVDVRAALNPLVATTRAV
APGAPPEGENVARRLTPGSDALSEAEAYRLLVAAGLARPRISPADKRNALAAHIENGTVAGIPLEDLNSDEARDRAYAAL
AARGLVPPTATAQEVQAALDAHSFYDRYAEPDPAVTAAAEDALNAIGFKVGLNQAADLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQFVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLAKNIFGTQARPLTSPSWLDGALQLNDVVSISYIRIAIFVLALLFLALFVFIMRKTRLGLEVRAVTQNPRMAASMGINP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGATLIGFLQKGIEWLNPSNTLAA
QTYMILFIILFIQVRPRGIIALRGRAAGD
>OLS44629.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTSMKKILLGAVAASAISLPAWAQDTIKVGVLHSLSGTMAISETTLKDTVLMMIDEQNAKGGLLGKQLEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFINYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFESAESPENEAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEEAGTTDVGAVSDAMIGQTHPNLTGSSAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPESAVLT
SDWKDLDCGMYNTETKTCVQIKSNY
>OLS44630.1 urease subunit gamma [Rhodovulum sulfidophilum]AB26
MQLTPREKDKLLIAMAAEVARKRLARGVKLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVPEMIHEV
QVEATFPDGTKLVTVHNPIR
>OLS44631.1 urease subunit beta [Rhodovulum sulfidophilum]AB26
MIPGEIFPAEGELTLNDGRESLTLMVANTGDRPVQVGSHYHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>OLS44632.1 hypothetical protein BV509_09965 [Rhodovulum sulfidophilum]AB26
MTFTSPAFSAANPFLAATVMFDQQMRLYQAATDMMLRANPWLAMMMRTSGFDPLTADSGLSAADSVDEMPLDAGVASETA
PAAMAGPAATAKLAPARPAPEPAPEPAPQPAEAATVTAFAPAAPEAAPKRSPAPSETKPEAAPAPAAAASGPKSAAKSAP
KSGGAPADKPASRPASAAPRTARSARPATPGRARRKPSAPPAPPSGGDAPEGGS
>OLS44633.1 urease subunit alpha [Rhodovulum sulfidophilum]AB26
MPATISRADYAAMFGPTTGDKLRLADTDLIIEVERDLIAERAGAAGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIIVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPGALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEHTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTQPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LAEEQGANDNLRVRRYVAKYTINPAIAHGISHEIGSIEEGKRADLVLWSPAFFGVKPEMVLMGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVEQSAVTFVSEAALADGIRSKLGLAKQTVAVRHTRGIGKRDLKLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>OLS44634.1 hypothetical protein BV509_09980 [Rhodovulum sulfidophilum]AB26
MTVKSVPGGMAERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDEIPRYVFRDLFN
>OLS44635.1 hypothetical protein BV509_09985 [Rhodovulum sulfidophilum]AB26
MSGLPVALEIRPGAGAGADSVTLDYDARFLRRKRLVSDGGLAFLLDLAHTTSLAEGDLIVLEDGRGIVVKAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEEARLLIQRDHVLLDMLGRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHSHDQGH
GHDHDHDHDHDHDHGHDHHHAHDHDHGHDHDHRDGHDHPHHHDHGHAHDHTHGAADHLHAHDPDHDHGAEGCCGGSGQGG
CGCGAHDHGPHGSASGRRTGGCGGGGCCGHGH
>OLS44636.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB26
MATDGQILRLAQWLSPAYPVGAFAYSHGLESAVATGAVADGAALTDWLADILRFGAGRSDTIFLRAAYEAPPEDLPRIDA
LACAFQPSAERRTETTAQGAAFARVTAAVWPDDLPDFTYPVALGRAARLHDLPLGLTARLNLQAFLSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAGLALTETLDDLAGTSFLADIASMTHETQYSRLFRT
>OLS44637.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB26
MTSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSIAVVTNDIYTQEDAEALMRMQVLPSDRIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLEIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITKSDLLVINKTDLAPYVG
ADLGVMDRDAKRMRGPQPTVFAALKQGEGVGAIVRLLCEIGGLTEPA
>OLS44638.1 hypothetical protein BV509_10000 [Rhodovulum sulfidophilum]AB26
MTDAVPEIRPRRRGGRGASLTEIATGRLVRDVWLSPHRPFFALSALWAVLAVVWWRFGDRIGLPVPALGTTTLWHAHEMT
VGVGGAAMAAYFLTAMPNWTGARRVTGRGLMGLAGLWALARLAAALGQGLPLAAVLAPGLAFYALFTAAYTRAVVSQRRW
DRWAIPAAIAFLGLADAAFLATALGYLSFPGDAAMTRVLVLFFAIKVSIIAGTMAPAFIAGWVGRTGGRLPEVDPMASRA
GLVLMLAAMALTLGGAVTAASALLIAAGAAQLWRMRHWRSVSAFGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREAD
AVHALMMGAMSGLAFSIAARAAARRAGGLLRIGPVHKAGFALIWGAVWLRLAAPAVPSLYEPLLDATALAFCGGWALFLT
GYIPSLRGPVTNPVFNAGGHGHGHGHGHGHGHGHGHGCGCGGHGHGGQAQGGCGGHGGQAGRQGGCGCGGRDHGNAGSAC
GIGPSRRAGPFRMPDEA
>OLS44639.1 ModD protein [Rhodovulum sulfidophilum]AB26
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGASGAKLTMRARGPMTVCGSEEAARIFALLGARAEIAAPSGTAVAAGTLLA
EATGPAQALFLGWKVAQTLTEWASGIASATAALVGAARAVTPGIGIACTRKAVPGTRALSLKAVVAGGAEIHRTGLSDTV
LLFPEHRAFGGPDALASQIARLRAACPERRVVVEVKTLTEAEAAAEAGADVLQLEKFTPDEAAAAARALAGWTGCLAAAG
GITAANAAAYAATGMQVLVTSSPYYAKPADVSVAIAPA
>OLS44640.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MIEAEFRGQLGGFALAAEFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGETWQDGRQFRPTHRRAIGYVF
QEASLFPHLSVRANLTFGLSRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDEILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPQPAAVIDGEVV
GRDTKYGLSEVRVPGGVVVVPGDLGPAGLRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGGHQMTVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAPSAALAPPAAAARLR
>OLS44641.1 molybdenum ABC transporter permease subunit [Rhodovulum sulfidophilum]AB26
MTASPLFDAAMIETILLTLRLAGITTVVLLLVGTPLAWWLARGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPHSPL
TALLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPMEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>OLS44642.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKGPIMTFRLTALRAGSAAFLAALALSAPARAADTIAAVAANFTDAATEIGAAFEAATGHHVTYSFGSTGQLYTQITQDA
PFEVFLAADQARPEKAEAEGLAVPGSRFTYAVGKLVLFSTDPEAIDDSPAALKDPDLTHVAIANPETAPYGAAAVETMKA
LGLYGTLEPRIVQGKSISQTHQFVATGNAPVGFVALSQVIADDTGSRWLVPQDLYTPIRQDAVLLTKGADSEAAKAYVEF
LKSPEALAIIGKYGYGTED
>OLS44643.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSDPSLKAALTLQREGDPRIGGDRIRLLRAIDANGSIAGAAREMGLSYKAAWDAVGSMNNLFSRPLVEAAPGGRTGGGAR
VTRAGHALIACFSMLEASLGKALAAIDTGLKTSPGGAVNTLWSLMMQTSTRNTFRCTVTRITPGAVSTEVDMALTDGHTL
TAVITERSATDMGLAEGSEVFALIKATFVMLAAGAAPANISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAIITRTS
ADALDLAVGSTATALFKASHVIVAMP
>OLS44644.1 hypothetical protein BV509_10035 [Rhodovulum sulfidophilum]AB26
MAFETFWQSGIVAGPDGQAVALDAGLAARDYGLARARLMLETLASRAELGRERGAVCGIDMGHAGHLTDRFETFVAAAML
RMMSESLTGTRRVSAPAEEAAEAETVQSHVFEAEDRIVIFLTAGDPGTEGPVQAVLDPGGIAGGFAHVGAESLTAGLAPD
RRTGYGMPDTPGVDESPEARLY
>OLS44645.1 hypothetical protein BV509_10040 [Rhodovulum sulfidophilum]AB26
MGLQAIRWPGAPPAATRAGLTEVLALARAADASFSMILPLAACAGDEAGLRAAVAGFMARLLNGAFGPLPREFTQELGNG
YCARDSLADAPALSGRLANAAAEEISRPVFDAAVNPGLVDVSVAVQAGRTTAEDAAIRGRMSPLAVAQIDELAIHRFAPA
CAGPISAPTRWPGRWPPGPMRSRRQAGPRRRWSCRPGPSTA
>OLS44646.1 hypothetical protein BV509_10045 [Rhodovulum sulfidophilum]AB26
MPVVIGCEAVVPVGTVLLVHGRNGAPDQPQIAEIAEAYLARGWRVVAPELPNSIALPASGPADRLTMDGLRRAAAEVMVW
TRARWPDVPLALAGHSLGGFAIGHLAADLGDPHHVLGVSPVLSGARLLAARVAMGPPAVAALEREVPLMRAGMEAEDAAP
ALARVAAPLGVITGAEDGIVPLTDARAYFNAAPNGRFFGALPGQNHCPAGPDVGAMLGVALAALGA
>OLS44647.1 hypothetical protein BV509_10050 [Rhodovulum sulfidophilum]AB26
MSAGPDPGWVAARRGAAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASARVASWDPEPDYFHHWTRDAAIALAAIPE
AMAAEPGAAGFWRQAVADHVRFSLAISDPDRRGPPVNPLKATATEAFRPYLRPDAELAALTGPAWLAEPRCAADGGPDLE
RWGRPQYDGPALRAAALMRLGAAMPEARGEEADRLIARDLDFTLSVAGQPCLGPWEEEPARRSGFTLIAQWDALELGARR
LGRADLAGAAETVADLIAEAADPVTGGWRESLEAAPGGLDSATVLALVQAGRSDGPFALTAPRTRATMAALETLFAGLYP
LNQGRAAPALGRWAGDVFCGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPT
SCLGLTWSAAAFLMAAAARDQALAAR
>OLS44648.1 hypothetical protein BV509_10055 [Rhodovulum sulfidophilum]AB26
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDVEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVERLVGFLETADRFDGVFPHFLHGGTGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPGIGARIEALFDAVNWAA
HLREDGAVMWHRHPDRPFAPNALPIRGWNEAMPVFVLGAGSDTHPIPPESYHQSWVRTPTFLNGRSYDGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLTDAYADYGAQARAHALVNRAHCLANPRGHAGYGAACWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPVGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSGRPEIR
RGLLRLGFSAPYLAASA
>OLS44649.1 hypothetical protein BV509_10060 [Rhodovulum sulfidophilum]AB26
MDRRRGGETVDRLMAQMTLAEKIGQLNLLAAGEGLVTGAATATPLAKRLDAGQVGAIFGTKSLASARDLQDRALAGSRLK
IPLFFAEDVIHGHRTVFPLPIALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVSRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGDDPASPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFAEGVAAGAASVMAAFNAVNKLPM
HAHEPLIEGWLRGTTGFEGLVVSDYTGIRELTAHGLGSPATVALRALAAGIDMDMVGEDYLAHLPALAEAGLDAPEAGLS
VPAERVRALIDRACARVLGFKARLGLLGDPWRGLTGSPPAPDRAEGRALARKAAARSAVLLKNDGLLPLAPGARVALIGP
LARDRANMLGTWSVSGRAADVTPLFEAMTAIAGRPPAHAPGCNLVEEDWLVDRLNVHGVTVTRDPRPEAEMLAEAVAVAQ
TADVVVVALGEAKEHAGESSSRLCPDLPAPQRRLLDALAATGAPLVIAVFAGRALALGGVDGRCGALLYAWHGGIAGPEG
VADLIFGRAEPSGRLPVTLPAAPGQTPVSHAEDPTGRPWTGRFVKFRTGWLDLPGDRQPYPFGFGLSYTEVDYAPPRLSA
AEAGPEDRVRLSVTLTNTGPRPATETVQVYLSDPEARITRPARHLVAFRQVDLAPGATREVVFEIGADLARYPLAPSLEE
ARWVRDPGRVVLHVGPNSRDTRPVELTWRA
>OLS44650.1 hypothetical protein BV509_10065 [Rhodovulum sulfidophilum]AB26
MVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLTAAAALVGIYAARACGVACRHFLSTTLHRRARAWLV
GRFDAAILADERIALDLMSDRSETELGARLPDAIDQRIDECSIGLYGGLIGLTMGLWGAITSVWFVSAAILERSQPVPQL
DRWGASANAWIEAQFGPALAARVDLVPGAHGTALLVAGLILLYVPAITWIAWRLGRILERQKLQRQRRDGAWRGELGGLL
HRVGQIAASRGERAQRRINARLYAALDRTWGRQNGLGAAMMLFTDLYNFLSHRLLAYLPALPAFMAGHMSFKTFAASSEL
TAGLIGDLSWFINVMPEIATLRANAGRLTELARAVERVRARQDFYAETGISRFDRRRDARGALVEIRDLALCHRGHDAEP
FLTVPRLRLDRGDRIYLRGANGCGKSSLLKAVAGLWPYGEGRVALAGGARMFFAGQEPDLPERMSLKTLVCYPEAPEKHG
DLVVARVLYRAGLGQFITSLHHDLHHGKTWRTVLSGGQKQRLVLARILLTRPDILLLDEATSALDANAAVDFHDALCEEL
PRTAVIAVLHGETAPYGPDGRPFYAAVLDIAGGVGQVRPVLAPGLAAARHAAE
>OLS44651.1 hypothetical protein BV509_10070 [Rhodovulum sulfidophilum]AB26
MLARSVFSAFLLSVAAPLGAQTVYVDQGDSWTGALRSAFYTQDQGSRIMPLAWMQALTGPDGTPFLADSLARYGYLPMPD
RDDDATLPVGFTTNESADGTAIGMTCAACHTRQIEVGGTAYRIDGGPAIVDFQSFLADLDAAVLAVLADGAAFDAFADKV
AGGDGDRADLRAELETWSKRFHTLIAGSLPDPAWGPARLDAVSMIFNRLTGLDLGAPEDAYLIPENILIADAPTRYPFLW
NAARQDMTQWPGFAENGNDLLGLARNLGEVYGVFGEFHPTAKPGLLFDRDYVTDNSANWEGLKSLEDAIWKIGAPRWPWA
LDEELAEEGRTVFDRATDQGGCVECHGKKQGAFRSIFHSTWATPILPAGTDERECEILTRTAKTGVLEGAKVPLSGKTLG
AEAAAFDLLGLSVIGAIIQHATGFRATSDLASAAHADLATDEDFMGRFDDLRGAFPSSGPDGVTLETAAPACAYESRVLD
GIWAAAPYLHNGSVPTLRDLLTPPAERTAAFMPGPAYDIDAVGMAAGQTAFDHVIETTGCDQISSGNSRCGHDYGTALSE
ADKRALLEYLKSI
>OLS44652.1 hypothetical protein BV509_10075 [Rhodovulum sulfidophilum]AB26
MDGRRILAERTGTTAPPARLGAQIRDTLGLFRSSGFGRRAALLVAALVGVIGLTAYMQIRLNAWNEPFYDALTRKDMAAF
VAQLGVFAALAGVLLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADVDQLADLSAA
LGIGLFQATLLLGSFIGVLWQKSEGFTLSFGGQSHEIPGFMVWCALFYAVAASWLSWRVGRPLVALRAEESAREAVLRFD
LVRISEAAGRIALERGERAETSRIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMM
VAGAFTQVQGSLRWFVSNFAVIATWRATLFRVTSFHRAVLAVDRAEAAAEAAGPRIDRREDAGRIEIAGLHVVTPQVGVR
LAPPEVIVGPGERVLLHGGSGSGKTLLFDTLAGLWTRAEGHIAMPPPDRVMYLPTRAYVPPGRLDLALCYPEPAERYGHD
QMVAALDAVGLGHLSAALGESGRWDQLLGQSDKQCLVFARALLRCPDWLVMDDVLDQLDPEALTRIEALLQGRLARLGVL
GIGDGATPSPVFGRVVQIVAEPGSARHGAGTAAP
>OLS44653.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB26
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLTVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGVPLSVDMNPVLL
KPETDIDCQVVLRGRVLGRQSASAYQALKPTLRSEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAVTGHHRLWTEAERARVAGVIVTKFRGDPAVFAPAAAEIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRDGRAGRLVIAVPELPRIANFDDLDPLAAEPDVDLRWLKPGQPVPGDADAVILLGSKTTRPALEALRAEGWDIDIR
AHLRRGGHVLGLCAGFQMLGRVVRDPGGIEGPPGETPGLGLLDIETVMTGDKRLVAVDARDMLSGTRVTGYEIHAGRVSG
PGTARPWLSLDGQPEGAVSADGRVRGSHVHGLFGADGFRAAWLAAMGATAAEAGPDRVEAALDRLADEIEADLDLDALLA
LAR
>OLS44654.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB26
MTDETVPDTAADDARHASKMARKKAARDKIMAGKSGEKGLILVHTGTGKGKSSAGFGMILRCIAHQMPCAVVQFVKGAWD
TGERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPAIRMVLLDEINIALRYGYLDPAEVVAFL
QAEKPPLTHVVLTGRNAPEALIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>OLS44655.1 cobalamin biosynthesis protein CbiM [Rhodovulum sulfidophilum]AB26
MHIVDGALAAPVVIGGAVLAAGGVARGLRDLTLEKTPAAGILSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLNIALPAVIVHYLCRRGLARGTPRIAALWAGMGGALAIALTALCVGLALALSGEAF
LPAARLVFLAHIPVMAVEGLLTAAAVYLAAQVKPDLFTTVQGPQR
>OLS44656.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB26
MIRPLALMLALAMAPLPALAHKVVGGAYADGALIEGEIGFSNGDMAADALVEVFDPAGTRLGETRTDGDGIFTYRPTAAV
AHVFRADLGAGHVAEFTMSAEEVAAILDSPAARAAAEPGQAAAPTEADGAAGMAGNPSTFPLDRGPAATAAAAPGLSDAD
KAAIAKIVRDEMRPLRREIAAYREQNDLQSILGGIGYIAGLFGFGFYIAARRRLKA
>OLS44657.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB26
MSDILMQDRAGPEGAALDAIDPRARLIGAAGFACVTVACSWLPLLLAALILAIAVMVLSGRAVGPTLRRMAAVDGFIFLL
IAMLPFTTPGDPVFTLWGFAASREGIVHSAEILLTANAVVLALLSLAGTLEPAVMGQALHRLGTPERLVHLLLFTIRYIE
VLRAEHLRLRRAMKVRGFRPGTSWHTYRSLGYLVGMLLVRAVERSERVLAAMKCRGFSGRMPVLSAFAYGPRDAVFGAGL
GAVLIAMIAAEVAHGAF
>OLS44658.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MALFELDGLVFGYSGRPAILQGASLTLEAGQRLSIAGANGSGKSTLLQLMVGLLVPQSGQIRAFGQARRAEPDFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGRAAAMDQVEAVLTRLDLMHLKDRVTHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAGRLVAILQGLPQAILLVTHDAEMRAQVAPQGLRMTAGRLVPA
>OLS44659.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB26
MHELFLIGIGTGNPDHITFQAARAIREADLILIPRKGADKADLADLRRQICARVLGEDAGDRIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTETVAAASPAPQKVALLIWGDPSLYDSSLRIASRLVPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQTLAPEGIRIWWGAYLGMAEEIALSGPLAEAGPEILTAREAARARHGWLM
DIYLMRRRQKQG
>OLS44660.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB26
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPKQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRVQFVTGHDVTGDLPRDIDLAA
LADEHATTVVYMGKRTFPALAGALIARGLPETTPALLAEGVGTPDQALTRTTVAALAARLAEAPGSAAPGLILFGPLVEE
APDA
>OLS44661.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]AB26
MAERPPGLVIAAPASGSGKTTVTLGLLRALRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMDEGLLATLAAEA
QGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFASHPDAPPLAGVILNRVAGA
RHAAMIRPEMDRLGIATLGALPRRPDLTLPERHLGLVQAGEQADLEARIDAIGRFVAGHVDLDALRAAARPGAPGTAGNW
PAPPAQRIAIARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAGATRFLAGLRAHA
RTGPIHGECGGYMVLGETLIDKDGTAHAMAGLLGLVTSFESRRLHLGYRRAELLAPMPGHAPGTRLRGHEFHYSTILSQP
DAALARVTDANGADVAETGSRRGPVTGSFFHLIAEDPR
>OLS44662.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB26
MTVHFIGAGPGAPDLLTLRGRDLVAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEGESLANFAATGAT
LAIHLSIHNLAKVVADLAPHYGADCPAAIVYRASWPDQQILRGTLATLEAALPYEIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARSGSDG
>OLS44663.1 cobalamin biosynthesis bifunctional protein CbiET [Rhodovulum sulfidophilum]AB26
MAETPWLTIVGLGEDGPDGLPPASRAALEEAEIVMGPARHLALLPDLAADKIDWPVPFADGLPLLQGLRGRRVAVLASGD
PFWFGAGSVIARSFAAHEWRALPGPSVFSLAAARLGWPLEATHCAGLHAAPFARLRPLLAPGFTALVTLRDGAAVADFAA
FLTGAGFGDSRLHVLEALGGPRERIRATTARAMDLEGIAHPVAVALETAGDGPAIPAASGWPDSHFDNDGQITKRPVRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQASVIEAEPVRAERIAANAAALGVERLRVVTGRAPEALEGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRRRGWRAAFPVVQWTVRR
>OLS44664.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB26
MRPTLLILGGTTEATALAARLAGTGLKATLSLAGRVERPKAQPIPMRVGGFGGVPGLIAYLRAEGVTHVIDATHPFAAQM
SRNAVEACTALGLPLVALTRPAWMAGLLDTWRHVPDIAAAVAALSGPPRRVFLAVGRMHLEAFAAQPQHRYLLRLVDAPK
GPLPLPQADVVVSRGPFTEAGDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPVLPARRELAHPDEVLD
WLAHSGADLGV
>OLS44665.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB26
MTGWVAIAGLGPGAEALVTPEVTATLADATDVVGYIPYVARVADRPGLTLHASDNRVEVDRARHALQMAAEGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPDWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLKLLRAACGDDRPVIFARAVSTPEEKLTVVPLTEARPEMADMRTVVLVGSSLTRVLRAGDRP
LVYTPRSAPE
>OLS44666.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB26
MTMGTVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGQARSIVADLIPEGAAEHPMEYPVTTEIPFDNPRYNEI
LASFYADCTAHLKALAETGEDVVVLCEGDPFFYGSFMHLYTRLKDDVPVEVVPGITGMSAAWTATGAPITWGDDVLSVLP
GTLPEEDLIRGLRAADAVVVMKMGRHLGKLRRALLMAGRADEAWIVEYASMKGQTVTRLKDYPGTSAPYFSIALIHGRGR
RP
>OLS44667.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB26
MPHDYEKDGAAIYLHSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGMVATARAALEGGAPILCDARMV
SEGITRKRLPAGNEILCTLQAEGIAERAAAMGNTRSAAALELWRPHLAGALVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKEALWADQPVPCCIVEGRLGGSAITVAAINAMASRKE
>OLS44668.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB26
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFDAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAGAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIANRVMAWVGLARAPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLADAGLPGAPAEDLTGDLADTLGRETLSWPLPEYEAALAALPAPLRDALSDVWGAPETDPACRDGAFQF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSDACWPEA
LIGDLPVIYPFIVNDPGEAAQAKRRIGAVTIGHLPPPQRQAGSPERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPEAASDFDTAPSVAAESAALLGALQGAPVAPGPSG
SPWRGRRDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTAGEDFAMALHLLG
VKPVWDEGSGRVSGIEVLPVALLDRPRLDVTLRVSGLFRDVFPALSALYQKAIRALSQRDEAPDWNPYAGRPETPRVYGP
APGLYGIGMETPEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAEAFVHAQDLPETDLLLAADYARHEAGFAAA
QDVTGGRAAIYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAATLDHMAAFARLAGVVPDHLF
DLYFEATLADPGLTAFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>OLS44669.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB26
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLDPRPDHILIETSGLALPKPLLKAFDWPAIRSRITVDGVIAVADAEAVAAGRFAPNIAAVDAQRAADDS
IDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAIEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDSAADHDHDDFESVVIDLPEQDDPEALAARIEALARSRNILRVKGHVAVSGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>OLS44670.1 hypothetical protein BV509_10185 [Rhodovulum sulfidophilum]AB26
MTDPDPAAPIAGARPAPLATGVLVAGAGFAGLVAAIEARLHGAAVTLIDPAPPPLLGGNTRHCRNIRLVHDRETPWQRGS
YPAAEFATDLARLSPPETGLGAVLAEGSAGLGPWLAARAVAFEPWAEGNLPFSRRTAFFRGGGQALTNALVRCAEGLGVE
ILCGWRIDTLPPGWAEDRALALTADTPDGPHPIEAEALILASGGYGANRAELIRHLGPGAAVFANRGTPYQQGAPLLWLM
AHGAETAGRPGDGHLVAVDARAPRDDAGIVSRADGMQVGLVVDATGRRFRDEGAETGSARYSVWGRALAERADPRAWLIL
DAEGTGRLPPLLYPPLAADSPAELARLCGIDAEGLTRTLQAATEDAPLDPPRSRSDGVPLTGSPVAAIPLVPGLGFTRHG
VAVDATARVRLAGGGTAHRVFAAGAAMTGAVLGEGYLSGTGLTVGGVFGRIAGAGAAACAGPAANRPRPAAVPAPAATDP
VPPVPEPWAEAARALNICNTCGFCTGLCAVFPAAQRRPNLAAGDLRHLAHLCHDCRSCHYDCQYAPPHALAVNLPAALAA
ARAADHAAGLPPHLPDLIFLLCLIGLPLAALTLLPPGVLFSTQTGPGAFYAVIPHAAMAGGAALAFTGAGLGLGLRLWRF
WRATGGPTARPSLESLWQGCRDALTLANLGAARACDGAHGPVGRARRWSHHLLVTGTALTALATLAGAVLHLGGALAPYP
VASAPVLLGSLGGIAMLAGLAGLERWHRTADRRPAAARMQAANRGLRAQLAIVAASGLALLALRDGAAMGLMLALHLGAV
LGLVLALPFGKLGHGGFRSLALIRHAGEEAARRPGPDHRA
>OLS44671.1 multifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/5'-nucleotidase/3'-nucleotidase [Rhodovulum sulfidophilum]AB26
MTMRILSSAAVLALLSGAAAQAEFALTLLHTNDVHARLEPISKYDSGCPEEDNRAGDCFGGAARLATAIAAARAEGGPTL
LLDAGDQFQGTLFYTYYKGKAASEMVNRLGYDAMAVGNHEFDDGPEVLAGFAARLTMPLLMANADLSAEPQLKDRIRKSV
VIEEAGERIGVIGLTPRDNPELASPGPNIVFTDPLDAVQAEVDRLTAEGIDKIVLLSHSGYEADKRIAAGTTGVDVIVGG
HSHTLLSNTDDTAAGPYPTMVGDTAIVQAYGYGKYLGRLDVVFDDAGKLVSAEGAPILLDASVAEDAGVKARVAELAQPL
EEIRQKVVAETAAPIDGERGSCRAGECQMGNLVAEAMLDRVRSQGIQIALQNGGGVRASIDEGPVTMGEVLTVLPFQNTL
STFHVPGATVRAALEHGLSQVEEGAGRFPQVAGLRFTWNPEAEPGQRLRKVEVQEGGAWLPLDPDRSYGLVSNNYVRNGG
DGYSMFLDAREVYDFGPDLADVTADYLAAQAPYTPRLDGRIATE
>OLS44672.1 hypothetical protein BV509_10195 [Rhodovulum sulfidophilum]AB26
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAEQVTGTAEKHFAGESDLVLVAVEAERLGTDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVV
>OLS44673.1 dihydroorotate dehydrogenase (quinone) [Rhodovulum sulfidophilum]AB26
MTPLERAGLAVFHRMDPERAHTLSLTALQSGLVPLPGRLTGPRLATDLAGLALPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLVEDRAAINRFGFNNDGMEAIRARLAARPEGVPVGLNLGANKDSADRSADFARVLSACG
AHVDFATVNVSSPNTEKLRDLQGHEALSALLAGVMAARAELSRPIPVFLKIAPDLTDAEIDDIAQVALEAGVSGIVATNT
TLARAGLKSPEAGQAGGLSGAPLFARSTRVLARLSAATGGRLPLIGVGGVGSAEDAYAKIRAGASAVQLYTALVYGGMSL
VRDIVDGLDRLLARDGFAHVAEAVGSGREDWE
>OLS44674.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB26
MTGIVIWHNPRCSKSREALRLLEETGAEPTVRRYLDVPPTEKELRETLDMLGGCAIGMMRTGEDLFSELDLTKDAPDEVL
IAAMAAHPRLIERPIAMADGRAVLGRPPERVLELLED
>OLS44675.1 carbamoyl phosphate synthase small subunit [Rhodovulum sulfidophilum]AB26
MPAAMPRPTACLTLADGTVFYGQGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNDEDDETAEP
VAEGMVVKWDPTEPSNWRAAEELKTWLARRGRIGIGGLDTRRLTRAIRQQGAPHVAIAHDPEGRFDIEKLVAKARGWSGL
VGLDLAKDVTCAQSYRWDEMRWAWPDGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPATATAEDVLALDPQGV
FLSNGPGDPAATGDYAVPMIRKVLEKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMSDRPVFSVQYHPEASPGPQDSYYLFERFADAMAERKQA
>OLS44676.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]AB26
MDLRTRISAALKAAMKDREADRLGTLRLINAAIKDRDIAARTEGGEDGVGDAEVLAILARMVKQRQESARAYEEGGRLDL
AERERDEIGVIEDFLPRQLTEDEVDEAIGAAIVETQANSIRDMGRVMALLKAEYAGRMDFAAVGPAVRQRLA
>OLS44677.1 hypothetical protein BV509_10220 [Rhodovulum sulfidophilum]AB26
MRAGALLLITVHLIVFLFIYQHPLFILSALVMGLLLAREMYEDLSQRFFRLKAEEYEKELHGAQEDAPQTERHPLLIEGA
ASLKDISTRSTRH
>OLS44678.1 lipoate-protein ligase B [Rhodovulum sulfidophilum]AB26
MEPEWIEFEELSPYLETVAAMETRADAIAAGRAGEAIWLIEHPPLYTAGTSARPADLTDPGRFSVFETRRGGQYTYHGPG
QRVVYAMLDVGQRGHDVRRFVWQLEEWVIATLAEFNVRGERRPGRVGVWVVRPELPPGPDGAPREDKIAAIGVRLRRWVS
FHGLAINVDPDLGHFDGIVPCGIRDHGVTSLVDLGLPVTMGDVDVALKRSFARVFGPLPARRTATE
>OLS44679.1 hypothetical protein BV509_10230 [Rhodovulum sulfidophilum]AB26
MACLAASLALTPATRVAADGGDVVGGLIAGIIGGAILNEASKGRQHRTGQHRTYADPATVAQNREVQTSLNYFGFPVGAV
DGVLGSRSRTAISEYQATMGYPVTGRLQPYERDFLTGSYRRAIAGGPATAQMIAGDPMGPRGLLRTYQKQAAGIAPPPAV
QPVPNTTVVIAPAAPAPAPVPATIPVMNAARAPGGTALPNFLGAGTGKSLASHCNKVSLLTSTNGGFVTSAAMTDPSVAL
NEQFCLARTYAIASGEDMAGRVSTLSQDQIAAQCDRLGPVLKPYVSALSFRPRAEVMSDLGGFVQGSGMSPEQLAGTARI
CLSVGYRTDNMDVALGSALLLNVLGEAVYGELLGHHLSQGFGTATRADLALDWYDAGLDAVARGAAPVFAPGQPERSELI
RQAAYRIGGRSDGTALSVPAPVVSGQVAMPALPAFTVAD
>OLS44680.1 hypothetical protein BV509_10240 [Rhodovulum sulfidophilum]AB26
MPPATKGTGAMADTLRASFGRFEAETVPAEARLTISRDGATVIRLFGRDLVRSTLLGGSWCPDMQRALRWGLQRIEARLG
EDLRFRAGVMAACDLISHLRLAGDPRRAERLLLGDMDAGWSQGETPLSQDCGALVNGKTVCGGSYSAPDAMPKPVAEPAA
EAFREAVAELVYSVMKEGKTDV
>OLS44681.1 hypothetical protein BV509_10250 [Rhodovulum sulfidophilum]AB26
MKTPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEAQPDEKAAWPDLPEEARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPADLPKPQIVQPWWF
GEPFFKATGLYLRGLSPLSATDRLTPPAPGTEAHKRWSAVHRASPGPDRWKIRSRTFEGLAAAAAAQWGGDARQEAA
>OLS44682.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB26
MTVSRPLLRWHGGKWRLAPWIVAQFPPHDCYVEPFGGGASVLLRKPRASLDVYNDLDGAVVALFRVLRDAPDELIRRVEL
MPFARAEFDAAQDPDQGPKDEIDLGLRLLLRSHMGFSSAGACGRGGHQKTGFRGRGIRAGTTPPENWRRFPPVLREVAER
LRGVVIECRPALDLIAAQDGPSTLFYLDPPYLPETRDAGADYIHEMTEADHADLLAALGSLQGAVVLSGYASPLYDRALA
GWHRIERPTFADGARPRTEVLWMNRDPALPLFGGRA
>OLS44683.1 hypothetical protein BV509_10260 [Rhodovulum sulfidophilum]AB26
MTAQTRVDAPETDTTAPDTEPKWTLSISLRGRETVDFSLTESRALGALRALQDRDDDRDLEGWFFLPGLVVNLSDVQMIS
AAPSPSDTASRARLTWI
>OLS44684.1 hypothetical protein BV509_10265 [Rhodovulum sulfidophilum]AB26
MSLIDTIAPPPDALADFVAEWQSAAPEVRLAAIRGTLRRQGIAQPAPDDPARAGYEIQLFGPAALGRDEADAARTWMEAA
ARRCPFA
>OLS44685.1 hypothetical protein BV509_10270 [Rhodovulum sulfidophilum]AB26
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRASTLSALAEQARAGGAA
>OLS44686.1 hypothetical protein BV509_10275 [Rhodovulum sulfidophilum]AB26
MKTILTTAAAMALLAAPALAAVNATEDLSAIRQPSADGAGCFAAIAGTNAFERTHAPGCIYYRAPTGTDPKEVEAADPEP
ADPSEAEGEDSENAGL
>OLS44687.1 hypothetical protein BV509_10280 [Rhodovulum sulfidophilum]AB26
MRLAWIDEQLEAHGMSRRELAARIGLTEAQMSKVMGGSRKLSADEADAIRRVFGYSTPDNPEDPDISRIYSILSQLGERQ
RRAVVLYLEALAGDGE
>OLS44688.1 hypothetical protein BV509_10285 [Rhodovulum sulfidophilum]AB26
MSVADKIIAKCGGVARTAEIVGVRKNWIYRWRLPRERGGTGGEIPRTAQLKIMEAARQGLVAISPDDFFPNKAKSEGGTK
>OLS44689.1 hypothetical protein BV509_10290 [Rhodovulum sulfidophilum]AB26
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELFDPEQTA
>OLS44690.1 hypothetical protein BV509_10300 [Rhodovulum sulfidophilum]AB26
MATRIYTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGAGRKGAEPMPVRIRGEVFTDAHAAAARFGVTPQA
VWKALADGDPDRIGRPQRRPGRDPHPVEIGGLHFASQRQASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>OLS44691.1 hypothetical protein BV509_10310 [Rhodovulum sulfidophilum]AB26
MDAREQAEGEKRVRDLLIEPLLRRGLVKPGAMTKAQFDEMLADLAKRLAYMTPPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGREALAEGWAPELLDDLRRTRRWPGGYALGQIRQAAGEALRRHAHLAGADPAF
LDPAEAAWLRDREAQLARCRRIADLAGAAA
>OLS44692.1 hypothetical protein BV509_10315 [Rhodovulum sulfidophilum]AB26
MTAAIRSPAQTATRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRSYGMEYVALERAQLGTRVDTSRGRSSPHDD
AELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLKPDDWTVNRWGRHAKTADAAMLGVEGWQPIPRRNRKGVIV
HDAVRFTPCHWDPTPAQIAAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDMPPMRPWKGAPQRL
>OLS44693.1 hypothetical protein BV509_10320 [Rhodovulum sulfidophilum]AB26
MDSAEGKAWRAEQRAKQDAQPVELAVYKGGQMVGFMAGGFTAESSIAGFLPRNWDSMSIKDLSQVFRSHGFKVVTAKEGL
SMNHGQAADIMNPL
>OLS44694.1 hypothetical protein BV509_10330 [Rhodovulum sulfidophilum]AB26
MSRLFAAAALIAALAGGPVRADDGPEVQRLVEALALPDLVEIMRDEGLVYGDGLEADLFPDRGGARWDAAVARIYDSDRI
ERAMREALGTRLAVDEIEPLVAFFTSPEGARIVALELSARRAMLDPEIDKASRERLEEMQADGDPRLDLVGRFIAANGLI
EANVAGALNANYAFYTGLVDGRAFDYALTEDQILDDVRRQEPEIREDTRTWLFSYLAMAYAPLDDATMESYIRLSETRPG
QDLNDALFEGFEAAFQGISRDLGLAAARFIAGQDL
>OLS44695.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB26
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMVDGQVGTPTVEGAAVQATVIDQIKGDKVIHFVKRRRKHSS
QRTKGHRQQLTLLRVTEILASGAAATGVKAAIGSGSVSGAAVAVAEPKAAEAKAEAPAEAAAPAGDDLKKLPGVGPAMEK
KLHEAGITRFAQIAAWTNEQAAAMDSRLGLKGKIVNDGWVALAKDLAKKA
>OLS44696.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB26
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAAASGNIIVRQRGTKFWPGEGVGMGRDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>OLS44697.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MKLDLIPPQPAIAAERFVLRPVRRSDAGLLSLYSGDLRVARFTRSIPHPLPPGATEAFIQRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLTANPQKAKTVFAEVFQDNPGSARVLTNAGFEYLGDAEA
YSVAREAKVATWTYLKKLG
>OLS44698.1 hypothetical protein BV509_10350 [Rhodovulum sulfidophilum]AB26
MTGAADGFHVETPRLILREFRPEDVTPLLRIGRDRRVAQMMSTLPVRWTRAQATEWIARSRFRGEPGFRLAIEQRGLGLI
GVAGLGGAPAMLAYFLDPAVWGRGYATEAMRAFVAAAFARFRGLDVLAADHFADNPGSGRVLEKLGFERLGRGAGRSLAR
LEPAPNIHYRLIRAKFEARHEIP
>OLS44699.1 GTPase ObgE [Rhodovulum sulfidophilum]AB26
MKFLDLAKVYIRSGSGGNGCISFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGADMVLKVPVGTEILEEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANSGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDATSEDVAADWDTVLTELELYGGDLADKPRVTVLNKIDSLDGDERAEKRAALEKATGGPVMLMSGVSREGVTEVLR
ALRAEIDEDRLRLKADEEGEDEAWRP
>OLS44700.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB26
MASLSSARRLVVKIGSALLVDRATGSLRADWLKGLAQDVAMIKARGTDVVLVSSGSIALGRGVLGLGLGTLALEQSQAAA
AVGQIRLARAYEDCLEPHGITTAQVLVTLEDSEDRRRYLNSRATMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYNANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRMRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFLRVDAGAAGALKSGKSLLPAGVTEVTGDFGRGEPVAILGP
QGEGLGTGLSRYTSVEARLIKGCRSGEIESILGYPGRAALIHRDDMAT
>OLS44701.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MKDIIDIHALMADLGARARVAAAELAFAPAAAKRRALDVAAETVLRHKAQILAENATDMEYGRDKELSPAMLDRLMLNEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDLPSGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLARARLPEDAIQRVPTRDRAAVSAMLTLTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADKVLARLPGTVPATAEDWGREYLDM
DIAAKVVGDIDSAIEHIRTFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGNGTLRA
>OLS44702.1 hypothetical protein BV509_10370 [Rhodovulum sulfidophilum]AB26
MTDLTALVGSRICHDLISPLGAIGNGMELLVMAAAETPDDAPGEELALISDSVARANARIRMFRLAFGAAGDGAEVAGRE
VCEILADYYGGSRHNVTAEPPAALSRAMAKVALLAVLCAETALPRGGRIALSWSEGRVVMQAEAERMSLDPRLWTPLTEG
ALCHEDLRPAEVQFALLPIALAEAGRRLTFDHDEAHLTLAF
>OLS44703.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB26
MHPMNAILEPGMLVRHPAQPDWGLGQVQSVIGARITVNFTEAGKVVIDGTRVELIPVFES
>OLS44704.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]AB26
MQPPEEFFQLRLARGEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLILIDTRRDAAALDHVVGVYRL
LTSDRAAAIGRFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQGIEVLFGVASFHGTDARA
LAEPLSYLHHRHLAPSDLRVRVLPEHFQRMDLMPESEIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTAKMNEKSRSRYGRGQG
>OLS44705.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB26
MSTWRGAAPPEAPPIDAAGWLRVALRGGALIAVLCLGMMLKLTLRLVERPLFGLRRPVTPWITQGVSRAALAILGMRYRR
RGRPMRERGALVANHASWLDIFALNAGGRVYFVSKAEVADWPGIGWLARAAGTVFIAREKREAKAQADLFETRLKAGHRL
VFFPEGTSTDGRRVLPFKSTLFAAFFGADLRDILWVQPVTVVYTAPEGEDPAFYGWWGDMGFGPHALKLLATARPGGVEL
VYHPPLRVAEAENRKALALACETAVRSAAAG
>OLS44706.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB26
MAEPERPQIYLITPPAFDPESFGPRLAGVLDSHDIACLRLSMASRDEDLVARAADGLREIAHERDVPLVIETHVGLVERL
GLDGVHLTDGGRSVRKVRTLLGADPIVGAFCGASRHDGIGAGEGGADYIAFGPVGESGLGDGSRAEADLFAWWSEMIEIP
VVAEGALDAATVAALTPITDFFAIGEEIWREEDASAALGKLIAAMG
>OLS44707.1 hypothetical protein BV509_10395 [Rhodovulum sulfidophilum]AB26
MAFDEGLAAELRGYLNEAGFVTERRMFGGLCFLLESHKVCGAFGEAGFFRVCPDRAAEALALPGTRPFASSGRRMTGVIS
VDADLMADEARRGQMLALALAFVRSLPPKQVRQAGRSQPEKTPL
>OLS44708.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB26
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVDPRDGWPNPRAVALASGAGRLLDHAGIFPSTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLADGRRVAVLFGPERAGLENDDIARANAIVSVPVNPDFASLNLGQCVLLSAYEWR
RQTAEILPERLEMAGAEPASLLEVEKLAEHYEERLSEAGFFFPETKAPGMKLALRNMWSRMPLTRPDVQILHGMLRQLTR
VRGRGE
>OLS44709.1 hypothetical protein BV509_10405 [Rhodovulum sulfidophilum]AB26
MSKTRSKAKTRSIFEEVGTEAPLERPVVQPGAIDRAARRGARGAVAWWLISVFVLIAAMLIAAGVARLTGHPAALPGFGP
LYGQLPPLDPAGWTAAFDRFTAAGGATDLAGFQRLYWWGWGIRQAGTLAALVWALGYLGFLVFGKLPKGWALRLLPLGGT
ILGIGAADWAMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLSAWGAMLLRRPEAQLMQARRARDGRAFGMATGVMHLAFL
QILVGAMLGALDQGRGFPDWPLMAGGILPPEPLSLEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTR
RAFDWLGVMVFGQGVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>OLS44710.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB26
MTAFDDLMAFQHETEALSQVSMRLGWDQETMMPRGAAQQRAEEMAALESVLHRRRTDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYTRATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAGALAAMFDRMRPRLVSLRERIMGSGRAPAPLSGHFPEAGQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGTDVRIT
TRVDETEPLGSLYSTLHETGHGAYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRSRAFCSWLFGRMTEVFGTAGA
ADADAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPRNGLLQDVHW
SVGLFGYFPTYTLGNVYAGCLYQALRAAVPTLDADLARGHAEPATAWLKSEVQRSGGLYEPAETIRRACGFAPGEGPLLD
YLDAKFGEIYGL
>OLS44711.1 hypothetical protein BV509_10415 [Rhodovulum sulfidophilum]AB26
MISHDRLWQAIWLPARRVAFAIVARLWWRRPPEEISARLEARPLRDQATIVAAVLTGLFLTSLVFAHAGILGMLVFLLLV
ILLIR
>OLS44712.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB26
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQDQIDALAEDRETRVVILKGAGKAFCAGHDLKEMQAGREALDGGR
AYFADLFARCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALTRTIPRKH
AFEMLTTGQFVDTGRAEALGLINRAVPADMLDDAAWRLAETLAGKLSPALRVGKGLFYDQLERGIDEAYSMAGAAMVENM
MLSETEEGIGAFLEKRPPAWQA
>OLS44713.1 thioesterase [Rhodovulum sulfidophilum]AB26
MQPVMDVAALTAFLRSAFPQVGEEFVVEEVAPMRVRVRLAVTDRHLRPGGTVSGPSMFALADVGIYLAVLAMIGPKALAV
TTNCSIDFMRKPAAGRDLICEARLLKLGRVLAVGDAMIRSDGSDEIVARASLTYSIPPK
>OLS44714.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum sulfidophilum]AB26
MAEEDDDIVLAELPDDELVPQMQDDLYDGLRDEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGHDFRDGILFVPEVLLA
ANAMKGGMQLLKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDLGINTDIDRYLVALETEQPDILGM
SALLTTTMPYMKIVIDTMAEKGIRDDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNSAAAG
>OLS44715.1 methionine synthase I [Rhodovulum sulfidophilum]AB26
MTDALSRLLAERDWLMADGATGTTLFNMGLSSGEAPEFWNADEPDKIRALYRGSVEAGSDIFLTNSFGGNASRLRLHEAQ
DRVHELNRLAGALAREVADAAGRPVVVAGSVGPTGEIMEPMGPLSYTRAVEIFHEQAEGLKEGGVDLLWVETISAPDEYR
AAAEAAKLAGMPWCGTMSFDTAGRTMMGMTSAGLAELVEKLPHKPLAFGANCGVGASDLLRTVLGFAAAGTEWPIIAKGN
AGIPKYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLQAMRAALETRPRGPRPSLDEITDRLGGFSSASDG
TGDGEGPTRAPRRRRRG
>OLS44716.1 aldolase [Rhodovulum sulfidophilum]AB26
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVYRKVSSDLGSRV
DEPTLRAKMAELMVLAKEQIMSES
>OLS44717.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB26
MARRKKIYEGKAKILYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMTGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNIAAGSMSKRLGIEEGTQLPRPIIEFYYKDDGLGDPLVTEEHIIAFGWAGQQDLDDIVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWEGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVARRLGVLP
TNVAHPSKPTLIN
>OLS44718.1 phosphoribosylformylglycinamidine synthase [Rhodovulum sulfidophilum]AB26
MKARVHVMLKDGVLDPQGEAVRHALGTLGFEGVGGVRQGKVIDLDLDATDRTAAEARVREMCEKLLANTVIERYDIEIV
>OLS44719.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MRAAVLTGWRKPLEVSKVDDPDCPKDGVVLKVLACGICRSDWHSWTGADPDVSLPLIPGHEYCGVVEEVGPGVTRWQVGD
RVIAPFILACGHCADCASGHQTICAHQVLPGFTQAGAFAELIAVPFADTNLTPLPETMDPALAAALGCRVTTAWQALTGR
AALRPGEWLAIFGGGGVGISALLLGRALGARVAVVDVVPDKLNYAVALGADAAIDARAGDPAEAVRDITGGGAHVAIEAL
GIPETTIGAMKSLRKLGRMVQVGMPTGKNTTMALPMDAVYSGQLAVYGTRGMAAWKYPSLLSLIDGGHVDLTPLIGRRVK
LTEASGELAAFDAPAPPGVAVITNFLA
>OLS44720.1 phosphoribosylformylglycinamidine synthase I [Rhodovulum sulfidophilum]AB26
MKAAVLVFPGSNCDRDLAMAFRNAGAEVTMVWHKDSALPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHTARGG
YALGVCNGFQVLTETGVLPGALMRNAGLKFVCRPVPLTVETADSAFTAGYAKGQQIAIPVAHHDGNYVADADLVARLRAE
DRIAFTYAEPINGATADIAGILSENRRVLGLMPHPERAAEPAHGNTDGAALFRSLLGALVPA
>OLS44721.1 two-component system sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MSGPSRSPYRSAYPLRGVWIVRLAVCVLILIAVATVWTTNTWLTDRFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDTGRVVAATDRSTIGTNLRSAPFYVEALRSNDTVFITSRAEA
GNFTFTYSRAITVDRKKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGRLVNEALDARSAPSAVARAI
QATADWGALPPDAYVMGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPDE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRSCVSGALSMMEPQLKRRKVTITRSLPREPVMVMADRIRLEQ
VIINLLRNALDATRESPVPQIDLILSSGETATLTVRDNGHGIEDIDRLFEPFYTTKQPGDGVGLGLAISSGIVADLGGRL
TARNAREEGAVFEVQLPILNQDKEAAE
>OLS44722.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MPQAMKIAIVDDEQDMRQSISQWLALSGFETATYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSTLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGTVLVKKLIGSSTVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQIACAAFDPEALTARLFGPIEDGSTTLPAVEEARGGTLCLE
DIEALSPTLQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDMLRPDLFYRLAAMKITLPPLRNRGEDILTLFNRLSDQ
FAEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>OLS44723.1 ribonuclease [Rhodovulum sulfidophilum]AB26
MAKKMLIDATHAEETRVVVVDGNKVDEFDFESVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEDLEDEDGDGDKPKRRGRSRRKPRSGSGASGTSPSSVDQADEGALDTEDGDDDPADEIEELSA
SAEDADDESASEPDAEEAEGPSDADSDDDADSPEKDAAEEEEGDEEEGDAGEDDDTPPTVMAMTAHSDDPVETREPGAGI
PGMDVVDLGEDDETAGDLADEPSSESASEGRKSSSRRRRRGSRKKTDETEDEAPAVPAAEADEDGPEEVHHDDQIESVAE
EDVTEEIRPRKPRARRYKIQEVVKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNVVDRKK
LKEIASEMDVPEGAGLIIRTAGAKRTKSEVKRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVL
VEGEGGYRLAKDFMKMIMPSHAKNVKHYTDPMPLFARYQVESYLSSMFNPVVQLRSGGYIVIGVTEALVAIDVNSGRATK
EGSIEETALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNASVEKRLKDKLKTDRARIQVGRISGFGLLEMSRQR
LRPGMIEATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVR
IEADPFLISPDFSIERFKTATRSVPEVVTPVVSLDMSDMPDPVEEEEEDEAPVVETVAQPEADEKNEDKPGKKRRRRRRR
KKPSQGGDDQGFEAGSAEDDAEGEDDGDIADQAEPEPEEAADPENESAQAEEKSDDKPRRTRRSRSRGRKSDRTEQETGK
EAEAEAEVTAPVSEDVSAPAPEAMPEPSVDPEPVVETSLAEEERGTEAAADPADAPEPDAEGSSDAQPVSEPEPETQAEE
PQSDEPKRRGWWSLGR
>OLS44724.1 preprotein translocase subunit TatB [Rhodovulum sulfidophilum]AB26
MEDGIEIDLRGLKCPLPVLRARKALAGLAPGGLLRLRADDPVAVIDIPHFCREAGHVLVSAEDEADATLYLIRKG
>OLS44725.1 cytochrome C biogenesis protein [Rhodovulum sulfidophilum]AB26
MFGIELIDAGLLPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGITMGELTGAVAGRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVIVFGLHFLHVFRIPLLDREMRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASVSRGTVLLAVYAAGLGIPFLLAALFIQRAMGVMNRLKRHMALIERAMGVLLIAVGLALLTGAFSAFSYWLL
ETFPSLARLG
>OLS44726.1 hypothetical protein BV509_10500 [Rhodovulum sulfidophilum]AB26
MAKRKAVGFLMTEKGFSARRACRIAGLARSVQQYWPKPKTDVALVARMKAPADENRRYGYLRLPAMLRREGLIPNTKRTY
RLSTAEGLQVPKKKRRKLPRRDRVAPQVPKRPMQRWPME
>OLS44727.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB26
MKRLRITVDGTAYDVTVEEIETGAAGTPAAPAPPATARPVTAPAAAPRATAPAVAAA
>OLS44728.1 hypothetical protein BV509_10510 [Rhodovulum sulfidophilum]AB26
MLENLSLIGTGFAVVLLVLASLWGACALIGRAFIRAARKAERPVVAPEPPGVPPHHLAAIAAAVAETLGPGHRITRVAAP
AHRVDGWPLEGRIETFAAHRIRTGWGPTLPRLGGETPDIMRGPKP
>OLS44729.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]AB26
MLSDIQSRTGPVAPQDVLHRIASGTFGDPFAVLGPHAVADIRHVTALIPGAETVEALADPGGAHLLSPVPGCAGLFTGPV
PGEGAYRLRAAAKGTVWETDDPYRFGPVLGALDEHLIGRGDHHRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVVGPF
NQWDGRRHVMRRRGVSGVWEIFLPGIGENASYKYEILGPDGALQPLKADPVGFGSEHPPANASVVHDLRGYGWSDDAWMQ
DRAGRNARSAPISIYEVHLASWKRRAGGREISYVEAAEELVDYVAAMGFTHIELMPISEYPFDGSWGYQPVGLYAPTVRH
GPPHEFRDLVDAAHRKGLGVILDWVAAHFPVDAHGLGRFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANFLTANALY
WLEEYHIDGLRADAVASMLYRDYSRKDGEWVPNKNGGRENYEAIALLQQMNTLAYGTHPGTLTAAEESTAYPGVTRPVDQ
GGLGFGYKWNMGWMHDTLGYMAEDPVHRRHHHNKMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAVQFANLRA
FYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHALDFSPEGFQWIEADDA
DRSVYAWLRRGGPQDPNAVVVCNFSPVEQPAYRLGLPAPGRWREALNTDAGIYGGQGRGNMGGVTAEARPCHGQAASARL
CLPPLSTVILVHEPGA
>OLS44730.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB26
MRARIYQPAKTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETRGAAEDYARRHGIDAVVLRPKKR
APNVRPMGYSENFAVNRRGAWTH
>OLS44731.1 cupin [Rhodovulum sulfidophilum]AB26
MNGYIGNIEELTDDNTDFRRVLYSGAHLQLVLMSVAPGQELGGEIHAGTDQFFRVEDGKGRIVVDGVPHKVGAGDGVIVP
AGAHHNVICTGHTPLKLYTIYGPSHHLDGLVQATKAEADASDETFDGKTTEQAREAVRV
>OLS44732.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB26
MNLRIVTPLSIVVDAQIDALRAEDASGSFGILSGHAPFLTALTVCIVSWKTDATERFCAVRSGMLSVIGDTVSIATREAV
AGDDLATLDTEVLQRFQTDADAEKVDRNETVQLQLNAIRQMVTRLHGGADRGAFR
>OLS44733.1 ATPase F0F1 [Rhodovulum sulfidophilum]AB26
MTRPGDDPLIIEARLRRARRDKWLREGDMSVGRRFAQIGVLGWIFVVPTLGGMFLGRWLDEQFGAGIFWTAPCLVLGLCV
GGWTAWNWMNAK
>OLS44734.1 hypothetical protein BV509_10565 [Rhodovulum sulfidophilum]AB26
MMDFSALSPTPLLPACFVGGLVIGYGYFSALRATTDLILRDGKPLIALALTIGRMSLLASALFIAVLIGGAALLAAFAGV
LCAKALMLYRLRREIS
>OLS44735.1 ATP synthase F0 subunit A [Rhodovulum sulfidophilum]AB26
MNSPLESVALFHLGPVPITQAVLTTWAIMVVLVAGSYLLTRRLTLIPGKRQAALELIVTTLDTQIRETTGAAPAPYRSFI
GTLFLFILVCNWSSLMPGVEPPTAKLETDAALAILVFLSVIWFGVRGAGIGGYLKSFAAPNIAMIPLNMLESITRVFSMF
VRLFGNVMSGVFVVGIVASLAGLLVPIPLMALDLLTGLVQAYIFAVLAMVFISATVEDGQPPSPHKKKS
>OLS44736.1 ATP synthase F0 subunit C [Rhodovulum sulfidophilum]AB26
MEYAPIISMICAAIAVSFGSIGPAFAEGRAVAAAMEAIARQPEAANTISRTLFVGLAMIETTAIYCLVIALLLLFANPML
A
>OLS44737.1 hypothetical protein BV509_10580 [Rhodovulum sulfidophilum]AB26
MAIDFWALGLQAINVLVLVWLLSRVFWRPVVAAIATRQAAATAVTDAAAATQAKADAALAEVTQARDAISAERAAALDTA
KTEAEATAKAAQAEAQTKADALLAAAKTTAAQDAETADADNAAQATELALTIAARLLKRLDSPKVQAAFMAQLVETISQM
PEADRASLVDAPKGIELVSPVDPGDQKAAIETAVRKALGGVPELRFVTDPALIAGLELRSPHFVLHNSWQADLDVVRQAV
QDAA
>OLS44738.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB26
MPRDWASSARGALEGVTLGPRAEPRGRVEEIGDGVAMISGLRDVRLDEVLRFAGGQTGFARVLDPDRIGCVLLDCTAKVE
AGDAVFGTGEVVNVPVGESLLGRIVDPLGRPLDGKGPVLAQAHLPIDRPAPSIIERDLVTEPVQTGVVVVDTLFALGRGQ
RELIVGDHSTGKTTLAVDTLIAQAASDMICIYVAVGQKNSSVRRAIDALQRHGNFARCIVVVAGASEAPGLQWIAPYAGM
SMAEYFRDKGQHALIVFDDLSKHAATHREIALLTRQSPGREAYPGDVFYIHARLLERASKLSKDRGGGSLTALPIAETVA
GNLSAYIPTNLISITDGQIVLDAALFHQGQKPAVDVGLSVSRVGGKTQAPVLRKAAGTLRLDYAQFLELEVFTRFGGMPD
GRVRDQLTRGARIREALRQGQHVPFRLADEVALMLALQAGLLDELPVGAVTAFRAALPEALDRDAADFLTGLTDTGTLED
KARTDLLAVLATLAKSLGDTKTPA
>OLS44739.1 hypothetical protein BV509_10590 [Rhodovulum sulfidophilum]AB26
MTERLADISARIDGIRQLGAVVNAMKGIAAARAHVARAQVGAVDSYAATIAAAMAQVLPNDTAPDNDNGKTGLLLFGAEQ
GFAGAFSERVLDSIGDTSPAQLFLVGTRGLSVAASRGITPHWTAPLPSHTPGIPKLADKITTAIYHAVAEKRIESLDVVF
TSWASGRPGLLRQRLFPIDLTDIPAITGERPLLQLPEETLIAALGQEYFNAQVCKAALHAFAAENEARMEAMTAAGSQIA
RELETFEATLRRVRQEAITAEIIELGTGTASAR
>OLS44740.1 poly-beta-hydroxybutyrate polymerase [Rhodovulum sulfidophilum]AB26
MPNQLKLLTSQIISPEITKAEPADTAAEALDRMTHAGLAQATAGLSPSVLAEAWTDWVVHLASSPGKQMQLREQAMRDGQ
AVLAAWLGLRPAEADPDDVPDRRYANAAWQNWPFNVWSAAHQRSWHWWQDAVTGVHGMTPEHETLMAFVAGMISDSTAPS
NFALTNPEVIATTRAERGQNLMRGASNLADDIMRRTGKAPDGPQPFEVGRNLATTPGKVVFRNDLIELIQYAPTTAEVRP
EPILIVPAWIMKYYILDLSAQNSLVRFLVAQGFTVFMVSWKNPDADDRDLSMEDYRESGVMAALDAALAITQAPKLHAVG
YCLGGTLLSIAAAAMGRDGDARLATVTLLAAQVDFTEAGPLRLFINDSEVTLIEDMMAEKGYLSSDQMAGAFALLRARDL
IWGPAISSYLLGTRGDAFDLMAWNADATRMPARMHSEYLRKLFLNNDLAEGRYHVGGKAIAMADIRAPIFAVGTEDDHVA
PWRSVYKMHLFADTDVTFVLTSGGHNAGIVSEPGHHDRHFRIAETAATAAYKDPDDWLTDNAKSDGSWWDAFADWLGKRS
GKPVPPPQMGAHSGANKAICDAPGTYVMQR
>OLS44741.1 enoyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB26
MSALDGKVALVVGVANEHSIATGCAQAFVDAGAEVALTYVNARAQSFVQPVADAVGAKLLLPLDVEAEGEMEAVFAAVQQ
KWGRVDILVHSIAYCPAEDLHGRVVDCSAKGFARAMDISVHSLIRMARLAEPLMTNGGAILTMTYYGGEKVVDHYNVMGP
VKAALEGTLRALAVELGPKRIRVNALSPGPLQTRAGSGIAHFDALIDAARARAPEHIALTIADIGNVAVMLASNAARGVS
GDITHIDGGLHVRA
>OLS44742.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB26
MSAPEPTPMQFIENKTYDNIMVGDHAELARTLTARDISLFAAMSGDVNPAHVDADYAKDDMFHHVIAHGMWGGALISTVL
GTELPGPGTIFLEQSLSFEAPVALGDTVTVRVQVTEKQAKGRLLLACTCRNQHGKMVIEGIAKVVAPRDKVRRRRVLLPT
VRLHDVGAHYARLIAAVAPMAPIQTAIVHPCDALSLVAAFEAADKGMITPVLVGPRAKVQAAAEAAGRSLDTYRFIDAPH
SHAAAAAAVALVRDGTVAALMKGALHTDELMEAVLDPFLGLRTERRMSHVYVLEVPTYSKPLLITDAAINVTPDLNAKRD
IVQNAIDLAHALGIEVPKVAILSAVETVTPRMSSTVDAAALCKMADRGQITGALLDGPLAFDNAISAAAALAKGIVSQVA
GCADILVAPDLESANMMAKQLIYLGDADAAGIVLGARVPIILTSRADSAASRLASCALAQLFINRPTPTAP
>OLS44743.1 hypothetical protein BV509_10610 [Rhodovulum sulfidophilum]AB26
MTEAILVLNAGSSSLKFAVYPAARGDTILKGKIAGIGTAPVFSATDAQGRSLRLAGPPTRAVVLES
>OLS44744.1 hypothetical protein BV509_10615 [Rhodovulum sulfidophilum]AB26
MTGYDPKNSAKLSHDQLYGIITRYFIDEYPFRPHRGTGMNGATPRQKREEAQKRYGAIEAPSQRDRCLHLGAKVIATTTS
DGVRAFNIPFSSSQLVRFDDGKSKRVTVHLDPDDLRKVYVTAEGVEEVMEAELSMTVFKDQSLEEAIEIMEAASRSNPTL
RELHDRHLREARARRARDSGFFPDSRDPSSYQTLAQLEARASELLQVETRPAAYIGATAAPGQLMSRGRASGVAPARPAG
SAPSKPPSASTPPRASTSSPQSAGQTDGLPETGATSAPDPDDIKTMTFGPIKDSKL
>OLS44745.1 transposase [Rhodovulum sulfidophilum]AB26
MTNPFIIPSLANLNADLAQRHFPLARGEELQQTFAQLFSRHLGRLQSGKGFEARSLLVTGLSGSGKTAEISDMLNRFNES
AVRMPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRKTQFEIWDLVIKQAKLQGVIGIYYDEAQHIMRGKSDV
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGDYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYETLNEIVGSYAISAG
LDVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVVRREGVVEWSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>OLS44746.1 hypothetical protein BV509_10625, partial [Rhodovulum sulfidophilum]AB26
SDQVESGVALVNRTGEALTDIVERVSNIAELIGDIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAAVTMKQE
AGNLQSLVARFRLKGSAPAVARPRSPSAPSYKPDRPPFAAMDAPKRAVNDSGWQDF
>OLS44747.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB26
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDQERFEIYLGILQEQVPWDDRIILPLGPKLFIVQRAEDKKWVIRSWAGHDF
CDWTENWKLHAKVRVRDTPEAMEKLYPKLMAPSTGWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDTFYRDWLGL
EVPERA
>OLS44748.1 acetone carboxylase subunit alpha [Rhodovulum sulfidophilum]AB26
MNIQTDIKGIVRGGETLKQHRDKIMEATKRSGHYAGLRHMELRDEHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFTLYNAAGDSILTSTGIIIHVGTMGAAIKYMIENGWETNPGVKDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIDAYWQFAYEAVEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHDDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQTLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGVGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTAL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFADYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARFADSVYGVVLAEGERGRVVADLAATEARRAEIRQERLAQSVPTRDWMAGERDKILAKDAGTHVQQMYAASFKLGPK
FERDFRAFWDLPDSWQLKEADLPIPSYGKDYSMDLSELPDVTIVKLVEE
>OLS44749.1 acetone carboxylase subunit beta [Rhodovulum sulfidophilum]AB26
MTQTARNARSVQVLGIDAGGTMTDTFFVDADGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
DTARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEDEVKASGKPIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSKFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYKNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSISDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAIKVQVADPLGMSVEDAAAGVIELLDAELRDYMRSMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKASQAEVLQAAWDELTERVLEEFERNGYAA
DKVELQPGFRMQYRGQLNDLEIESPIASAGGADDWDRLVSAFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEPLHDATPPREARTGTRQFYRKGRWVEAQLYRMETLLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>OLS44750.1 hypothetical protein BV509_10650 [Rhodovulum sulfidophilum]AB26
MVARERFVRKADWVRFLETGLLPDDLDPDLAASWLRSRDSGVLPDRMTAPQVTDEVLLRKRTETAELRRLARAALLRARA
MLKDTGSMMILASPDCIITETEGDPGVIDTGRENRLQIGGNWQETSIGTNGIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPVLDPVDRSLRGIVDISGPTDVFLPQSMALAMAVGDEITQALARMIGEEREVLYQQFMGRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIQGGAIGDRREDDWAGEMSDRFSGMDGEILRRDGLPIGLVLTAYRGRRTPVETPSGDPFDAFLGTAPA
IVRLLEHARCVADSAVPVLISGETGTGKELLARAIHDASAQRHGRYVPVNCGALRADSAAGVLFETDGPGSGAVAAAHGG
TLCLDEIGEMPADVQPFLLRVLEDGLTRARSPDAPERSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQFRLPPLRDR
AEDIPLLAQHFLAQAAAEAGRQAPALTRAARETLMAYPWPGNARELRNDMQALVLFCGRGVIDAEDLPEKIRTPAAPLPR
PEPDERARILKAMAASGGNMSATARRLGIARSTLYTKLAAYGLTRPDDRT
>OLS44751.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB26
MAPLNIQQGTSRHSAYDLRDPNAEASERHTLAVTVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHKSRITIVTTGT
PAVIEQIKAQLGRIVPVYEVHDLTVEGPSVERELALFKVTGTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKID
AFGELMRPLGLCEMARTGVAALARGN
>OLS44752.1 hypothetical protein BV509_10660 [Rhodovulum sulfidophilum]AB26
MHNDAAPTGIAALFLLRAGTLPVSDGLRGLLWLPAWIGPGLLIWTVALMPGPQPPAAWLLLPGMALTLAVVLWPRAACPH
PPDFARPSAGCQR
>OLS44753.1 hypothetical protein BV509_10665 [Rhodovulum sulfidophilum]AB26
MRSKGQPGARQTAKTASARAALNPLWAAGAAGTGTLAAASATGGQDVIWPRRDPDGKDRRGQGGGGDGQRWPPRAADWRP
VRAMPR
>OLS44754.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB26
MTQPMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELYQQTDIQHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLSGQVPTFLIGNDAFQEADTVGITRPCTKHNWLVKDPDKLAETIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYHPKVKGDRETITRLVEAMETAERPIFYTGGGVINSGDAATQLLRELVEATGFPITS
TLMGLGAYPASGKNWLGMLGMHGLYEANLAMHDCDLMVCVGARFDDRITGRVADFSPNSIKAHIDIDASSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYTPSAQTIKPQYALQRLEALTRHRKDRFICTEVGQ
HQMWAAQFLGFEAPNHWMTSGGLGTMGYGMPASVGVQVAHPEALVINVAGEGSWLMNMQEMGTAVQYRLPVKQFILNNER
LGMVRQWQSLLHGGRYSHSWSEALPDFVKLAEAFGAKGIQCSDPADLDDAIAEMLAYDGPVIFDCLVEKHENCFPMIPSG
RAHNDMLLGDADTEGAIGTKGAVLV
>OLS44755.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MDRRSFLKTSALGGSAAAATTLAAPALAQGGRTLTMVTSWPNGMAGVHDSATFCKNRIEALSDGQIKVEIKAAGELVGAF
EVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTAQEQINWYYHGEGAAFHDELGEIFGLKMFLVGNTGAQSGGW
FRKEINTPEDFQGLKFRMPGLGGVAMGKLGVSVQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFHE
PGAGLSLALNRDLFDSLTPFQQQVMESAAAECNQWTLAMFLSQNSAALSRLASEGVRIMSFPDPVWDAFGRAAQEALEEN
RDGDIYDRMLDSYMASMRTSSSWLQASEGTYRAQRDRVIG
>OLS44756.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MDRRSFLRRSALGGSAAAATALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRREIKSPEDFKGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLEVFESLTPSQQAAVQQVTASANQWALSLFMKNNASALRRLQAGGVQVREFSDDVWDAFGAAAQEVFAQY
MGDELYKKIYDSYVASMRDSAAWIEISEGVFTRQRNRVLG
>OLS44757.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MLDGILWVCKNILLAFYNFGYAVSHPGLWLDWSDKQAIMRVVYYGGSVEFFFVVFTAFLVLTAVGIWRRQVMWGAVRLLE
GLANGIGRAVAWFGLLMVLQQIMIVFLQRVFRVSEIGVGPFGYTFTKDLSWWSEELKLYNAAIVALCATYTFVQAGHVRV
DLVYSAVGFRAKRAIDMAGSLLFMMPVAVLVWMYSWFFMWRHLITPKPSASDTIERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>OLS44758.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIEAGVRRGRKGSALTWFLA
APAGVIGLALLMEATGIAGSQDVSVSRYSNTAESASLRTNVPDQCKASMIALHGQSKWDRAVAQQEEIDAGSGRVEMHQL
TDDELAAARAARIAATPPVSGGVLLAFTFLALALVTARGVVPTARPAPLLIGGAGIVLALLVDALFIGPLASPGTVLLML
ALPVLMVLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
ASYAIVIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLCSFDNEFTVFLLVMLVLFVLGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVTTWHIYRGVAPFVVIQVIGLAILWFLPGIVTIVPNLLPNG
>OLS44759.1 arginyltransferase [Rhodovulum sulfidophilum]AB26
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTADPSDGGRHR
PLVAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHIEIAREAGLPYVYLGYWVPGSPKMGYKANFSALEIYKNDRW
QDIGTPEDHHAETHPLSVAPIAEQVARIHLPDSRPTRD
>OLS44760.1 methylmalonate-semialdehyde dehydrogenase (acylating) [Rhodovulum sulfidophilum]AB26
MKDLTHFVNGQHTAGTSGRFADVYNPALGEVQARVPLASKAEVDAAIAAAAEAQPGWAATNPQRRARVLMEFVRLLNRDM
DKLAEALSSEHGKTLPDAKGDVQRGLEVIEFCIGAPHLLKGEFTDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKM
GPALACGNAFILKPSERDPSVPLMLAELLQEAGLPDGVLQVVNGDKEAVDAILDNPAIQAIGFVGSTPIAEYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLVPRIEKLKLGPYTAGNDV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGHAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
ARWPSGLKEGGEFHFKQMD
>OLS44761.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MNWDDLRLFLAVARAESLTGAGKVLRLDPATLGRRIARLEEALGSALFARSPRGYGLTEAGERLMARAVQAEQALTEGVE
EVRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDSELDYLSATGAERVALASNSVSVQLNWLRAGAGLGIVHDFAI
PAAPGLVRVLTDQVALRRSFYLIRHGDDRKLARLTRFAGLLLDGVRAELLRLEGLT
>OLS44762.1 histidine kinase [Rhodovulum sulfidophilum]AB26
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSGERVEGIVSERDIVRELGRRGPKCLKDPVAAIMTRR
IQFCALEDSADTVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARMSELAMEKAALEGMIMGH
>OLS44763.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB26
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGERFGTEIVVHPFENLLID
CARDVGASMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFV
>OLS44764.1 hypothetical protein BV509_10725 [Rhodovulum sulfidophilum]AB26
MSDIVELERRIVAALDRIGRGLDGMGRGDDPDRPDPSELEALREALETERGANAQLNERVKALHDRQETQVARLEQRVAD
LAARAEAAEADVDRLRAVNAKLRETSAALREANAQGLGDPGAIDAAMLAELEALTALRASDRAEIDAILAELMPVAEGGA
AHA
>OLS44765.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB26
MPNIEIVIGGRSFDVACQPGEEPYLAAAARMLDAEASVLSSQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPAPERVEVPVIPPSVGETLAEIAARAEALAAQVEDRAAGS
>OLS44766.1 hypothetical protein BV509_10735 [Rhodovulum sulfidophilum]AB26
MIRARLWYGPAGDHLPPKRIARYLRGPLACSVALRERNLDGEWRSEIRLSAPVGATLALERGLDVSGEAADLVSRLPADA
PAALARRLARCTARIEVSDPSPGRRFAPGAPVARSVLLPLAFALDAIVEDLDNGRVSFFPTAARPREALTSRIGRILSEI
SVILNRRKSLM
>OLS44767.1 monothiol glutaredoxin, Grx4 family [Rhodovulum sulfidophilum]AB26
MTDAKDRIQQTISDNDVVLYMKGTKSAPQCGFSSRVAGVLNFMGVDYADVNVLADEDIRQGIKDFSDWPTIPQLYVKGEF
VGGCDIITEMTLSGELDKLFEDKGVAYSKDAADKIRAANA
>OLS44768.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAITPEEIETLIREKFPAAKITITDLAGDGNHYAAEVIDESFRGLNRVQQQRAVYAALKTQMEGSTGALHALALTTKAPD
>OLS44769.1 hypothetical protein BV509_10750 [Rhodovulum sulfidophilum]AB26
MTTHDRASSATAIRPASPADFPFLHAVAGRPEMARFVIDEDDTALAAHLADPACRLVIWSPEGRPLGFALFCEIGNPSGR
VELRRLALAETGRGLGRAFLAALVRHAFTELAADRIWLDMASDNDRAHRVYLAAGFSHEGTLRRHWRRPAGDVADLLLFG
MLRDEWRG
>OLS44770.1 phosphoribosylformylglycinamidine synthase II [Rhodovulum sulfidophilum]AB26
MDEPQITEDLIAAHGIKPDEYARILQLLNRAPTFTELGIFSAMWNEHCSYKSSKKWLRTLPTTGPQVICGPGENAGVVDI
GDGQAVIFKMESHNHPSYIEPYQGAATGVGGILRDVFTMGARPIAAMNALSFGEVSHPKTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHTAYNGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMASGAVISIQDMGAAGLTCSAVEMGDKGDLGIRLDLDRVPCREARMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIPEDRFLIVHGGEVRADLPLKALSGNAPEYDRPWVETPPAAPMDDVPGIDPIDGLK
ALISSVNYCSRHWVYEQYDTQVMADTVIRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAFRNLSAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIKGIGEACLALDMPIVSGNVSLYNETDGVPILPTPTIGAVGLLETLDELIAGV
PAEGHLALLIGETAGHLGQSALLYEVFNREDGDAPRVDLEAERRNGDFLRANRALIAAATDLADGGLALAAFELAEAGGI
GVTLDAADTPTLFGEDQARYLVAAGFDAAEALMVAAAKAGVPLTAVGRFGGDQVSFGGVSAPLADLTTLYRSAFAAALG
>OLS44771.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDWDKLRIFHAVADAGSLTHAGETLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPVLYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATQPYLDARGMPATPEDLSSHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDDIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDAPSM
>OLS44772.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB26
MTRPDVSLHDRYDLSKSRILLNGTQALVRLMLMQSARDRADGLDTGGYVTGYRGSPLGAVDQQMTRARADLEAAGVLFQP
GLNEDLAVTALWGTQQAELRGEGRHDGVFGLWYGKGPGVDRSGDAIRHANLAGTSPRGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDFGLYGYALSRFAGVWVGLKVMKDTVEVTSVVDGRPDRMRFVTPDFAMPPGGLGIRLNDH
WVPQEERMIDHKRFAAEAFAHANRIDRRVWGTPGAKIGLVAAGKNWLDLVHALELLGIGEAEAERLGISTYKVGQVWPLD
MKGFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHNRRGRRIYGWKNDRDQELFPTRYALDPVMIAEKLGQILIEEGRETE
ALTAALARIREARRADNAEDLAARLPYFCAGCPHNTSTKVPEGGRAYAGIGCHIMALWMDRETSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGTKRVEVVYDE
KEDLDPRGFPAGVACHPRAELMAVQTRLSEIEGVTALVYIQTCAAEKRRRRKKGAFPDPDTRVFINTDVCEGCGDCGVQS
NCVAIVPVETEFGRKRAIDQSACNKDFSCLKGFCPSFVTLKGARPRKEASAEVEIGALPAPALPRIEGTWNLVITGVGGT
GAVTVGAILAMAAHVDGKGAGMMEMAGLAQKGGAVQIHCRIAETPSDISAIRVATGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNNHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPISHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAQPAAAARVLVSETVEKPRSLRERIALREAHLRAYQSGRLARRYRRMVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLETAARARAEFEGDLQITWHLAPPFLKGQGSDGRPKKRAFGRRMEQGFRLLAA
LRRLRGTPFDPFGWQGERRRERAAIRRFEADMEEVLARLSPATLEACRALAELPLTVRGFGPVKAAAEAAAEARRDELLA
AIRGGEVPLRTAAE
>OLS44773.1 acyltransferase [Rhodovulum sulfidophilum]AB26
MRGQVARDISYSSSARTKGGKALIRVLENATGRISLIRRAEGYEAEVERGRNFWEVMVDRYGLSLDVVQGSLSDIPATGP
LILIANHPYGILDGLMMGLILARARGDFRILANSVFRKAEALNRVILPVSFDETKAAMQENLATRKAALDYLAEGGAIGV
FPGGTVSTALRPMGPPMDPGWRSFTARMVAKSDATVVPIFFDGHNSRLFQLASHLHETLRLALLLKEFRSRVDEPVRVAI
GRPIDRARLNALGQDAKAMMDFLRNSTYELSPRPLKSLAYGYEFDHKRRA
>OLS44774.1 glutamate racemase, partial [Rhodovulum sulfidophilum]AB26
AFQEALGAGVKVYSQANLVAESLADYLGRHPGMRGTGDASMFLTTGDPGFVSDKATQFLRRRIEFRAA
>OLS44775.1 hypothetical protein BV509_10785 [Rhodovulum sulfidophilum]AB26
MLAAAALAATFALGGAASAATIVLDGSKEIRLTLNDVSNVVLSFSIDASAASYTNSGGYIKWSTREDGRQDADGPWGTCL
ECGYSGGDWALSYDPYSRSNTLTSDLELDFGKTLESVYVWIRPTYGTGTVSYDDGSQGAPDIEAVPLPAGGLLLISALGA
AALLRQRQRARKAA
>OLS44776.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB26
MSYSVAILGASGYTGAELIRLIATHPELRIVALSGERKAGMPMASVFPHLRHMDLPDLVKIEEIDFSTVDLAFCALPHAT
SQAVIRELPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVDLQQEAVYGLTEFYRDEIRAGRLVAGTGCNAATGQYALRP
LIEAGIIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSMLAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLARAYADEIFIEVLPFGDHPSTRHVRGSNFVHIGVVGDRKPGRAMVIAALDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>OLS44777.1 cytochrome c biogenesis protein CcmE [Rhodovulum sulfidophilum]AB26
MRGLKKRRRIQIIVLAIAALVLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGSLKRGQGETIRFNVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPSVEGANGS
>OLS44778.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB26
MTKTVEELAREIVLCEGGYVNDPDDPGGPTNHGVTLDTLRRLRLDLTGDGLVDIADVRKLTADQAVAIYVDHYFRRPKLD
ALPGVLHASVFDMYVNAGANAVRLLQQLLNDMGQPCGVDGAVGPETARAAKTAAEAAPDHIADAYGIARRNYYYALADRR
PASRKFACRRDGGKGGWILRAEEFISPRYHLSEDEHRERIARWG
>OLS44779.1 c-type cytochrome biogenesis protein CcmF [Rhodovulum sulfidophilum]AB26
MVIELGHFALALAFAIAMVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPTLKARVLAVQAAIGAAFYAFILFTSNPFDRLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIIAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFSVRAGAMEAKGVFGTVSREAALVFNNILLAVAALVVFVGTIWPLVAEMAFDRKLSVGAPFFNMAFTPFMVV
LAILLPLGSILPWKRARLARAAVPVIPALLLALALGALVWAMQTGHSALGPIGVALGAWLIAGSAVDLWLRAGRTGMAAR
LGRLTRLPRADWGKAVAHAGLGITMIGISAMLAWSQEDIRVAQIGERYDLGGYGFQLDRVQKLEGPNYISTTATMSVWRG
DRQVAEMHPEKRVYPVAGMPTTEAAIDGGFLRDLYVAIGDPQQDGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRRV
RVAAGARKERGPVLPQPAE
>OLS44780.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum sulfidophilum]AB26
MTDYKTIGYDCADGLAVVTLNRPEVMNALSAQMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIANIDIERT
LRDEYEPMLNAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAAEWGMIWEAVPEDGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFESQLSLEAELQGRCGASRD
FKEGVLAFVEKRKARFEGC
>OLS44781.1 hypothetical protein BV509_10825 [Rhodovulum sulfidophilum]AB26
MTRLHTITAVSLLGAALLAGCGESYGERALTGGVLGAGVGAATGNDVGTSAAIGAGAGILTK
>OLS44782.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB26
MADSKKSATLTLGDTSVELPVLSPTAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESSITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCFLLLYGELPTAAQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLDLLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRR
>OLS44783.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB26
MTDMSDSPVVTRFAPSPTGYLHIGGARTALFNWLFARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAIS
QFERAPRHAEVARAMLANGTAYKCFATQEDIEAFREAARAEGRSTLFQSPWRDADPATHPDAPFVIRLKAPREGVTVIGD
KVQGDVKIGNDQLDDMVMLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFDDAQAKEWFSLEGIGRSPARLDFKKLENLSGQHIAGA
EDAALLHEVQAFLAATGAPSLTEEQIAGLARALPFLKQSAKTFPQLVEKAYFILGKRPFEPDQKAAKSLDDVSRGILGEL
TPHLQNASWTRDALEAAVTGVAEAHGLTLGKLAPPLRAALAGRTVTPSVFDMMLVIGRDETLARLADTQG
>OLS44784.1 molybdopterin molybdenumtransferase MoeA [Rhodovulum sulfidophilum]AB26
MISVDAALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGQGWP
GTVAPGQAVRIFTGAPLPAGADRVVIQEDVTREGDRIVLGAGFDHGTNIRAAGGDFRQGDMLAAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGEIPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEVSLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGEAAMIGLPGNPVSAMVCGHVFLRPALRAFQGLPKTPLP
TARAPLATDLEANGPRTHFLRARLTPDGLLPFERQDSGLLSVLAEADALLIRPAGDGPQPAGALADYLTLR
>OLS44785.1 molybdenum cofactor biosynthesis protein C [Rhodovulum sulfidophilum]AB26
MPELTHFDAEGRAHMVDVSDKPETARLAVATGWVRMAPETLALVVAGSAKKGDVIGVARLAGIMGAKRTSDLIPLCHPLP
ITRVAVDLTPDDTLPGLRIEATVKTAGRTGVEMEALTAVSTAALTVYDMLKAAEKGMEIGGITLKLKEGGKSGRYEAPE
>OLS44786.1 indole-3-glycerol phosphate synthase [Rhodovulum sulfidophilum]AB26
MTETILDRIKAYKLEEVAADKVARPLADVEAAARAAPAVRGFAEALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
RAYEAGGAACLSVLTDAPSFQGAKPYLTEARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDADELDRAAKLKSPLIGINNRNLRSFETSLDTTRQLAKRVPEGRQIVSESGLNTPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRKLLANPAMGAH
>OLS44787.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MSDALKPLIGLAADRPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVTAPEGAIDIV
GTGGDGKGTLNISTATAFVVAGAGVPVAKHGNRNLSSKSGAADAMTHMGINVMVGADVVETALREVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGAFSKALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
EGTITERELHPEEAGLPVHPFEAIIGGTPDHNARAFAALLDGEASAYRDAVLLNAAAALVVAGRVTTLREGVERAQDSID
SGAAKSKVEGLARITSEAA
>OLS44788.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB26
MLLLIDNYDSFTYNLVHYLGELGAETKVVRNDALNVQEAMGLRPSAILLSPGPCDPAQAGICLPLTRAAAETGTPLMGVC
LGHQTIGEAFGGKVVRADEIVHGKKGRIEHDGSGVFAGLPSPFQATRYHSLIVERASLPDCLIANAWLEDGTIMGLRHRE
LPIHGVQFHPESIASEHGHALLKTFLDTVKEPA
>OLS44789.1 hypothetical protein BV509_10875 [Rhodovulum sulfidophilum]AB26
MPTQPGEAPAPRFSAIPESGAPAAPEPETAPAAVAAPGARPAAPSGSGGLPAADPTTDIDLPPGSEFNRPRPETEATLPE
REETLRETPAMGAPAPAAVAEAPLPDTAPAAAPAPVSAIPETMTPPEAPDAAVDLGAGTDLGAEEPAPAGAALRGPAAPE
PAAPPDPEALPDDRPAAETAPRDAGRDDDEDEEAAAPRGAGKAGPRVLPLPSAEDATVPGDAPAGLTPVAPLPTLGTAPE
EDGAAAEDPSDEAPATVPGDRAAAPAPLGALARNAVAFDPPPGAPLLSLVLVDVGAAGLDRRALLTFPFPVTFAIDPAMP
GAAEAAADFHRAGYEVVLLASGLSDLPPAEAAARLNRALGLIGTGIAVLDPGKDGVQSKGFQDDRVLTDAVLGVLAETGH
GIVTRDEGLNAAARAADRVGVPKATVFQTLDAEGQNTETMRRMLDLAVFEARQTGQAVLVGHSRPETVTALFSWALQSGP
GEVALAPLSAVLRLP
>OLS44790.1 hypothetical protein BV509_10880 [Rhodovulum sulfidophilum]AB26
MSDRVLITDAGFGPVDPAERYLGLADLVAAPGAQRVDLGPETDPAALGPDLARIQAIRIAFPAVSDGRGFTLARTLRRMG
FTGRLRAAGQLIPEQYPMARACGFDEVEIDADRARRQPEADWRAAARRQGYLARLRRPAA
>OLS44791.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB26
MRPENGFERAETRLAALNRRLDGATPQEVLAEAADRFAGQLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVADLLGLTGVRLLHPDAEALALHDPAGDLHRSDPDLCCHLRKTEPLEHALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHAWGREDVAAYIDRHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGTEDVA
>OLS44792.1 sulfite reductase [Rhodovulum sulfidophilum]AB26
MYAYSDFDESFVRHRVRQFRDQVERRIDGRLSEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVAREGAVGFEVSVGGGLGRTPMIGRIIRDFLPEADLVPYVEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALAEIRAAFRAPDFRAGGTAIPSGSPAFRAWADTNLAP
HRREDHAIVTVSLKTPGQQPGDASADQMRAIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAQEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTERIAIGERTGPGFAADEIVGAVERIVTAYLELRDSADETFADAFRRLGLAPFQKALYSEESRENAA
>OLS44793.1 hypothetical protein BV509_10895 [Rhodovulum sulfidophilum]AB26
MKRRFHPSVVTANDLFEGHPVWRTAEGRWSATIREAEVLRDPETAEARLAAAASDAARVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAQASDRLDHLPGE
>OLS44794.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB26
MKFFPIFLRTEGARIVVSGGGETALAKLRLLLKTEARIAVHAAEADPRILDWQQEGKLIWHPRPVSATDLDGARLVYAAS
DDAAEDARVAALAREAGVLFNIVDNRADSAFITPALVDRAPVVVAIGTEGAAPVLARRIKAGLEAWLPAGLGARVREADA
FRPAAEALPKGRARRRFWDDAFAGLLDGMPGPAPQLAPLLETHKAAATAAGEVLFVGAGPGDPDDLTLRARRALDRADVV
IHDRLVPAPILELARREAEIVEAGKTGFGPSTPQADINGLIVDRAARGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWS
VVPGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVKGLADHDWAALARPGAVAAIYMGKRAARFIQGRLMMHGAEAATP
VSVVENAGRPEERILSATLGSLPAEIVAAGLTGPAVILLGLAPRAAARSVPALREVAR
>OLS44795.1 hypothetical protein BV509_10905 [Rhodovulum sulfidophilum]AB26
MRFRPLLLAVLPALAGPAVWAGPHAEMLGEEAVTLTLDPATGALALDAVLPAPQGDVTLPRQDWLTIETLRIGGDATPVP
GSGVLRAARHMGRPVTVRLTGTLPPLSAGIGEVARGETASYLLGSGWLPVDSAPRARFELNLEVPAGWRPAATGTLGAEA
VGAEGRSAQFVFTGRAADMGVFAGRYTVGEAMHGELRLRTYFEPRDAAYSPAYTEAVAGYIDRFSAEIGPYPYPGFSVVS
APIPVGLGMPGLTYVSQSILGHGYMRGRSLAHEVLHSWWGNAVAVDYRRGNWCEGLTTYMADHALAEDAGPEVARAMRLG
WLRDLAALPAGEDRPLTEFRAAAHGDRQAVGYGKAALLFHMLKAELGPEDWRAGLRRFYADHHDRVAAWHDLRAAFEAVS
GRDLGGFFDLWLTRSGLPALRLEAAEPEGTALHLVLGQSGPAYRLSVPVVVETEAGTERHLVALDAGRGEATLRLRAPAR
AVSVDPDFDLARALAPGEVPPMLGDLFAGPEPVLLALGGETAAAEALGARLLRRPARLVDAAAAETAPALIVVGSGAEVA
AWRMAHLSAPAPWSMDAGRARAWVERDPGGRLIGFLSADRIEDLASELGALRYQAGQSYAAFAGGAAVVAGDWPTGATPL
SRRFD
>OLS44796.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB26
MIPNILSIAGSDPSGGAGIQADLKAIGANGGYGMAAITALTVQNTQGVRGAELVAPALVADQIRAIREDIRIDAVKIGML
GSAAIVEAVAGALAGLDAPVVLDPVMVAKGGDRLLAEEAVAALSAYLMPMAAAITPNLPEAADLLGRPEAQDRFGMEAQA
EALLALGPRAVLLKGGHLSGSDSPDLLLDPTGRVWFEGPRIDSPNTHGTGCTLSSALATWLARTGEMRPAAEAARAYTRA
AIMGAAALSVGHGHGPTDHFFALRNLPV
>OLS44797.1 thiamine-phosphate diphosphorylase [Rhodovulum sulfidophilum]AB26
MNRKTLAVYFVTPDGATPDLVMAAVQGGASMVQLRDKQASDSDLIALARQLKPDLTRRGVPLIVNDRLAVVLASGADGLH
VGQSDGAPSALRKALGPGRLLGLSVETLAQLDAIPPGAVDYLGVGPVHATATKPDHAAPLGVEGLGRIVTRTTLPCVAIG
GLGVADAAGVKAAGADGMAVVSAISAAPDPAAAARALAEAWRSA
>OLS44798.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB26
MPSATETPTGAPSQTASPTPGAHLAAMRDRAPLVQCITNFVAMNTAANVLLAAGASPAMLHAAEETREFTPLAQALSINI
GTPSPHWAAGMKAAAGAARAAGLPWVLDPVAVGATSYRQALCGDLLALEPAVIRGNASEILALAGAATRGKGADSADPVE
AAEAAARALAQRSWAVVAVTGPVDYVTDGTRAWRVSNGDPMMPKVTALGCSLTALVAAFVAVEGADRAEATVAALACFGL
AGEIAARGASGPGSFAVALLDALHAMTPEALDLGARVEPS
>OLS44799.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MTPAARIAAAAELLDAWREGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCARSFAALGGAATGRGMMLGALRAEG
TDPGTVFTGEGHAPAPLSEAERAPMPGLADLPEAVACDCPEALEEMLRDSLGPAFRPVMDLLRHRAPVFLRVNLRRSGRD
EAAAQLAGEGIETRPHALSPTALEVTAGARRVQQSRAFADGVVELQDAASQAVADLMPLDAGARVLDLCAGGGGKTLAMA
ARGTARHYAHDAAPQRMRDLPDRAARAGIAVTCLDGADLGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPDDLARLTA
LQAGILDRAAALVAPGGHLGYATCSLLSAENDAQVARFLANTPGWTEVAERRLTPLDGGDGFYAAVLRRGDG
>OLS44800.1 recombinase RecA [Rhodovulum sulfidophilum]AB26
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIEATSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPIYAKKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKAELEGDMGDSNLGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVLFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATRVKVVKNKVAPPFKQVEFDIMYGEGISKTGELLDLGVKAGVVEKSGSWYSYGDERIGQGRENAKNF
LRENTEVAMQIEDKIRAAHGLDFHMSGDDNDEMIED
>OLS44801.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MPSLNEIRSTFLSYFERNGHQVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTRDFGIPKDRLLVTVYHTDDEAASIWKKVAGLSDDKIIRIPTNDNF
WMMGPTGPCGPCTEIFYDHGDHIWGGPPGSPDEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVTPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELRRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGEAAFKLYDTYGFPLD
LTQDALREKGRKVDVAGFDAAMAEQRAKARASWAGSGETKEATIWFEIAERVAATEFLGYDTETAEGQVMALVADGAEVD
QLAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAPLAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAVDELAAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGQDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGVRRIEALTGQAALDHLIA
QQQRLAEVAEAVKAPASDVVARIRSLVEERRALEHEVAQLRRELALAGPAGAAPETREIAGVTFLAQVLHGISGKDLPPI
IDEHKARLGSGAILLIAEADGKASVAAGVTPDLTGKVSAVDLVKAAVAELGGKGGGGRPDMAQGGARDAANAEAAIKAAE
AVLGA
>OLS44802.1 hypothetical protein BV509_10945 [Rhodovulum sulfidophilum]AB26
MPALWIAHVTVTDAEAYAKYAELAGPAIAAHGGQFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVETSE
>OLS44803.1 GTP-binding protein TypA [Rhodovulum sulfidophilum]AB26
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRVNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDQQLDFPH
MYASGRSGWADMELDGPRKDLHALFDMILEHVPAPKQLARTDAPFSMLATTLSADPFIGRILTGRVESGRVKPGDTVKAL
SRTGEMLESFRVSKVLAFRGLSQQPIEAGEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQRLEP
IEEVTIDVDDEFSGVVIEKLTGVRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPHKGP
IPGRRAGVLVSIEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNIRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPGSIRLRKRYLDPHERKRQARAAG
>OLS44804.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB26
MPKHYLYLLLAVVAETMATSSLQASQQFTRLWPSVLVVLGYALSFYFMALTLKVMPVGIVYAIWSGLGIVLISGIGWAVF
GQRIDWPGALGLGLIIAGILVIHLFSKTAAH
>OLS44805.1 membrane protein [Rhodovulum sulfidophilum]AB26
MPTDMPPPTVPRHSLLEDAQGLVVGTLLVALSVQILKSAGLVTGQIAGLSLVASYVSGFGFGPVFFALNLPFYWLALRRM
GLAFTVKTFSAVALLSLFTELMPHVLTLGRVQPLAGSMLAGVVAGAGLLALFRHGASLGGVGIMALWLQDSRGIRAGWVQ
LGFDAIVFALAFAAIPPLTVLCSLAGAAVLNVIIATNHRRDRYIAR
>OLS44806.1 isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB26
MTKIKVENPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTNDQITVDAAEKIRDVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTRPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQVIEKVVYDAPAAGVAMGMYNLDQSIIDFARASMNYGLSMGWPVYLSTKNTILKAYDGRFKDLFQKVYEEEFEERFKTA
GITYEHRLIDDMVACAMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSVLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNEPLMHFAQTLERVVVATVESGSMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>OLS44807.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNRVVYSLHYAFYNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRSLVDKLHEQKGITITHQEIEGADHFFQEPHMDPMIENVTTYVRRRLTEGTR
>OLS44808.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKLSTKGRYAMVALADLALQPEECLVSLSEISKRQNISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPAADIRVSDVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQARLSDVIGNGLAPCPAVPALFHIVDED
>OLS44809.1 aminotransferase [Rhodovulum sulfidophilum]AB26
MPGRVYLDWNATAPLRPEAKAAMIAAMDVVGNPSSVHAEGRAARGLVEKARAQVAAALGAEGAEIVFTSGASEAAALACA
GRWLQGAEIEHDAVAAWIDPCLPVDSEGRVTVRDPAGTALQLANSETGVIQQIPEGLAVCDLTQGFGKLPIAFDWLGCQM
GLVSAHKIGGPKGIGALVMRPGCDMEPQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAAELAAGNWAEIERFRSILELT
IAERANKTIFVGKGASRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGEDVAASAIRVSM
GPGTTEEDVRRFAEAWLAAEAKFRARAG
>OLS44810.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB26
MAALDKADMKNVKEGVDQETVEAVQSMAGKYKYGWDTEIEMDYAPMGLTEEIVRLISAKNEEPEWMTEWRLQAFRRWQQM
EEPDWAMVDYPEIDFQAQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELQAAGVIFCSISEAIRTHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDTAQLHAAVVEIVILDDAEVKYSTVQNWFPGDENGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNSSSRVEHEATTSKVDEDQLFYCRSRGMDEEEAVALVING
FCRDVLQALPMEFAMEAQQLVAISLEGSVG
>OLS44811.1 hypothetical protein BV509_10990 [Rhodovulum sulfidophilum]AB26
MNRPKTMAASGAGRGTGAETGRAAADRGRGPEGRRRLLPLPSIPGHGGRLFLTTRMRLLIVAQGLIFYASLQDEETIDWL
GTLVPLSKGQAALAEGLLGLVLFSLWGLCMIAWMRVVARDRQDGK
>OLS44812.1 hypothetical protein BV509_10995 [Rhodovulum sulfidophilum]AB26
MIVTTTPSVEGRSIIAYHGVVVGEAILGANVFRDIFAGITDIIGGRSSAYEASLGEARETALAELEQRARAMGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>OLS44813.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB26
MLEIKNLHASLEEEGKEILKGVNLTVEAGKVHAIMGPNGSGKSTLSYVLSGKGGYEVTDGSATLAGADLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGEEEMDAATFLKEVRAKAKDLKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVADGVNALRSPDRGFLVITHYQRLLDHIVPDVVHIMARGQIIKTGGPDLALEVER
NGYADILAEVA
>OLS44814.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB26
MGLPQAKLTATEARLASLAMPVQAGWTRPLREAALTRVQDLGLPGRRDEYWRFTRPDELISAAPVPAAVLPPAENATFED
IDRLRLVFVDGVFDAEASDDPALAGLEITRLAEAEAQDISWAADLYGVLETRGQSPVPRPLAALNTAFATDGVLIRATGK
VEKPVNLVYRHCDETSDAILHHLIRVEPGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIEMTGDNGTAHVAGACMGDGSFHHDDTVFITHDALNCESRQVFKKVLRKGATGVFQG
KILVKAGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVVASLADWLERHRR
>OLS44815.1 YIP1 family protein [Rhodovulum sulfidophilum]AB26
MAVTTEIVATWRGPRAALRRQLRMGPREDRALIYLMIACFLIFIGQWPRLAREAYMTPEVPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFTARLALFWTLLCVSPLWLLQGLVAGFIGEGPALALVSTVLAVAFLAIWLLSLVEAEA
>OLS44816.1 hypothetical protein BV509_11015 [Rhodovulum sulfidophilum]AB26
MTEPRPSLLSLARDTVTDPRGSAVRVLSLAPPRAVLWEALVLVVILSVLLTELGELISPAPIDPMMPVFMHYPLAAAAVQ
GLLLVVTVHAIAGIGRVFGGTGDLAGALALTVWLQFIMACLQVVQLVFLIVLPPAAGLVGIFGIGLFFWLLSHFVAVLHG
FPSVLKTFAMIVFSMIGIVFGMSLILSILGITLTGAIPDV
>OLS44817.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB26
MYDVHKIRADFPILSRQVNGKPLVYLDNGASAQKPQAVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGIIARFLG
AADADEIVFTSGATEGINLVSYAWAAPRFEPGDEIVLSVMEHHANVVPWHFLRERQGAVLKWVDVDGNGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSASGAIHIRKE
RMAEMRPFMGGGDMIREVHKDGILYADPPMRFEAGTPGIVQQIGLGVALDYMMGVGMENIAAHEKAITAYAMDRLTGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMDHLGITATCRASFAMYNTPEEVDRLIEALEL
CRDLFA
>OLS44818.1 tryptophanase [Rhodovulum sulfidophilum]AB26
MPSVRFFSGETVPLEMHKVRVVQKLTLPDIDTRLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMDWILPTHQGRACENILAQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAGRIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLEETMDE
DMISQGPQFIAYMVGELDRRGIPVITPAGGLGCHIDVMRFLDHVPQPQYSAGALASALYIASGVRGMERGTLSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQRLVAQFKADFGD
SL
>OLS44819.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLSAEDIRHGFGGRDVLRGVSLRLAPGEVLGIGGASGAGKSTLGRILAGRTRPEGGRVRWQGAGLPGRGPCPVQHAPQSP
DTATDPRWPVAKILANGGPPDAGAVAALGIRADWSRRLPGELSGGELARVSLARMIRPETRVLICDEITAQLDALAARDL
WQALLPLARARGMALIVISHDAGLRRALAARDTVLTDGRLCPA
>OLS44820.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLRIEDLSVAFRQHDGRLTRPLEGVSLTVAPGDCAGLVGGSGAGKSLIAEALTGTLPRNAELSGRIEVSGRIALAPQAVT
ALDPLARAGAQIARLARLAGRRADPAALMARLGLPEAALRAYPHELSGGMAKRVLIATALATGAGTLIADEPTLGLDPEA
ADRIMALLGGLAADGTGVLIISHDLPRLVATATRVTVLCEGRPVETAPAAAFPEGLIHPFTRALWDAQTWTATESAEAC
>OLS44821.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTTAPALALASPVRRDLLIRGGLALGLVSVLLGAALALPPEGPPVSALARNLAPSLAHPFGTDSLGRDMALRTALALATS
IKVGLFAAVLSTAVAVVFGLAAASHRLADRLVGVATELALGVPHFVLILLIAYAAGGGMASVILGVGLTHWPRLTRVLRL
EAQTVAASDYVAISRGLGRGPVWIARHHLAPHLIPQIVAGFVLIFPHAVLHEAGLSFVGLGIPPHLPSIGVILADSLRAL
MAGHWWVAVFPGAGLMLVALTVERFGEALRRAADPAEGVA
>OLS44822.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MRPLSFLALAVSLSLPLAAEAAPPLVLAVGGEPETGFDPIMGWGRYGNPLFQATLLRREADLSLAGDLATGWTLSDDRLT
WTVTLRDDARFSDGTRLSAEDVAFTFNAARDGDGLTDLKVLKEARATGPQTVELELRHPQITFTGDLATLGIVPKASYGP
DYARHPVGAGPFRLVEWREGEQLIVAPNPYWHGPEIPFPRVTFVFGAEATGLALARTGAAQIVAVPPAEADAPPEGMQVL
HVPSVDNRGVMFPMRPAGGTTAEGAPIGNDVTADRAIRVAVDQAVDRTALLALAVNGHGAPAHGPADGLPWDNPADRLSE
TGPDAARATLESAGWTDADGDGLREKGGLKAQFQLVYPASDSVRQALALGVAEALKPVGIRAIPDGRSWDEIGRLMHSEP
VVFGWGSHDPSEVFNLYDSGFAGRGWYNPGFYENPAVDAHLAAAEASESYEASLPEWRAAQWDGTTGFGARGDAAWTWLI
NIDHSYWVSACLDLGPIQTEPHGHGWPITQGLPGWRWTCE
>OLS44823.1 hypothetical protein BV509_11060 [Rhodovulum sulfidophilum]AB26
MDDIGGRHGPVFRDEVPGGAGLPAMLEMVLMRLAACPETGARARELGQLGFMQWLGSLPGRADLPAAARAAEAQAAPGPA
TGALDEFRRLLVQIRAMPPRPLDLALPRPCRRGGARARRLRL
>OLS44824.1 methionine synthase [Rhodovulum sulfidophilum]AB26
MTQPAPRPARLSLSPVFETLRTAAAERILVLDGAMGTQIQKLGLTEEDFTGPGGGCGCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYALVGADIVETNTFSSTAIAQADYGLEDKVFALNEAGARLARKAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNNPGYRAVSFDDLRIAYAEQLHGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFATDGLV
NIVGGCCGSTYDHIAAVAKAVEGHAPRKIPEIAPKMRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRKLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEKGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITAHCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQAGMDMGIVNAGQLAVYDQIDPELRESCEDVVLNRR
ADATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKDGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIIAAAKEHAVDIIGLSGLITPSLDEMVHMASEMQRQGFDIPLLIGGATTSKVHTAVKIAPNYTAGQAVYVTDASRA
VGVVSALLSDNQRSGYVEGIREEYREIAEKHARGEAAKKRLPLVAARANRIAIDWTGHTPAKPSFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMKGVFPRILEDEAKGEAARALYDDARRMLDRIVQGDWFAPKGVVGFWPANAVGDDVRLYTGEDRKET
LATFHTLRQQTAKRPGVANAALSDFVAPEGTAPDYLGGFAVTAGSEEIAIAERMAAEHDDYGAIMVKALADRIAEAFAER
MHAEVRRSLWGYAPDETFTPEELIAEPYKGIRPAPGYPAQPDHTEKTTLFRLLDAERAVGIRLTESMAMWPGPSVSGLYF
AHPDSFYFGVGKVEADQVADYAARKGIALAEAERHLAPVLNYTPGKAGDAAAA
>OLS44825.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB26
MAAPKAPSRRCGDGPAVTLRLLRLANLALLILFPVAWAAPLLRAGLLPLFGMSEISVLSGLASLWQTDIFLALLVTLLAL
VAPYAKTVGLALVQYDLASPRLLPAIHVMGKLAMADVFLIAIYVVVAKGVGLGRVETAWGLYLFTFCVLASLALSSLTAR
VMHRT
>OLS44826.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MIELRDIRKAFGRNHVLRGVTLTVPKGESMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASRAEREAFLARFGML
FQGGALFDSLPVWQNVAFRLMRGATKRPKAEAREIAIEKLRRVGLKPEVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMSSVRAIADDVAMLHGGVIQWTGPVADMDHSGDPYLDQFIHGRA
EGPIEAVR
>OLS44827.1 alanine racemase [Rhodovulum sulfidophilum]AB26
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARVLAQAGARRFFVAAAEEGAQIRNALGPGPQIC
VFSGHMAGDTDMIGDLDLVPMLNSVDQLTRHMEGLPGRAFGIQLDTGMNRLGLEPAEWAAVRDIVLAAGPVLIMSHLACA
DEPGHPANLQQLTAFREMTDGCAVPRSLSATGGVLLGPNYHFDVTRPGMGVYGGLPFPEAEPVVGLSFPVIQTREVQPGE
SIGYGYTFTAPERRVVATVTAGYADGMHRALSNRGQLWFEGTPCPILGRVSMDLITADITHLGTVPPALDLLCPEQGVDA
VADTAGTIGYEIMTSLGRRYARRYVGGAGT
>OLS44828.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB26
MNKVRTIRPEGEEADDTTGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPQHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPAAQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGLSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGTLPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEAAEVPSEQIRRGDMTETEFRRFVNAAKDLEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVENREDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPGDHDLEGMAKWQEQMESVHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVKPWQQGQAVEGF
>OLS44829.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MIPTAFPDKSEIARLSARMLLEIGAVHFNAETPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLRDAGFEAFDC
IAGGETAGIPFAALVAERMALPMTYVRKKPKGYGRNARIEGVMAEGDRVLLIEDLTTDGGSKISFVDAIRDTGAICGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWWDVLAEARAQGTFDSATLAEVEEFLKAPRAWQEARAKV
>OLS44830.1 dihydroorotase [Rhodovulum sulfidophilum]AB26
MTQSRTIRRPDDWHLHLRDGAMLAGVLPESARDFARAIVMPNLVPPVVTGTQAAAYRDRIIAALPEGADFTPLMTLYLTE
ETDPEDVARAHAEGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDRMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRAVPGLKVVMEHITTSDGVDYVRSAEAGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
VRFFFGTDSAPHADPAKESACGCAGVFSATNTLSCLAEVFERAGALDRLEAFASLNGPAFYGLPPNEDRITLTRDAAPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>OLS44831.1 hypothetical protein BV509_11105 [Rhodovulum sulfidophilum]AB26
MALANTHVAGQRGSLVSSIIAAMVRIVENHPRTRALEKLNAISDEDLAARGLTRQDVIRRIFSDRFYL
>OLS44832.1 hypothetical protein BV509_11110 [Rhodovulum sulfidophilum]AB26
MKDRFASESETGRWHTLLDRSGTGAWVKALGPDHAAVWAAGGGTLLVTFEQAREILTGATVGHTLAAQLAEPAGWSRLTL
VAHGATWFRDRAVYDFFDERVDSEFFDAFDRVVFYGAGMCGYAACAYSVVAPGAAVVALAPQATLDPARLDWDRRFLMAR
RRDFTSRYGYAPDMIEAACCAAILYDPAQTLDAMHAALFDGPNVMRLATPYCGDALEAHLSAMAVLPELIDAAGEGQLTA
EVFFRLFRARRQHAPYLAALLDRLDKSGRTDLARGVLRHASHVAEHEHLTGARTDLDRRLRRHRPDVPV
>OLS44833.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB26
MPLDLWFAFAAASALLLMSPGPTVLLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFSVLKWVGA
AYLVWLGIKLLRSRPAALEEESGGVPEQRPARAVFAHAAMVTALNPKSIAFFIAFVPQFLRPEAPLAPQFATLIATFVGL
AALNALSYALLADRLRAQIRRPSVLRWMTRAGGGALIGMGALTATAART
>OLS44834.1 hypothetical protein BV509_11120 [Rhodovulum sulfidophilum]AB26
MAAEQEPYTLLDLSPVLRSIMAARGLSVADMARMAGVSKSAMEKYLAGPSSPRAVAVASLARALNISTDALVFGEFYEMT
EKAAHRAAVDGFIKLLRDLKSDPELSRTFAELEPGSDALSDFTMRVALDRADDVHRQFVGRHFRILPATTTIKR
>OLS44835.1 hypothetical protein BV509_11125 [Rhodovulum sulfidophilum]AB26
MPRPLLPGYKGNTALAEVSDEAWQFFVTTIRDAAPEFPLRQAWRDVRDVARRKGWAWPSWPTVYRRWQALPEAQRIAARH
GRGEAAKRLAHPNDGIRKDR
>OLS44836.1 hypothetical protein BV509_11130 [Rhodovulum sulfidophilum]AB26
MVVTLSADEVRQIVAAYSDAELLLWSALNVLEIFAVELDQGGALHDPEKGMAVARLAVEALRPKINALKDRLWPIEKRTV
NPERTSAGVATAPSGDARRAEAELVE
>OLS44837.1 hypothetical protein BV509_11135 [Rhodovulum sulfidophilum]AB26
MHSLTSHGFTIRNRDFESTIAVRRNDITDDRLGVFKPAFAEMGRLARHHPEELIFGLLSSGFTASCFDGQPFLDAEHPVK
KSDGTTELISNMQDGSGPAWYLLDTSRAVRPLIFQEREPYVFEAMTEPTNPHVFTNAEFLYGMRARVNVGFALWQLGFGS
KASLDVPSYSAARAAMMGYRADGGRKLGIKPTVLVVPPELEENALALVNAANNAAGATNVWTGTARLIVTRFLDI
>OLS44838.1 hypothetical protein BV509_11140 [Rhodovulum sulfidophilum]AB26
MTFVVQGKIEIDSTGAIRSITVAKTQLDGLGERGKNAGKKLGLLNEWLNRTGQHAQVATGHVANLAANFNDVGVMLASGQ
SPLMLALQQGTQISQVLGPMGAQGAVRALGSAFMAMINPVSLATIALTGGVAVLGQWALGINRAEDEARKAKERFETLAD
VIDALGDVSRASAADIDRYIRGTFNDVAGAVQALIDDLRQAEFGLLSTEMRHSIEETTADLSRLSGGFEVFWQDFAKGPN
RIRASSFRPRPCARPWKSEMPGVWSARPQRLRKPSRKGF
>OLS44839.1 hypothetical protein BV509_11150 [Rhodovulum sulfidophilum]AB26
MDGVSLQIRTACAVVGQLKLLLDRLADALDQAEDELRVDPLSAHSKGVQIGFQDLPEPSDHRRNHRPGRPSKIETDPELR
AFIEARIDRMTFDDIASEVSRRFPEGRRVAKSAIHAWWQRRRRR
>OLS44840.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MESPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPELFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSM
KTRAEKTATGYRLTGTKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDDARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPVIRHMVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>OLS44841.1 ATPase [Rhodovulum sulfidophilum]AB26
MAEAIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARAIAAALGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGGADRAGLQAELFDERYLIERPLLQAMRPQPGGAPVLLIDEIDRTDEPFEAFLLEALGDFQV
TIPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQRLRSEDLFK
KPGVAETIDWAKCLLALDVIGLSPEVIADTIGALLKYQDDIQRLEGSEARRLLDAVRAELATA
>OLS44842.1 hypothetical protein BV509_11170 [Rhodovulum sulfidophilum]AB26
MPLNWKIGGPLLGIVFFLAVLLAKPIGVSTQFVVLDAVLWNLQQPDAGIVTQTAEGFTSTNAYLAKSGGALAAEAGNPLT
YPVVFVLAMMVGAFLSSLIRSTVPKGERNVPAMYRANTGGFWPLRWVLAFAGGVLVLYGARLAGGCTSGHMMSGMMQTSI
SGYVFAFGAFLTAFPTAMALLKKEG
>OLS44843.1 hypothetical protein BV509_11175 [Rhodovulum sulfidophilum]AB26
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIARMLTLTDTNLMKTILVAIGTASILIFAGQMYGLVDVGHMSVKAVHVGVL
LGGAILGFGWAIAGYCPGTGLCGLAVGRIDALFFVAGGLVGAAGFMVSYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
QGDLAGIVMGAAFILIAILLPRRIVGRKAARAAAADAAKTAPAE
>OLS44844.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]AB26
MRFGPVPPAEAEGAILAHSLTLAGRRLQKGRILTAEDGAALAAAGIASVTVARPDPDDVTEDDAAARLAAALVPDPLAAA
LRIGPAARGRVNLHAVGPGVVGLDAAAVQAINRVDPGITLATLAPLVRVAPGMLVGTVKILPYAVPGRALALACQAGRSA
VRVHPVQRRSAGLILSEAAGQKPGLTAKGAGAVEARLNALGISLDAVRVVPHEAGAMAAVLADLPGEIGLILTGSATSDP
RDVGPEAVRLAGGTVERFGMPVDPGNLLFLGAQGGRPVIGLPGCARSPALNGADWVLERVACGIEVDAAAIADMAVGGLL
KEIPSRPQPREA
>OLS44845.1 hypothetical protein BV509_11190 [Rhodovulum sulfidophilum]AB26
MAEKKRQPARLWAYGLQGQTRERVAEVGKILLPHLDAVLASFYEDIANTPDWDAYFTTEALRAHARKKQKEHWILMFSSN
FSQTYFESAEKIGRVHHRIGLPISHYTAAYARVGLALQGLIMAEVRRKSFLGRGDPTPYMDALSRVLMLDTEVANSGFFA
AQAEEYEARLSTLGRNFEDDIGRITDVLSTSMRRLDDAAGTMNTEISRARQGADSLSDNASRIATSAQSVASAIDELSAS
ITSITQDVNNAASASANAMEEAEASSEQVESLQSAAEEIGEVVNLIAEIAKQTNLLAVNATVEASRAGDAGKGFAVVAFE
VKALAERISQATSSINDRIKRIQSETQLMGTRMTGISDCVSRVRSFSDSIRVAVAEQTQAAQHISQHAESTASSTTDMAQ
MIHDVSHRVERSGDTSMALKDAVGTVSGEAGTLSDKVRSFLVALRAA
>OLS44846.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB26
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVAPARGMELAEQAGLDLVEISPNATPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVIKFLESGDKVKVTLRFRGREMAHQNLGRELLERVAEDVKEIGK
VENMPKLEGRQMVMMIGPAK
>OLS44847.1 hypothetical protein BV509_11200 [Rhodovulum sulfidophilum]AB26
MKKALAAIVILAAFGLGGFIWYLGNMAGPGAKTAATPASEEAVPAPTEAAPDAAEADAGAVEVPAAETQADAPQDEAAAG
PQTGAGMVSADDDMSVGEETQPETSETPEAAGTPEETEAVGSGDGSVEAAAPDDGTGTEAAVPQDLPDAKAPDGDAPAAE
RDPAAAAPGAGDAGAEAPETAVPEGADPASEAQAPSAEAPAAGETPGAGAALPFALTEGGFDAAAVAELIAASDLPEDEK
ALLTAAAEGAADAPVLVPPVVAQIRAALGY
>OLS44848.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB26
MRRKLAAGNWKMNGLSGALGEAVALAAAHPAPGIDILLCPPATLLDRMADSVHGSKVAVGGQDCHPLVSGAHTGDISAEM
LADAGASYVILGHSERRADHGETDALIRAKTEAALAAGLAAVVCVGETEAQRDAGETLAVVGAQLAGSLPDAGVSAETLV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALKDRFGATADGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLKASDFS
AIIAALEAAPAA
>OLS44849.1 Fe-S cluster assembly protein HesB [Rhodovulum sulfidophilum]AB26
MFAIPGKQAVSLTPAAAAEVARLMDQQNAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYETSLLESGFKFRNPNVVDACGCGESIKFRETDAAEG
>OLS44850.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB26
MTEPQGKLEGTPLIEPSTTDHPLYEQVVEACRTVYDPEIPVNIYDLGLIYTITIDPENVVRITMTLTAPGCPVAGDMPGW
LQEAVEPLPGVNRVEVDITWDPPWGMDMMSDEARLELGFM
>OLS44851.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB26
MSWMSRLVERRILQAQARGQLQGLAGEGAPLPDRPGDAFVGAAEAAGFRIMAEAGALPEEISLKKQVLACRTRLTALTDP
AERKAAMAELADLQMRQAIAEEARRRFLSF
>OLS44852.1 hypothetical protein BV509_11230 [Rhodovulum sulfidophilum]AB26
MRLSKLSLKVVLTLGTGLLVLVLCIVQGVVLQRQTAEAMREAAQQRQTTSLRILIDQFDDHFGGIGFETAPDGTVSRVTW
DRLPEVTDNALIDHVGGLSGETATLFAWDAASDDFVRVSTNIQKPDGTRAVGTPLGQDNPVRAAVMQGQTYSGEAIILGR
PFLTVYQPIMGSDGQPVGIFYVGIDRSRIDHAIAVQRQTGLAVTAVLITVAMAVLLLMLRMLLRPLGDLGDAFERMAGGD
LETEVPHAHRHDEIGAIADRADAFRIKLKAAHLLDEEARQRQKEEAHVVQTLRAGLERMASGDLSHSLEEPFPHNYEGLR
TDFNATIDTLNDLIGIVAENAAEIRTRTDEISTAADELSHRTENQAATLEETAAALDQMTSSVRTAAEGAAEVAEVVKRA
RNHAEESGVVVKDAVGAMSRIKRSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEA
AREIKTLISTSSDEVESGVALVNRTGEALTDIVERVGNIAGLVADIARGAEEQSVGLGEINVGVSELDKVTQQNAAMVEE
ATAASTTLNSDAATLERLVARFDLKRRPSVHGTAPASARGHPTAVTPEPVPTTAPLRQAVNDGGWQDF
>OLS44853.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB26
NPATTSVTADGAYDTRKCHDAIADRGAHAVIPPRKNAKPWKTVTAGAVARNEALRASKYLGRALWRRWSGYHRRSRVETK
MHCVKLLGQRLMARDFDRQVAELQVRIAVLNGYTALGIPVTEAAA
>OLS44854.1 chaperonin GroL [Rhodovulum sulfidophilum]AB26
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALAALVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKGAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALAHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIARNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKVGAGSEMSDMGGMM
>OLS44855.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB26
MSFIPLHDRVLVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKNGDGDRVAMDVKAGDRILFGKWSGTEIKLDGK
DLMIMKESDILGVMT
>OLS44856.1 hypothetical protein BV509_11255 [Rhodovulum sulfidophilum]AB26
MSTASEHAGQAALSICEALLLAMNDRGVLPEQEIVGVLRDAAAAHENAVGTDHETENHRAVANLINAIIAGGNSVRRL
>OLS44857.1 hypothetical protein BV509_11265 [Rhodovulum sulfidophilum]AB26
MRHTHKLVLASFVLAMASAAASAAIVVVDGGGPYDITSDTLFTGIVQSSADGAGSYSIDFFTPGDPTNAVADAAVTAATV
NSSFTNLTMSWIDGLNLNTLVSAEGIDTLSTLFNGAFPAQSLLFEWTDSDALAGFRFDVEASVAAVPIPAGLLLLGSGGA
ALGLLGWRRRDKRVTV
>OLS44858.1 hypothetical protein BV509_11270 [Rhodovulum sulfidophilum]AB26
MTPEQTKTAEKMKSVKAAWDKAPAGPKKDAALKHYEAAEKAHTAKNDDETNKELDAAKHALA
>OLS44859.1 hypothetical protein BV509_11275 [Rhodovulum sulfidophilum]AB26
MEEHFWTSGADNARATTATNAVMVFPYPPGILQGDQIWTHLKRSTGWRSVVMAERRVTRCQDIAILTYRVSAEKPDVPIY
KALCASTYLNDDDRWLRISHQQTAVN
>OLS44860.1 hypothetical protein BV509_11280 [Rhodovulum sulfidophilum]AB26
MTMAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALAS
DYGRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSGE
>OLS44861.1 hypothetical protein BV509_11285, partial [Rhodovulum sulfidophilum]AB26
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALNTAQRPVNPRTVRNWLR
>OLS44862.1 hypothetical protein BV509_11290 [Rhodovulum sulfidophilum]AB26
MKNYLQNGHILRVTTPAGGIASGDAIIVGSIFGIAAYSSAKGDPVELSTTGVFQLPKASAAVLTVGARVAWDDTAKAVTT
PGAGRFPIGVAVEAAGNGVTSVAVRLDGIATAAA
>OLS44863.1 hypothetical protein BV509_11295 [Rhodovulum sulfidophilum]AB26
MPRKVFFSFHYDDVTRVNVVRNSDQITRRYTKAARFHDKSLWEEVKKQGPLAIKRMINGGLDGSSVTCVLIGSQTWQRPW
VRYEIIKSLARGNGILGVQIHDVGFKPGQPTNALAGLFGTSPPSNALAGYGSRPEPTLGGLLGLATERQEPPQNALLGAL
LAGEPSVAPTPQPGPNPLRYLGYTVDRRYGMVRFHEIGPNRQWREYTEVQAVPLRSLPWLPRFKDADNLENLFRIYNWKQ
DYGSFYFPTWIEEAAAQVGR
>OLS44864.1 hypothetical protein BV509_11300 [Rhodovulum sulfidophilum]AB26
MEAKGEFTVATDKDDLPKHLEFILDVVERHAHNSFVLKGWSVTLVAAVFLLAVRGAEPALAMAAGLLPSLTFWALDAYYL
RQERMFRALYNHVRKAEPSPDNRFSLDARSFADEVPSWFRTLGATPVLWFHAAVLAVVVVALAFFSLRPPDAP
>OLS44865.1 hypothetical protein BV509_11305 [Rhodovulum sulfidophilum]AB26
MPKSNDAALAAFIARKAEIDAALDRIRAASDDHFFASPEDVHWGHVTALADHAALLKRITDAIYAEA
>OLS44866.1 hypothetical protein BV509_11310 [Rhodovulum sulfidophilum]AB26
MITHRRFAYLQANIAGGEGFDWFYASAADRSAQFGTAITDGAASKPWVFRYKDLRAWWSNPHYNRLGGVEPCFS
>OLS44867.1 phosphatidylinositol kinase [Rhodovulum sulfidophilum]AB26
MGRAPQTRTLDVWVNGRLTGYYRYSPSGGVSFQYEREWLDWEHAFPLSRQLPLVARSQSGRHVNAVFENLLPDNAPIRRM
IAERTEARSDRPHDLLAAIGRDCVGAMQFVPHGQNPGDPFVIEGEVQSEAQIAETLRHLARDPLGIAEEDEPLRISLAGA
QEKTAYLKQGDNWVKPRGLTPTTHIFKRPIGVTQRGLDLSESVENEYLCLKILQAFGLEANNVEMARFEDERVLVIERFD
RAPRAKGGIVRLPQEDFLQASGFESGLKYQDHGGPSMRDCLELLAASENPLSDQNLFLKAQILNWMLLATDGHAKNYSIF
NLPGGGFRMTPLYDVLTAAPAELRNNFRHKDIQMAMSVGNARHYRMDQIHPRHFTQTARAARVPIRVIRDATIEIVEIGR
PALAEVEVGLPGDFPERISGPVLERLGRCLATVEAYAESGDA
>OLS44868.1 IS5 family transposase [Rhodovulum sulfidophilum]AB26
MNTKLHAVADAKGRPIGFFISAGQVSDYTGAAALLGSLPKAGWLLADRGYDAGWFRGALKDKGIKACIPGRKSRKKAVKY
DKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFSAIALAATVLFWL
>OLS44869.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MARRNILILPFLGLMAGTLALFQLADRPDAAPAEMSGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEAAEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAG
IAEARAAVEHKRLDLEFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMAAEEGLGP
VRIIQDRDGAAPLAGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDVVLHTAGGGAQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGVAVSVEARPAET
>OLS44870.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB26
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTQRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQTLGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>OLS44871.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARAGAVLRRTMGRGPDHLLRLGPLTVDPEAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAEADGMLEAVRGIGYRLDMPHVR
>OLS44872.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFPARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLAAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDAVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALHAGQTDD
>OLS44873.1 IS5 family transposase [Rhodovulum sulfidophilum]AB26
MGSLPKAEWLLADRGYDADWFREALKDKGIKPYIPGRKSRAKPIKHDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPKV
FLSAVALAATVMFWL
>OLS44874.1 hypothetical protein BV509_11370, partial [Rhodovulum sulfidophilum]AB26
DAPRGLHGSMAAYNFVRRLKTIDGPTPCEYICRIRTSEPDRVSLNPIHEMPGLNTQDIGLAVGRWRFCR
>OLS44875.1 hypothetical protein BV509_11375 [Rhodovulum sulfidophilum]AB26
MPDTLTLLAMLVLLLAIGAIAGVLAGLLGVGGGIVLVTAFFYAFHSLGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
DAVDWQVLKGWAPGIAAGAVIGVLVAASLRSVVLQGIFGGLAMAVGLYMALGRSDWRLGDTMPKGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPFTLGAVNIPAFLVVIAMTLITTPLG
VRMAHAMDPKPLKRVFAVFLILVAGNMLRKAAGF
>OLS44876.1 hypothetical protein BV509_11380 [Rhodovulum sulfidophilum]AB26
MTAISLVFRALAALWLGVAGPAAAEPLSALARPDLAASALDDLPGGGVALRLDLSQPVPYRVFTLEAPPRLVVDFREVDW
RGISTAALTGSDRVRAARAGTIRPGWSRLVLDLAAPMALSSAEMPRDPVSGRARLTVQLGPADRARAALAGPPAQTALWG
LPAPEPLPPPPRRNDGSRPLRVVIDPGHGGIDPGAERAGISEASLMLSFGKELAEALARAGFDPVLTRAEDVFVPLETRI
DIARAARADLFLSLHADALADGYASGATVYTLSDTATDTASAQLAERHDRDALLAGVDLSDKDDVIAGVLMDLARTDTQH
RSERLAEAIVAGLGAHVGQLYKTPHMSAAFSVLKAPDIPSVLIEMGFLSSRNDRENLTSPDWRARAAAGIVEALRAWAET
DAAEAALLRR
>OLS44877.1 hypothetical protein BV509_11385 [Rhodovulum sulfidophilum]AB26
MPAVIRSVLLVLMLAALPVSAAAQPVDRAAVERQFRAWLDTRIWPRARAEGVSRTTFETAFSGVRLDWDLPDLVPPGRTA
APGPQRQAEFGAPAAYFDEGGLRSAAITGRQMAVRQAGALTAAERATGVPGRIVLAIWSRESAYGRAPIRHDLFRVLGTK
GFMSTRADYFADELVAALKIAQARPVPLEQMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSGPDTVASIATYLA
RHGWQAGRDWGFEVRVPASVSCTLEGPDRGQSIADWQALGVTRVSGRPFPEHERRGEGFLMMPAGRHGPAFLVTPNFYVL
KAYNKSDLYALYVGHLGDRIGFGSGGFSARWAALGRLDRAEIATIQRALEARGRDVGGVDGLPGFKTRREIGRWQESAGR
PATCFPEPGMGAALGR
>OLS44878.1 hypothetical protein BV509_11390 [Rhodovulum sulfidophilum]AB26
MRHFLPAFAVCLAGSAAAQGDDPGRLDPAVLIEKFSIARPEPDDRTRPVPRPALRVEPALERRAEDLRPGPLRAAGVVRS
GTAEAGFVTGELILVADSPTEAKAVAARIGTPIGAPLRLTAGTPEGRTLSVLRVRLDPRRPPDDAVFDRVEAASPHRFTR
VYEVSSEAARDTLTAALDLQLAGEVSVGLNWIFEPLALDNEILLEGVTPAGAGFVNPFDLPYLNGEGAARIGVTGAWHLL
KAAGLLDDTGRATAASRIPLAVIDQGFHDALDLSMPDPRGAAAGRPGGRACAGGAACPWHGSHVAEIMAAPIGNMRAVAG
PAGPVAGPVELQTLDGFESWSLLAWIADRTAPGAAAVPRVVNMSFAATVPDLWAWSTVALDLGIAALDRAGTLAVAAAGN
DRADIDAVRCVEGGAGACHETARRVPCELTGVVCVGALGRDEVRIAGFSAAGALPGTPGQDGDSIDIYAPGVAILAGADP
GAGTSPPAQGWTQAVSGSSVAAPLVAGVAALIAAADPGLGADALRGLLLKGAWSGATDLPPGQAPDPRLGRFLNAERPVR
QALAARFSGTDFPPLVEIVRPRPGLGMPAVQMGSRLDVEARAVDVEEGIGCCAPRWTVDGLARPDLSGPRVAIVLEQNRT
YEIGVTVTDGAGQTASDTMAVRARP
>OLS44879.1 penicillin-binding protein [Rhodovulum sulfidophilum]AB26
MIRFFLSLIGALFSFATLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQTYFDKTLSELKPEEAAYLAALPKAPSNYHPVRNQDAAVARRDYVLHEMHDNGY
LDDATYEAARAAPLMTVQNGDYPPFSSSLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQDEAAQALRRGLE
KYDRDRGVWRGTGKAIDPAELDTEEHWRAALAATVVPRDIRLDGPWHPAVVLRIEDQQMRLGIEGVEATEAEPQVVPRKD
IGWLRGDFRANFKVGDVVLVRRMTGDNGGFIRWTLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQATRQPG
SSFKPFVYAAALDSGFTPATIIIDAPIEVDTGGGTIWRPKNSSNKFYGPTPLRTGIEQSRNLMTVRLAREVGMDTVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRQGRTIYRHDDRVCTDCGTLSIPEGQGPT
VVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVNLGVPTAGKTGTTNDARDVWFLGFTSNIVAGCYMGFDRPRSLGGGA
FGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGQFIKIDRYSGERLADDASGENVVAEYFRAGEEPIFGIGAMIDGGFAMG
SNLPLFGRGEQDTGEDVPSEEVTTSTGRKAVVGPKASFGTLSSGGLY
>OLS44880.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB26
MRAEAQNTVEDIRRSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPDRAQKLMRERQALVDAIDTYKGIRQELEDNVE
LIELGEAEGDQEVVKEAEAALKALREKAEAKELEALLDGEADANDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVSPNDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQLELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKTRAEAQAED
>OLS44881.1 aldehyde-activating protein [Rhodovulum sulfidophilum]AB26
MDSLATGQCLCGAVTFRISGEFESFFLCHCTRCRRDSGSAHSANLFSSTAKITWLSGEANIRTFRLSGSRHVKCFCTICG
SALPFSQPDDGVLVVPAGSLDGALGRRPDAHICFSVRADWDDDLASLSRFDEFPA
>OLS44882.1 hypothetical protein BV509_11410 [Rhodovulum sulfidophilum]AB26
MTDADAPIETPCIRTCRVDPDSRLCIGCLRSMDEIGRWGSMSPAERRRIIADLPARRGRISPDAEAGLPRRKRG
>OLS44883.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB26
MHDSPEEFAAALPRPAALIGLDFGEKTIGVAVSDPFWTVASPLETIRRKKFTLDAGRVLDIAQGRAVGGIVLGLPRNMDG
TEGARCQSTRAFARNLSRITDLPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLLDRLRNLTAAP
>OLS44884.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB26
MTFIVVAIGMAAVIAAVLTLTLIRGRRGDEPAAAYDLRVYREQLDEVERDLARGVIAEDEAARIRTEVSRRVLEADRKLA
RQAATGQAPKALSLVAGIAVLAFLLGGAWITYSYNGMPGYADQPLDLRKSEAADYRETRMRQTEAEAKAPPMPGLPTPDA
EHLKLVEKLRQVVAERGDDLQGLDLLAHNEAALGNFKAAYEAQAKVIALKGAQATANDYATQADMMVLASSGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHLQTGRPDIAFRVWRELLNVSKADDPWLPIVREQMPNLAWYAGDERYQLPPMPAAGGA
PGPSAEDMAAAEDMTPEARQEMIRGMVARLSARLADQGGSPEEWARLIGALGVLGDREQAGAIWAEAQQTFAAQPDALAT
IRQAAQSAGVAE
>OLS44885.1 sarcosine oxidase subunit beta [Rhodovulum sulfidophilum]AB26
MKRYSAFAIAREAASYHEGWEKAWASPEPKARYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGCLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGALWQKRGGTARHDAVAWGYARACSAMGIDIIQQCEVTAVRQKAGKVTGIETTKGAIGCGKLAIVVAGHS
GVLAEMAGFRLPIETVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYTQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPILSKTPLGNCFINCGWGTGGFKAIPGSGWAMAELVAKGEPGPLAAEFGLDRFG
AGRFVDESVAAGVAH
>OLS44886.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB26
MLVLTCPCCGAAAEETELAPGGEAHIARVGPGADAEAFEAYLFHRKNPKGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTSEPPRELLDKIAARVPGFAWEGRA
>OLS44887.1 sarcosine oxidase subunit alpha [Rhodovulum sulfidophilum]AB26
MSFRLSSGGRLIDRGARLGFTFDGADCDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGTRGRFE
PNQRTTTTELFDGLVAESQNRFPSLAFDIGAINSKLARFLPAGFYYKTFLKPAAFWEHIYEPLIRQSAGLGRAPSEQDPD
SYEHFHVHIDVLIVGGGVAGLQAALVAGRAGARVLVVEQTAHWGGRAPVDGVEIEGHPAEAWVARTVETLSGMENVTLRL
RCQGVGVFDHGFALAHERLTDHAPDAGGPRHRLWKIRTRQVIVAAGALERPLAFPGNDVPGVMLASAVRDYVENWAVAPG
RRTVVLTNNDDAYRTALCLLEAGLRVPAILDTRASAEGPLPKIARKAGIEVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPAVHLWSHAGGKLFWDAKQSSFRPDADRAPKSHDGKTFVHAAGAANGALLAKRCQLDAGRAGAA
AALAAGFDAEPVDAVASAPEQKPVEPAWILPRRAGPELRMKMFLDYQNDVKVSDVQLAAREGYESVEHTKRYTTLGMATD
QGKLSNVNGLAILADALGTEIPAVGTTTFRPPYTPLTFGAIAGPGIGETFQPLRRTPMQDWHEEQGAHFEPVGHWRRPYC
YPRKGESHGAAVRREVLAVREAVGLLDASTLGKILVKGPDAGVFLDRVYTNMMSTLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIAVAGPKAREVLDRLGGMDLSKEALPFMAWAEG
TLGGFPVRVYRISFSGELSFEIAVRAGQGRALWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQARSHMTDPTRWKLVGLETLDGSVLPDGVYAAAPGRNANGQRNTQGRVTSTYHSPTLKRGIAMG
LVLHGPDRMGEVIAFTCADGSTREARIVSPVFYDPEGEKQNV
>OLS44888.1 hypothetical protein BV509_11440 [Rhodovulum sulfidophilum]AB26
MSEPVTASVSAPVSALGGFRGDGLARIEEGPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGTIEGDRGLAWMAPDE
LLLFVPYAEVSRTMGTLGRALRARHATVADMSDARAVFRLYGTGGREVLARLTPADMAPAAFRPGSFRRTRLAQVPAAIW
CESNDRFGVICFRSVAVYVRDLLAAATAAPSADYFGRGG
>OLS44889.1 superoxide dismutase [Rhodovulum sulfidophilum]AB26
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEEIVKGTYQNGAVAQSGIFNNASQHW
NHTQFWEMMSPKPVAMPSELESRIKDAFGSVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLDKLVNWENVAQRLSQA
>OLS44890.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB26
MSERKNGLTYAEAGVDIDAGNALVERIKPAAKRTGRAGTVAGLGGFGALFDLKGAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPANVAEGDVLLGLASDGVHSNGYSLVRKVVEVAGLGWDAPAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLGAWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTA
LLAEAGETVARIGRVGPGQGVAYEGRLL
>OLS44891.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB26
MTDPTRVAILISGSGSNMVALAESMTGDHPARPVLVLSNDPAAKGLDRARALGIPVAAVDHRPFGKDRAAFEAALMDRLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPNYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADTLAARVLVQEHALYPAVLRRFAAGDRTPVLLS
>OLS44892.1 ribonuclease D [Rhodovulum sulfidophilum]AB26
MKTLTTTEALAAFCEEAASAPYITIDTEFLRERTYYAKLCLVQLALPARDGTEGAAVLVDPLAGDLSLEPLYGLFRNPSV
VKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARANLDKTSRFTDWSRRPLSDAQKSYALAD
VTHLRVIYEYLAAELEKTGRAKWLQEELSVLTDPATYIVHPEEAWRRVKTRTHSGKFLVAVKELARFRETYAQARNIPRN
RVYKDDALLELASTKPQSFEDLSRSRLLLREARRGEIAEGIIAAIAAAAETPQADYPTMPDADDKLQVNPALADLLRVLL
KAKSEEAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALQLCAGKIALAAKGSNVVVVPL
>OLS44893.1 hypothetical protein BV509_11465 [Rhodovulum sulfidophilum]AB26
MKIGLVSLVLCGTTVLAACQPNDTTLTSAAGMSAGSQARLIETETPPEYIPCSELERKLAVSDAKVRAFSSRNTSSEAIY
WRDRNKRLIARAYECQRPR
>OLS44894.1 hypothetical protein BV509_11470 [Rhodovulum sulfidophilum]AB26
MKSSLSAVLCAALALSACGTVRESRINPFNWFRSSTEAETTETQVRTAKDEDPRALVDQVVEMSVDRAPGGAIVTATGLP
VRQGFWNAELVRAETDADAPTDTLVYDFRIASPGTATPVGTEPSRLVTAALFLSDQDLEGIRTIMVRGAQNQRQARR
>OLS44895.1 cysteine desufuration protein SufE [Rhodovulum sulfidophilum]AB26
MASEAFEEIVDTFEFLEDWEDRYRHVIEMGKAMEPLSEAFKVPATKVDGCASQVWLMADVEGAGPEAIYHFKGDSDAMIV
KGLIAVLRALYDGLTVVQVLETDAGAQLARLGLDEHLSSQRSNGLRAMVERIRTQAAGVAEGV
>OLS44896.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MAERPYVIDELLSAKTIAARVESLAGEITAHFADTEKLVVVGLLRGSFIFIADLVRELNLPVEVDFIETSSYGNSTTSSR
EVRILKDLRGQIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPSRREVDVRARWVGFEIPDRFVVGFGI
DYAQRNRNLPYIGAVRFTG
>OLS44897.1 ubiquinone-binding protein [Rhodovulum sulfidophilum]AB26
MPRHSENREMPYTAQQMYDLVADVGSYPQFLPWTAAARIRSRTDYGDRELMEADLVISFKVFRERFGSRVTLWPGRMRID
TEYLDGPFRYLKSHWQFEDVAEGRCKVEFFVDFEFRNRVLQGVIGAVFNEAMLRIVRAFEDRARALYGARP
>OLS44898.1 damage-inducible protein CinA [Rhodovulum sulfidophilum]AB26
MTETAAPLVSGARAAGLVIATAESCTGGMISAAITDIPGSSAVFDRGFVTYSNAAKQAMLGVRGETLDAHGAVSEEVAAE
MAAGALARSEADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGAETRTETVEFGALGRDRVRAATRDHALALLLGALGAPR
T
>OLS44899.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB26
MSLAINIATVFGIGRLRPAPGTWGSLVAMPAFWALDVTGGVVLTALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSIGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPIGVMLDDVLAGVATAVLVLALAALSH
IFLM
>OLS44900.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB26
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRAVLARTIEAFAGHPRIGAIVAVLHPEDGALFELALADSAAGVATVPGGAS
RDASVMAGLKAAPEGTTRVLIHDGARPMVSAALIDRVIDALDDAPGAAPALPVTDALWRGRDGKVAAPHPREGLFRAQTP
QGFHLRAILAAHQAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGQHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRSEMARLMGMDEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>OLS44901.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB26
MAIRVADIALDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGVRERAALGFGEEATAVQLAGRDADW
MARAARMVEEQGARIIDINMGCPAKKVVGGLSGSALMRDPDRALRLIEAVVAAVSVPVTLKTRLGWDDGMRNAADLARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVKEAVTVPVVANGDIVCGETAAQALDQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPKVPEGAALADMVARHYEDMLGFYGADLGGRVARKHLGWYMDRVGTPAPLRRRVLTAPAGAAVLSLLPEALA
TEGRAAA
>OLS44902.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MTLDQDAIWTALPIPAFLLDAGDRIAAINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDGEEHLLLLVSPREIAGRLGRAHSVKSAAKSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLTN
GDLEMTDLIVEESRRIVKLLDQVEQFGNLRPPACKAVNIHDVLDRVRRSAAVGFAANMKIVEEYDPSLPPTWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRSFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPPEIAADIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>OLS44903.1 nitrogen regulation protein NR(I) [Rhodovulum sulfidophilum]AB26
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPREMAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGVDGPSALVARARGGSILFDEVADLTEEAQGRIVR
MLDSFGDSAPRIMATSQTDLMGRMEAGLFRQDLFYRLGGVTVAVPSLRERVDDIPLLAEHFLGRTDRDGTATRRLAEDAM
DLIRAYSWPGNVRQLEHTIRRLVVTSSEEVIARAEVEAVLGNQPEIEPLVGGGDGEKLSASVAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>OLS44904.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MTHAKGLLALERFLRLRRSRQATNAATLSVVVLGPLLAIFTFLMLGPLDQGASSHGLRIVLLVDLVYALVVASLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEDEHRRDLVADA
HTLAGYLAVARQATVFLSDGDMRQLLTQAQARVQRGLKEAYVIDGSAEIRARGERSYLFNYERPGPDAIARAGAGETVVI
QDWDNNEFRALQKLDGYLDRYLYISRTVDGDILNLLDDTQQSVRLYQQLEQERGRVLFEFGLLYLGFAVILILAAVWLGL
WFAERLSRPVGRLAGAAQQVGAGDLDVRVPEETGDDEIAMLGRMFNQMIRQLKLQRDALLDNTRQIEKRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALLLLRLDAAEAEGQELCVAVPEFAELLEKLKASRRGTAQEEIRLLRGGNMEHLLVRMAMR
KRSDGGAEGFVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRAAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVLLQEAGQPGVAFTAEIPRTPVPAELDATMISQALTNIMKNAGEAID
SLRTKGEPEGYAPEIRVRLDVDEGSATIRIADNGVGLPQDRARLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHCGALAQITLPVDPAEGAADGPARAATRDTTPETAATGE
>OLS44905.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MGDILIVDDERDIRELISDILQDEGYTTRLAANSDACMAEINAAAPALMILDIWLKDSTMDGIDILSKVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVVQAEMIGESPAFKTLKSQLDKVTR
SNGRVMLKGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESAARGVEKGLLEQAHGGILYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAGIQGGTFREELYHRLNVVPIDVPSLDERREDIPELAR
HFIATFNRLQGLPLRALGDEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILAAELPMQAEGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRIAHLEEEEEPSAAD
>OLS44906.1 Trk system potassium transport protein TrkA [Rhodovulum sulfidophilum]AB26
MKVIICGAGQVGWQIARHLSGEKNDVTIVDMNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLHGKAQLLGIA
LDEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPDDQIYVFSHVDDVNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEDRIRAKVIEKDRRQAEIAADALERTIVLNGDGLDINLLAEANIERADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMSGKRV
QDIDFPEGALVGAVMKAGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>OLS44907.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB26
MRRLADLPFLVILMGIGALAMFPPVGLALAERDWTTARAFFNSGLLFSVLTVLIGLSTINRPVRNQARSHLLAMLGFYAL
LPVMLAVPFSEAVRDTSFLNAYFEMISCLTTTGATLFDSPERLTAGVHLWRALVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGAGSIAGRVGPERGAVHPAHDPRERLMRFAEQLAPVYVGLTACLWVLMLVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGIAGEIMLWGFMLFAISRQMFMFDFRPESWRRLKDDLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGLAALGA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVALGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYSALGDAAKM
VLASAMILGRLETLAIIALLNPEFWRK
>OLS44908.1 RNA-binding protein Hfq [Rhodovulum sulfidophilum]AB26
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>OLS44909.1 GTPase HflX [Rhodovulum sulfidophilum]AB26
MSPAEPAGSAPRITRAWVLHPDISSDRERRASGPALEEAVALAGALPGLEVAGAEVVPLARPRAGYLFGSGKIDELKERL
TGAEVELVLIDGPVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGL
GFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLF
ATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRTILADLGVAR
ETPQIEVWNKTDLLDPERRAAVEAAAARHERVEAISAWTGQGIEPLLAAVTGILDETRQRRELYLDHGDGRRRAWLYDQG
VVEGEAPDDDGSTLTVNWTARQEQRFRSL
>OLS44910.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB26
MPNLFRWLLRIFTAVVVLAGLGIGGAYYLAARSLPEYSGTHEVTGLSAPVEIVRDHTSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTLKIDELMRRLDLYGLAQKSVAAQDPQTRAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEVAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLLEPGRVMDLLPDAPGPGLAALPDYAELAPGVVPSSA
PLARYAEGQLSPFLGPDLAGASNAWAAAPKRSAAGGTLLANDPHLGLAAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDDPEEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAAVSWTLLNGADTSMSAAMRVMRSQTVDEAIEAGRFFVAPSLNLTLVDEDNIALQMIGAMPRRTAANQSQGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDTQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGRDLWFTGEPAPAGSPERRRHRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREITH
VEPLFIERVFRDIDGASVWCDIRQSAAQETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANVHGAGYRGVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
SLDPDLARAAAVGITDLVPKAE
>OLS44911.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MARVAFLGLGVMGYPMAGHLAAAGHEVSVYNRTAAKAEAWVAEHGGRAAPTPAAAAEGAEFVMACVGNDDDLRAVCDGDS
GAFAGMASGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAQNGQLVIMCGGPEAAYAAAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>OLS44912.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTETKARPRLGRSEATQGYFLVAPPFLYALLLLAAPLAAIVLFSFWTQDYLTLDTTLTLKNYREALSDPLYGELLLRSLV
ISLAVTAATVLTAFPIAYFISFSVPPSRKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLTGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIYVALEKIDRSLLEASRDLGESRVMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPNGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVSLIFLFLNRRYLKGQK
>OLS44913.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]AB26
MKSLRLYAILYLIFLYAPIALLPIFAFNDGTVIAFPLKGFTLEWFRELLNIPALHAAVLNSLIIAVSSALIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGETRWSSFRLITLPLVMPGIISSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTILVLASV
ILLAIAEYFRRRGVARTGQADAGGFL
>OLS44914.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MKDTLGVERPIIALENVEKYYGEYYALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLMIDGKDMKRVPA
NVRPTNMVFQSYAIFPHLTVAENVGFGLRREPLSRDQKARKVAEALEMVGLRGYGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQTELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIAQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVSDETHIEVEAAGLGRAVIAPDQLPGGWHPGQTQSVGIRPETMSILFPGETTDRRVAIGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLDRGTEARVAWDARSLVLFA
>OLS44915.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB26
MTDDLPFDGAITRFYEHDAPHEIRKAIADSRKHDILSDSYPYDRLLDKHTYAEDLEALQIELAKLQADVKATGKRIAVLF
EGRDAAGKGGTIKRFRENMNPRVARLVALPAPSDREKSEWYLQRYVEELPAGGEIVLFDRSWYNRAVVEHVFEFCTDAER
ERFFDQVPRFEEMLVDEGVLLVKIWLNVGQAEQLRRFLQREGDPLKQWKLSWIDVEGLRRWDAYSAAIRETFMRTHTGPA
PWTVIRSDDKRRARLAAIRRVLSLVDYKGKKDKIVGDPDPRVCGGPEIWTL
>OLS44916.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MPEDYAPTGRMIEIDGLQVHAHQEGAGPDVILLHGAGGNTRDFTFDLLGRLSGQFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASLRLGLGPAVLVGHSFGGAVALAWALDHPARAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVADQTIARIFEPDPVPDGYADHIGIALSLRPDTLRANTRQVNGLKPHIRAMAARYGELRMPIEILHGTADRIVPIE
VHSRPLAERLPNVHLTELDGVGHMPHHADPEAAVAAIRRAATRAGLRPAA
>OLS44917.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB26
MPIKIPTDLPAFDVLAREGVMVMGEDAALRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIEFSLVRMTEHKTKNT
AAEHMETFYRPFAEVADSGEKFDGLLITGAPIEHLPFTEVTYWNELTQVFDWTQSHVHSTFGICWGGMAMIYHFHGVQKH
MLPRKAFGCFRHSNLAPASQYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAAHRALYIFNHFEY
DSDTLKQEYDRDVANGTPINVPQNYYPGDDPALPPQNRWRSHAHLLYGNWINQIYQTTPFDQTLIGTR
>OLS44918.1 hypothetical protein BV509_11595 [Rhodovulum sulfidophilum]AB26
MLPILACAGMLAAGMPRPAAAQEGPEWELQRCIWSCLSAFGPADTPAYAACVAQRCPSEAAPAPVPWASGPTADGRGAFA
GTRSEADPDVLFYLFCAPGGQRILQLAGVEGSPGPNMLMLAVDGQGFPVSFTGAGDLSALASLPPGAPLLGALMRGRSLE
IRNGAGYTLGRFGLAGAGPAISGALALCR
>OLS44919.1 ATPase [Rhodovulum sulfidophilum]AB26
MIYETSEAWRQAKTRQVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGARDRGGLPFDEYMNRQAQHREAEISALLDTPRFIDRAAQLYGYSDFVCDSGGSICEV
VDPENPEDPVLSALSSHLLLVWIEGSDAHTAELVRRFDRAPKPMYYQPEFLHAAWADYLAQTGLTEDAVDPDAFVRWTYA
RALAHRQPRYAAMARNWGVKVSAEEVAKLRSPEDFADLIARAIDTAPARR
>OLS44920.1 hypothetical protein BV509_11605 [Rhodovulum sulfidophilum]AB26
MKYAVGAAVLAAVTTGPAFAGGIERSVPSVGILFEQGTYVELGFSRFNPDVSGSSDVTGLGSGDMLPGFSGYSLAFKQDL
GDSMAVALILDEPIGADVSYDSTNTYPVGSPLSTLDGAQADINSTGLTALLRYELPSNVNLIGGVRAIRTSGTVGLPGVG
AYSMTSSTETDFGYILGVAWEKPEIAARVALTYSSAIDHAFDTVETAGAFSISNELDVTIPQSLTLEFQSGIAKDTLVFG
SIRWVDWTAFDITPDLYTGSVVPGGSLVDYDHDVTTYNLGLGRKFNDNWSGAILFGYEKHEGTYTGNLGPTDGFRSIGLA
ATYTTGKVKVTGGVRYVDIGNAKTEFGPTTTTFKDNHGIGVGLRVGYYF
>OLS44921.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MTPVLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLAVGGTLGRLGEISRHQLGLHALRNVCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVALLAPAILGERLTPTRALAAFIGFLGILLVARPNPAALEPGAMAAAAAAICFA
GSALFTKRLTRSQSIVSILFWLTAMQTVLGLACAGIDGQIAWPSPAAWVPLTVIGLAGLTAHFCLTSALAVAPASIVMPL
DFLRLPVIALVGMMLYDEPLDPMVLVGAAIILGANFLNLRGEVGRPRHAGQENRMAPRRTSR
>OLS44922.1 hypothetical protein BV509_11615 [Rhodovulum sulfidophilum]AB26
MGVTVTGWFEAPPERRAQLRAAAAEHLRLTRAEPGCVRFEMHEDPDRPGRFLPDEEFTDAAACDARRARKPGSAWDSAAD
GLPRDLKIAGLPE
>OLS44923.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB26
MSTHDRLLIVDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLADFAPKAVIFSGGPASVLDEGSPRPPESVFALGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPSAERIDLLSGWFAQDREQVWMSHGDHVAEIAPGFTVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICGLSGGVDSSVAAVLI
HEAIGDQLTCVFVDHGLLRLNEAEEVVAMFRDNYNIPLIHADESDLFLGALEGVSDPEVKRKTIGKLFIDVFQKHAAEVG
GAEFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEISREKLDILRKADAVYIDQIRRHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>OLS44924.1 trimethylamine methyltransferase [Rhodovulum sulfidophilum]AB26
MSEAEGNAGRRARGGGGAARRAARTNVGIETARFITRNIPDFEILNAEALELIEANAETVLAEIGVNFVDNPGALARWRE
AGAEIEGERVRIPRGLARKLCATAPARFVQHARNPERNVEIGGRNLVLAPVYGPPFVRDIDGGRRYATMEDFRRFVQLGQ
MSKWMHHSGGTVCEPTDVPVNKRHLDMIHAHMTLSDKPFMGSVTEPSRARDSVAMCELLFGKDVVAENTVMTSLININSP
LTFDATMMGALEVYAAANQACIVSPFIVGGAMAPVTVAGTLTQVLAEVLAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILYGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETAATLNAALLGGVNFMLHAAGWLEGGLVASYEKYVM
DADQLGALHRMAAGIATDPAAQAMDALREVGPGGHFLGCAHTQAHFRDAFWRTDLLDYKPFETWDEEGARDTATLAADRV
TRLLARYEAPPLDPARRGAVEDYVARRKADMPDAFV
>OLS44925.1 hypothetical protein BV509_11635 [Rhodovulum sulfidophilum]AB26
MNMLPATLATLRRPRLLVRAARFGLGDYRRERDLARLMQGRLPDNAQTVLAWLIDQEQRMEAIRQSGDAGYSTARHIELL
IALMAEARLICDFESQRTTE
>OLS44926.1 helix-turn-helix domain containing protein [Rhodovulum sulfidophilum]AB26
MGTQCPNQSAPAWLPQAARLYLAHTEAGVSLRELARIEGCHPSTVMRQVRRVETRRDDPLIDDALNRLGGQSDASAPQKE
SPHMSPTTRPRPPAADESTIDREALRLLRRLNEPGAFMAVARDMEKAAILRESADGQTTRTAVVDRSVAEAFALKDWITC
RNRGRVTIYDISTAGRAAFKRLQAEEVERREGFGEAPTPFAAQHRDWEVQKNARAERIRFNRAESPLAILARRKEKDGHP
FLSHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGTFFGADEASGGSAAARDRVAAALRELGPGLGDVALRCCCF
LEGLEQAEQRMGWSARSGKIVLRIALQRLKRHYETLGDRSGLIG
>OLS44927.1 spermidine synthase [Rhodovulum sulfidophilum]AB26
MTDTPIPGWTLERLHKGYGQALEETEVLYDSQTDHQRLRVFENPRFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
AKRVLIIGGGDGGMAREALRHPSVESVTMVEIDAGVVDFCKTYLPGISKGAFDDPRLTLVIDDGAAFMRKTDQKFDVIVV
DSTDPVGPGEVLFTDTFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYMATVPTYAGGPMAFGWGT
DGPGRGATLAEIEARFAAAAIETDYYTPEIHKAAFALPGYVRRLMP
>OLS44928.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MKDGPDISRIAALIGDPARASILTALLSGRALSAGELACEAGIAPATASGHLAQLTEAGLIWPRKQGRHRYFALAGDEVA
SALETLSGLAAAKGHLRSRPGPRDAALREIRVCYDHMAGARAVAIFDSLAARGYLTVTREDVAPTDRGAAFFAGLGIPLP
RTGPGRRPLCRACLDWSERRSHLAGALGAALLTRCLEADWLRRPARGRHLHLTPAGAQALAEAFPT
>OLS44929.1 hypothetical protein BV509_11655 [Rhodovulum sulfidophilum]AB26
MTVRQTVLFPIRRASTGPLARLFARWLRNHRTRADLARLAPHLLQDIGIDAKTARREAARPFWRG
>OLS44930.1 S-adenosylmethionine decarboxylase proenzyme [Rhodovulum sulfidophilum]AB26
MTDANLFRLGIGLETGAHAEDHRGHAAVNATRDVFDDARDDHFIRRDGRIFAGTHLIIEVVDGEGLDDEARIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDIRVKELLRGED
VVAARVAA
>OLS44931.1 hypothetical protein BV509_11665 [Rhodovulum sulfidophilum]AB26
MKMEFLLGTAMAVSLGAAAPAATLSASEILAQFSIVTAGNLDTNQDNYGRAYVGGNLVASAGKADFANRPLPASDYADVI
VEGNVTGSGGVRIGRNGTTLAVRGDVSVDTVQFGVERTGEVLAGGTLSPTTNINNRETPSFDGVRVEDGLAGNTAFEALF
PTDVVDTLNQASEDLSKLAATGTATVSGGGNTLNIAATGGGISVYNFDISDFGGSIGQIDFNLGAADTLILNVAGSSILI
EDNMLGLQASDGQRIIWNFYEATSVTLGRQMYGSILAGNAALTNSTAVEGNIFAGSAVLRGQIHAQAFAGELPPDDPAPV
PLPATLPLLGAAMGAVALMRRRRA
>OLS44932.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB26
MKTFTATPADIEKKWILIDAEGVVLGRLASIVAMRLRGKHKPSFTPHMDMGDNVIIINADKVQMTGKKRTDKKYYWHTGH
PGGIKHRTAEQILEGAHPERVVVAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>OLS44933.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB26
MAEEIKSLDELQSVVSGKPAVSADDSAPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDIKAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>OLS44934.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB26
MLTLYHAPLTRSTRVVQLIAEMRIEDSVEVRLTDIPRIDGSGARDPANPHPEGKVPFLVHGSVGIRETNAILLYLTDLYP
ETPLGRPVGHPGRGSYLSWLFWYGNVMEPVYLAERLGLSDPAIARTWRGTDEAAATLGAALAQHPYLVDEMFSAADLLIA
STYGWFRDLIPDDPAVRAWVDRCLDRPALTGVLERDRAAMADRTERAPA
>OLS44935.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MIAPLLEIDRLSIAFATRRGDIPAVADFSLSVAAGEAVGLVGESGCGKSTVALGIMRDLGRAGRITGGTIRFRGRDLATL
SGSELRRIRGNDIAMVYQEPMASLNPALRIGRQLMEVPRLHRGASRAEARELAREMVADVGLPDPDRILDAYPHQLSGGQ
QQRIVIAMALMSRPALLILDEPTTALDVTVEAAIVDLVKGLGRKYGTALLFISHNLGLVLEVCDRICVMYSGEAVEQGPV
RHVFDRMRHPYTQALFRSIPLPGADKTTRPLETIPGNFLMPQDRPRGCNFGPRCTHFEAGLCDTAEIAMRPVPGASDHAA
RCLRFEKIDWQSRPPVPKAAAPGEVGAPVLTVSGLRKYYEVSSGGLFGHRRRKLVRANETLSFEARQSETLAIVGESGCG
KSTLAKVLLGLETATAGQVLLDDREVQETPIQKRGPRAVADLQMVFQNPFDTLNPSKRVGGQILRALEVFGVGATRRARR
ERMFELLDLVRLPRDFADRMPHQLSGGQKQRVGIARAFAGGARIVVADEPVSALDVSVQAAVADLLMDIQRTRRTTLIFI
SHDLSIVRYLADRVMVMYLGHAVEIGSTAQVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGDVPSAIDPPPGCPFQTR
CHWKDRVPNGLCARELPPMVELGSGHRILCHLSAEALGEMEPVFRVAAE
>OLS44936.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MERLSWTGALGPWLVPALEAALIALALAALAHPLALLAGYRLGPGPEAARSGPGRAARLTGGLLRLSLWALAAVLAAFLI
GGLLVPPEAKGILGRIATRLWPVWLSLGASFALVALFRRRLGLLGHLLGNPAGAVGLALVMFWVFAALFADQIAPFDPVT
DVIAGMKNKPPGTPLPAQGDAAYGYYLLGGDALARDVFSRAVAGARVVLAIAPAATLFAFMVGITLGLPAGYLGGRLDLL
LSFLANLVLAFPVILLFFLLVTPEIVAMGVPTYMAGALFLFPLIFLTILWNSRFRTRPPLRAALIGATLVLGGWLYAGLA
WNADPFGVVAMPAGVLIVFVSVVFVNAPSVFRIVRGLTLDIRTRDYVAAAQTRGEGPWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLAPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGMNLLADGLREESLRE
>OLS44937.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAGFIIRRLGVMALTALCMTFIVFLLTNLQPNLEKLAKTQAGARITDAEVARWIDRNGYGAPMLTRYGEWLGVLPAPLAT
DADGRAVGGRCLRGHPGLAADEVPRFCGVLQGDWGYSTKFRRPVTEVIAERLQRTGLLMAWAFATMVPLALIVGVLAGMR
EGSALDRGLSTLSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVEGATFQNFTLPVATVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQMLSDIGYALLNPRIRVA
>OLS44938.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB26
MTTPSSRADTRSDRTHPAARMYAREHRSGLMDRREFLGRATALGLTSAAAYALIGQPEPARAQTVPQRGGTLRIQMDCRE
LADPRTYDWSEKANETRGIIEYLAELRRDGTLRPMLLERWQANEDATEYTLHVRPGVTWNTGEPFTAKDVAANLDGWCDT
SVEGNSMPSRMAAMVEDGKAAEGAIEIVDDLTVRLHLLRPDGTLMFGMADYPAAVMHRDKIGTSVADHGIGTGAYMFEEF
KVGERIVLVRNPDHSYWGDGAWLDRIEFLDYGTDPSAWLAGADADEFDVTHETVSDFIDIFSALGWVESSVGTSSTVVIR
PNQEAEVDGVRPYADVRVRRALALAIDNSVPLELGISGRGRESRNNFHVAPDVHPDYAEIEAHRQDIPEALRLMEEAGMM
DYEHELVSIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTKYPFSSTNWAHRETGIQLLNLAYRSTAAWNECG
FRNAEFDALLDQATAIADDTERRAVMARLERIMVDEGVAIIPYFRALYRHAKPGVLNIEMHPKYEINVHHLGWA
>OLS44939.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTTQVYGTAI
VFSGMPDMDLPDGPHHLRIRDGAVQAELTILVESLQREIDGRRPEAKRAIRHLAGLVSVWLDRQILLEEDGPRRPDSARR
LASGFAALVEKDFRSAKSVSDYAAELGVTPTHLTRVCNRTCGRTASDLLAERKISEAQRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPTTFRKGH
>OLS44940.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB26
MSEKQVGFNAHRTGTGAAGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWRVLTARPTPDEEAR
VSHALYGHVPFAADYSVGHWLRDLAPLLEGPQRPIVVGGTGLYFTALTEGLAEIPATPPEIRAEADRRLAAEGVEALLAG
LDPATLDRIDRRNPARVQRAWEVQRATGRGLAAWQDETPPPLLPLGATQPLVIEAGRDWLNARIDARFERMIAEGALDEV
RANLPRWDAGLLSAKAIGAPDLVAHLRGEMSLAGAVAAAKTASRQYAKRQRTWFRSRLGHWPRWPAG
>OLS44941.1 UMP kinase [Rhodovulum sulfidophilum]AB26
MSDGSADQPKPAYNRVLLKISGEALMGDQGFGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEGLGVFCRVITAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEITYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>OLS44942.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB26
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPIMVDAYGSPTPINQLGTVNVPEPRMVTINIWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRRELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMSEDDNKIWH
DEIQTLTDKYIAQVDKALESKQQEIMQV
>OLS44943.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB26
MAAKDNNQSGPAHVAVIMDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVAGLMT
LFRRYIQKEATALLDKGVRVRFIGDRDRLDPKLVGMMHALEEITSGNDLVNLTVAINYGGRDEVARATKRLAREVAAGRL
DPEDVDAETLAHFLDTCLLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTAAHFAEIVGNYSARERRYGAVL
S
>OLS44944.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB26
MSSGGSWEDLLPRLGSAVVMAAVGILAVWLGGVWFTGLAALVSGTMVWELTRMMVPGAAGRLPIQMALVSGAAVLVASVL
PGYAAFPLLLVPCVIGAWQLPRDRGLYLAFAMAMLVTGYGLATFRADHGVVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PKVSPKKTWSGILGGWFAAMLIGLIFLTFTNAGPDLPWISMLLSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>OLS44945.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB26
MQRRRITVFGATGSIGENTIDLLTRQGGADPYDVVALTGGRNVKRLAEQAIALKADLAVTAFDECLDDLRAALAGSGVEA
AAGQAALIEAAARPADWIMSAIVGFAGLAPGLKALEHGTTLALANKESLVAAGPLLLGAAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLARATPEQASSHPNWAMGQRITIDSASMFNKGMELIETKEYFGIAPSKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLARIGQMTFRTACETRWPALRIAREVMEAGG
YAGAAFNAGKEAALDAFLAREIGFTQMSDVVAAVLDRLSVDSDLMKSDLSLEKVLHVDHLAREEAARIVRSMQH
>OLS44946.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB26
MDIASLIPSFGNAAFTVVAFVVALSIIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLVSRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADEKRHSMHGAPLWARVLTVAAGPVFNFVLSIAVFAFLAVVSGVAIEPPTVGKLHPLPAA
QSALREGDTILALDGRETPDYTAFYDAVAALPVDSETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVI
TAIDGQPIRAFRQLQDVVTASEGAPIALTVWRDGETLSFSLTPKRMDMPNPDGGFETRWLIGMTGGLAFEPATRMAGPLE
AVSYGADQLGFIVKSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRMLMAAGFALLIGLMVFALTNDIFCP
>OLS44947.1 hypothetical protein BV509_11750 [Rhodovulum sulfidophilum]AB26
MRRAGRGWALAAAAALGLAGPALAQDGRPVFLSPILTLDQDRLFQDSKAGQAIEQALEAEAAALAAENRRIESELVAEER
ALTEQRATVPPDQFRPLAEAFDSKVETIRATQERKARELTQRREEDRQDFFRKALPVLAEIVRDRGAVAVLAREAVILSA
GQVDITADAIALLDERVVIDPDGEAVPDAAEGAAADPPEPSSLEPAAPEGTGQSGD
>OLS44948.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabZ [Rhodovulum sulfidophilum]AB26
MSDSQVLEADIDEIQKILPHRYPFLMIDRVTDIVPGHSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
KSVDLSEDDLLVYFMAMDKCKFRRMVVPGDRLELHVTVKRGGSKKVKIWKFEGVAKVGGEIAAEAEFTAMMDINPE
>OLS44949.1 acyl-[acyl-carrier-protein]--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB26
MAIDPSAKIHPSALVEDGAEIGPGATVGPFSVIGPKVRLGPDVVVKSHAVVTGLTEIGEGTVIFPFANIGDIPQDLKYRG
EETRLIVGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDVQVGNGVIVANHAAFAGHCIIGDNVVIGGLAGI
HQWVRIGQGAIVGALTMVTNDVIPFGLVQGPRGVLDGLNLVGLKRRGVAREDIAALRAAFQHLAEGEGTFHQRARHLAET
ADSDYVRQMVEFVLADTDRSFLTPKP
>OLS44950.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB26
MTRLFFIAGEPSGDALGAALIAGLKELDPGLEVHGVGGPLMQAEGLESLFPMDELSVMGIAEVLPRYAALMRRIKECAAE
VVRLSPDALVTIDSPDFCLRVARRVKAQSHVRTVHYVAPTVWAWRPGRAARMAEAVDQVLALFPFEPPYMEAAGMRCDFV
GHPVVAQPRATPEEARAFRDRHGIAADAPLCLVLPGSRAGEVDRLAPVFGTALQTVASQHPGLRVVVPTTAGVAERVAGL
TAAWPGAPVLIDPRADGTAAAAAKRAAFAAADLALAASGTVSLELAASETPMVIAYDMNWLSRQIIWRMVRLDTVTLVNI
VSETRAVPEFLGEACQPGPIAAALCLLLEDPGYRAPQIEAMRVTMDRLGQGGEAPGRRAARAVLDGLATARRN
>OLS44951.1 hypothetical protein BV509_11775 [Rhodovulum sulfidophilum]AB26
MRPALAVALAGLLLAAPLWADETRQDRLEAAHDYVQRAVADMDLEEIVRSMWRPAVSSIEAGGTRLTASQLSRIEALYAE
IYTDRLRALMLSQDELMADLMTLDEIEALRDFYATPEGRSVMQKLPKVLNAQQPQIIELVQSTMPEVLTRMQGIVEAP
>OLS44952.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB26
MPRDGAPRALNSLGFAKPESETRVLVAMSGGVDSSVVAAMLAEEGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENLFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLDADCMATGHYIQRKLGPNGAELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAAKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
EIVHADGRVLGTHKGVIHYTIGQRRGLGIGGLDEPLYVVRLDVDARQVVVGPKEMLSTRIVPVREINWLGDAPLTSRPEW
EVSVKVRSTRPPRAAILRPLSETEAEVELLTPEEGVSPGQACVLYETGGSRVLGGGWIWRGANRG
>OLS44953.1 hypothetical protein BV509_11785 [Rhodovulum sulfidophilum]AB26
MFLKRIDGPRTVNLPDGTTMSRADLPPVDTRRWVASRKAAVVKAVAAGLISEEEALDRYTLSAEEFSSWKKAVREFGIAG
LKVTSLKSNRRTEL
>OLS44954.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPSQAMPGSFAIGA
>OLS44955.1 DNA ligase (NAD(+)) LigA [Rhodovulum sulfidophilum]AB26
MTDERSVEALSETEARAELARLAKAIAEADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKIAHVRRMLSLANAFDGADVTEFDARIRRYLGLADEAPLLYTAEPKIDGLSLSLRYEAGQLVQAATRGDGEVGENVTA
NARTIADIPRVLDGAPDILEVRGEVYMAHADFEALNERQAETCAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSAPLADTQMGAIERLKTLGFQVNPLTVLCDGPQALAAHYARIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGKEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPEGTEPFRFPTKCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALCKDGWIREPADIFELETRYGEGLQQLKNREGWGEKSATNLFAAIAARRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWEAFEAAVTHATVGEGPDWEALLAIDGVGTVMASSLITAFHQEAERASIDRLVAHLTVEPVAPRGTADSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIGGA
>OLS44956.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB26
MSGRPDILFPLFGALEKLDGIGPKSAKLLAQTGIEKPRDLIFTLPHTGIDRRPVETVASVAPGEVATVEVLVGAHMPASG
KGRPYRIQVQDAETAFQLVFFHARGDYLSKILPEGARRVISGRVEIFDGMAQIVHPDHVLPPGEAAEIPDFEPVYPLTAG
LTLKTMTKAVASALTRAPDLPDWIDPALLVREGWPGWRAALEAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRAKGRPSQGDGRLRRKVLAALPFRPTDAQARAMDEIAEDMGAEARMTRLLQGDVGSGKTLVAWMALLVAVEAGGQGV
MMAPTEILARQHLESLAPLAESAGVVIEILTGRDKGRERAAKLAALAAGDIQVLVGTHAVFQKDVEFRDLRLAIVDEQHR
FGVAQRVELSAKGRGVDMLVMTATPIPRSLALATYGDLDISVLDEKPPGRTPVKTALVSVERMEEVVAHLRKAVAERRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQRGETSVLVATTVIEVGVNVPNASIMLI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARKLLADDPGLAGPRGQAARVLLWLMERDKAIRLIKAG
>OLS44957.1 ferredoxin--NADP(+) reductase [Rhodovulum sulfidophilum]AB26
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDDGKPIMRAYSIASPSWDEGLDFY
SIKVQDGPLTSRLQHIQPGDQIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLIESLPEDPLIGEFVGDKLKYYPTTTRETSKWMGRVTDNLASGKVFADLGLDGTQMDPAIDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAEYVVEKAFVG
>OLS44958.1 hypothetical protein BV509_11810 [Rhodovulum sulfidophilum]AB26
MRSLPVHFVDLLLAGARLRSFRRGEALFHMADPSPDMVGIVDGVVDVVLEPGVDGPRLGFVAKAGNWLGAVGMPGMTQRR
ISAIARRDASVLAVSAHHIETVAMSDPDTWRHVAANIVSHFDNLGQLLHANVHRDNSVRILITLRRLYDFNDGATEFPLT
QADLAEMAGLSRNSANRVMRRLVEEGLIETGYGWVRIVDQPRIMNILKRSHLPVWAGCERLEA
>OLS44959.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MKALTTTATAVALTLSAGAAFAACDPGETVIKFSHVTSATSPKGLAADLLAARVNDEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMDAIDAFQNSETGQAMKQSMMRRGLLGLEFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITETNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILHEVTVERNTESTNVNQQAKQAIIDAGTTVRELTPEQRQAWVDAMKPVWAQFEGDVGAD
AIAAAQEINDQY
>OLS44960.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB26
MSGAYRPKTALGRAVHAVEETVIALLLGLMVLVTFVNVVLRYVFNASLVWSLELTLILFAWLVLFGIAYGFKITMHLGVD
AVLNMLSSRAQRLFSLVAVAICLVYAALMMKGAWDYWAPFANLAPTTGHWFPTGFEEMKPWDYRGYVPTERIPLPEFLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIITGRQQGLIVSHEAEDAVEEAAREKDA
>OLS44961.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLAAVAQSLYQSMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYTRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVIPGTVAGLMLMTAIYVMAHVKGMPKGEWLGWGEIWASFREAFWGLMLIAIIMGGIYGIPGVASA
VFTPTEAAAVASVYAFLIAIFVYRDMGPLKAQDGRGPVALWQRPQALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQIPQKIASAMLEAGFGKIVFLIVVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMSMMRVVRAALPFLAVLFVFLILVTYVPWLSTWLPTSLMGPELITN
>OLS44962.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB26
MNAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVEDGRIVRFGQDVKACALGQAAASVVGAA
ILGRTRAEIETARNQLRAMLKDEGPEPSAPFEGLEVLLPARDYRNRHASIMLSLEATLDAFDAAEAAACA
>OLS44963.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB26
MAFDPESLRYNEAGLIPAIAQDEAGTVLMMAWMTAEAVARTLETGRVTYWSRSRQAFWVKGETSGHVQRLIEMRVDCDRD
CLLVLVEQEGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>OLS44964.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB26
MRTRFAPSPTGPLHLGHAFAALTAFERGRMLLRIEDIDTARSRPDWETQIYNDLAWLGLDWPRPVLRQSGRLSAYRAALD
RLCAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRERPLSEAGPEDAIRLDMARALDRLGPHLPAFTETGP
MHPGPHRLDARALIETVGDVVLARRDLGTSYHLAVVVDDAFQEIDEVTRGEDLFEATPIHVLLQALLGLPTPAYHHHRLI
LDDAGKRLAKRDDARAIALYRAEGASPADIRRMVGL
>OLS44965.1 hypothetical protein BV509_11845 [Rhodovulum sulfidophilum]AB26
MLYILALFLPPLSILLIGRWFVALVTLVIWIPAIIFSGGLTHPMFIALAWILIFQRGADRRAGL
>OLS44966.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB26
MTDTLHIVGGGMAGSEAAWQAASAGIDVVIHEMRPQTGTFAHKTGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MDMADTHRLPAGGALAVDREAFSQGVTERLMRHPKIRREGSEVTSLPEDGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLSKAWFQSRYDKGETEEERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPDIKAHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLRSKPHIRFAGQVTGVEGYVESSAMGLLAGRLAAAAIKGRSLPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTAWLGAEG
>OLS44967.1 hypothetical protein BV509_11855 [Rhodovulum sulfidophilum]AB26
MRGLAVMFGHQNLMGVSPNRLHALLRVTLALCVIAAFRTGAPHLQVLPPDPRSVLDWAGATIIWLCTAGLLSGVGARPAA
LLLAFYLLTTAVAIRLGIAALPPDPDRLSLDMALAAGLLAVALGAEPRSGRAADGPGSAERAAYQTALDEIVADERGLDA
AGMGRAQSG
>OLS44968.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB26
MNDTPETPENEDENGSEKGPARPSYDGPVIAIEKEMQKSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRVEEIRKDRHAIVIDEIPYQVNKSTMIEKIAEAARDKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRGFLTHFIAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAQDIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIGTELREVRDQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLASMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTAKGKAIVNILPIATGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDADDDVMLVTAMGRAIRFA
TTDVRVFSGRDSTGVRGIRLGENDRVVSMSVIRHFEADPAERVAYLKQRRLMAGVIDENGEADEDEEAVEAGQLSPARYA
EMSAAEDVILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAGAGEEVVSVARIADQGEDAPEDPAT
>OLS44969.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MQQSETELMLRGYGLTTAELYYRMPDFRSVLNSFIWQDYDLAPDHPRLFKFIEFWQDSIEGPLHSVRFTHRKLIAPGEWR
NVVGEFRVN
>OLS44970.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB26
MTVTRNRLILLAAAGSAAILLAAFGFQYLGDLAPCKLCIWQRWPHAVAAVLGLLAVAVGGFILTLSGLSVMAASTGLAIY
HSGVERHWWAGPSSCTGDGPSLSQMTPEQMLNPSLVEPIVLCDRIAWQLFGLTMANYNVLLSAGLVAVWAMALTRGRS
>OLS44971.1 cytochrome B [Rhodovulum sulfidophilum]AB26
MIRRLYDWTLSLADSRNAMWVLFIVAFVESSVFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGSAFFEQ
IGRPVLEFYGKDAYFDEFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLWVFMTASVIARGIRFFLVAALLWKFG
APVRRFIEKYLGLLFTLFVLLLIGGFYAVRYL
>OLS44972.1 hypothetical protein BV509_11885 [Rhodovulum sulfidophilum]AB26
MRASEICGLTWERTDPKTRVAHLPMTKNGHSRDVPLTRAAVDLLQKLPRMDPVFGMTAGRLDANWRKLRAASAVEDLHVH
DRGGSVRLNSFEPFPNWISRSVMPRPGLPVAG
>OLS44973.1 transposase [Rhodovulum sulfidophilum]AB26
MTDRARRQSLARQAELFGISRGSLYSAPRPTGAENLRLMRRIDGWHMDFPFAGSRMLKGLLGQEGFTTGRRHVATPMKRM
GIEVLHRRPGTSKPAPGHKIHPDLLRKLAVNRPDQVRAMDIAYVPMARGVVCLTAVVDWFSRKVLAWRLSVALETGPCLE
ALDEAMARYGAPEIMNTDQGSQFTSMDVIKAVKDAGIQISMDGKGAWRDNAFVERLWRGVKYEEVFLRAHEGVTAARDGL
ACYLAFDNTRRPHSSLDGRTPGQAYLTPPRAIPVAA
>OLS44974.1 transposase [Rhodovulum sulfidophilum]AB26
MSLEPRGTSQIKQWKDRLLESVADLFDDKPGSKEPEIDVTSLRAKTGQLTLETGFLGGALAKAGLLPSARK
>OLS44975.1 hypothetical protein BV509_11900 [Rhodovulum sulfidophilum]AB26
MSPPRSSARALLLPMAIWNLVACVLPGFTYPPRDALLAATDQSKLVYPSFLRDLFVMSPLTPLLVLGFRKAPWIVGAVIL
A
>OLS44976.1 hypothetical protein BV509_11905 [Rhodovulum sulfidophilum]AB26
MMVDDCRFERKMVKRLINKTGLVDRMLEFGMAEDAIHFLRAPDCPKIDALIIDINMPRMNGFEFLEEIAEDWPDHLKGSV
VVILTSSECEADVERAESYPVVRSFLRKPIGEAEIARLDTLVNS
>OLS44977.1 hypothetical protein BV509_11910 [Rhodovulum sulfidophilum]AB26
MAGWLENAPFGQIGDDGEATGFSAAVVRALSETMGVPVELRRFDGLQPRIRAQIDGETTLMTAIARLPALQASNLFSKPV
GRTEVRLFIRIENNASPDFVTPVNKRIGTVRQFAGSGSSELLDRNRPVVFENADALLIRLLSGEIDGALLAEDWMAGLAH
GVRLDNRIAAVGPPVKPIERVIAIHKSRADLLGPINAAIDTLEANGTLAALRRQWFVDPPPPLPEVLTVGVVNLPPFTQV
NDDGSTTGFAVEVIRDLGKLLGLQLQFVPVPPEVWAKGPQGGIDILPLVGITPERRERMDFALPIQAIDIGVFVRSDSRD
LFDGLANARVGAWGAGVSVAVARRHSSDVQRFETYAELVEALLDGRIDAILVESTALRRTLSEMHREDQVVQVDYPLETT
YLAPALRRGLPSIREALNLVMPGYLASQRYQDLRAAWLEPRGFWTEGRVLSLLAAICGVAVLALGYIPFQRHRIQQERLR
FTASMIERIPLGILMVAPNGRIEFANTAARAISPSGPELIREGAVYREVVSALIEADAAHWGTKSPTALAAGLSGPALTD
GYSYEFRTTSGQSYRWSSFALTGGSILVMVLNFTRERRHLAEIETLNAELRDQIAIVERTNSELRDFAYATSHDLKSPIS
TLRLIADALTDSIVGKLPEDDVQLVTDMKEILERMGRMISDVLDYTRAVGGEATVEPVDLCQVAADVLQDLTADIAASGA
EIRVGALPSLVGNSRQLHQLLQNLVGNAIKFHRPGVPPRIEIEPVAAPDGMVAFSVSDRGIGIDPKFHRRIFQVFTRLND
TELYPGSGLGLAICQRVSLNHGGRIVVQSAPENGSCFTIFLKEKNGDQHAHDGRRLPVRTEDGKAAY
>OLS44978.1 quinolinate phosphoribosyl transferase [Rhodovulum sulfidophilum]AB26
MLLLDDTALACLLKRDTTAALSVGSGPDRPGRMTSVAMRARRSGTICGTEEAARMFALLGCAADIAAESGTRARPGDLLI
AARGPAEALVRAAQAVQTLLEWASGVADSAARIVQAVRRANPAVAVACPRKAIPGARPLALKAVAAGGAAIHPALQPDAA
LVLAECRALGGAETLTDRIAGRRLAVPAARVAVEVRDRDEALEAAGFGADILLLTRMAPDAVAATLRALGPGWPGEVLAA
GPIPAEAAPAYATSGIHALVTSAPYHALPAEIELVYEAG
>OLS44979.1 VOC family virulence protein [Rhodovulum sulfidophilum]AB26
MISALDHLVLTTANEEACLAFYVEGLGLRLETFGAGRKALCFGRQKINIHVKGHEFEPKAHLPVPGALDLCFLADRPLDE
VIAALAARGLRPVEGPVARTGATGPIRSIYLRDPDLNLIEISEPACPPA
>OLS44980.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB26
MPAYRSRTSTHGRNMAGARGLWRATGVKEGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAIFVSGGPMEAGKVTLGDGRV
VSLDLIDAMVAAADDKVSDEDLAKIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHAFRKDLFLEAGRRA
VEMCKRYYERDDASVLPRSIATKAAFCNAMALDIAMGGSTNTVLHILAAAQEGGVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMAILGELDRGGLIDRDCATVHEPTLGAAIDKWDIGRSNDPEARELFLAAPGGVPSQEAFSQSATWPS
LDTDRTGGVIRSVETPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPAKVYESQDAAVSGILTGKVEAGDVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGTIGLVQDGDLIEIDIPNRSINLA
VSEDELAARRAAQEAKGWKPAAPRKRHVSQALKAYAHFAASADKGAVRIVPE
>OLS44981.1 epimerase [Rhodovulum sulfidophilum]AB26
MTDTALSPRPRRVFLLGATGTIGRATAQALLARGHEVVCFVRPRAGDDPGRGLPAGVTVRTGDVTDPASLARDGFRGERF
DALVSCLASRTGTPRDAWAIDHKAQSDALQAARAAGVSQAVLLSAICVQKPTLAFQQAKLAFEAELKTSGLTWSIVRPTA
FFKSLSGQVERVKAGKPFLVFGDGRLTACKPISDADLGRFMADCLDDPALQNRVLPIGGPGPAITPRDQGEELFRLLGRE
PKFREVPVAMMDAIIAILSTLGRVIPRFRDKAEFARIGRYYGTESMLVLNPETGLYEAEATPEYGSDRLYDYYARLVRGE
DRADLAEHAAF
>OLS44982.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB26
MNVVFFANGLVLGLLALMSATVALLYPETRGVFAEATFQLGLTGTLIAVASRSSFEALRLPHAFMLTASVWLVAAIGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPKGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMTLCGVLYRAGGMSLFDAVTHAMTTLSTGGYSTHDASFGFFANPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVGAMLKTLAAVILPLSLWLGLTSDMPFLAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVCS
FVILTAVGGCTGSTAGGAKAMRWVIVYRLVREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSMYALSFAVIASLLT
LVGLDGATALSGAITALANVGPGVGDIIGPAGTFQPLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLA
>OLS44983.1 hypothetical protein BV509_11940 [Rhodovulum sulfidophilum]AB26
MPLALCVGLSASSVHATGGAASADAAKIERGAYLARIMDCAGRHMPRGADGVPVFSAGLPGGTVGFERPGLGIFWPPNLT
PDATGLGD
>OLS44984.1 hypothetical protein BV509_11950 [Rhodovulum sulfidophilum]AB26
MAEQFLVWTVLPYGRVADGGEHDGKWRVSLVVSPRLTPQAPDEQVLKAYEPWLDWPATLARANFRLRIGSTLVRLTPVSK
PDSDLWKRFFTEETPVAGFVYADMSRVNLRSYAVRNVLAFARRHYGRLAAQSGDDHPVLLPWKDADPALKGMLGDLGTRT
QIINFGDRSVEVPLPGFSRFFGDDIDKLLDRSVFSPESVFPMAVPGPGVEGETGTPDAAESRPRRALPPDWVPPAAAGAA
AGVMAQFTSADEYTFYQADRFYRRTRASELEKLKRRPDFKDVTPPPPAPEYDFHRIVASYADYGGLKRGLGLVIDCVLDT
GKVIDDRIAAGGGTGIGQMQLVLKWDGPAPGKDATPRTAWLARKDRFVPRPRSAQHDAGLLRLEDSDDGWQVAKDEKPGL
FDLYQVDPDGAALKTVNFALTAQNLVARSLSLRQSHGEVTYTTPDRQGVAALRSGGIGVSHHGRAMDLAQLAAAADLKNA
EIAAGNADKVVLFAEDVHRGYRIDVARVPDRVHPGPWQSLQARVGDYRVISTGEQLKFPPDEGYVSGHSVSGDPDNADEQ
YLHESLFRWSGWSLAAPRPGRTIRSETGEDDNLQAELPADVTDTAEKGNDLAVIFAAEKGSLPRLRFGALYRLRARVVDL
AGNSLGLKDPSLGDLEQASDAVGYWRFEPVDPPVLVQRERLSEGEQLERLVIRSNFNATTGQYLNDTDFQAAAAEPASAD
FAYTETNQRHLVPPKSSQQQCETHGFFDPFFGDWQRIREGYAIAAREAGTLYDPLPGAQIELITPQTLGAIATTAAVPPA
LPSADNPVGDRMAGGQYVIHREAALTTPYLPDGAAGGISIRAARGHTLPGIDDEMVLGPSARVVRDDRERLILLVRHGGD
WPDLAGFRLVLAERAETDSDLPCAVDFPDRGLPVWDEDKRELTLFVEKGRIVRLFYASFVSPRHLDSFGIPHWTESAKAA
EACRKAAAMGTNWLMTPYRPLTLVHATQAPVCRPEMIQMTTSRGRGDRELRLHCRQVRLHGPSTGKIEIEADWQEWVDDI
AKPRPERVAFRGQLGEVRLAENHPNALVLSTAVSAQLTDPEAKRGDVHDLGDTRFRLIAYRMRATTRFREYLPPALYGQT
DLVTQLGPVALGEPMALPPEDDMGAPVLPDPAGSTAQTRVLASAPPKDPRLLYVVPTFRWSRSTGATGYTATRTGNGLRV
WLDRPWFSSGDGELLGVVLHRNGGNFNDIPERFEKLVTQWGTDPLWQSPAPKQTIRDADFPARVTAETLALREARPGDPS
VRIVGHRVHWDDDRRLWYCDIELSPGSSYMPFVRLALVRYQPNAMPGARISRVVLTEFAQVLPRRRVRATRTGSVLSVSL
HGPDPESGPIRFDRDSAFQNVSFVNGPFETGRNRVEIVLQRQKDGIDSDLAWEDVQVLHDHVVGEEEDGGIGPVFAPGGL
SAARDGVLSLDRPAGTGALSATVSPGPAGGRVVAPAAGGRVTLPPAEDRSLAIGRALGTAMGGAIGDLVTPTRPIDPFLP
DPAFWDASVTLPGGAGPRRILVREFERFYSDNTVNERHGGRLFPRRIIEERLVFAETFDPEALLVR
>OLS44985.1 hypothetical protein BV509_11960 [Rhodovulum sulfidophilum]AB26
MRHRRPDDRDLRKVLRGAAGTHRRFGCRRLHVILRRDGHVLNRKRTRRLYREEGLSGRRRRSRSRKRAIGTRAPLVTEAM
ANARWSIDFVQDQFADGRRFRILNVIGDVTEESPSAVADTSISGQRVARELTALIARRGKPGVIVSDSGTEFTSNAILER
AGKMQVRWHFIAPGKPMQNGNCEAFNGPRRRWRSCTTTCCPSTAPWTCR
>OLS44986.1 hypothetical protein BV509_11975 [Rhodovulum sulfidophilum]AB26
MSLEELEAKVRKLSMRATNAKMNLHDLAEELPVDWTRIPEVAAETHQVFKDLEDARNALKAARKAAEEA
>OLS44987.1 hypothetical protein BV509_11980 [Rhodovulum sulfidophilum]AB26
MSTEADTLPRGGALPTSEYLTQLIAVIRAEDTHGSWDGKPDAEILADFIVTKEERREIPIICDPDPDVLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSKHVRDIHRFGFETFARLAETGEQLTADAADMVARFPEAARA
>OLS44988.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB26
MTARRLRLIEPEKDMTDSEIPLKIAIATNDMERLDAHFGSAAKFAVYEVTTASSRLVEVLEFDVVTDQKGGHDNLDDRIT
PKVEALTGCALLFVLAIGGPSAAKVVRAGIHPIKRKDPEPIAEVIAQTQTMLKGSPPPFLRKVLGRPQTDFASDYAEDYS
E
>OLS44989.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB26
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGPDQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREILARRKDFGDLKVVYASTPDFEGAIEDGWAAAVTAIVEALVPE
RDPAHPETVARQVNVLPSANVTPAEIEEIDRLIRAFDLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDAIPAMAKSAAT
FAIGESMQGAARLLGQRGHMEVQVFPSLTGLRAVDSFVQALMALAGTADAPAAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALTSALAGMGAEAVTVVTTSGANPIVELIPAEEAVLGDLGDLEAGARKGEASLLISHAHGRHAAQALGLPLVR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLAHPHAARPEDFGAAPIDPEFDHDRPQTAPH
>OLS44990.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB26
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLSELDIVLGKGEKKLYAAIREIVEKHNPPAVFVYATCVTSMIGDDIAAVCKAATQAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTIEPEHTTECDINIIGDYNLNGELWQIKPLLDRLGIRILGSLAADARYRQVAVM
HRARVTMLVCSHALIGLARKMEETWGIPFFEGSFYGISDTSEALRTMCRMLVERGAPADLIDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATENDKARVVQIMGDETHMYENMAPKEMYAALKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDDPRPATGLRLAAQADPAPG
PVNDPKEFEDC
>OLS44991.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB26
MTAPGVLPAQQIRHLIETGAIGLSAPLDAGQVQPASLDLRLGARAYRVRASFLAGEGRSVADRIADFQMHEIDLTQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRAGYCGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDEDLRALDAKARLVTGGPAVIDEGLGFSVDLRPAESNLVGYRAKPHSGVVDLDGIGAHDPAEFWEEIRST
SGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSVRPDALYGQGIASNYQGQGLKLSKHFRM
>OLS44992.1 hypothetical protein BV509_12010 [Rhodovulum sulfidophilum]AB26
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPADMLLLGGIKKLLHEDGMTIRGVQKILRE
DGVKHVAALSQPLDDEESVDIAGAFSDTDEPDTEAPMALDAQAEVAEVLPMRRRPPPEPDEAILPGLELRRPAPAPAPAP
VPAPAPAPVPAPAPAPAARPAPPPDVADAPWPRQDPDSAAEDLAESDAWASPPPMAEPLPQPARDPEPAVEPDPAPEPEA
PIDLAPAETDRPADAADTPEPAPEPEPEPDPEPQPLGTDLPGADPEDDDPAYAATAQPVRSQLLQPGLRRHLAADPEAAR
GAVDRLNDVARRIGAVSQD
>OLS44993.1 3-oxoacyl-ACP synthase [Rhodovulum sulfidophilum]AB26
MGTRAIVRGVGHYLPARVVENAEFEATLDTSDEWIRSRSGIERRHFAAEGETTSQMAIAAARAALDDAGLEADEIDAIVL
ATSTADLTFPSAATMVQAGLGMSRGFAYDVQAVCAGFVFAMANANAMIAAGLARRVLVIGAETFSRIMDWTDRGTCVLFG
DGAGALILEAAEGTGAAENRGILAVDLNSDGRHREILYVDGGVSTGTTGHLVMHGKEVFRHAVEKLADTAHSALDKAGLT
GADVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRREGRIKDGDLVVTEAIGGGLAWGSVV
LRW
>OLS44994.1 phosphate acyltransferase [Rhodovulum sulfidophilum]AB26
MTEEHLQELRAAPRTVISVDAMGGDRGPAAVVAGIALSAAKNPDIRFILHGQRDELEKLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRHGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLDRPRVGLLNVGTEENKGRAELKAAHDLIEAAAEEANYSFVGFVEGGDIPSSKVD
VIVTDGFTGNVALKTGEGTAKLLGDFMREAFTATPLSKVAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGSSD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATGPEALRELAGGRKG
>OLS44995.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB26
MAVPQNKVTRSRRNQRRSHDALVPGNPAECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEEDAA
>OLS44996.1 hypothetical protein BV509_12035 [Rhodovulum sulfidophilum]AB26
MANTPEMPKGTVPPLRLDRRAGRDPVAFTLIPEPAERAELAGRLGLSALKKLRFAGQIRPEGARDWRLEAELGATVVQPC
VVTLAPVTTRIDSPVLRLYRADMPSRPEGDEIEMPENDSEEPLPDTLDLARVLEEALALALPLYPRAEGAELGEATFAAP
GTAPMQDAEVKPFAALARLRDRAEGETGDGPDGETGGSDSGD
>OLS44997.1 hypothetical protein BV509_12040 [Rhodovulum sulfidophilum]AB26
MARPRAVHARLALAAILSAGLVACSPIQRSHGYAPSDEDLAGVTVGVDTRDSVAELVGPPTMGGVMRDDAWYYVQSDWET
VGFREPKETDRQVVAISFDKSGTVENVERFGLEDGRVIALNRRVTESNIKGVSFLRQMLGNIGQFNAEDIIGDR
>OLS44998.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum sulfidophilum]AB26
MTQKVSKPDSEWRSELSDLAYRVTRKHATERPFSHDDFPKAPGTYTCVCCGAPLFAQSDKFDSGTGWPSFTRPASPDAVG
ERSDRSLLMKRTEVHCLACAAHLGHVFPDGPAPTGLRYCINGVALDFTPDSSGDGRDTDAD
>OLS44999.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]AB26
MLSLRKGRYAARLAETPADILAAQRLRYLAFRATDTHPEGADADCFDAVCRHVLVEETRSGALVCCFRLLPLKGGAEIGQ
SYSAQYYELSALETFDGPMVEMGRFCIHPAWRDPDILRVAWGAMTRFVDEEKVEMLFGCSSFKGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRQPDARRAMLGMPPLLRSYLVMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPARK
RLLRASAG
>OLS45000.1 elongation factor 3 [Rhodovulum sulfidophilum]AB26
MARAPLLQLSSISLTFGGGPVFAGLDLVIQEGDRVALVGRNGSGKSTLMKVMAALVEPDSGARVLSPGTSVGYMEQEPDL
SAYATLGDFAAAALAPGEGYRAEMAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLEA
QLAETRSAYVLISHDRAFLRALTRGTLWIDRGEVRRQDRGFADFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEATDISKNFGDRVILKTFSLRVQRGERVALVGPNGVG
KTTLLKMLTGELAPDSGELRLGTNLQMAVFDQNRAALDPDMTLWESLTGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARESNLLVLDEPTNDLDVETLDLLQELVSEFDGTVLLVSHDRDFIDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPGRTAGKPAEKPSAAQAKPEPPRSKKAPGLSYTEKHRFDALPAEIERLEAEIAK
LEELLDDPDLFTREPVKFRKATEALVARQEALSRAEEDWLELAEKAENAG
>OLS45001.1 hypothetical protein BV509_12060 [Rhodovulum sulfidophilum]AB26
MSPRQTRVTPLGEIVADPARGLFMGNRGCLHDADGRLGRARWRHKAWICCLLQFRGRHRPVMTPGRYTELFFLDEAVALA
AGHRPCAECRRADFRRFAQAFGVGTAGRLDAALHAARLCPASRDQRRHTAPAAALPDGAFVLLEATPHLILGRVALPWQP
SGYGAARPRPVGEVTVLTPAPTVAALAAGYRPVLHPSAAAGPG
>OLS45002.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MQISETRAIVTGGASGLGAATARALCAAEAAVTILDRDTDRGMELAAEIGAGFQPVDVTDETSVEQAVGEASAQMGGITA
CISCAGIATAERTLGRAGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNTPDDDGCRGVIVNTASVAAYDGQKGQAAYA
ASKGGIAAMTLPLARDLAGLRIRVMAIAPGIFRTPMLEGLGQEVMDGLAADVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMR
>OLS45003.1 drug:proton antiporter [Rhodovulum sulfidophilum]AB26
MSREMPRVVFTPSGKRGQVPVGTTVLEAARQLGVDLDSVCGGRGICSKCQILPGRGAFPKHGVTVAEDALSPLNDVERRY
DEKRGLAPGRRLGCQARILADAVIDVPPESQLHRQVVRKAAEVRAVATDPATRLCLVEVAEPDLHAPSGDLQRLNAALAD
QWDLPPAACPLSVLPRLQPALRKGGWTVTLALHRGPSGPEILDIWPGFFEAPLCGLAIDLGSTTIALHLTDLATGDVIAS
AGAMNPQIRFGEDLMSRVSYAMMNPGGAAEMTAAVRATLDGLAAGIATEAGIDPRCIVEVALVGNPVMHHLLLGIDPVEL
GQAPFALATSEAATLPAAALGIGSINPEARAYLLPLIAGHVGADAAAVALSEAPETSDDLTLIVDVGTNAEILLGDRTRV
LACSSPTGPAFEGAQISSGQRAAPGAIERVRIDPETKEPRFRVIGCELWSDDPGFAAALGPAGVTGICGSGIIEAVAEMR
MAGLVDGSGLIGSAAQTGSDRCRPEGRTQSYLLLAGAATGGRDIAVTQGDIRAIQLAKSALYAGARLLMDRRGVDRVDRV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRLIEENVRRIEKVETAIEPRFQDHFVAANA
LPHASDPFPELARIAPLPRVDFNTGGSRGKSEGRRRRRPR
>OLS45004.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB26
MDFAARRSVPDSWIASVFSAQAVAKGGVVRRSRRWVEREIGMERFVAEVQLRGFHLVECGGQLIVICNPHGLRVIC
>OLS45005.1 methyltetrahydrofolate--corrinoid methyltransferase [Rhodovulum sulfidophilum]AB26
MTRTVLESKSKTVVIGFDDPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPNPNET
EPPLMRRMIELVQGLVDAPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERMDRVLPLVRKYNVPVVAISNDDTGISED
PDVRFEVARKIVQRAADFGIPAHDIVVDPLVMPVGAMASAGQQVFALVRRLRDELGVNTTCGASNISFGLPHRHGINAAF
LPMAIGAGMTSAIMNPVRPVEMEAVRAANLLMNHDANGAEWIRFSRVLDAVAEGASFAEASQAAAAAGGGRRRRRG
>OLS45006.1 hypothetical protein BV509_12095 [Rhodovulum sulfidophilum]AB26
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPERFEQAIDRCAMQVGAKDSDAYLAEWRRSEPVACDGDPDALAEAEAARID
TDYDAGRLKDLIAAAGWQRA
>OLS45007.1 hypothetical protein BV509_12100 [Rhodovulum sulfidophilum]AB26
MKADRAGAIGTVAGLVLALAGGMAPASTLAPDGGRMMVAGAVPGHPLLIVDRTPVRRGYGPADRRAAAEVAIPLGVSVCR
HAAAGVTPACALMMPAALAANAGARDFPPRPTLLARADAGTDTAFWPDPLGSGRRGGGPDGHTALPWAAPSAVSGGTGGR
HRSDPAADGSGESGDGGTGGEDIGGGTGVRPDDPLPVPLMPSAAFLLAAMAGFGAVSRRRS
>OLS45008.1 exopolyphosphatase [Rhodovulum sulfidophilum]AB26
MAPKRPNGAGAFPKAVETPAPVPPDPAALYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASIA
RTVQALRVCKGKLEKHEVERMRLVATEACRRAVNAREFIKLVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRADRPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLANFSPYAAEQTKAGFQIIGTSGTVTTVAASHLGLRRYDRTKVDGLRMTSGQIDEVIRRYLELGPAGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>OLS45009.1 23S rRNA methyltransferase [Rhodovulum sulfidophilum]AB26
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRAKAEGYRGRAAFKILELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKSGKAIGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGRADVVMSDMAAASSGHKQ
TDHLRIIALCEAAAALAFDVLDEGGTFVAKVLAGGAESGLQSLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>OLS45010.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB26
MDKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEAVGPGVEGLP
VGQRVAYTTRTGACCTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMTSSFPVREGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVAPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLSDLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVAEGTLTPRVGKTWPLAETAEAHRALESRATTGATV
LLP
>OLS45011.1 cyclase, partial [Rhodovulum sulfidophilum]AB26
MCDICVMTAVKDRMLSRRGFFAGAAGAGLAAAAGLTASAPRALAQGHAAVTDMTHELSADFPTFFGEQQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVENLVAPLCVIDIAARAAEDADTTLTPDDIRAWIAAHGEIPQNAC
VAMFSGWGDKASGPGFRNADAEGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFATHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFAL
>OLS45012.1 hypothetical protein BV509_12130 [Rhodovulum sulfidophilum]AB26
MAANAALCPVRIAVGALGPERPDRAMLLSRQHGVPMQAPDGREVIVRTRHLAKKLGLARLKPARRRTPLLYLHLHLHLNL
GTHELVCVDGIWSETLCIGPELRRSAGPLRRLFGTAPLPALARRVRPVLTRARLRAAAGPLRPPEDRARPA
>OLS45013.1 hypothetical protein BV509_12140 [Rhodovulum sulfidophilum]AB26
MHGFDPELDFVPIGDLSPDAIVITPTEDRRIWTLSIAGGGPDDRMALDRSFSWNHAVTEDQIRTRLVGSDSYRPPPVPAC
PALPRDRGSPRRTGRAGSTG
>OLS45014.1 hypothetical protein BV509_12145 [Rhodovulum sulfidophilum]AB26
MAVRPDLVVARAAIDMGGTEPGSDGVVSGAAEDRGVVAGRIDGIVARGAKQLIVARPARQCVIAVAAEDRGALRSAVDGV
VARAARDGVGALVPLDLIAPVGARQAVAGPVAVECRHASVLRWSPPRLWAGAH
>OLS45015.1 hypothetical protein BV509_12150 [Rhodovulum sulfidophilum]AB26
MLVLFTLASIAAGALSALAGALLLDSGWATVLLCYWLGGMVGGGAAVTVVALRDEPEDDTDRFVGTPPDLGVGETARTRP
DPAKPQAGAEPVEADPGTARSRICEGCDSH
>OLS45016.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MIHFVLADLKRFRLGSAVIVLLIALAVALGTTVTLQERALRLGSARASEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLVALTEDPRVAWAAPIGFGDFVAGYPVIGTTTTLIEMTTTGFAEGRAFAAEGEAVIGSAVDLALGDTLVPTHGKQAE
GGHAHAGIAYRVTGRLDPTGTPWDRAVLVPIQAVWHVHGLGHEAHDGHDHEAEGHGAEAHDEEAHDADGHDEEDLDHAHA
HAAGEDHAESHAENHGDDHGEADHDSHDAPAFDPDAPLDETWAAGEAPGLPAILVKPRSIADAYRLRQDYRATGDTLAVF
PAEVLTGLYAMLGDAKRVLVAVAVGAQTLVAAALLLVTVIQVGQRRRQIGALRAFGAPRGAVFGIVWLELALLFGTGILL
GLGLGFAATEGLSRAFAAERGFPLPVAFAPGDLLGFGLLVLGAAGLSAVPAWLAYRQPPAAALRD
>OLS45017.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MLGLHLSSVEVAYPGLAAPVLRIPDLDIPAGARVAVTGPSGSGKSTLVNIVTGLAPPGSGCVLWDGTDIARLPEGARDRW
RGANIGLVMQDFHLFPGLSALENVLLPARLSRVADTAMKDRARTLLAEVGLDRPGQPVETMSRGEMQRVAVARALLRAPG
VIVADEPTASLDPENGAAIGALLIELAHRSGATLIVVSHDSRLTARLDRVLTLSGGEILSDSGCEGARQ
>OLS45018.1 hypothetical protein BV509_12165 [Rhodovulum sulfidophilum]AB26
MTAPAAPDRTRRFCLAALPGLMFLTAPRPAAAETPLIGFDELYSAFSPLGLTFSDKVIALTGQRVRIRGFMAPPLKAESN
FFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNQTIEVTGRLDRGSWVDPETGFVSQLRLRDARYSKV
>OLS45019.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB26
MRTLLTALAASTILAGAAQATAVYPLDRATILVSSPFDFKVELDAVHPEADISVTVNGKPYAETFGTAAEYVAEEKGADD
AVLGSALILRDLALAEPGSYTVEVKAGDETKTVTWEVYTTPETPKAKNIIFFLGDGLSVAHRTAARIMSQGMTEGKADGR
LAMDDLDHMAFIGTSSTHSIATDSANTMSAYMTGHKSRVNALGVYADRTAPTQDDPRVETIAEALRRTTGKSIGVVTTSE
LEDATPAAVVSHTRKRSDKADIVGMFYDIQPEVMLGGGSAYFLKSDIPGSKRKDDKDYVAMFREAGYTLATSAAELDAAR
GSNSGKLLGLFHTGNMDTKLDRSFLHQGSVGKFPDQPGLVEMTRTALDELSKNEDGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAVAAARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDDAGFPTYTDADGDGYPDKIDVSR
RLAIFSGNFPDYYETWRPKMDGPFEPSVKNEKGEYVANEAYKDLPGAVLRIGNLPKSADTAVHAVDDVVLQATGPGAEAF
KGYMEQSDVYKVLADAFALGTVQK
>OLS45020.1 hypothetical protein BV509_12175 [Rhodovulum sulfidophilum]AB26
MARAYASAVIPAPIEKIWEILRDFNGLPSWHPAIERSEIEDGRSADAVGAVRSFHLAGGGGHVREKLLSLDDSAFTLSYS
FVKPAFPVENYIARIALFPVSETGETFALWEAEFDEAPEDRGKYGPVISEGVFAAGWAALKRHLA
>OLS45021.1 hypothetical protein BV509_12180 [Rhodovulum sulfidophilum]AB26
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVTKTTPVLAGVNGTDPFCNFDPFLDQLKAIGFSGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPEDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>OLS45022.1 hypothetical protein BV509_12185 [Rhodovulum sulfidophilum]AB26
MAKKVFVVGTFDTKGRELAHVAGLVADQGLEVVQVDLSTSPGHRSGADVTPAEVAACHPEGTGAVMTGDRGTAVAGMAAA
FEAFVATRADIGAMISLGGSGGTALAAPGMRALPVGVPKLIVSTLASGNVAPYVGPSDITMMPSVTDVAGLNRISRVILG
NAARAIAGMAKAAPEAAGDGRPAVGLTMFGVTTPCVTRLTDRLGAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARTGIPYVGSCGALDMVNFGPRSSVPDRYAHRQFYQHNPQITLMRTTPDECRQMGEWIG
ARLNACKGPVRFLLPEGGVSMLDAPGMPFELIDARSALFAALEATVEQTPDRRLIRLPHNINDEAFSDALYTHWKEIA
>OLS45023.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTAPVVVADHLARHYEVGGGLFSKPATVKALSEASFSIAAGKTLAVVGESGCGKSTLARLVTLIEEPTGGALTLDGKAAT
PENWRGLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMSAKDRSEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADEVMVMYLGRPVEFGTKEDV
FATPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPAGCPFAPRCWKAQDRCRQDRPELTGAPHAAACFFPEGL
>OLS45024.1 dipeptide ABC transporter ATP-binding protein DppD [Rhodovulum sulfidophilum]AB26
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDTGDILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRRLTA
RQRRQVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLKLDRRARHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACQPRLLIADEPTTALDVTIQAQILDLLQGLQQRTGMALILITHDMGVVAETAQRVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFSPRCRFADDTCRHSPPPVQPPALGIARCHYPLDTA
ATEAAR
>OLS45025.1 dipeptide ABC transporter permease DppC [Rhodovulum sulfidophilum]AB26
MVDATADAPRAPHHRPGRLKEFWRYFRENRGAVIGLYVFAFFVVLALGADIFAPHDPTQQFRDHTLLPPFWTAEGSWSFP
LGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLVAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGPT
LLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGFL
GMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>OLS45026.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MLKFFLARLLTFVPTFIGVTLISFAFIRVLPGDPIIVMAGERGLSEARYQELREQFGFDQPLIVQFWDYLTGILHGNLGM
SYVTKKPVWDEFFALFPATVELSLCAIVIAICLGIPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGNL
GWTPVSGRIDLLYYFPDTTGFMLIDSLLSGQKGAFASAVDHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLAPIRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>OLS45027.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTLHTFLTTSALALTMATAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGIKFQTTDFFTPTRDLTADDVIFSFMRQLDPENPFHDASGGTFEYFNAMSMPDLIESIEKVDDLTVAF
KLTRPEAPFIANMAMDFASIMSKEYADQLLDAGTPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADVAAMKSEDGITVQEQEGLNVGYMAYNTQQPPFDNPKVRRALNMAMDKQAIID
VVFQGSGEIAKNPIPPTMWSYNDAVEDDAYDPEAAKAMLEAEGVTDLSMKVWAMPVQRPYNPNARRMAELIQADFEKVGV
KAEIVSYEWGEYLDRSKDVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYQPFEDLIQKAKTLPTQADRAK
LYEEAQVIFKEQAPWATIAHSKVFMPMRDEVQGYKVHPLGLHIFTEVSLEN
>OLS45028.1 HNH endonuclease [Rhodovulum sulfidophilum]AB26
MTIRKLCAASGCDDLAMPGAALCPDHEAERIARNRARRAKVKTAEEIRRRSKLYASPAWKKARGAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGRP
>OLS45029.1 hypothetical protein BV509_12230 [Rhodovulum sulfidophilum]AB26
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDVWERLAPVLAAKRRLDPAYEDPFAMYCESVADVIRFTGDIAAFGS
WYEVATRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGTD
>OLS45030.1 terminase, partial [Rhodovulum sulfidophilum]AB26
MEPIDHPVSRYALDVIEGREVAGVLVRLACERHLMDLETGADRGLWFDCKAASRVLNFARLIQHTTGPAAGRPLDLTPWQ
VFRHGSVFGWKQDDGLRRFRTTYHQVAKKNGKTTDTAVPMLYTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDTGNKHLISTAITNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVADDSFFAYVAEPPGDCDVGDPVAWKMANPNLGVAFSEDRFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDKGAEPFAPEALYGRPAWVGLDLSKTTDLTSICVAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVRRRFPLVEHG
>OLS45031.1 HNH endonuclease [Rhodovulum sulfidophilum]AB26
MTIRKLCAASGCDDLAMPGAALCELHEAERIDRGRARRAKIKTAEEIRRRAKLYASPAWKKARAAFLEANPLCADCAGLG
LVTPATEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGR
>OLS45032.1 hypothetical protein BV509_12245 [Rhodovulum sulfidophilum]AB26
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDVWERLAPVLAARRRLDPAYEDPFAMYCESVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGTD
>OLS45033.1 phage portal protein [Rhodovulum sulfidophilum]AB26
MASAMASAGPVEPSGTRDPSPWFGDLWAGGQSRVRSLPVVTPLVAQRHATVFACCNVIAGDLAKVPLRLYQRTGPSRAEP
VADHAATYLLNTESAPGVAAKVARFALVYAFALRGRAYAYAPRDGAGELTLLDVIRPDLCAELRDGRARFYAFEDGAGIQ
RRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALID
PEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVE
AQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVDGGDRLNPAANMTRNEDAG
AGTEED
>OLS45034.1 peptidase S49, partial [Rhodovulum sulfidophilum]AB26
MPETTIGALLGAAPLALDRSFGAGLLGLPLPTASTAGPALAGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGW
ATFAGIEASCGELASAEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDITMTPGS
LAGSIGVMRQAGWPVGPDGAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSV
TDDPADGGATFGPEEAIARGLADRAETRAAFYDRIFAVHAPRPAAARRNS
>OLS45035.1 hypothetical protein BV509_12270 [Rhodovulum sulfidophilum]AB26
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGEDPVATVFDRAAEAQLAAAADPGEIEARAADLAAREAALAEREAAL
AQAEAKAQAGAPPRQGKAPDKEAARESAGA
>OLS45036.1 hypothetical protein BV509_12275 [Rhodovulum sulfidophilum]AB26
MILAETPPLGVSVEAYKRASHWEGDADNSRIEACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPARDLLGV
TWSGAAGDTALDAGAARLLFPDTEPQILFAEGALAAVPEGSPLAITLSVGPDIVPPTLAQAVILIARDWLEAGIAIETVE
SPRIAFGARALIRQMRYRRPTSWCRR
>OLS45037.1 hypothetical protein BV509_12280 [Rhodovulum sulfidophilum]AB26
MSARLDRRVTFERQGAGRNALNEPTGDWAEIATLWAARTDLSDTERAAAGQIGAVRAARFTLRRSALAEGPALTLGPADR
LWAEGLIWNITGVTERGRWIDVSAVSNGRKEEA
>OLS45038.1 hypothetical protein BV509_12285 [Rhodovulum sulfidophilum]AB26
MSRQPVSVDGLKDLEKMMIEHLPKSTGRGVLRRVGTAALGIFVARARDLAPRASGDLAESLAVSTRLDPKQRRDHRKLVS
DDKAAVEIFGGAAALPHAHLVEFGTVERHLESGGSTGTMPAQPFMRPAWDATREAVLDDIAEGLGREIAATVARRARRLA
KKAGR
>OLS45039.1 hypothetical protein BV509_12290 [Rhodovulum sulfidophilum]AB26
MSLQADLTDLLLSDPGLADLVGARITWGRRAPGEGLPAVVLMRVGATRDYHMKGVTTLRRTRIQAEILAATLAEAGEIEA
ALTARLDGIRGPHGGTDVRGLFVEALRDGLDTDRDGSGIHRIVADLIVHHRVTKEENER
>OLS45040.1 hypothetical protein BV509_12295 [Rhodovulum sulfidophilum]AB26
MSEADIAWGYGVEVAEDAAATTFLDLAEVKSVALPDQQRDEHDATHMKSPNRTKESRPGLLDPGECTVGMNWIEGSATDR
LLIGLKASGAVRQIRVTFPGGTVWLFEGWLKSYAPPASVGEFQEVSASFRVTGSLSITLPEEG
>OLS45041.1 hypothetical protein BV509_12305 [Rhodovulum sulfidophilum]AB26
MDRTMIATGAEPLSMSSREIAELCEKQHKHVTRDIRSMLIGLYGDEHVNRIIPEHYRNRHSEFIRENADSILGAIMGDGP
NWDHPDRGFSWTRDQRGYIREFRLDREHTVTLVAGYDVKLRKRIIDRWMELEAQGRNFDPSTILESPAAMRGLLLSYTEK
VIALEARVEDMREDVEAHARLTGADGTLCVTEAAKVLGMRPKDLFQWLGQHGWIYKRPNAGAWLGYQTKCNQGLLEHKTT
TVHRADGSEKITEQVRITPRGMSKLARLIHPTARIES
>OLS45042.1 hypothetical protein BV509_12310 [Rhodovulum sulfidophilum]AB26
MPETTIGALLGAAPLALDRSFGAGLLGLPLPAAAAAGPVLAGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGW
ATFAGIEASCGALASAEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPGS
LAGSIGVMRQAGWPVGPDGGGNRWQIFTSTHARAKLPNPETEGGRAEILRDLDAHEAAFHADVARGRGIAPEDLAARLSV
TDDPADGGATFGPEAAIARGLADRAETRAAFYDRIFAVHAPRPAAARRNSGRGSLARAAAAQARAAL
>OLS45043.1 phage capsid protein [Rhodovulum sulfidophilum]AB26
MPKPKDLNDLRRERRAAAERMQERADALAALEGAETPDAEAIAAAETAFAEAQAGFETLNAQVGRAEATEAARAAAATGG
DDPAPAQTPAQTPAPRAATPRDPAHRGVEVGFMLHALAASRGDRERAVARLETDGHSGIAAIMSGASEAAGGITIPAAQS
EELIALLTPRVTVRASGARTVPMPAGELRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSS
VAMAQHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVRPGWI
MRASAKNWLASLRDDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAGGDGTEITFADFDEVVIGDAMQIAIAASTEAAF
VDANGETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>OLS45044.1 hypothetical protein BV509_12320 [Rhodovulum sulfidophilum]AB26
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGEDPVATVFDRAAEAQLAAAADPGEIEARAADLAAREAALAEREAAL
AAAEAKAQAGAPPKQGKAPDKAPDKDPARESAGA
>OLS45045.1 hypothetical protein BV509_12325 [Rhodovulum sulfidophilum]AB26
MILAEIPPLGVSVEAYKRASHWEGDADNSRIEACLAAAQSAVETATRRPLTPRRVRFETAAGQGRRWWVPVAPVREILGI
GWSAPDGTTGDLGADAAWLLFAECEPQILFAEGALAAVPEGSPLAITLSVGPDIVPPVLAQAVILIARDWLEAGIAIETV
ESPRIAFGARALIRQMRYRRPTSWCRR
>OLS45046.1 hypothetical protein BV509_12330 [Rhodovulum sulfidophilum]AB26
MSARLDRRVTFERQGAGRNALNEPTGDWVGIATLWAARTDLSETERAAAGQIGAVRATRFTLRRTALAEGLTRTLGPADR
LRAEGLIWNITGVTERGPWIDVSAVSNGRKEEA
>OLS45047.1 hypothetical protein BV509_12335 [Rhodovulum sulfidophilum]AB26
MSRQPVSVDGLADLEKMMIEHLPKSTGRGVLRRVGTAALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRRLVS
DDKAAVEIFGGAAALPHAHLVEFGTVERHLESGGSTGTMPAQPFMRPAWDATREAVLDDIAEGLGREIAATVARRARRLA
KKRMQGGGR
>OLS45048.1 hypothetical protein BV509_12340 [Rhodovulum sulfidophilum]AB26
MSLQADLTDLLLTDPALADLVGARITWGRRAPGEGLPALVLMRVGATHDYHMKGVTALRRTRIQADILAATLAEASAVEA
ALTARLDGVRGPHGGTDVRGLFVEALRDGLDTDRDGSGIHRIVADLIVHHRLHNKENER
>OLS45049.1 hypothetical protein BV509_12345 [Rhodovulum sulfidophilum]AB26
MSEADIAWGYGVEVAEDAAATTFLDLAEVKSVALPDQQRDEHDATHMKSPNRTKEFRPGLLDPGECTVGMNWIEGSATDR
LLIGLKASGAVRQIRVTFPGGTVWLFEGWLKSYAPPATVGEFQEVSASFRVTGSLAITLPGED
>OLS45050.1 hypothetical protein BV509_12350 [Rhodovulum sulfidophilum]AB26
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGRTLAEIMTSLKAGSVRTMRLILWAAMRDHRPATTLRQAGAVAEEL
GPELGPVLGRVISTCGFLADLADLAGEAPAPGKPEGSDMG
>OLS45051.1 hypothetical protein BV509_12355 [Rhodovulum sulfidophilum]AB26
MAGAAARTTVGQHRDRWLAWHVAALTRTPDFPRAEDFILPPDPRREAAAMILRARVLHARFEAQNHRKR
>OLS45052.1 hypothetical protein BV509_12360 [Rhodovulum sulfidophilum]AB26
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFARTVTVGLAGAVTAATGALGLMTRQAMGAVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAMGTVEQATKDLTRRLSQAATGTGPAVDALKRLNLTAGDLLKMPLDARVEAINAAILDFVPAAQQA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDADNIESANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLASALELVLAIAELEEEAGRTLAEIMTSLKAGSVRTMRLILWAAMRDHRPETTLRQAGAVAEELGPELGP
VLGRVIAACGFLAAEDPAPGKPDPAKRSAGTGAASGSDMG
>OLS45053.1 hypothetical protein BV509_12365 [Rhodovulum sulfidophilum]AB26
MAGAAARAKVGQHRDRWLAWHVAALTRTPDFPRADDFILPPDPRREAAVMILRARVLHARFEAQNQKKR
>OLS45054.1 hypothetical protein BV509_12370 [Rhodovulum sulfidophilum]AB26
MALKAVIGALRVNLGLDSAEFRNGLKSADDRSKRFARTVTVGLAGAVTAATGALGLMTRQAMGAVDAQAKLAQSLGTTVR
SVQVLSRAGDLSGVAMGTVEQATKDLTRRLSQAATGTGPAVDALKRLNLTAGDLLAMPLDARVEAINAAILDFVPAAQQA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDADNIESANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLASALDLVLTNLDRVAAYAGAAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGSARW
WSARASWSFGSGGW
>OLS45055.1 hypothetical protein BV509_12375 [Rhodovulum sulfidophilum]AB26
MVGAGELVLWFGRLVTAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMEELGARMKATWGDVMVYFQEKWSGFLARFA
DLPDILPGAAALKEAAEGAAEGLAAAKEAAAAAGDEAERLKREANGVADAMIRTPLASMQALKETLAGVSEEAGNTATSL
ARIGDAAGGAGDGGTGAVTQATEDLADAAKETGDSFKTFFKDLAKGSADAGDAISALADRMLDDLLDRALSPVSSAMGGF
FDSFLSGIFGGAGAGAGGGVKVNALGNVFEGGRVRAFAAGGVVDRPTFFPMRGGATGLMGEAGPEAILPLTRLGNGKLGV
ASLGGGGVRMGDVHVSVAGSTASPEQIAEVVRQVTRDEAQRVYARQRREGL
>OLS45056.1 hypothetical protein BV509_12380 [Rhodovulum sulfidophilum]AB26
MAFPPEAVRIAGFTLRQVTSSIRTQSPYSFAQTAYDFMGGTWAAELTLAAFDARESAAISAWLAGLNGPAGRFELDMEAM
DYDGPQGMITADPVVAVAASARAKTLVLQLAAATDTISVGDYLTLDGHLHIVTAAEAPTAAFRQTLTLWPRLRAPVAAGD
PVALRAPYGTWALAGSETALAVSQARVRSRTVQLVEAL
>OLS45057.1 hypothetical protein BV509_12385 [Rhodovulum sulfidophilum]AB26
MDASGDRILGLLVQCRFDSGELNMFTGHGSVEWQGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>OLS45058.1 hypothetical protein BV509_12390, partial [Rhodovulum sulfidophilum]AB26
MGTVITRREGWELRLAAEIRDWEGRAFVWGAADCLGFCRATARAMTGSDPIPDLPDYASEMQAAKGLVRLGFGSIADLID
AHLPRVPVALARRGDWVMGDAAGALPGAMGVVTGRHAVHLAER
>OLS45059.1 hypothetical protein BV509_12395, partial [Rhodovulum sulfidophilum]AB26
AIAELEEEAGRTLAEIMTSLKAGSVRTMRLILWAAMRDHRPETTLRQAGAVAEELGPELGPVLGRVISTCGFLADLSDLA
GEAPAPGKPEGSDMG
>OLS45060.1 hypothetical protein BV509_12400 [Rhodovulum sulfidophilum]AB26
MAGAAARTTVGQHRDRWLAWHVAALTRTPDFPRAEDFILPPDPRREAAVMILRARVMHARFQQQEQTKR
>OLS45061.1 hypothetical protein BV509_12405 [Rhodovulum sulfidophilum]AB26
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRSVKIGLAGAVTAATGALSLMTKQAMGAVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAMGTVEQATKDLTRRLSQAATGTGPAVDALKRLNLTAGDLLKMPLDARVEAINAAISDFVPAAQQA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSELDADNIESANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLASALDLVLTNLDRVAAYAGTAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVTAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMEELGARMKAIWGDVMVYLQEKWSGFLARFADLPDILP
GAAALKEAADGAAEGLAAARAAAGAAGEEAKRLKEEANGVADAMIRTPLASMQALKETLAGVSEEAGNTATSLARIGEAA
GGAGDGGTGAVTQATEDLADAAKETGDSFKTFFKDLAKGSADAGDAISALADRMLDDLLDRALSPVSSAMGGFFDSFLSG
IFGGAGAGAGGGVKVNALGNVFEGGRVRAFAAGGVVDRPTFFPMRGAATGLMGEAGPEAILPLSRLGNGKLGVASLGGGG
VRMGDVHVSVAGSNASPEQIAEVVRQVTRDEAQRVYARQRREGV
>OLS45062.1 hypothetical protein BV509_12410 [Rhodovulum sulfidophilum]AB26
MAFPPEAVRIAGFTLRQISSAIRTQSPYSFAQTAYDFMGGTWAAELTLAAFDARESAAISAWLAGLNGPAGRFELDMAAM
DYAGPQGTISADPVVAVAAQPRAQTLVLQLATAADTITVGDYLTLDGHLHIVTGAEAPTAAFRQTLTLWPRLRAPVAPGD
PVALRAPWGTWALAGPETVLSVSQARVRTRTVQLVEAL
>OLS45063.1 hypothetical protein BV509_12415 [Rhodovulum sulfidophilum]AB26
MDASGDRILGLLVQCRFDSGELNMFTGHGSVEWEGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>OLS45064.1 hypothetical protein BV509_12420, partial [Rhodovulum sulfidophilum]AB26
MGEMITRREGWERRLSAEIRDWDGRAFEWGSADCLGFCRATARAMTGRDPIPDLPDYASEYEAARGLVALGYRSIAELID
AHLPRVPVARARRGDWVMGDAAGALPGAMGVVTGRHAVHLAER
>OLS45065.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB26
MRQTWRWFGPRDLVSIDDVRQAGAVGVVSALHHVPTGAVWTPDEIARRQAEIGTMKDGTPSTLTWDVVESLPVSEDIKKQ
KGDWRAHLDAYRDSLRHLAAAGIEVICYNFMPVLDWTRTDLAWKRPSGATCMRFDLTDFAAFDLFILARPGATDDYEEAL
QAAAEARFRAMSDADRDQLAGNVVFGLPGAAERFTLEDVRAHLGEYSGISEDRLRGHMIDFLSEIVPLAEELGLRLCCHP
DDPPVPLLGLPRIMSTEAHYAAVMRAVDSPANGITLCSGSLGARADNDLPGMMDRLGDRVHFLHLRNVTRETGAVFGSFH
EAEHLGGDTDMVALVEAALREEARRRASGRADWSIPFRPDHGQDILDDLGRRAQPGYPSIGRLKGLAELRGIIAALEPRI
AV
>OLS45066.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDEHIERAVGCVLDPARPITPQLHRFLRLRIIRNDLKPGDRLSEAEIARSCAVSRQPVREAFIKLSEQGLLSILPQRGSL
VTTIAISSVLDARFVREAIEADIVRLLARRPDPALIARLRAQIDRQAAVAETAPRDFIQLDETFHRTLAEGAGKTGAWKL
LEGLKSQMDRVRFLALGRFPVDKLIAQHTAIVDGIAAGDMAAAEAATRAHLREILNDLPAIAAENPGFFDGLFESAAGEP
DPLTDVTGGDPT
>OLS45067.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MTTAWKLPGLAAAALIAGLAAAPAMAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYSSIEHMDEVASGEIGQKIEAQIVERAQIRPITYFARGARELTSNRPIK
SPDDLKGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQKYVNLTDHVRSWIYL
TISELTWAKLSAGDQAAVLEAAKRAQAYERELFQQSLADDRAWLEEHGMIFVEADNAAFAAKAKEAVLANVSAEIRPIAE
EIFGE
>OLS45068.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB26
MPTKTERFISTVIALARIGVGLSFAVLIAAVLIQVVGRGFGSSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCE
VLPGRWPWRLRLLSALATGALALFLLPHAWRFVSIGRMQSSPALGLTMSYVHLTVFLMLALLALFAALRVLGMLTGTEDG
TPEKAEEI
>OLS45069.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MEVWVLFGIFVGGLVVGIPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGLAMMVTAYVIARRKNFPRQPWQGFGEVARSFGGAIWAIAMTFLIIYGLLSGLATPTETA
VVASVYAVIVGCFIYRDLPLRRVPKVIVDSAVASAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIDPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARLPLTPVVIAILPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>OLS45070.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB26
MDTRVCRLHAPHDIRIETLPVEGPGPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGTGVTGL
AEGQKVALNPSQPCGSCLYCQQGMFNHCLEMRFRGSAMRFPHEQGLFRDRIVIGAQQCLPVADGISLTQAACSEPLAVCL
HARRIAGDLTGKSVLVTGAGPIGSLCAAAAAEGGAAEVVVTDLQDRPLEVALQMGATRILNIARDPAAMEPYGADKGQFD
VVFECSAAAPAIGQAIATLRPRGILVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFADAVAAIGSGRIDVRPMVTATY
PLEDAQEAFEAAGDRSRAVKVHLSFEAA
>OLS45071.1 galactose mutarotase [Rhodovulum sulfidophilum]AB26
MFTATPTLPKIDRLASAPDGSPVRAIWIGQAGTRARIMTWGASLMDLRIEGLPHALVLGSEAFAPYLGPMRYFGAIVGPV
ANRIAGGRAALDGRMLTLERNEAGRSMLHGGTAGTASRNWRLEADSPAACTLSLSLPEGTGGLPGPLDLRASYLVDAAGA
LEIRLEGRSGVPTFCNLAHHSYWCLDGSGSLDRHRLQVAAARYLPVDDALIPQGPPAPVAGTRFDFRTPRPVLDAVLARE
APPLDHNFCLGDSAAPLRPACRLSAPGVVLEVTTTAPGLQVYDGGGLATAPVPGHEGRPYDAHAGIALEPQGWPDAPNRP
EFPSVLLRPGETYRQVSRFHARPTAPENRP
>OLS45072.1 hypothetical protein BV509_12460 [Rhodovulum sulfidophilum]AB26
MTGPRWIAAAWGQSSLRIWAMAGRKVLTEGASDQGVSRLGPRDFEPALLTLANDMLPHDEVTRVLICGQAGARKGWVEVP
HAMVPCAPHAAPPVPAPSRDPRISVGILPGLGQTDPPDVMRGEETRIAGFLLDRASFDGVLCMPGLHGKWVRLRHGIVQG
FRTMMTGEIYGLIARQSVLRPMMDDSWDEAAFRHAVDESTRHPETIVSSIFGIRASALLNTPAPGLARARLSGLMVGCDI
GAMRTWWHNRPVAVLGTERVSTLYASALAAQGADVQALAGDRLTLAGLIAAHERTGQLEPSAAVDG
>OLS45073.1 2-hydroxyhepta-2,4-diene-1,7-dioate isomerase [Rhodovulum sulfidophilum]AB26
MKLLRYGEAGSEKTGLLDAAGRVRDLSAHVPDLSGAAVAIAALDRLRGLDPETLPLVEAPGRIGACLSRVPNFFCVGLNY
ARHAAETGAEPPKEPILFSKASSALSGPYDPVVIPRESVKSDWEVELGVVIGRDTLYVSEAEALDHVAGYCVINDVSERA
FQIERGGQWVKGKSAPSFGPTGPWLVTADEVADPQALALSLALNGQTVQDSRTDDMIFSVAEVVSYMSRFMALQPGDIIA
TGTPSGVGMGMKPQRFLRPGDVMELTVEGLGTQRQDVVAAD
>OLS45074.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAEQTRAEDIANRLRRSILHGTLPPGAPIKERDTAAGMGVSRTPMREAIRILANEGLVLLRPARSPVVASPTLAEVRDAI
EVLSALELLSVRLACDRASEADLDEIRRLERELSDNFTTLDDIDRFEVDMAFHLAIVRAAHNPALAGTHRSYLGRLWRAR
FLSARRKSSRDSVVSQHRAIVAGLETRDSAAAQASLQVHLDRLLANVRAYFETETETEIGPEASGAD
>OLS45075.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MNPRPMLAAVALAAGAAVPAAAQDVTLRIQTHYNPEQTSGKLAAQFVEDVETMSGGSIDVEMFYASSVVATVETFDAAAN
GILDCDMTGGAYQTGKNAGFQFVGDIMGGYDTPYQQLSWLYYGGGLEQAQTLYNEFGMQLIGWWVYGQESLVSSTPIAGP
NDLKDWKFRSPPGMETEIFANLGASPIVMDFTEVFTAMETGIIEGTDYSGLSNDESIGLFDLANHATYPGFHSMPSDHLA
CNKAVWDGLTEQQRRIVEVAMEKLALRSALYFEKANAEAAARLTEKGVTLHDWSVEDRATFRKAAQAAWDVWAGKSPEAK
ALVESHKAYLTQLGLIAD
>OLS45076.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB26
MQRQDSLWLGTLGPPVKWAMIVSGAAAAAMALWLIAGQVWRADPVGMFEMLRPEGRPEVPLMLGSLAAAMLFAALHLSDR
KGAIERPPTGPMDIVALVMSRLAMIGIVCVVAAMIYEVAARYVFEKPTLWANELSLWIAGFVFLLAGLYAMQQRSHIRIY
VIYDLLPRPLQKAADVVSVGLIWGFFLCLLWGGYGEAVTKFARMETFGTAWDPPLPATIKPAILIVIGLVALQALSNLIA
DWSRPPEYHSALDDIDETEIANIRRTLED
>OLS45077.1 galactonate dehydratase [Rhodovulum sulfidophilum]AB26
MKTVRLSEADNVVTAATALALGEAGATEAIPMGHKMATETIAKGAPVLKYAQVIGYAAEDIAPGAHVHTHNLAFRAVEAD
HAFATNLRPAPPAPAADSFMGHRRPNGRVGTRNFIAVLSSVNCSATAAHRIAAHFTPDRLAPYPHVDGVAAFVHGTGCGM
AGAGEGFEALQRVIWGYARNPNVGGVLMAGLGCETMQIDWLIEAFGLTPGPLFQHMTIQDTGGLRRTVEEGIARIEAMLP
LVDAARRTPCPASDLAVALQCGGSDAWSGITANPALGHACDLLVAQGGTGVLAETPEIYGAEHLLTARAKDRATGEKLIS
LIRWWEDYTARNGGSMDNNPSPGNKRGGLTTILEKSLGAAAKGGTTPLTAVLRYAEPIAETGFVFMDSPGYDPASVTGQI
ASGCTLVAFTTGRGSAFGSKPAPTVKIATNSAMFTRMTEDMDVNAGRILEGAASVEEVGREIYDLWLRVASGETTKSEAQ
GLGDHEFVPWQIGAVM
>OLS45078.1 6-phosphogluconate dehydrogenase [Rhodovulum sulfidophilum]AB26
MDDPRIGFVGLGLMGRAMVECLQKNGFELTVLGHRDRSGLDEALAQGATEAASGRALAEESDIVMLCMGTSDQVEARIYG
PDGILAGARAGQVVIDFGTSLPASTLKIGADLAKKGAVYLDAPLGRTPAQAREGRLNIMCAGERAAYDRVRPVLDVLGEN
VFHLGKLGNGHTIKLINNFFAMTTACAMSEAFAMADAAGIEREALYGVMSAGPLKSGMMDFIRAYAVEGRIDLAFSVANA
AKDVGYYRRMTEDLGRDSPISGAADAALRAARDGGAGDLMVPQMTDWIATHSKKGQT
>OLS45079.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MRLDGKRAFVTAAGQGIGRAIAEAFAAEGAIVVATDLDPTRLTGLTAQTFGLDVTDKAALTEAIRAADPEVLVNCAGIVH
AGTLLEATDDEFDFALALNVRSQFHAMQAALPGMLKRGHGSIVNISSVVSSLVAAPNRFVYGATKAAVIGMTKSVALDYV
TRGIRVNAICPGTVDSPSLHDRLRAMGDYEAAHRAFVARQPMGRIGTPAEIAHLAVYLASDESAFTTGQTHVIDGGWAVG
>OLS45080.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MGIGRPREDRRLTGVLAMALAVTFFTCIDSSAKWLILAGLPALQVVFARYLIHFLLALAVFLPREGLSALRSNSPVRQVL
RSAFLLGSTVCNFAALKYLPITVTTTIMFAGPIAVTLLAIPMLGERVGLRRIAAVCTGFLGVAVVMQPWGAAFHPAMLLS
LGALTLASLYFVLTRMLAGIEAISTQQIWSAGLAALAILPFVPGGWDWPDGGTDWTVFLLIGGFGAAGHIAATEAHRLAD
ASLLAPVVYLQVFLAALAGILVFDTWPTVWTLCGGAIIIASGLYIWRRERAQLGSPKRPGP
>OLS45081.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB26
MTRSIIITGAGRGIGRATALAFLEAGWRVGLAGRGGAALEAVAEGRPGALVLDCDVTDAASVEAAFDRAMAAWGRIDVLF
NNAGVSVPGAPVDEIAVEDWRRCIEVNLTGSFLCARAAFARMRRQDPPGGRIINNGSVSAHVPRWGSVPYTASKHAITGL
TRALALDGRAHGIACGQIDIGNARTDMAETMTRGVPQADGRIAVEPVMDVAHVAGTVLFMAGLPPEANVPFVTVMATTMP
YIGRG
>OLS45082.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB26
MSDTRANKRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSGRPVIGIANSGSDLVPCNKIHVFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPALLMGAATVDIPAIALNGGPMLDGWW
KGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGKRIVQMVLDDLKPSDILTRAAFENAIVVNSAIGGSTNAPPHLQAIARHAGVELDVTDWEKIGHDVPLLVNMQPAGAY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLDGVRSTDPDVIAPYDAPLRTQAGFKVLSGNLFASALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELEIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLKTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLADGGCLELATAYRRIARVLPRDNH
>OLS45083.1 branched-chain amino acid transporter AzlC [Rhodovulum sulfidophilum]AB26
MTEAQAFRRGALDCAPFILIVVPFSLLFGVVARDAGLDLLQAMAMSVLVIAGASQFTALALLEDHAPVFVALLAALAVNL
RMAMYSAALVPHLGHARLGVRALMAYLMVDQAFAVAVRTYEAEPAMTPAARVAYYFGCMVLICPFWYGGTLTGALVGQAI
PAEFSLDFAVPVCFIALTAPLIRSLPHAVAALVSALAALALAWLPWSLGLPVAALVAMITGAQTERLLQRRRRA
>OLS45084.1 hypothetical protein BV509_12525 [Rhodovulum sulfidophilum]AB26
MISDAAFWTLTAALAVGTFLIRFSFLGIFGRRTLPPWALLHLKYVGVAVFPALVAPLVLWPEATGGSPDPARLIAALAAL
IAGLRVSVVAAIVAGMGTLYLIEAAARLL
>OLS45085.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB26
MTHLQFADSLSRLGTESAFTVLARAQSLAAQGRDIINLGIGQPDFRTPDHIVEAGIKALRDGHHGYTPANGLPALRHAVA
TDLHRRHGVEVDPENVVIVPGGKPSMFFAMLMFGQPGREILYPDPGFPIYESAIRYSGATPVPIPLEERTGFAFEADRVL
ERITDRTSLIVLNSPANPTGGVTPRAEISRLVKGLAAFPRVAVLSDEIYSSMLYGGREHVSLLQYPDIRDRLIVLDGWSK
TYAMTGWRIGYAVWPDAALDHVTRLCINDHSCVNAAAQHAALAALTGPKDTVAAMVAEFDRRRAHIVRELNALPGFRCPD
PGGAFYAFPNIEGTGMRAAEAQDLFLEKAGVATIAGTAFGARGEGYLRLSYASSTETLTEAIARIRAVL
>OLS45086.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB26
MTDTPLLICGAAFTEDERARLSTAVSSVSVDGPGAIAGLAPAGSARLRAVAYKGHEPFGAAEMDRLPGLGLIANFGVGYD
AIDVAAATQRGIRVTNTPDVLNDDVADLAVGLILAQARSLVRGDGWVRSGRWTKYGAMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQEKETPGWQYHADPVSLARAVDFLVVALVGGPETRNYVSAEAIAALGPKGVLINISRGTTVDE
GALIAALEEHRIAGAGLDVYLDEPAIDPRFQGLENVVLQPHVGSATTETRRAMAELQLANIRAFLDGQPLPTPVN
>OLS45087.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB26
MKVLILGAGGFIGGRLARALARRGTLRGRPITGLALADLAPPPVPEAPFPVESLKIDIADPASVAAGIAPGTDVIFHLAA
VVSAHAEEDLDAGMAVNMAGSLTVFERCRALGTCPVLVFASSIAVFGGAVPDPVTDASFLNPQTSYGTQKAVAELLLNDY
SRRGLVDGRGLRLPSISVRPGRPNRAASAFMSGIFREPLSGQEAICPVGPDFAHYYLGPRRCVANLIRAAELEAAALGQN
RCMTMPGRRWTIGQMIAAMTEVAGPAPARLIRWEPQPEIQLIVSGWRDDIRADRALALGLTADDSFADNIRQFLEDDLPG
GPVLS
>OLS45088.1 2-dehydro-3-deoxygluconokinase [Rhodovulum sulfidophilum]AB26
MPDRSFLAIGECMVELAPATDGLFRMGFAGDTFNCAWYARRLLPADWSVGYATAVGSDAVSDDMLAFMAAEGVETGAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDKVFAGRDLLHVSGITLAILAPEARERLCAALARARAAGAR
VSFDTNVRPRLWADAAEMRAGLMLGASVADTVLPSFDEEQAAFGDASPEATVARYRAAGATTVVVKNGAAPILLSAEGTE
AEIAPEPVARVVDSTAAGDSFAAGFLAARATGAAPPEAVRRAAALAGAVIQRRGALAPDIFAPEGAALQAAP
>OLS45089.1 gluconate 5-dehydrogenase [Rhodovulum sulfidophilum]AB26
MDLFDLSGRTALVTGASMGIGLGLARALAAAGVRVVLNARGAERLEEAAATLRVEGAGVDILPFDVTDAEAAARAIDGYE
ARRPIDILINNAGIQHRAALEGFPVEAFDRLMRTNVNAAFYVARALAPHMIARGRGRIVNIASVQAALARPGIAPYTASK
GAIVNLTKGMATDWARHGLCCNAIAPGYFDTPLNAALVADPEFCAWIERRTPAGRWGRIEDLAGACIFLASDASAFVNGQ
VIYVDGGMTACL
>OLS45090.1 isomerase [Rhodovulum sulfidophilum]AB26
MRFSANLGFLWRELALPDAIRAAAASGFSAVECHWPYDTPRAAIRAALDETGLPMLALNTRPGDRDAGEFGLCALPGREL
EARAAIDQSIAWAAALGVPQIHAMAGCARGPEAEAALAAALAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
DRVAAPNLKLMFDCYHVQRAEGDVSARLQALMPLIGHVQVASVPDRGPPDHGELDYAHVFALLDRLGHAAPVGAEYRPPG
PTGDSLGWMARFGAEGA
>OLS45091.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB26
MTDPAPFEIFLAALPGLEPLLAEEARAAGFAGPVTVAGGVTVQGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKLDWAAVLRPDRPVRVEVQCRASKIYHAGAAAQRIERALAETLGAPIGGEDAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGTEPVVDPMCGSGTFPIEAAEIAGGLAPGRDRSFAFEDFASFDPAAWTAMKAPR
PAPAAQVRFFGSDRDDGAIRMATANAARAGVADRTDFRRHAVSDLVRPDGPPGLVMVNPPYGARIGERKLLFALYGALGA
TLRERFAGWRVGLVTSDEGLARATGLPFLPPGAPVAHGGLKVRLFRTAPLP
>OLS45092.1 alpha-ribazole phosphatase [Rhodovulum sulfidophilum]AB26
MGVILLRHTRPDVAEGTCYGRTDYPPAESFSEEAAEVLAALPPVHRVLSSPLLRCTRLADHIGAARGLPVETDPRLIEID
FGAWEGTPWAEVPRDGLDHWAAHFYESRPHGGESVGMFYARVVPFLEEMHGAGTVLAVTHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>OLS45093.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB26
MTPAARAREEVRLGVLALQFVSRLPLPADPGYTPDRMRRATRYFPLCGALIGAALGLVYAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALGLKAAALAGLGAAAGGWAAAGALVAAHGLSRL
ASVIVMVRLPYARTEGKAAFAAAGPGRDGMAIAWGTGALIALGLWIGAGGGAALTALALAVAATLGTARMLTRRLGGHTG
DGLGAVQQVSEIAILLGLLAWV
>OLS45094.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MTTDTDFAAALQHKIDFKTKPLGSLGRIEDLATVIATVQGTLSPRMDSCELTIFAADHGIATEGVSKFPQEVTRQMVLNY
LAGGAGANAFARAVGARMKVVDAGIAGEPFGLADLIERRIGAGTKSFLHEPAMSAQECARALEEGRKLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDILVGRGTGLDDDGLTHKRQVLERAAARTGDLGPQEALAQYGGFEVAMMAGAMIGAAE
AKKVIIVDGFIATAAALAAARIAPGTRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>OLS45095.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB26
MFKDKTSHLISRRGFIGAAGAATTLAACGNGVGSSGASELDARVDSTRNYLFAHYPATRELSQKAQGILWMPLITKAGLW
VGGAYGRGALRINDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGSGWSAGADLEYAVTNDGGMVSADTIT
ALDPIIAIVFGQAGLIFGATLEGTKYTRIIP
>OLS45096.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB26
MQIASFNINGVKARLPAVLDWLDASSPDVAVLQEIKSVDEAFPREPFEDRGYNLETHGQKGFNGVAILSKSPLEDVRRGL
PGDDEDAQARWIEATVMGRRAVRICGLYLPNGNPAPGPKYDYKLAWMARLETRARELLAAEEPAVMAGDYNVIPQDEDAA
RPEAWAKDALALPRTRAAFRRVLNLGFTEAFRARVQGPGHYSFWDYQGGAWDRNDGIRIDHMLLTPQAADLMTDCRIETG
QRAGEKPSDHVPVWIDLDA
>OLS45097.1 monooxygenase [Rhodovulum sulfidophilum]AB26
MLLGSRKITVLGAGIAGLAVATALARHGAEVVVLERADAIREVGAGLQVSPNGVAVLRALGLGNALAARSGRGSAVVLRD
YRRGARVLRLDLSRGARDYFFVHRADLIDILADAARAAGVQIRLLHEVTGLSLEGDRAELITAQGARASSDLLIGADGLH
SVVRAALNGQVTPRFAGQVAWRALVPARGKVPPVANVHMGPGKHLVHYPLRGGDMINIVAVEEREAWVEEGWNRTGDPDA
MRRVFADFGGEVPRLLEQVHSVNLWGLFRHPVADSWYRGPAAILGDAAHPTLPFLAQGANMALEDAWVLAAALARHPTAE
AAFAAYQAERRPRTARIVEMASKNARNYHLSFPPLRLAAQTALRLGGILAPGAALRRFDWLYGYDAAARYPLPAAAV
>OLS45098.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB26
MKAEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLLNESRETLEGLQDSSRNIPDIADRASEETDRALELRTRDRQ
RKLVAKIDAALRRIDNGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERRERVHRDD
>OLS45099.1 ATP-binding protein [Rhodovulum sulfidophilum]AB26
MKFGSTDAYVAADDLTVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLMEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDERVHDVANYIRRGKLWQAFAAPAKVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKAKERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLQAALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMRP
EDLRKDGRSALPKLHGALLKNEQDVQLFERLAFMARRGG
>OLS45100.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB26
MSATVETVHVALPGREYDIRIGEGLLARAGAEIGPLLRRPRVAILTDETVAALHLAAFRAGLGDIEAPALALPAGEATKC
WAQFGRAVEWLIEQKVERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPQGKNLIGAF
HQPSLVLADTGVLGTLAPRDFLAGYGEVVKYGLLGDAAFFEWLEGQGPALAAGDVAARIAAVKRSCEAKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCAQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
DGLIALMGQDKKVQDGTLRFILARGIGEAFVTAEADPALVRSILAEALAAR
>OLS45101.1 shikimate kinase [Rhodovulum sulfidophilum]AB26
MGAKLKKTVVLVGLMGAGKTAVGTVLARRLGVPFLDSDAEIVKAAAMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVL
STGGGAFLGEANRAAISGLGVSVWLDADLDLLWQRVRHKDTRPLLRTPDPQATLAELYHARRPFYAMADLAVRADPRYSI
EDMAGRVIEALKTRPDVMEAA
>OLS45102.1 hypothetical protein BV509_12620 [Rhodovulum sulfidophilum]AB26
MSTRARVPLLLAAVLAAGAPAWAERPLSAIDWLSDSVAAPGPRKPPATISPVPGAEPITVVPLGTTLIDAVGLLPAQVTG
LPRDLWGPGETQTIARAIRAERVDTLPAVQELLVTLLLAELDPPTGGGADGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPVRIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEEGDALPLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRSTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGGPEAVTDTLDAAWTAMVSAELEVPFAQLYGPRLARMKLGGPAGALAFRIGLLSDEYEEI
ARTREPQTNEEAFLVGIARGDLQGLPPLGSLAAALQDGFDQPALGPGPSRLIEEKRLGEAILAAIDLVTDGAQGDILDVT
RGLGLLRQLGLEDVARQSALQLMLLERRG
>OLS45103.1 recombinase XerD [Rhodovulum sulfidophilum]AB26
MTPDAARWISAFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGAFETATETEITAYLVACEAEGLAPTTRARRLSAI
KQLYRFAYEEGWRTDNPALQIRGPGRARRLPKTLSHDEVERLIEAAGRSPHDATRNACLMEVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALAAWIAERDAAEEAARAKGLPASRYLFPGRGQAGHLTRHRFYVLIKELSVA
GGVDPAKVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVSTTEIYTHVLEDRLRDLVLEHHPLARDSGPS
>OLS45104.1 hypothetical protein BV509_12630 [Rhodovulum sulfidophilum]AB26
MDSPATVADAALFISSAAIVGLLLLSAFFSGSETALTAASRGKLRARADKGERGAETALTITEDNERLIGSVLLGNNFVN
ILATSLATTLFTRLFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPELAASRVSPLIRPIILILSPVVSAVRALVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLSERTVEEIMLHRSQIEVIDADLPPETILMTCLE
SSHTRLPIYKDDPENIVGVIHAKDLLRAVERLVRGPDGSPEKISELRVLDVARKPYFVPDTTTLDDQMREFLRRHTHFAM
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRTEDGAILVDGAMTIRDLNRAMDWSLPDEEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>OLS45105.1 ATP-binding protein [Rhodovulum sulfidophilum]AB26
MPGDIFLGGAGADHADPQVLRLDKANRHGLIAGATGTGKTVTLQILAEGFSAAGVPVLLADVKGDLSGLGAAGSPALRPH
DAFAARAARIGLGDYRYRAFPVTFWDVFGREGHPLRTTVADLGPLLLSRLLELNEVQEGVLTLAFRVADDEALPVVDLED
LRALLAWVGARAETLSLRYGHVSAASVGAIQRRLLVLESQGGAHLFGEPALQLSDLLLAAPDGRGRIGILAAKALMTAPR
LYATLLLWLLSELFETLPEIGDPEKPRLVVFFDEAHLLFDDAPKALVDRIEQVARLIRSKGVGVYFVTQSPDDLPEDVLG
QLGNRVQHALRAFTERDRRALARAAETYRDNPGLDIATAIREVGTGEAVTSMLDAKGAPGPAQRTLIRPPASRLGPLDPD
ARAALIAASPLAGRYDTPLDRDSAAEMLAARIAEIAAPTEAPSARRFSGPHSPARSVPRDGSRAESLGAALGQALIGELS
GPTGRRLVRGLLGGLFRKR
>OLS45106.1 hypothetical protein BV509_12640 [Rhodovulum sulfidophilum]AB26
MREFFGPLGLAMLTALAAPALAQDAPVQPESSGTPAQVDSTPAEQLPMGQAEAPKAPQAFVKETYKDWRVVCVRADERES
CNMQQLLRDADNNAVAQVSVAPMPPAAAPRVAAVEVATPLETLLSEDLLVQIDTSQAKRYRFSFCTPQACVARFALSAED
LAAFKGGKEAKVVIVPLVAPDQKANITMSLAGFTAAFDDALSTMSGQN
>OLS45107.1 beta-ACP synthase [Rhodovulum sulfidophilum]AB26
MKRVVITGQGTINALGHSVPETLAAFREGRCGIGELDIQDLDRLSIRIGGQVRGYDPEAHFNRQQIALYDRFTQFTLLAA
RQAVGQAGLTFSDELSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRSGMSRVMVTGGSESMLCFGGIKAWEGLRVMSKDACRPFSANRNGMVQGEGAAVFVFEEYEHAT
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPADVGYINAHGTGTAANDKTECAAVADVFGAHADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIAPTVGYEEPDPECALDVVPNEAREVQVDVVLSNAFAFGGLNAVLALR
RV
>OLS45108.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB26
MSENVKDKVIEIIAEQAVLEPSDVKMESTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVAAIVTAVE
SLVAEKHA
>OLS45109.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB26
MSFTIQEIATALGAPAEGDLDVKVTGAAEPATAGPQDLALAMDPKYAGGLTEGAAQAALLWAGADWQAMGLKAAIFAPRA
RLAMAGLTRMMDPGPEIATGIHPTAVVDPTAMIGAGAAIGPYAVIGARARIGANARIAAHAVVAEDARIGDDALLMYGVR
ICARVKIGDRFIAQPGATVGGDGFSFVTPEKSAVEAVRETLGDTGSSRQQHYTRIHSLGAVTIGNDVELGANSTIDRGTI
RDTQVGSGTKIDNLVQVGHNVQIGEDCLLCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAALQKAVSKLAERD
>OLS45110.1 murein L,D-transpeptidase [Rhodovulum sulfidophilum]AB26
MPLSHLRGAAFAGLVAACFGFAAPAHAETELTAFKQAVAAAAVQNDAIAAFYRDRDYAPFWTSADAAARRSALVTVLGEA
SEQGLPAARYDADRLVETFREARTQRAIGRAEVAAMRMYLDYAHDASRGVLTPGAVLSEIKRKVDRPAPATLIEGLAAAP
SPLAYLRGLSPQSPEYARLMREKIRLERLIAAGGWGPEVGGGKIEPGQSGPRIIALRNRLIAMGYLPRTATQTYDATLQK
AVQAFQFDHGLTADGVAGPSTMQELDVPPERRLRSVLVAMERERWLGNARGDKHVLVNITDYHARIVDKGEVVFETRSVV
GQNAHDHRTPEFSDVMDHMVVNPTWNVPRSIAVREYLPQFQNNPNAAGHLMLVDGAGRVVTRAAVDFTQYTASNFPFDLK
QPPSNGNALGRVKFMFPNPYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPYDFAYALLATQTDDPKGFFAAKLNSGRETR
VDLEHPLPVHLIYRTAMGEPKGRMQYRRDVYGRDAAIFDALQAAGVALPEVQG
>OLS45111.1 Tat pathway signal protein [Rhodovulum sulfidophilum]AB26
MTTPTYCLTRRGVLAAFAATTVAAAPTYSNAFGLMRGAGDVRRVRMYSGRTGENIDTVYWIDGEYIGEVVKEINHFMRDW
RTDSAISMDLRNLDILAAAHSLMDVREPYMLLSGYRTPETNAMLRSRSSGVAKNSLHMKGQAADIRLKSRSVDQIARAAS
ACHAGGVGRYSRSDFVHMDCGPVRSWGR
>OLS45112.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MGLVSDGLRPARPAGGPDAYVTLVTNADFALGARALVRSLALSGTGADICVLHTGGVDAASLAPLADLGARLVETDLLPT
SAAFNAAHARDRLHREAPFTKGEKPAFHTPLDNFCKLRLWQLDYDRAVFLDADTLVLQNIDRLFDYPEFCAAPNVYESLA
DFHRMNSGVFTARPSQATFAAMMDRLDAPGAFWRRTDQTFLQEFFPDWHGLPVFCNMLQYVWFTLPDLWSWPEIRVLHFQ
YEKPWQDHAKADRLKPLIDLWRAYAEGAAIPDPASLPGPAAP
>OLS45113.1 hypothetical protein BV509_12680 [Rhodovulum sulfidophilum]AB26
MSLAVTGATGLVGRFFVEEALARGEPVTILGRTPPPPGFFSAPTGFRPYALGDRPDLSNLDALVHCAFSHLPGRYRGGEG
SDPAGFAAANLDGSIALFETARAAGLRHLVFLSSRAVYGHYPPGTALTETLTPYPDTLYGEVKARAETALLSLATDSFAP
LALRATGVYGPAGPGRPHKWQTLFDDFRQGRPIAPRRGTEVHGADLAAAARLLRDAGARGVFNVSDILLDRHDLLALVAE
AEGIPHPLPPRSDAAVSAMRCDRLAAFGWTPGGLARLTATIPALCRPCPAN
>OLS45114.1 hypothetical protein BV509_12685 [Rhodovulum sulfidophilum]AB26
MIDITEETAEGLLEIRATGRVTEQDYETVLIPAVTRARDWGVPVRLLYQIGPDFDGYSPGALLADARLGLKHWRGFEKIA
VVTDNDKIEAGVRMFGFTLPCPVRTFDLDKRDEARLWLRESLGALHVEEIGEDALEVQLIGRLDSASYKARTPDLDAYGA
AHDRYRLMVDLRRFEGWQGPAAVGEHLGLIRHHRRQPYRIAVVGDKSWMKLAETVLPMVLDAKTKYFDEDDYPAARAWLL
A
>OLS45115.1 hypothetical protein BV509_12690 [Rhodovulum sulfidophilum]AB26
MYDAFFGLAHRPFGVAPCEGSVHWTDPHWHDFERLRLALIDGAPLALVLGDTGTGKTTFLRALLRDETLADIFRPAFQTN
PTGDGPALLRWILSAFGAEAGAADLDTLLARVETVLADIRAAGRLPLLAIDEAQGLSDCGLEMLDRVAHPDRGDGAAFQV
VLAGLPDLEPHLSQARPSFLSLAEDSVVRLKPMTAAETADYIRTRIAAAGGSAGTLLDADAMALIHGQAQGVPRLVNVLC
DRCLNAAFAARQPRPDAALVRSVLADWTDPSGADSCVFETPDAGGPQAMPRPAHRPAPHAARPADPAPMPPGASPDAAPA
DRSGPAPEAGPMAGTTAARPPSLPDTIQFHLLSDPAPSPATPTAPATPAAAMTDRISAKPSPAPLAAPPAAAQAVPASRR
SRGGRAIAALAGAGIGLAASLGALALLTGPGRDPAAEPGTHEPRLAASGQGAGIGPDAALAPLSDRLAEARAAAGAADAE
ARAAARRLDDTRARLVAAESRLAATRTELDAIEARLRAASAEAGTAEIRRDTARSEAARAEAGLAGLRDRIAEAELRLAA
LTRRIDETGAEPLIGLSATAATRPAPKPPAAALAAAAVPPVTLHAAPSDPRAAQRLYRQALASTDLLDIAIAYSRAAVNG
QARAAYYMGQIYEVGDGVGRDLDTARQWYMTASVEVDAARARLSDLPERPAEPERAQAWPLASALSDGVAELVWQGSGPF
VVELAPEPGPPSAVFATPLTAARIALPSRPALAWWRVRAGTAAPTEWQPLTPE
>OLS45116.1 hypothetical protein BV509_12700 [Rhodovulum sulfidophilum]AB26
MRFAWLAATAALLSVSATGGICQQAAPTGLDLTAEDVQDLSQQAASYRRIIAALSEESAQAEAVLTRTQDRLRTALNELA
EAEARLEDLTGRQAEAEDRLAATGAAKAELSDLTAEIEAARAVLAELATERDRLNAGTEQLRTAQADAAAGLQELQTRVA
TATEAAEAADRRAAATRAELDRLSTEAETARREAADLAEAARAARAEAEAEAASRAEAEAALAEDEAALAEDNRSASARR
DEAQAAAERAEAEQAAAEALLAATRQKIEDMAPRLAEAEAAIREADDARAGTGAATAALKDIEDRTEAARSALAAAEGRI
AETEAALEARRADLAAAEAAAREAGAAADAARATRRQAEAGAQEATGRLTGIETALEEAMAAEAEARDRAEAARAAAATA
EAEAAALADRVRAAGAEKDALQAEIAKARATLDRLRQDTEAATRMRDQARAEADTAMADGRARAATLVEEARAMAEEREQ
AAEARVAGLEARATRLAADIEAARRLLPDASQTGTGTSGPETPAAAAVMAPSPPAPGARPAYRAGPAPSGDAVARAVAAA
PGLQEASPAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>OLS45117.1 hypothetical protein BV509_12705 [Rhodovulum sulfidophilum]AB26
MPLLFPRPRARSAPRRRVGTVTGSLSAVLAGVNVGRRFVLLTAAGYLTALAAIAAALWLVAVPALHKLHLAALETQAQTR
AGSVQDTLSLVLADALSLAHAPQTGAYLSSDAAARTTRMRRALERLSDGVTAQVLLFDRNGTVRLRTPGVMVRPVFGLAE
TRQGLSQLSVGRIGGEPLISYRPGHGGNSADSAFLMSIPVFAGGQPRGMLVIEKHLDLSRVLTGDAVSAKTRLATAFQVA
MYADWTGHRDDLIAAPVAGTDFFVVIERNTRLTGRLAREMGREVVLFTGLALLVPFVAMGFAGRRFIVAPHRALEQSRRD
LAASRDELAELAQIARMSSDSIVVSDAQRRIVWTNPAFLALTGYTAREVLGRDADTLLQGPGTDPAAGRRLREAIARKEP
VRAEILNYRRDGTPFWAHLSITPIFDADGRVIRFAAISTDITRRKTYEGELERARHELEHQALHDSLTGLPNRRALERLF
AGIDPEGDPRSVVRIDLDHFKNVNDTHGHAAGDHVLIRVAEILREGTDPGDVPARIGGDEFVIVLGPGRDTDEAMRLADR
LRNEIGRDIPYQNKTCRIGASFGICGTGDGLVDIGALLVSADAALYASKDDGRSAITLYTPDLHRDVQEKRRLAVEIERA
VLNEEFLPYFQPQFDAVSGALVGVETLARWHHPVRGILPPAAFLGLAAQMSMMPEIDRIIYRKGLQEVAAMNRAGFDIPK
VSFNAGVAQLRETDLPGIAAAIDIGPTRIAIEILESVLVEEQTDEFGFHVDLLRDHGFGIEIDDFGSGHASVVGLMQLAP
DVMKIDQRLIVPVTRTERARQLVRSIVDIGHTFGIGVTAEGVETAAHAEILAALGCHTLQGFHFARPLAPKDLCARLSEG
EMGRGRDPGASSVA
>OLS45118.1 hypothetical protein BV509_12710 [Rhodovulum sulfidophilum]AB26
MSPASAIPGPDTAAAEATAAVEPQPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGQGVGLTFRREIPNFLRLDPFR
LTDLAPAELPSDPAAEVELAETDGTDTADADAMAEDSASEEMPPDATDETVEDLAEDSFDLGAGNVEDALGNSPATDLAG
ADVPESDPDLPDTDFPALDEAGAEETGLDMPAEPGDAEPLGADAMAGDVDEGLSDEAPMDLTGSGRPADDETAAEMDEGV
ALGAVETVAESMKFGADEFHLDTAEDDSLDTVGEDMLLEDEGMPAEASEDLVSDEIGPEDTGSVDTGLEGVGLEDMGLED
MAEDPSDAAFDVPGETAEDDVPELAQESAAVDALTDSAPDDIGAGLDTDSAETAELDPGTGTEGPTGGDTGLDQIMDRLD
LIEFMLCGQRDGEAGSAESDPGESLGTRISQIEAGLARVEAEQGRLAEGLQRVEAAVSRIEAALEGLAGQAAASAAPPAD
GASLGDALDAVDQRIEAIADRLTEVQSSHSGEIAALIERIERLAETQPEGSVSADDIAARAIEIDALSSLVTALSEQLMA
GQGGGERKDGLEEVLERLNATQESIAAMVSQLVEGTPAPERQISA
>OLS45119.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB26
MYAFEIDRPTTLDAAVTALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIDDLKGICIADDGALCIGAATSHATVAA
EAAATYPALADLAAHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASRAMIRTNTREIAADDYFEGMFATALEEGEIITE
VRFPLPEQAAYVKFAQPASRFALVGVFVARFADGVRVAVTGASEDGVFRWTEAEAALSDDFRPEAVAGLSVDPEGMIGDL
HGSPDYRAHLIRVLTGRAVAAAAA
>OLS45120.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB26
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTGVDTSAAEAMPGVLRVFTGADFEGVGGLP
CGWLVTDRFGQPMQEPGHPVLARGKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMKAALDPDAPLVHDELK
NNLCYDWGFVEENRAAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGRFQALRTE
THANMGAYLSTFAPSIPTWLHGTLMAGNYKTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
LRRRNFITEFPYATPVAVEYDTGDYNATLDKLLEIADVAGFEARLADSKSRGMLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAAHLMEAAPEDIELKDGRFSVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTVCSFAAADDFGNIVNPMIVSGQVHGGIAQGIGQALLEAASYDDYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGSPPAVVNAVVDALQRAGHTGVTHIDMPLTPARVWAAMQG
>OLS45121.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB26
MTKVSMKVNGKPVSGEVEGRTLLVSFLRDTLGLTGTHVGCDTSQCGACVVHVDGQAVKSCTMFVAEAEGCEVTTIEGMAN
ADGSLSTIQQAFQDHHGLQCGFCTPGMVMSAAALLAGTPKPTEAEIRHYLEGNICRCTGYHNIVKAILAASGQDVSDIGG
DAIAAE
>OLS45122.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB26
MKLAATHDIAAPRATVWEALLTDEVLKACLPGCQELSGNPEDGFEATVLQKIGPVKATFKGHVTLSDMEEPSALTLSGEG
KGGAAGFARGAARVTLEEISEGTRLGYEVEVEVGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPSETDEAGAEPEGA
DPAEDAPKGKGWLGRLMTRKAEAE
>OLS45123.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MTAVQNRPVAGPAPRRFDTAMVIDDHPLFCDALSMTLKSAVGIARVETSDHLEDALSRLGQAPRPDIVLLDLNLPDVTGL
DGLIRLKTAVGETPVVVVSSMADPRLIGTAIRAGAAGFVPKHSPRDVFRAAFATIAEGEVYVPDGVVLSDQTGAPARDDA
IRRLALLTPQQGRILQLICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMTDPS
>OLS45124.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB26
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMKARGLRLIEEETGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVPKMQPLIGEGTTIVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPNRVLGCVVYPAAEVVEPGVVKH
IEGNRFSLGEPDGSKSDRATRLSQALAAAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITDTPTPAIDTVLALVSLRA
RVAGLY
>OLS45125.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]AB26
MNVQTIADLLQGHDDAAPAIGAPGRPWLDFGGLRTQARSVAEALHRAGIGRGDRVAIVLPNGPEMAAAFVTVAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEAYDGPAAAAARRFGLIVLRLSADPAEPAGRFTLQAEGEGGECDTSAPGPEDVAL
ILHTSGTTSRPKIVPLLQSNVAASAVHIRDSLALKPADRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MAEARPSWYTAVPTMHQAILSRAGRNRETIEAVPLRFLRSSSASLPAQVMTALVETFDAPLIEAYGMTEAAHQMCCNPLP
RGAQKPGSVGVAAGPEVRIAHEVENRLTDGTGEVVISGPNVTPGYEGNPEANAKNFFEAEGRRWFRTGDQGAFDEDGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVTFALPHPKLGEEVAAAVVLKEGAEASEREIREFAAGRIADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>OLS45126.1 tricarboxylate transporter [Rhodovulum sulfidophilum]AB26
MDVLALLADGFATSISPLNLLIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPTSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTVSVVLFTAFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDMPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMTRMWRTMSLGSVLGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPFTVLCAMVL
VLCIVGGYAPDQRMHDVWMIAGFGVAGYVLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVDRPISAVFMAI
SVLLFLLPLIRLLRRSRARASNPAPAE
>OLS45127.1 hypothetical protein BV509_12760 [Rhodovulum sulfidophilum]AB26
MLAADRIIALALMGLSLCFMIYALRLPIGWEPETGPGAGAFPFWLGLGMLLASGAILARSFVVRPHSDETFIPDADAIPQ
ILGVIGLLLGAIALIPLLGAYIALMLFLLAYLRIIGGHGWVLTGILTLTTPVFLFFFFEVTLKILLPKGITEPLFYPLYA
MFF
>OLS45128.1 hypothetical protein BV509_12765 [Rhodovulum sulfidophilum]AB26
MTHRFTRRASLALMGAAALSAAAPAFADEWKPIKPIEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDKSGDAHVIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDTFVLWVSADSEIRTLDDFVASVKASGGTWKMG
GTGTGQEDSLVTAMLEKEFGIKVTYVPYKGGGDVATALIGGHVDSTVNNPSEQMGFLRAGKSRPIAALTADRLETFPDLP
TFTELGHPLVYTMQRSFVGPKDMPEGAVAYYTEMFRQLSETEEWRKYTAEQALLADFLTGDALQDYFIEERDKHAQILRE
MGSS
>OLS45129.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MQKALIGSKLRQLRRDHGQTQAEMARRLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
SDPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRIARIGGTGTEPRLLVTSPETAVHDFFRDNRNYFDALET
AADNVRGQFIGGADDMYAQLKRYLRLKFDIEVRVEPSQDMPDALRVFDRQAGQVRLSQALDHANRVFQLAHVLALADIPY
LLDSMIGQSGIDSDLTAARCRVELANYFAAALLMPYDPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTTLQRDGARGVA
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLAAEGPVARIGVSCQLCPRQACSQRAHQPLHMDLPMDGDRRGKTRYES
>OLS45130.1 hypothetical protein BV509_12775 [Rhodovulum sulfidophilum]AB26
MDTGVLQVFAVPMGAAPVPRPGGYAGKRLLDIVLSAALLILCAPVIGAIWLLLRVETGRGFARRTRIGRGGVPISCLVFH
TARSAPARRPVRARPGDLWARRRDTGICIGTHTGTEPAAGRVGLRVRRLGLAGLPMLWTVLRGDMSLVGPRPATRADLAR
YGLARSVYLAMRPGLIGLADAHPGGRFCDRVHDDLRYSQIAGPWVDLRLIAGALTRRDAVGPRKAAGFGPLTPMTGPLPF
PGASPAPRR
>OLS45131.1 hypothetical protein BV509_12780 [Rhodovulum sulfidophilum]AB26
MERGDPGFLGRGWAFPPDFDPAEGGARMVEAVEDIDQSLRILFETRPGERVMHPTYGCRIHDLVFEPMTAATARAVETAI
ARAILFFEARITLREVRVSFENWAEGRMSVFLDYEVERTNTRHNVVFPFYAQEGTLVTGTPVAT
>OLS45132.1 type VI secretion protein [Rhodovulum sulfidophilum]AB26
MPPAARLTDMHVCPMVTGVVPHVGGPVAGPGVATVLIGSLPAAVVGDSCVCVGPPDSIVKGSATVMIGGMPAARMGDTTS
HGGSIVLGLATVMIGG
>OLS45133.1 hypothetical protein BV509_12790 [Rhodovulum sulfidophilum]AB26
MADSPVKNADGPLGVTVKLNGSALADTVGIVSIRVETELNRVPEAVVTLSDGSVAEQEFPLTDADTAKPGSEIEISAQFG
SNTAQTLFTGIVTGLRLRIRSGSGGQLELSCRDKAVKLTGLCRTAVWSKTKDSDAMSALVQAAGLTADIAATDGPEADLV
QHDCPDWDFLRLLADRNGLVLAVDAGKITAAAPDPSAAAKLTLTLGDDVLDFDARLDTVGLEKTVSVTGWDPAQQTATVQ
TSDAVAAGAWGSSALSDLTGVTGDRTRSQTASYAEGQVSLTSVAKARAARVSLATLQGRCSYPGSAAARPGDTVEIKGVG
DRMGGTAYVAGITHELGDGHWTTTARLGLPQGWRSDGIGPGGAAAGGLVAPVPGLQPATVVALTDSGSENPLSDSAMIKV
SLPLSGDPPVEIWARYAQPYGSNGAGIQFLPEVGDEVVLGFFADDPAAPVILGSLHGGKLARTREATDGNDIKALTTRSG
LEISFDDDKTVLTAKTPGGHSIVLSDDDTSVTVTDSTGNSIKMESSGVTVSSKGTLDLTAEGNITLSSSGGDVSVSGTNV
TLSGDMGLTAKGGTSAELSAGGQTTVKGAMVMIN
>OLS45134.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB26
MTKLKITRCEIQGGDIVKMSGDSNIFTATINPARFKRKYKTRFSGIDRDGAIGKSKPVPKFDRSDPEHLTLTLTLDGTGV
VPDAANTTVSAQIEKLRSIAYSYDGDDHQPNPVEVEWGGGLSDFQGRLTGLDVDYTLFQADGTPLRATVEMTFIEAITEE
KEAKESNDKSPDMTHVLQVREGDTLPLMCQRVYKDVTRYLEIARANDLDDFRDLTPGMLLHFPPIR
>OLS45135.1 hypothetical protein BV509_12800 [Rhodovulum sulfidophilum]AB26
MTIEIGSLVVKGSFGRPAQQTEAVGPEEFAERLADLRRDLEDEIARAVEAAERRLREGRS
>OLS45136.1 phage tail protein [Rhodovulum sulfidophilum]AB26
MEDFAPPVAFHFSVSFTGSAPKVDDTAFQEVGGLETRIETTPLQEGGENRFQHQLPEKVTHSNLTLKRALTGTSSGLVTW
CKSCLEGGFGTAIVPKDLVVSLLDEEANPVASWAVGNAFPVKWTVAGFDAMKNELALETVELAYLTLERKL
>OLS45137.1 phage tail protein [Rhodovulum sulfidophilum]AB26
MADDGSAQSQTVWPLPKFYFQVKWDDTELAFQEVSGLDMESEAIEYRAGNSKVFSKIKMPGLLKTSNITMKKGVFVKDNA
IWDWFAEIKMNIIKRKALTISLLDEEGNPTMVWKVQNAFPVKVSSTDLKAEGNEVAVETIEIAHEGFVIENG
>OLS45138.1 hypothetical protein BV509_12815 [Rhodovulum sulfidophilum]AB26
MAMKTPGVYIVEKSAFPNSVVQVATAVPAFIGYTERAVNGTVSLDMTPWRITSFSEFVQYYGGAPDPVFEIVDFEVASGV
SPLSADGAAMKDPLPRAVFPLGEKKFELKQKNPAFSLYGAMRLFFQNGGGPCYVISIGAYKVRDDQGQLVDNVIDAEKML
TAIDSLKNEPEPTMLVIPEATRLVRQNCVKVQQAMLKHCGNDMKNRFAILDIFGGHLGQKDPLGNPVATFRNDVGINNLD
FGAAYFPWLDTSIFQSRDFSFQNIEPASHPKMMALLKQSVKRNPDLAPEIDRISAPTVTGDFTISVTRGGKVAITEQDLK
AEDDESDKAGLTYALAKKPGTLAGSFVKTEDDSEIKTFTQEDVSEGKVSFKHDDATPEGKFEMTVTDELGISTDTITLKV
EVVGGVLAKADIEAETAVSVDVAADNPEGDADSIVLLEATSTDGKIKALEGVGTWKADAGTVTFTPDPAFAGPEAKVKYT
IFKDDAPLATREIRVLVDGTTPVRQETPTPAAIDKTLRALVPLYVTMMDAIAKRENAMPPAAAMAGIYTMVDNARGVWKA
PANVSLNSVVAPRVNINHEEQENLNVSTTGKSINAIRPFVGEGTLVWGARTLDGNSLDWRYINVRRTMIMIEESIRLASK
AYVFEPNTANTWVTMRSMIENFLTSVWKAGGLAGAVPTDAFSVFVGLGETMTPEDILEGILRITVLVAVTRPAEFIEITF
QQQMQKS
>OLS45139.1 hypothetical protein BV509_12820 [Rhodovulum sulfidophilum]AB26
MRYRVALDLTVRHGFWGDAPAPLRIAAADPGRLARADIVFKTDGTRAILGLPETAPPPAAVALDILAEPRAIALTEGWQA
DAVAVLTPAPGQAETGLAAAQETLPRDLGDRRVCRLLLDLAGADPEAGWALSLRLEPVAALWAYHVTGRGAEGPIRVIDP
ADEVAFEDLGQTPMPDGRRARVLRSARPVPLAARSPWRFRLEETQPAPFDPIALIPVLPAGGANLRPAPGQDGLQSDIYV
SLW
>OLS45140.1 hypothetical protein BV509_12825 [Rhodovulum sulfidophilum]AB26
MIDQALSLAVDRLNGHLAGRFRTGDDVVVLSPLTDAEGKPADAARNKLALFVTAIAEDTMPRSARGPGLSSIGLARGAQA
IHLDIYAMLAAAHDPDKYAEGLKQLSAALMFFQVQPVMTPQNTPDMPPGLAQLSFEIANLKVEEVGQLWGNLGGRYVPSV
MFKIRSVRVDAGAIAGVAAPIRSAQRPEGRAGRGRE
>OLS45141.1 hypothetical protein BV509_12830 [Rhodovulum sulfidophilum]AB26
MSRVTPRQTSAGRIGSGPVKAVRGGGPCAGVLAALCRALAVWAMVTAWAAGAASGAAVARCDGLREPGFLDLGVAHAPPF
VILEDGAPPTGLSVELWRRVETGLIEAGRIEGSHFVICDAIEQQERALTDGGLDLVLAPLTITPERLLSYGFSRQYFLSG
LTIAARHSNEIAFSHALEVLVTTLFQPGTLRAVVLFLVLNLVLAVMIKWVLRDARRRPEEDRAPPGRLLTLVDPYLEAVE
RTLGLKGIGDAGFNLAGRALEMFMAIIGTALSAALLGVLTSAFVSAIGQSDRVDELDLTDERVGIESHSTAQEFLADAYE
AAAGKPDDPECRPLSAAPLAGPGCVTEVSADKLLEALVADEVDRVIGDWAELTYLAGTGRFRGKVTVEQKVYRSEPLGWG
YGSALTQDLRARIDSALIQQIRHGGWRRLAQRYLGSGSIAPD
>OLS45142.1 hypothetical protein BV509_12835 [Rhodovulum sulfidophilum]AB26
MAQIFQSERGSAGPAPQARGGARAGGPQEDRLSALQAKADAATSGGAAARLGALRAEALQRAEAPEEEEPLQGKALQRAE
APEEEEPLQGKALQRVEEDEPLQGKALQRKGGSKTGLPERLRSGVERLSGVDMSHVRVHYNSSRPAAVQAHAYAQGSDIH
LGPGQEKHLPHEAWHTVQQAKGRVRPTTEVAGTPVNDSPALESEADRMGAKAERL
>OLS45143.1 hypothetical protein BV509_12840 [Rhodovulum sulfidophilum]AB26
MTTGRRLFQSFPAVALGLACLAPTACGLVTKVQELPVVERFGFGIEVPCDINLYQQRRMTGAYLQIAVGSAGGVAHYVTG
RPSRKALPRNLVIEEDTIRRLRPEEENGQTRLEGWKRASAVPVAGLGPGTELPAAYTFNFRSQKIDYTGPLVVGQSPTAT
EIPKAGLSTITGPVRVTFTATDATGKTEVTDALGSFTLQIGYGTGRASFVASGFTADSGPALPFDSFSWSRLGLCAPRVV
SSGQGTVRFTGPDGGRVGLLTPGLEPAALLSFEASQFAGTDRPGPPGVAGGVFAIQGNSAILTGVFLSQPSP
>OLS45144.1 hypothetical protein BV509_12850 [Rhodovulum sulfidophilum]AB26
MTRQDRTTLKSFFRDGALPTAEHYRDLIESCVNQTEDGFSKTPADGLQLHSVGSSRAVLSLYEGLGTPYASWVLEHGETQ
GHLHFRQGLGVSGNTLDGAAGGWVSGPPGLTLGRDGRIGISEAAPEWRLDLRGTARMDGRLGRATEGLADPVADGRWHDI
TRPMTGCQAFEVMAGVGGEVGQGHYALVHAVAMNAFHPRNAILNWMFGRRRIRAQTAVYGSYADRLRLRWIATEERHHFK
LQIRTNADYGLAEGAPVRIRYHLTRLWFDPLMTGSRGPAGGPDREDGLL
>OLS45145.1 hypothetical protein BV509_12855 [Rhodovulum sulfidophilum]AB26
MTEDLPPPITFAALMAEATPAAQRASGRIWTDYNTHDPGVTFLEQTAFALTEIAYRADHPVRDHLTAAPEAFDLDALALF
GPRAVLPGRPVTALDLAACLSALPEVARVFVRPAGARGLYEIAVLPGEGTPAATAIDAVAAAFEGMRLIGTDTLPVALAE
TRWLDLAGRISIGPMAKPEAIAAEVYHVVNLVLMGLDATGTGGRRGATRADLFDEPAAIWPPVQAEPGDPARPDLVLAAL
ERIEGIENVHELRLTETAPHDDRRLARPGIVAVHEVRLPAGAARLDLTLDGAPVPLDPHGIAEEYGRLTAARIAGQGNRL
DPRDFDVAFAGRPRAAGRLGVDATLPAIYRIRGGERIASYRGMIDATLGAMAAPLSALPARYAARAVPDPEDAVALRERR
EMLDYLIALQGEEMPDTGQTGLHAYRSAAERLRWDIAWREAYLARLPDFDFHKGTAHPEFGAAARLAHLCDLSPWTGPVV
ALAAAGLTLAPGADAPEAPVPRSDLTLPDPAHDLFLTRRSAPAPLGASDLAALSPWIADGRISPALLRRAASAEAYLLTP
GDDPADGWQLLFEAVPGAPFLYRCATDRDRAALDRLGTRLCRAWQDLNRACEQLLLVEDIRLRGAGRGFAEASVWALLPG
WTARGADPAFRRHVEDMILRVAPAHVHVRPVWLDADALADLAPRIAGWQAGIDGAAADLRAALRQDGGPLE
>OLS45146.1 hypothetical protein BV509_12860, partial [Rhodovulum sulfidophilum]AB26
MTGQPASRPAPEAPPNRIGTLEFRFDLVDGPGPLGTPERLLLAVRADLLETVGHVLAATSVGRADLRLETVEIDLGAFPD
PPDWPAVRRRLAETLTAALAPHLGSPLPDRAGPGTGAPIPARTLPRPEAPRGPAPAAATPAAQMPTGPAPSSDPPPVHAL
PTGPAPGRTGTRSAPATVPAPAPVP
>OLS45147.1 hypothetical protein BV509_12865 [Rhodovulum sulfidophilum]AB26
MRIDGAETAGLAAATSPKPSTGAATAQAQAESGAQSAASPAAQEAFRSPVAPRAPKTDAARDMWAAAPGPAPDGADGIGT
APATEATTGTGQQTEIPAPVGRAAPAAPPREAQPHEAPPREAPPNEAPPNEAQSREAPREGGPIPQARHRQDREADTEDA
SERPSQPAFAEAASDAPAAPDKTAPAASATPRTAARQSAARRLVPALVGTRIGGSDSARVTPETLDRIAAQLTSVPPPEI
PAALASGGGAARAAAQGLRQAALDHPGGTAQILAGLAPEDIARLIAALLPEGAQALSDAVAALERTARDPVSARRAVARA
LLEARPVDLEAARALAPMDERTRALIDLVALADASPRRAAAPPPALPETDAPTASGRDRAAPAGAFPRTPPDAAQSGRVP
ETRRGTAAPEASAPQAGSPRRAKAAADMRPEPPASGPAVEAPLAAPPEAARQAVSDRAASRTSPAGGMDAAEHPDQRPHA
PQTDRAGPRPREAMGAPDGAAPGVTGVTTGLVPPRGGPAPGKAVSDDTGADAGTVELGGREPPDRMPATATDRAGRATGT
SPGSAASPGPESGPDVVTRALEPEGDMPRHRPDGSSGTDRTAPPVGAAPDGWPGHRPGGDARPAPEPAGPADRGDRSAPA
GPAGHAPAEDRPTAPPQGTASGSLRGGGEADPSRTEISPAPDLAGSPTDKLHAGPTDPAAPGAAETAAPGPATDRAPGKT
GKAPAEAENAALPRADAPSETAVRSAAAPPDPDRPDPEGADRDSPAEAAMGTARSTESPPQPGAREVALAGLYEAALGDA
AATVPGMLDQIAEALPASLKGPLDRDGLDAAKLAAAAVAGPGPGAAGRAAGAFLEALASDDAERIVLLRGLAARLGYAAP
APGPQGTLRRTARAAVEDLLRAAGATPAPAPARAAPPAGIAREAATHSLTERAGLVLFHPYLRMLFDRLGLIEARQIRAD
GLPRAAALLAALAEAAPAPRLPDPLERLLLGLPDGTRPEPCPTLAPAEIALIDSLIRSVIGQWTRLGKTSPEGLRATFIR
RRGLIGTDARGAPRLTVAPGPFDMLLDGLPWALGPIRLPWMPEALSVIWRNADD
>OLS45148.1 ATPase [Rhodovulum sulfidophilum]AB26
MTEPRPTDPHAEALKAELGWLAETVTARLTHFFEGTATPFVLPDPPALPGDSALARLIDSAGLDAPARLVLALALAPHLA
PAALDPFFVKNSAIDRVFSEFGAARGEAQAGGPGFAPSAVTALFLLGGTDAAARISAMALFAPDHPLRAAAGLTVGAVAD
PGGATLLSGPLTLPPHRVLTLCAGRPPRPDYAPGFPAKRLTTRLDWDELILPQGVKHSIEHLVAWYAHRHLIREQWGLAR
RVGAGFKALFYGPPGTGKTLTAAMLGKRTGLDVYRIDLSMVVSKYIGETEKNLAQVFDMAEMNDWILFFDEADALFGARG
QSGSANDRYANQEVAYLLQRIEDCPGLVILATNLRNTIDDAFFRRFQTVVGFPRPDAGLRRALWASILDRVPLAPDVDLE
ALARGHEMAGGAITNVVHHATISALRRGADTVSAHDLAQAISTEMRKEGRTA
>OLS45149.1 hypothetical protein BV509_12875 [Rhodovulum sulfidophilum]AB26
MTKAPLLCLLALMAALAWAAPGPARADCTDLAALTELPPATGSIDQIQRGLRSALRDPSRYLRDGKLGPYTKQALVRLCR
AVPLGLGRDSVAGTLELAADYGALARSDAHWQPRAVAPALAARLGAIPETGANRLALQLAGPPALAISALEDWQKGAACA
GLSEAALSDEARAGLAALTAVGAWPDTDALCTGLTPVPNALGDRAVAAALAAYGRIEAGLPGAVARLVSPGFSDWLVAGQ
ATRVPRLMGSDAAAVALIAEYRPSLSPAAQADETVEADEPASCAEPVSRTVLDYTAFDAADYQTLIAPVDVKTALAGLDG
KTFAGAEDLGAAIDAALGGQLTRCALDEIRALVTGPSHLGLRFGLDPAAAANMALNPDLVAASGAVAPLVGLSTPVRKTL
ETAAEAAIRKAVRAEFEVEIELAADTLAGAAEEIVPGLDTRPEGVPEFPELPLGAPLGVTDATDSAVQAAVKDTDFQQAL
LNAEYAPAPNAEVLKGDVRRLLDPIAARKVEEIVRTAMTEVEAAIDARWLLTPDLSAAILGLDAVAAAQSLDIPEATALA
LEQLVGLTYPNQRLFAAAVEAVPPPVPHGQFEAVKRQARQAAFRTVTRAEAQAARSAEALALPGCGCVAPRLDHAEVYAF
YPFWMLPRTPAAPKTAEADSAPAAPDPLNQVDFGLVSRVALYGYEIAYGEGSRRADFPDESEWSAMRRDFVQAAHRHRAR
ADLAITLTGWQDWTDFQIETAVQQILRFSAPFPRIADNTFKALAEGFPTIFDAPRPDGVTLIFRGYSGSKDNDPAAGRLQ
QIVSRAHEGLAARGQGVNLGLDLDLIGSGIDTPLMNDLRAILVPPTPVAEPDDPDDGAESAASAARGPKPPVERILIFME
RPTSDAKKTLRARLEHGDFRGPERTEVLRRIVPVLPPTGHREVERQPRSDLDPNDHPEDFSQFRDDLVYFQDNFGGIGFW
PAPDPTAGESAALRRIFNELWIEPVLPGFLASLSVLCAWICPHRAVLLTGAALIALATAGLVWRSFYSGVADRLAFGWKL
AWIGTALVILILTALTVCDPDAVVAPTGLAATLLGLALLIGFTAYQRARNGPKP
>OLS45150.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB26
MEIREALTFDDVLLVPAASSVLPSQADTSTRVSRTIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYSPITLRPDQTLGDAKALIERYNFTGFPVVDARGHVVGIVTNRDMRFAASDATPVSAMMTCKDLAVLR
EPVDRAEALNLMKARRIEKLLITDAAGKLTGLLTLKDTETSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVEAGVD
MIVIDTAHGHSEGVAKAVERLRKATNSVQIMAGNVATGEATKALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CAAAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPASAVVHQLVGGLRAAMGYTGCATVEEMRKNCSFVRITGAGLKESHVHDVQITRESPNYR
IM
>OLS45151.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTESAPFPHSAWLAELPGGLRRRFQPGEAIARPGDGPDRLFVLDAGLARICLNGAARELTIGYLRPGGIYVTHTRAWIEA
LAPSTVVSWPVSEMLALVTRQPALGLAAFREVGQLLHGAMNLIEDLAFRPVESRLARFLLGERRLQDSDRIRLIDSTESL
ASALGTSRQTLSTLINKLIREGVLARPDRRHLTLCDIARLEELAELSAG
>OLS45152.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB26
MFTPRPRFATQTPPAIFPPVLGALGLGLAWRRAVDPFGVPGAAGDLILGAVTLLFLFMVVAYALKFGRRPGVLAEDLRVL
PGRAGLSAAVLSVYVLSAALVPLARPLAEALLWAGLGLHLALLAVLIRGLATGPAEQRRVTPVWHLHFVGFIVACLPAVP
LGHAGLATVLLCGTTGVALAIWAASLVQARRLTVPAPLRPVLAIHLAPACLIGTVAASLGLMPLALAASALAAALLVVML
ARARWILAAGISPLWGAFTFPMAAFASLMLALAGTAGPGAPGDLFRIAGGVSLVAATLAIPPILLWVMQAWAKGMLGAQT
NAARV
>OLS45153.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKTAIGAVALAAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTGGEFTLSLSYGGLSKNTENLDGIQIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVVADLARWNATLLMPTPMPQYNFVGVGEPPRKLAD
FNGMTVRATGGIGEAMQIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGTWWTTNLNPGTVNCPVVVNSD
ALAALSDAHREALLGSVDEALAHYIAYYNSETMARWGPALDERGIERITFAPEAMAEFRAAAAGPVAAAWIEEMSARGLP
AQELYDTVTGQIGQ
>OLS45154.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAIHAPVLEDDSPLSRLDRGLYRLERQLALLAGLAVFALMLLAVVSVGGRQVFNQPLAGYVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVARLSGRALWAAEAVTTLAMLIVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLAVQLWGYGRAFVLGLAAPVAVPLVVSVADQAAAEAGHVSGADD
>OLS45155.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MEPIDIGLAVTGILFVVVLLGMRVAFAAALAGLLGLIWIFWSKKGYDPEEFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFTWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVIFLMAIWHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFSDWITGLNHPPMLTLVMILLAYAVLGMFMDAIGMLLLTLPVVYPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFVADAITIAVLIAVPGIVLWLPSFA
>OLS45156.1 hypothetical protein BV509_12915 [Rhodovulum sulfidophilum]AB26
MQIIPRAPAAAVLALSLALGACVAQRADETAMVPTAIAPLPPGNPYRGAVSGVESTGGKETSPLLYSQIGDAEFKAALRS
ALLLAGAYSASGRYMLSAAIEDVRQPMFGADMTVEITVLYRLEDRSGTTRWERRIVSRHTAKFGEAMMGAERLRYAKEGA
ARENIASFLRALGAEARAGGVAGVS
>OLS45157.1 hypothetical protein BV509_12920 [Rhodovulum sulfidophilum]AB26
MPRSMARRSLLVALPLLFLGACVQTGPMGSMAPGVIGPVAPGSAWANAVGTVTGTDGLVSNPMWAAEFSEPGFRSDLAGA
LSRAGILTPGGACRLNADVQSVTQPQTGTKVQVAMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAVRGVDRLRIASENAA
KDNIALLLRSLGASAEGAPTGGPL
>OLS45158.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGTLTIDGVRVNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARRLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLAAGGGTIASKVPTEPGDKGRKVRVGIRPEDMEATDGEDYAFEGRVEILEALGEVTQLYFERA
DPEADPVIAKLPGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>OLS45159.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDGHAGAKSRLTWAVHLTVAALVVLWLVPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPGAAVERHGRFVLSG
NVFDSEDSAGTGTVTGFGVTGRAPAEFAPGASASLRGGGQLTVAADGSFTAEADAPFGRRGPTIYFEAETPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALAWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHQAVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSHGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>OLS45160.1 alpha-glucoside ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSPLLQGVVTILIGVGGCVGYFYAANLLLDRVIFPPSGRDPGRNISRANAVRPWLFMAPAMAALGLYLVYPVVGSFWRSL
YNRDGGTFIGLGNYTDLAADPAFRTAVVNNLLWVLVVPAASTFLGLIAAQLTDRIRWGNIAKSMIFMPMAISFVGASLIW
KFVYANEADIGLINAIRAGLGFQDPIDVIQIPFWNTFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRVMVPQITGTIVVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>OLS45161.1 alpha-glucoside ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MQLIRMAGATAAALALFAGTAGAQALKFTPGEDARFSWDSYEAFADSHDLSGQILDISGVWIGPDKDLVESVLAYFEAAT
GARVRYSGSDSFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLTPLGPETADWVRENYAAGDSWVDLGTYADEDGTE
ALYGFFYKVDVKSLVWYAPDAFAEAGYEIPGTLEDLKALTERIADDGGTPWCIGLGSGAATGWPATDWVEDLMLRREPPE
TYDAWVSHQIPFDDPAVVGAIEAYGWFARNDAFVEGGSQAVATTDFRESPAGLFSFPPGCYMHRQASFIDTYFPAGSEIG
LDVDFFYFPASAERDLGTPVLGAGTLWAITRDSEAAHAFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEVGADAFWKGMVDYTTGRKDAETAAHDIEQRWSSIR
>OLS45162.1 beta-glucosidase [Rhodovulum sulfidophilum]AB26
MPPTRADFPPGFLFGTATSAYQIEGTGGAGPCHWDSFAATPGNVAGAADGRRACGHLDRHAEDLDLVAAAGFDIYRFSTS
WARVLPEGAGAPDPEGLDFYDRLVDATLARGLKPALTLYHWELPSALADLGGWTNRDTALRFGDFAALMAERLGDRVWSW
ATLNEPWCAGWLGHFTGVHAPGLRDIRATARAMHHLALGHGLGLAALRAAGVGQIGIVLNFEPAFPAEPGEAARAATLRY
DAIFNRFFLGGVARGAYPELALEGLGPHLPRGWQADLDAIGAPIDWLGVNYYTVKRITHAPGPWPNWAEVPGPGRKTDMG
WEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDTPVAGATGPEIHDEDRIAFLSSHLAAAREAIAEGVPLKGYIVWS
LLDNFEWAFGYGKRFGLVHVDFESLQRTPKASYHALKRMLEDRRP
>OLS45163.1 hypothetical protein BV509_12955 [Rhodovulum sulfidophilum]AB26
MTALVADIGGTNTRVALAEGPVPVPGSVRRFRNADHPDLTDVLAAYLAEAGSPEIDGACAALAGPVRHGRGKLTNLDWII
EEAAIARVAGTGRVKLLNDMAAQGHALDHIAPAALETVLEGPAQPGGPRLVIGIGTGFNAAAVHALPHGTLVTEAEAGQV
SLPVGDAETLSLARFLAEPDGFAPVEEALSGRGLGRLYDWATAEAGAPRRLDGHGVLAALDTDPEARRAAETFVRLLGTV
AGDLALNHLPYGGIYLIGGMACAVTPLADPMGFAEAFRRKGRFAELMRAFRVLTVTDDSAALTGCAGYLASAE
>OLS45164.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB26
MKIDGTHFRSIWRESDGAVKIIDQRWLPHELRIVALTNRRDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLPPSERAAAAFRRAAEICDEDVEINRRIGLNGLELIRAISARKGGKRVNVLT
HCNAGWLATVDWGTATSPIYHAIEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVKEIPIEERDGGEVTHVQGRMPSGVVGLVQISPD
GTPARNPAFDVTPARLVTGLITERGVAEASPEGLARLFPDRATVAAD
>OLS45165.1 hypothetical protein BV509_12965 [Rhodovulum sulfidophilum]AB26
MTADPNRRGGTAVGYLTDLDPVEAGAVRCLRLWADGDAAQRELRRELTDRLGPLQGRAAAESLNTICTLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMAAMLVRADLAPGLVDPATRLGLALRRLATGVAPQPSRPPAEKLH
>OLS45166.1 peptidase [Rhodovulum sulfidophilum]AB26
MMKPTLATCSLALGMAGTAALAEAPAADAVLTTYADIAAATYGDALTGAERLQAAVDALVAEPSPQALDAARRAWLAARV
PYQQSEVFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGPTDENPLAAVNVIASPQFEISGATVDATEITPDFLAETL
HEADGIETNVATGYHAIEFLLWGQDLNGTGPGAGTRPWTDYATGEACTNDNCDRRGAYLKAATDLLVSDLGWMAAQWGED
GEARAAVMADGSAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVAGPSVSDLVAAKDAGLDTEMKTRLDATMAALARLKTAAEAGFAYDQMLARGNAAGEALIMGGVNGLVAQTASIERVVD
TLGVGGVSVEGSDSLDNPAAVFQ
>OLS45167.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB26
MIVCHCQCITDRDIHAAIDWMRAADPATIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPSDLQNLRPQHRKDKT
SCKATPRSSTT
>OLS45168.1 bacterioferritin [Rhodovulum sulfidophilum]AB26
MQGDPKVIDYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMTHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAGAGDHVTKELFDELLADEEGHIDFLETQLDLYDRVGAENYALLNASKMDEA
E
>OLS45169.1 thiol oxidoreductase [Rhodovulum sulfidophilum]AB26
MTGPGAAALPFTPAEEARIAEATALPRDFTRPQPFEALAGGAGTVAGAAAFSAPLANLPRAEGLDFRGGQALFDRTWVSA
PSSTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPVALMLQLAVPDPSTIEGYLSQPDPVYGRQIQPASLPGLTAE
GRPTVAYDAVEFALSEGESVTLRQPRYALADPGYGPLDPDTVLSPRLAPGLAGLGLIEAIPEEAILALADPDDADGDGIS
GRARVLPGPEGRPILGRFGWTAAQPTLEAQIAHAFAHDIGLSSPLYPEGHGDCTPAQTACRAAPDGGDPEQNGVEISATA
LDLVTRQARHTAVPARRDADAPEVLAGKRVFHDTGCAACHRPAFVTLRLPEAPALSFQLIWPYSDLLLHDMGAALGDGGA
GAEGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPAADRAALIRFLESL
>OLS45170.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB26
MTDRRSFLAGALAASLSPRIGWADAGSPAFLSAAQEKNGNQMLVGLDAQGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVTAVLDAPEGRHFYGHGAYSADGRYMYTPENDYDAARGVIGVWDTEAGYLRVGEFDSHGVGPHDIK
LMPDGKSFVIANGGIETHPDSGRAKLNIPFMAPNLAYLSAGGTLLETVAPPAEWHMNSIRHLALGPGGTVAFAMQWEGPE
AEAPPLLGLHRRGAAPVWLDAPGAEHAAMQGYAGSVAISQDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGDVLGLQGLRPVWTARHGRAFDNHLVTVGAA
>OLS45171.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MKLRSMTAEELPAVLDWAADEGWNPGLDDAAAFFAADPEGFFVAEAEGRIVAAISVVNHTDDVAFLGLYLCRPDWRGRGI
GYALWTHALDHAGARTVGLDGVEAQQDNYRKSGFALAGRTVRYAGVLPGRAHPGIGPVLKDDIGTLIAMEAEATGYEKRA
FLAAWTRDCETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPGTSPWLAGHC
TGLGLSPVFGTARMYRGPAPQPGPLISAVATLELG
>OLS45172.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISRLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKGVDRETRRKRAMELLELVHMTAYAERLPAQLSGGQQQRVALARALITNPQVLLL
DEPLSALDPFLRVRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNNAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRSDQISVTEAAQGKLDGHVTGIEYQGTSVALTLMTAGDQEVTAIVPEDRYFAQPIQPGDGVGLSWDED
HLHALTA
>OLS45173.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MSEATKSGLSRRSLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVSKIRNYDKIVGIFKDGKLTPDSTIAQGTSPNSVGFTDGPDGTRFADQE
TGWMTLIPTIYNADTLGIRPDLIGRPIDSWAELLNPEFKGKASLLDISAIGIMDAAMVCEAMGEITYGNKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGLEL
DAAYEYINWYLDGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENQYMVRKWNEFIAA
>OLS45174.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDRRPRSFYVLAAVFTLFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFVLGLMVM
VTTVVVSVMGGLAFRKRFAGSAVLFYLVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGSQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGASAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSYNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLVVIGVFLASVWAMNRRRARQGSDAGQGMV
>OLS45175.1 HyuE hydantoin racemase [Rhodovulum sulfidophilum]AB26
MAFIVINPNSTAAMTDSILAMAQAAAPGAAFEGWTSTLAPPAIQGPADVAAATPPLLELVTQAARRGAEGVIVACFDDPA
LAEARACAPCPVIGIGQSAFHKAALRGWRFSVVTTLPAAIPTVEGNIRGYGLSQHLGRVRASNVPVLALEEDTEAACARV
AEEAERAVAEDGIDAVILGCAGMARVTGHLRTRLPVPVIDGVEAAARFISVL
>OLS45176.1 hypothetical protein BV509_13035 [Rhodovulum sulfidophilum]AB26
MRLWPRPDGSRVVRCRRPRPICRLTPVRARLPNGGLFRQTPGRDGETAQRDPRGRRPLDRTAIARTAVPDGAGIGVFIRQ
DVAGGVAAGRMLRLPDD
>OLS45177.1 hypothetical protein BV509_13040 [Rhodovulum sulfidophilum]AB26
MRIALGTLPPWTAVAGRIAIAASATLVWMWPADGPGLRALRRNRRALAGSTLAVAFWQIGIRVRGPGATSVLFNLVPVAA
LLIAAGFGRMPAVPQLLAVAIAVGGVIWASRGARR
>OLS45178.1 hypothetical protein BV509_13045 [Rhodovulum sulfidophilum]AB26
MDRLNRDDVRLFLALAREGTLSGAARQLGLGVVAMSRRIERMEQVMEVPPFLRHRQGLDLTDRGAAPRRPQSWARASGGD
GRLMLGTLESQVAAVRDGMGTGVLPHFLARRPGLRVLAPPLPDGTKMERPLLPVSHADLAASGPSPTRSRRASPGHHQGI
ARARADLAGKA
>OLS45179.1 hypothetical protein BV509_13050 [Rhodovulum sulfidophilum]AB26
MSPGYFGGKIDNRRAGPGARIHLPVAVEGALRSIGEGHFSQGDGESNGIGLEMSLTGTIRLRLHKAGTDTVPEVRGLTAP
VIETPEAWAIQSFGFGNHLRALGRSAQTAVYTRASVDHALRTAFRQGRRFPMDVHGLTEDDAHALLSVAADFSVTQVADG
DFGVHVTIRRSIFRRSAGSAPLSGP
>OLS45180.1 hypothetical protein BV509_13055 [Rhodovulum sulfidophilum]AB26
MHDLDGRHPAIVEIRLLQERPAQHVQQGAFAGGKILRRQRAELRAENRQHRPRPIGGHRPARHQRPRQPLSAEPGRDAVG
RQIEKDRPGIARPAQAPVDARVEHRKIVPGEVLYAGPTERTPRLRSVSTASDAPDRDRTAPGRISCAGATSRARRTPLGG
LGTLSVLSVPVSAATPRTPKRRARRLGQPRAASGRVDGSR
>OLS45181.1 aldehyde oxidase [Rhodovulum sulfidophilum]AB26
MQKRTLGQGLEVSALALGAMGYGKSREIEDRDQMIALLRAAAERGMDFFDTAEVYGPWTNEDMVGEAFRGMRDKVKIATK
FGWDIDQRTGEHRGGVNSKPAQIRSSVEGSLRRLGTDYIDLCYQHRVDPEVPMEDVAGVVKDLIAEGKVRWFGLSEAGAG
SIRKAHAVQPVAALQSEYSLWTREPEAGILPVLEELGIGLVPFSPLGRGFLTGKIDPSASFAETDMRAKMPRFQAEARAA
NMRLVELISRIGARHGATPAQVALAWLLARKPWIVPLFGTRRLERFEENCGALDLALTEADMAEIEAAGFQPQGNRYPEA
FMKLSGL
>OLS45182.1 arsenical resistance protein ArsH [Rhodovulum sulfidophilum]AB26
MPETPNLVDALVPARRSSHAPRILILYGSLRERSYSRLAAEEAARILERFGAEIRVFDPRDLPLPDSVEADHPKVAELRA
LVEWCEGMVWSSPERHGAMTAIMKAQIDWIPLSLGSVRPTQGKTLAVMQVSGGSQSFNTVNQLRVLGRWMRLLTIPNQSS
IARAWAEFDEAGRMKPSPYYDRIVDVMEELMKFTLLTRDIRGHLADRYSERKESHAELSTRVNLKTL
>OLS45183.1 hypothetical protein BV509_13085 [Rhodovulum sulfidophilum]AB26
MQSAGGVALIVAGVPSLRDAILSEASGETFRRFQEFYLGEIQPGSKAASDFSKNIAYSAKFLGLTIPDDSALAERILLAR
HGQIGRSVELGKRILADAVTRKREEISLERAEAVYRKTDKCIGVTPFQAADWEAVQRELQAIGWGR
>OLS45184.1 nitrate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MDVKLTGALAALLLGTGAAQAADEVTLQLKWVTQAQFAGYYVALDKGFYDEEDLEVTIKPGGPDIAPSQVIAGGGADVMI
DWMPSALAAREKGLPIVNIAQPYKSSGMMLTCLKETGVASPEDFPGRTLGVWFFGNEYPFLSWMAHLGIPTDGTDGGVTV
LKQGFNVDPLLQKQADCISTMTYNEYWQVIDAGIAPEELITFKYEDQGVATLEDGLYVLEEKLADPAEVDKLVRFVRASM
KGWKWAEANPEEAAMIVLDHDETGAQTETHQIRMMGEVAKLTAGSNGALDPEDYRRTVDTLLAGGSDPVITREPEGAWTH
VVTDAALN
>OLS45185.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTWVLGALGFWVAAWALNVRLARLDNSRGLRLLMPALFGLTLLVVWEGLVRGLNVPGVILPPPSAIGARIATSLPVLWAD
FVQTFVKGALSGYVLGCGAGVLSAIAIDRSPFLQRGLLPVGNFIAALPIIGTAPILVMWFGFDWQSKAAVVVAMVFFPVL
VNTLQGLASADAMQRDLMKTWSASYLQTLTKLRLPAAMPFIFNGLKIATTLALIGAIVAEFFGSPIRGMGFRISTEVGRL
ALDMVWAEIAVAALAGSAFYGAVAACERAVTFWHPSQRGL
>OLS45186.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRSVLPILTVVLAILALWYGAAVALNARWTLDQAARAGQELTVSQIVSDTLQQERPKLPAPHQVGAELWKTTGAMALEGR
AFSKRSLIYHGWVTLSATLLGFAIGAGAGILLAVGIVHNRAMDRSVMPWAIASQTIPILAIAPMIIVVLNSIGITGLVPK
AIISAYLSFFPVAVGMVKGLRSPDAMDLDLMKTWGARAGQVFWKLRWPSSMPYLFTSLKVAMAASLVGAIVGELPTGAIR
GLGARLLAGSYYGQTVQIWSALFGAAILAALLVGLVGLAQRITLKRMGMAR
>OLS45187.1 hypothetical protein BV509_13110 [Rhodovulum sulfidophilum]AB26
MTRKQRLTGAGLAGLWLAVLLVWVFAPSVMAVPVLGWGLFLLILAPLVWGMHLLARRLARKGRRDA
>OLS45188.1 sulfonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MRARPAGKGRDVKTPVIKAENVDLVFQTGDGPVQALSDVSLDVGRGEFVSFIGPSGCGKTTFLRCVAALEHPTGGSLSVN
GMSPDNARKERSYGYVFQAAGLYPWRTIARNIRLPLEIMGYPKADQAARVQKVLELVDLAGFGNKYPWQLSGGMQQRASI
ARALAFDADILLMDEPFGALDEIVRDHLNEQLLALWARTGKTCLFVTHSIPEAVYLSTKIVVMSPRPGRIADVIDSPLPK
ERPLDIRDTPEFLEIAHRVREGLRAGHAYD
>OLS45189.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB26
MSTVIKNGTIVTADLSYEADVLIEGGKIAAIGPDLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDKQVFDEMETVVNERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAVPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFTTD
QKRYGVGDFTKIPNGTGGLEDRLPMLWTYGVGTGRITPNEFVAVTSTNIAKILNVYPRKGAVLVGADADLVVWDPEKTKT
ISATGQQSAIDYNVFEGKQVKGLPRYTLTRGRVAVADGEMKPQEGWGEFVKRPPNGAVNRALSSWKALTAPRAIERAGIP
ASGV
>OLS45190.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB26
MTAPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDVDAEGRALFQSWCEAAGLTMGVDRMGTMFATRAGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTKHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYGRK
DLEGLSYGDELTRIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPDAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDLAKLDRMRAEIETRAAAICEDLGVG
CSVEPVGHFDPVTFTPELVGTVRSAAEKLGYSHMDIVSGAGHDACWAARVAPATMIMCPCVGGLSHNEAEDISKDWATAG
AEVLCHAVLETAEVVG
>OLS45191.1 hypothetical protein BV509_13130 [Rhodovulum sulfidophilum]AB26
MEILKDQFKWMLGLVALIGVLGLGYELNKADPSPKAAPEADVAAVADPAADPVAEAVEPVEAATETAAVEAVAETPAEAP
AEAAPAETAEAPAQ
>OLS45192.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB26
MALDRNSGPNDLSAFWMPFTANRQFKTAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAIQKQAAELDY
APAFQMGHPKAFELASALRDMAPKGMDHVFFTNSGSESVETALKMAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IVTNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADELERIVALHGAETIAAVIVEPMAGSTGVLLPPKGYLER
LRAITKKHGILLIFDEVITGFGRLGSSFAAEHFGVMPDMMTTAKGLTNGVIPMGAVLTTAEVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEDALHALKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKNLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>OLS45193.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTDHPPRTRIQQRNRETILGAALEVFSQHGFRGATLDQIAQAAGLSKPNLLYYFPSKEAMHEALLAGLMDTWLAPLRALD
PGGEPLDEILGYVHRKLLLSRDFPRESRLFANEILQGAERIRPTLEGELKTLVDQTAAVIAGWAREGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGAGKDDPFDGADRYLATLFRRLLTP
>OLS45194.1 dihydropyrimidine dehydrogenase subunit B [Rhodovulum sulfidophilum]AB26
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFEAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLDVNLREITTVKRDYPDRALVVSLMVPCEEEAWRRILARVEETGADGVELNFGCPHGMSERGMGSAVGQVPDYVE
MVTRWCKQMTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVSEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMIAGLSDWMDRKGHARLEDFVG
MAVPNVTDWQYLNLNYIAKAQIDAETCIKCGRCYAACEDTSHQAIEMTADRSFVVKDQECVACNLCVDVCPVEGCIEMRQ
LAPGEIDPRTGTEVPAGYANWTTHPNNPGRKSAAEQGLE
>OLS45195.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]AB26
MANSPLTPGVVPGRLQPDDYTRNFADKAPPLTAHEAAVAADRCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTAEARPVEIGRLQRFATDTLMTREGHPFMRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVNDYAQAEVAWLMGIGGIAVTNGKALGRDMTLDDLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQAEDLSTIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETETGLELTDETFRIRADQVFKAIGQKLEGAPEGIALSGRKIAVT
GPGRTSVPGVWAGGDCATGGDDLTVTAVAEGRDAAEDIHATLMAEG
>OLS45196.1 acetyl-CoA carboxylase, biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB26
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAHAPAMPMSAYAPAPAAAAPGATVEVS
VEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDTVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILIEDSAPVEYGTPL
MILE
>OLS45197.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB26
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPPGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMKALGVPCVPGSDGGVPDLETAKTVAAEIGYPVIIKAT
AGGGGRGMKLAKTAEDLEQAFQTARAEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDPETRARIGKVCADAVARIGYSGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFGQDDLQLNGHAVEVRINAERLPNFAPCPGKITAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLMEPDIQRGNYNIHWLERWLESGPEL
>OLS45198.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB26
MAENSATEILTGAAVLAVAAGFFVYASNATGMIGSAAQDHYELTASFRSAEGVAVGTDVRLAGVKVGTVTALDLNPQTFR
ADTRFSVKTGIEIPDDSTAAVASEGLLGGTFLELVPGGSPFNLEPGAEVYDTQGAVGLISLLMKFVGGSGGSGAADTGDD
AAATGGDAGQ
>OLS45199.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB26
MGVVDSFLSYVTWWNGQTVNTRLWTARNGQKIGEDGQGNVFYRSKDGKRRWVIYNGEVEASRISPEWHGWLHHTYDAPPT
EAPLPHKAWEKPHKENLTGTPLAYAPPGSIRRPDPEPRRDYEAWQPE
>OLS45200.1 elongation factor 4 [Rhodovulum sulfidophilum]AB26
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQLLDSMDIERERGITIKANTVRIEYPAKDGQTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIEADHEIVPVLNKIDLPASEPERVAEQIEDVIGIDASN
AIRISAKTGLGIPDVLEAIVTRLPPPHEGDPTKPLKALLVDSYYDAYLGVVVLVRIIDGVLKKGDRIRMMKTGGVYPVDR
IGVFRPAMQSVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCETPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTSEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEFLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
EDYLVKMQILVNDEPVDALSVMVHRDRADLRGRAMCEKLKELIPRHMFKIPIQAAIGGRVIARETIAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDN
>OLS45201.1 hypothetical protein BV509_13195 [Rhodovulum sulfidophilum]AB26
MLAGRPVDWDFLRQVVLLPDEDWKRGPAHVARLIEKLRAKRDLQGSIEDLEQDLTGTASSRLGLGGNNPPEPLDQDSQLP
AGLLIVWAPLQEMKEEAEKQAPDPARLRKATDALILALAEIATWCGRKLDRATDKAIDWGVPAGLGYLVLHQDKIRAVIE
AAEAFLKLH
>OLS45202.1 hypothetical protein BV509_13200 [Rhodovulum sulfidophilum]AB26
MTELTSIRLRVTGHVQGVGFRAWTQAPAENLGLSGRGCNAADGSVEAWVSGSAGAVADLVEALGHGPAAARVASVETGPA
DAASDAADGPGFRILHRAVYALYGLCVAS
>OLS45203.1 hypothetical protein BV509_13210 [Rhodovulum sulfidophilum]AB26
MDDTQPSSARGLRRAILAVLAVQAGIAALLVAIDLVSVVPRPGGSPGSAGPSVRPYVPDRHPAGPDAPRGRPMPERLAFE
GTGDRLNVSGQIAPGDAERVAQELSRRSEAGEPVRIVNLDSTGGSVRDALAIGRELREREIDTGVADGAICFSACPYIFA
GGVERTVAQGGRLGVHQHYFGENTFLPAFMAVNDIQRGQAEVMAHLRAMGIDPALLEPAMRTPPGEIYILDRQELVEFRL
VTSDD
>OLS45204.1 hypothetical protein BV509_13215 [Rhodovulum sulfidophilum]AB26
MTALAVLAQAAGLLPVYRDLTGTERETLPETAQALLAAMGLPAATEAEATGTLAAFEAARADRVLPDWLVVTEGTAPVLS
VPAEWRIELETGGLIEGRAEDPLPALPLGIHRLVSVGQTTTLLAARPALPLPERGWGVVLPLYGLRDAATGGLGDYADLA
RAVAGLGGLGAGFVGINPIHAGFPTDPRAISPYSPSSRRRFNVAHLAVPGEGTQAGGDLVGYPGAIAARMAALRAVFAGL
DADTLAACRRAACGADLDRFALHQALADRFGPYWPDWPAEYRSPDSPATRRFAAENAEAVAFHLWLQLQAEGQLDRVRAA
AQAAGMAQGLYLDLAVGTHPGGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMVPGALAARGFCPLAEILRAQLRF
AGLLRIDHILGFERTFWVPEGGAPGGYVRMPRAALLAVARIEAARAGAVIVGEDLGNVPEGLREDLAASGLLGCRLAMFD
TDPGSWPEPVLGSFGSHDLPPFAAWGAGRDIDWHLRLGHIPPDRAEALRTARAGQAQALSVRSGGVGVDALHAALAASPA
RLVALQVEDMLGATEQANLPGTVDSHPNWRRRIGPGAADLAECEPVQRAAQIMARAGR
>OLS45205.1 glycogen debranching enzyme GlgX [Rhodovulum sulfidophilum]AB26
MTTLPTTITAGCPNALGARYDGEGVNFAIFSEHASRVSLCLFDETGRTELANIDLPERTHHVWHGRIDGLQPGQHYGYRI
SGPYHPDQGHRFNPNKLLVDPYARRISRQPRWHDALMGYEVGAAQADLSFDTRDSAPYAPRSIVVAPATDWGDDAPPATP
MSETVIYEAHVKGLTCRHPRLHAPGKFRALASEPMLDHLRRLGITAIELLPVQAFLNDRFLVEKGLTNYWGYQTLAFFAP
DPRYMETGDIAEFQRTVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLADDRRYYVNDTGCGNTLNTGH
PMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGPGGFDPNAAIFQAMRQDPVLARVKLIAEPWDIGPGGYQLGAFPPPF
SEWNDRFRDGVRRFWRRDPGRVPDLAARLMGSAPQFDHSGRPATSSVNLLTAHDGFTLMDVVSYNDKHNEANGEDNRDGH
SANYSDNMGVEGPSTDPAVTAARAQRRRNMMATLFLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADDAFLA
FTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGAPMCRADWEDPELRLLVVELRTASGTPPYAALEYAIVAV
FNAGEAVEVTVPDAPEGQVWSLHLDSSRPDLAPEPVEGSFQMPAEAVAVLVLEEEQPV
>OLS45206.1 starch synthase [Rhodovulum sulfidophilum]AB26
MSLRVLSVASECVPLVKTGGLADVAGALPGALKAEGVETRVLIPGYPAVLARADAAETVWESPDFFGGPARLYFARHAGL
ELYVLEAAHLYDRPGGPYLDGGGSDWPDNDIRFGALSWMGAQIGAEGAGDWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAQRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARGG
DVLGILNGIDEADWDPATDPHAVRFRQPRGKARARTALLEEMGLSDGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAARHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVTAEALSVALDRLCDLHADAELFAKLQRNAMRAPVGWQGSAAAYARLFREIVSAP
>OLS45207.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB26
METRYSRLAGRSMAFVLAGGRGSRLNELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAVATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESLWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRHHVETGADVTVGCL
TVPRKDGSAFGVMKVDETDRIVEFIEKPKDPPGMPGDPEQCLVSMGIYVFDWKFLRALLIEDADNPGSSHDFGSDLIPGI
VKGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCVISGTEVRNSLLFTMVHTNSYAVLDHAVVLPYVEVGRRARLKNVVIDRGVVIPQGLVVGEDPEEDAKWFR
VTEGGITLITQSMLDRRAGA
>OLS45208.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]AB26
MSSVRSAPAKDPFPAREDALRLQAGLHDDPFSALGPHMVGRRRIVAVFLPGAATLEALVEGKAHPLTRRADAPDLFTGAV
PGKGGYRLRATDGTGQAWEFDDPYRFGPVIGEMDEYLLGEGTHRRIWQVLGAHVRSHEGVAGTHFAVWAPNARRVSVVGP
FNAWDGRRAPMRRRGTTGVWEIFLPGIGEGACYKYEILGADGTVQPLKADPVGFGAEHPPKTASVVRDIAGYGWRDDAWM
TYRAGNNARTAPISVYEVHLGSWRRKADEGNRPLSYKEAAEELVDYAADMGFTHLEFLPLSEHPFDGSWGYQPVGLFAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVPAHFPSDPHGLERFDGTALYEHADPREGFHHDWNTLIYNYGRTEVANFLYSN
ALYWLEEYHIDGLRVDAVASMLYRDYSRKAGEWVPNVHGGRENLEAIAMLQRMNEVAYGEVPGVMTVAEESTSFPGVSRP
VDMGGLGFGYKWNMGWMNDTLDYIAREPVHRKFHHHQLTFGLLYAFSENFILPISHDEVVHGKGSMLAKMPGSDWEKFAN
LRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLGAEWHSGMQRLVRDLNTLYRATPALHVKDCEADGFRWIEA
NAAEISVYAWLRQGQEGDPPVAIVCNLTPVERSGVRLGLPQAGRWREVMNTDAAIYGGGNRGNLGGVVAEEVAHQGLPAS
AELTLPPLSVLYLMPGED
>OLS45209.1 glycogen phosphorylase [Rhodovulum sulfidophilum]AB26
MTAADLRDAILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANSATRAAQPKRVYYLSMEFLIGRLLEDAIVN
LRLEDQARGALADLGLELDAVVQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQVEEPED
WLSQFHAWEFERRDVSQEIRFGGEVTEKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLARFNRGE
YAAAAEPEATARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEEEGGALADLPKKAAIQLNDTHPAIAGPEL
VRLLHDERGMALDEAIATARGCLSYTNHTLMPEALERWSEDLMTRLLPRHMQLIERIDEVHAAEMPGRRVTLREHGEVKM
GEIAFTMAHKVNGVSALHTDLMKETVFAELHRLHPDRIVNETNGVTPRRWVLSANPRLSRLITDVIGEGWVDDLEQLHQL
EASLSDPGFLDAYAKAKRENKEEFADWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGAGWVPR
VKIFAGKAAPGYVFAKEIIHLINDVASVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGTGNMKF
ALNGAPTIGTLDGANVEIRERVGARNFFLFGMTAAEVEARRAVPDHARLAIQADPRLGGALKAISQGAFSPKDRHRYRGV
VANLTGQDYFLVCSDFTAYWDAQRRAEAAYADPEVWHRMAACNTARSGWFSSDRTIRGYMGDIWGTVPLVAE
>OLS45210.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB26
MKHTATRSLVTGGAGFIGTHLCEALLARGHEVICLDNFSTGRESNIAHLRGDPAFTLLCRDVTQALQIEVDEIYNLACPA
SPAHYARDPVQTVKTSVLGTLNLLELARSTGARLLQTSTSEVYGDPIMHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRLYGLPVKVARLFNVYGPGMSPGDGRVVSNFAMQALSGEPVTIYGDGQQTRSFCFVSDMIRALIAFMATPPEVTGPL
NLGNPAEMRVLDLAETVLRLSGSRSGLAFRPLPCDDPVQRRPDITRARRLLGWAPAVGLEEGLRATLAYFAGQCEPAPIP
ALRPLAPDPVAAEALRAI
>OLS45211.1 hypothetical protein BV509_13250 [Rhodovulum sulfidophilum]AB26
MAWLRARALPTGSGRIEIAAAAVSMAVLMGLMGTMALDIRGREERLHDLTAGEAQSALARFETEHSTLQNALYLAQRDMI
PLERIRGGVAAYLQQADLVTRSAPYSDLLREFGLGEQVRHIDQAARHIAQMVAVDDAGLRIRLPDLIDQLAATKADVHDL
SSHGADLLMQIHSRAHGLIDRLESSLALIALALISLLLAGIGALLRLARQMRTRSELLQASSSRFNAVVMTALDAVIVTD
EDGRVLEFNAAAEQTFGYTRDEVIGRSATDLLIPPDKHDARMATRAYYREAHRRGEARSGRFEMTLQRKTGERFDAEISV
AHGTSEDGPISVSFLRDISDRKAAEAELTAARDRALAGEKAKSRLVAVMSHEMRTPLNGLLGTMDLMQRTPLDAEQRQYL
EVMACSGEILLHHVEDALEASSRDAGRSEVRNEAFDLSAKLRRVVAIHQSLARLRDTRLVLDIAPGLEEVRGDAPRLRQI
LINLISNAVKFTRDGTVTISAARAADGRVEIRVADTGIGIAPEDLPRIFDDFFTVDATYGREAGGTGLGLAIVARHVELL
GGEIAVESRPGRGSVFTLRLDLPEARGGIARPAAPATAAAPARPLDVLVVEDNRVNRFVARRLLEELGHRVTEAEDGIDG
VAAATARRYDVILMDISMPRLDGVEAARRIRAASGVPPRIVAMTAHTLPADLTRFRAAGMEEVALKPVSRKRLAELLGDA
FPETGRTLAREEARPTGPCPDALDAPGSGAAPLVRAVG
>OLS45212.1 hypothetical protein BV509_13255 [Rhodovulum sulfidophilum]AB26
MTYYYRYHQKRYEWTAYKEADLLASNDTNLSCGDSFKMPGCATVTMATYDDDSILSGDEYCDDNASDWSGQDAYVNGGRV
GAQLYAEQYHVLRGTDGRIYYLIEIEVEGYDAPGKGDDFFTFYGAVPPAGVTLTVVQTCNVSGCMIDYACLGAGCVAPPN
TPPTFSNAPGNCITIDENTTFVIDLDATDADGDALSYAVVGGADAALFTIDAATGQLGFIAPPDYEAPADAGGDNTYEVQ
VRVADGKGGEEVKLLKVCVQDVAEGGSGSCTVIEAEDMSLCGYKVEGRSDASDGAGIMLCAGSGYATTTFQGGTGSYDLT
LTYLDESDGRGAIDVYVNGSKVKTIWLNENGGGDGGVGSSSWSSVTIEDLSLKAGDKITLKGYGDCGEFARIDKIEICQP
ACEPCVVIEAEDMCAYNFVTVRGAEASGGELVRLACGTWGALSTSFKGCDGTYDLRVFAQDENDGQSTLVIRINGQEVGT
ILLDGDTDGSGDDNGPFTAFKIENLTVHNGDKIEIYACGDDGEFVRIDKIQLCQDEEPVLGALGDTVWYDADRDGLQDAG
ELGAAGVTVTLLNGDGSATGRSTVTDADGKYLFDGLEAGQYRVQFDGVAGYDFTTADAGDDALDSDADPATGLSHIVDLG
AGETDLTVDAGLVTKLGALGDTVWYDTDRDGLQDAGELGAAGVLVTLLNGDGSATGRSTVTDADGKYLFDGLEAGQYRVL
FDEVAGFDFTTADAGDDALDSDADPATGLSHIVDLGAGETDLTIDAGLIEENRTPEPQDDVGRGCADTVIVVDVLGNDSD
PDGDTLTITEIDGQAISEGQTVSTAAGDVTLEGGVLKVLGNANAAIAALDIGEHAKAGFTYTVSDGNGGTASATVEMTYC
GDANSLQSLIDSLPETATYQVIAGNEVSPIQDYGYDLLITGTGDDRLDGVVFQQAYCLSFQTAVATDGSFATAPELAGNI
ESGEDGSAFGATQVGLANGLAAAENLDLINWIIAQDFEANPTGSVDGKFSGWEVQLAIWELTDTLDPGVWGTDSVSDFVL
GLDPAYGQSADVDFLVQQALANGEGFVAGDGDIASFIVDPDPVTPENAQPFIVAFNFDQNDCLC
>OLS45213.1 hypothetical protein BV509_13260 [Rhodovulum sulfidophilum]AB26
MKTILTALAATIAATASHASNFQPPTTTSVPEISALEGTAAIAALVAIVFLAWERRRRAA
>OLS45214.1 FAD/NAD(P)-binding oxidoreductase [Rhodovulum sulfidophilum]AB26
MHETDLAVIGSGPAGMAAAAEAAGLGLRVALLDDQPRPGGQAYRDVDRVGPMRGAVLGPDFVEGRRLTAALDDPRISHLG
GAGVWAIEPGFTICYSRENAARLLRARRVLLAAGALERPMPVPGWTLPGVMTAGGGQILLKQAGLVPRRSVLVGTGPLLY
LFAVQMVRAGINPAALIETQTRGDLARALRHMGGLFGGWGYMTEGWRLLRVLQRAGVPRIVGAQEIVIEGEDRAEAVRFR
RGGAQHRLPCDTVFLHHGVVPNPQAARALGLDHRWAPRQQCFVPVCDAWGEAAAAEGGVEGVFLAGDGAGIGGARAAELQ
GRLAALRIAEGLGRIGSDERDGRAKPLRRQLRRELAVRPFLDAAYPPFAEALRPDDTTMVCRCEEVTAGEIRRAAAQGCP
GPNRLKGFLRAGMGPCQGRVCGLAVTQILAEATGQSPDETGYFHIRPPIKPLTLGALAALAETGEAAGTDKTAPGQGDAA
>OLS45215.1 NAD(FAD)-dependent dehydrogenase [Rhodovulum sulfidophilum]AB26
MKTVSTFLSLEAPGPRVRVWLDGAPLHLPCGANLAAALLAAGVNTFRGTACSGAPRAPYCMMGACFDCMIEVEGETRQAC
LLEVAEDMRLTRPGAPGDA
>OLS45216.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MDSEYAIIGGGVVGLSVAWGLLLRGRRVIVIDGGDGALSASRGNFGLIWVQGKGLNEPRYARWTQRSAAAWPGFAADLAE
AAGRPVWVEQKGGYDIQFSEEGLEATAARYEGLKAALGGDYPFEILDHAALRREEPAIGPRVAGAILHRQDGHADPLGLL
AALNEAVRRAGGTVLTGRQVTGVTRDGAFRLTCADGTVLEAGRVVLAAGLGAARLGPAFGFRAPVRPQRGQVLITEKLPR
LLNRPSVIARQVPEGGIQIGATNEEVGFDDGVTRPGLARLAADAVAAFPALARVQLLRSWGALRIMTPDGLPVYQESAAM
PGAFLVTCHSGITLAAAHAQVLPDWLEGTDAAPNLEVFREDRFNLPVA
>OLS45217.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTILENAALVLRCFGNNCTDLTVSEVSERLGLPKASASRLLKSMRETGMLEEIGGSRRHRPGRMMLNLSAAFRYSSGVIG
RARAAVHELSQAFGHTGYVSIRDNRQVLAIADFEGTNALRVGASIGNKLPAERCATGRSLLARLAPAEVALLYPDGPIAE
RLAPQLDRIRRTGYALSSQETTPGVDGLAVAVGDPVTSEAVSLCLVYPHNLVSDAERNAMIDAMIDSAGGIAEAVGDPLF
RAAAERRVPA
>OLS45218.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTDPFRALGRRDLLLLAGAGVAGAALPGRLHAQTPRVLVIASGQDFPNLDPHTATGYAPAFFMRNVYDPLLRISGNPPRP
VPGLARSWDGSADGMTHEFHLDPAARFHSGAPVTAEDVVYSFARALRLAKGNSWMLRGILTPGGLDAVDPATVRITLAAP
FAAFLQVLPWFPVVEKAAVEAHLGEDDGQSWLMTQTAGSGPFALQQARPGALYRFVRAPTAWQGGGGNLDGVIWRIAREG
ATERLLLQRGEIHVALDLTSEDMDALEGAPGVVRVIEPEYRTFTIKMNTRRGPLADINMRRAISHALDYDALRDTAGYAD
LMVGPLPLGILGHDPDLAVPRHDPDAARAHLARTATPEGGISLKIVYSANLEQQRRYALVLLDSLRALNITLEIQPMRWP
EMVAACASPDTLPDFFPVYQTANYGDPDNFAYAAYHSASNGNWQNPVFADPEVDRLIEAGGTETDIDTRKAIYGDFQRKV
VADAPDLFGVQERRKLGLRDAVRGHVFTPVAANAIECWPLSLV
>OLS45219.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB26
MLRFLLRRLLMLGPVLVGLTAIMFVIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWDQYLSYVAGLARGDLGRS
LMTRRPVAEDIAIYLPATLELVLAAMALAIALGLPLGLLTALWQNRWPDRLGQVLAIGAISVPRFFLGLLLQLVFAMWLM
WLPLGGQLPVVTLPPPRVTGLVTLDAALAGDWAMLGAACRHLALPALALALSPLAAILRMMRASAIEVMAQDYVTAARAL
GLPRRKILIKTIGRNAVSATLTVIGLYFGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVTGLIFIAVNLA
VDLAYGLIDPRVRYE
>OLS45220.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]AB26
MTAGTRLPRPAARRPRALRRFGRNRLSLLGAGLVALVLALALFGPLLAPYPAHVAGGIDTAARFQPPSAAHPFGTNELGQ
DVLSLTLAGARVSVLAGFSVVLIGGTTGILIGGIAGFLGGWIDEILMRLTDLMLIVPNLILAMTVAAVLGPGFQNMVLAL
ALGWWPGYARLLRGEVLAARERPHVTAARAMGASQARVLVRHILPNCVSPLIVKMSLDMGFAILMVAGLGFIGIGVRPPV
PEWGTMLATARAYMPDMWWVAMAPGLAIFVAVFGFNLLGDGLRDSLDPRGGR
>OLS45221.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MADPPLLELRGVSRLYRPRRSLLARGPEVVALDGVSLRIGPGESLGVVGESGAGKSTLTRIILRLERPDAGQILYRGADV
ARFGPGALRAFRARVQIVFQDPQAALNSRMTAEEIVTEPMLVHRDTVGLDRRGRRARVAELIETVGLRPDHLRRFPHELS
GGQRQRIGIARALAAGPELLLLDEPTSALDVSAQAQVLNLLIELQDRLGLGYLFISHDLAVVRYLCDRIALIRLGRLVEE
GPAAQIFDAPRTACARRLIDAAPDLGAPLRSAGRTTGTD
>OLS45222.1 HNH endonuclease [Rhodovulum sulfidophilum]AB26
MDGDFRTSFVREPGSLKHHPALVLNADYRPLSYYPLSLWPWQEAVKAAFLDRVDIVAEYDKVVRSPTRTIRIPSVVVLKD
FVKPQKRVAFTRFNLFLRDEFSCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PQATELRDVGRKFPPNYLHDSWLDFLYWDAELEA
>OLS45223.1 hypothetical protein BV509_13325 [Rhodovulum sulfidophilum]AB26
MSAPDTNAKTPLAQGTGTYLAQIPRGDPARQVAQETGAAFGGALYVDSLSDPTGPVPTCLDLLRVTFDTVAGGLLEATVA
N
>OLS45224.1 hypothetical protein BV509_13330 [Rhodovulum sulfidophilum]AB26
MVHRPTADDIPATEADPGGGILARDVTVTYRCGHTAVHAVSFGIPRGTITALAGVNGAGRSTLFKAIMDLVPVAWGEIRR
LGLGGREALRRNLLAYVPQAEEVGWRFPVLVEDAVMTDRHGHMGFPRRPRAADRAAVDRARSRRLDGVLPPPDRRAVGGQ
KRRVFLARALAQDGRVIPLDEPFTGVDVKTEEQIAALLRALRDEGRVMLVSTHDLGSVLEFCDRAVPVRGTVPATGRPRR
PSPARTSNAPSAACWASSRWAVPSCTMTTPRARFRS
>OLS45225.1 hypothetical protein BV509_13335 [Rhodovulum sulfidophilum]AB26
MRLLEPFAYPPILGAFAAGMTSALVTGYLAENRRIKRATGMGVVCSGMFALEVILFAAFPSNAHLDPILFGDMPGAGPQD
L
>OLS45226.1 hypothetical protein BV509_13340 [Rhodovulum sulfidophilum]AB26
MTLAAKWKDPMLRTFDPGQAKASGLPVGVLHYGLLTALSLTIVATLSATGLLLAVGLLIAPGAIAFLPVQSFGPMPVVSV
AVCLAAMLGGTYASFHIDSAPAATVILVLTALFAAAFGRRLHRTRAASRGARGAG
>OLS45227.1 transcriptional repressor [Rhodovulum sulfidophilum]AB26
MQDRSDRLTRALRAAGIRITRQRGALMDVLAEAEDHPDAAELHRRAEPRAPGLSLPTVYRTLSALEDQGVIQRHQFEGAP
ACFQRAETAHHDHMIDIGTGEAVEFRSDRIEEPQARIAAKPGYDIVHHRMELYVRKTRG
>OLS45228.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MSLISLTRSLPFRSPLDCLAVLAALVWLTPAALAQEPATGAAPPMQVGVIEMQRQEVPRTVTLPGRAVAFEDVEIRPRVD
GVVEEVVYKPGRPLKVGDPLYRIDDAAYRAEVAADAADLAKAEANLPVVQSAYERALKLEGNNYSAAQVDAARAELEEAK
ATLDAAQAALDYSRTQLSWTTIRSPIEGVPDISAVSVGDLVTAAQGDALTTVTRLDPIYVDMIETSARILSIRRQIEAGT
LKMNDRLRARLVLETGQSYEGEGQLVTPGTSVATSTGTMSVRFRFDNPRRLILPGMFVRGEVTLGSVDAFLVPQRAAQRD
SSGKLNAFVLAADDTAKKTALTEIGSTGNSWIVEDGIAPGDKLIVDGLKSMSDGQKVRPVTATLDENGLVQDAAPASSGA
ED
>OLS45229.1 multidrug efflux RND transporter permease [Rhodovulum sulfidophilum]AB26
MAAFFIRRPVFAWVLAIVTMLVGAFGLATLPISQYPDIAPTTVRISASYTGASAETVENSVTTVIEDGMTGLDGLTYMTS
TSSEGSASVSLTFDDTVDPDMAQVQVQNKLQLVQSKLPASVTQQGVAVTRSTSSILMVGALVSEDGSLSSVELGDLLSST
LEDAVQRTEGVGSINVFGTQYAMRIWLDPDRLFQYQLTPADVTGAVAEQNTNVTVGSLGAQPVVEGQQITVSLSAQSQLS
SVEDFQRILLKTEPDGSSVYLADVARIELAEESYGSSSRFNGKPAAGFGVNLATGANAVETASRVRATIDGLTASLPEGV
AVEYPYDTSPFVEQSIEQVYHTLGEAIVLVFLVILLFLQSWRATLVPTIAVPVVLLGTFGVLAALGMSINTLSMFALVLA
IGLLVDDAIVVVENVERVMAEEGLGPREATEKSMAEISGALIGIVVVLSAVFLPMAFMSGSTGVIYRQFSVTIISAMVLS
LLVALILTPAMCATLLRPGDGHAQLAPLRWFNAGLDRLTGGYGGSVARFSRRPFRMLIVLAAVGIGAGLVYREVPSSFLP
TEDQGVLMATIELPQHATTAQTEEAVAALENHMLTATGGAVDSVFSAVGFSFGGSGQNAAMMFVKLRDYADRPGLDAETL
STRTNGAFFQSRFGQIYVMQPPAIPGMGTSSGFTMYLVDQAGTGQEALKAAADRLVAAATADGRVTNLRGNDDATKPSLR
LDIDQQKAEALGVSLSDVNGMLATVFAGTYVNDFPLGNDLREVIVQGDARWRMQPEDIDAWYVRNSGGEMVPLSAFVTRV
WDSVTPSLDRYGGTRAMELSGAPAQGISSGDAMETMEELVSGADGGYSVAWTGLSYQERLSGNQEPLLYSLSALVVFLAL
AALYESWTVPFAVMLSVPVGMLGALLATWLLGQSNDVYFKVGLLTTIGLAARNAILIVEFAETLRRQGQALVEATVTAAR
QRLRPILMTSLAFGFGILPLALASGAGANAQNSIGIGMLGGIVFSALFGIVMVPVFYVAVLTAVARLRPQPSRPAPDEAR
G
>OLS45230.1 transporter [Rhodovulum sulfidophilum]AB26
MKLSARNILTGTVTAVETGTVTTHVKIDVGGGAIVTASITNEAATDLDLRVGDKASAIIKSTDVLVGKD
>OLS45231.1 hypothetical protein BV509_13365, partial [Rhodovulum sulfidophilum]AB26
MTAETFQAESAVEVWIEGLKRFREDVETVGHFGLSPGSVATLSAELTHALRRIGVVDRARAQLKAMAFGLTVDKQAEPAA
IVCAEHINRFVSVLGTDALPEAQRARVELPEGGSRPVFAPRPGADDADG
>OLS45232.1 hypothetical protein BV509_13370, partial [Rhodovulum sulfidophilum]AB26
GADDADGLPPEPRPTAEETWTDWVFALDAMFVANAKDTDAGTVNIAQNLRLGEILADFGAGGA
>OLS45233.1 hypothetical protein BV509_13375 [Rhodovulum sulfidophilum]AB26
MALTVRPDPRRPSGGYAELSAASDALPETEATVSVFDAFSERFLGIDGWQSDRAEFGPYPVVQDGGRATLVIGPEIVNQI
EEYAALKIRVNRVEADISWPDDVVPMPGAPRMGGLAVTRAAPARGPGALTGRAPGTEAPPPKATDAPEAGTASDAPKGRS
RLPLIAGLSALALLIAGGALAWFLMQPPAPVFTETRKTEPPPPPPPDPCGAEALAGLAGLPFAEGRALMASCGARVTPQQ
ALAALEAGADAGDAEALLLFGEIYDAGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAVDRLGRLCPELRAASDT
LSRSAALEYCSP
>OLS45234.1 hypothetical protein BV509_13380 [Rhodovulum sulfidophilum]AB26
MSPLRLRLALSAVLLSVVLAETGPALARPLLIDGTSTVYQRVLTRPGAALHDAPGGPVSSHYPAFQPLYVFARQAGWVQV
GPSSAAAPAGWVEAETVVDWKQNIVAAFTNPADRARSLMFRTEEGLRGFMEDEALVDTQARLIEKAETGMLTPEDGVVSI
EPENFVNIRDRFYILPILDFVEDLHPMTYDPNLLLKVASVPLRDELPAAAAEASSSAGSFDTGVVFVFDTTKSMQPYIEL
TRKALAKIIFDINGTDIGDRINFGIEAFRDNPQAAPGLDYRTRQVIPLARRINQLPVLEAIDNTRAATVSSPGFNEDSLA
GVEDAIRQTDWDQTASDDPFDARYIILVTDAGPKDPRDPNARSEIGPVEIQRDAEDRNIVIMTLHLKTDAGAANHDYAAD
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTLLVTALTDHVRMALGQARVQAPEDRDDDLEFLGHALQLAWLGTREGTRAP
DVFESWVTERAAEKPQALAIEPRLLVTKNEMATMAELLDNLTRIAETTRGEDEARDFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDETRWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>OLS45235.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MADALVLRDLGVSLADGDRGFALRVPELSIAAGETVGLTGPSGTGKTLLLELLGLLRVPDAGGVYRLCPGDAPERDLTAL
WTRRGRIARLRGRLFGFVPQTGGLLPFLTLSENVALPQRICGRPDPGLVRDLIDRLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMTLLFEAAGRTGSAVIVSSHDLDLLGRFALTRYRLALDPDHAPGRPVSRLIAA
EDGPEAA
>OLS45236.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTLLVTLALRALFRDWIFVFCNVAVLAGVIVPLLVLFGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVRFATLKTRSIFDYVNVRATGGRGRQEALIAPSGTGDPMITPLPGLGADEVAVSPALAAQLGLATGDRVEIFTQAENRP
RQLVLNARVAGVLPPGRLDGRVVMADIGLLDLIEAFYDGYALPEHGIDSGKPLADRAGSFEGMRVYAAALDRLAPLQDRL
ETRFGVRTLARTAEVTSVLTLGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVVQA
LVTAVLGLCVSFLLFRLTAALAERLFETGLAERGGLVSVSPAEALAIAAAVIAFVGCASLAAARAALATDPATVLREET
>OLS45237.1 hypothetical protein BV509_13395 [Rhodovulum sulfidophilum]AB26
MKAAALALSLLLAAPAAAGVTWDRDQYDPGGATASADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGYS
DYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALMGECSPPKRIDRTALGGLSWFRAVELSQLYSEWLLAEARDALP
PETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLTRPNPLGLYDIYGNAEEL
MLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSASDGSATAGETFGLRLVLSRSVAWSDPVLREIKA
GWIARTEDTGRGGADQTPLGTLTEMIDEEIDPRRKAALQELQLEVRRSAEEATAAFGEAAKSNLLNGAVLVGAMLAGRQE
EARMSSELIGIADQTRLCSRPEQCTALRGAGAQLMTKLATLREVQKTYLLSLRSAVESLTEGADSQLTGDALRLLQGELS
ASSQRQILDNLTRFSAVLDAYRDHPDMSEDELHALVLSR
>OLS45238.1 hypothetical protein BV509_13400 [Rhodovulum sulfidophilum]AB26
MRAVSFLLLMLVLACPPTPGRAAGGIDRDSVRFAQLATTEGPSGDMGADIRDGLLAAFDEVNRAGGVRGRKLLLDTFDDH
YEPGRAIVLARDVAEGDTHAAFIGQVGTATLKAVLPVANRSGMPMIAPFTGADFARAETAGRVLNLRPSYDQETEAAVAE
LVDRIGLKRIAVFYQDDYFGAAGRDGVIRALARRDLEMVAEGRYTRNTVAVKVAALMLADAAPDAVILVASAGPAARLMG
IARELGLETRYLALSTVDPATLAAEAGADATGTMFCEAVPSPFDTDLPVAADYRAALKAALPEATPGFGSFEGYLSGRLA
IEALREAGAEPTRDKLAEALDRLGDIDLGGLVLRFGPGDRQGLDAVGIYRLTADGTLVPAGTAPSGT
>OLS45239.1 hypothetical protein BV509_13405 [Rhodovulum sulfidophilum]AB26
MFGSIALKVATGFLAMGAMTGGAIAISLMVFAAMSGALDRLLGEQLPGIKDSVSVIENTGEIRGALTGMLLAGSPAAVDV
SFAALKAREEDLGRSIDNLSPEVARDLHPMLNSLDAAAHEMRAALGLRFDSSDRMTGQVVSFTRLAEETRARLFQLSDDA
AYDMTLAGQQTGETVTSTLDHLVGTDFVAATLILKVRAEINFLGGLALAISKSEDAAYTAIMRDMADTSLNALDVALGRL
AEMQTVEDYLPALVETHESFEKLARRGFRLRKGLTELVLEQRETSEKALSGAMDDLTFDLMTGARDAAQFNGEAIERLLT
NEVQQIRDTADIGLSVEKLIATAFLGAIAQDVDEAAKIQDTLDGLVAELEAVVARSYVPDDLQELIARIAGETSAETGIV
ATRLALLDAQDQAEDRSLTANDRLGEIAAAVRLTSEEAIANAHEAGDAILLQAGEARDRLMMLAVASGTVAVLAIVLSWA
LIVWPIGRLTGITDRLARGEMTEIPGFRLFGGEVARLAGALLVFRDNLAERERLRAHEREAEAEERRRADEQKAMVRELA
GGLQALAAGDLTRTLSTPFPPDYEALRADFNATLATLNDMMATIALNATAIRSRAAEMGASSDDLSRRTENQAATLEETA
AALDQLTASVRAAAEGAAEVDRVVKEAHDQAEQSNTVVVEAVAAMTGIKDSSDSISQIIGVIDDIAFQTNLLALNAGVEA
ARAGEAGRGFAVVASEVRALAQRSSDAAKEIKGLIAASTDHVASGVTLVNRTGEVLTDMAARIGNIAELVDAIATGAREQ
SVGIAEINAGTAQLDQVTQQNAAMVEEATAASMQLREEATTMADLVARFRLDQGGASLSSPANAEPDWASGPANEAPRRA
AAGTGWADF
>OLS45240.1 thymidylate synthase (FAD) [Rhodovulum sulfidophilum]AB26
MPVTEDQLAEIEAQRAETAPTRRVVARGMEERLYTLHPVLDHGFVRVIDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNHQGRGEVLEGEEA
ARVLEILKADSARSYDNYEAMLSQDGQRGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTMC
EIVADWVPLAFKAFEDYRMGGVTLSAPAMDCVRRMLKGEPVTQENSGMSKGEWREFEAAIQSN
>OLS45241.1 3-beta hydroxysteroid dehydrogenase [Rhodovulum sulfidophilum]AB26
MTNVALIGASGNAGSEILKELSARGHRVTAIARNPERIAALPGVTAEAADLHDRDRIVGLLSGHDAAISAVHFTATDLPA
LLAAARASGVKRYLVVGGAGSLEVAPGQRLIDTPDFPEAYKPEAARGADYLEMLRKTDDLDWTFLSPPALFEQGARTGTF
RLGKDRLLTGKDGSRISFADYAIAMVDELERPAHRRERFTVGY
>OLS45242.1 hypothetical protein BV509_13420 [Rhodovulum sulfidophilum]AB26
MDLVDGLRTFVAVAESGSFTRAGEQLGITNKVASKYVAALEERLGHVLFYRTTRAVSLTHEGTKWLPHARKVLAALEEAD
SALRDPADGLSGRLRLTCGTTMGELVVADAVRGFLDENPAMQVELHLSDALADLAAGGFDLAVRIGIPQDSSLKMRRIGT
TRLCVAASPAYLARAGRPQHPRVLEGHTALLDLNEHPAGRWQFRDANGPLTVTVSGRFAVNSASQTIRAALAGEGVMRAP
DIFLAPHLASGALVELLPGHGTAAHPLNLLTLPTAFRLEKVDAFAAVLKRHLAGLGSDTRHPAP
>OLS45243.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTTLLQDLGIGSATAIDVAALLLRVALGALFLAHAWLKIFVFRPAGAAGFFRSLGLPGALAYLTMAAEILGGLALIVGLW
TSLVSILLIPVIAGAGWFAHRANGFWFNNQNGGWEYPAFWTLTLLVQALLGSGALALTAI
>OLS45244.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]AB26
MKVRYLHTMVRVKDLDASMAFYQLLGLTETRRIENDKGRFTLVFLAPPGQEECPVELTYNWDGDDGLPSDSRHFGHLAYG
VENIYDMCDRLMKAGVTINRPPRDGHMAFVRSPDNISVELLQIGESLPPAEPWASMPNTGHW
>OLS45245.1 hypothetical protein BV509_13440 [Rhodovulum sulfidophilum]AB26
MVRLAALLALAPIQAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALKSSNVQAAILSVPDRPVALAVYEWSGRYQQR
VVVPWRLLESPSAILGAAEAIAGSRRSYAAFPTAMGFGLAFGARLFDSAPDCTERTLDMSGDGINNDGFGPELAYASFPF
GDITVNGLAIGGGSPNDAEVFDFYRDRVIRGPGAFVETARDFSDFERAIRRKLMREVAARVYGGTSLLPRDGG
>OLS45246.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREVVGGLFARHAEGLVARNVVDDDGLREITAALKRMERYWSDQ
IRYIY
>OLS45247.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB26
MTESTESRRKRMHIRAWRRGTKEMDLILGRYADAHLAAMDSAALEAFDALLAQDDHDLYQWVTGQVAAPDEFAPLIERLV
ARPVNG
>OLS45248.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDTSETDAADWYSEDAATFGDRVVAAREALGMTQTELAKRLGVKLETVRGWEDDVSEPRSNKLQMLAGVLNVSIMWLLNG
HGDGLDGPGEEAVIPGDVRGILGEIRAVRADMARLANRLGVLEKRLRHALKEHG
>OLS45249.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB26
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKRDNGLDYEPSQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVFVEGRMEDGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRAQLKALTDVLMKHPHVHIMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPAPLIKAMGKIQSQSTSNPSSIAQWAALEALNGPQDFIAENNAVFQRRRDMVVEMLNQAEGIDCPVP
EGAFYVYPSIAGCIGKTTPAGVKIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>OLS45250.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB26
MASVSPLPLSAHLRATLVLGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFIVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGVGLLSLPVFFVSERLFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGAVAVNAVGNYLLIFGHFGLPELGLQGAALSSLIVNVLSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIAVQISSAIFMVHLGLSNAATIRAGAALGRGDRTGLYRGAVAA
FGVSAVAVAVSVVAFLAWPEVLVGFFLDPASPDRAAVMAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLASGLALAGVLMMTRFWSRDWVPAR
>OLS45251.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MWNDRYAGEDYLFGTEPSTLLRHEAARLPPGAEVLSVAEGEGRNAVWLAGQGHKVTAVEAAPNALAKARRLAEARGVTLD
LHEADIDRWDWAPGAFDAVLGVFIQFGDRAAQDRLFAGMRQTLRPGGLVLLQGYAPRQVGYGTGGPGDPAQMYTEPLLRD
RFAGFEILLLRDYDTDLAEGRGHSGRSALVEMVARKPRPEG
>OLS45252.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB26
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPVDPHPKFPGKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGATANRRGTTVTFHADEQIFGHHRFRPARMLKMVRSKAYLFSGVEIRWKSAIPDGDTPMEAVFHFPGGLSDYLT
ETLEGASTYADRPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRAEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATSRDGTELFIVEGDSAGGSAKMARDRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFNIDDLRYDKVIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGPKRIYA
LDEAEKEMWLAKGLGGKGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDEPGETADLVERLMGKKPELRFQYI
QENARFVDEVDV
>OLS45253.1 hypothetical protein BV509_13490 [Rhodovulum sulfidophilum]AB26
MSIHTRPIPSRARVGAKPPRGSVSAALAALDRAPSDPAALRAFVATLAKADMERARSARFEAALARALAEPSVCNLTIQS
FASAYLAGRFMAAADKADGKVDVPPGLLNLTIAHLYHRLNVSLALEPFLIAFRRDLLEAAREGRAVSAQQIALAEALARH
SFTCEYIWLEAEAETAALETVQRQVETAIAQGADVPALPLFVLGAYRPLDRIPALLAWVALQAAQGLERLDPTLRLLVFD
RLQEEALIPRIETLTAIEDATSAAVQAQYEENPYPRWRHLGRRTPVDFKTYLSRELALAPALTVSAPAQARVLVAGCGTG
QHPISLALSLTGATVLAIDLSRASLAYASREARVRGVENLGFAHADILKLDGLEDAFDLIEAMGVLHHMRDPEAGLAVLV
KALRPGGFLRLGLYSRLARRAVIAMRSRIATVGYRPDLEGMRAFRRDFFLDRLYAEAPELCSFRDFYATSELRDLIFHVQ
ERDYTTSELAEMLDRNGLEFLGFSGLDADIMQRYRAETPDDPTGTDLAAWGRFEDRHPETFRGMYRLSCRKAAPSAVSPA
>OLS45254.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB26
MEVGHGDDPATGTDPETDPGGAPGAAADQRRIIHVDMDAFFASVEQRDRPELRGRPVAVGHGRARGVVAAASYEARAFGV
RSAMPSVTALRKCPELIFVPPRFEVYKAVSAQIHAIFAAHTDLVEPLSLDEAYLDVTGACTAGRPATGIAEEIRAEIRAA
TGLTASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAQAFVAALPVGRFHGVGPVTEQKMHRLGIRTGADLRARSLAVLQA
HFGSSAVHYRAISRGIDTRPVRPDRRRKSIGAETTLSEDLREFGAAVEVLRRLAGKVARPAAEKRLSGRTVTVKVRFTDF
EQLTRRRTLPRPLAGAEEILAVAESLLEDLHPFRRPVRLLGVTLSGFEPPAGETGQQLDLFDAAEVPPQGSGRAGRLTGA
PSS
>OLS45255.1 hypothetical protein BV509_13500 [Rhodovulum sulfidophilum]AB26
MGQPATGAPDHLVALGPGQRLAHRTALGQALHRKPLAGPGRDPRRHPDRVMSHMKRQTLQVAVERVGALGTLRAAQQGQF
GRVAVLAADKDSLARIGPGHPLDGEAGEAGAARLGLLHLVRCIQKAFEPECTSRHAGLFAPK
>OLS45256.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MSDPVLSLDAVEKCYNRGLPGEVSVLRGASLSVAPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENILLPQMAAGTPRAAAEARAMDLLTRVGIAPRAAHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>OLS45257.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTAAPFARFEWMIAWRYLRARKAEGGVSTMTWISLLGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
AGVRTRTIPDYEPIAERLRTVPGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLDRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVNAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNRESVADEFEVMV
EDPEHVDDLTSALLRAAGDRALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGASVGLAGTLFGVILGCLFAIYIDPIFSLVNYVSGGGVWDPSIRGIYNLPAKLELQDVLSAVLLSL
GLSFVITIFPARRAARMNPVEALRYE
>OLS45258.1 hypothetical protein BV509_13515 [Rhodovulum sulfidophilum]AB26
MRIGVKAAPERPRVREGLTGAGHGGPSRARDALVRVAEKARLPMPTALSDAPRVIPRIAPYHSGPYRLGAILQDPGPLHG
SGCNAQKTGEIGVLNGDPTATLCRQALEANGISLSAYLPMNAIPWHDAPASRPARLLKEGAAPNRRLILEAGVDLVLLLG
RQAWTSARYLDLPDRIEIRRLPHPGRLGLINCRENGKIVGAREAQKRLIAGFALR
>OLS45259.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB26
MRLSRYFLPVLKETPSEAQIASHRLMLRAGMIKQASAGIYSWLPMGFKVLKKLEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRIRDRHDRDMLYGPTNEEMITDIFRSHVGSYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDYDSAIHAYNRHMVSYLRTYERMGLKAIPMRADSGPIGGDDTHEFLVLADTGESEVFYDSAILDLTFGDRNVNYD
DRAECAQIVKEWTTPYARTDETHDAALYEAIPEARRRSSRGIEVGQIFYFGTKYSEPMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADGACKGIYKALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGDSEEMSPEAAVAKIAEIYAPHRTGSHWEPMAKSSFHTWL
>OLS45260.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB26
MGLPVRAQAKYWGIAAAAIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGFSRVGATVTITLCALVIFVLGALLVL
PSMIEQAVALVNAAPDLASHLHAFLTERFPSLADNGSTVRKTLTGIGEAVQAKGGELLNGVLTSVVSIVDMVVLVVLVPV
ITFYLLMDWDRMVAEVDRLLPRDHAPVIRRLAGEIDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FIPYVGAVVGGVLALGLALFQFWGEWWMIAIAGGIFFAGQQIEGHILTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAAALGVLTRFFIAQYMDSRLYRGMAGRDDAPAPDSDEDAA
>OLS45261.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB26
MVRQLALELPVRPARGRAAFFVAPPNALAVQQIDAWRDWPARKLVLIGPEASGKTHLVHVWADLASAEVIHARDLPQAEL
PALAAAGAVAVEDADRIAGRRQAEDALFHLHNLLAAEGGTLLMTARRAPRDWGLCLPDLASRVQAAATAHLEPPDDTLLA
AVLVKLFADRQIAVSPDLIGYLVDRMERSFAAAAETVAAIDREALASRRKPGPRLAREVLDNGPGGDD
>OLS45262.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB26
MTQADFLVAPFPEPVEIPEPQRIGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFVSISATNLDEFYTVRVAGLRE
LAKKGNIVPAADGLTPAEQLVLIDRDARKLLQSQQTAWNKLKREMEDAGIHILTRSRLTAADRAHLEDYFLRKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERDRDGHPLQALLPIPHQIQRFVRLPAEDGQQRFLPMEELLLVHLGSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKLSAGAPEQLRSVIMRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWPPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPNVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVSALVELKARFDEAANIRQSRRLERAGAHVIYGFINYKTHAKISTVVRREGDQLVTYTHFGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEESDHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSHRARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANFADEAQSWVMQPDGSFVRAEAGPDAFNCHRFFMENASLSGRGSAGAADVRQLAKV
KD
>OLS45263.1 exopolyphosphatase [Rhodovulum sulfidophilum]AB26
MDGQAEDRPEAWDPFGRSLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
RRALAALKRFEILSEAMGAAPLTVVATAAMRDAEDGPEFRAEIERATGLKIWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGIVGQRGTSPLGPLKLRDVPGGKKGLDRYIGQEIERLAAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRSSLSETIDWIATSDTEALRQRTGTSPDRMALVPYAAQVLKKLVAHLRPREIAVSSYGIREGLLFEQM
PADLRARDPLIEACRFAEQTSARLPGFGNRLYNFILPLFGAAGPEKRRLIRAACLLHDTAWRAHPDYRHEVCFESATQAN
LGGLEHWERVFLGVSLLHRYKNSRAGSRFEPLFALLEPEQIRQAEVLGKAMRFGAMFSLQAPDSLAELRHYPKKKQLELI
LAAGSEALFGEVAEARFASLAKALGVETSVRVRRH
>OLS45264.1 hypothetical protein BV509_13545 [Rhodovulum sulfidophilum]AB26
MGRDLVFRASARLMAMDDAAWARHANPWSGWSRLSVLPLLSVAAWSRIWLGWGALAPLALVLVWTWANPRLFPPPASTGS
WMSRGVLGERIWLTQGTDPAFAHHRPMVRALGLAGALGLGLLLAGLALLAPAPTVAGLAVAMLSKLWLLDRMVWVHRDAG
APGLPPD
>OLS45265.1 hypothetical protein BV509_13550 [Rhodovulum sulfidophilum]AB26
MSSYDGGCAHVHAHADHDPIDNHTCHCSVCKRVTGQPTTHVVFFRHGDLAAEGGPMKRVPFNDRNPDGPLEICICEECGT
PIMLDDKQGRIRAVVPNLMGSSAEMPATYHAFYDAATGVPKPDDGRPVYEGLRPDFVWPQPS
>OLS45266.1 hypothetical protein BV509_13555 [Rhodovulum sulfidophilum]AB26
MTRLAAHAPLIALLLALSLAAPPVAAQDGAPLDGTGGANDPGDLDEGLDLLGEGMRKLFKGLGDEIQPRMRDFAEAAEPV
LSRLMDLIDDLDAYQMPERLPNGDIIIRRKPDAPPLADPDHADDIEI
>OLS45267.1 endonuclease [Rhodovulum sulfidophilum]AB26
MRIATYNVEWFNALFDDAGALLDDDGPSGRHGLTRHAQIEALGIVFTALDADAVMVIEAPDQNGRRGTVRALEGFAQAFA
LRARRAVIGFANDTQQEIALLYDPDRLQARHDPQGQPTGRKGAREAPRFDGVFRWDVDVDAAPDLIRFSKPPLELAVETA
SGASLRMIGVHAKSKAPHGARSPEEVIRISIENRRKQLAQCIWLRQRVETHLEAGEPLIVLGDLNDGPGLDEYEKLFGRS
GLEIVLGQDGPPDRRLYDPHARAALQGLLAAQPASARFYVPATGRYLSALLDYVLVSPDMRARAPVWRIWHPFDDPELYR
VPELREALLTASDHFPVSLDIAL
>OLS45268.1 molecular chaperone DjlA [Rhodovulum sulfidophilum]AB26
MSLWSRIADALSALAKGEGLAAVFDRLRTAPERTVAFTIAVIALGAKMAKADGRVTRDEVTAFREVFTIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETEAPLCDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLTDRQFRTLRARFVPDAV
PDPYAVLGVDPEDDLDAIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAVNQAWEAIVAERAA
>OLS45269.1 polyphosphate kinase [Rhodovulum sulfidophilum]AB26
MLELDHLAIAAATLDEGVAAVEAALGVRLAAGGRHEAMGTHNRLLRLSPALYLEVIAIDPEAPPPGRARWLDRFEGRPRP
AAWVARTSDLGAALARAPAGSGRPMAVARGDLRWRMAVPEDGELPFGGLFPALIEWQGDLHPVAMLPDTGCRLVGLELYH
PRAVDLCHALEGLLDDPLVAVHPGPEPALRALIGTPHGRRILE
>OLS45270.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB26
MLLRALDKFFGHEASGGILLMLAALAALIVANSSLQPAYDSALGATFSVLLNGEGLEKPLILWINDGLMAVFFFLIGLEL
KREMREGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGTPETLSGWAIPAATDIAFALGVLALLGDRVPAALKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLFLALIPLAGLIWLNLRGAHRIAPMILLGTIMWFFVLKSGVHATIAGVVTAFCIPL
TDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISPSDLLQPLPLGVALGLVIGKQLGVFAVTFAMVKSGLARL
PEGVGWVHIYGLSCLAGIGFTMSLFIGSLSFGDPALMNDVRLGVLCGSAISAVLGYAALRLIASPATAKQVATAR
>OLS45271.1 hypothetical protein BV509_13600 [Rhodovulum sulfidophilum]AB26
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYRHLDWHELLAGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>OLS45272.1 ribosomal protein S12 methylthiotransferase [Rhodovulum sulfidophilum]AB26
MSQPRSPNPPDLRPDLAPRARIETPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLEAIGEALKENGRVIVTGCLGAEPGYITGAHPTVLAVTGPHQYEQVLDAVHGAVPPSPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVLREAGKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGSLGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAAKTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVAGAAANNLPDHVPAEIKQDRWERFMEKAQAISEAKLAAKVGQR
IEVIVDEIDADGIATCRTKADAPEIDGCLFIDEGTGGLAPGDLVTVEVEEAGEYDLWGRPAA
>OLS45273.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTFDRIDLKILDILQRDATVPVARIADQVGLSQTPCWKRIQKHEEAGVIRARVALLDPDALGLSMTVFVLVEAVEHTPDW
RAGFLAVIERLEAVRDVYRLAGTYDFLLRVVVADMPAFDRFYEKLTAGVRLRSVNSIFALECLRAETALPLSACGAGIEA
RS
>OLS45274.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB26
MKAPLLRAPSPLPGFGPSFGIALAMLSVVVLLPIGALLGRGLMIGPAELWGMVNTRRVWSALALSFRAALIASLFNLVFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPNGPFGQALALLGLRIAYTETGIWLALVFIGLPFVVRT
VQPVIEELDPDIEEASATLGARRFHTLRRVILPTLMPALLTGFALALARSVGEYGSVIFIAGNIPGLTEIAPLLIVIRLE
EYNSDAAAAIGIAMLLISFAILLAINAIQIWSRRRIGLV
>OLS45275.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB26
MSDIVLSRPVPVTTEPQLARALLVGLAVLFAALFLFAPLATVFAEALAEGWQGAIAALSLPDARAAIRMTLSIAAIAVPL
NAVFGIAAAWAIAKFDFRGKAFLITLIDLPFSVSPVVAGLMLVLLFGANSSFGAWLMAHDIRIVFAFPGIVLATLFVTFP
FVARELIPVMIEQGRTEEEAALTLGASGWRTFFTVTLPNIRWALLYGVLLCNARAMGEFGAVAVVSGKIRGETATMPTMI
EMFFNEYLSVAAFSLASVLAMLALLTLLLKSLLEWRHADLLAATRRH
>OLS45276.1 sulfate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MNIELEELAKEFGTERALHPVSLFIPSGALVALLGPSGSGKTTLLRILAGLEFPTSGRVRFDGGDATGLSVQDRRAGFVF
QHYALFRHMTVFENVAYGLRARRRTERPTEAEIGRRVTRLLDLIQLPDIGARYPNQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDTTGLTTVFVTHDQEEAMELADLVVVMSMGRIEQVGKPAEIRAKPATEFVRTFTAA
>OLS45277.1 rRNA cytosine-C5-methylase [Rhodovulum sulfidophilum]AB26
MTPAARLQAALDLLCDIDSAMRPADAVVAAWLRPRRHIGDRDRGAILDLMQALLRHQARLGWWLTKHGRNDTPRDRMLVW
LALAEGRTPDQIRRLFNGAKAAPAALTEPEHALLTRLRGCTLVHPAMPDEVRLECPAWAAAPLRRRFGATFETEMAALLT
PPPLDLRVNPLRSSRAVVLGGLKDLGLHAEASRLAPHGIRVPERLSLARLEGLRTGEIEIQDEGSQLVALLVDARPGERV
ADFCAGAGGKTLAIAAQMANKGRLVACDVSEGRLKRCAERLRRAGVQNTETRLLTSETDRWVKRQKGSFDRVLVDAPCSG
TGTWRRNPDARWRAPEERGLDGLVALQGRILASAARLVKPGGRLVYATCSMLIEENEDQVAAFLSAHPGFRVVPPREAAP
GLAPGLATVAGGAYLSLTPARHDTDGFFAAVLQREDPAPAAEGENRPPHGT
>OLS45278.1 YgiQ family radical SAM protein [Rhodovulum sulfidophilum]AB26
MRSSVPPLFSPSRRPSSGRPAAPFLPMSRAEMAALGWDECDVIVVTGDAYVDHPSFGMAIIGRLLEAQGYRVGIISQPDW
QSAEPFRALGRPRLFFGVTGGNLDSMVNRYTSDRRLRHDDAYTAGGEGGKRPDRCTIVYTQRCREAYKDVPVVLGGIEAS
LRRIAHYDYWSDKVRRSILADAKADLLLYGNAERAVVEVAHRLAAGEAARDLDTIRGVALFRPVPAECQELRADDLASAD
EGASRKSGDTVIRLPSFEEVASDREAYARASRVLHREANPGNARPLVQRHGDRDLWLNPPPVPLTSTEMDAVYDLPYARA
PHPSYGDAKIPAWDMIKFSVTVMRGCFGGCTFCSITEHEGRKIQSRSEASILREIEHIRDKTPGFSGVISDIGGPTANMY
RMACKDPKVEAACRLPSCVFPEICPNLDTSHDDLIRLYRKVREVEGVKKVMVASGVRYDLAVRSPDYIRELVTHHVGGYL
KIAPEHTERGPLELMMKPGIGTYDRFKEMFDAAAREAGKKYYLIPYFIAAHPGTTDEDMLNLALWLKKNRYRADQVQTFL
PSPMATASAMYHTGINTLKAVRRGASEPVETVRGGRQRRLHKAFLRYHDPENWPLLREALRSMGRADLIGPRPDQLVPAS
QPPGTAKTAAKKRPARGGFRGKTFTTKGVPLPRK
>OLS45279.1 hypothetical protein BV509_13660 [Rhodovulum sulfidophilum]AB26
MLATTTVEKERSTLRFRSLCVALAAGVVAVQGGPSPSRAETPEVPAWLQAHLGTGEGQIAPVVLDRARALYLEKLRQGTV
RNPCYLAMDATRPSTARDGTPGRRFYVICEAQKSFRAVSSGHGNGRKLRRADFSNDRDCARHFSNAEGSKLTAGGPYVTA
ETRTSFKGYVGAANRRVPFYRTFLLYDGEGETANARERAIGGHPAVLVRWQCRFRNPESPHADAEGFVPYGRLVNYTGGR
SNGCTTWSETASEEILALVEDDPTTLYIYPASGDIDAVAAAVTAGRSLSRAGLYWNDTCLRTIRAPRFWPKETLRPIIDD
WRASLPKLAPQELPICK
>OLS45280.1 GGDEF-domain containing protein [Rhodovulum sulfidophilum]AB26
MAVSVLAPIRSALTKHPSPEDAASVVHGTPVGALVTAFNAIAFSASSFQDGNAVFLAFWLPAVLALCLTMIRKSRKAARR
RVSRVSRRAARILTRASASLALPWAALVVYVFAAHGPGEPMIVLLVCVGMLSGGAFMLHRAFVAALTYMLTILVPVILSV
HFGGWAQAWSVTAFATAYGGFLAYFAFTAGETARQRDDSVAALSDAVARLKRVHDENFLLANVDDVTGLLNRKAFNDRLR
QAVDRQQAGGCSFSLLLMDLDRFKNVNDLFGHGVGDELLAEVSRRLRANLSEGDLIGRLGGDEFCVLLPGATDEAAIQSI
AGRLLRVLNGPARLTGGVVYPGASFGAAICPDDAADPVDLLLRADLALNHAKETGRGQCVTFNDQLRQQLIASDEIEAGL
RIALKEDRLSIAYQPKISLHDGRAVGAEALVRWKTAEGENIPPDRFLSIAAERGVLPDLSRHIAGMIAGHILTWRRAALR
PGKVALNIHPDDLKSPEFLMATIAMFEAQGIDGKDLLLEITEGCFIGRGTDMAAMVLESLADRGYELSLDDFGTGHASLS
HLKKIPVSEVKIDRSFVAGLGVRRDDRAIVAAIAEIAKGMGIRSVAEGVEDDTQRAILTEMGIDLGQGHLWSRPIAAEQY
ASFLGKGGVKRRA
>OLS45281.1 hypothetical protein BV509_13670 [Rhodovulum sulfidophilum]AB26
MPVFREWRRSFTECTLGVKCRNEYPDGTVSGGPMYSTKKGFVERGKKGGRSLAELFSVFCILGALGGGNMVRANRAHAQI
SGLVGDDPGWITGIVSAAACLFGGGRLQERIFKVTFCIFVVIGARPARAR
>OLS45282.1 hypothetical protein BV509_13680 [Rhodovulum sulfidophilum]AB26
MKTEASTTSQSTIHGKPTNGIGAKISATMGPVTEAKASFTLASAVAALWAKDIVGIVVAAARAGMIVDLVIADLLSRRR
>OLS45283.1 hypothetical protein BV509_13690 [Rhodovulum sulfidophilum]AB26
MDEAIEDSALLSEREQTFNDINNVLVGLQATLAEALKAFVSDFNLFDRISPPCRDGAAEGERRWFDAMHYRKTGRMAEGL
LTSTRDMSSPHHLYALGYLPHDRATGVRPFSGITFWHSPDLTLSPVTNLGAAKVEHFLVDPTIGFSTPFAENLTLGGVPQ
AFVPALGAAETRFVWTVPPSQSGHKCLFARVFSFSPLDLPVDDLALDPRLDRHVAQLNLDILGQAQAVNFNLVHRANARI
DLTIRALQPTELMALRHPALAGIAPFPDIPKRGWAELRLRKGGGEVKAEPMPEGLRLSITGRGISLDDQKQPGAEMRAVL
KAIGAGETQALAHCDLFARFREMTREARQTRLSLRTPRLGIPKGQAIGVEVIGIDQVAGDGPMGGLTLVVSG
>OLS45284.1 hypothetical protein BV509_13700 [Rhodovulum sulfidophilum]AB26
MRLTCPKCGAQYEVDEAVIPEEGRDVQCSNCNHIWFQDSPALAARDPLAAFAMPRAAAGRASAPSASKPEGESEADAPRS
GTADPEMAAGTAPEPQRRSLDDDVLSILREEAEREQRAREEEATVETFSEQADLGLASPPRPRRPDPEPDPARATAPPEP
TRSPPARRDLLPDVEEITSTLSASSDRGAHSIPPALEPEGSRRRAFLGGFLLAVLVAAGALAAYVYAPVLAGLDPALEPQ
VAAYVGAVDAARDWIAGVVPPDLLDRALGR
>OLS45285.1 cell division protein FtsE [Rhodovulum sulfidophilum]AB26
MIELENVSHSYGGSELLCDMSLTLAPASFHFLTGPSGAGKTTFLKICYAELHPSHGAVRLFGADLAGLDRDGVARMRRRI
GVVHQDCGFLDHLPLRENITLPLLAAGRDVAAEDRNMAELLNWVGLTQRADALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKAIVIATHDMNLIRAAKTQVAARVLRIQDRRLYLAGADL
>OLS45286.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB26
MKALLTPLGRIAALLASDPEASRVVPPTGFAARLTLFTAATMAFLAVFALALALASGRLADRWADALARTATVRISAPPG
QMGTQTEAVLRILRTTPGIASARAMSDIEQRRLLEPWFSPDLPVETLPLPRLIEVTETRAGTDAEALRLRLAVEAPGAVF
DDHTRWRQPLVRAAGRLRLLGWTAVLLIGASMAAMIALASNAALAANAQVIGVLRLVGARDIFIARAFVRRFTRRTLEGA
AIGTLAGMGVVALLPGDGPDGFLTGLGFSGAQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>OLS45287.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB26
MRSPLQYLRSLVFVGQMYLAMPVIGLLYLPLALASPHGATLAARHYCHWVRWTARWMIGLRSEVRGTPPEGEVLIAAKHQ
SFFDIILLAGSLPRPRFIMKKSLTWAPVLGWYALRIGCVPVDRGKRGQAILAMSQQVAEGRQAPGQLIIYPQGTRVAPGV
SQPYKIGAGVLYQQFGQPCVPAATNVGVFWPRTGIYRKPGLAVLEYLPPIAAQKPLALFMADLEETVETASNRLMAEAGF
VAEA
>OLS45288.1 hypothetical protein BV509_13720 [Rhodovulum sulfidophilum]AB26
MNEMGQSGRDFAGAERLSCRIGLWPFAWRRARHVLVFRRPRKAHADGTAGQPGPQPSATCPDGDLVEGVAVDLAVPPVRP
RRVAAATGPRRERRLRLTRVGNEDGDRRG
>OLS45289.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB26
MNYLEFEKPLAEIEGKAEELRALARANAEMDVVQEASALDRKAADLLRELYKNLTPWRKCQVARHPDRPHCKDYIEALFQ
EYTPLAGDRNFAEDTAVMGGLARFNDQPLVVIGHEKGFDTKTRLERNFGMARPEGYRKAVRLMDMADRFGLPVVTLVDTP
GAYPGKGAEERGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKLGVIDRIIAEPIGGAQRGREETIERVGRNLAGMLGELAGKDRAALIAERRRKFLDMGSKGLAA
>OLS45290.1 hypothetical protein BV509_13730 [Rhodovulum sulfidophilum]AB26
MYPVEIRKMPPLTLFGLPHRGPYPGIGATFLKLGHLLDASGLSGQVVLRAGVYHDDPARVAPDRLRSHACCGFGAEIWVP
LAFDRIVIEGGRSAVMTCSGPYSRLAAAWAWLYAEGLPSGESPAAAPPYEIYRSLYPAVPVERQLTEVVVPLTS
>OLS45291.1 cysteine synthase A [Rhodovulum sulfidophilum]AB26
MAEDEIRKTSGRGRRYDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETAAN
ADIHEATTAREILADFEGERLDYVVSGYGTGGTVTGIARVLRKERPGTRIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEALDNGFYDELIPVEGPEALKQARALAAKEGILTGVSGGATFAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGEEMNDEEEAISASTPGFQIG
>OLS45292.1 hypothetical protein BV509_13740 [Rhodovulum sulfidophilum]AB26
MDDFDLLLALGAFALVASITPGPNNLMLMASGANFGLRRSLPHILGVALGFVAMIVLVGLGAMRAFEAWPGLRVALTWVG
TAYLVWLAWKIARAAPPAPDAAPGRPMTFWQAAAFQWVNPKGWTMSLAALTLYAPGQEIAGVLLVAAAFAAVSLPATGLW
TVLGTRIRRVLTRPERLRLFNRTMAVLLLGSLVPVFLH
>OLS45293.1 CoA ester lyase [Rhodovulum sulfidophilum]AB26
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKAAARANVIQAIGDLDWGTKTLSVRINGL
DTPYWYRDVVELLEKASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRGKRLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSEAAVSEAREILAAMEKAKAEGAGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>OLS45294.1 EBNA-1 nuclear protein [Rhodovulum sulfidophilum]AB26
MIETPYLLFLGDAPDSLAAKVAQGIRDWRPENAIGQFRMEGCKADLKLPDLDLVDAKARGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLRNEPDLAAVAEATGRTLHDVRIPTVAYPIATGKKRSGKRCLAVGTDCSVGKMYTSLAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAVEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALVHGGQP
DALVLSHEPTRPHMRGLPDYQLPSLEDLRDVALTLARVANPKAQVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLVDALDAI
>OLS45295.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB26
MQISVTPESFRLKEAFTISRGSRTEARVLTVRIASGGATGWGECVPYARYDETLESVTAQIGSLPRTLTRHGLQDLLPPG
AARNAVDCALWDWEAKTARARVWDLARLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPGLKGKYDLVNIK
LDKTGGLTEALALKKQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPAPLCFDEAGVHAPAAALW
G
>OLS45296.1 D-amino acid aminotransferase [Rhodovulum sulfidophilum]AB26
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHGHTARLQRSLKELELRCPVDMDELLAIHRELIA
RNAVDEGMVYMQITRGAPSDRDFHFPDPEQVPPTLVMFTQSKQIVASKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTVEEAKQADE
AFYTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYLDEAVKTAI
>OLS45297.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MIRLPRALIALALTASLALPPALDAQTAPLPPPEPAEGIVTSHGISTFGELKYPADFAHFDYVDPEAPKGGTMSFRGTGA
SRTFDSLNIFILAGEPAQGMELIYDSLLAPSFDEPDAAYGLLAESVTYPPDRSWAVFRLRPEARFADGSPVTAEDVVFTF
LTLQQKGAPLYRMALRDLASAEALSPTEIRIAFAEGAPTRDLIGQLGQLPILPAHFYDAVPFERSSLEPPLGSGPYVVSR
VEPGKAIAYCRNPAYWAADLPVNVGKDNFDCYRYEYYADETGAFEAFKSGGYLFQEEFSSAIWATAYDFPAVARGWVKRD
ELPDARPSGAQGFWFNLRRAQFADPRVREAIAMMFNFEWANATLFYGIYQRTDSFWENTDLQAQGLPEGDELAVLEKYRD
RLPEAVFTEPAVSPPDHDAARNLDRRTLRAAGRLLDEAGWTVDDRGQRRDASGQALRVEFVSDSPVFERVVLPYLANLQQ
LGIEAVSTTVDAAQMQQRLEDFDYDITSTRFVLSLSPSIELRSLFGSEAADAKGSYNLSGLKDPVVDALIEEVIAAPDRD
ALDVRVRALDRVLRARHIWVPNWYSGKHRIAYWDVFGRPASKPPYDRGVDF
>OLS45298.1 diacylglycerol kinase [Rhodovulum sulfidophilum]AB26
MTRPAAICLIVNDRAGDHSGPTSRSEMLRDLLDRTGLEAEIFRPRPGQSLTALAHEALDQGCGTLVAAGGDGTICAVAEA
CHDRDATLGVIPQGTFNYFARGLGIPLDPEAAVAALAGGTTAELRLGEVNGAVFLNNASLGLYPAILERRETTYRRWGRS
RAAAYWSVAQTLVGMRRAMRLRIDLDGQTLTLRTPLAFVANSAYQLRQFNLDGIDALETGAFPLFTAPAASRAEIARATL
GLALRAAQEGQDFELHRASRIVIDPGRPRVLVARDGERQMMQAPLTIRRRDRPLRVLVPGAAA
>OLS45299.1 phosphodiesterase [Rhodovulum sulfidophilum]AB26
MIRIAHISDLHFGRTAPELLDPLLDALNGDKTDLVAVTGDLTQRARTGQFRAARGFLDRIEAPWLAVPGNHDVPLDNPWL
RLLRPYARYRRHISADLAPRTQIGTLTVQGFNTVDPLRWQRGKVRRRDLDAACAAFEGAPGPRLAMAHHPFEQAPGTPKR
LMKHAAPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFARLAIEGDQIELTRMVAR
EGAFRPESVAVFRKGLSGWTGV
>OLS45300.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MSADEPHLTPRRAIAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFALSAAGFTISSFLCATSTSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPPSKRNVVSPIIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFFLIDFDRPNWSLFERFDWWGLLSLAAFLGGLEYVLEEGPGNDWLADETVAVFVV
VTLVGGIVTFYRVLTRDEPIVDLSAFGNVNFAVGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
TAPIAGFLAGRVDLRLMLLVGFVGFAVSTWMLTGMTAEWDFQELLVPQILRGMSLMLSMVPINNLALGTLSRDKMKGGSG
LFNLMRNLGGAVGLAVINTQLSDRGALHYDRLREAITWTNDEAMRQLSLMAGNLSSRGLDGQTGALAQMAARVRQQATVM
SFIDVFLMLSVLFAGLAVTAFLMRAPQQAGGGGH
>OLS45301.1 hemolysin D [Rhodovulum sulfidophilum]AB26
MCRSRQTFSRPAAPVPSPKAVPMSKPETLMREPPADAGAVPPTGDGPAAPKRPRRKPVLAVLAVLALGGASYAGWGYWTH
GRFVEHTDDAYVQADIAMISSRVQGYVKSLPVEENAHVHAGDVLVRLEDDDYRIALATAESRAATADRTLARIDAQIAAA
RAAVVQAEADRDAAEAQLRTATNALERVKGLAARNFAAVAQLDTATEDHDTARATLAKTTAAVASARAEVNVLIAQRAEA
EGDKHQLELAVDQARRDLDRTVLRAPTDGTLANLGLEPGDLVTAGTRLAALVPDDALYVEANFKETQMQGIAPGATVEVT
LDALPGRRFEGKVTSAAPATGAVFSLLPAENATGNFTKVVQRVPVRIQLPPEALATGQLRAGLSAVVSVDTRTGDAAASR
LASVH
>OLS45302.1 hypothetical protein BV509_13795 [Rhodovulum sulfidophilum]AB26
MPQGDSRTDSDTCPGGRVCRRHAAGEDPAKRDQILQGAMKEFLEKGFDGASMNEICRAAGVSKGTLYVYFEDKLDLFVAL
VAREREAIFAGFDALLKGDLPLEDKLTRFGQRLASTICTDHVIQWQRTIAGIVDRMPELGARFYEAAAQRTHDDLNALLR
RERAAGRLDVPDPERASAQFIELTVAGIWRARLFGKRRTDPEPDEIEASVASAVQVFMAAYGRTSG
>OLS45303.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSQTLRAPDILDIARRDGRVTVEALAEHFGVTVQTIRRDLADLAEAGKLERVHGGAILPSGVTNIGYEHRRDLNPEAKAA
IARRCARAIPDEASVFLNIGTSTEAVARELSHHRNLLVVTNNMNVANILVENPDCEIVVAGGTLRRSDAGLVGTLTMRAI
QAFKVDYAVIGCSALDEDGDLLDFDIREVGVSQTVISQARRTFLVADATKFERTAPVRIASLGDLDALFTDRPLPGMLAE
RCRAWNTRVEIAD
>OLS45304.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB26
MPAPLASPPRPDPTDLLIVGGGINGCGIARDAAGRGLTVTLAEMGDLASATSSASTKLFHGGLRYLEYFEVRLVREALIE
RETLLRAMPHISWPMRFVLPLDTRMRFDASTPASKLLTSVLPWMKGRRPAWMIRLGLFLYDSLGGRKILPATRTLDLATD
PAGQPLKDSFQRAYEYSDCWIEDARLVALNARDAAERGAEILVRTRVIGAARGPDVWTVTLRDQQTGEVFTRRARMLVNA
AGPWAGEVIGETLHETSSDRVRLVRGSHIVTRKLFDHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDTPPVCT
ETERDYLLAFVNRYFRQDVTVEDIVWTYSGVRPLHDEGEGSATAASRDYVVKLDRAGAPLLNIFGGKITTYRRLAESALE
KIAEVRKGLPGRWTAGVPLPGGDFPVDGVEDLIARLKAAHPFLTDRWAHRLVRAYGTQAADLLDGARSPEDLGRDFGATL
TEAEVRWLMDREFAREAADVVWRRSKLGLRLSRDQIAGLDAWMTERRLEDMPAAAE
>OLS45305.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MALTLDGLSKVVNGRTHIHATDLTLDPGTMNVLLGPTLSGKTTLMRLMAGLDRPSTGRILWQGKDVTGKRVQDRRVAMVY
QQFINYPSMTVYDNIASPLRLEGRSRDEIDRAVKKTADLMRLSPLLDRKPLELSGGQQQRCALARALVKDAGLVLLDEPL
ANLDYKLREELRAEIPRIFAESGAIFVYATTEPEEALLLGGNTATLWEGRITQFGPAPKVYRQPADAITARVYSDPPMNF
LRISKTGGRLMFGDGQWVEAKGALAALSDGRYTAGFRPNHVEIERHSADAMVFHTGLAVFEITGSETFIHLDHHGERWVG
VIHGIRDLQIGAALPVYLDPSHVYIFGEDGALVAPAAYALAA
>OLS45306.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MEKTVNHKAWFLVLPVLVLVAFSAVIPLMTVVNYSVQDTFGQNQFFWAGLEWFRETLESERMWDALGRQLVFSGIILAIE
VPLGILVALSMPRKGVWASVCLVLMALPLLIPWNVVGTIWQIFGREDIGLLGYTLNALGVDYNYTQGFFAAWTTVIVMDV
WHWTSLVALLAYAGLQSIPNAYYQAARIDQASRWAVFRHIELPKMQGVLMIAVLLRFMDSFMIYTEPFVVTGGGPGNATT
FLSIDLVKMALGQFDLGPAAAFSLMYFLVILLVSYVFYTVMVNMEKREGK
>OLS45307.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB26
MADAPALPASRVLPRVNVRAVVMVAYLLFLLLPIYWLVNMSLKTNAEILGSFSLWPRDLTFRNYATILTDPSWYMGYVNS
MIYVVMNTAISITVALPAAYAFSRYTFLGDKHLFFWLLTNRMAPPAVFALPFFQLYSSVGLFDTHIAVALAHCLFNVPLA
VWILEGFMRGVPREIDETAYIDGYSFPRFFVKIFMPLIASGIGVAAFFCFMFSWVELLLSRTLTSVDAKPIAATMTRTVS
ASGLDWGVLAAAGVLTIVPGALVIYFVRNYIAKGFALGRV
>OLS45308.1 hypothetical protein BV509_13830 [Rhodovulum sulfidophilum]AB26
MTADQEAMIRDALDALAPGEFHLPDAIGARWDTLWIGEKVGIGNDFLQAVREGRYAGIEDTGRKEHGLHVYVKTG
>OLS45309.1 hypothetical protein BV509_13835 [Rhodovulum sulfidophilum]AB26
MDWMAWTWPTAAFFATIAALLVLFTVLAIRFPETPRVGVLRIETTRGDRLFITLLGSAFLNLAWLGLAPWPQWGALILCA
GWAAAVFRWV
>OLS45310.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTHGYRSTTALGLGLSLLALPAWAGMDEARSFLDAEIGDMSVLSRADQEAEMQWFVDAAQPFAGMEIKVVSETITTHEYE
SKVLAPAFSAITGIKVTHDLIGEGDVVEKLQTQMQSGENIYDAYINDSDLIGTHWRYQQARNLTDWMAGEGADVTNPGLD
LDDFIGTSFTTGPDGKLYQLPDQQFANLYWFRYDWFTDPKTMEDFKAKYGYDLGVPINWSAYEDIAEFFTGRDMSYMGAE
GEIYGNMDYGKKDPSLGWRYTDAWMSMAGMGDKGEPNGLPVDEWGIRVNENSQPVGSCMARGGATNSPAAVYAVTKAIEW
LQKYSPPTAAGMTFSEAGPVPAQGQIAQQMFWYTAFTADMVGDGAGAVLNEDGTPKWRMAPSPHGAYWEEGMKIGYQDAG
SWTLMESTPVDRAKAAWLYAQFVTSKTVDVKKSDVGLTFIRDSTINSQHFTDRAPMLGGLVEFYRSPARVQWSPTGTNIP
DYPKLAQLWWQNIGDAMSGAKTPQEALDALCADQEKVLSRLERAGVQGDLGPKLNEERDAEYWLEQPGAPKPKLADEEEE
PKTVAYDDLIQSWSN
>OLS45311.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB26
MDIVVLTTITACLFVVIAAAEPLAARLRLPYAVILAGLGMMIGAGAIFFLRTDLTDALNPVAEAILNLPIRSNVFLYVFL
PMLLFQVTLGMNLRRMLDDWVPILMLAVVAVVVATLSVGYALAWVSPWPITVCLLIGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFMSFVMDNVPDPAFSSALGRFPMLIAGGAVTGWVCARVAIWAMTLFQRFELAQISLSV
ALPYLAYILAERSVGASGVIAVVAAGLTLNLMGPGRLAPSAMTNLREVWDLLAHWAGALIFVLAALLIPRLMEEVRLDDL
GLVAAVALAAIAARVVILFGLLPLLTLLRLSPMVERPYRVAILWGGLRGAVTLALALAVTESVHVPVEVKRVVGILATGF
TLFTLLVQGTTLRAVIRLLGLDRLSPIDRALSNQVVAVALQTVREDVARTTETYDLSHDIVRSEAKRFGERLDEAVKAAD
ADAEILDRDRVTLGLVALAGAERDGILNRIRDRTIPLGLAERMLSNADRLIEGARTGGRSGYRTASKASTAYNSAFRLAV
VLNNRLRIGGPLARLTADRFEDLLIQRLVLHDLGGFIEARIRRIHGRRVADLLQELLERRDEALETALDGLRLQFPGYAE
ELERRFIRRTALRLEEREYRSLREDGLIGAELFAVLMQEIARRRAAAEERPRLDLAMSKADLVRRFPLFAGLDEPVLRRL
VRALVTRHADPGEVIFRKEMPARSVFFIASGAVEMEMAGQIARLGRGEMFGQMAILTRRPRRAEVRAIAPSTLLVLDEAR
FRKLLSNSPAMREAVLESAARRGMAPEKILPAEAPAA
>OLS45312.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB26
MKTIHILNGPNLNLLGQREPEIYGRETLADVESACARVAGEKGFAVALRQSNHEGQIVDWIHEARQEASGIVINPAAYTH
TSVAILDALNAFEGPVIEVHISNVHKREAFRHRSYVSLRADGVIAGCGIEGYELGVRRICSLLA
>OLS45313.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB26
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDKLAAIAGSKQIIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAIAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKAALDALNAGRPARTVAVAEDDARAWGMLQLLTAKPVLYVCNVAEDEAASGNAFSAAVAAMAEAEGAASVVISA
KIEEEISQLDPEEAEVFLEELGLEEAGLDRLIKAGYGLLGLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETIAFGDFIAHGGEQGAKDAGKMRSEGKGYVVQDGDVMHFLFNT
>OLS45314.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MIRVAEETAEDWWDVEALYDLCFAPGRTALSSYRLRDGVPPVAALCLTARDGVGILAAAIRYWPIRIGEVGALLLGPVAV
HPTRQGEGLGALLIRDSLARAEALGVERVMLVGDAPYYARFGFTKLDAVEMPPPTNPERVLGIALSPGAWDGVAGLVTRA
ASD
>OLS45315.1 flavin reductase [Rhodovulum sulfidophilum]AB26
MFYRPEAGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVMIVEEAATDAMNATSAPAPRETDEFALAGIARAPCETIACSRVAGAPAALECRLTRIVPLPGAANFAVFGEVTGIH
LRDDCLVDGRFEVTRFRPLARLGYRDYAVVRDTFELKRPGD
>OLS45316.1 methylthioadenosine phosphorylase [Rhodovulum sulfidophilum]AB26
MERMIAVIGGSGVYDIDGLEDARWQAVDTPWGKPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFVDRTIAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHSGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVSDIVKTLIGNAEKARGMV
SRLPRLLGAHKPCEKGCDTALDHALITAPEKRDPALLARLDAVAGRVLGH
>OLS45317.1 sodium:calcium antiporter [Rhodovulum sulfidophilum]AB26
MDIVLVLAGLAALIAGGELLVRGAVALARRFGVSPMIIGLTFVGFGTSTPELVTSLQAALTGAPDIALGNVVGSNIGNIL
LILGLAALVRPMRVCPAALRRDGGALALATGLAVLAMLGGALGRGAGAAGLALLVAYLAYTIWQERRATTAAGEVYEAEA
DTLGSVGRLWTALPVMALGLGLTLAGAKLLVAGAVALAAAAGLSEAAIGLTVVAIGTSMPELVTSLMAARRGESGVAIGN
VIGSNIFNLLGILGVTALVQPLAVAERIAGFDVWVMLAATVGLILVAWTGGRITRAEGAVLAICYGVYMTTLLLTAAA
>OLS45318.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPDLGGR
KRLEEMGMDVHTLCAYEGA
>OLS45319.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB26
MLNPVTDAFAADLRTRLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
ILEEGPAPVIVTLDRMRAIRAVHADENVLVAEAGCILTEVQDAAEAAGRLFPLSLASEGSARIGGLLSTNAGGVNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPLPARTGAALLAVRDPAAALALLA
LARDRVGEGVSAFELIHRAGFDFIAETLPDLRRPFADPPDWTVLIDLGLGAGQDPGAALEGLFAEAFEAGLVSDGLVAQS
EAQRHDFWTVRESIPQANRRIGAISSHDISVPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPMPGETRAD
HEPRRGAIKRCVHDLVASFDGSVSAEHGIGRMKVEDLERYGDPARLAAMRAIKAALDPAGIMNPGAVLRALS
>OLS45320.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB26
MLRSCLILLAVLTASSAAAEGRRLSHCIAIADAAPGIAYLHRASFGTPLGENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPMQVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWARGGGAADHHLDLGEMLVRNVPTDIRGHDSGAVHPNGNSIFVF
EVAGLCIGHLGHLHHIPDEAQFAALGRLDVVMAPVDGRLTLDLPSMIAVLTRLKSSVVIPMHWFGPRTLDRFLAGMADEF
AVTRPGTSSLEVSLRTLPARPTVAVLEPLSD
>OLS45321.1 hypothetical protein BV509_13895 [Rhodovulum sulfidophilum]AB26
MQLPKLTPPADPHVVQDFFVPVFWGITDADEIAAFARAMAKRMAGGVHFADNFLSWGRNNSMFDDQPFMTAWQGNLGDHA
IDQATVWRRYILACAGYHAVQIEGDFVECGCYRGTAVKVVVDYLGGPEFPRQFWAYDLFEHDDSDPHHAMPEHGPDLHAQ
VQARFAGYPTVRIVRGRIPEVLRAEAPQKISYLHLDLNQVGAELAALEMLFDRVVPGGIVILDDYEWSMGYRPQKLAEDP
WFDARNYRVFPLPTGQGLVLKR
>OLS45322.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MLGFRRKVRIETERMTLRPPVHADFRPWAMLRAESMGFLTPWEPTWSPDHLSRKAFTNRVYWAQRALGTGSAVPLFLFRQ
SDDALLGAITLDNIRRGPSQSGTLGYWIGECHARHGYMREAIEALVQYAFTHKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYSNLRRDRRGRTETGLA
>OLS45323.1 peptidase M16 [Rhodovulum sulfidophilum]AB26
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDERPEENGIAHFLEHMAFKGTEKRTTLQIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILVNPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPAQALGRSILGP
VERVRGFTREDLFRFIGTHYTPDRMILAAAGAVDHAEIVRLAEALFAGQTPSARGLLEPARFAGGERREIKPLEQAHMAL
AFECPGYRDPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMLTLYAGTSAEQVGPMAELTMAELA
RAAQDMTPAEVARARVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVANIDAVTTGDVREFAARLAGSARPALA
LYGPVSGAPALDALQGRLAA
>OLS45324.1 threonine synthase [Rhodovulum sulfidophilum]AB26
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETVPTMTPEAIAALAGLSYEEAAFRVMRPFVGDTFTDADFEAIIARAY
AGFTHAARAPLAQIGPNQFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLSNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAQRMGLPVEKLVIATNQNDILHRALTGGAYETKGVAPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAKGGFAISQGALEFLRETFASGRASEAETTDTIRATFAATGLTICPHTAVGVKVAADQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>OLS45325.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB26
MQHPPFRPFETALDRDRALLLLQAATLGADDGELFLERRRSEVLSFDDGRLRTASYDASEGFGLRAVRGEAAGYAHSTEI
SEAALKRAVETARLAVADGGASLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARALDPRVVQVTASVAASLQE
VAILQPDGRLLSDIRPMTRLNVSVIVEENGHRESGSHGGGGRTGLAGLIDRASWEASAREALRVALVNLDAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVLDDGTIPDRRGSITFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGVAPTGNGRRESYAHPPMPRMTNTCMLGGDAAPADILADLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKLGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>OLS45326.1 DNA protecting protein DprA [Rhodovulum sulfidophilum]AB26
MEIVSSYHPLAPPTREDSLVTWLRLIRSRRVGATTFFRLIEDHGSAAAALDALPRIAEEAGVEDYAPCSQETAQAEIARA
RKAGAVAVLHGSPAYPPALLDLPDAPPVLWALGHTDLLHRPMVALVGARNASSLGLRMARRLAEGLAGAGYVIVSGLARG
IDRAAHIAALETGTIAVQAGGIDVPYPLENTGLANEIAQLGLRLSEQPPGLDPQARHFPQRNRIISGLARAVVVVEAAAR
SGSLITARSALDQGRDVLAVPGHPFDARASGCNMLIRDGAVLVRHPDDVLEALGPAPSLTEAQQPEAPAPRARPRVTEVP
ETPAAHHRVPADAAVLHARILDRLGPSPLAEDQLIRDLGLPAGAVTPELVTLELDGRIARAPGGLLSRTR
>OLS45327.1 DNA topoisomerase I [Rhodovulum sulfidophilum]AB26
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDPEHGFEMTWEVASDSKKHVKAIADALKDDNALILATD
PDREGEAISWHLEETLRARRAIKKDTPVSRVVFNAITKSAVTEAMKNPRTVDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVAAVLETPRGQSFEARLVTLGGQKLDKFDLTTATDAELAVKAIDS
RDFTVASVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GADYVPKSPRMYKNKAKNAQEAHECIRPTEMTRDPSKLKVTDDDQRKLYDLIWKRTIASQMEAARLERTTVEVESADHQV
ALRATGQVVMFDGFLKVYEEGRDDVEEGDDKRLPQIMQGEKAKPAPADRYAVEYSNLAAPDRVDFEPPLVEEEEWLLRCD
RAILNGDKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLIPEDKGRLVTAFLSNYF
SRYVGYEFTANLEDELDDVSAGARDYHEVLDRFWKDFSAAIAETANLRISEVLEKIDEVLAPHLYPPREDGSDPRICPKC
GAGRLNLKTARSGGAFIGCTNYPDCRYTRSLSAVNGDDGSELDGKVLGHDGEDEISLRIGRFGPYVQRGEATEEVPKPPR
ASLPKGWKPEEIDLDKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGKKYANLPDVEEVFTIGMNRAVEVLAQKKT
RGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPGDVTLEQAIELIDAKAAKGGKTKAKAAPAKT
AKAPKAAGKTAKKTTAKAASAKTAKPAARAKSTKAAE
>OLS45328.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB26
MADRTFSRRAALVTLGAGLGAPALLRAEPAPMARRNISSFARQDWRDHFDGLGTAVIVADTSSRALHFWSGDGSDYRIYP
TSVPISEELTKRGYTKVVRKKIGPDWTPTPSMVERNPDLRYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRPSSDG
CIGLYNDMIAELYDIAPIGTRVRII
>OLS45329.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB26
MQKIYGTAAEALEGLLFDGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKDFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGDHEKRIEQRTTRAA
>OLS45330.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB26
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPVEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAENGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGESKVLKACTL
PLTGTGVVNRIITNLGVLDVVEGGLRIVECADGVTEDEIRAATEARIVD
>OLS45331.1 hypothetical protein BV509_13945 [Rhodovulum sulfidophilum]AB26
MKTLALTAAALVALSAPVFAQSQLEQDLSVQPGAYSLNQLIELKAAAEKDGVNGWVRFDTAAPATNVSMSTSGYADARVA
RIVAAHAKASDNGYTSVVGYRDNGPANEKIANARVAEIAAELAANAD
>OLS45332.1 FAD-linked oxidase [Rhodovulum sulfidophilum]AB26
MQWKTADYAGWGRALRARGRIARPERVSALKDALAEGGPAIGNRRSYGDGALNDGGAATEMTRMDRLLAFAPETGVIEVE
AGATIGALLKLLAPQGWMPAVMPGTGLATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTQTGPREVSPASDPALFRATM
GGQGQTGAILSARLKLMAIPGQRMKVVETRMRDFDSFIAALDASEADFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKPKPVPFDAPRALLSWPVVKIFNRWYGSGVPDSGRKRTRALDEFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAPAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARARVPALYARLEEQVIAAGGRIYLAKDALARPESM
AAMYPELEAWRAEAAKVDPERRLATDLVRRLKLRSA
>OLS45333.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MAETWIVLGASSSMARALVRRLAARGDGLILAGRDLADLERDAADARVRGAAFAEVVRFDAREPACVAPILARAKACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVATDILSALEKQRNVIYTPLFWMGIMGIIRLIPERVF
KKLSV
>OLS45334.1 prenyltransferase [Rhodovulum sulfidophilum]AB26
MQRQKPLVLDVDGTFLKTDLGLECFWNGLGRAPLKTLRATVMHLRDRAGLCRELARIAPPRVDLLPLSPEMATRALEACE
AGRPVVLAGGADPGLVAALAGHYGFVEEGAGAEGAAPPEGAAKARALAERFGRRGFDYAGARAADRPVWREADRALLLGR
QHRLAAELSAAGHPVEEIPAGWKLRDLGRALRPHQWVKNVLLLLPALAAHDFRPETLALVLLGILAFSAAASCIYIVNDL
LDLEADRLHETKCRRPFACGKVPIGAGMAAGAVLALMALGVGAALGPSFLAVVLLYMALSLAYSLRLKRMRWVDIATLAA
LYTIRVVAGAAAGGGEASFLMLVFVFPVFVTLGCVKRMTELARAETDERLPGRGYGRGDRGDLLNMAGIGVVGALVVFVA
YSFSAQAEALYQTRWLLWAAALPLAVWLVRMVWLGYRGQQDYDPIVFALRDRAGLGLIFFALSFMFYSAGLWQRWFGF
>OLS45335.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB26
MRRHLEGLVLAGLVLTSAVPGPVRAEPPPWPEFTFRRVKPPAPGASRRITVQIEPRATVVPAALSPPTAPLARSPDAAAE
PPAGNAADPGPAWFWSRVSPALSDSRPGRLAPALVALGEAPPGEAARAPRLQLLQDIAETHGRAILSATVGTRVSPALAL
AVIGVESGGRGRALSPKGALGLMQLMPATARRFGVADAADPVANIRGGVAYLDWLMGEFGGDPVLVLAAYNAGEGAVRAH
GGVPPYPETRDYVPKVLAAWAVARGLCRTPPELISDGCVFRAKGRG
>OLS45336.1 hypothetical protein BV509_13975 [Rhodovulum sulfidophilum]AB26
MKLFKLFKTFAKDESGAVTVDWVVLTAAIVGLGIAVLGTVRGGVNGLGTEIASSLSAGSVADLTNLGWGNETTTSE
>OLS45337.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB26
MRLIFGLVLLLGLGLAGFAVYMAQGYFDQTKRELAAARAAQSQQVALEPVVVAREPLRYGQQITLDNLRPVLWPKDSMPE
GVFQTKEELFPEGQPQFRTVLRAMEAGEPLLRVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDVYWT
GESQSKQVTKLIDTGIRLIAIDQIADEDTTRPVIARTVTVEASPQQVASLAQAQSSGRLSLSLVGANDDVVAEAVEVDQK
ALLGIEDAPEVAPEQKRICTIRTRRGSEVVEIEIPCTN
>OLS45338.1 general secretion pathway protein [Rhodovulum sulfidophilum]AB26
MRFRTILAAGLLGLAAIPALPPEAGAQTLRTLEGLATGKLTIPMNRAVVVESDQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGTLITNVEVQVTPDMSELKERLREVLPGEPIEVRAANDGLVLSGTVSSKTVIDRALDLASRYAPE
RISNLLNVGGTQQVMLKVRFSEMNRSVSKSLGTSLGVAGLTNGGDLGFAGGTNTITEGTNLGDLFDGDPSTTPARSRGSN
GVFSIGIGAGDLQFAVLLEALETKGFVRTLAEPNLTALSGQAASFLAGGEYPIPVVGGDGDVTVEFKPFGISLNFIPNVV
GNNINLEMNAQVSSIDPSVTFNNNGIIISGFSTRSTSTTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPILGALFRS
SEYQRDQSELVIIVTAHLVSPTRGEALALPTDRVAPPSERDLFLHGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>OLS45339.1 hypothetical protein BV509_13990 [Rhodovulum sulfidophilum]AB26
MRARLAFVTLSAALALTACSPRQIADFNRPAGDTLDDGSFGNATMANQMVMTSDRAMAIDMTRRFAAEVPSTITFAFNSA
ALDATAQAALDRQAAWILRYPFVVFRVYGHADKVGSAPYNKALGMRRAQAAVAYMVARGVPRARLQAVVSYGETRPLVHT
EGPERQNRRTVTEVAAFLRPRPMTIDGKYMARSYRAYLDSAQPKPTLQPADVAAPD
>OLS45340.1 pilus assembly protein CpaE [Rhodovulum sulfidophilum]AB26
MTSMPASIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFDEARGFFDQPEAQDIEFIAVAVDDADEADIAAIG
EIVRAAKQRGLNVLVIAEELSPIALHQLMRMGADDFVPYPLPEGALHEAIVRLRQAPAAAFAPPAPADPAAPKLSRSNRD
GVVLSVQGLAGGVGASTFAVNLAWELALAARKSGGRVCLLDLDLQFGSAATYLDLPRKDAVFELLSDIGAMDGDSFLQAL
QSYRSDLHVLTAPSDILPLDIIGPPEVNALIDMARSQFEFVVIDMPKTLVNWTETVITQSHLYFSLLELDMRSAQNALRV
IRVLKSEGLPRERVRYALNRAPKFTDLSGRGRVRRLADSLDIDIEIQLPDGGKAITEAGDHGLTLAETAAKSPLRREIQK
LAASLYDLGTAAATAAQ
>OLS45341.1 type II secretion system protein E [Rhodovulum sulfidophilum]AB26
MFSRYRKPEPGTVQPATPPEPRPEAPPPPAASLPPALPAQPAPSEKDRKRKERLGELKSELHKQLLESLNLAALEHAEEK
ELRAEIQAIASEALEEMGVVLNKDDRTQLYQELFDEVTGLGPLEPLLKDESVNDILVNGPKQIFVERAGKLQLTDIAFRD
EKHLLRIIDKIVSAVGRRVDESNPYVDARLADGSRFNAMVPPIAVDGSLVSIRKFKKDKLGIDDLVTFGAFTEEMAAYLQ
AAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAISQRDCLKNALRM
RPDRIIVGETRGDEVIDMLQAMNTGHDGSMTTIHANNPRDAVSRLENMIAMAGIEMPLKAVRAQIASAVNLIVQASRLQD
GSRRMVSITEVTGMEGEVISMQEVFRYERMGLDSSGKIIGRFTATGVRSAFSERFRQWGYDLPASIFEPARGK
>OLS45342.1 pilus assembly protein TadB [Rhodovulum sulfidophilum]AB26
MQIGAEPLIYGLIFLSVLALVEGLYLTVFGKSISLNARVNRRLEMLEKGVDREKVLEQLRKEMTQHMRARGIPLYSILAE
RAQKANIAFTPVQLIGIMVVLSGVAFLGLTLGTGAVLPVRVLASIGIGVGGVYTWVNGKAKKRLGLIEEQLPDAVELMVR
SLRVGHPFISAINIVAKEVPDPLGSEFGVIADEAAYGRDVSEALKDLAERVDMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AAVIRSRFKLFRRVKAITAEAKWSGMFLSGFPIAAILMISVLKPDYYDDVKETAAFIPAAIAVAVFLVVNVIFMRIMVNI
KV
>OLS45343.1 pilus assembly protein TadC [Rhodovulum sulfidophilum]AB26
MEIVAYVAGWITDRFGPLAPLIAVGLLGVGLIALSLPVFLKRRVDPLEKLKRQVREAEAATVRDQQAPLRQVSRADKLDR
FSTFLEPQDEKELSAARLKLLRAGYRSKSAVRVFHFAQFTLGILFLAGGLVYSVLLNAGGEVDTTKIALSVIVPGAIGYY
LPKYWVERRVQTRQEEIVNGFPDSLDMMLVCVEAGQSLDQSILRVAREMRAGFPDLASEYEIVSNEMKAGKDRVQVLRDM
SERCGVTDISSFVTVLIQSATFGTSIAEALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSVYAI
YDTLNNAKF
>OLS45344.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB26
MRSTTRSTTPSSDLLRCCGLALALICAGCAPSDRLSPAYRGLPAPPGAPHLDEAVDGLVVGHRLMAAGEYELALKAYYRA
AAKQGLTADVLSAIGSANLRLGRLGQAETQLRQAIAEDERFVPAWNNLGVVLMEKGEMGEARRVFETAFALDSGGSDDIR
RNLRLAIAKTENRDYDSALNEGNNFDLVRRGEGRYLLLATP
>OLS45345.1 hypothetical protein BV509_14020 [Rhodovulum sulfidophilum]AB26
MRHPVLAPICAALALSVAACQKPGDTDVDRAVQDVLASDESSLNDIMMTVADPDEAIRYFRRLLDEDPDKLAARRGLAQS
LIRARRPAEAVAAWAEVVRHPEAGNADRVNYADALIRVGDWGKAEAELDRIPPTFETYQRYRLEAMVADSNREWAKADSF
YETAAGLTTKPAGVYNNWGYSKLTRGDYRGAERLFVDALTYDPKLFTAKNNLVLARGAQRKYDLPVIEMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEEAIETHPQHFEAAAQALRALEAHG
>OLS45346.1 hypothetical protein BV509_14025 [Rhodovulum sulfidophilum]AB26
MTEALWFLPVATPIALWAALSDLRTMTIPNRAVLALVAVYALIGVALLPLDAWTWRWLHLAVVLMIGFGLNQIGAVGAGD
AKFAAAMAPLVAPGDIGAFLFLLAAAIPVAFAAHRLARRIPGLRRALPGWASWEARDFPMGLALGPALILYLALAAGGAM
PSTM
>OLS45347.1 hypothetical protein BV509_14030 [Rhodovulum sulfidophilum]AB26
MKGSFPAVLAGLMAAILALATALGLAKGGLHISNHEGDLLHLADIVRREVDGEWPHLDFVTPLGVLAYAPIAALAALGLP
LGLAVIWAQALVGAVLLPGAFWVGLSRLDRGWACLFGAGVMGLAVALASGGPEPWISLSMHYNRWGWAIAFIVLAIAILP
PRGSGPGQQLADGLVLGLGLAALALIKATYLLACAPVAVLALALRRDGRALATALAAALAIWGGLTLVAGPGLWPAYLTD
LLEVARTDMRPYPSDPFLTVIGGTRTVAGTLLYLAAVILARRGGWRQEGLLLLAAGPGLAYATYQNHGNAPVWLFLLGIL
ALALRRPGTPQPYGLMAVGWSALLLAAPIFLALFESPIRNFSAAEGEAVALLPGDQGLWMPAARALRVETRIERPLDLDP
PDWLVDPGPEPTVFRGTELEGCVVTNGLVAWYRAISEDLAATGFAGHPAFVADVLSAYWLFGGVGRLDGGAPWYYGGLPG
IEGAELLLVPQCVGNIDARRGILAAVEAGGYELTELRRTRDYIVLGIAPPAASAR
>OLS45348.1 ATPase [Rhodovulum sulfidophilum]AB26
MNMQASTVFGPPAPRALAEMQLPMVMMRDILLKTVFRKNVDVVTEIARAICLPVPVAQELVDLARGQKLLEATGTLHANS
GGEMGYQLTEAGKARALDALTQSEYYGAMPVPLEVYAEQVKRQSIRNIQITRSQLTGAMGHLILPDSLLDHLGPAVSAGR
SILMYGPPGNGKSSISNGIRDALGDRIYIPRAIEYAGQVITVYDPIVHTAAEEQEDDPTALRRSAGRTDTRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQADPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKVDGPCQEDFLKIFALVARKKKMPIDEDTLIYLLREKYPTIDNAYANYQPVFLID
QMIAICDFEGIPSQMSPELIDRAWANMFVREETIVH
>OLS45349.1 peptidase M19 [Rhodovulum sulfidophilum]AB26
MDPKTLPAVFDGHNDVLLRLYRAGGPAAAETFLTGDAGHIDLPKARAGGLGGGFFAVYVPSEGGEDNEEAMAQDSYDLPL
PPPEPQDRALTVAMAQVATLERLEELGALKICRSAAEIHISMVEHKLAAILHMEGAEAIDPEMITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMIDLSHMTMAGFWDVARQSDAPLVATHSNAHAICPHARN
LTDAQLEAIAASDGMVGLNYATAFLRPDGRMIDTGLDDMLRHLDHLLGKLGETRVGLGSDFDGAMIPSAIGSAAGLPALR
AAMTAHGYGPELIERICHGNWLRVLEKTWGH
>OLS45350.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTAFARLMSGAALAATLAGTAPALWAETPANMLVVANRIDDITTLDPAETFEFAGGDVLRNVYGRLVNFDPLDFEAGYQP
DLAESWEVSEDGRTITFTMREGVSFVSGNPVTAEDAEFSLRRAVLLNLTPSFILTQFGFTPENIEETIKADGNKLVITTD
KAYATSFVLNCLTATIGSIVDKTTVMAHEVDGDMGHDWLKTNSAGSGAYSLVAWKPNESVTLQANPDFYQGTPAMQRVIV
RHIAESATQRLLLERGDVDVARNLNPEDVQGITGAEGIKIQEELKGYLMYASFNQKIPELAKPEVLEAFKHLVDYDGMVN
SFLKGQWTVQQNFLPQSYLGAVKDNPFSLDVEKAKALLAEAGVDGLELTIGVRDVQERLEIAQSMQNTFAQAGVKLNIEV
GTGKQVLAKYRARDLDVYLGTWGPDYADPQTNASTFAYNPDNSDEAQNGGILAWRNAWDAGGLTEMTEAAVAERDTARRA
EMYHEIQTRFREISPFAIMFQNIEQDGVRENVQNFTTGLAVSDASYWKVTK
>OLS45351.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSATGKAQEGRARAPFPPRWVKRTGVTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYNRVYQELGLDRPL
LVQFWLYLLDVVRGDFGTSLLTARPVSEDIARVFPATLELATLGTLMGVLLGVPLGVLAAVRRGSWIDQIARVVALVGYS
MPIFWLGLMGLLIFYGLLGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDGTVFRDALSHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWGHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFSWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>OLS45352.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]AB26
MTEMTGLRAWLLTDTPQSRGQARLASLYQGWLAFRRNPMAMFGLAILIALLAIGALAPWIAPHDPFYQDLTARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIVGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNSDFISAVRLHGAGPIRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>OLS45353.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTPLLEVEDLWVRFPTRTGLFDAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIRLDGEDLMQHSE
AQMRKVRGQRISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDRLVQDRGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCAADK
LHEAKHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAQAPSVRPS
>OLS45354.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSALFFDDVSVWFGEGRDRVDAVRHASFRVGHGESFGLVGESGSGKSTIMRALTGLAPDWSGRMAVNGNPVPRGRHRNRL
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDIEPRIVRLLDDVGLGPAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHKLTFLMVSHDLAVVAHMCERIAVMQAGEIVEVMGVDEMRALTPAHSYT
RKLLQASLGYTRG
>OLS45355.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MRLAFAIALAASLLGLSTPLLATSGATSGSDRSVVRFAQVAALEGPAGALGQGLRLGLLAAFEEANRAGGVNGRKIRMDS
FDDGYEPTRSAAEVEKMLADDRYLALVGQVGTPTAKATLPVAAAAGMPMIGPLTGADFLRAPWVSNVANIRASYDTETEA
WIAYLVDALGKDRIAVLYQDDGFGQVGLEGVRRALKKRGLTPVAEGNYTRNTLAVKVALLNIRKANPDAVVMVAAYKPVA
EFVRVGRKLGFTPQLVNISFVGSRALSEELGPAGEGIIVSQVVPFPGDTSLPVVAEYQAALKAVDAEAAPEFVSLEGYLA
GRVALKALEKAGPFPTRAKMLAALDQLGDLDLGGLHLVFGPGDNQGLDQVFLTRISADGAFEPVEIPAPAPASPDEPAPE
SAPEPKS
>OLS45356.1 hypothetical protein BV509_14075, partial [Rhodovulum sulfidophilum]AB26
MLKFVSTVFGSIALKFSSALVLMGAMTAAAIVISTMVFDSLSGQIDRLVSEDLPGIRDSVAVIEHTGDVRDSLSEMLMAR
NAEGVETGFQNYLEESKHVLASVNDLPAEDRKTFLPMLVALSDKAQQMRRALDQRFASQNLLQDQLAEFGARVGEIREAL
SIMTEDAVYDMNLAGDQTIESVSDTLDTLVHSDFNSTALILQARAEINLLSGVALALARQDDPALAAILRDLATASLRKL
EGLLADLDTAGTIPDYLPILTETRAAFAGSANAGFRARAGYTEEVMRLRDASNIALSSAIDDLTFKLMIGAEDTAVFNRE
AIHRLLSNEVQQIRDTSDVDLAVETLVASAYLGATAKDAAEADAAQDQILAARDALTDLAGRVYLTSSLKTMIEGIVAFA
DPETGVVANRRAWLAAQQEAEDASRAAYERLRGIASVASDQGNNAIAMAGDIGTAILAEAGEAKHRLKLVTLGSVAVFIT
APILTWLLIIWPMRRLVRVTGRLARGELAEVKGFGIFGGEIARMAESLVVFREGLIERDRMQQAERAAEEDRQASAAAQQ
AVVSKLASALQALSGGDLTSRIDERFAEDYERLRSDFNATVDTLNDLIGSVVENATEIHARAEEI
>OLS45357.1 hypothetical protein BV509_14080, partial [Rhodovulum sulfidophilum]AB26
AQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAAVTMKQEAGNLQSLVARFRLKTRAGGGQRPRETTPLAFAPAPAAD
LTMSPTPRRIANGGDWQDF
>OLS45358.1 hypothetical protein BV509_14085 [Rhodovulum sulfidophilum]AB26
MTIAGGGLIEIASAPPTGLASRGRALGAICYGSPAFAWFYLMRGHALAPVAVLYASATLIALALLGVPVFQESLLLRDAL
GIGLALAAVPVMLRGALKRPQRAAKRPGKTARKHRESNRKASGTQRKSTGKTPEKHRKSTGAADSAATPDRRALRCVKAR
NALSARAFCWKIRAA
>OLS45359.1 hypothetical protein BV509_14090 [Rhodovulum sulfidophilum]AB26
MRVRTFFVTTAMASLALTMPAERVRADDLGKVIVGGAILCAVTGCLNGRNQGRSNRTAARPAGDPTVRTDQQALNYFGYD
AGGADGVTGRRTRDAISRYQGYMGYPVTGQLDPYQRQNLVGAYNWAQSGGNASYPGIQGQELLRAYSSYARGGNYCQETG
RCAGGGYGGQNAYGAGQGYAGANGYPGGAGYPSGNGYPSETGYGAMPSQVPVPSYPQQGAPQPFLQPQGQAPQQVANQVL
TTGGALPGFELPDSTAYRSVADHCQTVQMVSSANGGAVTGPAGVTNPTQALDEQFCSASTYAVSTTESMLSGAGVSDDQL
AQNCQQVVDFMQPETDALSGRQASDLAAAAEQKIRQSAGADPQGLIQTGEVCLGYGYRTDDSDLVLAASMLLVGAGARPY
AELLGHHLRDGFGVGSDPARARGWYDTAFAALDSGATPVFLPSQSAQRVAIMRAALDGGAPAPVLTGASAAGAAAPAPAA
LPSFNIGN
>OLS45360.1 hypothetical protein BV509_14095 [Rhodovulum sulfidophilum]AB26
MEDTEMTARAFLIAATATALCLPAPAPLRADAGDVVKLGAAAGILFCMANPQRCGMGGQSQQPTPRPTPGPTPRPPVQAD
PTVRTDQQALNYFDYGAGSADGVMGRKTRQAISRYQTYMGYPVTGQLAPYQRQTLVGAYNWAQAGHGAAYPGIYGQELLR
AYQTETRGGDYCRETGRCPVQAASTGQTTQPRLPDMPTTSASMANACASSQMVTNASGPVLTPAGITGPDRARQAMDEQF
CSASSYALSRSENLLDGSGMTDQALSENCSWVVDRMADQIGQLGSSSAVELTEAADRRIRDIGADMRQISDVAKVCLGYA
YRTDDAQVALASALMLVGTGARPYAELVGHHLRGGYGTARNPDQAQGWYDIAFDALDRGADPAVRPSQSGERVAVMRAAL
RTGGLAGGGNATSSTGTGMPNFNLRQN
>OLS45361.1 serine protease [Rhodovulum sulfidophilum]AB26
MAEHFLTKCQIELSQCLEIGGGLALESHGALTQALRERVSPEAAALFAEPLLSRGNDSAPASVAWYTDHPGEGRPLRALD
EADRVRAEAALSERLRGIRAHLGDPEDGPLFGAALHLANHPDGDIWVVDGQPVILNWGMLPPGMARDPDTRGAHVAATLG
RFLPLAGAPPLSAAEALARRGDAAPAGAEAAPPVSGAGPAGAVIAPDPVAPDPARRVWPGPIAWLPLLVLLLIAGGALAW
LLIPGTRIFPARAPDPAIDRAEAAAAVAEINASLEQRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPEPGNPADAPG
SRAAADPRPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADAQPGQQVRAERGSGFFVGPDLVVTNNHV
VEGAPEDRIFVTNRGLGQQYPVTVIKTAGPFGSTGRDFALLRVHGVNAPHFTLLKPDHSLKLQSVIAAGYPDDLLGDWRG
GTDPVPDLAVTDGTVNAEQVLTQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNFALSSDDLLAFLES
AALTPATVTRPCQPQLLRPMVTPATPDTPEDAGAAAPSTGVPNFNLRSSPSE
>OLS45362.1 hypothetical protein BV509_14110 [Rhodovulum sulfidophilum]AB26
MFEALIVTTSSAGLTALGSREQRSYELIADTVRDRLGPDHAALFAEPVATEQGDRYDWYAPVPGRVRRLDALIPEERGAL
LQRLEALRADIGALADEIGAEGSPAAERLSEALRNALQVPGEDCIHAIGDGPAPQPVLVNWAWTGDRQRSERGQLTGAAR
TPPRAPVAAAAAGASATGAGIGTVPDGAAAAVAARGGGIGLWPLLLWLGWLILALMLAAIVALLVPACGLRGLAGVSFCP
APPPEASAADASTLILQDQIDRIEREIAIADRACQPAPPPPPPAAAPVEESRYDRALDDAGATRGDLNFSLFWTGASDID
LAVTCPTGARISYRAKNVCNGRLDVDSNVDDIRPDPVENVYFNGPAAGGYRATVTLFSDRTRGPDSFKLLIRHGDVSRIE
EGTLGRQGESWTTTINYPGLP
>OLS45363.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB26
MISDRKEQLRPLVNWHEDITVVPFSGIQMLDFGFAIDKLTARPWRFIERTVDDAPDERMLIPLTGNEDLDAPLEAAARPD
DDEYSVRTAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELARPDPETGHTHRVQIALDTALTAQDQ
SIHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQPRDPQLWVSDWLKELFLSFKRAERPGRNISEDTLPHQFE
HWARYLACLQVIDQAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGESRVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFAELKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDEARQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEVKQRLRHPRKAPTDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RSRRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKTKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIDAFLRLKGRDRVRPGEAAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSGIVLPRLQTSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILTHSETAAEYDRFDLSVAETL
GLPRPAPEPDEDGVAPPRTGPAEPLISTEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLVSMHTYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSESRIPNF
KVTTGAFQMKSTARFVGEMDYNGQILDEKLMFSELDLDTKGGAQEATVAMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITQVEDGDGGGMKNGDVVLKLHTLGFDDEYWIDTGVFRY
>OLS45364.1 hypothetical protein BV509_14125 [Rhodovulum sulfidophilum]AB26
MTTSRVTRGGLPLRPGLGCVADDLSNAFSFGQERTPDQDIEFSLRRFVEIAQRALSPGVNDPTTALYCLDRLGEVLGILA
GRHFPSGQILDQDRKLRVVFDPVTFADLAESAFAAIARYGIGDSDLVARLLDVMERCSRGAATSDRETIMRMYDAIRAAS
AVSGFGVAKTAAQPIRE
>OLS45365.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB26
MNALQIGTLLIVLAGAFGAVNHIVLRLPSAIGILIVALAASLGVLGLEALRPDLGVAMEMRRFVIDAEFSRTLLEGMLGL
LLFAGALHVRVEDLRKQAWTIAVMATLGVALSVTIVGFGFHWVTGMPFLAALVFGALISPTDPVAVLGVMAEAKLPKSLE
AKIVGESLFNDGVGYVVFLVLVGLAFQPVGGHAAGDTMGIILFFLKEVGGGALVGGVLGFLTYRIMRRIDDYPLEILLSL
GLALGGYQLAVALDLSGPILAVVAGLFIGDIGVKHGMSEETRTHLNGFWTVIDEILNAVLFLLIGVEVLVVTLNFDTISA
GIAAIGLSLVGRLVAVALPVLLIKPFREYSRGVIPIMTWGGLKGGISVALALSLPESDWKPLILTATFIVVVFSIIVQGL
TIAPLARRLRMDPDPL
>OLS45366.1 hypothetical protein BV509_14135 [Rhodovulum sulfidophilum]AB26
MKRQDTTKATSQTRRQKPADKTDKNTLGNTVENEPHLRDDSDQKIDRPGFDLGGSSGDTHAGTGLGLGVDASDSAGDRRL
PGRRLDNKLTIPRWGGAAPKPPTEPGGTPSGDDT
>OLS45367.1 hypothetical protein BV509_14140 [Rhodovulum sulfidophilum]AB26
MKDDQMHSGMAALSICEALLLALNDAGILPEKEIMGVLSDAAATQENATGSETDVERHRAAAALIRNIIAGGNSVRRL
>OLS45368.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MIENNPLVRKLGAFVALSEPELSVLASLHKRRRTFVRGRDLVHQGQSDQAAYTLASGWACSYKLLEDGQKQIVDFQIPGD
FLGLRSVLMHVSDHSIEPVTDIEVTEILVADLLDAFARTPRLATAVLWAASRDEAMVVEHLVDLGRRDAARRMAHFLLEL
GARLVIVGMGDRTGYACPLTQYHLADALGLSAVHINRVLRQLREDGMVTFRDGFVAFDDYGRLVDFAQFDPSYMDQKGPF
LS
>OLS45369.1 DUF3309 domain-containing protein [Rhodovulum sulfidophilum]AB26
MSLGTILVIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>OLS45370.1 transposase [Rhodovulum sulfidophilum]AB26
MDEEIPMKKSCFTDAQIMGVLRQAEGGMPVPELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLS
MQADLLREALGKK
>OLS45371.1 transposase [Rhodovulum sulfidophilum]AB26
MTRPAQRRESAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIADLLVGLTNVHKTWGFGLCFLHLRNVKGHVW
NHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPPSLPSIPRIDGFTLRPPNLVWSMDFMVDRLADGRQFRLLNVLDDF
NREGLGIEVDFSLPAERVVRSLNQIIEWRGKPLAIRGDNGPEYVSSSLMTWAEQQGIALTYIQPGKPQQNAYVERYNRTV
RHEWLDLYIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>OLS45372.1 CsbD family protein [Rhodovulum sulfidophilum]AB26
MDKDRIVGSAKVVKGKLKVAVGKSVGDLELEAEGQAEKVEGKIQNAVGGIKDTIRDA
>OLS45373.1 hypothetical protein BV509_14170 [Rhodovulum sulfidophilum]AB26
MLKITGILSAATIISLAGCTYNDGTPNQPATGAVIGGVTGAAIGDDTRSTIIGGALGAAVGGAIGANMAQQERELNQQLA
GSGAVITNTGSQLRVILPEGVTFPTGSATVASSFLPALREVARSLNAHPNSTVRVVGHTDTVGSAAYNQQLSQDRALAVA
RILIRDGVSSSRISYSGRGYNEPITTNATAAGRAQNRRVEIVITPTR
>OLS45374.1 hypothetical protein BV509_14175 [Rhodovulum sulfidophilum]AB26
MTPETNKSTNVADKMKSVKAAWDKAPSGPKKDAALKHYQAAEKAHNAKHDADAIKELDAAAHALA
>OLS45375.1 carbamate kinase [Rhodovulum sulfidophilum]AB26
MRVVVALGGNALLQRGEPMTAEAQHTNVRIAATALADLARDHQIVVAHGNGPQVGLLALQGAAYDRAAPWPLDVLGAETE
GMIGYLIEQELMNALPDGSRCATLLSRVEVDPNDPAFETPSKPIGPVYTEAEAARATKDHGWAMVTEASGGHRRVVPSPL
PLRIVGLEAIEVLLDAGHTVICAGGGGIPVARNADGDMTGVEAVIDKDRTAALLALGLNADALLLLTDVPAVFRHYGSKD
QTAIGEATPDAVEDLELAPGSMGPKVGAAIAFVRASGKLAGIGQLTDARAILEGHAGTRILPEKAKPRRTGTSSQEVSEF
AGDDQPVSVWLDDGGAMV
>OLS45376.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB26
MPQNLRGRSFIKLLDFTPDEIRHLLQLAASLKMAKAGGYEQQMLDGKNIALIFEKDSTRTRSGFEVAAYDQGAHVTYLGP
SGSHIGHKETMKDTARVLGRFYDGIEYRGFGQKDAEVLAEFSGVPVFNGLTDDFHPTQILADLMTMREFTHKHLSDIAFC
FMGDAGNNMGSSLMVGAALIGMDIRLCGPQSCWPDDDLVARCRTIAESTGARITLTEKHAEGLEGADFVYTDVWVSMGEP
DEVWEERIALLSPYKVNTKVMEMTGNAYAKFLHCLPAFHNRDTEVGEATFQKFGIDCMEVTDAVFESPASVVFEQAENRM
HTIKAVLVATMGA
>OLS45377.1 arginine deiminase [Rhodovulum sulfidophilum]AB26
MSLTYGVHSEAGKLRRVLVHKPGAAMARLTPANCAELLFDDVIWVKQARIEHMTFVDAMRNRGGEVVFLRQLLMETMKDM
DARKWLLEARISDNTVGVGLADDLMAHLMEVDADLLSTILIGGMSRAELPIPDKGVLAPMLEPADFILPPLPNHIFTRDT
TCWIYGGITLNPMHWPARRMETLNLAGIYRFHPDFRDAGFPVWWGDPMADHGPATVEGGDVMPIGGGCVLIGMGERTTPQ
AVSQIARGLFKGGGATRVIACQFPRARGSMHLDTVFTFCDRDLVTIFAEVTDAIRCYSLRPGEGEEIAVEAETKPFLAVV
ADALGIRKLRTVPTGGDAYEVAREQWDDANNLLCLEPGVVVGYERNVYSNTLLRKAGVEVITIPGSELGRGRGGSHCMTC
PLIRDPI
>OLS45378.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MAIPAASATETTSRFSFPSAYTILFALIVIIAGLTWVIPAGQYERVASETLGKDVPVAGTYAPTDANPQGFFDVILAPIA
GFYDPGSYSANAIDVALFVLMIGGFIGVVTATGAIDAGIKRAMTRLEGREKWMIPILMGLFAIGGTTEGMAEETLAFYVL
LTPVMIAAGYDALTAVAVILLGAGVGVLGSTVNAFSTVIASDAAGVPFTEGLMLRLVLLALTLVATVAYVMRYAARVKAD
PSRSLVFDRKTENETHFLKASEAGASDFTGLHKIVLLLFGATFAVMIWGVSLGGWWMAEMSGLFLFAGIGIGIVGRLGEK
GLVEAFVGGARDLLGVALIIGLARGIVVVMDAGHITDTILHWAEGTVAGLNEVVFINVMYWIQVVLSFFVPSTSGLAVLS
MPILAPVGDFAGVSRSLVVTAFQSAEGVVNLVTPTSAVVMGGLAIGRVPYERWLRFVWPVLLGLTIIIMAALSIGVLLQG
TPA
>OLS45379.1 hypothetical protein BV509_14205 [Rhodovulum sulfidophilum]AB26
MTTDDTLWDLEERFWTQGSDSARHATAKGAVFVLPYPAGILQGDALWREKDVAQRWRSVEMSERYLSRQNDIAVLAYRVS
AERSDQPIYEALCTSTYLNDDGKWLRLAHQQTPVVDPREG
>OLS45380.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB26
MPNDPYETLGLAKTATADDIKKAYRKLVRTSHPDLHPDDEGAEARFKAISAAYDILKDPETRARFDAGEIDGLGQERPQR
RYYRDFADAADNAYREGRGFGPDADPADIFSEILRNRARTSRSDFGEGGFSAAGRDARYTLEVPFLDAVRGSETRITLPD
GQALAVKIPRGTEDGQTLRLRSKGAPGFGGGPAGDALITIFVQPHPVFRRDGDDIMLTLPITIDEAILGAKVTAPTIDGP
VSLTVPPGANSGRVLRLRGRGVGHAGSKTTGDQRVELKIVAPPEPDAGLRDFLAEWRKTHAVDPRADLLKEASR
>OLS45381.1 hypothetical protein BV509_14225 [Rhodovulum sulfidophilum]AB26
MTERFTEDEIVATVTRLTRSQLVQFIEGDLVRPERSGRGYVFRRVDIARLELLCDLSQDLDLDETALGIVISLIDQLHAT
RQELAAVAHAIDALPTDMQARLTAELKRG
>OLS45382.1 hypothetical protein BV509_14235 [Rhodovulum sulfidophilum]AB26
MSRLSHSEIHMVHRIGWLRAAVLGANDGLVSTASLVVGVAAAGSGKPEVLIAGLAGLVAGAMSMAAGEYVSVSSQTDAEQ
ADLARETRELAETPEAELEELTRIYVQRGLDEGLARQVAVQLTENDALAAHSRDELGISETVTAHPVQAALVSAATFAVG
AVVPLIIAVLAPASQITLIVAIATLAALALLGGLGASAGGAGIVKGAVRVTFWGALAMAATAGVGMLFGVVA
>OLS45383.1 cell filamentation protein Fic [Rhodovulum sulfidophilum]AB26
MYIWEQPDWPRLTWQDSSVAAPLAAVRHNQGRLIGRMEALGFKLREEAVLQTLTQDVVKTSEIEGEQLDATQVRSSLARR
LGIDIGALPPTDRNVEGIVEVMLDATRNYQAALTAERLFGWHAALFPTGRSGMTKIIVGNWRDDSTGPMQVVSGPYGREK
VHYSAPPAPRVAAEMEAFLAWFNAPLAIDPVLKAALAHLWFVTIHPFEDGNGRIARAIADLALARSENSPQRFYSMSAQI
RAERNAYYDQLEQTQKDGTDGTAWILWFLDCLSRAIHGADSVLAAVVAKGQFWERAAALALNDRQIMVLNRLLDGFEGKM
TSSKWAVIAKCSQDTANRDIAALLDLGLLRKGEGGGRSTHYELVL
>OLS45384.1 hypothetical protein BV509_14260 [Rhodovulum sulfidophilum]AB26
MLDATDNAIRTLLAILGGLVLVWLRTDGMAVIARMGIVIASGAIGYVAGPEIALWLGTPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>OLS45385.1 hypothetical protein BV509_14270 [Rhodovulum sulfidophilum]AB26
MPLRPRLILAALLLAGCGGLPLGPNLAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNEIPA
WIVLVALIGWIAPSPGEIGRRIGEVVRRRWD
>OLS45386.1 ATP-binding protein [Rhodovulum sulfidophilum]AB26
MASVTENLTWDPLEAAGTVDANILASAKKREIKNILKSYVSNYDPLSELIQNAMDAVEKRFSSELSECPKVKVVVNLQEN
SIEVIDNGCGFEESEFRSFLAPSISFKSGGATRGNKGVGVTYIAYGFNDLTIRTKNNFFTYEGVMRRGREWIEDQAGTVA
RPIIEPAKTSSSAFDALEQGTSFKISFSGKHVRPSNLSWYKARTASQWLYLLLIKTPLGSINLPDCSPSNIHFDLDVIDE
AGALTSITDELTQYKFPHNEIKASQQLRRIVAAQQKALDAGKDPSKAIDKFRKSNGIYETYTCDQALSLARLSEEERSLA
ESLNLTAYGYFVYSTEVWDQLNDKKAGLRKGLRILRGGLQIASNKMPQGEIITIPLTKSIGHQNQSHVIVHFDGAEPDLG
RKGFQPELKELAEKVAVGIVRQLSARREDILKSDSGAQTDIDKEIKVHEWLKRQEQHEVDCPLVLKSDKFFLPTRKISVM
CVPQSEQDVIVLFNQLIAGGVIRGLKLLSTSQSSQYDGVFRFSAEDPLADYSYDKERNPLGVYEEQLTKTYRTQPKVLEY
KFCLDGLIREFEAGDKHENDVDLAIFWDMGKEFEKEYSVISYLDEEKTHHRTHHGLTHRLNSANSHIEVICLQELFQLLN
DPAAAQEMQEALYGDDL
>OLS45387.1 RNA-binding protein [Rhodovulum sulfidophilum]AB26
MLTLHLPLKGVYFDQIKSGQKVEEYRLATPFWAKRLEGRTYERIELARGYPPKGDTERRITRPWRGFRRTTITHPHFGPD
PVEVYAIRVN
>OLS45388.1 hypothetical protein BV509_14290 [Rhodovulum sulfidophilum]AB26
MARAALRKRGALMVRRDKQMAWHAPHEGRPGRPPVFSDAAIRFCLSIRVLAKPPLRQTAGMVASLLRLAGPDWPVPDCPT
LFRRQKTLQAQIPWRRAEGPPNLPVDSTAIEFLG
>OLS45389.1 xylulokinase [Rhodovulum sulfidophilum]AB26
MGGALGLDLGTSGLRALLIDEAGQPVGASERACGVAHPHPGWSEQDPADWIATLEAVMADLAARFPEAMARVRGIGVSGH
MHGATLLDAAMTPIRPCILWNDTRSHAEAARLDALPGMRETSGNIVFPGFTAPKLDWVRRHEPEAFARVAKVLLPAAFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSDPAGTLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPDPGNALHTFCHAVPGRWYQMGVILSATDSLNWLSRISGQSPADLTRAL
GEDLQAPGRVRFLPYLSGERTPHNDAAIRGAFTGLGAETGLPDLTRAVLEGVAFALRDCAEALRGAGADLGHLLAIGGGA
RSDYWLRLIATVLGVPLQVPAGGELGAALGAARLGRVAASGAAPETEMTPPAIARTVAPEPALADAFEEAYRGFRAAYPG
LKAIQ
>OLS45390.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB26
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFTLHEACGRLYGRGTCDMKGFIAACLAMAPVYAGLDLKRPLHFAFTHDEEVGCLGGQALVAELAARDLRPG
IAIVGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPPAGVNAAEAAVRYAARLLALADELKARAPEDSPFEPPWTTINLG
RISGGHVHNVIPGRAEIAWEMRPVQADDIAHAKAAMACEVASLLPAMRAVAPEADIRTHVVGEVVGLEPMPHSAARALLA
GLTGQSRAEAVPFSTEAGLFQSLGCAAAVCGPGSIAQAHKPDEYVSRKQLAQCLAMLEGLAGVLTA
>OLS45391.1 ectoine hydrolase DoeA [Rhodovulum sulfidophilum]AB26
MTEEIVQFGYAAEGRAPFSLPEYGRRLGLVRRAMAEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAYVQSTERHPMQNLAELLRDLGYGARRIGVEMENYYFSAKAYVTLRDALPKAYLVDA
TALVNWQRTVKSGEELDFMRRAASISERMIDGVLDRIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRAAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTLLEPGMTFHFMPGLWMENWGLEITESILIREDGPAETLCNRPRKLY
VKP
>OLS45392.1 hypothetical protein BV509_14315 [Rhodovulum sulfidophilum]AB26
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVIAGGQGVFIEDRDGTRLLDAFAGLYCVNVGYGRTEIAEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVLGRSEKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYFRRPDLDMTEADFVAHCAAELEALIAREGADTIAAFIGEPVLGTGGIVPPPAG
YWDAIQPILQKHDILLIVDEVVTGFGRLGEMFGSLKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWTVLEQGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAADTGGYFVTAMQTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPP
GKVAGAVVAAMLKEGVIARAMPQGDIVGFAPPLCLTRDEADRVVDVTARAVASVLG
>OLS45393.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MTMDIAPSRESRRARRNVTVLVLAQAFLGAQMSMIFTVGGLAGQTLAPNPCLATLPISLIVLGSMLSAGPLSGFMQRAGR
RAGFLLGIAGGAAGAGIAALGLYQGSFGLFLAGSLLTGLYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLVAAILGPQ
LVKVTAEAMVIPFLGTYLVAIGINLSGVLLFAFLDIPRPPPRDPAHHRGRSRADLLRDPAIAVAIICGMVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAAAGAVALTGVEIESFLVTLILLGIG
WNFGFIGATAMLAQSHGPEERGAVQGMNDILVFGGVTLASLASGGLMNCSASSAQEGWMAVNMAMVPFLALAGGALIWLT
LRPKDET
>OLS45394.1 phospholipase [Rhodovulum sulfidophilum]AB26
MTRVLESGRAGAARGRTDRLVIFLHGYGANGADLLGLAQPLGPHMPGTAFLAPDAPERCEGVPFGFQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVLEEEGVAPENVILFGFSQGTMMALHVAPRRPAPVAGVVGFSGRLLAPETLEDEAVSRPPV
LLVHGDADDVVPVESLPEAGNALSGAGFEVYAHVMKGTGHGIAPDGLSVALAFMRERLGIDGLD
>OLS45395.1 hypothetical protein BV509_14335 [Rhodovulum sulfidophilum]AB26
MTYDAIILGAGAAGLLAAATAGQAGARVLLLDHAEAAGKKILISGGGRCNFTNTGAGPGNYLSENPHFAKSALARYTQWD
FLALVERHRIAWHEKTLGQLFCDGSARQIVTMLLDECARGGVEIRVSTPIGEIGHGDGLFRVAGAAAPQLVLATGGPSIP
KMGATGIAYDIARRFGLGIVPPRPALVPLTLGPDAQDLTGISGLSCPVTARVGAASFTEAALFTHRGLSGPAILQVSSYW
TPGAPVTLTLVENAAERLRAARHKAPRARLRAALSEMLPNRLAEAMAARIGFGTELGNTSDAEIDRAAAALGGLTLFPTG
TEGYAKAEVTAGGISTAGLSSRTMEATAVPGLYAIGEAVDVTGWLGGYNFQWAWSSARAAGEAIAARCRS
>OLS45396.1 cytochrome B [Rhodovulum sulfidophilum]AB26
MKDTSTAPADTETVQTVRIWDPLLRLFKWALTISVIAAWGLGHFGPDQMTLHFWFGYAVLGLLAFRLLWGLWGPEHARFS
SFAYGPFSILKYVFGMFRRKPSYWPGHNPVGGLFVFILLGALLLQAGSGLFVDPDDYINVGPLAKYVGSETTRAALKFHV
QMGWVVLGLVALHVAAIAFYSKWKRENLVTPMITGKKTVRKDL
>OLS45397.1 cytochrome C [Rhodovulum sulfidophilum]AB26
MHKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETDYDGAKAQTAADNMLTLTRYNVGHLYMP
GTSNADMPGRTDALPKIWEDMAGVQEKGMAFVKAVENLNEVAGLDKGELAKGVQQVGGTCKGCHDDYRAKH
>OLS45398.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]AB26
MRFGRQDRPLIAVTTSSRSGWRVFPLVAFNLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ARDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTVLPRKAVTVLPGTRLAQIAGPRPMRV
NALHSQAVARLGEHLEVAARDRGGMIQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAASAMRGARGQWKAVDRF
LEQAGLD
>OLS45399.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB26
MLARFACRPSESRGRLSPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAALMAPYGGFDHNAQAIRIVTRLERHYADFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELYTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEEELAGLPILEDCFAEVDAAYPALDPKR
RRHEALRRFFGVLVTDVIEGARATLAEARPGSAAEVRALGRPVIGFSPALFAALREIRTFLFHRMYRAPSVVKMRADVTK
IVQDLFPLYLGDPALLPAKWREDVAAAPDETALARIVADYIAGMTDRFAIGEHARLIGPNGLTPSAQGGPGGPAR
>OLS45400.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MNLFNDLRALVIDCLDAMAAAGELPAGLDTSNVAVEPPRDAAHGDMATNAAMVLAKPAGQKPRDIAEKLAARLAADPRIA
TAEVAGPGFLNLRLAPAVWQGLVATVLGQGADFGRSDIGQGQKVNVEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
EVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEDWLAEIREFATGM
MMDMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPEDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHFDKVERGFDQLIDIFGADHGGYVKRMKAAVAALSGGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARVCSVLRKAAEAGIATDDATLAAA
DLTKLDHEAELAVAKKLAEWPRLIEIAARTNEPHRVAFYLYELASDLHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVEEMR
>OLS45401.1 hypothetical protein BV509_14375 [Rhodovulum sulfidophilum]AB26
MAEIDFNAMRGSGGHDAPPSPKTILNWAGGLVSLTLMAGLVTWGYQVVMRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLAVNRVAALGEAGPPADMLQLAPAPVDLAGDDRPVIAPPPAEAAAYAAADEAAPILASVGGAATPVPDADGGALFEGDD
LSAAAGPAAETLTAEDVEGATEAALPLPAGALRQSPRPRTRPQEDFAARAAIAAARAAMTAPVATEVAAESVAVGTALVQ
LGAFDSGDEARAVWDSLASQRRFSGFFTDKTRVIQTVDRGGKTFFRLRASGFADMAAARRFCAAVSAEGADCIPVVAR
>OLS45402.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB26
MNHGVGAFIAGCSGPSLTPTERAFFARTRPFGFILFARNIDEPEQVRSLTRDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RPWAPALDQIAVAGPAHAARSMYLRARLIAFELSMLGIDVDCAPVADIARPETHDILKNRCYGTEPKSVIACARATAEGL
LEGGVLPVIKHIPGHGRATADSHLHLPRVKANWTALEVTDFAVFQALAGMPMAMTAHVVYDAIDPDLPATISPRAIAMIR
RGIGFGGFLMSDDVSMKALSGTIAERSRASIQAGCDAVLHCNGDMAEMEEVAEASGTLTGAAADRAARALARRRPPQPID
VTAVATELYGLLEKAAHG
>OLS45403.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB26
MAEGHDPETADTPDAIAARQAAEALIVDVDGFEGPLDMLLMLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMARDRKGRDFFGRGIPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYVLDRDAIYTMEEALERMRGLIGYAGDWVDLVTWLPEGWHADPARRRSATAAHFAASLEL
VKQGQLELRQSGTFEPIQIRRKPH
>OLS45404.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB26
MPQPDGPEDDEEGSLFEAPPLGEQERMVEAILFASAEPVRVADMNARMPHGCDAARALEALRRRYEGRGVHLVRVGESWA
FRTAPDLGFLMQKETVELRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLELEWIRFGRRRMSPGRPVTY
VVTETFLDHFGLESARDLPGLRDLRAAGLLDSRPMPGTEEDDTDDAQGDMFEDES
>OLS45405.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]AB26
MSGRPVKRSLTLKGHRTSVSLEDEFWRALREIAAERGIAINALAAEIDESRGLDVGLASALRVHVLTHFRRALDRGRDRD
RDRDHDR
>OLS45406.1 DUF4169 domain-containing protein [Rhodovulum sulfidophilum]AB26
MTGGVVNLRQARKARERAAKKAEADENAARFGRTKGQKAREERDAARARAALDGHRLTPDDEA
>OLS45407.1 fumarate hydratase, class II [Rhodovulum sulfidophilum]AB26
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACARVNMAQGGLDPKLGEAIVAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMTARDVL
LPGLEKLHEALTAKSDEFAAIIKIGRTHTQDATPLTLGQEFSGYARQVEKGIARIKACLPDIYELAQGGTAVGTGLNTKK
GWDTRVAAEIAEITGLPFVTAENKFEALAAHDAMVMFSGALKTVAASLFKIANDMRLLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEALTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAAGSFTDNMVVGTKANTARIEK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDGETFDRIVRPEDMIGPKD
>OLS45408.1 hypothetical protein BV509_14410 [Rhodovulum sulfidophilum]AB26
MSDRIEYGNLMHAAMRGLIRTVLSDVAADGLPGDHHFFITFDTTHPEAQMADWLRQRYPTEITVVLQHWYDHLSVDEDGF
SVTLNFGDSPEPLYIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEDDDGPEQPSPAPHDGTAGPGEAQVVSLDKFRK
>OLS45409.1 hypothetical protein BV509_14415 [Rhodovulum sulfidophilum]AB26
MDRAARLEQWYRRVYLEGDLDAVGTLFTPDLQEQGLLPGLAVTPGDLSVFAQAMMHLVDEPSFRLAKVIESGDWLSALIE
LEARRPSDGQPIRLIGQVMLRFEGDKVAEAYNSLDFLGLFLQLGLLPKDALELGMTGQRLA
>OLS45410.1 hypothetical protein BV509_14420 [Rhodovulum sulfidophilum]AB26
MTTWEGLLYGIGFALQPAVLIYCVIGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLARQGRAGVALFTAMASSFAGSMIGIAVLVTLAGWLSHAATAFGAADYAAMMILGLVAAST
IGSSSPAKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAEVIANVRDPDRQGVTERIGGRQL
LPRRDDLKRLPGPMLRGSALGSFFGALPGTGSTLSSFLAYALERRVSRTPERFGEGAIEGVSAPESANNAAAISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPMMLEARPEMFWGLVASFGIGNLLLLVLNLPLIGIWVAMLRIPFRWLYPAILIFL
CLGVYSVRGLSFDILAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRALLIGRGDPMIFLDRPIAAGFVLATVG
LLALSLVQAWRRRRTR
>OLS45411.1 hypothetical protein BV509_14425 [Rhodovulum sulfidophilum]AB26
MHRDWPDILGGLALAAIGAAAAGWALAQYDIGTLRRMGPGFFPAALGGLLTVLGLVVALPALRRRSDAPGIEPLAALAVL
AAILVFGLGLFRIGLVAATAAAVLVASLPAPRPGWGWRLALAAAIALLTVLVFGLGLRMSLPLWPRLP
>OLS45412.1 hypothetical protein BV509_14430 [Rhodovulum sulfidophilum]AB26
MTRRSALACAVALTALPTAAAAEDAWPAAPLHVYVGFPAGSSPDTLTRIVTEPLAQRLGQPVVVENKPGAGGVIGIQQML
ANAGDGLSFATTINGPLTTAARLMKSTGYDVATDIAPVTLIATSPLVLAVSAGSDFTDVESFVAAAGTEPEFLSYGSVGQ
GSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRMLGITSAEPFPQAPDVPVLAG
RAGLSDDFRAELWNAFIAPAGTDPAIIARLNTEIGAILADPEVQQKLLAIGWQAAPGTPGDLADRIAADTAMWGAVIDRV
AAKP
>OLS45413.1 methionine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTGATISFEGVGKSYAGGGKGQVTALSDVTLSVAPGEICGIIGRSGAGKSTLLRMVNGLERPSTGTVTVGGRDVGRARGA
ALRAIRRDVGMIFQHFNLLSSRTVHGNIALPLEIAGVPSAEIGPRVRDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATQPKVLLSDEATSALDPETTRTVLELLRDINRDLGLTILLITHEMAVVRDIATHMAVIDQGRIVEAGATYDIFVTPQHP
TTRSFLSGVTGITLPGFIAGRLTEARPHGPAEEIVRITFAGAHATDPMLARMTAERGIAINILAGAIEEIGPRPFGNLLV
AIDAARGPEARDYLNRHGLSTEVLGYVG
>OLS45414.1 DL-methionine transporter permease subunit [Rhodovulum sulfidophilum]AB26
MSANLIGLLVEATLQTLYMVSVSALLGTVFGLPLGVFLATSQRGELLSAPLVNKALGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIALGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVLVQIVQSAGEWIAARVDRRAPRNRGH
>OLS45415.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MLRLIPLVSALALSAAAAMADDIRVGVSPGEHAEIMEEVAKVAAGAGLNIDVVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEIATTITTPMGVYSDKIEDLAALPEKARVAIPNDPTNGGRALLLLQDLGLITLAEGTGLVPSPLDVQ
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDSIAMEKAESPYVNIIVARNGDQDQPWVKTLVEAYHSP
EVKAFIDEKYHGAVLTSW
>OLS45416.1 hypothetical protein BV509_14450 [Rhodovulum sulfidophilum]AB26
MFSKSRINEPGPKAGEAEKAKAFEAPAAPRPGDSPLPTPPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRVQSAPAG
QAAQPQARPQGTAPGKPGEGAPKA
>OLS45417.1 peptidase M23 [Rhodovulum sulfidophilum]AB26
MRQTLTARFLHRIDVALGRYLPEKRLFLRSDDSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNLRDQAR
REQALYDTRLNAIAAERDRRAQDVREAQDRFNLALDEVSKMQSALLASEERRRELETGMAVIQKTLRRTLAERDAAQGRS
QELAAQLAGETAPAEGPRPADVQQTLAFLTGALDQTAEERDRIAADAASAYDMVRTMSYERELDAERNDQIFTSLEEALT
VSMAPLDKMFKAAGLNTKSIINRVRQGYSGIGGPLTPLSVSTKGAAADLTPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PVKAGYRLTSPFGVREHPTLGGRRMHEGVDMASAYGTPIHATADGVVVRAQWMSGYGRMVEIRHEFGIVTRYAHMSKIRV
EAGQRVSRGDRIGDMGSSGRSTGTHVHYEVRVDGKPVNPMTYIKAARNVF
>OLS45418.1 peroxiredoxin [Rhodovulum sulfidophilum]AB26
MTETGQTAPDFTLPQDAGDPVTLSAQRPAPVVLYFYPKDDTSGCTKEAVAFSGLLTEFEAAGARVFGISKDSVVKHGKFR
GKHDLTVPLLSDEAGDVCERYGVWVEKSMYGKTYMGIERATFLIDGAGRIARIWRKVKVPGHAEEVLEAVRAL
>OLS45419.1 hypothetical protein BV509_14465 [Rhodovulum sulfidophilum]AB26
MSDTGTPSDPSGLHPHQRFGLWVLISLGMLAGALGLLALVLSERTVTLPDWATARIEAQVNAGLSPLVLRLDRVGVSLSR
RESPQVHLGGVTLTDAAGREVLRLPRADARLDGGALLQRRLEVSNLALTGADLTLRRGADGVIDLALGGTGAPFSLGGSV
AEVLDEIDRAFDTPALAPLRAVSVEGLALTYVDARAGRTWRVENGLMTLDQTAETVAVQAFFSLRGSAPVASEFAFGFTS
SKGSPAARFSASFSDVPSADIATQSPALAPLKLIEAPISGAIRSQIDAAGKIGDLSASLEIGRGALTPPGGAVPIRFDSA
QSYFTYNAQSGRIELGRLSLDTSALRLAGEGHADLVAPEGGWPEAVVAQVRFSEVGLDPDGVFERPAAFSGGALDIKFEL
DPFEARIGQLVLTDGEAAYRAAGRVRALPEGWDVAMSADIDRVDYQRLLALWPVTVAKGARRWLGRALSAGELYEAHLGL
RRPPDGTLRAALGARIRDAEVKFLPEMPPLQGGRGYLAIDDRTLTVAVEGGTVEAPEGGTVDVAGSTLQVPDVTEDPARA
VFRLKTDGTIPAALALTGLPPVRLGSRVTLPANPAEGHARLSTELRLPLIRDLPLTEIGYRVEGVLSDAVSETLVPGRRL
EAAALEFRADEDAVSISGEAALDGVPLRAVWTQPTGAGADGTSQVTGTVELSQRANAAFGLGLPEDSLSGAARAAFALTL
APDTPPALTLTSDLAGLGLRLDALRWSKAADRTGRLELTAALGDTPAVEGLSFEAPGLAAEGTVAIKPGGGLDAARFSRV
RLGGWLDASVTLTGQGAGKPPAVAITGGTADLAGAPIGGGAGAGAGAIAVALDRVRVGDGIELTRVRGRLNGTAGQITGL
VAGAAPVEVTLVPARAGMAVRVRASDAGAVLGAAGIYRRASGGTLDLVLNPTGTPGHYDGTAHVENLRVGGTPVMVELLS
AISVVGLLELLDGEGLAFTNVEARFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTR
KGEGLLGFNFSLKGNPGDPEVGVNPLSILTPGMFRELFRRPAPTLKETP
>OLS45420.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB26
MKLSDFDFDLPEALIATRPARPRSSARLLVAEGDTIRDLHMRDLSDLLGPGDRLVLNDTRVIPARLSGQRLRQTGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLKPGDCIRFSDALSAEVAARGDEDVTLAFDCTGAAFDTALAEAGAMPLPPYIAAR
RPADAQDHEDYQTVWAARPGAVAAPTASLHFDEPLLAALAAKGVAFSHVTLHVGAGTFLPVKVDDVSDHRMHAEWGEVSE
TAAAEINATRAAGGRIIPVGTTALRLIETAADETGRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
VGSIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRPDSGRPGHPPSAPTA
>OLS45421.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MLKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTFEMSIVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPVAWTIGRVLIGFCFSGVYVTAESWLNNSATNETRGQALSLYMITQMAGIVAAQGLLLTADPGGFIL
FIIPSVLVSISFAPILLSVSPTPPFETAKPMKLRDLIRTSPTGTVGVFLMGGVFSALFGMASVFGSEAGLSVAEISAFVA
AIYLGGLLFQYPIGWLSDRIDRRTLILAAAATGAAAAGAAMLVGGSYSALLVAAFVIGGMSNPLYSLLIAYTNDYLQPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGAIGPLGFFLFIAVLMASLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEIAIEAAQDDQPTPPPGGPAQTPG
>OLS45422.1 hypothetical protein BV509_14480 [Rhodovulum sulfidophilum]AB26
MPRREQIIRFWMEDVGPEGWYKADPEVDAAITERFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAAAKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEVAFLERGGYGACLDELRASA
>OLS45423.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB26
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAREFGLKAEGIGYD
LPAVVKRSRGVAKQLASGVGHLLKKNKVTVVMGEATLPEKGRVSVKTDKGTEELTARAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMKIREKATVKQL
DRGADTVVAHVEQNGKTEKIEVDTVISAVGIVGNVEGLGLEDLGVKIDRTHVVTDDYCRTGVEGLYAIGDVAGAPWLAHK
ASHEGVMVAELIAGGKPHPIRPGSIAGCTYCHPQVASVGLTEARAKEKGYEVKVGRFPFIGNGKAIALGEPEGMVKTVFD
AKTGELLGAHMVGAEVTELIQGYVVARGLETTEADLMQTVFPHPTLSEMMHESVLDAWDRAIHF
>OLS45424.1 excinuclease ABC subunit A [Rhodovulum sulfidophilum]AB26
MAELKRIEVRGAREHNLKNVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIS
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVLAMEPGTRAHLLAPVIRD
RKGEYRKEFIELRKQGFQRVKVDGQFYELDEPPALDKKFRHDIDVVVDRIVVKEGIGTRLADSFRTALDLADGIAVLETA
PAEGDPERIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFQRDTPWKDLPAKVQQVFLRGSGDEEIPFRYDEGGRVYQVTRPFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCCGYRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTVPEHLTNQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNSGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDLGPGAGVHGGQIVARGTPEEIAADPASVTGQYLSGTREIAVPTERRPGSGKAVTVVKASGNNLHEVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIRDWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QDFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVRKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRQVAAE
>OLS45425.1 hypothetical protein BV509_14500 [Rhodovulum sulfidophilum]AB26
MEDKMRLLTTGLAATIALTAGLSLAQAQPQGCPPGQAMKTGQCAQDQPRGQPRGQQPPGKDEPQAGAQQQTGPGGQPPGP
GKPNAKPQQGQPAPQGKMQTGGSPAMGQPGPRPAQGAGDPGQAPQGVAVGRHVPKDFRPMPHPERHGLDPNARYYTRNDG
IVLKVNPDTLAVLGVVGMIAAMSN
>OLS45426.1 hypothetical protein BV509_14505 [Rhodovulum sulfidophilum]AB26
MARAVATALPGHCPPGLAKKSPACVPHGQARKGAEPGHGIVAGSPVDGRYRYLADPRRYRLDPQGSYCVRDDGWVARVDP
ETRKALNLIGATDALVN
>OLS45427.1 hypothetical protein BV509_14510 [Rhodovulum sulfidophilum]AB26
MTTQSLLSKNVGGIDRILRIVIGALMVIAALLGYSNWLLIGMVPLATGLMSTCPLYSLIGLNTCKKD
>OLS45428.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSWLARAEGLAGIEPGIAARLGTLPVSPLPKGKVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGDDYTGEAVAATGCEAVLVPKDIFLALMDDSPVFRRFVFGAFARRLQSVMALLERVAFQKVESRLAADLLDRAAD
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAAGLARLAAADGAR
>OLS45429.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB26
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDLTAPAPEGVAMADSAAAAATGREVVITMLPNGQILRAVAAEILPAMASGA
VLLDCSTVDVDSARAVAAEAGAAGLMAVDAPVSGGVGGATAGTLTFMAGGSDAAFATVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNAYCPAPGIGPASPADNGYKPGFAADLMLKDLR
LSQQAAEAADADTPMGARATELYAAFVEAEDGAGRDFSAMLPRFEKRGRG
>OLS45430.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB26
MSEIEIRKEGRIGRITLTRPKALNALGYDMCLAIEAALDAWAPDPEVRMILIDAEGDKAFCAGGDIAVMYETGTKGDYAY
GQTFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILAGAPGRIGE
YLGVTGRRMGPADAIFAGFADYFIPEADWPALTGALVETGDWESVDRAARTPPPGELAALQPRIDALFAGERLLDIANAL
TADGSDFALSTLKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHAG
LEAVPGADVARMLMPLGEHGLKLEEELQ
>OLS45431.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MDFALSEEQTAIFDMACDFGADHVAPHARKWEAEGTIPKTLWPELGALGFGGLYVRESSGGAGLSRLDATLVFEALSTAC
PAVAAFLSIHNMCAKMIDAFGSDEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRSTDGWALTGTKAFISGGG
YSDAYVVMARTGEAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCTIPAANLLGEEGKGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLAYMGDRQAFGQSLDRFQALQFRLADMEIELQAARTFLRQAAWKLDQGAPDATKFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>OLS45432.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB26
MGITAPDFTIGIEEEYLLVDRETCALAQAPKGLMEACAADLGDQVTPEFLQCQIEVGTRVCRTVAEAREDLRRLRATVAH
HAASYGLAPIAASCHPSADWLDQHHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDLDQRIDLMAQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSDYDRSVGALTRLGLIEDATKIWWDLRPSARFPTLETRICDMCP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRVYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEVNAARDVIAHGTSAERQRATHKAALAAGLDREGAMRAVVQGLIEEFGADL
>OLS45433.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB26
MSKSLNRVRAALEAAGLPADIRELGQTRTAEEAAAAVGCDLDQIAKSIIFRGEDSGRAILFLTAGGNRVSDAKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLTPIRAFLDPRLLDFQTVWAAAGTPRHVFPLDPHVLPGLTGAEAADFTL
>OLS45434.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB26
MSFASRLTRAPLAYEPDRAAEAADRFAAQPPEIRALLQGTAGCSPYLWGLMTREADWLEDLLAGTPEPVFAALLDEVRGL
TLDALKPGLRQAKRRAALLIALSDLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGKLPGLTEADAGTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFEEADFHEVRSAFVKITRRMTAILSEATGDGYVFRTDLRLRPDASVTPVCLSME
AAERYYEALGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGALCLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPDLRVRGTVEGLARLADKGWVPREIAGTLTEDYRAHREVEHRLQMVNDAQTHLLPN
SPEGVERIARFCGAAETGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAGIVERWPGYPCLRTARAREIFHRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFEA
WPGRAALTGTLADRLGTLGDYEAQLDAARAWAKEWHFRIGVHFLRGLIDAETAGAEYADLAEAVLAALWPKVVAQFAAKH
GAPPGKGATVLGMGSLGAGALTSRSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRSYQRDEAWTWEHLALTRARPVAGDTALGAEVEAFRRALLHEKADVARTAAGVVDMRRRLAEAK
PAKSAWDGKQGPGRGQDIELVASAAALIAAHPATSVPDQIDAGVDAGWLEAPEAQTLIASYRLQRQVQGAAKLIADLPLD
PCSLGESGRAFLLRGTGLADAAALAALLDDRRAAAARVIEAVIGRSPQEDGDAD
>OLS45435.1 hypothetical protein BV509_14555 [Rhodovulum sulfidophilum]AB26
MRIELADPRGLIREAYRIEGIGPSECRSIFLDWALGLPETVDTSRALRRLLAEYGPDAPDHPMTAVLRAGLAEEPSARRR
GGPRGRRS
>OLS45436.1 hypothetical protein BV509_14565 [Rhodovulum sulfidophilum]AB26
MTERTLRPIHVRPGDAEAMFGVSRPTLHRWLKKAGAAITSFKRGNIRLIPEALKDRLEARSQ
>OLS45437.1 response regulator [Rhodovulum sulfidophilum]AB26
MTQSEPVCLVVEDTAFDRMIMERKLAAYGKSLQVRFAATLAEARRCLDKEPISIIFLDNSLPDGKGANFALELSAHRSWS
RIPVVMVSDWPSPFMRAKAKAANVVAIWTKTEFTTLTVAEVLRSRGLMV
>OLS45438.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MPVTKTDAAPRSPARRSAIKTLAAAAAGTASLPLWARYAGAESAAPIRIGFQMHATGIGAAYGRWYDRTTRAALRLINEA
GGINGRPVELVTEDDGTDPKRGAEVVEKFASLHRCDVGYGTLFSHVVMGSAPRAGELKLPYFVVSEGHHVASGALNRWTL
QPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFSEAIEAQGGEVVAKLAIPPTETSFTKYFAKIPRETEV
IYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLESVDLQSPGLDFLEGTYFWEGMPRYVQPDQTEFDRHYRAAIGIDE
NGALAADPADVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMTEMPLSNEHPQGAKLFNGRTHQVFGPQY
ISKVENGRLTVLEETPIEAGFYPDEVDYTTQSL
>OLS45439.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MEFGPHLMLAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSAVSSALGGGAVGFVAALLLAPV
IAGALAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNDRLALPWVAFGPEGPALIWPWGLSI
TSYKLFVMGAAAAVLAGLWALMTRTGIGLVMRATQLDRETAQAFGIPVERVYAGVFGLGAALAALAGVLIVPIQQAHYLM
GGDALLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPEGLRGKAAR
>OLS45440.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRGGRIIGLHLGLVAVLFALNFLLPAYSHGTVARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTHLGLG
AGPALLTGIGAAAVLSLGVGLLALRTRGVAFMIVTLMFAQAAWLTILLAGRWTRGDEGVVIPQADRVLLGLDLSNPQTRY
LAALALFSAVLFGTLWLVRQPMGRVLVAIRENEDRAELLGYDTFRHKLGAVVLSGTVSGAAGAAYGLFFGYAGASFAETH
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLASGLTPAYMLIAGVVLVLLTLFAPQGLAGEIRRRWWRGLP
>OLS45441.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHARVRLG
LAYTFQITSVFARLPVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRVL
ILDEPTQGLSEPEIETFKALVRALAGETAILLIEHNMGVVMDLADRITVLDAGLVLAEGPPAAIRADARVQAAYLGTAID
A
>OLS45442.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLASGQVLLDGEDIGRLPAHEVPRRGIGY
IPQGRRLFADLTVAQNLEIGMRCRKSPPEVRDRVLAMFPRLADRMGQRAGTLSGGEQQMLATARALCVGPRVLLLDEPTE
GLQPSMIALIRDTVLRLRDEGVAILLVEQRLDAVLATADRAVILETGAVRAEADAARLRTDPDLLRRHLGV
>OLS45443.1 N-methylproline demethylase [Rhodovulum sulfidophilum]AB26
MINDPLLSPFRLRHLTLKNRIFLSAHEPAYAEDGLPKDRYRAYHVERARAGVALTMTAGSASVSRDSPPAFNNILAWKDE
VVGWMKRLTDECHDHGAAVMIQLTHLGRRTRWDRGDWLPVVSAGPAREVAHRAFPKTAEDWDIARIVTDYADAAERMQAA
GLDGIELEAYGHLLDQFWSPLTNALEPPWGGDLDDRMRLSMEVLRAIRDRVGPDFIVGIRHVADETLPGGIGAAEGLEIA
RRLKDSGLIDFLNVIRGHIDTDAGLTDVIPVQGMKSAPHLDFAGGIRAATGLPTLHAARIPDLATARHAIAEGKLDMVGM
TRAHLADPHLIAKLVAGTEDRIRPCVGANYCLDRIYQGGAAYCLHNPATGRELTMPHLVPKAAAPLKVVVVGAGPGGLEA
ARVAAERGHEVVLHEAANDPGGQVRLLVRHPRRAEMMAVIDWRMAECTRLGVAFRFNSWAEPETVQAEAPDVAIVATGGL
PPEPGLAEGDGLAVSAWDILSGAVRPGTNVLLWDDAGDHAGLQTAETLAASGARVEIVCRDRGLVPEVMAMSLTPAIRAL
QRADVVWTPTWRLDAIRRAGNALTARLGSDYGPETRERQVDQVVVNTGTHPLDDLYFGLRPGASNLGEVDYPALIEGRPQ
ALNRNPEGRYRLFRIGDAVAARNVHAAIYDALRLVKDL
>OLS45444.1 hypothetical protein BV509_14610 [Rhodovulum sulfidophilum]AB26
MTDPIRTTLDVLLEILAPLDGRCVLDIGCGRGGLAGPFRATGAEWRGLEPFPQAGGAPGIDVAQAEAMPYPSGAFDIAVI
VNALHHIPVGGMGDALAEAARVIAPEAPLVVIEPRVEGDLSQVIATVDDETEIRTAAQAALDAAVGSGVLTETRAFDYVR
REVYDDFDAFVSRISSFAPERGGLSEDLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>OLS45445.1 hypothetical protein BV509_14615 [Rhodovulum sulfidophilum]AB26
MDLRQLRYFIEIVERGSITRAAGTLNVAQPALSLHVRNLEDRLGTRLLLRRPTGVVPTEAGELLARRARSILDEVARTEA
EIRGLETDPSGRVAIGLTGTIGGLLAVPLIEALRERYPRITLQIAEAMSGFVAGWLSEGRVDLAVLYEAPADPGLACDPL
LEEELVVLWPPDWPAPPEIALAALEDVPLVLPSRAHGLRRMIDARLATDGIAPELAVEIDSYANIKNLVAAGFGASVLPW
HAVAPEAEARALNVSRIATPGLWRGAWLIRPAARPVTRAQEAVAETLRAVVGDLLAGGVWAAARAPSLPPDRAGTAAPTS
AGSG
>OLS45446.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MQTDPHQDIRDAIRALCATFPPDYHRRIDAERGYPEAFVQALTEAGWMAALIPEEYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSDYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGQPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>OLS45447.1 carnitine dehydratase [Rhodovulum sulfidophilum]AB26
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
AGLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGYGSEGPLADRKAYDLLIQAESGLSSITGGPEEPARVG
VSIVDIATGATAHAAILEALIRRGVTGQGARISVSMFDVMAEWLTVPLLNHEAGRTPGRVGLAHPSIAPYGVFHPGDGRP
ILISIQSDREWRQLAERFLDAPGLGTDPRFATNVARVQNRAETDRIVAEAFARRSGAEAVAALVAADIAFASVNDMAGLS
NHPHLRRIEVDSPNGPVTMPAPAARVEGETRRYGPVPALKPRET
>OLS45448.1 protein dehydratase [Rhodovulum sulfidophilum]AB26
MDLDIEHLRGWIGREETATERLTPELVRRFAATFDRTWPLQPGNEAPLLIHFCLAQPTVPGAGLGPDGHPARGGFLPPVP
LPRRMWAGGAFRFHTPLRIGDSVTRRSTIVDVTLKHGRSGPLLFVTVDHKIRARGRLALTERQDLVYRAAAPFRRPKADP
AAEGSSIRRLMPGPVMLFRYSALTFNGHRIHYDAPYAREVEGYPGLVVHGPMQATLLLQFAADLKGSCPSRFAFRSVSTV
FDTAEMEMHASCEGDSLRLWTAQAGGPVAMEATASW
>OLS45449.1 hypothetical protein BV509_14635 [Rhodovulum sulfidophilum]AB26
MTEDPKPEAGSAGTWARLRAGFPYLLAAGLFVLGLVALYKLLAAVDFADVVAQVRATPWSTVGLALAATAASYISLVGYD
WSALRFIGKPLKLPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRVYSALGLDGYDVAAVSTFAAVSFGVAATVVGLGALAV
HPGALAAVLPLAPGTVRMLALAGVALIALPLLWASLRQGCVKLGRFSLRAPAPGDLAAQIVFCLGDIGFAAATLYLLMPA
NDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVMIAAMPASTSIEAVAASLLLYRLIYFLVPFSVALLALASYELFRSA
GAHLPRGQWGRAVAAADPGFRAVEGIAPLVLGSMILGAGLWMSVSSILPPTTEAARAAEALFPLPFIEGSALASSVIGAA
LVLLSFGVMRRALAAFWLALVVMETGAAVALIQGVDLDRAVFLAAGALLLLPFRHAFHRHTMLSHATLTPAWVALIVALI
AGFGFVLFFAHKQTPYAHELWWQFAVNERAPRALRAVLLGSLVLGLGALLMLLRAPRVVPDPPDAEDLAAAARIAGSGDN
PDAGFALTGDKSILVSDDGRAFVMFAASGRSWIAYGGPVGPADAAEDVAFAFVDAARREGARPAFYEVRAADVPIMLDLG
LSLHKMGEEAVVDLTRFSLEGSARKKLRTTHARALRDGLSLDWTEPPHTAPLLAELGTVSEAWLAAKRAHEKGFSVGRFD
PAWLNRWPVATVRHAGRVVAFANVLVTDSRTQASIDLMRQVETAPPCTMEFLFTALMLRLKDEGYAAFSLGMAPLSGLSP
ERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRSDRRSAERRGSDRRH
EA
>OLS45450.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MFSYFLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPVQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAAIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHVRHLVLPAVTLAVVPIGIVARTVRALSGDILSMDFVQALYAKGMSRLDVLTHVGRNAAA
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>OLS45451.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTLTEPLTSAPAPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGIVAGYVGGRVNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>OLS45452.1 dipeptide/oligopeptide/nickel ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSATELYDLLPDRGGPAQPLLTVRGLKKYFPIRGGILGRTRAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IDRDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARALAMSPRLVVLDEAVSALDKSVEAQVLNLLSDLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVEAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLSGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPQLRK
IGADGHLAACHLHDLTSGHPKAGKIA
>OLS45453.1 dipeptide ABC transporter ATP-binding protein DppD [Rhodovulum sulfidophilum]AB26
MTDKLLEIDHLTVRFKGARTVHAINDLSLSLEEGETLALLGESGSGKSVTLKALLRLLPPKRTEIEGDIRVGGTDILRLS
GRSLQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKGVSRSEAMEVALDMLKRVKIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGQVVEEGTTR
EIIKDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPASCSFAPRCALAGPDCRAGLPPVVTPAPRRRVACLRAD
EAVPAE
>OLS45454.1 amidase [Rhodovulum sulfidophilum]AB26
MLIEEDAYHAFMPYPAVSVENAPQGPLSGLTLAVKDLFDVRGYRTGCGCPLKLAASREAETTAPAVQRLLEAGARFVGKT
HTDELAWALYGMNPHFGTPVNPKAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSVRAPASFCGTWGLRPTHGRVPLAG
AMALAPSYDTAGLFARDGATLLAAAGALMDPDPVPLPEMPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAD
AAYAAYRVTIGAEAQETVLPFIRRSGMPLARGIDGRVAAAAALEEAEIDKARATRHAFAAHLEELLVDAVLLAPAVHAAP
FALDAPDEVLDGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPCGVSLIGPRGSDLSLVALARRLAPEAHP
>OLS45455.1 hypothetical protein BV509_14670 [Rhodovulum sulfidophilum]AB26
MTACPVEARLRELGHSLPDSAPSRAMFLPGKLSGNLLFLSGQICEWEGVPRYFGPADDSLDLAEAQAAARICALNLLFSI
RAVVGSLGRVREIVRVGGFVAARPGFEAGPMVVNGASQLFIDLWGTAGQHARTAVCVASLPANALVEIDAVVEIA
>OLS45456.1 hypothetical protein BV509_14680 [Rhodovulum sulfidophilum]AB26
MGLALVLAGCNGAGIPLGDGAAPPAEEIPADPGAPLSALETLPTDGVPEATGPEAGAGAGSGAGSGAVPTAPSGLAEATA
PVFGLERELGVTTASLGDPNEAGFWAVTPLVDETRRGRLADPVSGASVQVELRPSDSSPGAGTRVSMQALQALGLPPISL
TNLKVYVSE
>OLS45457.1 hypothetical protein BV509_14685 [Rhodovulum sulfidophilum]AB26
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQTQAAYFTSVPAFVDGAWAVAVWGGLIGAVLLFLRVG
AAPWVLGFSALGMTTAAVWLIGFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARRMRVLGEL
>OLS45458.1 hypothetical protein BV509_14690 [Rhodovulum sulfidophilum]AB26
MTDILILMPAAGASSRMRGRDKLLETVDGEALLRRQARRAGASGAPVLVTLPRHAGGPRAEQLDGLPRLRVTHVDPAEGM
AASLRAGAEAAAAAGARGLMVMLPDLPEIGTEDLLRLIESFAEAPDSCLRATAEDGRPGHPVMFPARLFPALETVAGDVG
GRDLLARETVRTLALPGGRAVTDLDTPEDWTDWRARAGR
>OLS45459.1 hypothetical protein BV509_14695 [Rhodovulum sulfidophilum]AB26
MGRRVMRALCALVLILGAAEALAQGQGRVTPLTPAARLLLLAPPPVQPVYCCKVCSKGKACGDSCISRSRSCHVGPGCAC
DG
>OLS45460.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDFLNALVAFANFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMVTILVTWALQAAGVSFGPLPTALLA
LPFGIAGTALMVLGTDRLVYRFYREQRAKPVILVIVSMGVMFILNGVVRIIIGPGEQNFADGERFIITAREFKTMTGLDE
GLAIRSTQGLTIVTAVIVVALLFWFLTYTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFASAIVGGIGSPLGAIAGGFLIAYSEVMVTYAWKKVLTYTLPDNLAPDGLVQLLSTDYKFAVSFVILV
IVLLFRPTGLFRGKSI
>OLS45461.1 hypothetical protein BV509_14710 [Rhodovulum sulfidophilum]AB26
MTHAPEIAPRPRRLAALAGLLALWAALALPAVAQTAERTAPDPGPNGFEMRCHFATACSEAAPCEATDATAAVSGRIGGL
GAGLQLARADLSLAGRRVEAIGTLSGPGTGGTLFLQGGAGTERHYLAIARSAARYTVHAAEGPVSTTYIGTCE
>OLS45462.1 hypothetical protein BV509_14715 [Rhodovulum sulfidophilum]AB26
MRHLAILAGSLVAVSAGAAGAAAVSLDCVARLTCVSNLDAGRAGCQPTELRYALEVGRKTGAKVVMTPEGADETGRFYEF
RRLPGTEGVRLQASGGGLEPGQGAGVLTVFETLDFVLTRHDAVLLDPEGGTPRAIAVTVHGTCAEKD
>OLS45463.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MAEPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLNVHAGAVRLNGEDITRLSPQARVAK
GMAFVPQTHNIFTSMTVEENLEMGAFLRRDDISGTIDEVYRLFPILKEKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>OLS45464.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MIKVENLHKHFGGFHAVDGASIEIETGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVLMDGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGEGLWSAWFRRGRIAQEERALARKADEVLEFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDAKIVFLDEVGAGVNRTLLNTIGEAIVRLNKERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAQGKADEIMQN
EAVIEAYLGTGLKNKMKAGANA
>OLS45465.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKKLLLASAATLALAGVANAEEVKIGILLGFTGPLESITPNMAAGAELAIAEVNKAGTLLDGATVSSVRADSTCVDAAAA
TASGERLVTSDKVNGIVGADCSGVSGAVLQNVARPNGVVMISPSSTSPALSTAEDDGLFFRTAPSDARQGEVIADVLKER
GISSVAISYTNNDYGKGLADSIQSAFEAAGGTVTISAAHEDGKADYSAEVAALASAGGDMLVVAGYVDQGGKGIIQASVD
TGAFDTFFLPDGMYGDSLIEAIGSPLDGSFGTVPGTDSDGAQTILDMAAEAGFDGTSSYVAEDYDAAALMLLAMQAAGSS
APADYKDKIMDVANAPGEKILPGELARGLELLKAGEGIDYVGATNVEMIGSGESAGSFREFTITDGKAVTDRFR
>OLS45466.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAPVPDRSSTALAAASGRKPQDVVFVLLDRFTMMSFAGVIEPFRIANRMAGQTLYRWRLAGEGGGEAACSNGSRVLLDIG
LEPLGRDEIVIVCGGIDVQKATTRTLVGWLRREARKGLIVAGLCTAAHALARAGLLDGRRATIHWENQDGFLEDFPEIEL
TRSVFVIDGNRMTTAGGTASIDLALTLIAQTHGQDLANAVADQLIYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEK
NLEDPISPATLARDVGMSTRQLERLFRRYLNRSPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHY
DTTPYRERGSRGGRLEA
>OLS45467.1 3-deoxy-7-phosphoheptulonate synthase [Rhodovulum sulfidophilum]AB26
MTPWQKSDWRARPRVQMPDYTDAAALTAVEAQLAKYPPLVFAGEARNLTAKLGQAAQGKAFLLQGGDCAESFAEFSADTI
RDTFKVLLQMAIVLTWGAKVPVIKVGRMAGQFAKPRSAPTETMNGVELPSYRGDIINGFDFTPEARIPDPARMLQAYTQA
AASLNLLRAFSKGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMTAAGVNGETMNGLSTVDFFTSHEALLLEY
EEALTRVDSTSGNWIAGSGHMIWIGDRTRQVDGAHVAFCQGVMNPIGLKCGPSMAEDDLKILIEKLNPKNVPGRLTLISR
FGAGKVGDHLPRLIKVVREMGAEVLWVCDPMHGNTIKSPSGFKTRPFDAVLCEVQEFFAVHKAEGTIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAM
>OLS45468.1 hypothetical protein BV509_14745 [Rhodovulum sulfidophilum]AB26
MVESETRPRAAVIALSGYRTGGALSALDDVETYWAGLRDDQGTLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAMILPESRPVLEDKIEALLAGDGAGVRLTLISPRSYNRQALFAGMILLPLARENGSPTKILGAL
ATVGTVGWTPRRFQILGETANPEPRPAQDAGEARRPALTVIQGGIVEPEPAF
>OLS45469.1 YicC family protein [Rhodovulum sulfidophilum]AB26
MLQSMTAFASRSGQSETHVWTWELRGVNGKGLDLRLRLPDWVSGLEQAVRTAVQGRVARGSVTLGLRLTARDSAHNALHV
DPAALTAALALLARVEAEAARQGLRLAPSSAVEILAMRGLADNAAPDPDTGPLLAALTADLGPLLDDFVAMRAAEGRALT
TVLCDHLATISSLAETAARAAEARRGQMEDTLTTALARVLEGAAGADPDRVAQELALIAVKTDVTEEIDRLRAHVAAARA
LMAAGEPAGRKLDFLMQEFNREANTLCSKAQSADLTRVGLDLKAVIDQMREQVQNVE
>OLS45470.1 guanylate kinase [Rhodovulum sulfidophilum]AB26
MAARRGLLIILSSPSGAGKSTLARRLRDWDPAIAFSVSATTRAPRPGEVDGHDYHFLSEQAFKAQVARGAMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRNSSLGQHTLSIFLLPPSIAELRRRLVSRGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEEKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>OLS45471.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB26
MTLYALDGLAPTLPEDGDYWVASDANVIGNVILGAGASIWFGSTLRGDNEPITVGAGTNIQENTVCHTDMGYPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGASALITEGKAIPDNSLVMGAPGKFVRQLDEAAIERLRQSALH
YQENARRYRAGLVAI
>OLS45472.1 hypothetical protein BV509_14765 [Rhodovulum sulfidophilum]AB26
MDYTGPGQAPHAEPGPGRGGMALLIGFDRVDQPEIGMPFASARVERLPYGLVQAALSSVQSVDMVVSPLLTEQFDAMDLA
TQLELGGYRGLYVVVTPVVPNPEIIRREIAALCPGITVQLIPRARH
>OLS45473.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB26
MNDSLGLSIIAGVPVPVVLIGRDERVSALNDAAMALFGPSGTGRHYVTVLRHPALLDCVEEALRLRQPRRARYLRSDLGR
DSTYDVTASPLEGVAAGGVVLSFADISDREQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARDDAAARERFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRTSVQTLRSLARGAGVEMTLEGAEEATHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLVLTRSERELAFRGPGVRIDVIDRGEGFDPVHIPRLTERFYRVDSHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSVPGEGSTFSVMLPMA
>OLS45474.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MSFAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRPIKDKEIETCKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPSDLFKALAAELPVDGKMVANTASTWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIEGCKATGALEAMVGMGMDEKDAEKACKAVRTDGKSVDIDGDYTETLARIDTNP
NGVGVFGLAFYENNTDKLKVATMSGIAPSTETIASGEYPVSRPLFFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQAKVANEETMSN
>OLS45475.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB26
MPVLWLVLIVFALGALGFVLGRRRALGGAGGDIRLLHSLPSYYGTNVALLTVVPALFLLGIWLLVQPIVVDAKVSALLPD
SAISEGTTRDLVMSDVRRIAEGLDKAVAEGAMTHAQARDIRAEFTDVRNRLGAVGVALGSRVGAPELFAAQRYRRIAGEG
SLAMTGAVLALALGGFALSLIRTTPSFRARNSVETGIRYVLIFAATIAVLTTVGIVLSLVFNTIDFFRLYPAWDFFFGTT
WSPSFGGGSDLGILPLLWGTFYISIIALAVSVPIGLFAAIYLSEYATPHVRAFAKPMIEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVVTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVRQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAANLSLNPFEAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNVFALYIVR
KYREQYE
>OLS45476.1 phosphate ABC transporter, permease protein PstA [Rhodovulum sulfidophilum]AB26
MTDVPFTDASSGPARPARTGSLLEADARTRRRNAAEARFRLYGIAAVGVGLFFLAALLYAIFSNGIGAFQQTGYTLQVEF
REDVLDKTGNRDLEDIKSVKTFAYSPLLRAAMLREIETHGIDTPLADAKTTGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVAVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLREAGVATKGFNLAFITGPDASDARPEQAGLGVAMLG
SLYMMIVVLLLSLPIGVAASIYLEEFAPQNRFTDIIEVNISNLAAVPSIVFGILGLAVFIQFVHLPQSAPLVGGLVLSLM
TLPTIIISTRASLKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTIIGLAQALGETAPLLLIGMVGFIASNYPD
GAISGFLAPNSAMPAQIYEWAKRADPAFYERAWGGIIILLLFLMTMNIIAIILRRRFERRW
>OLS45477.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MYDNPDLARTTVTRDIKIAAHGCQVFYGDTHAIKDVDIDIEDKTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVVGDIR
LDGEDIYDKRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARGKADLDEIVESSLRRAAIWEEVKDRLDAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRSQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGETGHIFTNPTDPRTESYITGRIG
>OLS45478.1 phosphate regulon transcriptional regulatory protein PhoB [Rhodovulum sulfidophilum]AB26
MSPTEQPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVDEQAPDIIVLDWMLPSVSGIEVCRRLKSRADTRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELMARVRAQLRRTRPAAVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGSDPVRTVRGAGYALG
>OLS45479.1 hypothetical protein BV509_14815 [Rhodovulum sulfidophilum]AB26
MPSLAAFPAHALSRQALRLLGLAMLVAALAGALPMSLFPPQREAAALHPAAAAGFMLFALSLLGRRPAGRSLKIWTGLGL
GAALIGAQGLLEALLPGWPQALSGTSLPGMLATGAGFDLPSAYAVLTLNLGLAVKPFSRGAALALLAAAWAGIWWFLMGT
VLSAADGRQPVAAFGLVCMLLGGLALGHVLRADPVLHPLFARGRHGLRARGLLGLALAMPWLAGLAAERLFPEARAARPA
LELLIALLGAAQVALVLALAASIDRAVRAEARTERFDPVAGRTSRFRPDRDLLDGKGPVGVILCAPAGHGTATDPDDRTM
GRALQRATRHLRDEDSVGRWRGRNLLVVANVPSETELARMAERLALVLAPDLPEAAIGLSMAAFDEPSVEAALRRAEGAL
YIAERRSSRHPVRASGLADGTDPSSRRPDSDPEGQGGTGGSGRSAPRP
>OLS45480.1 hypothetical protein BV509_14820 [Rhodovulum sulfidophilum]AB26
MRVLGLAILLVIGFGLIQNLVSPPDDSAAALHPLPAIGFALFGLVFLTGPQILNRNAPIRMMAAIVAVLAIEHLLEASVP
GWMQIVGHPRIESAIEGVGLRGVLSVETSFALAVLNLGLLAEPHQRQASLLFLAAAWVATTMGVLKLAFNLTLWRGEMSP
YALATMVLVCSAQTLKLRDQPFLRPLFAQTSYGTYTRALVTGALVVPWMSGFLYFLNVRPDPATHLALELAFGFIGWIML
ALVLSIGHLMEKSSLALEHAARHDPLTGALNRRGLSAALGSRDEARGVVLFDLDHFKAVNDALGHDAGDQLLRDIAEIVT
RNVRDSDLLVRWGGEEFLVVMTSSAEVLLVQTAERLRQAIAAHTPMRIGATTRPVTASFGVSMAHPGETGIAAAIRRADE
ALYAAKIRGRNRVFSAAALCEADPGTLPAVAPIEPARLVS
>OLS45481.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB26
MAITAALVKELRDKTGAGMMDAKKALTETDGDMDAAVDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAVEVNSETD
FVAKNAEFQAMVAEIAKAAIGVDDIEALKAADLGGKSVADTLTDKIATVGENMTLRRMAKIEGDQLVAYVHNAAADGMGK
IGVLVAMTGGDEAFGRQVAMHVAAANPAALSEAQMDPAVIEKELAVQTAKALEENAGAAKPKPEAVITNNIIPGRMKKFI
AESTLMGQAFVVNPDLTVEAAAQAAGATITGFVRIEVGEGIEKAEEDFAAEVAKVAQG
>OLS45482.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB26
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIIDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVAEAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMSAGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPDGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDIGAL
EEAPVEELLAEARTEEEA
>OLS45483.1 kinase [Rhodovulum sulfidophilum]AB26
MSADLLLCIGAVLWDVIGRAPRPMAPGDDRPGRISRRPGGVALNVAAALARHGLRPAVLGAVGRDAEGEALIAATAALGI
ETRWLCRSARPTDVYMAIEDATGLVAAIADAGGLEAAGAAVLAPLIEGPLGTPDRPFAGTVVLDGNLLPGLLAKIAAHPA
FAAADLRVAPASPGKAERIAPFLARPGATLYLNRAEAGLILGRELADAPTAAATLRAAGAARVLVTDGSKAAAFASDDRL
VAACPAPVEAAHVTGAGDALMAAHIAAELGGVPAEAALAAALAAATRHVTAEADPCPSR
>OLS45484.1 pseudouridine-5-phosphate glycosidase [Rhodovulum sulfidophilum]AB26
MPLSLSYSPEVSDAKAAFAPIVALESTIVTHGMPWPRNLETALAVEAEVRAAGAVPATIAVIEGRIHAGLAPDALEALAR
AGGVAKLSRADLAAALARGITGSTTVAATMICARLAGIAVFATGGIGGVHRGAETSFDISADLQELAQTPVTVVSAGAKA
ILDLPKTLEVLETLGVPVIGYQSDAFPAFWSRSSGLAAPLRMDSAAEIAAAHRMRGLLGLPGGQLVGNPIPEEDEIPRAE
IEPMIARAMADTVGASGKDVTPALLARLYELSGGRTLEANIALVRANARLAAEIALRLA
>OLS45485.1 hypothetical protein BV509_14845 [Rhodovulum sulfidophilum]AB26
MFETKEPSADHPEPQDPHPRPFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLIFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLVQYPRPGIWALA
FVSTSAKGEIKRVIPGEDPLLSVFLPTTPNPTSGFLLFVPQSEVIELEMSVEEAAKLVISAGLVAPEDPRVLAAAAAAAA
APRAVQEAARRPRQRERLGA
>OLS45486.1 patatin [Rhodovulum sulfidophilum]AB26
MTTRRINLALQGGGAHGAFTWGVLDRLLLDPEIEIAAISGASAGAMNGAAVKAGLVSGGREAARENLDWFWEQVGAVGDM
RLTSWMAAFLPGAGAVAQFMENALPISLIDNASRSVSPYALGPFYRNPLERVVRRFDFGKVCAKAEPLLFVGATNVRTGK
VRVFRGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFEPELPEDIVVVSINPMERDEVPRTP
QDIQNRINEISFNSSLLRELRAISQLEQLIEEGRIDAGSLKVPRIHMISDDALMNSLSIVTKLMPSPIVLAELKEAGRAA
ADRFLREVKPALQTASSVNLKRMCEGT
>OLS45487.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB26
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEEMAAQHGVKVRYIKADMSSGEECRALIEKAGA
CDILVNNAGIQHVARIDEFPVAKWDAIIAINLSSAFHTTAAALPVMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHNMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>OLS45488.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTGIPLRAARVAGAALGVILSAGLGLAEAAAPAPAHGIAMYGDPALPPDFVALPYANPDAPKGGRIVLGETGSFDSLNPF
LLKGTAPWALGHESYESLMGRSWDEPFTLYGLLAETVTTGPNRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGTLGHP
RYRNGYEKIARAEAVGPRSVRFTFNAPDRELPLILGLRPILKKAQWQGRDFSRSGLEPPIGSGPYVVSEVEPGRFVSLRR
NPDYWGRDLPFNRGQHNFDEIRHDYYADGAALFAAFTAGEVDIYRETNDARWQSAYDFPAVRDGRIVKAEIPHHRPSGIS
GLAMNTRRPVFADWRVRDAMILAFNFEFINQTLTGGTQPRIASYFSNSELGMRPGPAEGKVRGLLAPFADSLLPGALDGY
ALPVSDGRPQNRRNLRAALARLAEVGWTVGPGGRLRNDKGAPFRFEILLVQGASDSERIVTLFADALQRMGIEVRVTQVD
AAQYVQRTASYDFDMTVYARALSLSPGNEQWLYWGAAGVTQPGTGNWMGIDSPAAEAMIRSLLNATGRDDFIAATRALDR
VLTTGRYVIPIWYAPSSHLAHAARLHYPGTIPVYGDWVGFLPDVWWSEEN
>OLS45489.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDEQSEHSLIRIARAQGEAEAAEPLDLGRRVRELRTEKGWTLEQAARQAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDVAEFDGWVRHEGEEFLYVLTG
VVRLYTEFYAPVDMRRGDSAYYDATMGHNLVSVSQEDATVLWVTSVD
>OLS45490.1 benzoate--CoA ligase [Rhodovulum sulfidophilum]AB26
MHAIFDEGAPAPCPAPFNLAAYVLAPAALSPDKVALAIVGPHGAERWSYARLEAAVRGLAAGLLAMGLPEGGRVLLRLGN
GVEFPIAYLAAIAAGLVPVPTSAMLTRIEIGKLAAEIEPVAIFAGPNVALPEDCPAPVLDIETQRGFYAHAPADYVLGDP
DRPAYVVYTSGTSGQPRGVIHAHRAVWARRMMWDGWYGLSAEDRLLHAGAFNWTYTLGTGLLDPWAIGATALIPAPGVQP
GDLPLLLRRFDATLFAAAPGVYRQMLKAHPQIVLPKLRHGLSAGEKMPEATRAAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAVSNRDPGVMLGYLKAEAETRARFAGEWFLTGDMVEMAQDGAIT
YLGRGDDMLNAGGVRVSPLEVERALMEHPAIHEVAATEIAVKADTTVIAAFYTGTPLDEAELAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQRHEAAHDPA
>OLS45491.1 polyketide biosynthesis protein [Rhodovulum sulfidophilum]AB26
MIRLDIFSDPICPWCLIGKRLLDAALAERPDHPFTIAWQPFQLNPGMPRAGMDRRAYLEAKFGGQTEAVRAYAEIDRRAR
ETGIELNLAAIARTPNTLDAHRLIHWAGIEHRQTEVVTALFEAYFQQGRDIGDPEVLTDLAASAGLDGAMIARLLASDAD
LDGVRARDAHARERGVSGVPTFILADTHVLVGAQPTELWLDVIAELSGAPTAAGPH
>OLS45492.1 multidrug MFS transporter [Rhodovulum sulfidophilum]AB26
MAARRLSRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPETLNRAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTALAYMLGAAIAGLGQSLEWLLIGRAIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTLLPALAPSVGAVIMA
GFGWRGIFGAFLVFSVVSMGWFGLRQAETLPPESRRALRPGPLLAAAREVLGSPVARSATLVQTFIFAGFFGFLTSTQQV
YDIYFDKGDSFPVWFGVVAVCAGSASFLNAMLVGRLGMRYLIRTALMAQFVLSGVMMAAFWLHLLPGWAEFPAYILWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATALSALLASPIGLLFDGTPRPLATGCFIAVGAALAVMLTVPKR
>OLS45493.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB26
MEDPRHITAGGAPEGFDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLATLAAGLSGPFILLTTLGAATQRVPAREVLQGASFTARVGMQIDEAALKAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKSVELAPVSEVILDDAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGAEHWLPFFHDRLETIFDYLPGAAIYLDDQVTPARLSRWETIEDQYQTRREAMAQKGRIDTVYKPCPPGLMY
LDDTAWEAAVAGHRVVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQTRREEGAVVVASYSEGARER
LQGLLEDEGLSEATLISDIREVAEGRGLYLTVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYTGLETIAAAGAPHECLALEYAGGDRLYLPVENIELLSRYGHDEGLLDKLGGGAWQAKKAKLKERIRE
MADKLIRVAAERVLRHAPILEPAHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTEVAMRAAF
VAAMSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAKGVRFRNL
GLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDTVTVREALL
REHYRGGQSFFVVPRVKDLPEMEHFLRDQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLDIPTANTM
IVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAGNLIGEEQ
SGHVREVGFELYQSMLEEAIARIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLSTKVELEGF
AAELIDRFGKLPKEVNTLLLVVRIKAMCKAAGIARLDGGPKGATVQFHNDKFANPAGLVAFIQDQQGLAKVKDNKIILRR
DWKKDSDKIKGAFAIARDLAEKVRETA
>OLS45494.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB26
MDLYGRVFDLIDMRSFSNLWYWIALAVLWSTSSHWVLGVPFDLIQRARRRGGQAAEDVATLVGVNARRYLYIASEAGLWI
AAFTGFALAVLFVLGFGYGVEFCQAVFLLVAPTTLVGLWSVRTAHRYAKRAPSGEALYRMLRWHRLGVQAMGIVSVFVTA
MWGMWMNMVVTGL
>OLS45495.1 delta-aminolevulinic acid dehydratase [Rhodovulum sulfidophilum]AB26
MRPTVAPFPTTRLRRTRRTAALRALTSETTLSVGDLIWPIFVRAGEGVEEPVPSMPGVMRRSVDLSVAAVKEAAALGIPA
VCIFPYTDVSLKTELCEEAWNPDNLSNRLIRAIKADVPEIAVMTDIALDPYNSNGHDGIVRDGVIVNDETVEALVKMALA
QAEAGADILGPSDMMDGRIGAIRKALEENGHQDVTIMSYSAKYASAFYGPFRDAVGASGALTGDKKTYQMDPANSDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>OLS45496.1 hypothetical protein BV509_14905 [Rhodovulum sulfidophilum]AB26
MTLTAFMKLPDVEGESVRVGHEREIDVFDIQWALGRDLRTSAGTGRVRGRPGVGPLAVWKWDDAASPHLALALLLGKSFP
EAAIMLRTPSNDMDLDDLTITLSNATVSHYEIVGADGDPAVLQERLDLVFEAVNIRYTGQAAGHSSGNGHEIGHDIGARA
>OLS45497.1 type VI secretion-associated protein [Rhodovulum sulfidophilum]AB26
MPGHRGSCRSGGPVTPATGFFGKIPSAGDFVTQGVPGMMRIALDRWMTAHLATRSAWPGSWPETGLRATLELGKGTLTAL
ILPSRDRSGRAFPLACCRLPGLDWDAAEEWCDAALPTARAAVAGALSPGSLGAALEALPPARGIDPEPGLWIADPPAAEN
RSVEQVLAALMGPIGAV
>OLS45498.1 cytochrome C peroxidase [Rhodovulum sulfidophilum]AB26
MTRLLATALLSTALAVPASASELRDMALDYFEPLPSTVPQMADNRVTPEKIDLGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVVTLKSMGQYVDWFKAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDDTQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGAAQLGEDVSDEEATRIVAFLDSLTG
TMPAITTPVLPPETDATPRPTAEVMQR
>OLS45499.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB26
MTLSGSPALPKFDVRERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLQMGALALLDDSGAGQTASGKVNPFVIA
ATSRGAASAPAASRAMPVAATRAVFRTGVALVSCDVAGELGPEALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGAWRDL
TEELYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRHANEKSVAEARVPAEPIRGIIGDSPAIKSVIA
QIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQSLLESELFGHEKGSFTGAVAQKKGRFELAD
KGTLFLDEIGEIGPEFQAKLLRILQEGEFERVGGAKTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILLPPLR
DRLEDVPKLAQAFLDRFNEQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGSEIGAQELACHQGTCLSAEL
WRMQTGEQSPIGGLAAVRTPLPVIDSGSGQRPPATACPIGFGEGPAAAPACQAPAAAARPPEPEPQDERARLVDAMERAG
WVQAKAARLLGLTPRQIGYALKKHNIPLRRF
>OLS45500.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB26
MSATLIPISGLQVASRKDMGEAMAKGGGCSSGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTKATFDLVSKDLPDIKLCLSSN
GLALPDHIDEIVAMNIDHVTITINAIDPEIGQHIYPWIFYDGKRRTGIEAATILRDRQLLSLEMLKARGVLVKVNSVLIP
GINDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEVIADATEARTAYRDWVAEERRDRAAAAAQAEATVAETGKSTLFAVCTRGSGRINMHFGKVTEFQIYE
ADAEGIRFVGHRRADNYCLGGHGDKARMDEILRVLEDVPYVLCSKIGAGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KTAHPGRTAESA
>OLS45501.1 ferredoxin [Rhodovulum sulfidophilum]AB26
MALKIVKSQCTVCGACEFECPNAAIKFKGDAYIIDAEKCTECEGQFDAPQCAAVCPVPNTCVPA
>OLS45502.1 hypothetical protein BV509_14935 [Rhodovulum sulfidophilum]AB26
MTGGPDPVDWQGTALDCAACRFSGLLARRQCGPGWSCAFDRYAARIARFFMMNPDTADSCLDDPYSETRAHAARIANIFR
LRPLLNDPDPGVRAVAAVRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILTRDP
APEIRKLVAERVAPRWLGPLMVDPDPAVRRAVAHRIDPARLGPLAEDSDLRVRHAVAERAGAALARRLLDDPEAPVRQAA
ADRLAEIGAAAPPAERNSDVDG
>OLS45503.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB26
MSTDDKEIEIYGPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRSIVGMRR
DELDSLDTPAKEKTA
>OLS45504.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB26
MKITVRDTPKGMEVYVAKKDLEELIVDSEHPGIWGGWAKLTNGWVFDMPAYDTPPSLPITIEARRLSTE
>OLS45505.1 SIR2 family protein [Rhodovulum sulfidophilum]AB26
MAAADRLSALLDEVAAGRRVPYLGAGVAATAAGGQPASPGALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAGRPDPGPLHRWIAQVRPPLVVDAWYDGALIAAAEGTGGWGFVQGVSRHGEWSEIWTRAYDAAGSLVGEEPDPAWD
MLIYKPHGLIREGHAFLMSDNDYVEVLTEIDIQSPIPEEVQNRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAKGHAAVI
EGDLTRMEARFLEELGIERLDLPLDAVTEALAAPA
>OLS45506.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB26
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYDDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALASKLGCKMIHFVPRNNIVQHAELRRETVIQYAPDSSQADE
YRQLAQKIHNNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAASEA
>OLS45507.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB26
MAKDIPDPIAPEKLIEEVLSAYPAKSAKKRAKHLGVAAPVAEGETEIVSKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINELFPLAKGISVQS
ECPIGLIGDDIEAVSKKKKKDIGKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYQPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKAKLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTIQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEIVGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>OLS45508.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB26
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLTNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQSKEKGSVPEDFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKDAERAETDSINIIPGFDGFAVANIREMNRM
LAAMGVEYTILSDVSDVYDTPSDGDYQMYAGGTKLDDVKAAINAKATLSLQEYCTRRTLEFCEEKGQKTAALHYPMGVSG
TDEFLMTVSELTGKAVPDCLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKDWAK
KMEELLASSPYGQGCQVWAGKDLWHLRSILATEPTDLLIGNSYGKYLERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTETGTLGETDISFDLTR
>OLS45509.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB26
MTLPTEDLRRLALTGLTLAGMLTAAALRWGPFPDTGWPAVAGTAALALVYAAGGIPAAMRALRAFWTERELDIDLLMVTA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAMGRARRAIEALMELRPDRTLRRRTSGETEEVAVADLVPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAIEVARPLAESTVARMIALVTEAQAARAPSERFSDW
FGQRYTVAVLAGAVLAFAIFVWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVDLACEGDPDIFLARLAGLEAHSEHPIADAIRRAAAARGLKPVPVREARAVPGEGMVGVDDE
GVLWAGNARLAARMGARDTPDDRPAPVGGLDRGTQTLVLLGRGARLLGAVTVEDQPRPTARPGLAALRARGVARVAMLTG
DRRAVAERIGGDLGIAPSEIHADLRPEDKVRIVAGLTEAGRVAFVGDGVNDAAALARADVGIAMGAAGSEVALQAADVAL
LSEDLGQLAAAHALARRTARIIRQNLIFAMGAMAVLVASGLFFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRRRSPG
>OLS45510.1 hypothetical protein BV509_14975 [Rhodovulum sulfidophilum]AB26
MFGSDGDTLCELCAMVQDAEVLFRQIRSLEDDGKTRAEITEAVWDRWTAEERAAGSEDRARKALTEAEPADPPRRRWPRL
SLR
>OLS45511.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB26
MTLSTIWDRLDAQAGRVSARAIATLFHDRNRAAAFSVRFPGPSAAAVHGEEMLFDFSKTNIDEDTLELLIELAIAAGVQA
RRDAMFAGRRINETEGRAVLHTALRNPEGKVALDGQDVMPGLRETLLRMRGFAREVRGGGFVGQGGAITDVVNIGIGGSD
LGPAMACLALAPYHDGPRCHFISNVDGAHAADTLKDLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSDPGAQFAA
LSSALDRTADFGIAPERVFGFEDWVGGRYSMWGPIGLSLMIAIGPERFDDFLAGGAAMDAHFRSAPLRANLPVLLALVGI
WHAQVLSHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQDVARPTGPVVWGEPGTNGQHAFYQLIHQGTQVVPCE
FLVAAKGHEPELAHHHRLLLANVLAQSKALMEGRGIEAARAIAEKAGFVGDELDRQARHRVFPGNRPSTTLIYPRLTPRM
LGQIVALYEHRVFTEGVILGINSFDQWGVELGKELARSLEPLLAGGARPEALDGSTAQLLDFVAAVRLSV
>OLS45512.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB26
MKLHAYPDLEMMMIALANVLAGELNNALFHEDRVSIALPGGTTPGPLYDDLCASSLDWSRVRVLPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFIGLRPGADGMDGLTERVRRALPLNVLVLGMGDDMHIASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRITLTAPVLQGALSTHILITGAAKRAALEQAAELADPHLAPVCTVLKDATVHWTE
>OLS45513.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB26
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLFRRDADGQLPETARIVGAARSPMDDEGFRTLVRAAIHAAIPEGRRDAEA
VDRFLTRLSYVAVDATGEGGWPELAAKMRPEVVQAYYFSVGPGLFGALAERLHAHGMNTEGCRIVIEKPFGHDLASARAL
NATLAAHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWNAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLMAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>OLS45514.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MEPKKKIALVSGGNRGIGAAVAARLAESGVLVLIGSRDLAAGQAVAAPLVAEGGEAVAVQLDVTDDASVAALAGRIAETW
GRLDILVNNAGIGLDHDTRLTPVVRIARTLEVNVTGTLRLTEAMVPLLARGVSPRIVNISSELGSFALRQDPDWEHADKI
MPTYAASKAAVNALTVGYAQSLAGQGIKVNAICPGYTATAATNFGPDRTPGEAASAIAALALADADGPTGGFFNEAGALP
W
>OLS45515.1 redox-sensitive transcriptional activator SoxR [Rhodovulum sulfidophilum]AB26
MAKATDAPSFLSVGEVAERSGVPVSALHFYEAKGLIGAHRSSGNQRRYSRDVLRRIAILRTAQSLGFSLSEIAGLLKPIP
PGRQPTAADVRAMVAGWRAALQARIDGLTELRDKLDGCIGCGCLSHDDCPLRNPADRLAASGRGAVLLGRQPPGP
>OLS45516.1 proline dehydrogenase transcriptional activator [Rhodovulum sulfidophilum]AB26
MPDGPLSLDRYDRAILRILSAEGRIPVAELARRIGLSKTPTQARLRRLETEGIVTGYRAMLNPNRLGLAHVAFVELRLSD
TREAALRDFNAAVRAIPEVEECHMIAGGFDYLLKVRTADMASYREVMAERISALPHVANSSTFVAMEAVKDAAFSTLP
>OLS45517.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MLDDTLPLRDRIEAATYAPEGPTLDALLTAAGLNDEDRSRIEAAAAELVHQIRAGDRPGLMEVFLAEYGLSTDEGIALMC
LAEALLRVPDEATMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLLTGRVLERHERGLVKTLKGAVKRLGEPVIRAAA
ARAMREMGRQFVLGETIDAALARAAEMEAKGYTHSYDMLGEAARTEADARRYITAYSGAIARIGLAATRGDVRADPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARTMGMGLNIDAEEADRLVLSLDVIAAVLADERLAGWDGFGVVVQAYGP
RAGLVIDALYALAQKHDRRLMVRLVKGAYWDSEIKRAQVAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMDPDPESFEFQRLHGMGEALHQIVMDKGLGTRCRIYAPVGAHRDLLAYLVRRLLENGANSSFVNRIVDTSV
PPEVVVADPLSELEARLDEPANPEILPGPALFAPERRNSRGWDLAHGPHLARIEEARAAHRTTHVNAAPLIAGPVRAEPG
RPRHSPSDPKDLVGWVQDASLRDVGTALAHARPWNIPETRCAEILRQAADLYEVHFGEIFALLAREAGKTLPDAVGELRE
AVDFLRYYASRIETLDAPARGIFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLAVRLLHEAGVPPECLQ
LLPGDGQIGARLTSDPRVTGVAFTGSTETARLIQRAMAGTMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQSA
GQRCSALRCLYVQEDIAPGFLEMLKGAMAELRVGDPWALSTDLGPLIDDEAHAAIAAYVAAARGQGRVIWEGAAPREGHF
QAPVAIRVAGIEAIEREVFGPVLHVATFAGADLDRVIAAINATGYGLTFGLHSRIDDRVQHLADRLCVGNLYVNRNQIGA
VVGSQPFGGEGLSGTGPKAGGPHYLPRFTERAAPEALSTSEPAGGIPAAPEAVEAALRAASPARGPETLDLPGPTGEANR
LTTRARPPLLCLGPGEAAAAAQAEAVRALGGAAAAVEGRLDPAALTAAEGISGALWWGDAETGRAYAQALAQRDGPILPL
IAGMPDPAHARHERHLCVDTTAAGGNAALLARAGSA
>OLS45518.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB26
MFPLRDHNPSSRFPIVTLALIGVNVAVFLSYLPLFSDPRAVNAFFQTWGMVPALMSQSGDWTGLLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALFQYVIDPGSPVPVVGASGAIAAVMGGYLLLFPKARVDILIILVVIFR
VIPVPAWLMLGLWFGLQLYSGVSAPTGEGGVAYWAHSGGFLAGLALTLPLWLRLGGPEFWGRTSGSPPHPVAVYSPTSIP
RVRRRR
>OLS45519.1 aldehyde-activating protein [Rhodovulum sulfidophilum]AB26
MTRLTCHCGAIELEVELSEGLATARRCDCSYCRRRGAIMATVPLDKLRVVRGADRLSLYQWGSCTAKHYFCPTCGIYTHH
RRRSDPNEYGVNVGALAGVNPRDLGEVPWSDGVNHPSDRT
>OLS45520.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB26
MQGSANLNIMIKAARKAGRALVKDFREVENLQVSMKGAGDFVSRADTAAEDILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNDRRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPNCAGVRRWGAASLDLAYVAAGRYDGYWERELHAWDIAAGLLLVREAGGFVGPIHEGRNPLD
HGELLVANEAIYDQFAKVIRAT
>OLS45521.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MYLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSAAGLKLLRTAERVLPEIAAL
QADFAGMTSGRSGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFDAMPALAREEVDLVLSSDPEDIDGIGFV
PLFDYEPVFLCAAGHPLAEKPFIEAEDFRGETLITYPVERARLDIFTGLLTPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARASADFAVRPLTGTGLTKRMYAATRAEDAARPFMAHFVRLARSEPVKLQRGTAG
>OLS45522.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB26
MTAPRVSFEFFPPQSLEASFRLWEAAQALAPLKPAFVSVTYGAGGTTRKLTHEAVQTIHTHYKLNVAAHLTCVDATRAET
LEIAEAYAAAGVTEIVALRGDPPKDQGVFRPHPEGFANSCELIEALAATGKFRLRVGAYPDPHPEAGSADADVLWLKRKF
EAGADSAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAERCGAHVPPGIDAAFQTAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPEAHLEKVA
>OLS45523.1 xanthine dehydrogenase [Rhodovulum sulfidophilum]AB26
MVSKFGKSQTGARFEDLRFLTGQGRYVDDIAPASALHAVFLRSPVAHAEIRALDVGAAAAAPGVVAVLTAADLAAAGVDL
SMRATVVTNRDGSKGAAPARPVLARDRVRFVGEAMAVVIAETPLAAKDAAEEIEFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWAMGDEAAVHEAFRAAARTVRLEVSDHRVIVNSMEPRGAWAEWSDGRLHLCVNGQGVWGQKAKLARMLGLPEDAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLTDNAGRDLVSMVEMAFDAGHRITGYRVETLSNLGA
YNSEFAQPIQSELFSKVLTGVYDIPAAYLAVKGVYTNTTQVDAYRGAGRPEAIYALERMMDVAARELGVDPWDLRRRNFI
APAAFPYRTPTGETYDVGDFARVLARVEAVADRAGFAARKAESAARGRLRGLGLCCYIEAILGDPTEGAEIEFCEDGTVN
LYVGTQSNGQGHETVYARFLAERTGLPVAAIRVIQGDSDRIASGGGTGGSRSVTTQASATLAAVEVMVAAFTPFLAAEMG
VDPGALGFDEGRFRAPGSNLTPGLIEAAAMARAAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYAVTD
DFGNLVNPRLAEGQVHGGVAQGLGQAICERVVHDDYGQLLTASFMDYAMPRAADMPFVTFTTEPVPSTTNRLGMKGCGEA
GTVGSMAAVGNAVLDALWEKGVRRADMPFTPERVWRLLQSAA
>OLS45524.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MPMEKTFDAAEAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERQLAKEGNPGRREMGREKFLEKVWDWKGQSGGTIVNQLKRLGASCDWSRNAFTMSGAPGAPEGEDG
NFHDAVIKVFVDMYNNGLIYRGKRLVNWDPHFETAISDLEVENIEVPGHMWHFKYPLAGGETYTYVEKDENGTVILEEER
DYISIATTRPETMLGDGAVAVHPSDERYAPIVGKLCEIPVGPKEHRRLIPIITDDYPDPAFGSGAVKITGAHDFNDYGVA
QRNGIPKYRLMDTRAHLREDGAPYADCARQAQAILGGAEASEAEIDAINLVPDHLRGLDRFEARKRVIDEITAEMLAVMT
RADDPRLGKAALTPGAEGADALVPLVEAKPIMQPFGDRSKQVIEPMLTDQWFVDTQKIVGPALDAVRKGMAAQEAGSFDK
TAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYGLDLDASHFADDEGDNALDDVELYRLLNEGFVQRGARH
HCAADFETVTAQFQDVLAGLPAPLHAMRVVEVSGRTAAEEVLAESLADYNLSQDPTRLVYPIWRDPDVLDTWFSSGLWPI
GTLGWPETTPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVVDQIPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELID
EYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKIWNATRFAEMNGVFEGYAPTGDIPAPGETVNKWIVGEVARVRE
AVDEALAAYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTEAQKAETRATMAWVIDQCLILLHPIMPYVTEELWGTTA
DRPKMLVHADWPAYGVDLIDAGADREMNWVIALIEEIRSARAQMNVPAGAKIAMLYTELDEAGKTAWARNEAMIQRMARI
ESLTEAKTLPKGCVTIAVEGGAFALPLEGIIDVAEEKARLEKTLSKLEKDLKGLEGRLKNPKFVESAPEDVVEETKDLAA
AKTEEAAKLRVALERLAELA
>OLS45525.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MGQITLTFPDGNQRAVEAGTTPAEIAASISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDRAEPFTPEDLGQIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGEWQDLCRGPHLQHTGQVPGDAFKLMKVAGAYWRGDSNRPMLQRIYGVGFRTRQELKDYLTFL
EEAEKRDHRRLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCTE
DQIEAEAKKFIDFLAKIYADLGFENWRVKLSTRPEKRIGSDESWDRTEAALGSACRAAGYEYEINEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDASYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWLAPRQVVVASIVSD
ADAYVQEVVAALRAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGDTRTETAAFDGLLAHLAA
EARAPDLA
>OLS45526.1 arsenate reductase [Rhodovulum sulfidophilum]AB26
MVIYGLKTCDTCRKAKAALERTGKPVVFHDVRDAPLPRADIARFLQTLGPGLVNRRSTTWRELDAAARAADPLDLLCAHP
TLMKRPVIEAEGRLFLGWDAATALTLAS
>OLS45527.1 cold-shock protein [Rhodovulum sulfidophilum]AB26
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLTDNQKIAYEMIEGRDGRKSAGDLRAL
>OLS45528.1 hypothetical protein BV509_15070 [Rhodovulum sulfidophilum]AB26
MSVIIAISLYLVTALVFLALDALMLRKVMQPLFARYLGDWMRDRPRMGAAAVFYLAYVLGLVWLVSWPALVRGNPGQALI
EGMVVGAMAYGTYEVTNYATLRRWSPVQVALDTCWGTLLTGVSACIGVYVARIFV
>OLS45529.1 hypothetical protein BV509_15075 [Rhodovulum sulfidophilum]AB26
MTPITGGCLCGAIRLVASGPPLRVGICHCPDCRKQHGAVFYAAAIFPEAAVAIQGDPSHDRGRYFCPVCGASVCAKSGDE
IEVHLGTLDTPVFSFKLRDLDYSPRKLGADRRGCRAIRPRPRRGRRLAVTSREIVDARPEQLGSVTLPVLEGCDGGSPLR
G
>OLS45530.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB26
MIQITEAARDAMASAIEGAGRPIAGLRLMVQSGGCAGLQYAMALELTREETDAVVEAAGGVTVLIDPDSQGYLLGTTIDF
VSGLEGSGFVFDNPNAKSGCGCGKSFC
>OLS45531.1 hypothetical protein BV509_15085 [Rhodovulum sulfidophilum]AB26
MLDYSEILTDHFLNPRNRGTLEGANALGEAGAVRSGNAFRLTLKIETGRIAAAMFQSTGGGPEVAAGSALTELVIGKALA
EARAIDADAIEAALGGLPAEDRSAAEVAAEGLVAALKDYAQPPAFRAAQGIRVAQPLGVAPIKPARPSTADAPRLSANEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>OLS45532.1 homocitrate synthase [Rhodovulum sulfidophilum]AB26
MTTPYVPDQFTPAPPPAEICDTTLRDGEQAAGVAFSAAEKVEIAVALDRAGVAEIELGVPAMGMAEVAAIREAGAHLTRA
RGVAWCRLRDSDLELAAMTALSRIHLTVPASDRQLAGKLGRDRDWALKEVSRLVGLAARAGFQVSVGAEDASRADIGFLA
QLAQVAAEAGAIRMRLADTLGLMDPFAAHTLVSILAPGPLPLEFHAHDDLGLATANTLAAHRGGAAFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTGVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAALIQALAAAGLPSDETTARAVLPLLRDWADREKRAASPADLILLTARAEALARHPGPTETQERSL
T
>OLS45533.1 hypothetical protein BV509_15095 [Rhodovulum sulfidophilum]AB26
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLAETDLDQLDDAAVRAAARDALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVQ
>OLS45534.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]AB26
MAQAPQNPASSRAAMQMQLAEKFKSYKHVWVFVEIERGKVHPVSWELMGEGRKLADDLGVDLCGVVLGPRDEGTKQAIKE
AYHYGADVCYICEDPLLADYRNEPYTRAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADSTELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMKEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGMGLQQPQNLALVQRLAAVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>OLS45535.1 nitrogen fixation protein FixC [Rhodovulum sulfidophilum]AB26
MPAEHFDAIVVGAGPSGNAAAYTMGKAGLNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SEKSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEDEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEDSVVIKDLRKYRKIPRLLEKNRQLFTTYPALLNRSMNAFLRVDG
RDKRSKEAEILKGLKTARGNWLNVAFDMLKVARAWR
>OLS45536.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB26
MTDKTNGSKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEQGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGILFKFG
>OLS45537.1 RNA polymerase sigma-54 factor [Rhodovulum sulfidophilum]AB26
MEMTVSQRQTQGLAMTAKMQAALKILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGAGSDFDAIAALASD
KPSLYEHVLRQIALAFPNPRLARVAEAFAEALEPTGWLGAAPETVAAAARVPLSVAEAVLARLQQFEPAGLFARGLAECL
RLQAEDRGMLTWELSVILDNLDMVAAGRIDALADLCDGTPQDVRNALRSIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSSLPAIKITEPPETGRDAAARTFAARARSRAQWLARAVERRHSTLLAAAVCLVRRQTDYLDSGPRHLRPLST
EDVAGELGLHASTISRAVQHRMIETPRGTVPLRAFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIVTQA
KAAGFTLARRTVAKYRDVLGIPSSYDRRHTARLSA
>OLS45538.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB26
MENPVNRFKAGLRDGRHQLGVWNAIPHPTVTECLAACGFDWIVIDTEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAARAMRYPPRGLRGVAGMTRASRYGLVEDYTRRAEDELCLILQVETAAALDRL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIARLKAVGVPSGILTLDPDFARHCIALGTGFTAVGVDML
SLRNGTRALVEAFGSA
>OLS45539.1 RTX toxin [Rhodovulum sulfidophilum]AB26
MSAKSQISARLPLVVGMIAVVCLVGGIGVWSVATNIAGAVVAPGTIKVESERQVVQHADGGVVGEILAKDGDTVAAGQVL
VRLDGTFLRSELMIVERQLLEIQARKARLVAERDSVDSPDFSGLDSFSNIEPFWVAEHIDGQTRLFAARKAALAQELDQL
HEQTVQIENQIDGTGSQQGALVKQLALIEKELADKMTLYKQNLVPASQVLALQREEAGLEGDIGRLTSQEAELRAKISEL
AVQGLRLQESRREDAITTLRDLQYSEIELQERRLSLTERLSRLDVRSPVDGVVFGSKVFALGSVVQAAEPMLYVVPGGQA
LLVSAKVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGTVLRVSADALTDEATRETYYEVVIQPDIDEMAALPNIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>OLS45540.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB26
MSLRTPRKELTLGRAQSRGLLVAVLVFSVFTNLLMLTGPLFMLQVYDRVLGSRSEETLVALFILVGALYLFYWLLDYARG
RVMARIGARLQASLARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPFFLAAIFLFHPLLGLA
AIGGGAVLILATLINRWVTNGALERSQAKSSRAARLARQAEEGGGLIWSQGMASVMADRWARMQEDASAEGMDANDRSGT
LASFSRAFRFFLQSGLLALGAYLVLQHAVTPGAMIASSILMGRALAPIEQVLGQWALIQRARSGWKTLGEFLQSVPERIQ
PTQLPDPVAQLTVTNIGLRASAPGAPPVLQGISFELNPGEALGVIGKSGVGKTTLARIIQGLLPPTTGEVRLAGATLDQY
GHERLGRVMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILKLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVADMKRAGKSVLIMTHRPTAIAVCDRLMVIDAGQQKALGPRDEVLKSVI
RNAPEVQRAMGAARVNVVPQKEAQG
>OLS45541.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MIDKLEMFIALARERHFGRAAEACGVTQPTLSAAIKQLEEQLGVLLVWRGSRFGGLTPEGARVLERARVIVADTRALREE
MRTAKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITVFSRNSAAIVQMLDDLQVDAGITYLENEPLGRVATVPLY
AEHYNLVMRADHPLAGREAVPWAEAASEPLCLLTPDMQNRRIVDRHLAEAGAVARARLESNSLLALIAHVQASGWVTILP
LRSAQPFLGTGSLVAVPLTEPVAEHVVGLIAPHREPMTPVLDALMEAARKAAFQ
>OLS45542.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB26
MTTDIIARCRGIAAAHAHLDGPLLPVLHAVQESFGHVPVAAYPALAEELGLSAAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPLGRVTADRLERLAREGSA
>OLS45543.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB26
MSLTLYLPLDAAALALGADEMATALRSEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGVRMGFGPLEPADVPALFDGAF
EDHPKALGPVEEIPFFARQTRLAFARCGIVEPLDLDAYRAQGGMKGLERAMTMTPEEIVAEITASGLRGRGGAGFPTGIK
WKTVLEAEGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIAMLDASLRVAREA
GILGDHFDIEDRVGAGSYVCGEETALLNSMEGKRGIVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSLG
LGRSLGTVPLQIAGNVRYGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDAAGGL
IGHAGLVVFDDTVEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILADLCETMRAGSLCALGGF
TPYPVESALRHFPEDFGGAREAAE
>OLS45544.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB26
MKDFILPDADFGTPARRSDKTVTLTIDGTDVTVPEGTSVMRAAAMAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMAVQTQTPKLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFETRQNGEANP
RFEAKDTSNPYFTYDPAKCIACFRCVRACEEVQGTFALTVEGRGFEARIASGTTDFLSSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIRNPMIRETIDQPWR
EVSWDEALAFTAQRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVKGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDSAFIAERCDAEAFADWAAFVAEDHLGPEATEALTGVPADQVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRPGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAEARGVFERLWNVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYAHPSEIMDEIAATTPSFAGVSYDLLDREGSVQWPCNAAAPLGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAQARAARRILPAAE
>OLS45545.1 sufurtransferase FdhD [Rhodovulum sulfidophilum]AB26
MRGWTTSQVQSLGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLTEGIVERPGQIARIERADHDEG
IELRIWLAPGLGARLAGRRRRMAGPVGCGLCGVESLAEASRPLPVLPPDGLCLTPPEIAGAMTALSLAQELHGATRAAHA
AGFWTRAEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTARAVAAADA
AGLTLIARARGQSFDIHTHARRIAAEEIQHDP
>OLS45546.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB26
MTPDKLAYMANQIATAFARLPDDEAEAAIAAHIDQFWDPRMRARLLSLAESPKTGLSDRARGAAALIRRPETA
>OLS45547.1 hypothetical protein BV509_15170 [Rhodovulum sulfidophilum]AB26
MTRARELLAFVPLALALHVGAFALARPPMGGVAGAAGGPGGDALVTLAAAPASYARLAEDWTEAPASETDLADLPAPEPE
PESVPRADPDPAPDRAAMPVPALPTLSEPRPEADLPVPSSPPDRREPDPASALRPESRPEPPARTARSAAPPSEARAAQV
ARGRSEAAEAGAGATGGAPTLTPARASALQAEWGARILARVDRSHRYPRGTRASGRALIELVLARDGQLVSARLVQSAGD
PRLDAAALAAVRRAGRFPPAPRGLEAARYSFTLPLRFEWQG
>OLS45548.1 hypothetical protein BV509_15175 [Rhodovulum sulfidophilum]AB26
MLDFRADDRQRRQGESIVPMINVVFLLLIFFLMSARLVPPAPFETAPPRADGAEPATGDMLHLSAAGDLAFGDLRGEAVF
AALAARPDGAGPLVIRADAGVEAAALARLAARLTVEGRGPLRLVTVPR
>OLS45549.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB26
MFSFDTPRPTRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIGIVAARGGGAGDWQGPPRLIEVRPDGLSLNGQAMAPDAI
AAELARITPAPGDPVLLRARDGADLQALVDAMDALGRAGVAGLMLVE
>OLS45550.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB26
MIDPILSFLHTGGAAMWAIAALSVATLSLILWKLWGLARMGAFAGARAERAVRLWQEGAREAAAEAVSGRVGLRARLVGA
AIGALSRGLPEAKAREETTRVARRLLVEARSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGSAADPADLAGGIWE
ALLTTAAGMAVAIPAAVSLSWFESVADSARADMEDLATRLFLATEAG
>OLS45551.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MTGIELSHLTVRRGRCPVVDDVTATLSPGDCVGLVGPNGAGKTTLMRATLGLVPHKGTSSLACLPASERARAAAWLPQTR
EIAWPVSVETLVGLGRTPHLGPGQRPGPADRAAVGAAMARLDLTGFATRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMALFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGGLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>OLS45552.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRGQGLFWALALLVAALFALSLLIGPAGLSVRDSLSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPALIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWLMLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVLGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPGRLLAASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>OLS45553.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB26
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDLHNLTFLGRARSLGFSIEECRALLALYTDKDRASADVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>OLS45554.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]AB26
MTAITTTRLKLEGLHCAGCVRRVERALTDLPEVGAARVNLATGTAEVEHSGPPAPLIGAVEGAGFGVARTEIALNVEGAT
CASCTGRIERTLLAQPGVLSAAMNLATGQARVTAAEGLADARALARAVTEAGYPATPLTAEARPEPGAAQAAEARALARR
AWIAGLLALPVVLLEMGGHVIPGAREALAGIVSETGLRVVSFLLTTAILVGPGRSFFLKGVPLLLKGAPDMNALVALGTG
AAWGYSTLATFAPGLLPAGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLMGLQPRSARVVTETGLEDRPVDLL
APGDLIEVRPGERIPTDGEIVAGQGPVDESMLTGEPMPADKAPGDAVTGGTVNGASALRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAVWLIVGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQSLSGVATVAFDKTGTLTEGRPELTGARLAEGFDRGEVLAAAAALEARSEHPLARAILAAAPDHPEAEGV
EALPGFGVRGRIGGRAVLVGAERLMAREGIALGPLAAEAAALAATGATPVFVALGGRAAGVLALADPIKPSARAAIAGLH
RMGVRTALITGDTEPTARAVAAELGIGHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLETRS
>OLS45555.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSTLRPEAVTFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTRQGEAVLVGARAI
ETALEACVDHVRALNEGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVTALQAASVDIAIMGRPPRV
PEVHATVLGPHPHVLIAPPDHPLAGQERIAAERVLAETFLAREIESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGIALISRHTVVEELAAGRLVELDAPALPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLP
>OLS45556.1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB26
MQRENPIRDLQHIPAALQPILNALCEVGIDLSRVIQRGPLGGALGAAVGENLGGDTQKALDLMADDAFCERLKSANVRFY
ASEEQDVVAELDPAGAYAVAIDPLDGSSNIDVNVSIGTIFSIFEAAATGDASVLRPASEQIGAGYIIYGPQTMLVCTFGK
GTQEYLLDPDSKQFVLVAEAVMVPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYERGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAESLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>OLS45557.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB26
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKSELDRQYAGGNVGFSHFSFEANELKEL
EKVFSQYGETGTGRTRHYVHDADEAEKYGVPPGEFTDWAPFEDGSDLLFYEGLHGSVVNDDVNIARHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAITDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTPDESLVVIRFRNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>OLS45558.1 transketolase [Rhodovulum sulfidophilum]AB26
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHADGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWALGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVQEVDGHDREAVAAAIEAAKKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGAEEIAATRTALGWAHEAFTLPKEVYAAWQAVAARGREAREGWEARLLCNE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQNLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDEAYRASVLGDAPRVGVEAAVEQGWSPLLGARSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIR
>OLS45559.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB26
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVSGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEASKATTVDEVNAAIRAAADGPMKGILGYTDEKLVSSDFNHDPHSSVFHMDQTKVMDGTMVRILTWYDNEWGFSN
RMADTAVAMGALI
>OLS45560.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB26
MAPTPLTSLDVSGRRLAVRADLNVPLGPGGVGDATRIARFARGMKPLLAQGARLVVLSHLGRPEGELTPALSLERVQTAL
ADALEAPVRFIDTCAGPMAERTSLALAPGEVLLCENLRFERGEEVNDPRLGADLARLGDIYVNDAFSCCHRLHASTTAAV
DAAQTVAAGPLLLEELAQLDRALDTPLSPSVALVGGRSMAERLGLLKRLVAKIDTILLGGGLANTFLFARGYSVGKSFCE
PELADEILEIAALAEVAGCRIVMPRDFVVDGLQHAGQHAYPVPLGGIRPNRRVYDLGPNTVELYRGLLRKARTIVWNGPL
GTYETPPFDGATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAER
AD
>OLS45561.1 fructose-1,6-bisphosphate aldolase [Rhodovulum sulfidophilum]AB26
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALSMIYPDIPLCM
HQDHGNNEATCLSAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGMGEAEDGH
GAEGELSHDQLLTDPDQAADFVARTRVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAQENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKPIPMEDMAKRYADGSLDPKTK
>OLS45562.1 ribulose 1,5-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB26
MDQSNRYARLDLDEKALIAGGRHVLCAYTMKPKDGGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENEV
MKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVEHAKMRDFYVPPAYLRLFDGPVMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACHEFWLGGDFIKNDEPQGNQVFAPLKETIRLVADAMRRAQDETGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAVTSPESQRGYTAFVLSKMARLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTDDVADGPFYRQDWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLRQAHDAWKSGVNLVDYAKEHKELARAFESFPQDADKLYPGWREALGAVAAE
>OLS45563.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB26
MFDRSIKIAPSILSADFANFGAEIRAIEAQGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHIEAGPHIHRTLQAIKAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIHSGIEKTR
KVRAMIGDRPIHIQIDGGITPETAPLVVEAGADVLVAGSAVFKGGSVDTPEVYGANIRAIREAAEGARKAA
>OLS45564.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB26
MAVSPPVCDFGWTAPDLALPGTDGRTYALKDIRGPKGTLIMFICNHCPYVLAVRDRLIRDARDLQALGIGVAAICSNDAS
AYPEDGIEGMRRVAEELDLPFPYLHDEDQSVARAYGAVCTPDFFGFDAGMGLQYRGRLDASRKQAGPPDLRRDLYEAMKQ
VAETGHGPAEQIPSMGCSIKWKDAA
>OLS45565.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB26
MEGCRVKAIIFDLDGTLIDSAPDIHAAVNRTLAGMGREALDLETIRAFIGDGVQVLMERVIEARGLDAGQRDAMVETFLG
YYEADPATLTTLYPGVQDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTLEVRKPDPKPLLAVRDQL
QAKQAVFVGDSEIDAATAQATGMRFALFTEGYHRSEDVDDIPQDARFSDYDVLVAIVARLADELR
>OLS45566.1 phosphatase [Rhodovulum sulfidophilum]AB26
MTIKALIFDLDGTLAETEETHRAAFNATFAAHGLDWHWSRDDYAVLLKTGGGKERLRAFQAGLPEAARLPEADIVRLHAE
KTETFGRMIAEGAVGLRPGVEDLILHAREADMAIAMATTTSRPNVEVLARTCWGKPADRVFDVIASGDEVERKKPDPAIY
RLALDRLGLPPRECLAFEDSHIGLQSARAAGLGVVITPSTYTEGEDFTGAAHCAPTLEQRNWPLILKAMLLSY
>OLS45567.1 hypothetical protein BV509_15270 [Rhodovulum sulfidophilum]AB26
MTGTNDERFPKSLIQADRIVTDTKWNLAENGSTPFSDFFGVAMLSKGAVTAALTMRRPTPFSGALHLPMIFRRRSKTRLW
TGGRLLSWR
>OLS45568.1 amidohydrolase [Rhodovulum sulfidophilum]AB26
MPVKNRLAEMQPEIAAWRRDIHENPELMYDLPRTSALVAAKLREFGCDEVVEGIGRSGVVGVIKGRSDGQGRAIGLRADM
DALPIHEATGLPYASKTPGKMHACGHDGHTAMLLGAAKYLAETRNFDGRAVVIFQPAEEGGAGGLAMCEDGLMARFGIEE
VYGMHNMPGIPVGAFAIRPGPIMAATDEFDITVTGKGGHAAKPHECIDTTLVASHIVVALQSIASRNADPLKQIVVSVCT
FRTESEAYNVIPQTVELKGTVRTLEEGMRDLAEARVAAVAEATAAAYGATAEVRYQRNYPVTANAPEQTDFAAAMAEKVS
GRVDPATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGSSWYVELVENRLPAV
>OLS45569.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB26
MVSPLTPRQLFEKLVSFPTVSRDGNLDLIDWVEEYLTGFGIHCARVWNPVRSKASLYAHAGPWAPGGVMLSGHTDVVPVD
GQDWSSDPWELTERNGRLYGRGACDMKGFDALALWALVEARTRDVARPLQLALSYDEELGCLAAPALIAAMARADLPRAA
AVIVGEPSMLQVVTGHKGNIGFEIRLKGHEVHSSMQHKGVSAVMEAGRLIQWANDVNDLNRARPPAGDDGLFDPPWTTVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALMAEVARVEAGMQAIRPETGITVDETFSVPALTPEPDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLDQFRQGEAFMARLLDHLKE
>OLS45570.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MPDGASPILEVQGLQTVFRTRGGEIHAVNSVDFHLQPGELLGVVGESGSGKSVTMMSLIGLLPSPPAEVRAGTVRFGGDD
LLRMPARRLRDIRGARIGFVFQDPMTSLNPVFPVGFQIMEPLRKHMGLDRAAARRRAQELLELVGIPDAARRLGDFPHQF
SGGMRQRVMIAMALACDPEVLIADEPTTALDVTIQAQILELMKDLRERLGMAVIWITHDLGVIAGIADRVMVMYGGQVVE
QAPVKALFARPQHPYTRALLQTVPHVTGARAERLKVIEGQPPVLSGPPRACPFRARCAHAFETCARANPARVAVGPDHDA
ACFWDVDRGAPRHV
>OLS45571.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB26
MRAKHALLGAAAALALAPAAFAERGSDGQVNIIYWQGPSTMNPYLSGGIKELEAASLSLEPLARYDPDGNMVPFLAETVP
TLENGGVSEDLKSVTWKIKPGLLWSDGTPVTSADVRFTWQYCTAEGGGCSQSEKYNDVADVETPDELTAIVRFSVPKPYP
YGPFVGNQAPILQAAQFADCLGPKAPGCTSANFMPVGTGPFIVTDFRPNDVIALKANEHYRDPEKPAFSTVNFKGGGDAM
AAGRSVLETGEYDFAWNLQLAPEVLDQMAAAGKGEVEVAFGTLVERIMVNFTDPDPKWGERRATADHPHPFLTDKAVRQA
LSMAIDRDLLTEIGYGQAGRTTCNVLAAPEIYASEANEGCLVQDIEGAKALLDQAGWVPGPDGVRQKDGMRLSMLFQSST
NAVRQDFQALIKQWWSEIGVESELRNVDASVFFGGDPGSPDTFQKFYADVEMYANSFDGTDPEAYMANWECKQAPRPETQ
WQGNNMPRYCNAAYDALVAEMAKTGKMDERIALAKKMNDILMQDYVILPLVHRGRVSARATSLGGFVMNAWDSELWNAAD
WYRVK
>OLS45572.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MFTYTIRRLLIAIPTLLVISLIIFLVVTLAPSDPTANLPLSIPSEVRAQMREALGLNEPILVRYLLWLRQFFLYEPLHML
DQAFGLSLAGEDMQRILSWQTRSPVTDLIVQRLPQTLWVVGTSYVVGVLIALPIGIVSAYRQYSWFDQIGTFVSMVGFSV
PTFFTGVLLIVIFSVHLGWLPSIYDTTLRVTDLSTFWLQIKQMIMPVAVLALYNAAQISRFMRASMLDNLNQDYVRTARA
KGMTERVVVLLHVLRNSMIPVVTVIALGVPTVFGGAIITEQVFKVNGIGQLLIIAIQGGDVPTVQTLTFIFAVLIVLFNL
IADVLYGLLDPRIRYD
>OLS45573.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB26
MTDAPMIETMEIARPPRNQWLDVWDQFRSHRGALLGAAFFAVILAAVFLGPLIWQIDPTYIDIRARNQGPSLLHPFGTDQ
LGRDTLARMLAGGQVSLAVGLTAMGLSLVLGTLIGVLAGYFRRLDGALMRLTDLFLALPLLPLLLVIIMLFRDALRSAFG
PEGGIFVLIVFVIGITSWMQTARIVRGDVLALKEQEFVLAARSIGTPSRRMITRHILPNVLSPIMVSATLGIASAIITES
ALSFLGLGFPSDFPTWGRLLFDSTDYLQQYPERVIWPGLAISLTVLSVNYMGDGLRDALDPRIRGR
>OLS45574.1 hypothetical protein BV509_15310 [Rhodovulum sulfidophilum]AB26
MPIQDHPLRYALTNELHARPFPSLEAPCHAAFLAIKPPLDAVTRDRDADRAHAIDLLDRFGAQHPKPGDTHFFGQMGRHK
MKWESHTEFVTYTVFTPGVADRPFDPAAFEVFPDDWLETAPGARLTSALIRIEQVKEGPGQIGARLGEWFAPDSLSAAAI
LDDAAVMATDFRIDTGGHMRMAVFVEPGIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQVNERLAELEPQLSELVGEMN
RGNRIPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRIEVLREERFQHRQTFTEFMMRRYDPSMRTVKATEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVAYMIAPGAEALGVSKG
LATAVATPLVVLVVWLMIRQIRRGMEH
>OLS45575.1 NAD(P) transhydrogenase subunit beta [Rhodovulum sulfidophilum]AB26
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLIPAVLIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALKGFAAVLAHKAPVEISILKVEVFLGIFIGAVTF
TGSVVAFGKLAGKIDGKPHKLPGGHILNLVAVIAAIALGYLYFTGAGIWTMVLMALLAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSIIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVLEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>OLS45576.1 NAD(P) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB26
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIEAGAGEAAGFADAAYEKAGVKVVQSAAALWQGADIVVKVREPVAE
EVARLRKGQTLISFFWPAQNEALLEQCKARGATVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVFAFDVRPEVAEQIESMGAEFVFLDFEEATADGSESGGYAKPSSPEFR
EKQLEKFRELAPEMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPAKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPRKEKPKELTPEEK
KAREAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATVSVLIATINIVGGFLVTRRMLAMFQKS
>OLS45577.1 hypothetical protein BV509_15325 [Rhodovulum sulfidophilum]AB26
MARLLHYLELPPVWLALFAGLAWLQASVFPLAFLGRAGDVAGGLALVFGLALSGWAALRVVLAGTSLIPRERPDRLVVEG
PYRLSRNPIYLADAAILLGLILIWDAVPSLILVPVFLKLIEWRFILREEALIRDAFGSEYDAYCARVRRWI
>OLS45578.1 kynureninase [Rhodovulum sulfidophilum]AB26
MTDFAATRAQFHIPEDVIYLDGNSLGPLPRTAEARVAAAVREEWGEMLIGGWNRAGWTEMPRVLGDRIGKLIGAEPGSVV
LGDTLSIKIYQALAAALEMRPDRRVVLSDRGNFPTDLYMAQGLIASLGRGHTLRMVAPEEVEAAIDDDVAVVLLTEVDYR
TGRLHDMARLTARAQAAGALTIWDLAHSAGALPVDLAGAGADFAAGCTYKYLNAGPGAPAYIYVAPRHSDMALPALSGWF
GHAAPFAFEPGYRPGAGIARMRIGTPPVLQMAVVEAALGVWEGVSLDDVRRRSIALSDLFIAEVESRCPELTLLTPRDPR
QRGSQVSFGFAEGYAAIQALVARGVVGDFRAPDIMRFGITPLYVGEDELLRAATILQDVMENRLWDDQAYRFRAAVT
>OLS45579.1 hypothetical protein BV509_15335 [Rhodovulum sulfidophilum]AB26
MFHDAVHRGASLSYSPEERDAWSPSPEAPADWEQKLLSRHTVIAEIRGAPVGFMTLGEDGYLDFAYVAPDWTGRGIGRAL
LQAILREARRAGLGRLSTEASLVARPFFARHGWRETARQSVIRHGVALTNFRMEIDI
>OLS45580.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]AB26
MARPRVGIIGNSYLLNDQYPAHAGGTMNSEAVAEVVGAIPLLIPADPRFVSVPELLDCFDGFLFTGGRPNVHPEEYGEAE
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRMNHRMPPDGSLEEKFALRHKVCL
TEGGIFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVAAWAEGTRPAVLKTA
>OLS45581.1 hypothetical protein BV509_15345 [Rhodovulum sulfidophilum]AB26
MEVTILWLRRDLRLEDQPALARAAAGEGAVLPLYIVDPAVWAAPEASARHWRFVAEGLAALSDALAARGVALQIEAGPPA
QVLARCAARWPVTRVLTLDDGTGRDAAPWARGTGIAFEDVRASRGAASPPPGALRGLDGLVPAAIPEARDLGLGFDPCPG
RPRGGRAEAERVLEAALADPASEGALSAHLAWGTLSAAEVSRAARVAGAGPLTAGLARRARLMRASSGRTDTPRPPDPAA
RLAAWEKGETGLPAVDAPIRALRHSGLLDPSWLGLLASAGIGLLGLDPEDCGRVLARLCLDYHPVLHRARMQAAAARPAD
PLRQARDLDPEGAMLGAWLPELADLPAPARHAPWTWRGPLPRPGRRYPAPVIDIATDPARPLRPAPARARRRPADRRQLA
FDL
>OLS45582.1 aminopeptidase N [Rhodovulum sulfidophilum]AB26
MTDAAPQPVFLKDYTPFGFLVDQVELNVHLHPTATRVRAKIAFRPNPAARDRRFFLHGEDLTLISAAIDGTPVTPEITPE
GLSCPVPEAPFTWEAEVEIAPAENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIDGDLPVLLSNGNPV
AQGAGWAEWNDPWPKPSYLFALVAGELVATSDRFTTSEGREVALNVWVRPADQGKADYALDSLIRSMKWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNVFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYAEINNFYTATVYEKGAEVIGMVRRLVGPEGYAKALDLY
FARHDGQACTIEDWLQVFEEATGRDLTRFKRWYSQAGTPRVKVTEDFKDGTYTLHLEQKTPPTPGQDEKLPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLAAKPVPSLLRGFSAPVILERDSTPEERAFLLAHDTDPFNKWEAGRSLAREVL
IAMVTEDAAPAPAWLDALAAVVRDEALDPAFRALALRLPGEDELAEALADRGAVPDPLAIHAARERAKTAVARHLDPLWA
GLYAQMACPGPYSPGAADAGRRALRLAALGYMARLDGGARAQAHFSAADNMTDEIGALSVLLETGGADEALDRFARRWGH
DRLVMDKWFGLQATLAAPERAVAVTRALTEHADFTWKNPNRFRAVIGGFSANAAGFHDASGAGYDLVADWLIRLDAVNPQ
TAARMSTAFETWARYDEGRREKAQAALERIAAREGLSRDMGEMVGRLLAAGRIAA
>OLS45583.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MDLGLKGKRALVCAASKGLGRGCAEALAAAGADLVINARGAEALLAAAEDIRQRYGVTVTPVAADIVSEDGRATVLEAAG
PVDILVTNAGGPPPGLWSDWERADFIAALDANMLTPIALMKALLPGMIDRGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPFGVTINNLLPGIHATDRADALDRGVAEADGISLEEARARRAATIPARRYGTPAEFGAACAFLCSTQA
GFIVGQNILLDGGATNSVL
>OLS45584.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB26
MKTVLIANRKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLKRRPAGVPEIRSLDWSADIGAGKGGKGTDWVI
VDAPGAIYDDAAAGLVAEARAVVVPVMPSFFDEDSTRRFLKEIAELKRIRKGKVGVELVASRVRPRGRDAQRIRALADQV
GQVPVAEISDRVAYGDLAEQGLTVFDKPQRAYAALRAQWTPLLAALTA
>OLS45585.1 hypothetical protein BV509_15370 [Rhodovulum sulfidophilum]AB26
MTATILVATDLSPRADRAVNRAFRLARAMGADVLLATVIDSELPEDVARPMAEAAATRLTRFAAAIPQAAEVRHDTRIVT
GDPSSAIPRLADETDAALVVLGLHRDRPFLDLLRETTMERIVRHISRPVLLVRDPVDHDYATLLAALDFAPASTAALQIA
ARLAPGAAIHGVHALHIPYRGFIAPHGSSIAIAPFRRSAEMRLAEWRGQNDLPARLADVALVEGAAHLVLNAEIEARRPD
LLVLGAHGRAGAAPSILGSLANDLMRAPPCDLLVAR
>OLS45586.1 hypothetical protein BV509_15375 [Rhodovulum sulfidophilum]AB26
MGNPQHLEWLLEGVEAWNARRERDDFVPDLSGMDIRGAFEKAGKLVSGRIPLSGINFANADLRGVNLRGADLDSADLGKT
SLSAILPAHKPGAAPKRKGLDGGGTAHMVRREAMRRKLYQNSTAIPLSAASLLITISEYRFSVYSNNQLAASHPTFRKGL
LAFLDTLANSVGELLEILPSANERPDRAQAENVASWLDRFIAQWRNGEDYFAPENLADASKPVSVVLGCGTLGALLGLPF
GGPIGATTGFGAGSVFGQMITKHLKPGAAADKVAEIFKNPEAP
>OLS45587.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB26
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYREFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPPLDPQAVLEGHMTPIWFGSAINSFGVKELMDGIATYGPEPQIQAAEPRQISPEEPVVSGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIEQEYGLPVRFEPSQFTSARWVH
GEKTAVESFVQKNKQHMATDNDGDVVYMTRLQWDIDRVVRDHPELTLSATKEMQV
>OLS45588.1 hypothetical protein BV509_15385 [Rhodovulum sulfidophilum]AB26
MVGNHRFVDGNKRTALLLVETLIERSGSYRVLSGQDRFDDRIVGVASGEIGFDALVVWFEERVARR
>OLS45589.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB26
MHTNKLVVIGAGHVGSYVLADAMKIGLFAEIGVIDILENVAFGEALDQAQATALPYMSNIKVTSGGYEQCVDADVIVVAA
GPSVIPDPDDPKAEPDRTLLTTTNCQVIREVMAGIVRHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADACGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFADLGRHFEALGDIRDPETVKARVISAAYDVFNGKGWTN
AGIAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNSWEAEKLAESIAFIQSAMRD
AGTGPDKAV
>OLS45590.1 hypothetical protein BV509_15395 [Rhodovulum sulfidophilum]AB26
MRFPFPPVMILFVLAGCVDHTSSGAARGDAKFLSGDEILTKVIDQPLSTNVPSVWVFRSDGVEYSVGTKGHHWAAKGRWW
LDGDVLCWQGVNNLLKTGRESGQILVTEITPYGPRCSRVVETPGGFEMTRTAKASSMQNWGLRKIDSMPAEPVVVVSQAE
N
>OLS45591.1 hypothetical protein BV509_15400 [Rhodovulum sulfidophilum]AB26
MKNSLFLLSAAVVALAGPALAEETFPAVLSGHAVLPAMTMVAPPADAPRDAWISGKFTGTARNMVPMSAMGDTGKLHGNR
ATGIALPFIGQPLQGFSGFAMDRAEDGSVYALTDNGFGSKANSPDAMLFFHRIAPDFATGKVDVKETVFLRDPDFKVPFR
IAYEGTEGRYLTGADFDLESLQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELKGADNPAVSATSVPGTDWKS
QRSGGYEGMALQPGTSKLWAMLEKPILGEDGTPEGDFLRVMAFDTASKDWTGEMFKFALADGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGAPAADCFPEPALHKWIVLIDASDVDADGFVRRIGHIDLMDIADPDGVARLDTDAARDLTGKYTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVMLLSVPELLSAK
>OLS45592.1 hypothetical protein BV509_15405 [Rhodovulum sulfidophilum]AB26
MSAPDDWIISSLLEDLAALALASDRVSLADLIETLGARGFGPLLVMLSAFLILPVGMLPGLPGVVAVFMILIGGRMMTGQ
TTLWLPGRLRRVHLSGHVLAVSVARAQPAALWLRPLLAPRLVAFVESGPATRLIALILMATGGLIFLLGFIPGLPFVLSL
HVLMLGLAMSTRDGLVAFLAYCMLLPEIVFIWRVFT
>OLS45593.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB26
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQVAENFDTYAKKTKLSKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAESIEQAVICYTASRKDRQAKEKREL
LRALIDREGEGCKNAIIFCNRKTEVDIVAKSLKTHGYDAAPIHGDLDQSQRTRTLESFREGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGREGKALTICVPHDEKWLTAIEELVEKQIPRVESPLKGGSDDRGKRGRHTDEAG
ASEPERTEERSSARPQRGDRRERNSDRGAERQSDRTGDRHGEDRNAPTHERPDSPDRNRQGRSGTNNRRGGRDRGYRDEP
VVGMGDHMPAFLLRSFKPKSEPEPVTEDQVEESAE
>OLS45594.1 MBL fold hydrolase [Rhodovulum sulfidophilum]AB26
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMDTSPGVDLIFADITWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTIARLKMEDQGQDPETVRFVEPWPNRIAAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPDLWAEVAADGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSICMLGRAMRRMIEAGVESGVLTDFPKVVSPEEAADLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LSLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDADLYHVSGHANRPDLSRIHTLMKPEMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLGGDRPQPVEFIETGRTYLDGAVQIGAMDGIVRDRIRMALNGLVVVTVILDEEDEPLG
EPWVDLNGLPETGRSRAALSEVLEEDLDQFLRRADDRTLADDDKIEEAMRRIVRQSAQTEIGKKPEVVVVISRLSA
>OLS45595.1 pantothenate kinase [Rhodovulum sulfidophilum]AB26
MLLCIDCGNTNTVFSLWDGERFLCTLRTATEHTRTADQYYVWFSTLLARYGIEPEITDAIISSTVPRVVFNLRVFTDRFF
NIRPWVVGKPECLLPHMPRVDQGTNVGPDRLVNTAGAFDRHGGDLIVVDFGTATTFDVVGRDGAYLGGVIAPGVNLSLEA
LHMAAAALPHVDVTKPDRVIGTNTVACMQSGVFWGYVGLVREICDRIRTEYDRPMRVIGTGGLAPLFAQGDVLFDQIEDD
LTMHGLTVIHAYNKENGAI
>OLS45596.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB26
MSTEGQGWHWPAGHDLILLDEVDSTMAEARRRRDLTRPTWIVARRQTAGVGRRGRAWGAPEGNLAATLVLAPGCPPATAA
LYSFVTSFSLYATCLAYVEDREAITLKWPNDVLLNGGKLAGILLESEGTMTEVGRLSIGLGVNLNALPDAAAIAPRALMP
VTLAEEIGDAVDPLEFLAFFAEHFAHQDRFFREEGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVLET
PGGRRSIAAADVFF
>OLS45597.1 NADH-quinone oxidoreductase subunit N [Rhodovulum sulfidophilum]AB26
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGLTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLAVVGMMLMVSAGDLMTLYMGLELQSLALYVVAAIRRDNLKSTEAGLKY
FVLGALSSGLLLYGASLTYGYSGTTLFAGILASIGDGPIGVGLLFGLVFMITGLAFKVSAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAMALFARVLFDAFGSVPGDWGQVIAVLSLLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMQKDGQPVVDIRSLNMYASVEPLKALALMMLLFSLAGVPPFVGFFGKFYVIKAAVD
GGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGTMPPVMWGIMMVASFAMIVGVINLFGVEGLALAAAQTLVN
>OLS45598.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB26
MDNLLSIITFTPLIAALILGVFLKGDSPSDQANAKWVALIATTATFLISLFVLFEFDPSDAGFQFVEDRSWLLGLRYKMG
VDGISILFVMLTTFLMPITIGACWTVTHRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMVAMYMDAGTTDIPTLLAHQFSAGDIVIGGKTIVGGMQTFLWFAFLASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLIFWMSAIAIVYTSLVALAQQDMKKLIAYSSVAH
MGYVTMGIFAANQQGVDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIDAYGGLVNRMPAYALVFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSAAYALWLYRRVVFGDLIKESLRSITDMNLRERAIFAPLVAMTLLLGVYPS
LVTDIIGPSVEALLSNYQMALAETPVSTQLAGN
>OLS45599.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB26
MEKIILFAPLIGALLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFMGFDGEMRQVEIFRWIDSGSFVADWAIRVDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMFALFFLLDSVRFDDIFDKAPELATTQLSFLNGTWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKNMIVFIGAVTAFFAATVGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLCAGSVIHAMHHEQDMRNYGGLRKKIPFTFWTMVIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGHAYFAFWMLVIAAAFTSFYSWRLIFMTFFGEARGDRRAHDHAHESPVTMLVPLGVLS
VGAVLAGMLWHGNFFGDHDSVNRFYGVPSHEVAAVAGHGETAAEGEAAAALPGQGAIYTAPDNHAMENAHHAPQWVKASP
FLAMLAGFAVAWLFYINKPELPGQTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMG
IVPFFTRVAGRLQSGYLFHYAFAMVIGIAVLVTWMALTGGAE
>OLS45600.1 NADH-quinone oxidoreductase subunit K [Rhodovulum sulfidophilum]AB26
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>OLS45601.1 NADH:ubiquinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB26
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMASYFPIAGLIGAVFLAQLVLVYGVWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYDDYIHLFQAAGLVLLV
AMIGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>OLS45602.1 hypothetical protein BV509_15455 [Rhodovulum sulfidophilum]AB26
MSGYAKLFEQMLEQSHKMARAFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPEGLDSKTRLLAVIAGLTVLGAQAD
AQFKITVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALELAQTVFDEKDEETGK
>OLS45603.1 NADH-quinone oxidoreductase subunit I [Rhodovulum sulfidophilum]AB26
MAAIDWQRAGKYFLLLDFFEGFKLGMKYFFAPKATLNYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKAKLLENGDRWEAEIARNLELD
APYR
>OLS45604.1 NADH-quinone oxidoreductase subunit H [Rhodovulum sulfidophilum]AB26
MADFMDTGIGLALTIMGHGLLVIAFVMVSLLFLVYGDRKIWAAVQMRRGPNVVGVFGILQTVADALKYVVKEVVIPAGVD
RPVFFIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAIFLMCALISLLFFGGWLSPIPGLPDGAIWMVAKMAVFFFLFSMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>OLS45605.1 hypothetical protein BV509_15470 [Rhodovulum sulfidophilum]AB26
MAGLAVAVATGTAAGCSPLPGPAPEGSAPAYLGAETTALKDGLVEVALTMRDPGGVAALDEYGRCAVARHALDTGFGFAR
HLRTRIGREQGGVWTADAVYMMTRTFPRGVSRVEARQEVKDCAARGVPTV
>OLS45606.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB26
MAQLRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPDGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYLRENGKLRPASWPEALRAAAAAMTGRKVTGLI
GDLAPAEAIFALKSLVEGLGGTVECRTDGAKLPAGNRSAYVGTAAIEDIDHARQIYLIGSNPRAEAPVLNARIRKAWMQG
AAVHRVGPAADLTYDVIEEGTDRAALMKLAKAAKPAEGALVIVGQGALIEADGAAVLSQAMALAGGLGAGLLVLHTAASR
VGALDLGAVTEGGIEAATKGAEVIYNLGADEVEIGEGPFVIYQGSHGDRGAHRADIILPGAAYTEEAGLFVNTEGRPQMA
LRAGFPPGEAKENWAILRALSAELGATLPFDDLVQLRRKLVAAAPDLALVDEVIVNHWQPLPVTEPARAEFRYAVKDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>OLS45607.1 hypothetical protein BV509_15485 [Rhodovulum sulfidophilum]AB26
MRLVGFQVAVLAVLLAGPALAEPALLKVDFGFFPKGTTCQPYGTGGKVTMKEGREIRFKIKGDTGHVSFRCKQPDGRSFE
VQTGRLLPPGSPSMVAVQINQDDHAHVLWDDGGLRKTVVADVLKWK
>OLS45608.1 NADH-quinone oxidoreductase subunit F [Rhodovulum sulfidophilum]AB26
MLTDQDRIFTNLYGMFDRSLSGARARGHWDGTAQVIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMGAHAAYIYIRGEYIREREALQAAIDEAYDAGLLGANAAKSGWDF
DLYLHHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGSGLYGCPTTVNNVESIAVVPTILRRGGDWFASFGRPNNAGT
KLFAVSGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWDNLKAVIPGGSSVPLLPASICEDAIMDFDWLREQRSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVKGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRAQKAGRTGVLAAE
>OLS45609.1 hypothetical protein BV509_15495 [Rhodovulum sulfidophilum]AB26
MNISRTEARLKFAIFWWLVAALCGLTVATIGYAVGLWALGAFIGGVGTFVVAGLILTWGFCHTDAEFSAMVAKKREAMAA
MKPYRDANAAIVIPNRPKPGGPKVAPTVPKSAPKAAPAPKAAPKAPVMETSSPKPEAAPTAAEKMVGSRPAALSAPRAGG
ADDLKKIKGVGPKLEKQVNDLGIYHYDQIASWTAEDVAWMDENLEGFKGRVSRDDWVAQAKALASEA
>OLS45610.1 NADH dehydrogenase [Rhodovulum sulfidophilum]AB26
MKDNAFQDVRTDEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAIEKLTGIEVPRRAQLIRVLFCEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMIFYERACGAR
LHAAYFRPGGVHQDLPPQLIEDIDAWAVDFPRVLDDLNGLLTENRIFKQRNVDIGVVSEQEILDWGFSGVMVRGSGLAWD
LRRSQPYECYSEFDFEIPVGKNGDCYDRYLVRMEEMRQSTHIIRQACAKLRKEPGEVLARGKITPPKRSDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYLVADGTNKPYRAKLRAPGFLHMQAMDHISRGHMLADVAAIIGTLDIVFGE
VDR
>OLS45611.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB26
MDETLKELGALIAAKRPDCVIGWEVAHGELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDRPERDARFVVVYHFLS
MYQNQRIRIRCAVREDEMIPSIVSVHPSANWFEREVFDMFGIVFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVKLVQEFRQFDFMSPWEGADYILPGDEKAKA
>OLS45612.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB26
MDQLLSNYLPIAIFFGMAIGLGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>OLS45613.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB26
MQDGLEIGIDGRGVARVTLRREDKHNALSSDLIAALTGAAEALGADPAVRAVVLTGAGESFCAGGDLGWMAAQMQADAAT
RAAEARKLAGMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAHAR
RVLMSGRRFDAAEAVALGLLARAVPAAGLDDAVEAEIAPYLACAPGAVAHAKAQVLSLGPRIDDAVIEASIARLVAAWET
PEAAEGIAAFFDRRKPGWALPSDR
>OLS45614.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB26
MAKPSTVFTCTACGATQTKWSGRCEACGAWNTIVEDVPLSAGPAKKSLGPARGRRLALSDLATSEPEPPRAASGLDEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEASAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAIIDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>OLS45615.1 colicin V production CvpA [Rhodovulum sulfidophilum]AB26
MESFTVVDGIVAAVILVSAVLAYSRGMVREVMAIAGWIIAAIVAFTFAPQAEPLVREIPYLGDFIGSSCEIAILASFAAV
FAAALVVVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAVRGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETNPDQALGWLTVQYEQLVGTCGTAQ
>OLS45616.1 hypothetical protein BV509_15545 [Rhodovulum sulfidophilum]AB26
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIFDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFVAPLLRVAPGGGSAVLIDDLAEGPFLGAYAACKAAQR
ALFAAWEAEQARLQDVHVRRFVPAPMATNHRNRLYPGENTETLTRPADEARRLAADLGLA
>OLS45617.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB26
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDEDLQFAAAAAHGAATVNALLDRG
SWDGADYRLFYNVNFPPVPADQVKGLRVGPQGYRRDASFGVEPHLSPSGRRFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLE
>OLS45618.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB26
MTGDDATAERKMQFLFAIRSRGVTDRRVLTAMEEIDRGQFVTGHFARHAYDDTPLPIACGQTISQPSVVAIMTQALNLQP
RNKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAEAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPP
GPLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGETGFDYEELRQVRFVPLLEGLGQD
>OLS45619.1 peptidase M23 [Rhodovulum sulfidophilum]AB26
MAHTSPDRRFPARLLALGLGMTLVAGCESGWDYDFRNLGNNPEPPRVEAAPRPEPDQRGVISYPTYQVAVARRGDRLSDV
AARVGLPAAELASYNGISADATLNNGEVIALPRRVADAGGVVAAPLGNGTITPAGAAPGQVDIATLAGNALDRAGGTAPA
AGRPAGQEPIRHKVVRGETAYSIARLYNVTPRSLADWNGLGPDLTVREGQYLLIPVAAQQARPSGAAAAGTAVAAVPTTT
ERPGQGSALATPPSAATPLPKPEPAAKPAVPASPEMAKDQSTASARFAMPVSGSIIRGYQKGKNDGIDISAKAGTAVKAV
ADGTVAAITRDTDQVPILVVRHSDNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>OLS45620.1 AAA family ATPase [Rhodovulum sulfidophilum]AB26
MTGALGADAARSLQRIAEALERRYPAPAAAPDFAAAEAFLWQVSPDRLMPVPEVNRVDLTLLQGIDRSRDTLLENTRHFA
RGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQRDDLPSVGRLLTLLRGASERFVLFCDDLSFSHDDQHYK
SLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLGMIRAYC
AAHGIEIAPETLRAEAIEWQATRGARSGRVAWQYFTDLAARRGIRI
>OLS45621.1 twin arginine-targeting protein translocase TatC [Rhodovulum sulfidophilum]AB26
MSSDDIDDTSAPLIEHLAELRTRLIYALAAFVAAMVACFTVWNPIFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGGAFAYFIITPLAFDFFLGFQQVGTLGAEGGGA
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLSSVRKYAVVGILVLAAIVTPPDVITQVILF
TVVYGLYEISILLVRRGEKVREKELRAQGLWFDDDEEEDGAVGQDSEGRA
>OLS45622.1 twin arginine-targeting protein translocase TatB [Rhodovulum sulfidophilum]AB26
MFDIGWTELLLIGIVALIVVGPKDLPAMFRTLGRFTAKARNMAREFQRAMDDAADQAGVKDTVNDLKDIANPRNLGLDRL
NEAADRFEKWDPKLPKAGETKAGEATAQMTEERAAQAEKIRKAMAEKGAANRAAADPVEAPASDGTPGPTRDKTSDA
>OLS45623.1 Sec-independent protein translocase TatA [Rhodovulum sulfidophilum]AB26
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLDSARDVTPETERDKA
>OLS45624.1 sulfurtransferase [Rhodovulum sulfidophilum]AB26
MHSEDVNGKVLEHWNSDDLQAAMAAGEVVTIDVRTPQEYMFEHIKGALLLPLSGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYVGTDMATGAPVPVNVKAG
>OLS45625.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB26
MRLFLLVCLFALTAACDQSDIADRGRSLPSMRWDHMPEATDWTRASLDALTLYGSGLTETVPADIDAWCPAYEKARPAQR
RAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGEANLRCAVRIAASAVARDGVVAAS
GRGVAADWGPMTVSSKREEIAAWTRSQPYCRG
>OLS45626.1 hypothetical protein BV509_15600 [Rhodovulum sulfidophilum]AB26
MKSAGVLVLATDGVEHEELEAAVTGLRDIGARVDIATPGGASITSWRGGNWFAEIEATMPLTHVDVDEYDGLVLPGGQLN
SGALRTTFAAVRLVSQFLSGGRMVAAICHAPWLLVEVGAISGVAVTSHPAIRTDLENAGARWTGRPVMRSGGIITARSLH
DLEGFIDEIARELESRGKWLRRRDLATVSAGIRADFARFVAPQDDPEDKDTPD
>OLS45627.1 aspartyl/glutamyl-tRNA amidotransferase subunit B [Rhodovulum sulfidophilum]AB26
MLDLTFEPPKPKVISGAKAEWELVIGLEVHAQVASNSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLMSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHLEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDLRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYETFRETGDHSVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGTVDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVTEFGLTEYDASVLTAEVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPAQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGDPAEIVAARGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>OLS45628.1 hypothetical protein BV509_15610 [Rhodovulum sulfidophilum]AB26
MPVLYEYRVLPAPERGRRVRGAKGPAERFAHALEQAMNEMAAEGWEYVRAESLPSEERQGLFSGSSRTVRNVLVFRRPRD
TGAGQDAEDAAFRHGSPEEIATAAASIHDLPDRTYPPLGAPSRAPVPRPDRPLGGARPWNDED
>OLS45629.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MGRADQIRDSLERAFQPTQLEVLDESERHRHHAGYQEGGESHFRVKIAAPAFAPMSRVARERAVHKALGTDLMGQIHALT
LEIAV
>OLS45630.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB26
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCELDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GATEEEYEAQIDKDRVWERETQPFGNRDEQRAWARLGVDDPHQVLGENATRNPGKTGTTTRRLPPTERKALEILEAQDSW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFR
>OLS45631.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum sulfidophilum]AB26
MFRRRFLGRVLMGVAGAALVRPASAAEEDHFEVMRSEAEWRARLGPLEYRVMREEGTERAFTSPLNDEHRDGVFRCKGCD
LPLYTSKDKFDSGTGWPSFTRALPDAVRTRPDRSFFMVRTEVHCRRCGSHLGHVFDDGPPPTGKRHCINGVSLTFAPA
>OLS45632.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB26
MFQDGGRRRQSDGARMTSAEKPTEEISVREVFGIDTDMIVKGFETPTDRVPDLDPTYKFDPDTTLAILAGFTHNRRVMIQ
GYHGTGKSTHIEQVAARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGVQVTEFQEGILPWALRNPCAIVFDEYDAGRADV
MFVIQRVLEVDGKLTLLDQNQVITPHPYFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVL
AKCPHYNTDKGRKQINHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRSVGFAFRVTFLNKCDELERQTVAEFY
QRLFDEELPESAASMSLG
>OLS45633.1 hypothetical protein BV509_15635 [Rhodovulum sulfidophilum]AB26
MRPTGGTTADYALIASLLSLAVAIVSLLWNIRAKFLHPTPKLSVRLIVNSGLWREMGIDHIAEMAVVNLGPTDCGVHSVL
FTASRKSVFSSKMS
>OLS45634.1 hypothetical protein BV509_15640 [Rhodovulum sulfidophilum]AB26
MGSALDPTMPPTREPWAAAIRTDLDLALDGSDPGYPVGGTLDVHVAQLAAAAVALSDVAA
>OLS45635.1 hypothetical protein BV509_15645 [Rhodovulum sulfidophilum]AB26
MWRPKARPFRIAAALAACLALVGPAPARAADPAFPALDCAALWDATADFRARYALAEGPPDEARAMARAFRDAAVALSDD
PEAEVDARIAKLRPIYLLLLKRYILDGNRRARDQYVRLSGLCDDFGRDAALPGHQGPGR
>OLS45636.1 hypothetical protein BV509_15650 [Rhodovulum sulfidophilum]AB26
MLCLALAASAAAARPATPGTPWKRAELFATCSGRLSAITARQQAVDDPAWPRTMDQRDMFNLMLEATLPEAIRFGVPKDE
PVLWRSAGWAEMAGLLADIAYSFDSGRADRARAALADRMSDCTGLLLGG
>OLS45637.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB26
MTKPTDNPADPFKKALAEATKVMADDPDLGISYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAFALRHKYHDSAT
HSRYRPSGQMARDLYEAMEMARCEAVGARVMPGTASNIDAMIGAEAAKKGYAQAREASEVPLPVAAAYMVRHLATGRPLP
KGADQAMELWRGFIEEQAGAALDGLDHALADQAAFARLARKVIADLGYADQLGDDPDADQNDDEDSSAETEEDAPEEYGE
EESQDSDEADASPEQSQDDLQDAAQAHVNPDDISDMEMGEETELPEGEAPLEPPPPAPHSEADPEYKVFTATFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCQVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIIY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHRRMLGRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARLFGIRKAS
>OLS45638.1 X-Pro aminopeptidase [Rhodovulum sulfidophilum]AB26
MFQSFDSTTRPEDGPVRLARLREEMTREGLAGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPKDLDALTEALDGTQVAIRETPNLVDRIWADQPA
PPQGPIAPYPEDLAGETHADKRARIGRLLAEAGQSAAVLTLPDSIAWLLNVRGADIPRNPVPHAFAILHDDGRVTLYADP
SKVTDALKAHLGPEITLRPAAAFGPGLRSLPGKVRVDPASAPLWVLRQLEDAGSEVALADDPCILPKARKTAAELAGARA
AHARDAVAMIEFLAWIDAEAPGGGLTEIDVVRGLEEFRAATGKLRDISFETIAGAGPNGAIVHYRVTEATNRRVAPGDLL
LVDSGAQYLDGTTDITRTLAIGPVPEDAKAPFTRVLKGMIAISRARFPRGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLCVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAVEEAPALTGGDDRRMLSFETLTWVPIDRRLIAP
EMLDAGERAWLNAYHAEVAHRAGPDLSDRARAWLVGATLPI
>OLS45639.1 hypothetical protein BV509_15665 [Rhodovulum sulfidophilum]AB26
MSDHITIHKAEGAWVVRAGGAVIAESRNALELSEGSLKPVIYFPREDVAMAFLDRSDSRTTCPHKGVASYFTLRAKSYDI
EDAAWSYEDPKPGLERIAGHLAFYADKVTVEQL
>OLS45640.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]AB26
MSKPDALTALGEMLGDRFSRSKSDLDLHGRNETYFPLLPPDAVVYPETTEEVAKIVRICAAHGVPLTGWGRGTSLEGHAL
ALKGGISVDFSRMNRVLKVHPEDMDVVVQPGLTREELNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMREN
VLGLEVVLADGRVIRTGTRARKSAAGYDLTGLFVGAEGTLGLITELTLKLHGQPEAISAAVCAFDEIGPAVDTVIQTIQL
GIPMARIEFVDAATAAAFNSYAGAEMPEKPHLMIEFHGSASAVAEQAESFGQIVADNGGDGFSWSSRPEDRTALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIARSSIPGPILGHVGDGNFHAILLVEPGNEAELAEAKALSHRMV
ERALRLGGTVTGEHGIGMGKLGYMEEEHGQAWGVMGEIKRALDPSALMNPGKMVPGN
>OLS45641.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB26
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSCVLLLFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVYGGLALCTMLIV
SMFSPTQVRRLGVIGCGVALLALVFLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVSFLALQPDFGQAALILFAWGVMYFVAGAPFMILVAVAGAVVFAGTVAYENSDHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>OLS45642.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB26
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPGAVEIETIAADSPDRGGLVARAASPLRLGA
GVAAMLWRMLRDKPAVVAGFGGYPSFPALTAATLLKRPRMIHEQNGVLGKVNRLFAPKVHAVACGVWPTDLPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARALSDSVPAAIAALPAEMRGYLRVSHQAREEDVDRVVAAYDAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADISAIGRPAILIPYPHAAGDHQTANARGLVAAGAAILIPESALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>OLS45643.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB26
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKSSKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAIAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAVVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHPEVQALVGRVTDRKVV
TFGFNAQADVRAVNLRYRAGQAEFDIALQTEDMLIEGCTLPMPGDHNVSNALGAVAVARHLGLKADEIRSALAAFGGVNR
RFTKVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYTRLHSLFDDFCTCFNEADVVGIAEVYGAGEDP
IAGATRDDLVAGLIRHGHRHARAILCEDDLERLVREQAGPGDMVVCLGAGTISAWANNLPARLKG
>OLS45644.1 hypothetical protein BV509_15695 [Rhodovulum sulfidophilum]AB26
MIPYLVIAICGAALVAGVLGLRALRRTSPSITAAVLLTAAAVAVSLVPTGDLFGPEAALAGPFRESATLLVDLPAGIGGA
LGALSGDNRSEGGAE
>OLS45645.1 hypothetical protein BV509_15700 [Rhodovulum sulfidophilum]AB26
MTLSLVLACLWVLVATVVGLLPEKFHWPGAYALIATGIPLVGFVTYQSGPVWGLIALAAGVSILRWPLIYLGRSLTKRRR
SHSGE
>OLS45646.1 hypothetical protein BV509_15705 [Rhodovulum sulfidophilum]AB26
MTGPTLLLAYASWAVGPVVAYAALGHGLKRSAIGFTVLFGLYTTAVWLIWGGLLLQKASGGGGLAPIAVLAPWGGVAVLS
ALLYALGAWIGDSE
>OLS45647.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]AB26
MTPMPAIRGTLTPSRSLADLTWLRVGGPADWLFQPADIEDLAAFLAALPPEMPVFPMGVGSNLIVRDGGLRGVVIRLGRG
FNAISVADGQVTAGAAALDSFVARQAAAAGVDLSFLRTIPGAIGGAVRMNAGCYGRYLADVFVSARAVTRQGEIVTLTAE
DLNFRYRQTDLPEGWVIAEAVLAGPPGDPEALAARMADQLARRDASQPTKERTAGSTFRNPAGFSSTGAADDTHELKAWS
LIDAAGLRGLRKGGAQISEKHSNFLINTGGATAADLEGLGEDVRKRVFQSSGIQLEWEVLRVGEPAPVKP
>OLS45648.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB26
MAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAIALRGEGFDVIEVDAGQDLPEQLRASAPDVVFNALHGRWGEDGCVQ
GLLEWLRLPYTHSGVLASALAMDKQRSKEAYRAAGLPVVESRLASKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAAN
APPQLGAEMPEIVMVETYAPGRELTTTVMGDRALTVTDILTDGWYDYHAKYAQGGSRHVVPADLPAEVFEACLDFALRAH
DALGCRGVSRTDFRWDDSRGLDGLILLETNTQPGMTPTSLAPEQAAQCGISFGQLCRWLVEDASCDR
>OLS45649.1 cell division protein FtsQ [Rhodovulum sulfidophilum]AB26
MRPLSPPAFRDPAPSRWAYRAQRLWLTPFVRKAVLKGLPLVVLAAIPTIWLADADRRAAIGDGLAEIRRDIETRPEFMVK
LLVIEGASAPIDREIRAAVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRSGGVLEMKIQQREAALVWRSRDGLSLL
DAGGRRVAALDSRESRADLPLIAGDGAETAAPEAVALFAAAAPISERVRGLVRMGERRWDVVLDRDQRILLPETGAVAAL
ERVIALEDVSGMLARDIVAVDLRNPSRPTLRLAPAAIEDFRKIQTTQAGAVN
>OLS45650.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB26
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPRGGVEQMGALAGQSRFRVIGAATTRSRGIRFGEI
HGMNEAERAIRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGANREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDGGAVQNLVHCIKRCDLEPAGLASSAYAAGISALVEDEQELGAACIDL
GGGATGISVFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIDLGGDSGDYETDTRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>OLS45651.1 cell division protein FtsZ [Rhodovulum sulfidophilum]AB26
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPTV
GAAAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGSKRMRQAEDGVENLQKV
VDTLIIIPNQNLFRLANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRAVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDPDANIIVGSTLDPDMDGRMRVSVVATGID
AAARTEDIPLPRRPMREPLRRAEVQDAPAAAQPAHVQAPAPAQRPAAAAVAREPLVQEPVEEPSLFSGFDPANAGSSVED
LVETARGGADLPPPAYQPAEEPEAESFVAPRPRSPGEPTPETLARLRAAVAKTPARQPVQATMTAGQPDDPRGDKGRFGI
GSLINRMSGHVPEQPERSPHTYRQQPPLYSRGPAAYQEEEDLDPDQERIEIPAFLRRQAN
>OLS45652.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB26
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIDGPDALIPARWDAVEPSRLCTKLANGRVSVMTVEHLMA
ALAGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRVLEHVEVSEGEARASLGPAETLEIDFEITFA
DTAIGHQARRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVFDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFSQPGAFRLETCSPDQGAVLPGFGVNSADLKAVA
>OLS45653.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB26
MATGSRRIGAVAAILVLSLTAACDPIGSRKPPPLESYDAPTIFQMAETKLEKDRDLEEAARLYGEVERLFPYSEWAKRAL
IMQAYTYHQAKDYENARASSQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRFYLKRKNYSAAVNRFRVVVEDFQTTTHTAEALYRLIEAYLALGLDSEAQTAGAILGHNF
QSTDWYADGYKLLQAKGLEPEAKGDGWLSTIYRQMIKGEWL
>OLS45654.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB26
MLRSLDIRDMLIIDRLELAFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRTGAAQGEVVAVFELPAGHPAREVL
AEAGLEAGDELILRRVNSAEGRKTAWVNDRRVSGEVLRALSDTLVELHGQQDDRGLLNPRGHRQLLDAFGGLDAQLDAVR
AAWRARSRAERAVAEAEARLAALRAEEDFLRHAVAEMTELSPLTGEEAELDARRRTMQAAERIREDITRAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDTPLAALSRALIELGEAVQGVEDCLEALDFDPGALEAAEERLFAIRALARKHGVLPDD
LGRFAEDLQTRLAALDAGEGDLAGQRRAAETARAAFDAAAAALSEARRAAAVRLDAAMAGELAPLKMERAVFSTGIAEAE
PGPEGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALAGS
AQVLVVTHSPQVAAQGDHHWRVEKRVEGDVTLSTVTPLDAAARVDEIARMMSGDTVTDAARAAARALLSS
>OLS45655.1 branched-chain alpha-keto acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB26
MWKAVASNALTLFIVVLLLAGGLVIWAKQKYAEPGPLETAICLRVEPGSTMAGVSRDLGGEGAVSHPLIFRLGARYAGKD
AELKAGSFLLPAQSSMEEIVDLVTRAGRSTCGTDVNFRIGIASAELQVRTLDPATGRYQEVLAFDPRAGEVPEGYDALMA
EPDLRYRVTLAEGVTSWQVVEELKQAAFLKGEIAEVPAEGSLAPDSYEVTPGMDRGTLLAEMTERQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPDERRRVASVFVNRLERGIRLQTDPTVIYGLTDGKAPLGRGIRQSELARRTPYNTYLI
DGLPPTPIANPGRASIEAALNPETTEYLYFVADGTGGHAFAQTLDEHNRNVARWRKIEAGQGGN
>OLS45656.1 beta-ketoacyl-[acyl-carrier-protein] synthase II [Rhodovulum sulfidophilum]AB26
MRRVVVTGLGMVSPLACGVEETWKRLLAGHSGIGPITRFDASRVATTYAAEIPYGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWAPETDAERERTGVMIGSGIGGLNAIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRADAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLSPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQVAPPTLNLDTPPDGTRIDLAPKAAVRREIGVAL
SNSFGFGGTNASLVMGRGDR
>OLS45657.1 hypothetical protein BV509_15760 [Rhodovulum sulfidophilum]AB26
MSVLPLLALTALFLLTGGSALRAAPPCPMHDWLVWIYVEGETLGRDGPGLIRLDHALRLSGAVKSADTERLSRLMGKVGL
DDGLPVVTDYVGLVGQRLSFARPEPDTQEVAQRMQGYLQDLRCGADPGWRADLTLPETGPPGTEARPGHTAGALDDGAPG
APDGADDPSAAQAVAATPDQAAQGAEPETPPETPADSTLEAPSAPRGGAATSTEALKAKPGFSEDAISQGQVGTRLPSMP
KQRAAAGPLRWILMGGVGLAGLAAIAGTVLVLRARLRRKAPRTACHMNAVLRLPDGRCPTVAVDISPNGAKLNLTTEPEP
GLRGTLELSDVEVPCRIAWSTHFFVGLVFLRALEKAEFETLLHWHRWDNTAETDRPRPAQPPTPAGGPARPAGGSAAAAA
ASAGAGRALET
>OLS45658.1 acyl carrier protein [Rhodovulum sulfidophilum]AB26
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQDAA
>OLS45659.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB26
MFDLTGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAADLGERAHVLPCNLSDPEAVEALPKAAAEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIETAMTDKLTGDQKSGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMVMV
>OLS45660.1 [acyl-carrier-protein] S-malonyltransferase [Rhodovulum sulfidophilum]AB26
MRAFVFPGQGAQTIGMGKALADAYPQARAVFEEVDEALGESLSALIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKARGAKRAVMLPVSAPFHCALMAPAAAAMAEALDDVEIETPLVPLVANVRACGETDP
ATIRALLVEQVTGAVRWRESVAWMAGQGVTEIWEIGAGKALSGMVKRIAREVATRQVGTPEEVTAAVDSMNAAA
>OLS45661.1 hypothetical protein BV509_15780 [Rhodovulum sulfidophilum]AB26
MRRFFNRPITKLSFAPPAARPGRAGLAIVLIVRNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTGAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRADSLDAALAHLDDIPSVTLPWHNFGRNGHDA
PPEGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWIDGKAVTWNDRGEQTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHAARVRRNVANIEAREVEDLCAPDFLARRG
>OLS45662.1 hypothetical protein BV509_15785 [Rhodovulum sulfidophilum]AB26
MNPIHAAAAAALVALTALPAAADAVDYDLDPGHSQVLFSYEHLGFSTTWNLFSGWQGKIAFDAEDPAASSVSVSIPTEAL
FTGWDARFEHFMSDAFFDAANNDLVTFTSTDIEVTGDDTAKITGDLTLNGITRPVVLDATLTQHAMHPMENRDWLGFYAT
TTLKRSDFDMGEYVPAVSDEVEVQISIEAGKAAD
>OLS45663.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB26
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVESEYWGVKTMAYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTVKVDAHEEGPSVQMQKREERGDRRERR
>OLS45664.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB26
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSAKKQRELARAIKRARFLALLPYAVK
>OLS45665.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB26
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQGKALRANATNIARFEADKAQLEARNLETKKEAEALATKLDGQQFVVI
RSASDGGALYGSVTPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVAVNVARSAEEAELQASGKSI
QELAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>OLS45666.1 hypothetical protein BV509_15805 [Rhodovulum sulfidophilum]AB26
MLPESSIEDIRETGRVITPAAEADKTKLGPLKDLPGRWSNDALPGRGWNIIALPFFEGPFGYRLLMNQYNEDLTFEIADT
GVPNRGVETAATGISGDQFVVALDYQQVTTQIAAADFPESGLKARNDTPIHHEPGLFLHMTNKARSDEALGTFDVARLGT
IPHGDSVLALGTVHKSLGIPPMSGLPVGTRLGHAILDEVLKPADATNRNDYVAPYRHFHHAPFKGTLAGLPDFPGFEPVD
TTRLLREALAGETVLQTTVLDFDTTIESGGILNIPFVVDEANATSMRSIFWIHKVKGTSPDKPRMLLQYAQFVFLDFFPR
GDGSPGLIRWPHISINTMEKVEDDPKPMYAMVRDGKFDSSVA
>OLS45667.1 hypothetical protein BV509_15815 [Rhodovulum sulfidophilum]AB26
MFGDETRRPQGREIYDDYAALWHLESIGVLGLLRDGPKPRKGRKSRVAVIDTSVAVDHPCLMPAIDRTLAIDFFSNRLGA
FPCHPGDHRLTLDLPNLATTVADDLPETRALLGELVDRLSPGAIAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALTVPLPYAGVDPFCELVPISTNFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRIVPELASVDLDGEDL
GALATQVEIPPRERALWDELARLIVAVSMRRPVICAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQVAGAT
LLAPSNDAETFDRVSVRLDEQQARFADRLCPPHNDNRKFSHFEIVSTDVPGRHGYSYSPYASDEPPEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDACADGPAARNWLLSRCVSIDTDEGSFLYPSWTGKVSFPDLYGL
>OLS45668.1 hypothetical protein BV509_15820 [Rhodovulum sulfidophilum]AB26
MSNSLEILKRAEFVVSTTGLVLKGAGGSLSDAGFPGFDAGETAAGGSLSTLLAMNRSSLNRNRNRNRNRNRNRNASENRE
SGADTDGAQLTLEPWRERAALYGMEPKWIDLPVALPPALDQLRAEAVELLKKQVRLRRGEEALRREEILRESRLELSAYL
RPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVPRPNAVEPRLRPFLPIPAHASYPSNHSFQSFTVAFVLSRIVP
EHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>OLS45669.1 hypothetical protein BV509_15825 [Rhodovulum sulfidophilum]AB26
MTGSETGRGSARLHLLGAPCLTDAEGRDITPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KRALKAVDDTLLATDRNALCLDLDRLWVDLRAIREGGGRLPAGVDPGADLLEGLDIPDEEFEDWLTLERSAWARLRDEIG
SGGPAARKAEPPTGPAGPTAAPAARRVPQGIEIGLLPGIVHGGLRSGAFIGDYIIESVARALRDYHPVQIVDLREAGAGG
ACEPRQGEPDFLIRTRTLVVGDTASVSFLVYENGTNSLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGSTRDG
PTGIRNDYSALIGYGVLAGMFDLDPARMQATTEVLDRLNERTENSLFPSLSAYASSFALGENIGGWDPERRERTEALAMS
ILQDNPFNSIALACIGHVMGFVLDRHDIAAEIFGRAVELNPMQAFVWDHLALHELYCGDLGRARAASERAVNLGKYSPIS
YTYETTACMVATLAGDHARAVQLGRCALVKQPRFNAAMRYTLAALGHLDDGGAAETLRADLLALDPGFADRETREMRFRL
PRREACDHVLEGLARAGL
>OLS45670.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB26
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVARGRAATIAVEGMQFLKPVKVGDEVTLYAKLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTKGLFTFVAIDETGRSRPLPDPVQAG
>OLS45671.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTTCVFVQLRCRPGKTYEVAEEIVLREIHSELYSTSGDYDLLMKLYIPKSEDVGKFVNDRLLDIPGIDRSLTTLTFKAF
>OLS45672.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]AB26
MRTAKITRKTAETDISVEIDLDGTGRYDIATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDVGIALGQALAD
ALGDKRGIRRYGSCLLPMDDALVRAALDLSGRPYLVWSVDFPTQKIGGFDTELVREFFQALSTHGGITLHVDALHGLNSH
HIAEAAFKAVARALRDAVETDPRKADAIPSTKGAL
>OLS45673.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB26
MLTAIVDYESGNLHSAQKAFERVARETGAGTVAVTSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVVAGG
RPFLGICIGMQMMASRGHEYEDTPGFDWIGGEVVRIEPAEAHLKVPHMGWNDLVLDASHPVLDGIATGDHAYFVHSYQFR
VADPAHRLAHCDYGGPVTAIVGRGTMVGTQFHPEKSQATGLRLIANFLGWAP
>OLS45674.1 hypothetical protein BV509_15850 [Rhodovulum sulfidophilum]AB26
MLDGMMRRLIDPPLDRLGQRLAARGITADGVTLAGLGLGLAAAGLIALGAPGLALWPMLAGRLADGLDGAVARASRKTDF
GGYLDIVADFLVYGAVPLGFVLLDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGVKSLYFTGGLLEGTET
IAFFAAICLFPSWFAPLAWGFGALCFVTALSRVLLARRVFPGG
>OLS45675.1 chemotaxis protein, partial [Rhodovulum sulfidophilum]AB26
MRIYAIVVLSLVLSSLLFALLMSRATDLAYKIREAGLHDLTGQAVSLLESLDRQVAAGEIELEEAKARGQALLTSLHFGE
SGYIFAIDHDLVVTVHPTMPDWVGTSQADYSDFHGMKIFQEMRKVAQTDGKGSVRYWFKKPGGAEAEMKIGFIEDFTPWG
WMVGTGAYVSDIEEELAAIRTPAIITLVIGILLMVAVSTVLIRSVTGPLAALVKSMSDVANARYDADIPAAKRQDEIGVL
GRDLAAFRDKLAESERLAAAREEDRREQERVVTDLGVGLRALSEGDLTRTIDTTFAPAYEQLRQDFNATVDTLNALMGEI
VENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGNAEQSGLVVKEAIGA
MSEIKKSSDGISQIIGVI
>OLS45676.1 hypothetical protein BV509_15865 [Rhodovulum sulfidophilum]AB26
MRSLLNTLRLTLKELSAIRRDRVMVVLIIYVFTAATWLVSSAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFAEPEV
LSPAEAARAQDEGRYVLVLSIPPGFERDLRAGQAPALMVLVDATAMAQAGNGAAFLQRLLADELQRYADPGGGASDPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILATGLVILLASISSLV
AVIHWGLGVPVTDSLGLYALGAAVYAISVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGMTPMESMPAWMQVAVGI
VSPAPHFVAFAQSVLYRDAGLALVTGELLRMAAMAGVALAVVLARFRKVLAG
>OLS45677.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MAPVFPPPSGPQRAAAEIAGLTHRYGGKVALDGIELTVPPGCMAGLIGPDGVGKSTLLGLIAGVRRLQEGRVSTLGRDMA
DPAARREIAPRLAYMPQGLGRNLYPTLSVRENLDFFGRLFGQGAADRARRIDMLLEATGLAPFPDRPAGKLSGGMKQKLS
LCSALIHDPELLILDEPTTGVDPLSRRQFWDLIDRVRAGMPGMSVLVATAYMEEADRFDWLAAMDAGRVIASGSPAELKA
RAGAATLEEAFVRLLPDRPAAPPLVIRPQNASRGRTAIEARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGQPLRASDIESRMRIGYMSQGFSLYSELTVRQNLALHADLYHLPRDRRQARVNEVLDEFDLAP
LADRMPWDLPLGQRQRLQLAVAVLHDPQVLILDEPTSGVDPVARDGFWHKLLSLSRDKGVTIFVSTHFMNEAERCDRISL
MHAGRVLEVGAPAEIVARHGADSLEAAFISCLEAELPPDPAPAAEPAALPVAGASGTAPRLAGMTRLWAQCWRETLELTR
DPIRVFFALAGPVILLLTMGYGISFDVDRLSFAVHDQDRTPESRALADQFTAIRQFAETPPLTGIADLRARMGRGDLAVA
LDIPDGFGRDLTRGDRPEVSVWIDGAMPFRAETARSYALGVLSDYAAASGAGQAGVNIETRFLFNQSFKSAHAMVPSMMM
VILMLIPSIMSAISVVREKETGTIANFRATPVSRAEFLLGKQLPYLAIAWVSFWMLFAVGRGVFGVPFTGSLGALAAVSF
LYVFATTGFGQLISSFTRSQVAAVFATAVLAIIPTVNFSGLILPVSSLDPMGRAVGQGFPSAWYQQVTSGTFLKGFGWAE
VAPSAAVLAAFCLAYLALAILGLRKQEA
>OLS45678.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB26
MTDRPIFPRFPIRCARRGAVLLAVGLSLALPPGARPARADGGFAAFWQGLFGGGDTQGIASSNGRIEAQSVEVATKYAGR
IAEVLVDEGSTVEAGQVIARIDDRDAQAQLLGAKAAVLRAEAAREVAKASVMQAQSALDVARTNRDRVARLHEDGHASDS
SFDDARNALTSAEATLASARAQVSDAEALIASSNAEVERLQIALDDLTILAPIRGRVLYRLHEPGEVVAAGTPVVTLLDL
TDVYMNIYLPAPVVGLISANDEARLILDPIPDYIVPARVTFVSPESQFTPKSVETLSEREDLVFRVKLTIPRELLVKFED
KVKTGVRGQGFVRTDPDRPWPETLQVPESLQANVPD
>OLS45679.1 hypothetical protein BV509_15885 [Rhodovulum sulfidophilum]AB26
MSRPRLTRPRLLIGLGAVAVVLVLGAAAVLKAGLVPVSARPPHAAATAALLHETFRASVERSARQLTEAGLDVPDLDDPG
LIALGAQHYDQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVGEFSETELYVILRDGVRFTAMPSWPADGNFGEIWAVVA
FLRQLPDMTPDAYHDATEASRGAAEAALPAMAWDRRGAAMELKLHARADPLEDYLYSAPSTGWRPIGLGDTPLRYCVACH
GTDGTGAPTGGQAPNLAILDADTIAARLRDYASGARQSGIMATVATSLSGPQIDALAEHFAGLPDRTLGVPPSAGTEADA
ERGTALVRNGDFARALPACGLCHGTGAEKAGLGVPRLAGQGAAFLKRRLDGFASGRGADRDGWNPMPAIARALSPADRSA
VAAYLAALPAGDPLSPDAAAAPGLEQATETAIAQAQSCTACHDPGPALGADRDLSPNLTLQSPAYIAHQMALFDSGLRPV
TTMQQAAHELTEAEVGALAAVFGTARASPSGSDPERRPPPDYQLAEAGALARDGDPGRGVPACLSCHGAAPTGAIGLIPR
LDGQRAGYLQDRLDYFAEGKAPEVLAPMTGIAARLTDSERAALADWFAARPPLEK
>OLS45680.1 hypothetical protein BV509_15890 [Rhodovulum sulfidophilum]AB26
MDPQIAPTAHRPAMPHQNPPLRLAIIGLGPRGLGALEALAARLADTGTPVAIDVFEPGPWPGAGPNFDPGQSPLMLLNIP
IRAVDIDPPAPVPRRIASFAAWLMSPPDGERFPARAELGAYMAARFRALTASLPEGTALTRHETAIRRIEASEAGWRLDG
AGARFGPYDEVLLAPGQPATRPDPQLARWQDHARRCGAELLPAYPADRLLEAAEGWAGKAVALRGLGLSTLDAVRLLTLG
LGGRFEDGRYIASGREPARLLPFSLNGLPPWPKPASEPIDARMAPLPAETRAFEAALSRALAQPPEAALVTLCTPLARAA
RRVLAANGAGPGGVEEWLTAERSAPASQEDPDPTVPLRDGLAMARGTRPPAPGYAIGQIWRHWQNALRRGVNPGSAAPGT
AEALIGFDEGLKRYSYGPPAAAAEELSILIETGIVDLRIVDDPDILLTDSGWQLVEGDEGARADVMVDAVLPSPALQGIE
APVIAALRDAGRIVPVGKGQGARIRPDGQVIGADGRVQPGLALLGRAALGSVIAVDSIHDCFGASADRWAEGVLTRAALS
AAPAASPG
>OLS45681.1 choline dehydrogenase [Rhodovulum sulfidophilum]AB26
MQADYVIIGAGSAGCAIAYRLAEAGKSVLVIEHGGSDAGPLIRMPGALSYPMNMPRYDWGFRTEPEPHLGGRRLATPRGK
VIGGSSSINGMVYVRGHARDYDHWRDQGAAGWGYADVLPYFRRMEDWHAGGHGGDPAWRGQGGPLHVTRGRRDNPLVQAF
VEAGRQAGYPVTDDYNGHQQEGFGPYDMTVWKGERWSAARAYLRPALKRPNCDLIRGFARRVVIENGRATGVEIDRDGFT
EVVRAGAEVILAASSINSPKLLMLSGIGPAAHLADHGIGVVADRPGVGQNLQDHLELYLQMAASQPISLFKYWNLPGKAW
VGLQWLLTRGGPGASNQFESAAFLRSGEGVDYPDIQYHFLPIAVRYDGQAAAEGHGFQAHVGPMRSPSRGAVTLRSANPN
EPPKILFNYMSHEKDWADFRTCIRLTREIFAQEAFAPFVSHEIQPGAAVQSDDALNGFIREHVESAYHPCGTARMGARDD
PMAVVDPDLRVIGVEGLRLADSSVFPRIPNGNLNAPSIMVGEKAADHILGRRLPADTRGPWINPDWRQAQR
>OLS45682.1 choline-sulfatase [Rhodovulum sulfidophilum]AB26
MTRPNLLILMVDQLNGTLFPDGPAHWLHAPNLKRLAARSARFSTCYTASPLCAPGRASFMSGQLPSVTGVYDNAAEFPSD
LPTFAHHLRRAGYHTCLGGKMHFVGPDQLHGFEERLTTDIYPADFGWTPDYRRPGERIDWWYHNMGSVTGAGVAEITNQM
EYDDEVAHAAGQKLYDLARRKDDRPWCLTVSFTHPHDPYVARKKFWDLYEDCDHLLPEVPAIRYEDQDPHSKRIFDANDW
RSFDIAEDDIRRSRRAYFANISYLDEKIGAFLDILQATDQEAAILFVSDHGDMLGERGLWFKMTFYEGSSRVPLMIAAPG
VAPGRIDTPVSTLDVCPTLCDLAGISMDEVAPWTEGQSLLPVAGGGPRGPVPMEYAAEASYAPLVALRDGRHKLTRCALD
PDQLFDLKADPQELTDLAADPAHADTLARLRAEVDARWDLDRFDAEVRKSQARRGVVYEALRNGAYFPWDYQPLQRASDR
FMRNHMDLNEVEGRARYPRGE
>OLS45683.1 transcriptional regulator BetI [Rhodovulum sulfidophilum]AB26
MTAQPERKAQLIDATIQELGATGSLSVTVGQIARRAGVSSALAFHYFGDKDRLFLAAMRHILAVYGAEVRAALKEADSPR
ARLDGTIRASFSETSFRHDVIAAWLNFYVLAHRSDEARRLLGVYHRRLHANLVHDLRPLAGPRAPEIARRLAALIDGLYL
RFVHFPRDEAEDSASAHVLAALDAELKALP
>OLS45684.1 glycine/betaine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKLTSAVSALAMLAAGTAFADCDTVVMSDVGWTDITTTTATARHVLEGLGYKVDVKVLSVPVTFASLDSDDVDVFLGNWM
PAQAGAIGPYLESGEIEDINVNLEGTKYTLATPTYAWEAGLKSYADIAKFADELDNKIYGIEPGNEGNAYLVSLTEENAF
GLGDFKIVESSEQGMLAQVARFYRKEEPVVFLGWEPHPMNANFDLKYLPGGEDFFGGEGVVHTVTRKGYSAECPNLGTLF
ANMDFSLDMENKIMGEILDDGADPAEATEAWLKENPQVLDTWLAGVTTRDGGDGLAAVRQSLGL
>OLS45685.1 choline ABC transporter permease subunit [Rhodovulum sulfidophilum]AB26
MEWLTDHKIPVGRVAGTIFDWLRDNAEVVLDAIAAIMEAMIDAILWVLQTPHPAVVTLGFVALTYALQRSWKTCLAVALG
FLFILNQGYWEETTESLTLVLSACVVCMAIGVPIGIGAAHRPQLYTYLRPILDLMQTLPTFVYLIPAIVFFGIGMVPGLI
ATVIFVLPAPIRLTYLGVSSTPKALLEAATAFGATSRQTLFKVELPYAFPQIMAGLNQTIMLSLSMVVVAALVGADGLGV
PVVRALNQVNTALGFESGFVIVVVAIMLDRILHVGARK
>OLS45686.1 choline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTATALRIENVSIVFGAHPDRALPLMDRGKTRAEVQAATAQVLGVHDCSLTVETGEILVLMGLSGSGKSTLLRAVNGLNP
VVRGKVEVNDGTGMVDVTHADAATLRRIRMHHVAMVFQQFGLLPWRTVRENVGLGLELSGVGRREACERIDDQLSLVGLA
DWGDRRVGELSGGMQQRVGLARAFVTQAPILLMDEPFSALDPLIRAKLQDELLELQQRLKRTILFVSHDLDEAFKLGNHI
SIMEGGRIVQTGAPPEIFRDPKNDYVADFVQHMNPLGVLRARDLMQPATGSPEVTIEADALIRDGMDRLIGATAPVGVVE
DGRLIGQIGKDDVLRGLCRPAA
>OLS45687.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MQFKTRLLTLSVAAFALGAGMAQADTWRYAFEEALDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQEPETLASFFENSKAINEMFPKLYADQGLELLTMFPEGEVAITTKEPFKTPE
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFFIESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFEDLSDEDRQAIRDAADAAFAHIIDYQKGLTEASVEKIREAKPSMTFTTLSEEERQPFRDAASEVEAKFLEMTGDSG
KEILDQMKEDLKTAEDATQS
>OLS45688.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILVLFAIYSWAYAVRNGVPTEPRASWGERLRAVRAALWPLGFPAIIIGGIYGGIFSPTE
AAAACVLYALILETLVFREMGLRDIYRTAKSTGLITAVVFILVAAGAAFSWVISFAQIPQAILSAAGIDQMGQIGVLFAI
SIAFFIGCMFVDPIVVILILVPIFAPVVADVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFPGEAG
>OLS45689.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB26
MFNSILVPYDGSAGAERALRQAVALARLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGHAREVADYAKRLAR
EAGAEGTRAFIKAGPPARTIIRFAREHGNDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>OLS45690.1 hypothetical protein BV509_15950 [Rhodovulum sulfidophilum]AB26
MAGDRAASWQSIRDTIMLRIRDRTYPPGELIPNEADIAAEFGCARATVNRALRDLAEAGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARATGPAPEEVRARLKLPEAEATLYLESLHLADGEAHMFERRWVVLRTVPGIASADLA
AVSPNEWLVREAPYTHGGIACHAEPAGQAAAAALGCAPADPVLVMERQTWLHEAPITYVREHFAQSYRLCLGL
>OLS45691.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB26
MQKVWARHALVMNSWAENVEIAVESGGKIAEVRENVPCPLGATGVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRLSPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADLAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLHEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVLAATGRRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAERASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFAGDDRAVSDVWAAGRHVVRGGRHVRRDEIVAGYAAAMRRLRDGL
>OLS45692.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB26
MTDLTLANATILPLGEDAPRRIERGWLRIEGGRIAALGDGPAPDGGPIEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGASYEDIARAGGGILATVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVADELKMLRAARRLGRERPVR
IVTTWLAAHALPPEYKGRAEAYIDEVAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSLLVAERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>OLS45693.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB26
MQMLTLTPGETTLAQLETLWREEAPARLAGTTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNL
ILSHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLDKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGA
GEAIFEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAE
IHTLRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSD
GSIVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLA
APCSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVAAMGEDR
YLAPDLARAQALIETGSLVAAAGLEMPA
>OLS45694.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB26
MSPVDVTRGDSPVILGLPHTGTHVPEDILARLNDRGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPENESL
YPGQNTTGLVPLTDFDGEPIWDTAPDAAETARRLAAFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYTHVLNGRFKGGWTTRHYGRPETGVHAIQMELTQSCHLTTEAAPFALDPDK
AARLRPHLAAILARIEALAPELAL
>OLS45695.1 CoA transferase [Rhodovulum sulfidophilum]AB26
MKPLEGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKHSVVLDLKAPEGQALA
RQLATGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYAKAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAAEDPRFATDELRTAHEPEIRAMIEAWTGPRPAAEAVAALSAAKVPAAPILTLADQL
GSDHAAARGLVSELPHPRLGKAPVVGQPVRFDGQAPLAEAGAPALGSGTRAVLEGLGLDQDQIAGLVAAGIVREYEDA
>OLS45696.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHAQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPPAAEGRMLGAFGLTEPNAGSDPADMRTRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGYTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>OLS45697.1 urocanate hydratase [Rhodovulum sulfidophilum]AB26
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRAKQETDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGIGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGDRHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGTEEADRRLERVLWNDPATGVMRHADAGYEIAIDCAREHGLTLP
GILK
>OLS45698.1 hypothetical protein BV509_15990 [Rhodovulum sulfidophilum]AB26
MRLIRRSDLTPAPWKNGGGLTWELAAFPEGAGFPDMLWRMSLAEVASDGPFSAFPGIDRTLTVLAGRGMRLDFGGGSVDL
SEDSGPLSFPGEAPVTARLGAGSILDFNVMTRRGRAAHAVIAVSAGVPAPPDTRALIARQKPVAVAGFALAPGEALMSDP
GRDLGGTAGDGPMLAICLRMTP
>OLS45699.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB26
MFSFQTIVENLPTLLGAARYTLLISVLGCAQGLILGALLCAAALSKRTALRRVAGLYVSFFRGVPLLIQLLVAYYLLPVV
GINVPPLAAAVLTVGLCAAAYLSEVLRGSINAIPKGQAEAALAIGMSPGDLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>OLS45700.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB26
MLEMLHRYGPDLLTGFGLTLLTWVLGTVGGLVLGFFLEMARRFGPRFWIGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>OLS45701.1 ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSLEPTATSPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYEA
PGGKRMSGRRLREMRCDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKRAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQHPTDQRLASFLQGYRERNSLDF
>OLS45702.1 cobalamine-related hypothetical metal-binding protein CrdX [Rhodovulum sulfidophilum]AB26
MQPKDLTSNEAFKGFTNTQCPFLPCHPGVEREFNCLFCYCPLIAYECPGPYQVYTDANGLTRKDCSACTLPHDGYRQSWG
FIQRWLEYPQPWSGKPQTDPPMRRPRPQGDGTAD
>OLS45703.1 succinylglutamate desuccinylase [Rhodovulum sulfidophilum]AB26
MTPREGFTLGCATVLPGTRRTVDLPVSVLSDHTPVTMSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPALGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMASRLAHLLVDEVVARCEIGIDLHSAAVHRTNLPQVRVVPD
DPELARLARVFAAPVVLTSEARHGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLSGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVEAGDLLAMVSDPFGEIEAEIRASEPGIIVGRAILPVVNEGNAVFHLAAIAA
ADRAEDRIGTWASEVAAEPLFDEDEIL
>OLS45704.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB26
MAEAVLRPDRDALADLGHRRVLAIALPIVLSNLTVPILGAVDTAVVGQIGAAAPIGAVGVGAVALASVYWVFGFLRMGTT
GLTAQARGAGDAAEVAAMLSRALMIGLVAGLALMALQMPLIAAALGLAPASAEVEHMARQYMAIRIWSAPATIALYGING
WLIGQERTRAVLAIQLWMNGLNFGLDLLFVLALGWGVPGVALATFLAEWSGLALGLWFCRDAFRGTAWRDWARVFDRVRL
RHIAGVNSDILIRSLLLQGIVLSFLFLGAGFGDVSLAANQVLLQFLNITSYALDGFAFAAESLVGQAMGAGSVLALRRSA
VLTSLWGLLSVVVLAAVFAGWGGVLVDLMTTAPEVRAEARVFLPYMVAVPVAGIGAWMLDGIFIGATRTADMRNMMVISA
AIYAAAVALLLPLFGNHGLWLALLLSYVARGVTLGLRYPALEAVVRRRQAA
>OLS45705.1 thioesterase [Rhodovulum sulfidophilum]AB26
MSRAAPEPVQIVKQRRDAALSALVDGLPYARFLGISFDRRGDELTGVLGFHEALIGNPELPALHGGATAAFLEVTAIVGL
SWAMIWDDLERGMLDAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARIFAQATG
HFLMPPRDG
>OLS45706.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MADERLSFKEMCARFDVTPRTLRYYEYIELLSPTKDGRARFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGSEA
QMAALVQMADRQLGVLSEQRDQLDSSIKELRSLRDAASAGKI
>OLS45707.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTDELMTIRQMCDAFEVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAVMERQRLELDDAISELKGQISWGERKLADFDKRKPAAE
>OLS45708.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MPIYTPPTEDMQYLLHDVLKISASDIPGYAELDPDFTGAILGEAGKLAAEVLAPLNATGDAEGCHWDNGVVRTPKGFKDA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMAFNMYQGLSHGAMSAILAHGSDQQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQGDGSYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDEDGN
PGRRNALMCGGLEHKMGIHANATCVMNYDGATGFLVGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPSNPEGPADPILVHPDVRRNLMDQKSFLEGARALTFWGAQMIDRAHRMQDPDAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARITMIYEGTNGVQSLDLVGRKIGQNGGKALMAFFDMVKTFAKEHEADEALKE
GFLDPLKTASKDLQAAAMYFMAEGMKSPANALAGSYDFMHLFGHVCLGLMWSKMAVASQAALAAGHGPRAFHEAKLATGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>OLS45709.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB26
MTVKLYCFGESGNAYKAALTLTLAGIDWTPVYVDFFNGGARSPEFLALNPMGEVPVMVADDLVLSQSGVMQAWVTETTGR
FGGRDAAEAREVLRWMFWDNHKMSGQAGSLRFMMNFLPEEKRPQEAIRWLSGRVTASLQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRRALPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>OLS45710.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB26
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSAVVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQTRAARSWEEDRFARSIVPVKDVNGLTILGRDEYMRPGTDMQTLGALKPSFKDMGEMMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGSAEFGQAHGLKPRARIRATCKIGTDPTIMLTGPVPATQKILTDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPGVVNPCGGAIALGHPLGATGSIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>OLS45711.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MTEFHYATDADGIATITWDVPGKSMNVLSFTGIEELNAHIDSALADEAVKGIVLTSGKKDFAGGMDLNVIARMKQEAGDD
PARGLFEGLMQLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVAEDPVAAARAWVLSEPNIVKPWDEKGYKMPGGAPYHPAGFMT
FVGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPADVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTESYMDKGIKRGKASPEKKAEVLGRITATTDYDAL
KGADLIVEAVFEDPGIKAEVTKKVQAAVGPDCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIKGKATG
GRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYLNEGIRMVAEGVSPALIENAARLVGMPLGPLQLVDETSIDLGVK
IAKATRAAMGEAYPDGAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDVHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAAKAVALCEDLAQRHGDRFAPPALLREMAEAGESFYA
RFGPDAQAA
>OLS45712.1 hypothetical protein BV509_16075 [Rhodovulum sulfidophilum]AB26
MGFRINFHGSRPVPEEAEAADLATQSLAGIACGFSAGTRLATRDGWRPVEALVPGDMVLTFDRGSQPIRSVERGFLWRGP
SACPLPLWPLDVPEGVLDNTQPLMLLPEQTLLIESDLAEEIYGDPFVRLPASILDGVLGIRRTAPLLGSSVPVVSIAFES
PEIVYANGAALVHCPPRKIGETLSIDRLHELHFEALACGVIPTLDDARRIVAALESAQAGAASPPRLPMVQTVPLLDALL
IHAA
>OLS45713.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB26
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRVALVYGQRRYTYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGAVLNTINIRLDANTVSYILDHGGARVLLVDPQFLPLAADALEDMEGERPIIIEVGDDPEGVHDFGD
FPEYEDILAEADPDFDWILPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADQGVTHFGGAPIVMNMLVNAKDEDRRAFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEEWDALPTEERARMKARQGVAMPFMEEVTVLDPKSMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFQGGWFHSGDLAHQHEDGYFEIADRAKDIIISGGENVSSVEVEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHSVDGDALIAFARERLAGFKTPKRVVFQELPKTSTGKIQKFELRKIAKTL
>OLS45714.1 hypothetical protein BV509_16085 [Rhodovulum sulfidophilum]AB26
MTALKKFQRLESPGLWRESPEAQRRDVILSFGDASLVVSDSAERVLTHWSLAALERLNPGQSPALYSPGADSGETLEIDD
DLMVEALETVRRAIGRARPRPGRLRIWIVAGTLAGLAALAAFWLPGALVRQTVAVAPPEVRAEIGQALLARMADAAGTPC
DRPGGQRALDRLAARLLPGTARTVRVLPGGLPRALHLPGGVILLNRALVEDYEDVAAVAGFILAEDARAARSDPLADLLR
AAGPLATFRLLTTGTLPDGALSAYAHHVLVAPEAPLPEADLLARFAAAGLPSTPYALARDVTGESVRGLIRNDPLQGRET
DAPISDGDWLRLQAICGG
>OLS45715.1 hypothetical protein BV509_16090 [Rhodovulum sulfidophilum]AB26
MPYQRYRLAGAAVLALGLGCPGAAPVRAESAPVGAVPLQVLPGYRAVWEDDRLNPLRGRRTDWGDAQMRTIWTERVPQRL
VDPALRPPQAVAPVAVPPAAGSRYIQVGAFTEADAAGDAVADLHRLGLPARQGRVMADGELVTVIFAGPFADRESHGRAQ
SVLRRAGYTPVSPAR
>OLS45716.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MYDHLTVVTHPLVQHKLTLMRDKNTSTAGFRQLLREISQLLAYEITRELEMTTRRIETPLCTMDAPVLEGKKLVLVSILR
AGNGLLDGVLELVPSARVGFVGLYRDETTLEPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVELLKKAGANDIRFMC
LLAAPEGVARMREAHPDVPIVTASIDERLNEQGYIMPGLGDAGDRMFGTR
>OLS45717.1 adenosine deaminase [Rhodovulum sulfidophilum]AB26
MTDLPKIELHHHLEGAAPPALIRDLARAHNLDISRIFDADGAYFYADFLQFLDIYEAACSTLKTPEDYARLTAAVLEETA
AEGVIYLETFLSPDFCGGCDLSAWVEHLEAIREAAERAEGDGILLRATVTCIRHLGPDRAREAARCAAETAGDFVVGFGM
AGDESRGRLRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALSDLRVDRIGHGVRAIEDPGLVEHLAETGTVLEVCPGS
NVALGLYPSLAAHPIDRLRRAGVKLTVSTDDPPFFHTTMRREYARLAETFGWEDSDFAAMNRVALDAAFCDAETRAKLKT
RLEAADV
>OLS45718.1 phosphopentomutase [Rhodovulum sulfidophilum]AB26
MSRAFLVVMDSVGCGGAPDADGFFNEDRPDTGANTLVHIAQACAEGRADTGRSGPLKLHNLDNLGLGAASRLASGRTAPG
LGAAPQGLWGAATEVSRGKDTPSGHWELAGVPVPWDWTYFSRELPAFPEDLLAEIRQIAGTDGTLGNCHASGTEIVERLG
AEHLRTGWPILYTSADSVFQIAAHEEAFGLDRLYALCAGIAPRLHAMRIGRVIARPFTGSAETGFVRTPRRHDYAMTPPA
PTLCDWVQGAGRRVQAIGKIGDIFSMRGIDEVRTGPDAELMAHWADLMDEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPPVLARMRPGDLVLITADHGNDPTWTGTDHTRERVPVIGAGVGPRAAGLCAFADIGASVAAHLGVPSQGPGR
SFL
>OLS45719.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB26
MDARSIIARVRDDEALTDADLLWFAEGLATGAVTDAQAGAFAMAVLLNGLTAPERVGLTRAMRDSGKVLDWDLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRSEVSVADLRAITAQVGCAIVGASGDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMEEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLADDAADGALRIANALESGEAALKFGEMVAELGGPA
DFVERWPDRLPAAPVLCEITAPEGGIVQAIDGEALGLAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIVHA
ASDTDADAVAARVRAAFRLGDTAPEIPPLVQRRVLR
>OLS45720.1 cytidine deaminase [Rhodovulum sulfidophilum]AB26
MPLLTAARAVRENAYAPYSNFKVGAAILGADGQVYTGCNVENAAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAGPEVRVTLATTGGATRVATLADLLPGAFTPAHMDN
>OLS45721.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB26
MSYAEVYERWKADPNGFWMEAAEAIDWVEKPSKALFDENAPHYEWFSDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLEPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEYVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKIGSPSVPMPGYDVHILDEGGHEVGANTLGAIAIKLPLPPGTLPTLWNAPERFEKSYLSHFPGYYETGDAG
YKDEDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPDVAECAVIGVADELKGQLPMGFVCLNAGCGRDHGEIVRECVR
LVRDQIGPVAAFKLACVVDRLPKTRSGKILRGTMAKIADGLDFKMPATIDDPAILDEIADAVKRLGYPQAA
>OLS45722.1 hypothetical protein BV509_16125 [Rhodovulum sulfidophilum]AB26
MLGHDMRAAISDILGGLALAELGPLDADSRLQLKRVQSAAEQLARLTDETVALMSGDEVDRAEVPVHTQLHPFLDRIASR
WRAHADEHGLTFALDADGDLPGIVGTDPAALERILANVIGNAMKYSQAGTVRLRVHMGPQESLCLRVRDAGPGFSEAALA
RLFEFAGRPVESSRPGTGLGLHIVRDLARRVRGQLQVVNLADGGAEVSVILPRGAWAPGVHAPGDLHDLPDLSRCDVLLA
EDNPTNQLLMRQMLETLGARCTLVKDGQAAAELLAARRFDIALIDIEMPRLSGIDVIRRLRTSEGDGPGTAVLAVTAFVL
SANRDQIYAAGADGILAKPILSLDSFGEAILRVLRKRPCGCMLVPSHDVTPFDALHLDRLLALAGPEDGRELLTRMRDDL
ETVRAGLTEALAQGDRAKLRSQTHVLISLAGAVGNGALQAMAENLNAAARLPDEAEIARLCPGTITSIDDLCTALRAEFD
SRYSKAGA
>OLS45723.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSVPPLLMIEDTPSLQMIYETVLRNAGYKVVSASTAEEGLAAFRELKPPVVLLDLMLPDRPGQELLQEFLSLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERGAVREPPTPAPPVRTTPEPPTGFVGSSPQMVAVYDRIA
SVGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPLNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGT
LFLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRDRG
EDVVEIAQAALEKLSAEEERSFDRLAPDVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEVTLDMLPIALQQERGRLAGP
GFSPQPTTGSTTPPVQVEDLIGRTLAEIEQVVIEGTIAREGGSLPRAAKVLDVSPSTLYRKREAWARKDQVG
>OLS45724.1 NAD kinase [Rhodovulum sulfidophilum]AB26
MAGRTRIAFLASETASAEGALDRLTARYGQTAPEAAEVIVALGGDGFMLQTLHATQTHDLPVYGMNCGTIGFLMNEFQED
CLIERLEAAAEEILNPLRLRATRPDGAVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGPILPIGSDVLALTAVAPYRPRRWRGALLPKRATVKIEVLQPAKRPVMAEGDSRGAGVVSMVEIRSESAIAHRILFD
PGHGLEERLIREQFL
>OLS45725.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB26
MNAHHQDSGFFQDDLATRDPEIAKAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGKRYYGGCQFVDI
AETLAIERACKLFDVAFANVQPNSGSQANQGVFTALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNAVQYGVRESDLE
IDYDQIAALANEHKPKLIIAGGSAIPRIIDFRRFREIADSVGAYLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPEFKTYQDQVIKNAKALGAALVEGGLSLVTNGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDTEKPTITSGIRLGSPAGTTRGFGEEEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVATLCARFPIYPAL
>OLS45726.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MTLKLGVPSKGRLMEKTFDWFAERGIAIARTGSEREYSGAVEGVEGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLALEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRSADYSDADRVNLRDLLDRLGLGG
>OLS45727.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB26
MQDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGDSPAKADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSTTDKR
KAALRRHVWRPRRFRALLERFAGRTPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVADRLHALVQDAAEPPVST
GETELLEDLLSIRETSVHALAHLRDIAVDLKTIGPAVDRMQARLDALAGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
ERKPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>OLS45728.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MAKDKKPRRPRAETPKGFRDYFGIDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAATVAADAEVCAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAEGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQDVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>OLS45729.1 hypothetical protein BV509_16160 [Rhodovulum sulfidophilum]AB26
MDRELTALETRLTRLGTEVEGLTRAIDRQAKEIAGFQRLVAGTLARSAARDRADAGSERQPAQVAR
>OLS45730.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB26
MATPRFIHLRLHTEYSLLEGAVRVKKLPDLCKAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLAYDPAAPG
ERPRAPAPVVLLAQDEAGYGNLMKLNSCLYLGKSGELPQVTPDQLIDHAEGLICLTGGPDGPVGRLIREGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERGHVEMAYAMDLPLVATNDVYFPKSEMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EEYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKDHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQEKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSIAQALT
DEPRLREAAKAEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVIRNAIDLILGSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYATAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKHGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKATEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSLPTFDVQEGRLVYALGALKNVGIEAMKLIVEARDGRPFGSLFEFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVAYSAAIHEQRASAQVSLFGEAGEDLPEPRLAPVTDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTRAEVEEKTKAGPALVQMAGAVAGRQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDSLEPGMNVVIQVEANLENEQLKLLGRSVKPVDAVVADAGATGLKVVVETEAAVEAVAALLDRARAESGPRAR
GPIEFCLIAPDLPGEVRMALNDRYPVNPQIKGALRSLPGVATVEEV
>OLS45731.1 glyoxalase [Rhodovulum sulfidophilum]AB26
MYPHALHHVQLAMPEGREEEARAFYGGLLGLEEEQKPEALEARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEPV
>OLS45732.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB26
MDIAFLLNGERVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDADGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQEALIDHHGSQCGFCTPGFAVSMATAHKTGETDLDSALAGNLCRCTGYAPILRAAEAARHAPVPDWIE
DDASFFLAEIPSGGADPQDRRGADSPPAFRPATVDALANWYDAHPDATLIAGATDVGLWVTKGLRDLGPVAFLSCCEDLK
RIETTETEIRIGAGVTIARLLDLMRAHHPQFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRKGDT
RRALPLEDFFLEYRKQDRAPGEFVEAVTVPRQPDSLRCYKLSKRRDQDISAVLGCFNLTLRDGRIESARIAFGGMAGIPK
SAGEVEAALIGRPFTEATLEAALPAFATDFQPMSDMRASAGYRLQAARNMLMRLWHESRNEPADIAEVAP
>OLS45733.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB26
MSVTHPLPHDAARLHVTGEARYLDDIPAPAGTLHLAFGLSDIAHGRVLAMDLAPVRATPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIADSHLAARKAARRADLTSEDRPAILTIDQALAANSRFEDGPRIWERGDAAAAIAGAAH
RVEGVIEIGGQEHFYLEGQAALALPQEGGDMVVHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGTDGEGRLEGVEFVQYTRCGWAQDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHVLGRDPLEVRRINYYDSAPAGAEAGGLSAPRRSSGSA
PPEGISAKKKTTTPYGMEVEDFILHEMTAALAERADYAARRAAVAEWNARHAVLKKGIALTPVKFGISFTLSHLNQAGAL
VHVYQDGSVHLNHGGTEMGQGLFQKVAQVAASAFGLPVGAVKITATDTGKVPNTSATAASSGSDMNGMAVKAACDEIRGR
IAAHLAELHQTEPAEVHFADGRVFAGGNEMSFATAAKSAYEGRVSLSATGFYRTPGLSWDRIAGTGQPFFYFAYGAAASE
VVIDTLTGENRILRTDILHDAGASLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPGIFNV
ALWDAPNPAETIYRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERILAAIDRVRA
>OLS45734.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB26
MSLDRDALARAVAAEGRVVRVAVAEIRGSAPREAGTAMLVWAEGQSGTIGGGALEFEAAAGARRLLRDRGSARVARVALG
PGLGQCCGGAVTLVSEVFDAEAVAALTGEVHARRVEGDGPMPLPVRRALAGVRGGLGAPPVLLKEGWFLEPVAPPARALW
IWGAGHVGRALVGVLAPLPGLAITWVDTAAGRFPDVLPDGVVPRAAPDPAALVPEAPTEAHHLILTYSHALDLALCHALL
VRGFGSAGLIGSDSKWARFRARLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVDRIAARDIAG
>OLS45735.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MTALLKVEGLTKAYPGVVANDHVSFEIAEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPPEPSAARRAG
VAMVFQHFSLFDALSVAENIALGMETPPPMRRLAGQIREVSETYGLPLNPDRLVGDLSAGERQRVEIIRCLLQDPRVLIM
DEPTSVLTPQEVDILFATLRKLAAEGTAILYISHKLEEIRALCDRATILRLGRVVESCTPHEKTAAELAEMMVGAKLATP
SRAGSAPGAPVLEVSGLSLPSANPFGTSLRDITFTVRAGEILGIGGVAGNGQDELLDAISGEAPVAPDTVRLHGQAIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLATRGFLKWPAARAFAEKVIDAFDVRTPGPGNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAEAGTAVVVISQDLDELMEISDRFAALNEGRLSAPRP
AKGLSLEEIGLMMGGAHGMEVAHVAE
>OLS45736.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB26
MIRLEKRPSPSRAWTAATPVLAVALTMVAGGVLFAMLGKDPVAAIRIIFWDPLFNEQFASYSRPQLLVKAGPLILIAIGL
SLGFRAGIWNIGAEGQYIIGALAGAGVALAFYPLEAWFVFPLMVIAGGLGGWAWAMIPAILKTRFRTNEILVSLLLVYVA
EQILAAMALGTMRNPEGGGFPGSRNLQQYPAAANTELIANSGMHWGVVAAFVAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNGLVLFCLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLNPVGILLAGLLMALTYIGGELA
QFMLNLPAAAIQAFQGMLLFFLLGLDVLTNYRLRWGKREIA
>OLS45737.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDLSAIDPVILIASLMVASTPILLAATGELIVEKSGVLNLGVEGMMITGAICGFAASVQTGSPALGFLAAMIGGAALSMI
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQGYAGMKPPPTRPLDLGVLSDLPVIGKIVFSHDAMVYVSLALVALVWAF
LRYTRAGLILRAVGESHEAAHALGYKVVRIRLMAIGFGGAMAGLGGAYLSLIRVPQWTEGMTAGAGWIALALVVFASWRP
WRLLLGAYLFGGITVLQLNLQAAGVAVPAEFLSATPYLVTILVLVLMSADRSRAALHAPADLGKTFHASS
>OLS45738.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKRRTFLATSALALGLAGTAFAQDKVKVGFIYVGPVNDGGWSQHHHESAMVMKEHFGDAIDLVEQESVPEGADTERALTQ
MALSGCDIVFATSFGFMDPTINVAKKFPKVKFEHATGYKRAENVSTYSARFYEGRAVQGLLAGRMTQSNVIGYIGSFPIP
EVIRGIDSAFIHARKVNPDVQFKVVWANTWFDPAKEADAATALINQGADVILQHTDSTAPHAAAEKAGNVYTFGQAADMA
EYAPKPRISSIIDNWAPYYIERVQAVIDGTWESTDTWGGIASGMVKIGEISDAVPAEIRDEALALEESISSGAYHPFTGP
LNKQDGSVWLAEGEVADDGTLAGLNFYVEGLSGEVPK
>OLS45739.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB26
MDTDFIVIGGGIAGVSVGARLAPLGRVTLLETEKALGYHASGRSAALFDECLGAPAIVALNRAGHSYHKTADGGVLSPRG
LMVVGRAEDGAAFEADRRHMALRTLTPDEAQEIVPILDPARIAFAGITDRAWDIDTDRLLQGFARQIRSQGGRIETGRKV
TAIVRVETGWQVTAGGETVEGRILVNAAGAWVDDVARMAGLAPLGFTPMRRSMAQLPAPAGQDPRRWPMILGAGERWYCK
PEAGKLLVSPADEDPMAPHDAFADDMVLAEGLARYEEMVTAAVTRVETSWAGLRTFAPDRLLVIGFDPRDPAFFWHAGQG
GVGMQTSPAASELAADILGGRASELRRMLEASFSPARFC
>OLS45740.1 methyltransferase [Rhodovulum sulfidophilum]AB26
MPRRLDLPDSASVATPGMGGRLSAPSALRNADAICAVLETLAPPRGRVLELASGTGEHAVRFAARLPGLIWQPTEIDPAR
RASIDAWAAEAALPNLRPAIALDACQPGWGATHAGQDLIFVSNILHLVSAAEAETLIAEAARALAPKGVLAIYGPFLRET
GFASPGDAAFHASLTAQDARIGYKPVATVTGWGVAAGLLPEAQISMPANNLTIIFRLPL
>OLS45741.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB26
MDWTAKRDGTKDQLRRLNKAIPEQTKAFGALGKAVKEGGELDFKTKEFIALGIAVTQRCQACIVLHMEALVRVGASREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDQLTEEKAAAAE
>OLS45742.1 hypothetical protein BV509_16225 [Rhodovulum sulfidophilum]AB26
MRRPIRSALALSGFALALAAGSAGADTQRAPILYEKWDADRSGTINRHELQSQARHIFAAFDTNGDGHLDATEAAAFDRA
RGPLAYFRGEEAYERKVVVTGQRLMRNDLDGNGRIELSEFRMAANEWLAMHDRDGDGRLTLWDVSAR
>OLS45743.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB26
MKTHVKALVVGGGAVGTSIAYHLARAGWDTLLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIKFYKTLEAETGLN
PGFSVVGNLRMAQTQARMDEYRLYATTAETCGVPYEWLSPAQLKERWPLMRCDDLIGAIYHPTDGYINPADVTQAMAKGA
RQLGAVIERKWQVDAYDWTGSEWRVTVTKMAEKGGNLVPTEEQTVITAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPELVAWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDFNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGHYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WQYAEAEARAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNRLPKVGRVNLTYALSVAGTVRTEYTIVRQAEEVYYLV
SAGAWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKDFHGKAAMEAKGLRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGWSVAFGKSIGMGYVLPELAVPGTRLS
VRMFDALWTAEVVEDSPHDPTNARIRADG
>OLS45744.1 hypothetical protein BV509_16235 [Rhodovulum sulfidophilum]AB26
MTAARAKDARTVTLFLLAIAAYFAAQIGLRLWLGGSFEGDEAEMVVLSRDWHFAYGSQPPLYNWYQTVFFDLFGVNTLGL
VLAKNLLLFGTYATAFLALRPIAGTRPAMAGALALGLIPNLAWWCQRTGSHSIALAFTTVLTVAAFLWLLRRPGTRGFVL
FGLAVGLGGLAKPNFWIVPPALILAGLSMAALRPLLWDRRLWLTAAVALAVAILPYAAMLADPLAAFSDLWEFRTGAGGP
AQAMWPAGLAYLGQSTLLELVPMLLAVGLALGLGGAAARRSLRTPPEAQLLLRAALIGLALTAVGVVATDTGFVRSRWLM
PLFILGLPPLAMTVFGNAPARVWRNFLRAMAGLALLILAAIADTRLRGAGSDSLRVDLLAETLAETLPDRPVLLGPHYYT
GNLLLHLPDWAAFPPFPTRQLAEPEGRVLVVVDRKGVPGILGLLQEQGYPGESLPEPVLTREVQVPYRFDEGTPREIVVT
LFDFGATLR
>OLS45745.1 hypothetical protein BV509_16240 [Rhodovulum sulfidophilum]AB26
MSGTGGRTATAIFLFAISAYFAVQVVLRLTLGGAFETDEAEMLVMTPGFQLGYGPQLPLYNWLQLGLFELLGRSLLALSL
LKNGLLWLTYLLVFLGFRLWLPAGVAALGALSLLFVPDIAWEAQRATTHSNMLISVSAATLAAFLWAMRGGSWPAWVALG
IAVGLGGLSKYNFFLVPVGLLTAALTLAPFRARILTRRALVVPAIAAAILAAPYGWMVQNRDLAFSSVGKLRLETDSARA
VLPDGLAMLPGGMLSLLALPLLVAAVAWAFGRRRAEPDPVGPLPALLLRAGAVVAVLMALGVWLAQAGTVTARWLLPLAF
LAAPGLFLALAPRIGPVARRGIFAAAAVFAVLVCAGLTYDRFKEGARRDVDFTGLPARLAGIEGAEGVPVIAEFYTAGNL
AAAEPDRRIAPYLPFAAHRFAGGPVLFLMRETVPRDLAAGLAQAGWPPGTEPEVLEEGGFTLPYRRSGAEMPFRYVLART
PAVP
>OLS45746.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB26
MPAQRLSVVVTRRLPEAVETRMKELFDVELNEADVKLTREQLVDAMRRADVLVPCVTDVIDQSMLAQAGDRLKLIANYGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTLALMLAATRRIPEGLHVMQAGDWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEAEFEATYWDSLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKKDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELPNVVLLPHMGSATIEGRSEMGEKVIINIKTFADGHRPP
DLVVPSML
>OLS45747.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB26
MRARLRERASLAISLLFLIGVLTSTGPVLAEERGRVTNLPLPRYVSLKAAEGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWVHYSLLSGVRTVIVDQDMLPLLRAPRPESEVLAKAEAGVIARLGECSIDWCRISADGAAGWVPK
AAIWGVDADEIRE
>OLS45748.1 cation-efflux pump [Rhodovulum sulfidophilum]AB26
MPKISRLNLSAGVASVATAITLVALKLWALGQTGALSIAASLADSALDLMVSLGALTAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLEADPEPLSQEGPGIVVMALSITLTAMLVLYQRWVARRTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLVRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALAKACTGVRGFHDLKTRR
SGPRLFVNLHIELDGAQSLNDAHAIGARLKHAILAEFPVADVIIHFDPVR
>OLS45749.1 deoxyuridine 5'-triphosphate nucleotidohydrolase [Rhodovulum sulfidophilum]AB26
MSPRLQIVWEDWADRSLPLPAYQTPGSAGADIRANLPPEDREAGLTLAPMERRIVPTGFRMAFPAGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPYTIRHGDRIAQMIVAPVVQAAFEVVEALDETVRGEGGFGSTGRG
>OLS45750.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase [Rhodovulum sulfidophilum]AB26
MVSGKRILLIVAGGIAAYKTLDLIRRLRERGAAVTPVMTQAAERFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRS
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDTPVLVAPAMNVRMWTHPATRRNLTALQSDGIRVVGPNEGGMACGEY
GPGRMADVPEILAAIEAALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALMALGAQVVFVTGPASVPP
PEGVDLVRVETAREMLAAVEAALPADAAVCAAAVADWHVANAADRKMKKDGSGRAPVLDFAENPDILARIARRAEDRPRL
VVGFAAETHDVVAHAEAKRARKGCDWIVANDVSPATGIMGGAENEVTLITASGAETWPRLSKDEVAQRLARRIAEALA
>OLS45751.1 hypothetical protein BV509_16275 [Rhodovulum sulfidophilum]AB26
MRHVARIAALAVALTAHAVGAEEIGPAAFSSLPAADVVVLGETHDNPDQHANQAAAVKALAPRALVFEMLTPEQAAKVTP
GLRLDGVALGQALGWEASGWPDFAMYFPIFSAAPEARIYGAALPRDEVRRAVTDGAAAVFGADAATYGLTDPLPEAEGEQ
RINDQREAHCNALPEHLLPGMVEAQRLRDAALARAARQALDDTGGPVAVIAGNGHARTDWGLPAAFARVAEGARLISVGQ
LEGAATGTPPYDYWLVTGAADRGDPCAALTGG
>OLS45752.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB26
MAFDGFDANTLSRQAMKAELLDAETELKLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLQDVEMMEGRLSGSDFSLNASQSTDEEGREWIETIEDDSAQAAELVEEGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVLHFLA
>OLS45753.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB26
MTYTLFIGDRTYSSWSLRGWLMLEKFGLPHRIVEVGLYTGTMRRDLAPAAPAHLVPALLTPEGEPLGDTMAIAETLAERH
PGAGLWPEDAAARMRARWLAAEMHSGFAALRSRCPMVLSHSYDGFLAPPEVLAELDRLQAIWAEAHARFGAGGPWLFGRY
SLADAFYAPVAARIAAYGLPVGDAAANYVAQHLADPAFRRWRAEGLTVGYEPEPYAMDLPRLPWPGPEPVAARAVASGPS
VNAACPFSGKPPTHFLKTQGVVIGFCNARCRDKAANDPEAFPEVSAIYHSVTKQA
>OLS45754.1 AAA family ATPase [Rhodovulum sulfidophilum]AB26
MVARAYTVAFDGIEAQIVEVQCAVAPGLPAFSVVGLPDKAVSEARDRLRAALAAMGVALPSKRITVNLSPADLPKVGSHF
DLPIAVALLAALEVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEADRALLCPRACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEVQPDAPTPDLAEVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPSLLPPLSPTE
ALETSMIHSLAGLLDEGGISRQRPFRDPHHTASVAAIVGGGRGAGPGEISLAHNGVLFMDEFPEFPRQVLDTLRQPIETG
EVVIARANAHTRYPCRFLLVAAANPCKCGYLADPSRACARVPQCGADYLGRISGPLMDRFDLRVEVPPVAFRDLDLPASG
ESSAAVAARVAAARARQTARFEAHPRVRVNAEAEGALLDQIATPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GAQQVARPHVAEAVGFRLAVGDS
>OLS45755.1 hypothetical protein BV509_16295 [Rhodovulum sulfidophilum]AB26
MTDRHGLMTDTPTPLSSRFGWPLLSNRKPDVELGKVRDHPLSDALNLPLLSERQGSSTKLMTDMPTPFSSRFGWPLLSGR
RSDLKLMTDNPTPFSAALGLPLLSASETDTGAAPKTGGARNMSWRTGQGSGSDGPVAKFIRQVITGEVQK
>OLS45756.1 glutathione synthase [Rhodovulum sulfidophilum]AB26
MPFKVAIQMDPIGAVNIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGPEQEVDLGA
YDVVWLRQDPPFDMGYITTTHLLEHLTPATLVVNDPFWVRNFPEKLLVLRFPELIPPTVIARDLTTLRAFKDLHGDIILK
PLYGNGGAGIFRLDPDDRNLASLHELFSGMSREPLIAQKFLPAVRKGDKRVILVDGAPVGAINRVPAEGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGDHLTEINVTSPTGIQELERFDKVNIAARIWDAIESKRA
>OLS45757.1 hypothetical protein BV509_16305 [Rhodovulum sulfidophilum]AB26
MSGTVSYHSGYSAEDCVARGYERRGMAIAARRWRGGAGEIDLIARDGDGLVFVEVKASRSFARAAERVTRRQMVRVMTAA
QEFLAGEPKGQLTDIRFDVALVNGIGEVDILENAFCA
>OLS45758.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB26
MEILRDPLPAGLYFVATPIGAARDITLKALDILASADVLAAEDTRTARHLMQIHGIALGDRPLIAYHDHSAPSVRDGLVG
MAASGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPAQAGARARMLEDL
ALVSATLVFYESPRRISRLLEEMVVSLGPDREAAVCRELTKRFEEISRGTLADLAQTFAEREVKGEIVLLVGRAAPRQAK
AEDLEAALDEALARLSVKDAVAEVASALDLPRRQVYRAALDREGKA
>OLS45759.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB26
MIAVFRACRKRSAPALTSALAPVLGLAALALVAACQPSGLGGGPSINSSKPVPVALLVPHGSGTPGDEVVARSLENAARL
AISDLKGVQIDLRVYNTGGNPDIAAKVAAEAASDGAKIILGPLYAQSANAAGLAVARRGINVLSFSNNTQIAGGNVFVLG
PTFENTADRLARYAVAQGRSPVMIVHDPDVAGEAGRAAIASAVARSGGTVAATGSYELSQNGVVQAVPVLARKARDSGAS
AVFFTASTAGALPLLAQLLPENRVDPAQIKFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYMAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALTVSGLTQPSGFVGVNGVFRLRSDGTNERALAVAEIRDNQVTVIDPAPRSFGGAGF
>OLS45760.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB26
MTPLQEVSAAQASSPSRSRRADPAPDSLICPASDIFDMAAFEAELTRLTAEGIDPKALRGAVVQYLTEARQKGREVIAAG
FAERPFDAGPTVRAYTWLTDCLLRATMRVSCEILHPRPNPTEGERLAVFSVGGYGRGEMAPHSDVDLLFLTPYKLTAWAE
SVIESMLYMLWDLRLKVGHASRTVKDCVRLGREDYTIRTALLENRFLGGYEPLDKALNTALWDDLFKGTAAEFIEAKLAE
RSERLRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTSDEFTGFVEAERFLWAVRCHLHLIA
DRAIDQLTFDMQVEVAARMGYADHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDEVRADPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCISTLAQIERGELVEELPIASRILKDGVNRRILYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLKAEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVTALEGGLEDINRERREAESKRALREALAGWDAKELRLETGRHYGPYWQGLPSGT
HVVMANLLRGISNDEIRIDLAEDADRDATRVCFALSDHPGIFSRLAGALALVGANVVDARTYTTKDGYATAAFWVQDADG
SPYDSSRLSRLSQMIEKTLMGEVRPREKLADRDKVKKRERGFKFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRIFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYSKSRQDSLERKLREAIEKGTERAYN
>OLS45761.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB26
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFVPLFSKKLERDEG
ALDFARDAFTGLATILIGFTLLAQLAMPALVLAMAGGFAADERFDLAVVFGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNVLLVGAMLLAAAMGWQVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTLRRPRLTPELKRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTTGGRDAFNRAGEFALALTVPA
AVALATIPGPIVGVLFRRGAFDQADVAATALAVAVYGAGLPAFVIQKVLQPLFFAREDTRRPFYYALGALAVNAGVAIGL
APVFGYIAAAWGTTLAGWAMVALLWHGSRRYGAAAAIDARLRRRAWRIVLASGLMGALLWGAARAAQPWLAEGGLRYPAL
AGLVALGIVSYFGLGHALGAFRLSEFRRAMRRQR
>OLS45762.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB26
MQSDPNAPPINPLPAVVWLLTLPVIAMEAVLSLGESGLAGGPGAVGWRMEAIRDYGFSGQVFDWMLKIGQFPADQMMRFV
TYPFIHGSVTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGAATYGLLIDSPVPLIGGYPGVYGLIGAFTFLMWV
RLAGTGATQYRAFTLIGVLLGIQLLFSLLFGGSMDWVADLAGFCTGFVLSFLVSPGGWSRVRAKIRHR
>OLS45763.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB26
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDRGDMPTIYCIVDMHAITVWQDPEKLNRATRELTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGVDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADAIAKKIKKAKTDPEPLPET
LEGLDGRPEARNLVNIYAALSGKTAAEVVAEYAGQPFGSFKPALADLAVDRLSPISTEMSRLMQDPAEIDRILAHGAEQA
NAIAEPIVRRAYQIVGMVGA
>OLS45764.1 hypothetical protein BV509_16340 [Rhodovulum sulfidophilum]AB26
MARRQGRAKPGPGVQADMVVIAASGTKRRAGPVALLQLEPRQARTEGNAKVQIGHLQMDMADASFCDMGHLR
>OLS45765.1 branched chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB26
MATGTNIRTYYNGTWHRGDIPVMCAADHGSWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTIGGGEMAEIVW
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYTVHETVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYEHGPLTAKVRELYWDWAHSAA
>OLS45766.1 universal stress protein [Rhodovulum sulfidophilum]AB26
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHFEVFAKWMRDRQGIDP
ELVIREGEAVPEILAQIREDSEIGVLVLGAGTDSKGPGPLVTQLTRGAGSLPIPVTIVPGGLSKERLEAVC
>OLS45767.1 NifU family protein [Rhodovulum sulfidophilum]AB26
MFIQTESTPNPATLKFLPGQAVLEAGTADFPSAETSGTSPLAARIFGVEGVRGVFFGTDFVTVTKAETVDWDHIKPAILG
AIMEHFQSGQPVMTGENAEAGHAEHDGPDGDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>OLS45768.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB26
MGRALAPILGFDTSGPYCAAALLRDGGVVLSRHRNMARGQAEALMPLLGEMLAEAGLGWSDLGGIGVGVGPGNFTGIRVS
VAAARGLALASGVPAVGVSMFEVLRRTQPDPPPDLLSLEAPRGLAYVQPRSGGVPGPARMIAPDTPGEAATLDAAGARHV
TGFAARQIGTALGIGWTEAAPAEIAPRIARAAAEILATGALPMRPAPLYVRPADAAPPADPPPVILP
>OLS45769.1 ribosomal-protein-alanine acetyltransferase [Rhodovulum sulfidophilum]AB26
MPDASRALSSGALADLHARCFTTPRPWNAAEFDDLLATPGTFLCGDARGFSMGRVAVGEAELLTIAVAPECRRTGLGRAR
LDAFEAGARARGAQEAFLEVAVDNAAACALYTGAGFVLAGRRPRYYGTPDGRRIDALVMRKALPANS
>OLS45770.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTNTQKVLGAAAVLALAGGTALADPALIYDLGGKYDKSFNEAAFTGAERWKAETGGTYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKSVLEEVAADYPDTKFEIIDDLVDAPNVRSIVFSEHEGSYLVGMMAAMASKSNTVGFVGGMDIPLIRKF
ACGYAQGAKAVDPETTVLQNMTGTTAEAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKGVDVAVYNAFKAGDALETGMFRLGLAEDGVGYAMDDNNKDLVTPDMIDAVEAAKARIISGEIEVHDY
MSDNTCPVK
>OLS45771.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MAADAGTGTSSAPAIELRCISKAFGPVRANRDISLVVRRGTIHGIVGENGAGKSTLMSILYGFYKADAGEILIGGRPVQI
GDSQDAIRAGIGMVFQHFKLVEPFTVLENVILGTEDGALLNPSLAKARGTLRQLAADYELEVDPDARIEDLGVGMRQRVE
ILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLRTADTSPA
ELAELMVGRKVLLRIDKSPAQPGRRVLEIEKLCVTDAQGIARLSDVSLSVRAGEILGIAGVAGNGQSHLLEVLGGMRPAT
GHVRIDGKELDLSGPGCDGRSRRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHSDPALQSAPGLMDNARIRSRAGDQMA
RFDVRPPNPDLAAQSFSGGNQQKLVLAREIERNPDLLLVGQPTRGVDIGAIEFIHRRILELRDAGKAVLLVSVELDEILG
LSDRIAVMCGGRIMGERLASDTDETELGLMMAGMKGKAA
>OLS45772.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSAMPKWADLVLIPLISLIVAALLSALVILGIGEDPVAAVKMMVTGALGSTYAWGYTLYYATNFIFTGLAVSVAFHARLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPVAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPTGSMDPSTARFADGTHLPTLHDLLAPLGIAFSKAAPANISFLLALAACVAVWMLIWRSRLGYEIRALGHSEPAAI
YAGIRPARTVMWAMLISGALAGLMAVNTVMGEAERLVLNSVEGAGFIGIAVALMGRNHPAGVFLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFLSLRKGRA
>OLS45773.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFCSAATAAVTGSVWLGLLAGIGGSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPSLLGGARFEAIALPFAETLRPVPVLGPVYAELISGHTLLV
YVAALLVPASWWVLYRTRFGLRLRAVGENPEAVDTAGVSVQATRYAAVAICGLLCGLAGAYLATALQAGFSRDMTAGRGY
IALAALIFAKWRPWQALGATLLFGLLQAIALRYQNIELGGVGLPVQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
R
>OLS45774.1 permease [Rhodovulum sulfidophilum]AB26
MQIYLPIAEVSVNAFVLLGLGGIVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGTVLLAGGMCGAVLGVWIFNLMRGIGQVDLLVKLCYVVFLGVIGALMFVESLAAINRTRKGVVRKRKQRTWFDALPFK
MKFRTSGLYLSAIPPLIAGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLRMKAEQLRIWLAILVLAVCGKLALDLLIEPAELYSIAERVR
>OLS45775.1 hypothetical protein BV509_16395 [Rhodovulum sulfidophilum]AB26
MAWRLIVVLLLAALPARAEQVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPAGPPLEVVVTVAGPSAPATVRKKDRR
VGIWVNTESVRIAAAPSFYAVATTAPLDQALSQTEDLRHKVSIPRAIRSVGVTEEAPEAQSFIDALIRIRSETGLYQELP
GAVELDEQTLFRTSIALPSNLTEGDYATRIFLTRGGDVVDAFETTIGVHKVGLERWTYLLAHEHPLAYAILSLGIAIAAG
WGASAAFRMMKS
>OLS45776.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MTARTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDQIAAGHEGALPLPADVTDAREVDAAFDAFMAWAGRLDVL
FNNAGTFGPSGSIDDIDPAAWAQVLAVNVGGMFLAARAAFARMRAQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTDRARAEGRPVQPTMDVAHAARSVLHMADLPPEANVQFMTVMATTMPY
IGRG
>OLS45777.1 ATPase [Rhodovulum sulfidophilum]AB26
MTVPALRFSEDQAEAHDRVAGMLRGFGVDLDDATLCARSEGKTGVLAVTGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
GKRRQNRRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGEGDRPEIEGLTEAALDRAQAFYAAV
PSVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVLFGDPAQLAPVNQSGKMVFDRLAGP
QTLELQRIHRQQDDNPILDLAHALADPEVDFERFERMVEQAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLINAFR
QAQGAPEDALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVVGAEDPRLSVASIVKIELP
DEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAAARAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPTRALTADDLVAAPAPLTLTAEEARP
>OLS45778.1 autoinducer synthase [Rhodovulum sulfidophilum]AB26
MLRYIYGVDLHKFPLLRDTMFRDRALQFHDRLGWAVSVNDRGEERDQYDALNPLYVIWEQPDGRHGGSMRFLPTTGRTMV
NEHFLHATGGARIESPLIWECTRFCLAPDADREVSAGLVLGAGEVMAQFAVEHFVAVFDPRMERIYRLMGVEPNVIGTSG
EGRDRIGVGLWEMQEAAWPRTLARLGIGRETSLDWFRASFSAPTPVQRELAVA
>OLS45779.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB26
MALDQNPGIAPYEAPEKELYEIGEMPPLGYVPPKMYAWAIRRDRHGEPDKSFQVEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHKAPYHIAGSDASGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLERPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISEESKRDFVMDLGAKGVINRKDFKCWGQLPKVNTPEYKEWFGEVRKFGKAIWDITGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMVQRRIDPCMSEVFPWNEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLDAGPAA
>OLS45780.1 hypothetical protein BV509_16425 [Rhodovulum sulfidophilum]AB26
MSVRSPFSPVLAVAVAASVASPAFALDRHVRIVNNTGFALVEFYGSNTGASSWEEDILGPDILYSGQSVMINFHDGSGYC
LFDFRAVFEDGDELVEPRVNVCEIGTFTYN
>OLS45781.1 protein meaA [Rhodovulum sulfidophilum]AB26
MPNDTQTPVRDRPWLFRTYAGHSTAAASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMR
TLFDRIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTLE
HLPKWNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELW
DEICQDRYGVEDPKHRRFRYGVQVNSLGLTEQQPENNVYRILIEMMAVTLSKTARARAVQLPAWNEALGLPRPFDQQWSI
RMQQILAYETDLLEYEDLFEGNPAVTAKVEELKRNARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGRVETGATVVVG
VNRWTEGEPSPLTSGEDAIMVVDPSVEADQIARLAAWRDSRDSAAVEAALAALREAAATGRNIMPPSIAAARAGATTGEW
GDVMRAVFGQYRGPTGVSKSPSNRTEGLDEIRAEVDALAGRLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEG
IRLTPSEIVEAAKAERVDIVGLSILSGSHIPLMESLMRLMKEHDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFEL
NRIMFDVVGLISPERVAAE
>OLS45782.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB26
MSLHIGAQPGEIAETVLLPGDPLRAEWAAQTFLTDPVCVNRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQEQVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHGAALAKGARPHVGGIYSADVFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSPEERQTGFAEMVEIALEAAFS
>OLS45783.1 hypothetical protein BV509_16440 [Rhodovulum sulfidophilum]AB26
MPTDPLPEPADAAERRSAAPVVCYPPESLPAPPVALYAALRAGMTPVERLEIPARDARAFRVPAGHVLRISCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVGTGDRLWSSFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALVAETGLAPAAAEPLVHDVLNVFMCTGFTRDTHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCTGNSTDQARCHPLGVEIFAPAAAVLDGGALDGWTPPTPAPYDRSHGL
>OLS45784.1 hypothetical protein BV509_16445 [Rhodovulum sulfidophilum]AB26
MLRDVLIFGTAAAGLLLILSPPMRRWRFWRAMVTPLASIIGSGFLVLGPILNQSLGIWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWTLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARGVTTAVFLLILTTGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGETAAKTGPVLTPASVSPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
GAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTSAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIGLTWTADVFAIISYASRAFALYYALEAAIAALAARSAGQGGRAVGFAALGGLGLVIAVLGRPVE
>OLS45785.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB26
MVELTLPKNSVVKTGKTWPKPQGATNIRTFRIYRWDPDTGENPRVDTYFVDLDTCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETKSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTSCPSYWWNGDKYLGPAALLHAYRWIIDSRDEATGERLDSLEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERTV
>OLS45786.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB26
MAAYEYETHDYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDNWQWHMYDTVKGSD
WLGDTDAMEYLVREAPKAVYELEHYGVPFSRTEAGKIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKE
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTLHVFAAKMVVLATGGYGRAFFSATSAHTCTGDGGGMVARAGLPLQDM
EFVQFHPTGIYGSGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGANKDHIHLNLSH
LPPETLAERLPGISESAKIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDPDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQTVDPSTAVPLPSKAAIDKALGRMDGLRHANGTVTTAELRLEMQKTMQADAAVFRTD
KSLADGVEKMTAVAGKLDDIKVSDRSMIWNSDLMETLELTNLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LSRVEGASVDLTYRPVHLDPLTRTEDGGIDLKKIAPKARVY
>OLS45787.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB26
MRYLTDRKRAEGLGASKAGTEHHWYMNVSGVGLTLLIPFFVFILGTSLGAPYEEVVATLSQPFPAVIVGLTIAAGMLHFR
RGAQMMIEDYWGGMTRKVMLWTVICLSYLVMAAGLYAIVRIAI
>OLS45788.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB26
MADIERGNRPLSPHLQIYRPQITSVTSIFTRVTGNALIVGAVLIVWWLIAAGAGPEAFARADWVLTSWLGNLVMFGSLWA
LWYHTLAGIRHVIWDNGYGLELETAEKLGWIVIFGSGVLTVLTVLTLWIF
>OLS45789.1 hypothetical protein BV509_16470 [Rhodovulum sulfidophilum]AB26
MAKTNPGRFFEDYAVGQVIAHAVPRTLSGGERALYHALYPARHALCSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRAGDTLRSQSEVIGLKQNSNGKSGVVWVRTRGLNQRDELVLDYVRWVMVRKRDQGTPAPETV
VPDLAKAVAASDLVVPEGLDFTGYDFTLAGEPHRMDDYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHIISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGA
LRGEEGKYRPEVLLDLDYWALMPV
>OLS45790.1 hypothetical protein BV509_16475 [Rhodovulum sulfidophilum]AB26
MQAYRLLTEEDTPAFCHKVTAALAQGWALYGSPAYAHDPATGKMRCAQAVVKDVEGECAPDLKLGEL
>OLS45791.1 hypothetical protein BV509_16480 [Rhodovulum sulfidophilum]AB26
MFLLILGVALWSFAHLFKRLFPGVRAMLDDKLGMASKALFAVPLVVSVVLMVIGYQSAGLPQRFAGPSWLIHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLCAWAVAEIVLINKTEKGVTRYTGGSLKGDLR
LAGIAVALYVVIILLHIWAGVMPLPMAS
>OLS45792.1 CoA ester lyase [Rhodovulum sulfidophilum]AB26
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLRAGGYGGRFKIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPRGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECDQGRDLGFDGKTLIHPAQVAIANAAFAPTESEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>OLS45793.1 hypothetical protein BV509_16490 [Rhodovulum sulfidophilum]AB26
MRAPLPLCRPLSGRPALALAAALVVWPVLALPVPAGAQTQVQSQAQRQCGPREGILSQLRDRYGESRQAMGLAANNAVVE
VFANTQTGTWTVTGTFANGLTCLIASGGSFETLDEPSGQGL
>OLS45794.1 hypothetical protein BV509_16495 [Rhodovulum sulfidophilum]AB26
MIDFDPFFFAVTIPAILFAGLSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGGAARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRMKLIPAREKPFGRPAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTTFQATTVLVFWAINLLKFGPYAFLGIFTPDTWLAVLLLAPVAILGVWLGVRAHRLVPERWFFGITYVALTL
TGAKLLWDGLT
>OLS45795.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB26
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAALKGTTDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVSAFVLGGHGDTMVPLTRYSTVGGIPLPDLVQMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVDAVRGLVEACKAIDDSLA
>OLS45796.1 hypothetical protein BV509_16505 [Rhodovulum sulfidophilum]AB26
MTASPEPLAADWRTEIDYAADDCGVVLSASGDVYIRLAEQAAASVRATNPGLRVDLFCDGEATPGAFDEVHVLSRSFFRP
KFEAALRSRFQRTLLIDVDLVLTADVSDMFWVLNKYDLAACQVQNRNQRFANRFWRRSFPNAFPQMNGGVIAFRRNDKTT
RFFEDWQYLVAEVRKGGADQPVLRELLWESDLAVHVLPEEYNLRKHERLYTSNWTVPAPRILHSQRFVRNAKAGKDISPR
GVYGWPFMALLRNQIRGDKQLTSDSQRTAGSLGAILRRRLFGGRSGLSS
>OLS45797.1 hypothetical protein BV509_16510 [Rhodovulum sulfidophilum]AB26
MPILIHENMSRGRTRTGWLDAFHSFSFGGFHDPARMGFGRLRVLNEDRIVPGAGFSTHDHADIDILTLVLSGRVRHADSL
GNRFEIGPGELQLMRAGRGVTHSESTPSPDDPVHLLQIWLIPDRTGGTPSYRRIARPEARTEPGLLAAGSHGGAPLDLGS
DSRVLFARPAAGTETRLEVAPGRKVFVHLVEGLAAIEDDRLVAGDGLQLADTPPPLTWRTDGAILIFDMAP
>OLS45798.1 hypothetical protein BV509_16515 [Rhodovulum sulfidophilum]AB26
MTSNAEAAQDAPDFATALAQALGAQILNDAYVLSFDMETRCLVAASDATVFLLDLSEDALEVNDFASLVAVPGQTSDDLW
DRAVAGTEPVWSGRFIGCRSGSTHAMQMRSVVVVCADGSLRLSVIGHPAPESGADQAGRWSPLEAAVGLIAFDAGGTVIE
VNDRAAALLGQTGAALAGRPHRDLWPDAATDAPGYDGFWARLRQGQIVEGRHPHRTGTGGTVWLRSAYVPVRAANGAVDR
VLQCLLDVDADARTARAEREIATLCETGLATARYDAEGHLTQASAPMCALLGQEAEGLVGKHMRRLVSNGFSRGKPFAEA
WAALGRGERVALDIPHPVRGQDTAWTRSQLLPLTDSEGGFAGAFEIAVDITHEKQDLDRLGARQAALDSRIAMAEFRPDG
TLIEASTGFCKLLGIAASDLDSRSHKSFVPSDCADSRRHDDFWDRILRGEPVSGTVRRHGPDGRAVWLSSCYLPLTDADD
GEVRSVLFIGHDVTEARQAEAEAEGKLHALDRAMMVVEYDLTGRILSANGTFLDTLGHRIEDIRGRGLGLFLDQDRVKDG
ADSRFWEDLRERDGFKGEVLWIDADGREVWLQTVFHPVADPDGRPGRVVQIAVDITAAKRRTLDLEGRWQAALNHQAVVE
FDPEGKILQANEGFLRLVGHSLREVAGQSHSSFCAGDYIRSTAYTDFWMALRKDEPQSGRYHHIARFDRDLFLLAHYTPL
KNCRGEVERVVMCGYDISAQVALETATAAQARALAEEIESLRKVNDTLRGDADLLTRTNEKLQDSAQNGDRLLDGALTEM
RTAREAADKVTGIVDLVGDIAVQTNLLAFNAAIEAARAGEHGAGFSIVADEVRKLAERNGEAAREISRHIERANESILRS
ASGTEQTLERIRAIGSMAQEAIGGLTQMAAHAGAGESAAASLSRLAGELGQAAAE
>OLS45799.1 hypothetical protein BV509_16520 [Rhodovulum sulfidophilum]AB26
MTETAPVPDSAPDREATYALMEVGGGVIGIDIAHLSEVYPIDALSPLLVAHPALMGAIRLRGHIIPLVDPRAVSGIGPVG
DAPGIAAILARGDRVVALAVNAVSGLARLRRDDVQGLASGDTEAPFFVGGFFHGGKLVNVVDPAAIFALGGLPTATRFRR
DEGDRGATGEGRAYLTFRAGGATFAAPAVEVHRTLPRQDIERNALTGGDCLGSVTVNGLRIPVLDAPGILGLGAARERPN
PEIVVFSFSGDRLIGLAVDVISNIATLRQKDLHAAPALLGGGAGSIGAVAVASDGAQTYVIRVERLREMKGLQAIAEMSA
PVAPQATRPGPPASGSAADTAPSDQHDTPEPAPDTGPLDETGIAAETAPETDVLPSPDALFRDQRRYLIFQAGTAHAAPI
ESIARIIEPPATITPIAHPFPGVLGFFPVDGATTTLVCLSRFLGAGAPRKGQHQRVLLVGSGDRRIGFLVPSVEGIEAAT
WRALNTAAAPFREQMVSLGRGADLRVLPCLDICRLAVDIAERFHDHNVYA
>OLS45800.1 hypothetical protein BV509_16525 [Rhodovulum sulfidophilum]AB26
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGQTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQARPKTRGSGETRDPHEAYLFDATGLALDRIGPEGRGKVLAEKKVGAVAAAVTGLLGYGPEQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSLYRRLAQAMKAEAEMLERTLREARAVCEGRLAAEGFDGMQALETGLA
AAEARLAEARTAEAAAAREAVAARAGLGTAEQTEARFLAAAAADQALAGIREAAPAMAELAAQVRRADRARLLVDIEARV
AEAARETQAAAARMDAAEARLELAEAAAKRAAVRAEAEAARAPETETLRREVETLARHAETQAAAAGLQRRAQEARALAE
AARGELVAAQGALTQRMAQRGKAAEAVQAARQTSANRELLTARLQALEAEMKAARAVEAAQRDVADSTEAVARLAAAQEA
AARRARAARDDLTGAERRLAQAQAVQLAAGLRPGAPCPVCGAIDHPAPAAAGAGDPSGPEAVLKAVRAAWDEADRVLREA
ERTLASERGVLADRQERLAGLDRPRTDAATLKDRIRATHEGLAALGAETEIAVAEGLLARLDAAVAAAEAARDRCRDAIA
EREAVALREAARIEAMLAPVPQALRSEPALSAALGARKAALAAREAARASAVQAAADSREAVLAARAAHEAAVRAMAEAR
ARHEAARQAFAGRLAETGLSAADLAELKPAIARLDEDRAAVEAHGRALAVAEERARATAEAIAGRDRPDLEALRAALEAA
EARLSAATERRSGAGHARDHLAALRGDLAETLRRLEAEETASGPLRSLAALFDGRNPQGLDLETHAIGAMFDRVLAAANR
RLVPMSAGRYRLERETEGGGRGRRGLGLQIFDLFTGKARPTATLSGGETFIAALALALGLADVVETASGKVRLDTIFIDE
GFGSLDTENGAGTLDRVLQALGALVGRTRAVGLISHVPLVQEAIPNGFYVRKDPAGSRIETRGPV
>OLS45801.1 exonuclease sbcCD subunit D [Rhodovulum sulfidophilum]AB26
MRLLHTADLHLGRQFNGISLEPDHDAVLDQIAAAVAAHEVDALVIAGDVFDRAAPSASAVRQFNAFLARIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILEDAHGAVAISALPFAWEYAAREAFGDESLASPEDVMRAQIAA
ARAAVPEGARWVIVAHGTVAGATVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPGIRYAGAPLAFGFDE
AGEEKSMSLVEIGGAGEVRIAPIPFRPIRGVRVIEGRHADLLHLPPTEDFLRVVLTDEAPVIDAMRRLRAVFPNACDLAY
AREMQAPEVKALGGAPAALDDPLAVIGDFLTQLRGEGPDAAELAAIVATLDGLRGREEGA
>OLS45802.1 phosphotransferase [Rhodovulum sulfidophilum]AB26
MTDAFTAPGRFFRGNLHTHSTLSDGVLPPAEVCRRYAAQGYDFIALTDHFIGLYGYPVADTRPFRGAGFTTLLGAELHSG
AMANGELWHILAVGLPADFAPGHAPDFAPAEGQETGAAIAARAAAAGAFVAIAHPQWSGLTLADARGIEAAHAVEVYNHG
CAVGSDRADGFGIADLLLSEGRRLSLIATDDAHFTEPDHFGGWVMVKAEENAPEPLLAALKAGRFYATQGPELRGVALDG
AAVEVACSAVSTVIVQGRGSAAVACHGAAMTRARVPLGRCAGSPWLRVTAIDAAGRRAWSNPIWR
>OLS45803.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTRTGSGLLLRIYMGVFFLYMFLPLAIMVAAGFNAYSPPSVTVWKGFTLHWFTELWQDRRMWSGLANSVLIAGAVIALAL
PMGLAGALLLGRLGSRAAGVLYTGMVSPLLTPGIILGISTVIFWRGLDVSAGLFTAILAQTTFIASYTMLMFMARLQRQD
GALEEAALDLGATPFQAFRRITLPFLRPTILTAAVIAFLQSFENYNTTMFAIGGEHTLVTEIGSRMRFGLSPAINALGIL
FILATVAFALAWAALKAHERRAAEQAT
>OLS45804.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]AB26
MTRLRRSFGAPLATLIVLLTGIWVLGLIAAPQVIMIEQSLWKMDRPAGAAELSVQIDRLYNRLDMLALDRAAARTLSTPS
ATDAKLAQIDAERAAVAAEIADLETRESTPVRTWTLTNYAQMGQAHLRIFAKTILAALAVTAIAFAVCYPIAFAIAKLEP
PRRAALIMLALVIPYAINELLRVFAWQMILNYGGPLNAALGLLGIGPVPFLESGSGVFVAMVYAYILFMVFPLYNVLETL
DMNQIEAARDLGAKTWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAAPWFAQLVYNRFFQASDWNVGAA
YAVSLLAVCTGFVFLMMRLLKVRLRDIAK
>OLS45805.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKSTVPSLSRRAVLATGAAALAAPLIARRALASSGEVNVFAWGDYFQNGEIPAAFTDATGIKVNVSTYGSNEEAASKLRA
AGGKGFDILFPSIDTRPNYDEGGLLAEIDESRLKVERIQPALWRSSLELGAAHRGKRYLVPFDWGTEGITWDSSALDIAP
GELSYGHLWADGLAGKVAMRQKSVLTSLAIYLDAIGELPSNRGMDVYKTEADNRRIFDACIEFVKAHKSNIGAFWNNATE
ATSAFTDGGCTIGQTWDTTGIKLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVEQAYEFLNFLLTPEVGGMFANATG
YNSAAMGAAEHLSDANKEAFAYAYPGDAIDNLWWWPMFTPWFSAVREEYVEKLTNA
>OLS45806.1 hypothetical protein BV509_16560 [Rhodovulum sulfidophilum]AB26
MSAGRVALVAALALSLLGNAVALGGALKLQRVKTALLGEAAAAQSVVFPAEIRRDLRRALEARRDRIDPALAAAVAARAE
VVARGAAEPFDRAATEEAMRGFRRALDALLDLTQETVLDALGARASGAPLN
>OLS45807.1 hypothetical protein BV509_16565 [Rhodovulum sulfidophilum]AB26
MTRDPERPEAEPACPDPARFDSDLARLLARPEDEDTAELSRAVLSRLAAPPARGPGAGEVLSEPLPWAAGFGGLLLAAAA
LGYALLPGASGEEVILWALLGDLSAGIGGF
>OLS45808.1 hypothetical protein BV509_16570 [Rhodovulum sulfidophilum]AB26
MAFRCGAIRRIGGRWQPGMDPRQDEAEALMAALARGERGALARLVTLFGPGLRRYAAQALTVGSEAEDVTQEVFLRAWHR
AGLYDPGRGSVAAWLYRIAVRICIDRNRRGRFRRFVGIDAIAEPEDEAPGAEATVAARQRLARVRAAIRALPARQRQAIL
LRAAGGLGTAEIARTLGISAGAAEQLLVRARAALRATVDREDHR
>OLS45809.1 hypothetical protein BV509_16575 [Rhodovulum sulfidophilum]AB26
MRSLTLVLALTLPLGVALPALGQSVTVTGANGATLSKDRTCLRGNGAANCETTTTATGANGQTGSKTRFRTSEPGSSTTT
VDRTGPNGQTRGQSRTVTVSR
>OLS45810.1 hypothetical protein BV509_16580 [Rhodovulum sulfidophilum]AB26
MRSLTLAAVCAAGLAAPALAQSDLLAAYDRNGDGALSRTEFETLQKEAFARLDGNGDGRLDAAELSGADKGRGDGGRAMS
RDANGDGVVTEAEFVAAGRAFGKLDRNGDGVLSGDELARLTRALSRGRG
>OLS45811.1 murein transglycosylase [Rhodovulum sulfidophilum]AB26
MTIARRPFLLGLAAMALSACNVGPGPGTAPRAVANPAFDAWRRSFRPRAAAAGISAATLDRALRRAGYLPEVIEKDRNQT
EFTRSLEDYLAIAASDERVATGRAMLARHARSLAAIEARYGVEAPVVAAIWGLESRYGARRGDIPVVSALATLAFDGRRG
RFFEGQLIAALKILDRGDIPPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSEDPTDALASTAAYLQRSGWRH
GQPWGTEVRLPETLDLARTGRGRTQEASAWSALGVTRADGRPLPRAGATAILAPAGRQGPAFALFPNFEVILRYNNAVTY
GIGIGHLSDRLAGGPPLSKAFPPDATGMTLEDRKDLQRRLTAAGFDTEGTDGVIGPKTEEAIRSYQARQGLPVSGTPSPA
LLARLR
>OLS45812.1 hypothetical protein BV509_16595 [Rhodovulum sulfidophilum]AB26
MIRPLVLAALLAPAALTPALADEAVPAETAERIMAMLTDMQCEMDPADIEAEDNGGFELDDVFCADGQYDIDLNADLEIT
ERRKE
>OLS45813.1 hypothetical protein BV509_16605 [Rhodovulum sulfidophilum]AB26
MFRAALLAAGSVAAALPAAAGNVFVTNEKGNTVSVLDSATWKVIAEFPAGNRPRGITIAPDGSELYVCASDDDLVRVFDP
RTFEERHTLPSGPDPELFVLHPSGNPLYIANEDDNLVTVVDTETHVVLAEVPVGVEPEGMAISPDARVVINTSETTNMAH
FIDAETYEIVHNVLVDQRPRFAAFTEDGTKLYVSAEIGGTVSVIDMTAEPPAIVRKIGFEVPGVLPEWLQPVGIAITSDA
ARVFVALGPANRVAVIDGATDEVLDYLLVGQRVWQMAFTPDQSHLITTNGNSNDVSIIDVAALDVIRSVQVGQQPWGVAV
APD
>OLS45814.1 hypothetical protein BV509_16615 [Rhodovulum sulfidophilum]AB26
MRMVDRLHLRWQVVLCVGLMQLAALGLAATVLLHNARRSVDLEMSAAESGARAQVIAAVGAALRSLPPDQVLAGLSETLV
EPRHVRIAIFDARTGALPVTRAGVRDRRGADPAARAAPRWFSNLVTPAGRETRLPVLADGADYGFVSITTAPKDEIDEVW
EDAAALLWALGIGFGVTVVALVVLIRRALGPLDTLNRGLGALRGGALTTRISGVPGPDFQPLVGGFNALACSLETSEADR
AALARKIVALSDAERRAIAMELHDEFGPCLFGLKVKAGAIARAALKSGDDTLLRDARTVTAIVDQIQTANTRLLTTLRPM
TVGQLPLVEALGDMIDGFQSTHTGIKWDIALPDRLPETEEIVDLTAYRFVQEGVTNALRHGRPRRVRVELQPHELPGRIE
VLYLTVEDDGIGLPERAAEGRGLTAMRDRVRALGGTLDLGRRQAGGTRLSAILPLTTRRSVARIEPEPAR
>OLS45815.1 hypothetical protein BV509_16620 [Rhodovulum sulfidophilum]AB26
MTRSALIVDDHPVTHIGCGQLLRDLGYDEILEALNDRIACRLAETCRPGLIVLDLGMPGPGGLNMIGPLLSRAPGASILV
FTMNEQAVFAVKALEAGARGYLSKNSAPEDFLEAVRTLERGEIFLPHRLAVSVASMKIGGKSDPLSALTEREHQVLRLLG
RGEDLQSIADALCISYKTAANTSSQLKRKLGLRNTTELIRLAIETGLS
>OLS45816.1 chromate transporter [Rhodovulum sulfidophilum]AB26
MTKTTPPGRGSAAEVFAVFLRLGLTSFGGPIAHLGYFREEFVVRRGWLGDAAYADLVALCQFLPGPASSQVGFALGLRRA
GWAGALAAFAGFTLPSALILFGFAMTAAHVSGPLGQGALDGLKTVAVAIVAQAVWGMSRTLCPDRSRAAIALGAVAVLAA
LPGAGGMVAAIALGALAGLGLGRGAPGTGIPVSGRVTPRQGATALTLFAGLLCGLPLLAGLAQPLAVADSFYRAGALVFG
GGHVVLPLLESGTVAPGWVGHDAFLAGYGAAQAVPGPLFTFAAYLGAVLGPAPNGLVGATLALAALFLPGFLILIGVLPF
WDALRRRARAQSAMQGANAAVVGVLGAALYDPLFTGGITDLRHFALGLAGFLALTLWRAPSWAVVLLGAAGGAALALAG
>OLS45817.1 class V aminotransferase [Rhodovulum sulfidophilum]AB26
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSARFQTAMRDISAMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGGFAGETAVLMARPAGNAPKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAGRLADTASNSFAMDLKKWRAIMKAY
EDGGHAYHTTMPTDALLGLRDAMAETREMGFAAAKAAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLADTDATLARLQAVVDRVTAQGAA
>OLS45818.1 hypothetical protein BV509_16635 [Rhodovulum sulfidophilum]AB26
MAHPGVGQGDQPETGEVPFALQEIFYSRTDSRGVIRAGNAVFKRISGHDWPGLIGAPHRIIRHPDMPRAVFWLLWQTIQS
GRPIGAYVKNLAKDGRYYWVFAVVMPMDDGYLSVRIKPSGPLFPAVQAEYRALRARELADKLSPEDSAALLLERLNALGF
PSYEEFMAQALGQELAQRASVGSDGGTRLAALDKVIASLTAATREQGALIQTFEALQSIPTNMRIFAARLEPVGGPITAI
SDNYKVASAEIIEQLRSFAGQDGNLCDRLARVVGDAVFMLAAAEVQSDLLRQFRGEQEPLGPADRDEELALLGAIQARCT
AKARADLHEALAAAATMSQTSRDLRRVVLGLDSIRVMGRVECGRLAAGGEGLAATIDQLETFHADIRARLEALIELSEQI
RAGATRYAA
>OLS45819.1 malate synthase G [Rhodovulum sulfidophilum]AB26
MTGKRAREGYVSKAGLEVAAELAAFIEEAALPGTGVAPDRFWEGLAGLVHDLTPRNRALLETRDRLQVQIDAWHQARRGA
PHDHEAYKAFLEEIGYLLPEGAEFEIGTEGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPIPA
GGYDRGRGARVVARARVFLDEAFPVSGTSHADARRYHVQGGALLIDDHPLEDPSKFVGYRGHPRAPDAVLLKNNNLHVQL
VFDRTHPVGARDQAGLADMRLESAVSAIMDCEDSVACVDAADKTVAYRNWLGLMRGDLSTDFVKGGERLTRALSPDLDFI
APDGSPLAVKGRALMLVRNVGHLMTNPAIRDGAGQEIFEGLMDAAVTTLIAMHDLKKTDGARNSVAGSIYVVKPKMHGPD
EVAFADETFTRVEEMLGLPRYTVKLGIMDEERRTSVNLKACIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKDFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSTKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
ASLKAGGRRAHVDGILDIPLATFRKWPRPQIVREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVTEAEVADVMRRMAEVVDRQNAGDPAYRPMAPDFDGVAFRAACDLVFKGRIQPSGYTEPVLHARRLERKAE
IAGA
>OLS45820.1 carnitine dehydratase [Rhodovulum sulfidophilum]AB26
MPYRPCPEPAATTERAGPLTGLRVVEMTGLGPAPYAAMILADLGAQVIRIDRPGGYPAPDPALDPAAAGRAAVTYRSRPH
VRVDLKAEAGRALVLRLIAEADALIEGFRPGAMERLGLGPEPCLAANPALAYVRMTGWGQDGPMAGMAGHDMNFTGLSGA
LSLFGQDGRVPKGMPPLMGDMGGGALFAVVGCLAAVMNAWRCGEGQVVDASILDGSASLYAMVSGMAALGLHEAPPGGNM
LDGGRHCYRTYICADGKAVVVAAIEPAFRKVLLDRLGLTEEPRFLSGRAEDEAYCTGKLEAIFASQPRDHWAALFDGSDG
CVTPVLDLAEAPGSAQARARGLFETIDAVVQPAPAPRFGRTPGRIALGPADASRPSPDALCDWGLSEAEIDGLIGSGILA
DAD
>OLS45821.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB26
MDAQDQPAGETLPPTDPQKGLSTTEAAARLGRFGPNTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIVPADLRLTEGQYLSVDEA
ALTGESLPVDKAVGDTAYSGSVVRLGEMVGEVTATGMSTYFGRTAALVQGPERPSHFQQAVMRIGNFLIVAALVLVSIIL
IVSIWRENPLWQTVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATGDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEAEVDALAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGLMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQNWFWTRPWPDWKLFATTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLAWLPVEGAIAMAVRRLYAARRAAA
A
>OLS45822.1 esterase [Rhodovulum sulfidophilum]AB26
MADRPPAIEQSVPLFWPMAAVLGWQQAGYQAMTDGLRFVQEAAEISAPPEPDWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLAATLLASGLGRVLVTDWKPATPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFARGEFTGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLTDVWPGIAEWIGEQGGK
>OLS45823.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB26
MTLVQAIRHSSGESNQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>OLS45824.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum sulfidophilum]AB26
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFAMDGRYDGAALLILLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLVYRYFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENEAETSHHFLGVPAPAGAMLGLLPLFLA
LSGIADLRATPHLVAFWIGLVGLLMISRIKTFSPKAMRIPRALVGLMMFATVAAVGLMFTRIWLLLVTLDLIYLAMLVHG
ALKARRQGPV
>OLS45825.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB26
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLLFLIWAPLGWIGLGLTVWVYYFFRDPERVTPLRPGLMVSPADGIVSLLEP
AVPPAELGLGAAPMTRVSVFMSVFNCHVNRMPAAGRVTRVAYRPGKFLNASLDKASEDNERNGLAVELPDGRLYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPQGVEPLVAIGQTMVAGETVIADLGA
>OLS45826.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAMAFSQLSPETRPVLIASGFVPAILVLGWACTLATAGTAPLPMPGYLLQKLRTGAFLGIVATGMMMVILPGHIDLPVPW
TMTAATMVATAVGGPRAIPAGLAVGLAAGPFNGLGVSVLRIPSMIFTPGVDSVLRGLMVAQTGGLAPQDRATDTMRLLAA
GKRAGVPAASFVWLAVSVGIAVLLRRTAFGREIHATGTCEAAVYLAGIRSRRVIVGAFAASGLCAALAGVLLAGCSAKAC
QGIGTPFLPPAIAAVVIGGTRFLGGQGRYAGTFAGVVLIVLLNSVLSIMQMPEAGRQVIHGSVILCLLLVHGRSAHSPS
>OLS45827.1 gluconolactonase [Rhodovulum sulfidophilum]AB26
MTDTAPLYDIRDGRFARLIHPHARLDRLWTGGRWCEGPAWFPAGKYAIWSDIPNDRVMRWDATDGSVSVFECPALNQNGH
AVDREGRLIRCEHRGRAVTRIEPDGTRTVLADRYRGQRLNSPNDVTVHADGSVWFSDPTYGIDSDYEGVAAEGEIGAQNV
YRIGPDGALEAVIEDLRQPNGLAFSPDGSVLYVSDTGITHDPACPPEIHAYPVLADGTGVGEGVPFCRCDTGVFDGFRLD
RAGNLWSSAGDGVHCFAPDGTMLGRIAVPETVANLCFIGPARNRLLICATSSVYAIYVNATGL
>OLS45828.1 hypothetical protein BV509_16705 [Rhodovulum sulfidophilum]AB26
MGCEGKMQDKPLESVELDLLAIIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKALGLVEEIQRKPFLLRRIFGAMP
VALLRPTAAGLALGETAAEDSPAEGAAETPAEPPVTAPARTAAAKAPTSKPAPPEAKAAAPEARAEPAPQPANVQQPADP
APVSAPEPQIAPPEQPTSVVAAPAPAPAPAADDLPLPMPRRAAPRNLRGYTEELGGSPAPVKTVPLRHNADPALMENLRE
ALAVIGIEMTFAGEALIADRMEHGASIGEALSQVVLFAFAHAVAEDAREGGQLQAMGLTDYAVDVIAEFERLRDAGEISG
DRLEEDMRRLWTLVGDSPERLSLAQELLADPVGGLTPPALLPEDLRPAEDA
>OLS45829.1 hypothetical protein BV509_16715 [Rhodovulum sulfidophilum]AB26
MNTDIIQGKWKQMKGRAREAWGALTDDELERTEGDREQLVGLIQERYGKARQEAEREVDEFLSKFS
>OLS45830.1 hypothetical protein BV509_16720 [Rhodovulum sulfidophilum]AB26
MTDPTFRIDPASRTALIILAAVAGFAALKLAEDIFAPLCLALVAGIILSPLADSLERRLKLPRTPVAAALPMLGILAVGA
LAFALEPLVGRLVDQWPTIRWELRGVVNDFRGFVQNLGQVGDEVQRALGGGGGDETAAPSIPTLTDALFVAPRIGAQILI
FIAALFFFLLTRSEVYAWIASFAGRRLGREAILTRIRTAERLVAVYFLTITLINAGLGIALAVALGVLGMPGAIAWGAGA
ALLNFVLYVGPATMVAALFLGGLIVFDGWASVLPAAIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWGPLG
GVIAIPVLVIVLAMLDIFDEPEPDMMPDPGPSETV
>OLS45831.1 phospholipase [Rhodovulum sulfidophilum]AB26
MHGFTESSAARAAATGPVEELELLLTAAEAYPALERAFLEARHTISASFRIFDVSTRLRSPEARAVGEDWFDLLVHTLER
GVRVRLVLADFDPIGAADLHRLSWNARRKLIAACEIARAGSLEVVSALHSARAGIGARLVLWPGAHGKLRVVLAELNTLS
EDARARFLEEAPGLARITRTRRDGRIVAVPGVPDLTPATHHQKMAVFDGRLLYVGGLDLNERRYDTPRHRRAPERTWHDV
HALVRGPVVSAAEDHLEGFLSIVAGQRPPGPAAPGFLRTLSRPARRAPFRFSPLPVVTEIERAHLSRIAAAEHLVYLETQ
FFRHLPLAQALARRAEARPELRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLGLLYDAFGPDRVLVLSPVQPRRIVD
ADGREALQDAPIIYVHSKVSIFDDRAAILSSANLNGRSMRWDTEAGIELTAASHVEQIRTRVMGHWLSRDADGQVDPEAL
DPATAFEHWRVLADLNSRRRPERREGFLVHYDSDPARKLGLPVPGVPPEMV
>OLS45832.1 hypothetical protein BV509_16730 [Rhodovulum sulfidophilum]AB26
MEVTGIGGLLVLILDIWAIVSVLNSGVATGNKVLWILLILLLPLIGFIIWLIAGPRSAVIR
>OLS45833.1 hypothetical protein BV509_16735 [Rhodovulum sulfidophilum]AB26
MKRILATTALATLVAMPALAQSQGGPISAPDVDVAGQSMSADTLIGKRIYVDTGTDEGVSMTDLTDAPDSWEDVGEIGDV
YIDGNGSVEAVIADIGGFLGVGEREVALDMQSLKFAPDADDEGEYFVVFQGDPSTLEGKDAYDRAAMDNDGDFLGMQTKQ
AKAEDSDMGTKAGAPLSDSERAELTAEDLQGQPVIGADGKKIGEIGELVLTDDGKIDRVIVDVGGFLGIGEKQVELAYGE
LDISHGEDGDLKVTTVQTEDTLKSLPEWTG
>OLS45834.1 hypothetical protein BV509_16740 [Rhodovulum sulfidophilum]AB26
MNVQGHNAVAQSIANYTRASGTAGVRSSDFAKAAEEASGPAAASPADAPRGPDAIADIFARYDMANISPREIDAMARDLR
DAGFEDHDFLLHLEIHGETFQSHLVDCLREAGMDVRDPDFTQPMDMFSTTRAQISYSRLAGQPTAWLESFLAKLETYQSP
VHADAARGAVAQSMVLGQAR
>OLS45835.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MTQSTDRILPGILLMIGFTITAPVMDSFAKLASAEIPVGQIAAARFGVQALILVPLAVALGQIVRPSAREAALHLVRAGL
ILCATTAFFAALQAMPLADAIAIFFVEPFILTLLGALFLGESVGWRRIVASAVGFSGAMLVIRPSFAAFGAVALLPLATA
FCFAAYMVLTRQIARRMPTVALQAWTAVAASFIVLPVLVLCDGSGIGPLDPVWPRGPYWVWLAGVGIAATVSHLLISGAL
RLAPTAVIAPLQYLEIVAAAALGYLIFDDLPDIEALAGIALIIGSGFYVFLRERRLSLTRPPPPAP
>OLS45836.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB26
MPTQFAHHSDKITLLGGASVDPALLSRALVIAPALVAADGGADTALAAGRMPEAVIGDFDSISAAARAAIPAERQHPVAE
QDSTDFEKCLRHVAARLILGLGFLGDRFDHGLAAVNTLVRHPDRRCLLIGDDDLCFHCPPELALDLPPGSRFSLFPMAPV
RGTSRGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEGPGMAVILPVAALDAAVAALMGPEAAAASG
>OLS45837.1 hypothetical protein BV509_16755 [Rhodovulum sulfidophilum]AB26
MVGPTKTLTVSYGTFSCKLEGFEDSFGMMKAVTEYYRDLAAEDRYFGAEPPPPDAETLQRIAEREVRRRVEARVELDGVV
LRSGESPVAGAAQVSHAAPAPSKVLPPRADEPESVAAKLARIRAAVETAHATDAELAGPVFEDETDELAAPAQGPQRPFA
RPPDRPADPGRAASPLRQKAGPDSDTGVAARHSLRPDAPARAAATEDRPHTAAASGPELQRRPADRGPAANAASRPGPES
AETTAAPARPRQARARVLKLRRDDLTDAWPDTPERPLAPPADPDARLPEPDAADLQAELAALQADAAPARLADPRPGPHP
ASGDAVPARQGPAERSRSADLADHELALQRLLDETNTKLAGPEQKRRQASIGHLKAAVAATVAERRIGNRLRRDDDGQTR
PYRQVLAEVVRGDRETSADWDRGRLAPLILVTEQRIDEPKEIVRSETAAVGEHHGTLRLDTPVLPATEARLRAFAADLGA
HDPTDLAGLLEAGAAYLMRQDGVAYFTRPQVIELARSIAGDGFQREDMLRAFGTHLRDGRFRRLRRGQFVIDDATGDRED
RSANRIA
>OLS45838.1 hypothetical protein BV509_16760 [Rhodovulum sulfidophilum]AB26
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDSDAARNDETAGK
TGRRDG
>OLS45839.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB26
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTVYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIREKGVEITPETLMIAENTPLILPFHGELDRAREGQNTLAKIGTTGRGIGPCYEDKVGRRVIRVADLADAATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGKRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGAVNFVLGIVKAYTTRVGEGPFPTELHDEDGERLGTRGHEFGTVTGRKRRCGWFDAVLVRQTCA
TSGMTGIALTKLDVLDGFETLKVCVGYELDGTRLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFSD
>OLS45840.1 hypothetical protein BV509_16770 [Rhodovulum sulfidophilum]AB26
MAALLLRWLVAFLLLALTYNPTSWNYVRWAMSGWDTQTPMVVLAGLLLFTGYAIYLRATLRSIGPFGMALVAALVGALLW
VLVDWNVIRLDDPGLNTWIGLLALSLVLGVGLGWSIIRRKLSGQADIDDVDD
>OLS45841.1 hypothetical protein BV509_16775 [Rhodovulum sulfidophilum]AB26
MSGFLLRWLVAFLLLAATYNPTDYNYVTWAQANYETDKPLVIGIGVMLALALLIYLVAAVRTLGLLGIVLLLIILGLLGY
ILVGNGTLSMEMNSFNVWGGAVLLSLILGGAMSWRSPGKIKAANAKKARSTSKTAGKTAGKTASA
>OLS45842.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB26
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAVCFISSSVALTIIAAENAAGTSVVD
RLGIPAPAAQDETAPGEAPATEPGLLPPAPVAPSDTPVAPPRAD
>OLS45843.1 CTP synthetase [Rhodovulum sulfidophilum]AB26
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARSTDSISSGRIYSNVLEKERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRIFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VRVKAEWIDAEIFEREDPGPWLEGFHAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELSDA
GSEEFDHEVGKKRFTPVVYHLKEWVQGNAMVKRKLGDDKGGTMRLGAYTAHLLKGSKVAEIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>OLS45844.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB26
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAAEAVRTGEAAAGIGVMERRLPEAHPYRQ
RLAEVRERFGATAYPGSPLLAALSLRPGDALHLAELHPQERAALEAAMAPFGAHVLARDGFETAQALTPPTPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLALWYPILPAGAHAPMTAALRAAFPEALCHEVRFPPARDGHGLIGSGLFVVNP
PWGLDAEAATLGRLFSALSGTTG
>OLS45845.1 hypothetical protein BV509_16795 [Rhodovulum sulfidophilum]AB26
MFADFLNRLIGPDPDRLDDPDARLALAALLVRIARTDGAYAREEAARISRILAARYALSPDQALELRSRAETLEAQAPDT
VRFTRAIKDAVPYEHREGVVEALWEVVLADGVRDDEEDGLLRLVASLLGVNDRDSALARQRAEAKHAD
>OLS45846.1 ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTEPTPPVLDIRDLRKSYGDLEVLKGVSITAPKGHVVSLIGSSGSGKSTLLRCANLLEHSQQGEILFEGEPVRWRGTGPA
RHPADRHQVIRIRTNLSMVFQQFNLWSHMTILQNVMEAPVTVLGEDRHEVEGRARSLLDKVGIGDKCDAFPAQLSGGQQQ
RAAIARALAMQPRALLFDEPTSALDPELQQEVVRVIKVLAEEGRTMILVTHDMRLAADVSDHVVFLHQGLIEEQGPPQKV
FGAPSSTRLQQFLSATAA
>OLS45847.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB26
MKKLILGTAALALSAGMALAQDVVRLGTEGAYPPYNFINDAGEVDGLERELGDELCKRAELTCTWVTNDWDSIIPNLVSG
NYDSIIAGMSITPEREEVVAFTQPYTPPSMSSYAALSDDVDLEGGVISAQTGTIQANHVVDTGATLLEYPTSDECIAAVR
NGEADAVLADKDVLVPVVNEGDMVFVGEDTPLGNGIGMAFRKSDPEMKDKFDAAIQSMKDDGTMNALIIKWMGEDSPRW
>OLS45848.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAITAPAALLFGFGGAMAARSRIWPLRMVGRAYTAMVRGIP
DIVFFLFVPVAMDQGFEWLRHKVKCPDWTDPVRQGSDFVVCPAAKLPLSTSPQWAHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTPRQSFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRLYYFLGLLIFYLMLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>OLS45849.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSCVQTFQDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARNSGAWVVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLIFTHITAETGWLTRAWAGALVVLFLNTAAYSGEIFYGALRSVPKGDIEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVYFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIIGLFGLINRRLNRHMPSENRPRLRIRPQVIR
>OLS45850.1 glutamine synthetase [Rhodovulum sulfidophilum]AB26
MSPWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDEQGRPFEGCPRHALAVVLDEYERRGWAPQVATELEFYLIDDSDEVLHPPRSPRSGKRRE
AGEILSLRTLDAFDAFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGLHTHFSVLDARGNNIFDDASPEGSGFLRQSVAGCLAALPDMTLILAPHANSYDRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPCARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQGAIDAFEH
SPRMARIFRRGLIRNLTMTKRQEARRIAGLDEDAQMALYLDTV
>OLS45851.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB26
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGFTFHTWPVLDMQFPPSIHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAYSGGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEGQDYRLNAWHQDQVVEPPHDAETVGSAPGCAHAAL
IYGEHAYTVQPHPEFAPAFEKGLIEERGPGVVPDETLAEARARLDLPTDSAAMAARIARFFTERR
>OLS45852.1 glutamine synthetase [Rhodovulum sulfidophilum]AB26
MKDWRDQLPEAARAYLEGRRLDEVECIVADLAGVARGKAMPAGKFVTQTRFYLPNSIFQQTITGDWADIEGRAFTEPDMI
LTPDFSTASAAPWAADCSLQVIHDVFDQQGEMVPTAPRNVLKRIVKLYNDRGWMPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAGRQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HDCYATFMAKPIEDEPGSAMHIHHSVVDARTGLNIFSNADGSESPAFLHFIAGMQTHMPSVIALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVAEPEARRVENRLAGMDCNPYLGIAASLACGYLGLVEELLPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMREVLGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>OLS45853.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MNLLFANDRRGAYPASWYAETTPPLPPFAPLDGDRRADVCIVGGGYTGLSAALHLARAGLDTVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALEAMLGDGHAAKLWHLAEAARGLVSDLIRDHAIACDYRPGIVYAEWSDRGTREAHAYAEKLRRDYEYD
LVEPLTRDQLHAIVAAPGYRGGVIDWGAGHLNPLAYALGLARAAAAAGATIHETTLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLDRRVAARVMPINNYMVATEPLGPRAASVLARDVAVADSKFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPMLQVFPQLSDVALTHAWGGTLAITRSRLPYLGAPAPGIYSASGFSGHGVAMATLAGRVLAEAVRGEAEAFETFAR
LPCPPFPGGAALRAPLLAMAMAWYALRDTVGL
>OLS45854.1 aminotransferase [Rhodovulum sulfidophilum]AB26
MTRSRTVYDAEPIPESARAEIDRLLRTGDLFRYTAAADAPVTLLERDFAALLGVPYALAVSSCSAALFLALKALDLPRGA
RVLIPAFTFAAVPSAVIHADCVPVLAEVGADFRLDLEDFEARLDEDISAVLISHMRGHTSDMDAIAAACDARGIPLIEDA
AHSLGTLWHGRKIGTLGRIGCFSFQSYKLVNGGEGGMLITEDPDLLARAVIMSGAYEHNWKKHDGLAAAFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVARRVREGRANHDHVAALLNRSPWLSVPPPLLPETRAPDSIQFNLVGFETDDEARAFQDAAA
ALGVQVQVFGLSTDNARAFWNWGFLDDLPGGPRRDLPKTRAMLMRACDARLPAHLSRAELDRIAGALVAAAETVKTAEAR
AYGT
>OLS45855.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB26
MVAACRNRGDDVAKKPTWVIEKERGRRAAAAETVWLFGMHAVRDALENPRRDKLRLVVTKNAADRLAPAIAAAGIEPELC
DPRRFAAPLDPESVHQGAALEVRPLDWGKLGDVCDPGIGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPE
TGALAKTASGALERQPYLRVPNLARAMEELKELGYSLIGLDGEAPSTLAEGLAGIGAAPVGLVLGAEGPGLRELTRATCD
RLVRIPAAGGFGSLNVSNAAAVALYAAAVRPETASGG
>OLS45856.1 hypothetical protein BV509_16855 [Rhodovulum sulfidophilum]AB26
MRNNAPAQPQPQLRVRIFVDFWNFSLSLRRENNAFMVDWRPVGPLFTTEAAKLVDPNAQPVFEALHVYGSFDPNKPQDNR
LKNWFTNTLDKMPGTHVALVERQQKRAYPKCPHCQTEVSQCASCGGDMRGTEEKGVDTRIVADMISLAWAKAYDVAVLVS
SDRDFVPVAEFLQTKGIKVVHGAFPPKGIHLSQKCWANFSITNLMPQIERR
>OLS45857.1 hypothetical protein BV509_16860 [Rhodovulum sulfidophilum]AB26
MVFLVPTGQLAAPFGADRLPRAVDGLPSPAERVRHLFGHRLGVDLPDVLTVALSSPSQSVMDVLTGEGLGDLDLAAVACL
CVPLWAIPADQRATVAALCEHP
>OLS45858.1 heavy metal-binding protein [Rhodovulum sulfidophilum]AB26
MKFSVPDMTCGHCTAAIEKAIRQRDPSAEISCDLGTHTVETKTALPEAEIAAAIEDAGYSAATV
>OLS45859.1 hypothetical protein BV509_16870 [Rhodovulum sulfidophilum]AB26
MSWNPTQDPESGAAACAALETLIIPRARDIGGFEVRRALPSPKRQMVGPFIFFDQMGPAEFLTAGGIDVRPHPHIGLGTV
TYLYRGEFEHRDSIGSHQMIYPGEVNWMVAGRGVTHSERTSAATRGTRHSLFGIQTWIALPEDREETAPSFEHHGKDALP
VIEAGGAEARLILGRAYGAESPVTLPSETFYLDVVLAPGARFPLPDDHEDRGIHVAEGSIAVAGDLFEAGRMMIFRPGDA
ISVTAGPQGARLMALGGATLNGPRYIWWNFVSSSKDRIAQARADWQAADWANGPFHLPPGDEAEFIPIPPELDRTRPRAW
K
>OLS45860.1 hypothetical protein BV509_16875 [Rhodovulum sulfidophilum]AB26
MVFGLKLSHLVAGFIAVLLGYTSSVAIIFQAIDVLGASQAQANSWMLALGLGMGASGLILSLRYRMPILTAWSTPGAALL
VISLDGVPMNEAIGAFVFCGLLLTLTGLTGWFEKLSHLIPDAIGNAMLAGILFQFGLGIFASTEDNLPLVAVMGAVYLAG
RRLFPRFAIPAVLLAGCLFCAVTGAFDSGAAVDLSLARPAFVMPALSLPVLIGVGLPLFIVTMASQNTPGIVTLKAAGYA
PPVSACVTVTGLTTLLLAPFGGYAFNLAAITAAICAGPEADEDPDTRYRAVVVAGLLYCLVGLMGAAVISLFLIAPKALV
VTVAGLALLNTIGTSLHAALAVPERREAALVTFMTTVSGIGFLGIGAPFWALLLGIGTGAVLAPRRSRAAAPDRRPA
>OLS45861.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTETKIRIHLRAARARAGLSLAQAADLTGVSKAMLGQIERGESSPTIATLWKLARGFRLPLTALIEDLVQTTGSFTPATA
RPMRFEGSIAMRTIFPFDPVFGSETFLVTLDPGQVHLSAAHDTGVVEDIFVTEGQVEVLLDDIWKTCQAGDGLRFPADRA
HGYRNRADSPALFHNTLHYPRTALFGPPEDA
>OLS45862.1 nitroreductase [Rhodovulum sulfidophilum]AB26
MSNKTLDLLSKRRTQYALGKTLPIPADAVEELIKTAIRHAPSSFNSQSSRAVILFGAESEKAWSLIEAELRKIVPEDAFA
PTAAKMAGFAAGAGTVLFYEDQDTIRGLQEQFPLYADAFPGFANHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFGVPSSWKLIAQMPFGSHAGEIGPKTFIEDNSRFITLGK
>OLS45863.1 hypothetical protein BV509_16890 [Rhodovulum sulfidophilum]AB26
MGRLLLTAAFIGIAVWLLREATRQIEFSEITDGLQAVTRPQIALAVLGTLVSFVFIGALDLLCLKEIAPGRVPGRVSVAT
GAAATAVSNLLGAAYVTGVGVRYRVYSVFGLGASQVAVLFAHNSLAYSLGALVLYGAVLAVHPASIEGVLPLSPPLQTVI
GLSLLALTALIWGAIRLRAGRPVQVLGRRIPMPGFGTAVALTGAVVFDLVASGLVLHVLYPPDLSIGFLEFLAVFGIAIS
LGILSHSPGGLGVFEATILTATGAHGRADALAALILYRAAYTLLPFLAALVAAGVFELRTNRAALARTAQRAGARLRPAA
PAIAAGLAFAAGGGLLLSGLLGPLGPEIAVSPELRALAQLLAMGLGLVLLALAGALALRLRRAPALTLAALAAGSMAVLA
DGRPVEAALLLGLVAGPFWLLRRLL
>OLS45864.1 hypothetical protein BV509_16895 [Rhodovulum sulfidophilum]AB26
MPSLRKLIGQGGRIALFLLALYLVVLCGLLIGPTFTAVCLVVLAVVGGCVLYLRNPDRADRWKSALPRRTRRETAPAAAP
VVAASATDLQDRPVQLPALRDPALDREDERPPRLTMLDTLGWETPAAMARDFAVLGLAGLGLAIVGYTLPAWPVLSWIAG
LLKVVGVLLVLFSSGVLYSFGRELFWRGRG
>OLS45865.1 chemotaxis protein [Rhodovulum sulfidophilum]AB26
MFGRSKRNSAAKDEADLAKAFFAVIDRTQATIQFRPDGTIITANANFLNALGYTEAEIAGRHHSMFVDPDHVKTPAYKAF
WDGLGNGQSFTDQFPRVRKNGSIIWIQATYAPCLDENGHTTRVIKIATDITERHDGIDEIAKGLERLQSGDLSHRVPGSS
LPDIAALADAYNSAVGQLSTTIATVKDVSSIVERTAQEVGQASSDLSRRTETQAATLEETAAAIDELTATVRSAASAIKD
VEQSADRAMATAESGGRVVSDAVEAMARIDGSSKKISQILTVMKDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRA
LAQRSGEASGEISVLVRESTENVKLGVGLVNNAGSELTRIIDAVSGMREHISQIATGASEQAITLNEINTGVGQLDTVTQ
QNAAMVEQATAASQGLASEARELAAQVSIFRIANDGYPAAGSVVPFRSSNAA
>OLS45866.1 hypothetical protein BV509_16905 [Rhodovulum sulfidophilum]AB26
MTDLTHLAVPGTEIAVRVTPRASRDRILAEEGQIRVYVTVVPEDGKANAAVTKLLAKALGVPKSRLDLVRGQTARDKLFR
VL
>OLS45867.1 nitroreductase [Rhodovulum sulfidophilum]AB26
MPDPRPEVLDFLLTRRSRPAKTLAEPGPTRDALIPILTAAARSPDHGKLEPWRFVVLEKPALTRLEALVRTRGAALGQPE
EAIAKAASAYAQSPLAVVVVSAPKPSSKVPEIEQIHSAGAVCLALLNAALASGWGANWLTGWPAHDRGFLAEGLGLAETE
TVAGIVHIGTETAAPPDRPRPDITAITEWVSE
>OLS45868.1 hypothetical protein BV509_16915 [Rhodovulum sulfidophilum]AB26
MGIRMILTAFLKTLGQIGDRAFRRVLFLGVGLSVLLLAAIYAAIFFLIGWLVPDSFTLPWIGEVNWVDEILSGASFLLMI
VMSVFLMVPVASAFTGIFLDDVAEAVEARHYPTLPPVAPIPVFDQIRDSLGFLGVVLAVNLVALVLYFFVGPFAPFLFWA
VNGFLLGREYFQMAAMRRLGRQGARDLRSRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIAARPAAA
>OLS45869.1 alpha-hydroxy-acid oxidizing enzyme [Rhodovulum sulfidophilum]AB26
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNSSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
LTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIERARAANCSALVLTLDLQ
ILGQRHKDLKNGLSAPPKMTLPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTAGNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIVVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGAKGTYIGRAFIYGLGAMGEAGVTRALEVIHKELDTTMALCGRKTIAGLDRDILLVPKDFEGDWV
>OLS45870.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB26
MAGEIPDLNATVRMGTGKGAARQARRENLVPGIVYGGGAEPLPINLKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEEKSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNIGDI
VHISDIALPEGTTPTITGRDFVIANISAPSGLRSADNEEEAVEE
>OLS45871.1 hypothetical protein BV509_16930 [Rhodovulum sulfidophilum]AB26
MTVLGGVGDARAVPLAMDPQFEAAVTGDWGADPATLSDGVATARLQAGILCAAWARDMIGQHWRRLDHEDGPGTWSADRQ
TLWFQLGWIDEFERRYLRPRIDAESQQALQAAWWPGGVSTPAGSSEAGQIHRLCLRLPGLFGSIDPDAPSGDPAMLR
>OLS45872.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB26
MYLTMNRFKVKPGCEEAFEEVWKTRDSHLKTVPGFVGFHLLKGPDKETYRLYASHTFWESEAAFAAWTKSEAFRAAHKGA
KGPSDMYLEPPELEIFESVQALS
>OLS45873.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB26
MRLFVGLGNPGAQYAGNRHNIGFMAVDRIACDHHFSPWRAKFKGQTAEGRLGPEKVILLKPETYMNLSGDAVQAAVQFYK
LTPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYQRVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGLSDGAADLARGEGAKFLNAVALRVAPARNGPSAEAPAPAPKSAAPPPEPAEDPRSALQKLADRFR
>OLS45874.1 hypothetical protein BV509_16945 [Rhodovulum sulfidophilum]AB26
MDLRAACTDQAAACARLGSPFTAGLLRLAAERLRPGGAVADRLLGWKGALGAGGQSVPLRLAGALHGLVLSGAAPGLAAL
YPPVDPDPDGLWAEIEAAFTTHETQLMRWLDSPPQTNEVRRSAVLIAAGHWLTAATGLPLVLSEIGASAGLNLNWDRYAL
DLPEGSYGPVDARLRLAPDWQGPAPPKATPRVIDRRGVDLNPIEGSTPEGALRLRAYLWPDQPDRRRLTDAALAEPPAPV
DREDALPWLARRLADPAPGALHMIFHTVAWQYLPEAARAEGDRLIAEAGARATETAPLARVEMEADGGDGAALRITLWPG
GPPRTVGRADFHGRWVRWTAAETPDDREGRI
>OLS45875.1 hypothetical protein BV509_16950 [Rhodovulum sulfidophilum]AB26
MTYRKAPSLNVLGGRLDPCSAVPLTGFYRNGCCDTGPEDTGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFPGLTPGD
CWCLCAARFLQAHDEGCAPRVKLTATHRAALEVVPLEVLTLHADDG
>OLS45876.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB26
MPDDILNSYKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTIIA
AIGGGSNAMGLFYPFLDDASVRIIGVEAGGHGVDEKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDIGRAEYVSVTDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPGLPADHLICMNMCGRGDKDIFAVAR
HLGFGMDEA
>OLS45877.1 hypothetical protein BV509_16960 [Rhodovulum sulfidophilum]AB26
MKGLLGLIAVLAVAGLALAFTKPTEADFEAALETQLLDRIDRAEPDMQSNPASAVLLATCKLGRTQCAELIRSMISLDYR
DKVLFAVADVSLGGREGGVCYGAATRIFCRETGNGAANGR
>OLS45878.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB26
MSDSIRVKICGLTSPAAIEAAARLGASYLGFVFFPRSPRHLEIEAARALAMAVPPGLAKVALTVDADDAALDALLDRVPI
DMLQLHGQESPDRVAELRARFGLPVMKAVGVADEADLPALADHARVADQILVDAKPPKDAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPDNVAEAIALTGARQVDVSSGVESAPGVKDEALMGRFIAAAGGKEKT
>OLS45879.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB26
MRLIRYLFLVLLAICLVVVATANLDPVSVTLLPGELATYSGVQFTAEVPLYVVGFGGMLLGLLIGFFWEWLRESKHRTDA
SRRRREAARMQRELDRLQAEKRRNDGHDDVLALIEKGSSTR
>OLS45880.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB26
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEIISAMARGDRVELRGFGAFSVKQRDSRTGRNPRTGESVQVDEKCVPFF
KTGKLLRDRLNGK
>OLS45881.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB26
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGEAPEIAVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYAEDSRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIIGKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDSVERKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPIGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQDYRKGDMVRAVVTEVDTDKERISLSVKALEGDPFAEAVGGVKRGSIITVTVTAIEDGGIEVEYEGMKS
FIRRSDLSRDRSEQRPERFQVGDHVDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>OLS45882.1 hypothetical protein BV509_16985 [Rhodovulum sulfidophilum]AB26
MNILADRRACRIEPPIPIAIVIEQHGAWSVLFAAIAAIFDGRGRPGDARLGRLDNHLRRDIGLPPLPPRRSEPPRWM
>OLS45883.1 cytidylate kinase [Rhodovulum sulfidophilum]AB26
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLDPEALERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAMRAGGAVLDGRDIGTVICPEAAAKLFVTASDTVRAGRRFRELSDKGVETSLEDVLAEMRERDA
RDSARAAAPLRPAADAVILDTSRLTIDEAVAAAIETIRTRQPD
>OLS45884.1 aldehyde-activating protein [Rhodovulum sulfidophilum]AB26
MSVTGGCLCGAVRYRIDGPLSPVVACHCSQCRKASGHHVASASAPRDSIAVADELRWFASSARARRGFCPVCGSNLFWDG
QGPDMAIHAGSFDGDPGVRLVAHIFCADKGAYYEIAGGLPQAPAGRSGLPEDIA
>OLS45885.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB26
MSAHGDPIPMTARRSGPLRGEAVVPGDKSISHRALILGALAVGQTRISGLLEGQDVLDTAKAMRAFGAEVTHEAPGDWTV
QGVGVGGFAEPADVIDCGNSGTGVRLIMGAMATSPVSATFTGDASLRKRPMGRVTDPLALFGTRAFGRQGGRLPMTLIGA
ADPVPVRYVVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRIEEAPEGRAIVLTGQPELVPQTIA
VPRDPSSAAFPVAAALIVEDSDVLVPGIGLNPTRAGLFTTLREMGADLTYENEREEGGEPVADLRARFSPAMTGIEVPPE
RAPSMIDEYPILAVVAAFASGPTMMRGIGELRVKESDRIAAMAAGLRACGAEVEEGEDWMIVHGLGAGGLPGGAVCAPHL
DHRIAMSFLCAGLAAQKPVSVDDAGPIATSFPIFEGLMTALGAEFDRGDA
>OLS45886.1 hypothetical protein BV509_17005 [Rhodovulum sulfidophilum]AB26
MSDIRITNCHIHTLTAAHAPLYYPAPPVAAIRAWPGLLHGLRHAARLQPWEGPHEAVLQLDHFRKTGCRESQRAVFLEAL
RHYPASARFVVLPMDLEYCGHGPVPVGLKAQHRELYELSRDPGLGHRVIPFATLHPDRPDAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRHRRWTPARADAVTDPAAHVPVLRAFPELRLCLAHFGGDADWLS
FLAEGLDPLDPEARRRNWVTKIADMIESGAYPNLYTDISYTVFKVPACMPLLTLFMESERLAARILFGSDFYMLRQEDLS
EKAVSIRLRAALGEARFRQIAETNPENWLGER
>OLS45887.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB26
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLSDKTRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLSVRYEHGRPVAVDSIVLSTQHASEDQTSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPEAEIEKAVGQVMDLTPRGIRQHLGLDRPIYARTSAYGHFGRMPEEDGGFSWERTDLAEALKKAF
>OLS45888.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB26
MRAGPFRRVLARPAWAAFGLGVGLALGQAPWSLWPLALCALAALIWLVARAETPGRAARIAWAGGAGQFALALSWIVDPF
LVDIRQDGWMAPFALVLMAGGLALFWGAAGAFAGWAGRGPRARALAFVLALSAAELARGYVLTGFPWALPGHVWIGAPQM
QLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGFAVAAVAGLGLWGAARQAVPVPTEADPPQVRLIQPNAAQHLKWR
RDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLETAGDGLETIAEAAGGVPVAAGIQRADGPLAYNSLAVIGAGGR
LLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDLGARLGKALPLICYEAVFPQDLRGTARPRWL
LQITNDAWFGTSTGPYQHLALARLRAVETGLPFLRAANTGVSAMIDGRGRVLASLPLGQQGQITAPLPPALAETPYARTG
DWPVFLVLCLGLAAFVATRALK
>OLS45889.1 magnesium/cobalt efflux protein [Rhodovulum sulfidophilum]AB26
MGDETDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEEYEEGGDSVAANGVARPALTHGIGNLAKMRVEDVAIPKAE
IDAVPLDISMEDLVQVFRESGLTRLPVYDGTLDSPIGMIHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGALWTVEKPGIYLVQARAPLDAFEDEIGLRLLDAEE
EEEVDSLGGLIFMMVGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPAVTAAAAASA
>OLS45890.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB26
MSIEILFEDDRWAAAGLAQLAESACRETLTHLEFDPEIHEISVLACDDARIAILNAEFRDKPAPTNVLSWPAEDLAAEED
GEAPLLPEPDFEGEPVELGDIAIAWETCAREAREQGKAFNDHVTHLMVHGCLHLLGYDHIRPRDAARMEGIEVEILAKLG
LADPYD
>OLS45891.1 phosphate starvation-inducible protein PhoH [Rhodovulum sulfidophilum]AB26
MGISALTPPPKVEDVHETFLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHILRRGNRLAIVGEGAARGQAAMVLQQLYARL
EGGKPLEAGDIDGALRLGDSAAGTGSRAGDQLEMFHGGRTEVHTRKKMVEPRTEAQKAYVKALFENELCFGIGPAGTGKT
YIAVAVAVNMFIGGHVDRIVLSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFM
RGRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKDIDNISFNYFTAKDVVR
HPLVARIIEAYDADDAKA
>OLS45892.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB26
MTSPTPPTRKLFIRTYGCQMNVYDSERMAEALGPSGYELTDSAEGADLILLNTCHIREKAAEKVYSELGRLRALKVENPD
LKIGVAGCVAQAEGEEILRRQPLVDLVVGPQSYHRLPELEARARQGGKALDTDFPEEDKFDRLGGRPKAPRGPSAFLTVQ
EGCDKFCAFCVVPYTRGAEASRPASQVLAEARDLAERGVREITLLGQNVNAYHGAGPDGDWGLARLIRELAAIDGIDRLR
YTTSHPNDMSDDLIAAHGELPELMPYLHLPVQSGSDRMLKAMNRKHTAEDYLRLVERVRAARPDILMSGDFIVGFPGETE
ADFEDTLALVRAVSYGQCYSFKYSPRPGTPAAERDQVDEDVKTDRLLRLQALLTDQQVAAQAAMVGRRVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIAEVAITGTAPNSLAGVLAG
>OLS45893.1 hypothetical protein BV509_17045 [Rhodovulum sulfidophilum]AB26
MAGQYAGLAEFLGRARGALGPRPVALIFVEDEIEVESTVDHLDALGFGTLVLFTPEGLDLSPGAAERVHRVTYDTLAEGA
LPRAVTAVIAKAPGVWLHYCYNAEYLFFPFCENRSIGEMLAFHAEERREAMLTYVVDLYAADLEQCPNGVSRDGAMLDRT
GYFARPRTDPATGRLLERQLDFFGGLRWRFEEHIPEDRRRIDRIGLFRARPGLRLLDGHLLNEPEMNTYACPWHNTLTAA
ICSFRAAKALRTNPGSRLEIARFRWPMSDAFRWESQQLMDLGLMEPGQWF
>OLS45894.1 transcriptional repressor [Rhodovulum sulfidophilum]AB26
MAQLNENPNNPDAIERGSRWLSKAGLRPTRQRVSLASLLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDEHRLSDAPAGELEITKLPKAPEGAEISKIDVVIRLRRI
>OLS45895.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabA [Rhodovulum sulfidophilum]AB26
MTDFPTSFDKDELLKCARGELFGPGNAQLPEPPMLMMDRITDISAEGGEHGKGHVVAEFDIRPDLWFFSCHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPERKLIRYFVDFTKAIQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>OLS45896.1 beta-ketoacyl-[acyl-carrier-protein] synthase I [Rhodovulum sulfidophilum]AB26
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEASIDKRQLRFMGAGAAYNYLAME
QAIADAGLEPGEVSNPRTGLIMGSGGPSTANFFVAHSTVKDKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNGTELIQMGKQDVVFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGVRSMKLALGTLPEGRRIDYINAHGTSTVAGDIVEVRGVREVFGE
DSMPPIGSTKSLTGHSLGATGVHEAIYSLIMMQKGFMAASANVTELDPEIRPGEIVTELRDGIEIDSVLSNSFGFGGTNA
TLVMSKYHG
>OLS45897.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB26
MPELMKGKRGLVMGVANDRSIAWGIAKAMADEGAELAFSHQGEAFGKRVEPLAESVGSNFLVDVDVTDDASLDAAFGRIA
EEWGSLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPNGGTILTLTYQGSNRVTPFYNVMG
VAKAALESAVRYLANDLGPEGIRVNAISPGPMKTLAGAAISGGRKTFRHTEMNAPLGRNATLDCIGGTAVYLASDYGART
TGEIVTVDGGYHVLGMPRFENL
>OLS45898.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB26
MTQVQTGDKVRIHYTGTLADGSTFDSSEGRDPLEFTVGSGQIIPGLDAALPGMSEGDRKTVEVPCAEAYGAHNPDATQAI
PRAQVPDSVPLEIGTRLNVQTSEGEVLPVTVAEVTEETVVLDGNHPLAGKDLTFEIELVSIG
>OLS45899.1 hypothetical protein BV509_17075 [Rhodovulum sulfidophilum]AB26
MSQNHGKVWWTELMTHDVPGALKYYKAVCGWHFQPMPMGAGVYHVAHCGAQPVAGVMDMAMLPGMETAPADWFSYFAVDR
LDKALEDTRSRGGSVLREPFDVPGIGRIAIVLDPTGAAMGLITPAR
>OLS45900.1 haloacid dehalogenase, type II [Rhodovulum sulfidophilum]AB26
MPITTCIFDAYGTLFDVAAAARRAASEPDHACLADSWPALATAWRAKQLQYTWLRAITGAHADFGQVTGEALDWALEAQG
LAGDAGLRARLMALYRELDAYAEVPAMLEALKRAGKATAILSNGSPDMLAEAVEAAGLGALLDDLLSVESVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAGAAAGYGFVSAWVNRANEPVDRLPWRPAHVLADLSGIPHLAEAIA
>OLS45901.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MIRFAADDGRMLAYDECGTGTPLLCLAGLTRNMDDFEPVVDAFADRARVIRLDTRGRGGSDPDPDFMNYNLIREGRDALN
LLDHLGLPKAAILGTSRGGLIAMMLAAGHKDRLSGICLNDIGPLVEPRGLAHIMTYLGIPPDYSDYDEAARRLEASMSDR
FPGVTRDQWRSYARRLWKQSDHGLALRYDPALRHAVKEQSATGALPDLWPLFDALEGLPLALIRGAHSDILSPETAAEMR
RRRPDMIYAEIPDRGHTPFLDEPDAVAAIAILLERISK
>OLS45902.1 threonine ammonia-lyase [Rhodovulum sulfidophilum]AB26
MTIDLIDAAAARLAGKARLTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALSPEARARGVIAFSSGNHAQ
GVALAARMLGAPAVIVMPSDAPGPKIANTRALGAEVVTYDRATGDRDAIGADLAEARGLTLVRPFDDAQVIAGQGTCGLE
IAAQAAEAGIDTAEVLVPCGGGGLTSGVALALEARAPGLRVRPVEPEGFDDATRSLVAGRIETNTRRAGSLCDAIQTPSP
GDLTFPVMSRLCGPGIVVSEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPRDVAGETVIAIASGGNVSAETFRMALD
RYGDAP
>OLS45903.1 alpha-1,4 polygalactosaminidase [Rhodovulum sulfidophilum]AB26
MTTFTIATFNVQNLIGPDREYYRFEKYSSVEHAWKQDWLADQLTRMNPDIVGFQEIFEPEPLQQVIALADRRGEQSNAAG
QPGAEPGRKAIHRKQRYDSYGETALAFAPNIADSGPGERRPGVAILSRFGFADQPQSIQLLDPPVDVPFHHLGGGDAGRY
QIRRLTRPILKARIPVGDHVVTVFNAHLKSRLGEFVRPHGARFSPEIDLLDYDAAGRAMGALRSGLRRMSEAWVLRRLVL
DELALDRPVIVLGDLNDDDRSATHEIICGERPLPDYSWMRRPNPQGPDDRYTAAESEQIREAIDRVRLQAAAQLFMRKSL
RDMVYTAAFAGVYQALDAILLSRHFDPDRADRIGEMIHFGAYNDHITDGAEPQSPAARIVSDHGQIMAHIRLR
>OLS45904.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB26
MKIADLGDVALHYREDGDPDGPPVVFSNPLGCDLRVWDAVVELLPPGLRAIRYDMRGHGLSSCPPGPYAMGVLVRDAERL
LEFLGVRDCVFVGLSIGGMIAQGLAVKRLDLVRAMVLSNTAAKIGTPAIWQDRMAMVRAGGIEALAEGTMERWFSRPFRQ
SPDCALWRNMLTRQPVEGYLGCCAAISGTDFYTPTASLTLPTLAIAGSEDGSTPPDLVRETAALIKGAHFHLIRGAGHLP
CVEKPGDYADVLTAFLKEIGHVAD
>OLS45905.1 esterase [Rhodovulum sulfidophilum]AB26
MTAFLLIHGSCHGAWCWRDVLPALRNAGAEARAIDLPSHGDDPTPLADVTLDLYADAILDAIDEPVILVGHSMAGFPISA
AAEKAPEKIRSLVYVCAYVPVAGLSLVDMRRAGPRQPLLDAIVKSEDGVSFSFDPEKVRDKLFHDCPHEAVAYAKARLGP
QPILPQATPIALSERYRSVPKRYIRCLQDRTIPPDYQATMTADWPADRIDALNCSHSPFLAQPEALAALLLRAAG
>OLS45906.1 hypothetical protein BV509_17120 [Rhodovulum sulfidophilum]AB26
MRPTRHGICALGALLLAAAPAGADQPLPVEIIRVGAESAETTYTLTGTIEAVDDYPASFRDGGRIVEVAVEAGDELDRND
VIAQVDPTEANARLRAATAALQAAEAALVQARQARDRATRLLDEGNTTQSDLDAAVQAYLSARSDRNGARARRAVAARAA
EDTVLRAIEPAIVTHRSAEPGQVMAAGQTVVTLANRGPREAVFQVPDIPELGAFLGSHVRLSPLEGGPGPGTSAPVSELA
PVVGGNGTVETKVRINGTAAQLFSIGQPVVGVVTLARQTAITVPWTALTATADGPAVWTVDPADNRVRLAPVEIGAYTDG
GIRIAAGLAEGEAVVGAGSQYLFPGREVRPLEGSE
>OLS45907.1 hypothetical protein BV509_17125 [Rhodovulum sulfidophilum]AB26
MIRLLVLALATLPAAAHSASPACGDIPATGRPVVSETVSSDPTRKRAFAGVVAATHSTDLAFQTIGRVARIEVDPGDRVA
GGDVLATLDRVSLQEDVASARAALSAALAEAAFARQSFERVNTLAERGIAPRAQLEEAEATRDATQAQAEAAQADLARAR
DALGHGTLVAPNDGIVLSTEVEAGTVVAAGTPILTLADLKGREAVIDVPTEFLQVLPRDAQFEVVVHAEFANPRKARLRL
VEPVIGDNIRTRRLRLTITEGDSDFRIGSLVSATLAQLDLPVMTLPATALTGSETDPAVWRVLPPDRRVERVAVRIGRQL
ADRIEITEGLSVGDEIVIRGAACLRDGLAVGPRVAP
>OLS45908.1 ACR family transporter [Rhodovulum sulfidophilum]AB26
MSLRPRFNLSDWALGHRSLVWFLMLVSLVAGTLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEI
DALKFTRSVTYPGRSVVYVELRDSTRAEEVDATWLRVRNMMSDIRADFPSEFAGFSFNDDFGDVFGSIYAFVADGFTPRE
LEDRVEDVRSEILRLDQTGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLDTLARENAIVPSGTIRTTGERILIRVTGQ
YASAEDLAATPLRTGDVFYSLADVADVTPGYADPPAELFRYNGHEGIALLVGMREGGNILKFGAELEAVMDGVAQRLPVG
IEVHKVADQPRVVEESVGHFTRALAEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIA
LGLLVDDAMIAIETMISRLEIGENLTKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSW
IVAVLFAPILGVTFLPRKLRHAHREAGRVRRAFRSVLLKAMRFRWTTILLTSALFAASVAGLGHVEKQFFPTSERPEIIV
EVTLRQNGAFAATDAAMADFEAWLGQQDEASYSTAYVGRGVPRFVLTLDQPTASENIGQLMVMTPGLEARDRLRAKIAAY
DRAHPEADFYTRLIELGPPVGKPVQYRLSGPDIEPLRDRARDLAALLDADPRLTSISLNWSEPARVVRVILDQARLRQLG
LTQSDVAQTLYGLFEGAGVTELRDGRKLVDVLARGVAADRSTIAALETLQFGNAAGDPIPLLSIARLEWTTEQPEIHQRD
RVPTITVGAAIRAAEQPATIVADLTPRIAAFATDLPPEYRVALGGSEESSAESQAPILDVVPVMVLSILTLVMIQMQSFR
LLFVVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNAVILIHEVDVLIRAGQSPWEAVYGASDSRARPILL
TAAAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRVRPPAPAASAPKAGTGN
>OLS45909.1 propionyl-CoA--succinate CoA transferase [Rhodovulum sulfidophilum]AB26
MTIAQPIASRIGDPTLRNRVMSAEDAAALVAPGSTIGMSGFTGSGYPKSVPLALAARIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEVSGITSDGQLIPSSSIGNN
KTWLDQAEKVILEVNHWQSEALRGMHDIYYGTALPPHRRPIPLSSPNDRIGQPYFRCDPKKIVAIVETDAPDRNAPFKAP
DEVAQSIAGHLLDFFLHEVSKGRLPPQLLPLQSGVGNVANAVLTGLMNSPFENMTAYTEVIQDGMLELLDAGKLRSASAT
SLSLSPTAAEWFNDHAYRFRDKLILRPQEISNHPEIVRRLGCIAMNGLIEADIYGAVNSTHVMGSRIQNGIGGSGDFARN
AYVSIFMTPSTAKNGKISAIVPKVAHVDHIAQDVQILVTEQGIADLRGLAPKQRAALIIENCAHPDFRPALRDYYKRAME
GSYGKHAPHLLDEALSWHLRFVKTGSMQAE
>OLS45910.1 hypothetical protein BV509_17140, partial [Rhodovulum sulfidophilum]AB26
GGVSEEVAAALGFDSPHGTMIVDVTADSPAAKAGLRKGDIVLAVDGQEVTGPRDLTRFIATDAPGTDVSLNVLRAGKSMD
VSVTLGNRADRPA
>OLS45911.1 trypsin, partial [Rhodovulum sulfidophilum]AB26
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPSGGYVDLVARVAPAVVTIEVEKAAPQAQLQTFQFPDGFPM
EEFARRFGLPMPGYPQGPQGEAPRLKGVGTGFIVSQDGKIVTNAHVVDGADSVTVTLADGRSFDGKVLGADTASDIALVE
IDGQNLPHVDFGSSDALKVGQPVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGG
>OLS45912.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALASAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRTVSRAGRRIDLLPREFALLE
HLLRHKGRVQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDKELIATVRGAGYRIGD
>OLS45913.1 hypothetical protein BV509_17155 [Rhodovulum sulfidophilum]AB26
MGARAASLTHLLRSTPVRQALALVAVVALANLLSLGGAYLTLRADLARSIRADLDAELASFDLSATPAALSAIVRARARA
ADPAKTITVFLAADGQQVGNARATLEGSDIHLGPGDQPLGAAGYLHEARPLAGGLLIVAESLAPIAELRRTFLSLLAFSL
GPTVLISLGVGVLIARRTARRVDGIEATLNRLSAGDLSARLPPDPAPADDLSRIGAGVNRLAARQQAATEALRQVTADIA
HDLRTPLQRISVLLQDLRARLPDEGDPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARFQPFDLGLTVRQVVELYQ
PSVEDAGHRLSLSSPETGPTIRGEPSLIAQALANLVENALRHTPEGSRIDIAVSADPPALSVADDGPGVPVGERDKVLRR
LYRLERSRTTPGHGLGLSLVAAIAGLHGARLTLEDNGPGLRVRLAFPQAEGNLTGSSDPTR
>OLS45914.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB26
MLSVVARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGLLNRLADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGIIGTSETIFAAFNLIIVAALFIAVPLVNWLMLPKPGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>OLS45915.1 hypothetical protein BV509_17165 [Rhodovulum sulfidophilum]AB26
MNIERLLQEALGSGQGQRQNPGRGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWRDWQQ
NRPSGTEADPLHLPPPPADSGFDMAQERDSAGQDFRLAVLRAMILAAKSDGHIDGAEHGRIRDRIEALGLGAEEKATLFD
SFAAPADPAEAARPARTDAQRAELYLASALAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQVGA
>OLS45916.1 hypothetical protein BV509_17170 [Rhodovulum sulfidophilum]AB26
MHRTRGRVAERAGDAMAALRACASEWDLAVSETAEGVIMDLPGSRVVLQPTGTGLGIEIAAPDDVHLRAAQDNLTEVLAG
GGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTARVDWPE
GADALHRAVYTVADLGTDWIDMDIFDHPDSPTCAWVRGAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILRILRLS
ENEVRAWVTASPEDLSALNADPRVKRVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVAYWR
>OLS45917.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB26
MSIPQSGGGPIESHAQLTEYLAAGCKPKADWRIGTEHEKFGYCKDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLAAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSVETGKTPADELLEHYHGDWNGDLSRIYADFSY
>OLS45918.1 hypothetical protein BV509_17180 [Rhodovulum sulfidophilum]AB26
MSFLRPEAVAALRRRREVIAAGAVALAGLWIFGLGGYLFQALGLLTGALGAGLGFVATRRNRFRIPGNGPGIVQVDEGQI
TYLAPRGGGFVALSEITRIEMVFDETGARGWRLSQTRFPEVTIPASASGADALFDVFMALPCANPRAILSALDRSPADGP
VTVWSRIVRPALT
>OLS45919.1 4-hydroxybenzoate polyprenyltransferase [Rhodovulum sulfidophilum]AB26
MSDTAETPEGHSALDRAVDGQVADAVKGNWVDRLAPVWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWIDLW
IVLGCGIGAFLMRGAGCTWNDITDRNIDGEVARTRSRPIPSGQVTVAQAVFWMVIQSLAAFFILITFNWATIAMGVGSLA
LVAIYPFAKRFTWWPQVFLGLAFNWGAMLAWVAHTGSLSLAPVLLYLAGIAWTIFYDTIYAHQDKEDDALIGVKSTARLF
AENTPVRLQQFLLGATGLMVLAVVLALLHPAGGTAAFMGLIGTAGFALHLYWQLRRLDTENTDRCLSLFRSNRDAGLIPV
LCFGLAILA
>OLS45920.1 hypothetical protein BV509_17195 [Rhodovulum sulfidophilum]AB26
MRHLLSKLIAPAVFALAAAVCLGAALLAVNWIESHTRQAVRAALTDRGIPWANVRADGMLMHLSGTAPDEAARFHALAAA
GSVVDSTNLIDDIEVAAPTPLDGPRFSVELLRNDTGISVIGLIPRKSRTEDLAAELARIAGRLPVTDMMDSADDAAPPGW
NAALDFGLIALDRLKRSKISITANRVAVTAISDSPQDKARLERELRAAAPKGLDLALDISAPRPTIAPFTLRFLMDEAGA
RFDACAADTEGAAALILAAAREAGAPDDATCTLGLGAPSADWGTAAAGGIAALAELGGGSLTFSDTDVTLVAAAGTETAL
FDRVSGTLKADLPEAFTLHTVLPAPVKTDGAAPGPAEFVATLSPEGLVQMRGRVTDQMVRDATESYARSRFGGEHVHSAL
RLDPALPEGWPMRVLAGLEALSQLRNGSAVVQPDFVQINGLTEDETARARVAQILSDRLGDAQNFGLQITYRKPPETPGA
ALADPAACVEQIGAVLAETKITFDPGSATIDGASLRVVDQIADILRGCPRARMEIAGYTDSQGRDEMNLRLSQARANAVV
DALMARRILVGNLTAKGYGEDNPVAGNDTEEGREANRRIEFHLIEDADPDAPQAEDTEAQATDTGDETTSEAEGEAEGED
ETGTEPQDDIGAETGPETGVDDTARDAEDPADAGEEDQIDGQD
>OLS45921.1 hypothetical protein BV509_17200 [Rhodovulum sulfidophilum]AB26
MDRTEFILVTSVMLFVAFALGWVACWLVQRLGRTTTADMGELDRMAHALHEAEEARDQAVGYLNQREAELTNQLNQTEAE
LNAAMDGLQHARQEAEELRAYIERINAR
>OLS45922.1 hypothetical protein BV509_17205 [Rhodovulum sulfidophilum]AB26
MILGIDTDLFVAALAVALLAGFVKGAVGFAMPMIMISGLSSFLPADLALAGLVLATLLTNTAQAFRQGLAAAWGSVRRYR
LMIGCVVLAIALSAPLVAILPDRVMYLLIGLPIAAFTVSQLAGRQLILPARHRARAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMVRVQGVVFLIGAVMLLLAHLGSGVLNGHSLPFSAALVLPAALGMWAGVRLQDRLDPGRFRRATLVVLA
VAGLNLIRKGLMG
>OLS45923.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MPHDGQDRPAEQALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYAQALRQMQA
WAGRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFHSDAVTALLRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFAVDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVRAGDSYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEETPFPTPGMTGGEIEVLGYRGMKEYELGFDKFAVP
AENLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>OLS45924.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB26
MTDRARAIFDAVLPARLPDPVSFSAAAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVEPARDGTDAVWLNGA
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLADDTLSMLARFGSGSAT
RSLWHGFARWERGTREDGTDSFARPLPEVWPEFRIAIVRVDTGPKSQSSRDGMGHTVATSPLFAGWPAQAEADCAAIEAA
IEARDFIRLGEVTEANALGMHATMIAARPALAYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLVFLEGSTSRIAEL
FPDAAIVEPFGAAAKFPGQPRP
>OLS45925.1 hypothetical protein BV509_17220 [Rhodovulum sulfidophilum]AB26
MKVSAPGSIMITGEHAVVYGHAAIVAAVEQRITIEVTPLAERQLQILSDIAPPATVPLDPIVVEGPYRFVLAAAARFAGR
LPGGARLEIASEIDPTLGLGSSAAVTVAALGAFARLSGAPTEGLHTDALAVVRRIQGRGSGADLAASLKGGMNAYRLGAG
MLTGAPPEAARAQIDRLPMPPALSLRHAGYKTPTAEVLARVAAAMEGREAEFAALYDRMGDCAAATIAAATRRDWTGFGA
ALTVYQGLMAELGVCDDTMGRIVAEAKVTPGLMGAKITGSGLGDCVLALGARPEGFTPVALAEEGLRIDD
>OLS45926.1 hypothetical protein BV509_17225 [Rhodovulum sulfidophilum]AB26
MSVATAPQGTAETLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFAQVSQGAFYPLSA
LSHFKQSLDRRFESFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPVGAGMGSSASII
AATMVLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAIRVQGDSRFAPAIPPGHGLWHGEGWYWVLHGK
PASSTGECVAAVREAHGTDQALWQGFEACTDAFQTALETDSSPVASLRENHRLLTHIGVVPEAAARFVDEVELAGGAAKI
CGAGSVRGESGGVILVHLPDAPGMDRLMAAHPDLRWAPLHVAPTGAAFGPPQ
>OLS45927.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB26
MTTLARLITALNRGLFGIAKWLVYAIVLLMLWEVVSRYFLAHPTSWAPELATLIFGPFFLLGGPYLLHLGGHVAVDLLSA
RATGGLAVLLHLVGLALAAAFGLILLWFSLPLVAQSISYGETSYSAWNPVVWPAKAFLPLCAGLLILQAAADAVFAIKGA
DAA
>OLS45928.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTQTTRRKILHLGGAAALAAPAILSTGAARAQGVTKWRMQALWGGGTTPMRYEEDFCARVAELTGGAFEITPFSGGQIVP
SAQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLDLVRESYAPAGLTYVAPTVYGEEP
IHSRVAIRKIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGV
HQPTTATSYVANTRAYEALDDQKKAALAVAAREISGRLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVAEARGRAVEFWA
EAATDDLSRRMMDSQVALMKDLRLL
>OLS45929.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB26
MTDSPTAPKSGVRSRIEGLRDSEPADRRAAVAAAAGLDGTAMEALSDATALPLSVANGMIENVIGTFELPLGVATNFVVN
GREYLVPMAVEEPSVVAAASYMAKLARAGGGFTVSSTAPIMRAQIQIVGLGDPFGARAALLAHRDELIALANTRDSVLVG
LGGGCKDIEIEVFATSPIGPMVVMHLLVDVRDSMGANAVNSMAELLAPRVEAISGGQVRLRILSNLADRRVVTASVRVPF
EALTTRAHDGAEVARRIVEACALALIDPYRAATHNKGIMNGIDPVVVATGNDWRAIEAGAHAYAARSGRYTSLTTWEIAA
DGALVGTLEMPMALGIVGGATRTHPAAQAALRLMRIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMTLHARNIAI
TAGATGVDIDRVAKAIVAAGDVSVAHAKKVLEGA
>OLS45930.1 hypothetical protein BV509_17250 [Rhodovulum sulfidophilum]AB26
MTTAQVGALTTMAIRGIGSVQASGLTTAQMAKFSTAQLKQLSSLAIRGLSTDNIVALTTAQAAELSSRQVSALSSSQVAA
METADLVKLSTIAVKGLGKTQVAGLTTGQVAALTTAQTAVLSSLTLSGLSSTQVAALTTAQIGALTSIAIKGLTSTQTAG
LTTAQVAKLSTAQIKALGVSAMKGLSTANIVALSTAQAAEISSKQVAALSSTQVAAMETADLVKLSTVAVKGLGRTQVVG
LTTGQVAALTTAQAAVLSSVSLSGLSSTQMAAMTTAQIGALTSISIKGLTATQTEGLTTAQLAKLSTAQIKALGSSAMAG
LSTANIVAISTAQAAELSSVQLKALSSTQMAAMETADLVKLSTAAFRGLASDQIDGLSTAQVAAITTAQAAVMSSTMLGS
LSSTQLAAVTTAQIGAMSSIAIKGLTSTQTEGLTTAQLAKLSTAQIKALSGSAMSGLSTANIVAISTAQAAELSSAQIRS
LSSTQMAAMETADLVKLTTLAVKALGEDQVEGLTTAQVAALTTAQAAVLSDTALGGLSSTQMAAMTTAQIGALTSRSIKG
LGATQTEGLTTAQLAKLSTDQIKGLGASAMSGLSTANIVAISTAQAAELSSVQLRALSSTQMAAMETADLVKLSTAAIRG
LAADQIDGLSTAQVAAITTAQTAVLSSSMLGELSSTQMAAMTTAQIGALGTLALKGLGATQTEGLTTAQMAKLSTDQIKV
LGSSAISGLSTANIVAISTAQAAELSSTQVSALSSAQVAAMETADLVKLDTSAMRGLGVDQVAGLTTAQVAALTTAQAAV
LTDITLSGLSSTQMGAMTTAQIGALTSRSLRGLTATQTEGLTTAQMAKLSTDQIKALGSSAMSGLGTASIVALTTAQAAE
LSSVQIAALGSAQMAAMETADLVKLDTSAIRGFGADQVSGLTTAQVAAITTAQTAVLSSSMMGELSSTQMAAMTTAQIGA
LGTLALKGLGATQTEGLTTAQLAKLSTDQIKVLGSSAISGLSTANVVAISTAQAAELSSTQVAAFSSTQIAAMETADLVK
LDTSAIKGLSSTGIAGLTSAQAAALTTGQITALSTLQIGNISTSSIVGMGTAAIQAFTTNQMGGFNSQQIAALTTAQVAA
LQTQDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>OLS45931.1 hypothetical protein BV509_17260, partial [Rhodovulum sulfidophilum]AB26
AQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAATTLKQESQALQSQVARFRLRSGAVVASAIRPEPRSEIPSFDVKD
APAARESRKRAATEGGWQDF
>OLS45932.1 hypothetical protein BV509_17265, partial [Rhodovulum sulfidophilum]AB26
MPLARDAAASDIRAEALGPGTPGREDDTPFLGKTIPRTVFRSASLPDLPDQIPQAEDIGTV
>OLS45933.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB26
MTESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKNSRNAVICGLAR
AQFPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITKLTQDEMVERIEATVAHARNLCDNVQWSPMDATRTEHDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADQIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFQTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKKLVEHHAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>OLS45934.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB26
MAGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>OLS45935.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB26
MAADRNTQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVIPGFDWAMAPITKGAELVEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRISGVGETTARVILLTDSNSRVPVTIQPSGQRAILAGDNSTAPVLDFVEDPAVVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANEVIRDPGALVIPAPVGPQPMPAPAADAGGEPGNG
>OLS45936.1 hypothetical protein BV509_17285 [Rhodovulum sulfidophilum]AB26
MRAESPAMVDPTTLDRWLYRLIFLGLAVLTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDM
LLMRPPGLMTALVLVGSEFLRARQQVSVETAFGPEWLLTGGTIFAIYLADGLVLALFSVPEADFGRLIFLALVTALVYPL
VALASRYALGVCRVTPGDLDPRGLNR
>OLS45937.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB26
MKRSQREAEESSRRIGRRTLVLGGAQALFAGVLALRMRQLQVTQADEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
EQNYRIVIVREDAGDPEQALARLTRLVRLDDETVERALKEIRRHSPFVPVTIADRMRWEEVAGVAVNAPVLPGITPEVGQ
SRHYPMGPDFAHVVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDIEHGDVLGIASSPSFDPNKFVQGISVADYRALTGTPFRPLSNKAVQ
GAYPPGSTFKVVTALAALEAGVITPEDTVWCPGYLKLGERRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGIGVHHDLPMSAVAEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIASGRAVTPRLVRS
IDGVEQPSGAGEPLDIHPANLARIRKGMDSVVNSRRGTAHRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPKVAVAIVVEHGGGGSAVAAPIARDITLRALYGRVPPGEAYPSDQRWEAERRLNDLPLRDPGSL
PSGGRSRA
>OLS45938.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB26
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMTVMFVVAFVPIWFWRNM
AALAYGISVLLLVAVDFFGTVGMGAQRWIDLGVFRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPLLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVVAGGVGLVSAVFASRGTPWQLLKDYQFRRIDTFLDPSSDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGISLLALYVLIIVFCISSAMQTRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>OLS45939.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB26
MPKILFSAPPGLWAEYRAPLARAFEEAGIAAEVTTETGDPAAIDYVVFAPRGGISDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGIDRHIRATAPHWDKRVPPLARDRTVAVLGLGELGRACAGALAALRFRV
LGWSRTARSVVGVECHHGAEGLRPVLERAEILVLLLPRTPETEGLIDAERLSWLPQGAVLLNPGRGALLDETAVLAALDA
GRLGHATLDVFRVEPLPPDHPFWSHPRVTVTPHIASETRPASAARVIAENVRRAEAGEPLLFRVDRARGY
>OLS45940.1 hypothetical protein BV509_17305 [Rhodovulum sulfidophilum]AB26
MTADTSAPQPRSRAAALDRAHAAMTAAPDDPGPRLAYYGRLAASELVLLLDRDAEDDRIAPRIFDLDEGRVVLAFADEGR
LTDFTGTPSPYAAMPGRTLAAMLAGTGLGLGVDLGTGAGELLPAAAVEWWAGMLAATPEPLDLVPEALTPPGDLPAPLLA
ALDTCLADAAGLAACAWLAGLRHPAGETTLLLAFLDPAEGAEPALARAVSEAVRFSGLDSGALDLAFFASQAPMAARLSR
LGLRIELPQPAPETLTPLADPDAPPRLR
>OLS45941.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB26
MTAALDDLRGRIAACRLCAGRFAATATAHAPRPVPWFGPAPQVLVCGQAPGLRVHKAGRPFLDPSGDRLRAWMGIGPETF
YDLSRVAVLPMAFCFPGYDGAGADLPPPALCAKTWHRAVLAALGPVPLTLLIGGYAQRWHLGRAARPGVTATVAGWRAHA
PQVFPLPHPSWRNTAWLNRNPWYEAELIPALRQRVAEVLA
>OLS45942.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB26
MYRVWNFVTAYSLLLIGGAVTALVWVNLHPNSYHDFVEYVLIDDFFIGHAHEVEGHVTRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSTTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAVFYPSGDLQPLWLLLSGGAALAVFVLFNWLPRRLDRGRQMRPVSSWVRRYLNVWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVFLGLLIGKPVGVLVFGSIAARGLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGITLDGIDVQEAAKMG
ALFSFAAALMAIGAGKLMRVQKRD
>OLS45943.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB26
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKDACAAAGAGYIFKASFDKANRTSLSGRRGVGIDKGLEILA
ELRRQLEVPVLTDVHAAEQCAPAAESVDVLQIPAFLCRQTDLLLAAGETGAAVNVKKGQFLAPWDMANAVAKIESTGNRR
ILLTERGVSFGYNTLVADMRSLPIMARLGYPVVMDATHSVQQPGGQGGSSGGQREFAPVMARAAVAVGVAAVFIETHEAP
DRAPSDGPNMIPLAEMPGLVETLMGFDRLAKAHPLSV
>OLS45944.1 chemotaxis protein [Rhodovulum sulfidophilum]AB26
MWFNRRSRSSKPTSVNKADAIVQIVERTQAVIHFTPEGVILEANDMFLRALGYTAAEVIGQHHSMFVQKKYRQTQAYQDF
WNRLRAGEFFTDEFPRITKDDEVIWIAATYAPVFDEAGTVVQITKIATEITRQREAIRAISKGLQALSNGDLTYRVELSA
QDRMKEVADSFNAASENMANLIRQVKGVANTIDGMSQKVSGNADELSRRTETQAATLEQTAAAVDQLNHTARKAADYASE
VGREAQDTRKAAGDSSKVVEDVTAAMQRIEDSSKSISQIVSVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRQ
LAQRSADSAKEIKSLIVQSSEYVRDGATLVSKASGDLGGIFRSVDRISERIREVVSGLQEQTITLTEINTAISHLDTVTQ
QNAAMVSETAGVTMELSKNSTSLSDGISIFTVAPAGATLH
>OLS45945.1 hypothetical protein BV509_17345 [Rhodovulum sulfidophilum]AB26
MDFWNETWKAEAVAKAAGLPKEKLQLWLGRNHVLGQGMGGGGEKGRHRRFEFRNVMEIAIARALVDQGHRPADAFKAAAV
FAYSAVQHPGTPGLPLDPVGGDTFMAVAGDKVTINYLPTGRGAMADFLADLTGPEGNERDLEAFTMVNASAVFRAVCREL
TLDSSAILREVKNQ
>OLS45946.1 hypothetical protein BV509_17350 [Rhodovulum sulfidophilum]AB26
MEGTKLYEANQGFYDMLRYGVAIAPGPGEAPVTVRFVDWSDAGANDLGVAEEVSIKGKDAKAWSKRPDLVLYVNGIALGV
VELKKSTVGVGTGIRQTLDNQQPEFIRHFFTTVQITFAGNDSEGLRYAPIKTPQPYWLAWKEDSEISARLDRDVTQMMAP
TRFLELIHDFTLFDAGIKKIARPNQYFAVKAAQERVAAREGGIIWQTQGSGKSLIMVMLARWIREAFPEAGMGETEKQRV
HRVYTDLLGDTSEEEYEEEALRLFKKEPGRMKLLIVVSRLLTGFDAPTATYIYIDKQMRDHGLFQAICRVNRLDGDDKDF
GYIVDYKDLFRNIESAVDDYTSEAFDAFDKEDVEGLITDRAEQADTDLRTARDAWLGLLDAVEQPKGDDELFAYFSSPEG
IESDPDAEEKARRRQALYKLAGRYARAYTNVAADPTHVQMSRAC
>OLS45947.1 hypothetical protein BV509_17360, partial [Rhodovulum sulfidophilum]AB26
RTYRVAADELRGFIERFEALAEEKAQIGDQQKEVMAAAKARGYDTKALRRIIALRKRHADDIAEEEAVLQLYREALGM
>OLS45948.1 hypothetical protein BV509_17365 [Rhodovulum sulfidophilum]AB26
MATRIYTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGAGRKGVEPMPVRIRGEVFTDAHAASARFGVTPQA
VWKALADGDPDRIGRPQRRPGRDPHPVEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQASA
SRTSSPTGPACPDQMEELHHG
>OLS45949.1 hypothetical protein BV509_17370 [Rhodovulum sulfidophilum]AB26
MAARRHLAPVETGDLPDYPISSEDRLDSHFFVQWNLKRWRKSKFRQLAEPEVGWYGFQLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRQALDEFSAEMA
>OLS45950.1 hypothetical protein BV509_17375 [Rhodovulum sulfidophilum]AB26
MDAREQAEGEKRVRDLLIGPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMTAPNLAALEEMAAAAPGGKDRDRFPIANA
ILKAATQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPGSYALGQIRQAAGEALRRHAHLAGADPAH
LDAAEAAWLRDREAQLARCRRIADLAGAAA
>OLS45951.1 hypothetical protein BV509_17380 [Rhodovulum sulfidophilum]AB26
MTAAIRSPAQTATRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSCGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELENGWQPIPRRNRKGVIVH
DRARYTPCVWAPTLAQIAAARRAYLDWWGYLLEVQAALGAADLTRICVTGDMPPMTPWR
>OLS45952.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]AB26
MRRNLTSVELCAGAGGQALGVEQAGFDHQACVEIDDWCRKTLKLNRPSWNVLEGPQCDLTKFDARPYAGVDLVAGGVPCP
PFSKAGKQLGAEDERDLFPAALRVVDEVRPKAVMLENVRGFLDAVFQDYRLKLKSQLKAMGYPKVEWHLFNACDFGVSQL
RPRVVIVAIHQDYADKFEWPKSGDLHPPTVGECLRDLMAANGWKGVDAWAAQADEIAPTIVGGSKKHGGPDLGPTRARRA
WEALGVNGKTIAEEAPDPDFEGLPRLTVRMVARLQGFPDDWAFAGRKTAAYRQVGNAFPPPVARAVAQNIHAAITARRLY
AVA
>OLS45953.1 hypothetical protein BV509_17390 [Rhodovulum sulfidophilum]AB26
MMVPWLLEARRNFHADCLAGPITTTNGVPSIADVSSRHSREIAIGILSRIGATRNHDQKPAGQTAGSMFETACQIFVSES
FARLPHLRPGDFDVEKGQAISQFDQYGHLDELQALARANKELRTLLGADYLIKPDVVVLRHPESDETINSHGVLVDDTVA
RRTALRSANGAKATLHASISCKLTIRSDRVQNTRSEALNLVRNRKGRLPHIVAVTAEPLPSRIAAIALGTGDMDCVYHFA
LPELVDTLREQERESLELVETMIEGQRLRDIADLPLDLVI
>OLS45954.1 hypothetical protein BV509_17395 [Rhodovulum sulfidophilum]AB26
MNRSTGIVPTDLRKLAATLRDVERKQLPYAAMLALNATGEAVLDENKMLMQRVFDRPTRWTLNAFFLRRATKRTLEATVE
RKDAPRGRHYLEVEEHGGPRPKTGIERLIIGNVATEQHIEAVVPARGAKLNAFGNLPAGQIQRALSNIGAQQDRAQNSTD
RSRKRSRGAAQYFVPKPGQLSPGVWKRQGSRIAKFLSFTDASPRYAPRFDMQGHGRAVAVRELPGRMRAALKKALSTAR
>OLS45955.1 hypothetical protein BV509_17400, partial [Rhodovulum sulfidophilum]AB26
MPEIDTADLRRRYPLPEGVEDAPMNRAQIARALNVSDNTITKWIAQGLPVLEEGGNGREYAFSPADCYAWRMHRDAETRA
AKSAADTAAAQLAMAFRNLDEDDANAASGLTARQIAEEAEADYKYQRAAEQRGELTRTARVRDLFEDMLV
>OLS45956.1 hypothetical protein BV509_17405 [Rhodovulum sulfidophilum]AB26
MDAKEQAEGEKRVRDLLIGPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAAPGGKDRDRFPIANA
ILKAATQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPGGYALGQIRQAAGEALRRHAPRCRR
>OLS45957.1 terminase, partial [Rhodovulum sulfidophilum]AB26
APLPPLTTPEEILADALPMLDPPSRLTVTEAAERYINVQVQGAWQGFDRTVTPYMVEPSDVTQSRIFKVVAFMGPSQSGK
TMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYGRLGRGRDDDTFSRKRFRGMRLLIGYPTPQVL
SGGTYKTVLLTDLDHMPLVLGGKDNPEGSPVRMAVQRIKSYLSRGCVLAESSPAFPVTDPSWQPDPAAPHLLPPVKGGIA
RLYNDGTRARLYWECPDCGEEFEPRFDRLRYDDSLEPGAAGAGAEMECPHCGTLIAHRHKMELNRAILKGRGGWRHEGPE
GQLLALGDAGMNLAMPG
>OLS45958.1 hypothetical protein BV509_17420, partial [Rhodovulum sulfidophilum]AB26
MKKTDIASYALNGAAATFASWRNLVMQYETARRQADLLGDETDLATTFYTEIGLPYCPRKAGAEDEIAVDFLRAHARDTP
RGVAPAWTRFVTVSVDVQGTYFAVQATAWSETGTAQIVDRFELSAPPDGAERVLDPAKLPGDWSVLLPLGRRVWPVEGTE
YGLRALALAIDYQGRPGV
>OLS45959.1 hypothetical protein BV509_17425, partial [Rhodovulum sulfidophilum]AB26
YQGRPGVSDNAEAFWRARRKTGEAGRWFITRGHGGFQHGSRIWYASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRV
ETGTGALFAGSWMTGEQIAELVAEERLSKGWEKKPGQVRNETLDLSVQARALAEHKGLLRLAPGALPDWAVGGLENPNAV
PLAQAKAQAQADRTDPAPDAAPASETPPEAPAPRPRQTAPRRINFLKR
>OLS45960.1 hypothetical protein BV509_17430 [Rhodovulum sulfidophilum]AB26
MAHTQEELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEADLAGHGAGAISVSYPRTLRGL
>OLS45961.1 phage portal protein [Rhodovulum sulfidophilum]AB26
MRWLDRAILSLAPQAGLARIRAKARAQVLMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMEDDADGTAAMDLLRAHLLTPAIDAYGIHALPGLQWQVMNAVFSDGEVLVRRRARNLNLDPDLV
LPFQIQVMEADHLDLSITSHGRNEVIEGIEYGPTGRVEAYHLFDQHPGATHRITSGRFQSTRVLARQILHIRRTERPGQM
RGVPWLAPVMMTVGELSDYQESQILKQRIASLLAFFVEASADGEVYAGTEIERLEPGAVIGLKEGQKVTPSEPPAVDGYA
DFMREGVRSIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCQGIGRWTLGAWQMVRASHGLPPVP
RALEWTAPRRPMIDPGKEIEAAVKEIEAGLNSRQRKQREMGLDPDVIARERAEDAARDPAPSPAPPPANGPNAPAIPDAS
DTTDEEDTANGGV
>OLS45962.1 hypothetical protein BV509_17440, partial [Rhodovulum sulfidophilum]AB26
VNSAGGSPYEGEAIRAAIEAHPGQVTVIVGGVAASAASLMIMSADRIEMTAGSFLMIHNPSRCLCGTASELRKEADELDK
LARVYASVYAARSGTEYGLRALALAIDYQGRPGVSDNAEAFWRARRKTGEAGRWFITRGHGGFQHGSRIWYASPERKSGG
GKGRNIKLLNMATDRLKDTVFAMLGRVETGTGALLAGSWMTGEQIAELVAEERLSKGWEKKPGQVRNETLDLSVQARALA
EHKGLLRLAPGALPDWAVGGLENPNAVPLAQAKADRPDPAPDAAPAPETPPEAPAPRPRQTAPRRINFLKR
>OLS45963.1 hypothetical protein BV509_17445 [Rhodovulum sulfidophilum]AB26
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEADLAGHGAGGISVSYPRTLRGL
>OLS45964.1 hypothetical protein BV509_17450, partial [Rhodovulum sulfidophilum]AB26
MRWLDRAILSLAPQAGLARIQAKARAQVLMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMEDDADGTAAMDLLRAHLLTPAIDAYGIHALPGLQWQVMNAVFSDGEVLVRRRARNLNLDPDLV
LPFQIQVMEADHLDLSITSHGRNEVIEGIEYGPTGRVEAYHLFDQHPGATHRITSGRFQSTRVLARQILHIRRTERPGQM
RGVPWLAPVMMTVGELSDYQESQILKQRIASLLAFFVEASADGEVYAGTEIERLEPGAVIGLKEGQKVTPSEPPAVDGYA
DFMREGVRSIATGLGLTYESFGDLTGVNFSSGRMGRIE
>OLS45965.1 hypothetical protein BV509_17455, partial [Rhodovulum sulfidophilum]AB26
VYAARSGRAVEDVMRMMDEETYFGPEDAVAAGFADAISGATPEIAPELAAVMSAHRGALSRLQMCARSFAAEGNPAPAAA
LSQADPAATEEIPTMPTPNPAAEPTASPAPAQPPAQTQTPPTVPPTTMQADAEAIAARAVQDERERRRGILNMAQPSMRA
GLLSQAQVEAVIDEGVSLASAGNRLMAVMAAAEPPIPAGGAGAARITRDETDTQIEGLVAAMMRDYSGPGQQFRGMRLSG
LAMHLAGPGTHYDRTRAVAQGFRSTRMMGGAHGISDFAYITTEVMNRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAVR
FGGDFQMKPVQENGEYQEARLEDQAEGLKVERRGSTITLSFEAVINDDMSAFQRIPREFAMAARVMESKMVWGLIRTNAK
TKSDGKALFHADHRNLAAAAGPISVETIGAARKAMWEQTAFGSKDAEDFLQVVADRLIVPPALETVALQFTTATTPVKDA
EANPYKGTLTPAVVPNLGAAAGGSDTAWYLISSDLPPVSVAWLDGYESPTVQTIEGMNPDKVTMNARHIFGAAATEHRGA
YRNAGSTPPARAARSRTSCG
>OLS45966.1 hypothetical protein BV509_17460 [Rhodovulum sulfidophilum]AB26
MRMMDEETYFGPEDAVAAGFADAISGATPEIAPELAAVMSAHRGALSRLQMCARSFAAEGHPAPTPALSQADPAATEEIQ
TMTTPNPAVEPTASPAPAQPPAQTQTQTPPTVPPTTMQADAEVIAARAVQDERERRRGILNMAQPSMRAGLLSQAQVEAV
IDEGVSLASAGNRLMAVMAAAEPPIPAGGAGAARITRDETDTRIEGLISASMRDYSGPGQQFRDIKTIQHLAMHLSGSGS
RFPEGRAIADGFLSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRAAIWQVVAGEPRRVSDFREVHGVRFGGDLALKDV
KENGEYEQAVLEDQAEGLKLVRRGRTLTLTFDMVMNDDLDALAELPNEFARQARRMENDMVWALIRTNAKTKSDGKALFH
ADHKNLAAAAGPISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDRLIVPPALETAALQFATATTPVKDAETNPFKGTLT
PFVVPNLGTSVSGGSDSAWYLVSSDLPPISVAYLDGYESPTVQTIEGMNPDKVTMNARHIFGAAPTEFRGAYRNAGQ
>OLS45967.1 hypothetical protein BV509_17465 [Rhodovulum sulfidophilum]AB26
MKNFLSHGENITLPAPADLRSGAGVLVGTIFGVAQADAASGAPVVLVRRGLFTLPKTAAQAWTPGAKVYWDGAQCTTAAS
GNTLIGAAAAAAANPSETGTVLLDGTIR
>OLS45968.1 hypothetical protein BV509_17470 [Rhodovulum sulfidophilum]AB26
MASVFDGMGALLTGALGAPVTVAPPGEAPRQIRALFRDADSAVLTEAGVEVLNAVPTLQAARDRVAGLCPGGRVILADGR
AFVALAPMDGGNPDPGGMVTIQLEEA
>OLS45969.1 hypothetical protein BV509_17475 [Rhodovulum sulfidophilum]AB26
MFASKAIRHAIADLLEAADIAVDTPARRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPATMTRAARTITMDLILEA
RGADAEDQLDDMQLAVERTIAASANLGGLVMEIRPVDAEIHIERGSAIFGARRLSWSVRVEVPRSDPSL
>OLS45970.1 hypothetical protein BV509_17480 [Rhodovulum sulfidophilum]AB26
MPESQALMAYDIGFAIHDGEDPGTFEELAEVNEVTPPNQQADDIDVTHQKSPNKTREYIAGMIEPGEMTLSLNWIPGGST
DMTIQALKVSGARRQMRITWPNGITWTFTGYIKGFEPSSQLGDKMTGTVTIKVAGSTAISGAGD
>OLS45971.1 hypothetical protein BV509_17485 [Rhodovulum sulfidophilum]AB26
MANRERGEVGAQFRGEDIALVLDFNAICALEEHYDEDIDSVLARLDSAKGQRRVRARDLRRVVLELMRASRPGATEADAG
DFITETGLARLPDLLARVIAASRMVDAAPDSEARDPRPPETGAA
>OLS45972.1 hypothetical protein BV509_17495 [Rhodovulum sulfidophilum]AB26
MIDVGRLRVRLGLDSRELQSGLAKARLDIGKFAGRIAAAAAPAAVGAAVAAAARSSFQVVDAQSKLAQSLDTTTRSVQVL
TRAGDLAGVSMSGIEQATKDMTRRLSQAAAGGGPAADALTRLRLTAGDLLKLPLDERIARVNQAMQDFVPEAERAAVAGQ
IFGEEGSIAMSRIDPKTIRQAARDVDEFKVALSEVQADNIEAANEWRWRRSPRSRPATRSP
>OLS45973.1 hypothetical protein BV509_17500, partial [Rhodovulum sulfidophilum]AB26
MALAKKPKVKTRDEITLNKIQPVTAGLILYGERTLGGTIVARSTTEAGGKPHRRYHSVMPLACHEIDGAVEIWLGETRVW
TEAQYRRDEAQGTGDPYHWGQIESDFKGRIRLRVHTGAEDQAAEPRYVAAASEWTADHRGRGVAYVYFEADYDRDLFPTG
APQIRVRARGKRVYDPREWTSTPLASARALRPIALWAGYDGGAIGRTSGASYPQGESDAAWTGGPIAARFFFGHRYPGGL
TPEAGLSPDLTAQDGDTLDYTRMALDADLFAAFDVAFPANPEGVIWEQGGSGYGAYLGVTGGDLVFRAGSGEVAGEDLAR
ATLPVAELAGRSGTVYVEIDIAAGAVALWFKGRRYSTNPALCLRDYALTPELFGGIGWTEADLDEAALVALANAAEEPVP
LATGGSQPRYAFNGVLDTEASPRENLDALSSAWGGWWACERGRLTLGGAVWEEPELTITEDMLVAGIRVIARRPFEEQFN
TVKAQFADATAEHVVTDLPVLASETYRAADHGERLVRDLGELPGETDPVRGQRLMKLALLKGRRQRQVILPCSLAAWGVR
LGDTVRVTIPRRGWEAKAFEVTARAVTVGPEGVQVRLTCLETGPAIFDWRTSEEQARPAGGIPTLPSPTARPRVSAPTMT
EELYETRGGGGVKTRVRLAASTDNPFIDAWQFSWRPISAPEATVRGLTDVAEDLIDDMAPGTYVFGARGRNTRGMWSDWV
YAGAAAVQG
>OLS45974.1 hypothetical protein BV509_17505, partial [Rhodovulum sulfidophilum]AB26
AVQGENAPPVAITNLAGQSAGGAVAMLRWDRHPSLDVRQGGWIEFRHSAELTGATWQSSVVIGKAVPGGATDASLPLKTG
SYLARPYDARGNPGPVSAVALRAASLVPMTEVARLDEAPGFAGTKADCSAAGGVLSTDEGATEALYYFSALINLGTAGPV
RLVSDVGILIEERQDRIFGPETGAFWTPPDGLFWQGGADAYGDLDTQVRVHDDATATWGPWQSFDAAEFDGRLFQIRAAL
SVESAAYALRVTRLSVAAFRAT
>OLS45975.1 hypothetical protein BV509_17510 [Rhodovulum sulfidophilum]AB26
MTQATYIPNVTHTKAQAFAFFQGALAAAASTNAGPTPPPETWPGMLWVDTAAKALRMRNEANSGWIALGGYASDSFVPAG
LRELTEAQALDSTGTAYGMLTGKILAALLDKYDSTNTRAACHQFHSDGSSEPGIVAIGDFAMAHVAYYSAQRGSDGWRMA
FSSDGGMSWGPWIALPGDYANETGGAGTFPLTEGAFLCPFQSYARRAVTLPGGSGTELFPALTTETVRVPALATHVRFAV
VRSRAGDAVLTVTLSPAGARTEL
>OLS45976.1 hypothetical protein BV509_17515 [Rhodovulum sulfidophilum]AB26
MLEATDHALRTLLALLGGLVLVWLRTDGMAVIARMGIVIASGAIGYVAGPEIALWLDMPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>OLS45977.1 hypothetical protein BV509_17520 [Rhodovulum sulfidophilum]AB26
MKLVPNWRAVLRRAWSVWILAAMVLLSGLEAAASLLSADMLGLPPDIYAAAVGLLSAAAVLARLIAQTGLEGADR
>OLS45978.1 hypothetical protein BV509_17525 [Rhodovulum sulfidophilum]AB26
MIRRRSAAKGGAAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETRGVGPGQTATPEACRSRLAARTAEFEAEIRP
CLPPELPVEIRAAFVSAAYNIGSAAFCRSSMSRRALAGDLPGACDALTMWVKAGGKTVPGLVNRRTAERALCLSGLD
>OLS45979.1 hypothetical protein BV509_17530 [Rhodovulum sulfidophilum]AB26
MPLRPRLILAALLLAGCGGLPVPLGPHVAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNEL
PAWIVLVALIGWIAPSPAEIGRRIGEAVTRRRA
>OLS45980.1 CRISPR-associated endonuclease Cas2 [Rhodovulum sulfidophilum]AB26
MTTAPTFLSGYRIMWILVMFDLPTDTKPQRRAATDFRNFLLDEGFERSQFSVYARFVNGKDAFETRVNRIERHLPNKGDI
QILSFTDRQYRDIVHFSDQGRRSARKNPEQLVLF
>OLS45981.1 subtype II CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]AB26
MDQIVDISTDGRHLSRDRGFMKVSEGAEEIGRIPLDQIAGVIVHAYGTTWSTSLLTELADRGAPVVLCGSNHAPRSVLLP
LEGHHAQGARLRAQWQAKAPLLKQAWKQIVICKITMQAAALEAMGETHAPVAMLKRKVTSGDNSNVEAQAARYYWPRMMG
EQFRRDRTAPDLNALLNYGYTVLRAATARAVVAAGLHPTIGLHHSNRGNAFALADDLMEPFRPLVDCCVRGLSARNGPEV
DTQAKQTLARLIALDLPLGGGSTPVSVALSKLAASLGQSFEAGTLNLALPMPPDALTLAGLGA
>OLS45982.1 type II CRISPR RNA-guided endonuclease Cas9 [Rhodovulum sulfidophilum]AB26
MRLGLDIGTNSIGWWLYETDGFGAKARITGVINGGVRVFSDGRDPQSGASLAVDRRTARAMRRRRDRYLRRRATLMRLLA
NAGLMPADPVEAKALEALDPYALRAAGLDEALPLTHLGRALFHINQRRGFKSNRKTDHGDNESGKIKEATGRLEQEMMAK
GARTYGEFLHLRRTRASHPRHVPTVRTRLSVANRDGPNGKEEAGYDFYPDRRHLEEEFHKLWAAQATFHPDLTNNLRDLV
FEKIFYQRALKEPEVGLCLFSGYDDIPPDERRLPKAHPLSQRRTLLETVNQLRVTLDGRERRPLTREERDQIIHALDNKK
PTKKPPMSATQGPTLTLKYLAEKVLRLPDGQRFTLETGVRDAIACDPVRASLSHPDRFGPRWSTLDPGSQWEVISRIQND
ADYAALVEWLASTYALDRDHAEAIANAPLPAGHGRLGLAATTRILEKLEEDVVTFADAVAACGWHHSDQRTGECLDRLPY
YGEVLDRHVIPGTYDAKDDDVTRYGRITNPTVHIGLNQLRRLVNLIIEVYGKPDQIVVELARELKQSDQQKREVMKRIRD
TTEAAKKRSKKLEELGIEDTGRNRMLLRLWEDLNPEDIMRRFCPYTGRRISAAMIFDGSCDVDHILPYSRTLDDSFANRT
LCLREANREKRNQAPWEAWGGTPKWDAIETNMKNLPENKRWRFSPDAMQRFEGEKDFLDRALVDTQYLARISRAYLDTLF
TEGGHVWVVPGRLTEMLRRHWGLNSLLSDRDRGAVKVKNRTDHRHHAIDAAVVAATDRSLLNRISRAAGQGEEAGQSAEL
IARDTPPPWDGFRSDLDAQLRKIIVSHRADHGRIDREGRKHGRGSTSGQLHQETAYSIVDDTHVASRTDLLSVKPAQLLD
ELGRSGQIRDPQLRKALRVATAEKIGKDYEKALRDFAAKPGPYQGIRRVRIIKPLQEQARIPVPEQRPIKAYQGGSNHCF
EIWQLPDGQIQSQVITTYEAHRLECHKRPHPAAKRLLSVHKGDMLALEREGRTVVGYVQQMHVKNGLFIVPHNEANADAR
NSDKTDPFRWIQIAARPAVDAGIRRIAVDEIGRLRDGGAKRR
>OLS45983.1 hypothetical protein BV509_17560 [Rhodovulum sulfidophilum]AB26
MRLLERGNMLRNTMEQNWRERGRYADALDITRLAFVQDHFATTQRPETGIVVMNMHKAKGKQFDEVIIFEGWPVRVGKEV
KANPDRIVRENRPGTLAHRAVTLMLYTGAARVDAVQLGPWNIKGDRVEYRRQKTKRSGGILISVPLHDDLRRILEELAAD
RPFLATASGKQRSAAGLGNAMRKWCDEAGLDVCTSHGLRKACARRLAEAGATPHEIAAVTGHKTLALAQLYTEAAGREGL
ADAAFEKLIARPNGEQNVVNLHERFAKGDTNTLEGKEKP
>OLS45984.1 hypothetical protein BV509_17565 [Rhodovulum sulfidophilum]AB26
MRFVSDILREPFGNVPAIAHAASIDMEGPILAADVIALLLQQACAADDLDQLVHLMCQYLRGRGGG
>OLS45985.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MLSIGKLGARTGVKVPTIRYYEQIGLLAEADRSAGNQRLYDEKAVERLTFIRHARELGFPLDAIRELLSLSDQPDIPCGA
ADMIARRQLDAVRERMLRLKALQTELERMVAQCAHGTISDCRVIEVLGNHDLCLHPDHGH
>OLS45986.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB26
MMSDSIRRQWSVSGMDCAACTAKVTKAVEKLPGVSEVSVALMSEKLSLTLAPGATAPEQIETVVRRLGFGIAPASSDRGN
AAAARPRASCQGHHHDHDHDHSAHQPSGRESAVGAPSACNAGHGAPGHVHDDPADRSTAWYRTGKGRLVLFTGVLLALAW
AFELLTNAEYGDWAFMLACVIGVAPVARRAFEALRLGQPFTIESLMTIAATGALFIGAAEEAALVVFLFAVGEVLEGVAT
GKARDGIRALANLVPKTALIEEDGRTRESPADQLMIGQRVLVRPGDRVPADGEIVEGVSGVDESPVTGESHPVTRGPGDT
VFAGSINTEAALRVVVAKEASDNTIARIVRLVEEAEDARAPTERFIDRFSRWYMPAIVAVSALVVLVPPLGFGLDWNTWI
YRGLALLLIGCPCALVISVPASIASALSSGARRGLLMKGGAVIEAAARVERIAFDKTGTLTHGRPRVTDIRPAEGVSETD
LLAVATAVESGSSHPLAQAILRAAEDAGITPLGASDARAIVGKGVEALVDGARAWVGAPRHALEAGGLSAWQGEQARTLE
AEGKTVVAVFREGEPLGLVALRDEPREDAADAMRQLTAMGIAPVILTGDNPRTAQAIAGQLGMDYRAEMMPEDKLSVIRE
MGADGGVMMIGDGINDAPALKQASVGVAMGSGTDVALETADAAILRDRVVDVPALIRLARATMRNIRHNVAIALGLKAVF
LVTSVLGITGLWLAILADTGATVLVTLNALWLLRFDPDREG
>OLS45987.1 chemotaxis protein [Rhodovulum sulfidophilum]AB26
MSLRFILLLALVPLVLLILVLAGNDLRGFSSAARFGGDMATVAEETDRIGDLVHELQKERGLSAGFTASKGRNFSAELRT
QRTETDTALSVFRDKLSVVRTMAPEATDSALRALQALQTQRGKIDALDLTVPQLAGYYTGIVESLLTAATRIRDGKVASS
TAILMEAQELVALAKESAGLERAMGATGLGTETFPDEVHLRFLALGARQSALLARAQTVLGRPDFVSTIEASKPARTIAP
MRETIAALPYGGARGDLTAPQWFAASTAWIDRLRTVESDLGEEIGLLAERNRAQAERAMVVGSIATGIGVLLGVLIAAAI
ADGITRRLRKLTGIMHQFMEGNFEAWVPFIEKKGEIGQMANAIYRFKQLTRAAMRQKEEDEATLNERHQQVVDLVTEGLK
ALSRSDLSRHFEDPLHGDYDTIRTDFNATVVRLREVLSTIASTVSDLEGRSEDMLRTAGDLAQQTASQSSTIQGTAASVD
RLASGLKDTNGSIHDARSLAGDAKQRADLSGEIVRDAVFAMERISESSSKIAQITAIIEDIAFQTNLLALNAGVEAARAG
ESGKGFAVVATEVRELARKSAESAMQIKKLIGESVEEVSGGVRLVGEAGESLDEIVSQVTRVYETLAQVSAQADGQTVEL
QEVNESMTSLRALTERNGHVVDSTRDASNDLAASAQALARIVADFNLGPDQRADQVGRAA
>OLS45988.1 class II aldolase [Rhodovulum sulfidophilum]AB26
MIQETDKRAAIVAACRSMNAVGLNQGSSGNISVRHGAGILITPSSIAYDVLAPEDIVFMEMDGTAHGARKPSSEWRFHLD
ILRARPDLNAVVHAHAPYCTMLAILHRPIPAVHYMVAAAGGGDIRCAPYETFGTQALSDRVLEALEGRKACLMAHHGMIA
AEVSLEKAMWLAVEVETLARQYHGALTLGEPSLLTEAQLAEAVAQFSQGYGQAERG
>OLS45989.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTLDETDLRLLRVLQKQGRISNADLSERVNLSASACHRRVQRLEEAGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGSADYLLKVVAEDSEDFARIHRQYLTRLPGVARMQSSFALRTVFKTTALPL
>OLS45990.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB26
MQIGCPREIKPQEFRVGLTPNAAREAVAHGHAVLVETGAGLGAGFDDDAYIAAGARIAASADEIFAEAELVVKVKEPLAQ
ERRRLREGQVLFTYLHLAPDPDQTRELIDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQLGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGARVTVLDRSLLRLRQLDETFGAAFSTRYSSEGTLAELIDRADMVVGAVL
IPGATAPKLVRRADLARMKPGAVLVDVAIDQGGCFETSHPTTHEDPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALAGKGWRQACADDPHLRAGLNVHAGHLTCYAVGLAQGIDVLSPHLALKA
>OLS45991.1 large-conductance mechanosensitive channel [Rhodovulum sulfidophilum]AB26
MLQEFRDFIAKGNVMDMAVGIIVGAAFTAIVTSLVNDLINPVIGLFVGGIDFSGLAFRIGEGENAGVFAYGNFLTTLINF
LIIAWVVFLLVKGVNRIKDAASRKERPVPGAPAGPTQEQLLTEIRDLLKAR
>OLS45992.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTDRLSGLRAKLVSLWEAHGREPPVPGLMLSYAERPSGLFHGVYRPSLCAVLQGAKISRLGDRVFRYDAGKCLIASLDVP
IRAEIVGAAPETPYLALALEIDPAVVAELMLGQRPTGDPPIGAAIEVHDLGEALIDPLDRLLSVAARPQDIPVLAPMIRR
EIVWQLLNGPQGARLRQIGMADSRLARIGRAIGWIRENYAETLRVGHLAALAGMSPATFHRHFKEATAMTPVQFQKSLRL
QEARRLLLTRSGDVAGIGYRIGYDSPSQFSREYRRHFGEPPGRDAVELRRSLAETGG
>OLS45993.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB26
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQTEVDGLVGSALEAGINFIDTANVYAGGESERLLGQSLKNLAV
PREDVVIATKVLGPMGAGVNARGASRYHIMEQCKASLARLQLDHIDLYQIHGFDPATPIVETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGFLSGKYDREGKAADGRRAS
FDFPPIDKDRAHDAIEAMRGMAEARGCSVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATKVELSADELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>OLS45994.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]AB26
MNRPDTVPQITLGPLPASEKVYLSGELHPIRVPLRRIATAEGAVTVYDSSGPYTDPKARIDIAAGLAPVRVPFAAARGEA
ETYPARDVTAADNGFAEGARLVPAFPRRPAPLRATAGRAITQLAYARTGIVTPEMEFAAIRENEGRSAAQPRDGEPFGAE
IPDLVTPDFVRAEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLTWEIYRDTLIEQAEQGVDYFTIHAGLRREMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDAAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFAFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAEAEAGTCPNGLTPAE
>OLS45995.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB26
MIVIHHNPDCGTSRNVLEIIRRSGTEPVVIDYLAEGWTRPQLLALFAAAGLTPRAALRRTKSPAAELGLLGEDVPDDALL
DAMIAHPVLVNRPIVASPRGVRLCRPSETVLDLLDRLPPGPLYKEDGQMILTASGARVAPPGDAV
>OLS45996.1 arsenical-resistance protein [Rhodovulum sulfidophilum]AB26
MTAASSSAEPGPLGRFERYLTLWVAAAICVGLVLGLVAPGLVQGIAAAEVASINLVVAVLIWAMVYPMMVGVDLGAVRDV
ARAPRGLFITLTINWLVKPFTMAALAVLFFEHVFAPWIAPADAAQYTAGLILLGAAPCTAMVFVWSQLTRGDSTYTLVQV
SVNDLIMVVAFAPIVAFLMGVSEIAVPWETLLLATLLYVVIPLAAGLLTRRLLGSPAAIAGFSARVKPVSTVGLIATVAI
LFGMQSDRILTQPGAIALIAVPILIQSYGIFALAYGAAWALKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLNSGAAMA
TVVGVLVEVPVMLSLVAFANRTRARFAGDLA
>OLS45997.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDQITAKDAFAALAHETRLSVFRLLVRQGPGGLPALEIARRLGAPPSTLSSHLASLKRAGLLNAERRHRQILYAANLAAV
NDIVRFLLEDCCGGDPAACAGIGGVILPARATPSDA
>OLS45998.1 hypothetical protein BV509_17635 [Rhodovulum sulfidophilum]AB26
MKRTLGAIALGLISMAPAHAATLYNTLSGEAPLIIAHRGASGYLPEHTLGGYELALQMGADVIEPDLQTTADGELVAMHD
STLNRTTNIEALFAPRNGGYRVSDFTLAEIKTLTVEPTGATASTSYDGFTPSMAAPYKVPTFQEVMDLVSAYNATTGKEI
GIYPEAKTPNSLAMNQQILQEMKANGFDGSVQNTFIQTFSHEGARQLADLQVEMGMDNAIAALGYARQLGDGFGVYDATT
GTTTSLEDLATFADGLGLSLSGALSADFIAAAHALGLTVHGWTFRPTSDEAAWDMFLPWIEAGMDGFFTDYSLRGVEVLD
RYEAAEVPVPATLPLMLAGLGGLAMLRRRRAAA
>OLS45999.1 alkene reductase [Rhodovulum sulfidophilum]AB26
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHDTLAPTDLHVTYYTQRAGAGLIVTEGAQIAPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAIPAEEVKTFTAEGFAPVSAPRALETDEIARVLGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNHRTDAYGGSIENRCRFLFEVVEAVADEIGAGRTGLRLSPFSNANGI
ADSDPFALFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRALFDGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRRDAVLAEPDRNTMYGGGAHGLTDYPTLDPAETA
>OLS46000.1 hypothetical protein BV509_17645 [Rhodovulum sulfidophilum]AB26
MGTXVPKRVRDGDVEGRREVYISLGTDSLAEAKQKASRIWDMQIGAWEARLAGDTSDAEARFDAARNLAKQKGFRYIPVE
RVASLPLTERLERVDAISNRRGQPDMIEARALLGAVERPSITVSRALELYWTLAADVAHGKNANQMRIWRNGRKKPVASF
IEHIGDLPLSQITQDDMLDWRQALWERVEAGQYSTNAANKDIGAFCRIVRTISEKKRLGLTLPFSGLSLKDRRVCRPHAP
>OLS46001.1 hypothetical protein BV509_17660 [Rhodovulum sulfidophilum]AB26
MTVRSDIAAEFQATALAMQARQRPVSIRDRLSLAAAGLGSGDGELRAAIARFLADHDTAPAAAGAALQETILRRCAVAPA
RHAWQERADLDG
>OLS46002.1 hypothetical protein BV509_17665 [Rhodovulum sulfidophilum]AB26
MAEAPLTRADQVLIAAAAALAVPPVMDRDVTARRMAMALDVIPHIDLNGPTYGLAFEIEAMDRARRTEDGSAFSDSHWRL
RMAVARFFETRAAHAHERWRHETGRG
>OLS46003.1 hypothetical protein BV509_17670 [Rhodovulum sulfidophilum]AB26
MGALVRYHGGKVRIAEKIIGLFPAHDCYVEPFGGGAAVLLAKPRARLEVYNDLDGDMVALFRVLRDRPDALAACVALTPF
AREEHEVAYSETHGDLERARRVLIRSHFGHGSSGIHRATGFRAAGMRAGTLPVHGWAALPDTIREAAERMRGVVIEHRPA
VQVTQAHDGPKTVHYVDPPYLPETRDKGRDYRHEMTRQDHIVLLDTLRGLRGSVVLSGYASPLYDEALHDWRRVEIQTHA
DRAAERTEVLWCNFRDTVPLFSCGLA
>OLS46004.1 hypothetical protein BV509_17675 [Rhodovulum sulfidophilum]AB26
MTPREDPRLAEARALPIGEVAERLGIAGLKPSQAIERIGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVELVKGCE
FRAALDWLMGAREVEIDPAELARRKAAREKDARERSRQAEAARKNAIAQARAIWQACRPAEDSPVRDYLARRGMTRALLP
ELPACLRFHPDLPYMVPAEGNRGSWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHDGETLAAKKTLGSV
KGGAIRLARSSGTRAMVVGEGIETTLTALVAGGLPGAAYWAGISLGNMAGRRITRGKGMRYAGMPDLDDLQAWLPPAGVE
HLVFIQDGDSDPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGDDT
>OLS46005.1 hypothetical protein BV509_17680 [Rhodovulum sulfidophilum]AB26
MTDDPLDRVRGAFAAADDVDMGDMPEPDAPGGPEDPGGGAEPPHPPSGPDGDDPLGPVRAAAEQPLNDYGNGQRFCIHFG
EDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERANALENLPEAERAED
HDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPALARAYEDLDADPLTVNTLSGTLRFSAVG
AEGMSPVAEMRVQPEHLRGDLLSKIMPVAYDRAATAPRWDAFLEEILPDATVREFVQRWMGLSMTGIKMQRLAFLYGGGA
NGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRAL
HSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEDRRDPDLANKLWEEAPGILNWLIEGLTDFLEGGLR
PPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRDLIEAFNFWLEDRGETRWGGRTVSLRLKQKESRWRHPHTG
KSFIRGKRDATGYRGLRFTDEFAARMADRRDRGGAGAPVDEPF
>OLS46006.1 hypothetical protein BV509_17685 [Rhodovulum sulfidophilum]AB26
MQERAMMLDRQMQRQGQRNSPIRRAMPVRAALEWAFGTECARLDHDEIGAVGGTGWRSYGMEYVALERAQLGTRVDTSRG
RSTPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPGLWAKSRDSSETPDGWKPIPRRN
RKGVIVHDAVRFTPCHWAPTPARIAAARRAYLDWWGYLLAVQAALKAANLARIEVTENMPPMRPWG
>OLS46007.1 hypothetical protein BV509_17690 [Rhodovulum sulfidophilum]AB26
MLRFPINIPRQSYRGQSKSLARFVERWNSDAAALETYANALALEETEEISRYSFERIAEETGYEVLRVRELFLAAGCNGC
VLSIAKRDPQDVSEYLEKQETEARGESELKLATVITNHAERPLRTGDRVAHPSYGEGVVSLLLAEATVACVDWDDLTVVE
LRVFTSQLTRIELCVSPMAASAACSR
>OLS46008.1 HNH endonuclease [Rhodovulum sulfidophilum]AB26
MTIRKLCAASGCDDLAVPGAALCEEHEAERIARNRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEVHPLCADCAGLG
LVTPASEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGRT
>OLS46009.1 hypothetical protein BV509_17700 [Rhodovulum sulfidophilum]AB26
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDVWDRLAPVLAAKRRLDPAYEDPFAIYCESVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGTD
>OLS46010.1 terminase, partial [Rhodovulum sulfidophilum]AB26
MEPIDHPVSRYALDVIEGREVAGALVRLACERHLMDLETGADRGLWFDCKAASRVLNFARLIQHTTGPAAGRPLDLTPWQ
VFRHGSVFGWKQDDGLRRFRTTYHQVAKKNGKTTDTAVPMLYTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDTGNKHLISTAITNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVQDDSFFAYVAEPPADCDVGDPVAWKMANPNLGVAFSEDRFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDKGAEPFAPEALYGRPAWVGLDLSKTTDLTSICVAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYAS
>OLS46011.1 hypothetical protein BV509_17710 [Rhodovulum sulfidophilum]AB26
MTVRSDIAAEFQATAVAMQARQRPVSIRDRLSLAAAGLGSGDGELRAAIARFLADHDTAPAAAGAALQETILRRCATAPV
RHAWQERADLDG
>OLS46012.1 hypothetical protein BV509_17715 [Rhodovulum sulfidophilum]AB26
MAEAPLTRADQVLIAAAAALALPPVLGRDVTERRLMMAREVLPHIDAAGPLSGLTFEIELLDRALRTGDRAAFSDGQWRL
RGVMARFFETRAAHAYERWRRETGQA
>OLS46013.1 hypothetical protein BV509_17725 [Rhodovulum sulfidophilum]AB26
MTDDPLDRVRGAFAAADDVDMGDMPEPDAPEDPGRGAEPPHPPEGGTPDDPLGPVRAAAEQPLNDYGNGQRFCIHFGEDL
TFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKAEKKVIAEERRLRERANALENLPEAERAEDHDD
ELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPALARAYEDLDADPLTVNTLSGTLRFSAVGAEG
MSPVAEMRVQPEHLREDLLSKIMPVAYDRAATAPRWDAFLEEILPDATVREFVQRWMGLSMTGIKMQRLAFLYGGGANGK
SVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHSD
FMECLPYFKLMMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEDRRDPDLANKLWEEAPGILNWLIGGLTDFLEGGLRPPE
RVLEATAEYREESDPVGAFLTECAVVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSLRLKQKESRWRHPHTGKSF
IRGKRDATGYRGLRLTDEFAARMADRRDRGGAGAPVDEPF
>OLS46014.1 hypothetical protein BV509_17735 [Rhodovulum sulfidophilum]AB26
MPAKRENFAEGTAAEIFVDRNDPKRVFEDAALSIPKEGCLIRTWYGPGGQGKSALARELFRRSAAEVEPSFGHLRRALVP
LQGRPKTDPIFLLIWIRNAFAKAGVSLPAFDLSLAIMWEKTRSGDPFPTLENPWLHRAGSAMSDALPDGVGLVREALEET
AGTIPLLGFLAKRGTRWAFDKGKKAWLEETRPQLQAFYRDGALIEDHEMPGRLPWMLAQDLNRHLKDHPADRFVLLIDEY
EGLIEGAGTGPRWQENVFDIYLRDFVKETDGLLLLIFSRERLHWEDHPDWRKDLKGNQHLLGGLPDEDAEDWLRKVPVDN
AEIRAAMIEGARETPDPTAPVYALMLELQVTHWRQLGEEAVPADFEVAARSFEARRLELVTRIMRGYGGPIQDVLARLAV
VQRFDRTAFEAVTRAFNIPLADSDFDRIAALSMMSAGDEGWLTPHRAIADAIVEAEDPARLESSRRFLLSHFTDRAKPER
ITDVEETTLACLAEAARLRRAEGADGYVDWLNAAGVLIHRARRDTFLEWLWREALDMSLVSLGTDHPDTAASYNNVASNL
DAQGRAAEAEPLYRKALEINERVLGTDHPDTTASYNNVAYNLDAQGRVAEAEPLYRKALEIRERLLGTDHPDTATSYNNV
ASNLNAQGRAAEAEPLSRKALEIRECVLGTDHPSTAASYNNVACNLDAQGRAAEAEPLYRKALEIRERVLGPDHPDTAAS
YNNIASNLDDQGQAAEAEPLYRRALEIRERVLGTDHPSTAASYNNVAYNLNAQGRAVEAEPLFRKALEIRERVLGTDHPD
TAASYNNVAMNLDAQGRAAEAEPLYRKALEIRERVLGTDHPSTAASYNNVAYNLNAQGRAAEAETLSRKALEIRERVLGT
DHPYTAASYDNLASNLDAQGRTAEAETLSRKALEIRERVLGADHPSTAASYNNLASNLDAQGRAAEAEPLLRKALEISER
VLGTDHPSTAASYNNVAANLKAQGRAAEAEPLLRKALEISERVLGTDHPSTAVSSNNLASNLDAQGRAAEAEPLLRKALE
ISERVLGTDHPTTRMIRANLEAFLQRP
>OLS46015.1 endonuclease [Rhodovulum sulfidophilum]AB26
MPPRLTAMPPRLATLAPRIGAVPGDARAQDRERDRVKPWRAWYRTARWSKLRRKILARAGYVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>OLS46016.1 hypothetical protein BV509_17745 [Rhodovulum sulfidophilum]AB26
MTDDFSSEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPRAEPEDPRPEPKGKKQERLEAAAQPAEDYGSLYDRIPRQ
>OLS46017.1 terminase [Rhodovulum sulfidophilum]AB26
MTGASWAACPDWWEKLQAGETPIPDLALDANLADVAVQLFDKLVVPDVAGQPTMAEAAGEWMRDIVRAAFGSIDPATGAR
QVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLAKRFRVDEHKKQITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFAARVIGQIRGGMITNPKSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKDEPWKTPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEVARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPELDLDALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVCRIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>OLS46018.1 phage portal protein [Rhodovulum sulfidophilum]AB26
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSTGSPDPFAGLGRQSKAGQRVSATSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGERLVGLRPLFNVVPVRRDDGRFDY
RVTEDGRSHVLPPSKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPDQRTQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAGKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>OLS46019.1 peptidase [Rhodovulum sulfidophilum]AB26
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAATVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAVDIYAARTGIDRDDIAAMLDRETWIGGQAALDQGFADSFLPADAVDLAGNDKETATMRAERKLDLLCARAGLPNAAS
RALKRDLKGGMPGAAPTGTPGAADLTRALEELLAQAKTL
>OLS46020.1 hypothetical protein BV509_17770 [Rhodovulum sulfidophilum]AB26
MRLTLTRTQKTEIGLLQRGIPYDFDLSKPAERAVAEDLRHRGVATETKTETPAEAPAPKRKGKPDPDPAS
>OLS46021.1 hypothetical protein BV509_17775 [Rhodovulum sulfidophilum]AB26
MTRIPLDELKRHCQAEGFEDDDALLASLGAVAERFVADYTRRDLDAAFPGGWPAPCQLAAKLLVAHWYRNREAVAEGAGA
EVPLGVRDLLAAYRDLG
>OLS46022.1 phage head-tail adapter protein [Rhodovulum sulfidophilum]AB26
MAAPRAGELPRVVRFERARLVDDGLAMVERWAPHGRPQRAKRTDLSDAERWRAAEIGASVTTRFVLRRTAFTADLTPKDR
LSCDGLSFAISGIRELAADPRFLELTCTARTDR
>OLS46023.1 hypothetical protein BV509_17785 [Rhodovulum sulfidophilum]AB26
MSVTMKLEGFAELEAELDRLSRAAGKGALRRALRTAAEPLAERMRANAPTDEHELEESIAVSTKLSPRQRKAHRKTVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPILDRLREELKAEIDKSVRRAEARAARAARAAAKG
>OLS46024.1 hypothetical protein BV509_17795 [Rhodovulum sulfidophilum]AB26
MSDITEADIGHGARLGLATEGGGFEDLAMVTRIKPVGWTRDEEEGTHLQSPGRYKQFIPGLKEQTPCEADLNWIPSVPDR
LIAAFEAGLQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGRATILEAE
>OLS46025.1 hypothetical protein BV509_17800 [Rhodovulum sulfidophilum]AB26
MANRFKGEIDALCEGRRYTLRMDMLALADFEDATGENALSWAEAAEGGRAAVGDMIEMIRCTLARHHPEADRQLAGDLLS
EDPGLLLRLFRAASPEIAQDAPEDGPGKPLPAPAAG
>OLS46026.1 hypothetical protein BV509_17805 [Rhodovulum sulfidophilum]AB26
MRGARARIRAEHEARAWLAWHVEALHRCRSLPSFRSFLGGRTGPEAAQGGAEMQAMFDTVATAWARGPGPRG
>OLS46027.1 hypothetical protein BV509_17810 [Rhodovulum sulfidophilum]AB26
MSQSVIGALRVNLGLDSAKFESGAKRVKDPLRAMKSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALTRLGLAASDLEGLDADAKVATIADAVKGLGLSASEATAV
LRDLGVRNREMALLMIQGGEAIRAARADVEAYGLALDAVEAGKIEAANDRIARLGLIARYAGQQLALQLVPSLGRAAQAM
TEALREGGALRAVIDGLTGNLARISTWIGTAVTAFGIRYVGALAAARIATLTLAGSLATLRGALIRSGIGIAVIAAGELV
YRFGRLVAATGGFGAALAALKAVAAEVWDRIADGPHLVELAVRQMGWAIRADFLEAMAEMQESWSGFIGNVATLGAMIPG
FGSSFRTLAASVAGTGESMRALREESRRASTYATNYGTQVEGLFANMTRPLETLKALRETLAASDPGRLGGLGTGDGAED
GAGALGGIRAATEAASEAARTASDSFKGFFKDLVSGSGDAGDAVAKLADRMLDDLLDRALSPISDAMGALFDGLISGMFG
GAGGGSGGTGTVTSIASLIAGAPGFARGTDNAPGGLAWVGEAGPELVNLPRGAQVIPNDRLPGLGGGGVRMGDVHVSVAG
SNASPEQIAEVVRQVTRDEAQRVYARQRREGL
>OLS46028.1 hypothetical protein BV509_17815 [Rhodovulum sulfidophilum]AB26
MAFPPEAVRIAGFTLRQVTSSIRTQSPYSFAQTAYDFMGGTWAAELTLAAFDARESAAISAWLAGLNGPAGRFELDMAAM
DYDGPQGLITADPVVALAAQPRAQTLVLQLATAADTIEAGDYLTLDGHLHIVTGAEVPTAAFRQTLTLWPRLRAPVAAGD
PVALRAPYGSWALAGPETALAVSQARVRTRTVQLVEAL
>OLS46029.1 hypothetical protein BV509_17820 [Rhodovulum sulfidophilum]AB26
MDASGDRILGLLVQCRFDSGELNMFTGHGTVAWEGATYLGAAGQMLRIGEAQETSGGEMPGLTLTLSGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>OLS46030.1 hypothetical protein BV509_17825 [Rhodovulum sulfidophilum]AB26
MTGTILRREGWELRLAAEIRDWDGRAFVWGTADCLGFCRATARAMTGTDPIPDLPAYASEMQAAKGLVRLGFGSIAELID
AHLPRVPVARARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>OLS46031.1 hypothetical protein BV509_17830 [Rhodovulum sulfidophilum]AB26
MAHRVICLAGAARIGAPLAVLIVALILWAAPAAAMPPVGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPK
AKARDEITLNKIQPVTAGLILYGERTLGGSITARSTTSFDGKPHLRYHSAMPLACHQIDGAVEIWLGETKVWTEAQYRRD
EAQGTGDPYHWGQIDSDFRGRIRLKVHTGAEDQAAEPRYVTAASEWTADHRGRGVAYVYFEADYDRDLFPTGAPQIRVRA
RGKRVFDPREWSSTPLASARALRPGSIWAGYDGGAIGRTSGASYPQGESDAAWTGGPIAARFFFGHRYPGGLTPEAGLSP
DLTAQDGDTLDYTRMALDADLFAAFDVAFPANPEGVIWEQGGSGYGAYLGVTGGDLVFRAGSGEVAGEDLARATLPVAEL
AGRRGTIYVEIDRTAGAVALWFRGRRYSTNPALCLRDYALTPELFGGIGWTEADLDDAALVALANAAEEPVPLATGGSQP
RYAFNGVLETEASPRENLDALSSAWGGWWACERGRLTLGGAVWEEPELTITEDMLVAGIRVIARRPFEEQFNTVKAQFAD
ATAEHVVTDLPVLASETYRAADNGERLVRDLGELPGETDPVRGQRLMKLALLKGRRQRQVILPCSLAAWGVRLGDTVRVT
IPRRGWEAKAFEVTARAVTVGPEGVQVRLTCLETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPRVSAPTMTEELYETRG
GGGVKTRVRLAATTDNPFIDAWQFSWRPISAPEATVRGLTDTPEDLIDDMAPGTYVFGARGRNTRGMWSDWVYAGAAAVQ
GENAPPVAITNLAGQSAGGAVAMLRWDRHPSLDVRQGGWIEFRHAGVLTGATWRSSVVIGKAVSGGVTEATLPLKTGTYL
ARPHDAKGNPGPVSSVALRAASLVPMAEVARLDEAPGFAGTKAGCSAAGGVLSTDPGATYALYVFTGVMDLGVAGPVRLV
SDVEILIEERRDLMFGPGTAAFWTPPDGLFWQGSTDAYGDLDTQVRVHDPATATWGPWQSFDAAEFDGRFFQVRAALSVE
SEAYALRVTRLSVAAFRAT
>OLS46032.1 hypothetical protein BV509_17835, partial [Rhodovulum sulfidophilum]AB26
MTQSTYLPNVTHTKAQAFAFFQGALAAAASTNAGATAPPETWPGMLWVDTAARALKMRNEANSGWIVLGSYASGHFVPAG
V
>OLS46033.1 hypothetical protein BV509_17840, partial [Rhodovulum sulfidophilum]AB26
NIEAANDAMSTLGVVMRGVGNQVAAGMAPAITSLVTGFTDLLRAGTPLRGLLDGLGTGMQAAFQAVSASIGRALSYAGTF
ATFLAGRFVSGMAMAAASVVAFNAKLLLTRAALMRTGIGALIVGVGEVIYRFGGLVDATGGVGAAFDALKAVAIEAWERI
ADGPHLVELAVRQMSWSIRADFLGAIATMHERWSGFIGDIAKIGSMIPGLGMSFRSLSSAIGDSGTSIEALRHESELASE
YAANFGTQVEGLGKNMKRQLASWGALRAKLAEARAEMDNSGTSSQDLAAALDDLNAALSGTDSKGGGAGVDTVTRKVAGL
ESAAERASGSFNTFFKDMIKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLLSGLFTGGGGTGTVRPVAGLI
AQGMGVGSFEGGGRTPVGPRAGGLDGRGGFLAMLHPNESVIDHTRDSGPLGAVRMGDTYVNVQGSNASAAEIAAAVSAQN
ERQANAVFARRQRVARARGKA
>OLS46034.1 hypothetical protein BV509_17845 [Rhodovulum sulfidophilum]AB26
MAHPPDPVLIAAFTLRQKTSGALVQSPYSFAQTAYDFMGEMWAADLTLTHVDMRDNARIEAWLASLRGTLGTFEMAPPDY
EGPYGVMSANPTVAATADARARTLTITVPPGSAAGPGDYLTIAGHLHLVIEAAAPDLARAQTLSLWPRLRAPVAPGAAVE
MLKPYGTWRRASAEVSFDCSQDRIRSRTLSLIEAL
>OLS46035.1 hypothetical protein BV509_17850 [Rhodovulum sulfidophilum]AB26
MDASGDRTLGLLVRCRFDSGDVAMVTGIGSVTWDGVTYVGAGQALSIGEAGATSEDDIPGLSITLSGLDPEVIARAELEE
FQRRRVTVLLGLFDGEGQIETADVLWEGIADTMESDDSPDAATTTLGMEPRSMELGRKYPFYYLPEDQQRRFPGDRFFDL
VQAIQNREDTWGR
>OLS46036.1 hypothetical protein BV509_17855 [Rhodovulum sulfidophilum]AB26
MIGGTMIGGTMMRREGWERRLSAEIRDWDGRAFEWGSVDCLGFCRAVARAMTGADPIPDLPAYGSEYTAAKVLVGLGHRS
LEDLVDAHLPRVAVARARRGDWMMTAAEGAMPGAMGVVTGRYALHLGAAGLVRRPVLTAEAAWCVD
>OLS46037.1 hypothetical protein BV509_17860 [Rhodovulum sulfidophilum]AB26
MVGLGLCRRRRRAGRERPAGRDHQTQTRRLTRKALQQSGEALEQAIRRDMNGAMSAELDKAIFLGTGANGQPLGVVTGAA
TYGITSTDAAGPASWAALRAAVVRFMTANAAADPGAVKALVRPELWAFMDDAEAFAGTGITEWARMTAQLGGVAQTTNAL
AAPAGTPKETSVLLTTAAGGVSPVFVGLWGAVDLIRDPFSDAQSGGLRLTALTTADVTVARASQLELVTGLELA
>OLS46038.1 hypothetical protein BV509_17865 [Rhodovulum sulfidophilum]AB26
MESPVFNGGLELRAAGDGSRRLTGRFPYGKRAVLDAGGKGRRPKKEQFAPNAFSFAVDDPDRDIHLLLGHSFDRPLASRK
AGTLMLQDSAEALSFEAVLTPEIQRASWVQDFLAGFAAGLIMGISPGFRVAPPEAVEKPEDVTEEPPEEGNALIRTIFAA
ILFELSMVTRPAYHETEADLRHFQWDRTPKGLTHPLKRWRV
>OLS46039.1 hypothetical protein BV509_17870 [Rhodovulum sulfidophilum]AB26
MIEYMAQTEGAPSAYPAIPGLTGDALTMAPVAWQRVEHHIAWRFAPRTVTWTVKGPGMWIPPLRPVADLTAEIWDGSAWI
AASPDATWNGYDLTLEGPYRITATVGAGPVPEAVAAAVQRLATYLAAEADTPAGARSWSASVGQLSETINRDPAHMAKAL
QNSGAADLLRPYRRA
>OLS46040.1 hypothetical protein BV509_17875 [Rhodovulum sulfidophilum]AB26
MWPFKRKPVETRSSTGYTAQLIGARQAYIAGVSGLAELTATVQGCVALWEGGLSLADVQGTDLLTRHALAVAARSLALRG
EAVFFVGDDLIPAVDWEVTTRGGKPRAYRLSLPEAGGNTTETALAAEVLHFRVAPDPAQPWAGQAPLRRSSLTAGLLHQI
ETALSEVYSNAPMGSQVVPFPESQEVDLETLGAGFRGRRGRVLVRESVNVSAAGGPVPTQDWKPQDVTPNLSGMMPDAML
TAARAAICNAFGVLPALVVPEAQGPVVREAQRHLAQWVLQPLAMLMAEEASAKLGGPVVIDCLRPLQAYDAGGRARAAAT
VIEALAAAKAAGLDPAETDKALTLVNWGTNDGAA
>OLS46041.1 hypothetical protein BV509_17880 [Rhodovulum sulfidophilum]AB26
MLMMTPAAAKMKRKLEGREREARRGRLGQARFDALAGELAAVIRLAFEAGATATLFGLEGPLRHGIRSDLCLMGWTWESA
DLMARELLDEAFKRVRAVRPTWNEGQPEWVIEAGTLIERTRCINCGKPLPEGHHKYCGEICADSKRRRVARIKEASEDRA
VVLAIRST
>OLS46042.1 Ala-tRNA(Pro) hydrolase [Rhodovulum sulfidophilum]AB26
MTGPLYRKDPYLREAPATVTAHAEGGVVLSAPLFYPRGGGQPGDTGRLVWQGGQMIVADTVKSEAGAELLLAPEGAALPP
VGAELTQHLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIGADKGRLDFDMPEAPGDKEALEAALNDLIARDLPVAEQWI
TEAELDAGPGLVKTMSAAPPRGTGRVRLVRIGSGEAPVDLQPCGGTHVARTGEIGAVRLGKIEKKGRQNRRVTVHLGG
>OLS46043.1 cysteine synthase A [Rhodovulum sulfidophilum]AB26
MAAIRSDLADLVGNTPLVRLKGPSEATGCEILGKAEFLNPGQSVKDRAALWIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAQTEANGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRIDGFICAVGSGGTLAGTAMALQPRGVRIGLADPHGAALYSYYTTGEMTSEGSSITEGIGQGRI
TANLEGFTPDFCCRIGDDEALGVVFDLLAQEGLCLGGSSGVNVAGAMRMAREMGPGHRIVTMLCDSGTRYQSRLFDPAFL
RGKGLPVPSWMDGPKRSMPEVFAG
>OLS46044.1 hypothetical protein BV509_17905 [Rhodovulum sulfidophilum]AB26
MERMFFYGTLCHLPLLARVLDRPAGTLTTRPARLADHAVRLAEGESFPLILPEPGKQAEGLLVDGLTAEDRARLDYYEGG
YGFDCQEVAVETADGPVKAGVYAHDRAGLVPGAPWDLDGWRRRWGDLVTEAAGEVMLGYPDRPPEVTARRYRMILARAAS
TLRARRPGPATLRKPTGPGDIVETARVQPYANFFAVEEYTFRHTRFDGRMSDEMVRAAFLTGDAATVLPYDPARDAVLLI
EQVRAGPYARGDSQVWSVEAIAGLIDPGETPEETVRREALEEAGLTIGALHRCFGYYTSPGAKAEYIYSFVGEADLGADA
GGLGGVPAEGEDIRAHVVPFARAMDLVDTGEIGNAPLILSLLWLARHLEAFRPPA
>OLS46045.1 hypothetical protein BV509_17910 [Rhodovulum sulfidophilum]AB26
MPTAAKLVAFLLYGGLAWAASVALVPSFPEGMDLGHFFTVNAAVGALAGWFVMGRLAGQGYGLAVTAGLRTTVVLVFYAL
LIHAGARAYARSVEMRFGDPLAAVLGWIGLAADYGLQLFTSPAAMGVLLVGGVLVGLAVEAVSHFWT
>OLS46046.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MTVLTSTRGQADLPRYFAQVFDIAGRMGHGRLDFVLSDGRRFRAEGRAPGPVAELDIHDPDVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLIRAYERLRFWLQRNSKTQARKNISHHYDLGNDFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIAKAGLSDRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVTDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGDSYALTLRRWHETFNERWDDVARLGFDARFRRMWNLYLASCAATFQSGNCDVTQLTVA
RPT
>OLS46047.1 deoxyribodipyrimidine photolyase [Rhodovulum sulfidophilum]AB26
MSDQVPVIWWVRRDLRLGDNAALAGAIASGRPVVPLFIHDETVEALGAAAKWRLGEGVACLGQALSARGSRLILRRGPAL
DVLRAVIAGTGAAAVVWSRAYDPASVARDKAVKAALAEDGVEARSCAGHLLFEPWTVETGQGGFYKVYTPYWKAVRDRAV
PEPAPSPGLIPRPDTWPASDEIGTWRMGAALRRGAAVLARFAPVGEAAAQDKLNEFATRKIADYADRRDMSAADATSGLS
AHLTCGEISARACWHAGLNAMDAGKAGAETFLKELVWREFGWHLMWHSPHIAERNWREGWDGFPWSTEGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMIAASWLTKNLMTHWRVGMDWFAEHLIDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPVTQAEKFDPDGAYRDAWIAEGRQSPDPRALAYFDAVPRAWGLSPGDAYPAPAVTPEAGRRRALAAYEARGG
>OLS46048.1 nitrogen fixation protein NifS [Rhodovulum sulfidophilum]AB26
MVALDTEFVRNQFPAFRYKELRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAFPTSRLAGEEMDEARTRLAAHLG
VGRDELHFGPSTSANTYVLAQAFGAWIEPGQAIVVTDQDHEANSGVWRRLAARGIELREWKVDPGTGHLDPAALEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDIPALGADIYLFSTYKTYGPHQGVMLIRRELAY
QLPNQGHWFNAEDVLRRFDPAGPDHAQVAAVAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRIQETAILEPLLEYLST
RPDLRVLGPARAGPARLPTVSIALDRPGHEAAGRLAARGVLAGGGDFYARRVLEAMGIDPALGVLRLSLLHYTLPEEVDR
LIEALDSEL
>OLS46049.1 BCCT transporter [Rhodovulum sulfidophilum]AB26
MTDQTSQDLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLSIMAFVFYALALPGQAEAVFGWLR
PFLTSTFDWVFLSAGNIFVLFCLALIVLPVGRVRLGGAEATPDYSYAGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPGNVDAAREMGLAATIYHWGLHPWAIYAVVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHVI
DIIAVFATLFGLATSLGFGAQQANAGLHHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMVVAALLLVF
VLVAGPTGTILADFGEGMLAYVKDLPALSNPFGREDTDYMQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVVCVLL
IPSLVCVLWMAVFGGAAIDQVLSDPVNSAVKAQVIDSYNPPMSLFAMLEALPWASVTSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCAFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLMMCFAIFRGLQAEAH
>OLS46050.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB26
MFKQILVPVDLAHADRLTRACEVAGDLARHYGIGVTYVAVAAPQPGAVAQSPEEYRWKLDAFAAAEADRHGHRVASRLMV
SPDPAAELDEALVRALEESGADLVVMASHVPGWAEHVFPSHGGRLASHAKASVLLVRP
>OLS46051.1 oxidoreductase [Rhodovulum sulfidophilum]AB26
MFRALVVEKDAEGKTRAAVQDLSEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRSWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTQMAMAVGTAGMAAMLAVLALEDQGLRPCDGPVLVTGASGG
VGSVATAVLAHLGHEVAAVTGRPGSESYLRDLGASRIVPREDLSEVTRKPLESEIWAGCVDPVAGAMLGRVLKQMKYGAS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMRPYEDRLRAWQRIATDLPMDRLKGMIRHATLEDLPGLGADILNGKV
QGRVVVDVNA
>OLS46052.1 polyamine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTVRLILASTAALIAGSAAWATDADLLVFDYPGFENAAFHTKYKDKYGDNPTFTFFGDEEEAFQKLRSGFRTDVSHVCAG
SVTKWVEAGILDPWDTSKIPAWGDLNADLKGTDVADTGADVYFVPTDFGSTGIAYNTNEVPAEDVASLQVFKDPKYEGRV
TLPDNVDDTFALAYLATGTTNWTHATDAQFDAAVEWLREVHPNLRTYWTDPAELAQLLASGEVLVAWAWNETLPTMVEQD
FPIGFQREAKEGSSLWLCGYVDLKDGPGSEEKAYDFLNAMLDPAATQALLDAGYGQSNDKAMAEIGDEALTAVGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>OLS46053.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB26
MPSYLVSYSALAGAILCEVAGSSFLLKSEQFTRLGPTAVMALFYIASFYLLSIALKTIPLGIAYAVWGGLGTVLIALVSV
TIFRQSLDAAAIVGIAMIVGGVVIMNAFSTVSH
>OLS46054.1 sulfurtransferase [Rhodovulum sulfidophilum]AB26
MTRFAPSAVFVLALLAGPAALAAPGFGPLIDPQGLAEAQAAVAPLVLDIRSGPDGAAPVFEAGHIPGAVSAPYGLFRGPA
DNPGALIPEDRLTEVLRSLGVTRDRPTVIVHQGSDPSDFGAAARVYWTLKSSGVSPLAILNGGMTAWSASGLPVETGPAL
RPAPSDIEVSFSHDWLATTEDVEAIVAGDAPGELIDARPQSFWAGNAKHPAAARPGTLPQSRYFTHSGWFGSDAPALIKP
DLVPDLAAANGFAQGDRLVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHETANLPGPLRNLWNRVTGRY
>OLS46055.1 YeeE/YedE [Rhodovulum sulfidophilum]AB26
MTDSSQTMPVPPRILPRTAAFGLCALAVLAVAAMAGPRSGALLMIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
VCLALVAAAAFPMLAAHPGELVGAHAPVGYAMVGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSAIALPFFCLGSFFGAY
HLVWWTELGALPVAALTGTGGLALTLVLLASVAGLAMALADPGKRAIPARYWLAAVLLAGLAILHLAVAGQPWGVVYGLG
LWVAKGAAALGADLSGSAFWSAPANAERLRESVLTDVTSLTDLGLIAGAALAAFWRDGLTGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIQLRPLLGLEARR
>OLS46056.1 phytoene synthase [Rhodovulum sulfidophilum]AB26
MTLEACAEIVRKGDPDRFLAVMAAPVAARTRLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDALEEIADGGPVRRHEV
ATPLSEVLAREAARDLLPLVQARRWDAYREPFADGAALEAHLAATSGRLMGAAARVLGAEDGQAALADLGLAMGLAGWFL
AVPALLARGRQPLPDDRPEAIADLARSGLARLAAARAAGLPARAIPAARTAWRTGAILKRAAARPDRVRGGGLEEAEVAR
RAGLLRRALTGGW
>OLS46057.1 citramalate synthase [Rhodovulum sulfidophilum]AB26
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDELGVDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTGAVCLVGKTHDFHVTTALGIGLDENIDNIAKSVAHLVAQGREPLFDAEHFFDGFKANPGYALDCC
RAALEAGARWIVLCDTNGGTLPPEIGRIAAEVIAAGIPGARLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETGITPEALAGITRASRLLDEILNRVPQKSAPYVGSSAFAHKAGLHASAILKDPTTYEH
VEPQATGNIRIIPMSNQAGQSNLRRRLAEAGLEVAKDDGRLAEILDEVKVREGQGYSYDTAQASFELIARRVLDRLPAFF
RIKRYRVTVERRRLDPARVVTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWRALAKDLGPYQAFIDDMRLVDFK
VRITNGGTEAVTRVIIDSEDGAGRRWATVGVSPNIVDASFEALLDAVVWKLVRDGAPDFDARRP
>OLS46058.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB26
MTEIRLYNTRTRQKERFEPIDPANVRMYVCGPTVYDRAHLGNARPVVTFDVLFRLLRHVYGADHLTYVRNFTDVDDKIND
AALKRKQAGDPRSLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSFELLGPSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFATIWLHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKARQAKSTLRKWAEQADDFAAEDLDPSVLAALADDLNTSKAIELINKIWQKGNGPKLTASASLLGFDLQEIARSDWAKP
FFANFPGGTAVEGDDYLPSISIMAWGGVPEGVGDLLRPLMQSWLRMRREGSWDEADKLKKAIETSGLILEVKKTEIGTTM
GVARLQDDFDQSKLEGVRS
>OLS46059.1 hypothetical protein BV509_17995 [Rhodovulum sulfidophilum]AB26
MTEDQILAFCDGLPGAARSQPFGPGTDVWKVGDKIFALMAPCSGRVSLKCADPGFAEMLISVGRAGKAPYLPRGGWIALE
TARHDPEEMAHRLRESYDTVRASLPRRVQATLD
>OLS46060.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB26
MNHDDLAYWSKRAADWAQAYHSGLRDRPVRARTAPGETAAKLPATPPETPEPVETIFADFEALVPDAMTYWQHPRFFAYF
PSNASPASMLAEQLASAMAAQCMLWQTSPAATEIEQVMVGWLRQALGLSDRFTGTIHDSATTATLSAVLTMRERALGWAG
NTGGLAGQPRLRIYASAQTHSSVDKAVRIAGIGQENLVKVATDADFAMDPTALDAAIRADLMAGRVPAGVVLCVGATGIG
ATDPIAACAAVTRTHGLYIHVDAAWAGSAMICPEFRDLWDGIETVDSLVFNPHKWLGVQFDCSVQFLADPAPQVRTLGLR
PDYLQTPGQAEVTDFNEWTVPLGRRFRALKLWFTLRAYGLEGLRTRIRNHVSWAAEARDAIAALPGVEIVTEPRLSLFTF
ALNDEAATADLLRRVNDDGRIYLTQTRHEGRLVIRVQVGPFDCTREDVLTIPRVLADLTR
>OLS46061.1 hypothetical protein BV509_18005 [Rhodovulum sulfidophilum]AB26
MTSYFAPAAIALGLSTAMAAPAMAGSYAPAPAEPVIVPAVPAAAPDGDWGGAYVGLSYGYIDVSTDSGAPDDDSDALGIM
AGYRWDFGKTVAGVEVEYGEPDLNFGSEEVDSVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGSETGYLVGLGVDYQMTP
NWVLGAEVLYHDFDEFGSSGVGADATTAAVRVSYRF
>OLS46062.1 hypothetical protein BV509_18020 [Rhodovulum sulfidophilum]AB26
MGTIAMKISKGFIAAAFAVATGFAGTTAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAAS
ADAPREPWYSCFWLNNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>OLS46063.1 hypothetical protein BV509_18030 [Rhodovulum sulfidophilum]AB26
MKPIRKGFQRAVASAGLKDVSPQVLRHTAAVHMAEAGVPMSEISQYLGHSNVSVTGRAYARSSPTHLRRAADVLDVTKLR
KVHGPRGSSQKRHKPLRRWWVIRDSNS
>OLS46064.1 endopeptidase La [Rhodovulum sulfidophilum]AB26
MPEHISSSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQIDPAVDEPTTEGIYRTGVLANVLQLLK
LPDGTVKVLVEGKTRVRTTGYLDNPSFFEASCEPLSEELGDEEVVEALLRSVGAEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVAQKQELLETLTVAARLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDDGQNEIAELEERIAGIKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWILSLPWGVKSRVKKDLTAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNATFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKREIAERHLVPKQMKNHGLKAKEFELTPEALTEIIRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTIGPDVLEDYLGVKKYRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPDIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVAHVREVLKQALVREPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>OLS46065.1 alpha-L-glutamate ligase [Rhodovulum sulfidophilum]AB26
MTEHTEPALPGFRLGWEEWISLPELGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSATI
VDRREVTSSNGDSEWRYVIAAEIVVGERRWPIELTLTHRGGMAYRMLLGRQALGEDVLVSPVDSFCQPRLSYDVYHTARV
REVAPARVLRVAVISREPHNYSTARLVAEGEARGHVVEVIDTARCYMALDALAPEVHYDGARLPRYDAIIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETNNAAESVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGYAVPVKITPQERET
AVRAARAFKLNLAGVDVLRAHDGPKVLEVNSSPGLEGIEKASGKNIAGMLYDEIEKRVRPLPVPKGRRRR
>OLS46066.1 flagellar motor protein [Rhodovulum sulfidophilum]AB26
MALTRRGGGRFQATIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQKSELTELNAELSALADALGMERQRASGLE
EQVGELGAALSTARTDAEAKAALIAALRDRVSTGEADLAAARTRIEDVEARMARLLTERDAAQARGDALAGEVAELEGTR
DRLEAALASTRQEVDAQTEAARLAAARREALEALIADLRARNAETEAARAALADEVQSTEAALSQAEKDRLAEAAAAAAL
RDRLAGSEDELTAMSLALEEARKRAEDTLTLLAAAEKARDQAAARAEGALTEADRRAALLAVANETLDKEEAKSAESQRQ
VELLNRQMAALRGQLGELQGLLDAAEDRDAAARIQIETLGSKLNAALARAASEQRARAELEEAARRKAEEEAARLAAEKK
TLEGYRSEFFGRMRTLLAGREGVRIVGDRFVFSSEVLFETGKADLSDDGEAQIANVVSILREVAGEIPPDIDWILRVDGH
TDDVPLAKGADFADNWELSQARALSVVRYMTEDLGFPPDRLAAAGFGQYQPVARGNSPEARAQNRRIELKLTER
>OLS46067.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB26
MDKTPREAEPQFSRPLRQVVLMTSSCVLFATGAYLAYPQVAPVFMASPYLNGAIFCVFLIGVATCFLQVIQLGASVRWIE
DFASGIPGHNLTRAPRLLAPLAALLRKRRDKRMQINTGSARTILDSVATRIEEQRDITRYLTNLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMTGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEEWLSSIT
RLGFSTGETEGEVSAEVGLLAATLDQLAEQMEGLHTLFAESEGERVALESRVGTLAEAVNTLGAAMERQLDDTRAVTEAL
SRVADAQGRATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRVLSRLAPGDERWG
>OLS46068.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB26
MQDGLWVFGYGSLLWKPGFEVAERRLARLDGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCHGVALRAAPGSEEATL
AALRERELISSAYFEVELEVTPEAGPDGTVPAALRVVAYVIDPDHVQYCGGLPLDEQARIIARAKGGMGPNDEYLFNTVA
HLAELGLADPDLDWLAQRVRALQTD
>OLS46069.1 hypothetical protein BV509_18070 [Rhodovulum sulfidophilum]AB26
MGRKGAKAMRFLLSLAVLAALAWSGYWALAARGIERGLAGWLDARRAEGWAADAGRISVTGFPARFDTRLAPLDLADPAT
GLAWSLPWFGFSAHSHRPQRVTVRWPEAQRIATPTERIEVTAEAMTGALAFRPGLALELVSAQLSVGAFGLVSDAGWRAS
MDGAEIETAALVDRPGAQRLRLSASGMRPPEKLVATLDPAGLLPPVFQQVAIEAVAVFDAPWDRHAVEDRRPQLRQVEIG
RLDAQWGDLALQAAGRFDVDAEGQPSGSLTLRATNWREMIALARGSGRLSAPLADRLEEALGLLAGLSGRPGMLDVPLRL
ALGQVWLGPVPLGPAPNLRLR
>OLS46070.1 cyclohexadienyl dehydrogenase [Rhodovulum sulfidophilum]AB26
MSSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAIAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ERLRRLWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDSEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTDAPDFGRGTKART
>OLS46071.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB26
MTRIPPQPGILEIALYQGGQSKIEGMSDVVKLSSNENPFGTSEKTKTAFSRCVHSLHRYPSTDHAELRAAIGEEHDLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAENLPERVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENTRLAAWLAGALTEAGVPTDPTFANFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>OLS46072.1 hypothetical protein BV509_18090 [Rhodovulum sulfidophilum]AB26
MAEKPSVEQAFERGLFASRWLMAPMYLGLVVSLAMLVVVFMREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGAHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAIYGDTELFWLVLIHMVFVL
SGVLLAAMDWLSARAGKH
>OLS46073.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB26
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVVEVREKSKQMAALLEATQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVLMEPHLVIEFYAQN
>OLS46074.1 hypothetical protein BV509_18100 [Rhodovulum sulfidophilum]AB26
MADVHVTEPIHPDALALLAAAGLSVSCGWEDSDPAAGLAAARAWILRTFVVSPAMIAGAPALQAICKHGVGTDNIPVAEA
ERRGIPVFNTPGANANAVAEHTIMLLLALARQAVEMDRVARTGFHGVERLAPVELSGRRMLIAGFGPIGQRVAHLARAFG
IEVTLWHRRLSAEDAGLPVVRDLRAALPAAQILSLHLPLNEGTRGLIGAAELAALPEGAILINTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPARPTDPLFALPNALVSPHAAARGDQSFRRMGMMAAEAAIRALGA
>OLS46075.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB26
MNRFAALYKALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTAARLREWAAERAGLPLWLFEDCYPVVG
DLAETIALVLPPPGQDSDLSLSARMADILAMAAMDEPARKTAILDAWDSLGGTERFLYTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWRALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPADWIAEYKWDGIRGQLIARG
GAHFLWSRGEDLITDRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAVLQTRIGRKTVSKRLLAEAPAAFVAYDLLED
GGADLRSRPLAERRARLEQIIAGVPPGGPLRLSPVLPFDDWQDLARTRGAARMAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGAALVPVTKAYSGLTDAEFRDITAWVRRNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAPEANTLDDLKALLEAPDPDAGPEGQPGA
>OLS46076.1 oligoendopeptidase F [Rhodovulum sulfidophilum]AB26
MRIAPPAPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMDWLEQECTAFATDYEGKLAGLDAAGMLACVERYEAI
DRVAGRIMSFAGLRYYQNTMDAGRAKFLSDCQDRITAATTPLVFFSLEFNRIGDSTYEAVITADPALARYKPVFDRMRAM
RPYQLSDELEKFLHDQSVVGASAWNKLFDETVAGLGFEVGDEALGIEGTLNLLTDPDRDRREAAARALAEVFGANIKLFA
RVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLPIE
EPKTVGWNAAKTTVMEAYAEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLAHE
LGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKLHE
ARRGGELTPEDINEIWMSVQGESLGPVFEFMPGYETFWAYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGPGFQDKYF
DMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGFIDELEAMED
>OLS46077.1 hypothetical protein BV509_18125 [Rhodovulum sulfidophilum]AB26
MKPFKTLVLVANEREARLLVNMGPGKGLREVSHFQKAREIEYADGRGRDQGGPAAGRHALEPATSARQLSRESFAMHVLS
VAAEAWARGDYDRFVMTAPPQMLGELRNRIEGPLERALAVDLNKDIVGVAATDLPRHFEEVIVF
>OLS46078.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDLPPYATAGQRIWHYAFYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQEFFTSNSWQHALW
NSVKIAPAATLLAVGLGTLAAVGLSQEHVPFRRAIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDKSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTAVEILRRRSEKMRGMSPG
>OLS46079.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]AB26
MTETATDPTGPTGPVLAADGLPLKRSLRRALRAQKLRALMLIAPLLIFILVTFIAPIADMLFRSVENEIVADTLPRTARA
IQDYDPDLGGMPSDKVLAAFTYDLVAADERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGETYRDQFAAVDPAWEEPA
TWIALMADPDWVAEYRAWTAAGDAAKAARRDFAQAQPLFRLRDGVEDILPETASAYAEFARIVQVEDGDDPAAEGPWAPV
YLALYRDLLHVGPGAIAQLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADKDWADPGVWGTIKAFSPAYTPGYFLNAVDL
QLTPGGVAAQPEDRQIYIMLFERTLFMSLMIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLL
QQQGVINDVLVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPTYVRAAKSLGATNWTAFWRVYFPQ
SVPGIGAGCILVFILAIGYYITPELVGGTNGTFISNRIAYHISSSLNWGLAAALGSILLAVVLILYWAYDKLVGIDNVSL
G
>OLS46080.1 hypothetical protein BV509_18140 [Rhodovulum sulfidophilum]AB26
MPKGYIIAHITVTDPEAYREYVDRDTPILEGFGGRFIVRGGASEAPEGPMKDRHVVIEFPDFETAKRAFHSPEYQEVARI
RHATAFSDIVLVEGVA
>OLS46081.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQTSQQKAYSEPYAEMTGTGFTWDESSNEAVAKLRAM
NEAGNVTWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPGADGTPASEDFGDSVINDCFVPQIVFSTTFGYRTDVAAWNGK
EPETLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVTKDELYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWIIPADLPEDRLNRVMHFLHFATDTQRLADQAKYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPENQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>OLS46082.1 spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTGTSDGFVVFDRVQKSYDGETLVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGKPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRSDREAKVQRALEMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFNDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKEIDGTALVELDDGEVIDAMPVNVSRPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLRPGEHIEIGWLPEDCRALDAP
>OLS46083.1 hypothetical protein BV509_18155 [Rhodovulum sulfidophilum]AB26
MRRFAILLAAGLLHAASVQAQMWMPLTGTGGEFDGAVVCEDHPRGENSCILLGCRAGQPIDLYVVSRTLTRSGLTDAMLT
VDGRVISVAAFQRQEGHDDLFFAGATRQSIEAIAEPLRRGSRFALDFEGGAAGLTLQGSLRGSSRAIDHALSVCPMPLPA
PVADPAGDALAQVQRDCAEIGGTVTPEQPMARPVDIDGVAPMDLAVDFGAVRCSSASSLYCGSGGCSQQIYLGVAGGGYR
PIYGDTMYGFEVPSPGVLRVDVHGSACGRVGASGACRLTFRVDPDGVTLLSKE
>OLS46084.1 hypothetical protein BV509_18160 [Rhodovulum sulfidophilum]AB26
MSLTLLPKGIFKRGSNYAVRFTGPAELRQALGKREIIRFLGTSDLGAAPSRRRETLDEIKASRFAKCDEPVDEPGSQLVF
GTTLREGLQDAAADNLAVHLRIAA
>OLS46085.1 hypothetical protein BV509_18165 [Rhodovulum sulfidophilum]AB26
MANLTTRGIKAACAGKHDDGSGLRLVKASPTSGKWVFRYSHLGKRREMGLGSWPEVGLATARKERDRWAAELRSGKDPIN
LRDALRRAEREARDKHDPTFAELAQMVFEAKKAELRRDGDRGRWFSPLRVHVIPKIGRICISQLTAQDIRDAMSSIWQTK
PPTAEKAWQRTRLVLREGKLMGFECDPFTADAAQRLLGTVSHTTQHIHATPWQDMPALYARLDSGSPAHECLRFMMLTLV
RYMGCSGARASEVDGDVWTVPAERVKGQEGRTKDFRVPLPVTAREIIDDGKEAWGDLLFPGRSGAPITSRAIEKALDSIG
EAGRPHGFRASFRTWVQDTDACDYDVAETILGHTVGNRVERTYARSDLLERRRPVMDAWERHVTGCADNVVKIKVD
>OLS46086.1 His-Xaa-Ser system radical SAM maturase HxsB [Rhodovulum sulfidophilum]AB26
MRVWPLRFRNMPSGGVLFGDDSGGYFCADAEFLSRYVHGSLTSSDFDFLYRNGQTFENLNDLSFVGFAARWARRINLPKP
LNFVILAPTLRCDMSCSYCQVSRAPETASAFDWSEQDTINALSWIDRTAGDNIKVEFQGGECLLRLDILERVRDFCRSRF
HISEFVVCTNLQNVSEAAWSFLAPEDTFISTSFDGTPAHHEVTRTRSPKETERFLSNLRRATTSFGAGKVSALPTLDPDA
LPSPEDVIQSYTQYGLNSIFLRRINHQGFARKRFRFSEAPDRWLEYYRRFIAAVVRHNSKSEVPFEEFYIAHLIRRILRG
EGNGHVNLRNPNWLAKDYAVIDYDGRIYPSDEARMITRVGQIDLSIGHIHSGLDEVKLNQLQANASNFQDPDCQHCVFQP
YCGLDVFDDLSRYGRIDVPRPQTDHCRLHQGLFDIAFEMIYSKDQSTRETVRKWLGAASLPSDVAPSPL
>OLS46087.1 His-Xaa-Ser system radical SAM maturase HxsC [Rhodovulum sulfidophilum]AB26
MIPLRLSCSPMPISEPLVFRLRTDSTSAVFSESSRDAWITKANGVNAEFDLNGFGLSVKISNIEEVDRDVVLLLPRKNVI
HRLIRAKSQHNTLLITERCDQKCIMCSQPPKDSHIDMFGVFKEALDLAPRNTIIGLSGGEPLLFKSELFNLLEYARIFRQ
DISFHILTNGRAFTDFDAEKIESIGVDRVLWGVPIYAARPEIHDAIVGVSGAFEQLTHSLATLARTGARIEIRTVIMNGN
IEHLEDLASFIARKLPFIDVWAIMQMENIGYGRMVWRQEFFDSSLNFDPIARAIDTVEIRGVSANLYNFPICTIPTSYRA
YAVNSISDWKQKFLSECSACVVRSDCCGLFEWHPKDGGYNRLGLL
>OLS46088.1 His-Xaa-Ser repeat protein HxsA [Rhodovulum sulfidophilum]AB26
MKRFIISTLTAAGFLPGAVQASLPPTDGIALKPSKSLLSKFTIEHLYTLAGHRSHSSHRSHSSHRSHSSHRSSTGGYSYS
PPTYSPPTYSPPQPAAPSPSFNSTSPRSPSSPKTLPGNSGKFTEIVRLVQTALLAYGYYDGPIDGVIGAKSRSALLAFQK
AFGLSQTGNITPETLTALGITAR
>OLS46089.1 hypothetical protein BV509_18185 [Rhodovulum sulfidophilum]AB26
MGWLVQILGRGLAGQLREAYEARLRAANDADRIAAEIRIAELQERQANRALGGRLTALVQAAWAAPFILYNAKLLIWDKV
LGLDATDALSADLLDLQLRIVTFYFGGAAAIGVVRALRR
>OLS46090.1 hypothetical protein BV509_18195 [Rhodovulum sulfidophilum]AB26
MLNFILKSLPALIPNWRAVLWRSHSMRALILGVIWTGLVSIIAMLPWLPIPPMLVAWVYLGLLAYGAVGRLLAQGIGDE
>OLS46091.1 hypothetical protein BV509_18200 [Rhodovulum sulfidophilum]AB26
MLEATDHALRTLLALLGGLVLVWLRTDGMALIARMGIVIASGAIGYVAGPEIALWLDMPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>OLS46092.1 hypothetical protein BV509_18205 [Rhodovulum sulfidophilum]AB26
MTQATYIPNVTHTKAQAFAFFQGALAAAASTNAGPTPPSETWPGMLWVDTAAKALRMRNEANSGWIALGGYASDSFVPAG
LRELTEAQALDSSGTAYGMLTGKILAALLDKYDRTNTRAACHQFHSDGSSEPGIVAIGDFAMAHVAYYSAQKGSDGWRMA
FSSDEGMSWGPWIALPGDYANETGGAGTFPLTEGAFLCPFQSYARRAVTLPGGSGTELFPALTTETVRVPALATHVRFAV
VRSRAGDAVLTVTLSPAGARTEL
>OLS46093.1 hypothetical protein BV509_18210 [Rhodovulum sulfidophilum]AB26
MAHRVIGLAGAVFLLSAAPAAAMPPVGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPKVKTRDEITLNKI
QPVTAGLILYGERTLGGTIVARSTTEAGGKPHRRYHSVMPLACHEIDGAVEIWLGETRVWTEAQYRRDEATGTGDPYHWG
QIDSDFRGRIRLKVHTGAEDQAAEPRYVAAASEWTADHRGRGVAYVYFEADYDRDLFPTGAPQIRVRARGKRVYDPREWT
STPLASARALRPISLWAGYDGGAIGRTSGASYPQGESDAAWTGGPIAARFFFGRRYPGGLTPEAGLSPDLTAQDGDTLDY
TRMALDADLFAAFDVAFPADPEGVIWEQGGSGYGAYLGVTGADLVFRAGSGEVAGEELARATLPVAELAGRRGTVYVEID
RTAGAVALWFKGRRYSTNPALCLRDYALTPELFGGIGWTEADLDEAAIVALANAAEEPVPLATGGSQPRYAFNGVLDTEA
SPRENLDALSSAWGGWWACESGRLTLGGAVWEEPELTITEDMLVAGIRVIARRPFEEQFNTVKAQFADAGAEHVVTDLPV
LASETYRAADNGERLVRDLGELPGETDPVRGQRLMKLALLKGRRQRQVILPCSLAAWGVRLGDNIRVTIPRRGWEAKAFE
VTARAVTVGPEGVQVRLTCLETGPAIFDWRTSEEQARPAGGIPTLPSPTAKPRVSAPTMTEELYETRGGGGVKTRVRLAA
STDNPFIDAWQFSWRPITETEATVRGLTDVAEDLIDDMAPGTYVFGARGRNTRGMWSDWVYAGAAAVQGENAPPVAITGL
SGQSAGGAVAMLRWDRHPSLDVRQGGWIEFRHSAELTGATWQSSVVIGKAVPGGATDASLPLKTGSYLARPYDARGNPGP
VSAVALRAASLVPMTEVARLDEAPGFAGTRAGCSAAGGVLSTDEGATEALYYFSALINLGTAGPVRLVSDVGILIEERQD
RIFGPETGAFWTPPDGLFWQGGADAYGDLDTQVRVRDDASATWGPWQSFDAAEFDGRLFQIRAALSVESAAYALRVTRLS
VAAFRAT
>OLS46094.1 hypothetical protein BV509_18215 [Rhodovulum sulfidophilum]AB26
MNGGTMIGGTMINRREGWELRLSAEIRDWDGRAFVWGSADCLGFCRATARAMTGTDPIPDLPAYASEYEAARGLVGLGYR
SIAELIDAHLPRVPVALARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>OLS46095.1 hypothetical protein BV509_18220 [Rhodovulum sulfidophilum]AB26
MDTSGDRILGLLVQCRFDSGDLAMFTGHGSVEWEGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>OLS46096.1 addiction module toxin, HicA family [Rhodovulum sulfidophilum]AB26
METNSRKIIKRLEQDGFVLVKVTGSHHKFRKGDRTVTIPHPKKDLPLGTVRNIHKQAGWL
>OLS46097.1 CopG family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MRHYIGVVHQEGDSAFGIHFPDVPGCFSAADALDDLLPNASEALALHLEDEPLPEARSLDAVRADAEVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>OLS46098.1 hypothetical protein BV509_18235 [Rhodovulum sulfidophilum]AB26
MAFPPEAVRIAGFTLRQISSAIRTQSPYSFAQTAYDFMGGTWAADLTLAAVDARESAAISAWLAGLNGPAGRFELDMAAM
DYEGPQGTITADPVVAVAAQPRAQTLVLQLAAAADTITVGDYLTLDGHLHIVTAAEAPTPAFRQTLTLWPRLRSPVAAGD
PVALRAPWGTWALAGPETALAVSQARVRTRTLQLVEAL
>OLS46099.1 hypothetical protein BV509_18240 [Rhodovulum sulfidophilum]AB26
MLTNIGALVVGAGELVLWFGRLVTAAGGLSAALDLMKDVAAEVWDRIVMGPELMRLRMEELGARMKAIWGDVMVYLQERW
SGFLARFADLPDILPGAAALKEAAEGAAEGLAAAKEAAAAAGDEAERLKREANGVADAMIRTPLASMQALKETLAGVSDE
AGNTATSLARIGEAADDGAGIDKLKTTTKDLADTAKETGDSFKTFFKDLAKGSADAGDAISALADRMLDDLLDRALSPVS
TAMGGFFDSFLSGIFGGAGAGAGGGVTASAFGNVFEGGRVRAFAAGGVVDRPTFFPMRGGATGLMGEAGPEAILPLTRLG
NGKLGVASLGGGGVRMGDVHVSVAGSTASPEQIAEVVRQVTRDEAQRVYARQRREGV
>OLS46100.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]AB26
MSRFAAPIAEQIWDMKYRLKDAEGAPADGTVEDTWRRIARALAQAEADPAKWEEVFFGALEDFKFLPAGRITAGAGTGRA
VTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAGSR
RGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVTDAFMEAVKAGGTWELQFDGKVYHTVEARDLWNKIMRATYDYA
EPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVAEPFEAGAALDEAALETLVATAVQMMDNVV
DISRFALDAQRHEAQAKRRIGLGVTGLADALLMVGLRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAEKY
LESGALAHMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQLWR
DKFGQADLPDYFVNAQTLSPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTGSV
LTVSESSDETPEAETGADVVYLSDPLDRPHALEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAWTV
ALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVAIGFIEAEGKGLKADPKYQAMAVG
DTARGPACPSCGTFGMHMVEGCMTCVSCGYSKCG
>OLS46101.1 lysophospholipase [Rhodovulum sulfidophilum]AB26
MAGGHVNLVKLCVGADRVEDLIDWQTARRAALPDGLPRHVTRMWPKRAADLLDGGSLYWVFKGAILARQRVLRLDEVIGE
DGIARCAIVLDPEVIRTEAVPRRPFQGWRYLEAGDAPRDLPATRPDEDDLPPQLMAALAEIGVR
>OLS46102.1 ribokinase [Rhodovulum sulfidophilum]AB26
MIVTFGSLNADLIFSVETLPQPGQTLMAQGFTTEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLAGRVDLTR
VARLEAPTGCAAIHRDPEGRNEIVVAGGANLAASSGSVEDALLDRASVLLVQMENDPAEIARLIRRCRPARALSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPDPRSLADATGAGILRTLGGEGAELCWQGQEIAIPAVPCTPKDTTAAG
DCFVGVFAASLDRGETPGAALRRAAAAAAIACTRIGSQSSLPEARDTDALLGH
>OLS46103.1 glutathione ABC transporter ATP-binding protein GsiA [Rhodovulum sulfidophilum]AB26
MADPVLSVQDLTTSFRVDGQWRSVVRNASFDIGPKETVAVVGESGSGKSVTAMSIMRLLPPGNARSAGRIAFEGEDLLAG
PLDRMQAIRGNRIGMIFQEPMTSLNPVLKIGSQITEVLRQHRGLDGAEAEAEAVRLLDRVRIPSARQRLGEYPMNFSGGM
RQRVVIAIALACSPKLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFREARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADAPPVLKVENLVMRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEEPSGGTVGMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMIVHGLVSHREAPARVADLLERVGLSGEMMQRFPHELSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFETPRHPYTRKLIAAVPVADP
SRRRRRVVAGDEIRSPYRPADYVAPKRLYREVGEGHFVQIHESEAAA
>OLS46104.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAAPSETARSVHADAAAASASVSPFRQTLGKLLRDPLALIGLLVVTLLVIGAVFAPLIAPQDPYDLAQLDIMDGRLAPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSLLVGIASAAIALAIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTVRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLPPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGYEYLLSGDYWISFYPGLALLVLIVSINLIGDSLRDILNPRREG
>OLS46105.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYGIFLRNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALALGLPLGVYAGLRPNGGLAKAIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHIALPAFNLALFKISLVIRITRAGVLETLQLDFVRFARAKGLPEARIVLVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSVINLAVDILYSIVDPRVRL
EGN
>OLS46106.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB26
MSPTRIIIDCDPGVDDAAAILMALGSPELDVLGVTTVAGNVTLSATLTNACRIVGLARRPDVPVMAGARAPLLRDQIFGK
YAEIGAFPAHLVGMGRVEPAAENAVRFIARMARAAARTQSPLTICAIGPLTNIALALRLHPEVARGIRRIVCMGGTFQAP
GHASRWAEFNMLADPHAAAIVFDSGVPLVLFPLDVTTKALFTERHVAAFRASGSEGGRALANLLTEYDRSDPARYGRLGG
PLHDAMTVAWLLRPGLFTGRPARVEVQLTGPANGQTFADFAAPSPRVAVMTGVDEPGYIALVSERIAAAGRAGHRGPGAG
TQKGKAE
>OLS46107.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB26
MSADAGRAFRGVFPYLVSPLDASGGIREDVLAALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVATATIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILEAYFPVGEAGVEAYFTAIAEAAGGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMLIGGVGWMAGPACIVPEQSIALYDAARAGDWARAMEV
QRSLWRINELFARHSLAACIKAALQLQGFDVGDPVAPQAPLDAAARDDLAEALGAIGAL
>OLS46108.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKRVASAAILAACATLAPSLVSAQALTIGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWRVIDD
TTWEFSLREGVTFHDGSAFTAEDVVASLNRVPMASRNSPSSFMPYVKAITSVAAVDPLTVRITTAEPTPLLPNDLSRIAM
LPAEDAEVTTEEMNAGKGVIGTGPFKFVSWVPDSEVKVARNDAYWAGPAAWEDVTFKIFKNNSARVAAMLSGDVDMIESI
PTADTRRLKTSDDLRVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDERVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIAVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPEFDATLQQARQTLDDDARRELLQKATRIAMTDL
GVIPVFYLANTWALENGLSYPGRSDGYTLAYEVRPE
>OLS46109.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MRLRHRQIEAFRSVMMTGGITSAATAMHVTQPAVSRLIRDLEDTIGLSLFQRRGARLDPTPEATLLYREVERLYLGLDQI
AQAAEDIRDHKNVVIRIGTVTSLVRPYLQRAIREVIGDRRDVPLVIDVENSRHIWDMVENAQYDIGFVYRRQRMDPRAQR
LRQMTAVAAVPPGHPLAGRAVCVPDDLAGERLLIPGRNSPVRLALDTALAQATAAPASLVESSMLNCCHFAADGMGIAIV
DEISIRAAGVALVGIPFLPEIGVGYYAIRPPGAHRIAILDAIVRHVQGQLAAPAND
>OLS46110.1 universal stress protein [Rhodovulum sulfidophilum]AB26
MYANILVPVAVDHAPDLADVLEIARRLRATDGTITVLTVAEAIPPYMAQYLPEGQEEETRAAIRTELTGALAGVGDVEIR
VVTGHAGMTIVDYAERHGVDCIVMHSHRPELKDYFLGSTAARVVRHAHCAVHVVR
>OLS46111.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB26
MPQITPQADLQTIITTFDVTPGTCQDLLDELQAALAEFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSAEM
RVRTRRFADLCKSFEPVMYEVAASYD
>OLS46112.1 hypothetical protein BV509_18310 [Rhodovulum sulfidophilum]AB26
MTPVLPAAAAALALCLSPGATWAQDLLEEYVAIIGPQDLYNSKGARLTAPWQVLRQDRANFHRFGRRDPGDRGDRFFASA
ENRGAMEQMVMRGSIDPAAARDLMAGGATVVVRIWGQNGRGDRVTVGVSR
>OLS46113.1 hypothetical protein BV509_18315 [Rhodovulum sulfidophilum]AB26
MTRAFLVLGAAMRAPGQPGPALIRRAEHAAALWRAAPEALILASGAGGEAEAIVAICRAAGVPPDRLICESRARTTAENL
AFCRPILAARGIARVTLVTDGYHAPRALFLARRAGIEAEADSPARPAGPPGRHAMRLLREAAAVAKALALSATRRP
>OLS46114.1 hypothetical protein BV509_18320 [Rhodovulum sulfidophilum]AB26
MVLLPEDVRAYPRPPALEPVGETLEVVFGGALVARTRRGLRVLESHHAPTYYFPPEDVAPGVLRPGAGRSFCEWKGRAAY
FDLTAGGSTAPGAAWSYPDPTPAFAALRDHVAFYAGRVEACRVGGVVATPQPGGFYGGWVTPNLSGIVKGGPGTEGW
>OLS46115.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]AB26
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGMAVALIDTDPQGSLGRWFMARLEGREAPDMEFSTASAWGVGYETAKLA
RAHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKANTRLAAEVAETAGGM
DAGLAAVRLANRVTYAETLGRGLGVQEAARKGPASDEIEALALEVLAALAD
>OLS46116.1 hypothetical protein BV509_18330 [Rhodovulum sulfidophilum]AB26
MCPGLPPASRPQHGARIAPAALAAAVVLTLADPQPASAGAWLKEKGAGLLSFSYEADRDRTYGSQWGYGSLYGEYGLTPK
LTLGLDAGQGDDADDWKAILFLRFRSGIGWLPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTTADGSGWINLDART
DTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDTATEPRTVKLSPAVSRRIGKGTWLRLGGIVGIHNDPSVGVVIGSR
IEF
>OLS46117.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLFRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSTFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFDVLEA
RLSKSA
>OLS46118.1 hypothetical protein BV509_18345 [Rhodovulum sulfidophilum]AB26
MSTKSALKGATTAICILFGAGASSAAVIDLGFVLDGSGSVSSSDFSSAASALSAALSQIPTSGENQYRVAVTSYGYGSYT
AVPPTIVTASNIGSIQAQVLTAYKDSGGTDTAGAITYITNLFTNDGGLGATSLINITTDGSPNSQSATEAAALAANVAGI
DGISFEAVGSGVSSSSAQGDMARIAGLGTSGDADAGVIATDLDNLPNATTTGFVIPVANFTAYGAAIEAKIGQVIDDTGG
NTGVVPLPAAMPMLLAGLGAFGFLRRRGAAA
>OLS46119.1 hypothetical protein BV509_18350 [Rhodovulum sulfidophilum]AB26
MPEHCAVLDSSRIISVVVCDGPRDEATFAEAGRAACGARRPCGAWIWPSRDVAPATAPANHDGLTQAEVVSSQGVWVAER
ELFVRIERAE
>OLS46120.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB26
MTKQRHVRVLIIGSGPAGYTAAVYASRAMLDPVLIQGIQPGGQLTITTEVENWPGETEIQGPDLMVKMEAHARAMGAEIV
SDYISRLDLSKRPFTAFADSGTTYTCDAVILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYRGQEVAVIGGGNAAVE
EALFLTNFASKVTLIHRRDSLRAEKVLQKRLFNNPKVEVLWDHNLDEVLGSETPLGVEGIRVRHVETGETREIACKGVFI
AIGHAPASELVKDQLETHMGGYVVTRPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEAERFLAEAGLDEGKDM
TLPLGHGAEVPQEA
>OLS46121.1 hypothetical protein BV509_18360 [Rhodovulum sulfidophilum]AB26
MIAFKGIVWRILPAERAAAPCAPVQNPEGRFHHSGQAVLYASLTPEGAGVAIARYLGPGAAARMIQPLSVSAERLVDLRA
LPDPTRASVVWQDIRALGSPSPTWAFSDAARARNAQGMLYPSRSRPELTHLVLFDPAPPLVAPAGEARPWPERMPELSTE
P
>OLS46122.1 adenylyltransferase [Rhodovulum sulfidophilum]AB26
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDQADYDSVVERMRLEDGTLWPMP
ITLDVSTEFADKIEIGQDIALRDQEGVILGTMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHTAGRIYLGGPVTGIQ
PPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRQHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEEGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELRVDTTGIDVDNCAQQVILKL
EQMGLIAGR
>OLS46123.1 O-acetylhomoserine aminocarboxypropyltransferase [Rhodovulum sulfidophilum]AB26
MSQERPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAAHAAALFGLKEVGFIYSRLTNPTVQVLAERVAALEGGA
GAVCCSSGHAAQIMALFPLMGPGRNVVASTRLYGGTVTQFSQTIKRFGWSAKFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAVAKVADAAGVPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SQPEPAYHGLKFHETFGPAAFTFHSIAIGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAVKVAGWLENHPKVARVT
YAGLPSSPYAQRAKRICPKGTGGLFTFALKDGYDACVRFVDAVRLFSHVANLGDTRSLVIHSASTTHAQLTEEQQIAAGA
NPDVVRVSIGIEDADDLIADLDQALAQI
>OLS46124.1 hypothetical protein BV509_18375 [Rhodovulum sulfidophilum]AB26
MRLAPLALLVAVLAVPVASAAAPELRVTGTGTATAAPDMATIRLGVSHEARTASEAMDRVSADLTDVLSELRAAGLEDRD
IQTSGLSLSPVWTDYSSGSDRKITGYSASNGVTVRVRALDGLGPLLDTVIGQGANTLDSLSFGLQEPGPVLDEARRAAVA
EAMRKARLFAEASGQGLGPLVSLSEEGAEAPVPMKMAARALGESMPMAAGELELDATVTMVFELTDAE
>OLS46125.1 hypothetical protein BV509_18380 [Rhodovulum sulfidophilum]AB26
MKPDFALTLSEDGIGLQHRAKGGWRSLGEVSLHDPGLAETLRLLRATAGNLADGRPLVKLVLPDSQVLYTTLALEGDSRA
EKRASLLRGLDGLTPYAVTDLIFDWQETAGSARLAVVARETLAEAEAFARAHQFDPVCFVARPPASKFEGEAFFGPTAAA
ASLLAGGERAEPERAPQKAPKAETAPRRKAPPPVEAEKPARAPQSAIVPTALAAAPARTEAAAAAIGPDLPAAAETAERP
PAPQSANAAPASPPDPAAPVHADVRLPAPDRRPAPEITAPAVAPLAAASPIVTAPAQRPASPAPAFRPPPQRRVAAPGAA
APRPVSGLDLRAAERPSAGPELGQMLKLGGAGLALVATLGLGALFLTRGENAPPSTPELSPASETLPTGPDGGRAASQAP
DGTGPDIGADEDDSFSPDDGLEPVPEGLRDTDAGAAPSPDTAGTADEATAAPAAPPEAPPPTESLVPAPLTAAEALEAYA
STGIWQRAPDPLGAPSQDRIEDLFVAGIDPAPRPPEAEDLPDPQIARAVDQALPMQSDPPGPDQTFELDERGLVEATPEG
ALTPEGVTVHAGAPVVVPPARPDGLVPDPEPVAVPAPGDTAAGAEITTEGVPVYDARPEVTPPGRPADAAPETGPDTAPD
TPAPDAAAPGEALSDQASEADRDAAIPQTAETAPEVEIAVSAGSPTPRPPARPGTDAAPAAAPPSVIPADPAAAARLAGR
LPRARPETLLARTEPPAEAEAPGLHPRARPGDLAPVADAPSLDTDAAVTAALEDLADGEGEAEASADLPENALVASLRPA
SRPSDFEERAVAAAPAVPAAAAAVAPSVPTTASVAKQATLPDAINLRDLNLIGVFGSSADRRALLRLPSGRFVKVKVGDS
IDGGQVAAIGETQLRYVKHGRNIVLDLPGG
>OLS46126.1 potassium transporter [Rhodovulum sulfidophilum]AB26
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALVGAQVEDIRHVAEFGVVLMLFLIGLELEPKVLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLGWEQALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKARIAPDGSVVRPALEAAQPTHGAEHLSLVAGLPGWGVALVTLGAVAVVILAGHYLIRPVFRFVSMA
HLREMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLEGNIEPFKGLLLGLFFITVGAGIDFQVLLADP
LGIFALALGVMVIKGLVLAALGRLFRLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSERLTQTLLLVIALTMLMTPL
FFFVYEMVSRRLAVAGIGPDHAPDEIDERNPILIAGIGRFGQVVQRMLQMSGFRATMLDDDLATINLMRKFGIKGFFGNP
TRPETLMAAGLGTAQVFVVALDDPAATTRVVIFARRVRPDLTIIARARDRAHAYELYRAGADKIVRELFDSSLRVARYSL
EAMGLSTTEARERESAYYDFDRRMVRELADLWQPGVSAEKNEGYLRRARELNGELDTALLSRTAHRRATDPATQRPARGE
TQADSSIAPADAPEDVADRA
>OLS46127.1 phosphoribosylpyrophosphate synthetase [Rhodovulum sulfidophilum]AB26
MHNIHEPKLISGNANRPLASAIARRMSMHRGINVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLAPQITVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDICDTAGTLC
KAADKLIEAGAKEVHAYITHGVLSGPAVERIRNSQLKSVVVTDSIQPTDAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLAPIYEGLYAPRRV
>OLS46128.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB26
MAHIDYYFTVISPYAYLAGTRLEGIAARHGATITYKPVDLMALLARTGGTPLPQRSEARKAYRLQELRRQAAKAGLPLTL
TPAHFPTNPAPAAYAIIAAQAAGGGDLGGLVHSLMRACWAEERDLAEDAVIRDCLGAAGFDPALADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDLHLSGKL
>OLS46129.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB26
MHFASDNTSPVPPQILDALIAANHGYAMPYGGDAIMAEVRTAIRETFEAPEAEVYLVATGTAANALALSVICPPWATVFC
HRNAHIEEDECGAPEFYTGGAKLTLVEGADAKLTPEALREAIAFAARGGVHNVQRGAVSITNATEHGTVYTAAEVSALSA
VAADYDLQVHMDGARFANALVTTGATPAEITWKAGIDVLSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGAHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAAARLSQGLAALDRAELLHPTEANAVFAAFPREAHRRAQAAGAQYYLWPMDQSLEG
PGDVPLAARLVCSWCTTDEEVDALLAIVRGD
>OLS46130.1 hypothetical protein BV509_18410 [Rhodovulum sulfidophilum]AB26
MARPPRKPAPDTLRPQFWDRVALKDMTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDTTCRCANYPIRKSI
VPECVVLSPKTLGEVAYWMPLSCAYRRLWEGRGLADWHPLVSGDPDSVHEAGMSVQGWTIPEFDVPLEDWEDHVIEEEL
>OLS46131.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB26
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFPEAVAALQRYRSKGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRIYYIGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDELRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTRMGGESLYFGKPQPPIYDLARQRLAEFADVADADILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRHQPDPERLEAFLKQHMASPTYAIGFLR
>OLS46132.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB26
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGKAAEAKLLGDPNTEAKFVLTRWGFEQPEIIADVAPGENVVVVDTNNVAE
LPSKINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMYDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
VDKAVAEKLAAELGVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKEYEIAGKKFRVSVLETTSPKTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAAKVSGDTVVLPGIVSRKKQIIPNLQL
>OLS46133.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB26
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMGVKAGDRILFGKWSGTEVTIDGE
ELLIMKESDILGIIA
>OLS46134.1 chaperonin GroL [Rhodovulum sulfidophilum]AB26
MAAKDVKFNTDARNRMLKGVNILADAVKVTLGPKGRNVVIDKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVREGMKSVAAGMNPMDLKRGIDMATAKVVEAIKAASRPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMDTEVEVVEGMQFDRGYLSPYFVTNADKMTAELEDCFILLHEKKLSSLQPMVPLLEAV
IQSQKPLLIVAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTLDMLGQA
KKILIKKDDTTIIDGHGDKAEIEARVAQIRQQIEETSSDYDREKLQERVAKLAGGVAVIRVGGMTEIEVKERKDRVDDAL
NATRAAVQEGIVVGGGVALVQAAKVLDDLEGSNEDQHAGIAIVRKALEAPLRQIAENAGVDGAVVAGKIRESDDNHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASIAGLLITTEAMVADKPEPKGASAGGGMPDMGGMGGMM
>OLS46135.1 hypothetical protein BV509_18445 [Rhodovulum sulfidophilum]AB26
MTIRPATASDYGPISRLLEAAFARPDEARLVEALRLGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALDVVEGPVVVVGDPAYYTRFGFSVGRAANLVSPYPLEVTALYERAPADSPPLARLVYAAPFGA
>OLS46136.1 hypothetical protein BV509_18450 [Rhodovulum sulfidophilum]AB26
MFTTGDDTATIVPSGSDQSFDALGGIDTVTIDASALSFGLSGSFTAGGWSATYNSVHLDIDNVERMMVIGGSGDDFLSGG
DDNDTLLGGAGNDYLWGGDGADLIDGGAGNDEVWAGTGDVVTGGAGTDTLILNLGVSGAQSIDLTTGAGTGVTWSGFERV
DLYLSGVDRDVHAGFALGEMDGQGMVHVDYSGTDMTGRGAASINFSDGEISVALDDGSVADTTIYGFRKVEVIGSSGNDS
IFLGDVDGGTVDGGAGNDRIWGGYEHSVLYGGDGDDEITGYSDYDIMHGGAGNDSIYGYLYSDSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIGGEGSPLLDGGDGDDYILTMLGQDDIDGGAGYDYLRINAPYYGIDYDLDISQNGGIRGIEFAKITL
ADGDDTIRIGIASAQIARTGGADHLILDYSEADETGRTATAVSFDLAADLSTATLSDGSSISCDLKQDLFTVIGTGGSDL
IDASIAALSCTLSGNAGADTIFGGDGNDDISGGGANDTLSGSAGNDLIDGGSGNDLIYGGSGNDTLTGGAWDDVLNGEAG
DDTFLYAAGSNGYDMIDGGSGTADRILALADNVTIGLSGLTGVEIVDAGGHTGVRLLGSAAGNLIDLSASTLIGIGTIDG
GSGSDTILGTAGADTIIGGKGADSLEGGAGDDIFQVAAGAGTDIFRGGSGQDTILAIANSVAMTVTGETLTDIETISSGG
HTGFTLVGLNGADVMDFSSVALSGVARIDGKGGNDTITGSAGADLIEGGAGADILTGMAGADVFDFNNASHSRGSSVDVI
ADFQSGEDLIDLSGVDADSGLAGDQSFALIGAAAFSGTAGELRVDTVSLPGTTVILGDISGNGQVDLEIRLDGLHLLTEA
DFLL
>OLS46137.1 hypothetical protein BV509_18455 [Rhodovulum sulfidophilum]AB26
MATIPGGAFNDFVYGTSAADLIAAGAGDDTALSGDGNDTVFGEEGNDFLNGGAGDDVLDGGSGNDLLMGGSGNDQLSGGS
GEDMLMGGSGDDVVSGGSGSDILHGNDGTDMLFGDSGDDQLYGGTGDDMLYGGEGADALHGDAGNDKLYGGEGDDLLEGG
TGNDSLYGDEGSDYLYGEAGDDKLYGGEGDDVLDGGAGDDQLFGGTGGDQLYGGAGDDLLDGGAGGDLLQGGDGDDTILG
GDGDDVLNGEAGNDVLSGGLGDDVLIGGAGDDLFVFSGGGDVVMDFTEGDLVQFSASLPGGVTLTDASSVADYAMDIGGA
NTLIDFGQGDSVMLYGVSYDDVAADPSKFFTVV
>OLS46138.1 hypothetical protein BV509_18460 [Rhodovulum sulfidophilum]AB26
MSAIAPFPKFAEPAPRPGLPARRHRLQVVPLSDAVAAAFFDSPADAPDDARHGQGPISARSGDDVLCLPQIASQLARAGG
GQRHVTLLGLPARRLCRDGLRVLRDGETLAEIDPMALQSPLVDPLALMAGLSPDGGRRLLRLLLTTGLSLFGKGSVDGFR
DVIAQLLESLTPASLPLRAWCPVGQSAAVASYLLPRGLTADGFTDLVVVSRQRVRRLSGFEIDVETSGTGAAAGRLLHVF
LPQGLPVDSTLVALSDAPLRLAGPARRQPGRPLGPWLARRTPRLRQRMRDRLARLSERDDSAAALLAEIACPEADRPTAR
AERLMATPHGLFYILALSDPRRLLTGIALASGDATAELPLGRPLHHPRLGRLQVGFLPGIAGFEPGEEAALSLLYRSGHR
ARAGTARIDALPATLPPVLEALPAADLAPVLASVLGDALPARPRIAAELLPVGAPERPQRSALIVALDGSLDYPHALAAT
LGDASETGLILHHRDPDAVPALRRIAADLHAVHGIGVEIADLPRRDLLPAERVRAILAAVTAPVSILLAQDTLPEGADWL
ANWVADLDRPGPALGGAILMNHDGTLRDGLTAGTDPARLLPEACLGLNAAARARLLASPLRVPGIGADMALLAAALRQDE
AARIALHPGLCATAHAAPLPRPEAARHAEDLILSTEVQP
>OLS46139.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MKILVICHDHPAFTDGGTEHAAHDLCRTLDARPGISARFLAASTSLTHPEVRPGSLHGIGRDLLLRTGAYDAFSMRRMDG
TDWTGAVARVLETVEPDIVHLHGLDRIGAEIVPLIRRLRPAARLVLTLHDFQAICPADGLMLRRDGGLCTRPAADACRRC
LPQIAVGAHALRKARLLAILDQIDAILAPSRDLRDRFVAWGLPAERIAVLPNAVAPLAPPATTARPRPNRFAYFGNLAPH
KGVGVLLAAAADLAGRGADLRLALHGRLNHPAPEAETAFAEGLAAAAPLARHLGPYDRDQVHGLMAEADWVVIPSLWYEN
APLVALEAQRAGRPVICTAQGGLKELVSDGIDGLHVPRADPVALADRMEAVAADPALWARLSANLRPPPTLDDSARWHLD
HYSRLTEVLPA
>OLS46140.1 hypothetical protein BV509_18470 [Rhodovulum sulfidophilum]AB26
MTALKDISAAPLAILRPRPIVLPGGALAIHCFSDLDAPAPEAARPEGDAAPAWAARFWQAGGRWHGLAILGAATLGPFAL
TDASGAPVAEVGTPASVATEAAALAAHLRETGAPVAELVQFLDEAFEASGSEAAQRFQTDLLRETSQADGFVELVVRPDC
GGLFLQGWAHSSLTGPLSLLGQAAGVEAVAAVFRRDDILAPAAGFCIFVKDWAGRLDGCKVLFVEHEGGLLRLDLVPDAP
APITGADATEHVRAMLPRLAASGASVEPFKRIVRPRFDGRNTLAEHPGPTTAAIDRILRTPAGGIFVTGWLLDPLDRVER
VILKTSANLYAPLHDRWHRTDRPDLNDAFAPDPRFQGLIDPRERLHGFVCAVSAPAEKLDGTEAYLELVMKDDGCLFLPV
ELTPCDGPGAAHPVFSALQPHDPALGSLISDHAAPFLASLPRRGAPNRLTVQPLAGGPAERTVAAVMPVTDLAHLHPVMA
CLAGQPEASELDLILVAGREGAARLAEELDHQFRFFGLTGALVLVPDHETLAGRLDAGAAASDAPEILVWQTSVLPKSPG
WLDRLRAGAAGLPGAAVVSPMLCYEDGSVYFGGSEAATPPRGAVCALVGFERHRIADGAPRPAAAIPAEIALIARAALDQ
AGGFRGGLWGDRFIGQDLTLRLARSGARPWCDPSAEFWMLDAAPPQGDPARRELVDRVDAALIALQRRRAGGPHLAPVGQ
KADSKGDRT
>OLS46141.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MKALIISHAHPDFSIGGAQVASYNLHRGLRQQPGWTSHYLAGIGAPVMPHRDTPLMAMDRAPDESLFWSNDFDWFHLGSK
DVGGLMAHFERFLAELKPDVVNMHHVMGFGVQAIRSIRRALGDVPIVYTLHEYLPICAHHGQMIKPKTHALCLKATPSDC
GMCFPEIGAANLLRREAFIKSFFAEVDAFVSPSHFLLSRFANWGLPQDKLVMIENGLDAGTPAPLRPLAPGGRRNRFAYF
GQLNPFKGIKVLIDAVTRIPEPVWGDSILNVYGGNLEHQPEDFQASVKDLFRQAGRRVRFRGSYKSHEMPDLMRDADWMI
IPSTWWENAPVVIQESFFHGRPIIASDIGGMAEKVRHGVDGLHFKVSNADSLAETMTQAIQQPRLWDRLHAGIRPPTTAD
EAGARHAELFGKLLARQNDRRAGPVAAE
>OLS46142.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB26
MMRRADPAGRLDETLRDLLRGGVAAGAVGFFVNLLHLGLPLFTIQVYSRVLSSGSVETLTALAILALTLLAFQTLLDVMR
QRIFVILANRTVARLGKPVFEAAIESSLTKGPQAASGAMQDVSELRAFLAGGALALPLDLAFAPVFLLALFLLHPVYGFV
GLGGALALAAAAIATELLLRGPSKEGTQATARVNGETAEAIRHAELITSMGMLPALARRWRAAQNRAIEMSERGAKLARL
LSTLTRTLRVVLQIAVIGSAAYLVIEDRVSASTIFAATVLTGRLLLPFEQTASGWKQWLEARAVLDRLKGVTRDGVAARS
ATPVEIESGRLVAERLSYFAPGGGSRPVLQNINFSLESGMMMGVIGPSGAGKSSLSRLIVGIAQPSAGGLYLDGQSTFAH
ERESFGRAVGYLPQEPTLLTGTVRDNIARFGDHDMAAVVRAARSAGVHELIGSLPQGYATPLGSGGHPLSGGQRQRIALA
RALIGTPRLIVLDEPNSNLDAEGEAALVAAIETARAAGATVVVVAQRMSILNRADRLLRLQDGAMVQFGPREEVMQALTP
QRPLPPRRRREIAS
>OLS46143.1 hypothetical protein BV509_18485 [Rhodovulum sulfidophilum]AB26
MTDVLHLDPEEPPLPSYWPVVWAALAVALALTLTLTGWAMTARLDAALVSHGVLHADSERKTVEHLEGGILAGLLVQSGD
MVEAGQVVARLDPTQTDEKLAQLRSDRDATRFALWRLGAEEEDRPLDPATAPPCDTCIRADKIAETTRLFEARQRAHGAQ
IDSLNRQIAQLEGQIAANEGQRKAAERQVQLWEDERRMVADLVDRGASPKRDLLDLDRAIASLAGDRDESAGLVEAARQD
IARARSDLVALTQQRLAEIATSETEARTRLAALDSQIRAMEDVRARLDLRAPQAGKVVEINTVTPGAVLGSGQPLMEILP
RDDQLVALVKLPPDAIDTLHRGVPAKVRLTAFKRSDAPTVTGAVSYVSADLLEDPQTGASYFEARVTLDPDSVTELDGVA
LTAGMPVEVTLTIGERRAGDYLLEPILRHFRRAFNEE
>OLS46144.1 hypothetical protein BV509_18490 [Rhodovulum sulfidophilum]AB26
MTRKAILQIGTEKTGTTALQTFLAANRKALAARGFVYPPFCGALDHTGLAAHAMDADRSDSLKHPFSGSAAKELDGSGTQ
IHCSENWHSRPLSDAEIQRLRDFLDHWQIGPPDAFDPVADENGAISPEDGPIRDRLAASLSAGFPGKGLRARAAAKTFCE
AFRPSKAAVAGRPFPDPATPFSADFTTHPEAADPAAPDTETPARGAAALPVECGREIERLKAEITIRGARSLRLAARQPG
RAPCPRDRSCRHRRTGCGCGRSARGADHEARLSGSRACLAGRLVACPPPAGATL
>OLS46145.1 acetyltransferase [Rhodovulum sulfidophilum]AB26
MLNLTPAQMARVQAAGLRLSGLAKTGHLHPNSWVEGPTAIHATVPTGSILRLGAFCNLSGSQINNAEIGRYCSIAKNVVI
GTHEHPTDWLTSSRTAYFPQVNGWDQLMAGDEAASIQQRKRPFPGSCPVTVLGPDVWIGEGAFIKSGITIGAGAIIGARA
TVVKDVPPYAIVVGTPGRVLRLRFPEPVVERLLALEWWRFSIYDLFDAPFDDIERAIDAIGEMAASGAVTPFQGPVFSAE
DLADPDRMLQVLDGSPLALAS
>OLS46146.1 hypothetical protein BV509_18500 [Rhodovulum sulfidophilum]AB26
MRRGAGRIAAAVLAWAGMADAGPAPDLGAAPLLFDWSAERCGRWDIPDAPARFWRDAEGRIHMIAGSDQSRQSVGPAADR
LARVCAVVHRGADDPDPAARNDRTWVSSIFTRDGLRIEALGHMEYQGDRHPGACAAGRYMACWRNAVVALESRDGGESFA
RLPGPPVAALPYRYDPGQTRRSGYFTPSNIFEADGVLNVFVFAEAYDAQRRGACLLRRRVDGGPGDWRAWDGQGFSARFA
DPYRGAVADPDAHVCAPLPGLDATLSSVVFQPATGRFLAVSPRVGRDAGGARRAGIWAYVSRDLIHWDDLGLLAEAPLLW
ARDCGQGAAYAYPSLVDPDSPAPMLDRVDDHLWLTLTRMRLEADCRVGPERDLIRVHVNWPAQAGSRPELAASGPDRPDP
RR
>OLS46147.1 hypothetical protein BV509_18505 [Rhodovulum sulfidophilum]AB26
MTAASDIARALPAADDPQPRVNGVYDLPAPGRIAGWAIDRADPSAAVEVEIYREGRLAAKTRADRHRPDLERGGIGTGRY
GFSVELDPPVEPGLAFTLSVRAVTGDGTAGALRATGAALPSDDPDRRVIEAVFARVAALGTEIADLRGALARHDDPADLQ
DIARALDRIELVQARLELAAAGTDGAAAHDPLAGLRRMVVAALALGGTALALGLWSLFAG
>OLS46148.1 hypothetical protein BV509_18515 [Rhodovulum sulfidophilum]AB26
MEFTNQRFTVSEVASLTETNLNTVQSWRRKGFFDLGASEGWHRFTLSELFSVAVFAEVSGGTGNQDVASSACSFAVQMLA
EIIESNAAPYFVGASRKGNDPVMEIAYGSLNVGATLGKLISEGADAGAYIVVDYSAIFSRLLKRLHAGGYAMENPNSNV
>OLS46149.1 hypothetical protein BV509_18520 [Rhodovulum sulfidophilum]AB26
MTKKANPMSRRALLMALPASSVALAAAPQISLANEADQSQILRLFHRHRAILDAARRHVCNATGSGEDAELDLLFYRHSN
KIEDEMMSLPSTCAADFAAKVIVETVCGQCGADWETSMIWKEARLLVGAAPSAW
>OLS46150.1 hypothetical protein BV509_18525 [Rhodovulum sulfidophilum]AB26
MSMTGTQIRAARVLLEMEQSELAKRASVSINTVRNMEAKGGQVVRVRLDTLMKVQKALEDAGVQFIAKNGGGVGVRLKEG
ASDD
>OLS46151.1 hypothetical protein BV509_18530 [Rhodovulum sulfidophilum]AB26
MIEVGKNYTLVMLELTDEGYDKMSIGVTVTGREGNLIEVNGCEVINTASPLFHSLLDAEAQKAHFERLHSELEARLSGD
>OLS46152.1 hypothetical protein BV509_18535 [Rhodovulum sulfidophilum]AB26
MAFVPAITSRDEVASYINLRNDTEFLARICIGHDDETNAIYSAFVSLCRQSGHTERYEIRFDVIETSACEDEPDNWCNDG
LQTKRFLAADHRKTTLNCICTVLQEMVEASEAQELFMMTVTPHLPEKALAKYELICCALRAIGFHAGRDAPYHGTQIWIM
KRISDGT
>OLS46153.1 hypothetical protein BV509_18540 [Rhodovulum sulfidophilum]AB26
MRGAAFKAGLSAEFADLMAETGVSAAQAEAVASGLAEFQKVSAPFVQGEQLDHAALMSIAKRAAMAGLALPETDAAAITK
EIARVAANEAMALMASNEPRIRPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQ
RHAVMWGGAMGVDDFKTALAIASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQIID
AGEAFVLETYGKIFTLTRQAIVNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHADHGNLAETG
AALSIGSLSLARTAMRRQKGLAGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWY
IAALPGRPDALQHAYLDGASGPQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>OLS46154.1 hypothetical protein BV509_18545 [Rhodovulum sulfidophilum]AB26
MTKDPTKGTEGASEGAVSHLYGNRARLKPRALSLLGATTWAADLSPCLDRPYLVKGWLDQSALSVLYGPSNSGKSFLALD
LAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDEPEFFVLSIPVTLTGPDSAAAPLTEVLQHLAAVGGAGFDM
IVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAE
VTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEERGEAHRKPQYPSHA
GVSFDLWRDACMTEGELSSSENRNTRKRAFNRCREELETAREIVVRDDLVWVVQ
>OLS46155.1 hypothetical protein BV509_18550 [Rhodovulum sulfidophilum]AB26
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLEQHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADDLRREAGMLDKISETYAQTYARATGHPVERIRAWMAAETWMTADEALALNFCDRLF
GDDDAPQSEPVAAFDYTRFKAPPPELVRLAVRNGWTGNAA
>OLS46156.1 hypothetical protein BV509_18555 [Rhodovulum sulfidophilum]AB26
MARVLGHALTYASFDGWDWFRLLAMVRLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASL
ANRAELKAFALASFEAMAPHDQTAFLRHISEIEVAA
>OLS46157.1 hypothetical protein BV509_18565 [Rhodovulum sulfidophilum]AB26
MTLAILTALLGFAFVATVTPGPNNLMLMASGANFGFRRTLPHMLGIVGGVSVMALLVGAGLMALFDAVPALNLVLKVTSV
GYLLWLAFKIATAASVEERDEDSHPMTFLQAATFQWVNPKAWAMCLSAITLYAPDRSLLSVAIVAGAFALVCFPAISVWA
WLGTVVRQWLSNATRLRIFNITMAALLVASLYPVLGLGT
>OLS46158.1 hypothetical protein BV509_18580 [Rhodovulum sulfidophilum]AB26
MPTTLRNHPPRDESADGLENRIEAHVLSNYPALWRFVMSIEPLRRFANRTIIDLAVRRARFRPSPYGSMAVHGDTANGMA
DYTSWELMMDRTWFKRHLPPGTLGQEGDRRGPLPPLEALEALFRTPPGQETLSENSSLLFPSFAQWFTDGFLMTDPSDVR
KTHTSHHIDFNPLYGLSRAESDAIRAKSQETGQKGRLKTETDPETGEVWAPRYFGPDGAVKPEFKALRPPLRLSEFLSLV
GPERAAEIKPTIFAFAGERANTSPYTSMMNILFLREHNRLAGLIEDANPDWDDERVFQTARNVNICLLIKIVVEEYINHI
SPYHFQLTADPSACWNKPWNKPNWIPIEFNLLYRWHSLTPACFDLADTPVPGERLLFDNSHLTKLGLGPAMQRASTQRAW
NMGLLNTAEFLIPVELASVAQGRAHRLASYNDYRAAVGYGRVRRFEQITGHPERIRLLKELYDGDVDKVEFFVGLFAEDV
APRAAVPPLIGRMVALDAFSQALTNPLLSEHAFNPRTFSKVGWREIRKTTRLQQILDRNLGGDTGRYAITMTLPTLT
>OLS46159.1 hypothetical protein BV509_18585 [Rhodovulum sulfidophilum]AB26
MPDTASPSQDTPTGDAPVFLIGLTMAGAVSAGAYSAGVLDYLFRAIDAHNARVRAGPGAGDPTPPRHRVVVKVMTGASAG
GMCAGLTLAGLLKGHAGEAARLSEGRRVDYPAADGTTAQCRAALEPLFDAWVDQIRFWDPTSGTGFLATKDLDDPAPLLG
APERPEGAPVPILSVLDSSHLDDATRAALTGVPPLGGKARYDFLAKDLDVFVTTTGLNGVIYQIRFPGSEYRMQQHGLSR
HFRVHGLGVTEHPSAWLDRWGDRGIALDPDETDAAGTVPFVSDPGSRWYDLTVSALASGAFPVGLAPRTIAATPLQLGAW
EPENPFTEGGALTIEAAPDHTVLPRPYFGTGTALTGAATYLAVDGGVINNEPFDIARFTLRRSAAGSALLSNAREGNRAD
RAVIMIDPFPRAPDYVALTPDETLRLGGLLPSVMRLFPTLVSQARFKIDELLHATNSDVHSRFMIAPVRSASGTSPAARG
ADAIACGALDGFSGFFDRGFRLHDFVLGQRNCQKFLESHFLLDADNPILALDADHPHLQAARAAREKGEAIPEGLRIVDP
CVSPGAGLDAEIPMPAWPQVGLGALQRMRRQFLVRLTRIGGHLFDSRAMGGIGQWALKRLWQGLWPVYPKGLKGDVGDAA
ARAVLKAFLLRRQLETSEDFSTGVRLALTALIDAHGEALDARDLRERLTEAREAGLYPATLEIPQEAEIERGLLWMQGAG
LARQPLRNIFGPPRYAFSPGNGG
>OLS46160.1 hypothetical protein BV509_18590 [Rhodovulum sulfidophilum]AB26
MLAQAGHGPTGDAAARDDGCAGAAVMAMPGTGEAMPVAEAAFGDEGSSGHGASAPCHFCGAHACVWIAAPETCLARPLVL
APADHAAARGVRPPSTRAESLHRPPRRQS
>OLS46161.1 hypothetical protein BV509_18595 [Rhodovulum sulfidophilum]AB26
MKSLLVATALALASTMAVADGNVSGHGHGQTSIGQPGSAAEADRSVTIRMVETADGMGFEPAALDVKQGETIRFEVENTG
RMDHEIVLGTVEGNRAHMRKMAEMGPMRHRDPNALQLAPGKAGELVWTFSEPGSVQVACLLMGHMEAGMHGTITVN
>OLS46162.1 metal-binding protein [Rhodovulum sulfidophilum]AB26
MTNARPTRRTVLFGGAALGIAAALPLAARAANPASPASPKMHVLKDPNCGCCTAWIDILRAEGFEVTVEASMGTALARFK
TRNGIPRNMISCHTGTIEGYMIEGHVPVADIRRLLDERPEAVGLAVPGMPMGSPGMGPESRRDAYDVHLIRRDGSTGIFA
RYDAA
>OLS46163.1 glutamine--scyllo-inositol aminotransferase [Rhodovulum sulfidophilum]AB26
MTTEDLPRIPVAAPSITAREGDLAREAALNAWGPGHYAYNARFEAMMAGHVGVAHAASLPHATSGLHLALAAAGIGPGDE
VIGPDVTWIASMAPVSYVGATPVFVDILPDTWCLDPAAVEAAITPRTRAIIGVDLYGSMCDWTRLRDIADRHDLVLIEDA
AEALGSTFQGRAAGAFGDMAVFSFHGSKTITTGEGGMIVTDDAALFARIQKLRDHGRPPGDRFFQNDEVAFKYKMSGVQA
ALGIAQMERLDDLIAQKRQIFQWYAERLAGLEGIALNAEPQSVRNSYWMVTVVPRNPEGPDKFAIQAALSEQAIDSRPFF
SRLTTLQAYRGRTECARFLPDCPRGDLMARNGVNLPSGYNMTEALVDRVSGALTRILGL
>OLS46164.1 hypothetical protein BV509_18630 [Rhodovulum sulfidophilum]AB26
MSTPSGASAVSGRQTGIVLLAEGRSGSSWLGQLTDATGVMGQSSEWLEPKLLGVDPRRTDAEGYVAAVVAAASGANGRFA
LKVFPRHLLWFGETYGADFLTLCARTHELHIARLSRQDRLRQAISLVKARQTGRWSSELRGSDRLSVFDRAEIARAIHFV
ERSDAFWNAYETITGLVPRAFVYETLLEDPTPYLEWAAAALGVSYDAAPDSRYAIQRNAETEDWVARFRGDAVDAEVTAL
RVCSGRRSRVQTMIRALRGDPSFGRDLYRF
>OLS46165.1 glucose-1-phosphate cytidylyltransferase [Rhodovulum sulfidophilum]AB26
MQAVILAGGFGTRISEESHLRPKPMIEIGGRPILWHILKIYAAHGITDFVICCGYRGYMIKEYFANLVLHSSDMTVDTRT
GEITYHNSVAEPWRVTLVDTGADSMTGGRLRRVRPYLGEQFCMTYGDGLADIDIRAEIEFHIRHGREATVAAAIPPGRYG
ALEMTAEAEVRRFTEKPPGDEGRINGGFFVLNRSVLDRIEGDPTPFEGAPLEGLARDGQLMAWRHPGFWHAMDTLRDRNY
LESLWASGTAPWKIWA
>OLS46166.1 CDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB26
MEDLGVSFWAGKRVLLTGHTGFKGAWAGRWLARRGAEVTGISLPPEPGPALYDSLGQDHLAASHMADLRDAGRTAELVRA
ARPEIVLHLAAQPLVRRSYADPVLTFGSNVMGTVHLLDALRREAALRAVLVVTSDKVYENDTSGRAFAETDRLGGHDPYS
ASKAATEIAVASFRRAFFAEAGIPLATARGGNVIGGGDFSADRLVPDIVRALMADTPPEIRNPGATRPWQHVLDCLDGYL
TFVQALAEGRALPEALNFGPAPGTPAVTVAELAEGLYAALGRPPTLGTPAERGPHEMAHLAIDAGLAARTLGWRPRLSGA
ETLDLTARWYAGFLAGEDAARLTDQQIDQYQDRTP
>OLS46167.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB26
MTRHCRFCQAPLEQTLVDLGETPLANSFLPDSAEAIAAERRFPLHVMVCTSCWLAQTTETVPADAIFAHDYAYLSSYSAG
WVAHARRFAEAMADRFGLGAGSRVVEIASNDGYLLQHFVAMGVPVLGVEPAGHAAEVAESIGVPTRVMFFDETSATALRD
EGFAADLMAANNVLAHVPDIRSFAAGFRVLLKPEGVATFEFPHLARLIDQVQFDTIYHEHYSYLSLTFVERLMREVGLSV
FDIERLPTHGGSLRVFVGHPGAHAETEAVAALRAEEAALQLDRPEGYAGLAARVARVVADFRAFVARARAEGKTVAGYGA
AAKGNTFLNVAGIGRDDIAFVVDRNPQKQNRLLPGSHIPVLPPEEIARRKPDYLVILPWNIAEEVMDQQAAIRDWGGRFV
TAVPELIVR
>OLS46168.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB26
MRLTEGDLPGLYLVESPVHADARGSFARAWCRDTFRAAGIDFDPVQANLSANTARHTLRGLHYQDPPYAEAKLVRCVAGR
IWDVAVDLRPGPGYGRWQAVELSAERANALFLPEGLAHGFLTLTPGAVVLYHMGAAHVPGQARGIRWDDPDLAIAWPAPP
EVMSEADRAWPGLAERT
>OLS46169.1 hypothetical protein BV509_18655 [Rhodovulum sulfidophilum]AB26
MILVISLDRSHARRQAVTAAMDALGLAFRFVDAVDARRDALTPVAPAARIRAAMERDMSDGEKACALSHRKAYETFLAGE
DSHAVILEDDAIPSPAFAAFLGAGGHLRHPMILYYHSGARVLRKPGVPALGDHRLFRLALPANGAVAYSLDRASAKALLA
AQTPVVRKADWPMDIATLGALVVVPQLVGHPDRIADPGQSLLAAGRTNRRGLRLGRYLRAEYYRRKLLKLTTRRVS
>OLS46170.1 cytochrome oxidase maturation protein, cbb3-type [Rhodovulum sulfidophilum]AB26
MQIIAYLIPISLFLGGLGLGAFFWALRAHQFEDPEGDARRILNEDWDDRPKP
>OLS46171.1 ATPase [Rhodovulum sulfidophilum]AB26
MGAEMQMRPAACPACAVAPSAEALADAEAPKDARLFLSLPTIHCAACISAVERALNGTEGVRNARVNLTLKRVAVEAEPA
VTADRLVGVLEAIGYEAHELDPGVIAATATDKAGRDILMRIAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIALP
TIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIALAAGMSLYETARHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARSAA
EELAALEVPRAQRRTAAGEETVPIAEIAVGDVVLVRPGARVPVDGIVAEGQSEIDRSLLTGESLPAFAGPGMALSAGEVN
LTGPLAMTVTAAGQDSSLHRMADLVAIAESSKNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVAVL
IITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEVDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALAEG
SAHPLARALAEAGRKAGLHPARVSDIREVPGYGIEGAFGGERVRFGRAAWVGAQSGAETASWLQVGARAPVAFTFADRLR
PGAEAAVAGLVALGLSVRLVSGDAPGPVADLAARLGIADWQAEALPEDKAATVQALSRDGRRVLMVGDGLNDTAALAAAH
VSISPASALDAARVASDIVLLGKDLSALSGAVTTARKATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSASSIT
VSLNALRVR
>OLS46172.1 nitrogen fixation protein FixH [Rhodovulum sulfidophilum]AB26
MGRELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNANLHEQQALGWTTSLDYDESERVLALRF
EGADGQPVEVRDLDVLVGRATSVRDDKRPAMLYYNGTFSSPLDLGPGFWTIRVTAAAEDGTPFRQRLQLHVDG
>OLS46173.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB26
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWLRWDRGPNLPDQAVLIDLANRRFFFFWIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVRLWTARWDATKWRLRLTKWGLWLA
IAVATGGAWVFYFADAPTLLWNLITFQAHAVAYSTILVLTLTTFILGGFMREQVCVYMCPWPRIQAAMMDEDTITIGYRE
WRGEPRGKHRKAEGAERLGDCIDCYACVNVCPMGIDIRDGQQLACITCGLCIDACDEVMDKVGKPRGLVDYMALSDEARE
RAGNRPKSIWKHVFRVRTILYTALWSAVGIGLLVALFVRSDIDMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGDERAF
RLTVTPDEAYAISVEGSDDGTFTVPPDATLLKRVYIVAPAGSAPANATTTDVRIWLEDAAAAERTYDDTVFNGKGMK
>OLS46174.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB26
MSSSDHNTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYGCIAFAFIYSMLYPAWPLVTGATPGLLGYSTRHAVEVEIKD
YEDRNAELIARVAAAPMEDPAAIEADPALYNYAVQGGGAVFRTYCAQCHGSGAAGVQGQGYPSLLDDDWLWGGKLEDIYY
TVTNGVRNEDNPDARWSQMPSFGTDGLLSGEEIGQVVQYVRKISGQEHDAALASQGETVFLDNCAACHGEDGRGDRTVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWQDRLSEAERKSVAVYVHQLGGGE
>OLS46175.1 hypothetical protein BV509_18685 [Rhodovulum sulfidophilum]AB26
MDTYSVMREFADSWMLLALTVFFVGVIVWALRPGSAKEHRDTANIPFRHEDKPAGTEDGATCRKEART
>OLS46176.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB26
MSILEKHKILEKNASLLLVFSFLVVTIGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVHHLRDPQSVVPESVMPKYAFLERRMVDPEHMADKM
RTHVAVGVPYTDEMIENAVADFNAQIDPYADGVDGLLERYPGAQVRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>OLS46177.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB26
MWDYVKIAVLGVIAVFAAVAAFMARDMAYMVHAVIILLVAGGLAAWTVRGLGAPKPVIDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGDLAWFVFWGYQL
FIVLAATGYLLGATQSKEYAEPEWYVDIWLTILWVTYLAIFLGTIFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPI
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSVMLWMPSWGGMINGLMTLSGAWDKIRTDPVIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNRERLYSTALVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGGMYVTGALIMCYNIWKTATSAPAKQATPVAAPAE
>OLS46178.1 universal stress protein [Rhodovulum sulfidophilum]AB26
MGYKTILTIITDTDISDSALEPAITLAAREEGHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDAAAIESAVKARM
GRETLAWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSDEAMAALKEAMPLMQAAEVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTTPRVSDVLQRHAMDI
GADMMIMGAYGHSRFREAILGGATRSMLEKTTVPVLMAH
>OLS46179.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAVTDTPVAHIECFDCPIRHRAVCARCETDELEALEAIKYYRTFDAGQTVIWSGDRMDFVGSVMEGIATLSQTMEDGRTQ
MVGLLLPSDFVGRPGRESAAYDVTATTQLTMCCFRRKPFEELMIRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDATLKLGPTRGRIVFDLPLTREAMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DSDGGMPA
>OLS46180.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB26
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWISQIEPGSQISLYIHVPFCRRLCWFCACRTQGTRSDAPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLMSADMMKQLTEAIFAVAPMHEQGEFSVEIDPNEIDEARLDVLAK
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPAEALPTPETRLKLYETAKELFLWDGYREIGIDHFARPDDGLARALDAGKLRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARVRDGRFATGRGHVFSDEDKMRSRMIEALMCDFHISTAEITESFSISKADLNA
MFQEVADRFAGFIDLSNDGLTVPEHGKPLTRMIARGFDAYDLSKAGHSSAI
>OLS46181.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSPVLKVENLHVSFQQDGRQVPAVRGVSFEIGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSIVYEGEDLAGAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQIAESLALHQGLTGAAARARILELLARVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILDLLAELKREETMSLLFITHDLNVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTQKLLAAAAVGGPDPVKPDAAEIVRTDALKVWFPIQRGFMRKTVGHVKAVDGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGQGIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGVRPGRTARED
VAQILAEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRSLQRKYDLAYLFISH
DLRVVRAMAHKVVVMRMGQIVEAGEVEAVFEAPKTDYTRTLMRAAFAASGETPGAA
>OLS46182.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAWLSPLNQRRWRNFKRNRRALWSLAIFGVLFGLSLFAELLANDKPIYVSYRGESFFPIYRFYPETAFGGDLRTEAVYRD
IEVQCLIVTGGLDACWDDPEGLIADAADGMIAGEPIAKGQMIWPPIRYSYNTVNDIQGTAPSAPDAQHWLGTDDTARDVL
ARVIYGFRLSILFTLMVTGIASVIGILAGAVQGFFGGLIDLIFQRVIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWTIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPSSAPSL
GELTLQAKQNLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>OLS46183.1 microcin ABC transporter permease [Rhodovulum sulfidophilum]AB26
MGAYILRRLLLIVPTLIGIMIINFTLTQFVPGGPIEQIIAQIEGGGDVFQGFAGGGADAQNQQMSTAAGGGSDKYVGARG
LPPEFIEELEKEFGFDKPPLERFLTMMWNYARFDFGESYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKAV
RDGSGFDTWTSAVIIVGYAIPGFLFAVLLLVVFAGGSYLQWFPLRGLVSDNWADLSWPAKILDYFWHIALPVIATTISSF
ATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGFE
AAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>OLS46184.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MLALMLGAVPALAQDAPPVAPEADSAETVIKTHAFSELGQPKYPADFQRLDYVNPDAPKGGEISIWAPGTFDSFNPFTRK
GRAGALATINIERLMTDVADEPGTSYGLIAESLEYPESEDWVIFNLRPEAHFSDGTPVTAEDVKFTFDLLMEQALPSYRE
AVKKLVYSPEVLGTYRIKFTFKPGVPRDGLISQMGSNPVMSKAWFEKTGARLDESSLTPIMGTGPYLLDSYDINRRIVYK
RDPNYWGKDLPINVGRYNFDSIRVEYFADSIAALEGFKSGAYTFREEDSSKTWATGYDFPAVAAGLVRKDEPHDGNLPPD
SGWIFNLARPQFQDLRVRRAIGLMYNFEWTNETLQFGLFKQRNSFWENSDLGAPDAPPEGRELELLQEVADHIDPAILTE
PPAQAHTSGDRQLDRRNLRKASQLLDEAGWVAGDDGMRRNADGQILKLEILDDSPVTERIALPFVDNLRALGIDASFSRV
DPSQFTNRRRARDYDMILASYQTNLVPGLGMQQRFGSADAEYSLFNPAGFANEGADMLMQHLVSAQSEDEFRAATRALDR
IFRHAYFVVPTWYKDVHWVAYFDMYRHPDALPPYDLGYLDFWWYDADRAAELRAAGALR
>OLS46185.1 recombination protein RecR [Rhodovulum sulfidophilum]AB26
MADRPHEIDALIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAETMRKVGEAVHDCAVCGNITTADTCEICADPARSN
GEICVVEDVADLWAMERGGAFGGRYHVLGGTLSALDSVGPEDLRIPDLVERIGREGITEVILALNATVDGQTTAHYIAEE
LAEAGVRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>OLS46186.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB26
MFKGMGGLGDMAKMMKAAGEMQGKMAQLQETLATTLVEGESGAGLVKATATAKGTLTALSIDPSIFNPDEKEVVEDLILA
AIKDAQQKAMEKTKEETRKLTEEMGLPPGLGLPV
>OLS46187.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB26
MADPQGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGQCEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLKKIAGLESAPISDEALGLITRAAEGSVRDAMSLLDQAIAHGA
GETTVDQVRAMLGLADRGRVLDLFDMIMAGDAAGALGELAGQYADGADPLAVLRDLAEITHWLSVIKIAPEAADDPTVGP
DERARGRTMAERLSMRALARMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPAPEDLVRKLQENPPSGPAPGGPAP
SGPAPSGGGGMQGQARGVPVHAAPSGGGAVTALARIPEQTLAHYPSFEAVVELIRANRDMVLLVEVEAGVRLVSYSPGRI
EFEPAPGAPADLAQRLGQRLQTWTGARWAVSVVGKGGGPTIDETRNAAEAARKAEAAEHPLVRAVFAAFPKAEIIDIKPP
EVLVAEAAAEALPEVDEEWDPFEDDD
>OLS46188.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB26
MTSRIAFQGEPGAYSHQACHDARPEMEALPCRTFEDVIEAVRSGMADLAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGTKLAGIRRAMSHTVLLGQCRDFLHAHDIHRVTGADTAGSARQVAEIGDPELAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSREPDRTRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHLDILGVYPADRKRS
>OLS46189.1 hypothetical protein BV509_18760 [Rhodovulum sulfidophilum]AB26
MLRKVSFTKLLGAGSGALLLFVLVNRAGGFYFTPPELEKPAYVVIEEEPETPAEPEQELTFEERMAQADAAAGERVFNQC
KSCHRVEEGVNAVGPSLYGVVGRPVHAVADFSYSDAMAGLEGEWTAERIYEFIAAPRDVVPGTAMTFAGLKDPQDRANVI
AYLDSLGD
>OLS46190.1 cytoplasmic protein [Rhodovulum sulfidophilum]AB26
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAGGVRGFDPVANNQLDQSEIDKAEKDPFYKLRLKFN
PAALGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDSAVQKAARKRAAEGGLMTDDERRKLVSTEQSLEMGTEPRLPTAISGLETFTLTRPDDDEEEDRSVPDADSFFNLPD
HGDDDDEDDDDPRG
>OLS46191.1 ribonuclease T [Rhodovulum sulfidophilum]AB26
MRWLAVLLLSATLARADGEPAGDFAYYLLALSWAPSWCALEGEARQSPHCAPGGGAGWVLHGLWPQYEQGWPGYCRGAKP
DPSRAQTARMADLMGSSGAAWYQWKKHGRCSGLSAGDYFAAARRAYGAVIRPPAFRKLAAPVRLPAGVVEEAFLQANPGL
LPDMLTVTCKAGRIQEVRICLTRDLRPRPCAADTVEDCTLRDAAMPPIR
>OLS46192.1 hypothetical protein BV509_18775 [Rhodovulum sulfidophilum]AB26
MKGIFSLAGLALAAGLGTAQASTLTLDYTGQTPGAKTVYYSFYGRSDSVSAGQFAFDVAGQSDPLLAWCVDLTHALSKTA
TGYATGASLFGSTVLTNLDRLFTQHYADVVDAVSSAAFQVAIWEVVYDSNSLNLGRGAFRLSRWTDDRVERKAADFLALT
DETGGYQLDFLKSTSWWRPSQSLVTAVATPDPAPVPLPAPVLMLGSGLLALLGLSRRRKAA
>OLS46193.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB26
MTLPSTMRAVEISEPGGPEVLRPTERPVPVPRAGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGE
GVSGLRVGDRVCALLPGGGYAEYVATPAAHALPVPDGLGLKEAACLPETFFTVWSNVFMRGGLKAGERFLVHGGSSGIGT
TAIQLASVFGARVFATAGNPTKCAACRNLGAERAINYASEDFVEILRAEGGADLILDMVGGDYLPRNVRALADDGRLVQI
AFLQGPKVALNFAQVMMRRLTITGSTLRPQSDLAKARIADELRGRVWPLLASGRIAPVMDSEFDLTQAALAHARMEQSAH
VGKIVLKIA
>OLS46194.1 ubiquinone biosynthesis protein [Rhodovulum sulfidophilum]AB26
MTDTPQGLDAIKQELLDAALIHVPFDGWSEAAFCAAIADSGVDATVARAACPRGAVDLAVAYHLRGDDEMVRRLTETDLS
AMRFRDRVALAVRYRLDAAEDKEAVRRGATLFALPPYAAEGSRLVWGTADRIWTALGDSSDDVNWYTKRASLAAVYGATV
LYWLGDESPGHAETDAFLDRRIGDVMQVEKVKAQVNKAWVLKPLMLGPNWLARQIRPPHLRPERRLPGSVRPCLPERT
>OLS46195.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB26
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>OLS46196.1 hypothetical protein BV509_18795 [Rhodovulum sulfidophilum]AB26
MQLTAREDIAAPIEEVFAVLSDFPRVEAAAGRRGADLRRLDDRSEPGPGMAWAAEFTLQGARRAVETELVAFEPPQQIRL
QSRSGGLQAASAIELQLLAPRLTRLAISIDLASKTIGARVLLQTLRLAHHRLADQLETSVARLAREIEAGRFRQG
>OLS46197.1 NADH pyrophosphatase [Rhodovulum sulfidophilum]AB26
MRPAEQVTFGGGGLDRAALRRGDAVWLDDAWAKGRVLPLWRGKPLCCEDGLGWVPCANPVAAERRARAIFLGLADGAPHF
AVDISDWRPDEIPDTLGLFLDPSEQRHPDLPEDHLFRELRRVMAGLDPLQAELAATAKGICEWHRTHRFCSRCGQPSRMV
DAGWRRVCEACSTPHFPRTDPCVIMLILHGNSVLLGRSPGWPEGMFSLLAGFIEPGESVEAAVRREVAEETGIRVGRVRY
LASQPWPFPASLMLGCRGEALSLDITVDPAEIAEARWVSREEMLAVLAGERTDMLPPRPGAIAGHLIRRWLADRLD
>OLS46198.1 2',3'-cyclic-nucleotide 2'-phosphodiesterase [Rhodovulum sulfidophilum]AB26
MGQPRLLSAGIQAGASLNALHPFSASPAADRVHLRLMETSDLHVHVFPYDYYSDRPIDSAGLARTAALIAALRAEAANTL
LFDNGDFLQGNPMGDYIAHERGLRPGEMHPMIAAMNAVGYDAATLGNHDFNYGLDFLLTALDGARFPVVSANLLPGPLAP
PGLAALPRYTLLERPVRDGAGATHRLRIGVIGFLPPPIAVWDRRHLDGRAEGGDIVAAARALVPKMRAEGADLVVALAHS
GIGEPGHVARQENACLPLAGIEGIDAILSGHQHLTFPGPDFAGIAGVDAEAGTICGKPAVMPGFWGSHLGVIDLLLDRDG
PGWRVAEHQSTLHPIAIRKPGCGVVPLAPSNPAVMTAAARAHAETLAYTRRAVGRTAVPLHSYFSLVTNDASVKIVADAQ
RWYLAEMLKGTPHEGLPLLSAAAPFKAGGHGGPDYYTDVPVGDIAIRNVADLYLYPNTVRAVRVTGAQLRGWLERSAAIF
NRIEPGQPDQILLNPEAPCYDFDVIGGVEYRIDLSRPPRFGPGGRLVDPTAGRIAGLSWRGQPVSDDMEFVVATNSFRAS
GGGGFPGTGVDSMAFEAPDANRDVLLRYIAEHGTVAPRADATWRFEALPGTTVLFDTSPAALDHLDELRDLALEPAGEGP
DGFVRLRIAL
>OLS46199.1 hypothetical protein BV509_18815 [Rhodovulum sulfidophilum]AB26
MGIDKQSDFAANLQIGPTSLGMVRIYVEGEGLEIPMDFDPEEAEEIADELRAAAAQARAMTEKKVKPPKPKG
>OLS46200.1 hypothetical protein BV509_18820 [Rhodovulum sulfidophilum]AB26
MSDPGPIPLAPGQLLARGVCRHLRDLGFATVEELVPAPGLRVDVMALGPKDEIWVIECKSSRADFTSDRKWTGYLDWCDR
FFWAVDAGFPSELLPLDTGLILADGYGADLVREAPEARLAPARRKALIHRFARHAALRLQALRDPGLSPSAWGA
>OLS46201.1 hypothetical protein BV509_18825 [Rhodovulum sulfidophilum]AB26
MPKLVTLYIRQTAIGFVLSGLFVGLLMYFDVANLWHLVTNVSGGWLAGALLFLFNGIVFAGVQFGIAVMAMGRDDDADNG
RRGREPVRGLAEVLVPIPVPVKDDRRMRR
>OLS46202.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB26
MTEPRKPNRNQMRSAARLYAVQALFQMEQSGQGVDTVRREFETWRFGVGYEDGEELAEGDADLFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVEAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>OLS46203.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB26
MAEQDPHHTLALPAFDKPAKLLIVVAPFYRDIADKLIAGAVATLDAAGVAHELIEVPGALEIPTAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVENRDQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGFQVAEGADRA
>OLS46204.1 riboflavin synthase [Rhodovulum sulfidophilum]AB26
MFTGIITDIGTIRALSMKGDLTARIGCRYVPDSIDIGASIACNGVCLTVTDRGADDEGGWFAVSISAETVSKTNIGDWAE
GGRINLERALKVGDELGGHIVSGHVDGVAEIVAMADEGDSTRMTFRAPGALAKFIAPKGSVALNGTSLTVNEVEGATFGI
NFIPHTKEATTWGLARVGDKVNLEIDTLARYVARLQEYDAA
>OLS46205.1 hypothetical protein BV509_18855 [Rhodovulum sulfidophilum]AB26
MVPLHLARHANFLHHGPFATMTEVLGQGIAAFAEGAPPDFRRVFKAHPLEDARTPLCPEIARIARAAGLADRVHLVDGGR
LARLLAGATGAVTVNSTSGSCAIWRGLPLCALRAEVCGKPGLVSDRPLAAFLAARDPPDRRAFAVFRRYLPATGRIAGDF
HTRRGRGRAVGLAIERPLAAPASGEAMRQHLQAIAGQGGSPVWSFARDFFSVAAKAGVKRRGR
>OLS46206.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKRLPARGVRLLVLVGLLAATAACGLPRPGPSKPEIFDGSTLREGDAFVVAVNDRVNRATAVVPASGFPASFLNAAPMGS
DTIRAGDTLGLTVFENVDDGLLAPRESNAATLNEVQVDSSGYIFIPYAGRIQAAGSTPEGLREKITEKLDAQTPDPQVMV
TRLAGDGATVSVAGGVGKQGVFPIERPNRTLSGMLASAGGIVIPPEIAQITVIRGKTRGQIWFEDLYADPSLDIALRNGD
RILVEEDTRDFTALGATGTQRNVRFITQSMSAVEALAQVGGLSSALADPTGIFVLRNEPEEIARQVLARDDLVGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSATVEN
>OLS46207.1 beta-3-deoxy-D-manno-oct-2-ulosonic acid transferase [Rhodovulum sulfidophilum]AB26
MTGPAPTDTAAPAPGRGRLFASSAGFLTQARVRRILELAGHPVALGLPGPGDLVAVRGMGRTAARGRRLARRRGAGLLWV
EDAPLRSVLPGRARGAGPPLGLMLDRGGPHFDPSRPSDLETLLASHPLDDPDLIGRARAAMARLRAGHLTRYTGFDPGAP
VPDPGYVLVIDQGAEDAAVRASGADATTFAAMLAAAELENPGAPVLIKAPPEAVRGLRAGPLGPEQAQGRVRVLTEPVSP
WALLEGAVAVYTVSSQMGFEAILAGHRPRVFGQPFYAGWGLTEDDRPLARRARPLSPAQLFAAAMILAPRWYDPFHDRLC
PLEDALAIFEAETRAWREDRAGWVASGMRLWKRPTLQRFFGTVRPMRFAADPAGAGRLARASGRRAMAWAGGSAPLPPGT
VRVEDGFLRSCGLGAALVPPLSLVLDDLGIHYDPGQESRIERLIAGRPGLEPVEAARTARLVEFLIASGISICNSGGCVP
PALPTLPPGHRILVPGQVEDDASIRVGCPAERDNLALLARCRAENPEAVLIYAPHPDVAAGLRPGGLAPGVARAHADLVL
PGAIDPGAALALIDEVWTLSSGLGFEALLRGVPVTCLGLPFYAGWGLTRDLAAPPARRRARPDLLALAHAALIAYPRYLD
PVTGRPCPVEIAAERLAAGQAPRRGARLRALARVQGALAGQAWLWRR
>OLS46208.1 riboflavin biosynthesis protein RibD [Rhodovulum sulfidophilum]AB26
MALALSLGARGKGRTWPNPAVGCVIVREGRIVGRGWTAPGGRPHAEPQALTQAGGLARGATAYVSLEPCSHYGKTPPCAE
ALIRAGVARVVTALEDPDPRVAGRGHAMLRAAGIAVETGVLAAAAARDHRGFLLSRREGRPMVSLKLATSFDGRIATASG
ESRWITGPQARRHVHALRAGHDAVMVGGGTARADDPALTVRGLGMAHQPVRVICAAGLDLPETGQLAASARAVPLWLCHG
PDADPARRAAWEARGARCIGIATGPDGRLDPAALLAALGTAGLTRVFCEGGGALAAALLGADLVDELICFTAGLALGAEG
RPAVGPMALAHLADAPRFALAETRPLGPDLLHVWTRL
>OLS46209.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB26
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PERVDQMVSGIVRRLESMGETDIASKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAPAEE
>OLS46210.1 hypothetical protein BV509_18880 [Rhodovulum sulfidophilum]AB26
MSSLWDDAREIAAEIGRGSDKAETIKSPLYRRALVDVAHGAVGDLIWAACAADVRAGLIGWAIFVLVQVLNVRNGSSGRD
VNVDFGTTMIGFFAGMTGSSWARALAPFCAALAGYAYRRTWG
>OLS46211.1 hypothetical protein BV509_18885 [Rhodovulum sulfidophilum]AB26
MGGCLMAEKVDAKGPSTGSDFSMQIRNAGGAILLDAAKTNWGVAELPAEVGATLAVDVQAGTVHSIPFSAFGSGVIAATV
VTQPTGAASRVHVSVASGQVLVNSVDWADLRRDPTRSRKRDSALDLPTVYYFMNGGDPDYEHSPLTTFSNKTEDTGSLTT
RAEELAFTFQVSVAQAGEDPVLVEVTATPVACKTLCGWSCGRGIKLAVDGNDATVLEPGERHASIHVSLSASAYTKAEVV
AEIANADITDARVDDYIAAQLTPGGGEVSGVSVSYNPTTYYGSQAKPLTPDDAKGIITSLAGTHGFQTVHICFERGYDYS
TYPGIVLLGGQGLLRPHAVLAWGEGAPPIIPGMKFLGDYKSHGLFISGIKFALPGGIESFAGTNIILENSETRGPVLFNK
SGLDGLYHPRFTVRNCILPQSINPVDGSSGDIWKGIYRDSCIKPGEECYGVHIQGCFIGWGACSPQYVNTAGADGIPGTK
DDTYGYQKIGSDPRWELDGYATPGPNMWTHPFYMDGNTHDINLRDNFVLGSGGSLTQMRGGAVMRNCAWSYGNQAFSFGR
GVFADDGKSILSEYSDDGKTLLFDCADGHASLAHDVVVSLAAYMHGPASGNALSEGVAYACPVLSLDRLLVLHDLDPNNP
ADADRLNSTWISFVADRKDGLIARAGFFGPGEVYENYPPAMKNTVAKWGTQTYNPDGLDLSRVDDATIFRWYDAQRGNAP
DTTTDIMDVYWWLREHQGPEIKALTTSFIQFCQNIVGIAPNWRTSAAACSLVPYLVEDGCRWDNPNNWGGDLIPGSFAGD
TVALNGHKVFFQDHTLTVAGLDLGTGGHVHAVNGRLNVSAAPTCTGGGVFTIDGCGQIWVAGYTDTDPLTITIIGGRFAN
TGIFSGPADITLDATLDKFGNHDPHEVADLILAYGEASWTIKSGRTLSIKGHKVLVGFDGTGGTTAALTVESGGKIRLIT
DGSGQLPTIRECRFGVRGEDPTDVVSSVTLAPGSTLEVDCRSIMVAGTYTLISVDSLTTTGATLTAINVPSGLSASFPAA
SGGVQTMVLS
>OLS46212.1 hypothetical protein BV509_18890 [Rhodovulum sulfidophilum]AB26
MPTLYGIEIPESYFAGTLPTGRVELGSTGIYLTPASPGGNLVVNPPEGDYRAGALMLFDGVQTVTASYSPARAGTDWFDA
SDEATITASGGVVSAVANKISGRAPLTGTGTTGVSAADVNGLNTIVMDGVSNVLTHDGSASLMWPASGNFLFTVVATIGE
VNHLNDGLFRSGGGDVLFYLNSNNATQFNGRLSLGTVAAGLSGGPYTGLQIMQIVADFTGTSTAKIFMGGVERASLVYDV
GPVDGPNTTFFQLLSQYLAGQFCEAWVDPDISQQAAAHDYAASKWGAV
>OLS46213.1 hypothetical protein BV509_18895 [Rhodovulum sulfidophilum]AB26
MPITAVAGTDIVLTASDASHPTGAFSASSSPVTVSAAATLSIDTAPAFATGVAMVEGNVLTIVPGTVSGGDATNSYEIKR
QSDGLVLQSSASLAFTIPATANGDQLVITQTATPAGSGAPVSRDSAASATVAALTFTYVDNGDGTFGFTFTDGATSTVAA
TIPAPSVYAGTYPLDLGDLMIRPFAAARPAISGTPAVGQPLTGTPFLWLYAASLGALSVARQWFKDSGAISGQTGATYTV
QAGDAGASLQYAESGSQTGATTRLAFSPAVAIPSSGPTPVISSLAVTRVNYDVVSITANATNVVDGDLYAVASLDLYEPS
ARQIEAGTDGNDQDVDSGSVAVSATGTTGAILLDLGVGIEDCELAVAQVSAADLASNVLGTVVSLPGPTASGGSNLTYGP
IYDPSIWTTVTDGPNLTYGV
>OLS46214.1 hypothetical protein BV509_18900 [Rhodovulum sulfidophilum]AB26
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVVHHL
EEADPEAARKLRWPGDEDADSHRTPPNFRLLTVLDRSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRNPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAADPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAQGCVIAPLRPDDAGYLPASPLEALLLGPEDFAASAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGQRGDARRDGHDG
>OLS46215.1 hypothetical protein BV509_18905 [Rhodovulum sulfidophilum]AB26
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRIALPAPPERIVLLDATDLISMAALIAAPGERLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLHAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPRAARDLAAWGRARFDAVRAATSGLRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAELNDRFASPLPGPLWLSLDAA
>OLS46216.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB26
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVAETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRAQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDLNVGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTTA
APLDVTNPVYGGVSGPFTTMTDSHQTNRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGDPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGAVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNSAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>OLS46217.1 hypothetical protein BV509_18915 [Rhodovulum sulfidophilum]AB26
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDAWFDRAWRLFVEGAAPGRG
>OLS46218.1 hypothetical protein BV509_18920 [Rhodovulum sulfidophilum]AB26
MKRRLEPGPGLSLAAGAGRPDDTPLFWFGFDAVPGDHGALPRQEAPGCRAFAVVIKQRITRSACPVAAVTAAFSGFAHLP
ERPGCRSHIEHVCSRSSGSRPLAEPGLASPKSGIAEPNQTFEL
>OLS46219.1 hypothetical protein BV509_18925 [Rhodovulum sulfidophilum]AB26
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTKARFEELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAASFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGRADS
>OLS46220.1 exopolysaccharide biosynthesis protein exod [Rhodovulum sulfidophilum]AB26
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>OLS46221.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MTGTAATMAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIAAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDFWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>OLS46222.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB26
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMRDWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>OLS46223.1 VapC toxin family PIN domain ribonuclease [Rhodovulum sulfidophilum]AB26
MAADFFDTNVILYLLDDGPKADRAEALLAQGGAISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAAILSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>OLS46224.1 MazF family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRFAVSRHPRADEVLSGLRRFRGRLAPEDRLSRDAANGR
>OLS46225.1 transposase [Rhodovulum sulfidophilum]AB26
MKRSRFSEEQIIGILKEHQAGLGAKELCRKHGVSDATFYRWRSRYGGMEASDARRLKALEAENAKLKKMLAEQMLDVATL
KEMLGMGAGERHAFE
>OLS46226.1 hypothetical protein BV509_18965 [Rhodovulum sulfidophilum]AB26
MGTSNYSADFKRDAVHQIAVRWYPVREVSRRLGVSTHSLCKWLKPFGDPAPRKPDVDHEAENRRLRRELARVTEERDILK
KAAAYFAQNAK
>OLS46227.1 hypothetical protein BV509_18980 [Rhodovulum sulfidophilum]AB26
MLKRERIRRRTYPTRNDARRDVFEYIELFHNPKRKHTNNGMLSPIDYETRQHSLNQAGV
>OLS46228.1 hypothetical protein BV509_18985 [Rhodovulum sulfidophilum]AB26
MTQKTPIRAPEKDIWPSRVHAVVQGEYHVSRDANIVLSTVLGSCVAACVYDINAAIGGMNHFLLPGDAESGSTELKYGAM
AMELLINELLKAGARRSDLKVKLFGGARVSGAFRDIGARNVDFARSYIRREGFEVVSESLGGTQARRLHFRPVTGAARLV
LLPPTEAPPERRVPAPKPKPDTDITLF
>OLS46229.1 hypothetical protein BV509_18995 [Rhodovulum sulfidophilum]AB26
MGSASELQLVDLVIQILEDMAPFGQELAKLVPVDAQVPGSLIEQLRLDQLRAVMSTAEKRDAPHSGGDIDVF
>OLS46230.1 hypothetical protein BV509_19000 [Rhodovulum sulfidophilum]AB26
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELIQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>OLS46231.1 chemotaxis protein [Rhodovulum sulfidophilum]AB26
MNAPTSSLTPRRRSEIAFGESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRIVALNLDGFTEYDKFLRANLDTESDHF
ISALTTNVTNFYREKHHFEQLQSEVLPRLVERARSGGRVRLWSAGCSSGPEPYSLSGSVILLCPEAPKLNVRILATDIDP
FVLRRAEAAVYSDEEAKIPPGAWANQVFEKSGGAKTDFRVRADVRSLVSFRQLNINGHWPMSGLFDVIMCRNMAIYFDNQ
TQQTLWRRLAEQLVPGGMLFIGHSERVSGPATGMLEAAGVTAYRKRSAS
>OLS46232.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB26
MPRPQQWGDDDVLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEEAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICEAPTMGGGDVPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>OLS46233.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB26
MSRDDLKATFFAECEDLLDQLSEGTGELEAGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRFETVLDRLRSGSLV
LDPDALQTILRSGDMLAELVELAQAESDEEPSQMAELIELLVGLSGSEEDGPGAPEPDEAFEFTAVSFMPLSFDEPGEDA
EDVYKIRVPAIADLFRNGHDPFLLFAELVGLGQLDVSCDASALPVSDEFDPNRCYLSWELTLTGSMTEVSIRDAFVFLDD
ICEIEQVSGGSAGPALDLPGIEPEDSPMTTAEPSNPSMPQVAAEEAAAEPAAVASSTSEPAAAEKSKAAKPAASIPQTTL
RVDPERVDRLINTVGELIINQAVITQKLVASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YSLGKDVALVTEGEATEIDKTLVERLAEPLTHMIRNAVDHGIEGPEKRAAAGKSAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRILEKAVSQGMVAADAKMADSEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRQGMGTKFSI
ALPLTLAVMDGMVIHAGGETLVAPLSSVVETIRPKPKDILPFGRDGRLLSIRGTYVPIVNLARLLGFPTEAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHYGREMASREEMDYAQT
ATMG
>OLS46234.1 two-component system response regulator [Rhodovulum sulfidophilum]AB26
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQAGVDEFVKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGSAMKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>OLS46235.1 hypothetical protein BV509_19025 [Rhodovulum sulfidophilum]AB26
MEPECQYDLDITDPAWSEDAGGVVKSVLEAAPKEIRVQAAEAPAQSALSAQLLLFLRRHVESVGGTFSVADASPAFSEGL
SLLGLHDLILGTAEVQQ
>OLS46236.1 hypothetical protein BV509_19035 [Rhodovulum sulfidophilum]AB26
MTSPDDIAEDPVLALLQEYSPPNGVADELLRPDGRLRPVWRPLIDLLARQSPEEMAERFARGDQYLHDAGVYYRQHTQSG
STLRDWPLSHVPVVIAEEEWRELAEGIVQRAELLEKVMADLYGMGDLVANGLLPAELIARNPEWLRPMVGIRPRSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPTSNVERLAGFFRAHRGAMTALNAGGDGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKVERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMVAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGEPLKLPNIATWWCGQDLERGYVYENLHRMMIGRALSSDLPFEVDALTAL
GGDFRGTARRPIGEWLDRDGPNLVGQEAVTLSTTPAMIDGQLLPRPALIRVFATRTSRGWTVMPGGYARIGRSGDPTALS
MKNGGSVADVWVVGDRPVEPETLTGEPEGPFIRRGPGLLPSRAADNLFWLGRYVERAEARVRELRAYHLRLSESGDPSLP
LVARLGAFIEGFGVDIDEPVPAVVLELFDAAQGCAGKVRDRFSTDGWQALTDLAFTARGHFSRVHPGDQAVKAMGELLRK
LAGFSGLVHENMYRSSGWRFLTMGRALERADQTISLLAAFADPAQPGGGFDVAIEVGDSVMTHRRRYSVHTSRSSVIDLL
ALDAGNPRSVFFQIDMLRDQDRLLTQNAAADPMSDLARAILLLHTELSVAVPEDITTERLFGLQGEIREISTLLTQRYLS
>OLS46237.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB26
MAITATIRHLTHYRYDRPVSLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLADDLSIYRTPEPAGERMQAFLDTVPREKIRTTDFLVALNARLEREIDYLI
RMEPGVQTPDDTLRLHSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWAEVFLPGAG
WIGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFHFHMEVRRTAEHPRITRPFPEEAWSALDALGHKVDAQI
AAQDMRLTMGGEPTFVSIDDFEADEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGRPVWKNPGLIAEEDQTGATAEDADRFLSGFADAIGVGADYVHAAYEDPVEWILKEADLPVNVTPEDSKLKDPETRARI
ARVFNRGLDRPAGFILPVQRWQSKAAGARWRSEHWKTRRGHLFLVPGDSPVGFRLPLGALPFVPPSAYPYVYPADTSVAV
GPLPDFHAAREDRRRALMEEFERIAAEDEAREMPETTPGRSQPVSEPKDAGPRQRLMEQGVDPAGSTVRTAIAVEPRDGR
LCLFMPPVERLEDYLDLLSAAEETAEALGLPIHVEGYTPPHDSRLNVIRVAPDPGVLEVNVHPAQSWEDCKDITFGVYEE
ARQTRLGADKFMIDGKHCGTGGGNHVVVGGATPMESPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQFPDPGEGAAPPPWLVDRLLRNILIDVTGNTHRSEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWADPVKGNPVRWGTTLHDRFMLPHFVWTDFMDVLRDLQDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRYTDSSVERMQVKLTTLNPGRYAVTCNGRTVPLTETGTSGVRVGGVRFKAWQPA
EALHPVLPVNAPLTFDIYDTWSGRALGGCTYHVAHPGGRNYETFPVNANEAEARRLARFEKMGHHAGAYRPPFEVPHPEF
PMTLDLRRPPGI
>OLS46238.1 nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB26
MATRIVVLGGGFGGMYTARALRRRFGRKAEIEVINAQNYFVFQPLLPEVAGGSITPAHAVSPLRFVLDGVFVRKAVVDSV
DFERKVVTVFQGIQRRPTEVSYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHIIEQLEHAQVTELPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILNEMPEPLADYAVGHLERHGIEIKLRTGVKS
ATHRQLVTTDGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRTLRVAGHDNVWALGDCALIPLKEGASERTDFAP
PTAQFAVREAKRVAANIAAAVRGRDLKPFAYASRGALASLGAKRGVANVFGHNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVISGSVEMERPDPETGETTLRVIGPGGHFGER
LILGATRRKTTVRANEDCKVLVMNREEFLMLAEGFSAFREYFRPYMDKRGVTLPGGDEDTGR
>OLS46239.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTRAGPISAYLKLCHWLDRAALAYCVAAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFAIPVTLARGGHVR
VEVISERLSPRYIRIADILAVLIFLIPVFGLMIRAFWPDLSYSWSIREGAVETGGLGGVYIVKTALPLASALMILQGLAM
ILKPAEKRKDVQEIL
>OLS46240.1 tripartite transporter [Rhodovulum sulfidophilum]AB26
MTGEEGALLVLLLGLFGGILSGIPAMLAIAGVPLITALIASVFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGKLTRGSPRGMGLSVLAFSTLIAASTGIIGATVVMLVLISLPAMRQAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAVYVALRLGPAPEPRPPREQVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAGLGAVGALLMAAQAAKGGRAGRWLIASAGLAALVLVGMGMAGLGRAAPGTLP
GLLATGAAALIAAGTLMAALRTWRAGLLQGALTDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMTAI
FLVMAVIFLLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVVPFVLLQLVALGVLVALPELATWLPQAIFR
>OLS46241.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MHRRTFLKTGAGVAAAGTLASPALASGKIHWKLPTAFPKMAPAVGTNVTNFAERVAAMSDGRLTFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSTEHTAWLRWGGGQEVWDEIYAQRNLKPIYSGNSNTQSAGWFKK
PVDSVEDLKGLNMRVAGLAGEVYRKLGVNAVLMPPPEIFQALQSGAIDAAEWVAPYLDQAFGLQKIADICYLPAFTEPGA
GLAVVFNKDAWAELTPDLQAICESAAWSAAYEVQAQFDHFNAKSMAELKAQGVEFRSFSDDVVAAQRAAWTEVQDELTAA
NPDVAKVRETYDVALAEARDYSRAMALPLLAGRV
>OLS46242.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB26
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEAREAGVERMVFVSHPSKTAIERHVRADADLIETL
RARGKARIAEALEAAALDEDEHEVEFTMQHEQRGLGHAVLCARDLVLPGPVAVLLPDDLILSRPGCLAQMVEAYARCGAG
HMVAAMDVTPEAVSRYGVLDPVGLEGAITRARGMVEKPAAEEAPSLKAVVGRYILHPAIFETLASQGPGAHDEIQLTDAI
ARDTERLGLAGFAFSGRRYDCGSKAGMLEATLAVASRDPDYADVLAEWRAEATLPIAAE
>OLS46243.1 hypothetical protein BV509_19070 [Rhodovulum sulfidophilum]AB26
MVGKTLFFLWVFLLSLAQSALAQKAGVGAWENSRYTTIHWVEDQPALGWYYTWRTDQLWARGPTSRTVEFVPMIHSEGDL
AKPITSDRPVRALMAFNEPDGKGSHQGGLSVERALALWPRVEAKGRGLRIGSPATTQAETLGPGSWQRRFMTEAERRGYR
IDFMAVHYYSTDGDVAAFRRWLQAVHREYRRPIWVTEYALVDWDRPGSASYGQSASFFERAAQMMDGLPFVERHAWFAAN
PYPWQGTVPKINLVDDRMQPTPMGETFRRVLSELGGREIASAN
>OLS46244.1 paraquat-inducible protein B [Rhodovulum sulfidophilum]AB26
MTDLPPETPVEPAGRSLLDRISVVWVIPAAALAIALGVAWHSYAERGPLLELTFENASGIKAGETELHYRDVTVGLVERV
GFTDSLGEVLVSVRLDKAVAPYVDDGADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDRPDGFVERHQGKSAAPLNREG
RPGLRLRLRAATDAGLTEQAPILYRGIEVGRIGKAEVSQDGSTVEADAIVFAPHDRLISTSTRFWDSSGFSFSLGPSGAR
VDFSSVAALLSGGVTFQSVVSGGREVQPETRFEVYPDESTARASVFAADEGTALTLTAYFEENVEGLSVDAPVTLGGLRI
GRVASLNGIVDAARFGDDRVRLSATLAIQPSRLGIEQNATPEDALDYLAGRVREGLRARLVTASILTGGLKVELVETAET
SPAEIDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVKALVGEARG
IVGSDEMQALPGRIDGAVAAIETLTRQLAEADAASRLTEALDAAAGAAQSIDAAAAGLPDLVARLNAVADQAATLPLNEL
ADRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGIVGNANATLASARSAADDISTAARDLPDLLDRAKR
ILGQASATIEGYDASRGMGREIDAALREIQRAAQAVTTLSRALERNPNSILFGR
>OLS46245.1 hypothetical protein BV509_19090 [Rhodovulum sulfidophilum]AB26
MKPHLLLAALVPSALALAACSGSPDRYTVPDTAVAGPRLPVAWRSVAIREVSLPTYAASEEIYSRSASGALTSSSDVLWA
DDPTRAITQDLARLLTQMTGAQVAAEPWPFFDRAQATLEIRVADMLAEPDGTFRLTGQFFVAPDAGGRNRSAPFAIAVPI
AAPAGPAQIAAARGAALRELATQIARTGLR
>OLS46246.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB26
MPETAPNSWKARAESSSFYGFTDLPSVKARGTVVLTHGEGPYVIDTEGRRYLDSNSGLWNMVAGFDHAGLAAAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPQRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETETQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGVIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGAVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPGLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMRRLAENPNIGEFRGKGLMGALEAVADKPTRTPFPSNLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEPQMAEMFEKLEAALTEVFAGLKAGA
>OLS46247.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB26
MSTATPATQALQRAGVAFRPIEYAYVAGQDRIGLHAAEATGADPGRVLKTLMVEVDGKPACAVIPSDRTLSMKKVAVAFG
AKSARMMPPDKAERLTGFHTGGISPFGQKRRAPVAFEASALSGAEIVLNGGRRGLMVALAPDDALAAAGAQAADLCAEHG
>OLS46248.1 FmdB family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MPMYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVRRLLSRVVATGDSAKFIKGARSLAKKEGHFSNYSKSERKKGGV
>OLS46249.1 hypothetical protein BV509_19110 [Rhodovulum sulfidophilum]AB26
MENDSKKPPTGRIVWGVGIAVTLITVLMTDWGYLTAGPVHTVTSIAAAVFFGFLAAQAAIFGIEYREKRRKDKD
>OLS46250.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB26
MTASDLEALARLAATVEARKGADPDTSWTAKLFAKGPEKCAEKFGEEAVEAIIEAVRGDRVRLTSEAADVVYHLLVMLAA
RDVTLADVAAELARREGVSGIAEKASR
>OLS46251.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB26
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVANPDVVHEAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVEFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>OLS46252.1 permease [Rhodovulum sulfidophilum]AB26
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFLWGTCGLCGKTPEGE
RFFHPTDATKWLVFQSSFGQIAVIGIGVGLLGGWLGVTYGTAGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSILWAAIAGLVCAFVGEFFARVFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPLPV
>OLS46253.1 protease [Rhodovulum sulfidophilum]AB26
MSGSSKKKVLMIVGDYSEDYEVMVPFQALGMIGFQVDAACPGKRSGDTVRTAVHDFEGDQTYSEKPGHLFQLNTAFGLIE
ADAYDGLYLAGGRACEYLRLDEDVLALTRTVMEAGRPVAAICTGPQILAAAGVLAGRRLTAYPAVAPEIRAVGGTYVAVA
PENTVIDGNLATSPAWPGHPGLLRAFARQVAPDLAI
>OLS46254.1 glycyl radical enzyme [Rhodovulum sulfidophilum]AB26
MIEKGFTKPTDRVMRLKSQIIHARPYVESERAVLATEAYKATEGLPAILRRAKVAEKIFNELPVTIRDDELIVGAITKNP
RSTEICPEFSFDWVEAEFDTMATRVADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKAHDCMANGVFTVGNYYFG
GVGHVCVDYGKILKIGFRGVIEQAIKLLECLDEKDPGFIKKKQFYNAVVISYNAAINFAHRYAAKAEELARQESNPSRKA
ELEQIAKNCRRVPENPATTFWEACQTMWFVQCMLQIESSGHSISPGRFDQYMDPYLQADKSISREFAQELVDCIWIKLND
VNKTRDEVSAQAFAGYAVFQNLCVGGQTEDGLDATNDMSYMCMEAVAHVRLPAPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLADARDYGIVGCVEPQAIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTD
WNSLDDFYAAFKTQMAFFVKYLAEADNCVDLAHAERAPLPFLSAMVDDCMGRGKSVQEGGAIYNFTGPQAFGVADTGDSV
YAMKKFVFDEKKVSMTDLKDALDANFGVALGESAQTSGGGTPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLAAKDTP
QSGSSKYDGIRRLMDSAECFGNDDDEVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
KPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPAALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRQ
TLLDAQKNPDAHKDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>OLS46255.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB26
MTRYQSFHPRTEIVFGPGLLDRLHAYRGQKVGIVTDAFMAQSGALDRVKASLKGCDVLVFDEAIPEPPLDTVSRGARLLA
DFGPDVILALGGGSPIDAGKAILAIVRQMAEGRYIPFVAIPTTSGTGSEVTSFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHAIEAVVATGANHFTDAFAEKALALAFAFLPRCFANGDDIEARDAMHQASCLAGLAFSA
AGLGINHSLAHALGGRLHVVHGRVNAVLMPLVIAWNAEEPEAAERYARIARLIGLDVPSTRAGVGALIHEIQGLNARFGI
PSSLRGLGTDMEEFSHARSQIAAAALADACTTSNPRKPSQADLDALLMQVGG
>OLS46256.1 ethanolamine utilization protein EutM [Rhodovulum sulfidophilum]AB26
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVASVHVIPRP
HTEVERILPHPAPAAE
>OLS46257.1 microcompartment protein PduB [Rhodovulum sulfidophilum]AB26
MKDDLVEQLMGEVIRKMGGSDSSSSSEPQPQAKAAPAKAPKACQLTEFVGTAIGDTIGVVIANVDPALHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASFALNKAFGAPVGQAFGITVGSPAAIGVLMADTAAKAATVDAVGYATPGNGGTSYSNEVIYMFSGDSGA
VRQSIHAARDVGKQLLSTLDPTTELKSTTTPYI
>OLS46258.1 hypothetical protein BV509_19160 [Rhodovulum sulfidophilum]AB26
MTVMTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAVAAERVNRVVSTQV
IARPARDVSLLVDSPATVGVVPAEPVPEPAAGTAAASEPAAEVEAGTASAAEAASEVPAPAEAVSHTDEDAEASSDAAGT
PASDETPAPAEPADPESAAADMPAAKPDAGDETQSTETPSEAAAAPAPSEAAAGPSGETAATGAGASGAGRRNRRRPGPA
GKPGGKGR
>OLS46259.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB26
MQVTGNMIDRIVAEVLAQGRAAAKEAAAPTAAAGPEADPALVPIGVSNRHIHLSRQDMDALFGPGAMLTRKKAMKQPGQY
AAEETVIIRGAKGEIGKVRVLGPLRKDTQVEISIADGFVLGVKPPLRMSGKLGDTPGIEIVGPQGTVRKDSGVIAAMRHI
HMLPETAARLGLANGDEVSVLVGGPRGGIMHHVVIRAAEASATEMHIDVEEANAFGLRNDDLVRILRD
>OLS46260.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB26
MSTDRTLRDFAELIRSGSVVPAEAWAKGPLKVGVDLGTANLVLAVLDASNRPVAGITHHSTVVRDGIVVDYIGAVRAVTA
MKAELEKRIGRPLLKAAAAIPPGVHPGSTKAIGNVVEAADFELAEIVDEPAAAARFLGVSDGAVVDVGGGTTGISVLKDG
KVLASFDEATGGTHMTLVLAGARGLPFDEAEAEKLDPANERMVFAVVRPVVEKMASIVERFLRAHPDVDTVHVVGGACTF
SEFESVFAKQTGRRIVKPAEPLLVTPLGIAMFPLATGDK
>OLS46261.1 hypothetical protein BV509_19175 [Rhodovulum sulfidophilum]AB26
MDRSALDTLLNRALLDLLSDRIVARLKARERSALLLFSGTDLGLDPALKSLSKLTDAGWSFEIRRTPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGALGRNGLVVVPALSVALAARASLGMAEDEVSSLLTGALERGRRVVVARDGVCPASRERNA
RGLTGNAAFREMLAGHLVRLESYGVELAWAAKLGDAIASPRPGDRGPGPGRRTATPSVPGSRVFGRSAAQTLDSTELRIG
SDVLITPLAAEELRARHVRVVRV
>OLS46262.1 ethanolamine utilization protein EutN [Rhodovulum sulfidophilum]AB26
MHLGRVIGTVVSTSKDPSLVGSKLLIVARLTPQLDPTGFTEIAVDTVGAGYGETVIVSKGSGARMAGTLGKSVSDASIVG
IVDTVETH
>OLS46263.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB26
MNDKDISDAVAQVLNGYGSAAANIGAGTPPAQPKSGKPMSDLVAQILAETGSAPAAAEAAQPDHVPGSKRCCWSKAHPSD
DPLDDIVNGLVARALGDKQPCTVCPHSAGSEAVAVSDEEATTLGDGVFATMDEAVAAAELAQRQYLFCTMAARKRFTDGI
REVILSNGTLERISHMAANDTGMGNAAHKIIKNRLACEKTPGIEDLTTEALSGDEGLTLVEYSPFGVIGAICPTTNPTET
IICNAIGMLAAGNAAVFSPHPRAKKVSLLVVKLINRKLATLGAPANLVVTVQDPSIDNTNAMMAHPKVRMLVATGGPGIV
KTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADYLISEMQKCGAYLIKDPAV
IKQLEGVVINQKGGPQTSCVGKSAAHLLGLIGITVGEDVKVILTEADKDHVFVQEELMMPILPVVRAPSVDDAIDLAVEL
EHGNRHTAMMHSNNVRKLTKMAKLIQTTIFVKNGPSYAGLGVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNV
R
>OLS46264.1 hypothetical protein BV509_19195 [Rhodovulum sulfidophilum]AB26
MNTRIINAPQENIMDMLTRRIAPHTRKWIEANPISAMGLVQTSVPDLFYFADVAGKAANVYTVELFGSCPQTTTTLAILG
ETSAVRAAMAAIEAAQGPAF
>OLS46265.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB26
MSDIDFDKEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQSPEPELFFRASSCIKCGQCVPVCPTQALAPTN
PGFVDRDKCVKCGTCAGVCPTQALTISGKKMTVAQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHQFAKHLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKAIDPQVHVAQTGVENRIILENALCISSLTHTVVRIPVVPGVNDTVEAAEA
VACFAKLMPGVDTVHLLPYHSFGENKYALLGRSYPMGNTPNMKPEEVAPLVEKIESHGLKCVIGG
>OLS46266.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB26
MSYTSSESVTEGHPDKVCDQISDAILDAYLTRDPMARVAAEVLASGNTLHIAGEITSTAHVDVAAVARGVLRRIGYDDPD
LGFDAEGCFILTDLHEQSPDIAMGVSRDAELGAGDQGIFYGFACDETPTLMPAAIHYAHRLTETLAEVRHSGRLPWLRPD
GKAQVTFENDADGRPAILRSLVLSAQHDPCVTREDMLRGLIEEVVAPVMGYWLRADTRVLINPTGRFVLGGPAADTGLTG
RKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCETDPD
KLEKAVRSVFPLSVAGMIETLELRRPIFERTAAYGHFGRDTEGFPWERTDRAVALQKACN
>OLS46267.1 histidine kinase [Rhodovulum sulfidophilum]AB26
MSVDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKMRPGEMAPDLVDLSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKRRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAAQTENTVHAFAD
MMRYILKKSGTQFVPLATEVDHVKNYLFLLRLRLGDRFTFSIDLPADLAEVTCPFMVLQPIVENCMNYAIEPRESGGLID
ITAYRDGHDVIVDIVDNGDGIPTERRIQVLAGVADRSGRKSIGLHNVDSRMRHYFGDGHGLEIVSPFRGGRGTLVRLRLP
TDFDEAAV
>OLS46268.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB26
MFDIAIIEDEELERRALRSILEKNLDGARIVGEARNGTEAMALIDGQHIDLMLIDIKIPRPNGLEIIQSVRDRGLATKVL
ILTAYDYFEIMQTAIHLKADNFLLKPIRTDDLLKAVHECLATHEPMAARAAESWTVTAPAPDAIRVPEPPVGDRIAGLVD
HSAYRECLALVRRHLEAIYAQREAPPRRAVLEFLRIMLQVVEARGLALPPTLARQVETLESQRLDLHSHFQVQEVLCQLT
DVLFEASESGGAHASGRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKTQRIERAKELLQDS
DLPITNVSLDLSFQDANYFCKAFKKEVGLSPSEYRRRFR
>OLS46269.1 hypothetical protein BV509_19220 [Rhodovulum sulfidophilum]AB26
MKLVSNGALVGALLTALCPLLAPPVAQAATLDWQTLSGQAPKVIGHRGAPNYLAENSLPGYELAGDLGADMVETDVQVSK
DGELIVMHDGTLERTTDIAARFPPRNGGYRVADFTLAEIKQLTLLPTGSASYSHPGFTPTTDFSVPTLGEFLDTVNAYNA
THGTDLGVLTELKSSYTPEVNAKVVAEMLDKGFGETGSNGAVQSFSVANVREMSALFDAAGADVYVDLLGYGGVQTAEGW
ALGLNGSGTSYELLSELAGYADAVASSYSYITEDFVAAVHAAGLEIYAWTLRPTDEASAAALLADFLAWGVDGFITDNAD
YVNAALANSGYDVAPAPVPLPAALPMLLAGMAALGGLARRRRPALAA
>OLS46270.1 hypothetical protein BV509_19225 [Rhodovulum sulfidophilum]AB26
MFTALFRSLFAPVLRRALPAVLPAVLLGALASPVAAASLIVNGTFDNTTDGWEGTYRLRSTDPWIDTGSYFFAGPGTFSA
ISQTYSLTGDDLSRLGTTGLDYTMSADLFGWHTQEDRGVMSVFFFGADDTQLGSDALLSSTLYSGSWDTRITAGGKYYQE
TSGAVPLGTAYLTFVLSSTRISGGTNNDGYIDNAYFAFADPIAPAPVPLPASALMLLSGLAGVAGLRRRSAKKPA
>OLS46271.1 acetamidase [Rhodovulum sulfidophilum]AB26
MADGSRTGGACRSLVVNGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPNLRGGHEVTRPVAVEGAEPGDAIAI
RIRDITVTSVATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHVEGIGQEAVRCNVCGNAVTPFAIVHGYTVTFDDTR
SVGLTLPKAAAETIARDANHYAALPDASRQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALSPEELAEHKTDGHMDIDAVRPGAILVCPVKVKGAGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKGYPIDG
PVLFPLAEDLPPMARPFTAEEKARGERLARRWDVAALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLPVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAAGLGDYAREQYGL
>OLS46272.1 hypothetical protein BV509_19235 [Rhodovulum sulfidophilum]AB26
MIRFLGALAARGRYLLVAGLATGVLLPPLAQAMRPWLPEMVAGLMFLAALRIGPRQALGAVRDLPRVLALALLLQLALPL
AVAGGAAALGLGGTAVATALILMAAASPIAGAPSLTVLSGGDPAPALRLLIVATALLPVTVLPVFLLAGGLGSPAAVLAA
AGRLLAVILLAAGAAFLLRATWLRAPRPETISALDGLSALAMAIVVIGLMAEAGPTLLSRPTELAGWLAVALAANLGVQI
VADRLLARGPLRDQRLPLSVAAGNRNIALFLVALPPETTDPLLLFIACYQVPMYLTPLLRRRRGG
>OLS46273.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MEQLAPIAIFLFVLFLLLGSGVWVGLALMGVAYVGMELFTARPAGDAMITRIWAASSSWTLTALPLFIWMGEILYRTRLS
EDMFRGLAPWMARLPGGLIHTNIVGCTVFAAVSGSSAATLTTVGRMSIPELRRRGYPEKMVIGTLAGAATLGLMIPPSLT
LIVYGVTINESITRLFMAGVVPGLVLAAMFMAYVALAARFSKSSAPTPEPALSLIERLKVSRHLLPVLCLIVVVIGSMYL
GYATATEAAAFGVLGSLALAAAQGSLSAASFGASLMGAVRTSAMIALILAGAAFLSLSMGFTGIPRGLADLIAGLDLSRV
QLILALLVFYIVLGCFLDGISSVVLTMAVVEPMIRAAGIDLIWFGIFIVVVVEMAQITPPIGFNLFVLQGMTGHGMGFIA
RAALPMFLIMVVMVFVLIAVPGLATWLPDSLRQRPGG
>OLS46274.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MARAAAGLRALRRLLDALYMAGGVIAAGFLLAILGLIVAQMVARWTGHVVPGASDYAGYCMAAASFFAFAHALDRGAHIR
VGLLLTVLGRHRRWAEIWAMAVGAVTATFFARYAVKGTYWSWKLGDVSQGLDRTPLWIPQLSMAAGTVLLAICFWDHLIR
LIATGHDGIRAERPGDSPAGPR
>OLS46275.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKMLTTALAAATLCAMSTATTAETWDMPMAYAASNFHSEVGADFARCVGEATGGALEIVTHPSGALFGGAEIKRAVQTGQ
ANIGERLLSAHENENPLFGVDSIPFLVSSFDEHERLWAIAEPKVAAALAEDNLHYLYSVPWPPQGLYLNKPAETVDDLKG
VKFRSYSAATARMAELTGMIPVQVEAAELSQALATGVAESFVSSGATGYDRKVWEHLSHFYEVDAWLPRNAVFANLDAWT
GLDEATRSEVSDCAAKAQAEGLDRSKAYTAVTVEGLKEGGMTVGRAPEGLVEGLKAIGETMTAEWLDRAGDEGRAIVEAY
RQGM
>OLS46276.1 hypothetical protein BV509_19255 [Rhodovulum sulfidophilum]AB26
MAATTQKKYEDRIPEHQREAIESKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLVENLGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAATFGWVLHAGTIYEPEL
RNAVVTLSDHATSYGWWETAVRGIGAGWLIAALVWVKPNARNSELFLIVLVTYLIALADFSHVVAGTTEAAVMVYSGGMS
VAAALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDTAPERARRR
>OLS46277.1 hypothetical protein BV509_19260 [Rhodovulum sulfidophilum]AB26
MILDDQSEVTDFLRSQPCGPGREGETVREIETHISRIFLAGDRAFKLKRAVRLPYADFSTPQIRLETCEKEFALNRPTAP
GIYLGVRRITRQAGGLAFDGDGPLVDAVVEMTRFDQDDILDRVAAAGGLTEAHAESLARTVAAMHARAPVVRRPGGGALM
EGVLDINRAGFATSRVFAPEKVAALDEAFRRAFRRHRGQLDRRGARGLVRLCHGDLHLANIVLHEGRPEVFDAIDFNDGL
ATVDVAYDLAFLLMDLWHRGLPDLANRVANRYFDTAGAEDAQGLLPFLMAVRAEVRAHVTATAATDDPDRAAAAQGYFDL
ACDLLAPEPGRVVVLGGLSGSGKTTLAERIAPHLGPAPGARIVESDRTRKAMFGVEATEHLPQEAYAPGVSDDVYARIAA
RARALAEGGATVVVGAVFDSAAHRAELDRRLAGLRVDAVWLEAAPDQLRDRIATRGASASDATLDVLETQLSHGPGRIGW
PRIDVNGTLEATLARLCARLS
>OLS46278.1 methylglyoxal synthase [Rhodovulum sulfidophilum]AB26
MAFDFILMLTENDRTIPDARARLDEALEGGVRHIGFKDVGLPVADLCGLAAAIRAAGARSYLEVVSLDRDSELASARAAA
ALDVDCLLGGTRAAEVTAVTRDHPLRYYPFPGVVTGHPSVLQGPAAAIVDSARAIADLEHVHGLDLLAYRFAGDVPGLMA
AVCAAVAKPVIVAGSIDRAARIEAAAEAGTAGFTVGTAALAGAFPAEAAGFAGQVRAILALAARARAQSPAPRRLALVAH
DARKAQLRAWIGRHARALAGHRLICTGGTGAMVAASLPGLSVQRLQRGARGGDQQLGALIATGELDAVIFFADPLSHPGD
VDLQALTRLAILHDTPLALSPGAADALVAALLPGQAPS
>OLS46279.1 hypothetical protein BV509_19270 [Rhodovulum sulfidophilum]AB26
MARVLIVSSYVASGHVGLSASGAVLQALGHDVTGLPTVVLSNHLGWAHVAGGPLPVSQLRDMAGALRANGLLEDHDAVLV
GYLPSPDHVAFAADLVAEMRAMDPAPRIVVDPILGDAPGGLYVPEAVARAVRERLVPLADTLTPNHFELGWLTGRALPDL
AATLEAAGPLAPEVLVTSPPLGAEVTGLLAVRGRRSALFRTLRRGGVPHGVGDSFAAMIAAGMAPGEALGRLDALVLCSI
GAPHLAIATSAPRWVAAPAIGPESQV
>OLS46280.1 hypothetical protein BV509_19275 [Rhodovulum sulfidophilum]AB26
MTAALDMHSPTPPEGQMEELRPGTDLLRGQYRIDRFLNSGGFGLTYLARDSLGRRVVIKECFPDTLCTRSGLDVQARSRA
HGPEFEAIVELFIDEAHRLAWLDHPNIVGVHQVFTDNSTAYMALDFVDGKTLLEIIEDARERPSPAQIEDMLRKLLDAVA
FVHDRSLLHRDISPDNILIQRDGNPVLIDFGAARERATRTSRVLSRMQVVKDGYSPQEFYVAGIRQGPASDLYGLAASFH
HLIAGTAPPNSQIRTAALAAGDPDPYQPLAGRIDDLPLALLASIDLALNVIPRDRPQSARDWLALLDAAPPQPAAGPAPA
EASDSVLDSATRSVISRLVDETNRAVAEARRLAEEEARSRGPAEPPRPPARRRPFAWRTLDDEDEATAKDPGPATPTPDR
APDPLPAEPNASPGSAPAARPVRRLAASAPQAAPQTARADASAEPDPAPEGAAPPPGSGLLGRFASGALTRRTRTRP
>OLS46281.1 hypothetical protein BV509_19280 [Rhodovulum sulfidophilum]AB26
MDFLRPKPEAEDGPAIRREAGLLGAPDPWGSDLDTDAPIFGTVIPESRLESGLTDRAAPPEGIPPRGSDRPMTRLHSMVE
PPVPHDPQPRSLPPTGPADRTADPADLSALAMAAPAAPQGPRVRTRFLGFGAPEAETADPFAGHRLAPAKAETPADRPDL
RRFPVGWLVVTAGPGRGAHFTLFSGVSQIGRGPDQAVRLDFGDTAISRSGHALLAYDDEQGLFYLGSGGKANIVRLNGRP
LLSTEELSHEDEIRLGETRLRFIALCGPGFAWNAPQTGPDADARTR
>OLS46282.1 hypothetical protein BV509_19285 [Rhodovulum sulfidophilum]AB26
MPAHADLRLDTASGIAQGRRAHQEDTIVSDFPIGGRVGLVVLADGMGGHAAGDVASQIAVTEVFRALKCGAGDPDRVLAH
APRLLRRAADTANTSIAVHIRRHAETCGMGTTLIAAIVAGDRLFWLSVGDSPLLLLRDGALQRINKDHSLAPQIDGMARI
GLLTPEEARRHPDRNCLTSAICGTEITQIDCPETPLELAKGDILVAASDGLAYIGLDRIRAIFEENRTRSSAEIADALFR
AIEDVADPEQDNVCFSVIRVLCAAGQPTVQAHPPLRLLGAPAKTGPRPDCPCATAPRSRFGALAARWLPGHRGGLS
>OLS46283.1 hypothetical protein BV509_19290 [Rhodovulum sulfidophilum]AB26
MSDAPEDDLIARIDAVLAAGTLPDPGRRQGMRLRQRLSQPVRVAVAGPARTGKSSLIALLAGWDADAGPVADAPPAGIPS
DLFDRMLLLECPLAPDETLPCGAGMPDIVLWTSQSFEAPESAAWARVPESLKDHSFLVLTKADLLIREAVLHDRLDRLRP
LVGVEFHALFPLATTEALAADRGPVPCMPAEHGPSGAKALFAALERMLRQGLDADRDLAETFLHRYGSHGRFAGPGPRRG
QPATGTPSPSPRPGPPSPPGPTPSDAAPTRRSAGADDRTLCERGLAVLARATAALPERVERRDGIAGVLAICADTALGLT
DLLGEVRDVCPDLDEDILDASEMLQLLAVEDDPAAAADAVTLLLQLRRGFETRLSA
>OLS46284.1 hypothetical protein BV509_19305 [Rhodovulum sulfidophilum]AB26
MPLTVTIQALRRAIPDCRVIAFVDLSARLVLRAEAEHSQPQEFYDALCLRGALLLGGQAAAASTEVFGTDQAPPEAVLLH
EGRFELFVRAPRAPDEALCAVIGGEADIAAALAAMRATMAEIVEIVDAAPPAAAAGGSQDRGR
>OLS46285.1 hypothetical protein BV509_19310 [Rhodovulum sulfidophilum]AB26
MPRPRPLRLAGRRTGAAEMAGLERLNAALAKLRGAEAAAERTVPGGVDGIVEVLLTEISETILPREMTIGDGAGQEIRLL
AARRRLLRVGRTGPVTADAAPIPAEPPEATGDPAEPLIAAFHGRVRPFVAKAAELSVAASRPPYRVDPTEAGCSVEALRA
AADRGWTAPAASAPAPEPLPDQAGETATPPPDPVGTCLARATAGLRLREGQIVAMQGDAEFAHRLTGFTGLGLGAMTKAA
GDGPGTTCAILRAPAPSNLLLVRVAHGRDAALFLSPSEELPAILALCRATGPATRSAPLDRAGSPD
>OLS46286.1 hypothetical protein BV509_19315 [Rhodovulum sulfidophilum]AB26
MTRPTLCLGLGLAALSPLPALAQEVQSSLMLDEITASASLTPIATNRTGATVETLESGEIAAGGQNLGQTLATLPGVSIT
QNGGLGQTATLRIRGLGNGYIATRIDGMDFADPSGTPAALDFGTLTAGLPSRIEVLKGSQSALFGANAIAGVVDITTWRP
EKLGFSGRATVETGTYGSYSAGLSLGQKTERGEVSATISHVETDGFSTLSGNNEADGFDEDSVSLNAAYDLTDTLRLGFS
GFYSDGNSDYDSDATDTNPITRSEATRKGLRAFAQFAIGTVDNELSLARTQTERSYRSSFGTSSYDGTSRAASYLGTASL
AAGTDLSFGADWKQDEAKLDGETYSVINRALFAELRQAATDDIDLSLSLRYDNYSSFDDQVTGRAALAWRLQPDLIFRTS
LGTGYRVPALYELYGTITGDTVGNPDLNPETSTSFDIGLEKRLSGDGFLKATAFFAEIDDKIDYGAADPAICSYAWGCYR
QLDGTTRSQGLELSGRHEMTSAIALYGSYTYTDVRWKGDRLDRVPLHDLLLGVSSEVTPRLTADVSYQYLAGRLDPYGSL
PDAGLAAAQITYALGDGTEAYARVENLFDEEFYSAVAYGGAYHYNTTGRALYVGLRASF
>OLS46287.1 hypothetical protein BV509_19320 [Rhodovulum sulfidophilum]AB26
MWGCVPPSSAIGLAAALALAGAAVLADPPARVVSMNLCTDQLAMLVAAPGQLVSISDLAANPMNSAMPEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATVAMLERLGIRVARIGLTTRLDEVPERLREAGRLLGREARAEALAQTFLRDLARLTRSG
PPRPLAAFFYANGYTQGKGTLSDDILTHAGFSNLAGSGQAARGRSGGFDLALEELVMADPDLLILSRPYPKTSRAEEILA
HPALRALPAAAAPALSGPDWVCGTPLVLDALAEMTRRRDALTAPPGQN
>OLS46288.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB26
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGIEPLTDMNPVLLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESYHRLAAGRDLIIVEGAGSPAEVNLRAGDIANMGFAQAANVPV
VLIGDIDRGGVIAQIVGTRAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIADRTGWPGFGVIPWFPDACRLPAEDAVD
LGGAGRGAFHVVCPMLSRIANFDDLDPLKLEPGIRLTMIPPGRALPGDADLVILPGTKSTRGDLAFLRAQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPHGLEGPPGLTEGLGLLEVETVMHADKTLTRVAATHAATGAAFSGYEIHIGATDGPDR
ARPFAHVAGRAEGAVSADGRVAGSYLHGLFSEDGFRRAWLARLGVETGTEGYGQAVEDTLDALASHLEAHLDIDALFTLA
GVVPGN
>OLS46289.1 hypothetical protein BV509_19335 [Rhodovulum sulfidophilum]AB26
MAEINHYTVKSPKAFVVKRARGLPNRTDRAVDLGHWLERNFNTVEDRSIAAMAPATAAVRARLTALPGLAALQEATLDWH
RAEAARQIATPERHAFYSQLVLAGGSRALPPDRAAAMYALYPRGAGEALSRWPPVPRSCPSR
>OLS46290.1 hypothetical protein BV509_19340 [Rhodovulum sulfidophilum]AB26
MLAGTAPPGAVGPAGETTATTLRTVAGATLLTLTCGSDEGPVPLTLDGGAVMPDPRPARTHLFAGLNVLVALRNGETADE
AADGAADGPPDWLAFHRRPPRSFRPR
>OLS46291.1 hypothetical protein BV509_19345 [Rhodovulum sulfidophilum]AB26
MAPQRRQRARGPGGLEDSGAVRGGAQQVAKVERGDRVCPGQPGMAQPFVQMPLAQRRPPAVGGGRGHAGLARGLGDIERM
AFGGRAGAAKRMIEADQQHPGQPVEPGAKDGQRLGEPVGLGAGRGALDDQRGLKLLGGRR
>OLS46292.1 hypothetical protein BV509_19350 [Rhodovulum sulfidophilum]AB26
MAEFAGDRIGQRERGRKACPGHDPADRMAAMAHADAKEKTASAVASPARCARRGRLSGIWAGTTHQRRSPRGRSNWRHP
>OLS46293.1 hypothetical protein BV509_19360 [Rhodovulum sulfidophilum]AB26
MPLAWVGTLWIGPALGWLERLCLTSFVDLGHEVTVFGYAPIEGLLPGMRFERAEEGFATDRMLCHAKSGSPALLSDRFRY
RLLAECPGMIWADTDA
>OLS46294.1 hypothetical protein BV509_19365 [Rhodovulum sulfidophilum]AB26
MAGGEGRDHRFGHAIGDKEGAGAGRIGKARAGILQAEMAGLGRFDVDQVKRAAEAAIQE
>OLS46295.1 hypothetical protein BV509_19370 [Rhodovulum sulfidophilum]AB26
MPRGPALVVSFDNLELALEKREGRRPRGFDVIARNGWSMLGVMTVGWTWFRAPAVAGEFGRLATSGFFARLERVVFCGAS
MGGYGAAAYSAAVPGATVVAISPQSTLDPRLVPWETRYGRVARTRNFTGRYGHAAEASRAAAAGTAPPRVAIRRLPQDAG
PA
>OLS46296.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MAFKATLLAAGAALALAGSAAADPVKVGMITTLSGGGASLGIDTRDGFMLAVEAAANPELTVVIEDDQQKPEIAVQLADK
LIQSDKVDVLTGIVWSNLAMAVVPAATAQGKTYLSTNAAPSQLAGKGCNPGYFSVSYQNDNLHEAAGAYAATAGIKRAFI
MAPNYPAGKDSLSGFKRFYEGEVVSEVYTQLGQTDYAGEIAQIRASGADGVFIFLPGGMGISFVKQYADSGVGLPLIGPA
FSFDQSILQAMGDAAVGVLNGANWSPDLDTAANATFVESFRAAYGRLPSVYAAYGYDTANLLLSAMAKAPVSETEAFRAA
LKEADFASVRGKFSFAPSNHPIQDLYVREVVKEGDIYTNKIVGTAMTDRGNPYEDACKM
>OLS46297.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRREPLLNALILLALLAVPLAAQALDEPFLVTLATKAAILALAGVGLNLALGLGGMVSLGHAAFFGIGGYAMAVLAAPVQ
AYEPLMTWPMDLPGTKSMPAIWLAAMAAGALAALVIGALSLRTGGVYFIMITLAFAQMLYYFAVSWPAYGGEDGISIYIR
NGFPGLDTLDPLQFFGLCLGVLLLALGAMHLIARSRFGLALDGARQNPERVAALGLRPARLKLIAFVVSGAVTALAGALF
ADLNRFVSPSMLHWQTSGEIMVFVILGGAGRLFGPVAGAAIFVLLEHLLGGVSDYWKLFLGLALLGIVLFARGGLIGALA
GRAVAHD
>OLS46298.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTEPVLDVQDLHLAFGALKATDGVSLTLRRGEIHALIGPNGAGKSTLIGLIAGTLRPDAGQVRLNGRDVTGLDASARARA
GLARTFQVTTLAPELTVLQNAMLAVAGASGAPYRFLRPALSDPALVERASGYVARVGLAGRRAVRAGDLAHGERRRLDLA
MALALAPRAFVLDEPMAGMGPDGAREMTALLDLLKREAPILLVEHDMDAVFRLADRISVLVSGRIIASGPVEAVRADKEV
QRAYLGEERLT
>OLS46299.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MTLLQLEGVTAFYGPAQALFGVDFCLAEGEVVALMGRNGMGKSTTIRSICRLSPHRGGSIRFAGQDLAGMPAHRAARLGL
GLVPEGRRVFRGLSVEENLIAAARPGIWDLARVAGLFPRLAERRRQEAGSLSGGEQQMLAIGRALMTNPRLLLLDEATEG
LAPLIRAEIWAAIRQLKAETGLAILVVDKSLTELVRIADRAVILEKGASVWTGPADGLTPALVDRYLGV
>OLS46300.1 mannosyl-3-phosphoglycerate phosphatase [Rhodovulum sulfidophilum]AB26
MPMPRPVLLIFTDLDGTLLDHETYSHEAAAPALEALRGAGVPVILASSKTAAEIAPLRTELGLSAHPAIVENGAGILEPG
AEAPRTGGRYRALRTALDQVPAPLRQRFRGFGDGGADWIADATGLAPGAAALAAQRLYSEPGIWSGSETEKTEFLAALRA
QGVSGREGGRFLTLSFGASKAGQMAEIAARYSTPYVVALGDAPNDREMLEQADQGFIIANPHRAPMPPLDGEETGRIQRI
AAAGPKGWNQAVLQVIADFGI
>OLS46301.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MADFHQNGNVATLHNLRSAPAELLVHELTTFAQTRKISLILPSLFSELEGDALPKILDELAEVPFLHRIVIGLDQADEAQ
FAHALRFFGRLPQNHVVIWQDSPRMQAIHARLDVHNLTPGDPGKGRNVWFCMGYLMACKDSAVMALHDCDIVTYTREMLA
RLVYPVANPNFPYQLAKGFYPRIGEGKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTAPLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSPEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIEMFAQNITEAGRVFLDNPAETPFIPTWNRVHSADPTLMDDMLAAVAA
DAADFGPSGD
>OLS46302.1 ADP-ribose pyrophosphatase [Rhodovulum sulfidophilum]AB26
MSAEGQRPLVAVLAVVIRAGQVLLVRRANPPDAGFWGFPGGKVEFAEPLLAAAARELFEETGIRAEPQAVLTALDALDRG
PDGQVLGHFVLVAVRCLWQSGAPVAADDALEARWVALDELEALAPQSADVTRVARLAAG
>OLS46303.1 alpha-amylase [Rhodovulum sulfidophilum]AB26
MTDTTQTLRIKLAGLVGRIYPDQDRELLIDRIVEAFWPEGARPRRRARMPSNRLWSSEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLEGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIQRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVDNGVRIVRLDA
VAFLWKEPGTPSIHMPQTHAIVQLMRVLCDFAVEPVVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLILHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAIRSFGGEVSMRTTLGGGEAAYELNITWFEAM
KGTFAGEDQWQVDRFLCSQTIVMALEGIPAFYVHSLLATPNDHAGVEKTGVKRAINRHRWDYPALLALLDDPSSLQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLDHRLFGLWRQSLERDQSVFALHNVSAEDLSVSPMAINLIGGEDWVDLLSGERI
SPTGTEIPFAPYQCRWISNRDGAGPGAG
>OLS46304.1 glycerate kinase [Rhodovulum sulfidophilum]AB26
MTVSLSVDPTEPSGFLRALFDLAVAAADPMRIVPPALPPRPAGRVVVVGAGKASARMAEAVEAAWGPCEGLVITRYGHGR
PCAGVEIVEAAHPVPDAAGEVATRRVMRLLDGLGEEDLVLALISGGGSALLVQPAGQITLEEKRLVTSGLLASGAPIGEI
NGIRKEISAVKGGRLAAAAFPARVLGLLISDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQSFLEAGGDP
VRPDDPRLGRVENLVIAAPARSLEAAAEAARDAGSAVEILGDALEGEARDLAETHAALALARQAAMAPGDPPLLLLSGGE
CTVTRRGDGVGGPNAEYALALAVALGGAPGIDAIACDTDGVDGAAEVAGAVIGPDTLAEAAVLGLDPAAALAANDSHGFF
AALGAQVAPGPTLTNVNDFRAILIRPKP
>OLS46305.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIASACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGVTLADLVAGNRDLEEALALAS
>OLS46306.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB26
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPETAWGPTWAFALVFVAVGVGRAMLDHQAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALTPFLTRYAPAKRRSTFVPLVILGVTFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVDSFRSAADRLRRRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELTFGAWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEAQEETTF
LGLGASARPLETADALSVRGLAYRPPGGRLIRFPDFDLGVGETLAITGPSGIGKSSLLRLIAGMAIPAEGEIRIGDTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGHELPLDTALELAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAAGGVALIVATHDPALAARMDRQIAIRPEHAA
>OLS46307.1 hypothetical protein BV509_19440 [Rhodovulum sulfidophilum]AB26
MRDILQILRLTWRAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSASVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVTLYVAAFPLLWWL
TDLTLALWILASFTLGCGMVLVWAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRENL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRGLADLGRMLDAARRVTRL
LPDEAAVGVPARPASASAPEAASPALEMTDIAYRHPGAEAPVLQGFSLTLAPGACVALTGASGSGKSTVLALAAGLIQPE
AGTIRLAGRPIDELSETRLRAEMTYLPQRSMLLGQSFFDMLALADPDLDEREALDLLEAVALSATVAARGGLHAALKENG
AGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPETAILTASHRKAERDWADRLIAMT
>OLS46308.1 cytochrome d terminal oxidase subunit 1 [Rhodovulum sulfidophilum]AB26
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSIIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWDKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFEVMFNEVAQAKFVHTVSAGYVTASVFVLGVSAWYLLKGRHVELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHEAPAPFNLFGIPDQADRETKYAIEVPVVMGLIGSRSLTEELPGINQLVDEAEVRIR
NGLIAYDALMQIRAERGAAAPELTAQFEQHSADLGFAFLLKRYLDDPRLATDDQIAMAAQDTVPGVLPLFWAFRVMVILG
FGFIALMLFFFIRANFYGMRFPRWALRTAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSQLSVAQVAFTLAG
FITFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGFEPAE
>OLS46309.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB26
MILHEFVDFEILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYIAMFLILAALILRPVGFKYRSKREDERWRAAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTEDLMS
IYEGSFFGLLNPYAILAGLVSVSMLVMHGAAWLQLKTEGMVADRARTFGAWAAIATILTYALAGLWLAGGIDAYSFAGAV
ATDGPSNPLMNEVVRGGSWMAAYEARPWIVVAPALGILGAALAFLGFRTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSIDPNSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDKSDSVY
>OLS46310.1 cyd operon protein YbgT [Rhodovulum sulfidophilum]AB26
MWYFAWILGLPLAALFAVVNAMWLELNADRTMMDGKPRHDR
>OLS46311.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MSTTAETQPGSHESRLAHFPVTFFATVMGMMGLTLAWHAGEQALGLGLPVSHYLLFASSALLAAVAALYATKLLTRFPMA
AAEWHHPVRLAFFPTASISLILLSVALLGQYPALAEPVWIAGTALQGLLSLLVIAGWIGHRPFQPIHLNAAWFIPPVGNI
LVPIAGVPLGHPDISWLFFSGGALFWIVLLTMVMNRLTFHDPLPSRLQPTLVILIAPPAVGFISWMRLNGGLDSLAMFFL
NAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYATTTGSAVHLWLGGGLLAFLSVVIAGLVGRTLLAIAR
NEICQPE
>OLS46312.1 hypothetical protein BV509_19465 [Rhodovulum sulfidophilum]AB26
MLDDFLVRAALAGIAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSLSIFAGTLGAALAMALAVTSLSGRRL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRTDLAVIWAGALAVVALIGWRWRALLTVTVSEELAAA
SGIDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWARTPEAMALIASGIGAAAALAGLWGSYQFDTPAG
PSIVVAASCAFALSLAAPRRG
>OLS46313.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]AB26
MTLVAARGLTVRYGGVAALTGVDFEIGPGEIVTLVGPNGSGKSTLLRAVLGAVRPTAGAVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPNRHGAAEVAAMLDRVGAAGLETRQLTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIVDLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPYVVTAAPEYRALFGHGTHGTMALYQHEHDHAHDGCGH
DAAAGAEAHPHAHGAKPEAADA
>OLS46314.1 Fur family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MRIDAERVFSAHDHAACRRATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLVHRIRRLNAFAACMRPGEPHRPAFLICDTCQAVAEAPGTGVADAMLAAAGAVGFEIERMSLEAVGRCPACREA
RA
>OLS46315.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB26
MFVVPESEIAGLVSAAQCFEAVEAVFSAMARNEACNFPVIREAIGHADALYGFKSGFDRAGKVLGLKSGGYWPGNAERGL
TNHQSTVVLFDPDTGRPAALVGGNLLTALRTAAASAVSIRHLARSDSRVLGLLGAGHQSAFQMRAAVAERPFEKVVGWNY
HPEMLPRLAETAAGLGLPFEAVSLEDLGAHADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDAAIFARARVF
TDEVAQSVEIGEAQHAVAAGLIGAGDIVQIGEVINGTAPGRQSEDDITLFDGTGVGLQDLAVAARAVAAARAKGVAVEVD
L
>OLS46316.1 alanine racemase [Rhodovulum sulfidophilum]AB26
MKDVTEFDGLEVGYDIPALPGMAEAEIQTPCLVLDLDALERNIQKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEAFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPANVAELSEAAERHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYLDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGNRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVVFG
REDVRYVKCSDEHGVIADPEGVLKVGDKLRLVPGHCDPTCNVHDWYVGVRNGTVECLWPVSARGKAY
>OLS46317.1 serine dehydratase [Rhodovulum sulfidophilum]AB26
MKDHGPLYIPTYDDVIRAHERIAPYIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDDERAAKGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECDPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQVRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFRAGHIVADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNREVFAGKRVGVIVTGGNVDLDRLPW
TV
>OLS46318.1 serine--glyoxylate aminotransferase [Rhodovulum sulfidophilum]AB26
MHALNPVFLPGPTNLPESLRRACDIPTMDHRSAAFGPILASAMAGVKQVLHLSEGEVAIFPATGTGGWEAAITNTLRPGD
KVLAARHGMFSRKWIDLCQRHGLDVEIVERPWGEGVPVEAFAAALAADKSHEIRAVLVTHNETATGVTSDVAAVRAVMTA
ARHPALLMVDGVSSIGSIDFRMDAWGVDLAVTGSQKGFMLPAGLAIVGIGPKALAAMETAGLPRCFFDIRDMLGGNYPYT
PPVGLINGLAVSTGLLLEEGMESVRARHHRIAEGVRRAVAAWGLTTCAARPELCSDTVTAIVTPDGVDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMTDLGLPVRLGSGVAAAQEHYRNSKTAPVRAAA
>OLS46319.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTQPRLRGRPRAFHDKTEQNTVRALDRAMGLLAALSETKGLTLSELAALTDQSPATVYRVLITLQGHDIVELEDEAQRWH
VGPGAFRIGSGFLRRTNVAERSRAAMQALMRATGETANLGVEDRDEVLFLTQVETHEAIRAFFPPGTRGPMHTSGIGKAL
LAHLPPVRVAAILKSKGLPGFTPLSITDEAALGEDLARTRARGYAIDDQERADGMRCIAAPIFNAHGEPVAGLSVSGPAF
RIPLEAAARIGTDVRAAADQVTAAIGGTVGFPTAGEKSA
>OLS46320.1 5-oxoprolinase [Rhodovulum sulfidophilum]AB26
MADGMWDFWIDRGGTFTDLVARGPDGRLVTRKLLSENPERYADAAVQGIRDLMDLGPDEPLPRGAIGAVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLDIRRPELLYEDVAEIRERLDAEGEVLVPLDEEAARKALEAARGKGIR
AVAIALMHGYLNPVHEDRLAEIARDIGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVRTAEAAGFDRLIGFDMGGTSTDVSHYAGAFERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVAAVRE
KFAALAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLSDTAGAEAALADLTARAEEAVACQGVARRAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQADFEEVHRARFGFASPERALIVDMLDVEAIGETGAAPAAMAPEARAEIADRVAVHLGGETVEVPLYARASLG
AGTRIEGPAIISEPTGTDMVEPGWAAEVDGLGNLILTRSAAAGRAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDARGDLVANAPHVPVHLGSMSDSIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLE
GEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDGGRLLEAEAEAVLRSGPWPCRNVRQNMADLKAQVA
ANETGRRALLEVVDRYGRDVVVAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVAVRVDRGAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIIAPEGCLLNPAYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFSIRKGSGGAGRWAGGE
GAIRRLRFLEPVTVTTLCSHRRIPPFGAAGGGDGAVGENWVEWADGRRERRAGNDEVALEAGTLFEIRTPGGGGWGRR
>OLS46321.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MAQDQTRHRLDALDRRILGELQADSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLQALLKRPEVLEAHRLAGEIDYILKVRVADATAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>OLS46322.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB26
MAAIELESLGKVYPGGVEAVKGVDLAIGDGEFVVLVGPSGCGKSTILRMIAGLERVSHGEIRIGGTRVNEREPAERDIAM
VFQTYALYPHMSVRQNLAYGLRNRRMPKAEIARRIATAARILQLSDLLDRKPRALSGGQRQRVAMGRAIVREPAAFLFDE
PLSNLDAKLRIHMRGEIKQLHRRLGTTSVYVTHDQLEAMTLADRLVVVNGGRIEQQGAPLDLYRHPATTFVAGFLGAPAM
NLFDATVEAGALRVGDAVLAPAVAHPGGAVTAGLRPEALRLSPDPGGAFHLDYVEELGGARLLHGRIGGQAAVAQTAAEA
PVADRMALVADLADLHLFDPVSGRRLD
>OLS46323.1 glycerol-3-phosphate transporter [Rhodovulum sulfidophilum]AB26
MVENRPVLTALAHAVLILGVLVVAFPVWLAFVASTHPSTTFLSGLVPLWPGDHWRETYGQMFGAGLSTSGAPPLGLMMGN
SLIMALSIALGKIAISILSAFAIVFFRFPFRHLAFWLIFVTLMLPVEVRIVPTFKVVADLGMLNSYAGLAVPLIASATAT
FLFRQVFLTIPDELVEAARIDGAGPLKFFRDILLPLSRTNMAALFVILFIYGWNQYIWPLIVTTDESLYTVVMGIKRMVD
VADAEPQWNYVMATATLAMLPPVLVVVAMQRLFVKGLIEQEK
>OLS46324.1 glycerol-3-phosphate transporter permease [Rhodovulum sulfidophilum]AB26
MQSRRATYRSPWLPYLLLAPQLLITFVFFLWPAGQAVRQSFLREDPFGLSTRFVGLDNYTRLFHDPGYLNSFKVTLVFSV
SVAALSIGLALLLAVSADRVIRGHRGYTTLLVWPYAVAPAVAGVLWWFMFNPTIGILPYLLDRLGYAWDDRLKPGDAMIL
VVLASAWKQISYNFLFFLAGLQAIPQSLREAAAIDGAGPVKRFVTIVFPLLSPTTFFLLVVNITYTMFETFAVIDATTGG
GPAQATNILVYKVYQDGFIGLNLGSSAAQSVVLMGIVMVLTFIQFRFIERRVQY
>OLS46325.1 sn-glycerol-3-phosphate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MTRILLTGAAALALTATAAAAKTQVTWWHAMGGELGSKLEQIVAGYNASQDTYEVVPVYKGDYTETMTAAIAAFRAGEQP
DIVQVFEVGTGTMMAAKGAIYPVYQLMQEAGASFDPKAYLPAVVGYYTDTDGNMLSMPFNSSTPILYYNKDIFAAAGLDP
ETAPATWADVEAMSKTILASGAARCGFTTGWISWVQLENLSAWHNQPIGTDENGFGSVEAKLTVDGPVQVRHWDNLARWQ
KEGVFKYGGPGGGSDAAPAFYAGECAMYMNSSASRAGVMANSQFPVGFGMMPYYDDVEGAPQNSIIGGATLWVLRGHSEE
EYKGVADFFSYLSSPEVQADWHQFSGYLPITQAAYDLGKAQGYYDQNPGADMGIREITLNPPTPNSKGLRFGNYVQIRTV
IDEEFQSLLAGKKSSQQALDAVVERGNALIEDFADAVN
>OLS46326.1 hypothetical protein BV509_19540 [Rhodovulum sulfidophilum]AB26
MRFSTSIRTAILAIVLLASAVMLGLIGLALHVDSLRDAAEEQISLIARKDRTLADVELGLLQARRAEKDFLLRHEDSFVD
KQTAALDEIARNTEAAEALGKRVGGLEASERDFVALTTAIRTYGEEFGRLVEIRRRLGYDEESGLQGQLRNAVHGIEARL
EEIGNPEMQVKMLMMRRHEKDFILRGDPKYLDRLNARVDEFHAFPDSLFADAAQRQEIDQLLATYQGAFTAFVEENLAEQ
TLRASLSAHYAEAEPILARLVATVRGRADEVNATAAIAKARAERLSNWIGASGLVVFVVLAIWLSFAISRPLRRIDIALR
QMMKGDYTPHIGTSRISETAAIAAAVDSFRHELAQKDRLDRDISEVIDACAAGDFSKRLPDPGEDSNSAVLVRGVNAIGD
AAQKGLGDVLIVLDTLSKGDLTVHMPSGHHGVFSEISESIDTLVSSLSSILRQLSASSDLLNSTARRIASASDEASHRGQ
NSAASLEETAAALQTLANNVRGAADSAKSAEQFVESARDRAENTRTVADKTVGAIRRIEESSSAIGRITGMIEDVAFQTN
LLALNAGVEAARAGEAGRGFAVVASEVRALAQRATEAAREITALIRSSETHVADGVKLVSDTVAALGAIQDSVTSVCDKV
AAIAANTIEQSTSITEINTAVGALDRDVQQNAAILDETATAGQMLRSEADSLVDLVKQFRLPDESEAQSHRFAAE
>OLS46327.1 hypothetical protein BV509_19545 [Rhodovulum sulfidophilum]AB26
MKALRQIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCAALYALIIRHFVTRIGATPSAGAAETDAKHSGG
SETQVESEAGLDLDGRGTR
>OLS46328.1 GTP-binding protein Era [Rhodovulum sulfidophilum]AB26
MRLTAAFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGHACAFQRAFDLTSGDRRWMVLAEGDEAAVDGAVGR
QRGFDPDLWVIEVEDRGGRHLLDAPGLA
>OLS46329.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB26
MDDLRQKYIGAIADAADESALEELRLQAVGKKGEVSLMMRELGRMTPDERQQMGPKLNALKDEINSALAAKKAALADAAL
NERLQAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFAVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMARA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWAGGSLKIGEGDDWLEILGSGMVHPKVLSAAGVDPDRWQGFAFGMGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSV
>OLS46330.1 hypothetical protein BV509_19565 [Rhodovulum sulfidophilum]AB26
MFQSRDAAGRLLAEKVLAAAPENPVVLALPRGGVPVAAPVAEALGCPLDLTFVRKIGMPGNPELAAGAVVDGAAREVVFN
AEILAAAGLTQADVAPEVEARLADIAEARRRILGGRTPEKVSGRTAIVVDDGLATGATARAALRALHNRGPLEVWLAVPV
GPQETVWKMRGMTDRLIFLEAPRDFVAVGAHYADFGQVEETDVIRLLQEARARR
>OLS46331.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB26
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQDFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDTTIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANEPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVTVTIDPETRERACPVFYGRAIRGVKNGPSPKWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLAGGLRVHAAEGGEEFLALDGKTYVIDPGMTVISDETGVESLG
GVMGGEATGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPLGIEAATRMILDLCGGDASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMA
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAALFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQAAGLLVGASAPRDPYGSRRAVDLYDAKADCEAVLAAIGAPAKAQILREAP
GWWHPGRSGRICLGPKKVLATFGELHPKVLAEMNVKGPAVAFTVFVEEPPTPRRKGATRDALTVSDLQAVERDFAFVLDA
GVEAINVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDQTLTEKDIEAVGQKIVAKVEKATGGTLRR
>OLS46332.1 hypothetical protein BV509_19575 [Rhodovulum sulfidophilum]AB26
MVRILCIALILAVSACDSPGMDYAGIPPVMVEIDGSRFAVRRKGGEAQAIRLNREYRAGTMARAFRAIETGSGCAIRPDT
LRGDPAVAYARLTCPGA
>OLS46333.1 aspartate racemase [Rhodovulum sulfidophilum]AB26
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGLMLNREARALEAGGADFLM
LATNTMHKLVESMLDGVSIPFLHIADATAHQISAAGLKRPGLMATAYTMEQSFYTDRLRAAGLDPMLPGPEDRAETHRII
YDELCVGMVREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALELALAA
>OLS46334.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB26
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARSDRDREAFQELDYRRFFGPLVKWVAEVDETRRLPEYISRAFHTAQSGRPGPVVLALP
EDMLSGFAEVPDIPARVWPEPDPTPAQVAAVLAALDEAERPLVVVGGPHWSAQAAADLAIFAERRDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPVLGQRLRDADLVIALGTRLGDTATAGYSLMDPAMQDKRVVHVHPDPDELGRVWRPDPGIALTAP
DVVAALARADGPSTPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVTHLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPDVPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLANPDFPALARAYGGDGVTVTDQAAFPEALAQALAADRPFVIELRLDPEALATGLTLSEARALGEAAKTG
>OLS46335.1 NADPH-dependent FMN reductase [Rhodovulum sulfidophilum]AB26
MSDHKLLGIAGALRKASYNRMLLREAARIFDPAEFVEADLRLPLFDQDLQDEAGIPPEVQRLADQIAAADAVVIAGPEYN
KSISGVLKNALDWVSRTEGNPWADKPVAIVSAAGGRAGGERTQFALRLCLVPFRARVLAGPEVLVGQAPGQFDAQGRLTN
EINLKALETLMQALKTEISPAVGH
>OLS46336.1 hypothetical protein BV509_19595 [Rhodovulum sulfidophilum]AB26
MEDAVGKSQVATDVLDPTRIVALFLALGLDGKPPGHYDPLPPYFHQVYFWDVHRPEDLGRDGHPHIGGDGFIPDLSLPRR
MWAGGRLTFFGPLRQGLPAQKTSTIEKVQIKTGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDPARPRPPAPAAP
EVWDDAIDLTFTPTLLFRYSALTLNGHRIHYDRDYCQRVEGYPGLVVHGQLLAQFLMLRANAHGTIRHFSLRAYAPVFDF
ETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPSSL
>OLS46337.1 IS5 family transposase [Rhodovulum sulfidophilum]AB26
MNTKLHTICDSKGRPLHLFVTAGPVSDDIGARALLGPLPKVGWLLGDRGHDADWFREALKDKGIRAVRGRFDPLDQILSP
VTPGRKQRKTPVKYDRRRYKRRNRIEIMFGRLKDWRRVATRYDRCPKVSLSAIALAAVVICWL
>OLS46338.1 ribonuclease HI [Rhodovulum sulfidophilum]AB26
MAELFAYTDGACSGNPGPGGWGVLLLAREGDAVVKQRELSGGEAATTNNRMELLAAISALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVIWTWVKGHAGHPENERADELARAGMAPYKR
>OLS46339.1 hypothetical protein BV509_19615 [Rhodovulum sulfidophilum]AB26
MSDAKTLAVYAARAEAYSAIHHGQVAQDRLAAFIARLPKGGTALDLGCGPGWAAAEMAAAGLRVTALDACPEMAAAARAR
YGIKVEVAGFADLAAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGIFAVAMKQGQGEARDRIGRLYTYVAPVEF
RCALEQAGLSVEAEETESGTGFDGSPFASLYLLARRAA
>OLS46340.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB26
MTGIPRAPLLLGLAGLVPLLWGTLSATVPGLFDIGIQTVGPRFMGIYLLNFYGTVLLVFMSGILWGFASRADGPVAGPAY
GLSALPAIWAFLMVGGGPESSLVALIGGYLGLLLLDGFFWKIGLAPAWWLRLRLPLVAVAVGCLALPLLL
>OLS46341.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB26
MLSAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGIVPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
LYLAWQAVRQGGALQIGERAGRDGFFRIALRGALINILNPKLSIFFLALLPPFLSGNPATATAEMLALGGIFMGLTLAVF
LGYGLFAAAARDRLLASARVMAWMNRGFAAVFAGLGLKLAFEKA
>OLS46342.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB26
MTKPPLTLYLAAPRGFCAGVDRAIKIVEAALGKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEDLDDCPPDRPVIFSAHG
VPKAVPAEAERRAMVYVDATCPLVSKVHLEAQRHHENGKQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDQLAYITQTTLSIDDTVGVVAALKARFPNIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLSVEEVVTADETIEFRLPRIVRELA
>OLS46343.1 hypothetical protein BV509_19635 [Rhodovulum sulfidophilum]AB26
MPVTAVTLQLVTLFAAAFGAATILPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYVLGRGIERFRHRRWFPAS
EAQLARAQRWYGRWGVWSLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>OLS46344.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB26
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHIVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRTEPRSELAQND
>OLS46345.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB26
MPQPEKSTPSRPKGLVALGGNVAFGGGSPESTLAAGLVALDSESVHVARISRFYHTPSVPEGSGPDFVNAVVEIATDLEA
PALLARLHAIEARFGRERHTRWAPRTLDLDLLDLGGAVLPDAATQARWMALSPETQAREAPDRAILPHPRIQDRGFVLVP
LAEIAPDWRHPVLDRTAAELLTALPEAEIGRISPVSGPWTGVSALVKTYPTQ
>OLS46346.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB26
MARVTVEDCVDKVPNRFELVMLAAHRAREVASGASLTVDRDNDKNPVVALREIAEETQSADDLRERMIEAHQTQIEVDEP
EEDSMALLMGSGAVSEPDRPSDDDMSEEKLLRALMEAQGQK
>OLS46347.1 hypothetical protein BV509_19660 [Rhodovulum sulfidophilum]AB26
MVFKRRDRRSVGKILLDSVYPRGGWGRAAYYISHRLRRLPDTPNKIGRGIFAGVFATFTPFYGLHFVIAAVLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAALDLKSNLIALFTDAVPHWARLSTFYHEVFL
PYMVGGCILGVVAGLISYYVSVPVLTAYQNRRRGRLKKKLSELRAAAAVKAEDRG
>OLS46348.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB26
MAATGNALRLGVNIDHVATVRNARGSAYPDPVRAAQLAEAAGADGITAHLREDRRHISDADIDGLMAALRVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDETRLTRFIAPLAEAGCRVSLFIGADAAQVEAAARVGAAVVELHT
GAYCDLHHEGRFEARDAELARLAAMATHAQGLGLEVHAGHGLTYDTVAPIAVLPEIRELNIGHFLIGEAIFLGLEASIAG
MRTRMQAARG
>OLS46349.1 ribonuclease III [Rhodovulum sulfidophilum]AB26
MKLAADLVAFSKRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RRETCADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFEIARDMVLRLWGARIDKVKPDARDAKT
ALQEWAQARGLQPPLYVEIAREGPDHAPVFTIAARLETGEEARATAGAKRQAEQAAAAALLKALGT
>OLS46350.1 signal peptidase I [Rhodovulum sulfidophilum]AB26
MAKTDEKAGGGLWETVKTIFWALLIAGIFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGLCPVSGRIM
GSEPERGDVVVFRHPVSNSDYIKRLIGLPGDTVQMRDGVLYINGEAVKVEPAGIFKEPYEKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHAVLNITANGARDTTPVFTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAID
>OLS46351.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB26
MILGIGTDLANIERIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMRLTGWAAERLAEMTPPGHEVIVHVSLTDDHPWAQAFVVIEARPKG
>OLS46352.1 hypothetical protein BV509_19685 [Rhodovulum sulfidophilum]AB26
MRLEDRASEAFAHLANAPGARSDPKGTARAVAAALEAAPDDLDMRLGAYRFYFYTHRFAEAVPQAEAILAQTARRLNIPA
DWRAVGPADAAFSAPETAPGLYLQALIALAYCHMRLGDMTLGWAYLDKALSLDPTDRFAAYRLVRAADPPAEEDEDDPA
>OLS46353.1 bacterioferritin [Rhodovulum sulfidophilum]AB26
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMLEEIGHSDLFMERIIFLGGTPEIRFQKQPVRAE
SLEQMFEMDAADEQEAIDVYSKAAQRAAEVGDIGSRTLFERIVLDEEGHKGWLDTQLALLKRLGEQAYSAKQVSGPGAGE
D
>OLS46354.1 GTPase Era [Rhodovulum sulfidophilum]AB26
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTDGVDGILEALRERAAGGQTVALAINKIDRVKAEALLALSADLNEAYPFARTFMISAERGHG
VEDLRAWLGETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETEKWEDRKDGSTRIDQVIYVARDG
HKGIVLGHKGETAKAIGQAARAEIAEFLGRPVHLFLHVKVRPNWLEDSERYSEMGLDFRDGD
>OLS46355.1 hypothetical protein BV509_19700 [Rhodovulum sulfidophilum]AB26
MITTVSLLGLMAAGATADLDDSVGSHAQGDDDRDGALPDHAARDPAPDSLIALQDLDAALLGAPQDTAPAGGTEDLSRPD
ELLFSWLSGDADSEDADDAHFSDADLSPQDGEDLLAELDRAASAEMAAAAAPDGVLDDRLLADDGLADGEDGFSIGDLFD
DGEALPTLIEDYDQTADALFVVYDSAAHPDPVLSIGAADSGAEDALISIDGMPLAIVAGAAATLRPSHLSLVPDTLLSDA
LAAGT
>OLS46356.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB26
MSITAEEKTRLIKEFGAKDGDTGSPEVQVAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGNSEDRYQD
LIKRLGIRR
>OLS46357.1 hypothetical protein BV509_19710 [Rhodovulum sulfidophilum]AB26
METTAFGTIPLEDGQATLPVGPGIVRPAGLDVLATVQDRETMAALSEFLDRLPRHIETAREHFLDNYDRVAADVPAWLYE
NEPGIFAAMFPAAPDAATVDAEALWLALDVNSIWTRDETAVVLDLGFRDTAMPHAFAAEFRLDGTLTRMGLAS
>OLS46358.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB26
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETSVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDVVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVEDMQGLRSNPDQRLDLVVAGTRDAVMMVESEAYELTEEEMLGAVTFAHDNIKPVCDLIVSLAEAAAKEPFDFT
PPDYSELYAAVKSVGEEKMRAAYGHTDKMERIAAVSAAKTEIKAALSEEQLADPNLGSAIKKLESTVLRSDVVKNGRRVD
GRSLTQVRPIVSEVGLLPRTHGSSLFTRGETQALVVTTLGTGDDEQIIDALHGNYRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRVVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEEDGSFA
VLTDILGDEDHLGDMDFKVAGTEKGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMSKALTEAGEFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQTTGEEAPKEKDAEAEE
>OLS46359.1 hypothetical protein BV509_19720 [Rhodovulum sulfidophilum]AB26
MRSELILSTYNNPRSLALCLESVACQRVRPGSICIADDGSGPETKAAIEAFAAAHPDLAVRHLWHEDRGFEKGAILNKAI
ARSEAEVIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATAAVTPELVRDGTVFDRRWLAEHRAIRKLSTWLK
TRPFPVPVMALFDRLSPVTRALCGANASVWREDLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
AYADPEKMRRHKALIRAARKNGAFWTPDGIAKG
>OLS46360.1 peroxidase [Rhodovulum sulfidophilum]AB26
MALRINDIAPNFTADTTEGQIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETYAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTPNDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIQGNKTGPFATPANWRPGEDVIVGLSVSTEDARAQFGEVEEIFPYLRKVKRAS
>OLS46361.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB26
MDSYAPPDTPLEILHHDHEILVANKPPGLLSVPGKGADLADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHQNGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMLALGHPILGDPLYAEGPAREAPRLMLHAEALRLRHPDGGAGMNFAAKAPF
>OLS46362.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB26
MSLGAWAVFAVFWALFVTTPGPNAVNCITNGMSHGLPRALWGVAGILTQAALFLTLSAAGITALIAASPTVFAWAKLAGA
AVLIWLGVRGWRNAAIAVAPRPATGASIYTRALLIATVNAKSVAGYLAAFSQFVEPGVPIANQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGVLLGASAL
>OLS46363.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB26
MRIDYDALSKTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRHVGDETLKIGPYQGGHGCLTIPFSRGVCGAAAR
TGKTQIVEDVEAFPGHIACSSTTRSEIVLPVHDASGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>OLS46364.1 hypothetical protein BV509_19750 [Rhodovulum sulfidophilum]AB26
MNISTDALVFGEFYEMTERAAHRAAVDGVIKLLRGLKSDPELSRTFAEPEPGSDALSDFTMRVALDRADDVHRQFVGRHF
RILPATTTIKR
>OLS46365.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB26
MDEVVICGAARTPMGGFQGAFAALDAPGLGGAAIRGALDGAGVDTVDELLMGCVLPAGQGQAPARQAGFRAGLGEEVPAT
TLNKMCGSGMMTAMIAHDRLALGSARILCAGGMESMTNAPYLLPAMRGGARIGHGRAVDHMFLDGLEDAYDKGRLMGTFA
EDCAEAFQFTREAQDDYALGSLSNALAAQASGAFAAEIVPVTVAGRKGETVVREDEQPGLARPERIPQLKPAFRKDGTVT
PANASSISDGAAALILATRVEAEARGLPVRARILGHASHAQAPGWFTTAPVPAARKLLDRIGWSVGDVDLWEVNEAFAVV
PMAFMRELDIPRERMNVNGGACALGHPIGASGARILVTLLNALETRGLRRGVAAICIGGGEGTAMAIERA
>OLS46366.1 anti-anti-sigma factor [Rhodovulum sulfidophilum]AB26
MKLQSQLRGDAVHVVVDEERIDSAVAIRFKEAVREQAADGPARVVLDLRNVEFLDSSGLGAVVAVMKLIGAGRQLELCNL
TPNVDKVFRLTRMDRVFTIHDTHESAFPERQTIA
>OLS46367.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB26
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAAIAGAVLLGICEPQMTGIGGDCFVLVKPAGENGIVAL
NGSGRAPKGLEAASLRDRGLTVMPTDAADAVTVPGAIDAFCRLSKDWGRIGLKASLAPAIHYAEAGVPVAPRTAFDWGRA
ADHLKGAARDFYLLDGAAPKPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVASLTALGGTHTLEDFAASACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILANFDLPSMDPLGAERAHLEAEAAKLAYDARNRFVADPAHMTRLDHMLAPET
AAKLAALIDPDRAMASPAQLSESVHKETIYITVVDRDRMAVSLIYSIFHSFGSGLASTKLGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKVIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEDVRA
ALAAKGHAVVTPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>OLS46368.1 DNA-binding protein [Rhodovulum sulfidophilum]AB26
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEESRPSKDQPFYHLLAENDHSYYVAYVSEQNLVADDT
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>OLS46369.1 transporter [Rhodovulum sulfidophilum]AB26
MNLILTVLEIVAPVFLLAGVGYLWVRLGNEYRVQFVTQLAMTLSVPCLIFTALMKTQIEPQALTALSLAAAAAYGGVTLL
SFGTVRLARLDRRTYLAPIIFGNTGNMGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVSGGGSPLKVLKEPLVWA
TVLGGLFLWQGWQTPTFLTNALSLIGQMAIPLMLITMGVAIGRLHPGHLPRAVWLSLVKLAICLGVAALVGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADAEAVAGLVVVSTLMSVVALPLTLAFLI
>OLS46370.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB26
MGRFLLIAACLFLAACGDKSPPRNVEDACAIARERPQYMRAMERSERRWGVPVPVQMAVIHQESKFVGDARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRTSTSNRGARRDDINDATDFMGWYMAESRTKLGIPLSDARNQYLAYHEGHAGYARSS
YRSKAWLMAVANRVEDRAQLYYAQLITCSR
>OLS46371.1 cell envelope biogenesis protein LolA [Rhodovulum sulfidophilum]AB26
MKPLRLSLALAALLAGTPALADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGVLSIRRPGRARFEYAPPDKALVMAG
GGQVAVFDEKSNQPPEQYPLKRTPLNLILERQVDLGRARMVVGHEEDGSSTRVVAQDPEHPEYGTITLVFTNEPIELRQW
IVTDETGSQTTVVLGELKTGMPLGARLFNIIQETNDRMRH
>OLS46372.1 cell division protein FtsK [Rhodovulum sulfidophilum]AB26
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLLAALLAMTLGSYVTDDPSWLSATDAPAQNLLGRFGASIASPIYIV
VGYGGWALVAVPAAWGVRLAAHWGEDRALSRVIFAPFLVCLASVYTATHVPTPEWTHSFGMGGLFGDTVLGAVLGLVPID
TIVGLKLVSALVWLGALALGLFVMGVDRDELRRFGRGVLLGLILSYDALRGATGRGLRGALHGAVRYGEGVQARRSSRAD
PVAPDYDDGDDYDDAEEAPARGGLFSRLPVFRRRADPDLIDDEDEDGPAMTPAAEERIRARIADVIRSRATRSAPVPTGF
RPEPPVVRSAALTVPQAPAPGARIDVPEIDAFEDEDGFVTPYEAPYEAAPQPVQPPRPSIPVVEPRKLVEQPPRKSVLPS
RRARDEAQPGLQFDDSEDGYQHPPLSLLTNPDTIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPVVTMYELEP
APGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGKDIGGDPVV
ANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAVVALKWVVG
EMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMADLMMVAGK
EIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDMLYMAGGGR
ISRVHGPFVSDEEVEEIVNYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKDRKCSTSYI
QRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>OLS46373.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB26
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVADIVAEHTHDFGKYPPNEGTPELRAAIAGWVGR
RYGVALDPETQITTLNGTREGLFNAALALCPETKAGARPVILTPNPFYQVYAVAALAVAADPVYVPATAETGFLPDFAAL
PPEVLDRVAIAYLCSPSNPQGAVADRDYWADLIRLAEKHDFRIFADECYSEIYRDTPPTGALTVAQELGADPERVVAFHS
LSKRSNLPGLRSGFAAGGPESLRRIKQLRSYAGAPLPLPLQRAAERLWAEEAHVEASRAQYVRKYARADEILGDVPGYRP
PEAGFFLWLPVADGEAAALRLWRETGVRVLPGAYLSREVDGANPGAGFVRVAMVAPEDEMAAALVRLRDCLYG
>OLS46374.1 amidase [Rhodovulum sulfidophilum]AB26
MVQNWLGMSAGDLGRGIETGKIDPVDLTATFLDEIAGHPLRDRIYARTTRARALSEAEAARGRARAGLRLGPLDGVPISW
KDLFDSAGTATEAGAALLQGRVPDRDAEVLAAATAGGLVCLGKTHMTELAFSGLGLNPVTATPPCINDPKGAPGGSSSGA
AASVAFGLAAGAIGSDTGGSVRIPAVWNDLVGLKTTSGRVSLKGVVPLCPKFDTVGPLTRTVEDAALLLAALEGGRPADL
SEPSLKGTQFLVLETVALDGLRDAPRAGFNHAIGRLAEEGATIVRGQAPEVAEALALAGVLFATEAYGTWRTMIEAEPEK
MYPPVLDRFRGGKAFSGADYVAAWQLLDRLRATWAARIAGYDAVLLPTCPILPPNVDRLLADSEFFMAENLLALRNTRIG
NLMGSALLTLPTGVPSTGISFLGLPMSEERLLRIGAAAERALT
>OLS46375.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]AB26
MTYDSEILIVGGGLNGPALALALARAGLSVTVIDALPRADRSGDRFDGRSYALALGSTRLLSAIGVWPGLVHRSQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRQAMLDALDTEPRITTLSGETVIAQETDATGIAVTLASGRRLR
GRVLVGCDGRRSGTAQRAGIRRTGHEYGQTALVCAIAHEHPHNGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEVLRPRFGDFLGEIRLEGERFTYPLSLTLADAFCAPRLALLGDAAHGVHPIAGQGLNLGLRDVGALAEVLV
GAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPGLRRRFIREAAGLTGALP
RLMTGRPL
>OLS46376.1 phytoene dehydrogenase [Rhodovulum sulfidophilum]AB26
MMTRVDPALADEAVRAKRPHAVVIGAGLGGLAAAMRLGGKGYSVTVVDKLDVPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RDLWSACGRDFDKDVTLVPMDPFYEIVFPDGERFRARQDTEQMRAEVARLSPGDLAGYDQFLKDSEKRYWFGFEGLGRRP
MNEWKELAKVLHTFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSHLEKEFGVHYAMGGVAAI
AKAMAGVIEDQGGVLRMQTEVDEILVKKHKAAGVKLASGEVLDADVVVSNADSGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGMWKDVGHHTVLNGPRYKGLVKDIFFNPEELADDMSLYIHRPSVTDPTAAPEGDDTFYALSPVPNL
HADHPVDWTANAERYRKMVLNFMEEKLMPGLGQHVSTSLVFTPNSFQARYLSPFGAGFSLEPRIFQSANFRPHNISEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADRVAAG
>OLS46377.1 hypothetical protein BV509_19840 [Rhodovulum sulfidophilum]AB26
MQVVTISFFRYDNWASRLEALSQMARGRYALKTVPGLEFFKLLGTGSDEGFNPRPNVNVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCEAYTIYLSPTSARGMWSGVEPLKVTEKAEPGPLAVLTRATVKLPIALQFWKHVPQIQKEVAADPTCVFHM
GMAEVPWVQQVTFSLWKGAGTMAGFAHGETPHGHAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMALLKSDAKPAAP
APAAPPATEAPAAKEPAAEKPAKPTKAPKKSRGPKKSKVTA
>OLS46378.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB26
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIHAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVTSPKDIDTRIEVIRRRDTYEMDYEGFMEKWRPADAELRDRI
VAARGHLKTMASDESVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVTRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGESA
>OLS46379.1 magnesium chelatase [Rhodovulum sulfidophilum]AB26
MDWDRDGKDWPNREFSRFVRHRPHYWHLQVAGNGPVVLLIHGTGGATHSWRDVLPILAERYRVVALDLPGQGFTRLGARQ
RCGLDAMSRDISALLDGEALLPDAIVGHSAGAAIALRMVRDLKRPPKALVGLNAALESFKGPAGFVFPMMARMMALNPFS
ASEISRWLGTAAGVEYMIAGIGSELSPEGLALYRRLVADRHHTDATLAMVAQWSLDGLQHDLPSIDVPTLLIVGEDDRAV
PVSGSVRAAARLPRAELARFPGLGHLAHEEAPEAVTARIEAFLDDRL
>OLS46380.1 hypothetical protein BV509_19860 [Rhodovulum sulfidophilum]AB26
MNSKFTLAAAAAALIAGPALAVDVTGDPAAGEKVFNKICQTCHVVQNDAGEVVAGRNAKVGPNLFKMPGRHAAAIEGFRY
SDLMKEAGEKGLVWTEDELVKYVPGPTDFLRDYTQDPKGRGLMTNQRVKEQEIRDVFAYIASFGTHE
>OLS46381.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB26
MNVHTADATTVEEGLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEEHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPAFHKALGVDTDWYGHEVFRKTSDLSKQIFPITLDIDHPRWAKGLTALQEASV
AIDAARRQGGAAGKLAEWAGSAKAARAFLSLLTIPAQRHEVPASTRMEPVY
>OLS46382.1 hypothetical protein BV509_19875 [Rhodovulum sulfidophilum]AB26
MGMFTRRKETAPCTVEVSHKFDSLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRIAVITRATPLERLWTRLTG
DLDFMELCEFSFSEEVKL
>OLS46383.1 hypothetical protein BV509_19880 [Rhodovulum sulfidophilum]AB26
MARNNRHTGPYDHGEKIPPILIKGMFGVALFALILVTYARLTDRPLDALPDAGAPVAVERQIVIDAKIDGSAKVYDTEGT
QVFEFAPNEGGFVAGVWRALELKRKQAGVALDAPVRLVRFKDGRISLYDDRTGWRAELVGFGADNTAAFARLLD
>OLS46384.1 hypothetical protein BV509_19885 [Rhodovulum sulfidophilum]AB26
MSDDDFAVEPIKGLPERLPEGEHILWQGRPAWWALARESLALYWVASYFVVLFLWRMIVAAETMPWSQAAAASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTWIGNANLDLRKSGTGSIAFELMGTTKFSYLLCWPHV
RPWRMARTEPAFRCIPEAAKVARLIADAAETRVSEPRLTRVGDDDTLAAE
>OLS46385.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB26
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEMGNPAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALKKVTKNNGYPLEPTGDPMVDGVGPAAWVARKDEPELDGRGHPKIQPLSALKTFKVSAGRDPRGMPVIAGDGE
KVGTIVDMWVDEPEQLVRYLELELDGAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAGVPTIKSSGQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>OLS46386.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MSKKPHPLTKLSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAMVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGLSSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNVVALWKQERMCPMSREEREA
PQPSFGDAWRDFVRGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALVGFGLAARWLGHGM
NSHRMGALGILGGIVAFSLVIFAGPLHSGLLFFLGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGGLRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>OLS46387.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB26
MDSYARTRERLETYFGRTAAKTWEHLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSDRLGSFDYVMAMDSLIHYKARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVAGKLFPRSDRSPRIIPHSEARIAGALRKAGVKGRLRAVARVAKGFYISQAMELER
>OLS46388.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSVYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCKRVGFERIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYLRLAELLWAGTEPLAPHPLPDREIFELLGFD
>OLS46389.1 magnesium chelatase [Rhodovulum sulfidophilum]AB26
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVLNADIILVNLLFIEEHI
NAILPELKARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDENGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLTMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGPSEAPIEYPETGLYHPDIPHRITTDIKDLPQP
AAPVATVGILLMRSYILASDTAHYDAVIRALEERGIRVIAAFAGGLDARPAIAAYFTGEQSVHIDTLVSLTGFSLIGGPA
YNDSDAAVEVLSGLDVPYIAAHPLEFQTLGQWSESSGGLGPVETTMLIALPELDGAISPTVFGGRHGPEGCKGCPRDCTH
KGEAKEMAACSERVATLAARIERLSRLRRSETESRKVGIVLFGFPPNAGAIGTAAYLSVFESLFNTLHRMKSEGYETGEL
PATVDDLRTAILEGNAKTYGQEGNVAAHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMCFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTITHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERAEHLRVMTDTDAETREKVDYWLQQDTELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMLEGAKQAQKLLDAHATLPRSVAMVLWGSDNIKSDGGPIAQAMALMGAKPRFDNYGRLAGADL
VPLEELGRPRVDVVMTLSGIFRDLLPLQTRMLAEAAWKAAMAEDEPLEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEG
AYGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSRANAALLQQTLKDVDVAYQNLESVELGVTTVDHYFDTLGGI
ARAVKRARGGQDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVE
PWVYQRLSETFVLDEEMRKRLASLNPAASARMANRLLEAHDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>OLS46390.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB26
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGEDTANLFKTSLHDA
FDRFKPQAMIVGSSCTAELIQDDPEGMAATMDLGIPVIPLELPSYQRKENFGSDETFYQIVKAIARPIERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMGAAPADIARMGAAHFNVLMYPEHAETAARWMEKNLGQPFTKTVPIGVG
ATRDFIAEVAGIAGVQPKADDARLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFEVVGLGCYNREFARE
IRKLAKEFGVEALISDDYLEVEKAIEDLAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARTVEAEPEADQEAAAVAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>OLS46391.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB26
MTGFTPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPKTDERQLLMVGALPDVVEDQALSLLAEMGVAPVRCLPAHRAAEAPGVGANTVVALTQPFLNETAAGLERRG
ARILPAPFPFGEEGTTAWLWAVAQEFGVSPETFAKVTDAPRARARKAIAAAAETLGGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLESEGMTTKWAIELVFTPVH
FYEQAGDLAGLFARPLRRRAILAGLEGAA
>OLS46392.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB26
MPENVGTAPRAVQLYTPEERRRRDSTKWTVVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVIKTLVLYTIMVT
GAIWEKVVFGRYLFAPAFFWEDVFSMAVIALHTLYLWALLTGSVGPTGQMLIALAAYSTYVINAGQFLWKLRMARLQGEA
TEVAA
>OLS46393.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB26
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDVAIVLSPEGRVLSVLVNKDHHAHGQLDHWEGRDIRDVLTQDSRPKLDAR
LEFFARGGETGKPVELNHADGEGWSFPVRYSFHTIGPDGSTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLSESTRDAFVFVGTKSGRVVDANPVACELLGAERAELIGNAFAQEFDGRRRAEFLEALSQVALSPEAHPLPLETRRTR
VRIRLRPIAFRAAGEPLILCRLDRTEDREPNGGEMGETLLAFYRQGVDALVFTDTQGVILAANDSFLGLADAPHVGSVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRFFATKLSGEYGAQVSVEISATYLKDQASPCIVYVIRDASRMEGARKPGVAVS
DDAMRSVMELVGSASLKDIVTETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLSRDGGDS
>OLS46394.1 bacteriochlorophyll/chlorophyll a synthase [Rhodovulum sulfidophilum]AB26
MTDISNVPNRRLPDPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFVATILGVAAAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASIVMAVPQAVVIGLLV
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGAL
>OLS46395.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MTLSWLQIVRLGLVQMSLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIIGGMA
ILALGGYLAATGVVVMEDHYGAGLALSVLAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVAVTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARVFTLFVFLSMVAYFMQE
LILEPFSGLVFEFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRTWVILGCLGSAAALTSIAALGHFGAHLPLTP
AVVLMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAAAADGLRQIMDDAPAFGVVFLTEAI
LFVLAAAMALRIMDGNRPTTENAGLVPGE
>OLS46396.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB26
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNISDEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFVRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYQPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRKMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>OLS46397.1 isopentenyl-diphosphate delta-isomerase [Rhodovulum sulfidophilum]AB26
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVLDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEGSKTCANRRLA
EELGITGLTLEFREQVEYRADVGNGLIEHEVVDIFVAEAGPDLTWDLNPDEVMDARWIGLDDLARETRETEGVYTPWLRI
YLEKHSDAIFGSLASA
>OLS46398.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVVDDAAVTPKYVQGFSPARELPIVWGIARGSLFNKLVILLP
VALVLSQFAPWAIAPLLMLGGGYLCFEGVEKIWHALRPSHHAAEAGPDGQMSAAHLEEAKVKGAIKTDFILSAEIMTIIL
ASLPDHMTIWVEAAAMALAGALITVVVYGAVGLIVKADDIGLAMAEKGRLALTRGFGIGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHELGWHLPQEAIRHAAMAVAGAIPVAKGATEWIVTAALDGVVGIAAGSVLVAVTSFAILPLVRLVRRA
>OLS46399.1 hypothetical protein BV509_19965 [Rhodovulum sulfidophilum]AB26
MDSDPRQPAEARFVRPVDGFCQPLPQASLRRVAQEALMRVARLPCPSPSPSPSPSPSPPPSRHPRAEPPALAEIEALCAT
LATGDLLQSRQILDAHLAAGRDKTWIAEALLPEAARLMGRRWESDEVSFVQVGQAVGRLQRLLRLVRAEAGPRPVDPARR
ALFATPEAETHTFGVIVAADMFRDHGWEIELSLSEPQDRLISDLTQSRVRLLGLSAAGPRSALPLTRLVEAVKAALPEIR
VLICGKILHNCPEIARQIPADGHADDLETALSLADRLVLEARP
>OLS46400.1 hypothetical protein BV509_19970 [Rhodovulum sulfidophilum]AB26
MTKDLMIARHREDALHEVAETLDGLTMYLRAIDNKATSEPALGKLALRIEGLAESVRGEIGRRRAAQMRTYRHLH
>OLS46401.1 hypothetical protein BV509_19975 [Rhodovulum sulfidophilum]AB26
MERIVRDAYDSKSSSAIQPLQWSILRYIERSPEDRCTLTLIASYLGLTHAPVSRAVRTMRDRGLVGQRSHPRDARSAIIS
LTEAGRAALELDPIRKIGLLVGTLPDSERAAIKRALRSIAISLSS
>OLS46402.1 hypothetical protein BV509_19980 [Rhodovulum sulfidophilum]AB26
MPKVVVIDDDVEILKIFPRLLTGSEFEPCCTSDVETFLERVRSERPVAAIVDFWLLDNTALPLLDRLRAEGLDLPVVLMS
GGGGGHSALMAETLGEVCGIVSFLHKPFRRAEVIEALRGAAAVTLN
>OLS46403.1 hypothetical protein BV509_19985 [Rhodovulum sulfidophilum]AB26
MDHRREIDRLYALEFGRPQELLLRGLGVAVGGAVLQEAAGWAAVLIWMVGYGLANLTYLAFLRSRGRICTARDTRIAGGL
FLAALVSFLWLPATLGTEDEAAVRITALSMLGCAMVFLIRRGDSQRWLVLAETAVIGLALMVLVAMVLPRIDSMAVRGAA
TGSGLAMLGYFAHAIWAGRRLRLAAEAAAYGSLQAQKMQAMGELAGGIAHDFNNMLMALQANLDFYRDSSDPTDRDRCIA
EAAAAADRAAALARRLLAFAQRAEPAGRDRVDLCLALEEVRSLVRPLIPPTIRMRIAPPEAPVLVEVAQDQLVAALINLL
LNARDALRLGGGLALETRPVRLTAPRPMLDGSRLPRGAYAEISITDTGSGIPDEILSRVTEPFFTTKPAGEGTGLGLAMV
QGFTRSAQGGLDIASSRAGTRVSLYLPLAA
>OLS46404.1 hypothetical protein BV509_19990 [Rhodovulum sulfidophilum]AB26
MPSILFVHENFPAQFGGIAGYLVARGWDVVFATAADGFPRDRVTRIAASGLRVLGYGRHRDVDKTTHRYLRGTERAVLNG
QGLARAAIALRQQGFAPDLVVAHSGWGSGSFARVVWPKARFVPYLEWWYNYPPVDMESESTDSAEDRHAATLCRNLPFLL
DLQAADAILVPTTFQRDQLPDWLQARTTVIHDGVDIDALVRPPPGEPPFTLEGLPDTAPLVTYATRGMEPMRGFPEFMAD
LARLQAEDETVHAAVAGEDSVHYGGRLPEGDSWKARALAAHGFDMTRLHFTGRLPAGRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPMVVSDTAPVREVVPPDAARFVEFQTPGEIASGIAALLADRAAARTMGARARAHAVAHYAQGDLYPKREA
FFRAVIGGPAGSGQ
>OLS46405.1 exonuclease [Rhodovulum sulfidophilum]AB26
MHERLGLRVRFALFFGALALGGAVLLGLGLWFGHARAGGPADGYVIAGVLAGCGLLGLAAWVGLLFDSNVARPIQALAAD
LQTRARVDIAADIDEAPARYLGALAPAANAIHDALAATREAQARAIAERTAALNREKAMFEALLRDLAEGVVVATLDHRI
MLYNRAALGLLGDLGLDRPLTAFLRSEPLTHALDRMGARAARGEAEAERFLAATDSGDRFLMARVSPVAVEGQRVGYVLI
FHDATEDLEAHAELDHLFNTMLEAVRRPTAAIGALFDAIESDPDMAGEVRSTFFAQLRSEQAMLVDRMNQVADRYGVATT
RRWPMPAVASDDIFDALTARLPEDLRFEGGRQFIRCDGFAISELLGRVIEGLRADGQRGGFVLRAVPEGREVCLELHWTG
APVSDGQIDRWLAAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLVLPLVAAAAPVLTPADPRPEFYDFSLPRAAAGT
LADRPLAGLGYVVFDTETTGLAPRQGDEIVQIAGLRIVNGRILRGEVFNTLVNPGRHIPASSTAVHGIDDAMVRGVPDIV
SVGRRFHAFCEGSVLVAHNAAFDMAFLKMKEDRLGLCFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLDPEHRHTA
LGDALATAEVFRHMLDELQAVGVRTLGEAMARANEMHGIRRAQTY
>OLS46406.1 two-component system response regulator [Rhodovulum sulfidophilum]AB26
MGEKSVLLVEDEDGIALALEFLIARQGYDTRRVSDGNAALRAMEEDRPDLVVLDVMLPERSGYEICQIMRQDEDLRDVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>OLS46407.1 hypothetical protein BV509_20005 [Rhodovulum sulfidophilum]AB26
MYIELIAIIVAGIGTGGLVLVVNRLSGRRLPRFAVPLAAAVAMLAYALWSEYTWGARTVASLPEGVVEVTRADEAIAWKP
WTLVAPVTTRLMAANLIGAQTRPDAPEVRLVELYLLARWHAARTVTVLIDCAAPARAEATDAALTDPAVADWQPLAPGDP
LVRAICVPQD
>OLS46408.1 histidine kinase [Rhodovulum sulfidophilum]AB26
MSQTDADILASLTRYAPFDMVPAAALEALGPSLTRIVAETGQTLSYEGERLEALLVIESGSVEIETDGSGPVALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDDVPSFAAWFQRASPARPADSGADAAGLTALKVSDLMTRTPVTC
PVGAEVRDVARLMRAKGISSVILMEGETPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLAQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAFEPGQDAYFLALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRDYFAGWIAQPDNQAQMLASVMFDLRPIHGDTALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDTVDLKHSGVVPVVDLGRVYALRGELQAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGARPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>OLS46409.1 cation acetate symporter [Rhodovulum sulfidophilum]AB26
MDQFTLNLVFVGITFAIYVGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTGSFLPQLGLIGDYAPGGGDQTFLAKLDQVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAISLEAIQTDPKLNWVKTWEQTGLLVMQDLNGDGLIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGALAAALSTAAGLLLAISSAISHDLIKGSINPNISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPALMMGIFSKRVNKEGAIAGMLVGLIFTAVYIFLYKGWFFIPGTATFEDVPANYLFGISPLSI
GTVGAVLNFAVAFGVSAVTRTPPREVVELVESIRVPRGAGAATGH
>OLS46410.1 hypothetical protein BV509_20020 [Rhodovulum sulfidophilum]AB26
MSGQDSDYWRANVRIILICLAIWAVASFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYVFLVLIFVYAWLMNGLDRKYG
VDE
>OLS46411.1 hypothetical protein BV509_20030 [Rhodovulum sulfidophilum]AB26
MRGLLELLAFCGTALVLHLALWPQDETAGVESSGGGGADLATVAASSAAIARQVAEWERPPEPVAPAEIAPPPVVEPPPE
ALPELAAPEAPIPEAPIPEAPIPVPDSPALPRLAAPTPPDAELAAPEPPPRPPKPEVKPDPAPEVPEVRQAEADTPRPVE
RPDRKPAPTPAPQQTARTEASQSSVAQQAQRAVGAGGTARGQAGQASAATRDPGRIASMMAQWGASIRARIQRRVPEGAG
RGAALVELTVSAQGTLVAVRVVRSSGDARLDGLALAAVRQAGRFPAAPAALGPGARSFSLEVRSR
>OLS46412.1 hypothetical protein BV509_20035 [Rhodovulum sulfidophilum]AB26
MRLTLAAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEVHPPEAASDRPPEGIEALLIAADGTLAYRDARDEDVYP
ALADAPREGPLTVRADRAVDGAAVARVLARLAAEGVTPVELVAAAR
>OLS46413.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB26
MSLGLAPPAARRRPSLTPMIDVVFLLLVFFMLAARMGAEVALPVAGGAGGTAEWSGPPRLVDIRPEALTLNGVETPLEGL
AEALTPLVEDPAADPVVLRPRDGADLQRVIEVIETLSAAGYTQPILVE
>OLS46414.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB26
MDLTEKTAAIAEFLDKGGPAIWAIAALSVMTVALILWKLWRLALAGAWSRAAANGAVASWLEGDVWRARSALEGRRGLRA
VAVRAAIEARLDPELDAATAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRAALRAAAE
>OLS46415.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLEATDITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMRIVRDFADAGGGIVAVMHDLNLTAMFADSVALMAGGRLMEQGPPATVLRDDLLSRAYLCPLR
VNALPVNGPYLLPQASGPIAAE
>OLS46416.1 iron ABC transporter [Rhodovulum sulfidophilum]AB26
MVALLHEVPGTAPHWDRTPRAWRLTVLLVLALAVMSAASLAVGAAGTSPWAVLADIMAGREVALADRVVLFEIRLPRLAM
GALVGAALAVSGAVMQGLFRNPLADPGLVGVSAGAGLGAISAIVLGGLLPAGVAGALGYHLVPVAAFAGGWATTLVLYGI
ATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWTKLAAAAPLMILALVAAPMLGRGLN
GLSLGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAALLIGADM
IARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGF
>OLS46417.1 hemin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MIRALAALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTTSSWPEAVTALPDVGYVRRLSAEGVLSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVAAKIEAVAGALDVPEKGAALAAEVGRALDAAAAEAAEGPARRVL
FVLSVQGGRLLASGRGTAADGIIRLAGGVNAVDAFEGYKPLTDEAVAQAAPEVILMMAREGAEDLAAEVLALPAVRTTPA
AASGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>OLS46418.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB26
MGDGKAVSPDRIRSIRQEKSTARARDLADSLGVAEAELLAAETGRGVTRIAAHPDALMPAMPGLGEVMALTRNESAVIEK
VGTYGPYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEETRGGKVRRSIQIFDGAGDAVHKIHLRDGSSAEAWQSLVDAVR
LEDQSDRLTLDPRAPSEPAKVDRGAVETLRGQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPDCLHGLLNAV
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPALSVEAFDAEGMLILQ
AFGMRVGDVDHTGPWGEIVAALPGLEVAA
>OLS46419.1 hypothetical protein BV509_20075 [Rhodovulum sulfidophilum]AB26
MTGRAARRAGRFARAEAGSMTVEFVLILPLLLWALVALHVFVGAFQLRNTATKATYTLADMLSRQTQPVDQAFLDGADSV
LQFLAGPSARLRVTVVRCTADCADDATRRLAIDWPGATAGMQAMTAAELASDAYRARIPAMELGDRMILVETEVDYTPIA
DYGLPSMTFETLMATPPRFAPQLCWQSCG
>OLS46420.1 hypothetical protein BV509_20080 [Rhodovulum sulfidophilum]AB26
MRKGAIIRALGRFARQRTGSVTVEMVILFPILFMVFLMAFELGILNVRQMALARATDIVVRDVRLGTEGTPDFAAFRSRI
CEVATIIRDCENVIRIEMQSLPPERWATMTAPPKCIDHAETIDASLDFNHGVENELMFIRVCALFEPIFPGTGLGRKLPK
NAEGEYALIVTSAFVNEPSI
>OLS46421.1 hypothetical protein BV509_20085 [Rhodovulum sulfidophilum]AB26
MQDRCRGILRSAGTRLCGFGGDERGALVVFFLFVFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAANLDSRQDPEA
LVHDYFRREGLEDHIRDVQVHSDLNGRVVGATASFDIHTLFLQFTGIDTLSSGASGVAREHIPNSEISLVLDISGSMRWD
SRMAMMRPAAKDFIHSVLNPEDPTRVSINLIPYAGQTNPGPVLFEYLGGQWRNGVGNFFEEWPQDISHMTTDFDTDGDGV
PDTVVKVDEFPDSGQPNHVSNDPDDFFPEMVKFIRSSVPAVASATVIGARVKGGIQTTQYYAVEGNANGEAPDTDPLAAS
GGGKKNSEPKADYTLMWNDFDHEAILRPASCLELGSGEFTQSGLPSNGPYEQTPLFMYWTIDRSVMDWGWCPEDDTAIQY
AQNDEAVLDAFVDAIRMHDGTGTHYAMKYALGLLDPSANAAFRHLQTEGLVPADFADRPAAWDDAETAKYIVLMTDGAIT
EQYRSTNPDAAVNATVELEKQSGSKRRKTTTDVQNVASFYETCTLAKKNGVVIFTIAYMASSAAKQQMQTCASTPLYFFD
TTPDNIGEAFSAIAGKINKLRLIQ
>OLS46422.1 hypothetical protein BV509_20090 [Rhodovulum sulfidophilum]AB26
MIRTSIMAALLGATVAAPALADDVETIKSIDVETSLTDLNNPQAAAYWKSLDQDLEAAIAAQLVGRLGETGMDIKIDMNE
VELANFFQEQIGAADNQMSGTVNVIDMEDNSNFQTFDLTVKLNQVMPLLPEGSDVTVITPTSHEVYTALVATFARAVVDN
IEA
>OLS46423.1 hypothetical protein BV509_20095 [Rhodovulum sulfidophilum]AB26
MNYPQIRAFHLVAKEGSVRRAAELLGVSQPTISQHLKGLETRHGVRLFEKRGRGLVPTEAGERLFSVTLRLTELVNEIDD
LLEQRPRAATGRLRIHADSPGIAVRLVSRLRASHPRIEVTIQRRSTEAIAAALLEMRADVGIAVEPMVDPALLILPYRYE
ELRVCLPATSPLAQRRDFALDAISGQTLIQRESGSRTRALVERTIAIAGKTPASVLEIEGSDVVREAVACGLGMTFFAES
DCLPDPRVVYLRLAPPQRQIGFSEHIMLRRDRRRVVEIAAFLSAAALGEGEPAPGVPGARR
>OLS46424.1 hypothetical protein BV509_20100 [Rhodovulum sulfidophilum]AB26
MALDLAHHAFGSTTDFGIPAIGGTEADVLAFDALTDAQSVTLRPEADAPVAEWALAMDIFIPSTAGSYTGLVQTGDGDAE
LFLKRGADGAGLGISGVYEGQVPYDTWVRVAMTVSLEDGDTVLRKFVDGALVGTQSLGVTDRWTIDPDIGLRLFTDNDGE
TSAGFVSSIFFMANPPDAETVAAALAAAPAPAAGGFFPVAPGADAVEVTFAGGTVATRYGEAEVILEGSDYRTPVALGDS
RIGHAAQFGIEAPGGDSPVLNYSAFEAGEGLHIAPPAGTPDLTDFTMVWDIRTDATGGFQSLLQLDAGNTSDGDFFINGS
GGIGISGVYSGVVPAESWARIALSVKDNGDGSSTLSKFIDGTLVGTQTVDTARFTVDASTGFLILTDEDGETAAGYLAHF
ALSGAALSPAEIAALGGVDADGPFAEGEALVQIGFDGHEPTAEFGRGGVTLNDVSDDTPVEPEVSGGIRDMLVSLSDEAR
HYDLTEVFGEGAHDFAVTNSNGDAVGASIENGILTLDFDAYGLSDLVITAHGANGESLEDHVRVRVAGENAYTIAVFPDT
QDYTSNPYIEHVFSEMTQWVADNAEGKNINFLTNVGDVSQWSATNQFDIALSAYDILREAGVNFSIVQGNHDIVNSAGNL
RDTSNFNDAFSVGYMSEDPTFGGVYDAEPERYDNNYHLWTATDGTGWVTINLEFGPRDDVLAWADRVLTEYGDRKAIIVT
HSYNNFNGRHDPLGSDLEGEGAGYDYWLGADPEGAWDGEEIWRDVVSSHANVVFAFGGHIFGDGAETVVSYNDYGNKVYQ
FLMNYQNGVALEATEGGNGGNGAIRLITVDPDNDAIYTETYFTDLDEYFTGHRETEEASRDGLTGSYVGHQEEFHDADIG
ERAAQAEADAGADLHITADAGASSATVALTAAASADPDGDILSWTWTDEDGKVVAFGKETSAELGAGIHDLTLTVETASG
VVSRDDLRVIVETDDVWLVETFDDGIAQGWVNPAVAQPDLAEIGTDLGFGIGSINGVGQKTLTLSFDSHWRPEDSQTAEV
LVSVDGGTPTAILHFDSETTSDDGSNQNERISLDLKVPDTAASVEFFWKMSEAGNDWFWAVDNIVLTDAEGTVLMAQDFD
SLADDLQPATNENIPSDVLGWTHDAPEGWSVDTPDSVPRGTDEWRGWSFTTSKFWTSADGQDRADFTKGSGVIAVADPDE
WDDFNGGSDTGTDFETTLASPKVWLGGAGATAEAVGVLKLPALGQTEALHVTTGATGQIAEYTLIFDLYVGSGQGAWTAL
FQTDLTNATDGELFIANGGIGISGQYDGSLAYDAWNRVAFSVKVEDGAQVLSKYINGALVGTQVVDANVADGSRWTIDGE
KGFLLFSDENGETSDLYAASVAFTPEALDAEAIAALGGVDADGPLSGDQPEGAVQLSFNGALDATDFGTATVEMLDLSDA
RQLGSFAVIGSAMADGDTVGAPEAALYDRSNGTDNLVVWEGGAWTDLTFETTIRSMDDDTMGVVFSFDGDGSYYLLSLDN
QTNARQLIRVEAGTATVLASEAGGYTFNDEQDLAVTRVGGRIVVTLDGVALFGGAVTDSAPLGAGTVGLYSSGQQGAIFD
DVVVRAPQLSADAGPDRIVIDWDGDGRETVALNGAASILPAGAAEALWTGRDLDAAGLTVEATATAGRNSFTLTLDGTAS
DAVTVDLASGDRLIAADRFEDGDATGWTIVDATEIAGDGTAATGTADWQVIDGALVETSGAYSRELTWNGASHPDVWQRG
WSPLGDGTFALHKGSYALWDGDDALTDYAIRAEVTAPEGAVGFMLNYVDENNYYKIELDARVNLFTLVKVVDNYESMIAR
GATSYTPGDSFTFEARIVDGKISATIDGTDLFAYPVEDHDIGAGRAGVWSWGAAGASFDDIAIVDLSSDFAVELHGTAGN
DRLVGTDADETLFAGAGRLDQIWGGAGADTFVFGDETANGQRETDRIADYQTGIDRIDLGGAEIHQIRETAAGVTLWIGA
DLDQLVIAGVESFDDLSFA
>OLS46425.1 hypothetical protein BV509_20105 [Rhodovulum sulfidophilum]AB26
MSLSLPMPVLAAATALALATPGFSATLTDTAADVMFMGGDITAEATAPVFDGSSFSPLYAGIFGGVSGLWDPAFVLTVLT
EDGAEALYGEADSYSFDGVDDLSFVFTATGSAADLFGGTVLAELHFDAPIPDPFGATADIYATARLTLSAQTAPAPVPLP
ATLPMLLAALALPGVALRRRAA
>OLS46426.1 hypothetical protein BV509_20110 [Rhodovulum sulfidophilum]AB26
MSAAAAWLRVVPADPPGSAVLDEIVSGRFAAHIAGPRQAIEQAFLAMGSGLMAGAHLLTDISAAHRDMALEFEGPAFLQG
VEQISRLRDEVGRVLEGITTGDAEIARLAETTKRVRTPLEQMDSAIRLLGLVAVNARIVAAGIESDQNDLTAFTSEMAGI
AAEAKAAVRSISEVHERVCRTVAETRRTQTEFSRGHFRTMAAIRDRLDEDLRSIEAQRAQAAEHADRSATLAAGIGAQVG
EAVAAVQAGDMTRQRLEHVETILDRLADAADAERLAGLLGPLAAAELGATHADFVAEVGHFVNALEAMRVDADAVLRAGT
ERAGRTLAASGEALAALVRDLRSIRPLLDDEARNRETARQLGEGAADAMHLMMSRIDVLERTEHDVRLLGLNMAIRCSGL
GDRASGLRVIAKELSGVAADTSAAAAQIRDILDGAQKTVADTRRRTAEGGGVEGDPAAAASDLETVLDRLRAHGATLAEA
CPRTIAILDETAERAHRVSASGDGWPALVARLETLGGTPDPDEVAAFGDLLAGIRRVYTMQQERRIHDAVLGLPTPGGED
EPPAADGGDADDIDGFLF
>OLS46427.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]AB26
MTFQPSFSGKKWRVLIVDDSASVRRVLSDIISSDPCLEVMGTAADPYAAAERIGRELPDVIFLDIEMPRMDGLTFLRKIM
AQRPLPVVICSSLTEEGSVALMEAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARVRPGRARRMQVEKKLSAD
AMLPARPGRGPSMVAAERIVCIGASTGGTEAIREVLEALPADCPPIVIVQHMPEGFTAAFARRLDGLCAMTVREARDGDP
ILPGQVLIAPGNRHMMIARAGAHARIVIADGPPVCRHRPSVDVMFRSAAQQLGSGAAGILLTGMGDDGAQGLLEMRETGA
ATVAQDEESSVVFGMPKEAIERGAAARVLPLPRIAPAILQFWAGSGGAR
>OLS46428.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB26
MADQTQYVTLGAADSLFAVPVERVQQILETQPIAAMPHAPADFLGMIDVRGQSVPVMDLRKRLALPAAEDSHSTRIMVLD
ARVGEAPRRIGLKTDRVFEVTALDADTMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAADLPAASGAAA
>OLS46429.1 hypothetical protein BV509_20130 [Rhodovulum sulfidophilum]AB26
MTLSLRAKLALAFGALLLLISLLGGVAILQMNRINAQSTIIADNWLPSVDEVRQLDTIMAKYRIGEYAHVLATTESEFER
IETYIDGVRAKLDASRAAYEALIIAPEERQLYAQFNERLTNYLENSKRILRYSRNNQNDMASREMSDSLELFDTVTADLT
ELVAFNSNGARAASAEGDEAYATSQKVVFGVIGLALLVGIGTAIFLIRNITRALGGEPDYARDVIREIASGNLEVKVATR
EGDRDSLLAAARDMVAKLKEVITEVAVSSRNVGAGSQEMSAAAEQLGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TEKIARQSAGDAKSSGDAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMAATAE
ELESQSSQLQQVIGYFRVALDEMAGRAGSHHVAQRGRRSDSSPVEDAIRKTAAPARRRPSQASGGFMLDMGGDDDIDQQF
MRSGAA
>OLS46430.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB26
MSAVDKPTGPAAMRALTVGLQGEVFALPAETVSEILDMVPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPALVGIIADKVHDVTEISDASVEEAPKVGMRWPAEFVRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FTTDERKAK
>OLS46431.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB26
MTLSADPAETFRQEARDLLDTLEQTLLDLEHDPGDSALVDASFRAMHTLKGSGAMFGYDEVADFVHEFETAFDRVRKGKA
AISPGLVVIALAAKDHIADLVGEPGQHAAKGAPILEALRQTVDTGPEAGAAPAAKGPAAAAPAGGVRVRFRLPPDAIAFG
TDPVLLLDEMRELGADRVVGLTDRLPPLDEMDPSGTYLGWEVTFEAGISAEQIDDVFLFVRDGMELTLEPLQPPQAPKDA
SEAAAPADTARRGREAEGRAAAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGDDLNLKAVVEELERLSSGLRDTT
MGIRMVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEGPEARGHAGKPARG
RVRLSAAHTGAEVAISIADDGAGLDPARIRAKAEQNGLLAPDQKVTDQELYQFVFHPGFSTASQVTSISGRGVGMDVVKR
TIEGLRGTIDLTSTPGQGTVATLRLPLTLAIIESMLVQVGTGRYAIPLSAVEECVELPAAQDGKAAGRNFLNIRGRLVPF
LRLRELFRTQAERAEHQKVVIVSAGEARVGLVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVGALVGF
GQAYESRLRGEQLGRVA
>OLS46432.1 two-component system response regulator [Rhodovulum sulfidophilum]AB26
MSKTILAIDDSPSILQMVAHTLTTAGYQVIEAVDGADGYDKAVANRIDAVITDLNMPRLSGLDFIRKYRTHASSAGVPIV
FLTTETDDGLKREAKEAGATGWIAKPFKQDQLLAVVKKVAGA
>OLS46433.1 hypothetical protein BV509_20150 [Rhodovulum sulfidophilum]AB26
MNPETPDMIGTGEICLAHELGPRDAAGIRDRVLAALRGGGAIVVDTTEATGMHVAILQILLALARDAALAGRPFTLIAPP
GGACATAFERAGLDLPGQARAA
>OLS46434.1 hypothetical protein BV509_20155 [Rhodovulum sulfidophilum]AB26
MPDLSPPMPKPRAGARAVPAGAVLAVVTLAALILRLPLLLWGADALDRQVFPDDTYYVLSIARNIAAGLGPTADGTVPTT
GFQPLIVALLVPIFRLTADPVLPALAAAAIGAIAGALAAGLAARLALALTGSCLAAAGVGLVLATGPVFALTHPNGLETA
LAAAALLATAVVLAETRPGAPMRRFVGIGGLAGLAVLARVDAAVLLAPAGIWAVRALGWRGAGRAALTAFAVIAPWVGVC
LWLTGNPLPESGAAVATLAAADRFDGWMTFTMGVLALGGVWPDAVFGWAPVAGIAVAAAILLPLLAVRRGHCAPLAAALA
LGCLALFLAYTLGLGAVWFFERYFSPIHCLVPVLAAALVFGRSPPLAVRVLWGLAVLALCGFGLWRLAPVLSDPGTERLH
AFAPPSGYGEMARDLLPELPPGATLGALQSGALGYFAPPGLRVVNLDGVVNGLAATALREGRVCTYLKAAGITHFADWDL
NRTLLLRRVDPGATVVLDPLYRSAVAQGRHRVTLYSVTADCTPRP
>OLS46435.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MQRRSFLSAAAAALALGATPALAADLDGMKPVTLRLAHVVNEKDAYQVAAVAFRDLVAERSGGKISVEIVPNATLGDERT
LLEGMQIGSIDMGLITNGPVANFVEEMAVFELPFLFPSREAAYGVLDGEIGQELLDKLADVNLKGLAYAERGFRNLTNSR
RPVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVYSFKLNETQKYMTMTRHTYA
PAVFVMGMPTWSKLPEAAQQIVVEAAHDAAATERAFNADMEAQQLDELKAAGMEVNETPDLTAFQEAVAPVYEKYGERFG
DTLTRIRAELN
>OLS46436.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MLSLLGRIERAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVE
RLPDPARRAATALALVIAVAFLISLAWIGQTYMTMQSFQKSAALRLPMSYVYAIIPVSAGLMAWLAATDLMRLVLTGALP
DAGEPVE
>OLS46437.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSLLLFGLFFLFMILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAEGKVSARLVALA
DAMIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLSGFLPGIAMGAGLMVVALVQGHRRAYPKGAPFSLKTIARSFVSAFWGLMTPVIILGGIFSGIFTPSEAAV
IAVNYAIFVSLFVYRDMGLKDIYRLLIRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPTIVLAMMLVL
ILVTGIFVETASALIILTPLLLPLALQLGVDPVHFGVILVVGLAIGMITPPVAINLYVASSVTGLGLERIAKAVLPYLAV
LVAVLILVTYLPLLPG
>OLS46438.1 hypothetical protein BV509_20175 [Rhodovulum sulfidophilum]AB26
MNGLGIGPRGKPQPEPASSSTQFETLIGRFRNRAIPSDGPASQRPAANGEGRPDRDTGPVAPVRSGACVPEQADILQVAA
ASAGIGQWYAELPATEIRATAEYSRVLGYEPGEIPLDVQSCVERIHPEDRASILGQLEAAVRGEIDRFGFDHRLRCKGGG
YRWFAATGQLFAAATGDRPAILCGSLVDVTDRKQDEIRAAGLAEAARDASERLNALADNAPVALFELRRDPGGRLSAPYF
SARLADLSGVPAEDLARDVRAGFRWIHRDDMAALREQARRSAEDLCPASVRFRLRHPERGLRWYRGSSLPTALPDGSVLW
RCSVLDITDEIAAERRAAKASEAQRFAHEGLTTLAENSPGALFSLRQTFDGKMRFPYFTSRLPDLMGVTGADLRKSVGKA
FRHVAPEDEAVVGDAFAQSLETGARAEVKFRVEHPQKGTIWLLCSASPLRSADGAMWYGYMIDITERLEMERRAARATAE
AHDAMDRLASIAEIAPVGLYEAQRAPMGGLNFTYTSAHFNDLMGFSGGDDQRLQTHILERIHPDDLPQFLANIETTSQTL
ALRRQRFRIFHPIRGMRWLDASATPRKGPDGVVTWRGALYDVTADVEREADLRRAHGLAEKMRIENERQALHDGLTALPN
RRFYDRVLAERLAEAGAGGPRDCVLIRIDLDHFKYVNDTLGHEAGDQVLIRVAEVLRGAIREADFAARIGGDEFAILLAP
GVTRRHAQDVVERVQARLAEPMLYRGRPCRFGASFGIAQCDDICGPDSDIQLFADAALYRAKASGRSRMQFFTRALHDTI
LRDRRLAAEIHEALERDEFVPFFQPQVCAMENRLVGAETLLRWRHPTKGVLAPSAFMHVAQQLRLVPEIDRLMMEKSRQA
LDRWRAAGLHLPKISFNVSSGRMHDPDVVSAARAMRSEDTKVTFELLESILVEEESDAFRTHLAAVREAGIDIEIDDFGS
GHASIIGLLEIAPSSLKIDRRIVAPVASDLRSRNLVRAIVEIAEALGIGTVAEGVETPDQVRILRGLGCQVLQGYLFSRP
VDEAGFLAYATEKLRRRA
>OLS46439.1 hypothetical protein BV509_20180 [Rhodovulum sulfidophilum]AB26
MARPIYSTQQIANQLLTGYWSATGQPARSWQFSGSDHTVTYSFGSSMNASERALARTALDAWSEAANIGFTEVSSGARMS
FVNNSSGAYSQTYVSGNAISSTTVNVARSWVSTYGTGFDSYSYQTYLHEIGHALGLGHTGNYNGSASYSRDALYANDSWQ
TSVMSYFSQGENTYVAATTAFTLTPMIADAHAVQTLYGAPAAVHAGDTVYGRNSTAGGALDTLGRTGIQPVTFVLSDSGG
TDLVDFSHWAASNRIDLTAGRTSDALGWTGNMMIAAGTVIENVTTGAGADRVTGNTSANTISTGSGNDTLDGGAGDDVLI
GGAGNDSMTGGAGADLFRFFAGFGDDRITDFASVDRIDFTTIPGAASWTDLVALMAQSASGVTIATTEGSVLLQGVTLGA
LTVANFLLSDGSGGSGSGGSGSGSGGAGGSSATQISGTEARDVLQGTTGDDLIDGLAGADTIRANSGNDTVTGGLGNDIV
YLESGDDVFVDGTDIGADRVYGGAGNDRLVSQGGRDLFYGEAGDDVLTAGNAGSVLSGGTGNDTIAGGAGMDNVTDDGGA
DLVDLGAGNDRYLGRGDSPGMADTVSGGAGNDTITTSNGNDLIDGGAGNDRVSAGAGNDTVTGGAGNDALQGGKGDDSLS
GGAGDDSISDTGGNDSVDLGAGNDRYSATGDTAAMGDTVSGGEGHDRIIGSTGNDSLSGDAGNDVLSGGGGADTLAGGAG
NDTMTGGGGNDVFVLGAGFGTDTIMDLRAGDVIDLSAVGAVADWSTLMTGATQLRTGTLLTTSDGTLLLRGTALATLGAS
SFRFAGSGNDGLAVSGTITGTAGADVLNGSAMADTIAAGAGNDRVDAGAGRDSVDLGEGADIFVDTAETGAAGGDTVRGG
TGDDRIFGTAGLNSFYGEAGRDVILGGAGADLIDGGADNDTITGGAGDDTVLGGAGNDQIRLDGGDDTFTDSADAGMDRV
YGGAGDDRLISLGGRDALYGEAGDDLLQASDAGGLLSGGLGNDTLTGGAGNDSVTDSGGNDLVDLGAGNDRYTATGDSRS
QGDTVSGGDGNDSIQLGAGNDSVDGGAGNDRVGDTGGRDLVRLGDGDDSFNGSRDLAGDGDTVHGGAGNDRIYGGRGADS
LSGDAGDDLLAGGAGADTLLGGAGNDRLTGGADADLFVFADGDGVDLVMDFRAGIDRLDLTAVSGLSGWADVAAHMTQSG
RDVLFDFATVDIQLARVDIGVLSDSDFLI
>OLS46440.1 glycine/betaine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKRATALGALLAGLALPAMAQAECGEVSIAEMNWASASVVTNVEKFLMEQGYGCTVKVVPSDTVPAVTSIAENGEPDTVS
EMWVNSTGEVYSKLKDQGKIEELGKVLDPGGVEGWWIPDYLAEEHPELTTIEGVLAHPDWVGGTFNNCPDGWGCRVVNDN
LIPAFDLEGHGIEVFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVSVDLGPYDEAAHEANQTPDTPDPKPS
AFPAAPVLTVVTADFADREPEVAEMLRKVSFDVDDMSAVIAWMDENNASPEEGAVYFLTQHKDVWSAWLDDAAREKLAAL
LNQ
>OLS46441.1 glycine/betaine ABC transporter permease [Rhodovulum sulfidophilum]AB26
MASYDFLFDGLGLRAWCDGGASAAPMSMADLLGQARGAAAPAPSLWDFPFPSMNALNRACPAFPQARELTKGLEDGFLSI
KDGLSIVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVTRSWGLVAFVAACIGFLAFINHYDYAMQTLAIIFV
CAFICVLLGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTRRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVILDRVTKAALARVNTAQKQ
>OLS46442.1 glycine/betaine ABC transporter [Rhodovulum sulfidophilum]AB26
MSDDVKISIRNLYKIFGADPQSVLPLARSGMDKAELLEAHRHVLGLRDINVDMKAGQMTVIMGLSGSGKSTLIRHINRLI
EPTSGEVVVNGEDVLAYNDARLRELRRVNMSMVFQKFALLPHRTVLENAGTPLEVRGVPREQWEDEARKWLDRVGLEGQG
NQFPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQHILMHPNDPYIVDFISDINRARVLRVRSVMTRTEAAPEGVAGDVEADANLESVIALSGGDTSLRYRVV
RDGRQVGLLSVKDLVRALVPTAASGEGLRARAG
>OLS46443.1 hypothetical protein BV509_20200 [Rhodovulum sulfidophilum]AB26
MRAFALCLILTPLPVWADDLLIPSRVSAVTLFPDGAAVTRSAAFDLPAGAHRLILADLPATTPLGSVRVAVEGASLGSVS
ARRDFVLPRGAGKSPEIEAAEAEVERRRQALEAAEADISRTRAEAQGAEARAAFLGRLGQGEAAMTVEDLRALARMIGTE
TEGALADAIAARGRADAAERGLTPLRAALAEAEQALAALVPEDAARAMLAIAVTGPEGAPVQGEVTVSYTVEAARWRPVY
DLRLDRAARVLTVERGALVAQETGETWSQVALSLSTARPGGQTAPRDLWPLLRRISDPVAAFEPSDLAVRSRAVLAAPQM
AEMDAAPAGAAPVIAVAELDGLAVSYDYPAAVDIATGADNLRLSLGDLAMPVELVAEAVPEFDDSAYLVASLVNETGEIL
LPSSEAMAYLDGRFVGQQAIGLIPAGAEADLPFGPIDGLRLTRTVLDRNEGDRGVLKRSNEQSEAVRIEVENLTGESWPV
RLLDRVPYSEQEDLKIVWQADPAPTGTDVEGRRGLLDWRFDLAPGATREVALSHRLTWPEGKVLD
>OLS46444.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKTVKTQDLEHFDFAGWDMALFAIGSEATKEY
APKAAKAGCVVIDNSSLYRYDPDIPLIVPEVNADAIMGYAKRNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTSIKVTATCVRVPVF
VGHSESINIEFEEFLDEDEARDILREAPGIMVVDKREAGGYVTPVECVGEFATYISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAELLGQRVLKKG
>OLS46445.1 hypothetical protein BV509_20215 [Rhodovulum sulfidophilum]AB26
MAGRTSAGPIVALGVALAGLSGPAAAEGFAQNKAVVGASVMRWLDPAPKPSQASKSERKATALALDRRQGQGSHICSASG
FGQRPRCFAR
>OLS46446.1 beta-mannosidase [Rhodovulum sulfidophilum]AB26
MRCDTAFALGLVTALGLAAAAPAEPIEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVFLPSLIEADAYARARNRS
VLATIEPWTWNRSERNTPEALQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWSNWDPETYKAAYRRM
VDVCRENAPKVAYMWSPLGYEALDAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFQSILAPRYARVERFNKPVVVAEL
GFSGREAYVAKWTSEVRQIYPEFPNLVAVVYFNQVEVYPWPDDFGLPDWKVGERILAP
>OLS46447.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB26
MSTPGPVLVTGGAGYIGSHTCRRLSDAGYLPVAFDNLSTGHADAVRWGPLVEGDTRDRAALIRAIRAHAPVAVIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLCACRETGLDRVIFSSSCASYGLPDALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALVAAAGRGPALDLFGTDYPTPDGTCIRDYIHVCDLAEGHLLAL
RHLEGGGGDLQVNLGTGRGHSIREVLAAVERVIGRPVPVTERPRRPGDPPALVADPSRARAALGFEARHRGLDGILRDAA
LALGLDVTDAGMA
>OLS46448.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB26
MSGKTVLVTGGAGFLGSHLCDRLVEGEAQVICVDNLQTGRLDNISHLMQRRGFRFIRHDVTDRLCIDGPIDEIYNLACPA
SPPQYERDPIHTFRTSVLGAMNLLDLAEAKGARILQASTSEVYGDPMLCPQSETYWGNVNMIGPRACYDEGKRGAETLFH
LYREDRGVDIRVARIFNTYGPRMRPDDGRVVSNFIVQALAGTPLTVYGSGRQTRSFCYVDDLVGGLVRLMASPATVKGPV
NLGNPGEFTVLALAELVLAKTGSRSKVAFRTLPGDDPRRRRPDIALAERVLGWGPTIPLEEGLDRTIPYFAEVMHQNVAG
V
>OLS46449.1 hypothetical protein BV509_20240 [Rhodovulum sulfidophilum]AB26
MPDRSPNPSSRRRGLPPRALAVLYLAAILLPLALAWTGGLEHRRLSMMLAAGAGIASAAMILMQMVTSGRFEAVSGRIGI
DVTMAFHKWAAPTALVLALGHALMLVGPPDADHPHRLARRLFRMATEDGLVDGRLALGLLALIVGMALLRERLPLRYEIW
RASHALGAVALVGTLLWHIASDARPAGLTLPWWGLFALAALVPAAGVYLRRLTRPAADDWRIASLRPVAERLWELRLDPP
AGGGLAFRAGQFAWLSFGGRRLPLFDHPFSIASAPGTPGLRFLIQEAGDFTRRLGRLAPGTPVGLDAPHGSFVLTEGAGP
VLLIAGGVGIAPILSVLDDLAARGDGRPVRLVYACRSPEAMVPDDLLRPACDRLGVVPLTLVDRGAGPGLAPGPLTEAHL
RALLNGLDPGATRALICGPGPMMTMAADTLARLGLRPERIGYERFSYAVAESSARDRRMLSGFAALFAAIGAAVLAFALV
>OLS46450.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTNPTLAPRFEPPLRASIADGVFAELQRQLLSLDLEPGSKLSEAEIARAMGVSRQPVRDAFYRLAKLGFLQILPQRATTV
TLISTGAVMRAQAIRTALEAETVRVAASVLAPADFDVLETLLAEQDAAIAAADRPRFHRLDDLFHREICERAGLGHFWDL
IAENKGHMDRVRMLSLAFASRHAWDDHVRIVAALKAHDPEAACAALRAHLSRILGQIERIRADNLAWFADEPAPPDL
>OLS46451.1 glucuronate isomerase [Rhodovulum sulfidophilum]AB26
MALLDADRLFPLDPGARALARALHASVTTAPIVSPHGHTDPRWFAENAPFPDPARLFVTPDHYLFRMLHSQGVPLDRLGV
PRADGGPTETDGRAIWRFFAEHYHLFRGTPSRLWLDHAFQEVFGVDQPLGPATADAIYDRIADCLARPDYRPRALFERFG
IEVLATTEGALDDLRWHAEIRASGWPGRVITTYRPDAVTDPDFEGFPDNIEAFCALAGEDPARYEGYLDAHRARRAFFRS
FGATATDHGHPSAATANLPRAEAEALYGKVRSGRADAAEREAFRAQMLTEMARLSLEDGLVMQIHPGAFRNHSAPVLARY
GRDKGYDIPTRTDYVQALKPLLDAVGEEPGLTVILFTLDETAYARELAPLAGVYPCLRLGPPWWFHDSFEGMTRFRQSAT
ETAGFYNTVGFNDDTRAFCSIPARHDVARRVDAAFLATLVRSGRLTEDEAHEVIHDLAYRLARKAYRL
>OLS46452.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB26
MQRTMLWVARVTGALATAGLWTAGAGLVLMTVFIAAQVFWRYVLNDSLQWTEPAAVMIMGWFIFLGAAVGLREGYHLSFD
VVLYVLPDRVRPWLHSVSDLVVAAFGTGMVIYGTELADRTAGNKLPALGISGAFDFLPLVGGGALLVLFALERLARRAAG
LPTPRFGDDHEIEPASEAGLSAAPGPEAR
>OLS46453.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MELWVLFGTFVTLLLIGTPVAFCLGAASFATVLYLGLPPVVVFQRLNSGVSVYALMAIPFFIYAGDLMVRGDIARRLVAL
AGALVGHFKGGLGQVNIAASVLFGGVSGSAAADASAVGGLMVPQMKARGYGTDYAVNITVVSSIIALMIPPSHNMIIYSI
SAGGKISIADLFTAGIVPGLLLALSLMVAARLVAIRRGYPTEPFPGLAALGGLLLNAIPGLILIAIIFGGVRSGVFTASE
SSNIAVVYALGVTLLVYRSLSFADFVEATKAAVRTTAMVLMVIGCAAAFGWLLAFLRVPAQLVAVLADLSDNPLVILLLI
NVVLLILGTFMDMSPLIVITTPIFLPVAQAFGVDPVHFGVILILNLGIGLCTPPVGAVLFVGCAVGRVPIWQVMRTIWPF
YLAALATLIAVTYIPALSLWLPGLFH
>OLS46454.1 cupin [Rhodovulum sulfidophilum]AB26
MPYPETEPDPGIRRRVLAETPELMLVSFRFAQGAEGPLHSHPHVQASHVRSGRFRFSVAGESFEVGPGDSFVIPSGAEHG
CLCLEAGELIDSFAPRRDDFL
>OLS46455.1 5-dehydro-4-deoxy-D-glucuronate isomerase [Rhodovulum sulfidophilum]AB26
MLQVETRHAVHPDQARTMDTAALRRHFLAEGLFQDGRLRLVYTHYDRFVLGGAVPAGGRLTLDHVPETGTPGFLDRRELG
IVNLGGPGTVTAMGDSWAMARGDVLYLGRGAGPVVLAGEGRFYLASAPAHRTCPNRLIRPTEANRVELGSAEGANRRAIM
QFIHPLVMESCQLVLGYTVLEPGSVWNTMPPHTHDRRMEAYLYWDMAPEDRVLHLMGPPDETRHLFVANEEAALSPPWSI
HAGAGTGRHGFVWAMAGDNTDFTDMDMVAPGDLR
>OLS46456.1 2-deoxy-D-gluconate 3-dehydrogenase [Rhodovulum sulfidophilum]AB26
MSLFSLAGRRAFVTGANTGIGQAIALALAAQGAAVTCAGRRPSDETVARIEAAGGTAQSLILDLADPMAGRDLFAGEGYS
ILVNNAGIIRRADSLDFSEADWDAVMDVDLKALFFTSQGFARASLDTGTLPAAIVNIASLLSFQGGIRVPAYTAAKHGVA
GLTKILANEWAGRGINVNAIAPGYIATNNTAALRDDPVRSQAILDRIPAGRWGAPEDIAGTAAFLCSPAARYIHGAVLNV
DGGWLAR
>OLS46457.1 mannitol dehydrogenase [Rhodovulum sulfidophilum]AB26
MTRTAKAPEAGIVHVGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPEGAVAHPVEI
LRDVLVAPEDPQAVLEAMADPAIRIVTLTVTEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRALQLRHDRGLR
PFTVLTCDNLPDNGRVVRGVVLALASRIDPGLADWIGTEGRFPSTMVDRIVPATSPEDIARVEVLTGYHDAAPVMHEPFR
QWAIEDDFVDDARPDWGAVGAELVAEVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVRHLWADEIAP
ALTPPPGVSLSAYAEALGTRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLVLTVAAWMRYVGGIDEAG
RPIDVRDPLAGRLRALSDGAETPEGKVAALLSVREIFPEALSRTLKSHLAEAYARLQRDGARAAAGAVCAETAGAD
>OLS46458.1 xylose isomerase [Rhodovulum sulfidophilum]AB26
MTDFFHGIDKIAYEGPDSPNPLAFRHYDPDALVLGKRMEDHLRFAGAYWHSLAYEGLDPFGGRTFERPWYGDGMDRAFVK
ADVAFELFSKLGLPYFCFHDADVRPEGKTLVDTVTNLNRIAEVFGQKMEKTGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLKRYGLENEVKLNIEVGHAFLAGHSFEHELALAAALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDAKIRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALKDRYAGWQAPEAQAMLNGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>OLS46459.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB26
MTRLATALMAALAAPPGLAGSLPAPPTDADFAAAPEAETRLGQLLFFDPILSGNRSISCATCHHPRFATGDGLSLGLGEG
GIGLGPARRADPANLPERLIPRNAPPLFNMGAAGVTVLFADGRIETDASRPTGFRTPMEDEMVAGFANLLSAQTMFPVLS
PDEMAGHYQENDVARAVRQGFITGPGGAWDRIAGRVAALPAYRTRFEAVYPEIAAGRPIAFTDISNAIAAFVSAEWRADD
SAFDRALRGGPPLTGPAAEGQALFYGPAGCDACHSGPLLSDMGFHAMGAPQLGPGKVERFETGQADPGRFRVTGHAADAF
AFRTPMLRNVTRTGPWGHAGGDADLRTFLARHAAPRKDLDRHPREAVLPHFDSPQPVWAVLDDPEARAAIEAAAKPGPGL
AADEIEALMAFLEALTDETALAGRLGIPDAVPSGLPVDR
>OLS46460.1 hypothetical protein BV509_20300 [Rhodovulum sulfidophilum]AB26
MKRLTLALLVLAAPASAGPVFLDRSAALPVAHVYSGGWEHFVGGGVAILDCNGDGRPDFAAAGGAGPTHLFVNRTPGPGA
ALAFEAAGLPVPTGVTGLWPLDIDGDGTLDLAVLRAGPNLLLRGDGQCGFAKADWGFAGGDGWSTAFSATWEPGRSLPTL
AIGNYVDRADPNGPFGTCDGNELHRAEAGRYGAPLPLAPGFCALSMLFSDWQRSGRPELRISNDRHYYVSGGYEQMWRLD
PLAERGPDEGWRRVSLWGMGIASADLDGNGFPEVMLTSMGDQLLQFNEAGVLRDAPYAQGSYAQRPYLGDDGRPSTGWHA
EFGDIDNDGRLDLFIAKGNVDQMPSNAMKDPNNLLMQQPDGRFHEAGDAAGIASGARSRGAGLADFDGDGRLDLVVVNRR
AALELWQNATPGTGHWLGVELRQPPPNTRAVGAWIELRAGGLSQTREVTVGGGHGGGQAGPVHFGLGAAETALLRVLWPG
AGWSDWQEVAADGVVTLRP
>OLS46461.1 XylR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTPPVSTPHLGPGNPDQPRGCGPLAPPRSPAPRPLRQQIFEQVRAMGEVSRGQLARELGVSPASVTTQTSELIEQGYLTE
VPLVPGAEPLRGRPPVALRVAAGAHAVAGVKFSMRKHVAVALDFAGNQIAEASEPARDRAPLDDQIEVLARLIGSVCAEA
GIGAGELAQVGIGVPGFVDHASGRVHWSPVFGARDVDLAQAASARLGLPVIVDNDANLAALAELWFGSGRTLSDFAVVTL
EHGLGMGLVLNHRVFRGALGLGVELGHTKVELDGALCRCGQRGCLEAYVADYALAREAHVALDLAGGSVGGGAQGGADLV
ERLYAEAKAGNAAAQSIFRRAGRYLALGLANVINVFDPELLILSGERMRYDYLHAQETIAEVGGSVLPARATPPRIEVHA
WGDLLGAHGAGALALGAVTDRRIGGPFEGAAA
>OLS46462.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MQGRTLITGLLAAACLGGPLLAQDLTVGVSWSNFQEERWKTDEAAIKSALDAAGAKYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQSAADEGIPVIAYDRLIEDGRAFYLTFDNVEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRGGQQQVLQPAIDAGKIKIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALMAQGMGGIPVSG
QDGDHAALNRVAKGTQTVSVWKDARELGKAAGQIAIELAGGTKMNDIDGAQQWTSPSGTTLWAKFLEPIPVTRDNLTAVT
DAGWIGVDALCQGVENGPAPCN
>OLS46463.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB26
MQHARTRSDAPARKSIFDSLELDTRLLGMIGAFVVLCLVFNLVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMVQTVVLPGWLGLGLGHWAIAPLAIAAGLATGAVIGGFQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATSRRNRRAHDFPVKPRWAEAVLGLVVAGAILG
FVAVLNAYEVPERKLARIFEARGEVLPEGFTAGYGLPFSVILLILIAAGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRRRTGER
>OLS46464.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MADARGTPLVEMKDISISFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYQRDAGEILIDGRPAAISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELVTPLGLMDEAAMEAETRRIMARLNPNFRKFASPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVEEVTTDDIL
AMIIAGKKPAHLAA
>OLS46465.1 hypothetical protein BV509_20325, partial [Rhodovulum sulfidophilum]AB26
LRPRPIGIARPDYIYDQTGSVGLSATIALGGAARRTSRIRLVFISGGSNYGTFGGGRASLYRRREYIAD
>OLS46466.1 hypothetical protein BV509_20330 [Rhodovulum sulfidophilum]AB26
MLDATDNAIRTLLAILGGLVLVWLRTDGMALLARMGIVIASGAIGYVAGPEIALWLGTPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>OLS46467.1 hypothetical protein BV509_20335 [Rhodovulum sulfidophilum]AB26
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAAASLLSADMLGLPPDVYAAAVGLLSAAAVLARLIAQTGLEGADR
>OLS46468.1 hypothetical protein BV509_20340 [Rhodovulum sulfidophilum]AB26
MIRRRTAAGGAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETHGVGPGQTTTPEECRTKLAARVAQFEAEIRPCL
PPELPVETRAAFVSAAYNIGSGAFCRSSMSRRALAGDLPGACDALTMWVKAGGRTVPGLVNRRNAERALCLSGLD
>OLS46469.1 hypothetical protein BV509_20345 [Rhodovulum sulfidophilum]AB26
MPVRPRLILAAALLLAGCGGLPVPLGPNVAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVVVNE
IPAWIVLVALIGWIAPSPGEIGRRIGEAVRGVGYSRKL
>OLS46470.1 hypothetical protein BV509_20350 [Rhodovulum sulfidophilum]AB26
MWKILAAATAALAAVTILAAAVVNINIRKLVRKECEAADLARTDNLTGLANRLYLLERMEALLQMPGHEVVALVLDLNRF
KQVNDVVGHAGGDALLKSFASRLNGFPFRNSFCARTGGDEFVIVFWGESRLLEAIKKRASWLQSVCSRPISCLGFEFDIS
VSKGLAITHNGQLSAQEVLRRADRAMYHAKTQGLQRLVIFDDEMERTDHSNRKIERSLRESLTTDGHFFVEYQPIVSASD
PSKLIRVEALARWRDDSGDIVSPSEFIGIAEVSNLIVPLGWKILDIVCLDLARNPGISASVNVSAIQLMSPSFASSLTTR
VLRSGVEPERIELEITETVALQDTEVVVDQVRRLVAAGFSVALDDFGTGYSSVGYIRKIPFSTLKIDKSFAIGGIGGGEN
EALIEGIVSLSHALGVEVVAEGVERVEDFIKLNQIGCDYIQGFLVGRPTSLEVALDGISKSCLELAMQS
>OLS46471.1 hypothetical protein BV509_20355 [Rhodovulum sulfidophilum]AB26
MILVRHYVAPSPIHGLGVFTREQAKKGDVIWRFEPTFDVEIPERLLEFLLDPYAETVRTNAEYFGSRRVFRLGNDGDIFM
NHSDNPSLIDLGDEMVAARDLKVGDELTCDYRTVVVLDFSPPPKAQLKESTP
>OLS46472.1 hypothetical protein BV509_20360 [Rhodovulum sulfidophilum]AB26
MNGQNAEMVKTYAILVGIVIVTAAGDYALKMAAVRPSPLTSFWFVKGTLLYAVTAVGWIALMQSHSLPQIAVLYSAATIV
ALSFIGAVAFGEHVSLRQWTGIVLALTAVILVEFEAS
>OLS46473.1 hypothetical protein BV509_20365 [Rhodovulum sulfidophilum]AB26
MANDNIQLISVFIGSPSGLEVERTMFRDVIDELNRHHSRHWGCMLEPVGWEETLPGRGRPQALINQELDRCEYFIGVMYD
HWGSQTASDNPKYTSGFEEEFERAKGHVSSGKMNDIAIYFKEVPPERLRDPGESLKRVLAFKKECFSKRDALYKEYSSEA
GFETLIRAKLTAIGWAEFGKRQSELNQKVKSEAPPKGVIAKPETDSGKNHLFSEPTRAFLEAMALRGAGWEETNAIEVAR
IRLVASSVYRSGNDETVLGAHDANLLFRYRDTLELGNEEIRGLVDSGISGFGSQNVPLWHWLSKYLKDESNRERLAISAS
IAGDTKQAYAVRLISLLGIEPPEIENFLSREKVVRRWMDEEGERGVLSEAVIYLQDNSKSEDIPLLEEIYEKSSSQHQAK
LGDLIVKLEARSGATRALSRALELGIDEIDEETAEKVFENPASLTTELLMECVASPSGTIRQRSSAILCDRGALQRELAD
TLLSDPDYTVRFYAALSLHRAGHPLEDNLAKQALAITKKKKGLIELFALEETDTEHLDRYKLAVLCEKDFRQLKEEYDQS
GIYDEDAAFVLFREHPNKMKKELREQLKGGFERYLATRLNELERILGSQSEAFKGAEKHIPFLRKRLTTAALEALCGLKQ
KTDLDLVRHVLDNYNVDMCETAIEFLGRFGDWSDLARIKDMSDFRPVTLNLLSISFPKALPQKATAVISIGKDRMADLLS
EDMEPLLRRELLKQLQKRNVTSMSDEVLLQALGHDDEECRAIMALKCVQVLPKTRISSLLKKYTDHDGYRFYNSIHWLDL
GASMPRDTAKSVASKELARR
>OLS46474.1 hypothetical protein BV509_20370 [Rhodovulum sulfidophilum]AB26
MMIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAEGYAGDREAMHDALAALNSRHMTFLATAAGAPRSEKGLGNMIR
AAAAEAGIEKSAHGLRKTRGVALAEAGASAHQIMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATPAAQVATFPKK
P
>OLS46475.1 hypothetical protein BV509_20375 [Rhodovulum sulfidophilum]AB26
MLVPMGHRVRKTTDTAVPMLYTQLFDGEAAPQGFCTATTRASGAGRNHARSWPRLRCRPSWTQATPQAGQEPLGTSCQKQ
PQSSA
>OLS46476.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB26
MTGMLMALVDGSAYSESVCRHAAWIAKRSGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSQLMEQLSDLDEQHAKLSQAQ
GRAILEDAKALIEGEGVTDVITRLRHDDIVNTVEQKEAAADMIVIGKRGEAAGLESPHLGSNFERIVRASHKPVFVSNRS
FAPIERVLIAYDGGVSSMKAVDHVARNPVFAGLKVIVATAGQDTADLRRALEKARVTLNAGGHEAEVKLLKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTGMIRSCKVPVVLMR
>OLS46477.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]AB26
MNALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLAKLGQLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTSVPSPLITIIVLTAVTMAFGIDVRTVSDMGELPDTLPVFLIPDIPLTLETLKIILPYSIGVAAVGLLESLMTQ
TIVDDLTDTPSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGTMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRTLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFRVTSEISPDGR
ARTYVVEGQLFFASTEEFMRAFDFKEALERVTIDVSRAHIWDVSSVAALDMVVLKFRREGAEVEIRGMNAASETIVDKLA
VHDKPGAMDDLLGH
>OLS46478.1 hypothetical protein BV509_20390 [Rhodovulum sulfidophilum]AB26
MRTGAAAPDRHGWLIPAATAVLAVTAIRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAVTEMVGNDAP
FWVRLPAPLFHAATALILGRIAAGLWGRQAAIWVALGFITLPMVAAGSILISTDTIMFPFLALALGFWLRMLARPGPGWA
LAAGVALGLAFLSKYAAIYYPLCAALAAVLIRPARPRLHDAGLALLAFAVTISPNVVWNLQNGLTTLEHTLDNADWVRDP
SGRAGFNIAGLAEFLGSQFAVFGPVLFAALIWGALRWSDRDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLAGT
LAVLPRLGRGLRIASFAINGTVALALPVLGVYAPSASFGGPPVLERYLGRVDLSDRILDIAEAEGQRVIVADNRDLLADL
FYTGRDRDVSIHAPPPEGRASNHYALRHALPRGLSGTVLYVAAGTPPACAAGTDPLTELTPETGAYRGKRFVLFKLPASC
WNG
>OLS46479.1 lipid A biosynthesis protein [Rhodovulum sulfidophilum]AB26
MAIETLFGWLHVDSWAEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGVILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRSA
>OLS46480.1 dolichol-phosphate mannosyltransferase [Rhodovulum sulfidophilum]AB26
MPAVSIVIPMKNEAENVAFLLGEIAEACAGLDSHEVIVVDDGSTDTTAAIVAERMKSDPALRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADETGRLGLVAGQRVGRQDTASKKWASRAANAIRARLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFKRDGWEIALVDVSHRERHAGQSNYNNLQRALVGIHDLIGVSWLILRRKKARATEEV
PHGH
>OLS46481.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTADRPDRPSRPLTLRDVSEASGVSEMTVSRVLRHSGDVSEKTRAKVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEASRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAGAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAQIIADCVE
KGLPGKGERVALTPRIDPGHTLRADLARCGQAVRDQV
>OLS46482.1 hypothetical protein BV509_20420 [Rhodovulum sulfidophilum]AB26
MPLTLCFAPRLMPAGQAAHYLGVSVSKLRTLPITSKQLDGKRVWDLRDLDAYADNLPTHGESDQGNTCDALFTARAS
>OLS46483.1 hypothetical protein BV509_20425 [Rhodovulum sulfidophilum]AB26
MPPATTGTGAMADTLRASFGRFEAETVPAEARLTIRLDGTPVIRLFGRDLVRSALLGGSWCPDMQRALRWGLQRIEAELG
EDLRFRAGVMAACETMRRLSVGLDVHAGQTSAILLGEKVPNVDFRKAVGELVDSVMEGTLDG
>OLS46484.1 hypothetical protein BV509_20435 [Rhodovulum sulfidophilum]AB26
MSGPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEAHPDERAAWPGLPEEARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWF
GEPFFKATGLYLRGLAPLSATDRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAAQWGGDARQEAA
>OLS46485.1 hypothetical protein BV509_20440 [Rhodovulum sulfidophilum]AB26
MSDDITADDRLQDTAPDAEPDWILKFTLRGGSTVEWIGSKSAVFGALEELKTLDRVTGPLSWFFLPMGAINMGEVLFVTI
RPCPPETKPDPEPARRARFSLV
>OLS46486.1 hypothetical protein BV509_20445 [Rhodovulum sulfidophilum]AB26
MDTTLAAAPELADFVAEWRSAAPEVQLAAIRGALRRQGIAQPAPEDPARAGYEIQLFGLAALGRDGADAARTWMEAAARR
CPFA
>OLS46487.1 hypothetical protein BV509_20450 [Rhodovulum sulfidophilum]AB26
MIRLNPKTILATAAALALLAAPALAAVNATEDLSAIRQPSADGAGCFAAIAGTNAFERTHAPGCIYYRAPTGTDPKEVEA
ADPEPGDPGEAEGDDSENAGL
>OLS46488.1 hypothetical protein BV509_20455 [Rhodovulum sulfidophilum]AB26
MACESVESREQLTLLGNTSPEAISLRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSIPVMKILYRRHRIDFNF
VLHGDFAQLPGDVQERLFEALAAAKR
>OLS46489.1 hypothetical protein BV509_20460 [Rhodovulum sulfidophilum]AB26
MCDIREFIQALGGCRAVAQRLGAKYTTIHSHLAAGAFPAKYYDAFCALAVEVGREPPPKKLFSFVQIPEAARRSGIAGGS
GDAVTDVDSDEKRGAA
>OLS46490.1 hypothetical protein BV509_20465 [Rhodovulum sulfidophilum]AB26
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELFDPEHTA
>OLS46491.1 hypothetical protein BV509_20470 [Rhodovulum sulfidophilum]AB26
MTAPQDATVTLTGPNGVTTGPIPLDTFTAGARLPMKETAEDEAVRDRTYRVAADELRGFIERFEALAEEKAQIGERIANP
CTGVRFSYSPPTISMG
>OLS46492.1 integrase [Rhodovulum sulfidophilum]AB26
MVSKRYLWRHPSGRVYVRLRGRLCRIMAPEGTAEFDREYWEILTGKRMQAKTSWNALMDDYRTSDRWLGLKPRTRQDYDK
VMAYLREKIGTRDVKALTRADVIAAQKANVHRTRFANYIPQMLVILCEHAIDLGWLANNPAKGVRALKTPERRRKEHLPW
PDWAVEKFRSEAEELPRLIFEIGVGSVQRPGDWVGFRWGDYNGESLTLRQNKTDKSLVLPCTPQLKAALDRAKDALGAVP
IAGRPILMKRDGNPVSYRYMAQIMLKERRRLGLEAYDLHALRYRGVRELALDGCSDDEIAAYSGHATKAMIEKYAGEARQ
IMRARQAAEKRR
>OLS46493.1 hypothetical protein BV509_20480 [Rhodovulum sulfidophilum]AB26
MPRTVPIFASERNAARLLDMKQAEFRALVEAGHLPRGREIAPGLIRWPVEDLRRIASGEAAEGMGDVSW
>OLS46494.1 hypothetical protein BV509_20485 [Rhodovulum sulfidophilum]AB26
MGAVGSIYVRADFAETEVRSQPADDLTPVMLADFLSRFAIPKGKGTRAAIRKCALRATGHFWMQASKENA
>OLS46495.1 hypothetical protein BV509_20490 [Rhodovulum sulfidophilum]AB26
MRQSHLLKITEGTRNELDGGRRRGVLPIGQGDSFGDPADEAVFSWADFTLSDALRMRAYFDLTRSGLKAQDVKSFVGNGF
ARVEHGDVQRPFDFHNPGPMPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQG
FDQRETLSLQLYNLSLARKKVLDAAREINLPELDDLNGGKA
>OLS46496.1 hypothetical protein BV509_20495 [Rhodovulum sulfidophilum]AB26
MALYHEWLSARREWRELAELPGNEDWTDPRSLAAEARESEAEDMMVALKPTSLEGIAALTALAWILVSPGNPNAEGFETA
AQSYDCRVIASIWRACTGLEGYPVT
>OLS46497.1 hypothetical protein BV509_20500 [Rhodovulum sulfidophilum]AB26
MPNPFPAAVTALPAARLYEIHDCLALALDATERPGRYTQNEREARSYLRTALRHTLRLMEARA
>OLS46498.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MARSGLSMGVRELAEAAGVSTNTITRLEKGEALKPRTLEAIQSAFEAAGVEFIPENGGGPGVRLKK
>OLS46499.1 hypothetical protein BV509_20510 [Rhodovulum sulfidophilum]AB26
MAGKDHHHVWRMLQRGFGEKRGKDHHIWVYRKGAKPIAKGTGNFGVDKYFYGPEGSETDTIITNFENSVQGEIQNVRKME
DGEELSGAFVAPLVAHLEIRSHFLRSELSSMFERLLAAIDEHFSSPKKIQALLKHYLQNNRKEVDAFLARNLVPTDRRGE
ALNLLDAYIDNLLPSAAVGFFNGKLSEIFRLAKLVPDGIKEAHNKSIIEIKPDSPRIRALETYAYSVYRPRDGQLILPDT
CMAFAGSKNVAPVSQFKDDMKLVIIPISSEVAICGCKGKQRPTELKTINRLLAGCAYDAFIAKSNDQRLVPLTGRIGKYA
KLMSDKDIRELFEFEKLLSRQKFD
>OLS46500.1 hypothetical protein BV509_20515 [Rhodovulum sulfidophilum]AB26
MIAEEIRGAVALNPAQHPKRIGLRGAGVARAEGAPSGAPASGSAGAVLNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVGAAQAEAVAAGLASFREASVPFVRGELLNQAALMSIAKRAVMAGIAVPGTDPAAITQEIARVAGEEAMALMARNEPPV
RPSALAFVEDTPSRADAMADGLLARMQAGHVPTHGREFAAMRLDDIAKISAGGGYVRGRRHAMMWGGAMGADDFRAALAI
ASNKVLLTAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLGAFEQSARMFGQGAALTEARIFAGLLEANGGTGPAMSDGKALFHADHGNLAETGAALSIASLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQVFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>OLS46501.1 hypothetical protein BV509_20520 [Rhodovulum sulfidophilum]AB26
MVDQYPIQFDEAPPLGTTIRYYRGRLLKLVAITPYTRVDGRESAVLTWETPKGRRCTSGLRCKAVRWPDGAI
>OLS46502.1 hypothetical protein BV509_20525 [Rhodovulum sulfidophilum]AB26
MTDEPKMGTESAAEGSVSHLYGNRARLKPRALSLLSATTWAADLSPCLARPYLVKGWLDQSALSVLYGPSNSGKSFLALD
LAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDDPEFFVLSVPITLTGTDSAAGPLTEVLQHLSAVGGAGFDM
IVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAE
VTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEDRGEIHRKPQYPSHA
GVSFDLWRDACMAEGELSASENRDTRKRAFNRCREELETAREIVVRDDLVWVVQ
>OLS46503.1 hypothetical protein BV509_20530 [Rhodovulum sulfidophilum]AB26
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLEQHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADDLRREAGMLDKISETYAQTYARATGHPVERIRAWMAAETWMTADEALALNFCDGLF
GDEEAFQSEPVAAFDYTRFKAAPPELVRLAARNGWTGNAA
>OLS46504.1 hypothetical protein BV509_20535 [Rhodovulum sulfidophilum]AB26
MKYASDAHQRAALMLGAALTLAEFDAWAVASAVWAARLSARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRG
MEEARFWASLANRAELKAFALASFEAMGPRDQAAFLRHISEIEVAA
>OLS46505.1 hypothetical protein BV509_20540 [Rhodovulum sulfidophilum]AB26
MKRDLPKYTSRKKGVIYWQRRGEPCTRMRNQDLTPEFWAEYALRLKGPERAPASQTFAGLIDSYRKSMRYAKLAPRTAKD
YDKVLELILDRWGDLNPAKIERRHFISLRDANADAVRFANYCVQVGRVLMEHAIDVGWRADNPAKGVQQIKGDTDPREAW
PSNLIEAYRATAEGRALLLFELCLGTGQRIGDVLKMRWSDIEGGGIHVKQGKTRKKLWIPLTASLQATLDAEERRSVFIL
TNSRATGPWSYRGAADAVMKVRRQIGAEKYDIHALRYAAASELAALGCDDDAIAAITGHTTRAMVAKYTAETRQKIRALD
AQKRRK
>OLS46506.1 hypothetical protein BV509_20545 [Rhodovulum sulfidophilum]AB26
MMAEKSVGTDKRIERYIAAAKRAGSAVQRVVIEGRKIELVLSDERGPDLSEFDAVDLRR
>OLS46507.1 hypothetical protein BV509_20550 [Rhodovulum sulfidophilum]AB26
MKLLLTTATPLALLAAPALAAVNATEDLSAIRQPSADGADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVEATDPDP
ADPGEAEGEDSENAGL
>OLS46508.1 hypothetical protein BV509_20560 [Rhodovulum sulfidophilum]AB26
MTENKKHTAPDLSDDAPDLSAPEWREKFATAKVQRGRPKAEKTKISTTIRLSPEVIEYFKADGPGWQSRIDEALRKVAGL
>OLS46509.1 hypothetical protein BV509_20565 [Rhodovulum sulfidophilum]AB26
MDDITLVAKLVDGTTLYVSPLHDQTYSEYVEADNLGGSAGYFIARERLNQFEILAKAASLDAAREIFGMLTASRLAAS
>OLS46510.1 hypothetical protein BV509_20575 [Rhodovulum sulfidophilum]AB26
MQTIEHLLRLADAYKQAASIAEDTTVSYRVFGDTKKLAALRAGGDITTRRYRAAIAWFEDNWPNGSHPAPTPTGDAA
>OLS46511.1 hypothetical protein BV509_00040 [Rhodovulum sulfidophilum]AB26
MPSRHSARATRALQKLAEEDPAFAALALWCTHADSDAREGPAWTDGAAIRYGPAFEALSLPEQIGVAAHHILHVAFRHAP
RTRAMYLRFGDRFDEDLFNLATDAIVNETLMLSGFILPRPVVRLTGLLKTAAREELGADEAVTRYDAERLYLRLLQDDAA
PQNGKPGDRGVRAGGTTGEGQGRGSTGEARPRPGGAVAEAARDYGRQQGFAPDIETGGTDSDQGAGSEADADWRQRVARA
MEAGRIAGHGLGMLGHRLADLPEVHTPWEQHLRALVTRAVTVQPQPRNTRPARRWIARDSDARARGEPSPAFEYAWTRDL
EIPRIVVGIDSSGSVEPTLLAKFAAEVAGISKRTGAETHVLVFDTKVQGHQVMGGGIWEGRIADVLFSREGGTSFIAVME
EALALGPSAVVILTDLLGPFGPPPPRGLPVIWAVPGEVPPGGAPFGQVLSLAR
>OLS46512.1 ribosome-binding factor A [Rhodovulum sulfidophilum]AB26
MSRSSAPSQRQLRVGELIRRTLSEVLARGDVHDPELNRMSITVGEVRTSPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLTAPDGDED
>OLS46513.1 hypothetical protein BV509_00060 [Rhodovulum sulfidophilum]AB26
MRIRAALFLLAALLPLPAAAEPACHPLTHEGRGYVVCSADPATDDLRLFLKTDQGGIYGSFGRVNQALAARGETLAFAMN
AGMYHPDRRPVGLYVEDGRQQMHAVAAAGPGNFGMLPNGVLCLEDGRAEVIETRAYLEAPPECRYATQSGPMLVIDGALH
PRFLSDSDSRYVRNGVGVDAEGRLHFAISDAPVTFHEFGRLFRDVLKTPDALYFDGKVSKLYAPDLGRNDAGLPMGPIVG
AVVPAAE
>OLS46514.1 peptidase M16 [Rhodovulum sulfidophilum]AB26
MPIRLALLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGEFSRIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRNAAQYLNHPYGIPVIGWRHEMEGLSRADALGYYRTYYAPNNAVLVVAGDVEPEAVKAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKPAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYDG
LSLDKTTFGFVVVPAEGVSLGEAEAALDKALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEILQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>OLS46515.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MVPPPPTPSHVTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPTEGEVW
FEGARRPPMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMRSSLLSQALWWGPAEREESAHRAAVEKIIDFLEI
QHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDLSDR
VVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>OLS46516.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MAEIEDRAAGDKAARRRIWGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLIVALLAPCLGAVA
DLNGHRMPWIALFSVFYVLGAAGLWFADPTGFSLPLILCFFGLGLVGMEFSAIFVNAMLPDLGPRDELGRISGSGWAFGY
VGGLIALVLTLAFFAENEAGRTLLGRAPAFGLDPETREGTRFVGPFVAIWYAVSMLPFFLWVRLPQSPRRATLRQALGQV
GPELSATLRRLPKTPSLSAYLLSSMVYRDALNGMYVFGGIYAAGVLGWSVVDVGLFGILAVVTAALVAWLGGKADRRFGP
KPVILVCLVALIAAAVLAISISRTTVLWLPVAPGSTLPDLAYYLVGAVIGAAGGALQSASRTMMVRQANPARMTESFGLY
ALSGKATAFLAPMSIGLVTDLTGSQPAGIIPLVVLFLLGLGLLGFVRAEGERADRWPTP
>OLS46517.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB26
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFDALEAGRLKLLYMAPERLASGGTANMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCATRAKT
ESLAAALEQAGHSACSYHGGMEAQNRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPAETLTLYGPDDIRLRRTQIDESPAPPERRAADHARLNALLGLAEALDCRRQTLLGYFGEEAVPCGHCDLCDHPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGAATDKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEAARPILKGEATIELRRDTIAAAAAARPAVKMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLKVITGAEADLPHPARRKLAGGGAASLYDRLMAAQNRLARGEDGCEKPLSCTA
SQVAKLAEIRPSDMGTLTRLLGERRADRFGAAFLDVLAEG
>OLS46518.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB26
MSHDGERSISIISFIGSVFSPWYRWSGRKSPENHCCINVATYGPGGRWTMTDRGRAALQQTRNTFQVGPSKLTWAGGKLV
FDIDEMTWPHMGRLKGRVTVTPSAVTGVELPLKADGTHIWRPFGPSSEIEVDLNQPGWQWTGHGYFDANFGTAALEDDFS
YWTWGRFPTKANGAWCFYDASVRDGSELALGVHFDANGRAEVVEAPPRTRFARSKWLVRRETRADPGYTPRQVHDMLDAP
FYCRSAIRTKVFGEEMVGVHEALDLDRFASPLIKPMLAVKVPRKPGWPSPR
>OLS46519.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB26
MVVRSSGEAAQGGTSRTVGAEEIKRTNRATLDDALRTLPGVSVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADN
RLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQPTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFV
QGSYLTRDNDGYYLSRDYTPTDVQGAGHRDYSDSEDSRLNLKFGFTPNPTDEYVLSYTRQEGSKNAPYNVDQPVRGITPA
PLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLFHHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTVE
LGSDIGERNTLTSAFHYRYDRHRDIQLSRPDINSIPDPTETSRERTLSFALEDRFQLREDLSLVGGLSFDRAEVLSASRT
RTDYGGPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFPTLFERYSSRFGTAVPNPDLDAERALTAEIGYRGDLGPVA
VETALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYAGFEIGARTDLTGSLALSANYTYLDRDITDPVRPGLKATDTPRHSA
YLRLDWQATGSFSIAPSLELSSSRLSDSAIQPADPTDVSYTRNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEG
FPEAGRTFYLTTAYTF
>OLS46520.1 hypothetical protein BV509_00480 [Rhodovulum sulfidophilum]AB26
MQAGRVVAAGLLAIVAILLGAAVLLFLNLPDANAFNARVERIFVENDALRSGAEVKLLEILAQSGTAFSDVLASYRMVIF
VLLVFSTALLVAALVFLFTIVTLNRRMSEIERAGIRVSSLVISRAENTVMLNDMAFRLTEAAIETLSVLAEARMDDDILS
GAEIEATVSGRRPEDCDEAAGATRIKRLRDSLGNQIVSELLVRNVARRGYVLAIDRDVIRMT
>OLS46521.1 hypothetical protein BV509_00485 [Rhodovulum sulfidophilum]AB26
MILRPILACLVLAALSGPASAACYADYKAKQDNPLKLHYGVIELPDAACGSRDAAAREIDRRIRRGGWQLLNVMSIFGAE
GLGDRKASANGFFLKY
>OLS46522.1 ribonuclease HII [Rhodovulum sulfidophilum]AB26
MTKPLPDFTLEAEALAGGARLVAGVDEVGRGPLAGPVMAAAVCLTPDDIPAGLRDSKTLTAHRREVLAAEIRARAAVGLG
EASAREIEEMNILQASHLAMCRALAALPAPPDLALIDGNSLPRALPCRGIRVVKGDARCLSIAAASIVAKVARDAVMVEL
AQQYPGYGWDHNAGYPTKEHLRALRDMGVSPHHRRSFKPVYNILWQDKSISP
>OLS46523.1 modification methylase [Rhodovulum sulfidophilum]AB26
MTRTKGALTLPLNTILPGDCIEAMNGLPEASVDLVFADPPYNLQLKGDLHRPDNSKVDAVDDHWDQFDSFATYDRFTHDW
LAAARRVLKPTGAIWVIGSYHNVFRMGAELQNQGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKSLNEGVQMRSDWVLPICTGHERLKDENGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRIPFGQLVERGLLRPGEVLISPRGKTAKVRADGTLVGEAVTGS
IHQVGAALEGAPSCNGWTYWHYRREGQTVPIDVLRQQIRAQLHD
>OLS46524.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB26
MKDRLAARARDEGLAAMGVCRPDAIPEAAGRLAEFVARGRHGQMGWMAERMGWRGDPAALWPEARSVVMVAEPYTQTHDP
LAALARPDRAAISVYAQNRDYHDVLKKRLKRLGRWLLDEAPGHQIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRSLG
NWFFLGAIFTTIDLPPDAPETQHCGQCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPALRPLLGNRIYGCDDC
LGVCPWNKFAVAATEAKYAARPDLVEPPLADLAALDDAAFRERFSGSPIKRIGRDRFVRNVCYAIGNSGDPVLAAAVGPL
TDDPDATVAEAARWALARLKDA
>OLS46525.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB26
MAKATKSTGKKTARRAPKVAASPLPLARRLRRTARRGALAGLALVALGLVAPSLINPPTTPTMMSERMRLGEIDQQWARM
RDIAPVMQRAAVAAEDANFCLHWGFDMGAIRGALEAGGSYGASTISQQTVKNVYLWQGRSWPRKALEAVLTPLVELTWSK
RRILEVYLNVAEFGEGVFGIDAAAWHYYGIPPARLTPGQAARLAVLLPNPKERDPAHLSPTLRRRAAQVEEGAATIRADG
RSNCFES
>OLS46526.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]AB26
MIVDSFAGGGGASTGIEMALGRSPDVAINHDAAALALHQANHPATRHLNSNVWHVDPAEICRGRRVGLAWFSPDCKHHSK
AKGGKPVARNIRDLAWVVVLWARRVRPEVIALENVEEFRDWGPLTEANRPCPERRGQTFRHWVGELRRLGYRVEWRELRA
CDYGAPTIRKRLFLIARRDGRPIVWPAPTHGAPDSPEVQAGRRAPWRTAAGIVDWSLPCPSIFDSSAEILARHGLRAVRP
LKEATLRRIARGVMRYVIEAQEPFLVTYAQQGGAVRSGFDPLHTVTASAKDQNALVVPTLIQTGYGERPGQAPRVPGLDR
PLGTVVAGGAKHALVAAFLAQHNAGARMQRHAGRPAGAPLSTLTTRGTQQQIVAAHLMSLHGTTRRDQSLDAPVPTLCAG
GGHGALVAAFLQKYYGAGTGQAAGTPLHTLSTRDTFGLVTVEIDGATYAIADIGMRMLTPREMFRAQGFPESYRIDTAPD
GRAFTKTEQTRMCGNSVCPPLAAAIIAANSPHLAASPCSEAQRHAG
>OLS46527.1 hypothetical protein BV509_00785 [Rhodovulum sulfidophilum]AB26
MEGGATTEITEEAFVERFVGHCLAQCGFTHFDDGRPVEAYARKVAPSYWADAHYRADGPEACAEGDMDYWGED
>OLS46528.1 thiamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLSLERLAILQGGFSLTADLTVAPGQIVALLGPSGAGKSTILDTIAGFLAPDRGRVLWKDTDLGPLAPGDRPLSVLFQDN
NLFPHLTAAQNVGLGLRPGLRLDRDQTRAVETALDRVGLAGLGPRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAGMLDLVAELARETGATVLFVTHDPADARAIADQTILVAEGRAHAPRATAKLLADPPPALRAYLG
>OLS46529.1 hypothetical protein BV509_01030 [Rhodovulum sulfidophilum]AB26
MQKLIAEIEAYAAARGIAPQRVLRDAVGANWGQWDSWKRGASSPTMKVVDRLREFMTANPPPKREEDAA
>OLS46530.1 hypothetical protein BV509_01060 [Rhodovulum sulfidophilum]AB26
MKESPEDVEVRDRTYRVAAGELRGFIERFEKLAQEKAEITDQQAAVMAEAKGRGYDTKVLRRIIALRKRDANDVAEEEAV
MALYREALGM
>OLS46531.1 hypothetical protein BV509_01165 [Rhodovulum sulfidophilum]AB26
MDLPDKLSENVVQLARLGLSGRAQDVQAYVRQSIRKLRRESPELAAQLSELLALAPTALSPLRDIGGAIVPVDADSRLSL
AKSEYPVVMSGGPILDSDLKARIEQVVAERHHLPALEEQGLGPTRSLLFVGPPGVGKTMSARWLAALLGRPLVTLDLASV
MSSYLGKTGANIRAVLEYAKSVESVLLLDEFDSIAKRRDDEGDVGELKRLVTVLLQEVDDWPSTSLLIAATNHRELLDPA
VWRRFDDVLEFRAPSADERMEALLRLFGTDGESLKDWMPLLVNIWEGRSFSDITRATQWVRRRATTSGNTAVEVLVERIG
NDLRNGPVEDRKRAAHLLSEGGYSDRKISDIVGISRDTIRKCRTDAHSTSETKVLKHG
>OLS46532.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MTLDDCTARDLPGVQAIYAEAVRTGTASFELDPPDLDEMRGRWETVTGAGFPWLVARAGDRVAGYAYANTYRPRPAYRGT
VENSVYVDDGFRGQGIGGALMRALLARCEAAGFRQMVAVIGDSQNLGSIALHRALGFEDAGVLRSVGWKHGRWLDSVQMQ
KPLGPGDTAPFEG
>OLS46533.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB26
MSDPREELVTHLPAMRAFALSLTRNAATADDLVQDAIVKAWANFDKFEVGTNLRAWLFTILRNTYYSMHRKRRREVEDPD
GALAAHLSEKPHHDGRLAMEDFKVAFAKLTDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLND
TDDLSMTDPVTLAGLSSKRLA
>OLS46534.1 hypothetical protein BV509_01470 [Rhodovulum sulfidophilum]AB26
MAERGLADSARADDLLEELQRPDLPNWQRVEDALWTEWSKSGSASMDLLLKRGRDAIEAEAFGTAIEHLTALVDHAPDFA
EAYNSRALAYYRSGLYGPALSDLAQTLELNPRHFGALTGLGTILEETGHDTAALGAYRAAHAIHPHDPDLEEAVHRLEVV
TSGRTL
>OLS46535.1 transglutaminase [Rhodovulum sulfidophilum]AB26
MKRRAVLAAGAAMALGMALPRPAAARFAPEPSGWRRFEITTRLAIPRVGKPVRAWVPVPAMTEGNWMQAGAARWTTNAQR
AGLKTDGATGARFVEAVWSAADAPAELEVTAVASAQDRAVDLSRPQDLPPLPEAERARHTAPTALIPTDGIVYETAMDIV
GDAGSDLEKARRIYDWVVDSTERNPRTRGCGLGDVASMLKSGDLTGKCADLNALFVGLARAAGLPARDLYGLRVAPSAFG
YKSLGAGSSDVTKAQHCRADVYLDGFGWVPADPADVRKVVLEEPPKTLTLADPAVQAVRSGLFGAWEGNWIALNAAHDVT
LPGSANGPLPFLMYPQAESDGRRRDELEPSGFAYTITVRELGA
>OLS46536.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MAGAAVSALAGPAAAQEPRHGGTAIIHMPSEQRILNPALRASTGVYNITGKIMEPLIDKSYDGPVGVLATDWSSTEDGLH
ITVKLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDPHTAVFNYSQPMPLDLFVAAMPDLGHPVP
KHLYEGTDIMRNEHNTAPVGTGPFKFVEYKRGQYVIAGHNDDYWRGKEYPYLDRIVWRFIPDKSAAAAAIEAGEIHESGF
NGVSMADIERFSKMDGFDVGTQGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTIMRGYAKPGRGPIPSAG
GANYTDDVTTYAYDPELAKKMLDEAGYPEGPDGIRFKLRHRPAPWGEYTQLWAEYFAQAMKEIGIEVEILTNDAPGFLNG
VYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPAGTPWSNQFGWQSDEMDRMIDEAQAELDPDQRAADYHAIQKLAMEEI
PVIFAIEHPFISVTSQKLHNHHNTPRWNSSSWYDLWLEK
>OLS46537.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MLNDPRSHGLWQETAPALAVADTPPLTGPAEADAVIVGAGYTGLSAALHLAEAGLRAVVLEAAEVGFGASGRNVGLVNAG
MWTMPDEMPKALGPGHGPRLLELLGSAPAEVFALIARHGIACEAVRNGTLHCAVGTAGLAELTERARQWRARGAPVELLD
AAEAHHRIGGGSYAGALWDRRAGTVQPLAYVRGLARAAMAAGATIHARSPVTGIAREGADWVARTPAGQVRAKWLVLATD
AYTRQVATGLRREQVRLPYFNMATPPLPPEIRATILPGGEGCWDTRRVLSSFRLDADGRLVFGSVGQLAAPDFAVHRDWA
LRAMHRIFPQLRCIGFATHWFGWIGMTGDHLPRLHLPGENALAIAGYNGRGIAPGTVFGKAIAAHVAGDLPLEAMPLPVS
RIAPAPLRRGRELFFRAGAVATHLVFDR
>OLS46538.1 hypothetical protein BV509_01575 [Rhodovulum sulfidophilum]AB26
MLSALIAGTLATGRLAGAGAVLDIAAVAAVALALLRLDRVSRIARIFLGAAALSVALVAATLPEAMPAMRQALMQGTAFS
AFLTALGLIRAPVRGSKAIARAAEALFAHTARVRIVAVSLGAQAISVLFNIGTIGMISDIAADHDARHATEGRRRIDTRA
MTLAALRGTLMMTVWSPIGLGFAIVTSAIPTLDPVLFLALALAAALTIAVVTALLDARKAPAPSGQAAEAAPPGSAGALV
AVLAAVAGLVAVTILLHRLLDISFLIAACIVLPLLAVIWPRIERGLPRSGGSALVRVSGASEGMATESTIFLAAAVIGAA
VAQAAQAMGIDALIERGSLPPLAVILACLLAIPAAGALMIPHSIVMVMAAQLFGASPVGAQHPYALGLALCLAWALAISA
SPISAMSIITGRQLHRPPHHVTFRVNRGFTLIAMTLAVAMTALVYVVE
>OLS46539.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDRAGGRLMRPQSAGTWLALPVVAALGALCLAPLAILFAYSFFSVDFVTISHDPSLKNYARILQSETYRGLIARAFGSGL
LVAAITALIGYPVAWFLAKRAGAAKTMLLTLLLVPLYSGDLLRIFAWRVLLGAEGAINRSLIWLGAIDAPLQGLLFSPLA
THIALTYNYLPFMVIGLWLAFESLDDAWLEAAADLGAPGRDRFRRVTLPLTAPGLIAGGLMVFVMVVGDYLTPQLLGGAS
GVTVISAINDLFGTAFDWPLGSAIAWTMLAILMLCFGAGAVLIRRSSLVAEGA
>OLS46540.1 diaminopropionate ammonia-lyase [Rhodovulum sulfidophilum]AB26
MGQGARTEIVSNPHCAPGYGPAQEAVLNDTAFARARATIAAWPGYAPTPLLSLPGLAAEAGIAGLHYKDEAGRFGLGSFK
ALGGAYAVLRLLAREIAAREGIAEPSAQAILGGDHAATVAAITVCCATDGNHGRSVAWGARTFGCRCAIFIHATVSEGRK
AAIEAYGAEVSRCAGNYDDSVREAQQTATREGWFVVSDTSYPGYTEVPKDVMQGYELMAAEAADQLDAPPTHIFVQTGVG
GVAAAAAAHFRRRHGAAAPKVILADPEASACWVETIRAGTPTAVTGDLDTLMAGLACGEVSLLAWDVLKPLAFAAVSVAD
ADAVAMMRRLAHPEPGDPAIVAGESAVAGLVALMAAAANPEAAAALGLGPDSRVLVFGTEGDTDPALYEKLAGRPADEVR
AEA
>OLS46541.1 hypothetical protein BV509_01710 [Rhodovulum sulfidophilum]AB26
MTRPRAQSDRFADAFVQRFGTGIAIRTAPVLDIVPRTDPVLFDGFAGVLFTSENGVAALAAVNDDRSLPAYCVGERTADA
ARAAGFRATAAEGTAASMIAHFTARPPKGRLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGILAEIEAAPL
VLLPLFSPRSARLVAERLRGSGGRLALVSMSAAVTASWDGPDPVALIEADRPDGPAMMDGLAAVMGAVGVP
>OLS46542.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB26
MTYLKTTPTRDGFFGSYGGATLPPPLEPHFAEIREAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSDLCGGAQIY
AKREDLNHTGAHKLNHCMAEGLLAKFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFQSYIAQADHALFAIGSVVGPHPFPMMVRNFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFIEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDENGEPAPVHTVASGLDYPGVGPEHAH
LHRSGRVTYTTANDAEALKAFFELSRREGIIPALESAHAVAFAMREAKAHPGKSILVNLSGRGDKDIDYVTETFGFGEAL
>OLS46543.1 murein transglycosylase [Rhodovulum sulfidophilum]AB26
MALGGAGPGTAAPSVEMLSFADLKGWDTDDHAQALATFRETCPDLPGPPWTSLCALSERQSSARSFFELFFRPVLIGGDN
PALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPADRPWFSRREITEGGVLDGRGLEIAWLEDPVDVFFLQVQGSGRLTL
PDGTLLRVGYGGKNGHDYRSIGKELVRRGVYEAHQVSARVIRAWVRRHPEAGAELLLHNPSFVFFRELDALPPGKGPLGA
MNRPVTPMRSLAVDPAYVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGAQRADIFYGTGAGAGRLAGEVRDPGRIVVLL
PIDLALALLPGG
>OLS46544.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB26
MPEPVILASGSAIRRQLLTRAGLVFDVVPARVDEDAIRAAMEAEAAGPGDIAEELAAFKAKRVAEKHPGTLVIGCDQVLA
HRGKVLAKAETCEAARDQLRSLRGGKHQLLSAVVVYDDMRPLWRHVGEVSLTMRPFSDRYLDEYLDRNWPAVRDAVGGYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>OLS46545.1 fused response regulator/phosphatase [Rhodovulum sulfidophilum]AB26
MRLVLLVDDSRLQRRILRASLERWGYEVAECGSAEEALDICRDRPVDLIISDWMMPGMNGPEFCQAFRDLPRESYGYFIL
LTSKSEMVEMIHGLDVGADEFLTKPVNASELRARIASGERILRMEHQLRDKNRLLTDALAELRTLYDALDRDLVEARKLQ
QSLVPERHRRFGGCEVSLLLRPCGHVGGDLVGFFPAGPGEVGVFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPA
PGGSYRARPPAEVAAHLNRLFLEDIETEHYFTLLLAFVTLDTGQMRFVQAGHPHPVVQRADGALDYLGEGGLPLGLIPGA
NFESCEVRLAPGDRVLLVSDGITECPAPDGAQLGDEGLRRLIEANAGVRGPAFLDAIQTGLTAFAGGRGEFPDDVSAVLF
EVG
>OLS46546.1 hypothetical protein BV509_02020 [Rhodovulum sulfidophilum]AB26
MDRRAFLTLTAMAALAGCSSKFKTYDGPEVTRVVVMKGQRALYLLHHDQVLKAYRISLGYAPVGDKQIEGDGKTPEGRYH
IDRRNPDSEFHLSIGISYPNEADIEEAKALGRKPGGDIFIHGRARKNRRRKGDWTAGCISVTDAEMEDIYAMVRDGTVID
IFP
>OLS46547.1 ferrochelatase [Rhodovulum sulfidophilum]AB26
MTETRPLHGPDDHPLVPPARVGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSPWVWQPLLQLVVLTKRPFASGENY
RSIWNHEADESPLMTITKSQTAKLAAELKATYGDRVVVDFCMRYGNPSTRARVRSLLEKGCQKILFFPLYPQYSGTTSAT
ACDSFFKALMDEKWQPDVRTVSTYFDDPLYISALAASVERAYAAAEHEPDILVCSYHGVPQRYLTEGDPYHCHCLKTTRL
LKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAQAGKKRIAVIAPAFSADCIETLEEINEEICESFEEAGGEKFT
YIPCLNDDDAHIRALGEIVKSNLRGWTD
>OLS46548.1 hypothetical protein BV509_02110 [Rhodovulum sulfidophilum]AB26
MRLGLAVVVVLPTVVAALYLWLIAADQYHSDSAFSVRSEDYSNPLEALSVFTQVGSSSGSDSQILYDFIRSQPLMQQVDA
DLDLRALFGKQPSDLVFSLERDASREDMLDYWQRMVKVAVDPLTGVLSLQVRAFAPEDAEAIAQSILAQSGRMVDDLSRI
ARQDAIRFALEDLEEAEVLLRDVRRKVRVFRLENDIIDPTEAAQSQMGVIAALEGELASALVERETITSFAGEEDQRVKR
VDRRIEAVRSQIDQERRRIGRPTSGPSSLVDAIGSYEELLVDLEFAQRAYTAALAASEQARAEARRTNRYLAVHIPPTLA
EDSLYPQRGLLILLVLICSLAVYFTGLLIYYNVRDRG
>OLS46549.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MLRENITDLVALAAVAEERSFTKAAARLNVSQSALSHTIKGLEARLGLRLLTRTTRSVAPTLEGEDLLATLTPCFEKIEA
RLMALNESRDTPTGTVRIVAVEYAIESLLWPKLSPMLKKYPSVNIELVMDYGYTDLASSQCDAGVRYGEQVSEGMISMRI
GPDERMVCIGAPDYFAGAGVPETPQALTGHRCVNLRLSTHGALYAWEFEEADGTEIRVKVQGQVCFNTVNPVLRAAVDGH
GLALVPERLAADHLAAGRLLTCLEDYSPCFPGFHLYYPSRQRPSSAFDAVLEALRDRG
>OLS46550.1 bifunctional ornithine acetyltransferase/N-acetylglutamate synthase [Rhodovulum sulfidophilum]AB26
MAVAEKVPAKTPVISPLAPEAGFPALPVIEGAEFAAAEAGVRYKGRLDVMLARLAPGTAVAGVFTRSATRSAPVLDCEAK
IAAKPGQKQGAAILVNSGNSNAFTGAAGAEAVSALCAAAAAAAAVPEARVFTASTGVIGEPLPHERISAVLGDLAARLSP
EALPLAARAIMTTDTFPKGATATVEIDGQQIRIAGIAKGSGMIAPDMATMLVYIFTDAKIGQPLLQKMLGKLTDETFNCI
TVDGDTSTSDTLIVAATGKSTVPEITDLRSSAGRAFQEALKGVMLDLAHQVVKDGEGATKFVEVAVTGAASPADARKVAM
SIANSPLVKTAIAGEDPNWGRIVMAVGKSGARADRDLLSIRFGEILVAEKGWVAESYAEEVGAAYMTREELVIGVDLGLG
KGASTVWTCDFTKRYIEINADYRS
>OLS46551.1 lysozyme [Rhodovulum sulfidophilum]AB26
MAAAVAVIAPWEGLRTASYQDIVGVWTICYGETLGVGPGQTATPEECRSRLATRVAQFEAEIRPCLPEALPVETRAAFVS
AAYNIGSGAFCGSSMSRRAMAGDLRGACDALTMWNKAGGKTVQGLVNRREAERALCLSGLD
>OLS46552.1 hypothetical protein BV509_02485 [Rhodovulum sulfidophilum]AB26
MAIPNILITGGAKRIGADLARRFAGAGFKVAIHYGSSEGEAEALRDELTASRSICSIHRADLRDRSETERMFDEVRATMG
AVDLCINNASMFVNDDLLDYEDTQFDDHLGVNLKAPVQLGALMRRQPEEAEDRLILNMLDNKVFAINPDFFTYTLSKTAL
LAATRMMAMRFAGFPRVCGIAPSITLISGKQSPENFEKSSRINYLGRRVFPSDIADAALFLWKTKSCNDQIITIDGGQSM
MRLSRDVAFLTKEGHFDE
>OLS46553.1 hypothetical protein BV509_02510 [Rhodovulum sulfidophilum]AB26
MRILENILTDRGSRYAVSGGSCHSAAEARAFLAELRRSKKFARATHHSWAVLGAGGPVKSDDGETGAGAIILRMLERAEL
RDHIVVVTRWYGGKPLGGDRFRHVQEAVRIYLDTHAGRA
>OLS46554.1 hypothetical protein BV509_02565 [Rhodovulum sulfidophilum]AB26
MPRQAVILCGGLGTRLGPLTATCPKPLLPVGGVPFLAVLIGELARQGVERVLLLAAFEAGRVEDFARDLPATLPRPVGIE
VAREARPAGTSGALWQARDRLEDRFLLLNGDSWFDILLADVAAAQSARPGILGALALRRVADGGRFGTVRVADGMLTAFA
ARGAETGPALINGGVYCLSRGIVSHLVEDGSLEAEVLPRLAAEGRLAAVERTGFFLDIGVPGDFAAAQTLVPAQRRRPAI
VFDRDGVLNIDHGHVGHPDRLDWTEGAIAAVRRVNAAGWYAFVATNQAGIAKGYYTEADYLALRAHMARDLAAAGAHIDD
ERYCPTHPQAVHPELRQVSDRRKPGPGMLLELKNRWPVDWAQSVMIGDKPTDIEAARAAGLEAVLFQGGDLDALVERLLR
DRKGKP
>OLS46555.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MLAGLVLFVGALSILPLARLVQAALFPAGTFDAARIAEVLGGRRVAEATINTIWISCAATALATVTGTLAALLAGLTDLR
GRTLWVFGFVLPLMIPPQVTALAWVQAFSPASPLLGPLGLSLPPGMRHPLYSAWGIVLLLGFYNAPLVFLSVRAGLRRLP
ADLVEAARAAGAGPLALSRDIVLPLVRGAVFAGAALAFVSSIGNFGIQAMLGIPARVPTLITLIYRRLNAYGPSALNDMA
LMALMLAGLTVVGMGLTGWLGRRGDQRVEGAARRLRLPLGRWQIPAGLLAWGYLAACLLLPLSALLGTALVRGYGQPLGP
DTITFENFANALFHHEGIRKAFLTSLWLTALAVAVLVPVSVALGYVLSWRSGPVARLLQLASELAYALPGIIIGVAMILF
FLRPMPLIGTSLYGTVWVILAAYLANYLALALRPVLGGYAQIDRALDEAGQVAGAGLIARLRDIVLPSLAPAAAASAILV
FMSAINEIQTSVLLVSSRAQTIGPTIIFLDEAGSSTLAAAVGCLMVAVVLGLMLASLAFGRRLPEGVLPWRD
>OLS46556.1 hypothetical protein BV509_02640 [Rhodovulum sulfidophilum]AB26
MGPNACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGVGETRLALGQGLAGKILVEPAND
DI
>OLS46557.1 NLP/P60 hydrolase [Rhodovulum sulfidophilum]AB26
MDRRETPANDRVAATRLKGLVAAPRYADPVQFRVTRPLTDLLRAPGGPRERQLVLGEAFELLEMHEGFGFGWAARDGFVG
YVAAQALAADVPAPTHRVAVPASHAYSAPDLKRPEVMGLSFGTELRVVSAEGRFFETAQGWFVPKPHLRPLNVPFRDPVT
VAQLFFGVPYLWGGNSGWGIDCSGLVQMAWLASGRACPGDSDQQERELGEALPEGSPVERGDLLFWRGHVALAVDPEVMI
HANGHTMSVAYERIADAVARIEAQGEGRPTAHRRG
>OLS46558.1 hypothetical protein BV509_02700 [Rhodovulum sulfidophilum]AB26
MTKVTIFALAAAAATLAHAADATDPTVKARQEAMETIGKSMKTIADMAKGDAAFDSAAATAAAATIAETADKVPGLFETP
ADDPESESKPAIWTDFADFTEKSEALKAAAGAADMASLEALRGSVGEIGKACKSCHDDYRVKK
>OLS46559.1 hypothetical protein BV509_02740 [Rhodovulum sulfidophilum]AB26
MIWVGLAAGLLVVAAWPLSEALRRPMDARARAGAPGQVVDLPGGRTHLIWQGPAGAPVAVVLHGLTTGSYILDGVAAGLV
RRGYRVLRYDLYGRGYSDRPRGVQDRAFFLRQLEAVLDSQRLDRDLTLVGYSMGGAILTAFAADHPARVRRLVLLAPAGL
GQTPPGLADLVARLPGLGDWVMAVIGGGVLRRMAQQVGRVRGLPAGLIAAQIAETRFRGFLSAVLSSLRHMLARDLAAEH
RALAEAGVPVLAIWAGRDEAISAQARDRLAALNPGAGQLLLPEACHALPVTHVPEIVAAIPPAGS
>OLS46560.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB26
MMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTVAMIRAGLEAAGARVQAYTSPHLARFHERVRMADG
PIAEAALAVVLDECERANGGAPITYFEITTCAALLAFAREAADYCLLEVGLGGRLDATNVIAAPRLTVIAPVSIDHQQYL
GETLPEIAAEKAGILKRGVPCVVGPQDEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLIFQDERGLLDLPMPRLIGA
HQVMNAGAALAALRTLGQDEAACEAAVTRAEWPARLQRLRHGPLVEAAGRAELWLDGGHNPAAGIALAEAVTRLSPRPLH
LVCGMLNTKDVAGFLKPLAAVAGSLTAVSIPGETATLPAGATRAAAEAAGIRAETAADVADAVARIAAAAPDARILICGS
LYLAGRVLRENG
>OLS46561.1 hypothetical protein BV509_02780 [Rhodovulum sulfidophilum]AB26
MPRLSGERLQAGLWEAVLDLPTGAPPPGIEALYGDRTLPGVTACPDPDRPGRHRLSVPIPADLLSDGVQNVLIRDRSTGT
TLAHVSILAGAVLERDVRAELDLLKRAFRDHCREIPVFQRLSQRSGS
>OLS46562.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB26
MVDPLPAETQRYFDLCADRLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGQSGLSKLDREMIAVVVSSINRCWYCQVAHG
AAVRELSGDPALGEALVMNYRVAALSPRQRAMLDFAAKLTEASHRIEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPAYHGAHR
>OLS46563.1 hypothetical protein BV509_02870 [Rhodovulum sulfidophilum]AB26
MSDWIQLVSSLRKATLWSGRLAVLSTVLFLSACAHPEAPGTIRDPYESRNRQIHEANKSLDRGIFRPVSTAYGKSVPRPV
RTGVSNFASNLSLPGAMINSLLQFRPGDAVQNGTRFLINTTVGLGGILDPATRMGATKVDTDFGETLYVWGMREGAYVEF
PVLGPMTERAMIGRAVDFAMNPLRPLANSEERNVMTGTGALRGADARYENSDLVDSVLYESADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADPNPE
>OLS46564.1 glycosyl transferase [Rhodovulum sulfidophilum]AB26
MGSTGRRPPPLVADRRYPKKTARKAQPSGRKPRTRSGGGSGGGRRGGRARRGNPLVRAISGLFRGLFRSLLGTAVRLALL
GVVAIGCGVFYFQQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGIS
PRGIAGAIRINLAEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKTEAAYEADCRRTTLGRKIKEALYAMAMEVKYSK
DEILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNVSEAAMLAGLLKAPTTYAPTNNLQRSRDRANLIIGLMQDQDYIT
PKQAAIAKANPAKLSEAAESRAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDARIQKAAEDALKEVFETKVKDGSKAEA
AIIVMSADGAVRAMVGGRQTAVGGFNRATMALRQTGSSFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPDNYDH
KFRGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLQADLAAGPALALGASESTLINMTGAYAGILNGGSSVTPY
GLTELRLKGDDTPLMGQEGGMGERVISERAAQSLVYMMWRAVEAGTGHRAKLSDRQVAGKTGTTSAARDAWFIGFSADYV
AGVWMGYDDNTPLKGVTGGGLPAEIWHEAMVRVHEGVPPRPLPMLLPEEAPPPVAGEPGYPGQSAGPGTGGWGQQQPVQD
NRDDGGNLAENILRSVLGAFGARN
>OLS46565.1 SsrA-binding protein [Rhodovulum sulfidophilum]AB26
MANAKSDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEEGELWLINGYVPPFEQARTWGH
EERRKRKLLVSRKEMARLWSDTQRKGYTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRETEAKRDWQRQKARLLKDHG
>OLS46566.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB26
MAFAALTALAVPALADDHRTPSPDGARVFIVSPEDGATVSSPLSVVFGIEGMEVVPAGTDAPASGHHHLIVDAPQEGFDF
SQAVPADDHHIHFGGGQTETTIELAPGPHTLWLLLGDANHVPHDPPVMSETIEVTVE
>OLS46567.1 hypothetical protein BV509_02920 [Rhodovulum sulfidophilum]AB26
MSGPDGLRPGEVAAGDLGPADGPALRVIGRARTPWGPEDCPKNIGRARERGAPAHLELDPAFALALRGLAVGQPVIVLYW
MDRARRDLLVQAPRHVDGPRGTFALRSPNRPNTISQSTVTITALDLDAGRVTVDALDCFDGTPLIDIKPWLPSVDLPPGE
AG
>OLS46568.1 hypothetical protein BV509_02930 [Rhodovulum sulfidophilum]AB26
MAPSRHCPDMRALILLFLISLAAPVLAAEPSALSRAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLDDYRA
FLARNPDWPGLDKVRTSGEGAIGAGDDPAAVVAFFGGRAPVTGEGALRLVEAEAALGRTGEARAAAVAAWQTLPLSEAAQ
SAFLARFGRTLAGQHVARLDTLLWEGHDISAGRMLSLVPEGWQKLAAARIALRNQDPGVDARIAAVPTSLRNDPGLAYER
FMWRTRKGRGEDAIALLDERSASAQSLGRPALWAGWRRYYAHQVLREGNPKLAYRLASRHHLSAGASYAELEWLSGFIAL
RFLDRPETALTHFRAFEAAVRTPISLGRAGYWEGRALEAMRHPQEARAAYAMGAQFQTGFYGLLSAERGGIAMDPSLAGH
DYYPDWRAQPFARSSVIAAAFLLHEAGEKNLVEMFLTHLAESADPAGQRALAGLALELNDHHVALRIAKTAAETGNVMVE
AYFPVTEIARTQHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPSYNARLGAA
YLAHLVEEFGPNPVLVAAAYNAGPSRAHRWVSEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTEALPIYRARLAGQTGA
VTLSKELKAN
>OLS46569.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB26
MPQGQRAEIDWREGGVPVSVRFDDPYFSIADGLAETRHVFLAGNGLPGRFVPGFHIAELGFGTGLNLLAALIAWRAAGVP
GPLRFTSFEAFPMAPEAMDRALRAFPEARAVADPLIAAWAEGARRIETDDLHAEIVEGDARETLPRWPGRADAWFLDGFS
PAKNPELWSPELMAEVARHTAPNGTAATYTAAGFVRRGLAEAGFEVTRQSGFGRKRHMTTARLR
>OLS46570.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB26
MRLSPSLPVLCLLSLGLAPGAPGGAWAACGGDFGGFVAGLRDEAVRRGHDAGAAQRFLVGVRQDPAVIRADRAQGVFQRD
FIDFSRRLISQSRLDNGRQNAARYDAVFDKIEQTYGVSRGVLLAFWALETDFGAVQGDFNTLNALVTLAHDCRRPDLFRP
QVFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVLLKTSAPDALMSAAKMLKGLGWRANEPWLQ
EIVIPANLDWAETGLDHGKRVSDWARLGVRARSGSLGPGNLPASVLLPMGRNGPAFLAYPNFRVYFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPEPGLSGPEMKALQQKLSRRGHDVGGIDGILGEKTREAVQAEQIRLGLPADSWPTRALLDRL
>OLS46571.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MVTDDTGRTVAVPDSPERVAVLHEPLLGVPIADLGVAPVGSYGRDAGGGTLMSVDFYREVLGKDAPRPPGVGALGNLDLE
RLRMLHPDLILGTEHDIDKADQLSSVAPVYLQNASTGKVRGFGTEAALARLLGREDVFAARKDAYLGRVEAVRAALPDAP
GTYLALFLTDQINAVGEMSGAVQAIEDLGYERLDLGTGGDRAGMGSTLLVPLSAEVVGRLDPDLLLVMNSYLGAGRDEAG
IRAALDRILPGWDRFLKPAREGRILFLDSAKVTTPTVASAEHMLDAVETWAQGR
>OLS46572.1 hypothetical protein BV509_03160 [Rhodovulum sulfidophilum]AB26
MLTVARHFFQSFAKPQSEGWIRALAAAEQRFRPGMHAASAADMAVRLLAALQELRAARTSGFRFSNPDCPGCAARLTEQE
RQFMDVLIALRRGKRSKAHAAAMMLCEGNPTDSFLRAMADLAALTIVRAPA
>OLS46573.1 hypothetical protein BV509_03180 [Rhodovulum sulfidophilum]AB26
MTGGATTTAIVLDGAAYILRITRAGKLILTK
>OLS46574.1 heme iron utilization protein [Rhodovulum sulfidophilum]AB26
MTPSPNTAAAIRADLADHPGAALEDVAVRTETSVAEVLACLPAGEAVLAPGAAFEEVMAEIARWGEITLVMNTGDVILEA
KGPLPEGRVAQGFFNLQGRPIGGHIRSGACAQVAFVARSLFGMDTRSVQFLDARGGVLFKVYLGRDAARALIPAQMTAFD
ALRARLAPGVMA
>OLS46575.1 hypothetical protein BV509_03205 [Rhodovulum sulfidophilum]AB26
MDDKPEPEALPPDLKLLRMLVTLLMVTMIAGFLVIVALFVIRMPGQSGALPLPEALTLPDGAKAEAVTRGRDWVAVVTED
DRILIYDAATGALRQTVEIRH
>OLS46576.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB26
MTMRPTFLSALAGALALMALSVPAEASFETRAGAAYVVDQTTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTL
ETQFSVSSRAMSMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAHALGMTNSTFANAS
GWPHPNQRMSMHDLGILATRLIDEFPEYYGFFGEREYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSAL
QNGRRVTFVISGLESTEQRAEEGERIINWAFRQFVQRGVLRRGERLAETDVWMGEIEKVGLVAKDDLDVLLPAVVRDTVE
AEVHFHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAEREVARGGFVPRLRTATEVFLRWAEKKAADL
>OLS46577.1 hypothetical protein BV509_03270 [Rhodovulum sulfidophilum]AB26
MLGEINIDQWRCVAELVDNAVDGFLKESRAGSSIVGAKVDVHLPQADAPAATLRIIDNGPGMTPDMLERAVRAGWSGNNP
IDSLGLFGMGFNIATARLGSVTEVWTTRKGEREWHGLQIDFDKLRQQRHFRTPRLSRAKADPEQHGTEITIKQLKPEQRK
WLAKRANQTAMRKRLAQAYSSMLRTNGVPISFELYVNHSRVEARRHCLWNEERVVPGPSGSTIPAVMRINHALADRLYCI
NCMSWLVDAEVGGSCPNCETVNSVVKRERKVTGWLGIQRYLDQSEFGIDFIRNGRKIEIANKDLFSWNDGESEEREYPID
DPRNRGRIVGEIHIDHCRVSYAKDRFDRADPTWDEMHRVIRGEGPLRPEKAKDLGYGPNDSPLFQLFKAFRRTSPQSKTA
GAYGRILIVKDNARAVEMLSAFHDGNPDYQDDSKWWELVEAADRELLYGTSGGGSSGNEPSSGSGGGLPPGLLGGEPSGG
TDPEPTPVTPTAPVKPASPPRRESPLLSRRYHHGGTGIKWNVVAYEVEAKDPELPADVPWTMVLGDVPTKTYHFLFNPAH
STFESITMTPQDALLAHLAYMTADQTRNSSQESNFARIFADFRGSYGEETALDLKALPSSAATVLTDVARCIVSACPEAE
RAALFNDLGVQEQTAVMRALAAKKIKPSEATVNGSFLVSGPFEIIRMVVEKRPDLCFDGKVWDAAYADLDYGDPQITAEA
RASVLARYAALVDDAIWLSKHDSGDLSSSTRSEVIRAVMSLELLKPDVEASA
>OLS46578.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]AB26
MRSVELFVGAGGLGIGVSQAGFRPAAVMDWDRWACDTLRENKERGLDPIAHWPIHEGDVRQFDFGTVDGSVDLVTGGPPC
QPFSMGGRHRAFLDSRDMFPQAIRAVRELRPRAFIFENVKGLTRSSFANYLEYVRLQLTYPDLVAKRDEEWLAHLARLED
HHTKGTEKGLRYRVVMRVLNSANYGVPQRRERVFLVGFRADTGIEWHFPKPTHSRDALLWSQWRDEVYWDLHRVARKNRP
EGGAAEARALKIADRPLDEPWLTVRDAISDLPDPEHAPGTARGFHDHRFQPGARSYAGHTGSPLDEPAKTLKAGVHGVPG
GENMLRRPDGSVRYFTIRESARLQTFPDDMVFHGSWTETMRQLGNAVPCQLARIVASGVRDKLSAA
>OLS46579.1 hypothetical protein BV509_03295 [Rhodovulum sulfidophilum]AB26
MGAVMNQLIPTLDAMGSAPLTLDHAQALPDAQGVYLLIHDGEIRYVGKTDAEAGLRTRLARHARKFEQRRNVRPEDVQFK
AAQILVLTAMDIESRVIAHYGSEWNGSGFGSNDPGRERETTNKPEQGFDARFPIDIDTPLDLLTPGQTTVHGALMELKDA
LPYTLRYEVSLPPPRTKVGGHDYRLNPHPDMPASPLTIPPGPISVRTAMQLIVAALPAGWQATYFVSHVILYKENRQYDH
GVPI
>OLS46580.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB26
MVPTVCPTAYRLLTSVLFAAATSVALAPLASADRVPAPPGTTPALSGPVLAAPAAFSYDVLAARAAALAAQPYVPTPVHQ
ADVLEKIDYDEHWKIRFRPEASLMLGGTPAQFFHLGTYFRQPVKIFLVEDGAAREVVYNTDYFDMPEDSPAHALKPDAGF
AGFRLMRPDMKSDWISFLGAAYFRSDGALKQYGLSARGIALNTGMSVPEEFPRFTEFYLEPAGDGRTVVNALMDGPSVAG
AYRMVLRDRPGQGQVMDITAKLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGSGEHIWRPLNNP
DRVVTSSYFDRDIKGFGLIQRDRDFDNYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETAPQ
AGDEMDFSYRLHWTATPPVEMKLAHTVATRIGNGGVPGQPRPENQIKVVVDFEGPALDGLTRKDGILPEVSAPEGVELIN
PYVLPVVGTDRWRMVFDLKAPPGTGTVDLRAYLARDGKPLTETWLGQIHPDQIDRLR
>OLS46581.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB26
MTALHPDVSSEELLDRILTSLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEDLGRSCKIEGKE
QGDWVLIDVGDIIVHVFRPEVREFYQLEKMWMPAGAMSTARA
>OLS46582.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB26
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLTFAEVEDRKGGGPAAEAALLDRALPQGAAICALDERGQTLA
SPDFAALLARWRDAGRGDAAFVIGGADGLDPALVARADAVLSFGPMVWPHMLARAMLSEQLYRAASILAGLPYHRV
>OLS46583.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAGTVLPLAGLALLALVPLGAPGMQLLVNLALAKGLAVAGVSVLLRAGQVSFGHALYFAVAAYAGAFLMTALPGADLALV
LLAGLLGAVVAGLCVGLFVVRYRGIFFGMLNLAFSMIFWSFLEKFYHITGGADGIRLPRPTVLGMDLDRASFELVLFYLT
LTLVLGLGWATIRWLASPAGQIFQTLKTNETRLEYLGVSPRRALLWGYLVSAALCGIGGALMGVTQGVVTPEYAWWIRSG
EMVFIAVLGGAGSVRGAFVGALIYELVRTYASAYAGDVWQMLLGGFLLVIILFAPRGVIGMIETLAHRGEARK
>OLS46584.1 aldolase [Rhodovulum sulfidophilum]AB26
MGRAEAILLAKGAGFDFAVMDMEHGPIGLADLGQAAAAGLAAGVPVYARVTGPGSPDLARTLDCGAAGVIVPHVDSADQA
RAVVRACRFAPVGRRALPGPLPVTGYLPLPAADLVARADNGQVIAMIESAEALAAVEEIAAVPGLDALIIGTNDLADGIG
LRGQVGHPDLLAAFRRIAAAAQARGLGFGAMGLPPALVQSHAVALGARLVVATNETNLIVEGGASVLAGLRRRAAS
>OLS46585.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB26
MLGAGSWGTALARVLSRNGRAVRLWARRQALAQEIAATGQNSQYLPGIELGETLRATASLAEALEGAEAVLMVTPSATLR
EMCRAAAPHMPPGIPIALCAKGIELGSGLLLSEVAAEELPGHPIGAISGPTFARETALGHPTAATVAFPFTYADRLAPHA
SAAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVDEMKVLAESLGGQRETVTG
LSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVVDLARRIGVPMPICETVNAVLHEGADLES
SFSALWTRPIEAEPRALMLSLDHPAPTVPLPFGVSS
>OLS46586.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB26
MKPLRDVPRRSSGDPTVTAHALVRQLRIALRRSRSVQIGLLVGFWLAGEGVVRLTGLPLPGGLVGMAAALGLLGSGLIRA
GTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWGIGADGQPSALD
>OLS46587.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MEFRTLRVFVEVVRAGGFSAASGRVHATQSTISKAVRQLEDEIGVPLLNRGPAGVTLTAAGRIVFQRGQALLADRETLMT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDITLVEHGSDRLEELLRASEIDLAASLLPVSDEFDWRPVH
RDPLVALMAPDAPLAQSAGPVTLADLRAMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPSTDWVMATLWRRGAYLPQAARAWLEIAASRPE
>OLS46588.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB26
MSVAATGLRAAPSASFVVDARTGEVLHAENADTRLHPASLTKMMTLYLAFEAIEHGEISPETVVTISAHAASEPPSKLGL
RAGQKIRFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEEGHLSTARDLTILARH
VVYDYPGYYNIFSRVTDDAGGRQVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSAIRGQERIIATVLGGRSTAARNAE
VAKLLDLGFRKAPSRVALRSPQKPPYLTGAARLAAVPPVEAAPSGSAPAVMARSMRPRARPGAAAPTEALIAALAADVST
SVSAAKAELTVPAPAAASAPEAEVASASGASGASGAAVLAVSIPPRARPAGLAPEAVAPVTSAPVADPVAVAAAVPAASE
PAATDLAAVAAAAAAAASAPPAAPDAVELALAEDEPQIVSRMSSSGGRYWGINVGNYNSRYQAERVLLRTALQEMGILDN
ALRKVVQGRRGFEANFVGMTELEADQACRRLQSHGSTCSTFGQPPS
>OLS46589.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB26
MADKSGDPEGETGVITKTKPKTQRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>OLS46590.1 arylesterase [Rhodovulum sulfidophilum]AB26
MVLAGTAATAQPVTIAALGDSLTQGYGLPQEEGFVPQLEAWLNAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVGGLI
VALGGNDLLRGIDPAASRANLDAILTRADAAHVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLTDL
PDRGAAMARYMQADGIHPSAEGVARVVEAMGPSVLELVARAKVAAGG
>OLS46591.1 alpha,alpha-trehalose-phosphate synthase [Rhodovulum sulfidophilum]AB26
MSDRRFVLATDLDGTFLGGTEAERQRLYDWIEANRASVGLIFVTGRDPEFIMEMCAENGLPWPEYVVGDVGTSIAEVHPG
EAIRPIPALEEDISRRWDDSGARVRAALNGHPGLTLQPTEFRYRVSFDMDPETYDPSAEAKVAAMGLDWLISADCYFDVL
PKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHGAAGIMEAIAA
FDLHTLPKGA
>OLS46592.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB26
MPGLSLTELTLSQFRSHERTRLALDGRPVAVFGANGAGKTNLLEAVSLMSPGRGLRRAGAEDLARAPGQLGWKVGAVLAG
PVAVHEIETWAEPGGTRQVRLDGKAAAQVALARIARILWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEAALAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALARLDAAQAEAETAFPAAALALAGPEGADPEDPESLAGALA
AGRGRDMAAGRTLAGPHRADLEAVFTAKGVAARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALFDEICALGAQAWMTGTGAELFSDLGGRAQYLEVAETGGTSRIERRDSP
>OLS46593.1 flagellar biosynthesis regulator FlhF [Rhodovulum sulfidophilum]AB26
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAQDAGRRAFPALAAALHRNRKLWRTLAIDVADKDNALPADL
RARIFYLYEFTDRHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>OLS46594.1 FIST signal transduction protein [Rhodovulum sulfidophilum]AB26
MSRTADPARAAAEAAAQINRSQARFVLAFIPDRLARAPLAEALARQLPGLPVFGCSSAGQITPEGYEDDALLLLAFPRAH
FRCATRLISPLSPFSIEQVSAEARRLAAQFAHSAQWNRLALIFADGLSKQEDLLVTALAAGLEDVPVFGGSAADALRFRE
TAILQDGALHRDAALLVLIETDLDFRGLGFDHFLPTEHLMVVTDAVPEERLVLELNGAPAAKEYARLVGCPVEALSPQVF
AEHPVLVRNNSIYHVRAIQKVAETGALSFLSAIDDGLLLTLGRGREILRTLEEELAVTDAAGRAPDFILGFDCFLRKLEI
GQKQLTAPASEILRGHRVLGFNTYGEQHCGVHVNQTFVGVAFFEPRTRGLA
>OLS46595.1 hypothetical protein BV509_04585 [Rhodovulum sulfidophilum]AB26
MARRAALAGLVALMPAMALAHGPTRQKITLTADLAAPPEEVWAAIGNFQDMSWHPAVAASDGEGGNAIDATRVLHLGTAD
GPTISEVLYKYDASKMSYSYRITDVKVEILPVTNYSSHLTVKPRDGGGSEVEWRGAFYRGYPNNDPPPELNDEAAIAAVS
AVYQAGLDALVARFGAP
>OLS46596.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB26
MDVLYFAWVRERIGLPKERIETAAPTVAALVEELSAREDRYAAAFADLSALRVAVDQDLADFDAPLAGVREVAFFPPMTG
G
>OLS46597.1 acyltransferase [Rhodovulum sulfidophilum]AB26
MTAPARNAPRADPSAEPPYDARELSYARTFPDPLRAQAIRAIEILTGKLTLLRLVREFEARGVPRGQAFWRQALDVMGIA
VATPPDQVARIPREGPLVIVANHPHGLVDGMVLADLVGRVRTDYKILTRSLLTGVAEVAEFMIPVPFPHAEDAREQNLEM
RRAAMAHLGEGGAVVLFPAGVVAASPTFFGPAIEAGWNPFTAKLIQRSGARVLPVRFPGANSRWYQIANRLSPTLRQGLL
LHEVVHALNRPQCPAVGEPIDRDVIERWVGDPRGFVAWLRERTLALA
>OLS46598.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB26
MDVKTVGVVGAGQMGNGIAHVFALAGYEVTLNDISADALDRALGIIGKNLDRQVSREKITEAEKQAALGRISTTTVLTDL
GSSDLIIEAATERETVKTAIFEDLQPHLKPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EETYHSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMKLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTNRGFYDYRGETPVPTR
>OLS46599.1 hypothetical protein BV509_04835 [Rhodovulum sulfidophilum]AB26
MFRTAVLALLVLGHGGAALAGDFDDQMKAFYQASILPWARSPQILDAVAAQNLRTADLTQDDIDRLDKQWVSEIGTGSAP
LIDSVTRSPVSDMLRAQLMAMKGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQETYGVGPEAMNFGEVEFDDSFLKY
QGQISFTLVDPETGTSIGAMTVAVDAEEFL
>OLS46600.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB26
MNDPLGDMLTRIRNAQMRGKSTVRTPASKLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRVST
PGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDAAARSANVGGEVLCTVF
>OLS46601.1 phosphoglycerate mutase [Rhodovulum sulfidophilum]AB26
MSLRLILVRHAKSSWDDPSEDDHDRPLNPRGREAAPKVGQWLAERGHVPAEVVSSTARRTLETWDRMAPVLGESTVMRRD
PGLYHAPAERMLEALNNCAASPVLMLGHNPGIADFAARLLDGPPDAQRFASFPTCATLVADFDAADWTEIEFGTGRMIDF
ITPKQLMP
>OLS46602.1 hypothetical protein BV509_05205 [Rhodovulum sulfidophilum]AB26
MAAPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEAQPDERAAWPDLPEETRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPADLPKPQIVQPWWF
GEPFFKATGLYLRGLAPLSATDRLIPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGDARQEAA
>OLS46603.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKTLTTTALALIAALGAAGPGLAEIRLGASLSATGPASFLGDPEAKTLEMMVEALNAAGGIDGEPVELVLYDDGGDPNKA
LTFATRLVEDDEVVAIIGGSTTGTTMSILSVAEDNEIPFVSLAGAVSIVDPVRPFVFKTPHTDRMACEKIFTDMAARGIG
KIGMISGTDGFGASMQAQCKDVVGQFGIEIVADETYGPKDADVTPQLTKIRGTGGVQAVLNPGFGQGPAIVTRNYHQLGI
DLPFYQSHGVASDAFIELAGADAAEGLRLPGTALLIAGQLAEDDPQRAVVRAYKAEFEAAYGMDVSTFGGYAHDAFALLV
DAISRAGGDDPVAIRDALEATSGLVGTTGTYSFSADDHLGLDLSAFRLLEIRDGGWVPVD
>OLS46604.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRPSAKWTQLLILFLLIALLPLFFPSGYYFRVGALIFVNGLAVIGIVILTGYAGQISLGHAGFAGIGAYASALAPGHLGL
HPLLAVVLGALVSALVAWLVGRPILRLKGYYLAVASLGFGILVAMVLGNERALTGGPDGMAVPDPGLRDLLKDLGLKLTG
GEFWYWCCGLCLLIGAWAALNLQASPTGRALRALHGSEVAARTVGIDVARLKLQAFTISAVYASVAGSLLAMQNRFITPD
VAGFMHSIEMVTMAVLGGVGSVIGAIFGAVILTLLPQVLTVFADYEQMVLGAVMILVMIFLPEGLIPSLARKLRGRGE
>OLS46605.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MGAAELAYRAIRKRIFSGRYAENERVTEAEFAESLAMSRTPVREAVKRLILEGLLTREAGPGLRVVGLGADEIEQIFAMR
LLLESYAARRAAGFASAEERATLADLALQMQAHVPPRNDADYEAITEANRAFHQLILTAARSPRLEAMLSLVVNLGLVSL
TFKSYDEAAIRRSAAHHREIADAILAGDADWAGAAMQTHLHAATAAARRNFGS
>OLS46606.1 hypothetical protein BV509_05365 [Rhodovulum sulfidophilum]AB26
MDGPALLRAVDRLSAIAGRGADLALVAICAMVTYEALARYVLHAPTRWTSDVATTLLLWLTFVAMAQSLRQRRMIRITAL
IGGRSPTAARLIELFSLVVIGGFSAMAVWLCWGEMLESIAMGRRTASMLQLPQWIVEAPVVIGFALLSLQAFADAARLWL
RPAPDFGHGDAGDLPGERDTA
>OLS46607.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MVQGTRIVGQLVLVFIVVTICYDAIQRYAFAAPTSWSLEVNTFLLIYVAVMVAADVQRTDGHIRITFFVENAAPLIRRAA
RAVVALTGIAFAGILTWRGALMAEQAWDYGERVSSGFGTPMVLPYALLPLGFGTLALQFLFDLIDALWGDSPDQAG
>OLS46608.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MISHDDKVPVAQATARHLQEMIRSGELKRGEKMPSQRVLSDRLKVSRPTLREALLTLETLGLVRTLPARGTFVVDPEGED
RLPSPWRYDGAFSIGDVFQSRLLIETELCRLAAGHLGAADLDVLEHANATFESAWNQGDLVAHVEADLRLHETIARACPN
RMLWRLYQSVQSLLTESQRQPVPNTACARMAQSIAEHRQIIAALRAGDGAGSAAAMGAHIRNTASSAGIVLA
>OLS46609.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDNWDEIRTAYHVARLGTVSGAADALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQLA
GRLRGRGAAMTGDLTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGGQPDEPDNIVQRLYT
LRYALYASNGYVATHGRLGEDMSAHFYVGPSDEDHRAPFNRWLKARAPSDRVGFRASDARAQVEAVVAGAGIGFVPVWWA
ERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>OLS46610.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MEDRLDIVFAALADPTRRAILAMLLEDDMAVTDVAEPFQMSLAAVSKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQSFGQFEAVNLDAFERFLAAELNG
>OLS46611.1 trypsin [Rhodovulum sulfidophilum]AB26
MALGALVPVPPAWAAAADRPLHALVTGDESRGWEGVGRLELGGGGFCTGALIATDLVLTAAHCLFDKTTGGRLPLERMEF
RAGWRNGRAEAYRGIRRGAVHPDYVPGAEASVGRVRHDLALLQLDRAIRLPGLVPFGVAPQPGQGDAVGVVSYALDRSEV
PSLQEVCHVLAGIDGVVMLSCDVDFGASGAPVFRVENGVPRIVSVVSAKAEMDARKVALGSTVEEGLEILRARLAGGGTE
SAAPPVSEAPLSPMRRFGAGTARSAGARFLRP
>OLS46612.1 heat-shock protein [Rhodovulum sulfidophilum]AB26
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDGALVIAARKAP
EDTERSFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPESLKPRRIEISSGGAQRIEARAEAEQPEGAAV
>OLS46613.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MDWDDAYANAPYIPSAEAYPPRWAAEAAAFRARARGQTGQSYGPHPRQGFDLFLPEAEPSGLVVFVHGGYWMKFDRSLWS
HLAAGAVARGWAVAMPSYRLAPEVAIPDITADIRAAVEAIASRVPGGPLVLAGHSAGGHLVARMLCGDTAPGASADRIAR
VVPISPVSDLRPLLSTQMAGPLHLDAATAAAESPALMTPRADVPVHVWVGGDERPVFVDQARWLAEAWPGAALTVDEGRH
HFDVIEGLTRPDSPLTGALLDGL
>OLS46614.1 transposase, partial [Rhodovulum sulfidophilum]AB26
METSLARDLMSDEEWAFFERFILAVR
>OLS46615.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB26
MPSEPEPDSLQDARIDSAAEAPAFTMSDPAPSPDLPPETPAPEPETDPEPEPQPAPEPEPEPVPAPDPLPEREPEPTPPS
RPEPQPEPLNIPPGPSEIPPEPPQELPGWPEEVPPAAPEEIPSDSPPEVPGQLGAAPLAARDAMPDDARHETDDAPEDEA
GGPRRGFFGRMFSRTEQKKTVIRRELDDAMLESLEELLISADMGVDTALRVTANMAEGRFGKRLSVDEIKELLAREITRI
MEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGQRAGVPVMTAPQGA
DPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFQKLA
DVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGVGEQIDDLAPFEPEDFANALAGLDG
>OLS46616.1 hypothetical protein BV509_06550 [Rhodovulum sulfidophilum]AB26
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLIDPVDMPFMLYLRPDPEALDFKALNRRRILPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>OLS46617.1 ABC transporter [Rhodovulum sulfidophilum]AB26
MSTLRGAFLIAAHNGIILSPDELPDLGRDDLAPGLMALFAAKGLRCRLIGKAGWRMASRLGQGLPVLAEVEQGRWIVLVH
AGLVEKARTAALLDPRHEADGVRSVPWEEFELRWTGRLILIGRTDGKADAARAFGLRWFLPALRRERSLFAGVAVAVVTG
NLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVLLVLFDAGFGYVRQRLSQIAGGRIDADIGSQSVAHLLRLPMTVFE
TTPAGVMTRNIQQTDKIRHFLTGRLLQTMLDAALLPLLLTTLALLSGTLTLIIALYAIAIAGCIGLMLPILQSRLNALYG
VEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRKQWDLGRISALTGTLTGLLERMMQVTVVAVGVGLALQGT
ITVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSIRMLRKIMDHPPERQDDAQLAQPMLSGALELREVGFAYPGAATP
ALDRVSLSVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALSSLRRQVGIVLQDNLLFRGSIRDNI
AVAVPGAPLEAVLRAATLAGADEFIRRLPMGFDTMVEESGANLSGGQRQRIAIARALLADPRILILDEATSALDPESEAL
VNRNLAAIAHGRTMIVVSHRLSSLVRADQILVLDQGRLLDMAPHETLLSRCETYAMLWRQQTEHMA
>OLS46618.1 acetyl-coenzyme A synthetase, partial [Rhodovulum sulfidophilum]AB26
MRDVDVQPPQPDFVSGAHIDAAAYEAMYRQSVEDPEGFWGEHGKRLDWIKPYTEVKNTSFRMGEVEIHWFRDGTLNVAAN
CIDRHLKTRGDQTAIVFVPDDPGDPVRHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIH
SVVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNTDAALLHCSDRVRCMVVKHTGDQTSWIQGRDVDVLQLM
E
>OLS46619.1 ATP-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB26
MALLITLAACAGPGPEMPGRRPPALADLPPMKTFVTHRVTPPQRSNAAIAQDFLDLAFQMESGRSLPYMTRFEGPITVRV
TGPAPASLEPDLAALLARLRREAGIGIHRVAADAPASVTIEFLPRSQLQRLVPQAACFVAPRVSSWEDFRQSRRSGEVDW
TTLPVRQWVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYAPELHNGTTRD
EAARVLPQLLARLNPRGERIGGSDLMSPTPRAWIDAIEAALGPGTAPSQRVAAARSAVEIARTQGWRDTRLAFSLFAFGR
LALGQNNGETSLAAFLEAGQIYAAHPVTRVQSAHVAMHIAAFALSAGQPDTAVLIIDDHLDDVQNGENAALLASMLLMKA
EALDMLGWTKEAAAIRRDALGWARYGFGSENEVRERMAEIAWLNPARTD
>OLS46620.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB26
MTDLLVRPLRPEDAASWRRLWAAYLDFYETSVPAETYDITFARLLHGGDPNMGCRLALSGGKVVGLVHFIFHRHCWRPEN
VCYLQDLYADPAMRGRGVGRALIEAVYAVADSRGTPSVYWLTQDSNETARQLYDRIGRPTPFVKYVRG
>OLS46621.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB26
MSLGIALCLGAAVAASAEPVDGKAARKLVFKPKGAEVTVIDLPFLSEADRKGLVFAGEQQPYYGAIAVAPSEGLISEATL
AAANYHDVEAARAAALKGCDAARKPDGNPCVIAAEIRPKGWEPRALQLSADATEGLRSDYGRRGGPRAMAISESTGRWVV
RKGPDAAAQALDACASASGASDCRLAVEDR
>OLS46622.1 integrase [Rhodovulum sulfidophilum]AB26
MKSTLSLLLVFLNQFFMPRHNAQLRLLKAQITILRARIPTQRIILSPAEKAELLRIGAECGHEIEGLLEVAKPATYRRWL
AQMRVGTPFKAVGRPRLTQELRDIVIRIGSENLLWGYKRIAGELKKLGLYAGANSVKRVLNEAGIHPSPERRKKKPALPW
STFIRAHMETMIACDFFSKTVFTLRGPRTAYVLMFIHLGSRRVFCSAPSYAPDSAWVTQQARNTLMWCAEQGITPGFLIR
DADTKFSASFDTVWASEGARVIQIPHRAPDANAFAESFIGTIKRECLDFFVCFSRSQLDYILRTWVRHYNFERPHRGRDI
GNNVLQVDFRPVRDGPIRRNRQLGGIVTSYTRDAA
>OLS46623.1 transglutaminase [Rhodovulum sulfidophilum]AB26
MRMRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGDFTVSTDGIFRDSG
LPDLVAPDATQQAVQDLPFETLVYLLGSRYCDTDLLSEEAWRLFESAPPGWSRVQAICDFVHDAVSFDYMKADATRTASQ
TLAGRHGVCRDFTHLAIAFCRCMNIPARYCTGYLSDIGEPEPYPPGDFAAWMEVYLGGRWWVFDPRNNTRRKGRILIGRG
RDAADVPLTQTFGPNALTQFEVWTRDARHDPAEAPPVSRD
>OLS46624.1 APH(3') family aminoglycoside O-phosphotransferase [Rhodovulum sulfidophilum]AB26
MFDGLSGYVWTRNNIGESGGEVYRLHGNPGAPDLYLKYCWGAEAGSLLDEVSRLRWLAAHLRVPAVVEFRCSADEAWLLM
EALPGETAYQALLARPEEREVVVDALARFLKKLHSIPTNQCPFNSGQAYRLGLARQRLGAGLVDEDDFDEERRGWSASHV
WREMLLLLPQAPDLVVTHGDFSLDNILVVGNEVAGCIDVGRAGSADRYQDLAILWNCLGEFDTSLQERLFASYGMPVPDW
SKLQFHLMLDEFF
>OLS46625.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MASVHDSLSRSPVAHAAATLDMGRGRGITVWENRNDRITYDATRGHVFSLYLEGGTGTRRLDAKGVSGWPGAVCIFPDGQ
TSEWEITTPFRFVHLYLPDDRLRADFARTHDCDARRFDLPEVTFAEMPALGGLLGALAGAASSGSILLADAVLAELVGGL
APRPAILRGGLAPHILSRLDEWIDAHLDEAIRLSDLAALADLSPFHLHRMFRVSRGMALHAWITERRIDRAKGLLSGPAP
LVQIADACGFASQSHFTRAFKAATSTTPADWRRAVKDSPSNT
>OLS46626.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB26
MNDRPFETVGEACGGRWLVTCDHATNIVPPCVNGGSLGISPADMVRHIAWDPGAAGVARAVAEALDAPLVLSRFSRLVID
PNRGEDDPTLVMRVYDGTVIPANRAIAEAEIDRRIRTFWRPYHTEVARLAARRPDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEPDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLIELRNDVIASPADQAAWGARLAPILTAA
LAETGA
>OLS46627.1 inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB26
MPARFWPFADRFVAAAEIVVDRPRGSAHPRFPELVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVLASMDLSKRDA
ELKLLLGCTEAEMAEIDAFHNQAGFIAGLLVVRPDGV
>OLS46628.1 hypothetical protein BV509_07245 [Rhodovulum sulfidophilum]AB26
MTVKPLAIAAVLASISAFAAEAGQIERACLSSGRPGVTRGLCGCIQQAADITLTRGDQNRAAGFFRDPHQAQVVRQSDRR
SDAEFWRRYQLFGDTAAAYCS
>OLS46629.1 dimethylmenaquinone methyltransferase [Rhodovulum sulfidophilum]AB26
MATLQDRKRQLLKRLAELDGRLQDIEAELDTHQSKDWGELAVEREEDEVLQGMGSSGLAEVRQIRAALARLEDGSYGFCV
RCGDEISAERLDLVPATPFCRICAR
>OLS46630.1 hypothetical protein BV509_07300 [Rhodovulum sulfidophilum]AB26
MGTHRTDDGLLVRSLIRNRGTPAAHGVAGPDPRSYRPVLREMPVALRGAPATDKMQTAMLQAALEGATAERLVLTNPSFL
CMPQKALAQHMLYPMAGEKAHWLAQLFPGARPCFLSGLRNPAIFVPALFALPKERDLAAFIAGTDPVRPSWKDPVQRIRN
ALPGAELTVWCNEDTPLIRPDVMQVAASGGATDLAGGDAVLAKVITPAGLARLNGFLADSPALDPAARRRAAFLDKYAIP
EAVEEETDLPGWADGQIETRTDRYAEDIAAIAAMPGIRFLAA
>OLS46631.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB26
MAFDMLVAICLFYVAILFGVAFLAERGGRRGSNAWLRSPLVYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLVL
IGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNMLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGAPGPWQVVDL
NAAAFSVAVGLAVFTVFFGTRNLDANERHHGVVTAIAVEAVVKLIALLAVGIFVVWGIGGGAQATLDRIEASPLAGMPVA
PGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPGYVFLMSLFVVPIAAIGLAEMPPGANPDLFVLTLPLA
QGRDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRTLVLRARRLSIGGVLLLGYLYYR
LTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWGYTLFLPSFGEGAVMSAGLLADGPWGIGW
LRPQGLFGLDGLDPLVHAVVFSMGANALAFALVSLLDFPGPMERLQAAQFVNVFDHSPAGQGWSQGRAEAEDLLLMAQRI
LGADDAQRLFQRAAADQGKQGYLPDTTPEFLRTLERKLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYSS
QLEAKSEELARTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMEDDALPPERLADYSRIIHQESMRL
TRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGRSGRAPMAIRRDPAAERVDLITDGDRLSQVFINLVSNAQK
YCDAADPVLTISVTEAEGRVAVDFIDNGSGIPDRSQSIIFEKFSRLSDPRKAGGAGLGLAICREIMVRLGGSIVYLPGRG
GAAFRVTLPSRCAEAA
>OLS46632.1 hypothetical protein BV509_07405 [Rhodovulum sulfidophilum]AB26
MGYRLVLTLAAPGLALRLLREGARARERLGLAGPRGALEPRAPTVWLHGASNGELASARPLIERLLVRRPDLMLVVTCNT
LTGRALVAGWNLPRVAVRLAPYDYVWTLRRFAARWQPRALILIESELWPNRLCEMARQGRPVLVAGARLSARSAARWGRL
PGLARRLTGAIRFLSAQDAGSRDRFAALGLPGNRIGPVIDLKAFAPAPAPDPDELARLAPCLPRERTVLAASTHEGEEVP
VLAAFAARYRADPGARLILAPRHPRRAPEIAALIARAGLDHATRSKGETPGPARPVLLADTMGEMALWVALAGTSFVGGS
LVPKGGHTPFEPAAGGSAILHGPHVANFADTYAKLDRAGAAIPVTGAEDLAAALAALDGPEQSRRAALAQRTIAALRAEA
PGPDTLVDALDRLLTAPDAKDPCNG
>OLS46633.1 hypothetical protein BV509_07595 [Rhodovulum sulfidophilum]AB26
MSESKRSVWTWAILGGEAVLVLMVAAWFLGRDDDRKADGRAPGAAPSTDAPSRSPDAAAPQAVPATGQAPAGATPLDDRS
DLAPPPDTTPPVFDVVRVGPEGGALVAGRAEPGSSVAVLVEGREATRTEVGADGDFAVLFDLDQSRDPRRISLSMRSADG
RKTPSEATVILAPSPASSSVSPAVEAEPAAGGAQAVAQAADVGAPAPGPAAAEGLSDIGASGAAPTVRPVIEAPHAAPAI
LISDAGGVRLVAPPQAGEAPPVSGVTLDAITYDADGAVRLAGRGRPGGALRLYLDNAPLAETGIDSAGRWMLQAPEIGAG
LHALRADLLAADGSVAARFETPFHREAPAEIAATAAPPAGPGGATGVRAITVQPGYTLWGIADRTYGRGMQYVKIFEANR
SQIRDPDLIYPGQIFDLPRGE
>OLS46634.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]AB26
MSDPIRVLLIDDSASIRIAFKKLIAEDPGLELIGAAPDPFVAVEMMRDRLPDVLLLDLQMPRMDGLTFLRKIMSQRPLPV
VVISAFTKSGSEASFKALELGAAEVLAKPSVSTPDERREAAIRISDAIRAAVQSRQPRARSARVAGPIQVGERHTADVIL
PRIATAPGFSGPPVIAIGASTGGTEALKVVLEALPSGLPPIAVVQHMPQHFTRAFADRLNLTCRLHVKEAETGEVLTPGV
AVIAPGHRHLVLRRSGKLYRVELHDGPCVARHRPSVDVLFRSVAQAAGGGAVAAILTGMGDDGAQGMAELHQAGAWTLAQ
DEASCVVYGMPRAAVELGAVDRVATLGDIAREITARVTREDRKAVP
>OLS46635.1 CREA protein [Rhodovulum sulfidophilum]AB26
MLVAALPITAPLAAPADEVGRVGVDWTGNDIVIEAIQDPEVKGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACRQTGP
IEIGDIDRSPEGEEVFRQGRSLVLKSLRIKRIFDDANQTLIYLAHARELTQGSAKMSISTVPLFNSGAN
>OLS46636.1 hypothetical protein BV509_07960 [Rhodovulum sulfidophilum]AB26
MTQDADLLGRTPLNLLIVEDDDGDAKAVRRALNRSRIKATLTRAVDGVEALSIMRGVAGPVPASPYIVLADIRMPRMNGL
EFLHELRNDCSLRQAVVFVLTTSNDDDDKRIAYEAGISGYILKQRVGRDFASLIETLDRFWNIVSFPDIRLSED
>OLS46637.1 transglycosylase [Rhodovulum sulfidophilum]AB26
MALTVLAVSGSHPASGLAESVVSSKARLMLFKSQTRVLDGRAAQQYSNSVRLQPDRVHTPSQGSLLYSGRYRGEFVDVAR
DAARKHGVPEDLFLRLVQQESGWNSGAVSHKGAIGLAQLMPDTARRLGVDPTDPHQNLDGGARYLRRQFDRFRSWRLALA
AYNAGPEAVEKHGGVPPYQETQTYVRRIWGS
>OLS46638.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB26
MTARLALVAALAAGGTALAQDSGDVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGTGIARLVNGS
VYEGQFRDGKPEGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGKMTSPNGYVYEGTWVNGVK
DGKGRIAYPGGRVYEGEMSQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGLFVNGERHGTGKVTFANG
DVYEGEYRNDKRHGKGTLTGADGYRYEGEWVAGRIEGLGKLTYPDGAVYEGQFRADLPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPNGLVYEGQFKDAAYDGTGTMTHAGGYSYTGDWMGGLRHGEGTATYADGSVYSGSFVKGQREGQGTITMPD
GFSYTGGWKAGKFDGRGRATYANGDIYEGMFSDGRYEGEGVMKYSDGEIRSGTWTNGVLTTAPAGAADRPEAASAPPPAD
>OLS46639.1 glycine cleavage system protein T [Rhodovulum sulfidophilum]AB26
MSGLLRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNDAGGILDDLMVARRCDDLFLVVNAARKAEDLAHLHAAIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPAERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKARRTGGAREGGFPGAARILAELATGAARQRVGLRPEGRAPMREGTALFAAETGGDPVG
TVTSGGFGPSVEAPVSMAYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>OLS46640.1 glucan biosynthesis glucosyltransferase H [Rhodovulum sulfidophilum]AB26
MAGPSDAAAAAGLTADQMSRILASGLRTRVLRGLAIGFSLAAATVAASLLAEASTQDGVDAWDVARTTLIFITTAWLAWG
AAGAFIGLLGHLRRAPEPPLRLPHEPTVVLVPICNEDPLTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPVNAALERDAF
ARLLAETGGAGRIFYRRRTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTVRRMIARMQADPRLGLLQTLPKII
GAGSLFGRAMQFSASFHSPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARA
GWRVKLDETIEGSFEEGPDNILAYAKRDRRWCQGNLQHMRLLLAPGLAAWSRFVFVQGIFAYLVSLLWGAFLIASLLATV
FAPAPDYFPEPYQLFPVFPSDRTKEIITLVIGICGLLLLPKLSILAGAIVTRRARGFGGGVRASASVLTEILLSSLLAPV
MLMYQSRAVLQVLSGSDGGWPANQRGEGKLTVLQGLRAGLWISLTGAAALALVTRIAPGLTVWMLPVCLPMLIAPLLIAW
TSRPLTHTLFAVPQEADAAPVIRAYRDCVRRWIAEDARKEALDAAA
>OLS46641.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB26
MTDFQKILVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDEIRRQADEIGYPLML
KASWGGGGRGMRPIRGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDQHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSHAQRETICNLGKKIAEAVNYECAGTVEFLMDMETGSFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARALRPPVPRRESYAPGTRQILDQFGPEALADWMASQKQLLVTDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNLMTQMLLRGANGVGYTIYPDNVVQGFVRQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLNYYVAMGKELKVAGAHILGLKDMAGLLKP
ASATVLVKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDAFSGGTSQPCLGSIVEALRNTPRDTGIDMAA
VREISDYWEAVRQEYAAFESGLSAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYADVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPDRDVAFPDSVIDMMRGNLGQPPGGFPEAIQAKILKGEKPFTDRPGKHVPPADIDKIRA
EVEGQFEDLTLDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGKIKAVHVAPGQQIDAKDLLIEFE
>OLS46642.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase [Rhodovulum sulfidophilum]AB26
MAAADRSVPADPPHIPVLLRPLLEAVSPVTGLWLDGTFGAGGYSRGLLDAGADRVIGVDRDPSVADLAAPWAGAWGDRLR
LVEGVFSDLDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGMSAADLVATASEAALADILFHYGEER
ASRRIARAIVKARTVAPIVTTAQLAEVVARCLPPQRPGQSHPATRSFQAIRIAVNDELGELVAGLEAAERALNPGGKLAV
VTFHSLEDRIVKRFLQVRSGQAAGGSRYAPEAKPEPARFDLLTRRAVAPDPAELDANPRARSAKLRVGGRTDAPAGPVDR
GLLGLPKIMED
>OLS46643.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB26
MLATHVHGDATAAAPLLIVHGLFGSARNWGAIARRLSDSRRVIAVYMRNHGDSPWTSTHSYPDLAADLAEVIEAEGGRAD
VLGHSMGGKASMVLALTRPELVDRLIVADIAPVAYEHTQVGLIHAMRGLDLSAIERRGDADRALAATVEDASTRAFLLQS
LDLRSKPHRWRLNLDTLEAEMPRIMGWPEAIDGQFDGPTLVLAGANSTYIRPEHRDRIKALFPAARFAKIPGAGHWLHAE
KPREFEAAVRAFLDLAPSPRP
>OLS46644.1 hypothetical protein BV509_08690 [Rhodovulum sulfidophilum]AB26
MPRLAALAILGLAALNTAAPARADLGVSGPYLAARQASFLSDYRAAAVYYTEALASDPSNPRLLENAMTALVGLGEVEKA
VPIARRIETLGNPDQLANLVLMADQMKQGQFDRVIADLDAGRQTAPLVDGLIRAWAEFGQGRMTDALAAFDAASAQSGIK
AFGLYHKALALAAVGDFEGADTIFSGEAEGPLRATRRGVLAHAEVLSQLERNDDAIELIDAAFGTEVDPGVAALRARLAG
GDALPFDVIDGAAQGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPKNADAILLSAGLLEAQDRYELATEAYAAVPKD
DPAFYAAELGRAESMRHAGDVDGAIETLRGLAATYPDVAIVHVTLGDALRSQERFGDALKAYDAAIALFDEPARGQWIVY
YARGISHERLDQWPEAEADFRKALELEPDQPQVLNYLGYSYVEMNTNLDEAMSMIERAVAARPDDGYITDSLGWGLYKLG
RYQEAVPHMERAAALMPVDPVVNDHLGDVYWAVGRKVEAQFQWHRALSFDPEDAEAERIRKKLAVGLDKVLKDEGAPPLR
AANDG
>OLS46645.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB26
MTKDQTQTRSNAMWGGRFANGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAETGILTVKDAEAIREGLLTVLSEIE
AGSFTFSTALEDIHMNVEARLKEIIGEPAGRLHTARSRNDQVATDFRLWVRDQADAAMAGLEALIRALLAQAEAGADWVM
PGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFGDARARMNESPLGAAALAGTSFPIDRHMTAQALGFDRPMANSLDAVSD
RDFALEFLGAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMK
GLPLAYSKDMQEDKEQVFDAADTLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGT
LVAMAETKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSYGGTAPEQVRAQIARWTERLG
>OLS46646.1 hypothetical protein BV509_08775 [Rhodovulum sulfidophilum]AB26
MNKWFSGNARPRWGSNELSADEARTCARKAASVIDALAPDLLCLQEGPSAEAEMALFLDEFLSDADGPRFEALIGSDGGA
QKLYVLRRRDGLVRAVERASDAATLALTEPWAADVNGDMLLEGYDFTRLPLVVDIDPVGGAPVRVVVLHTKSKYVHGGEA
LWRDPVRRQEFVVAALLARRRISAEGFRLRAYLDTLVTDDPAARIVVTGDWNDGPGTDFFERSYLTHNVADIVLGSTFTP
ELIFRHPLLAHVPPAALFTARFDDFVDEVPDRPLLLDHFAISPGLAPWVQAAGIAHDAYEAELDGSGAARTQRPSDHRPI
WVELSKPLTG
>OLS46647.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MRIALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGMVERLQAEGSRSPADIILTVDVAR
LAEAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEDLADPKWKGRICTRSGTHAYT
LALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDISLGNTYYMGQMLNDPEQEAWAQSVNVLFPVF
EHGGTHVNISGIAMTKAAPNREDALKFMEYLTSDHAQEIYAEVNYEYPVVPGTDPSDLVKSWGSFTADDVNLIALSRDRA
AALRLVEEVDFDG
>OLS46648.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB26
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFNEIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVVNRL
TNESEMVVMQALGCSPWRLARPVALFGLLVAVPICILTHFLVPASRAQLDLRQAEISRDFTARFLSAGQFLHPASGITVF
IREIARSGELKQIYLSDATDPATRVTYTANRAFLVQSEDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISGLIGSAR
IRRPSLDEMSTRDLLFPSPELIEAAGKPRALFLYEGHARTAQALLAVAGALIGYGALMAGGFSRFGLGRQIGLAIALLIA
VNFLSNSAAGVAQSDAALWPVTYAPPLIGIALGLGLIWLSAMRRRRPRPARERAA
>OLS46649.1 organic solvent tolerance protein [Rhodovulum sulfidophilum]AB26
MTTGAATLPDRLFAEETARPAATLVADRISVGDLRELVAEGNVEVFYGETRLAATRIVYDRTGETLAIEGPITLTSGPDT
VFLADSAELSADMTEGILRSARMVLDQQLQIAAADIQRVAGRYNRLGETVASTCKVCVNGEVPLWQIRASRIVHDEQEGQ
IYFDHARLEVAGVPVFYLPHLRVPDPSRKRATGFLTPSTRITDQLGTGIKIPYFIELGPSQDLTLTPYLSGSQTRTLELR
YRRAFTRGEIELNGAISRDDILEGETRHYLFAEGRFDLPRDFKLDFDIETVSDRAYLLDYGYSEQDRLESSVEISRARRD
ELIRAEIGHLKTLRDSEDNSTMPSLVGEAEYVRRFEPAALGGLARLEFSADMLHRRSTEETDGPDFDAYGDGMDLGRVTI
GADWRRDWTLRKGMVLATLGAVTLDHYEIGDDDTYGGSQNRLTPGAAVELRWPMVKSAADGSSQILEPVVQLAWSRDDDS
DIPNEDGVLVEFDEGNLFSMSRFSGDDARETGLRANFGLGWTRYAPSGWALGLTVGRIWRFEDDDQFASGSGLEGDMSDW
LTAVKLDFGTAVSLTNRAVFDDSFDFTKNDLRIDWEKDGIDIGSSLLWVEANPSEERLDDRSEWLVDAAYDFHRNWTGKA
NWRYDFVADEAAKAGLGLEYSNECVSVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRCMR
>OLS46650.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB26
MSGDGVPILLGLIGRGIARSRSPAMHMAEARAQGLTLLYRVLDMDAPPRRGLDLAGMLAAAEAAGFDGLNVTHPFKTEVT
GLLDEVSKDARAVGAVNTVLLGGGRRIGHNTDLWGFAESLRRGLADAPRGHVLLIGAGGAGGAVGHALARSGVARLSIHD
CLPDRAEALADRLSDPGGGCAVRAIADPAALIRDDRPDGIVNATPMGMAGHPGMAVAPDLLCPEIWVADIVYVPLETPLL
AAALRAGCRVLPGAGMALFQAVRAFELFTGRPADPARMRAAFERFDAGRARS
>OLS46651.1 hypothetical protein BV509_09105 [Rhodovulum sulfidophilum]AB26
MNANRLDRRIQARRVVRTPDGLGGHDEAWIDYGAAFAGPRHDISDTEKFTAGAILATVTARFVVRHTAHTASLTPRDRIT
CDDAEWEIDGIKEVPRPRRRFLEITATRRA
>OLS46652.1 terminase [Rhodovulum sulfidophilum]AB26
MPEGRKAGRPLKLAEFQCRFVRGSLAPGVMVGVLSIGRGNAKTALSAGLALAELVGALHPKPQPKREIIFAARNRDQAKI
AFGFLVGFIEGLPEEDQAAFVVRRGSKLEVETEANGGGLARVVAADGRSILGGAPTLAILDERAAWEREKGDALENAVLS
GLGKRDGRALIISTSAPDDANTFSRWLDEPPPGTYVQEHRPAFGLPADDLPSLLEANPGAAEGIGSTPEWLVARARRAIA
RGGSALSSFRNLNRNERVSTEDRSVLVTVDEWLAAEVAPDELPQRAGPCVLGVDLGGSRSMSAAAFFWPETGRLEALGTF
PATPSLADRGAADGVSDRYVRMQERGELSVMGDATVPPGPWLAEIVRHLDGAEVACVVGDRFRHAEFTEAMQAAGLARVP
FVWRGFGWKDGSEDIERFRRALFDGEVQVAPSMLLRSAFSDAITLVDPAGNHKLAKARSLGRIDAAAATVLAVAQGARMK
AAPTRKARAAWI
>OLS46653.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]AB26
MLRLLTAILALVLGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYAQNITRVIAADLEGTGLFREIPRE
AFLSTVTSFASPVQYADWKAINAQALITGAVSVDGSGRLSVKFRLYDVYAQAPLGDGLQFGGATGSWRRVAHKVADQVYA
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQALTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVQFSLSQGGNTDLYELDLQTGRRSRLTDAPSIETAPSFSPDGSQIVFESDRSGTQ
QLYVMPANGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNQGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGAAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>OLS46654.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB26
MRIAALALTVALGLAAGGPASAQSRDETLADIRQELTVLNVSVQGLKRELSTTGGAMGSAGGGSALQRLDAIEEQLQRLT
SKTEELEHRIQTVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGSVSAAPAPMITPAPDAADGMELAIGERADFDA
GKAALEAGQNAQAAEIFARFGDTYPGSPLAGEAQFLRGEALSASGDTSQAARAYLESFSGSPSGPRASAALLKLGLALKD
LGQTREACVTLGEVRTRFSGSGEAQQAGAAMASAGCN
>OLS46655.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB26
MSPGAAALQAALGRACPGGAPLAVAVSGGGDSLALLLAAAARPSGPPVLAVTVDHGLRPEAADEARSVAAICARLGVPHS
TLVWQGWDGRGNLQDAARRARMRLIADWALARGIDRVALAHTRDDQAETVLMRLARGAGVDGLAAMATERQALGVAWLRP
FLDIPRADLRAFLTERGQSWAEDPSNDDPRFDRVRVRQALALLAPLGIGAEGLAATAARLGSARAALDACTAEAAARIAV
EEAGDVVLDEAARAALPAEIGRRLLLGALAWVSGADYPPRAEALAATLARLETAPRTTLQGCLLIREAGLLRIGRELAAV
AGLSAPIGTLWDGRWRLAGPATGGEEIRALGEAGLALCPDWRATGLPRSSLLASPAVWRGGTLVAAPLAGHGTDWSATVN
RPFRTRLLSH
>OLS46656.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB26
MNGYAFPLAGTVLTARASGALWWEAERLLAVSDLHLGKADRLARRAGALLPPYDTHETLTRLAAEIEALAPRTVVCLGDS
FDDDDAARDLPEPATDRLTALMAGSRWIWISGNHDPAPPDLGGTALAELALGPLRFRHIAEREAEGEVSGHYHPKMRRRL
GGQSVARPCFLVDGRRAILPAFGAYTGGLATHAPVLDALMGADALAILTGPKALALPMRA
>OLS46657.1 hypothetical protein BV509_09385 [Rhodovulum sulfidophilum]AB26
MAPAPPETRPAARPAEAVQPELSPDSQALARHYARVQADLLSRGLLRTDGGETDVPFTRRALVENFVRIALFDEYVSRGG
HLVARETESRLRRWEQPVRFGITFGATIPAAQRSRDRAEIAAYVRRLSRVTGMPMWVTSPEQANFQVFIVNEDERRRLGG
DLERLIPGIDVAAQSTIAVMPRSTFCLVLAFSKGESSTYSSAVAVIRGEHPDRLRESCVHEELSQGLGLANDNPSVRPSI
FNDDEEFALLTPHDELLLKMLYDRRLRPGMTPAEARPIVEQMAAELMGGDA
>OLS46658.1 hypothetical protein BV509_09415 [Rhodovulum sulfidophilum]AB26
MDWTRQIDAYCERTDFTFWAEPVNAATNAAFVLAALVMWRRCDGMPLGRALAAVLAVIGVGSFLFHTLATEWASMADVLP
ILCFILLYVFVANRTYWGLGLWPALGLTALFFPYAAVTGPLFGRLGWLGSSAGYAPVALLILVYALALGRRLPEVAAGLG
LGVGLLAVSLTFRTIDLPVCAALPLGTHFVWHLLNAVMLGWMIEVYRQHVRRASRGAVPG
>OLS46659.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB26
MVVLHFTAMADAASALDRLCDPAAEVSAHYLIAADGQVVQLVDEAARAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFP
APLMAALDALLPGILARWSIRPERVIGHSDMAPDRKWDPGRRFDWLRLARQGLAVWPAPVDDIAPDEAAFREAATAFGYG
ARWDTCHVLDALRQRFRPWATGPLAVADMAVITDLARRFPVDPGGAGA
>OLS46660.1 enterobactin ABC transporter permease [Rhodovulum sulfidophilum]AB26
MAGLLAALSLLFLFWHLRGPTGFILSLRATRLAALILVGAATGMATVLFQTVAANRLLTPGIVGIDALFIFLQTALVATL
GGLGYALLPEFGRFLAETALLTLAATALFGLLLRRGAGDVTRMILTGVILGVLLRGLAELAQRMLDPSEFAVVQQAMFAS
FGSVPTGALWMAAVVLVGAGALAIAMAPALDVAALGRPTARGLGLAHDRLAVAALMLVAAMVAVATALVGPVTFLGLIAA
ALGRALAGTYRHAVLLPAAGLSGAAILVAGQFVFERLLGLHSTLAVLVEFFGGLLFLALVLNRRSA
>OLS46661.1 transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDEVQAEDMVQHAETASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCTAKAPPRAAEARD
>OLS46662.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MLSVDNLTRHFGRTAAVDRVSFSVERPAFIGIIGRSGAGKSTLLRMLNRLTDATAGEIRFEGRNVLALKGAAKRAWQSDC
AMIFQQFNLVPRLDVVSNVLHGTLNRRSALATVFNLYPRADIYRAIDILDRLGIAEQAAKRAEALSGGQQQRVAIARALM
QDPKIILADEPIASLDPMNAQVVMDALRRIHEEDGRMVIANLHTLDTARRYCDRVIGMRAGRMVFDGRPEQLTTGVARDI
YGADASFSEQATSTSIEALDRVARAAMAETELI
>OLS46663.1 phosphonate C-P lyase system protein PhnK [Rhodovulum sulfidophilum]AB26
MAPILSVRGLTKRYGGRVGCEDVGFDLYPGEVMGIVGESGSGKSTLLNCLAGHLRPDAGEVLFDLGEEGLRDTLALSEPE
RRRLARTDWAFVHQNPRDGLRMTVSAGGNVGERLMAVGARNYGAIRASALDWLGRVEIAADRIDDRPAAFSGGMQQRLQI
ARNLVTGPRLVFMDEPTGGLDVSVQARLLDLLRGLVRDMGLSAVIVTHDLAVVRLLAHRLMVMKGGRVVETGLTDQVLDD
PQHGYTQLLVSSVLQV
>OLS46664.1 urease accessory protein [Rhodovulum sulfidophilum]AB26
MRLSSKPGPRGSVLAGLRQSGAFKAVFPRPAPLPGGPPLDAVLVNTAGGITGGDRFSCTLEAGAGSHLRVTTQAAERGYR
AQPGETGWVANRLTVAAGARLDWLPQETILFEGCCLDRSLVADLAPGARLLLVEPLVFGRAAMGETLRAARFRDRIEIRR
DGVPLYLDALRFEGDVAAQLARPAVAAGAGALASLVLVAPEAAAHLAPIRALLPATGGASLLAEDVLALRLLAPDSYHMR
KVLIPVLTRLTEALPRSWMT
>OLS46665.1 hypothetical protein BV509_09970 [Rhodovulum sulfidophilum]AB26
MLIAAALPGLAGAACPGNTQIEMNDCAASAYRNADAQLNAVWPAARAAAASWGGDGMLLDAQRKWIAFRDAACAVEAAQY
QGGSIQPLVHAECLRRLTERRTADLRGVLPQ
>OLS46666.1 hypothetical protein BV509_10030 [Rhodovulum sulfidophilum]AB26
MPWLSWKVSSPAPPQSLSSPKASSIRSLPAPASSLSWPAPPRRMSCPPCPCRRSSPSSPFSRSSPAPPVRKGPPPRRRR
>OLS46667.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB26
MLDPAPPRRAKALMFQGTSSDVGKSLLVAGLCRAYARRGVKVAPFKAQNMSNNAAVAADSDLPPGPDGVAPPGEIGRAQA
LQARAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRALGNWPARHYHELKPKLLPAVMDSFNRIAAEADLVLVEGAGSGTET
YLRKSDIANMRFADAADLPVVLVTDNDRGGAMAAVVGSWLLHTEPERARVAGFLVNKFRGYFSLYDPACRSITEITGWPL
LGVARWFDAASRLPAEDALALERPASGTGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADVVLLPGS
KTTRPALDSIRANGWDIDIQAHLRRGGRVAGICAGFQMLGRTVRDPQGLEGPPGETPGLGLLDIETEIGPEKRLAEVAAL
DTVSGARVTGYEMHMGVTRGPGLERPWLMLNGRPEGALSADGRVMGGYVHGIFGADGFRRHWLTAMGGRASGLDHAARIE
ATLDALADQLETDLDLDALLTLAR
>OLS46668.1 nickel transporter [Rhodovulum sulfidophilum]AB26
MFHGNLLTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGEKIDLHATLS
QTVFRGPTNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIYIQQITKTYLNRGQMPTDWDSPQGLKTEIVPLVKPYNV
IAGSTFTGRVLSAGQPVAGAEIEIEYMAAEPDMATGAPKPATAGPLPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEHDGKELSQDAVLWIRAFDLK
>OLS46669.1 hypothetical protein BV509_10140 [Rhodovulum sulfidophilum]AB26
MRVAGFGFRAAATEASLTDALDRAGGPAGLTALAAPADKASAPGLTALAARLALPICPVTADALHRPDTATRSAQSLTHR
GTGSVAEAAALAACGEGARLLTPRRVSNDRMSTCAIATKDLP
>OLS46670.1 metal-binding protein [Rhodovulum sulfidophilum]AB26
MSAPEPAPVELLVCTTCKRRQPADPDAPRPGSLLHEAVRAHGLPEGVRLVPVECLSACSSGCSVALRGPGRWTYVYGNLD
ETTGAPILAEGARAYRDAPDGLVPWRERPEHFRKNCIARIPPMEALK
>OLS46671.1 hypothetical protein BV509_10295 [Rhodovulum sulfidophilum]AB26
MKETAEDEAVREKTYRVAADELRGFIERFEALAEEKAQIGDQQKEVMAAAKARGYDTKALRRIIALRKRHADEIAEEEAV
LQLYREALGM
>OLS46672.1 hypothetical protein BV509_10305 [Rhodovulum sulfidophilum]AB26
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVIEALARKHDNRARNEAANAAKRRQRLRSAVAGIHPDLAQNDAAVLWMDDWLVEQGCGYRGSAWVERA
ITAWSNHMFDMTRAARPRE
>OLS46673.1 hypothetical protein BV509_10430 [Rhodovulum sulfidophilum]AB26
MGRVLVIGCGALAHEILALKRLNGWDHLDLTCLPAIWHNHPNRIAPGLRTLVERHRAAYPTILVAYADCGTGGGLARTCA
ELGVEMMEGPHCYAFFEGQAAFAARASGEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELAPLYFGNYRSLVYLAQTEDAA
LDRQAAACAARLGLAYERRPTGYGDLAAFLAGRG
>OLS46674.1 radical SAM protein [Rhodovulum sulfidophilum]AB26
MPGPGQGPTPGRGASGNPANRFDRLAVTPEDDGWDPGEAPPPLRTETRVERPRSAITRNSSPDVPFDRSVNPYRGCEHGC
IYCFARPSHAWLGLSPGLDFESRLIARPEAPRVLAEELSRRGYRPATLAIGTNTDPYQPIERSYRVMRGLLEVLRDFRHP
VAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLRTIERLAAAGVPVRVMVAPVIPALTD
PELEAILARAAAAGAGAASWIMLRLPREVGPLFSDWLARHCSDRAARVLARLREMHGGEIYSPDWGCRMRGEGPYAEIVA
QRFRLAVARLGLATAQPELSTALFRVPPRAGDQLSLF
>OLS46675.1 hypothetical protein BV509_10525 [Rhodovulum sulfidophilum]AB26
MALRDRIEFDEAAARAEAEAATHALTTAETAFEAQCRIARRLGGRVEEGRACFGFWTPELQDARVPSGDIFLEVLTPVEP
LDLTRAHQDVRFERAWVPVIREDAHCFTAVTGMRAGTREVLGDFYALAWRDAEGGWHRILDPLAMSLPFGAMAPAELYDV
EAMLAARGDAAYFEAFRGDAPHKFGPPANILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVGGDEDGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAELHNFPGSPKKLI
LDVVFGHADNQGLLALNSHFFAGPNMYGQNLDYPNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDTATQTMRHDDD
YLQSMADLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDDDVFQWGPLTFAHNTPFLYTFWMSKFWRIRE
ILEVGANWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRADLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSNSLPTLDADQAAFCLSLRGFRRKRPWLAANYGPRDRFDYQRPIAGRTLFTALR
HGPEGEQIFAVMHMEGKPTAEIDPLSLPVPGIEGAGWELALRTPSIGADYLGGPITLTDSMALVFSRRVPG
>OLS46676.1 excinuclease ABC subunit B [Rhodovulum sulfidophilum]AB26
MPYSTEPHALDAPAAEIRPREKLEGGKRFVMHSDFAPAGDQPTAIAELAGGVLQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIVLAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGIGSVETYGAMTQDLMVGADYDQRKVIADLVAQQYRRNDQGFQRGSFRVRGDVLELWPAHLEDRAWRMSF
FGEELESITEFDPLTGQKTNSFDRIRVYANSHYVTPKPTMQQAVQSIKKELRQRLDQLVQEGKLLEAQRLEQRTNFDIEM
LEATGVCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVTVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWELDQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKVAAKGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNTEHGITPATVKKNVEDILAGLYQGDTDMSRVTATVDK
PMHGGNLEAHLDGLRASMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASTRAKGRSTAGRPGQR
GGVARRRGR
>OLS46677.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB26
MAAGGTVLAVRGAVVDIVFADADLPHLNTALVVQWNLPTPLILEVHSHLNPTTVRAVAFQTTAGLSRGVAVKALREAVTV
PVGDAVLGRLLDVVGDVKDKGAPLPDDVPRRSIHAAPPALQEQTRSTEVFETGIKVIDLLTPMAQGGKAAMFGGAGVGKT
VLVMELIRAMVEKYAGISVFAGVGERSREGHELLTEMQASGVLERSVLVYGQMNEPPGARWRAPLTALTISEYFRDTKHK
NVLLLMDNVFRFVQAGAEVSSLLGRLPSRVGYQPTLATEVAGLQERIASVAGSAVTAIQAVYVPADDFTDPAVTTISSHM
DCVIVLSRAQAAEGFYPAIDPLASSSMLLDPLVVGEDHYKTAEAVRQALARFRELTDIISLLGVEELGAADRVIVKRARR
LQRFLTQPFMVTEAFTGTPGQSVSLADTLAGCRGILDGQADDWAESSLYMVGTLEDARKKEAVAQVIDTSAPVQEDAA
>OLS46678.1 hypothetical protein BV509_10630 [Rhodovulum sulfidophilum]AB26
MGLALDRLQDDVNLSVTGKALTMPVAILHGDADWIVPKSEWDIPFGSIATDRKRMYLSQTDTHGCPGHFANHEQATDDTS
FFRPLLSLLLLDGVGAEDTLDWRYLWFALDQVIREGAEADRLEFDLGHWSDGRPVRPVKVYLSGDAA
>OLS46679.1 hypothetical protein BV509_10700 [Rhodovulum sulfidophilum]AB26
MTDRTEPSADRLWGLPDPVLQPEFYADVPSKRLAAWVIDVVLILILSLLALPFTAFTAIFFLPLFFTLVGFGYRTVTLAR
GSATWGMRIMAIEIRNARGEKLDLTTAALHTLAYSACITFLLPQLASVILMLTGARAQGLPDFLLGTAAINRPANP
>OLS46680.1 carboxylesterase [Rhodovulum sulfidophilum]AB26
MMNAALGMLLSGGPNVVREAAEVFRVNAEAADKRDLELQRAVLEEFAREFAQPRQTRFDALIDGANRLPRPLLALGTVGL
AISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAETMAMAPQVARNLQHLRDLSEEAVAVR
TARTDTGAVAVSRGTNPALEEWRER
>OLS46681.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB26
MPRPALTAALLLALSLSPLLSGPLEAVEPNEILADPAEEARAREISKDIRCLVCRNESIDDSNADLARDLRLLVRERITA
GDSDTEVVDYLVDRYGEYVLLKPTATGSNLVLYIAGPLMLVLGLGGAVFYIRGRRAGRDAGSEALSPEEEARLKEILGK
>OLS46682.1 repressor LexA [Rhodovulum sulfidophilum]AB26
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEARGFRP
VVIDGDRPETPAPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGSMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQTTAENGEIVVALVEGHEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>OLS46683.1 competence protein [Rhodovulum sulfidophilum]AB26
MPALAVSAVLAAVEARRGHLFPWTPVFLSLGIGLYFLQKTEPPVWALWACAGVAAALALAARRLPELWGPLLIALALVAG
GAALAGARAHLVAAPKLDHRVYGALEGRVLVLDRSISDAPRITLDQVWIEGVRPDETPRRLRVALHGAGGVMAPPPGARI
AMMAHLSPPGAPAEPGGFDFRRHAWFQQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSDALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVVFTALRFALALWPRLALRLPIKKIAAAGALAVGAVYLALSGGN
VATERAFVMVAVVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPADRWRPPRWA
QGALAVVISSAVAGAATAPFGAAHFNQVSQFGLIANLASVPLMGLLVMPAAVAAACLAPFGLAVLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLVPILAAFALWSAVARPALLIADSGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQAAAFARPGLSGARGEQEVTVAGQRVTLITGRGWADRVAPACARGWVVVPQFLDDAP
AGCRVFDRAALARTGSLALFPGADGPRVVTARGVAGDRLWAQ
>OLS46684.1 hypothetical protein BV509_10930 [Rhodovulum sulfidophilum]AB26
MVTVRRSAAAHADRAWVALALGVLLVAAAWTSPWPGLFAPLLTAGSTLACLAVLLRLFGRPVSDIPSDRLRRLCASAPGA
TLVTDSEGCVLIASPEALRRVAAVRGQPVADALQAFFADPGHAVADLISAAARGLPASAQRTLASGPLRIAVERAGSGLF
LWRLESCAADGPEIALPMVRLDPSGRLAVINAAARALIGQSPDSVAALLGGASDETEEVMVETPEGPSRRRLVQLRMADG
GREFYILPEAAGARAAEAPEGFLDALPVALLQLDIDGTVRLSNARANKLLGAYAGEALNLCDRLEGLGRSVGDWLADAAQ
GRAPNTAEVLRVARDDRELFVQVALARMGGGGLVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAISGH
CDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVMDLRDTMGELAHLLDRLVGEKVRLRMRHAEAL
PPIRADKRQLEQVVMNLVVNARDAMPEGGEIRLETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGHGIPPDRLTKIFEPF
YTTKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPAYAGEIGPAAPRREQGTVEDQPGSAVVLLVEDEAP
VRSFAARAMRMRGHTVLEAESGEEALEKLSDPDLKVDVFVSDVVMPGLDGPGWVSKALADRPGTRVIFVSGYAEDSFGEI
KARIPNSVYLPKPFSLADLTATVQRQLRAAARAREGHPDEEEGRLPEEVS
>OLS46685.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MDLRMTGWLGRLLVERLIRLAWLLPLAMAGLFTLVSLAPVDPITSYVGARVAEVGPDQRAAIAEAWGLDAPAPERFALWL
GHIARGDLGSSITFNAPVAQVLAGRAGASLTLIALAFLMSFAVGLSLGLTAAATRGRWPDRAIRGFAVVLTASPGFWVAL
LLIALFAVGLGWLPSCCAAPPGLTADEADLAVRLRHLILPAATLSVVGTGPLILHSRARTAAFLESPAARHLAAHGARPG
WLAWRPGLRHALGPALAVHLAGTGELIGGSVLAETVFAWPGLGQATVRAALGADAPLLLGIALATLVVVFLGNLAADVAA
RLLDPRLRQA
>OLS46686.1 nickel responsive regulator [Rhodovulum sulfidophilum]AB26
MQRITITIEDDLLEALDAFMDRSGASNRSEALRDLIRRGLDQDAPEAAECVGVVTYAMDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGQTVLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>OLS46687.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MLNPVGALGRAVLDGLAALGRLTLYLGATLYAMVRPPFYFREFGHAVWVIGYNSLPVVGLTAVFTGAALALQIYEGGSRF
NAGQVVPSIVAIGMARELGPVMAGLMVAARVSSSIAAEIGTMKVTEQIDALVTLSTDPMRYLTVPRVLAATVTVPVLVAV
GDSIGIFGGYLVGTQSLGLNAAAYLKNTADYLEIWDVTSGLVKGAAFGFLIALVGCYYGMNSGRGAQGVGAATKSAVVAA
SVLVLAANYILTTLFFAA
>OLS46688.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB26
MADYPALGIPDEGKLSHNILHFARALRKAGLPVGPGRAIDAVRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGAAEERRARPAEKRAAEALLDGVPRDLSDPVEPGPEEDIEIDATGTQSARERLKSLDFEQ
MSTAETAEAKRMLSRLRLPVAPLVSRRSQAARHGRLPDWRGTMRASLRAGGEVRDFSQKNRRPRWPNLVVLCDISGSMSQ
YSRMVLHFLHAVLNARGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGSALHAFNRDWSRRVL
GPGAVVLLITDGLDRDETDILSREIERLHLSARRLIWINPLLRWDGFAPKARGIQAMLPHVDCFRAGHSIRSLEELAEAV
SEARDTGERDRLLAAMRHSGPV
>OLS46689.1 XdhC/CoxI family protein [Rhodovulum sulfidophilum]AB26
MADHDAIPEAALEWHRTGQGAVLATVIETWGSAPRPVGSQLAVSGAGGMAGSVSGGCVEGAVIAEALEALGDGRPRLLDF
GVSDEDAFAVGLACGGRIRVLVEPVGAALPEALLADLVAARAARRAVAYVVETDSWARRLAGTGDPDLGPVLADRMRADR
SGFEGEAFIAIHNPPLRLAIVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGSEARFPGETLIDAWPDEALAGIGLDARTA
VVTLSHDPKLDDPAILAALQSEAFYLGCLGSPRTHAKRVERLQAAGVAPDRIAAIHAPVGLDIGARSPAEIAVAILAEIV
QRLRRG
>OLS46690.1 ATP-dependent DNA helicase [Rhodovulum sulfidophilum]AB26
MLDHGGHLAGLNDRQRAAASHGPEGAGPLLVIAGAGSGKTRTLAHRVAHLLAGGADPGRILLMSFSRMAAQELTRRVERL
LAGSDRAWPAGALCWSGTFHAIGARLLRENAGRLGLDPDFVIHDREDSADLMNLARHGLGLSSTEKRFPAKGSCLAIYSR
CVNAGTPLPEVLADRFAWSLPWENDLKRLFGAYVAAKQAQNVLDYDDLLLAWAQAMEDESFARWAGAQWDHVLIDEYQDT
NRLQARILMALKPDGRGLTVVGDDAQAIYGFRAATVRNILDFPKAFEPPATVIALDRNYRSTGPILAAANAVIGQARERF
AKELWTDRAGGSKPQLVTLRDGRDQARHVAGRILAAREAGLRLKDQAVLFRTSSHSAELEIELTRRHLPFVKFGGLKFLS
AAHVKDLLSVLRLRQNPRDRVSGFRMLQLVPGIGPGTAARVLDALEAAPAPAEALRRLAPPPRAAADWPALVELMTAPAG
WPDLIGAARAWYAPHLDRLYEDADSRRADLEQLERIAAGYPDCARFLTDLTLDPPEATSAEAGVPLRDDDYLILSTIHSA
KGQEWRSVFVLNAVDGCIPSDLGTGSEAEIEEERRLLYVAMTRAKDSLALGVPLKFHVTQQARFGDRHLYARRTRFIPDS
ILSQFEQVYWQDPPGPDEPADGTEAPRLDLRRRMRDMWA
>OLS46691.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MTSRSQSPLTRKLLAFVALSEAELGVLERLHQRRRTFAAGRDMVNQGQSDQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLKADLLAAFEETPRLATAILWAASRDEAMVVEHLVGIGRRDAHARMAHFLL
ELGSRLALVGIGDKDGYACPLTQYHLADALGLSAIHVNRVLRKSREAGLMSFREGRVSYGDREKLVEIAGFDPAYLDHTG
PLLK
>OLS46692.1 hypothetical protein BV509_11315 [Rhodovulum sulfidophilum]AB26
MQKPEPFRDLKELGSLVRRHRDLHGLSQQELASMSGVDAKQISRIETAAHEAKITTILRVAAALGLDLAVTDRAGASSRV
EDIF
>OLS46693.1 hypothetical protein BV509_11360 [Rhodovulum sulfidophilum]AB26
MRRWGILTDTADIGVYTAEGGAPSLVRAILRRPDGITGFGDARLWSETTRLDLRLAEVANPRRGDRVEIDGEAFLIQGEP
VRDRERLVWTVDLRPA
>OLS46694.1 hypothetical protein BV509_11550 [Rhodovulum sulfidophilum]AB26
MLAVELALALILGLGLALASVLRPALAEPVSLIAGGGFLGAAGGASGPLLTQMPASGPGPSGASLFAGREGSSLFAPSPD
RPQRAAPSGPVSVFTPLRPGGTTAALAEGIRLLIGRAEAGRMGYDAVQHGAKILPPGRPTQLTIGQIYKWIADTPGQPHA
IGRYQFIPETLRRLVAELGLSDRTQFSAPVQDRLADLLLEEAGLSAFGAGDLKRKDFMHNLAQIWAGLPTASGRSYYHGV
AGNRATMTWAQFEDAMTRIAPAHPRPPKDG
>OLS46695.1 hypothetical protein BV509_11625 [Rhodovulum sulfidophilum]AB26
MSNPLPTLLAATALAIAGGILATPVPADGTAHATRMAAADPAAHGDADGHGGGHHGAARGTHALADGLCHGFGPQAPRDI
SMTRGSNGRIFNMAPPASELNLCNIHTHTNAEHSGPGFSISAGTGEHGGFRCNETASLTEQELKDPAAGQGAFHGAKPGD
TIEVHWVYSSCDVAPGKGLGSCMSETCQNPQLRVEAQVFLLVNDHNALDFKDFIYRGTQVNGLHQPRALPQGTGTPVLYA
GSTTGPKYTEATCSPLQVTWSVRPSCAKLDINSLYEWAAVGNVFQEDHSHGVRPLVTAEELLSPIR
>OLS46696.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB26
MSAVAVAVGLGAGVPQLAMAQSYSFSNVRVEGNERVDASTVASYANISRGETVSAARLNDAYQAVVDSGLFESVELVPQG
GTLVIKVTEYPTVNRIGFEGNARIKDEDLQKIVQSQSRRVYSPSTAEADASAIAAAYEQSGRIAATVTPRIIERSDNRVD
LVFEIAEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGLLRRLIRSDTFVADRIEFDKQVLKDFYTSRGYVDFQVLSVT
PELTRNRDAYLLTFNIREGQKFNFGKITTSSDLTEVDPDEFQQAARVREGDTYTPMAIETTVARMERLAVQKGLNFIRIT
PRITRNDRDLTLDVEFVVERGPRLFVERIDIEGNATTLDRVVRRQFNTVEGDPFNPREIRQTADRIRALGFFSTADVSAR
EGTSPDQMIIDVNVEEQPTGTLSFGLSYSQTDGAGAALSFSENNFLGRGQYLSARIDTGTDNATSRLVFVEPAFLGRDVR
FRFGATYSQTDTGKYDSEYETQKIEISPSLEFPISENGRFELRYAIGENTFKNYEGDSEVLAREAEDPGQTFSKVGYGFT
YDTRRTGLDPNSGIVLKFNQDYAGLGGDLEFIETTALAGVQRMVWNEEVTLRAELEGGALTMLGDSESRVTERYFLNGKM
RGFDGNGLGPREGDEALGGNMYAVARFEAEFPLGLPAEYGITGGVFADFGTVWGLDNTGTSSGPVDDDFHLRSAVGVSLF
WKTPLGPLRFNFSKAVMKEDYDEEQNFDFTISTRF
>OLS46697.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB26
MPEISPETSSRTAPASGTTALIAGGGALPAHLARAMETAGTPFLIAQIEGFAMDEADRWPVETFALERLAVLFDLLHGRG
VTRVVLAGTIRRPRLDPERIDPRTAQLLPRILPFLGQGDDGLLRAVIALFEEDGFAVVGADAVAPDLLPAAGVLTATAPS
KQDEKDAARAAAIVEGLGAVDVGQGAVVAQGLCLAVETLPGTDAMLAFVAEAAAGCRPDPRGARGVVYKAPKPGQDRRVD
LPAIGPATVEAAHRAGLAGIVLEAGGVMVLDRAETVARADALGVFIWVREP
>OLS46698.1 hypothetical protein BV509_11945 [Rhodovulum sulfidophilum]AB26
MLIPRAPDVIKNIFEKTRPGRPALRVDDLLALRIELRNCEIVPGRPPKLRKTAGGTGRLILHFPPQTVTEETFFQPPPPR
IGKPVPAEPKYANPKDQPKPEPANPAADEALREPPIRARIADESRLSFLVPEGFEIDYTLEGVLAACQTLTLSVASNARP
RSQPGVFLPLTDLIRNGALNALSVKARAQLAGHVASSFRLAASEGGDITTLRARQASANAAVFERIPDRVIVAPGGAKPR
PGNPTATTTAIEMPWRLIVSPHGGAKWRHATRPALSASTAHVELWHTRMVTPGSDGTEIPPPYADPARTIRAVWARSGTG
SEAANPPMRQAWPTRSPGVPPSQPNDALPVPGGRPFRMPLDDFDRFQIAHLSSNFSVTGYTPEPVDTNLMMLSSLGGWLD
SRGSWNPPGLSVEEWVHRGAMGRDHYVKVVYRGCLCPLNCRVSLVKVTERKFHKRSSETPGSQDGYDRSQHAYLRQRYFI
IIRERVLTFDDALFHAAKSTDNTVNFARQFPFSKIEILTERTPDLDDPADTDVSNAGQLFFWPSVNGEPFRFQCAGTDLD
GNRVLFDLPMIFMDNTVSCPRIFNPATERLDADYPAAAFNAATAAEEYAKWPQRHTVPFDFQRVALATSARSGDTAVEVE
EMVLGAEAPKRGGPGQQPTRNATIEAWSRDLSRALFLPKIVETTARLGPVNQLTGSTRTNRLSWNARYLQFGFAAGPGAP
VGQRNVGEVFADIVQSPNMGMLDFSSQGDKSGGFVQPNLRPRALSRMAGPVMSDVTQFLDGQMESGAGFPISVSDLPLPL
LFGCIPLGELIKAVTDIAGEGEKVPRFVSEAGTQVESFIGALVQLFGLTYDLPRGVLGQGAGGLAQAVGKIADLSQQGQV
APAALQAALAKLSEIEALIAGLGTTLESLSHQALDGIGAAPDFAALPGQIATIQTRIAELLAIVNGPQGDAIPANLRQQI
RAFATGLDTLLEAVGDSAALFSAARDLWDALDAIVGDPTVLANLLSDGAGLEAKINDVIAALGPFEAAIRDFDLLGAAPK
TAILTALGAVREVLEAAADLARLIEALTGDELTIRFDWAPEIGNWPAAAGEEIFRANDKRGFVVAVEGKVKKNGSSSPKI
AVTCSLNRFDLVLIGKASFLELNFDRIVFSVDSAAKMDVDVVLDDIRFVGPLSFVETLRDLIPLDGFSDPPYLDITPQGI
HAGFDIALPSICVGVLNINNLSLGAGFTVPFIGQPLSVAFNFCTREQPFCLTVYCFGGGGFFGVTIDPRGVQILEAALEF
GASLSVDFGVASGGVEVMAGIYYRMELQDASLTGYFRLGGHVSVLGLISASLELYLELRYEFSSGKCVGMAQLTIEVSVL
FFSGSVTIRCQKKFAGSNGDPTLREMMGFDASLPLADELAAISGPGVDYAWRDYVEAFG
>OLS46699.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB26
MTATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARSVLTLKGVTDEDEIVDLDDEEFEDEIERKIMVIADGDDCIGCGA
CARVCPSGCQTHAPA
>OLS46700.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB26
MAGNTLTRMDLTEAVFREVGLSRNESASLVESVLQHMSDALVRGETVKISSFGTFSIRSKAARVGRNPKTGEEVPIHPRR
VLTFRPSHLMKDRVAAGNKG
>OLS46701.1 5,10-methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB26
MALLDFRKSDRVAQGAAGTRAGPLAEFVRGYSIEVMPKTAARIADFRALLPAGTRVYIAHLDGTPIEDMVATARRLTDEG
FAPMPHFAARSIPDIATLSDWIARYAGEAGVTRGLILAGGISEPRGDLHSSMQLLETGLFDKAGFTDLHVAGHPEGSRDI
DPDGSDRNMMAALGWKQAFAARTDAQMAIVTQFAFDARPVTAWARRVRAQGVDLPIHIGVAGPAKLQTLVKYSIACGVGP
SLAVLQRRARDVSKLVLPFTPDAFLSDLAAAAARDPDFPIQNVHFFPLGGIATNTRWLAEHGLAPAQDA
>OLS46702.1 glutaconyl-CoA decarboxylase subunit beta [Rhodovulum sulfidophilum]AB26
MTALPDVTWQMAVMWLIVTGLFYLAIFRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLFHYISLGVDLELFPPL
IFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLIGFSPQEAGAIGIIGGADGPTSIFLANKMAPHLLAPIAVA
AYSYMALVPLIQPPIMRALTTEAERKIRMQSLRPVSRLEKLIFAGLVTVVVILLVPAASALIGMLMLGNVLRESLVTERL
AKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVIAFGIATAAGVLMAKAMNLVSRTKINPLIGSAGVSAVP
MAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>OLS46703.1 phage portal protein [Rhodovulum sulfidophilum]AB26
MAAVEPSGTRDPAPWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACCNVIAGDLAKVPLRLYQRMGPSRAEPVVEHAAT
YLLNTESAPGVAARVARFALVYAFALRGRAYAFAPRDGAGELTLLDVIRPDLCAELRDGRARFYAFEDGAGVQRRAPSRA
MVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALIDPEANGIP
IIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVEAQLALGV
LTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVDGGERLNPAANMTRKEDSKTERTEDE
V
>OLS46704.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MKVSDIGTISLILLLGMFALLAIGMPLGFASAFLAVATLVMKFGPDLLFRDFGRGPFAVLGQAIYRQMTNYVLISIPLFI
FMAALLERSGIARDMYSSLNMWLSRTRGGIAVVTSIMAVIMAAMSGIIGGEVVLLGLIALPQMLRLGYDRNLAIGTICAS
GSLGTMIPPSIVLIFYGLVTETSIKALFTASFLPGFMLASFFLIYILVRTRLNPGLAPLPPADPGDPAGREKALMFLGFL
ARMTLWIAGALLVRVAFLTATGANRIEEGVEPIFLGMVSDIPWLIGALALALAAIHLAVGPARTRAGWQMGKGLVAPTVV
IGVVLGSIYGGITGITEAAGMGVVAVFAIGLIRREMTFEIVWDSLIRTLRSTGTIIWVTIGAAALAAAYTLAGGPNYVAN
LIVGADLPTMGIILVMMLIFLVMGMFMDWVGIVLLIMPVFLPIVLKLPPAEIGVLGQLDPRHVAIWFGVVFCMNMQVSFL
SPPFGPAAFYLKSVAPPEISLTDIFSGFLPFIGLQILALSVLLIWPPIVTLFL
>OLS46705.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB26
MKIAVLGGDGFCGWPTSLHLSNLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLAENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPGGSKGMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTKRHPQLVNRFDYDG
DYGTVLNRFLAQAAIDYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
RIAYLPNPRKEAPENELIVKNDSFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>OLS46706.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MAGLALAGLVAAGPAFAQQFEKNILTGGPTGTYIQFGRDIARIAGECGLTLNVRESAGSLENFVGVRQRSFTQFGIVQSD
VLEYLRTYASNDPEIAQTIAGVRIAFPLYNEEVHLLARSDIGNLADLAGKRVAVGVEDSGTYVTATLVLDLTEVAAERVT
IGPDESLRQLLAGEIDAFFYVAGAPTRLFQDPGISAERFHLLALTDPVLQAVYTPATIAADTYPFQSDPVEAVAVKAVLM
TYEYQIGKNGYHRASCDAVRSISHLVLAKFAELKETGHPKWTQVDLTDIPPGWEVGACVNMGLDPEFTLPCTRNTAPAAE
PAMSAANATYRRRICDAIGGC
>OLS46707.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB26
MSDRLIRPPEPPEDREDRVHRIATLLTGRGASEPTGPSLTDRAVLLEDEVRARTDELEHALDLLNESNARLAAANRATEA
ARADLANAIETLQEGFALFDEADHLVLCNSRFVMQMPDVREQLWPGLSFQAYVEAVSRSRFLTLPDGDTAADWADRRIAR
HRDNLHTVINISLLGHRWIQVSDHRTQDGKTVILQTDITDIMRSERRERSRMLDDQARMVRATLDHINQGVCIFDPDQRL
VGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADPALQIDIAPEALLTWVHRTDRRPPLRFGLRRGEALVLEGLAEEMPD
RGFVISFSDVTAARRAAGALAEAKSHLEQRVLERTLDLEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSSIVED
LAQPDHREVLSRAETALESVEGILEALLDISTLDSGQAAISPEPVGIRDLFARLQSGFAPHAALKGLDLRVMPRDLTVRT
DPGYIRRILQNLVSNAIRYTETGRVLVGARRQGASLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGLAIVE
RACARLGHPLGLWSQPGRGSGFFVTVPLAEPAPVRPPAPPLPEATPGLVALLIENDPEIRRALPMLVRRWGVDVLDVADA
DEALALLAEIDLKPDAALIDDRLGTGTGLAALDRIEARYGPIPTRIVSASRSPDFAAACRARGVQILPKPLSPEPLRAFF
ADVSHRRNGQT
>OLS46708.1 hypothetical protein BV509_12845 [Rhodovulum sulfidophilum]AB26
MRSFGKSHALNTDWSDIRVLQGASCEARLPVPLTRDAPWLRPRDLAARLAALAETAPSPWRDRLRAEPAVVVAQILSFRS
DDAIAAFDLAADEGTEALIRHVRALSRRIDDWLMRIEAQLPEAFGETIAALERQMGLRGRVSGLAARSGTDLAALLLATF
GSRQAGRPAEAQAAAVPDRIAEARALATAISAAHRQMIHAVASLQPAAATAFAERIEAGTIEPGIGLILAELSAAGLVDD
RLNRFTRRHTDFYYREILGQPPADATPERVLLHVPPAAAERHLPRGTTLAARGADGAVATFRTLTAIPVSTARVRTTGAI
TFETDPQVSFFATLGAITRVEAGLDPAGGAPLGRGVFVARSRAAPEGGRGQAGAEMGLDIASDLFRLREGRRQVEVRLDM
RRASPLPAMSPKLPPGTEPGRDPNVALELRHDPELIRACGFASLAEGIEVIDAAVQDWARNMVRAPSMAMIYEVIARKTL
NAAPLRQLLGRIVTLSLVEGVPWPEGDYLQLLLDKNSALQQGPDGLLRRAAAGETDGNAPASLMAGAFQLAPGGRGFLLA
PCDVFQKFFADAFTVTLTSARGPVAPEVLQILPNGPGQPPGVTFRMTFGREAPPLEPDPATPEAAPALAIRAAPDARICP
VSFFERYEVDAAAIRVRVEGLRTMAGFNDDGPVAVDQAVLPFGARPADGGTLTLAAPELAVKPVTHVSLDLTWADLPAGI
DGFAGHYAAYPRDTPVPDPLVSVEVLSGETWKPLLNGPTPMADRDPASGRLLADWHREADLESPSLPEDGPAALKLPKAR
GEIRSGALRLRLSGSAGGFGQTAYALGLADALRPRLLRLRPRPVPLPPYLPRIARLRIGYEAAGRIALSAPDSARARDRV
RQITPFGTIPVFPERTERAAGLVPARLGYGTLFLQLSGNSAKDNLALLFDIADSGHERVVPDPVPLAWHYLTEAGWQDLP
ATAISSDTTDGLLRSGTVVIDMPDDASETAPDMPPGGIWLAVSAVRPGFHTHPVLDGVHTNGVWAESRDSHPHPGDGPRD
WRFDPGFAGLGKPVEVDRRIPPRPPETPPAWRARVAERLRHRKRAVTPWDVERLVLQEFPEIWRVKCLPHLTAATPGPAP
GRATVVLVRRPPDPADGAPPPPRELYFDVGKLERVRAWLQAHACPFAGFDVVNPAFDRLQVRARIRFAPFLNDGALAFRL
RQDLIARLSVWTAAPEIARFGWSLNVALLRAQIAALDYVEDVTDFSVLHFAADDSGVHRLADTAQIDGRGPHGPVIRPSR
PWALALSASDHALAAATARSGIEATQSGIGRLRVGDMLIVGQETAR
>OLS46709.1 nitrogen fixation protein CowN [Rhodovulum sulfidophilum]AB26
MTDQTPDRYVTFCGIDCDRKADRLLAMLAAHMATSQSRWVGYFEKKLAEKARMGNDNLHFVGSQVNSLYAFFEELGDSAA
EELLYDLEQNCC
>OLS46710.1 alpha-glucosidase [Rhodovulum sulfidophilum]AB26
MSEDPDWWRGAVIYQIYPRSFQDSNGDGVGDLAGIIRRLPHVASLGVDAIWISPFFPSPMKDFGYDISEYCDVDPLFGSL
ADFDALVAAAHGCGLRVMIDLVLSHSSDRHPWFVESRSGRTNPRADWYVWSDPRPDGTPPNNWLSIFGGPAWAWDPGREQ
YFLHNFLASQPDLNLHCKAVQQAIFDTARFWLDRGVDGFRLDTINFYFCDKKFRSNPPLPVEERNDNIAPRVNPYNHQLH
LYDKNQPENIDFLRKFRAALDEYGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLGSAPLTAARIAAVYARLDRV
AAEGWVCWALSNHDVVRHPTRWGLSPAALRGFLTLTLCLKGSVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSGAPRTWLPIPETHIGLAVATQEHAPEAPIHHYRRAIAFRHANPVLARGAMDTVRAEGNVLSFR
RRDATAEMFVAINLGETPAALVPPGGDWLPVGAEINAARPGADGLVHLGPWQPSLMLRRKGA
>OLS46711.1 peptidase M75 [Rhodovulum sulfidophilum]AB26
MRRSVLALALALGAAPLAAAPADIAEAVIDRHVLPGFARFEAAAADLQAAAEADCDPGSDPLRAAWGAAFDAWLGVSHLR
LGPTETDNRAFALAFWPDPRGMTPKALAGLIADADPVVESQAGFATVSVAARGFYALEYLLYDPQFTPPTPYGCALIRAE
TRDIHALAAAILADWQDGYADLMRQPGPEAPYKDEREVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPTRAESWRSGR
SLHNVTVTLTALRDLAMLMAAEDPASAAALSADFDRADRIAADLDDPVFAGVATPQGRLRVEILQQAIHEIAEETRASLG
PALGVAAGFNSRDGD
>OLS46712.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MVEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDSLVAIEPHRGAFVAQPTVREAREVFEARALLEPR
TARSAALRATPRDIGLLKRHMDQEHEALAAGQNGLALRLSGQFHLEIARIADQATIEGFIAQLVSRSSLVIALYWRRPQA
MCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLQDPVPVPQSLKEALTGR
>OLS46713.1 ABC transporter permease [Rhodovulum sulfidophilum]AB26
MGWLLASPLALVLLVFLVLPILMIVIVSFWGATEFSIYPAFQWDNYQFLLTSPVTYKVFLNTFKYAVLTWAFTLTIGFTV
AYFLAFHVRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGVIDEPLDWLLYSDFSVILAFVHLYTL
FMVVPIFNTMMRIDRSLIEAAYDSGATGWQTLTNVIIPLCKPGIMIGSIFVVTLVMGDFITVRFMSGSQSANVGRLISND
IGLLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>OLS46714.1 hypothetical protein BV509_13075 [Rhodovulum sulfidophilum]AB26
MDRRSNSIDPGPIRDILRNHIVKHSAVEPGTTVLGVEITERRYHTLYSLAAVVGIDRPRLSRLLKKLGEIPANATEVDCG
RMVFEAATAVPMVEAFKTAVPLRDVPEYLGASKRQVETLYREGIVLPLVPRSGPGSVRHVVFGRKHLDQLLARIACLPEV
DRSSDRDFHPISYACQRGAGRFERLFTEVLQGKIPAFRNPDRTGIGAIVVDVGTLAGARNAA
>OLS46715.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB26
MDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFEIRVDTAFEGVVQGCASR
AETWINDEIYRLYRQLFELGHAHTIEVWQNEELVGGVYGVTLGAAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDT
QFLTDHLASLGAIEIERDDYLSRLERAVNRGANFDRAGPLPAPQLLLQRSTQTS
>OLS46716.1 hypothetical protein BV509_13170 [Rhodovulum sulfidophilum]AB26
MQEHRTETRTAAVTDTAPMGAVLRGLDKLSGDTVDLTLAPGETGRVWRLTVTLDECRFPADNPASDAFAFLDISDPTRNS
HLFSGWMIASSPALNPLDNSRYDVWVLRCKSS
>OLS46717.1 hypothetical protein BV509_13205 [Rhodovulum sulfidophilum]AB26
MAGHLAWLDSFTGVALGVLAAASGIYTYIGVRSLLDDSGAWTTFAALAYSLAVSVAIFVFWTYMMRLLPAMRSAASRTGL
LLSMGLGSVAIIAMSSWLNAAALAGAAAVEQHLAHTVQDYQVALERTHANTIAGQSLSRDVARVRASFETLSDQEEGGNL
SGLAGRGAVFRILTQKAAELAALEDQIAGQGRAVEEAFAEGNAILSRMRALTVQAGAVENRSLLFSEEAVRLSGIVARLR
QLNAAPLVVRAAGDLRDSVVLPTLDAGSALGRQSQEATIASVLQALRDRADTLEAAATEVATRPEPAEVEYTPLSAADAV
IRYAGNFVPSWAGAIAIDLLPGVLVFILMVTHQAIRTSRGVSALQETMTVAELRAALEAARALGLDDRAAPAPGASDLTR
PKPFPVRGAE
>OLS46718.1 lysine 2,3-aminomutase [Rhodovulum sulfidophilum]AB26
MRARIRSLDGLERVFRLTEDERAAVARHKGGLPVGITPYYASLMGADDPAEPLRRTHVPVGQEYLRLPGESDDPLGEDPA
SAVPGLVHRYPDRALFLATGTCSTYCRYCTRSRMVGQTGGEQQISARHWERAFAYIEATPQIRDVLVSGGDPLTLSDDKL
DYLLGRLRAIPHVEFIRIGTKVPLVLPMRITRALTRMLRKHHPLWMSVHCTHPAELTPEATEALTRLADAGLPLGAQTVL
LKGINDHVETLRTLYRELLRRRVRPYYLLQCDPITGSGQFRTPVETGLDLIDGLRGHLTGYAVPQYIIDAPGGGGKVALV
PDHIEGRDGDDLLLRNFEGRIYRYPDPGGRIGAEKPRS
>OLS46719.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MPPLLEIRDLHLTMATRDGPAQVLTGVALRIARGEIWGLVGESGCGKTLTGLSVPRLVPCPPAHYPAGEVRLDGEDLMAL
SERRMRALRGRRIGMILQDPATSLNPTMRIGDQLADVALAAARHDPALLGPGPARTAARALAATMLDRVGIASARQRLSA
WPHEFSGGMRQRVLIAMALIGAPDLLIADEPTSALDMPVQAQILALMQGMAADRGLGMILITHSMGVVARACSHVAVMYA
GSIVETGPVVEVLDRPAHPYTRALMAAVPGRHTPRGTLRALPGTVPDLLAAPPGCRFAPRCPRATPACRAARPPLRPLGA
GHAVACAHPDAPAHG
>OLS46720.1 hypothetical protein BV509_13320 [Rhodovulum sulfidophilum]AB26
MTCTPVAQAPDPTTAPYSRAAFGAGWADPDGDCLDTRAELLAGLSTVPVTLAPSGCSVRHGRWIAPYTGRVVTQARDLDI
DHIVPLRYAWGHGAASWPSAKRARFALDPVNLLPVTASANRSKGARGPLDWLPPDQVFRCQYVLRFRRIAKAYGLVHSTA
EKRDLAALTEQVCGT
>OLS46721.1 glyoxalase [Rhodovulum sulfidophilum]AB26
MAPVAIDRVALTVRDLDLIGDFYQRILGLDHISGSGEDLILGQGGRALIELRRDAAARPYPHAAGLFHTAFLLPHRDDLG
RWLRHAHARKVRMSGASDHLVSEALYLRDPEGNGIEIYADRPRASWLHDGDRVVMDTLPLDLASLRRAEGHWTGAPEGTV
IGHVHLQVGAIPEARAFYADELGFDVTAEIPQASFFSTGGYHHHVATNTWNSAGAGMRPADATGLAELVLAATDPAASRS
GRSVDDPWGNRIRVA
>OLS46722.1 hypothetical protein BV509_13445 [Rhodovulum sulfidophilum]AB26
MCRVLVALAGSAHAPASAGAAECRQALAIGLDVSGSVDAEEYRLQRDGLAAALIHPDIQAAFLQIPSAPVALAIYEWSGT
LDQRLILPWTVIDSPAALAEASATLRRAGRNSAARTTAIGTALTWGAALLADRPQCWQATLDLTGDGSSNEGPRPAAVEI
GEVTVNALAIGIGSSLRLDQAETELDELVAYFEAEVIRGPGAFVEVASGFSDFEAAMERKLLRELQTMAVGQAPSGPGPG
PRRAQ
>OLS46723.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB26
MPTVAKPAAPASVPRKSTPKAAPPVATAANIAHAFESGEYPYRTKMSRRSYEAQKAKLQAELLKVQLWAQETGQKFVILF
EGRDAAGKGGTIKRFMEHLNPRTARVVALNKPTEEEKGQWFFQRYVRELPTAGEMVFYDRSWYNRAGVERVMGFCTPNDY
LEFMRQTPELERMLVRSGVRLFKYWFSVTQEEQRRRFKSRETDPLKRWKLSPIDKASLDKWDDYTEAKEAMFFYTDTADA
PWTIIKSNDKKRARLNCMRHFLHGLDYPGKNPRVAHAPDPLIVGRAEHVIHKAEHILGTSLHPDLRKGRED
>OLS46724.1 hypothetical protein BV509_13580 [Rhodovulum sulfidophilum]AB26
MEIQWGQPMVLMTSHDGDVERFGTIEKARYWLRRRWPVSDGARHTALAKVESAMECMSSVEEARRAFLVAALSAGFAPAG
AE
>OLS46725.1 cold-shock protein [Rhodovulum sulfidophilum]AB26
MANGTVKWFNATKGFGFIQPEHGSKDIFLHISAVERAGISRIDDGQKVTFDVETGRDGRESATNLALA
>OLS46726.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB26
MTDTLPPCPECSSSYVYQVDALLNCPECGHEWVPDNLADTASDVRDSVGNVLADGDTVTVIKDLKVKGSSLVVKVGTKVR
GIRLVDGDHDIDCKIPGMGQMSLKSQFVKKVSG
>OLS46727.1 EamA family transporter [Rhodovulum sulfidophilum]AB26
MSLAAGAAAAARRAPSRTASARQPLRSIREIFYRFTLAGLLMLAGLVALGRLRRPAVWRFVVVQALCLFCLNFVGLYSAT
SLVPSGLVSVIFSLASIFNAVNARIFFGDGISRQTVLAGALGVAGLACLFWPDIDIQAGASTLRGIGWAVIGTLFFSWGN
MASRQNARLGVTPVIANAWGMGIGAICLLGLLTVTGQPLVLPHGGLYWTALVYLAVAGSVLGFTAYLMLVGRIGSAKAGY
ATVLFPIVALTASTMFEGYEWSIMSVLGVVLAALGNVVMFLRR
>OLS46728.1 hypothetical protein BV509_13615 [Rhodovulum sulfidophilum]AB26
MRWVIRGLLGVAVLIGLAVAAVLLMPADRVARLAADQVQKATGRSLTVAGGVRPSLWPEIGVETGAVTLANADWSEAGPM
LSAEGLAVGIDLSALLRGEIAVREVTVLAPRILLERAVDGRVNWDFSAGTLAAADPAVPDAVSDAAPDATGPDADQGPGA
LAGLTLDRGEISDGDLVYLDHASGARTELSGVDATVALPDRDGPADLKLTAVLNGQEIGLSARLGHAAALAAGDPTRLTL
ESALGRASLAFDGQLDLAPLSAEGKLYADLSDLRAIFAAAGATPPDLPPGVGQRLVLEGQAAYTPEGAIRLDRASLRQDG
NTLTGNLAFAPADPRPHLEAQLSAGTLDLTAFSGGGSGSAAATGGGGSSGKASGGGWSTAPIDAGWLGALDAEIGFKADA
INAGKVRLGPVRLDARLEDRRLAVDLHELQAYAGNVTGTVAANGREGLSLAGDLDIAGVSVQTLLSDFAGFDRLVTSADL
QVDLQASGNSVAALMGSLSGGGALGFGQGEFRGLDLAGMLVNLDPSYMGAGARTIFDSISASFTIDRGVLSNSDLSISAP
LLTARGSGRVGLAARTLDYTIVPTALPGAESGGVSVPLRITGPWAAPNVRLDVEALAEARLKQEREALEQKARERAAEEL
GAGSDESLEDAARRRLGEEASKGLRKLFGD
>OLS46729.1 sulfate transporter subunit [Rhodovulum sulfidophilum]AB26
MTGILRAAAIGLAVGGPLPAAAQETVEILNVSYDPTREFYRAYNELFSAWWIAQGHAPVTLRQSHGGAGAQARAVIDGLE
ATVVTLALSADIDQIAERTGRIPADWQSRLPHNSSPYTSTIVFLVREGNPRSIKDWDDLVADGVQVITPNPKTSGGARWN
FLAAWAYAERTGLDPRDFVGALYRNVPVLDTGARGSTTTFTQRGIGDVLLAWENEAFLALESLGDDAFDIVVPSVSILAE
PPVTLVDGNITSDAQREVAEAYLGHLYSPEAQALALHHYYRAWDPSQATPEDIARFPDLDLVTIADFGGWPVVQPKYFGE
GGIFDQIYED
>OLS46730.1 universal stress protein [Rhodovulum sulfidophilum]AB26
MLVGSDGHETGGWALDHAKRLAAAMEDAALLVVYVIEWSPHSFQTEAENAERHKRRLEEVVAAQDRIVDPAVAALAKAGG
TASGLVHHGDVADKLHRLAEENGADLIVIGRASKRGFSQRLFGSSGVNLAMYSTIPVTVAG
>OLS46731.1 helicase [Rhodovulum sulfidophilum]AB26
MAAVRFGGGPAVVAPKGPVARGLDQLEKALGKSAHVIGHNILRHDIEHLLAVRPRLAAKLAAPIDTLWLNPLAFPRNPYH
HLVKHYRDGRLQAGHVNDPELDARLVFEVLQNQIEALTGIGTTSPESLIAYHYLATLMDRSEGFDAVFSDVRKAPRPDRA
TAFAAIETLLAGQVCGARVGPVLDTLADPNAGWPMAYALAWISVAGGESVMPPWVRASFPQAGLIVRDLRDTSCGDDACA
WCATKNDPVAALRSWFGFDGFRPQPVDRDGIPLQQVIVAEVMRHANVLGILPTGTGKSVCYQVPALSLYEKTGALTVVIS
PLVALMADQVQGMERAGISSAVTVNGMLSMPERQDALDRVRLGQAAILLISPEQLRSVSVRSVLAQREVGLWVLDEAHCV
SKWGHDFRPDYRYVGRFVREFSGDAAPAPVLCLTATAKPEVVRDITDHFRDRLGVELRLFDGGATRTNLSFSVLPTGKES
KLSDILTVLSDRLPKGDTSGAVVYCATRNETERVAQFLKDQGLAAAHFHAGLTADDKLAVQDRFRRGALRVIAATNAFGM
GIDKPDIRLVVHADIPGSLENYLQEAGRAGRDRDPADCVLLYLSDDVERQFTLTARSRLTQREIGAILRALRRIDEHTRN
SGRVVATPGEIMREEKERDFVRDSATDDTRIKTAVSWLEEAALVSREENRVHVFPSSLLVRTLAEAETRLTRDDISTTRR
DQLLSIVRHVMATPPDRGITTDELTGISGLTHRALSKAMADLETLGIARNDIAITVSVHVGVENQSRQRMRRAMRLEEAL
VARMRELAPDTGVGDGALLDLAAASQCLRGEGHEEASPHVLERLLRSIERDGRDSDGGFGNIRLRKLSAKTLEVVLQRTW
RVVEQTASVRWMAAEKLLDLLIAKVPPGTKGKDIQVETTAGALLGALTGDALIRDAGVKDMTKLMERALLWLHEQQAVVL
GKGLTVFRSAMTIELKPGRAGFTRKDFLPLEEHYREQTLQTHVMAAYADRGLDRIDEAVRLSEDYFALDQDRFLQRWMPG
RGVEIRRQTTGKAWKQIVEDLGNPVQQEIVADDREETNVLVLAGPGSGKTRVLVHRIAYLLRVKREDPRGILVLTYNRHA
AAEIRTRLRGLVGEDAARVTVSTCHALAMRLVGASFADSAAETRDFDGILLEAVRQITGEGLSRSEAEAQREALIQGYRW
ILVDEYQDIGPEEYALIAAVAGRSLEDPDQRLSLFAVGDDDQNIYAFAGASISYIRQFEEDYRAKPKFLTENYRSTRYII
DAANQVIEPARGRMKAGHEITVDTARRLDPGGGAMAGHDPVGRGRVQFLDVAEDDRAQAVAAVDELVRISRLDPDFNWSR
CAIVSRDWRRLGPVRAYAERLGVPVEMANEKLPSVWRLREMQRLVAGLRARPTAMLSIQDILDLLNAEAPNRWVDLLAEG
IGGLARELGGKTIPVPDAIEWLAEWARDIREAQQGLLLLTAHRSKGLEFDHVVILNGGWKALSRGEDGEAPRRLFYVAMT
RARRSLAVVTSGAHAFVIADSESEVLRKVEMPRRLDLPEPDQYQVPDLASVDLSYAGRLRDGNATLGAIAAAKVGDPVTL
DLQGGKWRILDGQGRVLGCMARTWAPPEGTGLVSGRVGAVIRWRKTDNDEAFQTYIRRDEWETILPELVFRRQDLLASGA
PARPGPP
>OLS46732.1 ribonuclease BN [Rhodovulum sulfidophilum]AB26
MDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPAMVQEQVSMAAEVLPAGAYEILQRQVTVLVSASSSALGWTSV
ISVLLAIWSARAAVAGLIRGLNAIYGERNRGNPILRIAVAVGLTGVLIVVALLAFSAVVLIPAVLAFVKLPVAIELPIIL
LKWLLMLGVVFIAIALVYRYGPNRRAARLQWVTPGAIFAVIAWALGSVALAAYVRSFDRLNEVYGSLGAVVALLFWLYLS
AAVTLIGAALNAELELLTRRDSTTGPERAEGHRGAHVADHVRDETGALNGAEAEDVAPEPARNGAGTRDEGQTNEAPRPT
>OLS46733.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MARITLEHLAHSYLPAPQSPEDYALKELNLDWEDGAAYALLGASGCGKSTLLNIISGLLTPSRGRILFDGVDMTAAPTAQ
RNIAQVFQFPVVYDTMTVRENLAFPLRNRGRDPAYIAERVQAVARMIGMEDQLGRKARGLTADAKQKISLGRGMVRREVN
ALLFDEPLTVIDPHMKWELRTQLKSLHHEFGHTMIYVTHDQTEALTFADKVVVMHDGRVVQVGTPQELFERPAHTFVGYF
IGSPGMNLLPATIEGDRAYVNGTHVPLGGRYGALAGSTRIGVRPEFARLSRDEGLPVRISRIEDVGRHKILRATCFGTEI
NILASEGEAIPADAARVVFDPANVNVYADDWLVAPAQGSAA
>OLS46734.1 hypothetical protein BV509_13950 [Rhodovulum sulfidophilum]AB26
MTMTKIPSASDAAPAPRRLRDALLMGGLLSLVLASLAGLAAATGWDQTMGQLARLGWMQGAALLALSLANYLLRSLRWNL
FGRRVGLPPGLWRDIRHYLGGFLMIATPGRLGELVRMRWIRRETGLPLDRSAPLFVMDRAADLVAMALILCAALALSSGH
IAGAIPVAALALGAAAAATHGRLMAALVTRSYRIVGRWPRLFGRLRGMARTLGQFTDARVLAASILLGSLGWMAEGYAFH
LLLVWLGADIGLWKAVGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFP
VAERMSKRTADAVEDR
>OLS46735.1 hypothetical protein BV509_14100 [Rhodovulum sulfidophilum]AB26
MALGLLAIVGAAGYAALAACRIELAVLDRWLPQSCPSDADIAAAARLDALRDRNLALTRDIRRTENELAALQCEAVPPAP
LPAPLPEPEPAPAPDSAGIDPGSWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDRQGNGRETMTATNGTTC
RGAVSGQFLDPSGAAAGDQRLEVREPGNLRCSDGGYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>OLS46736.1 hypothetical protein BV509_14200 [Rhodovulum sulfidophilum]AB26
MARLFLQNIRAVVRYLASLSALALLLASQPVQAQTSPGTVDSTVSDPPREVAVAPDVRDSEIADRLRRILVASEWFTPLA
VTVREGIVFLDGQTESDERKEWARQLALRTEGVVAVVNRIEVKPQISWDLTPTWREIERLSDRVQWLAPLTVVSLVILLL
AWIVSRGVTALARKLLHRRIASPLLLQLVARSLSIPVILIGLYIVLQVAGLTRLAITVLGGTGLVGIVLGLAFREIAANS
LASILLSIRNPFRAGDWIRVGGHQGIVQNLNMRTTVLLTLDGNHVQIPNALVYSSVIENFSTNPNRRSDFVVGIGYDDSA
QKAQDVIIQTLRKHPAVLDDPEPGALVDELGPSTVNIRVQFWFDGREYSVFKVRSALMRQIKRALQDAGISMPDTAREII
FPDGVPVRQMPTAERQADGVRQGSAPSRGELAMVTPGEGELLSEKEELERQAEGADLSDTGENLLAPEKR
>OLS46737.1 hypothetical protein BV509_14280 [Rhodovulum sulfidophilum]AB26
MRQLDPAEIVASLRESLLVLTEELVVEYANDRFLRTFDVEKGATVGSRLAALGNGQWDIPALLDELGKIVSGGAEVEDFE
VDHVFERIGRRVMRLNARKTVRPGNGSRRILLAIEDVTAERDAAAALERERLLSVGIVATLREPLLVLDELLAVVSASRS
FYTTFKVDPDATLGRRLDDLGNGQWALPELLGLLADVVQKNTVVEDFEVSHSFPEIGERVVLLNARKVFREGNHTHMLLL
AMQDVTGQRRLEAEREAELGHAGRLLEELNHRVMNSLSIIGGIIGLEARTMGDTACKAAFARIRARIDAIGSLYRCLSHV
GSVDTVTADTYLTALVENVVASSGHAETLSIEFDISDARLSTQVAVPLGLIVNELVTNSLKYAYQGRSDGRLGIELAVEG
PSMIVSVWDDGPGLDPGARVVSGLGQKLIDAFTGQLGGKMQVCSDAPGTRHTLILPL
>OLS46738.1 3-methyladenine DNA glycosylase [Rhodovulum sulfidophilum]AB26
MVGRIIETEACVAEGAAHLVAVEPRFAQALALTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWTRMKTARLTGPRKI
LWASDEDLRACGLSRQKIRYARALAGAGIDFVALRTEPTEEVIATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFELPDRPGERTLRQLAEPWAPWRAVAARALWAYYRVAKDREGIR
>OLS46739.1 hypothetical protein BV509_14355 [Rhodovulum sulfidophilum]AB26
MPLCPRETRVGQARRAGIEMEFGGLTEAEAAEVVSRTLGGKVREIAAHDLEVDTPAWGPVSICLDTAFRDKAGSALADLG
LQLGRAVVPVEVVTPPLSPEQLPEADRLRGALRAAGAQGSREGMFLGFGLHLNPEIASPEAADLVPVVRAFALIEDWLRK
ADPIDPSRRLLPFVDPYPRSFVDRLAAAGRGWSRDDFVDAYLAETPTRNRGLDMLPCLAHLAGDRVAQALGPGADAVGAR
PTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALEGLAADWLDYRAALTTTRSDWFDHLDRVLCGLELWDGACGS
DAKTGR
>OLS46740.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB26
MTLPPTVTERAYARLSEIGAARQGKALRIAVEGGGCSGFQYSITLDAPAEDDLVLEGAGERVVVDSVSLPFLQNATIDFT
RELIGAKFVIDNPNATSSCGCGTSFSI
>OLS46741.1 hypothetical protein BV509_14490 [Rhodovulum sulfidophilum]AB26
MAKVYPYIEEIRAKDASVHAEKGELVLIDVREIHEVARFGKAKGALHIPLQMIRHKADAKSPHFDPALDPAKSFALYCEN
GSRSLLAARMMKKMGYDDVYNMGTFREWLNAKLPVEK
>OLS46742.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MLTAGLLSAQTALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLIEWDLTSADKPSTLIPGLATEWAVDAED
KTKWIFRIREGVTFHDGSDFTAESAVWNLDKLLDDTSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKAPDATLPYQ
LAWILMSSKANWEAHGKDWEQVALEPSGTGPWKLEEFVPRERAEMVPFAEYWDDTRVPKLDKMVLIPLPEPNARSAALLS
GQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFLPP
GSQWFGKPSFDVRYDPEEARRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQMIN
LWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPGMEELFTKIRNTFDPAEQDEVMRRTHEK
FVDDALFLMVTHDVAPRAMSPKVKGFVQAQNWYQNFSSITMD
>OLS46743.1 cyclic pyranopterin phosphate synthase [Rhodovulum sulfidophilum]AB26
MQQPPLIDPFARAITYLRVSVTDRCDFRCVYCMAENMAFLPKKDLLTLEELDRLCSAFIGLGVRKLRITGGEPLVRRDIL
TFFRAMGRHLDSGALDELTVTTNGSQLEKHATALWEAGVRRVNVSLDTLDPDQFARVTRWGRLDQVRRGIGAAQAAGLRV
KINTVALKGFNEDELFDLVDWCAAGDMDLTFIEVMPMGDLGNDYRVDQYWSVRDVRARLEDRFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRVTCTGELYMCLGQEDRADLRAPLRAHPGDDGALVGAIRAAIAAKPKGHDFDYSR
QRADGQVSRHMSHTGG
>OLS46744.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MRDRALFALVALLIAGTGFLQSWNAALFILNYGLISAVMALGVNLQWGYAGLFNIGVMGFSALGGLAVVLIAMPPVPEAW
AAGGVRVWAGLAVGLGVIAGAIAIWRKMAKGRLRGLAMIVWLIAGFFLYRAIFDPAVEAIEAIDPAATGYLGGLGLPVLI
GWPVGALLAAGAAWVIGKTALGLRSDYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQSSAEFVARAQ
ELGLDPLTASTIFVKLLYAGLFALVLVVLLWLCEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQIFILGSAICGLA
GAMMITYDSQLTPSSFQPLRFTFLIWVMVIVGGSGNNWGSVLGGFLIWFLWVQVEPFGAWLMGAITSGMADGSALKTHLL
DSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>OLS46745.1 phosphate transport system regulatory protein PhoU [Rhodovulum sulfidophilum]AB26
MMKDPHIVKSYDRDLESIQALIMKMGGLVETAILEAANSLETRDEELAEQVRKGDKAIDALEEKVNEEAARLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGSAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSMAEQVIYLATGHLPEDERPKADRTSVDAGRS
>OLS46746.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB26
MASAEEGGATAGPYATPEAFGEALFFDVNLSKTRSQACATCHDPARAFTDPRPTAAGRAVSLGADGQSLGDRNAPTAAYA
MFSPTFARRADGSYVGGQFHDGRAAGLAEQAGGPPLNPIEMGLADVNEAAARILENPRYGATLDALYGPGTASDPEAVYR
AATSAIAAFEATDLFAPFDSRYDRYLRGEVQLTDEEELGRVLFFSQQFTNCNLCHQLRRSPMAADETFTDYSYHNIGVPA
NTAARAVTGITATDLGLLANPAVDDPAEAGKFKVPGLRNVAVTGPYMHNGVFEDLRTVILFYNKYNSKAAARQINPETGA
PWAAPEVPDTLSMDELTTGPALDDERIDALVAFLGTLTDRRYEDLLK
>OLS46747.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MSLEHLSALIAARSVEELWALHTQKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPDYVRAFVDKGLYMNAPMVR
WASRNEGTSSWRIITERMARGELPPEELEVLQFNRSMGVVAGYTISFSEISVRAKGAIGLAARPGLDQDDVDRIWAEHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKSTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRAESP
>OLS46748.1 amino acid transporter [Rhodovulum sulfidophilum]AB26
MGPALTGFATSLSLILAIGAQNAFVLRQGLLGCHVFALCLFCALSDAVLIAAGVAGFGAVTGALPWLPQALSLGGAAFLI
VYGALRARAAWRGGHRLTAEGQAGGVWAVVGTAAALTWLNPHVYLDTLGLIGAVSTEFDPGAAREAFALGAVLASFCFFF
ALGYGARVLAPAMARPVAWRVLDALIAAVMWAIAARLILGT
>OLS46749.1 hypothetical protein BV509_15025 [Rhodovulum sulfidophilum]AB26
MRRFAAFASDRSGAVTVDWVVLTAALVGACIAMVSSIQSGLVSLGGDVGGALTSANVQTLDTLGGTE
>OLS46750.1 nitrogen fixation protein FixA [Rhodovulum sulfidophilum]AB26
MDAPEEPVETRTGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDYGGTVTVLTMGPPMAE
DALRRALGLGADKAVLITDRRFAGSDTLATSFALTSALTKLAEEAPIDIVFTGKQTIDGDTAQVGPGIARRMGLNQLTYV
SAIDSLETEAATITVRRRSEGGVQVLQSKLPCLITMLEDTNHLRRGTLQDMLRAARAPLTVWSADDAGIEDPMKCGLRGS
PTVVKRVFAPQPRAEKAEMVAVEGKTPAQIGDAILDVLFAKSPKLEADVSAKITA
>OLS46751.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MSDRSPRPLVEIRDLRMHFPIHAGVLRRRVGAVRAVDGVSFDIHEGETLGLVGESGCGKSTCGRAILRLYDITSGSIRIE
GDEIGTLGQDALRPRRPRMQMVFQDPQASLNPRMTVARIIGEPLDEHTTLSRAEKLDRIYELMDAVGLNRNFANRYPHQF
SGGQRQRIGIARALALNPKFIVCDEPIAALDVSIQAQVVNLLEDLQDRFGLTYLFISHDLSMVRHIADRVAVMYLGRVVE
LAPRDSLYGAPLHPYTQALLSAVPEPDPDLEASRRHIILKGDVPSPANPPEGCNFCTRCPQAMPICHRIDPEMRELRPGH
FAACHLHDPDHIPTAGSTAADDQPQQGE
>OLS46752.1 glycerol acyltransferase [Rhodovulum sulfidophilum]AB26
MTRRMKERIDPLIEERAPWLFADHPWSAPSRRLLNGVLGYDRTVALGEVLQDHPSHVIMDEMARLLARDLRGTGIENIPA
TGPAMIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRKAIEKGR
LAVIFPSGRLAKRRGLSLHERPWMPSAAMIARKFDLPVIPINIRARNSVLFYLFDLIHPTLRDITLFHETLNKERQPYRM
TVGEPIAPGALPVRSEDGIEMLRAATLALGGRYAPRVSLVQNSRRPSWVKSTALG
>OLS46753.1 hypothetical protein BV509_15480 [Rhodovulum sulfidophilum]AB26
MALAAAATAEGAEARPALGEQTEIVEGLQVIATANMIRKQCPRIEARMLTAYGYMRGLKSRASQLGYSDAEIRAFVEDKA
EKARVEGAARDWLAARGVRRDRPESYCPVGLAEIRARTEIGRLLRAR
>OLS46754.1 NADH dehydrogenase [Rhodovulum sulfidophilum]AB26
MTGPNTAGGDPETATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRASPR
QSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLYGIL
QLQRKIRRTGTIVR
>OLS46755.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB26
MPPAHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYDPVTGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAEALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGDGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFHPFEHRSSRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGFSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSRKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASHMSEDEMRDYLGVDSLKFISLDGLYRAVGEVEGRNDRCPQYCDACFSGEYPVAPSDMIQKGFQ
TKAAQ
>OLS46756.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MQTARPTPDPDPTDIIPRLDIRRIHRVFGGRKVVDDVSLTVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQ
LVCDTVFRLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEDLLDRVALGRFIDAYPHELSGGEQQRVAL
ARALAPRPKIMLMDEPFSGLDNRLRDEIRDQTLQVLKDEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNIYNA
PVDRAAAAFFSDINVIRGRVHNLLTETPFGKFLTPGMADGAEVDIIIRPQHLRIDFDRNGRGPNPTAEEGVAARACVERA
RFMGSESLVEFRMDHDGSALRATVPAVFLPQPGTPMWLTIRRDRCFVFPREGGGRAA
>OLS46757.1 voltage-gated chloride channel [Rhodovulum sulfidophilum]AB26
MLNDAMRVLRVHGPTQVQFWFIAAAIGVAAGFAALGFRLAIDALQSALYGVEDPRRLHSLAETVHWAWILLIPACGGLVV
GLVLHRFTPDARVRSVADVIEGAALNEGRVEVKAGIASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITG
RDLLGCAVAAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRLEFGGVPEFTLPQDDRLAFYGELPAF
LLLGLVCGLVAVILMRSIFWAEGIGDAVQRKTRMPRWLRPAVSGLGLGAMAIWFPHIIGVGYETTSAALTGTLVFHEAVV
FCLLKCVAVSLTMAGRMGGGVFSPSLMVGALTGLAFGYVATAAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEM
TGDWQTGLAVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAAFTAGVLMRPKDSAGAPSEAACADLIGQG
VMFEADATLVEALPHFEKWGHSFVPVVARPADGGAPALMGALFHVDALRAYSRALAMTAAEEHS
>OLS46758.1 trigger factor [Rhodovulum sulfidophilum]AB26
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFD
ESGDRPAMQPQVKMTDEDWKPGDDVTVEMTYEALPEIPETDLKAIKLEKLIVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKEGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSDSFIPGFEDQLVGAKAEDEVTVTVTFPENYGAENLKGKEATFDVT
VKAVKAPKPAEIDDDLAKQFGAEDLEALKGQVAERLKAEFGGAARAVMKRALLDALDEAVQFEVPPSLLEAEAGQIAHQL
YHEEHPDDHGHDHGAIEPTEEHLKLAERRVRLGLLLAEIGRKAEVSVSDNEMTQAVLAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELADVTEKPVSKDDLQKAVEKLEEE
>OLS46759.1 MFS transporter [Rhodovulum sulfidophilum]AB26
MPDPVPVRPSSLAPFRKATFRNLWLASNVSNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLASLIAGALADNF
NRRRIMLGAQTFMLVVSAALAAAAFAGGLTPWLLLGFTFLIGFGMALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMR
SVGPAVGGLIVAAGGAAAAFAVNAASYLPLWLSLYLWRPALPERRLPREALGPAVAAGLRYVSMSPVLLRVLFRGFLFGV
AAVGLLALLPIVARDMLGGGAFAYGLLLGCFGAGAIGGAVSGARLRDRFANETIVRAGFLGFGAALVGLSLSRDLWISGL
LLLPAGASWVLSLSLFNVSVQLSTPRWVVGRALSLYQTCTFGGMATGSFLWGHVAGRAGLAEALWAAAAVLVLGALVGLR
LPLPNFGTDDLAPLGRFVEPRLGVDLRARSGPIAITVEYDIAPEDVTAFLAAMTERRRIRIRDGARQWVLLRDLERPTVW
AESYHVATWAEYLRHHERRTMADAEVTDRLRALNRGAGKPRVRRMIERQTVPLRDDLPLKPDDMV
>OLS46760.1 betaine-aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB26
MIYETQPTASHYVDGAYLEDTDGTPIPVIYAATGARIATVHAATPAVIDRALTAAARAQSDWARLSGRERGRVLIRAAQI
LRERNREMSVLETFDTGKPLQETLVADAASAADALEYFGGLAGSLTGEHIPLGGDWAYTMREPLGVCVGIGAWNYPTQIA
AWKAAPALACGNAMVFKPSEVTPLCALKLAEILTEAGAPAGLFNVVQGAGEAGQALISDPRVAKVSLTGSVPTGRKVYAA
AAADMKHVTMELGGKSPLLIFEDADLENAVGGAILANFYSSGQICSNGTRVFVQKSVKQAFLARLTERLKGVVMGDPLDE
ATNFGPMVSEAQMRIVEGYIAKGVEEGARLVTGGKRAARDGFFLAPTVFADVTDGMTIAREEIFGPVMAVLDFEDEDEAV
ARANATEFGLAAGVFTRDISRAHRVIGALKAGTCFINSYNDAPVEMPFGGVGMSGVGRENAKAAIEHYSQLKSVYVRMGD
VEAPY
>OLS46761.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB26
MVYVSSLPGVLGTFDAAIARVESALLAAGVLLMALNTVANVVGRYLFQSSLFFTEELNRILIVVITFAGISYAARQGRHI
RMSAIYDSLPSRARKILMIVIALTTAVLMFGLCWFAAAYLLTQAGRGRVLPALQIPVWTTLVIVPIGLFMTGMQYLLTAV
KNAISRDVYLSTAVLEGYDDDETEV
>OLS46762.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB26
MTLRLSLKSALFGLSALTLTASGALADQLSDIKAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEIAKELGVTPEYQD
LPWTSILPGLEVSKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMTAPEDAKGKTVGVQKGTAQQAQLEAYG
EKIGGIKIKEYGTPDEAYADLMTGRLDAVAGSAPLLDYLAKTRPEQFSVVKPPFGKPTYFAWVARKGEGDTLVAAINEAL
IKIQDDGRMAALQEKWFGAATELPQEMPEL
>OLS46763.1 hypothetical protein BV509_16015 [Rhodovulum sulfidophilum]AB26
MNDGDDTITGGWGADALFGNGDRDRICGMGGDDTLVGGDDDDVLYGGDGDDVLFGGGGNDLLVGGAGSNLLSGGDGDDVL
DTRFGSQRDPGQSDWAAFRAGKLAAGDVLFGGAGNDTLESSYGDDRLYGDAGNDVLRGWDGDDRLEGGAGDDRLTGDNGK
DRLVGGDGRDTLSGNLGDDTLEGGAGEDRIEAGNGDDAIDGGADRDVIYGGNGSDQIMAGSGNDWVDPGAGDDVVMLGAG
DDFVAAIDDFGRGNDQIHGGAGNDWIHGGRGDDLLSGGFGDDRLNGGAGRDLLIGGPGADIFEFRGASGGDTIADFGPAD
RLHIQQGINGLGRFDAADLGARITATPVGSYLDLGEENGLFFLGVTGHALGDMLETQMVFL
>OLS46764.1 thioesterase [Rhodovulum sulfidophilum]AB26
MAAGAKADVARRFIEQIPHAHALAMRIDQLGEGRAELSMPYDSRLVGDPRNGVIHGGAVSALLDTCGGTAVLSHPEGPAH
TATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRGHPVATATGTFTADGGAE
>OLS46765.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]AB26
MMGLVLGIALVLWSLGMILRISRQGRWGMIGGLYAGVLILQIAMPAGHPLRQAIGGTPEGWAALGVLALLVVAYRGVLGA
LKRRVAREVVPMAPQGPLRPVELDRYARHIMLREIGGPGQRKLKEARVLVIGAGGLGSPALLYLGAAGVGTIGIVDPDDV
DLSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTIRPYKRRLDEESAAALFPDYDLILDGTDNFETRYLVNRMAARLG
KPLIAGAIAQWEGQISLYDPAHGTPCYQCIFPEAPAPGLAPTCAEAGVVGALPGVVGAMMAVEAIKFVTGAGEGLGGRML
IYDALYGETRTIALHRREDCPACGAVRS
>OLS46766.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MQGGLESFLDRLQRATTLEDLYRATEDLRDRYGVFHVVYHWVNSVGERYGAGTYSTEWVDRYLDRDYLMIDPVIFGCYSR
FHPVDWKELDWSTKASRAFLEDAIAHGLGNQGVSIPLHGPKGQFALFTVNDSCSDVSWDMFKQLNLRDLILIAHDFNKKA
LELEQAADPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSAGLIVV
>OLS46767.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB26
MDIALSGAAVRFGTFQAVHPTDLTIEAGEFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGQPMAGIGPSDRPTALIF
QNLALFPLMTVWENVAFGLEMRGWKTARRRARAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQETTGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDVYDRPATAFVATFVGEMNRLP
GRIESVAEGRARIATAGGSFLAPNPGGLAPGAAAVLFLRPERLHLLAPGEAAANALEGRLVRRDMEGAFSTLILETGAGR
LTVQRVNSGSGGLPADPLRLGFADSAGVILPAGETADDAA
>OLS46768.1 hypothetical protein BV509_16600 [Rhodovulum sulfidophilum]AB26
MAFALAVLAATPVAAPGFAAPLCDQFGFAGLLAKCNRGAPIELTLASGQPLYAGDGPLELQSGAYYELHVTADGSAELAL
QGPDFFRAIWMNEIVIADIEVRPMAIDSLEFDAAGTVRLSFVAIKPGSYELKIPGSSGDSQRVVLAIR
>OLS46769.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MLTAAATLPAAAQEVRTAVLRIEYPSLLPLSRIDLPVPDLGLAGAQLATQDNTTTGGFLGQSYDTVALSVPPEDAQEAFR
GGLDRGIRLFVVMARTPELLALADAAPPDALLFNATDGDRALRSEECRANLLHVAPSDAMRADALTQFLVWKKWTDWALI
EGSNPADRALAEAYRASAAKFGAEIVAERVFEDTGGSRVSDSGHVLVQRQLPVFTQDLPAHDVVLAADATDYFAGYLPYN
LWSPAPVAGSAGLRPLTWAPTHESWGATQMQSRFEKLAGRSMREEDYQTWLALRVIGEAVTRTGSADPATIRAYALGDDF
ALAAFKGQPVTFRPWNGQLRQPILLATGRMTVSVSPQEGFLHQVTSLDTLGLDRPESACTAFEE
>OLS46770.1 hypothetical protein BV509_16675 [Rhodovulum sulfidophilum]AB26
MSAVEDLAEKLRALIASEGLRVGDSLPTERELCDRFRASRNTVREAMRILKAYGIVTVRPKVGATIVDDRMERALELFSF
NTLEVSRKTFSDIQGFRGLLEIASVDLIFDRVARADIAELREINERLRGAASCDEAAEIDFRLHTRLIAVMGNKAILDVY
KIMKPVILRIMATGKTQQIYATETLGEHATILDALEARDRLAYQYRMRAHLQAGGGNFDP
>OLS46771.1 ribose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MKAVRLIAPALAGGVLSSGLALAGPQGVPGPGADLDCLASRSAGTGYLQWPPREGPCRIAIVNGFVGNGWRIQMIKTAKA
FAQAPSIRDRIAEFKVVSTGTDAAVQLGAIEDVINQGYDAIVTIAVAPDGFDRVIRLADRNDVVLVPFENVRDTDRVMQV
NEDRLAMGRTWAGFELDQLKAEGKTSGRILEMRGLPGNSVDRGRSPGIGQLLDEPGGGGQRVSAVGNWDDGAAQKVVADA
IAVHGHFDAILAQGGTTGVVQAMLASGHPMVPVADESENGFRKLVAQHADEGLRGISIGQSPGLVAIAMKAAISALEGNP
VPQLISVPLPVATYDQLQDGVNDWKDLPDTFFTVNECPPCEVNITGPAIVAQSEADTN
>OLS46772.1 hypothetical protein BV509_16695 [Rhodovulum sulfidophilum]AB26
MLEIMLIVFGGIYGLLVLVGLPALIIAYLGLRTENADLRTRLEQLVKEVEILVREVAALRQDAPQQTPPEQTERSAALSP
EPDPGPAPLTAPVARHDEQASPVSAPPQAAPPEPQGPTLADRLAGWLRENWTLALAALSLILGGLFMVQYGVEQGLLTPP
LRVLGALVLGAALIAGGEAIRRRHGDTAAPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAVVSVVAMLL
GWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALALPAGALGLLWFHAPDARG
LALAALALAAGAVLIPARSLRPGADGPTVTEGLGGARPAFPTWLAAAGLALASGAGLWLVLDALRPTEAAIGFALLLVLF
AGAVLGLSRAPAFEDLAILPGGAALLALGLHAAGDGPLYRAFRAGIDRLPESPAPTTVWWLAAGGAALSVIAFQRLRQAE
PDGPNHRGFWALGAAVLLPATLLILEVFWAPAEVTGAYPWALAVMAGAALMVLLAERRSALGGEGRAFETGLFAASALIL
IGLALFLLLTKTALTLALSAMAVAAVAIDRRHPMRPLGWLAQLGAAVIGYRLVFDPGVDWAIDVAGPLDAALAHLGPLAA
FAAMRVLARPDRGAVRALADSALVTTAAIAATVALRRWAGPEGFETHWAMGLTATVWTLAVLAQIWRLPHDPGLLRPLRI
LFAALLSLSALTAGILLLSDLAQLLDPGLASRRVAGPPVFDSLALALWPLALVLAAGARWLGEPGRPGARLLRPGLAGLS
AGALGLWGWLEIRRLWRGPELSLPGPSDGELYSYTLALLLASGLGLVAAVLMRSHMLRRLAMAGVGLTVAKVFLIDMSGL
SGLVRVASFVGLGLALAGLAWLDRAVSRIWEKG
>OLS46773.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB26
MTADLAPRIARTIATEIGAQPHQVAAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLTYLRDLEARRATILESV
REQGKLTEPLEAEIRKAETKAVLEDLYLPYKPKRRTRAMIARENGLGPLTEAILGDRAAAPEALAEGFLSEAVPDVKAAL
AGARDILAEGLSENADLIGRLRSFLQDSALVTAKVVEGQEQAGAKFSDYFDHREPWATMPSHRALAIMRGSKEGVLTVDI
GPEPEEGLPRVQAMVAGALDVRGEGPGDRWLRDAAGWTWRTKLSLSMMLDLMGDLRTRAQDEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPKNDLRGAQATLASLIRKHGVDLIAIGNGTASRESERMVAELL
GDLPAPKPKKVIVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFSKRKDLLKVARLGPRAFEQCAGFLRITGGDEP
LDASAVHPEAYDVARRIVTACGRDLRAVMGDEARLGTLDPMAFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVKDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKE
GGAEAPPRDGARGSAGKGPGRGAGPKGPGKGAGKGSGKGPGKDPGNGPSRHASEPAGGKARDDAPGALGAALLDAMKRR
>OLS46774.1 hypothetical protein BV509_16710 [Rhodovulum sulfidophilum]AB26
MERDALISADLIQAIESLGPCRVMHFSSIEQVTPALEGVGAVDAAFLEMRVDDALSSGLAAHLAKHGARLVLTLGEDVER
VMGEGWRLLLRPFTERMVHDALIETSVA
>OLS46775.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]AB26
MSDDTRKSPDQSSGPAEGAPARAWRNFYGRRHGKTLRQTQKGYLDSDLAALAPGPVGWDENPDRAPLDLQARFGGREVWL
EVGFGGGEHMVHQAATHPEAAIIGCEPFINGVAMLLGKIREAGVDNLAVHPGDARDLFDVLPEASISRAFLLYPDPWPKA
RHHRRRFVTPEFLAPLARVLKPGSTFRVATDIPDYVRQTLVEVPRAGFEWLAECPEDWRAPWDDWISTRYEQKALREGRA
PHYLTFRRR
>OLS46776.1 tetracycline resistance MFS efflux pump [Rhodovulum sulfidophilum]AB26
MPQPPNRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGVLSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAALATLNLIFGALVLPETVTDRIRRPFEWRRANPLGAFRAVGRLPGVRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGVGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFLAFIAIGLIGNGTAVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGGPFLLAAGVMIVCATVFAAR
RGAPRTAGA
>OLS46777.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB26
MNDLRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEAKKRAGVLICRENTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTYVPEVADLQKLSDLLDA
WPERRRLMFCDEALVGAGQALGAAPTGPWAILIGPEGGFSDGERARLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>OLS46778.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]AB26
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSESLMAIPLYVLMAAILEKSGII
EALYEAMETWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILVASYSAYILIRTAINPALAPKPSDLATLPLGVKLAKLKSLILPAVVVSGVLGSI
YAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGAMVLVLVFLGLFLDEIGIILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLAVLLLFVVFPGIVTWLPETLLPSLK
>OLS46779.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB26
MTAACADAAAVVDLASRAPQSAAAIYRIWLDRNGARPDAWAAWFNLSVLLNVAGDLAGTYDAAVQALRMKPDLWQAALAA
GQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKSLGASAEELRASLLIEPHQPDVIQHLVHTRQKMAAWPP
AELAVPGLGTAEAELWCGPLATLALHDDPEMQRRVAADWIARNVPDPGERLAPPGGYRHDRIRLGYLSSDFCRHAMSYLI
AELLERHDRSRFEVTGYCVSPEDGSDVRARILAALDHHVPVGTMTDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKP
APVQATYLGYIGSVPVPELDWLLCDAITVPEEETARYSPAPLRIEGCYQANDGRQPDLPAVSRASEGLPEDRFVFVCVSH
HYKITEPVFAAWCRIAAAAPETLFWLIEDTPESVAALSARWQASGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNA
GTIASDALRMGLPVLTMAGRTFSARMGTSLLTAVGLTDCIATGPEDYVSRAVAMANDPARRPALRGPALAARWTETLGDC
ADFARRFETALVSVVKRP
>OLS46780.1 hypothetical protein BV509_17490 [Rhodovulum sulfidophilum]AB26
MLEDYTAAGFDPDGFWRLTEREYAVRMRGAARAATREAGQQRWLVWHLAALMRAGKLPSFEKFVGRPTVRRRQSPQEMLT
MARIWHATLQGIARDD
>OLS46781.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB26
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLAKIGPLLDAAHDRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFRIEEVR
LNYSVSKGGATAARELIIANREVMTGLV
>OLS46782.1 hypothetical protein BV509_17540 [Rhodovulum sulfidophilum]AB26
MASPAAPYTRAAFGAGWADSDGDCLDTRAELLADLSTVPVTLAPSGCSVRHGRWIAPYTGQVVAEAGDLDIDHIVPLRYA
WDHGATSWSAEKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDQGFRCQYVLRFRRISKAYGLAFTAAEERDLVALT
GRVCGV
>OLS46783.1 hypothetical protein BV509_17720 [Rhodovulum sulfidophilum]AB26
MPQREDPRLAEARALPIAEVADRLGIAGLKPPQGIERIGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVELVKGCE
FRAALDWLMGAREVEIDPAELARRKAAREKDARERSKQAEAARRNAIAQARAIWQACRPAEDSPVRDYLARRGITRARLP
ELPACLRFHPDLPYMVPSEGNRGSWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHDGESLAAKKTLGSV
KGGAIRLARSSGTRAMVVGEGIETTLTALVAGGLPGAAYWAGISLGNMAGRRITRGKGMRYAGMPDLDDLQAWLPPQGVE
HLVFIQDGDSDPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGDDT
>OLS46784.1 hypothetical protein BV509_17730 [Rhodovulum sulfidophilum]AB26
MLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARIDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHD
DAELVATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRASDSAELPDGWQPIPRRNRKGVIV
HDRARYTPCVWAPTLAQIAAAHRAYLDWWGYLLELQAALGSADLARICVTGDMPPMTPWR
>OLS46785.1 capsid protein [Rhodovulum sulfidophilum]AB26
MPKGPAASLTVPKAVIGTPRMEAAGGVDRLLADVKAELGRIGDDVRRTAEDALRQARASGDVSAEVKASADKLLSEFHAL
SGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAGDDSLKAYVAGGLQGSVVLRPKNAITTATGSAGGLI
WPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEEAAAPVSSYGWSQADAPVRKITHVTHISDEA
LADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAFAAPAGLPDETRIDRLRLGLLQVALANFAANGIT
LHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGTNFVDG
MKTMKGSKRLALANKRPAALVTGDFTFA
>OLS46786.1 hypothetical protein BV509_17790 [Rhodovulum sulfidophilum]AB26
MEELLRARLRADPGVAALAGERVNWGAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWAREVTEAGALARAT
IACLNGLSVSVIRSLWLDGQRRDRATDPDDKTWLYRVSMDFTATWRER
>OLS46787.1 mechanosensitive ion channel protein MscS [Rhodovulum sulfidophilum]AB26
MATAVLPTALATPALAQAQAQQEGPDYAQWNKVASRVEKVLAEGKASTAAFDTLRGELVDWRTRFLDAQNINSARIKTLR
DQISALGDPPAEGETEPQEIAKRRAELTKQLNEAQAPSLKAVEAYSRADGLIREIDQIIRERQADQLLQLGPSPVNPVNW
AAGLTAIRGTLVEVGNELSSNWENPNARATMRSALPVTLLFLALAALLTVRGRRWMEMLSVFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGVVLLAGALKSSAMLGLRTERLAQILPILGFTIFTAGWLGGRVFAQLGVSRAILTLPPERRAEGRFNSWII
GLILALAMLAQEVSKVETYSAEAVAVLSFPILLLAGLMLSRMGQLLLAHSRADSAESPEERPYRNRVAAFFGRAAIGAGL
IGPLLAAVGYAEAGDFFVYPSILTLALMGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMMLVLLSLPVLALIW
GARIADLTELWTRFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLVQGMLRSTVLPKTKIDPGGQTALISGVGYVGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRKVEKILMEIGESHPLVMVNPAPLVVFQGFGADALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGIEIPFAQRDIWLRNPETLRERPAPQPPGPFLPRQTAEPQPEPLADLGGDADAD
GGDGPR
>OLS46788.1 damage-inducible protein DinB [Rhodovulum sulfidophilum]AB26
MVTAGWCRLMARYNRWQNRAMMEEVAGMDEAARTAGRGAFWGSIQGTMAHLLWADHVWMSRLDGWEAPHVGLSDSAHFVA
DWSEYRSKRQITDARISRWAQGLTEAGLAGDLAWYSGAAGREMVVPRAVCVVHMFNHQTHHRGQIHAMLTAAGVLTAPTD
LFLMPDLIG
>OLS46789.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB26
MTTFGFTLHATDGAARSGAIATPRGTIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
AFMHWNKPILTDSGGFQVMSLAGLRKMSEDGVAFRSHIDGSTHMLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESADALTAIGFDGYAVGGLAVGEGQEAMFGVLDYATGFLPAD
RPRYLMGVGKPDDIVGAVARGIDMMDCVLPSRSGRTGQAFTRRGVVNIKNARHADDPRPLDEHCSCPACRNYSRAYLHHV
FRAQEILSSMLLTWHNLHYFQELMAGMRAAIAEGRFAAWQAAFHAGRAEGDIEPL
>OLS46790.1 hypothetical protein BV509_18075 [Rhodovulum sulfidophilum]AB26
MRPKPRPAATQAATRADAATVAMAEGPAALGRTLAPARPQPRPEGDAELPLAGTEPDPAPDLALRPHARPTVAGAPARVR
EVTADLTLDRSARPEPRPRTPYQVASLSAAGIRTQPSAILTPRGGVVCGDPAITGQMIAPIPGRIAGCGVDRPVRVTAVD
GVALSQAATIDCDTARALRVWVSDGIKPAVGRLGGGVASLKVFAHYACRPRNNQKGARVSEHGRGHAVDIGAVTLRNGVS
MTVARGWNDAAQGKILRRIHRAACGPFGTVLGPGSDGFHKDHIHVDTARYRSGSYCR
>OLS46791.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]AB26
MSVLSVTEHGLYCAAGDFYIDPWAPVDRALITHGHADHARPGHRRYLATDTAAPVMRRRLGAIALDTIRYAETRRIGAAS
VSFHPAGHVPGSAQIRVECNGEVWVVSGDYKPEPDGLSEPFEPVPCHTFISECTFGLPVFRWRPQAQVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLVGLGDGAGDGAGPGPILTHGAIEATCRVMRAQGIALPDTVPVTPETDPRAHPGALVLAPP
SALGSAWARRFGQASTGLASGWMALRGVRRRRAADRGFVLSDHADWDGLNAAIRATGAERVLVTHGYTGPFRRWLAEQGY
DAGIVATAWEGETTEGDAE
>OLS46792.1 hypothetical protein BV509_18120 [Rhodovulum sulfidophilum]AB26
MLVMLALFYAAHTVLIIAAVLQFGWLLFAKEENERIAEFGDKLANWMAIAARYLTVASEAKPFPWTDWR
>OLS46793.1 hypothetical protein BV509_18190 [Rhodovulum sulfidophilum]AB26
MALAVPLVAKWEGKRNAAYQDLVGVWTICYGHTRTARPGLVLSDAECEALLRAEVRDYRTRLLLHFSAETRARRLPPPRD
AAFTSLAFNVGVAGAGRSTATRRLNAGDVPGACEALTWWNKAGGRVVAGLRIRRTEEYGYCMREAS
>OLS46794.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB26
MTASLPVIFDCDPGIDDSIALLGAFVAPELDIRAILTVCGNQPLERTLRNALQICELAGRDGIPVHPGAPRPLCREPIHG
LFHGETGLGAARLPEPQKRPEPTGAVEALIDHLGRAVREEGPKITLCCLGPLTNLALALRIAPDIAGGIERVVMMGGAFH
APGNRSLTSEFNMLADPHAAAVVFAAGLPMTVLGLDATHQVILRPEHVARFVGASGRISAAMAGLMASWDRNDPKRYGTR
GGPLHDPLVTAFLLRPDLFETRPARIFVETESPLCLGQTVADWYGQSGAPANADIVLKVDAEGVIDLYLGLLTQYEMRGA
A
>OLS46795.1 hypothetical protein BV509_18335 [Rhodovulum sulfidophilum]AB26
MRRYEVRGMTPDGTPQDFARAMPADPHVDEAFCAFAHGTLIATPQGPVAVEDLAPGMTVETAGAGPQPLLWVGSTVLAPP
TDRRGEIPVLTRITADSLGLGRPMPDLVLGPRARMLVRHPGCRALTGAEAAFAPATGFVDGMALIALRVVRPTRVFHLAL
SGQQVLLANGVEVESYHPGENASLLIDNGNRMRFLSLFPHVSGFSGFGAMPVPRLNAFELDGLNAA
>OLS46796.1 riboflavin biosynthesis protein RibF [Rhodovulum sulfidophilum]AB26
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEGARTEAARRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFARQVIVDGLGLSHVVVGEDFCFGKGRAGTVGDLARFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALTEGRPRDAAAMLGHWHRIEGEVLHGDARGRDLGFPTANMSIQGLHRPRFGVYAVRVDVLSGPHQGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDGLEALVAQIDADCRQARAILTGDLPLPFARD
>OLS46797.1 (R)-hydratase [Rhodovulum sulfidophilum]AB26
MLDNMPRGTICIEDIEIGMCRHLRKQVTDRDIELFAEVSTDCNPVHLDDDYAMETIFEGRIAHGMLTASLISAVIGEQLP
GHGTIYLGQSLKFLAPVRPGDMVLAEVEVTGIDHSRRRVTMDCRCIVDGKPVLKGEAVVLAPSKKFD
>OLS46798.1 integrase [Rhodovulum sulfidophilum]AB26
MPKGERSRADIRKWALRFAEHFKDAPAVIFEERGARGEVNAWRALWKHSPKQHDMAGTHAVRILNWAVQEGKLTEHHCHK
LHRLYDVDRSEIVWTQTDRAAFNAVAPEWVRRILCAACETGLRPADLIKLTPAHVEQTPLGRRLRVRTNKRKRLAHIPIT
PELAEIIDTTPAGRLLILTNARGHALTPHRASEGVRQWRDKAKLSDDLRLYDARGTAATRLLNAGLSLAEIANHMGWSVR
YAANVIEHYARVSPDETDAVLIKLAQAKGGVA
>OLS46799.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB26
MDEIDLKILRELRLDGRISNVALAERVSLSPSACLRRVQELERTGVILGYRVVTSPERMGRGFVAYVMVGLSSHTKAAQE
GFERAMAVAPEVVECHNIAGSFEYLLRVQSADLSEYKRFHTEVLGTQSHVHAITSYIVMGSPKDERAT
>OLS46800.1 hypothetical protein BV509_18570 [Rhodovulum sulfidophilum]AB26
MGTAEAPGETTKQLLDIVAAKPAGYFARGLPQIRADQIAAVDQTQRAIFAQNAVPILSGLAQSTGVRAASVALQTRPGSS
YGHGDRSPGLGGHSAGQSDGSGDLLSDLLAGQAAEAGKLTELLSGPLPEALPRFATVTDIPAVWNQGDRSVGQWDGSVLE
RFWRNIAAELPIIGVPAKVDLMNAGISAEFLLRLPPAPYPFEVDLAKAAAGEALFAENCGTCHRPRNEARYPVIGTDMNR
AQVLNPAGSAMFLAAFQAACHDPDFGYTDTYGRRIEPCTMPAYRILRDTTEAANQGYLAPPLDGIWARAPYLHNGSVPTL
AQLLKPASRAPVFLRGVIDYDPAEVGWRWQPGDLDRYKARYPTVSLHDTARDGWSNRGHDRDLMIEGRMHRLDWSDPALS
DQAEALIEYLKTR
>OLS46801.1 hypothetical protein BV509_18575 [Rhodovulum sulfidophilum]AB26
MNAGRQLFVRSIRDFSTFVHASPDERKELVRQGLMMEPELIEAYRIRGSFLDSRYHSWQCFEFFDSAGTRSYIRFRLIPG
DRGPERGLPDPGFRAEGAPSMDPVPDDPRAPDFLRQEWIYQVKHSEVRYILQGQIHPEPENVHPDHEVLNPARAWNEIHY
PWRDLCEIRIDEPILDNEAVSALDMTPNRSPACIRIPLATSPRQYASLGHARALVYPGARAVRAAAEKPQNN
>OLS46802.1 L-ascorbate oxidase [Rhodovulum sulfidophilum]AB26
MPTATLLAAFACSLWAGPGRAQDIAEPPPRAAMLRPEAEGAGARAALESAAPSDAGDRCAGADVCYDLALRYVDGRLRNP
AFAETDPRGYDDVRLRAYAGLVLDKTGAPVAQPNAYVAPVVEIAPGDTFRLTFENALPRPQDMVLPGEDANGNPLRCTGA
PEDHNEPSCANFNLTNMHTHGLWVSPQGNSDNVLLTVNPGIRFTYEYNIPNDHPAGTFWYHAHRHGSTAPQVSSGMAGIL
LIRGDRQPRLGATGWAAPGDLDVILPRPEGLAGAYDGTAGVHFPERTFLFQQIAYACRWTRAEVDALAAGGTPAADLPAV
GAIKADADGWFCDEGDVGMVEPGPGNAFDQVGFGSWPRSGRHTAINGEIQKQQQGAVAGRVERWRLIHGGVRETIGLEIR
KVEGGTAEDLRARLAGGTGGKSRDAMAGTVAQVCSGAPLDLVRVATDGLTRPDIRIGPELLLQPAYREDVLVSFPSAGTY
CIVDAATAPGSDINLNDNDTALLGFLDVAPADAPLAGDGGVDQVMAMLQRSVEARIEDPAAREAILAELAEGRLDAFVKH
RDIADQEVSGQQTVGFTIQGPPFAFMIGRIAPTHVDNGAPFALVGAASYEATRFDRILPLGGVEEWTLTSFGGGGHPFHI
HVNPFQIAEVLKYQPDAGCATGAAGARHCEIDPNDPATYVDVSGPDSDEPQYAGLKGAWKDTLFILPGHLVKLRTRYERY
IGDFVLHCHILDHEDEGMMQNVRIAIPDGRGGFDRPMTEHAMH
>OLS46803.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB26
MEDIGDPSYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERVDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDASKGATDIATPGHIFPLRARDGGVLVRAGHTEASIDV
SRLAGLIPAGVICEIMNEDGTMARLPDLVAFAQRHGLKIGTISDLIAYRRRHDNLVNERAVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDITTTDAPVLVRMHALDPLQDVLGLGPHPAGELSAAMEIIAEEGRGVVVLLRDTTMKLVLDGAASPQT
LRQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRTIERKA
>OLS46804.1 hypothetical protein BV509_18990 [Rhodovulum sulfidophilum]AB26
MIADERTETRNRLAAAVQQMRAVSLGACVSNLSETYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVAETE
ANIARLPSSLIREGVAVTHSDASVEDLRQCLLRVHLGRAARDVPAPQAESAMSFQHGRLILLGASTGGVDALVKVLEAFP
PNCPPTLIVQHTSESFSSGLARLLDRNCAATVVEAQDQEPLVPGRVLLAPGKTHHLEVAATGALRCRLREGSLQAGHRPS
VDALFASAVPVASRVCAAILTGMGRDGAEGMLALYRAGAYTIGQDEKTSLVYGMPRAAFELGGVRERLPLDAIGRAVLEN
CSRRSAA
>OLS46805.1 transglutaminase [Rhodovulum sulfidophilum]AB26
MEYDIRLEIGYLYDSPAASTRTLLRMLPLTNGEQTLITGLVSADPVPDFRRDGVDFFGNATTEIAHDAGKTEFLFRFEGR
VRRIPRGTTLDLSCGLAALGAEIQGIQSITPMSPHHFLGDSERIRHEPEIAAFAEEVTAPGMSVMAALQAVSHAIHDRFD
FDPGATEVSTTPIEAFQNRRGVCQDISQVTIAALRSVGIPAGYVSGFLRTVAPPGQPRLEGADAMHAWVRAWCGMETGWV
EIDPTNDMLVGADHIAIAIGRDYADVAPVKGSSRTSGSHRTEHRVDVIPL
>OLS46806.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB26
MGLVACTRCTRVWPAGTRCCARCGQRLYPRVPQSLQRVWAWWSLGLIAYVPANIYPMLETRTLVSTQDNTIVGGAVEIAR
HGSWGIAAVILTASVLIPIGKFLAVAGLALSVAHGSHVSRARRQQLYEVVEYIGRWSMIDVFVVAILSALVQLGAVVSIS
PGPASLFFAVSVIATMLSAQSFDSRLLWDGPDPSPASRSRLA
>OLS46807.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB26
MIACPHCDAVYRAVQPAPRARAVCARCHTVLIAPHRQAGQRLIAVALAVVVLIGAATLTPFLRVEAGGMSNATSVLGAAL
AFSARPMLMALALAVAALIVFVPVLRALLILYVLTPIVLDRPPARHARRAFRLSEALRPWSMAEVFAIGCAVALVKISDL
AQVEFGPAFWMFSALVILIVVQDTFMCRYSVWASLDR
>OLS46808.1 hypothetical protein BV509_19185 [Rhodovulum sulfidophilum]AB26
MERRALPAAPERSLTLAEAEAIAARAQAASAAMGVPMVIAVADATGAQILFHRMEGSLPASATLAPDKAWTAAAFRMGTD
ELGRQAQPGGMLFGVEATLDGRVVLFGGGLPVRRDGTVIGAVGISGGTVDEDMAIARQALNGI
>OLS46809.1 hypothetical protein BV509_19295 [Rhodovulum sulfidophilum]AB26
MMQDASASARPEAARPAARHPDLLGEGLDGFAPITERRATLRAALADLGRVGDATAARGALRLTAQLDALEPCVTFIGQV
KAGKTSLINAMVGWPGLLPEDVNPWTSVVTSLHLAPAPQTLAGEARFRFFDREEWARLVEKGGRLGELASRAGAEDELDK
VRRQVERMREKSQGRLGRRFELLLGQEHRYSAFDLGLVERYVCLGDDFADDEHGADARFEAAGRFADITKSADLQVDHAA
MPLRLCLRDTPGVNDTFLMREQITIGAIRDSRLCVLVLSAHQALSSVDMALIRLIATVKARDVVIFVNRIDELSDPVPQV
AEIRAAIRATLQAQNGPVDAPILFGSAIWAAHALGGTLPALPEDSRRALQRLARERFAGGEDPQTQLRGVWDMSGLPALY
RTLAERLNEGAGREALDRIARSTANLARSIGAAQGTALPAGARPTVGRAELEARIMALSHRAEEALVRVIDREQTEFRTR
LERSHRSFLDRATAALIAHLETEGEDTVWTYEPTGLRMLLRTACQLFGTRMQAAARSVLDELARDVAAVYRNALGLDVAF
TVEAPDPPRIGPPVDIACTIALDVKGSWWRRWWTRRRGHGAFAADFHAMIRDDTLPILDALRHDHAERVRADLMATLAGF
IEDQREIVEALTCKDEVAPDALDVALRRKARQDRLQAIESAMTTMLKEAA
>OLS46810.1 hypothetical protein BV509_19300 [Rhodovulum sulfidophilum]AB26
MAAHPDLADLPPGARPCLALMGEFSAGKSTLIHLLIGQSPLPVKVTATQLPPVRLSYGSAPAWREDRFGRIEPVEMADLP
RLSPAETRLIQIHAEAEILKLCDLIDMPGISDPNMGSEVWESAISLADGVIWCSHATQAWRQSEAAVWDMFADRLGETSL
LLLTRFDKLVTDRDRTRVLRRVRRETEGLFADVCPIALTDALDAQDDPARWAASGAGEFGRALLQVLRRLGATANDHEAP
VVLDPDWRIGGAGMPVRPRRVQIDESRSRSPRPVRAQRPGASPPAA
>OLS46811.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB26
MSAMLLIEQALNGLQYGIMLFLMAAGLTLVFGVMGLINLAHGSLYMLGAFACAAVAAATGSFWLGLAASLAAAAAAGALI
ELSVIRRLYARDHLDQVLATFALILILSEGTRWLFGSFPLYLDIPAALSGPVRLPGGIDYPLYRLALIGFGLAVAAGLFM
LIGRTRLGIRIRAGEADREMIAALGVDISRLYTLVFALGAALAGLAGALVGALQSVQVGMGEPVLILAFVVIVIGGIGSI
RGALFGALLVGMTDTLGRALLPVAFATVLPPAEAGSVGAALASMLIYILMAGVLVIRPGGLFGRA
>OLS46812.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB26
MLEALQADHMPDLGHVDMVGLLLDPRLGKRALVSSFGTESAVLLHYVTRIFPRIPVLFIETGRHFAETLAYRDQLARRLD
LNLVDVRPDPATVAAEDPHHRLAHEDPNMCCLLRKTFPLADALDGFDTWISGRKRFQASTRAALPAIERDGAHLKVNPLV
FWTQADIAAYFTAHRLPRHPLEAAGFRSIGCEPCTRAVRPDEDARAGRWADNPEKTECGIHLGPDGRFVRRRPV
>OLS46813.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB26
MFFPVFLALAAPASAQPPRVVTDIPPVQSLVAAVMGDLGRPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPQLTPW
LDRALKGLGPDAQAVALIEAPGTYRRSYGTPDGHDHDHEGEADAEDQHHGAAAPDADHDADDHAAEEEHHHHEGTDPHAW
LDPENARVWVLRISGALAEADPENTAIYQANARSALDRIATTEAEARQVLAPVGDRPIMVFHDAYGYFAEHFGLSVAGSI
AMGDAADPGAARLTGLRDELRADGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTIA
DCVTGSDG
>OLS46814.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB26
MEWHDEGVVLSARPHGESSAIVELFTPGHGRHLGVVRGGTGRKLAPVLQPGAQLSAVWKARLEDHLGAYTVEPLRSRLGH
VLGDAAALAGLDAVTALLAFALPERAPHPGLYARSVALLDLLGAPGPWPLAYLRWELALLEETGFGLDLSRCAVTGDRDD
LVYVSPRTGRAVSTAGAGDWADRLLPLPPCLLGQAPVRDGDIADGLRLTGHFLGTWLAPALGDRPLPGARARLVRLMARV
G
>OLS46815.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB26
MIDVEDLISLVHNYNPRTDEDLIRRAYAYGREMHAGQLRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTIEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPPEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQQITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQTEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGKRVEV
QIRTRQMHEVAESGVAAHWSYRDGVRASNPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFSPKGDVVKLP
RGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREEDRER
YIKLGRELARVAFEHLGKKATDKALRTAAKTFGLSSSAELLARLGSAELRAQDVVEALYPELANTTGDEIDATRAVIGLS
PDESFTRAPCCQPVPGERIVGITYRGRGVIVHAIDCPVLEKFEEQPDRWVDLHWHSGKHPAVHNVGFLLTIRNDAGVLGR
ICTLIGEQKANISDLEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAEIERYRNPERAM
>OLS46816.1 hypothetical protein BV509_19775 [Rhodovulum sulfidophilum]AB26
MIIEATPLGVRAALKEMRARFGSSITADGTLGMAETVLAEVLNNIVEHAYARDRDGPIELRLAREGVWLQVDVRDYGRPM
PGESLPDGSMPGPDILADDAPEGGFGWFLIRAFARNLDYTRQANQNRLTFSVPLCEEP
>OLS46817.1 sensory protein TspO [Rhodovulum sulfidophilum]AB26
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPNWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWLSVLAMAISFWRVDMVAGLLIAPYVVWTSYAWALNFSIWRRNRGAAQPAGA
>OLS46818.1 phytoene synthase [Rhodovulum sulfidophilum]AB26
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPALALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYDYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRVYLPLQWMTEVGLDVDEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGLAELPFSCRPGIFAARH
IYAAIGREVRRADYDNITRRAYTSKGQKLGWLIWSAAQAMVASVMPRSAVLYGKPLSECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERARRGATLEQYRREAI
>OLS46819.1 magnesium chelatase ATPase subunit D [Rhodovulum sulfidophilum]AB26
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGILAEPAILVLPMAERTQPGLAARLAGAMDQGTGHCLIAMDEGAEPQETLPTALTDRLALHLDLDALPWGQTERIAMDT
DALAAARARLPGVRAGDKVLEDLTVLAVRLGIDSLRAPMLALKAAKALAALAGNDAVDQDDLTAAVQLVLAPRATQFPEE
PAEDDQPPQDDPPPPDPEQGDRDQNEGEAQSLDDLPLQDILLEAAKATLPADLLANLAAKKAQRAGGGISGAGAKRKGNR
RGRPIPARRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTRLA
EAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMTPT
VALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALADTLGAPYIPLPRADANRLSTAVS
AALDA
>OLS46820.1 hypothetical protein BV509_19865 [Rhodovulum sulfidophilum]AB26
MATAWFAALAALFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEMTRHVETVATAYLAFLAAIAIWGW
VELAFLTGVVTGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSPNGVGAWTFIILFFARISAKLNLF
LGVPKINIEFLPTPLAHLPSHFKISRLNWLFPFSISALTFAVACFMERLFAVSDPHDKVGFSLLTAITALALLEHWLMVL
PLPDERLWRWMLPERKTRAEEDEMPSNDLSRT
>OLS46821.1 hypothetical protein BV509_19930 [Rhodovulum sulfidophilum]AB26
MLRGDRSIRTGALATLRRHGISATAIVDGYIPAAARELGDRWCRDELSFADVTIGAARLQAMLRELGAANACDMLAASDA
PNIMMIVPHDEFHTLGGMTAANQMRRMGASVCLALGQTEDEILQKAMARQFDLVAISVSCRQKLDSTRRLVNGLRRALGT
GVPIVIGGRVADGAEDVCALTGADAATSDAHEALRLCGMDRRTLAPGAGRSGQDQ
>OLS46822.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB26
MGYFRTALLMAALTAVFMGVGAMIAGSTGAVIALVVAAAMNLMTWWNSDSMVLRMNNARPATGPDGAELQRIVTGLARDA
GMPVPRVYLIDSDQPNAFATGRSPDNAAVAATTGLLARLSPEEIAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGGGIVATIAMALLAPMAAGLIQMAISRSREYEADRIGAEICGQPLWLASALTRIEALAQRIDNVAAERNPA
TAHMFIINPLHGEGRDKLFSTHPSTANRVAALRQMAGSAMPATAPRPRPTIRRAPRGPWG
>OLS46823.1 ligand-gated channel [Rhodovulum sulfidophilum]AB26
MALAWPAAAQDSFSLDPVTLGQSKREVRTDTAISETVVDEEEIEDRQATTIAELVDSVPGVSLINGTTPQGSGINIRGFG
ATSSYGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKEVTVIRGTAGTFEYGSGIIGGLIRLDTKDASDFTGGEPGF
KLRQTLQYGTNGDAWASSTILAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGDEGFDLPSWMLKGKYTFGEAREHSVKLS
YSDTSSDEKDVPYDTFGTTTDMFGNVDRKTRSKTAILEYAFDPAGNDLINLTATLSYAEQKIDQDYVPGSSSCEGGACGF
PFPPGGFPTTNADHRYETTKLTVKNQALFATGQLGHDLRTGVEYVRKERLDANSAPGGTDKRWALFAVDDMSFGGLTLTP
ALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSEKARTYELGVSYDRGTV
FAEGDDLALKATAYHTTVWDITSYTTDAMVPITDARMKGLELEAAYSLPSGHYVDFNANIARGENTTPGIRDDWEGTPAD
DLRVTLGKRWGETLDLSWEVAHAAEMNRSDKPSDSSTVHNLRATWRPQEGLFKGTEIRAGIENAFDLDYTPHLATRPAPG
RTFKLTLARTF
>OLS46824.1 chemotaxis protein CheR [Rhodovulum sulfidophilum]AB26
MDDSSFSRIATLVNRQTGIRLPPSKRLMVEARLRRRVRACGQPNLAAYCRFLFQEGGLDREALHLIDVVTTNKTDFFRES
DHFRFLAGPGLDAMLGRAGGGRRSRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGTDISTAVLAHAKMAIYPT
AFAAPVPEGLRHRYFMEARDPVRQEVRVVPELRARVSFARLNLMDTRYAVDSDFDAIFLRNVLIYFERDVQIAVVGRLIR
HIRPGGFLFLGHSESGIAAELPLRQLAPATFQVE
>OLS46825.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB26
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLALIGLSFRGFPETRARTAEALAVAKRQPKGRLGRVLKRALIAAQYNWSRRY
FARHPDRIAVCWNGLTGSRRAFMEGARDAGAGRIFAELAPFPGRVTLDPVGVNARNGVPREPRFYLDWAAEDPSRQGEDW
RALGQGLVARASRRADVGQGGAGALDGAGPFLFCPLQVPNDSQITLFAGWVRSVEGMIAALARASAALPEGWHIRIKEHP
SARTSLAAPLAEAMAQAGGRLMIDNATDSFAQLAASRGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTVPARDEAAL
AAALRAPADLGFDPALRAAFMTYLDRVYYPKIEEGPDGVRIDPGALARVLAAARP
>OLS46826.1 N-acetylglucosaminyltransferase [Rhodovulum sulfidophilum]AB26
MFSRGQRWRYRLAALAWLGAAVFFWSWWLQPAHDIGGLRFAICSGLLGWLTFLQAYFLAFLLQARRPVGDLAGLEGARVA
MVVTKSPSEPFEILRETLSAMLAQDWPHDTWLADEDPAPETLAWCAAHGVQVSTRRGRADYHRPDWPRRTRCKEGNLAFF
YDSHGYDRYDIVAQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNAADSWSARARLHAEAAFHGVLQAGYSNGWA
PLCIGSHYAVRTRALRQIGGLGPELAEDHSTSMLMNAGGWRGVHAIDAIAIGAGPASFADMLTQEFQWSRSLVTILLRYT
PRYLKDLPLRLRLLFLFTQSIYPAQVAFMATGTLILAAALIFDMRFAGVTYPAFLGHALPTLAVFLAIGTMLRRDGLYRP
AGTPVFSWERMLFPCAQWPWAAWGTLMALRDRIFGGFVDYRITPKGAAAEARLPVRLLAPYLGIAALGLGPVLLLPHVEE
AAGFYLLSLFNGAIYTGLVAAVLVHQLTENGLRLRTRWRDFGLHVAMLALLVGMSAGAVWVRGVQSLHFLTVGLGPFHVT
SAQYVVSGAGQGGRKKLHYVLDFGRDPDLWRP
>OLS46827.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB26
MKSLAALLASAAIATVALAPAALACERTLRSSDTHPEGYPTVEAVQYMGKLLEERTGGALCIEVFHSAQLGEEKDTIEQT
QFGVIDMNRVSLGPFNNMIPETQVPSLPYIFRSVEHMHHVMDGPIGDEILAAFADHDLIGLAFYDAGARSFYNSQHPIQA
MSDLKGMKFRVMQSDLFVDMVDALGANATPMPYGEVYSSIQTGVIDGAENNWPSYDSSGHFEVARHYTLDQHLIVPEVLV
ISKKTWDGLSDEDRQAVRAAAKDSVPHMRELWAAREAESEAKMREAGVEIVTGIDKTPFIEAMVPVYEKYVTSDKLKDMV
TRIQATE
>OLS46828.1 hypothetical protein BV509_20415 [Rhodovulum sulfidophilum]AB26
MPPSHPDFLAAYAKAAGLSEPPLPSARTGSIAAGIAAYLKSDAFLSLSAGTRTRRRIMLDDIRRRYGTGLTRDLRPHHIR
ADLEGRPPHPANNRLKCWRGLCRWWQDAGLAEDDAAGPVRARRAPPTDGHLPWTRDDLAKFRDRWPETTPQRLAFELLFW
TGARMSDAVRLGPGMVDADGWLSYRQSKTGGRVDVPFTASAPDWAEPSDRTHLFSALKAQTDRHAVWMVTTHGRPRSIKA
ASQWFAEAARAAGIDGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYSRRADRRRMLSGTEPEPKSSNSPN
QVPTIVRK
>OLS46829.1 phage repressor protein [Rhodovulum sulfidophilum]AB26
MALQEILDRITEQRARLGLSEGALSLQAGLSRDGIRNWRRRLENGEDAAGATITALAGVARALGVSETWLIHGIGEGPWS
PTIAIAGKVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPTDVVGKRCV
CECEEGLGWVKVIHQGREPGLFDLHSFNDQTPPMYGVRLKWAAPIKLHWPAELARKV
>MCE8417101.1 cytochrome C [Rhodovulum sulfidophilum]AB28
MSHVEAIGAPVRGAEIWIYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMRRAGDDGLTWTLETLDAYLENP
VVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALAGDPAWGEYLSSECTTCHQRDG
SDRGIPSITLWPERKFVLAMHAYKQKLRPHRVMRMMAGRLSDEEIAALAAYFGGLGP
>MCE8417102.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTVQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYRVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MCE8417103.1 hypothetical protein LZ190_00015 [Rhodovulum sulfidophilum]AB28
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MCE8417104.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB28
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFAGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MCE8417105.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB28
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRVASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MCE8417106.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB28
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLARRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKCASPTQALHLELRPGDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTDDPAED
GSPKG
>MCE8417107.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB28
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLSG
>MCE8417108.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB28
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MCE8417109.1 hypothetical protein LZ190_00045 [Rhodovulum sulfidophilum]AB28
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLATCRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MCE8417110.1 hypothetical protein LZ190_00050 [Rhodovulum sulfidophilum]AB28
MDAFSFPVWPEAPRGPFGYFFPAAPEMPGGADIAAVLDDLASAMADPLPAGPGEAGRPAIYACFARVIAADIAECVGLAE
AAAAPDIGRFAPLPRDRVAATLCNRHTGRLALDSLYGGVTPEAPGRAPAALVRLRTDADSPAPPGTAGSGGADRNGRPTE
ACAQPAPGRSGASPFRIVRTKVEAEIGAEIGAGADIEQAPPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAF
AFARDEVRKHFQWLVINDYLCRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAAFGCAETMARPGDDWL
ARLGSGRPLPGGLAVFPRLIDGRVPPPDRRARGANARPDTWFAPDLLRLCEKLPGPNARRRRLAERRLHRGLRLNLPSGQ
GCVAGMARLGVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDS
YCHHLGSDHGRWHPRDGARPAGEPITTVAALIRAAGMRA
>MCE8417111.1 hypothetical protein LZ190_00055 [Rhodovulum sulfidophilum]AB28
MVADKGQAPRPVTVRTLDIPDGAGLGRPVLAGVDADPSVQSLASKPETYRA
>MCE8417112.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MTTLTCISPIDGSVLAEREALSSEAARAAVTRARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGRRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MCE8417113.1 hypothetical protein LZ190_00065 [Rhodovulum sulfidophilum]AB28
MLREEMADVTLDHDTRTAEIERKTFDQAAPGRELTRGYERAQGARTAFLRKPAPGTYGRCGYRLLSQRKTPR
>MCE8417114.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MRHGTNRDAFACDRDGIAPDIGAIDKGLGAGSQPVGAMLRTDCIHDANEAGSGPFPHGHPHMGHPTAAALAVLTRLTGDG
PVLRAQIMGERLEAALRAALGEPPCRRHPQPGPVSRHRAAQGPRRPPPFPPGRRAHARITAAAFEAGLLCHPMGGTIDGR
QGHQVLLAPSLTPDGTHALEITDKLQFAVAALR
>MCE8417115.1 hypothetical protein LZ190_00075 [Rhodovulum sulfidophilum]AB28
MIETSHIAPCVAYICRAEGEAARGQRMTGELETGTERPGSETMLDAAPGAVPAVPGYFRRTREICDCHGGLPILDKRICG
MGRTETPSPAIGTASPPTSAP
>MCE8417116.1 hypothetical protein LZ190_00080 [Rhodovulum sulfidophilum]AB28
MTEAIRARLDRVAYAHTGFLTSEPAGPLADLLIAHAPKGIARVCSVSGGAKAMKRH
>MCE8417117.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPAAFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPDRLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MCE8417118.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB28
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSEAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MCE8417119.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB28
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MCE8417120.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDRSVYVVRPSS
>MCE8417121.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTADDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MCE8417122.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLAAFLLSDRASFVTGS
YHLADGGFTAQ
>MCE8417123.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB28
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELGVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MCE8417124.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB28
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVAAVLDNARRALPGLSDRPLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
EQAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVADQAGAQSGGRSLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVETHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELDRRMAEIARAHAGLPRPAGVGRSVGQ
KPL
>MCE8417125.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB28
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPTMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MCE8417126.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHPDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MCE8417127.1 EF-hand domain-containing protein [Rhodovulum sulfidophilum]AB28
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGDGMLS
PEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMMGQMGPGMGGACGGGPGGMGPRGAMQGQGPM
GGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADGDGSLSQDE
FEAAIRTFRGMMRQQGPAAQR
>MCE8417128.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB28
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPSDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MCE8417129.1 hypothetical protein LZ190_00145 [Rhodovulum sulfidophilum]AB28
MKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRGARMRRGVPALLLAAIGGWPALAGVAAAGVFG
LWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MCE8417130.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB28
MADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>MCE8417131.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB28
MDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLIVVTAGRA
PETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARAW
RAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALD
LGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETGRSFALMI
LDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERRPVALPGG
AGEIPVTISVGVAIGDGRAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MCE8417132.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB28
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MCE8417133.1 HAD hydrolase-like protein [Rhodovulum sulfidophilum]AB28
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVRRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MCE8417134.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]AB28
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFNRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRHWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGGEAMERQLAALKGAASRADFELARRGRALADDRNSLAMTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>MCE8417135.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MCE8417136.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB28
MKMPPDMPGHEVGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVTLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGSGDTTL
>MCE8417137.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIEEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQNHQELLAARNQLLGLASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MCE8417138.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MCE8417139.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MCE8417140.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB28
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSTEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MCE8417141.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB28
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPALEAALAEAR
AFAPEAVVALGGGAVIDLGKALAALLPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGDDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDPAAVAAEAGASSSMKGNSVPLSAATLAEVLAEA
>MCE8417142.1 hypothetical protein LZ190_00210 [Rhodovulum sulfidophilum]AB28
MLGLVLVGMAVAYPSAVIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSTG
>MCE8417143.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB28
MLKTTGLTLHYGGSQILHGIDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIARPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MCE8417144.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB28
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MCE8417145.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB28
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVETYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTRPTRHGADLGPDD
GSFRDREAGE
>MCE8417146.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAARRGRGVGAALLAAIRTEAKRRGYRALWLETGTSAPFAAARALYQRQGFEPCGPFGDYRIDPHSAFYTKRLAPQEASL
>MCE8417147.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB28
MRLFSVLFVCLLVVTVVFAGPALAQSGPAVPGQGQPSQIQNILQENRSLIEKSSRRTIGPAIAALRDSGLPAARNVLEKW
QDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTANRQDLDQLKPNSGVRALIGAALVPYQLTDPDPAVRSGALDA
ISRNGEAAHLGALRGAIASETDPGLKARKERLERLLTIAYDPDPSARIAAIESFAGDLGVDVRAALNPLVATTRAVTTGA
PPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALADHIEDGAVAGIPLEALNSDKARERAYAALAARG
IVPPTATTEQVQAALDGHGFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITFGVMG
VINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQQLAR
NIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDPDRIN
MLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAAQTYM
ILFIILFIQIRPRGIVALRGRAAGD
>MCE8417148.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MCE8417149.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB28
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MCE8417150.1 urease subunit gamma [Rhodovulum sulfidophilum]AB28
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MCE8417151.1 urease subunit beta [Rhodovulum sulfidophilum]AB28
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MCE8417152.1 hypothetical protein LZ190_00260 [Rhodovulum sulfidophilum]AB28
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGEE
EAEPSNVSALSPTRPEPPAEPSVKAAAETAADPVADTATETVAEPAVDTPARTSGQPSVVAAAPAPSNAPVGSPPVTAPN
RASEASPAPGSEPEPEPAMAAAAPAAATASGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>MCE8417153.1 lysozyme inhibitor LprI family protein [Rhodovulum sulfidophilum]AB28
MRHLEVTLAALLACGVPGTALAACPGNTQLEINDCAASAYREADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRDA
ACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MCE8417154.1 urease subunit alpha [Rhodovulum sulfidophilum]AB28
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGDGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MCE8417155.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB28
MATPFMTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MCE8417156.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB28
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEACPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALSETLDDLAGTTFLADIASMTHETQYSRLFRT
>MCE8417157.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB28
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MCE8417158.1 ModD protein [Rhodovulum sulfidophilum]AB28
MQPLDDATLLGLLKEDAPYGDLTTRSLGFGPAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATSAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGTEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVAVTLAPA
>MCE8417159.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MPALRLERIGNAVLGPLDLELAAGEAVAVLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCSPSTTRPSLAF
>MCE8417160.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALTLALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MCE8417161.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRLSIAFAPILGLGLSAAAPAETLHVYSGAGLRPAVEPLAEAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAASKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPKCYTAEEITAGLLDSAEEPDLATAFIALLASPEGRAAFE
AAGFGAE
>MCE8417162.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MCE8417163.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MCE8417164.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAENAAARAYLDFLKSPE
ALAIIGKYGYGTED
>MCE8417165.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB28
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MCE8417166.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQGGCGQPSGAGAPDLLALTLCGGVAAERYWRP
ALVVARAARRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCALWK
>MCE8417167.1 hypothetical protein LZ190_00345 [Rhodovulum sulfidophilum]AB28
MDPSSPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWARARWPEAPLALAGHSLGGFAIGHLGAELGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLADARAYFNAAPDGRFFGALPGQNHCPSGSDVAAMLD
VALAALGA
>MCE8417168.1 glycoside hydrolase family 15 protein [Rhodovulum sulfidophilum]AB28
MPDPARIEARRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAMA
AEPGAAAFWRQAVVDHIRFSLAISDPNRRGPSVNPLKATATGAFCPYLRPDAELAALGGPAWLAEPRCAADGGPDLERWG
RPQFDGPALRAAALIRLGELMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARHLGR
ADLAEAAATLEGLIAGGADPVTGGWRESLEAAPGMLDAATVLALVQARRMDGPFALTAPRSRATMAALETLFAGLYPLNR
GRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPSSCL
GLTWSAAAYLAAAAARDQALASR
>MCE8417169.1 hypothetical protein LZ190_00355 [Rhodovulum sulfidophilum]AB28
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWHPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALYDAVNWAA
HLRADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKAHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFAYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFAAPYLDASA
>MCE8417170.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLVEGWLRGRAGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLEAPEAGLA
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLAPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSA
TEARPGERVSLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MCE8417171.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MCE8417172.1 di-heme-cytochrome C peroxidase [Rhodovulum sulfidophilum]AB28
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQTDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDEAVFDAFADK
LAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNAL
GAEAPASDLLGASVIGAIIQHAAGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAAPCAYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MCE8417173.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MARGEEIAAENRLGPQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIALSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPHRAPEG
>MCE8417174.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB28
MTAGRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEAGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPKGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGQVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLGGIGADLSPDAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>MCE8417175.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB28
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MCE8417176.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB28
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MCE8417177.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTL
SQTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYN
VIAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVG
PDTEYEGKELSQDAVLWIRAFDLK
>MCE8417178.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB28
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MCE8417179.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB28
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAVGTGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LAAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYILGIFGLGFYVAARRRMKG
>MCE8417180.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB28
MSEILTAGRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGVPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMILAELAHALV
>MCE8417181.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPLFEIDGLVFGYPGRPAILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGHIQAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MCE8417182.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB28
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEDASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVSMLDGGCAFQSLAPEGLRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MCE8417183.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB28
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPAHTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
PENA
>MCE8417184.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB28
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFSYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAAATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALASVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MCE8417185.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB28
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MCE8417186.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB28
MDGKAVRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRAATPTRSAH
SLAHRGTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MCE8417187.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]AB28
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFAGGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVAEFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARDMDLEGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERARRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MCE8417188.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB28
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAASACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPPRRVFLAVGRMHLEAFAARPQHRYLLRLVDRPN
APLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MCE8417189.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB28
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGAQP
LVYTPRSAPE
>MCE8417190.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB28
MTMATVYGLGLGPGDPDLMTVRADRLLRSARHVAFFRKAGCEGKARSIVADLIPAGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MCE8417191.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB28
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEILCTLQAEGIATRAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MCE8417192.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB28
IYAQGIRDRVAGAQAFVHAQDLPETDLLLAVDYARHEAGFAAAQDVTGSAAGGRAALYHLDNTDPARPRTRTLTEEIARV
VRARATHPAWLAGMQRHGFRGAAEIAATLDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFA
ALARDGLWQTRRNSIAAALTDLETPNAS
>MCE8417193.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB28
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MCE8417194.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB28
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MCE8417195.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MCE8417196.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB28
MVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQMRLAAGRMLV
VYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRGTGSMEGRVR
TVLTPSDKP
>MCE8417197.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB28
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIETDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MCE8417198.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB28
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MCE8417199.1 ribonuclease D [Rhodovulum sulfidophilum]AB28
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MCE8417200.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB28
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MCE8417201.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB28
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MCE8417202.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MCE8417203.1 GFA family protein [Rhodovulum sulfidophilum]AB28
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MCE8417204.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB28
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPENVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGSQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MCE8417205.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB28
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MCE8417206.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB28
MARRGALAVLALVALVLIAPSLVNPPTTPTMMSERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRG
ALEAGGRYGASTISQQTVKNVYLWQGRSWPRKAFEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPP
SKLSRSQAARLAVLLPNPKDRDPNHLSPTLLRRADQVEEGAATILADGRSDCFDH
>MCE8417207.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB28
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MCE8417208.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB28
MGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDPLAALDRPDRAAISVYA
QNRDYHDVLKKRLKRIGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRNLGNWFFLGVIFTTVELPA
DAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPALRPLLGNRIYGCDDCLGSCPWNKFAVAATET
KYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGTVARLAEDADPVVAEAARWAV
ARLSRG
>MCE8417209.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDVVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MCE8417210.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB28
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEQIDAA
KAEVMKANGLSDCYVRPLAWRGSGPEMGVAAAQNPVRMAIAAWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEAFVRA
>MCE8417211.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGS
>MCE8417212.1 response regulator [Rhodovulum sulfidophilum]AB28
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MCE8417213.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB28
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVKAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDTVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDGYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAANNVLNLPLAPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MCE8417214.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB28
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MCE8417215.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB28
MFQSSLKSAAERIETRLTEALAGAAYQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MCE8417216.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB28
MNNRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MCE8417217.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGERLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLSHPDYRAGLAALLETERAAMIR
>MCE8417218.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB28
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MCE8417219.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB28
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MCE8417220.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB28
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHAGKK
AAIGTLAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPAQDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPDL
>MCE8417221.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB28
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>MCE8417222.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRKAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MCE8417223.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGQLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MCE8417224.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MCE8417225.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDTDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPKRLRELRRKFQLVLQDPYGCLPPQSPIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFERCRAENPALRARGGHALAACFLNPEPDIALPENALPETATETPHA
>MCE8417226.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB28
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDAKMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MCE8417227.1 phosphotransferase [Rhodovulum sulfidophilum]AB28
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMRAGFDLDAAMTLARQAGEAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEAPVLAGTMAALKALHATPALSNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYEVGTLLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMVLNHPGFEQKIRLAGGAA
>MCE8417228.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB28
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MCE8417229.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB28
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTQLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLADAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MCE8417230.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB28
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRVGHALVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTANPVPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPA
GVLAP
>MCE8417231.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB28
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLVITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPREIPTAPVEADAVPSPIPVP
>MCE8417232.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>MCE8417233.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB28
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFVEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MCE8417234.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB28
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MCE8417235.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYTFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLKLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKTGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQALYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MCE8417236.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MCE8417237.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDSGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGASAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPALGIWAVPALLGGLIWWRVTDPRASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAIFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MCE8417238.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MACYEVKGRRNYYMEFGQGRPILLLHGISNSGRAWGPQIPELVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
ARLGIETLDVVGLSLGGMVALELALRHPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAERAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISSADSPDDFTACLLRFLSSQPE
>MCE8417239.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB28
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVLAIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMIGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQVPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MCE8417240.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MPGAPEARQGGPPPGAGNGGPFLVSLFTRGQRWRYGLAALAWLGAAVFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWSRDWAHDTWLADEDPAPETLAWCAAHGVQ
VSTRKGRADYHRPDWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
ADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
AMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHIVSGAGQGGRKRLHYVLDFGRSSGARRP
>MCE8417241.1 beta-mannosidase [Rhodovulum sulfidophilum]AB28
MRPDPAIAAPRLAALSLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDADAYAR
ARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDPETYKA
AYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARAAAFGKPV
VVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MCE8417242.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB28
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALSDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSAAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEEAPDGVHIDAAALARILAAARS
>MCE8417243.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB28
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MCE8417244.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVSVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEVEARSMLAITVTAAEGPAEGSTAGKVTVGYTVNTAR
WMPVYDIRLDRAESRVMIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPLLRRISDPAEEAEAPVVRGDMMRLA
PARGAIAAAAPPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEF
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRIVQDRNEGDRGVLTKSNERSEAVRIAVENLTDETWP
LRLLDRVPYSEQEDLKISWRADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MCE8417245.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB28
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MCE8417246.1 hypothetical protein LZ190_00745 [Rhodovulum sulfidophilum]AB28
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMIS
LSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MCE8417247.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB28
MCPRFADPAAPSRPLFVVDEAALETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLETEALGLLLAGYRFDRYRAQSGAPRASFKAPAGADAARLEAMAAGEVLTRDLINTPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGMSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MCE8417248.1 C40 family peptidase [Rhodovulum sulfidophilum]AB28
MSGPAGRDRRETPANDRVAAARLRGVIEAPRYAEPECWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAAGGPAVTHRVAVPASHAYRAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALLEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAVARIEAQGEGRPTAHRRMPVGAD
>MCE8417249.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MCE8417250.1 cytochrome c [Rhodovulum sulfidophilum]AB28
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MCE8417251.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB28
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MCE8417252.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MQDAATCPHSAWIGELPGGLRRRFEPGMAIARPGDVDGYGEGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MCE8417253.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB28
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAEDPFGMPSAVGDLILGAITMLFLFMMVAYGLKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPTLAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGVMPLALTAAAVAVALLAALL
VSARWLLAAGVSPLWGALSFPMAAFASLMLALAAALDGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MCE8417254.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB28
MKAAIGALTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTGGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIVGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGNWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MCE8417255.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MAIHAPVLEDDSPLSRLDHGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVIMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLSAPVAVPLVVSAADQAATEATHVSGADD
>MCE8417256.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDAEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MCE8417257.1 hypothetical protein LZ190_00800 [Rhodovulum sulfidophilum]AB28
MQVGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGSERLRYANEGAARENIAAFLRALGAEARAGGVAGVS
>MCE8417258.1 hypothetical protein LZ190_00805 [Rhodovulum sulfidophilum]AB28
MPMIRPFGPLALCAVLAACAHAADETAMIPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKAALRSALLL
SGALSASGRYVLSAEI
>MCE8417259.1 hypothetical protein LZ190_00810 [Rhodovulum sulfidophilum]AB28
MPRSMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVANPLWTAEFSEPGFRSDLASS
LTRAGIMTPGGTNRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAVRGIDRLRIASENAA
KDNIALLLRALGASAEGAQTGGPF
>MCE8417260.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB28
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLEGITAGTLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRVEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTAGGGTIRARVPTEPGDKGRKVRVGIRPEDMAATDGADYAFEGRVEILEALGEVTQLYFERE
APEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MCE8417261.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPALPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSLAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKERGWRV
>MCE8417262.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB28
MAGHGGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPGAAVERHGRVILRG
NVFDSEDSAGPGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MCE8417263.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRVRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILMLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MCE8417264.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLWPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVNHEIPFNDPAVVGAIEDYGWFARNDAYVEGGAQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKAPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MCE8417265.1 GH1 family beta-glucosidase [Rhodovulum sulfidophilum]AB28
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEEARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTADLPLYVTENGMAAPDAIVMGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MCE8417266.1 glucokinase [Rhodovulum sulfidophilum]AB28
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVMDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVTDAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWASAGAGQPGATDARAVMAALDSDPAAGRALATFVGLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGAFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MCE8417267.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB28
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MCE8417268.1 hypothetical protein LZ190_00855 [Rhodovulum sulfidophilum]AB28
MNADPNRRGSAAVGYLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>MCE8417269.1 peptidase [Rhodovulum sulfidophilum]AB28
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAKGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>MCE8417270.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB28
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MCE8417271.1 bacterioferritin [Rhodovulum sulfidophilum]AB28
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MCE8417272.1 c-type cytochrome [Rhodovulum sulfidophilum]AB28
MGSAAVAGPLTQAVTGPGLPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLSAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVPLSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPKGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGAGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAATARDRVATMPASD
RAALIRFLESL
>MCE8417273.1 imelysin family protein [Rhodovulum sulfidophilum]AB28
MIRRTVLAFALALGATPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLA
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALAAAILADWRDDYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
RASLGPALGVAAGFNSRDGD
>MCE8417274.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB28
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGAAPVWLDAPGAEQAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTTQQARAFDNHLVTVGAA
>MCE8417275.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MKLRRMTAEELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLREDLGTLIAMEAEATGFEKRA
FLSAWASDTETRRTLVCRAAGEVAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>MCE8417276.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPR
TARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQA
MCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>MCE8417277.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MRTELDLELVALTKRYGETVAVDGIQHLFRGSTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRKRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAASGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MCE8417278.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB28
MTKATRTGLSRRRLLTGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MCE8417279.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLTIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MCE8417280.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARRGSDAGQGMV
>MCE8417281.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB28
MTVIVINPNSTTAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MCE8417282.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]AB28
MSSLAALARASGILPGYRDLTGTERPTAPETAQALLAAMGLAAATEAEAAASLDALEAARAARHLPDWLVLDEGRAPALD
VPAAWRIELETGGVIEGRAEDPLPALPLGIHRLSVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGL
DAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCAAPAVADFAAANGDAVAFHAWLQFLAETQLGAIR
EAAAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAM
FDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRRLGHIPTERAEALAAERAGQAQALGVRIGGGGVDALHAALAAS
PARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>MCE8417283.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB28
MTSSHMLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYG
YRISGPYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPP
ATPMAETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAF
FAPDPRYMETGDISEFQRMVARLHAAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLN
TGHPMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFP
PPFSEWNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNR
DGHSANFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEA
FLDFTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRADWEDPDLRLLAVEIRTASGTPRYAALEYAI
FAVFNAGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFEMPAEAVAVFVLEEEPPV
>MCE8417284.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB28
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MCE8417285.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB28
METRYSRLASRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAGNAASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRAESPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MCE8417286.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB28
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAADLFAG
PVPGKAPYVLRARDGSGNCWEFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVMDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MCE8417287.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB28
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRERVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MCE8417288.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIVPLRGRPGFKLLRHDVTQPMDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAESLSPAPD
ACPVLPAIPAAPLDIGLALG
>MCE8417289.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPADPPIRRSTLSTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRHDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGHPLEQTLALSAALRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSAMRRSREIIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGIEAARRIRAAEGPPPRIVAMTAHALPEDLARFQAAGMEDVALKPVSRGRLSELL
GEVPGTATQCKTAPAAMVPEPEHGAPADKPHRAAS
>MCE8417290.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB28
MCGGESRENAAGSGRGQADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHVIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDESSRNSG
>MCE8417291.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNAPGHRPNRNAA
>MCE8417292.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSEPVLSLDAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFSRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MCE8417293.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MCE8417294.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB28
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADGACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MCE8417295.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB28
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGERASNEDRD
>MCE8417296.1 DnaA/Hda family protein [Rhodovulum sulfidophilum]AB28
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MCE8417297.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB28
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MCE8417298.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB28
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSAPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFTSLAKALGVETSVRVRRR
>MCE8417299.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB28
MRHRLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MCE8417300.1 endonuclease [Rhodovulum sulfidophilum]AB28
MRIATYNVEWFNALFDDEGQLLDDEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MCE8417301.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB28
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MCE8417302.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB28
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKIWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MCE8417303.1 histidine kinase [Rhodovulum sulfidophilum]AB28
MRRLHLRWQIVLCVGLMQLAALALAALVLSHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRDLVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGELTTRLPEVATPDFRPLVARFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMGAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGRGLTAMRDRVSALGGTLELGRRPGGGSRLSAILPLTRNTSPQSEPEPAG
>MCE8417304.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB28
MTIARRPLLMGLVASAVSACNMGAPRPVANAGFEAWCRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWRPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRADGRPLPRAGATAILAPAGREGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLASGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MCE8417305.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB28
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWAEGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYTSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MCE8417306.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTPASRGMDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSE
RPTALIFQNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLEMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAV
LLLDEPLSALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGTADDIYDRPANAFVATFV
GEMNRLPGRIEQAGGATARIATAGGSFLAQNPGGLGMGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLI
VETPAGALTVQQVNAGAGSLPEGPLRLGFSEVAGVILPEGETADDAA
>MCE8417307.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MCE8417308.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGQHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MCE8417309.1 hypothetical protein LZ190_01060 [Rhodovulum sulfidophilum]AB28
MKPVASREAIDGVQQMHRALHMALDALENRNEPERAAEILRQIDVAMVDWIEAARFMR
>MCE8417310.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB28
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMNLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVARGLDDPMAVIGAFLRQLRGQGADAEELAAIAATLDGLRGGEEGA
>MCE8417311.1 SMC family ATPase [Rhodovulum sulfidophilum]AB28
MRPVRLTLQAFGPFPGREVVDFRAAVASGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGDRRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAETAATREAVASRAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGGTDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATDAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALREVLAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MCE8417312.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB28
MMQTASETHREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRGVSGIAPTGVPPG
IAAILNQGDRVLALAVNAISGLARLPNTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPAALFALGGLPVAARFRRDERP
RNGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEI
VVFGFGSDRLIGLAVDVISRIATLRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVS
PKPAAHTSAPTRPAAAAMSARPSGIGAEPVPETIPASAPGTPSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEA
VIRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPIERRIGFQVSSVDGIEPANWR
ALNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MCE8417313.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHGAGFS
IVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQGVAHAGVGEAAAATLARLA
EELGQAAGPDGQ
>MCE8417314.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB28
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MCE8417315.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB28
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGATSGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MCE8417316.1 hypothetical protein LZ190_01100 [Rhodovulum sulfidophilum]AB28
MRAPRPFRHPAILPVLAALMILLPQLALPQNQGQNQRQNQGQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVV
EIFANTRTGTWTVTGTFAHGLTCLIASGEAYDPVAEPPGQAL
>MCE8417317.1 CoA ester lyase [Rhodovulum sulfidophilum]AB28
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MCE8417318.1 NnrU family protein [Rhodovulum sulfidophilum]AB28
MFLLILGVVLWSFAHLFKRLFPGIRAMLDDRLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MCE8417319.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB28
MQAYRLLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYTPDLKLGEL
>MCE8417320.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB28
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MCE8417321.1 hypothetical protein LZ190_01125 [Rhodovulum sulfidophilum]AB28
MGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAARPLDDATAVITHVSFGVF
DLPVLETWEVEASDGRVIPLTVLRGGSGHADLAFDGKEYRLGVGKFLSYESGADLCRLLLVRKVDGGGYRLRWRCIPDHR
DQL
>MCE8417322.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB28
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MCE8417323.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB28
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MCE8417324.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB28
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MCE8417325.1 hypothetical protein LZ190_01145 [Rhodovulum sulfidophilum]AB28
MIVGTMATYPPRQRSMLATVARIAPQLDVLNVVLNEYASVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPETYVKDSVAAMQALGPGRLVGGYCGAVYRKPQMRQKTLSGLNRYRKELFRRRGEVRDSLKLDAGFRQAIVADELG
TGVMISMPEHLPDFESVRSAQKFIDVRMARWCFEKGITQVCLPRPTGYLRALEHEESIYTGFTAKRHAAVTREIQEYALK
NPRAGRPFEEGR
>MCE8417326.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MTRDIRLCLPCPDPRPGKIWGDWFFAQSLARALERAGRGVRLATAKRRSGGVWMRAVPQRWPWQDEIDLVIRGGKAWPKL
GRRPLFIWLISRPDSLTDREISEAEHIFVASELYMAELERRGARAVSFLPQCTDPDLFSPDRAEKTLASEILFVGNRRKS
FPRAVVERALATGRSLSVWGRGWHDALPPGTLRGVEIPNAELGRHYASAGVVLNDHHPDMLAHGFVSNRVYDVLASGRPV
LTEDMPGLPEDLRPAVFAYSDGTFAERLGTALDDDRQDRSEIAAHVRSRHGFDNRVRSILEVIGHA
>MCE8417327.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB28
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MCE8417328.1 hypothetical protein LZ190_01160 [Rhodovulum sulfidophilum]AB28
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVTAGVALTWTADIFAIIAYASRAFALYYALEAGIAALAARRARQGGRAAGFAGLAVLGLAIALLGRPVE
>MCE8417329.1 urea carboxylase-associated family protein [Rhodovulum sulfidophilum]AB28
MPTEPRPEPADAAERRAAAPVVCYPPESLPAPPMALYDGLRAGMARVAQLEIPARDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGHRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEAHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLDVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MCE8417330.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB28
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPLCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>MCE8417331.1 protein meaA [Rhodovulum sulfidophilum]AB28
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>MCE8417332.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB28
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MCE8417333.1 hypothetical protein LZ190_01185 [Rhodovulum sulfidophilum]AB28
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MCE8417334.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MRGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MCE8417335.1 autoinducer synthase [Rhodovulum sulfidophilum]AB28
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MCE8417336.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MCE8417337.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRVDLLDEIAAGREAALALPADVTDAAAVEAAFDAFIGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLGVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MCE8417338.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB28
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MCE8417339.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB28
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MCE8417340.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANFSFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MCE8417341.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MAGAELSGADAAVPALELQGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALGQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AKLAERMVGRQVLLRTDKSPARPGRIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIQPA
TGDIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDCAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>MCE8417342.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTKMQKAMAATTALALTAGHALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVAVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGTEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MCE8417343.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTPAVLAALHARCFTTPRPWSATEFEALLATPGTFLCGDAQAVALGRVAAGEAELLTIAVAPECQRIGLGRARLAEFEAG
ARARAAQEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>MCE8417344.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB28
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VATARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRGLAYVQPLRAGKLGAARMIDPEGPAPLAEIGADGIAHV
TGFAAQRLGTAFGTGWHEAVPAEIAPAIAREAAALLGGGEVQPRPAPLYVRPADAAPPADPPPAILP
>MCE8417345.1 NifU family protein [Rhodovulum sulfidophilum]AB28
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MCE8417346.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPIPVTIVPGGLSKERLEAVC
>MCE8417347.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB28
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MCE8417348.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMGNHPLDLDALLAEAG
PQADTEFTEPTQA
>MCE8417349.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB28
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADAIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MCE8417350.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB28
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLTGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MCE8417351.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB28
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAATKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGVVSYFGLGHLLGAFRLSEFRRAMRRQR
>MCE8417352.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB28
MDQDIGSKALRDAVVQYLSEARQKGRSAIAAAFSDRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAV
FSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAESVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLG
GYMPLAKTLDSALWDDLFKGTAAEFIEAKLAERSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQL
VKLGFFTRDEFTGFVEAERFLWAVRCHLHLIANRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLT
RIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANL
RLIDDDVRNAPEAQRIFLDLLLKHGNPERSLRRMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIER
GELIEELPIASRILKDGVNRRVLYVALLLHDIGKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQ
KRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRA
LREALSGWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGA
LALVGANVVDARTYTTKDGYATAAFWIQDGDGSPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSI
TFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREA
IVKGTERANK
>MCE8417353.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
RKARGSGASAIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTA
AYGEPAHPAAGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPR
NFGGAGF
>MCE8417354.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB28
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIIEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MCE8417355.1 hypothetical protein LZ190_01300 [Rhodovulum sulfidophilum]AB28
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MCE8417356.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB28
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MCE8417357.1 hypothetical protein LZ190_01310 [Rhodovulum sulfidophilum]AB28
MITMVDLLGVMAVGASADPDDSTRSHAADRTGSGDGPAPDRSTEDLMAVMDLHAALTEAGPAIDGMSRADELLFSWLSGG
PDRMDADDLPFPADHVHDKDLPVAETCLADAALGAGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>MCE8417358.1 hypothetical protein LZ190_01315 [Rhodovulum sulfidophilum]AB28
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MCE8417359.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB28
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MCE8417360.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MCE8417361.1 phosphotransferase [Rhodovulum sulfidophilum]AB28
MTEAETLSLAQEAIAHWEGCTAPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSVDAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGVGPLNGGAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MCE8417362.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDADGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRQAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFIDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MCE8417363.1 asparaginase [Rhodovulum sulfidophilum]AB28
MTGAVGMVEVLRGGMVESRHRGHAAICDSTGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLSRHLGAGPDYVDPDHP
VQRAVRAAFEEVTEMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAISGLLVYLGALDPDHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>MCE8417364.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB28
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MCE8417365.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB28
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAKANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGKLHEMMGARTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MCE8417366.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB28
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEVQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQIFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MCE8417367.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MTSIAETAGRLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRTPRVWAAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAGMIGPDALAGLGT
NALAQLAVLGGALSYACAAVFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MCE8417368.1 LOG family protein [Rhodovulum sulfidophilum]AB28
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWEAVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>MCE8417369.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB28
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MCE8417370.1 hypothetical protein LZ190_01375 [Rhodovulum sulfidophilum]AB28
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MCE8417371.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB28
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCRETMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MCE8417372.1 ribonuclease R [Rhodovulum sulfidophilum]AB28
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLALPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLHRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKTKSDKVKRKVKRTRR
>MCE8417373.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB28
MGGPADAMLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRA
FEGARFQADVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRG
SAPIISSLATLAYEGRRAAFFEAQLVAALRIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDP
TDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAF
MIFDNFRVIERYNPADAYVIGVGHLADRLRGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSAL
RAYQSAVGMIPDGYASMAVLRRLR
>MCE8417374.1 hypothetical protein LZ190_01395 [Rhodovulum sulfidophilum]AB28
MQDATRSNAPLNAGVPAKAALLAPARPGENADRFTIADATVRHVTCATAPEVSTSVARIDATDVAEPQDVTTLARVNAAA
ECQAQATGRSGRRPCPGYLSRRSTAMLA
>MCE8417375.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MEFRALRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLDDLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTAEGPEQD
>MCE8417376.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB28
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MCE8417377.1 LrgB family protein [Rhodovulum sulfidophilum]AB28
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MCE8417378.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB28
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MCE8417379.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB28
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISADCYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MCE8417380.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB28
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MCE8417381.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB28
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MCE8417382.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB28
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLSW
PGSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALTGPEGSDPADAGALAGALA
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGERAQYLEVRETDGTSQIERRDGPCPRSA
>MCE8417383.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB28
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MCE8417384.1 chromosomal replication initiator protein DnaA [Rhodovulum sulfidophilum]AB28
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPATASAPDAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MCE8417385.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB28
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MCE8417386.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB28
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MCE8417387.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB28
MPELPEVETVRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLAPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARVATLVPAIRTVLSEAIEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>MCE8417388.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB28
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MCE8417389.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB28
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWMQPLLWMGAGAALTWIGAGLALLLS
>MCE8417390.1 hypothetical protein LZ190_01475 [Rhodovulum sulfidophilum]AB28
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSAQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MCE8417391.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB28
MQVPFPIDTLGASASSRPDRSASNAGAADPDGSDFRSAFDDTRPSDRNETAREAARRDTPKTSAASDRAEETPSSAPPGA
RKNSEDSAEEVDETAATKAGSDTVKNDPADASDAIIAELPAMAGFSTTPQPGTAAATKTQALPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSVESQPNSALPASSPMADARPAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSSPEITDATPEAVAPKEGSTGQTASRQGDGMLQGREAA
QGQAVAVAARTIASDDPATDPKGDQKGHASAHRENTSATPTTPTAPHATAAQPDATASAPPIAGTAIDIQTAIDGSRGDP
TAATDSGASERSGSDQIRGSETARHTAAPALADAPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVN
ISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANRTSPRTAGGGL
DLRL
>MCE8417392.1 rod-binding protein [Rhodovulum sulfidophilum]AB28
MLPSSPTSIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDLD
>MCE8417393.1 hypothetical protein LZ190_01490 [Rhodovulum sulfidophilum]AB28
MTSIDMIADLLEREYQALRHSDFEALRALTDEKEQLVARLQLPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MCE8417394.1 flagellin [Rhodovulum sulfidophilum]AB28
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKAVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MCE8417395.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB28
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MCE8417396.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB28
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MCE8417397.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGIEDKGALANKLADKSYYKLAEAFRFVSSGAAAATAEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDFAKSISVNDEGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDKLIKLYMIRSEANTGAGYSSGQIALRLLGG
>MCE8417398.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB28
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSENAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVIDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVITATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MCE8417399.1 FlgB family protein [Rhodovulum sulfidophilum]AB28
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MCE8417400.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB28
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MCE8417401.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB28
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MCE8417402.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB28
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MCE8417403.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB28
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGPFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGTPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MCE8417404.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB28
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MCE8417405.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB28
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARINLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MCE8417406.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB28
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MCE8417407.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB28
MSKLLPVIIALVGLAIGGGAGFLLKPAPPPPDPTGHSASQGQAEDGSHMSADGQLAAVPSAAGNGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MCE8417408.1 hypothetical protein LZ190_01565 [Rhodovulum sulfidophilum]AB28
MANWVFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECEHDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VERPSDLPLKRAAILTRAMIESESAEAFTGLYGLPGSHVHLFACTEGGVIGARARRTLAAHQAHLDAMAGLGEFNDPGEG
WDEEAPEASSMPTPLTCAH
>MCE8417409.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]AB28
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>MCE8417410.1 plasmid recombination protein [Rhodovulum sulfidophilum]AB28
MKDVLNVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNENARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLMVHLDETTIHAHFTLRAYTNAG
LSMSEAAKRGTLSRLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRSVRELHYDLPGELESLRQRRAEEQKALV
QATNERGGAADEAGRHPCGKRRT
>MCE8417411.1 hypothetical protein LZ190_01580 [Rhodovulum sulfidophilum]AB28
MAAEAAIAQKVRLIAAREADLAQREQHQTQQAEVAQALAADLDARAGEISFREGEVAAARTELVSEAQEVRAQKEELDAS
LAAIDHVVAEIETGGIQMLNDGKLQFRDTAPIRVAPRPLRVRLLPIIRRLVRKIDETEKRASFVEEMMRRMQRLFGRPDL
PEDVEHEAREIEADWQGGHL
>MCE8417412.1 hypothetical protein LZ190_01585 [Rhodovulum sulfidophilum]AB28
MKRNAEGKKLVAVVDQYEEVAAEKTSIPSKFVEALSILDRDRGRRDQVLFLWLTTSKEFQADLVRSTSRNKRILANEGFE
ISALEKSSWPETIQDTFQFHNQDKSLSDYEVLDGDLSEISDVSETLGSAIEATGEKLAIYATTLHDLSNYLVVMLWPVTD
GLRISRLQQFTDPRQGYKLDWNSWYRQLNKDDQAQLPLREYNKARLYFDVRLIPIAAADLHPLCKDLDETDAPLGKSYLD
RFEKTHFFSVVSGNWSTENYAPLRERESKRADDARTWYPTVTQKPTQLGRRISKCLEALGLSSDYEQTLSSPHSKIRADV
LVDRSPVKPSSVIIELKAFSSENTMPSTVASSVLTTLKRHAQFAGFLQRQ
>MCE8417413.1 hypothetical protein LZ190_01590 [Rhodovulum sulfidophilum]AB28
MKNYLIVGLLIIIAALVIGIEPVQRVINEATRKGTLSGIENCMSYSSSDLLSERAVRATCVRTFQKHLYHNDYATGRAGP
RINQQTVGWGGTLENKTADHVTTWVKISVGIFDVEGNEQEHFAETPIWIDPLDEAEFRVDLPDVKHEQFESFEFCDYNDP
APKACVTWGVIEIMGVTI
>MCE8417414.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB28
MADATIGLSDLAGRCLARRQIITGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALHLEGGTTIYNRAGAKMTSEYNVITAVSGVGYLE
NDGSLTSTNTTYNGTAAAAFYKSGTVANSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKRQYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMSSSDAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSEDEDLKGFGSLTMAGNAWTLSGGVQADALTVSSGTLTLTGTDLSFGSVDLAGASTLIVNG
NFNSSGEMTVASGSRLGGSGTFGEITVQSGGILSPGNSIGTLNVTGDVVFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDSVTSDYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYTSRAATGA
DMVRAADAPEIWVEGFGAWDRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELHVSERASRATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEDGGAAALAGQSQDMSTLFTTLGTRGSTQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>MCE8417415.1 hypothetical protein LZ190_01600 [Rhodovulum sulfidophilum]AB28
MHPQRFFAIFFPVEMKIFLSGIFLMKLRVSSFSLFSAILPLSAAADVYSAHNTPHFGFVTVEVSDAFSVSSMCTVSGGTS
QERLETLTDFLPGIGTTIMALLNWASLEQGEIFCGLRHYEGPGPFTVPAETEGFDLTMRAYTDRVQIGSDLSPHFACRPS
GIFNVNRFGFCFEKGSSQELSQGAADYVVACVETSIPSDGQVVSFLLYAGEGAPKTVQDIVADGAVNVSDEHCGARTY
>MCE8417416.1 recombinase family protein [Rhodovulum sulfidophilum]AB28
MPTPRRAAIYARYSTELQRDASIEDQIRACRTQAGRQGYEVVKIYFDRAASGARLIRPGIQSLLQDAREARTFDIVLAHA
LDRLSRNCRPASSASKPAHRATTGAVSLRSSVILSG
>MCE8417417.1 AAA domain-containing protein [Rhodovulum sulfidophilum]AB28
MAFLPFAAIEPDLPDMLMKNVFYGLKAPYDYLSGAKKRMEDPDNLPRAAWSAEQKESTFEQRKPKQSKEQQETPPSQKAS
EGFWVCLTKPDGAELSDEEIRLFTDPEVRKISWIEASLQENGRGKPKFAEIDVLAHDPDAGRLHLAELPPAGKILTLRPN
TYQLRKQLDVIAALQNIPNPAHRPLLRLLQPEQFANWPSMWREPEPDWMVLTDPDRSGASEQRDFVRRALATPDFALLEG
PPGSGKTTVICELIAQMARRGKRVLLCASTHVAVDNVLERLMAESNAHRDLVIPLRIGRDESLSDEAKKWTLERLTMRER
KRVLDYLRKVSAPDAAQIRLQDDLRSAQGDHIVERMLLEGSNLVCGSTIGILQHPDIKKGDQATPSFDMLIVDEASKTTF
QEFLVPALLAKRWVLVGDPKQLSPFVDDDGVAAALDDCLPDEDRRNACIDTFLAMTGKRGAAAVVANAKQEEIWREEAAH
RGVAIRAPADPDAALADIVTGSEASLDARPQALRIDIETIRAADDALPVLRRRHAANGAEEPPVWGQELAWRQVTLYSLR
GEMGGNADGLRRDAANLLPASADEKLKNAIALIRRVALPSVIEILRHGFERSGDRDRGNALTDGIPKKVLKDRHVLLSWQ
HRMHPEIADFPARDFYEGQALRSGDAMSSRPWGWREDEPRMTWRDVRGRFVAREGGNRAEVDEALRELRAFAAWSKTNPP
PGSRDWEIALLSPYRIQERALRKAVQKLAGGASGSRRLRLSAHCIADICTVDRFQGQEADMVLLSLGNTRGTHFLRAPNR
LNVALTRARHRLVILGHRAGMKGAGGALGRLAEAAPWGRSVAQGEKE
>MCE8417418.1 hypothetical protein LZ190_01630 [Rhodovulum sulfidophilum]AB28
MIPAFTLTRSIDILVNRFAGEVAKEEKRPELMPFLLMARDHGEITDRSAAGHLLGASEGRRQVARRLLEQLERSGALEKQ
EKDRWKLTEAGREAVETEVVFIAERGSWEVWHACDPLLPHGLIQLTPYKEPKAFDEVRKDAPKRKATPLHRTLEALKDLP
LTPIMGGARRRIGELPTKVEELGSKTGTLAWEVASRRLSLTIDEKSFDLAAPSLSHDATFEALLATAGLTSDWDKGAEVL
RRSFGDLPEASRRSMCEDVTFPGRIQLLDYGGFDMTTVRGIRINAHTRTDAEAWASWRLEDKIDDIACTRRFAEWSEWAQ
APFEYFAPIKLPSRSDLAARTRPAEPSTLRSAVAWNLIAAEDWNL
>MCE8417419.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MMDRDFDFDAHQIKTVSQIGRPLGMAWVSRTRFVSEPDLGSEGLLPADASRRLEDALVKMIGAAQEMVVLCSFLVASDRL
TEALETAARRGVRVYMMLASEARLGQEREEDDFSKRCRKDHEQMLRRLAPHAMIRSAAHYHAKTVLIDPKHPNAQGWLLT
ANITDEALTRNEELGLRLTIEEVRSVFAELRHACWERAEHRMIGTDFKPTKPLEAVEPPSEGLALVTSPTHRSIRETALH
LVEQAETRIIVASFGWALDHPVTKALIARAKAGVKITILARIRPAAMPALAALAEVGAEVCGFEWLHAKAIWTDRGRAMI
MTANLERRGMDEGFELGVKLEGARASTLRQILDVWEGAAKHRLDPAAAIKPETEAVKRWRNGALSDLQIPKSRPVDLGSV
AMCSLLDPIPGCPSPEDELPLAHEVILQWRVVPPRVSANASPVDAEEKTDKKDKTPETFPALMREVSGRRVVVISDHAQL
DAAARIAEERGAKAVVMNRSA
>MCE8417420.1 sigma 54-interacting transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSCETLLCWESVNHGTLVLTGALEALAERGHRIGRVLLLVQEGRGAPPEGLLQGLRIEPVALPVPDPTDHAALYQTLRAK
LLPRLSGIEEPLHINLSPGTPAMHAVWIVLAAGDALPPGTRLWSSQRPDPGASAQIAPVEFAPTTWLSALRADLAQTPER
AAYDPEALTPARRAALDRLARYALVPGVPLLILGERGVGKTRVVESLVVKLKGDRHVVTLSCGQLRGEGAEALLFGRAAG
TDDKASAVDEGLLHEADGGILFLDEVQDLPRDIQRLLLRALQGRVRRWRRLGETGQQEAQFDLVCASNLPVAELEKTLDP
DFFDRIAHLQVELPPLRECVADLEADWRRVWLEIGFPGDAPWSPTLERALSESTLPRNLRDLQRLVAILVSTRREGPWPI
SLQRKALEEWRVVGANPPEAFGIGSRNERIKWFRKRLAHWAKERWGTWEAAAVELKCNESTLRTDVKGD
>MCE8417421.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB28
MKPVGIKDAVLQPERARRPTYLLSGLMKCGHCGASYMLINKARYGCSAARNKGTAICTNRTTIRRDAVEERVLAGLRERL
LHPALLDTFVEEYRTAWNAAQASRARAERELAQVEKKIAGFLSAIEDGMYHPLMKERMSVFEDRKRSLTTQLAEAQEPAV
LRMHPSLGDLYRQN
>MCE8417422.1 recombinase family protein [Rhodovulum sulfidophilum]AB28
MTIIRIFENYADGLSARSIAAALNAEGIPSPGTGSGRWSFSTISGNRKRGTGILNNELYIGRRVWNRQRFIKDPETDKRQ
ARLNPPDVWVIENTPELRLEEDALWHRVRVPCGRR
>MCE8417423.1 hypothetical protein LZ190_01655 [Rhodovulum sulfidophilum]AB28
MARDQEHIATLHKRMSFLDVSTMTKAEGEINEMHIGLGGTMSTLFLKNLAHKTHRGLEGRVRGGK
>MCE8417424.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MTALQFAATFRDALQLRKITVIDGIDPQQLAGTATSIGRLLLPEGWAAHMQAPRAAESGILQLLRPIDSSNRMVPEQAYT
KLESEILAALALPHLLMILLPTGDRLPVRLRRVLPAALRFAALDREILLALLAQTHSATGRIDREQIRSLLPSDEILADL
DTLGLFAALWQPQAAAVTQALARFTSPDDTKADDMNLEQSGGDTDAHRAAKDLVADLTAWRRGEARWTEINASLLHGEPG
TGKSVLARAIAVSAGVPLVEGSFGTWQSADHLGDMLREMRRSFAEALRKKPCVFFIDEIDAVGWRDSADRHATTYRTQVI
NQFLQEIDALWRAEGVLLIGASNHREALDPAILRAGRFDLHPALGRPTQAQIRHMLRRSLPEVEETDLAALARAYAGETP
AAIDAILRAAKSQARLTGQALSVRQLMSDRPTAPQAYDRRVALHKCGHALTAPLLGARPVRRTQPSRNGGSTSGGSAIRE
GTPLEFEHELTIIIAARAAERLCLCSISAGAGGSPDSDLAQASTLQLQFDQEFGLGSTATPGLEVRICRSCRPTNAAGCE
QSPTSSSAVSAVSSPRIAIGSSGWPHISSSTASCTMPTFVPSSLGCSRWFPRSHA
>MCE8417425.1 hypothetical protein LZ190_01665 [Rhodovulum sulfidophilum]AB28
MLQSTMAPWAPFARTILRRLRTAEADNRYDLDLGSEGDRIDPAGRPNNQSAVALLDDLELSQRHDTSDLDAMRAAGIHGW
TLDEHGTYTPAQFIEPGKQALDRAAVRSDVP
>MCE8417426.1 TolC family protein [Rhodovulum sulfidophilum]AB28
MTIRTSFAAVIGCSLLWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTE
SASLRSERDSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MCE8417427.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MGGCGLILAVAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQV
AAGDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQK
AALEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVN
DDVAHPLPVRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MCE8417428.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB28
MTTDAPRRLAQLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MCE8417429.1 hypothetical protein LZ190_01690 [Rhodovulum sulfidophilum]AB28
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDQIRSAISELRASITGGISGLIDGDFASDLADAANGSLGDDTSISFSGNISASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDTADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGISGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLE
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFTNIAETFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQENDGETYRNA
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLDWVNSELSQAWEGAALELTEDGALVFVLPEATSTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAAGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGDDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEELADTVTGLVGASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGAYRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGSLALTATGYDTALSYDTIAFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVAEDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSETSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDLTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDISLPIVGDSIGVGVTFFEEFRMLVLEDALEYASTPLADGTMPTTVDLITDFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGEFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPDWAADIVSSIFEAGIEARFVAQIEVGYDLSGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSTFAGVSVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDG
DILEALGYIFYGEASFGFELSVWVGIDLLLTKLSWDIELFNYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGAGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGETGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNVILGIVDASDGDDTIFGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDDLYGGTGDDILIAGGAVEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASDMGDDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIWGDSTAADGNDTITVGNDDGTSS
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGSDPSDEDVAADLKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQITTGSGSDVI
VGGEGSDKIRAGVGDNAILGDNGTLTRDDTGDTLSLSLESSYLRTDGDDLVFTGSGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGNGSNAVIGDNGHLQIDEDGIELTSTDPSLGGN
DKITTGSGNDAVLAGLGSDTVDAGNGSNAVIGDNGHLQIDEAGIELTSADPSVGGDDKITTGSGNDAVLAGVGSDTVDAG
NGSNAVIGDSGHLQIDEAGIELTSADPSLGGDDKITTGSGNDAVLAGVGSDTVNAGNGRNAVIGDNGHLKIDEAGIELTS
ADPSLGGDDKITTGSGNDVVLAGLGSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDDDVVIGGTG
SDTIVLGDGDNRALGDSGYYRSQGELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAALGDGDNRAIGDSGRIAWSATEI
GTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGAEQVVARRVVTKDVAHGGGDVLTTG
KGDDVVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGAGADIVMGSQGNDRIEVGEGED
AALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAMAG
QSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTNFA
YRTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRA
QQDDSIGSPLDLILEEMGAANEDRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQALEA
AIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MCE8417430.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDDKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MCE8417431.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDLIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVAAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MCE8417432.1 hypothetical protein LZ190_01705 [Rhodovulum sulfidophilum]AB28
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPREPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSTREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AARFREAQMADRSGI
>MCE8417433.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB28
MPNLLRRTFEASEPDRIWLADISHVLTDEGWLSLAAVRDMTTMEIVGWSMSERLKGSLAVYAMRMALRNRRPAPICHSDR
GIQYASGDYR
>MCE8417434.1 hypothetical protein LZ190_01715 [Rhodovulum sulfidophilum]AB28
MNAKLEFIAAHAVSLMCRGLSVRTSRFHSWRAAAPKRAERRPAREALLAGIGAIFEASHRRYGAPRSCH
>MCE8417435.1 transposase [Rhodovulum sulfidophilum]AB28
MSRQPRRHFTAEFKEQAIARLSRPGASQTSVARELGVSPSQLKGWLLELTAAGSAEAIRRPQAEATELAELRRENRRLRK
EVEVMRKGEQANAMRSSEPVNAFFAQWAAKQ
>MCE8417436.1 recombinase family protein [Rhodovulum sulfidophilum]AB28
MPTPRRAAIYARYSTGLQRDASIEDQIRACRTLADRQGYEVVKVYFDRAASDASLMRPGIRSLLQDAREARTFDIVLAHA
LDRLSRNQADIAGIYQQLQFVRILIETVSEGEIEEMHIGLKGTMNALFLKDLAKKTREGLRGRAIAGKSAGGLTFGTARS
GPSTRPASGSGAIARFIRRKRRGRAHSARLCPRARKRVDLECKVLDTLEHHLMDPGLVEAFCKEYTAERNRLQDAALAGR
GNLEKELGACEATKKS
>MCE8417437.1 7-cyano-7-deazaguanine synthase QueC [Rhodovulum sulfidophilum]AB28
MKTLVICSGGLDSVSLAHITANEHQLTRLVSFDYGQRHRKEVDFAEAASRRLGVPFHLIDMRGIGAVLSGSALTDDIDVP
DGHYAEETMRITVVPNRNAIMLSIGFGIAAAQGDEAVATAVHGGDHFIYPDCRPAFTRAFDAMQQAALDGYAEIRLHTPF
VEHSKAEIVRQGARHGTPFAQTWSCYKGGEVHCGRCGTCVERREAFHLAGVSDPTVYADPDHWTEALAARGQS
>MCE8417438.1 6-carboxytetrahydropterin synthase QueD [Rhodovulum sulfidophilum]AB28
MFRIRKEFHFSASHQLPHLPEDHQCARLHGHNYILVVELAAETLNADGFVRDYHDLKPLKTYVDDHFDHRHLNDVMEGPS
TAENMARHFYDWCAARWPETSAVLVSETPKTWAEYRP
>MCE8417439.1 7-carboxy-7-deazaguanine synthase QueE [Rhodovulum sulfidophilum]AB28
MTLRIAEIFGPTIQGEGALIGEPTVFVRAGGCDYRCSWCDSLHAVESRYRHNWATMTSETVWEQVRRLSGDRPLTVSLSG
GNPAIQDFGALIAMGRAAGYRFACETQGSVARPWFADLDTLVLSPKPPSSGEEVDWDAFDACRKLGGGARQQVMKIVIFD
ETDYQWARDVHARHSDLPLYLQPGNTEVNPAAPVDLQALADRLGWLIGKPLADGWFAPRILPQLHVLIWGNKRGV
>MCE8417440.1 preQ(1) synthase [Rhodovulum sulfidophilum]AB28
MSEDIYSNLKQLGGATRIPTSPEEAELERVANPQADVTYNVRFTAPEFTSLCPMTGQPDFAHLVIDYVPGLWLIESKSLK
LFLTSYRNHGAFHEDCTISIARRLVEFLDPQWLRIGGYWYPRGGIPIDVFWQTGPLPKGVWIPDQGVPPYRGRG
>MCE8417441.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MCE8417442.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALADELGGAVRVFAGDVTDRTRILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MCE8417443.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVTPAAGGYRVETGPASAPILCLSGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>MCE8417444.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSTGRKTRGADRKSAEMPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANV
GMTVFIGITAPRHETAWLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEEL
KFTTAVPSTYL
>MCE8417445.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIATAKAAFRDWRMVPAPRRGELVRLLGEELRAAKDDLGR
LVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAVWAWNAALALV
CGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALISATGSTRMGRIVGPRVAAR
FGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSVGNPLETDALV
GPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAHTGPVLEETFAPILYVMRYSDFDAVLEAH
NAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMRRATNTINYSR
ELPLAQGVVFDI
>MCE8417446.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB28
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MCE8417447.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MPAAVPSDAPAPAPKPEPTGLTRPLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>MCE8417448.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>MCE8417449.1 DUF6525 family protein [Rhodovulum sulfidophilum]AB28
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MCE8417450.1 GTP-binding protein [Rhodovulum sulfidophilum]AB28
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEATPADLAAARKILRALNADARSVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPDLWSGLPDPFPQWGEAA
>MCE8417451.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRLAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MCE8417452.1 sulfotransferase [Rhodovulum sulfidophilum]AB28
MVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWREKLPGGFHEIRYEDLIADPEAEARALVAACGL
DWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDAIGGENGA
>MCE8417453.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MLPLSQTETRRRLDAAQRLQRAGRTEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEEAAARFEAARKARPHEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPALLSALEARLAPEKAPAKGARRAPLGSAPPKAAEAVVADLRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGLTDEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAEAQA
KQGRAETARAGFDAAIAAEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLAEME
ALFADPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSARKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGGRIEATFRERFPG
SDLVSDKSIQTYRWRGWCGWRCRRRRSW
>MCE8417454.1 porin [Rhodovulum sulfidophilum]AB28
MKKVLFATTALVASAGFAAADITFSGNAEMGIVGGGKDVPGVSSYTGNGDGSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDRTGTNDADNGYALGVSYNTDMGGVGLGFGLGYQYLETSDVWAPGNLDDFLNAGNKWTAGTE
VDIIAATVSADFNNGFTAGFEYTNFDPDNGFSDVDHYAIGLGYSINALSLGASYGKFETDIAGVGDADGWALTAAYDLGG
GASVVAAYSDSDIDGAAYDDNDYETYSLGVVMNF
>MCE8417455.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDEQYQNTPMAEMQRERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MCE8417456.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALEGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MCE8417457.1 LPS assembly lipoprotein LptE [Rhodovulum sulfidophilum]AB28
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVST
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MCE8417458.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB28
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLTQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MCE8417459.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB28
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVTINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MCE8417460.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]AB28
MGNENEAGAFARQEAGRLPALVVGAGPAGLMAAEALCAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDRVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEADVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MCE8417461.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETDLARDFASVEALRAHPGLAKFLAWV
ARRPPGFHSRTPGPRRRR
>MCE8417462.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB28
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALTFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MCE8417463.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MCE8417464.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MCE8417465.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB28
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MAARAVAMAREAPEDATVGLADPSELARNRDAGFLELADPSPDPDPAALEDDARRAEAAALSVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MCE8417466.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB28
MPARDLALLTTAALEAGKLARRYWCRDPRTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDRARLCAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRASSRSALDGASVLAPRPA
LDPGHWTGPVPHLRRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MCE8417467.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTQRLHLVFGGELVDPTHTVFKDVDNIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MCE8417468.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB28
MTANRAERDAEPGGRSDPGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARARGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MCE8417469.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB28
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVQVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVSVPHITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSAR
>MCE8417470.1 CoA transferase [Rhodovulum sulfidophilum]AB28
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGTREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCGLLGLPELAADPRFASNADRVAHREALTEALSEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFADPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAEISEPSPAPAGRTPRR
>MCE8417471.1 DsbA family protein [Rhodovulum sulfidophilum]AB28
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFIYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MCE8417472.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MCE8417473.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB28
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCTPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MCE8417474.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MCE8417475.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB28
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MCE8417476.1 ribonuclease HII [Rhodovulum sulfidophilum]AB28
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVADDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MCE8417477.1 hypothetical protein LZ190_01945 [Rhodovulum sulfidophilum]AB28
MMLRPILASLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MCE8417478.1 hypothetical protein LZ190_01950 [Rhodovulum sulfidophilum]AB28
MRSALDPRARLGQDRFMHIRTGLLCLLLCLVPLRVAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVLYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPA
KRSLPRLAMTSPGGPERSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAA
LRDNRLIAPTLQMILRRGYAPVRSRAAYFTALAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLA
RLSERLFDTDGAIARIWRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRVAWHDPKTVL
TRDRTGYHNRSLSRVEIGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWT
DRAEYDGAGARTGWTRIGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MCE8417479.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB28
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRSGSASG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRDVSIYALPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNS
>MCE8417480.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MCE8417481.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB28
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTCRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MCE8417482.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVE
KGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MCE8417483.1 site-specific integrase [Rhodovulum sulfidophilum]AB28
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRTRRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGKVDVPFTAAAPEWAEPSDRVHLFSAL
RDQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMLAGTDPEPKSSNSSGRVPTWMRK
>MCE8417484.1 DNA-binding protein [Rhodovulum sulfidophilum]AB28
MTLDFSPRLMPAGQAAHYLGISASKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQRNTCDALFMEKAS
>MCE8417485.1 hypothetical protein LZ190_01990 [Rhodovulum sulfidophilum]AB28
MMPSEILTRSFGRFNAEATPAEARLTIRRDGKDVIRLFGRDLIRSALLGGSWTPDIERALRWGLELIEAELGEDLRYRAG
VMAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDGLGCGGGICRASDAFPKPVEDPADKAFREAV
AELVDCAMKEGKPDA
>MCE8417486.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB28
MSIMDAIAPPPDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSV
TGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYE
LWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGWLLPWRSAADCIDWSLPCP
SIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPSLT
RFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQG
GGNRSAGAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAR
EPMSTILKEGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRVHGAWDG
GAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDEPTFRPFSKDVQISCCGNSVCPPVAAAIIA
ANCPHLAVSRQAEEAHDAV
>MCE8417487.1 hypothetical protein LZ190_02000 [Rhodovulum sulfidophilum]AB28
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MCE8417488.1 hypothetical protein LZ190_02005 [Rhodovulum sulfidophilum]AB28
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MCE8417489.1 hypothetical protein LZ190_02010 [Rhodovulum sulfidophilum]AB28
MKTILTVSALALLAAPALAASDTTEDQATAVSPASAPDCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGGE
GEGGESSDT
>MCE8417490.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MPNDTLLDMPFGSLSAIMAQDFRDALLWHMTRNGTTVAELSRETGVSRDVINKVRLRAGASTSVENAMLIAAFYGKSVNQ
FILCEDVDQVGRLKNLVELISPEVRPLVEAQIRGLLNARPGK
>MCE8417491.1 hypothetical protein LZ190_02020 [Rhodovulum sulfidophilum]AB28
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8417492.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB28
CARAPALNGADWVLERTACGIEVDAEALAAMAVGGLLKEIPSRPQPREA
>MCE8417493.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB28
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWDAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDAAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MCE8417494.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB28
MRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVKEIKFRPNTD
SHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGKVENMPKLEGRQMVMMIGPAK
>MCE8417495.1 hypothetical protein LZ190_02040 [Rhodovulum sulfidophilum]AB28
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEEGRAPGGTGQDVPAAESQTDAEMPRSEGDTRPDTG
PEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAMQEVPAAEAPEAAPSDAAGADPDPETRDTGAAIEGAAVPEAE
E
>MCE8417496.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB28
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MCE8417497.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB28
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDAEDPASA
>MCE8417498.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB28
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MCE8417499.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB28
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MCE8417500.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB28
MVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGVDHRPFGKDRAGFEAALMARLAEARPDILCLAGFMRVLT
PGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPVLEGDTADSLAARVLVQE
HALYPAVLRRFASGDRTPLYLP
>MCE8417501.1 ribonuclease D [Rhodovulum sulfidophilum]AB28
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MCE8417502.1 hypothetical protein LZ190_02075 [Rhodovulum sulfidophilum]AB28
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNARDMSSEATYL
RDRNKRLIARAYECRRPS
>MCE8417503.1 hypothetical protein LZ190_02080 [Rhodovulum sulfidophilum]AB28
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MCE8417504.1 SufE family protein [Rhodovulum sulfidophilum]AB28
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MCE8417505.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MCE8417506.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB28
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>MCE8417507.1 CinA family protein [Rhodovulum sulfidophilum]AB28
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MASGALAYSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETVTETVEFGALGRDRVRSATRDHALTLLLAAL
EPRPSAN
>MCE8417508.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB28
MSLALNIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGALLAALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MCE8417509.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB28
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MCE8417510.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB28
MAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDWMARAARMVEEQGARIIDI
NMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRAEAAGVRMITIHGRTRCQF
YKGRADWRAIREVREAVSVPVVANGDIVCSETASTALAQSGADGVMVGRGAQGRPWLLAEIGARIAGRPAPAVPEGAALA
DMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALAAEGRAAA
>MCE8417511.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MCE8417512.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MCE8417513.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB28
MTHAKGLLALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDA
HTLVGYLAAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGSGEAVVI
QDWDNNEFRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMR
KRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIE
SLREKGEPEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHCGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MCE8417514.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB28
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MCE8417515.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB28
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MCE8417516.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB28
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVAGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MCE8417517.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB28
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MCE8417518.1 GTPase HflX [Rhodovulum sulfidophilum]AB28
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDAGS
TLTVNWTARQEQRFRSL
>MCE8417519.1 hypothetical protein LZ190_02160 [Rhodovulum sulfidophilum]AB28
MTLLRNRASARVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGTSLFATYPVRAQQMAAPGTAAQFAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWPQFEAAMSRIAPGPGGAPKDG
>MCE8417520.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB28
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDIFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSV
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MCE8417521.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRSVCEGES
GAFAGMTAGAVFVDHTTVSSMVTEEMAALAGTRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYGKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MCE8417522.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MCE8417523.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MKGLRLYATFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MCE8417524.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MCE8417525.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB28
MTDLPFDGAITQFYEQDSPDEIRHAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MCE8417526.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB28
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPGRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>MCE8417527.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB28
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MCE8417528.1 hypothetical protein LZ190_02205 [Rhodovulum sulfidophilum]AB28
MRGWKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGHGAYAGVRAEGDQGVIFYVFCARGGERLLQLDGAGGEPGPNVLSLIIDGQGFPVTFGGSSEGGMLARLPPSAPVLG
ALQRGQTLEIRSGAGQGQGLGRFPLEGAGAAISGALALCR
>MCE8417529.1 ATPase [Rhodovulum sulfidophilum]AB28
MIYDTAEAWRQAERRHMLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>MCE8417530.1 hypothetical protein LZ190_02215 [Rhodovulum sulfidophilum]AB28
MKYAVGAAALAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLASGDMLPGFNGASLAFKQDL
GDNATVALILDEPIGADVSYDSTNNYPLGSPTTTLDGANADVNATGVTALLRYELPSNVSLIGGLRAIRTSGTVSLPGVG
AYSLNSSTETDFGYILGIAWEKPEIAARVVLTYSSAIDHSFDTVETAGSFSVSNDLDVTVPESLTLEFQTGVAVDTLIFG
SVRWVDWTSFDITPDLYTGSVVPGGSLVDYDHDVITYNLGLGRKFNDNWSAAILVGYEKHEGTYTGNLGPTDGFRSIGLA
ATYTTGKVKVTGGIRYVEIGDAKTEFGPTRTRFKGNDGVGVGLRVGYYF
>MCE8417531.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSSAAWVPLGVIGLAGLTAHFCLTNALSGAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVIIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVKD
>MCE8417532.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB28
MGVTVTGWIEATPERLAVLRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MCE8417533.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB28
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFSGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MCE8417534.1 hypothetical protein LZ190_02235 [Rhodovulum sulfidophilum]AB28
MPRRLTAFLAMTALAFIGGLLTTPAPADGSRQQPDHGTRMAAADPAAHGSAQHGSAQHGPAEAHGAGPAASVPADGICRG
FGPQAPRDISAPAGRNARIFNMAPPASRMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLG
AFHGVKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPA
GTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLYEWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MCE8417535.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB28
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFDVLTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEHLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MCE8417536.1 DUF6477 family protein [Rhodovulum sulfidophilum]AB28
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MCE8417537.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MCE8417538.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB28
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTEHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>MCE8417539.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB28
IWAAAHAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLDPTPAFRAMMGDIEAGV
PHSLVSARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAEMLAALRGVKVLIHRETPANDGGLALGQAVIAA
AGELPQMESF
>MCE8417540.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB28
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MCE8417541.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB28
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MCE8417542.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB28
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPSWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLVG
>MCE8417543.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB28
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MCE8417544.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB28
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARSGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADDTGRAG
>MCE8417545.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB28
MCVGEPMQLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>MCE8417546.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB28
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAVVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MCE8417547.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB28
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALELLMRVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGAGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MCE8417548.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB28
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAMDAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>MCE8417549.1 hypothetical protein LZ190_02310 [Rhodovulum sulfidophilum]AB28
MTTALHIALGSAGPRIVPPAPVPVEALLLNRKVEEAAALMPRIFGLCRAAQSLGARAALGLPVRSADRTALADEILREHL
MRFFVFWPRRLGLPSTPLPAEERMAEAVFGPVARCPGPGALDDWLVSGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MCE8417550.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB28
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MCE8417551.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB28
MCTVCGCGGATVEGQAEGQSHGAHHHAHGHGPHHHHDHAHDHHAHHHHREHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGTLLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MCE8417552.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGADLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MCE8417553.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB28
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MCE8417554.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB28
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRKVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MCE8417555.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB28
MNVPNRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAAMHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTAFGGARIVDMLVGEQLPRIC
>MCE8417556.1 hypothetical protein LZ190_02345 [Rhodovulum sulfidophilum]AB28
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>MCE8417557.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB28
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MCE8417558.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTQVSTNIRAARDVGRAGLAKRIFLGLNVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MCE8417559.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MCE8417560.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB28
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTIEGRYQEHPALPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQDDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATGKVVIAME
>MCE8417561.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MCE8417562.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB28
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MCE8417563.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB28
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGCGLAPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAARQVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPEVLEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>MCE8417564.1 magnesium transporter [Rhodovulum sulfidophilum]AB28
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MCE8417565.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB28
MIAEAKAALRAEAQARRAEAHDPERGAAALSRLGTVLAPQRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWAPDCALETGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRARGPVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>MCE8417566.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB28
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MCE8417567.1 SLC13 family permease [Rhodovulum sulfidophilum]AB28
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGQALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLISSALIPLLWPL
>MCE8417568.1 hypothetical protein LZ190_02405 [Rhodovulum sulfidophilum]AB28
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MCE8417569.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB28
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREAWKYGDAQNHELRLALAEAH
GVAPDCIMVGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MCE8417570.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MCE8417571.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB28
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MCE8417572.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB28
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPATETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKVNAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVCLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKVT
>MCE8417573.1 phasin family protein [Rhodovulum sulfidophilum]AB28
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MCE8417574.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB28
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MCE8417575.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB28
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRDDGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MCE8417576.1 hypothetical protein LZ190_02445 [Rhodovulum sulfidophilum]AB28
MTTIPTEKHRNPRLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIIALNGLLILVPSALFLAKKAATQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRGRRLALR
>MCE8417577.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>MCE8417578.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB28
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLGLILNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MCE8417579.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB28
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFEHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLADGTEKTARHILIASGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MCE8417580.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB28
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MCE8417581.1 protease modulator HflC [Rhodovulum sulfidophilum]AB28
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>MCE8417582.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB28
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>MCE8417583.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB28
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLEQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGASSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MCE8417584.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MCE8417585.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB28
MTGGVVNLRQARKARERAAKKAQADEKAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>MCE8417586.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB28
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MCE8417587.1 ClpXP protease specificity-enhancing factor SspB [Rhodovulum sulfidophilum]AB28
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDEASDLPETEPHDKDTGNGDAQIVSLDKFRK
>MCE8417588.1 TniQ family protein [Rhodovulum sulfidophilum]AB28
MLRKLALTVEPVDRETLPSLFSRMAILNGTDVVNFALDLGITFRRILEQDEEAVAIFAERAGLSATQLAELLSWTGERIG
DVRMRFRKEVFVSRALRNPIIRGCPHCMREHAANQPHPLRHIALRGDWLCRGVDICHQHHHPLVPLWSSSRPSERDDVGA
RLAEILPDLRAGSFDCARIDPTDYDTWLDKRLSQGIAADDTWLASQPVFPAITLCEFIGAALLRKQGEAPDDRRAKARGF
AFVSQGPDGIRAALDILMRSQDGGHIVTQGELGPLFKHLKGIYLDDDAFAVFREILRDYFLEIWPLAPGDDLLGQAVTER
RLHSLTSASKETGIGPAVLDDFLTEAGAFAPGDARADARKTFDAKAWQHILDEIPTLVGPIALRRAIGATLAELNGLKAD
GVLVPRTNVATIKSPWRIADGQALLEELEAYAQPVAAEEPGWETIQLVHKRLDLPVGEIIAAIRTCSLRLGRRPDVFGYH
GLVVEISEVAAFKAKVAPKRKPSTNQGEMTAAAFARSAGIRGKGQFLALIEGGFTPALLVLNPTTRRREWRMSRDDIAAF
EASYTTPTILSAETGAHRNTIRAVLQNEGVQPFRPNGLDVGPVYLRNAVEPVVALLKTQGEK
>MCE8417589.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB28
MRRLLSLLLLSLTLLTCAPVAQAPQSIAPALPYERAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVHSAADERELVALTGRLCGA
>MCE8417590.1 hypothetical protein LZ190_02525 [Rhodovulum sulfidophilum]AB28
MSNQYDLASLTKRCERSINKMADTEALTYIGQLIDDSHDASFERGATRALYLLGELEKRPLAETDAVLAEYFRANAWAAR
SRIANVRQSWAWERPELQEEMLALSRATSHPGFAMLGKGRRCQIITNRANLLNVVGRSIDAISGWDDALRIGPQFAMALG
NRGCGLKDYAGMVVDNHQRAILALHAYDSLRSATAPEAVYECVDPQPVIAQFKMLADQLQGALNIEAVRVMQRLDEGEEG
RSKTERTYRQWCLDKRLFLCPLNDLGPHLIAATDDLMLPGITEAVDERPGDSSPPPIIGFFSQMKQEYASARYMLFEGMN
STRVHFSDRDVTLTDTLDYPLYSLASERVRTAFRIAYSLLDKIAFLVDRYWKLGKVPERISFKNVWMVENKARLLPQFEN
SNNWPLRGLYWLSKELFDDQFKQTTAVDARELHAIRNALEHTYLRVSEGWAKPFMLGTPGANGFGIAIGSDELEAKAIRI
MQIARSALFYVSFAIAHEEREKLRANPDQLVGSLPLYSLQDKRKRRDPY
>MCE8417591.1 hypothetical protein LZ190_02530 [Rhodovulum sulfidophilum]AB28
MIPLTSLPALDDAAIVELARMFLARKLMAEDRRGTLSPMVNAPLAQCQVLASSTAEQLHDWLPRLIERFESEMADRSADP
SLSRHLAQMPDPTARHNLILQYFLPFALPAKIYQHYAEHLIGAAAGLRPDTGPLYPTVPSDGKIVLPRPFLSSIYDQLLT
GRHSLLHLEARRSGQTDTAASDRAITAFLQSLSGEGVSSTGTLFHQRTLPMEAFAASQAYAHMMELGFSRAELEAALSPW
ILTG
>MCE8417592.1 hypothetical protein LZ190_02535 [Rhodovulum sulfidophilum]AB28
MVAPAVPAGGAIYVGGAALAYGLMYAISPEFRAANESLASAMAQGANDAYQNVEDLIFGEEDDAAGSTPTTRAGTDTATG
EARCPALPYWHFTDPGAGKTILAVRAFIGPRNHFANRPWGPRTIFHTVFISNPLYIHKPHFFVQIMADCTVPLAPGQAWG
DIVQEFIHTGRLNERPPYMTIVAGATNVFPEYPGFEEFPIR
>MCE8417593.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MEGTPDGNVPRKLQSPLFDGSEATYVILDTAVVNGGLVLFEDAEGFHGSLAIGEISGALADVMPCLASLVPDSDLSRKLF
RHVPGQPPELASLHLWPSNAALFLRSHAEPEALKFHLRRFIKPADVSGRRRYLRLFNPAVAFDYFSDLERSTQFMRCFMS
MPEGPLTVIARKGGDAVSLRALHQPLPADRPVLEDLDLQALTLRWREAFHSRLCERLVRRGASRGYDFDRDMVTDVARKV
MKVMEDHTPDDVPNLDDHMKLALVLLLLHPDAIEPVLTGPVMRNAHLGWAQRVDIVAKSYLTGLRRMNGMKVV
>MCE8417594.1 retron St85 family effector protein [Rhodovulum sulfidophilum]AB28
MSGTSNDPRDEIVSRISLENCRIRSKPHFIFVCGGKVDTTSTQNLSVRNMFMNRAGGQAELNFILAESYKDWFDGYDDLS
EFESDIAGLSSLVAVILESAGSLAELGLFYANEHIRPKLFAVLHREFYNQSSFIKHGILSPLEDLDRRFVLPLDLDPDNI
DGIDSGEIREILDELTEYVNKLPESEAFLASNHGHVLLLVFQIIHLFMALTLSEISGFMKTFGIDISEKRLKASLYILQR
FELIGMEKRSSQTFFFAKSDAPIRVELKGRKGGKKVDPVASKVSVSQFYRAQSRSIRSEKNRLSVIEKFVISQKVTK
>MCE8417595.1 retron St85 family RNA-directed DNA polymerase [Rhodovulum sulfidophilum]AB28
MRPKDVLRQNLFISGSELDRYLSSCPRRYKHYKIDKRGGEKDSKRPISQPTPELKGLQRTLLDEFLLERLPVHEAAMAYK
KDTSIADNAKVHARNPYLLKMDFENFFPSIKSFDLCSLLIDTGKLDKDDQLDLRIISRVFFMREGPELVLSIGAPSSPFI
SNAMLFNFDSIVTEHCSSLNISYSRYSDDLTFSTKEKGILFDIPTFIRETLKLIKYPKLSVNEKKTVFSSKAHNRHVTGV
TLSNSGEISLGRSKKRSLRTQVYLFSRGQLLPKEAAALQGYIAFSNSVEPKFVESLLEKYPEAMRALAAARFSLDD
>MCE8417596.1 LysE family translocator [Rhodovulum sulfidophilum]AB28
MDLTYWLIFSGTVIGVSLIPGPSTFIAFAHGASHGWLRSLATACGNASASTLQAIAASAGLGLILTSSALLFAIVKYAGA
LYLIYVGIQLWRSAARRVSLGNAEVASAGSIRKLYSGGFAVAVSNPKAIAFFTALFPQFLSPDGNDIGQLMGMVLVVCGS
AFAVAAAYGGLGAYVRGLELSRLVMTRVYKTTGGLFVASGVGLAASRA
>MCE8417597.1 site-specific integrase [Rhodovulum sulfidophilum]AB28
MDFAAKVILPAFGHLSVDQITVADCRGYIAKRRTAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMPPTPAPRERY
LSRDEVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFASRTIRLAANDLGPRKGRATVPINDTLMAALQDAQ
RAAVSDFVVEWGGRPVRSIKTGFNAAVARAGIDHCAPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPE
HLRRAAGSLEFGAPKLVQRTRVQTPKGRVSL
>MCE8417598.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB28
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGDDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSATAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDVDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGTRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAAKGRMQARFEQLIDCWQAARRAKAA
>MCE8417599.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MCE8417600.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB28
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGATRILMSDIAPAAMARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MCE8417601.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACHG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGGSAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MCE8417602.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MRKFLGGRTPEEWLGAILMTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPT
KLRLCMLTLADLLWLGFNAVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPAD
ARIGD
>MCE8417603.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MCE8417604.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQALR
MGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTL
DDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPIIV
SERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAWV
EEATGIMNDAIAAQ
>MCE8417605.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MCE8417606.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB28
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MCE8417607.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB28
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>MCE8417608.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB28
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MCE8417609.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB28
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLDPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MCE8417610.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB28
MGTCLAVLLAVSLAVPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGAQAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRADRESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MCE8417611.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSALYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPSTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MCE8417612.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB28
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDEKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>MCE8417613.1 YggT family protein [Rhodovulum sulfidophilum]AB28
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MCE8417614.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB28
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAAMLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MCE8417615.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB28
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATQLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAE
>MCE8417616.1 response regulator [Rhodovulum sulfidophilum]AB28
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDLTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQDHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRSLYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDRCLPIRMAGKG
>MCE8417617.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]AB28
MARSAALIALAITVLATLAGAAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSNACFPKARAEAPTPYAGAVSARIVATDPATLAAAPARAAELDFLRDRDLAEARAQAEILPQDHPVDGATLDELRRAA
ASTRAANRPAEARRLLGAAVALSDDAAAWADYATATAALSPEDRAARRRARAVALSASVNAYLRGDTPALRARALEVMAG
ALEDLGRGRDMIPALRLAQTLAPRDGLQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDP
GLAVTVEDRRLCVEGLSHGESYRLTLRSGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSD
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEDVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGIYALSA
AIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSADPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLP
LTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPEAPI
DPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMAMIVGAGRTDAAGRAQIGLTLPTL
KAEGKPVEARITLRLSEGSGRPVERSLARPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIAFGADGQPENTPLHWALNRVE
TRYQWYRVDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDM
LELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGH
NPARALGLAHAAVDPGPHRLSAAFEVPAEAGPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQ
RKLGMGLRDVYGRLIDGLNGAMGTVRSGGDSTAGMRRQAPPPTEELVALFSGPVTVGEDGVAHARLDIPAFNGTLRLMAV
VWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMKLSVTAEGVTLDPAAIPEAVELARGGKT
ALSIPIAAGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGP
VARLDAAGLLAGLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDF
WLDAYVTDFLSRARARGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMADLRYYADTRAGAFAT
PLAAGQLGAALAAYGDPTRADRMFARAARMMAARMGRAEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAA
TDRPLSTQEASWMLLATHELIDRPGTGGGGFTLNGAPLTGPLVRLLAPGDAPAVLGNDSGRPETLTVTSFGVPEVPEPAG
GNGYAISRRHYTLEGDPVTLDAVPQGTRIVTVLEVMPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEV
RHSEARQDRFLAAIDWGSSDPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MCE8417618.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB28
MRALLPALAAVLFLGAAARDAVDAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARAAEPGAHLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLVRLYAALAEGGRPVPLHWRIGAAPVAQGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRRFARPGASQGTDPLRLAFPPDGADLALDGAPLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MCE8417619.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB28
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLEPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLMVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MCE8417620.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB28
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPADARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MCE8417621.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>MCE8417622.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB28
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MCE8417623.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB28
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPVVRGLALGTQPPSEDWARRRGLPW
>MCE8417624.1 aminopeptidase N [Rhodovulum sulfidophilum]AB28
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGRPVTPEITSA
GLSCEVPDAPFTWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGPGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRTALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKDGTYTLHLEQETPATPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
GIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFAKRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MCE8417625.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB28
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MCE8417626.1 hypothetical protein LZ190_02705 [Rhodovulum sulfidophilum]AB28
MLGRLLRGLHGGAREKGARAAPLPDDTPFGEDLAGRVVAFLETTSAVWGEAAIVRTHRDYTGHGLFHDRAAGRFFLSRSL
DGWPCAQAYLSFADAAGFRRWLAAQSDASLSGQVPSDIPGFERNPGNQRITRSFVEDYLRRHGNDGASGRQGS
>MCE8417627.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGSPEEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MCE8417628.1 ParA family protein [Rhodovulum sulfidophilum]AB28
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTARGGGAAPMPLTFPRD
>MCE8417629.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDMIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDADLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MCE8417630.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB28
MGNPQHLDWLLEGVEAWNARRKREDFVPDLSGMDIRGAFEKAGKLEDGRIPLSGINFANADLRGVNLRGADLASADLGKT
NLSAMPPAHKPGGAPKRKGFDGGGTAHMVRREAVRRKLYQNCTAIPLSAASLLIAISEYRFSVYSNNQLAASHPSFREGL
LAFLDTLANSVGELLEILPSANERPDRAQAENVASWLDRFIAQWRNGEDYFAPENLADASKPVSVVLGCGTLGALLGLPF
GGPIGATTGFGAGSVFGQMVTKHLKPGAAADKVAEIFENPEAP
>MCE8417631.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB28
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQT
>MCE8417632.1 hypothetical protein LZ190_02740 [Rhodovulum sulfidophilum]AB28
MGIFGTKRIYIGIGAAVVCVIVCLAAGFLAVVYRPEPDSRDLAVGADSGASGLTDVPTRLSGRDREDRNGPAPPVAGKAA
SEETAAPQASAPEENVPRDEGRAPEDGDTEAAGKTIPNDLGKVIVGGAIICAVTGCLSNRHAGNSNARSAAPRARPSNCL
RYGVLGDCPDVDRILANLGTADIAYNKPDSMIRGKPGIISFVVDLTPQPVPASAFRGLRGEIVRAEIPVTRHVSAELWGA
DGVFDISPPGPVRKEIHELSENRWDWTVKPLAGGSQVLKLKTYVHLTVNGAPMDAIGWKTFEATIPVEVTRSDRIRDLAA
EIQPVHAMFLFFLPLAGGAWALVRRRKKTEEPEA
>MCE8417633.1 hypothetical protein LZ190_02745 [Rhodovulum sulfidophilum]AB28
MPIFTIEDVMRRDDTHILVGNDNNLPFYLGRKRDAAADNEGMLLSLPELLWTK
>MCE8417634.1 hypothetical protein LZ190_02750 [Rhodovulum sulfidophilum]AB28
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGRDGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MCE8417635.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB28
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGTRNMVPMSAMGDTGGLHGHR
ETGIALPFLGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSLPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>MCE8417636.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB28
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMVPEIIFIWRVFT
>MCE8417637.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB28
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAVQAAAPASPERSEEPRESARPPRSERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGD
HMPAFLLRSFKPRTEAEPAAADEQVEQNAE
>MCE8417638.1 ribonuclease J [Rhodovulum sulfidophilum]AB28
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MCE8417639.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB28
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICDRIRTEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MCE8417640.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB28
MAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAALYSFVTSFALYATCLAYLDDRVAIT
LKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMPATLAEEIGEPVDPLEFLAFFAEHFA
HQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIETPGGRRAIAAADVFF
>MCE8417641.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB28
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MCE8417642.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB28
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MCE8417643.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB28
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGVLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARSLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MCE8417644.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB28
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MCE8417645.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB28
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MCE8417646.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB28
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MCE8417647.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB28
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MCE8417648.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB28
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MCE8417649.1 hypothetical protein LZ190_02825 [Rhodovulum sulfidophilum]AB28
MAGLALAVATGSAAGCSPLPGASAPGSTPAYLGAETVALKDGLVEVALRMRAPDGVGGLDDYGRCAVARHALDNGYGFAR
HLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>MCE8417650.1 NADH-quinone oxidoreductase subunit NuoG [Rhodovulum sulfidophilum]AB28
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAVFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPLAAE
>MCE8417651.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTAVISPLGRAAALAAGLGLAATVSAAGAESRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAS
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MCE8417652.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB28
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQVCEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MCE8417653.1 endonuclease [Rhodovulum sulfidophilum]AB28
MATIGYGVGLWALGAFVGGFGTFVVAGVVLTWAFCHTDAEFSAMVAKKREAMAAMKPYRDANAAIVVPNRPKPGGPKVAP
TVPRSTPKAAAAPAARVAPKADAAETSSPKPEAAPTAAQEKVGNGPAALSAPRAGGADDLKKIKGVGPKLEKQVNDLGIY
HYDQIASWTAADVAWMDENLEGFKGRVSRDDWVAQARALAKEG
>MCE8417654.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB28
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>MCE8417655.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB28
MDELLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKV
>MCE8417656.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB28
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MCE8417657.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB28
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MCE8417658.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB28
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MCE8417659.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB28
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTILEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MCE8417660.1 CvpA family protein [Rhodovulum sulfidophilum]AB28
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MCE8417661.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MCE8417662.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MCE8417663.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB28
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MCE8417664.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB28
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
SKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MCE8417665.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB28
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRHQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MCE8417666.1 hypothetical protein LZ190_02915, partial [Rhodovulum sulfidophilum]AB28
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKD
>MCE8417667.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB28
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAVAERRGRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MCE8417668.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MTVVKGYSAWSARQTGILCLLWATGLFLRIPVLAVSPLAGRIAEDLKLSTTGTGALTIVPVVVLALAAPLAVWAIARIGP
VRTIAVGLLLSAVLSASRGWTSSAVVLFAATIGMGIGIAMFQTALPSAVQGWLPAQAAMGSAVYLNGMMVGELLGARATL
PVVMPLAGQDWRMALALWAIPAAVIALLILLPEEQAKPGGPTPFSPDWSDGRTWELGLWLAGSIAVFFSINAYMDVTLSA
RGNAAWLGVLIVAYNATALLASLAMLWWKAAWIGRLGPDVMTGIAAAVGMIGFGLVPGPVGYLCALVAGFTASMQLILIM
SLPPVVTEEANVARLTGGITFVGYLVAFALPLLGGLLSDAVGGVGMVFIPTAVFILTLTGVGRKSGGYAECYSDIGGKV
>MCE8417669.1 hypothetical protein LZ190_02930 [Rhodovulum sulfidophilum]AB28
MAVWEQRRGEVHYRAADHHTLSLYLRGGSQVREVSSTTIRPSSEGSPGAICTLPAGDCFAWNNEGYLRWLHLYFRDRHLS
FATGSTATTPARVLFGCDPALRELCQRFLLVLDWEDPGQNNVLDHALMTLLERALAIEHVTSDFRASNGGLTGV
>MCE8417670.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MEDTVETSLADRITVRDLLADGQKAPDVAALCGFSSQTHMIHRFRAVFGYTPNAIR
>MCE8417671.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB28
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MCE8417672.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB28
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVPFDLIEKLARSPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MCE8417673.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB28
MAMRIRAALLLLAVLLPLPAAAEPSCHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFA
MNAGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAAVIETRAYLADPPDCRYATQSGPMLVIDGA
LHPRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPI
VGAVVPAGD
>MCE8417674.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB28
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>MCE8417675.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB28
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MCE8417676.1 YrhK family protein [Rhodovulum sulfidophilum]AB28
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MCE8417677.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MCE8417678.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARARRLAVSTLRHMGRADAVLKPFLRRPPPPP
VRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGAAVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIVFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQIPA
>MCE8417679.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB28
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGAVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MCE8417680.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB28
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MCE8417681.1 signal peptidase II [Rhodovulum sulfidophilum]AB28
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MCE8417682.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MCE8417683.1 insulinase family protein [Rhodovulum sulfidophilum]AB28
MMPIRLAVLALIAMAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAV
GPGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALF
SEQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRL
RPQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYN
GLSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSV
EDVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGIAPSDAPATIPTGSQEVTQ
>MCE8417684.1 insulinase family protein [Rhodovulum sulfidophilum]AB28
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MCE8417685.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB28
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAVEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MCE8417686.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB28
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MCE8417687.1 ChrR family anti-sigma-E factor [Rhodovulum sulfidophilum]AB28
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
EETHIKAPEPDALADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MCE8417688.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB28
MTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRID
VLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIR
LALDRLRHEMT
>MCE8417689.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGTFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPAVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAAEVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MCE8417690.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MCE8417691.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTLTEAPFAAFALGFGVLAAVAAVAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGMGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGEAASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>MCE8417692.1 DUF3833 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIAFFLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MCE8417693.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>MCE8417694.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB28
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MCE8417695.1 AMP-binding protein [Rhodovulum sulfidophilum]AB28
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGDEGRAAHRRLEPELDARIAGQTWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSTEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>MCE8417696.1 hypothetical protein LZ190_03065 [Rhodovulum sulfidophilum]AB28
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MCE8417697.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MNRMAPPQPDEGLPTENGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MCE8417698.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEDFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MCE8417699.1 hypothetical protein LZ190_03080 [Rhodovulum sulfidophilum]AB28
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MCE8417700.1 hypothetical protein LZ190_03085 [Rhodovulum sulfidophilum]AB28
MSHRTRIGGFCIDCRTEDPGPALAFRSAASGRERALIEDVRSARPSGPPAAPQVILQAVGHDPRVHLDIETDDIEAECAR
LTGLGAVEVTRTKDRVVRQAPSGHRFCLVPPEGEFPKDGMEVD
>MCE8417701.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MCE8417702.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
ADVIAPLIEADSTAFAAENGIAPRCD
>MCE8417703.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MFDTAPQDEILLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MCE8417704.1 AMP-binding protein [Rhodovulum sulfidophilum]AB28
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLITREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYDPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVTKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MCE8417705.1 hypothetical protein LZ190_03110 [Rhodovulum sulfidophilum]AB28
MKPLGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYEDIRRATAPETFEKLTT
GDYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAAAV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMEETLGVTDILDAYARGLQRLVSKDTGMIALLLGTAGFLAAKAMRGRLLP
FDKAVLAALGFVLLHFLAFPSGFVRHYFVAACLCLILWARLIDGWSARRQRRSPDDAERQAAS
>MCE8417706.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB28
MTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGWSARN
PPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEILQE
TLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPAWIM
KYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGTILSIA
AATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVRRYLM
GKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMT
>MCE8417707.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB28
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MCE8417708.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB28
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MCE8417709.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB28
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGLMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>MCE8417710.1 glycosyl hydrolase, partial [Rhodovulum sulfidophilum]AB28
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPYPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGMSVEQALDLWGTLQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNGGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGGDGDDRLGGGAAAELMLGGAGDDLLTGGGADTLCGGTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHAAVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLAGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGG
>MCE8417711.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDDFWSLVGNGRQDAPASTSMLHHEIICKVTPLDRQLGRWPKISVPEALQETLFSDSNLDSKSPSQMLVYALLDSAASP
ELAARIEDLGEPHCCLFQGAAAVELRDVAPWLVQLNPKGTLTRQLFSDSGMPMDLWSCRPGIFLRSQLSLPDLRGHLRRL
TRVQSPETKRWSYFRFWEPDMISAFLLNTDTHNLLAFFQGGFELHLPDTQGRWHRFRLASQPETMPAARLRLTERDRNTL
RAAVSERHLAELFDWVRSNFETPLTEQQREGFLERTASAARSEFATGDKRILAHCLAASWMLGETAWTSSKITRDDIELT
ARGALQLYERSYALSLKGHVA
>MCE8417712.1 hypothetical protein LZ190_03155 [Rhodovulum sulfidophilum]AB28
MMCFGTRNRVVWQRPENGSSPPAPPQGARNIDEISAPCPNPTENIIVIGSEVSYDSFWWKMMFITPGLSNAQGSRRPPKW
RDADRTTVFYVPNGYVHAELLPLEHLRDVLGINLVPLTSLRVLRKHLQNRTIDGKRHDVMNLSFYCHGLVGCFDLNYSGA
TRIRLGQSDLPSIDRSIFCSGGRIYSYACRTGVSVDKDAFSSLSEAHPKESLAQALADHFGVQVHAFYTRTLFRDCIRDP
SQAADIAEDLKDKRETQDGAVIDILDTHEGLPHPGQGLSTRLMGVISIPSWIRESGQVEEGTSEYSLWRKQGARFLPVGT
ADPTGLPSVMAIFEPA
>MCE8417713.1 hypothetical protein LZ190_03160 [Rhodovulum sulfidophilum]AB28
MERNQNCQVMSVDEWSAFMKDREGIVQPEARNPVAVTLHLDPGFEVQQGSVLEIGLGTAPMPETITPEFNYSVEYLGPFR
NELHIAVSRKTAAQPQVQILPTFILITPARRAVCSWYGDRSITIEASDKPIEIGVELLDHRITDGNGLPTAYRLSRL
>MCE8417714.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MCE8417715.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB28
MTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTGAGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAV
GDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAASSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAK
RMGARIMATVSIDAKADLALANGADTVIIGRNADIAGEARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAG
GPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGVMRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLL
VI
>MCE8417716.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB28
MLAYPIDLTPDDNGTFLVTCPDLPEVTSFGDTESEALRVAKGAISEALASRLSGFEDIPRPSQGLRRVAVPLQLQIKVLL
FWALSDAGKSRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGQAPGFALETAA
>MCE8417717.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB28
MNSKELEKLLRSKGCTFETHKGGSGHKTVRLGDRKSQIPMHGGRKELGTGLVNKILKDLGLT
>MCE8417718.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB28
MATLHLPLKGAYFDQIKSGEKIEEYRLVTPFWIKRLEGRAYDRIELAKGYSPKGDTGRRITRPWRGFRKTTITHPHFGPD
PVEVYAIRVN
>MCE8417719.1 hypothetical protein LZ190_03190 [Rhodovulum sulfidophilum]AB28
MPESRIEAAERGRTEAEAQVLRLMDERDRRLYEQARNWRRNKLLRQRIEDLETQPAGKTN
>MCE8417720.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MREVDLAVVGAGPAGMAASAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARALCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMQRQHCFTPVCDDWGEAAATEGGVEGVFVAGDGAGIVGPRA
AELQGRISALRVAEILGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEANGLDLDETGPDSPLPAFGTALPGGV
PGILAETGENGGKTVADAAGWLPVGGADDAPPDAPEAEKTATGAACHAGEA
>MCE8417721.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB28
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MCE8417722.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>MCE8417723.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB28
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIIHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGSTGITVERSAEMRLRGQM
NEISVPLPEGRLSPEDGPRLRTAFEAAYAARYTSPFEGAEIEVIALHARVSGPAPALGTGGAGGGATPAKGARPASLKGS
RSCLFEQGRFETAIHDRYALGPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSRAEAVA
RIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKALLARYP
AETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLFDGGRP
NETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEYRSTIV
SAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAPEGSVL
NPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGHSALLW
PTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQPGGKA
SGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAVPDDET
VG
>MCE8417724.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MPNSPQAPTRRHVLALAGAGLATGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIRNYVFTPVASNAIECWPLSLT
>MCE8417725.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMAIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPVVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MCE8417726.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHPFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MCE8417727.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MAPPLLEIRDLHLKMATSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILALLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLRGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHAVACLDPVAEAADA
>MCE8417728.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MAEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
SFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRARAAELMAMVGLRAGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MCE8417729.1 RidA family protein [Rhodovulum sulfidophilum]AB28
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGYVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MCE8417730.1 amidase [Rhodovulum sulfidophilum]AB28
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAARALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDDAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAPP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MCE8417731.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTEKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MCE8417732.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MCE8417733.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTVIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MCE8417734.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAAEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MCE8417735.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFVEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEARRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MCE8417736.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]AB28
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALVGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEET
>MCE8417737.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTASP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MCE8417738.1 CoA transferase [Rhodovulum sulfidophilum]AB28
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPQDGRP
ILISVQSDREWRQLADGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MCE8417739.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB28
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGSGMTVRPIPNMVNHETNELFFDNLEIPAENLIGDEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MCE8417740.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MTQGLDLEEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMVDTELAGDGIAPELAVEIDSYTN
IKNLVAAGFGASVLPWHAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGASLPEADS
>MCE8417741.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVITPEAVLVVIEPRAEGDLSQVIATVDDETEIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMGRISSFAPERGALSADLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MCE8417742.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLNGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MCE8417743.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSALLSTRALSRSFGGLRAVHEVDLDLAPGEVRALIGPNGAGKTTFVSMLIGRVAPSLGRIVFDGRDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRADSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIDAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGPPAAIRADARVQAAYLGTAID
A
>MCE8417744.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MCE8417745.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALALAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPEGLMGKAAR
>MCE8417746.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MPASKIPSKPASGTQLSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPGQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>MCE8417747.1 integrase [Rhodovulum sulfidophilum]AB28
MCLAIYAEEHAAHISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSSCPISPGTIRRELNVLQAAIN
YCHGEGYLITAPKVALPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSISGGH
VDTVRGILYRKPMGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEI
DLTMPDGKGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MCE8417748.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MVERLLSIPEAARALGVPKESLRRAADTHGKTIRMGRAVRLHPDDLEELIELCRVEPQVLAFTGGKGATVNPSGKSETRG
ASESRPARAAAQMLKRSSRLISSEKTGRLARLPQMS
>MCE8417749.1 zinc finger-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MAETAPDRIEEIESLARHNCDELAGLTAAIEELRTRVAKLEGADAVPAAPQNCPTCRGTGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTARGATDG
>MCE8417750.1 hypothetical protein LZ190_03355, partial [Rhodovulum sulfidophilum]AB28
IPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWFGEPFFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPG
PDRWKIRSRTFEGLAAAAANQWGENARKEAA
>MCE8417751.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB28
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESRQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MCE8417752.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB28
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MCE8417753.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB28
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQTTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MCE8417754.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB28
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHMAALALVYVAGGIPAAARALRALWTERALDIDLLMVIAALA
AAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIKALMELRPDRTLRRRASGGTEEVAVADLAPGDIVILRPGARVPVD
GTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEWFGQ
RYTIAVLAGAVLAFAAFLWLGLGWHAAIYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARVDSF
AFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDEGVL
WAGNERLAARMGAKDAPNERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTGDRR
AVAERIGAELGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVALLSE
DLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MCE8417755.1 hypothetical protein LZ190_03380 [Rhodovulum sulfidophilum]AB28
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MCE8417756.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB28
MWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPITDVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHA
QVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLV
AARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQ
IVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLTGGPRPETLDGSTAQLLDFIAAAG
>MCE8417757.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB28
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MCE8417758.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB28
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MCE8417759.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB28
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLSPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQMPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MCE8417760.1 hypothetical protein LZ190_03405 [Rhodovulum sulfidophilum]AB28
MKRRHLILGGLGLGAAGYMGTILTGLAKPCGTGRPRLATLAGPRRIARALLRQGYVGRNEAPEAKSPEALATATQRDFAA
GDTVICDGWVLARSEADFALACLRDDTA
>MCE8417761.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB28
MVRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPAAPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPVFRSGADDGDARGTRALREALADY
LASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDA
DPRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLALIYVGSLSKLLS
PGIRLGYALAPEPLLSRMADARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDL
PAGGLALWMRSAQGGTDLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSCPQA
>MCE8417762.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB28
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRGQQTGRTGWYYRVLEPGIID
PGDRLTLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MCE8417763.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB28
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRAEMSCSAGRRRIRH
>MCE8417764.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB28
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MCE8417765.1 DNA-3-methyladenine glycosylase [Rhodovulum sulfidophilum]AB28
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MCE8417766.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MCE8417767.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]AB28
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARREGVPAQAVPAARAAWRTRAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>MCE8417768.1 citramalate synthase [Rhodovulum sulfidophilum]AB28
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MCE8417769.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MTDIQLYNTRTRRKERFEPLDPDNLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADHVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSHDLLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGRKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTE
EKATQAKDVLKRWREVVAGVEPELSEASRIFDSLADDLNTAEAISTLHAMYENVRRGALRPERFLGAAQLMGLLTPELGE
WFQPALQIGSVTTPRRFACFADVAVKVAERWQAYRAERNWPAADELKRLASEAGVSLVASPAGPLVSISDDADPEKLKDL
V
>MCE8417770.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB28
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGRAEKAPYLP
RGGWISVGFEAQNADEMAHRLRESHATVRASLPRRVREGLD
>MCE8417771.1 porin family protein [Rhodovulum sulfidophilum]AB28
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVNTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MCE8417772.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQERPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MCE8417773.1 hypothetical protein LZ190_03470 [Rhodovulum sulfidophilum]AB28
MSPRQNRVTPLGEILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLTEFRGHHRPIMAPGHYTELFFLDEAVALA
AGHRPCATCRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEEAAHLILGAAALPWRP
AGYGAPRARPDGKVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>MCE8417774.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDVQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRSEAAGPESGADKPAGKPSGGRSKPAASADAGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MCE8417775.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATAAHPEGADADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDCDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MCE8417776.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB28
MTQKKSETDPDWRDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MCE8417777.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB28
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MCE8417778.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTAPRSLRLAGRRGREPVDFVLTPAPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVS
TRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDA
ELKPFAALARLRPSRDDAEGGGTPE
>MCE8417779.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB28
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MCE8417780.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB28
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MCE8417781.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB28
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVKAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MCE8417782.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB28
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MCE8417783.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLADATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDCGPPRQQAPSSSTPTP
SSPNGAASTDDDEVLAPPPSDAPAFDADPGQTAPEPSAARPPAAQAPTPAGMRQSPALDEGRPAPETATDSMPPEAEDLP
SGMTEPAEAAPAAAPTVAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPTRSRLLKHGLQRLLDADPDAATRAAERLA
RVVLSIETAARD
>MCE8417784.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB28
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDELRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MCE8417785.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB28
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRIIGSLSADARYRQVAMM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLIERCEALIAEEEAKARTALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHETYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDAPGDAPRPATGLRPAAAPE
DPAPGPVNDPKDFEDC
>MCE8417786.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB28
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEAMVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGTRGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAALGDLGDLEAGARKGGANLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MCE8417787.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB28
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLTRTQTMLKGAPPPFLRKVLGRPRADFATDPAGEYSE
>MCE8417788.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB28
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAGEMIARFPETARA
>MCE8417789.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB28
MTITATTRGGTEYIPEFLMAIDQGRCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MCE8417790.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB28
MRYLLVVSLAALSLTACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRQIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>MCE8417791.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB28
MADEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGARLS
DTEMVRFLRAHLLDAAAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFDLSI
EGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTPRQGNEALEALVPHLHAALPGL
GFADPRGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQIMLD
TLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRN
>MCE8417792.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB28
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>MCE8417793.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB28
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGCGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENCPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPERDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MCE8417794.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB28
MTLSIVPPMSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEF
DLVREALDERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHA
FWSAKTAQARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPE
IVVNATGAWIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPD
KVRCEADEQAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAF
GELAADDVMARLGLTRRTGTGDLPIGGGAGYPADPDAWCAEQAAASGLSQARVATLLARYGTLAGALAQSFAGERMLPGL
PGYSDAEIDYLIAHEQVETLADLALRRTVVALAGGLDAAALEAMAERLAAARGWSAARRGEELHRFRVKLATDHGADPER
IGLHRKGEVAAQ
>MCE8417795.1 hypothetical protein LZ190_03585 [Rhodovulum sulfidophilum]AB28
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEISGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MCE8417796.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAGVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MCE8417797.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPKVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MCE8417798.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MKTRYLAAAAASFVVASATGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALAKQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MCE8417799.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB28
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGLSPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQSRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPVTFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAYAVLNGTFPHRRAVETATSGSAAE
>MCE8417800.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB28
MFRHSQLETVKAWLAHPAHTAMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERR
VGSGSFVAEMTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRSFPLQLWERLERQVLKE
TGTLALLHGDPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAG
LECVPVRVDRQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACV
QGLDPNDRTIYIGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMAQLTLARFMEGGHFGAHVRTMRGIYAQR
LAVLSDLVRRHLSDFVDPRVPIGGLQMPCVLTCEISERAAIEAARRVGVELTGLSALHADGDGKAGFLMGFAAYTPAELE
VAVRKLATALQMVRMPA
>MCE8417801.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB28
MSGPAPAEAALSRRNLLRGKLAEGPVVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAEDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLHWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMKTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTVLDNIFVTGLSGTIRHFDGQGWRAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGSILRRRGPRGAP
>MCE8417802.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB28
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPEAAPPVAEALAAIVGACAALGSAGFQDAAVRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MCE8417803.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB28
MPGFRFLLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTKDTSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MCE8417804.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB28
MTAQTRRLPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
VGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>MCE8417805.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB28
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MCE8417806.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRRHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MCE8417807.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLSCLIVDDDAISRFVTVEHLRRLG
AEPAEAASIRTALDRVAGREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGCRAVALTANAELISGGRSAFHAVVAKPAT
SDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>MCE8417808.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGG
QTASTRPS
>MCE8417809.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVALTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MCE8417810.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRPVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLGARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MCE8417811.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB28
MSSPSAMLAVDFGTSNSAAAVLDGGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>MCE8417812.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB28
MSLDLLVAAASIAAGEPDPGLPPDRLRLTLEYRSPPDCTVERGRIAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRVAP
ESLFAAASALAEEMRLVSAVPDIGASFVVAPDAPGRSESVADAFLALTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDRGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARIGITV
NDLFRTALKASTRRPADWPSGMGAGIVDADALLHLELSRIQPLSVPESAAPPPEDAILAALDESYEQIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYARLLAAGQPGTA
ESSAKLSEPEARARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWATSHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MCE8417813.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB28
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKSPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>MCE8417814.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB28
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MCE8417815.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB28
MTRAYLGVEASTTGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGHQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRDAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAVVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MCE8417816.1 hypothetical protein LZ190_03725 [Rhodovulum sulfidophilum]AB28
MPLACDERAMDPGRKRSFYSQLENQQHRFPGDRVFDLVQALRNRRTYGEVMTRQPLWERRISPELGTWEGRSVDWGRAYC
LGRCQAIARAMTGTDPVPDLPDYASEYEAAKGLVSFGFGSIEAVVDARLERLPITMARRSDWVMGDAAGGDRPDRS
>MCE8417817.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB28
MSKPKPARFRTTNWSAYNAALRKRGPLMAWLDKEMALHAPHEGRPGRPPVFSDAAIQFCLSIKVLFKLPLRQTAGMVASL
LRLAGLVWPVPDCSTLSRKQKTLQVQIPYRRADGPLNLLVDSTGIKFLGDGEWQARKHGVQGRRQWRKVHLAM
>MCE8417818.1 RelA/SpoT domain-containing protein [Rhodovulum sulfidophilum]AB28
MEKPTSSEKPDQIEVDCINALAGAAEVKNRVLSGLALGYPSIESSAYLIKCRVKEHSSLVEKVQNKRECGNPDYSAKDAT
DIVGLRLLALFRGDLPTLVNNLLNFLRAGQSDDFSLFVGNNLADACSEIIVYTAADPGDQVDQMVFDIFRKKGIRIQGDA
SQDAQDESKIIVKVVRKESRYSSIHLIVWCRNLISKQEKHKIPMEIQIRTSLEDVWGEIHHGLSYKNKSLHNNDAAREFI
DSAEEHLINLKAQLDICARTADLISKQMSYAGPAAGRSTAQVSAFSVNLDTLLNLPLPEECKEKVADAAERVKHLFGRLK
KDDDFGSESEIPQISNDFAKCGEDFEDVMNSICEQGAGLISQREKCAYYLLMEAALCYYWAGRVLVAISDTSSRMMTAEE
ASSYYSKSISLYNRVSSEIQRSKDAILAYRMATVLSAQGHEDIALEKFREAVGYLQKYEQENLTENHFLRIRIPRQLGIA
IWEEAERFRLKGEAIGATDFLVSRRRNLYLEAIEVTHPLLDNDIGLDPDSIELEPEGLNREMLMTANNVLDYSLCYLRSG
GSISTLEKHGLGLSKLKRFVDALEGPEGIESVRVPVWADTLRAAKMELLDDIEGACVAARRVQEMLTKNREKWVIEYDER
IVDEMLEDAKKTLDKAH
>MCE8417819.1 hypothetical protein LZ190_03740 [Rhodovulum sulfidophilum]AB28
MTQAALDEIVRDRIQDTLSIKLRDDHAPVPEKADPSHAAADAEIETTDEEREGFMIVRAIAAKIAPIERITITDAKSYCA
ILMNDNNRRPICRLYFNSPTTKNIGLFNAEKVETKVRVDGPANLYAHSDAIEAVVRSHLTA
>MCE8417820.1 hypothetical protein LZ190_03745 [Rhodovulum sulfidophilum]AB28
MAIMLGAINAVFIGGMTILVLYAQEILALSATGYGVLLTFGALVGLAGGLLAPALAARLGMRRSLLAALGTFAVVNLILG
LFSHLLWQASSCFWKRRRECCGMW
>MCE8417821.1 hypothetical protein LZ190_03750 [Rhodovulum sulfidophilum]AB28
MRPPLLTFAVAAAFAATTSPSSAQGALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSTLPESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEASKSYREALAPYCPGFNLDY
>MCE8417822.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB28
MEWTIDDTCRHSVLCWLATVDGEGQPSVSPKEIWHHDEDSFVIADIASSGSVRAIREHPRVCVSLIDVFRERGHKLIGGA
EIMKDGTSRFEELVPPLREKAGPDFPIRNVIEVRVERIAPILAQSWRFFPERDADEHMRRSQETYGVRPR
>MCE8417823.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB28
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MCE8417824.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB28
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSVRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRELFARFG
VDLPSREDWAQLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MCE8417825.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB28
MAGLVYFSSRSGNTARFVERLGLPALRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MCE8417826.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB28
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MCE8417827.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB28
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MCE8417828.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPLPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADVTELYDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCRIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGKVSVDV
>MCE8417829.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRSILMRYATPSTIGLFLISLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEVARASGKSPMALAR
VLIDRPR
>MCE8417830.1 c-type cytochrome [Rhodovulum sulfidophilum]AB28
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPAADATEAAAAPA
AEEAAAEEPAAEAADAPAAEDAVEDAAATQEAVAAAPAAEEAAAEEPAAEEPAAEAAEAPAAEAAAPTEEAAAAAPAAEE
DTAEEPAAAEEPAAEDAAAADDAVEAPAVDTPEAVASAMTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAP
ESVEELFGNIAAAATEETEEPAAEEPAAEGAAAEAPAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDTREAI
TGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEEAAEEPAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKGEKAFIQCATC
HSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGL
MTYNARDPQEVKDVYAYISKLSEE
>MCE8417831.1 hypothetical protein LZ190_03805 [Rhodovulum sulfidophilum]AB28
MANCRVIAEHRLLGLEIAEFEAAWKEGGRPVSPEPLLAALAPLLRA
>MCE8417832.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB28
MATLADYAELLEDLDAPQRETLEQAWPEAVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRISLALLDPAAPTGDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGPAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNETEGKAPAAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILTENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MCE8417833.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB28
MLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYLLDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTT
VVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKDLKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDTTD
ADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAACRMALVRPITDDPDMRDALDAAVATYF
>MCE8417834.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB28
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MCE8417835.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB28
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
FLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MCE8417836.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGVAMAGREGPL
RET
>MCE8417837.1 hypothetical protein LZ190_03835 [Rhodovulum sulfidophilum]AB28
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MCE8417838.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB28
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MCE8417839.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB28
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MCE8417840.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB28
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MCE8417841.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB28
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAADGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MCE8417842.1 hypothetical protein LZ190_03860 [Rhodovulum sulfidophilum]AB28
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MCE8417843.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB28
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGIRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MCE8417844.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB28
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALQGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWGLVAYLCLGWPEVERDSPELEEVGWETRAAGLIVEER
>MCE8417845.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB28
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MCE8417846.1 chorismate mutase [Rhodovulum sulfidophilum]AB28
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKRTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MCE8417847.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MCE8417848.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MSVMPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASGRTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETY
GAIGVYRHPAPEACR
>MCE8417849.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MKITIDCPEIETERLILRGPRASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPRPEAAA
>MCE8417850.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERAHFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>MCE8417851.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB28
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MCE8417852.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MCE8417853.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLFLRQRVTPRIAAALVLGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHTAYTPLVRKLNRGEPALVFTFGMMLAALVVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLKDG
>MCE8417854.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB28
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MCE8417855.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB28
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MCE8417856.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB28
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>MCE8417857.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB28
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MCE8417858.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB28
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MCE8417859.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB28
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MCE8417860.1 hypothetical protein LZ190_03950 [Rhodovulum sulfidophilum]AB28
MPGEAKPASAPETRALLRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQDLT
ERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANLTN
SVN
>MCE8417861.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB28
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MCE8417862.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
GQMRTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYP
HELKGQGIYAYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDIST
LADPSVVEELVDNRRNRG
>MCE8417863.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MCE8417864.1 cation acetate symporter [Rhodovulum sulfidophilum]AB28
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQSDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MCE8417865.1 DUF294 nucleotidyltransferase-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVADLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEMPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAAEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MCE8417866.1 hypothetical protein LZ190_03980 [Rhodovulum sulfidophilum]AB28
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIAWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>MCE8417867.1 response regulator [Rhodovulum sulfidophilum]AB28
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MCE8417868.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGGRARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>MCE8417869.1 hypothetical protein LZ190_04005 [Rhodovulum sulfidophilum]AB28
MTPEAALPLGMDTAAIHIALRGRNRRPAEKGQKRRQGQPARHPGQGPKARRGPPRPRFPENRIGKAIQHMEPVDLAAMIH
PFPGPTRRRAEPANADPDDKQSPSALDFAAPLTEA
>MCE8417870.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRCHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIAIELAS
>MCE8417871.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLTGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAESLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLESLA
>MCE8417872.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDNLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MCE8417873.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB28
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALEDLARETRETEGVYTPWLRI
YLEKHSAAIFGELASA
>MCE8417874.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB28
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFSISDEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MCE8417875.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB28
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MCE8417876.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB28
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MCE8417877.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB28
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MCE8417878.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGGRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MCE8417879.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB28
MPEHVGTAVRAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MCE8417880.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB28
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLDAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MCE8417881.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB28
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MCE8417882.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB28
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELRARRDDCDAMIGIIADKQIVRLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYETGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MCE8417883.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MCE8417884.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB28
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MCE8417885.1 PucC family protein [Rhodovulum sulfidophilum]AB28
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MCE8417886.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB28
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MCE8417887.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB28
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MCE8417888.1 pullulanase [Rhodovulum sulfidophilum]AB28
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MCE8417889.1 hypothetical protein LZ190_04105 [Rhodovulum sulfidophilum]AB28
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MCE8417890.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB28
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAWAFLSLLTIPARRHEVPASPRLEPVY
>MCE8417891.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MCE8417892.1 c-type cytochrome [Rhodovulum sulfidophilum]AB28
MISKFAIAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGF
RYSKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MCE8417893.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB28
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>MCE8417894.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB28
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDG
DALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSTAVQLVLAPRATQFPEE
EPDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAHKAQRAGGGISGAGAKRKG
NRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTA
VSAALDA
>MCE8417895.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB28
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MCE8417896.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]AB28
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MCE8417897.1 phytoene desaturase [Rhodovulum sulfidophilum]AB28
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHLATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGDHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MCE8417898.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB28
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MCE8417899.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB28
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAG
A
>MCE8417900.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB28
MTGNTIADRTGLSDRDLLRDRSHIGGDWVGSETRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQAAFPGWAGTLPQDRS
AILRRWFELVTAAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEVGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYEEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGARLACGGNRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MCE8417901.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB28
MTGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRAG
>MCE8417902.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB28
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MCE8417903.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB28
MTRTKALIAGLSMTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MCE8417904.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB28
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAATRPWTIAAAVHMEAEWSPEDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MCE8417905.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAAIPNH
>MCE8417906.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB28
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAEIAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEPAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTT
>MCE8417907.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTLNRRSFIAAAGATGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETMAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRADFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAQDGARRQRAMNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>MCE8417908.1 cyclase family protein [Rhodovulum sulfidophilum]AB28
MTIVDLSMTVGPHFRWAPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDAGSREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGARTFLCAAPLKIGNADGAPARIFAIEDMG
>MCE8417909.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MRPARLAVLAVRLADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MCE8417910.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB28
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRSALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MCE8417911.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB28
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGEMVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MCE8417912.1 aldolase [Rhodovulum sulfidophilum]AB28
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADIDEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEEQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MCE8417913.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MCE8417914.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB28
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MCE8417915.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB28
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPEKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MCE8417916.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB28
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMVAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGLENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTQGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNLRVSTVTVRNVKEALADAPA
>MCE8417917.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB28
MPRPDADMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGT
NPIAFAAPRADAPPLVIDMSLSKVARGKVMAASKSGQPIPEGWALDAEGRPTTDPEAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>MCE8417918.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB28
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKENPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAISAINADPGFRQKMIDGGFALIDVPYGPEMDAWMKTRAEEYIPAARAAGVID
>MCE8417919.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB28
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRTLRRRGTALPAPSEKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLGGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>MCE8417920.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB28
MTDHPATMPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDLSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>MCE8417921.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MCE8417922.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MCE8417923.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTTLPRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSGEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MCE8417924.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB28
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYELAKGRRMGAAQVTAPEDQAAVEDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEKRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MCE8417925.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MCE8417926.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB28
MFRALRLAAFALLAIIGPWGPALAAPYHAGVARSAFTTASGQASAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHMGDTAGQPPRTSQDRILKNRPAQAIAALDAALRNERLAPHADPARIG
MIGYSAGGYTGLILAGAKPDFDHAAAYCAKEGHDDTGSCGEARFIGISEKLATWSAPSEPRLKALVLLDPLAVMFDATGL
ADVGIPVLLFRPQEDVYMRSAANAVALAQDLPRAPQEIVLPGTHFTFVDPCPEDIAAEAAMVCNDPPGIDRPAIHRSLED
DVIAFLNETL
>MCE8417927.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB28
MQTAPHQNEQIGSALGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRDGLLTELLCLSGRHPAVPG
GPRCLEVMVFCRSDLARGDYPARAEFVYGEWLREAFETGESPVPERDPEYSLVLAQARQEAIALCGPPRNELLPEVPPEH
VRQAMRDALPELLDGLHGDARNVLLTLARMWHTARTGKFVTKDTAATWAIARLPGPDAMTLDHARGAYLGELAEDWQSRA
GAARQVAGRMAEYVTRSL
>MCE8417928.1 transposase [Rhodovulum sulfidophilum]AB28
MTFRFRLQPSCSVWAATLGAATVIPRTGIGLNSAAQLLLTVGATSRGLNSEASFAASCGARPVPVSSDKTLRHRLIRGGI
RATKNAPHMLAGRKHMWADTKTTLLTLPMHRMLTF
>MCE8417929.1 hypothetical protein LZ190_04315 [Rhodovulum sulfidophilum]AB28
MVREAMRALPVLGVIEIRPGGGAWVSALDASSLLSPLNVFLGLSEISVDQLCQARRLIGGELAARQAKAADLEALDPPAA
GGGRSLSRFRFPRPASQADRSLFPCPRRPEPERAGARIPQGRRLYRRDGAPVHRRIGEAPRAGDASRQAMAAHMAQAWTS
PLGISQTPTAKGFSRMTGAQA
>MCE8417930.1 hypothetical protein LZ190_04320 [Rhodovulum sulfidophilum]AB28
MSRRPVVETDDTFPERAVAEVSGAEFLAHQCQSPTDIAKVIRSADMAVVQFAPDDDAEVITGMAEGGALIRYGIGFGNID
VTAANDRGQPAICPVAASTKWPGLRSRRCCASRLHSPPRRGPAVAIGRYATWRELAAPTAFLLSSRARDNTGTRLHANGG
QSMV
>MCE8417931.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB28
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPNDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVELGVDGLGIQRQVCVADI
>MCE8417932.1 hypothetical protein LZ190_04330 [Rhodovulum sulfidophilum]AB28
MSPISETGRLAGIEAIPTACPEPTYHYRTGSVCIVRISGETVLSAGANAAATAPKVTQAAACVIEGLSALLTGRNALRTE
ALRLMMRA
>MCE8417933.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB28
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MCE8417934.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB28
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTAGLPGRARCLVAHPVNPPHLIPVVELCPAPWTAVE
ALDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWARDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MCE8417935.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAAFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRYLRPPPESHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>MCE8417936.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MCE8417937.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB28
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFSVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQRVELVPGSELIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELR
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MCE8417938.1 hypothetical protein LZ190_04360 [Rhodovulum sulfidophilum]AB28
MVPPMLALWSWVIVTVILFRVLRPAGALVVCLLGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVAAGVQRPRPA
GTGDAGRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRLLADE
AGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFHPASWIQHLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPR
IEPRRRFLCLLLAAWLFGTLVLAKTLGALAIGLLLVPVALFFSTRLQILAAAVLAATVLFYPLLRSADLIPTERVLGLFE
KYSNEDRVGSLKYRLKNEDILLDKAMQRPALGWSSFARNRVFDPKTGRDISVTDGIWAIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAATAGPTSDPPARNRPPRLRGGQA
AEEEAPLPAMRATPYTRQTTLHSRSRRG
>MCE8417939.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB28
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGVPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILTAAEAEPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTAAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLTARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MCE8417940.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGPERILLTSL
EGLKADPGGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPLQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MCE8417941.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MTPPAPSAPRDLAAIVIGRNEGVRLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>MCE8417942.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB28
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGMMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTVLNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVAASHLLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFLVNQADRA
ILGKFITLDKLGVYTIAFFFGSLPVLMARATLNRILGPLYRMRPPAESAANRRNVLMARRLAVGGLVALTVPLAYGGIFL
IETLYDPRYALAGPMVVLFALATPAQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVMTIGIPGVILAPALAA
LLVYPLRTRYLRLYNADDPLTDLAILAVSLVLNGHACWLAWDRILPLLG
>MCE8417943.1 hypothetical protein LZ190_04385 [Rhodovulum sulfidophilum]AB28
MSRIAFYRLAGLVGLLFAAGTLYRLFPIVTGQPALSEFFMTEDGYLMLTIARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGFFLVRALAARILDPGRQAPALPWIAALLWYLSPLLLLHTMNGLETGLYSAA
VLAVLLMFLRLLRREGQLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARILPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWAGSAAIGL
CVLLLGRLLMPGVQDQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MCE8417944.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB28
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLEREDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGAAPVPLASFREKPDLATAREMLEAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIEEGQTDLGFFRLAETPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTVIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVKPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MCE8417945.1 replication initiator protein A [Rhodovulum sulfidophilum]AB28
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERGTGEPPPVLSPEALEAARVRMPGADVYALEAQWRGVWAASGQPRIRQPDRAFLA
WVEKRRTED
>MCE8417946.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MCE8417947.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MARRKRLSPITGPAEDTGPVPPGPMPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAATGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLADRLGATLAKAQPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPALAEALETFLA
ARDPLE
>MCE8417948.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB28
MSIGEDLARIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MCE8417949.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB28
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MCE8417950.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MTLPDFLIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPHDRFLFLTFEAFRDDPRATLRRITGFLGLDPLPETAFGGGAEARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPSMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAERLC
>MCE8417951.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB28
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEVAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RHFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQSMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPEAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLEGLHPYG
>MCE8417952.1 phosphomannomutase [Rhodovulum sulfidophilum]AB28
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLMACPAGPRVLVGRDLRASSPRIAEDVIAAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERSVAAPAPAAGQGARSFAPEAGAAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGALTARALGAGAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGGGVAGLVAALPARHTAADRLQQVAPEAAAALLARLDASAGAR
AAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPERAAAVLKLGLERVAAALADCGAQE
>MCE8417953.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MPSLLVISSAPAALLDGKPFLDRKFVEGMRFYTDLWDGPVNCLLRVRSGSFPFGRVYDPEELPFGIRFLPSDRIPGTPEV
SGQDVVLCSGDNHDYLHLAALCRRSGQKLVFIIEYVPETRRQILFLDRSRSLPKKIRSLIWMLGQEIRRRRAFGLADGLQ
ANGYPAFAAYEAINPNAMMYLDNRIGSDLLATGDEMAARRRRIGEGAPLRLVHSGRLERMKGSQDLIPIAARLAARGIDF
ELDIFGSGSLEAGLRRDIAAQGLSGRVRLNGVVDFETELVPFARQQADLYLSCHRQSDPSCTYLESMGCGLAVVGYANRM
WAALCRASEAGWAVPLGRVEALADALAEAASDRPRLAACCDAARAFAGAHAFEHEFERRIEHLRRLA
>MCE8417954.1 polysaccharide pyruvyl transferase family protein [Rhodovulum sulfidophilum]AB28
MGKIAKAAELLDFLVNPSRDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLDYVEMRSRQGARVSFFGTGMAFTDEQIAGESEAFRRWRAVLDRSQEVHLRGPQSVELCRRMGVQADIFGD
FAFLLHRPDIPVRDHGARSDAIGLNVGNCLGDQAAYEEACVALVRHLHSSHRLVFYVVVDTDMVATRRVIERAALPEDGF
SIERHYFDPYGFMRSIRNLRAFIGLKLHAAGLAMIAGVPALMVAYQPKSRDFMAPLGKAEQLLIDLPVEAGEFLSRAADL
LDRPEDFLVEDRIAAIAAGQRKKLEAVYMPG
>MCE8417955.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB28
MAVLRRGRAVLIGLIALCTLLELALSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEDA
>MCE8417956.1 hypothetical protein LZ190_04450 [Rhodovulum sulfidophilum]AB28
MRRRRTYRLTGGLATAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSADSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGGTV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MCE8417957.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB28
MLYLKRIVSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MCE8417958.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MPAPIRLVATAALLSASLMLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNR
QQAYSQYLRLAEQYPDDLEVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAATDDASARREAAA
RAEALLAEQPDNALLHVTLLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKGAEALLREMVSKFPKD
KENKAALIRFYLAQKDLDGAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLD
FEAGRRDQAISTLETILNGAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAA
IAGLRTALDHAPNDSQAMTLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAP
DNSDLLNTLGRLYLQMQDYGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALI
RARLATGDVDAALAQAQELRQDQPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDPNRPGIWLELSNLQMRQGDRAAA
AASIGKGLEQTPDDPRLLWAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFR
DTKVPAMQDTYGWIALRRGESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKAVEIAGPADRRPQIEE
ARAQIEALATAAPAEN
>MCE8417959.1 sugar transferase [Rhodovulum sulfidophilum]AB28
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEIYDRDMSLRTDLDVLFKTVSVVVRATGC
>MCE8417960.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRSPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MCE8417961.1 chain length-determining protein [Rhodovulum sulfidophilum]AB28
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRTPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQGAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPKERGSRLRRRNR
KEPPPSGSIMPG
>MCE8417962.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB28
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GENVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDA
CEREIAEHTNVLGVVLNAYRQADAKG
>MCE8417963.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB28
MKITFVIAVASLAGGNRVVATYAQQLKARGHEVTVVSRPRPRRTPLDRLRAWLRGRPLPPHPRSPLFDALGDSHKVLDRW
RPVVAEDLPDADVVIATWWETAEWVAALPASKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVREEAPG
SEIDLLPNAVDHAVFNAPPRGRGTPFTVGFLHSIAPRKRIDLAFDTIGKARLRLPDLRVVSFGTTPATEDFPRDLIYRRA
PPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAE
WRAMSDAAHATAAAHSWEAATDRLLGYLGEEARS
>MCE8417964.1 hypothetical protein LZ190_04490 [Rhodovulum sulfidophilum]AB28
MADLFKLHTQGLDSPPSRLTEVMPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MCE8417965.1 hypothetical protein LZ190_04495 [Rhodovulum sulfidophilum]AB28
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
FFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGAVDAAPATLSVASFTLDGEDRRSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDAPRAFSADDWSVDETGVRIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPSGGTPVTRDSAVSPVVVALNFRAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLGALETGPVCLVRPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRDAAMLSGESGTE
HTVTEADIGTLLRYVETATQPGAAFPVTAVSPAVTIGEGPAVLSGVSGRRSAAGQISVTLSTDSGNGTIYHVVTDGAAPS
AAQIAVGIGADGTPLVAPYRGATPVMAAGVQTLTISGLAEPIAATVHLVQRSGSGALSAPVSTARIVSPGASGYTPQSSA
GAVVWWDASDEASITHTAGDVSRIADKIGGAYLTGTGTTGMSASDVNGLNTILLDGIGNYFERSATALFPADGDWVLTIV
ASIDEVNHINDALVSAINGDNTFAIVGFNASEFAGRLAVSGEAVSFDGGPYGGLHVFQVKADLTGQATATAYVDGIPVAF
VPYSAAVDATTLRFFRSYVMGGRFCEAFLDRDLSSQAAAFAYAASKWGIS
>MCE8417966.1 hypothetical protein LZ190_04500 [Rhodovulum sulfidophilum]AB28
MAKFDIKGPSAGDAVSATLRNSASGEVLLRLDRTDWGNVGSSGAALAVDVDFGAVHRIPASAFGAGIESITVTSQPGVGH
VSVQGTDVLVNTVDEGEIRADFDASHLGSKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLSVKPVGQGPVAVTVT
ATPALHRQMCGWSCGRGIKLSVDETDATVLEPAERHADLYTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTVGGGV
VSGRTVAHDPTTYFGSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGAR
PLMPGMAYNGGKKHGMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGL
QRDGEHWSGKYRPSCIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYF
DSSNRHILWRDNWTFGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSEDPACGYQYGYGNGHRSLCQDVVYTH
AGYMSGAGAGMAQSEGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAEFENLEGRE
RAVICADWGPGINPDYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPEIQALVRDFIAFMQAPLG
IAPAWRTSAGPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFPADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLN
VSAAPTCTGGGAITTDESGQVWIGGYAGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRS
GRSMEIKGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTA
GSHVLIAADSVTGGFGSVSGAIDPGLDATVAVSATGVSLTVTAGSGRIALA
>MCE8417967.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB28
MYRHNVRTILRDTVIERVPPSIMRHVMPAMPSASPFIPPILETRTIFVHVPKAAGTSVKVEFYGRPEGGHRRIIEFAAHD
PGRTDDFFKFSFVRNPWDRLLSAHAYLTDGRKATGRDRRFARDVLALHPGFEAFVLALEDPGFRRQAMAYDHFRAQTYWL
CMPGARDHAMDYLGRFERFDEDMETLRHRLGRPGRPTVRARPSHHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>MCE8417968.1 hypothetical protein LZ190_04510, partial [Rhodovulum sulfidophilum]AB28
MQQRDNDDEFRAEVMHNGATSLVRVSDMSLPSFHRFANFVGRRILPFSNGRVVSPPGAIGHHQRRCIVVATTMRSGTHVM
IDLLLNNLPAYRNRPLYIDLDQHLRRGEMPVDPQAGYVVKTHYPFTMPGGKFPEDRLMGLFENSLVITIQD
>MCE8417969.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB28
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGNLGEVCDPGQGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQALGR
>MCE8417970.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MCE8417971.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MCE8417972.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB28
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MCE8417973.1 ribokinase [Rhodovulum sulfidophilum]AB28
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDVEGRNEIVVAGGANLAASSGGVEDALLDRASVLLLQMENDPAEIERLIRRCRPARAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCGPEPRALALASGAGILRTLGGEGAELCWQGQEISIPALPCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACSRIGSQSSLPEARDTDAVLAGAAV
>MCE8417974.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDAMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEAPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGGMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEVGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MCE8417975.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MAARSETAPSETARSVHASAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRL
GPGSQSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAI
LIALIFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRV
AYAIMLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MCE8417976.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGALAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MCE8417977.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB28
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAADIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MCE8417978.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB28
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MCE8417979.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB28
MSASRDPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASPSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MCE8417980.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKRFASVAILAASAAFLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVVRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MCE8417981.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQ
AAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLR
QMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDE
ISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>MCE8417982.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MCE8417983.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB28
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MCE8417984.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB28
MGQQAMSFDKLAERQILKAQAEGALDHLEGEGKPLSVRAHEDAVGIGMRIMAEAGTLPREFELKKAVDEQFLILQSTTDA
LERKAEMKKLADLTLRLEIEREARRSFFK
>MCE8417985.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMIEKTPNPDRARSFLYRLTPESAELI
GAIREREVRSFAAFSDQFTEDELLAFRKIMEALYANMLAGENRDTQQEDGSPS
>MCE8417986.1 YdcF family protein [Rhodovulum sulfidophilum]AB28
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWQAAPETLVVTSGAGGEAEAAAAICRAAGVPPARLICESDARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGSPGRRAIVLLREAAAIAKALALSATGRP
>MCE8417987.1 ParA family protein [Rhodovulum sulfidophilum]AB28
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>MCE8417988.1 hypothetical protein LZ190_04615 [Rhodovulum sulfidophilum]AB28
MRFGAPPAPAASGMPDAFVAAVAAVGVGARRLALVLTASGAALGTAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGNGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLALWGEDSATEARRVKLSPAISRRIGKGTWLRFGGIFGI
HNDRSIGMVIGSRIEF
>MCE8417989.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB28
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMAPDGNPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGARPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGSEAAF
APATGFVDGTALIALRVMRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MCE8417990.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECQMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MCE8417991.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB28
MTMNTTLRGATAAICIVFGAGTASAAVIDLGFVLDGSGSVSSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGTSSYT
VVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIEAKIDQVIDDTGGD
TGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>MCE8417992.1 hypothetical protein LZ190_04635 [Rhodovulum sulfidophilum]AB28
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMPPQCAVVDSSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGAWFWPS
HEAAPETAPANHDGLTQAQVVSSYGVWVAERGLFVRIERAE
>MCE8417993.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB28
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDTSLPLGYGAEVPQDA
>MCE8417994.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB28
MIAFRGLVWRLLPTERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTPDAPARALVPLAVTADRIVDLRA
LPAPNPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>MCE8417995.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB28
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MCE8417996.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB28
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEDQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MCE8417997.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB28
MRLVPLAPLALAVSALVAPVAVDAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEDKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQGLGSLVSLVEQGANQPMPMQMKMSLESMADTMPMAEGELELDATVTMVFELGDAE
>MCE8417998.1 hypothetical protein LZ190_04665 [Rhodovulum sulfidophilum]AB28
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLSETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQEAGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENAPTGPRKSPRPATEAKPAPETKPEPEAKTVPEARPAPKAEPAAKAEPVPKAAPAPAPMPERKPAAAEAVAPPS
PPPAADPAPTATAAPAAPASPAARPVSSVGPASPVAAAPSAARPPRPETPAGTGQPAAAPPRAGTARRASGSLRPEPQPM
RGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPGDETHVPDPDATAGLVAPSGADLSQAEAPDRKPPFDAA
ANNQPRAEGSGSAPFAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPPEA
GLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPPVVPSARPADLVPEPEPMTVPAP
GDTADGAEITAEGVPVYDVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETDPRPSARPAPRTAEASPP
AVVPADPEVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTLDTDAAVTAALEDLADGEGETSSDLPE
NALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRFVKVK
VGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MCE8417999.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB28
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>MCE8418000.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB28
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MCE8418001.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB28
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRSEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MCE8418002.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB28
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTTIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKVTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALLRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAALDCSRLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MCE8418003.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB28
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MCE8418004.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB28
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MCE8418005.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB28
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MCE8418006.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB28
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>MCE8418007.1 betaine--homocysteine S-methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEIK
>MCE8418008.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MCE8418009.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB28
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MCE8418010.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB28
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MCE8418011.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICARQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MCE8418012.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB28
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MCE8418013.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MCE8418014.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB28
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MCE8418015.1 Rne/Rng family ribonuclease [Rhodovulum sulfidophilum]AB28
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAEGNADEAEDREDHVAPAASDG
DAAPTDAAPTDAEPADGVQSADGETRPAETDASEAEDAAPAEDAEEDATDRGGKDDEPPTTVMAMAAHSDDPVETREPSA
GIPGMDVVDLGDDEESEDPAGEDSSAETRKSSSRRRRRSPRKKTDEAEDTASSAEETGEDGPEEIHHDDQIESVAEEDVH
EEIRPRKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEI
AAEMDVPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGE
GGYRLAKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSI
EETALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPG
MIEATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEAD
PFLISPDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQG
GDDQGYEAGQDESDDADSDGDTDAEAPEAVTAEASNEAAPAEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEEAVAP
KAEEPAALEAQVPGEAAAPVEAPVVEEAAVEDVAVEAAEASPETVEAPEAELAAEAPVAEAAVEVEEKAAPGVEPAPKPE
TQPEAEPETAEASKDNAPKRQGWWSVGR
>MCE8418016.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB28
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELIGTEETGAATLYLIRKG
>MCE8418017.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB28
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALSRLG
>MCE8418018.1 sulfurtransferase [Rhodovulum sulfidophilum]AB28
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRELADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEELRSLGVTRDRPTVIVHEGRGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLRVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPESFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAAKHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MCE8418019.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB28
MTDSSQAMPVSSRLLPRTAGLGFLALTVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRTIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWIAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MCE8418020.1 hypothetical protein LZ190_04775 [Rhodovulum sulfidophilum]AB28
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYISPPLFALGSGEAAGGAHCAALPTR
>MCE8418021.1 hypothetical protein LZ190_04785 [Rhodovulum sulfidophilum]AB28
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVAAEEPEESRA
>MCE8418022.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB28
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGCRLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCLLD
RQDLTEAAQGLILIALPQAGPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYREPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAPAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPALPGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRREVMGGR
LLQVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>MCE8418023.1 DNA polymerase Y family protein [Rhodovulum sulfidophilum]AB28
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAADSRGLHRGMGLADARALCPDLLSRPAGPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRRVADLAARPRAPLARRFGPELLKRLDQALGAEAEAITPLAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPDGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMALETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>MCE8418024.1 hypothetical protein LZ190_04805 [Rhodovulum sulfidophilum]AB28
MNTGSLPFPPLRRGRAHEVCGPGAIFFALAQAARIGGPLLWVAESWQAERINPAGIAALIDPGRLLMAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIADRLENGGAGSNAAETRWHCAPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MCE8418025.1 SMR family transporter [Rhodovulum sulfidophilum]AB28
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>MCE8418026.1 ASKHA domain-containing protein [Rhodovulum sulfidophilum]AB28
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGSFPKHGITVTEQALSPKNAVEQRY
DEKRGLPPARRLGCQARILADAVIDVPPESQIHRQVVRKAAELRAIEMDPATRLCLVEVAEPDLQAPSGDLERLNSALAA
QWQIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPTTKEPRFKVIGCELWSDDPDFAEAVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGSRRRRRPR
>MCE8418027.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB28
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MCE8418028.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB28
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDIRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MCE8418029.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB28
MADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIKEMVATARRLTEEGFVPMPHFAARSIADRATLADWIA
RYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGHPEGSRDIDPDGSERNMMEALGWKQAFAART
DAEMAVVTQFAFEAAPVIAWADRVRNRGIDLPIHIGVAGPAKLQTLVKYAIACGVGPSLAVLQRRARDVSKLVLPFTPDG
FLKDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MCE8418030.1 virulence factor [Rhodovulum sulfidophilum]AB28
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MCE8418031.1 hypothetical protein LZ190_04840 [Rhodovulum sulfidophilum]AB28
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGHGAGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPGN
RPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MCE8418032.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB28
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYSAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MCE8418033.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB28
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MCE8418034.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB28
MEKAIIARAPGGPETLDWVDWTPPALGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEVLGEGVEGLS
VGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKAALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGTFVSFGQS
SGLPEDFRLSDLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MCE8418035.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB28
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMARESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDP
>MCE8418036.1 cyclase family protein [Rhodovulum sulfidophilum]AB28
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFEE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAGDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHRGGTGGPARVFALV
>MCE8418037.1 hypothetical protein LZ190_04870 [Rhodovulum sulfidophilum]AB28
MPIVFVLTSIMGGVFSATVVSLIMETGWGAILLSYWVGGMIWGGAAVSFVALRSDEDSSGSEDHEYETSEYGASEYGGAE
YEDAGQGALGARSRTARSRAPEDVEEADRCGHFF
>MCE8418038.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFVAEGEAVIGSAVDLALGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDHDHDGHDEDGHDGHATDGHDHDALAAAS
ADHDHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRAT
GDTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALL
FGTGILCGFGLGYVAADALSRSFALARGFPLPVAFTRADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MCE8418039.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIATLSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTARAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MCE8418040.1 hypothetical protein LZ190_04885 [Rhodovulum sulfidophilum]AB28
MTDPAAPDRTRRLCLALAPGLLLPGLFLTTTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>MCE8418041.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB28
MRTLLSALAATTLLTGAAQATAIYPLDRATILVSSPFDFKIELDAFHPEEEIAVTVNGKPYAETFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKAKNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAQRLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MCE8418042.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB28
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MCE8418043.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB28
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MCE8418044.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB28
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MCE8418045.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB28
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MCE8418046.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MCE8418047.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MCE8418048.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB28
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MCE8418049.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAAE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGQIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGGESPGAA
>MCE8418050.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MCE8418051.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB28
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPADFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MCE8418052.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB28
MPTPRSHPDSAACAAAARSFPTTPLMAPVLALFLALGAGPAPADEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVN
PDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQD
GTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQ
STKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWA
TGYDFPGVERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAAS
GTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQ
RDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRS
PAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRL
HASGALR
>MCE8418053.1 recombination mediator RecR [Rhodovulum sulfidophilum]AB28
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MCE8418054.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB28
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MCE8418055.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB28
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TDPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVDEEWDPFEDDD
>MCE8418056.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB28
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGAAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRHAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MCE8418057.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB28
MAQADAAAGKRVFNQCKSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTA
MTFAGLKDPQDRANVIAYLESVVE
>MCE8418058.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB28
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>MCE8418059.1 ribonuclease T [Rhodovulum sulfidophilum]AB28
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAWEAPRGPARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCR
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSASDYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MCE8418060.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB28
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MCE8418061.1 COQ9 family protein [Rhodovulum sulfidophilum]AB28
MTDTPRGMDSITQELLDAAMIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETIAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MCE8418062.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB28
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MCE8418063.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB28
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MCE8418064.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB28
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MCE8418065.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB28
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPVDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGELHPVIAAMNAIGYDAATLGNHDFNYGLDFLLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGATDQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAAGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MCE8418066.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB28
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGDPTAT
>MCE8418067.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MCE8418068.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB28
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRTDLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MCE8418069.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB28
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLQGAARDFYLLDGQAPRPGQAFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLARET
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEMRA
ALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MCE8418070.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB28
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MCE8418071.1 AEC family transporter [Rhodovulum sulfidophilum]AB28
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MCE8418072.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB28
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MCE8418073.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB28
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MCE8418074.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB28
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDGEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVMRSPSALTVPQAPDPDMRIDVPEIDDYEDFDEEAPFETAPSVAESAPAPAIPVAEPRRVVEQS
VRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPV
VTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGK
DIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAV
VALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMA
DLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDM
LYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKD
RKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MCE8418075.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWVGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGETKAGATKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MCE8418076.1 amidase [Rhodovulum sulfidophilum]AB28
MASDWLGMSAGDLGRGIETGQIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARCRARSGLRLGPLDGVPVSW
KDLFDSAGTATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
GGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MCE8418077.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB28
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEDGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLTSGRQIC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MCE8418078.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA, partial [Rhodovulum sulfidophilum]AB28
SLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVLARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAARRPADA
QDREDYQTVWAARPGAVAAPTASLHFDAALLAALEAKGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSEAAAAE
INATRAAGGRIIPVGTTALRLIESAAVAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMGCARIR
KIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MCE8418079.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLFQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSASSGGSQTPG
>MCE8418080.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB28
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MCE8418081.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB28
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRTHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKTHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AKTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MCE8418082.1 sulfurtransferase [Rhodovulum sulfidophilum]AB28
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVREAHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MCE8418083.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB28
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MCE8418084.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB28
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MCE8418085.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSWLARAEGLGGIEPEIAARLDALPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLALMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MCE8418086.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB28
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAAAARGREVVITMLPNGQILRAVAAEILPAMAKGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNNYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MCE8418087.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB28
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLVIEAALDAWAPDPEVRMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MCE8418088.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MDFAPSEEQRAIFDLAREFGAEHIAPHARSWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKIIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MCE8418089.1 hypothetical protein LZ190_05135 [Rhodovulum sulfidophilum]AB28
MKTTVTREDAAGSVRMRFRVGAAVNQGDIAAGRFDPGDDGSVGAILWSEAGPLRYFETDMRNVEPGTIAARFDFGVAIGM
VGARGDFYDSPSVIAHGANLDVAVWAGDRDLMRGQKVGLCAARGAAHCNSDRSSRMFGSLPGPGVRACAGPGAGAASGGG
RSAAGRAGRVRRPRS
>MCE8418090.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB28
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRNAHAAALATGADSEEAMRSVVRLLIEEFGADL
>MCE8418091.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB28
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MCE8418092.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB28
MSFASRLTRAPLAHEPDRAAEAADRFVAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAATAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPDEVAETLTADYRAHREIEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVEAFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMRAGVEAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MCE8418093.1 hypothetical protein LZ190_05155 [Rhodovulum sulfidophilum]AB28
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MCE8418094.1 methionine synthase [Rhodovulum sulfidophilum]AB28
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYEPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MCE8418095.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB28
MRVLRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYIVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARALKRG
>MCE8418096.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAVAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MCE8418097.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MCE8418098.1 alanine racemase [Rhodovulum sulfidophilum]AB28
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQVDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGDRRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MCE8418099.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB28
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNDIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MCE8418100.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MCE8418101.1 dihydroorotase [Rhodovulum sulfidophilum]AB28
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPKGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRISLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MCE8418102.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB28
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MCE8418103.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB28
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIVESETASGHIAGITGARADLDRRLRRHRPADPA
>MCE8418104.1 LysE family translocator [Rhodovulum sulfidophilum]AB28
MPVDLWLAFAAASAALLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MCE8418105.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB28
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERIDSGYRSMMSVQSSLVIYPIYAYGSEAQRKRYLPGLALGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MCE8418106.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB28
MAEEVGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEASGAADRSALEAELFDERFLIERPLLQAMRPQAGGAPVLLIDELDRTDEPFEAFLLEALGDFQV
TIPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREVVAFVQKLRAEDLFK
KPGVAETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MCE8418107.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB28
MADLPALDIPDEGRLSHNVLHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDRPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILEREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>MCE8418108.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB28
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MCE8418109.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB28
MTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVLLG
GAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPALPG
DLAGIAMGAVFILIAVLLPRRIIGRNAARAAEAAAAGRADPAE
>MCE8418110.1 XdhC family protein [Rhodovulum sulfidophilum]AB28
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPVGRALPEDLLADLVAARAARRAVACLVDTESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGQVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGLDA
RSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRCG
>MCE8418111.1 molybdopterin biosynthesis protein, partial [Rhodovulum sulfidophilum]AB28
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALAGKGRSAVEARLSALGITLEAVRVVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGL
>MCE8418112.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MCE8418113.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MCE8418114.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MCE8418115.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVVLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIA
RRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLA
EMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MCE8418116.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB28
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEVTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MCE8418117.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB28
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLIGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHGRGEYLAKILPEGARRIVSGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDRGAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSILVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MCE8418118.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB28
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLADAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGGRQLKNREGWGEKSATNLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MCE8418119.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MRVLLVEDDPTTAKSIELMLTHANLKVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MCE8418120.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB28
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MCE8418121.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB28
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGAHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MCE8418122.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVAGIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MCE8418123.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB28
MAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDVLITIDSPDFCLR
VARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMGEVGLRCDFVGHPVVAQPRASAEEALAFRD
RHGIARETPLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTELTAAWPVAPLVIDPRGDPDGA
AGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQPGPI
AAALCLLLEDPTYRAPQLEAMRLTMERLGQGGERPGLRAARAVMDGLGAGR
>MCE8418124.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum sulfidophilum]AB28
MTGIPTALIAGSGTLPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGGSDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLDPEETLARADALGLFLWVREL
>MCE8418125.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB28
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MCE8418126.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB28
MYDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MCE8418127.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB28
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDQKVETIRATQDRKARELGQRREEKRQDFFRKALPLLAEIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGGEPSSVPAPETGGALLRPMPAPAPPRGATEGGD
>MCE8418128.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB28
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MCE8418129.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB28
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
ILGDSDGASGKDAAAMAGMDAEDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLSLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFIWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MCE8418130.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB28
MQRRRITVFGATGSIGENTIDLLTRQGGAGTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMETGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MCE8418131.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB28
MATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLLPPYAAFPLLAIPCVIGAWQ
LPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFWPRVSPKKTWSGILGGWFAA
MLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRFDGLLGASLFMLLVAQLVYV
PEVRF
>MCE8418132.1 polyprenyl diphosphate synthase [Rhodovulum sulfidophilum]AB28
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNELVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MCE8418133.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB28
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MCE8418134.1 UMP kinase [Rhodovulum sulfidophilum]AB28
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MCE8418135.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB28
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIDARFERMMKEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLRSWPRWPAG
>MCE8418136.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MCE8418137.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRAAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLEGWQANGDATEYTLRLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQAPAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MCE8418138.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTISIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>MCE8418139.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MERLSWTGALGPWLVPALEAALVVLALAALAHPVALLAGGRIAPGSEATRSDASKAARVTGGLFRLSLGAVAALILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLALFWIFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTAHGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MCE8418140.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPMASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRAIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCGHAVAGLCDATEIAMRPVPDPTTRRS
GHEARCLRFEEIDWQSRASRPANAPQAEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARTAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGPTAEVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGGLCSRELPPMVELGPGHSILCHLPPETLGEMEPVFRSAAE
>MCE8418141.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB28
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MCE8418142.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB28
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MCE8418143.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB28
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPAFDGVRVESGLAGDAGFEAL
FPTDMVDTLNRASEDLSALAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGSVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MCE8418144.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB28
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARHDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGEAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MCE8418145.1 hypothetical protein LZ190_05415, partial [Rhodovulum sulfidophilum]AB28
MKDGPDISPIIAARIDAPRRASIPTAHLAGRALAAAGITPAVASGHLPPQAEAGPIRPRKQNRHRHFSQARNAADRLRRP
ERGRHPHPSPAGAHRSEE
>MCE8418146.1 trigger factor [Rhodovulum sulfidophilum]AB28
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPEADLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MCE8418147.1 S8/S53 family peptidase [Rhodovulum sulfidophilum]AB28
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVANVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGSDVVLLPRSIPDPGRLVPELGSVDLDGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MCE8418148.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB28
MTKSLDILKNAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTR
ENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTMRREEILRESRLEM
SAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLS
RIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>MCE8418149.1 transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAPPAGADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGSTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGF
>MCE8418150.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB28
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MCE8418151.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MCE8418152.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB28
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTERIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MCE8418153.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB28
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MCE8418154.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB28
MLDGAMRRLIDPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMVALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPEANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MCE8418155.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDILAAVNRLPGPEKATFLPMLTALADEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIRAAL
AEMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDIADADAAQTQIADARDRLTELTGHLHLTAPLRGMIDRLAAYA
DPTTGIVATRRAAILARDEAEAGSRSAYERLRAIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGKALVVFRDRLVERDRMQRLEHEAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADI
ATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAATVSVRPRTETAIPAAAP
PPAAEFEPPKRAVNDAGWQDF
>MCE8418156.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRLALAIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGQGMRLGLLAAFEEANRAGGVHGRKVAL
DSVDDGYEPARSAAAVERIVSDDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEVDAEARPDFVSLEGY
LAGRVALRALQKAGPFANRGRMREALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTKIGADGAFEPLPPAAVDPKL
>MCE8418157.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>MCE8418158.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MCE8418159.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGDK
>MCE8418160.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPLMVQFWFYLQDVLRGDFGTSLLTARP
VSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYSMPIFWLGLMGLLIFYGILGWVGGPG
RLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSER
AVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLY
KVFDPRAK
>MCE8418161.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNKLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDPEHAKTLLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MCE8418162.1 dipeptidase [Rhodovulum sulfidophilum]AB28
MDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDSYDLPL
PEPVPQDRALQVAMAQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLRSLGPV
WSRPTTFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAICPHARN
LTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAGLPALR
QAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MCE8418163.1 ATPase [Rhodovulum sulfidophilum]AB28
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDAPILH
>MCE8418164.1 prepilin peptidase [Rhodovulum sulfidophilum]AB28
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>MCE8418165.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDENSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MCE8418166.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MLVALLCTACSASGTLSPAYRGQPAPAGTAHPATAVDGLVVGHRLMAAGEYDLALKAYYRAAAKHGLSADVLSGIGSANL
RLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIRRNLRLAIAKTENPDYDSPR
NQGTTFELVRRGEGRYLLLAPP
>MCE8418167.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB28
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQVSGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGIILSVLLPGAVGYY
LPKYWVERRLQSRHEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELQPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>MCE8418168.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB28
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLERGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVAKEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETAFFLPAAIAVAVLLVVNVIFMRVMINI
KV
>MCE8418169.1 Flp pilus assembly complex ATPase component TadA [Rhodovulum sulfidophilum]AB28
MFSRYRKSEPGKVAPAPPQPQAKTPPEIPAEASAPAIPALPLQAAPNEKDRKRKERLGELKAELHKTLLENLNLSALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MCE8418170.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPTDILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDVGTAAPAAAQ
>MCE8418171.1 OmpA family protein [Rhodovulum sulfidophilum]AB28
MRARLVFLILGTVLALTGCSPQQREEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRTAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLAGRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPRPALIPEPLQAEE
>MCE8418172.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB28
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTNGGDLGFSGGTNTIAEGNNLGNIFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRREALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MCE8418173.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB28
MRLIFGLVLLVGLGLAGCAVYLAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVVAKAFEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MCE8418174.1 hypothetical protein LZ190_05565 [Rhodovulum sulfidophilum]AB28
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>MCE8418175.1 hypothetical protein LZ190_05570 [Rhodovulum sulfidophilum]AB28
MARPGVAGMPVVSLAYSLLLRAGTSCQIRSRLWMAAFLTAVWLIRMVWTIEGDRMTTLSALR
>MCE8418176.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MAETWIILGASSSMARALTRRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEAKGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MCE8418177.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMAGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MCE8418178.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MCE8418179.1 hypothetical protein LZ190_05590 [Rhodovulum sulfidophilum]AB28
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANARVAKIV
ASLAAESDNGYVAAHGYRDNGPAAQTIANPRVAAIAAYNAANAD
>MCE8418180.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB28
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MCE8418181.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB28
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MCE8418182.1 hypothetical protein LZ190_05605, partial [Rhodovulum sulfidophilum]AB28
IYRIDLKFQSSKNSKTVPRRKTCRDPARSESAHPQVSTEPLLIGPRRWIQDAPEKGPEFSMLFSTLFGSGPHQDLTAGGY
PAALRSPGR
>MCE8418183.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB28
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPTSEAGRGAEEASGMT
>MCE8418184.1 diacylglycerol kinase [Rhodovulum sulfidophilum]AB28
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLEGADALEGGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDSPLRVLVPEAPA
>MCE8418185.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB28
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MCE8418186.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB28
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>MCE8418187.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB28
MSRQDLPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDDDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRNAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKVVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MCE8418188.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MQCAPGDAPEPKTDPEAEPEAEPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARSGARRED
>MCE8418189.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB28
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVNVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MCE8418190.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB28
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDMASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDSVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTETWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MCE8418191.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB28
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGIEDTGRKEHGLHVYLKTG
>MCE8418192.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]AB28
MITGHVFIATSLDGFIARADGDIAWLLECDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTGD
DLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHE
KTKSFPSGLVQSRYRIAA
>MCE8418193.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTRPRGRPPRADAPVSRDEMLTAALTLLDDEGAEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSTPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQEKRITAEISTLLAKAGLSDRKRRLWLDILVDVTHGAALATAMA
GRKAADDPARDQGYGAALDELLSRLGDEAALRTESG
>MCE8418194.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDGRQI
>MCE8418195.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB28
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MCE8418196.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB28
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRDFLSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MCE8418197.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB28
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MCE8418198.1 DUF4177 domain-containing protein [Rhodovulum sulfidophilum]AB28
MPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWIYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARE
AEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPAHALGGAPPRSDED
>MCE8418199.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>MCE8418200.1 J domain-containing protein [Rhodovulum sulfidophilum]AB28
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWERQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MCE8418201.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB28
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MCE8418202.1 hypothetical protein LZ190_05705 [Rhodovulum sulfidophilum]AB28
MRRPDAARSRPAAALAVFFLAAPTAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALHPVYLLLLQRHILDGERRARDQYVRLSGLCDDVDRAAGLKGHRHAPR
>MCE8418203.1 hypothetical protein LZ190_05710 [Rhodovulum sulfidophilum]AB28
MTRVTLVAATGFATAFILAAAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MCE8418204.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB28
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYMVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MCE8418205.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB28
MFQNFDSTTRPEDGPIRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALEGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRASTGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTLVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDASERAWLDAYHAEVAERAGDGLSERARAWLAEATQPL
>MCE8418206.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MCE8418207.1 chloride channel protein [Rhodovulum sulfidophilum]AB28
MQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGFVVGLLLHRFTPDARVRSV
ADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAVAAAVSASF
NAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCGLVAVILMR
AIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVAVSMTMAGR
MGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGLAVMVAVSL
STALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPGAASPGACAELIGQGVMFEADTTLVEALPVF
EKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MCE8418208.1 FAD-binding protein [Rhodovulum sulfidophilum]AB28
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLTGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MCE8418209.1 putative lipid II flippase FtsW [Rhodovulum sulfidophilum]AB28
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MCE8418210.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB28
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVVAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRQPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MCE8418211.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB28
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MCE8418212.1 hypothetical protein LZ190_05755 [Rhodovulum sulfidophilum]AB28
MISCPVIAICGPAPLAGIPGLRGMRRAAPPVTARLLAAAVIPATAQAAFGPGAALTGPLHASAFRPVARPAGTGGAPEAL
SRDRGAEGGEQ
>MCE8418213.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB28
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>MCE8418214.1 hypothetical protein LZ190_05765 [Rhodovulum sulfidophilum]AB28
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWAAVALV
SAVLYALGAWIGGGDG
>MCE8418215.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB28
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADTEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGPRVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPG
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MCE8418216.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB28
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDVVFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGAEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRW
DESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>MCE8418217.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB28
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MCE8418218.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB28
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGTSREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MCE8418219.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB28
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAP
>MCE8418220.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB28
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAP
>MCE8418221.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>MCE8418222.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB28
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAKAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHST
>MCE8418223.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB28
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGRMRAEGKGYVVQDGDVMHFLFNA
>MCE8418224.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB28
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRRERFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MCE8418225.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB28
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIVPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MCE8418226.1 hypothetical protein LZ190_05825 [Rhodovulum sulfidophilum]AB28
MTRCLSLLALCAAVIASPAMSQTLSQANAQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALQPPDYRFDLARGQSASGAVGRMRTAHNAKYKGSANWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPNQMASAGSNRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MCE8418227.1 hypothetical protein LZ190_05830 [Rhodovulum sulfidophilum]AB28
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQRALSRDGTRLTLTS
LNPHANGWFLLELERPGRQPETYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVNGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDTATGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKESPR
>MCE8418228.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB28
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
EGVAGFVSWFRSHYAT
>MCE8418229.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB28
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MCE8418230.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MCE8418231.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MCE8418232.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB28
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPNGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MCE8418233.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB28
MDMHVERRSDDDPADVMRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLME
AARNSKKEMTLGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRLHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPW
ARAFGAPEAVRRTRKTTAELRAMPIVETVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFAALTAE
CRARILHEQTLIATHDPEGAIETLPCLLRDPEDRELAARVVKYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPL
ASHGAVVHGADMARPGSAAAGVPGAEAGVGDAPKTVSERKTSE
>MCE8418234.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB28
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MCE8418235.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB28
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYEQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MCE8418236.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB28
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MCE8418237.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB28
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDAMQVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGQLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>MCE8418238.1 hypothetical protein LZ190_05885 [Rhodovulum sulfidophilum]AB28
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>MCE8418239.1 terminase family protein [Rhodovulum sulfidophilum]AB28
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRSQVEGARPLDEGRAHRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>MCE8418240.1 phage portal protein [Rhodovulum sulfidophilum]AB28
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLAHFGTSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MCE8418241.1 hypothetical protein LZ190_05900 [Rhodovulum sulfidophilum]AB28
MSQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MCE8418242.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB28
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MCE8418243.1 phage major capsid protein [Rhodovulum sulfidophilum]AB28
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKVMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MCE8418244.1 hypothetical protein LZ190_05915 [Rhodovulum sulfidophilum]AB28
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAIEARTGKALIARSFSYELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MCE8418245.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB28
MSRVPILNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAASRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGV
>MCE8418246.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGVPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MCE8418247.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB28
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MCE8418248.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB28
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MCE8418249.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB28
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MCE8418250.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB28
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIRRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MCE8418251.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB28
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLLT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MCE8418252.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB28
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLVGAIKSDREEHGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>MCE8418253.1 NlpC/P60 family protein [Rhodovulum sulfidophilum]AB28
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGCEPEEVPPYTPDWSEPQGDEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGMPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MCE8418254.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB28
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSTHGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFEISGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRKIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIGGVRSAVPTAWMP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRVSAQALDAVIREICTEAGVSDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGEYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVLQPAFAAPVPVHALFLDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAG
YTLNTTLERSAVIGITETPLHAAAPGRWDRGPALRVKLASGTLSSVREADLLAGANLAAIGTGEAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGAAGDLTLSWMRRTRIDGDSWASVEVPLGEAREIYALRVMNAAGDELRAETVTAPGWTYRAAMQVADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>MCE8418255.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB28
MANTANLSLPLLQAAQAQKHVIVNEALIRLDALVQLRLQSLTVPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTMVGGAVAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGADGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MCE8418256.1 hypothetical protein LZ190_05975 [Rhodovulum sulfidophilum]AB28
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALSQNLDLPPEPSLDDTDYCRC
LAQVLGALATWRDWKAALSAGG
>MCE8418257.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB28
MPEIKPRLAEIDPVWKRICAEAEEAVSVEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MCE8418258.1 AsmA family protein [Rhodovulum sulfidophilum]AB28
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPQQGSLAGFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTQVTLDAAVGQASLA
FDGEVGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDQASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAAALDFGKVRLGPVR
LDARLEDSRLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGRGRVDI
GARDLDYTLVPSALRGAGKDGISVPLRITGPWAAPSIRLDAGAMAEERLKQERETLERKARERAADEFGVKADEGESLED
AAKRRLGEEAAKGLKNLFGD
>MCE8418259.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB28
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVVVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MCE8418260.1 hypothetical protein LZ190_05995 [Rhodovulum sulfidophilum]AB28
MPKVNSVVRISFAGGLIGLVFGSTGGNVDRILQGQNRMGWNVAEVIPDTPILVLRLESGRDTGALDDFQRLSLHHGKSAL
GIAAAPCETAAPTAPAPSHTTCQRRPA
>MCE8418261.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB28
MIHVTTTCPDTDTARAIARDALGQRLAACANILPGVLSLFHWQGRIEEEPEVLLSFKTRAAHRPALVTLIEERHPYDLPV
IHWEDAETTPGATAWLDTETG
>MCE8418262.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB28
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MCE8418263.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB28
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MCE8418264.1 hypothetical protein LZ190_06015 [Rhodovulum sulfidophilum]AB28
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>MCE8418265.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB28
MAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVARAAARR
HGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALAAYNAG
PAAVERHGGVPPYDETRTYVRRIWGS
>MCE8418266.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB28
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYV
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MCE8418267.1 lipoyl synthase [Rhodovulum sulfidophilum]AB28
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFSAYEKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>MCE8418268.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGREDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFATPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MCE8418269.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB28
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MCE8418270.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB28
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MCE8418271.1 pyruvate kinase [Rhodovulum sulfidophilum]AB28
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MCE8418272.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB28
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPTDQAAWAARLAPILEAA
LADTGA
>MCE8418273.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB28
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGGAMTEAEARESFYGMPYKDWKALH
QTEADPEQKAAFEAAMAAHPEPGKT
>MCE8418274.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB28
MIPASGPMQQFTPKLLTAMTEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLTMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>MCE8418275.1 zinc-ribbon domain-containing protein [Rhodovulum sulfidophilum]AB28
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAGFAVPRAPEPVASGPEGADAPPRRGLDEDVL
SILREEAEREQRAREEEATAETFSEQADLGLASPPAPVRAKAPEPAPSPEPEPDPAPAEPSRSAARRDLLPDVEKITSTL
SASTDRGAASIPPTAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAARAWLAGLVPA
DPLDREPGR
>MCE8418276.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGIARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MCE8418277.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB28
MLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEAV
LQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGVDAEALRLRLAAEAPGAVLDDHTRWRQP
LVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMG
AVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>MCE8418278.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB28
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
SRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPITPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGA
>MCE8418279.1 cysteine synthase A [Rhodovulum sulfidophilum]AB28
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGTEMNDEEKAISASTPGFQIG
>MCE8418280.1 LysE family translocator [Rhodovulum sulfidophilum]AB28
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPTAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MCE8418281.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB28
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPRQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MCE8418282.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>MCE8418283.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB28
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASGGATGWGECVPYARYDETLDSVTAQIEALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARARVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPTAALW
G
>MCE8418284.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB28
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMHSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDKVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MCE8418285.1 hypothetical protein LZ190_06125 [Rhodovulum sulfidophilum]AB28
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEVLSDADGPRY
EALIGSDGGAQKLYVLRREGGLVRAVERATDAATRALAEPWAADVNADMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWHDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGAAR
VERPSDHRPIWVEIGRPLTG
>MCE8418286.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB28
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAVLLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPLAALSDSQAIGAGDPASEAVWRAHVTRMAARARAAHAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAAPAGTDAMARSFEVVRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQVELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQILRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGERDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MCE8418287.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB28
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSIGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKIAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLAEPAAGTGYVPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MCE8418288.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MCE8418289.1 hypothetical protein LZ190_06145 [Rhodovulum sulfidophilum]AB28
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MCE8418290.1 hypothetical protein LZ190_06150 [Rhodovulum sulfidophilum]AB28
MRRGARLAAVLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>MCE8418291.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB28
MTKDQTDAKNQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGS
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALM
TVMKGLPLAYSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHH
VTGTLVAMAEKKGCDLPDLNLAEMRSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRSQIARWKDRLG
>MCE8418292.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB28
MILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPQALPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREI
GRLMGEADWNSPGAKALLGRLIEGS
>MCE8418293.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB28
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
ISYAFMQAVGMVNDHVLTCPRHAEVAALG
>MCE8418294.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB28
MPDDSHENDVGSTEGAENPLAGAGAEHDRKVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>MCE8418295.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTMSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MCE8418296.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB28
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MCE8418297.1 EamA family transporter [Rhodovulum sulfidophilum]AB28
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLVFEETVWPQAVQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MCE8418298.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB28
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>MCE8418299.1 methyltransferase [Rhodovulum sulfidophilum]AB28
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RNGAALSWPG
>MCE8418300.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MCE8418301.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB28
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MCE8418302.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLTRISDGRSVFVAVTDSDAPIAFIELEQDGHI
DCFYCSPEFVDHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLVKRREFERNAVRIHNYLMEKTLR
>MCE8418303.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB28
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLTLDPAEGLSLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSASGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLQETRPDWWAEAGAPYRL
>MCE8418304.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAERIRRKLEVGLDTVLKEEGAPP
LRAANDG
>MCE8418305.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB28
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPEYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MCE8418306.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB28
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MCE8418307.1 hypothetical protein LZ190_06235 [Rhodovulum sulfidophilum]AB28
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTPGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRVAETADAPVSVEAQ
PPGAPAARPVRTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MCE8418308.1 molybdopterin guanine dinucleotide synthesis [Rhodovulum sulfidophilum]AB28
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLEGERRAGRRALLGADFAFGYPA
GLAEALTGSASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTRPPEPGFARHRRV
EHVLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMIGPEVAEALAA
RPGQIPDEVQVRLMAGAVLAAEDTDALLGVPSVSDLAEEGWILGTAAPGLLRAGAALSRTCR
>MCE8418309.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB28
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRVAGLACEDAVLPDPPPGDLGPL
AGVLAGLDWAGRGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELSAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>MCE8418310.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB28
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVTERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MCE8418311.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB28
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MCE8418312.1 hypothetical protein LZ190_06260 [Rhodovulum sulfidophilum]AB28
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRM
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MCE8418313.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRALAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
DSCTRLAAHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAV
GHLNHLYLTGRATRRRRPDGAWLYRRSGAA
>MCE8418314.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB28
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALRDATEWMLTQEMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
DLSDAALSA
>MCE8418315.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB28
MSAELLRPDTGGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAETFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGRPLAARDESAAISAPGQLGSHYAPGARVVL
NAATAPQQGLWLGFGPDCPGAVLNLSPSGDLVEAAAALFHALRLLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGQSAP
>MCE8418316.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB28
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MCE8418317.1 hypothetical protein LZ190_06285 [Rhodovulum sulfidophilum]AB28
MARHLFASRAAALMLAAFAATTTATAPTPVAAGTAARQDGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSSNLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTL
VARSDMVPADGAPFALDRSALRITLLGQDRAIDIRGCDAAR
>MCE8418318.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKEAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAIMALALAAVFAATLLPVLATGRLPGILLAVLPPLGAVSAAAAGMILFLAGGGLVALAAWALS
RPSRLPGAPDR
>MCE8418319.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRIDPADATSARDLARADLSQSEAELRDAERRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGELLVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAETDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MCE8418320.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB28
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRKILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MCE8418321.1 LysE family translocator [Rhodovulum sulfidophilum]AB28
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MCE8418322.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB28
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAATDLE
GLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFAQIGLGRGDPAAERALYI
TNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLL
RTQLAKRDAWHDLLMLQARLREG
>MCE8418323.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB28
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MCE8418324.1 hypothetical protein LZ190_06320 [Rhodovulum sulfidophilum]AB28
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MCE8418325.1 dihydroorotase [Rhodovulum sulfidophilum]AB28
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MCE8418326.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB28
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MCE8418327.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB28
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKEQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MCE8418328.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTQDLPLGAPLPGWSPPPCPDRDSLAGRYCRLEPLSRDHAAELHAAQLLDGAIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNLGEHHQEDQG
>MCE8418329.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB28
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MCE8418330.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB28
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MCE8418331.1 ATP-dependent helicase HrpB, partial [Rhodovulum sulfidophilum]AB28
ALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQRRGRAGRVA
EGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGALDAAGRITGH
GRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIRAEAKRLAGR
APGASRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRLAAPLSEAEL
RAVHGAAIAWTDICEWSRRESRVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRFRARVELLRA
EGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKIPIDYGAEAP
GIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWSTSYADVRKEMRGRYPRHPWPEDPTAAAPTLRA
KRRS
>MCE8418332.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB28
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPRAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MCE8418333.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MCE8418334.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB28
MATRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGPHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MCE8418335.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB28
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGIVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MCE8418336.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB28
MNIERLLQEALGSGPARGQKTGQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARGQAGA
>MCE8418337.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB28
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAIA
YWR
>MCE8418338.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB28
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MCE8418339.1 hypothetical protein LZ190_06395 [Rhodovulum sulfidophilum]AB28
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MCE8418340.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB28
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTDLQKLSALLDA
WPEDRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPYAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MCE8418341.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB28
MGVIVMSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDL
WIVLGCGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVMQALAALLILITFNMNAILMGVGSL
ALVAIYPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARL
FAEDTPLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIP
VLCFGLAILA
>MCE8418342.1 OmpA family protein [Rhodovulum sulfidophilum]AB28
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPEGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEAPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPGAGAEANGATEAAPPDAD
ATEEAATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>MCE8418343.1 hypothetical protein LZ190_06415 [Rhodovulum sulfidophilum]AB28
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MCE8418344.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB28
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MCE8418345.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB28
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFHSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEVIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MCE8418346.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB28
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAYADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGCFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPAQAEADCAAIEAA
IQTRDFLRLGALTEANALAMHATMIAARPALCYLKPGSWQVLDRIWAARRDGLEAYATMDAGANVKLIFLEDSAPVIAEL
FPDAAIVEPFGPAAQR
>MCE8418347.1 hypothetical protein LZ190_06435 [Rhodovulum sulfidophilum]AB28
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIEVSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFALR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLGGGMTAYCLGPG
MLSGTPPGDARARIEPLPMPPALGLRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAAAAIAAARAQDWTGFGA
ALDRYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MCE8418348.1 hypothetical protein LZ190_06440 [Rhodovulum sulfidophilum]AB28
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAARFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>MCE8418349.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB28
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGI
IEALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGS
IYAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MCE8418350.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB28
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MCE8418351.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB28
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MCE8418352.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB28
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVVATGNDWRAIEAGAHAYAARSGRYTSLSTWEVGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MCE8418353.1 hypothetical protein LZ190_06465 [Rhodovulum sulfidophilum]AB28
MRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALGSLAIRGLTSTQTEGLTTAQLARLSTDQ
IRALGGSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVSTASMRGFGGDQIEGLSTAQVAAFTTAQ
AAVMSSTLLGGLSSIQLAALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQ
AAELSSTQVAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVAALTTAQAAVLSDTALGGLSSTQMAAMTTAQ
IGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAISTAQAAELSSLQIRALSSTQMAAMETAD
LVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALTTAQIDALSTLAMKGLGATQTEGLTTAQ
LARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAMETADLVRLGTSAMRGLGVDQVAGLTTAQ
VAALTTTQAAVMSNITLSGFSSAQMAAITTAQVGALSTRSLRGLSSTQTEGLTTAQMAALSTDQIRSLGGSAMSGLGTAS
IVALSTAQAGELSSIQIAGLGSSQIAAMETADLVRLDTSAIRGFGADQVAGLTTAQMAAITTAQSAGLSSTVLGNLSSTQ
LAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAAFSTDQIRRLGVSAIEGLGTASIVALSTAQAAELSSVQIRGVSSVQ
MAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNISTSSIGGFGTASIQAFTTRQMGGFNSQQ
IAALSTTQVAALQTDDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>MCE8418354.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB28
MTDMPQTAFPPSGGPTPPAGFLSGNGGAKDLPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAW
AAWFNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLEL
DKRLDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWI
ARNVPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVP
IGALGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDGITVPEAETTSYAPA
PLRIEGCYQANDGRAPELPEVSRASEGLPEDRFVFVCVSHHYKITAPIFAAWCRIAAAAPEALFWLIEDTPESVAALSER
WQAAGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECI
ATDPKDYMRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFARRFEAALISVLKRP
>MCE8418355.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPTDAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>MCE8418356.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MSLVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRVVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALADAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTMADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MCE8418357.1 peptidase domain-containing ABC transporter [Rhodovulum sulfidophilum]AB28
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRSAAILDPRHEAEGVRNLPWAEFARRWTGRLILIGRPDAAPAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLARCETYAALWRQQT
EHIA
>MCE8418358.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB28
MTDFLNEVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFWGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFASIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MCE8418359.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB28
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGAQRFQRPWAGLSGQPVDAALAEALGTDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MCE8418360.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]AB28
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MCE8418361.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB28
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVILAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MCE8418362.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB28
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPGKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MCE8418363.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB28
MTVRRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGIVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MCE8418364.1 ATPase [Rhodovulum sulfidophilum]AB28
MSEWALKRFWTEAGVAPAEVGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPVELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRTRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARASL
>MCE8418365.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAVKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MCE8418366.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAVEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MCE8418367.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSDAPSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MCE8418368.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGIELTSDLKHIDQVRSEVGMVFQQF
NLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQRVAIARALCMRPNIMLFDEPTSA
LDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAFFNAPRSERTRLFLSQILGH
>MCE8418369.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>MCE8418370.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MCE8418371.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB28
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MCE8418372.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB28
MRRQTAMNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVL
HQLFAAGMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAG
GMIPKTETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MCE8418373.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MCE8418374.1 ribosome biogenesis GTP-binding protein YihA/YsxC [Rhodovulum sulfidophilum]AB28
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGQSHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MCE8418375.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB28
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGARLDEAAGQ
VTLTHPDRPELSFSPDHEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MCE8418376.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB28
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGSDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MCE8418377.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB28
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPGETPGG
>MCE8418378.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB28
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKR
>MCE8418379.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB28
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEDGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MCE8418380.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB28
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MCE8418381.1 VTT domain-containing protein [Rhodovulum sulfidophilum]AB28
MSRTRQQRPKRRGLARYLLLAAIAAVALIGALTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRVAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>MCE8418382.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MAPMKTDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVEPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AIAVETADGVLEGSHLLVAAGRLPALERLDLPAAGVEADAAGVRVDAGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MCE8418383.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB28
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRRAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPH
>MCE8418384.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAASRPLRLPPGTVGALIEATVHSDRFLSR
SAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVTLPRAPKTIG
HPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAECYA
GDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQIMSWLGHQT
LKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKS
>MCE8418385.1 hypothetical protein LZ190_06640 [Rhodovulum sulfidophilum]AB28
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MCE8418386.1 hypothetical protein LZ190_06645 [Rhodovulum sulfidophilum]AB28
MPQTAPDRIEEIESLARHNCNELPGLTAELQAHASKLEGGSAEVPARPNYPRCGGTGQLQPTVSSAGCGDFRDKEKE
>MCE8418387.1 hypothetical protein LZ190_06650 [Rhodovulum sulfidophilum]AB28
MRVLIGCETSGVMRWAFAERGHDVWSCDLLPAEDRSNRHMICDIREVLHLGSDLLAVMHPPCTRLCNSGVRWLHVPPTNA
PAEARPDERSAWPSLPEEARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWFGEPV
FKATGRYLRGLAPLSATDRLTPPAPGTEAHKRWSAVHRAPPGPNRWKVRSRTFEGIAAAAADQWGENARKEAA
>MCE8418388.1 hypothetical protein LZ190_06655 [Rhodovulum sulfidophilum]AB28
MTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAASLKTGTTA
>MCE8418389.1 hypothetical protein LZ190_06660 [Rhodovulum sulfidophilum]AB28
MTTDLAALDPRHPAEVDRGLAYLTRVLRSLRAAPAEREAAAMIAAQLSQPGDPVRTMARVGALLTPYFDKETPRALREIE
MEDWADALADFPDWAIERAAKWWKSADNPQRRKRPLEGDIAERCRVAMRAVRAARVRARSGWAGTEAPEERERCSPEAAA
RAMRAAGFSPAEDFTGPKRFGATETGQSATDEQRGAA
>MCE8418390.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB28
MMAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVY
VEGKLETRKWQDQTGQDRYATEIAVRPFAGEIAFLDRRESGGGGSGAGGHGYGQGPSGGPAGGYGGPDPDDEIPF
>MCE8418391.1 hypothetical protein LZ190_06670 [Rhodovulum sulfidophilum]AB28
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMIGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>MCE8418392.1 hypothetical protein LZ190_06675 [Rhodovulum sulfidophilum]AB28
MGKGSKTRARAVKLAKKAELAGMPGLAPVERREKDGRIRRSTKPGYERTKDDVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGDLGHLDRWQQAAIWGALWGQTVLIRDGAGTDEGRVYVVALRKLADVVD
>MCE8418393.1 hypothetical protein LZ190_06680 [Rhodovulum sulfidophilum]AB28
MDQEKLQRIVERVNGLETRLGSFAPDAIEEAKGLADTVLDPKTASRSDIWSRIWDKPLYANAKVAVADRWAEQLRPFVPS
ALAEWGGEGTTFRVTKLGKGMSNDSYGLEGSLAGRIGKEVRTARYRLYRIQGAAIGLRSMPEKSPFKAFLGQPLDDVVST
LRKAFGEGWGTISILHALTDVGLAAKPDLHLVRTCEAVELLDELHVSDIPSPKQCLEINQRISALCIAKYGSANAWQLRY
IDKLFMEISRSGLLDTQEGKDAPLRSRHTAGSDGREGWKPAIPAQPELPGDSWERGAELEYLEICKLEKSEGAFKLSIEF
PGGAPFLRAGYIAPQDLVRLTAVAANPDGGEIRGDEYPLEITGMEINCLKRAVKLRARQMVR
>MCE8418394.1 hypothetical protein LZ190_06685 [Rhodovulum sulfidophilum]AB28
MTDTVRLLVKSDGLDLGVYDQDGRRIEGVLDLAVEREHEGLTFITMTVIAGKPRGAQIIGGIAPPPSEK
>MCE8418395.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB28
MALTAKQQRRYYVYTLADPRDESVFYVGKGTGNRIKTHAARVARGLFDNGAKCAKILDIHRAGLSVVENIVADCLTEAEA
FAEEKRLIVKHRDHGITNISQGTVTAEQASVARASALLKSTKPYEEWVADLPDETCGQVCRVFGSTEKFYRWYVGQLGKL
SEHPQVRELRFPAQS
>MCE8418396.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDRDESGRFQAGHSLPGPGRPSEYDPSMNDQARKLALLGLTDAEIGEFFGVTEQTLNNWKAQFPAFFESLNAGKVAADA
NVAESLYRRATGEFVKFEKAYKKGDGEIEVITLKSWNPGDPGAAKLWLTNRQPERWRDKREVNATGAINLTIGKEDAEL
>MCE8418397.1 phage terminase large subunit [Rhodovulum sulfidophilum]AB28
MTARLTPKQREANRLLAGPARNIMLRGGSRSGKTFILVRAIIQRAINAPGSRHVIFRFRFNHAKTSVWSDTLPKVLKLCF
PALLVRFDKTDFYVELPNGSQVWIAGLDDKERVEKILGQEYATLYFNESSQIPWGSVEMAMSRLAQKCALAPEIAAATGR
AFLTLKAYFDCNPPSKLHWSYQLFRAKVKPGTKEVLPKPGDYAEMRVNPADNADNLPPEYFEVLASMSAAKRLRFEAGEW
ASDVNGALWAREDRKSPDGKTMPGLDSLRVAAAPELRRIVIAVDPSGTRGDGGGDDIGIIAAGVSFDGQGYVL
>MCE8418398.1 hypothetical protein LZ190_06705 [Rhodovulum sulfidophilum]AB28
MSPEGWGRRAVDFYHRHRADRIVGERNFGGDMVRFTVSTADKDASFKEVSASRGKVVRAQPISALYEQGRVHHVGDFPDL
EDQLCNFTASGFIGEGSPDRADALVWALTELMLGPNHTKVTW
>MCE8418399.1 DUF1073 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSDRTLLGPDGVPLAPAIHANTGSALVSRKILAGRAGQSFNGARDLYETLGYPLGLTPEDYVDAYLRQDIAARIVDAYPD
ATWREAPKVNGPDEVREAFGKLDARLHIWRALHRADRLAGLGHYGVLLLGLDGGQPMDQPVRGNRFTLLYLQPHSERTAQ
IVRWEDNPKSPRFGRPLLYRITSGVNWTGAGAGQKSFIAHHSRVIHIAERALEDESIGTPRLERVWNRLMDLDKLLGGSA
EMYWQNVAMLMHLKADLEVKWDPDEAEALKAQVEEMQHGLRRWLRTRGVDASNIAPGLQGADPANHIDKQLDMIAGATGI
PKRILIGSEAGELASSQDENNFVGRVEERREQFAGPSIAMPFLTRCTELGILPPGADGIAWPENDTLGEVARAEIAEKNA
QAIATYANAPGAELIVSPAEFRETLGYKAAQPKVAEDDDLGAEGVIQFNAARHV
>MCE8418400.1 phage head morphogenesis protein, partial [Rhodovulum sulfidophilum]AB28
MCEACLKVNAAHRYDPTRTTTLRRQFEAAAARRFRNLAAKIWEEVDRQDGFGLKTNRGRFDQPRSDQKVAAFMDWLQQQQ
DAGILEVRRGERLDSAGSRSWASFYVRNAYQKGVAQAASRMRAQGAHVAPEWVEKAFTRPFHVDRVALAYTRAYSDLRGI
TDAMDQQISRTLAEGLSQGLGPREISRALTDRVHKIGITRARMMARTEVVRAHADASLNAYQEAGVAGVALEAEFATARD
NAVCPQCEALARGGPYTLDKARGL
>MCE8418401.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
SLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTMKMLTGLLDPSEGEAELFGRKLR
ASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDGLADRLPWDLPLGQRQRLQLAVA
TLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISLMHAGRVLDVGTPAEIVARRGAA
SLEEAFISCLEAELAPDQTAPAAPVAAPQAETVPRFGGLTRLWAYCWRETLELMRDPIRVFFALAGPAILLLTMGYGISF
DVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEIPDEYGRDLRRGDVPEVSLWIDG
AMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVILMLIPAIMSAISVVREKETGTI
ANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLYVFATTGFGQLISAFTRSQVAAV
FATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIAPNAAVLAGFCMIYLSLAILGLR
KQEA
>MCE8418402.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MCE8418403.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB28
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MCE8418404.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB28
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAETVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGDTLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MCE8418405.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB28
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGDDAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPGLEPEALMADYAELDGLVAKLLPAA
>MCE8418406.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB28
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
GPGEPVLTNAFTLAPVPGAIASLGARPVLVEVTSDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AEMPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>MCE8418407.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
METKNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCSKAVRGLQAEVNGND
>MCE8418408.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB28
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTSSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFLRGIDAPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRRSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVRTDLAFLDAVEATCEACGGSGYGVEARAVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGHIYVIDEPTSGLHMADVDRLTGLFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPATAVPSRT
>MCE8418409.1 DUF3883 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSNGPWTDEENDLIVADYFAMLADDIAGRRYSKAEHRRALLPLLDDRSEGSVEFKHQNISAVLKALGEDWIPGYKPAFNF
QMTLVDAVAQRLTAHPDWLGRLPGPRPANGMGEAAQLWIGPPPTLSNLPPPQELDQMLRIARKFDVAGRDERNRALGRAG
EERVLAHEQATLKAAGRDDLARKVRWVSEEDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHISRNELAVADERRAE
WCLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>MCE8418410.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB28
MQAYRIARVVLLLGVAGGLSACQDAGFGLFKKDDTETMPVPAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEISVTALRRVPAPEAGGRKAEPAE
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MCE8418411.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB28
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MCE8418412.1 dTMP kinase [Rhodovulum sulfidophilum]AB28
MDRAARFISFEGIDGSGKSTQARLLAERLRDAGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>MCE8418413.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB28
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAMGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MCE8418414.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB28
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERHAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MCE8418415.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGVTRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MCE8418416.1 AEC family transporter [Rhodovulum sulfidophilum]AB28
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MCE8418417.1 hypothetical protein LZ190_06805 [Rhodovulum sulfidophilum]AB28
MVSGIQRDLDRLAEAATRADTDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGATLRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAKTEAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGEGVLPYLEGQLGHHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>MCE8418418.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB28
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MCE8418419.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB28
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVAPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>MCE8418420.1 DUF6476 family protein [Rhodovulum sulfidophilum]AB28
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MCE8418421.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MCE8418422.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB28
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MCE8418423.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB28
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MCE8418424.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB28
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVVAELARREGVSGIAEKASR
>MCE8418425.1 hypothetical protein LZ190_06845 [Rhodovulum sulfidophilum]AB28
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MCE8418426.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB28
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGSPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MCE8418427.1 Cys-tRNA(Pro) deacylase [Rhodovulum sulfidophilum]AB28
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MCE8418428.1 aminotransferase [Rhodovulum sulfidophilum]AB28
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDHGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKTTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALAEVFAGLGAEA
>MCE8418429.1 PqiC family protein [Rhodovulum sulfidophilum]AB28
MKHRLLPAALVPLALALTACGGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MCE8418430.1 MlaD family protein [Rhodovulum sulfidophilum]AB28
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLGEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLDQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MCE8418431.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB28
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MCE8418432.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB28
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MCE8418433.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB28
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTSTGQAFRRVLSELGGREIARSD
>MCE8418434.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB28
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVL
>MCE8418435.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGQAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MCE8418436.1 hypothetical protein LZ190_06900 [Rhodovulum sulfidophilum]AB28
MAGTTMNANEALLWALGSDMPKPPMMLNTLTMYPPMIEAESSPGRRRMLQQQLDQAVEQANGLRAQEEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEACKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPSMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPETRAEEAAREGSPLITFIEDIQDAMNGLAG
RTRSPDALRAPQQDDFGSSIGIELKLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGTLDLLDLFLSRFPKGPEIR
RRLADPENAMTAEARCSITVTGSGDLSYGIGDIADLTIGNSGDWEARMEDIEQTFAATAKITGKITAYASLDADVWFFEA
HASAGAEVSTGWHFGGRVVREAGGSRKTERLYYFEGIILRAHAKVTLSHEGKSEISDDYFGDATQATTASKSGTKATTVL
ASSETEVPLMDPEGEEDGWT
>MCE8418437.1 hypothetical protein LZ190_06905 [Rhodovulum sulfidophilum]AB28
MADDMQHSYGLSCMARNATVELFVNGAPTALHASLEDMVWSWPVRDFLRDGTNRIDIAYEPINPAERNYTPNPDVAIQME
LSRGRLPAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDD
PSLRDVAWAGTEALTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDE
AGGMRPLLSREEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>MCE8418438.1 hypothetical protein LZ190_06910 [Rhodovulum sulfidophilum]AB28
MILEAPTLALRRRPSAPGRRRVLGGALAAVATAVVGLPSRPWAQGSEGPQNNYTLSCFARNATVELYVNGAPTALHTSLK
DMAWTFFVPDFLRDGANRIDIAYEPLNPEERNYTPNPDVAIQAELAQGREEPAILFNASYDMEEGRLAPRETEIFSGIPV
RRDAGSISRVRAGSEEPFVIRSGKGNATRPEYTRILGVEFQIDDPSLRDVAWAGTEPLTDTPEMREALWQAMAQLYQAVE
RKDRAAFVEIARPYLSRLAYILGKPDAEAAAAMILESAPWASDKVASLRPLMSRQEARDAALLFGSDRRLVCFADHRLTA
LDAGGDFLAALPLYFARQPGGPLLVSFSRHMK
>MCE8418439.1 hypothetical protein LZ190_06915 [Rhodovulum sulfidophilum]AB28
MPERGRSDAGRRHFLATAMGMAALSGGAARLLAGPATGAAPKNAYSLICMVHHAVLEVYLNGAPTILHASPEDLVFSFPA
TELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTIS
RPRPEAEQPFTIWFGDGKPSRKFTRIVPVEFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVDRRDRDAFVE
IARPYLERMARIWGKPDAGAAADTILAKAPWASERAAGMVPLLDRQEARNATLAFGSDRRLVEFSDRRVAATDAGGEVLS
ALPVYFARRPGEPFLACYSRDMNIGL
>MCE8418440.1 hypothetical protein LZ190_06920 [Rhodovulum sulfidophilum]AB28
MLACNVDFSVDGSRLPSLVQCLININNSFRPEDVLPRIIKAAADPRDFIHEPERHAAVLDYLNRALRFDGFEIQQKGGRM
HLVEAGKGVPVLLELAGLSEVIDFDTVRCRWEAIQAGA
>MCE8418441.1 WGR domain-containing protein [Rhodovulum sulfidophilum]AB28
MEIVQGFFGDWGLVRNWGRIDSAGQLRTDWFMPAANSTPDGTLSILMRTGMRLARRTHEKVAATFGSPRRTLRVRQARIA
ASL
>MCE8418442.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB28
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCDTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGADQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MCE8418443.1 hypothetical protein LZ190_06940 [Rhodovulum sulfidophilum]AB28
MTRYADKIARIRAGSYRKGDYMIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNM
AALREAGVFDGSAVQPAFRANETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFR
REARAAGVRHFLEVFNPNVPGAVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGA
GATHRDTFELIAQSERHGARLALFGRKINQAEDQCALIAWMRRVADGEASPSEAVRGYHAELARRGLQPDRALDDDLKIT
AESLHFDAACAPV
>MCE8418444.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB28
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHMSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEPYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPGALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHAFDPQSGQSLRKD
>MCE8418445.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB28
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHTLARHARRYGDDVQFFVLSLRFMPPVAIAIPFIVIYLDLGLYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLFGALVFTFVLVWNELLLALTLAAQNATLPVVAASITSLGKEVPWGVI
NAATVVLVLPPLVFIGLLMGLLNTMVRSGPK
>MCE8418446.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVVLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIVTTVAFTIIWKAGKKWAK
>MCE8418447.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFGEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IEPPTTLDEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGVKATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCAKAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDTYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDNLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMRAN
>MCE8418448.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB28
MSAPVLIAIDAGGTAVKVVAFDLSGTEIAAEAADVPTQHHPDGRVERDLDIFWAGTVSALRRLAADCAGREILGVGCTGF
GNGIFLVDAQGEATRPGIVSVDHRAQPLVDTLCASQAAREIAAVTGNRIWGGQTLMQIARLAQTEPEIMACTRWALACKD
VIRFRLTGAALTDPSDASGGGLMDLAGGDYARDVLERLGFGAHLHRLPPIVPSDAVAGRISRAAAEATGLPEGTPVAGSM
MDVAACALGAGAVDAPVLTMIAGTWSINSLECAGPPGDEAPILNLLYRGGKRLVAEGSPSSAANLGWFLDRALGRRVGVD
EANALVAACPASQDRCQFLPYVFGPEPRRGGFVDLGASDDLGTMLRAIYEGVAFQARRHAEDAVALAGQPFPGTIRLAGG
AAKSPVWTQIFADICQRPVEAVRATEVGALGAAICASVAAGAYGDLGEAAARMTGVARRHEPDRELAALYDRRFCTFRRL
DAGLAALMTA
>MCE8418449.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB28
MISPHTLHSRPATQRHESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHFVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPKGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEEDRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCAPGELDLPLSQAARLIGRYGALARKVAPLCRGHGATPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRPMDELAAERQAALSEPRLMGTRAGPTQ
G
>MCE8418450.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB28
MTIKAFAFACGATALTALPAAATDLRLLSSWPDNQAYTENVALPLAEKVSELSDGALTISVVGPDVVPAFEQLEPVQAGV
FDMLFTHPAYHIGTASIGLGVEGTRADPTLRRSSGIIDTLDEYYQTLGLKALAVAPVGSVAFNFILREPITGDPSLGGRK
IRGTQTYNPVIEGTGGSPVIMPMTDIYSSLQTGVIDGAGTTLTGIAEQKWYEVSNYLSRPKFGTVGLFIFMNIDSWDSLS
PEEQDILTRAAMEIELESTDRFDTLAAEEEAFLIEQGMELTEFSAADAEQVEQVFSDGAWATARITGGDFAEKMHQQAEE
AGLLQ
>MCE8418451.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MIRERAQSRQVGGIVDLLVRICFLISCTSLVIILMITIFEITMRYFFDSPTKWVSDSVRYLLAFMIMLGLPDVTRRNEHV
SISLFLDKLRLDHPLRRLLFVISACVCLFVTYLAVDIALTQFSRNLYTQGTWRIPRVWITGSVATGFSVAALAFATLAIW
PNRKE
>MCE8418452.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MEWALILLTFFSALLLLMLTGINVFVAFLTVNLTATALLIGERGFGLFVNSVTDSVSNGGYATIPLFILMGEILFRSGSV
DVLFDSVDRLVGRVRGRLYAVVIVIATIFGALSGTAVAVSAMLGRSAMPTMEARGYSPRLSATVILAGASLAPIIPPSLL
AIIIGSLADVSIAGLLIAGIIPGIIISIMTGAYVTTSVMRNPELAPPQSDDNEKDRGSALGAVLRMMPFMFIIFMVMGMI
MLGIATPGESAATGVVGSVLVAILYKRASAQMLISALASATRLSVMIMVIVASSTLFSQLVAFTGASRALVAWATDLGLS
PMVMFFILMALPLVLCMFIDQIAFLLMAVPLYEPLVSALGYDPIWFWTIFLINLTVGGVTPPFGYTLFALSAAAPNISVG
QVFRASYPVLVIFLLAMLLLTFVPGIVTWLPSVI
>MCE8418453.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTDLTDAYIVAPLRTPIGKFGGALRPLTADALMVHVVHALLARTGIPAGTLDDVIVSQSYASSEAPCIGRYGALAAGLPI
EVPGYTLDRRCGSGLQAVINAAMSVQTGQADAVMVVGVESMSNIEYYSTDMRWGSRAGSVTLHDRLDRGRVRSQPQARFG
VISGMPETADTLAREYDITRDQADAFAVRSHANAHAAWENGLFEAEVIPVDVPGSKGAVTTFERDEGIRPETTMDTLSGL
RVIREGGVCTAGNSSQQNDAAAGCLVVSGAYLEQHGLTPMARLKGWGVAGCDPARMGIGPVPATQKALARCGLTLDQMDL
IELNEAFASQALAALKGLGVADMDRVNVNGSGISLGHPIGATGVRILTTLLHEMDRRDARFGLETMCIGGGMGLAAVFER
P
>MCE8418454.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB28
MSYRVPLDLGALLAESPFLADLGMTFLSLDGSGAVFELEIAERHSNAEGRMHGGVIASLLDAACGLPVRFIAPETDLVRA
VTLTLSVSYIAAPKGPRVRATGRITGGGHRLVFSSGEVRDTDGSLIATATGSFKRLAPTAPGPTSKEPT
>MCE8418455.1 thiolase family protein [Rhodovulum sulfidophilum]AB28
MRDVIISGIGMTAFGKFMDRNLRSLSEEAVSLALADAGIAPAQVDQVIFGNAAAGVVTGQEMIRAQSSLRNTGLDGVPMF
NVENACASSSSAFHLGWLMIASGQAECVLVMGSEKLTHEDKAVSFGAFSRAVDLEEPLPEGYQAGSGSLFMDLYAVKARK
WLEKTGGSPEDFGRVVVKSRHAGSLNPVAQFRKETTLDEVMASRMISDPLTLFMCSSIGDGAAAIVLTSPEFAKKLDTPD
IRVRASAVVSAKAHGERDLVAVSASRKAYEMSGIGPEDLDVIELHDASAPAELIHYENLGLCAPGGAIEMIRNGDTAIGG
RVPVNPSGGLLSRGHPIGATGAGQIIELVQHLRGTAGARQRDGVKVALAENNGGQLAGDSAVAVVTILSL
>MCE8418456.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MSDKVAIVTGGAQGIGLGITRALLDKGHRVAVWDRDAAALAALPEGVFGQEVDVTNGAGVSAAHAAVTARWEAPSILINN
AGIARDKRIVNMKESDWDAVLNVNLKSQFLCCKAVIPAMVDAGFGRIVNIASRAWLGGFGQANYSASKGGVVSLTRTLAI
EYARKGITVNAVAPGIVETPLMASYTDEQRARLEATVPMGRMGQPDDISKAVAFFADAANAYVTGQLLYVCGGRSLSSPS
V
>MCE8418457.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB28
MTVNMSTADHITVLELDDAPALNALTPEGLMDLRRALRAAQDDDAVRVIILTGAGERAFCTGANLKKTFPPKNGFARNHL
LGREAEAPDGGYTRLLDLSDLQIWKPMIAAVNGYCLGGGLELALQCDLRIASTSASFALPEVKVASVPAVGGAQALLRAI
PSAHAMKMALTGDRIDAQTALDIGLVSDLTDPETLLPEARAIAARIAANGPLAVQMVKKLSQETAHLSPPEFMAQSNTAW
GLLRDSADRIEGRTAFGEKRAPNFTGN
>MCE8418458.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB28
MIFELNGDQAMLADSAKRLSEDTLMPILAREAADKPLSKPVMLEIYGHLAEFGITTARLHEDFGGSGLSMLDYGLIMEQL
PPAIALSLLSHDGSTVRFNAGADEAVRDAYLPDFREGRKIVCTANSEPNAGSDSNTISTKLEIEGDRAFITGTKMWITNA
SVCDCMIVSCSAGNDERGRPVPQRVLVDLSQSKVGLAETPLAGLKQGHLCEVTFDRTEVPLSHLIGSPGDAGKYMTIVWN
ANRPLIGLMALNIARRAYDMALAHVTDRKQFGSPLAAKQLVQQDLSDMEAAITSARLTCLMALATLDTGARSNGISAMAK
RLATENANRVVHTAMQLCGGMGVTEELGLAQLWADARVFQVPDGTQGILALIHGRDITGTAAWR
>MCE8418459.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB28
MNILHWSPRSPYVRKVMVAIHEKGLLDSIETVRTLADPMFPPRDFFATNPLAKIPTLERDGASPIWDSRVILEWADLSSE
SGPRLFPVDPETRLQALTDEALGTGMLETGMALLIERHMRAADRQDARVFDVCAAKFGACLDYLEANAARLAARDFDAGH
LSIGVALCYLDFRFGDLQWREGRPGLAAWHDGFAARPSVLATTFRDDPRPTE
>MCE8418460.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MIQTRQIGRARVTRVLEYSAPTHDPAFLFPDLAQADLDAMAAKLAPHHFVPAMNRLVITIQMWVVQIDDKVIVIDTGVGN
GKPRTAPRMKNLNIRVGEWLEAAGAGFDKVTHVVQTHLHADHTGWNTVLQDGKWVPTFPNARYLMPRGDYEYWTDAIAKA
PDIAMDNSWEDSVLPVIEAGVVDFIDADAGQILGCLTVEPVPGHTPGMLSYRLQSEGEEGLFCADVFHSPVQIYDPQINT
AYCVLQDVARETRARVLSEAAERGTLIMPMHFGVPYCGYIRRDGDGYRLEPADWPDLTLPG
>MCE8418461.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB28
MTTDIETRLKLLEDRAEIAQLRAAYCHVLDHRDWDALVQMFTEDGEFNGLAHARGRAEIHQFFAGFVDGMAEGFWHFCTN
PTIAIDKDTATGRISMQYLSVKKGVSYVSAGHYDDRLERVDGVWKFRERKISFYYHAPLSEGFVGKPTYIHIDGTPRVPQ
PA
>MCE8418462.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB28
MTQTNWTPLDRNAIAKRVAQDIPEGWYVNLGIGVPTLVADNVPADREVVFHAENGILGIGPAPEPDKVNPWLINAGKQHV
TLMQGGAYFHHADSFAMIRGRHLDLCVLGAYEVSASGDLANWARSSTDTAPAVGGAMDLAIGAKRVWVAMQHVTKDGTPR
LVESCTYPLTSMSCVKRIFTDLAVIDVTPQGFAVREIIDGLGFDELQSMTGAPLIRQNAA
>MCE8418463.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB28
MINKFSQDIAEALADVPDAATVLLGGFGAVGQANLLIEGLLETGVSDLTIVANNAGYGKIGLARLLREGRVRKLICSYPR
IVGSTIFEELYGAGKLELELVPQGTLAERMRAAGAGIPAFFTPTGAHTLLSEGKEIRDYNGLPHVLEQALHGDVALIEAW
EADRWGNLTYRDAGRNFNPVCAMAAKLTVAQTQHVRELGELNPEHIVTPGIFVDRIVHIPCGDPVG
>MCE8418464.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MSAKHEDAEAGSDLRRSDFVSAVGRAMSVLECFTSDEAIRQRGRLTLTDAAKLTNLSRGTARRLLLTLAEIHYVDTDGKF
FWLTPKLVNLSRGFLMPLGVGEGSAAILKELTGKLDESASVGILDGEDIVYIERVEVRRIYSSRIVNGTRLPAACSSIGR
VLLASLSDSDLHNWMRSYPLRRLTEKTITDPDAFWEEIRAIRTRGYAIIDEELEIGIRSIAVPIQSPNGRTMAALNGSTI
SARHSVEDLREAFLPELLDASRKLSGTMGW
>MCE8418465.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MRWFETEGAVLRYDIRHGTGPYLVLLHEMGGSIESWDRVLPHLSADQGVILPEMRGMGQSQKISRTSSFAQIATDVAALL
DHLGIDGPVILAGCAVGGAVALRFALDYPQRCLGVAPLDPALNVADGGHAGVLALADRMAAAGMGPMEPILLDRTYPERY
RQRHPGHFAAVRGRWYANDPVSFAHFFRMLAASDLRDELGDLRCPVWYGSGQYDVLRPPEYVRDLAERTPGARVCDLDAG
HHVADHAPQEVAQMLTELVSEVSAAHRS
>MCE8418466.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB28
MCKNTDLARYPLVTQLAFGLVDYCADLGCAHSREALLSARSELVLASRLAGIAPPLDGVTTDLTDPGVIAEDARHARQLG
MGGKMCIHPAQVAAGRMALDPTDAEVDWARRVMAAGDGAVTLDGQMVDIPVRLRAAAVLRSLSSGEPR
>MCE8418467.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB28
IFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRGAQRSFSIRIEGR
>MCE8418468.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTETGDEVAFRVAAIPLSPEQTVDALLATVEATLRAEGARLAGFRQGRGADGGVAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MCE8418469.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB28
MLPAMGGAALGGGGPGGFALRQGNLGGRSRTAMPIGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKA
AWDGVQAMNNIFASPLVSAAPGGRAGGGATLTPAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNT
YRATVTAVTESPVSAEVRMDIGGGQTLTSVITGQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGR
TDGPVNSEIVLDLGGDKTLAATITRESAEALALAPGDSATALIKSSHVILALP
>MCE8418470.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MEKVMAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MCE8418471.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB28
MKLSARNILAGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLGLKVGDKASAIIKSSDVLVGKD
>MCE8418472.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB28
MTHPSPDLLVDGATILTSDPARPYLKTGWVEVTAGRITAIRDTRPEHIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRRDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTEDDIARLGRSRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSESWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MCE8418473.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTLILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MCE8418474.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MSDPGHPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>MCE8418475.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAEERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>MCE8418476.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB28
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAGLVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDIQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MCE8418477.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVLAYTAEE
AENLFDLIAAIESLAAERLAGHIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MCE8418478.1 hypothetical protein LZ190_07120 [Rhodovulum sulfidophilum]AB28
MLGTSDVAAGVRRSLSVLRDAGLDVTVGAVITRLTADAALAQELS
>MCE8418479.1 hypothetical protein LZ190_07125 [Rhodovulum sulfidophilum]AB28
MAAGHRNAELGFRLPIKTPHRHGFPREHLLAPRLVLTAFFEQVQNSFLESLKDRMRDELRNEAVLRNLAYADGVIAV
>MCE8418480.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQQHALAAQAANPSIA
RALSEFRASLEAAPDGFAPVLAAYGSDNPYPSGEGQKLADAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVGTGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQINARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MCE8418481.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB28
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYGRITGAPGSGAKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPSARRQPFRAEGCADPALCRTP
>MCE8418482.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB28
MERMEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVN
VGQALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRIL
TRMEMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFL
VEAADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTLAEHVGHLRARAVHGAIRASVAAFLDHHDDILA
GRFSTELTDVFELKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMAEKKPYLRKLV
TSAGMDLRDVCGPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MCE8418483.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB28
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVAKIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAQEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETARILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MCE8418484.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB28
MAWTLDLALERRMPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTAIVGTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MCE8418485.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB28
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MCE8418486.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB28
MKDDLSGRTGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIVRS
>MCE8418487.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB28
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDSFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MCE8418488.1 hypothetical protein LZ190_07175 [Rhodovulum sulfidophilum]AB28
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MCE8418489.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB28
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPDWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTA
>MCE8418490.1 acylphosphatase [Rhodovulum sulfidophilum]AB28
MTDRIAIRVRVSGRVQGVGFRAWTKAQAAALGLSGWVRNEADGAVLALLAGPEDRVARMLDALQEGPAPARVATVETTPG
DWPAEAGFCISR
>MCE8418491.1 hypothetical protein LZ190_07190 [Rhodovulum sulfidophilum]AB28
MPITDRKSAEAWLKDQPHPVQVAFAARSALRALPAIAQANDATLREIALPVLRAILTSGVAGTCPTAELTRSADAAATSG
TSVASPSAAYAAAATAISSGEGKPTEVFLRPLWPGGAPPEGLARQYEKFRSFWKDDAPVWTFWHSWYEDMLAGRPVDWDF
LRQVVLLPDEDWKAGPERIADRIEDLQTRIKLQRRLEELERQLAATARDGTGIGGNNPPEPIEAETHLPREIFFVLQSTG
GLKAETERCVPDKNRIRSAIRALSGVLAEIREWTGGKLDWCVPTGLGYLALHDTKIRQVIDAAEAWLKTL
>MCE8418492.1 translation elongation factor 4 [Rhodovulum sulfidophilum]AB28
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGARDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MCE8418493.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB28
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MCE8418494.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB28
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MCE8418495.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIRAALALALIATPLLAQQQWSPEGWTPDGWEVAPLEEMPRAEEMMDALGLGDTTLADRPLPLVSRPDPLELQEHRTETR
SAAVTETAPQGAVLRGLDKLSGDTVDLRLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIA
SSPALNPLDNARYDVWVLRCRSS
>MCE8418496.1 leucyl/phenylalanyl-tRNA--protein transferase, partial [Rhodovulum sulfidophilum]AB28
SESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFEHVVECCADRPETWINAEIFRLYRQLFDLGHA
HSIEVWQDDILAGGAYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDTQFLTDHLASLGAIEIEREDYLS
RLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MCE8418497.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDEDACAGLELPRT
>MCE8418498.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
SLVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFTTIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MCE8418499.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWDAVDETLAVCLYDALHDLGWRGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLLGEPRFLRMRAADARPSVRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEAEEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MCE8418500.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWIIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRRADFYRFTNDEKLIAEQERILNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKIPYYLCRIHLDSRQIGSGG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MCE8418501.1 cadherin-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MEVWRAEETTTMSVSDFGPMPSLSWSTPVSGAFFGTIALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTSA
DGADFPNQDVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGS
WSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLDVAPATGAEDSAIALELAADLIR
PAPGETLTLTVSGLPDGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIPPSGFTGDFDLEIAAIASDPDGGVATTNNLL
PVTVLAEEPSPPPSSQVIELNGLITPEDTAVALELGQAFLDATGFSNLTFATISGLPEGTMLSAGDLQPDGSYLVSAADL
EGLLLTPPNDSDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITITGASSDDVSVIPFNIGGGLSDVDGSETLTRFV
SGLPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQS
YDARGDEDTAVDLGTFLLLFDLAGFASIAVEGVPEGGALSGGYLDENGDWIIAVGLLQDLTYTPPEHDASDVTLTVVGRI
LSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALSLTINGALVDTDGSETLSFAVLGLPEGAVLSAGTRDPASGTWIL
TPEDLSGLTLTPPPDFSGQLTFDVRANSLEDEGNAASTTETITIDILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDAD
GSENVTVIVISGLPDGAVLSAGTALGAGAHALQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAP
VADAPVLNVTDALGVAGEPVDLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDRLQLLPPQDWF
GEFALTVDAHATILGTGDIASNTAVIDVQVPEPAPIATEVVGDIAPGFTVDSTASLSRIVVTLADDPLFAEDMLALSDDT
ASDPVISDALSGGALSLRFENDGRQAILEGDAPAELFEQLVRGLQLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLTLNP
NDPAASTDPGDLLAADTSFDAETDTTSLDWDAGSDALDPPTTDDPAPYQEMST
>MCE8418502.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB28
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGEAALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFDLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQALLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MCE8418503.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MIKTETSTGVTIFVIGTQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLESA
>MCE8418504.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPGRFILKYDFLEAPRVWDAISSEVSENYPQDDLIKIRLGLTEIINNIVEHASNGQDDARFSLRILKLEGGLFLCLSYAG
LAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MCE8418505.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB28
MIVFLTVLAVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVSKAPAPQEMKAAMASLHGA
GRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQGGVGLISRTPVFLEDGSYW
GILSLVLDAESVFAQAGILPLQNHLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPGLVWQIAATPREGWTSSLG
HLQLLRGLSLLLALFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNAAAETMFGRPTAQAKSMPV
AEMFQVETILANASVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENALRKSEERFRNITSQVPGV
IYQWQEGPGDRRGFTYVSPRSREILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGEDWQFEGRFLRGDETRWWRA
FSRPQRFVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVILSANAAAAQIFQYRTEELV
GQNVSMLMPDAIASRTERYLDSEAVSVIWKVVGMSRTIMGRRRNGEEFPVELSVAQTMAGCGSAYTGVLRDITDRVAAER
ELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLLLSETRSARHRKWINTLRR
SGVSLLSLLDDILDFSKIEAGKLNLESIAFLPDVVMADVCELLSSTAQEKGLDFKMERRISPSPTLIGDPMRLQQILLNL
TTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQTNLFQPFTQAEASTTRRFGGTGLGLAISGRLAEA
MDGEINVSSVEGEGSVFRLTIVLPEATEMTGNISHPARLALGPAHDRALNLLIAEDNETNRLLISDALEMCGHSVTTVEN
GAEAVAVVKENDFDAVIMDMQMPIMDGVTAARLMQTEDGNGPPIILLTADALSRKSFENENVFVAVLTKPIDWKQLFSAL
NEFARSDGEASADAQQHDKRSNFICASKNNSEAGEEASSTEPPTLSLEWLDVLHQTIPPDRVNSIFASLIEKLDLQSRDL
RARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESGDVAHQSPLLERFDIEISSARRALKNHLGTQPKPFS
>MCE8418506.1 hypothetical protein LZ190_07275 [Rhodovulum sulfidophilum]AB28
MERINAERDRDHIKEDTRKQLSSQARLFIKATGVTDVRNINQGHLKFYKSVLQRLPKSYGKSPKDADRTIDELLARAEDL
PEKKVGLSPRTIKGHLDRFKLIFQFAKSESITISDTIELGLLRVREEKRNRDKREAFTLPELQQVFRHPIWTGCRSTSRR
HERGNIVKADGLYWGPILAGYSGARREEVLGLEPRDVVPVDGIPCYHIRDNMHRGVKTLSTERLVPIHEHLMEPGFLRHV
EEMRQSGATVLFPDLIATNDSQSFGDKIYYNWAKALVLQLDGNPRELCFHSFRHYTIVHLKELPEVSEKQRRDLVGHSGG
DVHDEQYDVATSMTVMRGVVAKLPRLF
>MCE8418507.1 hypothetical protein LZ190_07280 [Rhodovulum sulfidophilum]AB28
MATTPYLLQRGSTWIWRRRVPDFSTKTRHWQLSLRTTDRSIAFIIARRLNYECDQMLDAINDGKLTPVQAKAWLTSVVRS
ELDRIERQRRVSRMDPVGSSEEDRRLDWATARAWSHLSSKGLHPELSDHDRRTVLKEGSSETDIASLETMLGVLSRDVLS
EAGVNKMLRTARESIQTATGETLNPAAETILSLRQLLLA
>MCE8418508.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MMDEPAAFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRSHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDECLADGATVVTPDWRLTALHTPGHMG
NHLCLAWSGLDPEGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERRFLPAHGAPVADGPGRVATLAAHRRA
RGARLLALLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELRDKSLAVAEDGAVTEAVWRLV
>MCE8418509.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MERWIKRMLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MCE8418510.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFIEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLARMLA
>MCE8418511.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPATTPLRRSWHPFRWRNGILTVLATFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEA
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSD
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MCE8418512.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB28
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LALAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGQALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MCE8418513.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB28
MTTEPRLARWSLIGVVLALVGILLFAPLVTVFAEALAGGGAAALAALGSSDARAAIGLTLTVAALSVPLNAAIGIAAAWA
IARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVARELVPVMI
EQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEMLYNEYLSVA
AFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MCE8418514.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLVLIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MCE8418515.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB28
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITCYEIVEARD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRQLIAGGFTLRFDAMHAVTGPYAKAILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTEPDVRT
>MCE8418516.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB28
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDAARFRTHGK
>MCE8418517.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MTQAQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNIFGTVTAGWLGNRYSRKYLLAGIYTARTLAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MCE8418518.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB28
MAGGWARDGAVNDQIDASIEDELNRMKAERAPQGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MCE8418519.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB28
MTTFDKMGLPKRLVTRLAESGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>MCE8418520.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MCE8418521.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKKGGPAYRETEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MCE8418522.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB28
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLAELGPRVLYEGAQEILFEEVDA
>MCE8418523.1 AMP-binding protein [Rhodovulum sulfidophilum]AB28
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVMGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEAPGSGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYDPDGVRLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPAGDKDGPGSPPSGE
>MCE8418524.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSRTTFISRGDLQKRLAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAENLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWDPSAAASYFQALTSPARRAPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSRADLPSPRPAFTLDAAELAAIRGARVEDDLIELERLLVETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILEKPHPEADKMRRLTDRIGLLEAKG
>MCE8418525.1 DUF2235 domain-containing protein [Rhodovulum sulfidophilum]AB28
MMDIDTAASAAAGQAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYQNALSNPALLYDLYKRGTKYDE
PNACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSRGA
AAARHFVNSIRAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGD
EYRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSREEAEAARNAELPDDLAELRQIFIREGWI
SPDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVDGALLDLPTKNE
NYSIPDALRPYEARIRSGSLTGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRIEYPNRPGLAV
>MCE8418526.1 hypothetical protein LZ190_07385 [Rhodovulum sulfidophilum]AB28
MTAPSSGFGLLCAGLLVFFCPAHAVEAAESLTLGFGSDSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGVWSLSAQWVELPTGKSWRAGVEIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDQRDVVTVCAER
VPSADKDWKAQTGYFPELPYVMKFSHQDYLAGLEAAKCPSPSGE
>MCE8418527.1 hypothetical protein LZ190_07390 [Rhodovulum sulfidophilum]AB28
MTGTGFDAEIDAVLGPASDDFIPVPDAVLRRWTGRLPNALIRIWTTRGFASLAGGRLHLADPARLAGLMSHIFENDPDLG
EGTHAIAYGDLGELVLWSECHGYGFLMPTLAALEVPNLTGPEAMPPDQQFIEYVLRMPPELIEAFDPEQQMVHARLVERL
GPLPAGMIYGATPVPPSAGGTPVENYVLAEVEDWLEAVYTEMRVSLVDWSRTSPQIRFIGDGLPGQSKGSGSR
>MCE8418528.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MPALPAHGARHARHECDHVVPKAQGGTDDEGNMQAICADCHKAKTEREAAEGQGRRLRPSFGEDGWLIGPE
>MCE8418529.1 hypothetical protein LZ190_07405 [Rhodovulum sulfidophilum]AB28
MADTLSLHIKSDGVDMGVHDQHGRRVEGVTALETRMEVDGLTHITMTVVSGTPARKGGKDEAHVRLHWI
>MCE8418530.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSDMVTIPRDEYERLREAAEDLEDILAYDRAKADLAAGRAELVPAEFADRIIDGESPVRVYRDLRGLTQAALAEKAGINR
VIVAELETGRKQGSAQTLKKIADALGVTVDDLI
>MCE8418531.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB28
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTKALGLTLKVEARPETKTEARVPANP
>MCE8418532.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB28
MASQIQTINPATEKVIATYTRMTAAEAERAVEACQAAFEKWRLVSLEDRAAMIKAIGQTLRDNREEFAALMTREVGKLIG
DSRDEIDLCAAICDFTAEHGPEELAPEEREIPGGTGVITYAPIGVIYGIQPWNFPCYQAVRYSVANLMAGNGVLLKHASN
CTGSGLFLRDLFERAGLPKDLFTVLVIDHDLSDEIIAHKLVRGVTLTGSGDAGRAVAQKAAWHLKKTLLELGSNDAYLVL
DDADLDLAVECCAQGRLYNNGQTCVNAKRFVVTEKNYDAFVERFTEKMRACKMGDPASEDTELGPMSRTELRDELAQQVK
ESVEKGARALCGGEVPDRTGAFYPATVLVDVKPGQPAYDDELFGPVASVIKAKDDEDAMRIANDSRFGLGGGIFSKDVAR
ARELASTYFDTGMVSINSYNVAIPNMPFGGVKDSGYGREHGGFGMKEFVNAKSLYIG
>MCE8418533.1 hypothetical protein LZ190_07425 [Rhodovulum sulfidophilum]AB28
MAKARAQSLECDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIKMLIERFEISGDDDLDLRSE
EEKARAAVTNWMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRVVTGGDGRDRIEHQATDEGRGYVQALRKLADVVER
>MCE8418534.1 hypothetical protein LZ190_07430 [Rhodovulum sulfidophilum]AB28
MTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSFDLWRDACMTEGELSSSENRDTRKRAFNRC
REELETAREIVVRDDLVWVVQ
>MCE8418535.1 helicase RepA family protein [Rhodovulum sulfidophilum]AB28
MALVAAVGGAGFDMIVIDTMARVMGGRDENVATDIADLVRNLDLIRRVTGAHVMLCTIPARTPGAGRGGIRPFVPQSTPK
SNCPATTWGRSPPK
>MCE8418536.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB28
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDILFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGIELAAGMTASVSVVTR
>MCE8418537.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKPDIDLFGVFVPTLLVLALGAYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MCE8418538.1 FUSC family protein [Rhodovulum sulfidophilum]AB28
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRFGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNREKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRSARDLHTDYGAALRSAVSVFILIMVACTIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MCE8418539.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB28
MSKGPETNTDSEPGRELEGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRSELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MCE8418540.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB28
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSQNRLRADRVETVIVNDIPAWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCE8418541.1 lysozyme [Rhodovulum sulfidophilum]AB28
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIAGP
VEGLIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIQA
EVPFRWEGA
>MCE8418542.1 hypothetical protein LZ190_07470 [Rhodovulum sulfidophilum]AB28
MHLVPHWRALIRRAWSIRLILIAGLLSGAEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8418543.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB28
MNSKHRKTLLAVFTDPVSGTIEWTSIERLLVAAGAQVIEGNGSRVRFHKDGVIASFHRPHPSKEAKRYQVRDARDFLIQI
GVTP
>MCE8418544.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB28
MKNVMSYKDYSARVEYDDEDGIFAGRIAGIEDVVGFHAESVTELKAAFQEAVDDYLEICAQTGKAPQKPYSGRVMFRVSP
EVHRKAALAAELAGVSLNQWAEDVLRKAAS
>MCE8418545.1 hypothetical protein LZ190_07485 [Rhodovulum sulfidophilum]AB28
MQEFTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLTARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8418546.1 hypothetical protein LZ190_07490 [Rhodovulum sulfidophilum]AB28
MTDWTNIPNDVIEAGKPGRAVDGRALRDNPVAIAEGAPGAPGISFTAFIDPIMVLKWTGRTPQTILGLGDTKWLSLKAVS
RWQLANEDLEISFSTDGGSTWSGFVDLLNDIRGDLVYSTMINLETGDTYTQGTYLARVDDTLYQYYQDLTLTLPAGRVDA
IQLRHRERDNSSSRILMQKVCGYKTA
>MCE8418547.1 hypothetical protein LZ190_07495 [Rhodovulum sulfidophilum]AB28
MPPREPIQIVELWQPRCAERFGAAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVY
EGVAGDALADMERRLYVLDSVDGPDSDGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDIVIEAAREADLSDR
FGNTDTRYLCIGSEIIGYTGYSGAEGVWTLSGVIRAALGTKAASHSDDASAQRTGRYDLMDGYLIAHDLLTGHTPVPAEF
VDFDAWQAEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITEDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPEFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRTTP
RYLTATLADGALRIGEVADLTTRLDVDTEGQPITRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDERNTGFWWADEDGLMPDGSEGYLWQ
>MCE8418548.1 hypothetical protein LZ190_07500 [Rhodovulum sulfidophilum]AB28
MAVTYTLGHAAASPYPMTHARILWDRLTGTVSATSEVEGFEAELADTVETNSWWKPEAVPASWRIEYGESRLIDAIGLAA
HDLGTAGSHARIEYKSPKAHGNLLLYSQEIQLWPVLLRAELVPTLAPDGSMDARWLVEDETDGAHLTGIDFQAVAGRMYT
FSIYVKPNANGRRLRMSMEGAAYPDQAIVNVGGDGAIASAAGAAATSSVAVGDTGWFRVSMSAEAQVTGFAGIRLLIRGP
NSELSYPGTGEAIGLFGGQAEWRPGPSPYVRSASSPASSNWWAVSNDWLLPSDDSAILYLFDPVETDGIRVSVSQPARIG
VVYTGKALEMPRMGYTNLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQSFDPFARAARTEPFF
IAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MCE8418549.1 hypothetical protein LZ190_07505 [Rhodovulum sulfidophilum]AB28
MPFLKPLNVEITGETEGLERAVDRAGRSLRGIGTAAVAASTAVVGAFGVMAVKGMNAAKSINILAQRANATPEAFQKMAF
AARTAGVEQDKLGDILQDVTDRVGEFLSTGSGEMSDFFEKIAPRVGVTAEQFRNLSGPQALQLYVDTLEKAGVNQQQMTF
YMEALASDTTTLLPLLRNGGREMRKLGDAASDAGQIISDEMISDLQDANRAMSRVSATIEALEIKIAGAFAPTLSDAADK
LDDLLSSADAADAISDMAEAFDGLSEAILSEDFLGAAASGIATVTDLAAGLARGAVTLSDNLELVTTAASAAAVAFTLMG
GPLWAIAGALGTALVGISKWREKAEDAGKGSKNAAEMQAELNRVLGVFTETGSPEAGKAAVDLARDNYELAQSALAAAEA
ELAKVQALEASGNSLLDQNPLTAGGNSGYAENMAAKTEAAAERLNAAQQQLAEAKARLEETLSTVGNDGEDSEDDSDDKP
TDPILPGLPGADEIKESLKERLEALQEGLKTENEVLQEWYEKGLQTLQEAREAEAINDQEYKALKEKLEQEHQDRLANIE
RLSNQGRKTQTLAATQDVLGALGAFNDKAFKMAQIAGAAQALISTNVGAAKALELPFPENLAAMATVMAKGLALVAAIKS
GSKSGSGGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLNLDWQGAAG
>MCE8418550.1 hypothetical protein LZ190_07510 [Rhodovulum sulfidophilum]AB28
MHEFEWRRPSTKGDYAGGMTEGDLQAIEEESARLRAKVKAKRDAISQAA
>MCE8418551.1 hypothetical protein LZ190_07515 [Rhodovulum sulfidophilum]AB28
MSDVFREQSFRFQGRDLTVVPSLALLRRIKARGVNNVALANKCIRGGVDLEDLAAVLFEFLRAAQVPEGEERPTVSEDES
YAFLIDGNQTEIAGFKMAYVQAVLPTVDMGKKPAAPGKKGRKKARPTKAS
>MCE8418552.1 phage tail protein [Rhodovulum sulfidophilum]AB28
MAASSGRAVLVSMGDTDLADELRTKTINFNGELIDVTADGDDGWTATLDGEFATNNVSVALEGVLKGDTLADMAFKGAQN
DFTITVANLFTLSGRWQFQAGFSIAAPYNDGTTFTGTLQSVGEITKGAVS
>MCE8418553.1 minor capsid protein [Rhodovulum sulfidophilum]AB28
MRSPAHDTALFLAAQGATGAFGGAEGWPVYVGREPLQPVDVVTCYDTGGEPGLLVDLRCPRVQIRVRSASYDAAWQRAAA
IYKALVPPVVLAVPGAAILGWMPSSEIAFIGRDDEDRALFTLNFEILRDSAQPA
>MCE8418554.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB28
MAIKVEGLDDLNRQLRKIARDAPEAAQRGAYAGGLLIQGEGQKLTPVEHNNLRGSAYTQKIPKGAEVGFSAEYAIFVHEN
LEQKRKGKPRPSGLGTYWNPGGPKFLEKAVDENAEAVRDLVEAEIRKALEQ
>MCE8418555.1 hypothetical protein LZ190_07535 [Rhodovulum sulfidophilum]AB28
MAVYTRGLTQAATYFPPAGVNGFGDPQHGAPVAVVCRWQDKAVLFRDEQGREVTSEAVVYVSQAVEVGGRIGLGALTDPA
KAREIRQAGSSPSLRGGTEIITAWL
>MCE8418556.1 DUF4054 domain-containing protein [Rhodovulum sulfidophilum]AB28
MAGVCIAPYEPARQAAIVKWLAAHLIASTNGAAGTGAGSLTSMSLGDASETYAKAALTGEGLRATHFGQQALLLDTLGGL
ARLGRPRASAEVI
>MCE8418557.1 bacteriocin family protein [Rhodovulum sulfidophilum]AB28
MPFDTLDAFNGSGLTGGENAILARRPYIATNGRHAGRPVITVNTGTLDASGNPVYAERPINTNATLRKDEWVDLEDQIIE
AARERLVIVDDFHAAGLTYNVGGLGTLVSEWETGSEITDAQITMDGETETEKDRQEFGLAGVPIPIIGKRFSIGERMLLA
SRQRGASLDVTTGAEAARAVARASEKMVFFGARVAAADSAGNRFNIPGLTTMDGRVTFKLSDWLDTEKVTPQMIFREILQ
MVALMEAKQRSLGPFTLYIPGAYASRFREDFKEHGDKTLMERVLDEDVIRAVRISDVLTKGNVLLLDMQRRYMDLGVAAD
VTTVQWQSGSGFTNHFMTYAAWAPRLKADFDGRCGICHGAVGG
>MCE8418558.1 hypothetical protein LZ190_07550 [Rhodovulum sulfidophilum]AB28
MSSADTPKTIELYGFAVMTEALAFGPITPGMLVEPADDRVRPHATAAGTAAPSFAVENGMTGGGIDDDYQEGDPVLIKTF
APGSRVYALAAAGADAIAKNALLASAGDGTLAPAGDDEIAVARAVEALDNSGGATPARIRVVVIPAQRTAAV
>MCE8418559.1 DUF2213 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSLHRITANFSPAGGIRHEQFEGRDHLVVPVVMICEGVLNGALVPLAEFSRFPEAWNGRPVPVLHPEEQGQAISANRPDV
IERNTIGTVFNARTEGAKLKAELWLDTEKACRLGFCDLMKRLEAGECIEVSTGYFADDDPQAGEFNGRPYSMIHRNIRPD
HLALLPGQIGACSIADGCGTRTNSKKGPLAMKVNEAWVVMGKALGLNTNCQCEDEDKGMDISKQAEALVKANALDAKQLA
AIQGMSPEDRAVMAAFVEALGKSTAAPDAMEGDDPAADAPADDTPAPFADKAADLNKLIANGVQEHLRRHDVAARLKANA
ANKLTDAQIAAMPVEQLEAVEQMIRPADYSGQGGFAANSDAIETNVTPLTPRGVLGGKKKEA
>MCE8418560.1 hypothetical protein LZ190_07560 [Rhodovulum sulfidophilum]AB28
MLEILFLIIVLILVTAVLSYWIRGSIEGTKKTIRTKDWRGAAMRGGAVVVILIVAYVFAG
>MCE8418561.1 hypothetical protein LZ190_07565 [Rhodovulum sulfidophilum]AB28
MDDVFREYYKRFGDLPSSRRMPDEVLGKLDELCAMAVARGRKLTDEELELAPEPPLNAMS
>MCE8418562.1 hypothetical protein LZ190_07570, partial [Rhodovulum sulfidophilum]AB28
SPYTLDKARGLIPVHPNCRCAWVPIVPRTRRGETSAAAQAAAQGRPMTAAQAMQAMPVARANSHNAFDGAPEPALRMIQK
TPDLTGMVRGKPGAYMDHEGRMSMGKHTPGTVAYKRVFRHEFGHHIDRNLGDGQRFASFAAVDELAADNKAAAEQEFRRV
ILAADAGGYVTDAKRILDEMTPLGEDGVKALYGVNEIRPTDAIAFVAAWNRKDVYQLLHDLPNRFGRRVLHDSPLAGMQD
VFEAGTAGKIRIAFGHGEGYYKTRLAYDRYIGAAKKIGARTFTGSQLAEAFANWFEAYGSETLADYQTFKHLWPSMSQRF
EEITGGGEDG
>MCE8418563.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB28
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVALDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPRSGERRVGKGCRTRGS
>MCE8418564.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MCE8418565.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MCE8418566.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB28
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>MCE8418567.1 hypothetical protein LZ190_07595 [Rhodovulum sulfidophilum]AB28
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MCE8418568.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB28
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MCE8418569.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB28
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAVERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MCE8418570.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB28
MVVLHFTAMTDAASALDRLCDPAAGVSAHYLIALDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVQASAGPAPDETAFRTAATAFG
YGAGWETGHVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGPAGA
>MCE8418571.1 hypothetical protein LZ190_07620 [Rhodovulum sulfidophilum]AB28
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGAEP
PGAQAENHAGISDEQSFAAVTSRETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MCE8418572.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB28
MSDLTRLTIAEAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRAKLGQGDGIAEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>MCE8418573.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB28
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRREDVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MCE8418574.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB28
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MCE8418575.1 hypothetical protein LZ190_07640 [Rhodovulum sulfidophilum]AB28
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MCE8418576.1 ceramidase [Rhodovulum sulfidophilum]AB28
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYLFVANRAYWGLGLWPSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
VCVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MCE8418577.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB28
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MCE8418578.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB28
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MCE8418579.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB28
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLTAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>MCE8418580.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum sulfidophilum]AB28
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MCE8418581.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB28
MAEQVIAEVEKVTATALPEPAQDLVALDRADPPVADAIRARMAELDMSDSNSIIGFGSSAQSELQTISQAMLADVRNKDV
GPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKDIKSLDKLY
EKTLDFYDELALYIAAGEQKLTQLDSRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTRQVTMQSLP
SIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTVREEMERGA
FDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAPGAGAATGV
>MCE8418582.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAVDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDHRLRPGMRPAEARPIVEDIVAELMAGES
>MCE8418583.1 DUF6338 family protein [Rhodovulum sulfidophilum]AB28
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPE
WITAPPDILKLVAIVIVFPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MCE8418584.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB28
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MCE8418585.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB28
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDAATHAAECPFCATPVVTGTGLRRRIKPKGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MCE8418586.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB28
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGMPTGFLAGLSTDLFGTRLAEALTASGVGTGLCPRPAR
PTTLAFVTLVEGQARYDFHDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARALLGRGPRLVLLTRGAAGAHALSRTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALERPALAEGLPDRVPEAALSLAIRAAALTVSRAGATPPWMEELT
>MCE8418587.1 D-aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB28
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>MCE8418588.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]AB28
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIKEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGMPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAGGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRPGFDACLDFVATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRTLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHCAFADWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>MCE8418589.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB28
MTGHDFTLAEARLTARASGALWWQDEALLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSVEIEILAPRCVICLGDS
FDDDEASRALPDPAARRLSALMGGRRWIWIAGNHDPAPAAPGGSALAETRIGPLHFRHIAIPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMGPEALAVLTGQKALAFPMRS
>MCE8418590.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB28
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPSVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MCE8418591.1 chorismate mutase [Rhodovulum sulfidophilum]AB28
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>MCE8418592.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB28
MAPKTDIEIARAADKHPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRAMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAAGGAGIECLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MCE8418593.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB28
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MCE8418594.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB28
MQLTARAAPLAAALDRACPGEAPLVVAVSGGGDSLALLLAAAVRAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRG
IPHETLVWQGWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVT
WLRPFLDISRTDLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAA
RLVREEAGDLLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTLAALTRGPRATLHGCLLQRAGGRIRIGRE
PAAVAGLSCAPGSLWDGRWRLSGPEGAEGQEGLEIRALGEAGLAVCPDWRAAGLPRTTLIASPAVWRGGGLIAAPMAGHG
KDWSAAVNCSFTAYLLSH
>MCE8418595.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB28
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSSGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGTAGCN
>MCE8418596.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB28
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYAATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MCE8418597.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]AB28
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MCE8418598.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB28
LGGTGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEETGKPDIGSIRMVSWSGGSEAAARQTYESA
RRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MCE8418599.1 DUF5928 domain-containing protein [Rhodovulum sulfidophilum]AB28
MATIAYLLLCRGSPAATVALAERLSAAGDLVALHVDRRARPADIAAIRAAIAGNPSVVLARSVRCDRGEWSRVQAVLNTA
RAALAAFPQATHLYLLTDECLPIKSAARLRAALDAEGCDHIESLDSQAVDGGGQMALQPICRQDVSAPRRRAGIRAAVAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFFRAGGWAEAPLSATLFQTIVRHLVPGDEIRSRAPTF
ELVAENGLPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDGYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MCE8418600.1 HIT domain-containing protein [Rhodovulum sulfidophilum]AB28
MTYAYDDQNVFARILRGEISNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRAIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MCE8418601.1 hypothetical protein LZ190_07770 [Rhodovulum sulfidophilum]AB28
MTAQEGLDFASGPARDFRGGPGRHRPALPFRRPDRQDQSPAAASRPAPDNAIEAPARALRLPPEVGALWHIELDAPSDLA
PRIV
>MCE8418602.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB28
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPAVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDTALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MCE8418603.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MCE8418604.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB28
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MCE8418605.1 DNA polymerase I [Rhodovulum sulfidophilum]AB28
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLQTLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPALPETSPASADPADGTAPA
ALPFEPEAYECVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVGEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MCE8418606.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEGGKFYLVTPVE
KVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPGHEIRVSRDPETGEPTPYLHVRAGLEALIDRKSFYRLAE
IGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MCE8418607.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB28
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MCE8418608.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB28
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPS
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLRAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MCE8418609.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB28
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDLPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESRRPLMALRPAAFSDGTIALSVLRARPG
PETEAMLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLSVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAGWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPARAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEADRIADAGLRGLSRKLAERTSIE
PAAPIEVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLRQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MCE8418610.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB28
MTGEVIFDPLLPLPLIWALAVLAAGIVAFALWRGLAGWWLRGGAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGAAQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGVDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MCE8418611.1 FAD-binding protein [Rhodovulum sulfidophilum]AB28
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MCE8418612.1 FAD-binding protein [Rhodovulum sulfidophilum]AB28
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARIESDPVAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVEEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>MCE8418613.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB28
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>MCE8418614.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB28
MAVLAGLMVALAAASGGSAGTGADLPLHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLP
LAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKGASVGRVRHDLALLQLDRAIRLPGLVPFGIGSQPGQGDAVGVVSYA
RDRSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGARKVALGTVIHDGLEVLRARL
AADDPGDPLPRFGSGTTRSAGAKFLRP
>MCE8418615.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB28
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>MCE8418616.1 hypothetical protein LZ190_07845 [Rhodovulum sulfidophilum]AB28
MDPSPRFKKTLQSTWSWYLAQSIFVRALLLVPIVGGLLMTFLIGNMGLALMGTAYAINAFLVGWIGGAIAVVVGKALQII
ARDGRQSR
>MCE8418617.1 elongation factor G [Rhodovulum sulfidophilum]AB28
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSRLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVLLTIRPQGRGAGFAFDEAVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFAAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MCE8418618.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB28
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEARGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MCE8418619.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB28
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADISAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLNTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLAQADSPLATALFDGL
>MCE8418620.1 P1 family peptidase [Rhodovulum sulfidophilum]AB28
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEMGTEFGGRGVGRHDPCAEPRPEAAPGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>MCE8418621.1 hypothetical protein LZ190_07870 [Rhodovulum sulfidophilum]AB28
MAETVSVTELTPANLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWRADRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPAQPERLRVEGQGWAVEAAVGRARPERFARRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYVPDDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLKDVLGGGRAPS
>MCE8418622.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARNLRAGQVYLNNYGAGGGVELPFGGVGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MCE8418623.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHS
PATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRSPPQRAVDRVSFAIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDETLLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MCE8418624.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MCE8418625.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGHGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MCE8418626.1 type II toxin-antitoxin system Phd/YefM family antitoxin, partial [Rhodovulum sulfidophilum]AB28
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHL
>MCE8418627.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIHAYREAWARAGNSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MCE8418628.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MCE8418629.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRDTGASGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>MCE8418630.1 c-type cytochrome [Rhodovulum sulfidophilum]AB28
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGEPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKETVQ
>MCE8418631.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB28
MTPFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>MCE8418632.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB28
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGIVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKQAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MCE8418633.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRGAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MCE8418634.1 hypothetical protein LZ190_07935 [Rhodovulum sulfidophilum]AB28
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVEISVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLRAQFAAAFPPVPIELAEGW
STTIPEYGGGRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPEQIEPPAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSMLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDATGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGSGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVARYAEAPAVRREMRFLTEEGRRLDPDTVPERQPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPTT
EGAKTLVFVRRKAEDADVLELQTGDGQRRHFYGLGSREVTLSCDATLAWTEAGVQPPSDRPWRIDPAALDIADDMTVAEL
TEQLRFVDAEGVPLALSAPGGGALSPDDSIREAMFPDGTLQVAGPPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>MCE8418635.1 hypothetical protein LZ190_07940 [Rhodovulum sulfidophilum]AB28
MIRGTATALALLLAMPGLAAPETGALPAEAGVAADGQAVDIRTEHWPSGNLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERMPVTVEGHGAGEKIVERYGRITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYI
LTGRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTAIHEVYDPEGRLDGPRREIDANGQLR
RLETYVHGTLDGPWEERDREGGLLSGGAYSEGEKTGPWREGGPHGEEYWQGSYVAGLRNGPWERLDAQGYRLERARYEDG
TRDGLRYLFRPDGAVGEVQSWKNGERDGYTSRYEDGLPVGRDLWRDGRPVATGLSPEAE
>MCE8418636.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSPLRATLTCLRRFARFGGRAARAEYWWFIPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATGGSALDVILLGAPLVSLLSCIWLVVQLARPGEPHENRFGPVPE
D
>MCE8418637.1 hypothetical protein LZ190_07950 [Rhodovulum sulfidophilum]AB28
MMKKLALPLLAATALATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDSFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MCE8418638.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB28
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAASLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MCE8418639.1 LysE family translocator [Rhodovulum sulfidophilum]AB28
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLT
>MCE8418640.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLIGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MCE8418641.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRAVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MCE8418642.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB28
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPEPAPEAAAPASAPASAPAPAPASAPAAMAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIE
RLIASAPTQTTPAPAPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNE
GREGPARISVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAA
RARAGTLRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVDGALG
AQLLAEIRQGLEDPMSLLL
>MCE8418643.1 thiamine pyrophosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGNLSEMDGARYEEEHSFSGALDPNAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>MCE8418644.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLRARAIPLDVTDRAAVEALASTLDGL
DVLVSNAGVAGRATFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MCE8418645.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MPDRDSTPPTRVPVTFDFTGRSLILTGANGGIGRAVARIFAEGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFAEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLKRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MCE8418646.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MCE8418647.1 GFA family protein [Rhodovulum sulfidophilum]AB28
MSGVHEGGCLCDAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGTARLDWLEGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPEAHICWADRAVWEDALEHVPRIAGLPGAE
>MCE8418648.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB28
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPLAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGAAALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALAE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MCE8418649.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTSWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQPPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MCE8418650.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB28
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPRGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQG
KAEDLAARVAQAYPDVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHAGQVVADAIMDPVETRLLATARAAGAR
VHPGLPMLRQQIRLMAEHLGALPKPTQQD
>MCE8418651.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB28
MTRRETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVS
DYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>MCE8418652.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MCE8418653.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDLDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MCE8418654.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MCE8418655.1 DNA mismatch repair protein MutS, partial [Rhodovulum sulfidophilum]AB28
LYDSLKTAVLNHAGPAGQAAAALAEIDLATGLADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCD
LAEAGSGAAIWLLTGPNMSGKSTFLRQNALIALLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAA
ILNQADDRALVILDEIGRGTATYDGLSIAWATLEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFL
HEVRKGAADRSYGVQVARLAGLPDSVVERARVVLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDER
LSAIHPDELSPREALDLIYELKALARPE
>MCE8418656.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB28
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETKAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MCE8418657.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB28
MNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDGLLEV
RDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHVENRL
FHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDALARTMVEAGLAVWENEGHDQARLIVRGRANLL
SDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIGPTRL
NYGRIVPIVDYTAQLVGKLIADRGKG
>MCE8418658.1 ribonuclease PH [Rhodovulum sulfidophilum]AB28
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MCE8418659.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB28
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTKLEEAKAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>MCE8418660.1 radical SAM family heme chaperone HemW [Rhodovulum sulfidophilum]AB28
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDDDLGADLYELTQELCEAAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDGSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MCE8418661.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB28
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGGED
>MCE8418662.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MCE8418663.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB28
MTIAAGEFPDVSRETSERLASYAALLRKWNPAINLVSRATLDELEIRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIAEEHAPDLRVTLIESDQRKATFLRTVIRELGLRRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLESGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MCE8418664.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB28
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGIMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAAPGLEIVEGEAADFLQREGRIAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDEFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHVEARQ
IACGITHTNEQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVCSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
SVIFSRTTSYVGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGERRRTSFEVKMERLSAGRAR
LESMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDPELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSSELKGKLSRVQPETLGQATRIDGMTPAAATLILARLRQMERQSA
>MCE8418665.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB28
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLADADGVPLDEALVLCFTKGASFTGEDVVEFQC
HGSPATVSALLSALGCIEGLRLAEAGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLEGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPGPEDIVLRG
KADLADGAGHGVSGLTGAGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVENLLDEIFSRFCLGK
>MCE8418666.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB28
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEGIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MCE8418667.1 CopD family protein [Rhodovulum sulfidophilum]AB28
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MCE8418668.1 Maf family protein [Rhodovulum sulfidophilum]AB28
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETCEEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MCE8418669.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB28
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MCE8418670.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB28
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADEWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MCE8418671.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB28
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGSETEAWRPRPRPTPLPSRLTGEEAAAHRAFVETMGDDAL
WKSFD
>MCE8418672.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB28
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MCE8418673.1 FxsA family protein [Rhodovulum sulfidophilum]AB28
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPARQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MCE8418674.1 Tim44/TimA family putative adaptor protein [Rhodovulum sulfidophilum]AB28
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MCE8418675.1 elongation factor P [Rhodovulum sulfidophilum]AB28
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MCE8418676.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB28
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQDCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MCE8418677.1 hypothetical protein LZ190_08150 [Rhodovulum sulfidophilum]AB28
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIYVNAEIQELSRRQSGAATADAIGVFLTLVPVSTVTGGD
RAGRIAAAKGRKLALEARLESCG
>MCE8418678.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB28
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWNTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAVRAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MCE8418679.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB28
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>MCE8418680.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB28
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMRADVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MCE8418681.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB28
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>MCE8418682.1 thioredoxin [Rhodovulum sulfidophilum]AB28
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MCE8418683.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB28
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLARLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGSAAKQPFSAKTGSFPTKAVRAALGPDLTPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILIRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPDTALPDTALPDWALRDAPRPERPPQPLSPSDLGGAKALPGDPLAPAEAEDV
RARGTWMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMTRADLAPVFAPGSLAEVPLTAALGQGR
LSGTVDRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPREQGHAA
LARAGLA
>MCE8418684.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB28
MFEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPYPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAAGHEDGREAWAAWLAEALDGTDRAGT
EPLSTHVARHRQLADILAAGPDTEGSGALWLEEAGLQARAALDLLEAEAEAGGEMTPPDFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPAVPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRNADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLESGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>MCE8418685.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB28
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLAGWPGLTVLRENE
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLAGAWDPAHMDGLLLLIPPGRATGHSGKGDFLIGPDGRLRRG
PGAVYSGAGILKTDGLAEIPERIFSLNRLWDGMLAEGRLYGILHAGGWCDVGHPGGIAEAEALLAGQGDV
>MCE8418686.1 phosphotransferase [Rhodovulum sulfidophilum]AB28
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEGLASYGPAEMAELGCLPFRWYLPGQGLSAPEE
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVRDRM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRIWGHLMRDLDHPALAGLRETLLRLLPPP
EPDRLDLIASRCAPRR
>MCE8418687.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB28
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALHITLAPGESETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>MCE8418688.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
ARSEERRVGEEGR
>MCE8418689.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB28
MNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARTRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEVFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEE
AE
>MCE8418690.1 YraN family protein [Rhodovulum sulfidophilum]AB28
MSGTVSYHAGRSAEDCVARGYEGRGLAIAARRWRGAGGEIDLVARDGDALVFVEVKKSRSFASAAERVTRRQMDRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>MCE8418691.1 glutathione synthase [Rhodovulum sulfidophilum]AB28
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVTARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKELHGDIILK
PLYGNGGAGIFRLGPDDRNLAPLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERSDLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MCE8418692.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTLDGTTEAIAGAERQAYWPRIAELCRRLAG
ALQEDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDDLPLGLLADVALNLLVTVDRWFAINASDL
AEGEEARFAERAFSLLMTPLLPPDYSGKTDT
>MCE8418693.1 hypothetical protein LZ190_08235 [Rhodovulum sulfidophilum]AB28
MIKTRGLAALLVLSTLNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSSTLATMEWIGTFLGLALLAAGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVVIVTFATLSAM
>MCE8418694.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB28
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGMVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISHQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFQHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MCE8418695.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB28
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAVDLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGAVIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MCE8418696.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB28
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MCE8418697.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB28
MRHVARIAALAAALTATTAGAEEIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQAAKVTP
GLRLDGVALGQALGWAESGWPDFAMYFPIFSAAPEAKIYGAALPRDEVRRSVTEGAAALFGDAAGLYGLDTPLPAAELDQ
RIDDQRAAHCNALPEHLLPGMVEAQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQ
IEGAATGAPPYDYWLVTGVAERDDPCAALTGG
>MCE8418698.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB28
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKTVLLAPAMNVRMWTHPATRRNLATLQSDGIRFVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPALDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVATRLARRIAEALT
>MCE8418699.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB28
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPLDIRDEGLTLAPMERRIVPTGFRMAFPIGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MCE8418700.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB28
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVVGLLVVAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAA
>MCE8418701.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB28
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHAIGARLKHAILDEFPGADVIIHFDPVR
>MCE8418702.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB28
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRSDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPK
TAIWGVDPDEIRE
>MCE8418703.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB28
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDLIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MCE8418704.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB28
MDDAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTAFLAFLGLRIWLPACGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWALKGGRLIAWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAVAIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGGPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVSFVGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAGNL
AAREPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEAGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MCE8418705.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB28
MTEAPAPRAAFLFLLTIAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAEQA
AAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEIIGAMREQGYRGETPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MCE8418706.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEHTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MCE8418707.1 hypothetical protein LZ190_08305 [Rhodovulum sulfidophilum]AB28
MRRPTLSVLALSGFVLALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQARRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MCE8418708.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB28
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MCE8418709.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MPKRLTLPDSASLATPSAGGRLSAPSALRNAEAICAALERVAPARGRALELASGTGEHAVRLAARLPGLVWQPTEIDTQR
RASIDAWAAEAALPNLRPALALDACQPGWAASHAGQDLIFASNILHLVSDAQAATLIAEAARALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQAPGIGYKPVAWVADRGTAAGLRREAQISMPANNLTIIFRQPSVIAQRNH
>MCE8418710.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MCE8418711.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGNYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MCE8418712.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MCE8418713.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALSLYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVTICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MCE8418714.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPHEKSAAELAEMMVGAKLSTP
ARAGGTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>MCE8418715.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB28
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAEMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTTVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPSNAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLEQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MCE8418716.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB28
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRILAMDLSAVRAAPGVVAVLAPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAATAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALELPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARTTGRPCRMRYDRDDDMVITGKRHDFRIHYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALDRDPLEIRRLNYYDSAAEAGGLSAPHRSSGSAHPE
GISAKKKTPFGMEVEDFILHEMTETLARRADYAARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFAGGKVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MCE8418717.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
AEAARDAPVPDWIGEDANFFLAEIPSGGADPQDRWGADSPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQD
LGQVAFLSGCEDLTRIEVTETEIRLGAGVTIARLREMMRARHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPAL
IALGATLHLRRGARRRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDSLRCYKLSKRRDQDISAVLGCFNLTVRAGRIE
TARIAFGGMAGIPKRARAVEVALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTDID
ELAP
>MCE8418718.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB28
SPPAGPLAGFTLWAPLRRSVTLRRDGEEVTGTLLFEGPARATVEIGETVLEARLGPEGWRIDGALPGAVLRAGGAIHVFA
GADGSFSFTPVDPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPG
AQVEAGAALIRLTPEEEDA
>MCE8418719.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB28
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFDPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAVGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MCE8418720.1 hypothetical protein LZ190_08370 [Rhodovulum sulfidophilum]AB28
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APKSSVKA
>MCE8418721.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB28
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPTGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGEAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMA
GLLGRCPARAGPPRRIRP
>MCE8418722.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB28
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALAADRFDLVALVHAESATGILNPLTEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEAIRTRHARAAAAARAGARALTGTEWVTPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTDQALAAAETAFSETAKA
>MCE8418723.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MSPLLDARDLAKTYPGPRRVRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLIRLTEPDAGEIRFDGRDWSALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPEHVARLLSEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPRS
DILRRLIAAVPEIPAEEALP
>MCE8418724.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTPLLTLTALGIRYPGARIPALSDLGLALFTGEKLAVIGESGSGKSTLARALAGLLPPGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MCE8418725.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MAKALLGRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGAPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSISVGL
SAALVAVVLGMSVGTAAGFAGGLTEAMLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAWTGPARLARARVLS
LRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MCE8418726.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MPRMIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGMRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGTMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>MCE8418727.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MVPMLATISRRRLLTGTAALLGSTALWARAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGL
RPLLATGWEGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMP
LQLIANALPVVSSVLPKHIYEDTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAA
AASSLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRTEALSKLKVRQAIAHAIDRNFVLKTIF
LGYAEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGI
DARIVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAAR
VALYKKLQQMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MCE8418728.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSASCGYEEEGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDERHDALAAEAPPFDLLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLPRRMVLPEAIAARFEALDDSETESTASSLASFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLHQCFGRQVDRSFWFLMEFQSKVRDGNPLK
>MCE8418729.1 hypothetical protein LZ190_08415 [Rhodovulum sulfidophilum]AB28
MLVKIFWSLVFAVAFSLSINSGGLADLEAQLRGMPVGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARG
PAGFPEHGPRYFTTRFRFCAWALLYGSVIAGAFLVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSL
AAAVGIAAAFYTSDWERMLRERFQNNALIPRQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQA
ELAQMRLERLARVEFMLWRMTQGDLPEEVAARLAEHVPLRQRLLDKLAAIRAEALAIDLQLVQVTNLLLCHLVEAQRPDF
RRRLGQAAGLDCEQDRIETFPVSRLDDVIPVLEDELRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLRALVPLCVT
GLEVQRGRLRDLGTRLEDLWCETLRFAICIGLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQ
SSDHAAGANLEGAELWQRVRMLLGGMKIAATERPLWLILGGFFIGWPLLQGCYVGSALAHGRQIEGGFGRPGALRPLDYL
ISFVMIWSVLVPGVAALIYVLGFSAAFRDVYVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAGA
WWWPRSGSGRLIRRAIPPSMSAGSGAYCFWRQR
>MCE8418730.1 adenine deaminase [Rhodovulum sulfidophilum]AB28
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGEMVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELRSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRVASASAFAAREAVAPVGRGSVKAPKVSAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MCE8418731.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB28
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGASFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVATGDWDAITALAREAAALPR
>MCE8418732.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB28
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTIAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWTEGAG
ESLNDKILRTAADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MCE8418733.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB28
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDT
AWFAARIGQASRLRERLYQKPFYRLVHAEADGLPGVVIDRFGDRAVVQPNAAWAELRLEALVEALWQVTGVGTVVKNGSG
RVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFAHVGGFALAALA
AGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDMLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIIYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MCE8418734.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB28
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILGEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAIAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MCE8418735.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDVDPATREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARSGDEAADILATNGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWTATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MCE8418736.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB28
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MCE8418737.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB28
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARVTGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDVASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGVL
TERPGQLTTDFFVNLLDMGTAWAPTDADEALFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAAEFA
AAWAKVMNADRFDLV
>MCE8418738.1 response regulator [Rhodovulum sulfidophilum]AB28
MTHMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MCE8418739.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB28
MPIRGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGLDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRGDNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGEDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTPIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAVRADKATGRAA
>MCE8418740.1 response regulator [Rhodovulum sulfidophilum]AB28
MNQRPNLSTARVPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MCE8418741.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQREELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDVDPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MCE8418742.1 response regulator [Rhodovulum sulfidophilum]AB28
MTFSGGLHEKPDAPASKQKVERMAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLD
NSLPDGKGANFALELAAHRNWMKIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MCE8418743.1 response regulator [Rhodovulum sulfidophilum]AB28
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MCE8418744.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MRSTGIFSENEYRLRRLVRAGLAGLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IQTLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQT
VSPEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIVAERGMLSRIATEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHTDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MCE8418745.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB28
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAADPAVR
>MCE8418746.1 hypothetical protein LZ190_08500 [Rhodovulum sulfidophilum]AB28
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MCE8418747.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB28
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEDGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MCE8418748.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB28
MPRRALIALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>MCE8418749.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB28
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAARTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MCE8418750.1 holin family protein [Rhodovulum sulfidophilum]AB28
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
EADGPQDSGTVPRSQGPNPALDDWRAGL
>MCE8418751.1 holin-associated N-acetylmuramidase [Rhodovulum sulfidophilum]AB28
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGVNAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MCE8418752.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB28
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MCE8418753.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB28
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLDLPDLVKIDEIDFDSVDLVFCALPHAT
SQAVINKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MCE8418754.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB28
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSSREDGRQDWDGPWE
TCLECGYDGGGWALSHWANKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYEDGSADAPDIAPVPLPAGGLLLVSALGAA
LLLRKRGRKAA
>MCE8418755.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB28
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDAFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGN
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MCE8418756.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]AB28
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPERMQVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALERIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQKRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPGIEGTWNLVIAGVGGT
GAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDIEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERQRERAAIRRYEADMEEILARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDRRAALLA
EIRAGGAALDRAAE
>MCE8418757.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MCE8418758.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB28
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYQQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MCE8418759.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MCE8418760.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB28
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MCE8418761.1 hypothetical protein LZ190_08575 [Rhodovulum sulfidophilum]AB28
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLIVSDPAPDTHFAPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MCE8418762.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB28
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MCE8418763.1 hypothetical protein LZ190_08585 [Rhodovulum sulfidophilum]AB28
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MCE8418764.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB28
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGNRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MCE8418765.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB28
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MCE8418766.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MCE8418767.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB28
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MCE8418768.1 RDD family protein [Rhodovulum sulfidophilum]AB28
MSAMTEQTEPSADRLWGLPDPALQPDFYAGLPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVT
LARGSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MCE8418769.1 arginyltransferase [Rhodovulum sulfidophilum]AB28
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MCE8418770.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB28
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTREL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLVGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MCE8418771.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB28
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MCE8418772.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MCE8418773.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MCE8418774.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB28
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDQLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALRPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MCE8418775.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB28
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MCE8418776.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB28
MVQHDSGWHSHARGQLLFAYDGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRSEVEYRSIYLDETRVAAPFAGTAIVA
MTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRLARLDIEELPPGLEDLSCRIGVTTRT
ISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFRQMTGETPKRYIDKRG
>MCE8418777.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
ALGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGTDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLFVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERQENRWLE
FGESGLVLAAASLLGACANSLLLRRGSPPRGLVGYGVLLLAIGALLLSLLASGPAFVIGMAVVALAYAMAIPNILAEALQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLRRK
>MCE8418778.1 hypothetical protein LZ190_08660 [Rhodovulum sulfidophilum]AB28
MGFKLDKPFSRMRAAVASISTLASTGSLGFVAQSKKSAAAAACTKGFLLAKQRMSCLESHSATQDPSIMQQSRSKLKRLS
PTY
>MCE8418779.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLD
HTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDD
AAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVAGSLSEWTRDAF
VRHAAPVATEAARAINGSL
>MCE8418780.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAAAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDASGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATAQFRIGGHPGLPDDRQVEVEAVVETLSDGSLQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MCE8418781.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>MCE8418782.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MCE8418783.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MCE8418784.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFSKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>MCE8418785.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MTVLPKIQDFAAELTAIFEDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITIRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTQDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>MCE8418786.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MTDPLSLPFDNDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQKIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MCE8418787.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB28
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMAGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDHDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTDRIVADDRLPGRICDALKAVAPVTV
TRKSILPYPFACPSGVLQESSRRSGMTEPTSAWGDAVAEQG
>MCE8418788.1 amidase [Rhodovulum sulfidophilum]AB28
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPSADDALVTGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFGVVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTTVIGERTPWEAADFARLPSRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEERTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVAENVREGRRYGAADVAKALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPLQSYYHWLALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIAGIPDLAPSEPD
IPTLSAAPPLRTAPGFLDVP
>MCE8418789.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB28
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRMLERDSASGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MCE8418790.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB28
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAVGAAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRARRDLTLHRGEAFFQVAPDPARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDSDETTVDEGQMLNLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSRAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MCE8418791.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB28
MTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIMLGQ
SGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQAEAQ
GARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYGQAT
PGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGDSEYDHVSERKLYVAPSLTWKVD
PGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQVLR
YSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALDYVS
MGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRELTGR
LGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNTSFN
TQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGGLRH
VGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MCE8418792.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTAGRPLSRRQLVAGAAALAMMTGRGARAEAPGRPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTAD
AGLRSWPNLEALRALRPDLVVALEGYGIAPARLETIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGLD
AALAPPIPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPAR
LLHQSAIWQALPQQRAGRVGLLPPAWVFGGVPSAIRFARLLEAA
>MCE8418793.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTRTIAAPVLLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLGARVIATPLAGAVILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPVPARIFPLGATILALGLLGAAVLLSVCETLHLPGLSTAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPPGALAGAGGAVIALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>MCE8418794.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTLFSCHALERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMGRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPRAAAE
>MCE8418795.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB28
MSGILPIAVKTVRDLSPSMMRLVFEVDGFERLQPTPHPDEWVSLWFPDATGALPRSLPRALAGPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGQLLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRRDLLLGPGARLRWHPMGDAAQLPCPAEAFVPGRDYVWIAAEASVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>MCE8418796.1 peptide chain release factor-like protein [Rhodovulum sulfidophilum]AB28
MSDREALILSSGNGPGECRQAVGHLLSWLSTKATQYGVDLDVSTRDAAHGPASAVVVLSGARASELVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAAMDAVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTSADGKVYAVVVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWVLHGQLQRGEPRRIFEGRQFKEVK
>MCE8418797.1 RNA ligase RtcB family protein [Rhodovulum sulfidophilum]AB28
MAGWPGMMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGCGMALFRLDLPRRRFKLDKAARRLAVLEDGADPERAL
AALDDAGLTGSIGPEALGTIGGGNHFCEVQVVDAVFDPSRTDLRKDDLCLLVHSGSRGRGAGIFQGLDDSWKQGFAAESD
AAVRYLALHDAAICWAHVNRSLIASAASEALGSEARLICDAVHNHVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLL
EVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTRFGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSGSGL
ASAVARLLPLVTFKTTGVAI
>MCE8418798.1 RNA polymerase sigma factor SigJ [Rhodovulum sulfidophilum]AB28
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLPRIDRPARWLSTVVMRLCLDHLRSARVRRETY
VGAWLPEPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGRLVDKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRRFPA
GPCPPLRWINGSPGFVSIEGGVLQTTALSIRRGRIEAIWIMRNPDKLKHLRLQMSAQRFRRTGAIMSGVAPHSLSMSRPA
TGSVLLH
>MCE8418799.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB28
MTPRMNYYKAAPDTMKAMMAAEETTKNLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGVSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDTDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQPHTRREARDAAG
>MCE8418800.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MPASVSLSSLSWSAPDSTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRISVTGSVAMMRQEALEHPEE
TV
>MCE8418801.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB28
MKRTGTGTGLTLAAAVLACGAASADPEEGAYSSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTRAGRSVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPSDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANTAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGVAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASARTEGTDTDR
>MCE8418802.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB28
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MCE8418803.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB28
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MCE8418804.1 phosphate ABC transporter ATP-binding protein PstB [Rhodovulum sulfidophilum]AB28
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MCE8418805.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB28
MTDIPVSDARPERAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPESLKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MCE8418806.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB28
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MCE8418807.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNTTWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MCE8418808.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARERFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>MCE8418809.1 hypothetical protein LZ190_08830 [Rhodovulum sulfidophilum]AB28
MPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGM
TVQMIPRTRH
>MCE8418810.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB28
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIKGLRQSARH
YRENAARFRTGLTAG
>MCE8418811.1 guanylate kinase [Rhodovulum sulfidophilum]AB28
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MCE8418812.1 YicC family protein [Rhodovulum sulfidophilum]AB28
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGADPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKATIDQMREQVQNVE
>MCE8418813.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MCE8418814.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB28
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEEDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MCE8418815.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MISFAGAIEPFRIANRMAGRTLYRWRLATEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MCE8418816.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGRLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MCE8418817.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>MCE8418818.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MCE8418819.1 hypothetical protein LZ190_08880 [Rhodovulum sulfidophilum]AB28
MMRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGSKVVMTPEGDDAGMFYEFR
RLPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>MCE8418820.1 hypothetical protein LZ190_08885 [Rhodovulum sulfidophilum]AB28
MADDASTARAPLRRPAPDHCRPEGAAAAAARGGGGRKFPVFPAGRPVAATCIGTCQ
>MCE8418821.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MCE8418822.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQIFILGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MCE8418823.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVDPAEGMAASLRAGAAAARVA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPEAWAAWRAQTGH
>MCE8418824.1 hypothetical protein LZ190_08905 [Rhodovulum sulfidophilum]AB28
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAEYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYVYARQMRVAGEI
>MCE8418825.1 hypothetical protein LZ190_08910 [Rhodovulum sulfidophilum]AB28
MAGLLLVLAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPVFGFERDLGVT
TASLGDPTDAGFWALTPLTDEIRRGRLADPISGKSVQVELRPSGGATGAGTRVSLAAMRALEVPLISLTNLKVYASE
>MCE8418826.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB28
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MCE8418827.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB28
MNKTALTAASEDIIPLDPKDSIAKGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYEE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICA
ADMGPANFVHGYRGAGRPGSNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARQFEFADDY
RPAT
>MCE8418828.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB28
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKALRAVLG
>MCE8418829.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDETVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MCE8418830.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB28
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVDWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>MCE8418831.1 hypothetical protein LZ190_08940 [Rhodovulum sulfidophilum]AB28
MLIRLRELGFAPGVISDANARSPLRRLNLQDRYLHDPAPARHLALRSRPDRFKG
>MCE8418832.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGTDELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MCE8418833.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB28
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAAALGRWPGEPGVAEAAQVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGARLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDETVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVAGCSDADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCSGTTGVARPVSGGRISQP
>MCE8418834.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB28
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRSSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATAAGP
ARELVLGPDLAAGARPQAVVPAGHWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MCE8418835.1 hypothetical protein LZ190_08965 [Rhodovulum sulfidophilum]AB28
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGLSRAPADQIARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MCE8418836.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB28
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MCE8418837.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MCE8418838.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB28
MSTAPLQPLAAFDIGPDGSTSPVAAPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MCE8418839.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB28
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MCE8418840.1 YdiU family protein [Rhodovulum sulfidophilum]AB28
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLIAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIEPDRDRAIEEATAAM
HGFPDLFKAAWLDVFLPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAETRMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQHVLERPFDSQTGADDLRDPPAAGEEVLQTFCGT
>MCE8418841.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB28
MFKTSYAAAAAVMLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDRSVYQGSY
GLGVAGFLDGPYIDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFIDGELVSPEERSGPNPYPLSGLSGTSISFGA
DAWNDSYKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MCE8418842.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB28
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMICELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPALPEPTMPLQEAHAVAFLIETLRAAPEGEITLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MCE8418843.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYGAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MCE8418844.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB28
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGTEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MCE8418845.1 agmatinase [Rhodovulum sulfidophilum]AB28
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHDHGPAAIAARVREIVGEAPTY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MCE8418846.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKILPLVLLVLGLAALGGAVWFRTVPDDPAVWQVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAMALAQ
PRTARIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGASWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MCE8418847.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB28
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MCE8418848.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB28
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETETLIEAALSAPFSNMLDLGTGSGCILLTLLTERPGAAGLGTDISAAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAGGALARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MCE8418849.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPTGGGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>MCE8418850.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB28
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MCE8418851.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB28
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRVEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MCE8418852.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGAAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLKDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>MCE8418853.1 LPS assembly protein LptD [Rhodovulum sulfidophilum]AB28
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTTGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSSTRTLELRYRRAFTRGELEINGAVSRDDILEKETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMASLGFSADALHRSSEEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLSNGMVLGALGAITLDHYEIGDDTVHGGGQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MCE8418854.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB28
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MCE8418855.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB28
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATTPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTHDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIAIGLGLIWLSAMRHRRRRPRQERPA
>MCE8418856.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB28
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MCE8418857.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MCE8418858.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB28
MGQALFYHLTRRPLEDTLPMLLDKALKHDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGADVSPEETRALDRVCILFDGNDPAAVERARAQWRALTGAGLAAQYWSEETGRWQKKAESGG
>MCE8418859.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB28
MTDEPRATDRNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRT
>MCE8418860.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB28
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MCE8418861.1 MarC family protein [Rhodovulum sulfidophilum]AB28
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MCE8418862.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
YAGGYDAFARARAEQRAVQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPE
ELSPPIVAMEGVSVGYDGTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVD
ELHLDETPLEHLRRERPDDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESR
EALSEALNDYSGAVILVSHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERSQTVRAAAPKRPGRDELLA
LRAEVRKCEARVAKLEEMRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MCE8418863.1 hypothetical protein LZ190_09105 [Rhodovulum sulfidophilum]AB28
MDDKILRYGAATAATLFTGIGFAFKFLLDAKDYPQLSLVLLAVVAMAIGSLALLAACGVSALLVTEFQKAWTDYRSNAQR
SKAKYVILLVAGAFLLPLIVMFLLIGFFSFHYSIENVADALARLRDQLLAQV
>MCE8418864.1 TniQ family protein [Rhodovulum sulfidophilum]AB28
MKLTVSPREGETTLSVVSRLALRNGASFVQDFCADMGVSWRDAANGEAGEIHRLADLAGLDVDGLAAHSVVRVAHPGYRV
NKQYLTSKTLVRRELRVCPRCLCEDDRQGGALARYGRLEWLVATYRTCHIHQVPMLTLPDADYPRCRHDFSQRVRDHWRC
ISRAERELVPSSGLGDLETDIASRIRGLGGHDHARFLDLDLMCRLSEDLGVVLRFGASTYPSKLNRTELARTAEAGFQAI
AGGPDALTVAFGEIKVASSSPTPGFQADFGVLARRIERVDHGSPRYAHFLDRLTEFAFNNYPYGKGDVLFGRTCPERRVH
NLASAASAHGLNYSRMYRIAVGMGLGTTEQAERIEFSAADHDDQLADYAACRSPKQSADYLGIRGEMLNRLVSAGLIAPR
FDLPGLNPIYHPDDLKHIVDPLITQATLMDCLPSGYASLVNIGAHAKCRFETVMRLACDEKLASLIRLNASPKLDGLFVS
LDDLRDQLEEPPPPGFTRSEARRMLGINSSTIAWLIRKGWLEARTVRHHRHRRSVTLISPEALEEFLIKYVTLGMMAAAA
HTQALHVARKLENAGIFPLDLDRKCSKIYTRSDRLDNIFSTKEI
>MCE8418865.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB28
MNINAQISPAIHRELARLRNRFVPRGCYVQLTEAMSVLEDRRRAELAEGLNPEARGVAVIGNSGSGKSTAVAHFFRGHET
LRLLSHDAETADVASFLVPSPATLKGVGISCLNGLGYPLMRDRTAGIIWELVQSHLRELQIMFLHLDEAQDLMGSQSERE
MLAVVNALKSVMQNRYWPVSIVLSGLPTLKTLLNLDPQLGRRFTPISFGQIDDIQDGQNVLELIQQYRQAADLESSGSVE
TDDFAARLIHAAAHEFGILIEVIIGAIEICMRRSDSTLQLQHFTAEFLRRTGCAADLNPFIRRDFTALNPRLLLPGNDDM
QPSHVPPRRGR
>MCE8418866.1 hypothetical protein LZ190_09120 [Rhodovulum sulfidophilum]AB28
MIFPYEPDDTFIIHGTRYSCIRQTDALCVFEPKDPADGNTRTLSRTEISFLRRSNNWRYIPGPRTKERMRATASRGTKAL
QSAHPDDRASAIFAYMECMNLKTFHDARAVTLTKESLEENWPKIVGAFRANEEIRNVGDGPTRGGSSLPPQRKSHAPETL
LKLYRKLRKNKYDPSVFLPRYRVRKGEGRRFCQETEGFISENIRAYATLEQDTKSSVARQTRNALLEENNRRAELGQRPL
QVPSERTIERRIDFLDPFEVAVYRDGIDQARMDFGVSSGGLDLLFPLERVEIDEWKADIRTLFQRLGIWNELPADLREEV
PSGRRWVYAAIDCSTRCILALAVCDRPNADTARRVLGQILEDKTEAARAAGAEGVWDFLAPHT
>MCE8418867.1 TnsA endonuclease N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MYLGSHRQIVVYESLLELMCILLIISRGDVIDVWDQPPAIHFSRPDGSHHEHTPDYLVELADGTRFAVAVKPIEQVNRRD
FDIELSYVAACMPQSYADGLVLMSEADFTRAQALNAQRYHEFNKTPDALADQALAAVIDQQNEPTTLELLVEQVGLAGRG
FRAAFRAIIEGRLRQVAHGKIGLQTLVTAEGTA
>MCE8418868.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB28
MANWYTADLHFGHERIIEFCKRPFRSVSEMNATIIANFQACVGHDDDLWILGDFAFGRADDTARFEGCFHSLPGRKHLII
GNHDDEAVISLPWHSVEYMAELQDEEQGLVLCHYPMITWNGARRGALQLFGHVHDQWQGSRNSVNVGVDQWDFKPVQIQE
IAQRTKRLPVNKHWADVEHGNELE
>MCE8418869.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MTRELHCLRYGEQEIQYEIIRRPRKTLEIAVEPDASVVIAAPEDATLDAIEARLRKRAAWVTRQQRYFSQFLPRTPERRF
VAGETHLYLGRQYRLKVVPHVQESVKLIRGFIVVQTHRPTRQEVTRELVETWYRDRAHIKFPERLEVCLGYFPDPEQFRP
KGLIVRQTRQRWGSMSPAGRLLLNRRLVQAPVDAIDYVITHELCHMAEPHHGAAFFELLDKVMPDWDCRKQRLERAMA
>MCE8418870.1 type I restriction endonuclease subunit R [Rhodovulum sulfidophilum]AB28
MTFDAAEKHQSQVPALQLLVALGFTPLSQEEALRLRGGRLRNVVLDDVLADQLMRINRFTHRGREYSFDLEDAHEAMRRL
KPTPDRLKGLRGTNQDIYDTLVLGTTITKSIDGDSKSYSFRYIDWDQPENNVFHVTAEFSVERTASSQTKRCDIVAFVNG
IPILVIENKRPTESLKKADSQLIGYQNEDNIPQLFHFAQLLVSMNRNSARYATVGTKSKFWAEWRDEEDTDEAIAPFANR
VLAAAEKDSIFSGDFVGARVYFDSMEAEGDRAVTVQDRTVYALCRPTRLLDLIRRFTVFDGGIRKVARHQQFFGIRRAVE
TVKQHDISGARKGGVIWHTQGSGKSLTMVMLGRSLALERSIENPRIIIVTDRDDLDKQIKDTFKSCDLEPVRATSGSHLL
ELVQNKAALVTTIINKFDTALKHSKQADDDPNIFVLVDESHRTQTGRYGGHSQFAAKMRRLLPKACYLGFTGTPLLKKEK
NTLSTFGRLIHRYAIDEAVADGAVVPLLYEGRLVEQQVSGAVIDRWFDKISEGLTENQKRDLKRKFSRMDALAKTDQAIR
AKAFDISEHYRQHWQGTGFKAQLVAPSKAAAVRFKEVLDEIGHVASAIVISPPDENEGNEEVDQESKDLVRKFWSKMMAQ
YKTEDEYNRQIIDAFKGSGDPEILIVVSKLLTGFDAPRNTVLYVCKPLKEHNLLQAIARVNRLYEDGGTEKQFGFIVDYE
GLLGELDSALTTYSAFEGYEAADLAGTVHDVREEIRKLPQLHDQLWDLFKPVRNKKDMEQFEQHLADEALRHEFYARLKA
FSRCLHISLSSDKLFDVLDEAKIDALKRDWKQFSELKRSVQLRYQETVDVREFEPKIQKLLDDHVVAMPAETIIEVVNIN
DPDALKAVIEETGVSEASKADRIASATRRAITEKMDEDPTFYKQFSELLEETIRAYREKRLSEREYLNSVVDLASKVARK
DRRRDVPESIRGDEDAQAFFGVLDGQLKTKGDVSVTGVEVAAIAQQIIDIIKSRLIVDIWSNEVAQNNLRNAIDDYFFDV
LRDEKDIDLPVEVLDDLELKIMDLARARFAA
>MCE8418871.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB28
MNQLVPVTLTPGMNLYKYHLVSKIGAGSFGEVWLAHDVAVQREYAVKVLQPGVSVDERLREAQIGNRLEHNNLVYVHQAD
VVPVARDHAVILAMDYQPNGSVETLANPAGYLPLPAVLRIARDILQGLEYLHARSFYHNDIKPGNILLGPQQQAMLSDYG
ITGVSSNGAPVAAPNAYVLHRAPEVVATGNIGVSSDIFQVGMTLARLLIHLDHLRAVRANIGSAQYKQDIASGKLLQAKD
FGCHIPPAVRRVILKAVHPDPAKRHTSALEMRRALEKLDYPGHWTVDAAGNEVGKCGTYEYAHSVSPVAGGKFDVTCKKR
NVVSGNTQRVTQFCNRGLTQKQAEKLVSGFKQFVVTGK
>MCE8418872.1 hypothetical protein LZ190_09150 [Rhodovulum sulfidophilum]AB28
MKVLGFRGDPKAPRYAVVSEVGGAYTLENATSDNKLSVPASITEDADAERLDWMYREILAVFDAHPGIDKVMIKQNEFTR
QDTKAKRRSAYNDAAVVLACAHRDIPVEIKIYGSMGTTSKDTKRHAESRVGKTDKYWDTKMADAVNAAWWGLRHS
>MCE8418873.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB28
MRDHGSGQGGEFVFAPADEVCTLITKGTTPPKSEISSSGAIPFLRVNNLIGGGGISAQGDLIFVTRQAHEHFLARSRAFP
GDTLMNIVGPPLGKLLKLDDTFREYNLNQAIVIFRPDTKKVDPDFLYYFVSSYTAQTWLEARSKKTSGQQNLTIELCKEL
PVPNIPLHQQRKIAEILRTWDEALEKLTALRAAKQKRLGALRYAMLFGELRLNDQRRNWAPTRLAAVTHELTGRNGAKGL
GRDFVMGVTKAQGVVPMREQTIAGDISRYKRLAPRAFAYNPMRINVGSIAMNERGEEVLVSPDYVVFACNADGLDPDYLD
HLRKTSWWAHYINSGGSGSVRQRTYYDDLAALKLPLPELDEQKAIAAVLNTARDDLAATEREIEAVTRQKRGLMQKLLTG
EWRVNSEKELA
>MCE8418874.1 type I restriction-modification system subunit M [Rhodovulum sulfidophilum]AB28
MTDQITQQQINQTAWAACDTFRGAVDAGQYKDYILVMLFLKYISDLWNDHLETYRKQYGDDEARIRRRLERERFILPEGA
SFYDLHAKRNEPNIGELINIALEKIEDANRAKLEGVFRNIDFNSEANLGRPKDRNRRLKNLLEDFAKPALDLRPSRVTED
IIGECYIYLISRFASDAGKKAGEFFTPAPVSRLLAKLAAPKPGNTICDPACGSGSLLIQASQEVGSENFALYGQEVNGAT
WALARMNMFLHATDAARIEWCDTLNSPALVEADHLQRFDVVLANPPFSLDKWGAEDADSDQYKRFWRGVPPKSKGDYAFI
THMIEIAKRQSGRVAVIVPHGVLFRAGAEGRIRQQLIEENLLDAVVGLPANLFTTTGIPVAILIFDRSREEGGENADRRD
VLFIDASKEFTPGKTQNVMDEAHVAKVLDTYATRAEVERYSHRAAPEEIAENGYNLNIPRYVDTFEPEDEIDVAAVQKDI
VRIEAELSEVRAKMAGYLKELGVDA
>MCE8418875.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB28
MRLTELSDIHSGFTARGKLDPVPEGGVPALQLRDVGTTGEMARSDFQRYHLNKLSDRYFVRGGEVVFRSRGEPNIAVAIP
DPLPEPVAVIVPLVIVRPDRGRILPEYLAWAINQPDAQRQLSAEAQGTSLRMIPKTVLENLEIAVPDLPTQKSIVELNAL
ARQEGQLLRQLAARRETLLSAILGEAAKAADQKEVA
>MCE8418876.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB28
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPLLDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLEAFGPEHEHHPLFPERTNVQVAHLAGSDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>MCE8418877.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB28
MDGAAPRFTTLGCRLNAYETEAMRELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPQARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRAAGEAQVARHLAAQTGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>MCE8418878.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MGGSDFRGLAADLGSGWRLIALDQRGFGETDHNAPHDIPAYLSDAIALLDHLSIDRPVPVLGHSFGGVVACHLAAARPDR
VSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQNSIRRVADGWTLNFEPAEFLLSERAINGDHRDV
WLQSRCPALVVSGTESRVCDPAELQAMAQSRENTAFIQLRAGHSVHIDAPAEFARHLRAFLEDSCA
>MCE8418879.1 hypothetical protein LZ190_09190 [Rhodovulum sulfidophilum]AB28
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MCE8418880.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB28
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MCE8418881.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MCE8418882.1 cytochrome c1 [Rhodovulum sulfidophilum]AB28
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MCE8418883.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MLNLEGLAIRQGNFVLEADLTIAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQGRAVEAALDRVGLGRFGDRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAHPPRPTDRLLADPPPALRAYLG
>MCE8418884.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB28
MARRAQPLGIATGLGIGAAALALMLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSGALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDRRGLRLQDTACLGLAALFLILPLAMVALRGLPGLAGLPASV
YAAALRSIAVALGSAALTLVLALPMAIAIDRLGGLRGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MCE8418885.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB28
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPESFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQTAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MCE8418886.1 chorismate synthase [Rhodovulum sulfidophilum]AB28
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAIDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVATLSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MCE8418887.1 hypothetical protein LZ190_09230 [Rhodovulum sulfidophilum]AB28
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISGKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MCE8418888.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB28
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPASDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MCE8418889.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB28
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSDRSRPDARPDR
APRPPRPAPAEA
>MCE8418890.1 DNA mismatch repair protein MutS, partial [Rhodovulum sulfidophilum]AB28
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTTSLSGGREDSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTD
>MCE8418891.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB28
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLTAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMIQRKMFQEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MCE8418892.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB28
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MCE8418893.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB28
MAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVADPSYRQVARGGTGHVEAVEITYDPAVISYEKL
VSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKTEAGQALGAPVATEIRPAATFWPAEAYHQDYYRSRAL
ILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MCE8418894.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB28
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MCE8418895.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB28
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGQKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MCE8418896.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB28
MIDWTRVDELRCEVGEDAFEEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLGQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MCE8418897.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB28
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSPDQNIALEPAPGGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LDCLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTF
FAGRDEFPDDVSAVLFEFG
>MCE8418898.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB28
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPDYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQSR
>MCE8418899.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB28
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHQYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MCE8418900.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB28
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MCE8418901.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB28
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAEAAGFKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACATNSAGIETLSCERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHLEAVLGLVPDPIRRLAALGGEDVAGRLRLSKAEARRLGRIVEGAAAGEGPAVLAYRVGPEVARDAALLRAA
SLGLDLPEGLGAEIARGAEARFPVAAADLMPRFSGPALGQMLKRLEADWISSDFRLDRAALIALAGRGD
>MCE8418902.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFRKGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRCGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MCE8418903.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB28
MSHLVERLSLRGEGVTGDGLTVALALPGEEVEGTPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARLAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MCE8418904.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB28
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPSGPKQVEGDGKTPEGRY
HIDRRNPDSQYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVI
DIFP
>MCE8418905.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB28
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>MCE8418906.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB28
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MCE8418907.1 hypothetical protein LZ190_09330 [Rhodovulum sulfidophilum]AB28
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MCE8418908.1 ferrochelatase [Rhodovulum sulfidophilum]AB28
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MCE8418909.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFADAWQGLLPGARLVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSDAARRYAEFHTMPDGRIPATVEMIYLP
GWAPAETQPQALKPGSARMRLADALNRAAPQPGKRNDGGSD
>MCE8418910.1 double zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB28
MRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLYRGRAR
GLVLAFKHGDRTDLARAASGWMLRAGRPILVPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLVRLRAT
RPQEGMSAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MCE8418911.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB28
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MCE8418912.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB28
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTMDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MCE8418913.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MCE8418914.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB28
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MCE8418915.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB28
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>MCE8418916.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLGAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MCE8418917.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB28
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGLLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MCE8418918.1 transcription termination factor NusA [Rhodovulum sulfidophilum]AB28
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MCE8418919.1 RNA-binding protein [Rhodovulum sulfidophilum]AB28
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKTKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MCE8418920.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB28
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLS
>MCE8418921.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MAASTIRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRRPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDEIPDGTTLIGATVIAASGSILFLREGRAQVSENQPALHATDRAGVAPGPVLPGVEESPE
>MCE8418922.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB28
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>MCE8418923.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB28
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALRALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRMGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRIASRHRLVWADLALP
>MCE8418924.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB28
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MCE8418925.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MCE8418926.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB28
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MCE8418927.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB28
MLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLRRLRIILLVILAWI
TVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAATVLDSLRLGMGDLH
LSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGFDLTGLAVLSGAIG
VGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLITSQVVNWSHSNEF
VRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTNVRGAVFLALWDAF
KANGVTIPFPQREVTVLPGSRLAAEPLPDTVSDDPLPEKEP
>MCE8418928.1 heme-binding protein [Rhodovulum sulfidophilum]AB28
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSIERQTGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MCE8418929.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB28
MSGLLPDVSSEELLERILDSLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MCE8418930.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB28
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPELVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MCE8418931.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB28
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIGKMQASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPEGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MCE8418932.1 peptidase M23 [Rhodovulum sulfidophilum]AB28
MPGPFFGPFSSGPALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFDEADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MCE8418933.1 S41 family peptidase [Rhodovulum sulfidophilum]AB28
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MCE8418934.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB28
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MCE8418935.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVETLTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALADRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TVQAD
>MCE8418936.1 xylose isomerase [Rhodovulum sulfidophilum]AB28
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWATANLFSHRRYMAGAATNPDPDV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYQGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MCE8418937.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESMIAQGVDAL
LILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNADFLRA
GQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSGQDGD
HAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTRMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLTTVTDAGW
IGVEALCQGVTDGPAPCN
>MCE8418938.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB28
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVLLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEAVLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MCE8418939.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYTIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MCE8418940.1 hypothetical protein LZ190_09500 [Rhodovulum sulfidophilum]AB28
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MCE8418941.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB28
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>MCE8418942.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB28
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>MCE8418943.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB28
MGRIILVTGGARSGKSSHAEARVRAMPGAPIYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVLLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MCE8418944.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MCE8418945.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MCE8418946.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB28
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MCE8418947.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB28
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MCE8418948.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB28
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRTRNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGG
>MCE8418949.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB28
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MCE8418950.1 SCO family protein [Rhodovulum sulfidophilum]AB28
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDHARTRP
>MCE8418951.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MCE8418952.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MCE8418953.1 HD family hydrolase [Rhodovulum sulfidophilum]AB28
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MCE8418954.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB28
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MCE8418955.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB28
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVTACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTANDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MCE8418956.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB28
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVIYYMLTRHFGKEHIYG
>MCE8418957.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MTASPVVTSFHDEATGSLQYVIHDPATLDGVVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFMRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MCE8418958.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB28
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVTPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MCE8418959.1 YciI family protein [Rhodovulum sulfidophilum]AB28
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MCE8418960.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB28
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQTAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MCE8418961.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB28
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MCE8418962.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB28
MTQHPPLLLLTRPRLQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDASAMMDGLAAVMGAVGVP
>MCE8418963.1 hypothetical protein LZ190_09615 [Rhodovulum sulfidophilum]AB28
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDDTPVEEVSETGPSEAAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDSFAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSALGQFGAIEVPEALTAVADKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALRKGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MCE8418964.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB28
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWVLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQDRIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPAAVGPAGLGGASDMLPLLVGGGFQKSAE
>MCE8418965.1 hypothetical protein LZ190_09640 [Rhodovulum sulfidophilum]AB28
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MCE8418966.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB28
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIGGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRISAVDVTTEPFPGFPTDLQAQMMALLCTA
EGISRLEETIFENRFMHAPELIRMGARIDVSGGTAKVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MCE8418967.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB28
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGSGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MCE8418968.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB28
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVGRLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MCE8418969.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB28
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MCE8418970.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB28
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MCE8418971.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB28
MTRDVTRDTISRYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRETLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPVGSFFTLRQGRIARITTYYNLADWLGQVR
>MCE8418972.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRENPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>MCE8418973.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB28
MKIAAAAYPIERLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVYAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MCE8418974.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB28
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MCE8418975.1 Maf family protein [Rhodovulum sulfidophilum]AB28
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAATGDELVLPADPTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MCE8418976.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB28
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAALADP
ESVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFATRGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MCE8418977.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB28
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MCE8418978.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MTRVRVKGFKIFEDRHGKPRCYHRTTGHKIDLEKTPLGSAGFFAECARIEAIAQARKVQEPKPGTLGGLINVYFETEHFQ
NRAAATKRDYRKCADFLYPIRDTPVSAINTPLVAGIHDKAAQKIGWRRANMVRTFLGQVFRFAIPKGLIDQDYSSGVIPK
PRPKDRPYANRPWTDAERAVVLERAADHVRVTIALIMNTGLDPSDALKLMRNQIEGNTIWGVRGKTGEEIAIPIGPTLQR
ALDAAPGHDAVTILANSKGKPWTYDGFSTVWHRLKKQLEAEGVVQPGLTLKGLRHTVATTLREAGMEERQIADLLGQKTP
AMARHYSRSANLAERNRLTLEVLEKENERRSETVKPLKKSVKP
>MCE8418979.1 hypothetical protein LZ190_09715 [Rhodovulum sulfidophilum]AB28
MGNANLNISVIEKRMLNQTESAAYTGMPVKHFKTTCPVQPLEMGRGIRCWDKRDLDRWIDDMKQGTEMTTRDAILGKL
>MCE8418980.1 hypothetical protein LZ190_09720 [Rhodovulum sulfidophilum]AB28
MVFIIVEHHVFIGFQMARPKHDNPADFIVSEVMAATGFDRRTVQLIRDRRAGPFGNVGVMERAKTGLYDESTVSELAMAS
GVHHAGFPLLQALAIVRAYLDENSNHGPAVFSNLDEFEDPRRSRETLSWFHAACKTREARGGKDSGAPVSGDALLVIADR
KYVLEDHHQPRFGRPAVPKGVDDTLPLPLCRIVSFDGNQADVVSVPDDFPAGPDFDFREAYEVYHRAYLRAVGLIRVNIS
LAIRNAFDRVQDMRIERGGPMFGTGGE
>MCE8418981.1 hypothetical protein LZ190_09725 [Rhodovulum sulfidophilum]AB28
MPKDRACANTPALSRRMFLAASPFAAVATGPSDETEILSLFRRHRVLRDAAEICSDKDGPFLDCLVDQVEDEMMALPCGC
AADLAAKMIVAHCDGAFSCLPWDDPVWIEARRLTGQA
>MCE8418982.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MTGNQLRAARALLGWSQAQVAEASGLSIPTIKRAEGSGNLTASADAIDRIKKALEASGVVFIYPNGGGAGVRLRVRED
>MCE8418983.1 hypothetical protein LZ190_09735, partial [Rhodovulum sulfidophilum]AB28
MEVVSPYSPKALGQLEVGELYLFDYEGITCISVFLGAPDGVFFDHGILTENGEKKFLIRYSSEPAQQCFSLGCAWCLNVP
LSPGLLISNGRR
>MCE8418984.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB28
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTQSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MCE8418985.1 LysE family transporter [Rhodovulum sulfidophilum]AB28
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVAAILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNATIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MCE8418986.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDLRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAAAEGCGGKA
>MCE8418987.1 peroxiredoxin [Rhodovulum sulfidophilum]AB28
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKVIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRANKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MCE8418988.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB28
MDSYAPPDTPLEILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTYRAPF
>MCE8418989.1 hypothetical protein LZ190_09765 [Rhodovulum sulfidophilum]AB28
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MCE8418990.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB28
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAFQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MCE8418991.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB28
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGNPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMVLLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLIGHFLSKWLAPALGDRPLPGARARLVRLLARV
PG
>MCE8418992.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB28
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MCE8418993.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKSIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAVRCRLLGGRAPQRVSGRTAILVADGLASGASARAVLRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRLLDELLARR
>MCE8418994.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB28
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETRERACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLEVHAAAGGEEFLALDGKTYVIEPAMTVISDETGVESLG
GVMGGETTGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLDE
GVEAMTVVNAATGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MCE8418995.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MCE8418996.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTLSRAPRGEAPPAAEDTSSRQPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GGRSGPIELRLVRDGIWLRIDVRDYGHPMPGESLPDAEKTRADMAGADFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MCE8418997.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB28
MRIPASVLSRVAAGLSLGLCLASASLAQTHLETLADTVERVESRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRG
>MCE8418998.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGITVTAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>MCE8418999.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MSKKAILALGSAVLAICGVAVQAATDYPLTIENCGHSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDLEELGIPTYLSPSACSTTMDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVTDRGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAENKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MCE8419000.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSFDVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVALSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MCE8419001.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDITHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MCE8419002.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MTARSSLEAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLVAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVALGLAGAAAFCLPAFAGAL
PDSGALGVVLGLMTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MCE8419003.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGTELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQQLGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MCE8419004.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPAATVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MCE8419005.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>MCE8419006.1 pseudoazurin [Rhodovulum sulfidophilum]AB28
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>MCE8419007.1 hypothetical protein LZ190_09855 [Rhodovulum sulfidophilum]AB28
MAARPGYLDRVERNQRPQVMRALLKINAASRDMFGKGNSCAEDSRAARLRLFGPQAGGARITRHPAPT
>MCE8419008.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB28
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>MCE8419009.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB28
MKDGAPQIELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCH
PYKRGATVFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQV
NLVKAICLHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVD
RAMRGEGAPSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVE
SIVIHTSHHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPE
WTRRYHSRDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLAD
IPEAGLGILNFTVAPEKLGAPRPRGLFDRS
>MCE8419010.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB28
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELTAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MCE8419011.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB28
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MCE8419012.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPGPVDSKGLPVQLEVSGVSVRFGRRTVLCDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
APASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRAERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNVFEVEAEVLRDGGHGVHINVLGRPRPA
>MCE8419013.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSTDAVSGAVAPAGGLFAAHDGAVRRRCMRLALLTLLLVAGVLADVLTGPSGLSAGDVLAALGGMGDTDAAVEVIVRQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPYVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>MCE8419014.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
FFQKPLERTVPSLRILGQLLGEQDRTERFIGFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFIAAA
GGRNIGADVVPGAIGQMNPEAVIAADPDIYLAGGGSTVAPDGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASG
IWLFFFDNPLFVLGVEEMARAFHPELFADLDPEASLDEINRRFLPFDLTGSFAVTPAVQGQ
>MCE8419015.1 heme-binding protein, partial [Rhodovulum sulfidophilum]AB28
QILFHRMEGSLPASAALAPGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGG
TVDEDMAIARQALNGISNE
>MCE8419016.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB28
MSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPIDDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDE
ATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREVILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEK
TPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIICNSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLA
TLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGC
SFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQLEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDV
KVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENGNRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAG
LAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MCE8419017.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB28
MDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGETSAVRMAMAAIE
AAAQPAAF
>MCE8419018.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB28
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MCE8419019.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB28
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPKIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MCE8419020.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MGADGSGGRLAEGFQLNPEAPPNSYIKNTPSPRGGGGETLEAKTARRQRLADLMSIDMLQKVQDNFSAAVGVAMVIVDPE
GEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGLVDFAAPIIMRGEYLGAVICGQVKLRPG
EMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASHIVEESYSSSVTQELYAKNLRLMEESKH
RAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFADMMRYILKKSGTQFVPLATEVEHVRNYL
FLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVEIRAYRDGQDVIIDITDNGDGISTERRI
EVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLPTGFDEATAQARQD
>MCE8419021.1 response regulator [Rhodovulum sulfidophilum]AB28
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MCE8419022.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB28
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MCE8419023.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB28
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MCE8419024.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MILDDQTEVTAFLRAQKRGPDPLCEIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRGAEAGDLTEADAECLARTVAAMHARAPVRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRIFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLSFLMAVRAEVRAHVTATATAASDDPARATQARVYFDLAR
ELLTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARS
RALAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTIWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPR
IDTNGGLETTLVRLRAALS
>MCE8419025.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB28
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELCEMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGARRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGPEPHP
>MCE8419026.1 hypothetical protein LZ190_09950 [Rhodovulum sulfidophilum]AB28
MRVLLCSACQLFALRLRGVIGGMRDETGPVREALRHDPAKRNRNDLMPMLAGRTGDNRGTVEARPHKTEVIPGDSIAPRG
FERGRNARRLKKTPWR
>MCE8419027.1 hypothetical protein LZ190_09955 [Rhodovulum sulfidophilum]AB28
MGPDIWEYATGLADGVLWCSHAPEAWRPSEAAIWDMFAPRLGGSSLLLLTRFDRLASQRDRERVLRRVRRETAGLFAGVL
PIALTEALEARTDPSGRAASGAEALGHALMRILRGLGGGTGQDAGPMRLDPAWRVADPPDCGPPDCGTHGTVHPRRVRVD
ASRTRSPRPTGTEPPVTSAPVTSRTRSERSGPEP
>MCE8419028.1 hypothetical protein LZ190_09960 [Rhodovulum sulfidophilum]AB28
MTIQALLRTIPGCRAIAFVALSARLVQRSEAEEPLPQDYYDALCLRSARLPGGQAAAASTEVFGIDQPPREAVPMRDGGN
ELFLRAPRDPDEALCALVGPNTGVEAALSQMRRAIAEIVEIAAGTARHDTRRGGVG
>MCE8419029.1 hypothetical protein LZ190_09965 [Rhodovulum sulfidophilum]AB28
MKRPLLKAPPDADRTAGAAPEGDDPVGACLARAAAGLRLCDGRIVEAVGDPDLTHRLTGFTTQGLDALASTAAGPKTA
>MCE8419030.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB28
MTRSSFCLGLGLGLAALAPLHAIAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVS
FSQNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSGTPTALQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSW
RPDRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQDGNRESDGFDQDLILLSAEFDVTEQLTLG
FSALYSDSKTDYDDNATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYDSPSWGRSSFTGKRRTLSYLGS
TDLTEAARLSFGADWSEQEADLSSGNVDTESRAVFGELQYALSDAADLSFSLRHDGYSDFDNQTTGRLALAWRLEDDLIL
RAVLGTGYLTPSLYQLFDSAYGNPDLKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIGYDDVTYVTKQVSGTTTSK
GIELSARHALSQTAHIFGNYTYTDSRGSEGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSSGALDDYTLAGAM
VSYALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MCE8419031.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGGAEEI
FLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPERLRQTGRLLGREAHAEALARDFEQDLARLSQSGPPRP
LAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELLMADPELLILSRPYPKTSRAEEILAHPAL
RALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDAGTATAPD
>MCE8419032.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB28
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEARHAATDTAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVSGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLPAS
>MCE8419033.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB28
MSDPVSDASSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAGRDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGAHLKVNPLAFWSRADLEAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MCE8419034.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB28
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSEAEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEDTGRIQRIAA
AGPKGWNLALRQVISDFGI
>MCE8419035.1 glycosyl transferase [Rhodovulum sulfidophilum]AB28
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MCE8419036.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB28
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MCE8419037.1 glycerate kinase [Rhodovulum sulfidophilum]AB28
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALTRWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAASHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPSTLAEAKRLGSDPARALS
TNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>MCE8419038.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MCE8419039.1 cysteine ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MSRKRAKKDDPAAKRLSQMTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRA
LLDHRAGALSFRAADIVLALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGV
AFYFSWAIGLVLLFAGPLIPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRTAADRLRG
RTMEVLRVAFLSSTVLELFSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADA
NAVARELAELEARDETTFLGLGAAAAPLETTER
>MCE8419040.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB28
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITADSATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MCE8419041.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB28
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MCE8419042.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB28
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MCE8419043.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB28
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLSFLRSKQQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MCE8419044.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB28
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MCE8419045.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MCE8419046.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB28
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGSIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFGAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIGRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MCE8419047.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB28
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGIDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MCE8419048.1 hypothetical protein LZ190_10060 [Rhodovulum sulfidophilum]AB28
MAENASPRNEILRAARHLGLFLRKAGADGCVRNRLEARRSYRKRFDERALFRFPVGQSAEILICLSIVRLVNAPSSAEIE
AIARTSS
>MCE8419049.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MCE8419050.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB28
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MCE8419051.1 hypothetical protein LZ190_10080 [Rhodovulum sulfidophilum]AB28
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MCE8419052.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB28
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGAVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPLSAS
RARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGTGPDGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTARARDWAEAGPEPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSDRQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADGMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAEPDPQVAEIVAAAREVLAVGTLRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEVGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPRRGALSPA
>MCE8419053.1 hypothetical protein LZ190_10090 [Rhodovulum sulfidophilum]AB28
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRSKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MCE8419054.1 TIGR01244 family sulfur transferase [Rhodovulum sulfidophilum]AB28
MAEDMNRNAEGLDLPPMMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPV
RHAPITPAMIAAETEAMAALPGPVFAYCRAGFRSSVIWALAQAGRKPTEDIMAALERAGFAMPGLEAQIEELATPRGSGP
TL
>MCE8419055.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB28
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPDALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGDAGGGLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MCE8419056.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MCE8419057.1 hypothetical protein LZ190_10110 [Rhodovulum sulfidophilum]AB28
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPRETAE
PSGEAP
>MCE8419058.1 response regulator [Rhodovulum sulfidophilum]AB28
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MCE8419059.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB28
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEADLPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MCE8419060.1 substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MCE8419061.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MCE8419062.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAIMAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGRTGGPRRKDPEHRPHTPP
HVAE
>MCE8419063.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MCE8419064.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MCE8419065.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MTEHIYPPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIIFVPDEPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRAL
>MCE8419066.1 hypothetical protein LZ190_10155, partial [Rhodovulum sulfidophilum]AB28
MAADFNSVYGDPNVGPRTITISGGGTLNAVSENWAVVALGWTAGDTESIMTVTGEGSKLHTSALGSQAEGAGWATIAYND
GTTGVLYIQDGGTFEAEADIAVGHGVNSTARIDVDAGFLETKGNAQLHVAYERGSRGEVNLSNGSTATLRSTILVGEGDG
SIGLIEVDDSSLTAGDGAELQLAYAVGSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETNGS
NATFTVGGDGSTYISNGAFDLGYASGATGKLVVGNKAEATFNDDLRVGLMGNGAIEVNTGGKVTANTDVHIGGTEGERKG
GKGSLSIDGAGSSFTVNDNGLFIGFSTAGTKSNPSGSVTVSNGGTLTLKAEAPEPRGNQTQMPEARESTGDLTLGYGEGT
YGVLAVRDNGSRVAVGGDLYAGYSGTGDIEVSGGASLAVDGTAYLGHGEGSTGRIDIKDVGSELDMSDSLLAVGYDSTGD
TQDGLNGGAVTIFGGASATVGELSVGHEAGGGGTVGVFGSGTDGDESTVASRLTVRDDATVGRDGKGVLMAATGASVDIG
GGLAIGVNDGSNGTVRVFGGATVSVGTENGEGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYERARAGRVNAGTLAFGDG
TGSLVFSVTDTDYTFGLDVTGGGAIEAYNGTVSLTGDYSQYDGDTNIHGGTLSVDTGTFTHGAITVMDGATLAGSGTVSD
VTLQDGSTVAPGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKSTEENEAPGIAVNNIGGAGGTVTLGGSSSL
SVSRLASDTAGDFKVNTWYTILTADQGITGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARNAA
RAVGSMDEENPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAGAAPAAVTRNATS
YGAEAGS
>MCE8419067.1 replication initiation protein RepC [Rhodovulum sulfidophilum]AB28
MAMQVLTTTPFGQRRMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREDLTLLKRDAVKLTVYGRESGLPGDWEGIKARLLDIHRQMRRRLDRAELEILKAVLSGLLSEIRVLLVET
ENPSGSDGEIGRHYQNSNPDLNESEPCQEMAKETGMPFSGTASMTGTGAELAPGSGTWTDSGSEPATDPGSAPSVASIRS
ARSKTPDLSAIPGGTDAPPVLPLALVLKACPDILDYAPSPPRHWHELVALAGFVRGMMGISADAWAEAERAMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>MCE8419068.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB28
MARKDLLKGLMDPGKPAPSTEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALAEKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGCEN
>MCE8419069.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB28
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVESDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MCE8419070.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MDGQALGPLQDTSRQDTSPQDAPPARRRRISPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELERRADLPVAAPEGAPAISFEGVHFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MCE8419071.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MNATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGAASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGCPEASDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>MCE8419072.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTRPDPGPFTAQISAQISGQTPADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MCE8419073.1 condensation domain-containing protein [Rhodovulum sulfidophilum]AB28
MTTHGPEQALPSRPSRPGEGRAWLAQQQSEGGLAARIAQVSLPDHLEPGAVAVALADALAGRAELTRLYRFDDASGLLVG
PGRGRPDLRLRWAASAEGIGPVIDSCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELIPGAPPA
LAGETGTGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRT
GTGLAPAPDRSAASADQAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPG
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFIRTGEGQLLSFLFHHVVLDEWSVNLMMDE
LARSYAARAAGRPPLWAAPAAPFHAFARRQAAGGPDPRALSYWLDALRDAPPPRPIRRPDAPPLPQNPDAANDAGGAWCE
IALEPHVSDGLYALSKACSASLFNTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHLTP
RALIGTVRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPEGPVRFRQVDPDKTDSVLGL
QFEVVEDVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRSCTAFAREGAADRPLDALLS
>MCE8419074.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB28
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEPPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGLGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRQRG
>MCE8419075.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALRRFDPTDGAHLLVREQRLPRALLALVVGGALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>MCE8419076.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVAKARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTARLARATGREAE
AEALLTGFAETLDVTRAALTLPEGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGIARQFGGA
>MCE8419077.1 condensation domain-containing protein [Rhodovulum sulfidophilum]AB28
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGPGPFLPFARYLEEETVYRAGPRHDRDRAYWAEVLRDIPDLVVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAGMGWPDLLALLSAAWIARDRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHLPGETLGAYLERSGRA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVAAAARTLVPFLARACTAGARERPLADLLADGPAGPAPWHTPRTARPIASRQEKT
>MCE8419078.1 AMP-binding protein [Rhodovulum sulfidophilum]AB28
MYDLTPMQAASWVNGHAGARAAQGPSAHLYVELDRSDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFL
VRHDLRRLGTLDCQLALERIREDQSHQRLGLERGEAVAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYQDGP
GCDLPPAGDFAALLGVRHSDPARPEREAAARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERLAPARTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLSVLARRVQADLAGAIGHS
AHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPRGSILSERARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKAFMDRLCALSDAAPTPRSWPLGALQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAA
HPALGLRIDASAGRQYLAKRPELPLLTRDLRAAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQLCAELFATAPPPARPASAPLPVPQPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTVLGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIVIDHDATSGTARERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLDPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALDRARGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSG
EDLPGRPCLRPDDLPRPGGALPDAAMLRLRSLDTGPGYYLFTSGTTGAPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIGPEIVSAADDMSASGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSADPPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQAMVVDLAPGDGRETTLVALYAARDGQPPGASELRAWLRGRLPQSHLPDRFLAVTALRLSSNGKPDRAAAR
ALALSPAAPCPDRLGREVLNIYLRQTGPDPEATIDSPLIELGLLPGHLIPVAAALNARFGTALRPSRLIPARTARQAAQL
IPPRPEPEDLG
>MCE8419079.1 (2,3-dihydroxybenzoyl)adenylate synthase [Rhodovulum sulfidophilum]AB28
MDDFTPWPEDLARRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDRDGRPCAPGQTGRLWVRGPYTFRGYFRSP
GHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>MCE8419080.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB28
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MCE8419081.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB28
MAAAAASASLTGMPCLAGRGADGAPLWPAGLTGSISHSGGQALALVGPSARRAGLGVDIESPLSPRVAAEIAPVALTPEE
RACFGTDPVWVGLIFSAKESLFKALSPRIGRRFDFDAARLLRGGATRPPLLCLTCDLAPGWEAGRRIEPVLITHEQGVMT
AVALQPRKVAPPST
>MCE8419082.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MRLSGFDGRTALVTGAAGGIGRACVELLTGAGARVVATDTAAAIEALAECPRAAAWLPCDLRDPEAVGAMVAEAETRAGP
LSLGLHAAGVLATGALLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAHRVIAGDPGSYRAGIPLGKLAAPEDIARAAMFLLSEEAGH
VTMADLYVDGGATLRG
>MCE8419083.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB28
MALPEIASYPLPAPGALPRSRAPWRPDPARAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILPELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATGDALAALPAEAACA
>MCE8419084.1 isochorismate synthase [Rhodovulum sulfidophilum]AB28
MDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELL
LRKRGDSIVSHPLAGSARRLDDPEEDARNANALARSEKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGT
RIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAARLIRDLEPVARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARL
FAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDAALSDPSLHNQPNG
>MCE8419085.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKLTNLALCLALGASAALPAFAQEIALKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MCE8419086.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB28
MKFRGSYTVCVTAFDDEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>MCE8419087.1 hypothetical protein LZ190_10270 [Rhodovulum sulfidophilum]AB28
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
KAARALTGALCRAYGAQPRDVIVYFFDRDPDDAFHGGVASA
>MCE8419088.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MDQFFTEEQRMVRDTARKLGDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MCE8419089.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MCE8419090.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLATGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MCE8419091.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB28
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKNVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISGEAFPG
>MCE8419092.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPENIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLEALTG
K
>MCE8419093.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MCE8419094.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>MCE8419095.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB28
MQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLD
CGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLPVADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVP
GLDALIVGTNDLADGMGLRGRVGHPEIHAAFGRIAAAARARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGG
AALLAALRGPAGS
>MCE8419096.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MCE8419097.1 hypothetical protein LZ190_10320 [Rhodovulum sulfidophilum]AB28
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MCE8419098.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB28
MAAHPHGGLHAATICPMRADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDTHVRTGETDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPSIDPAEAERLAAALAPCLEPGDD
>MCE8419099.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB28
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDQVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPDLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MCE8419100.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>MCE8419101.1 hypothetical protein LZ190_10340 [Rhodovulum sulfidophilum]AB28
MTIERGQSVTFRKTMTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPAYRIGAISFSF
HRAVTVGETLAATATSGGPEGRSLICHLAGEIDGQTVVTGEAVLVPRES
>MCE8419102.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLIL
>MCE8419103.1 CoA transferase [Rhodovulum sulfidophilum]AB28
MGKDMGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKA
PAALDAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSL
EGGPVAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSP
APYGIHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDY
DALPENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGEPPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTD
RMRG
>MCE8419104.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MCE8419105.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB28
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQAAGGDCDCHCGCGGSGTAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLVLPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRIEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVQNIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ALAILNAAEARGLDLPQARGARSLPGRGAEAEVGGASIWVGAPAHAPEGIGADQEMAAAVAEIEERGGSAVLVVAKARAF
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>MCE8419106.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB28
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MCE8419107.1 hypothetical protein LZ190_10370 [Rhodovulum sulfidophilum]AB28
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MCE8419108.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB28
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFAGGAREGRESPAACVLRETREELGLVLEPARLIWRQTY
PNHRGRPVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKARLAEYLAARPGG
>MCE8419109.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB28
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGRLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>MCE8419110.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB28
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVVTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MCE8419111.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MCE8419112.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB28
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MCE8419113.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB28
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWTVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWLMVVPWQGFELADLLAIAGVQPSAKYVAFETLYRPEE
MPGQQGRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEDVAGLYAGMDLAARF
>MCE8419114.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]AB28
MTGLQRVNLALARLPTWPVYVMGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVAT
>MCE8419115.1 hypothetical protein LZ190_10420 [Rhodovulum sulfidophilum]AB28
MMAGAIWALAGGGAAAPLPKGEGLKVIRKECTRCHPLRNIVNSDGFTAPQWRDFIVRMTDLENRPENLDAVVAYLAEHFP
PYAPDD
>MCE8419116.1 PhoX family protein [Rhodovulum sulfidophilum]AB28
MTRITFLLATTALLATPAFADSFEFSSVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDSTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPVGKKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYSFGHPTEVTVSEDGNATAAKHYA
MGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDAVKKII
DDKPGFFDIFEASDPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMGRETKYDIGGPDSVQVAENKCGAVYQLSVAPDAAIGSDFVLQDMASLVEGTPTEYGADSEFAGNSCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYDMTSGALTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>MCE8419117.1 hypothetical protein LZ190_10430 [Rhodovulum sulfidophilum]AB28
MRRLSSALAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGAITLARKLAHPPAAWDEDGDGAWAGYVPDCYYDFDAEGFD
HAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTTDGSYDPTIYKVNLAIAEALIKRADVPVAPVDEARLG
VDLDRDGTFGTATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSSGEAAMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGISNGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLDVADAHAGGWYHWSQKSLAGTPDPVRADGRRELLTYLQENGAGDEFRNNAEVKARFIASDGSVKPEAAAALRDD
ITTLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVDQNQPTGIEMPVGASHW
>MCE8419118.1 hypothetical protein LZ190_10435 [Rhodovulum sulfidophilum]AB28
MASRRPSAAPWPWLRPQRKASQPLAWRQSEASHPAWCDPSGAPPKSRFCSPRLNLDQIEEGNDLTPRFDADGLLQVITTD
ADSRKVLMMGALTRSIETGRAHCWSRSRQCLCHGRTTSGLVQHIVETRIDDDQDADWLRVRTDGDANCHVGDRSCFHRSG
PMGRPGLLAFTESTKEFYGDVPTPRGSPLDGTRSAPGPQADLAPSPVGCVLVNDKAWQAEAEAQPGSRLHNKARTHPRPG
AELHGLCDAGVVHQLGENAALCGGDHRDEHGAGRGRDDAGPVSAHERKRPCASAEGEHRRRHR
>MCE8419119.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETDGTTELEFRENATFEPHSHDHGHEHAEEDHDHEHAEAGHDHDHEHAEDHDHDHE
EHDHHGHDPHAWLDPENAKVWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRDKHFIVFHDAYHYF
ENRFDFPASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLGADLAIGADLYP
HLLRNLSSSLTDCLE
>MCE8419120.1 transcriptional repressor [Rhodovulum sulfidophilum]AB28
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAARRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFAPSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>MCE8419121.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRISRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVRPAQIAQALAEAGVAGLERRQISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYR
QIEEVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>MCE8419122.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAGAVIGGVRASYSFDTP
TGPTIVCVVAVLFMLSLSVSRMVRQH
>MCE8419123.1 hypothetical protein LZ190_10460 [Rhodovulum sulfidophilum]AB28
MRLMLAIIGALALFAIITWLATGTQSVALFHWAAMQQRAVQEAMAGSLQAIRAGNPLALAGLCLLAATYGFLHAVGPGHG
KVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAMSGGSASLTEDTLADISRWAIAAIGALMLWQGGRR
LWHLHRPPDATQHHHHHGEGCSCGHAHGPTVEQVTSLGSTREAAALILSIAIRPCTGALVLLTIAFGLRIPLAGILATLA
MGAGTAALNAIAIFGGDAIGRMSALETRLGLAAAPAISGAALRIAGGLIIIVLPLGFGL
>MCE8419124.1 DUF1007 family protein [Rhodovulum sulfidophilum]AB28
MRLTFAFIFLFLPQIALAHPHVFIDASAGFRFDDDRRLAGLRIVWLYDAFTTLNLYVQLGLDADGDGKLDEDDLEKIARG
ETDWPPDYPGDTYLFQNEVPVALGRPQHGTARMLGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAPGS
MPRECRTRLIPFTPDAADAATQKLLASLSVEELPSNPDIGARFADELRLTCD
>MCE8419125.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB28
MATPIGAGCKICDRRASPRRAFPMTGRPVRPDPGVSRLAPYSARKQDRPDWARAGPHSPQSSVETSAADT
>MCE8419126.1 hypothetical protein LZ190_10475 [Rhodovulum sulfidophilum]AB28
MSDQSALQTAKVLWHLQRIKRLVRDRLGRGSPQLVSVRGTVCLDPGCPGPVTEIRVVNLALMQTRFVIHKTADQVSAADV
STLL
>MCE8419127.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB28
MQRALGLARSVRGQVWPNPPVGCVVVRQGQVLSEAATHPGGRPHAERAALEQAVDAEGGTLYVTLEPCCHWGQTPPCTDA
IVAAGVTRVVCAMKDSDPRVNGGGFARLKDAGIMLSVGLCAREAALVMSGFRHRVRTGQPELCILAGPAYAIPDGVDALL
VTVDGRVAVRTRTQQDLTVPDSDYPITGDLLTVLGEMGLTSVAVPARDPIAAILRRDTAALAPSDRI
>MCE8419128.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB28
MEFHERRSIEQVEEGTELAPKFGPDGLLPCITTDAASGEVLMLGWMNAEAFRLTIETGEAHYFSRARQVLWHKGATSGLV
QKVVEARIDDDQDALWLRVAVASSGASCHVGYRSCFYRAVPHGDEAGRPLTFREDHKTFDPVAMYGDAPNPTQL
>MCE8419129.1 GTP-binding protein [Rhodovulum sulfidophilum]AB28
MAWDDDRLPVTLLTGFLGAGKTTLLNHLIRDPEAGRIAVVMNEFGDVGLDHDLIEEATEETILLQSGCLCCALLGDLAET
LGALEERRRAGEVDFDRVVIETSGIADPAPIIHTLAADRLLAQTFRLDGVVTLADAATGMGTLDRQFEAVQQVAMADVLI
LSKTDLADAVTLARFETRLAGSNAGATRIHARHGRVPPGTLFGLSAMRLGADAPEIDGWLGLMEQTAKVDPLAGLSGLKP
PSDTPAAFSPAAPIRQGRHDQRIVSASIEVSKPIPAEVFDLWLDTLIAFKGPNVLRMKGLLHVEGLPYPFVFHGVQHIFD
APVPFKAWSGDKTTSRVVVIARDMEEGELKASLGMLLLQPTKDPAAPGGLMAETTEMPF
>MCE8419130.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB28
MATGAVWLLKLPVRVYRLLWSPWLGHACRFQPTCSAYAIAALEGHGPLRGTWLTLSRLIRCHPWGGAGYDPVPPPPAPTY
QRKTPE
>MCE8419131.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MIHVHLPDGAARPLAPSSSAADLASTISPSLARRTVAALIDGTLCDLSAPLPDGASVELLSRDDPRALELVRHDLAHVLA
EAVQALWPGTKTAIGPAIEHGFYYDFERDMPFTPEDLPAIEKKMREIIAAKAPFTCEEWSREEARAHFEAAGERYKLALL
DAIPQCEPVKIYRQGDWLDLCRGPHMRTTADAGTAFRLTRVAGAYWRGDSNNTMLSRIYGVAFADKAALDAHITMMAEAE
KRDHRRLGREMNLFHFEEVAPGSVFWHPKGWRLFQTLIGYMRDRQEAAGYVEVNSPDIMDRALWETSGHWQNYRANMFLA
ETVDDREYALKPMNCPGHMLIYGQGTKSYRDLPLKLAEFGKVHRYEPSGALHGLLRVRSFTQDDAHIYCTPEQLTEECLK
VNDLVLSIYRDFGFEDVRIKLSTRPENRIGSDESWDQSEGALREALDRAGHPYTIFEGEGAFYGPKLEYVLRDAIGRDWQ
CGTLQVDFNLPERFGNTYVAPSGEKLAPVMLHRALFGSLERFTGILIEHHAGHLPLWLAPVQVVVATVTGAADGWAVEIA
QTLKAAGLRVEADLRNEKIGYKVREHALTKTPVQIALGGHEAEERTVTIRRHGAPDTRTLSLEDAVQMLLTEARAPGAAE
PVQSE
>MCE8419132.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB28
MKITEEEIAQALVTWGNGKIAISRAFEEGGIEAARQVASANLDAYYGYTLGPVLFKPTMASGEQTFRPTKPGALAYFCGH
SEEYPLDNGFAIMGWRACEHITSASFIQGDIAMWMGWIKLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSSLPYQPPED
GA
>MCE8419133.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIIDEARELKQCTQVASGPEGLAAIHQSGIAATLWERAPLDRFQAWIDALPPDQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHVDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQERGTAYIH
>MCE8419134.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTLMSLEASVALRDLG
ASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAATHWNYADRLRQRFPRVEVDAD
AIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLTGQMAGHGARPSSMKDVLSWM
GERLDQSLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMKTVAFRAGFRTDEQMRKAFRR
RFSLSPRDYRARFATAGT
>MCE8419135.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB28
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIVPA
>MCE8419136.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MNWQDFEERVRQIASSHWSSPAKAEEIAGVRCDAVIRVSPDEMIVIEVTKETSLAKLRIDLAKFASIRTALIPEGVVVRS
FFISAHAVSSLRATGKAQKVEVLEVKEFREKFVGKESYEYARRNVEFGSALDPYTNKSDTGIFVDTGYIEKSTGRTYSVD
EISQLLTNGKRIILLGEFGTGKSRCAKEVFEKISRNDILFPTLAINLREHWGHQSFDLIVRSHLSSLGLSGLEDSAVRLV
RSGALGFILDGIDEIGSQSWSGEPERLKEIRRRSLQGVRDIVSKLGGKGVLLCGRAHYFSNDEEMLSCLGLKEDTILLSC
PEEFTEDQAVDYLRLNTGLTEFPEWSPRKPLICQLFSKLEPETMRALIEGSSGEVDFFEKTFQAICERETRIHPSIDSEV
LRKVLLGIATASRRRNEVNEEISPVEINEVFHKVSGFAPLDEASSILQRLPYLGRVGSGSANRRFVDDYAKSGLRGVALI
EAFMTSDKSVADDNYKKPVGPFGAKFLVAHGLIGTEAEKYAKLCTSRGNTQIAADYLCSAIDGAAESINFSQVQVTNASI
DRLEFVDLRVSGLHVSDTFFELLNLDGAEFIESSFENCAFQHISGVSDRSKLPPAFSDSCDFDGFSSADNVSRISELPLS
NAQKTLVAIIRKLFFQPGSGRKEEALLRGTSSYWDRVAADSAVRYMLANDIISEVPGNRGKLYIPNRKFTRRMGMIRSLL
RNCGDELWDVVSQS
>MCE8419137.1 hypothetical protein LZ190_10530 [Rhodovulum sulfidophilum]AB28
MDWLAVLCGVFVFVLMAIIVWKFFALVGDMAKDRGHSPWPWWILAVMWSPFGSIIILWAFFNLVEDNDEEQATF
>MCE8419138.1 hypothetical protein LZ190_10535 [Rhodovulum sulfidophilum]AB28
MSGKVIGKRFSHVYLVRGEPERDSKKARFRLAKLAERSCPPAKPLRHGSSVDYNKNAQEKIENELGVRFGTQSTAGALIR
SWDWYFNKVTVTEMLDTITVVAASLHNQYTNDDKRGRFLSEARRILKEENLAYEIDEIGGVHPLVDATFSVAMETAISGM
DTPRYAASAEFINRIDGYLLQNPQDFIGAIRAVFGACENTFKLMYEAPRLDARAAGERIGGDQQRLYAEHPTLQAASAKM
LEAFKQWVNAAHFYRHEQGVEEPNQPAPEVAILLISQGLSFARWLTVLDRKKDKY
>MCE8419139.1 DUF4760 domain-containing protein [Rhodovulum sulfidophilum]AB28
MEAEIVSVDSLDVFLHLAGPLAILTGVFVSALMIFRQMRLNYVLAQENYKIAIRSKSLSYSLYSNEHLRDARIKVEQVFG
PMFAIKEAIPMAEINEKIKRSSGDAKGRHGNDTELYASILTLLAHWENMALSIDAGLADDDVCFEMVASTLIQHVKIFRN
FIEERRARNPRIYDHLMGLRRRWEERLIRIQRSNFQPILTAEKQS
>MCE8419140.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB28
MTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSNVSYNLKKLVEKGYMH
HQRCEIDRRAVRVRLTSKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQIRYIY
>MCE8419141.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSLARSAWESRLRRDGLAATLLQPEVQAAFLHIPSAPVALALFEWSGMLDQRLILFWAVIDSPAALTGAADRLRRTGRHP
AAQSTAISAALDWDERPLAEGGACWQATLDLTGDGTSNDRPQPREGVVRKVTVNALAIGIGA
>MCE8419142.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB28
MALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQRVVLPWQI
LDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPFQGITVNG
LAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVSVPPGGG
>MCE8419143.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPLGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MCE8419144.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB28
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKADAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGSAMDCIRRMLTGEAVTQENSGMSKGEWREFEAVLAPAGER
>MCE8419145.1 hypothetical protein LZ190_10575 [Rhodovulum sulfidophilum]AB28
MQFASALIKMRKTLHQTDEPKQISSTKPFSKPISFQIFSTALVALGSAFFIFLSIYDSDGKLVYTLDDPYIHLAVAENIL
NGSFGINSGEFSSPSSSIIWPYLLAILLKLGVGELSPLAYSFPMGLASIWILSGWVWESTEKHFGGARQVAFFLLPLLLA
LFLNAFGLPMTGMEHSTHVFASLLLLWGLARLSEGKGDTYVIAVYVGIFLCATIRFEGLALAFLGIGGLCLLERWRDALA
NFTIIASALAIYAAYMNAHGLPFFPSSVLTKSELAVSASQGNLFDNLGDSISHLKPFLQNKWRMVLLFFTVYATAGFIFS
NKTVRKYRIILAICAIAILAHIIGGKYGFFNRYQVYVVGISIFSFATAIRVGLRFRNGLATVAFTAIVLAYVSDRYSGSL
LDIPKGAENIYQQQYQMGRFVKEYFPERLAVNDLGWVSFKNDLYVLDLWGLGSEEARKLRNNGVWKPDDLASISRRHSVV
FAMIYREWIPDVPKNWEHVATLETSQITSASPFVFFYLLDLTKRKEMENALERFSETLPEGATLHMVSREANPL
>MCE8419146.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB28
MIAIILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRERPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MCE8419147.1 cold-shock protein [Rhodovulum sulfidophilum]AB28
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MCE8419148.1 arsenate reductase [Rhodovulum sulfidophilum]AB28
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEVARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKIEAALAG
>MCE8419149.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
TDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVAALTA
EAKAPDLA
>MCE8419150.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCSRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MCE8419151.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB28
MERTFGKSQTGPRFEDRRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAMDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADTRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSDFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAVEMG
VELSDLSFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDGYGQLLTASFMDYAMPRATDLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MCE8419152.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB28
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVNEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGTKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MCE8419153.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALGREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MCE8419154.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB28
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MCE8419155.1 hypothetical protein LZ190_10625 [Rhodovulum sulfidophilum]AB28
MTEDARGAGDRAPLRLRLFLRDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVSAALDAAGVVELGDFGRDD
>MCE8419156.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB28
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAAAPSSPVPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MCE8419157.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA [Rhodovulum sulfidophilum]AB28
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGDRPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELEAQLDAEAPPGLRPGPALFEPDRRNSRGWDLTHGPHLAQIETARAPSRSAHFNAAPRLAGPVRAET
ATPRHSPSAPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELSAGAPWELSSDLGPLIDAEAHAAIASHVATARAEGRVIWEGRAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAVNATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPEAVAAAVRTTQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVTVEGLLEPATLKDIEGISGALWWGDAETGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MCE8419158.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MRVCMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFAT
VPEP
>MCE8419159.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWRTKFP
TAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLTLVRY
MGCAGARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRVLKED
GRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPGMEAWARYVTGSAENVVSSGSAADG
>MCE8419160.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB28
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWHGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MCE8419161.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MLDITELSRRTGLPASTLRYYEEIGLIRSSGRRGLKRVFEEEVSTRLALVSLGRTAGFSLSDIRGLIGAEGQPELDRTTL
ARQADKLDEQIKEMTVLRDGIRHIVTCTADNHLDCPRFKRIMRVALRRGS
>MCE8419162.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MSHPYTAHSTPAPPKIAFPILASVQAVLIFTITLIAVPLPLIGEEFGLTAADLVLLQVAYGLPYSGLLLLGGALSDRFGG
SCLFRTGLWGFGLSSLGAALSVSFEMLVSMRALQGVAAAMVAPAAVAHVAALYPDAERFDRAMARWGGISVLGAAAGTVL
SGVLTTWISWRWMFAVPCLTVFVALTLRGSVLPVVRGRAQAERLDLLGALLALIALVSGGFALSMGSEHSWTSTPVALTF
LLALFALVGFLRRERSIAAPLLPPNFFADRRRVLGSLGILLAAASMGLVTFILALYLQGGPGWSPLATAMAMVPYLAVLI
LSSGPAAGTVMRIGSNRTMGLGLLLAAAGLALLTGFGPDYFTQILPGLIVLPVGTSLMFAASAVLLTQDVAPERMGLAAG
VMNTAMELGPTAGMAGFLALAGLRSELDAGWSLSLMAAAGAAILIAIYAVLGQRSRANG
>MCE8419163.1 DUF2938 domain-containing protein [Rhodovulum sulfidophilum]AB28
MDELLVNAGVIGIGATLVMDMVALPLKRGFGIRPLDYALVGRWAIHACRGQAVHRPITATPPVAYEAMVGWGLHYLIGVM
FAVVFLLWSGEGWLAEPRAIPAIAFGALTVLAPFLVLQPGMGAGLAARRTPRPGTSRLRSLTAHLSFGVGIWVAAVFLST
MT
>MCE8419164.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MCE8419165.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB28
MQLSNGPAKPKANRKTRAAAGPGAALTRGVGLGLALGLALGLGAALAASAAPVDGKGARKLVFKPDGAEVAVVDLPFLSE
ADRKTLVVVGAQQPYYGAIAVAPTEGLRSRATLAAANYHDVDAARVAALRRCDAARKPEGAPCVIAAEIRPKGWEPRALQ
LSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIKGQGAASRALEACADQSGATDCRIAVEDR
>MCE8419166.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB28
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MCE8419167.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPTRRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDSAVATALAEAGAGVQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEEPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MCE8419168.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB28
MSLNSVRPWRSIDRRKTRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIEATDTSSGVEAAE
>MCE8419169.1 DsbA family protein [Rhodovulum sulfidophilum]AB28
MTRMTAAALMALGLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLVRVNA
EDIYEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQLAGDA
AYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGYVPLE
GMKQLVEDARAD
>MCE8419170.1 DsbA family protein [Rhodovulum sulfidophilum]AB28
MKLVLSLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAARDDQLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQP
RLFDAGATLDAAALDRISAELGLDPAEVTTRMAGSDITAKLAETRALTEALELGPAPAQVLRRTMVRGDVPAIALLRMVG
AIRRKK
>MCE8419171.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB28
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLRDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSRSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDPEADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MCE8419172.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGSRVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELEANMEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MCE8419173.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB28
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGRDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>MCE8419174.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB28
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MCE8419175.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MPERARKSPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERKSDGPQAEQDAAVTSPAAAGQAADAANPEAPTPAADDRS
EAVPPAMPLSAPPAFDLVRVTPEGNALVSGRAGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLEMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAEGVRLLEPPNSHEAPP
VSGLTLDAISYDAQGAVRLAGRGQPGAALRIYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGRVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>MCE8419176.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGQVV
ERGTHEALLAHGGRYAAMWQRQQADEDGDIAAE
>MCE8419177.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPAAGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERSEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGRLDLPEIVWSEPSGPTPPGQAAQDSKDGDGKGLRAAE
>MCE8419178.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>MCE8419179.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MCE8419180.1 PQQ-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB28
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVADNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDAADGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MCE8419181.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB28
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MCE8419182.1 hypothetical protein LZ190_10765 [Rhodovulum sulfidophilum]AB28
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>MCE8419183.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLHDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLEELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MCE8419184.1 pentapeptide repeat-containing protein, partial [Rhodovulum sulfidophilum]AB28
LTGKHARLVDWASHLWRPDFKRFTGFGWIVRLVVAQLVLALAIIACGAAVLTLAQYVGALVLAQRFASVEGQYEAIRNAG
LVLAGLIGVPFLVWRSIVAQKQVKLAEQGLITDRLNKAVEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAKASLSELTDLTDVQTALTVLGRRAESRRRLETAAHYR
LSLSRCNLAKCDLSGADFSHAAFAGSNLNDAFLYRSRFRDCKFTSASMKRVQGHDSIFEGAVFENANLSQAIFNRSRFLF
SPETQIGANFSQAQMEESVVAFSGVRGSDRWALGANFAEATWKNAIIIGFESQRDTDFGFRTARTGADTPPGPATIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVVLIEPIIRPPHWPSEALSQTAFDRECARWRADPASYVPPQDRA
>MCE8419185.1 hypothetical protein LZ190_10780 [Rhodovulum sulfidophilum]AB28
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MCE8419186.1 light-harvesting protein [Rhodovulum sulfidophilum]AB28
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MCE8419187.1 light-harvesting protein [Rhodovulum sulfidophilum]AB28
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MCE8419188.1 PucC family protein [Rhodovulum sulfidophilum]AB28
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>MCE8419189.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB28
MTDTRFFPSLAVLTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAK
AGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAAGSGVREDRLRTIAGLPMGEPFDPDALDRS
AERLRRTGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGI
GGQDDGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGD
RKMTHLTFPVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASD
GVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGA
GLGLRYDTGIGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>MCE8419190.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB28
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGPATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGIGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYGLLDGIFDLSLDAETTDLKTGTPRLDPLLAGPGQVRLAAARGPEGTSLKQLHVE
TPGLSLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGGGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPKIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MCE8419191.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB28
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MCE8419192.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPAPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEDNIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFRAAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVAGDWRR
AETARRLADKAEALKARIDDGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MCE8419193.1 aminotransferase [Rhodovulum sulfidophilum]AB28
MAASQPPRGGTAATFAPPVMQARRWLDGVSFPADRPLLNVSQAAPMDPPPEALRRAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHQLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAVVAEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSGTLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MCE8419194.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MCE8419195.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB28
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MCE8419196.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB28
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MCE8419197.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB28
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MCE8419198.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB28
MGKCARAGRVIGWITGAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MCE8419199.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB28
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPDF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>MCE8419200.1 hypothetical protein LZ190_10860 [Rhodovulum sulfidophilum]AB28
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKTTGARSM
H
>MCE8419201.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILHAIAAASLLGLVLVRLPPLVPAMLALGMLLMPRPAPLPDLGWLDWT
GLTATPRPSVDFEPLFPWTAAFLAGMALAGFASRAGLWHRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAAPRF
APV
>MCE8419202.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB28
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLATAGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MCE8419203.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB28
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MCE8419204.1 hypothetical protein LZ190_10880 [Rhodovulum sulfidophilum]AB28
MTPGIRAWICAAGLALMAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRP
RFTPTFVLLRDGLEIGRLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>MCE8419205.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB28
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MCE8419206.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB28
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETLPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MCE8419207.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB28
MGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVG
PSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MCE8419208.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB28
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQEVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MCE8419209.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB28
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MCE8419210.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB28
MKTMTGRLVAAALVCGGAFSSAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWNYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MCE8419211.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGVDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRR
>MCE8419212.1 malate synthase A [Rhodovulum sulfidophilum]AB28
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANMLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHPDYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MCE8419213.1 isocitrate lyase [Rhodovulum sulfidophilum]AB28
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MCE8419214.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB28
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRNVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPPGPLADRADFDAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRG
>MCE8419215.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGDGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNVATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARHTG
>MCE8419216.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRYATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPALMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLISALPLVRRLAGTCPASEIPLKNMEIAE
>MCE8419217.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB28
MMRSLLNTACVAALAFGSLAFGATPLEARDRSAGGELDLGTIFVRGAKRPQEALSFPGAVAEADASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPFDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSIEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MCE8419218.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MTEAAMAGAPPGNEASKPPDFFASLKLLTRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTF
AVAALVAVVLGYLLLGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEEVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGAERIVV
MEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MCE8419219.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSAGWIWQTCGLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPSAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMIAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFISRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEGGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MCE8419220.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB28
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRVSGKGDEQSL
QIAQLRYHY
>MCE8419221.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB28
MMHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIVQLEAGEGTER
DIDL
>MCE8419222.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB28
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADLDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANEYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEQVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMC
LRARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>MCE8419223.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB28
MPPIARVGDTHVCPVKGHGSNVIVTGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>MCE8419224.1 hypothetical protein LZ190_10980 [Rhodovulum sulfidophilum]AB28
MQGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPEEETGEETGEDGLRAVLRLGDIAPVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLILEGAGHPAFAVEAVVRPDAPLPGLAIRACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>MCE8419225.1 phage tail sheath subtilisin-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MVMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFTDEDSSSTDLSNAAFGAFANG
LRRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYATKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAGRR
GTATEEGATPPPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAID
AERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKL
DVRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>MCE8419226.1 phage tail protein [Rhodovulum sulfidophilum]AB28
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRISPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGNEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>MCE8419227.1 hypothetical protein LZ190_10995 [Rhodovulum sulfidophilum]AB28
MTGRRGFLAGTVSALWRLLGRIAALLAGRGGAAGDGQGEDLPPAHWLAAIRAAAPDKLDGIRLIADFAGRAPDPSAGECR
AETGTGFVPPSFPARPVGVERMLAESRAATEALRPVSPRILAAPLVIVASKTIAPEIVEPVIAGPGPVVPSPVGRRGGLR
PRVAVLSPVSRAAEAAGSQSVEQGPEQSPEQRPERNCGSGISWPRRIPAVRLLSGSGLAAARSGAAEREPAPAGPGEAPG
EGGAQGRDVPHRPISGAEQSEGQQDERGDSHGGGPKDDDQEDGQTRLRPGLSVRPVPPVPLPDAAGLHPALATVPQGPEG
EVAFAGAAPASVRSPDVDLVAASGTALAEGWPRRGSAPNPAPTGAGLSLGSDAAGRFPAMDPAREAEPLPSFERRLDGPE
ARRARFAREQGGELWTV
>MCE8419228.1 hypothetical protein LZ190_11000 [Rhodovulum sulfidophilum]AB28
MDRVTLLVDETGDQISALLNPASLNFRRQSGMRPGRRIGPAVAGGAGRDAPLVFAGDAVTELDLELLFDADFVGSAASAP
SGPPRDSLDVRGLTAPIWRLSEAAEAHGEALDDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLALRFRVFQ
EAEEDPRGYLPLPAPVESFLDEVPVPGALAGPQDPDLPDLLDQSPGVTVIGGDRLDEIAARWLGSPADWRWLAFVNDLAD
PLRLEPGTVLTLPPPGSGRGAMTTGAAP
>MCE8419229.1 phage baseplate assembly protein V [Rhodovulum sulfidophilum]AB28
MTEMPRPGRARERKLTVRLDGVPLAAGAVDALTGIELRQTVSAPALCELCFEAGGALPLDPGALAGRRLEIVAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALPARHEADGLDALARALLGRHGLELRGESGAPCPAVLLQHGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGLGAPLPLSFEGGLLEAEIEENALAGFAATRQTLWDTVLNRPLAGESPGAVPGR
AGELTLAAGLYEPPVGPERLTEARAAQHGAAARRISGIALGDAALRPGRRIALELEPGRTARGTVAETLHRVEPGLGWVT
EFRTGLPAHLPCEGMLAAPGTVAEVSGGDDPLLRLKLDLCDGLETDWLAVALPGAGADKGVIALPETGDRVLALVFAENP
AHGFVLGGLYGEQEVPRLGRGPGGVRPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPGRA
ITIRAASIGFEEG
>MCE8419230.1 hypothetical protein LZ190_11010 [Rhodovulum sulfidophilum]AB28
MRVLVEPATIVCAHGGTIPQRASQCFVTVMGAPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVTAGYSRFVTIGRRPVCL
DTLAGLTEGSPVGTWRVLASGQALVECSG
>MCE8419231.1 GPW/gp25 family protein [Rhodovulum sulfidophilum]AB28
MIGRTVMLQGLDFRLGAGVGASRAAGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDET
LAGLAIHYVRQAMARFEPRIEILRLDAGRPAEAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTP
>MCE8419232.1 baseplate J/gp47 family protein, partial [Rhodovulum sulfidophilum]AB28
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAATAMLEFRREAAAGADATPLALTIPAGTRIGGRGEGAPVFVTLEQAVLAADAQSVAVRAIHAAWVEGELLSEGVEGPG
AVLALTRGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPALETPFELFSDGPGFYCARGAGRIFLPRAAPGSAG
VPRRDAQIRAWYLTGGGAAGNVAAGTLTDLRDPIPGLAVRNPERAAGGRDAEPLETALERIPREVFSDRRAVTARDFEAI
ATGEGGVARAQARTGVQLWAHAEPGSVELLLVPDPAPGQSDAVGRRAGIEALQTEELRGRIARLIAARKPLGVTVNVAWA
RLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPGRPIRPADVYGTVLAEPGVRSARSVVFEVAEAPDADVR
DAVPDPHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATAVRPHPRRPGLVAAVWAEGGNHTEDGSRLAVSFDCGET
WQTDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRAEALQRRLPVAASVDAVGLYAVLTTGTALGRPVVAVAARE
QRGVWISYDPLEPGSFVATGLEGSDIRVLDAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDTWQPLRARWRGG
SCLGFAFLGTRAWAGSFDAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPG
>MCE8419233.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB28
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANSDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MCE8419234.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB28
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVASEAGLWI
AALGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MCE8419235.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB28
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MCE8419236.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB28
MTALLFATVAFSIDAMLPALPEIGAELTPDNLNQAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVILGTAAAYMLGAAIA
GLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMAGFGWRGIFGSFLV
FSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQIYDIYFDRADSFPL
WFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSITFFGMNALTIGNLN
ALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPQPLAIGCFLSVGVALAVMLAVPRR
>MCE8419237.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB28
MIRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>MCE8419238.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB28
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHDPA
>MCE8419239.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MCE8419240.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]AB28
MTRLLFILLALALASCSTVEGVGKDISAGARTVRNAL
>MCE8419241.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB28
MTGILQRAARVAGFAFTTILSAILSAGQAPAGTPAHGIAMYGAPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDAPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MCE8419242.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB28
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MCE8419243.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB28
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MCE8419244.1 LysE/ArgO family amino acid transporter [Rhodovulum sulfidophilum]AB28
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARLAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWVIAARLLLGG
>MCE8419245.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB28
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAPR
PIQQAARRARDREKIGA
>MCE8419246.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB28
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MCE8419247.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB28
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MCE8419248.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB28
MASADQRPRKPLAIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWVLIVGHPRLEHALKSTGLQGVLSVETAFVLAMLNLALLAEAHQRQTSLLCLAAAWVGTTMGVLKL
AFNLTLWRGELSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLSMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAEIANRNIRESDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGRAIRRADKALYAAKIVGGRNRVMSAAALCEAEAAVGPLARRTPPRLVS
>MCE8419249.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB28
MFTPTASPAQPLLPQALRLLCLALLLTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSAMT
DLFEATTWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPFFSRERHGSRMRILLVLALIGPWLVGIATLHAVPETVSARL
LIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEAGE
RAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQR
AESALYVAERRGGGTLVRVSDLAETGQGAEARNSPRDMGGAARPP
>MCE8419250.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVEQIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MCE8419251.1 hypothetical protein LZ190_11115 [Rhodovulum sulfidophilum]AB28
MQADRAPLQTYEQAIWRLVQFVVSERFGAAEIDLAVDIVADIFWVEDKKVLADVAKASSGLGLCAAEAPARRLQHRVCA
>MCE8419252.1 hypothetical protein LZ190_11120 [Rhodovulum sulfidophilum]AB28
MDPVVTGSLISGGASLLGGLFGSKKKAKYVVPDYAKIRRKAEAAGFNPLTALTSAPGAVAPAGQNYMGQAIADAGLLLAD
GLAKKAEKTGELQKAREQNAQLKERVQQLTIRPRVGGIYADNVNTPSIRAAVGGGNAVSSDVPAGLADHSPLAGDPVGTD
DLLRTGPQLATARDVPAFRAFGHDFYGSGLFSSGQQIEDSVGEGPVSWVWPFLTVPDALINEGWKASKPWLKSKIGAEVG
PERDLTRFPHSSVPHDQRSAFERINDWRKWWER
>MCE8419253.1 hypothetical protein LZ190_11125 [Rhodovulum sulfidophilum]AB28
MSYQNARNVRRESRTLVGRFRGGKLAPAMAVAVRGNEGGFLSQQVTLELDPIAGRMITPITGEFISVYVPVQAVDAIKDP
DAAYAGMTEVLREKLLSGNPLFDLEPESEISRRCGVNPRSIGGVKKVNEIVRLGHNAAVNFLRQRKYVKAKQVLHSNTAI
TPALISQTVLDRLNGVLDPEDRINGMVQFDTGVITSEVSPEKTYPLENVSYANGVNDIHSNKYNDVMLAPGREPQITIPQ
LAADLTGLNLGSVSLTDFYNAEKMDKLTRAMRQFVDDNPQYGEEMALRWAHGLSVDTGKVPFIISQQSRVFGRSIVGATD
TAGVEGDVMRSDMMLQMSFSVPIPRTELGGIIITFVTLKPDETLSSQPHPYLSDVWGADNFVADELALDPVPVTVRELDS
DCAAADESTVALYVGHNGLKRTYVHYGLGRQLDPETVENKTAVWQLEVPMSVTPESVIYPEELEHYPFADQQAEVCTYVI
NSTAVIQTPTIFGPTPVEELAILEDENVFGDSEE
>MCE8419254.1 hypothetical protein LZ190_11130 [Rhodovulum sulfidophilum]AB28
MSAEITRKTRLVSANGGTLEIVDPMGEIVAEIAVPPGNVSAVSYLDLVPDGCALFVAHGLAALNPRHRIGIQPHPYARET
GANPEYVPTSATRLEREMRLTLARMQTATKRVEARERALSSIERVPQAPAEVPPVEDPPVEVIEDDEGQSVE
>MCE8419255.1 hypothetical protein LZ190_11135 [Rhodovulum sulfidophilum]AB28
MSSRRYVKRTWRVPKDRGALECFATLVVKVLRKHGWPAKAEWHNGIATGLDSFTIRHVDGGEELPPDFEEAVGIAVRITA
RTYRVDVEQIGNWVWINRRYRIGAGGHFIEEK
>MCE8419256.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB28
MIYQGNERLPVREAVLHCAAIKSGQFSHMRPFQVFATVNRWHTERGFSNGFGYHGLFMPDGAWFPGRPFEMIGAHVKGHN
TGTLGFLLIESRQIDRMGRFEDFFTEAQRCALTAKLAELPGLETVSGHNDYAPKLCPGFKVRSEDWL
>MCE8419257.1 hypothetical protein LZ190_11145 [Rhodovulum sulfidophilum]AB28
MTPWDDPERRAQQLELEAARSDFLKPVAHLPLSAQAAWVATLRVQWTPEMHLLDRIRSGPRTCPR
>MCE8419258.1 hypothetical protein LZ190_11150 [Rhodovulum sulfidophilum]AB28
MAEKTGWPHTLCVTLTYDDTTEENRDSARMFCYADVRAFLARVRAAARREYKKRRWNSPPVLRFICAGEQGDRNGRCHWH
IILYSNFDVSRLGNFRRRGRLLSRLADMLTIGKRKKRLNWSLWGRGFVTLQEPDEGAMHYVLSYCLKDQFTEENSKGTMR
YASAENFSTGLFRMSKRPAIGEQWLFQKMDRLLSAGAVIPKLEFRVPGLSGYWVPNGAFRKKALWALVALNKRILWTTGA
PAPQWSSLVASLEGCEADLEILHGLPQEEEDESIEFQLERRAREEAQRKRDAEIVRTCGRELPCRACLDNYSEEDLAALG
VVRVPQEAGAFFAYRAAPGFEAPEAPEARWKRPGKGINPHCLLSHLEDRKRVFPASAGRSRS
>MCE8419259.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MQTDEFQLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTDRASGSARLLFT
AADTIFPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVRGLIDDGKLTPACGVTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MCE8419260.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MSYALVKLQNGGLSLGQVLMVRSGTAVLCLVGALWLFAQAGGAASGVTRWVWARSLCLALMWGCYYAGLPGLSFSIAAAC
YYTAPIWMAVLSFLLLGTRIGARGGWAILLGFAGVLTILRPGLDALSPVIALPLLAGFLYALAAVITQGRCRDVPPISMA
LNLNLVLVLAGAAHLAVLLWLGAGGEAGFLMSVWPGLGMRGWVLLIGLGVALAVITALVAFAYQRAPVPVIGLFDNGYLV
FALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRLTGGEGWGGEDARSPRAQPRRV
>MCE8419261.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPATFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MCE8419262.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLIWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKIRKKP
>MCE8419263.1 cytochrome c [Rhodovulum sulfidophilum]AB28
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MCE8419264.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB28
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MCE8419265.1 amidoligase family protein [Rhodovulum sulfidophilum]AB28
MDGITQLVPRDRFLPLRPRETRAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGEDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>MCE8419266.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB28
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MCE8419267.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB28
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHDRLTGAAPPVRRV
>MCE8419268.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MNLFNDLRALVIDCLDAMVAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNDEAGLRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MCE8419269.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB28
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALNLADTPATDTAGGALFDRAEPAA
EPVAPEVEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MCE8419270.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB28
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGSEMAARSMYLRARLIACELSGLGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELAASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARAAIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKLAHG
>MCE8419271.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB28
MAEQGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MCE8419272.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB28
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAGRALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MCE8419273.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB28
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARNG
>MCE8419274.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB28
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGPRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MCE8419275.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB28
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>MCE8419276.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGEAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MCE8419277.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MCE8419278.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIDDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIVVVRDGDQDQPWVEVLVEAYHSP
EVKAFIDEKYDGAVLTSW
>MCE8419279.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MCE8419280.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB28
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MCE8419281.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB28
MDQPIPPSEKSAATPPGTEEKETAQAAPLPVDKPAAPVSAPLRSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIAHAPDPLIVGRAEHVIDNA
EHMFGTSLHPDLRRGRED
>MCE8419282.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTGVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPDAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYIEPLLRE
RFAGFEILVLRDYDTELADGQGHSGRSALVEMVARKPRPEA
>MCE8419283.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB28
MTSAQSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKFGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRHDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>MCE8419284.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB28
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPASISQWAALEALTGPQDFIAENNAVFQRRRDMVVEMLNEAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MCE8419285.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MCE8419286.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB28
MAEMTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPEVFAPLVAELA
ARPAPS
>MCE8419287.1 cysteine-rich small domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LASQETCQRAEPPARVACPVARAGRHCRGKRPRSVFASGAGPAFILPLTGPGLARPRPPTGRSCAMQPKDLTDNEAFKGF
TNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWNFIQRWLEYPQPWSGK
PQTDPPVRRPRPPKPTDADEIHRRRREAGAAGDGGD
>MCE8419288.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVSQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPVVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>MCE8419289.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB28
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAVLFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGATNGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MCE8419290.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]AB28
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPLDVAPGPGSEAGSGAATDPELLAALARAAALC
NDAVLHEEGGVWRVEGDPMEGALLALAGKIGQGARDCARRDAIPFDAAHRYMAVLVEAPEGGAQLLVKGAPEAVLALCAD
RMAPGGGTAPIVPADWHRKVEELAADGLRVLALARRAMPAGQERLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSA
GIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTG
DGVNDAPALKRADAGIAMGRKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFA
GMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHILLVSGLFVLAVFGIFAYATERGHD
PALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQFAVTYLPLLQPVFGTRPVPLEDGLLIV
GIGAVFFALIETEKQMRLAFRRGQNGT
>MCE8419291.1 lysophospholipase [Rhodovulum sulfidophilum]AB28
MRLFALISLFCPAVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLHSDSYRLLAEALQAAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLLVEQMRALPGNAPLMPEIEAMVAMLEAGDRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRGDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVDGR
>MCE8419292.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MCE8419293.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MCE8419294.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MCE8419295.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MCE8419296.1 HutD family protein [Rhodovulum sulfidophilum]AB28
MRPIRRNDLEPRPWKNRGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAVHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MCE8419297.1 urocanate hydratase [Rhodovulum sulfidophilum]AB28
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGDRHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MCE8419298.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLASRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MCE8419299.1 CoA transferase [Rhodovulum sulfidophilum]AB28
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECKDA
>MCE8419300.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB28
MTPVEISRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYADLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>MCE8419301.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB28
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYQGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MCE8419302.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB28
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYQGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIVEPAELTYRIGFNPLHARYFEGCKC
>MCE8419303.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB28
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGERSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MCE8419304.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPAELRARLKLPEVEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MCE8419305.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MCE8419306.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGEAG
>MCE8419307.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MSSDQSLRTRSQAKSQNQSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRYLFQS
SLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRV
LPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>MCE8419308.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB28
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MCE8419309.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLASEHKRRLARQVEAVAAEAGAPDPGGLSRALLLLKDGAAVA
AHLGHAEDPVADARAGAEAILTATLPVARRGGLPAARTGAPP
>MCE8419310.1 hypothetical protein LZ190_11410 [Rhodovulum sulfidophilum]AB28
MLEAAGADPGGVAGWLAAERAAPASQETRDPAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVA
ALIGFDEGLKRYSYGPPAETAEELSILISAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEP
VLAGLRDAGRIAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAA
RTASPG
>MCE8419311.1 hypothetical protein LZ190_11415, partial [Rhodovulum sulfidophilum]AB28
SPALPVAREVAPSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAAL
GDEAALRLMVSDIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MCE8419312.1 DUF6280 family protein [Rhodovulum sulfidophilum]AB28
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MCE8419313.1 elongation factor P [Rhodovulum sulfidophilum]AB28
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MCE8419314.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB28
MAERAALEALAGAAIVRSRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIAGAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHGTTGAAYGWDEDHGFGPAAIPNAACANWPDFWAARRLLAWPEALPAGIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGGPAPGWPARRAVYQLW
PALVHLRLFGSGYRGLVDRCLATLGA
>MCE8419315.1 folate-binding protein [Rhodovulum sulfidophilum]AB28
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGTAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MCE8419316.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVASQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKASEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALSELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREEGRHDQ
LLARDGLYAGLYRLQFTAES
>MCE8419317.1 sulfur transferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRTVISLRGSNRPHSHWL
LEEEACAALGLRLEAVPVRARHLVPRETLLALLDMFDTAERPMVMHCKSGSDRAGFAAALYLIHAEGTPVARARKMLSWR
FLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MCE8419318.1 hypothetical protein LZ190_11450 [Rhodovulum sulfidophilum]AB28
MIWQPQASGAFAMAATLALVAGAGARFVPGSSAAGPIARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALA
GLGALHLRQSLPALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGA
CQIVLAARSRPKRFWRMSLNPAWPDRYAVAEIETPSGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDF
NAAPWSRTLSQIHRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MCE8419319.1 SLC13 family permease [Rhodovulum sulfidophilum]AB28
MPQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPITEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MCE8419320.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESESTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MCE8419321.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
VALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>MCE8419322.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARISRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MCE8419323.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB28
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRVMADCGTLAEAAIRAVRRD
AAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGRLQLRLQRF
GSCLDRHLIDEEDIVLPILLRHGATLTD
>MCE8419324.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MCE8419325.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB28
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRAMAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MCE8419326.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB28
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYAMTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGT
>MCE8419327.1 DMT family protein [Rhodovulum sulfidophilum]AB28
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MCE8419328.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB28
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGGIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFTNPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MCE8419329.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MEHIEDWAKVQKHEFENMIVLCANCHARVTTGEIRKDAVRAYKRNLAIINGRYSLYEYRLMEAFYTKMREHPGEPLQAQV
AENDYLHIKGMVDDGLLVLRRNPGGMWSFGIPISPMQALLTEAGKKLINSFFNGRDIEN
>MCE8419330.1 hypothetical protein LZ190_11510 [Rhodovulum sulfidophilum]AB28
MLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRAAAPFPRS
DCERKIAALLTSPSHRARWLAQAGSEPRT
>MCE8419331.1 DUF6497 family protein [Rhodovulum sulfidophilum]AB28
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPAQVVITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MCE8419332.1 hypothetical protein LZ190_11520 [Rhodovulum sulfidophilum]AB28
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MCE8419333.1 hypothetical protein LZ190_11525 [Rhodovulum sulfidophilum]AB28
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MCE8419334.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB28
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCSGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVARINAGPGESLAVDEVIMEFE
>MCE8419335.1 restriction endonuclease [Rhodovulum sulfidophilum]AB28
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSVLFELTPEDRAEVLPSGRQGRMANRVHWARGYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPANPIASDATPEEILASAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>MCE8419336.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
EDLAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MCE8419337.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB28
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MCE8419338.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB28
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRQTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRAEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MCE8419339.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB28
MSALWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPRAADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETSPVLAAGAAGRASAD
ISFGSEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MCE8419340.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB28
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLFHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MCE8419341.1 hypothetical protein LZ190_11565 [Rhodovulum sulfidophilum]AB28
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MCE8419342.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB28
MIPVRGVEGQKLAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PGPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMEAAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGG
>MCE8419343.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB28
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MCE8419344.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB28
MHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDPDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MCE8419345.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARVEAALEEIGLPGFAERDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDATLRDQIRALVFARARDRGLPALLVTHDRADAEAAGGPVIGLGA
>MCE8419346.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLEQLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAALGLWRLGEMAAARLGRRWVEGGARRLAEPLLRAAGLGLAALAAAAVILGLAG
LALWSVAGFWGFPGALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGADPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTAVVAAPFALALAAPRLIFRRRRGMRG
A
>MCE8419347.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRRFVPLAVTLGLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELVPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARFGMA
P
>MCE8419348.1 aspartate kinase [Rhodovulum sulfidophilum]AB28
MTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDAL
NRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAQSAFVTAALL
RRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAII
HKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEGEAPR
VEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVENDLEARFPGATLTAR
NLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVEEDSRQEAMAA
>MCE8419349.1 ectoine synthase [Rhodovulum sulfidophilum]AB28
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MCE8419350.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB28
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDTMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>MCE8419351.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB28
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLDRDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>MCE8419352.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MCE8419353.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB28
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MCE8419354.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB28
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MCE8419355.1 RidA family protein [Rhodovulum sulfidophilum]AB28
MARRLISTGSPFEARIGYSRAVVVDGWAFVAGTTGYDYATMTMPDRVEAQCASALATISAALAEAGASLDDVVRVRYILP
DPAEFSACWPVLSEAFARARPAATMISAGLMEPEMKIEIEATARLSA
>MCE8419356.1 hypothetical protein LZ190_11640 [Rhodovulum sulfidophilum]AB28
MTGAVILGMLVIAMFSPGFYSRTAISAGIGPVLAWHPACVVSRRIKERDRRRTVRARPKRLRGGLPEF
>MCE8419357.1 hypothetical protein LZ190_11645 [Rhodovulum sulfidophilum]AB28
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
TTHPEAARGTP
>MCE8419358.1 hypothetical protein LZ190_11650 [Rhodovulum sulfidophilum]AB28
MSFTKTFGKTLTMAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALVEP
PEAALAPQPPAGLSPQAALRAAISKGARAEVCAIYLPGQGAGPEVLIEGVGVARPGAMARDLLDRRARVWSF
>MCE8419359.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIRKDGTLTRMLRP
EG
>MCE8419360.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB28
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYDHSQSGLIRAMRGLDLSAVSRRGEADRALAADISDPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MCE8419361.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB28
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNATVEARVKAEVEALCARFPIYPGL
>MCE8419362.1 NADPH-dependent FMN reductase, partial [Rhodovulum sulfidophilum]AB28
ERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLVNAINLEALEALMQALKAEISR
>MCE8419363.1 acyl dehydratase [Rhodovulum sulfidophilum]AB28
MSEPADTSGAGEDAPKEAVGKSQVATDVLDPTRIVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHI
GGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPAQKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPD
PDRGRSRPPAPVAPETWEDAVELTFTPTLMFRYSALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTI
RHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPGAL
>MCE8419364.1 ribonuclease HI [Rhodovulum sulfidophilum]AB28
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MCE8419365.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARTR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MCE8419366.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFASRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MCE8419367.1 LysE family translocator [Rhodovulum sulfidophilum]AB28
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALAAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLTLGGVFMALTLAVF
LGYGIFAAAARDRLLASARAMAWLNRGFAAVFAGLGLKLAFEKA
>MCE8419368.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB28
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELQDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MCE8419369.1 DedA family protein [Rhodovulum sulfidophilum]AB28
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>MCE8419370.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB28
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MCE8419371.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB28
MPQPEKSTPPRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRVRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAKEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>MCE8419372.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB28
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MCE8419373.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB28
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MCE8419374.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB28
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFLALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKVEDRG
>MCE8419375.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB28
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLRAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>MCE8419376.1 GTPase Era [Rhodovulum sulfidophilum]AB28
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MCE8419377.1 bacterioferritin [Rhodovulum sulfidophilum]AB28
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MCE8419378.1 ribonuclease III [Rhodovulum sulfidophilum]AB28
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>MCE8419379.1 signal peptidase I [Rhodovulum sulfidophilum]AB28
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MCE8419380.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB28
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAASTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPLPR
>MCE8419381.1 alkene reductase [Rhodovulum sulfidophilum]AB28
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEWRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MCE8419382.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB28
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGSRQLAALQTEIGMDNAIAALGYALDMGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MCE8419383.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB28
MSMESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDSDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>MCE8419384.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MPPAPQPQDDRARSKRIGALAALWPFLAPYRQMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MCE8419385.1 hypothetical protein LZ190_11785 [Rhodovulum sulfidophilum]AB28
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSVAAVWIAPGFGRVALSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAAEMDRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYRPGAVRSPIGYFA
FEQGHTHCPSAWPTLRWNFTALQPLWRDYRLEPDRNRAVLDVLSKDPRVGRVFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MCE8419386.1 hypothetical protein LZ190_11790 [Rhodovulum sulfidophilum]AB28
MTVPFLRPILASTRLAPTCLVLACLAAIAGHPAVAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEKIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEAAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MCE8419387.1 hypothetical protein LZ190_11795, partial [Rhodovulum sulfidophilum]AB28
MTITRITHLPPGSDFRPLFPRSAVETGFLLTLEDRRGIERLLRHDGTRNAANPALLNGFLRHKLR
>MCE8419388.1 FAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ILPGPIPEARDLGLGFDPCPGRPRGGRSEAEQALAAALAGADPDAALSAHLAWGALSAGEAARAARLAPEEPGARRLASW
LARRARFQRVPVADPAPVAAPPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACC
RVLARLSADHDPRLQGAQFRAAAARRVDPLRWGRAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLV
APGLCRPTGSRSASPAARRQDSRQLAFDL
>MCE8419389.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB28
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFESFG
KAVADWARGDRPAVLKTA
>MCE8419390.1 cytochrome c [Rhodovulum sulfidophilum]AB28
MKRAFLIGVAGGAAVAAGLGGWLWLQRPGADVEASGSRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWGFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MCE8419391.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MGRPDLPRPRRRDLSPAAPRVRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTVIA
EIRGLPAGFMTLGKDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVIRH
GVALTNFRMEIEL
>MCE8419392.1 kynureninase [Rhodovulum sulfidophilum]AB28
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRLVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPDRRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MCE8419393.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB28
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MCE8419394.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB28
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MCE8419395.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB28
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDSAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MCE8419396.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB28
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATALVTPVVVLAVWLMIRQLRKGMEH
>MCE8419397.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB28
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIVASRVWNPARSKAGLYAHAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERGGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEISGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLRE
>MCE8419398.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MPVRNRLAELQPEIAAWRRGIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASRTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEEMRDLGEARVLAVAEATAAAYGATVELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>MCE8419399.1 hypothetical protein LZ190_11855 [Rhodovulum sulfidophilum]AB28
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSAALHLPLVFRRRSKTRLW
TGGRLLSWG
>MCE8419400.1 hypothetical protein LZ190_11860 [Rhodovulum sulfidophilum]AB28
MTQIAQASLGVIGCDQYPLGLIDPALGDLLFTPAFERSGAEARGPNDREGPDNCADTREYTAQSGPVRMCPAHIVLPAFR
SGSGNERTDQTPVGTG
>MCE8419401.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB28
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLLRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSSYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MCE8419402.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB28
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLKAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MCE8419403.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB28
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVCAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MCE8419404.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB28
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MCE8419405.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB28
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MCE8419406.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB28
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAEGSLDPKTK
>MCE8419407.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB28
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGTELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MCE8419408.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB28
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAALSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MCE8419409.1 transketolase [Rhodovulum sulfidophilum]AB28
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MCE8419410.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB28
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MCE8419411.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB28
MNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHYASEEQDTVAVLDPEGAYALA
IDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGNGTQEYLLDPDSKQFVLVAEA
IKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILTRGGVFLYPGDARKGYARGRL
RMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPDEEVNALFGNRGLFRV
>MCE8419412.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB28
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MCE8419413.1 sugar transferase [Rhodovulum sulfidophilum]AB28
MSIAVLQAPAAEAGAISTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFAHRLRIGRGGRPIRCLVFH
VERCGGPVALWVLRAGLSGLPLLWSVLRGEMSLVGPRPATRADLARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIAAALMRRWRPGRPQPGLALLSGTVPLIVSSHSGFCRVGRHPSAGPCAAAGGRAANRPGAGRAGN
>MCE8419414.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB28
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIGVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MCE8419415.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB28
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTEMFRQLSQTEQWRSYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MCE8419416.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB28
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MCE8419417.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB28
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRAMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSTRPAPAE
>MCE8419418.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB28
MTLQTISDLLQGQDGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFSFYLEDLKARAIVLPEGYDGPAAAAAERLGLVVLRLSVDPSEPAGRFSLKAGGAGCGCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLSFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGLRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MCE8419419.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB28
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVDKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRSVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGR
>MCE8419420.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB28
MSDSLIDPTDPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPDIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLGETAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERA
>MCE8419421.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MDRNATPARTLSRQPPLVRDAVADSRDPGAVGHLRRGLGPGPFTLITLFVSPDADFAAVMAGAQEAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQVPPCP
TA
>MCE8419422.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MSPDPIRPTVPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MCE8419423.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB28
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEESAE
APKGKGWFGRMMTRKAEAE
>MCE8419424.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB28
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPTEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MCE8419425.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB28
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAAAEAMPGVLRVFTGTDFEGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVPGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MCE8419426.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB28
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEDEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLTGRAVAGAS
>MCE8419427.1 hypothetical protein LZ190_11995 [Rhodovulum sulfidophilum]AB28
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPAPAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAVEDEAEVGPDDSGLEAGLPEEEAEVAPVGDADETAGMPDEIAADADAEDELSDPGLPMPEEAED
ETTSETVVAEEDAADFDSAEGQDVDAPDTEASLAEAMPEAGAEEELPNAPEPETGDESATGLADLSEEAGPGPDIGLGDD
DILPDKPEAEAEAEDDLAASDSPDIAALDETENESPDDTAEPEEASAETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRIATIEAAMARVEDNQQRLAEGLERVEVAVARIEAALDTLAQPSTAPEEDADDTDNSQAAIEAIEERIEAIAER
LGDVQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGRGEERQGNLDAVLDRLNATQ
ESIAAMVSQLLEGSSAAEPRFGA
>MCE8419428.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB28
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQEALTLVLADARTLAEAPGTAAYL
AGSGRVRPAQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRILAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVASTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGRRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDSHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDATAAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFVPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>MCE8419429.1 hypothetical protein LZ190_12005, partial [Rhodovulum sulfidophilum]AB28
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARVETATGAAETAKRAADEARAARDAAGTEAADLA
ETVERAKAAAETAQAERREAEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAALERAATASAAADAAEARAAAQAQEIAEAKARHEALLAEGQETETALAALREELEAA
TGARDAAEAARQAAETAVEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADMTEAAE
AVR
>MCE8419430.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB28
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MCE8419431.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB28
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNQGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MCE8419432.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB28
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MCE8419433.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB28
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MCE8419434.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MCE8419435.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MCE8419436.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLERKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRRQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKTFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQSPATALHLARIRSGAEPVMALDAANF
>MCE8419437.1 glutathione binding-like protein [Rhodovulum sulfidophilum]AB28
MTIRLYCFGESGNAYKAALTLTLSGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKGALQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MCE8419438.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEERFARSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MCE8419439.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERRYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAEIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYGAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMVDKGESFYA
RFAPDAQAA
>MCE8419440.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB28
MVFRIDFLGTRPVAEMVAAAGNAAGALPPVGLVLGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAEPHAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PGTVYANGAARLHCPSWQGEGAGATDRPEDLRPELPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MCE8419441.1 AMP-binding protein [Rhodovulum sulfidophilum]AB28
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPGGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHAWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHTVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFTGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MCE8419442.1 hypothetical protein LZ190_12070 [Rhodovulum sulfidophilum]AB28
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLAQMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATLSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>MCE8419443.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB28
MRFPRYCQAVTVALALCAVGPGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTRRRAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MCE8419444.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MCE8419445.1 adenosine deaminase [Rhodovulum sulfidophilum]AB28
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLNTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVDHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRARAAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MCE8419446.1 phosphopentomutase [Rhodovulum sulfidophilum]AB28
MTRAFLAVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEGAPG
LCAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHAMRIGRVIARPFIGTPETGFVRTAHRHDYAMAPPA
PTLCDWAQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MCE8419447.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB28
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDAEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MCE8419448.1 cytidine deaminase [Rhodovulum sulfidophilum]AB28
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MCE8419449.1 propionate-CoA ligase PrpE [Rhodovulum sulfidophilum]AB28
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLTSHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MCE8419450.1 response regulator [Rhodovulum sulfidophilum]AB28
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MCE8419451.1 response regulator, partial [Rhodovulum sulfidophilum]AB28
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAER
>MCE8419452.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB28
ISSLRRRLAEERRRADERVARVAPALARLRRLRASELEKVARRVRPELLQRRVETGREALARLDARLRAALGAGFERRRA
RLDALERMRTGLSYRETLRRGFAVVRAGGQVVTSRAAAEQAGALEIEFRDGRLSTAGRPPRRSRKTDEPPEQGTLL
>MCE8419453.1 hypothetical protein LZ190_12125 [Rhodovulum sulfidophilum]AB28
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFE
ADGQICFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>MCE8419454.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB28
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTTAPEPAAPRE
QERPTPLVLGAAEAVTHAPEAEPEPEPETEARRDETGPEPEPSPAPAPEPEPEPAPTPAPEEPAPTPEPEPAPEPVPLPD
PVPEPQPTPAPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVQPSTPDEIPADIPTELRSDMAPASSDAVREDLPEAGDE
SGEEVSEEMGQETGQETGADAPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMA
EGRFGKRLSVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRA
AAVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHN
TLLVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAG
LDE
>MCE8419455.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB28
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MCE8419456.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MCE8419457.1 septation protein IspZ [Rhodovulum sulfidophilum]AB28
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVALAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MCE8419458.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQSLDDKPHMARWLENVAARPGVQRGRALAAERKADLSTDRKAQAMLFRRG
>MCE8419459.1 TMCO4 family protein [Rhodovulum sulfidophilum]AB28
MPLIQVNAAGERPEPQGGAARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGRALARLIEALRARAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RIGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MCE8419460.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB28
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MCE8419461.1 GTP cyclohydrolase FolE2 [Rhodovulum sulfidophilum]AB28
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LDSYKADLDSFDARIMMCFSFPMKVRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVVASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>MCE8419462.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB28
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MCE8419463.1 serine protease [Rhodovulum sulfidophilum]AB28
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTAPPTQPDPTTAAPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWTPSTDPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPDGTVLT
TTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGA
LPPAELSRRAADMTVPVSCWN
>MCE8419464.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB28
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MCE8419465.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB28
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMKDWREALTHVTFQSALGSQADRIGRIAALAREIAPKVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEASALHYKPLGPSDEVPTAPVSVAVALADKLDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLIETNKIELPLRNFLDGQFVQKRELLAILGRLGALQKDGAFVRVSRPEPEEVYPRTIQFYDDIDTLDDFSRRD
YDECCKGEFVYRIVVFPEPKSLEASEPYRFKIEELTSDLLSFFHDRLKVHLRAEGIRHDIIDACLAMPGNDDLTLLVRRA
EALQAVIGTEDGENLVQGFKRANNILSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAA
MAALRAPIDAFFEAVQVNSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>MCE8419466.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB28
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVWQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFILLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MCE8419467.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB28
MTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDPKWLDAQPVAKGGEAWTCLSEALYFEAR
GETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEHISDQRTYRRMGKIARMMLDGAPRALTG
GATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MCE8419468.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB28
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGLTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>MCE8419469.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB28
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVEADILDIGGESTRPGSADVSVPEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MCE8419470.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB28
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAAQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDNAQLIEVVGRVVEAVEQVA
>MCE8419471.1 hypothetical protein LZ190_12215 [Rhodovulum sulfidophilum]AB28
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLAADTPDTRPDGRGVP
>MCE8419472.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB28
MRISAIDGLRGFFLAMMTMAHLSRDGQTLVGTLNHHRLGWVEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRAR
TIYIYHALLMAVITMGVMLLYPRPADLNPEWSDAPLLYSLFGFLLISAPRYLDILPMYAILVALTPIVLIQLRKERYALV
MVTSFAVWALAQTGLPTHLLQAIGETTGLDARNIHLGLYFNRFAWQILYVGGLVAGMLMAQEKLSLVFLRRDDYRAIFLI
CLALTAAFAITAIRLRHFNAVPRTGFFGELSYNRNHLSALRLLNFIADLYVVAWLLIVGRTDRNPILRGAAHAMHALASF
RPLVFIGQHSLQVFAFHVLLAYAAMFLSLSEAPRLLREIVVLASPVCLLLPAYLHARYRDRSQRLRLSGAKP
>MCE8419473.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDIIAAACAARGLPLIEDA
AHSLGTLWHDRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAETVKGVDAR
AYGT
>MCE8419474.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRDALQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSADFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MCE8419475.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB28
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MCE8419476.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB28
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPDDALAEARARLDLPTDSAAMAGRIARFFTERR
>MCE8419477.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB28
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEEYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MCE8419478.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRFLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MCE8419479.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MCE8419480.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MCE8419481.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MCE8419482.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB28
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MCE8419483.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB28
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGAMEGRLPGEHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERTALETAMGPFRAHVMAQDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVGFPPAREGHGLIGSGLFVVNP
PWGLDAEAATLGRLFGTAPGHAG
>MCE8419484.1 CTP synthase [Rhodovulum sulfidophilum]AB28
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MCE8419485.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB28
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MCE8419486.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB28
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQANFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIIALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MCE8419487.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB28
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSDWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MCE8419488.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB28
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MCE8419489.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB28
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MCE8419490.1 hypothetical protein LZ190_12310 [Rhodovulum sulfidophilum]AB28
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLAAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPRTQPPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDTHGATREPFPPDG
PPEARKTEMTASETAPAPSSDDRESRDRAADSEMPPHPGAGTAPPSPPRARVLKLRRDDLSATRPPDEDAEQSAPGLQPA
ETDEAGAAAAATVRLTDPAPARSRSADLADHEIALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAPETGAKTGLATDPSGKDKASPEALRLDAPILPM
TEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDDAAAPPQAAGANRTA
>MCE8419491.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB28
MTTHIVHHSDKITLLGGATVDPALLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGTRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPVVVAASG
>MCE8419492.1 hypothetical protein LZ190_12320 [Rhodovulum sulfidophilum]AB28
MDSFAKRAPAKLPVNQIAAARFGQQVLILLAVGQFVRQIRRQATRPDPRETAPHLARTGLILCTNGTLFAALREIPLAET
TAIFFVGPFIQIMPGAFSLEEAVGWRRIPASAI
>MCE8419493.1 hypothetical protein LZ190_12325 [Rhodovulum sulfidophilum]AB28
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRARPHGTAAIADIFARHDMTSISPREIDTMAEQLRDAG
FDDVDFLLELETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGDPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>MCE8419494.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB28
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDEGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTETERAELTAEDLQGHTLIGANGERIGKIGQLLVTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MCE8419495.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MCE8419496.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARQTISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNSRS
EADRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGSQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRRLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MCE8419497.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB28
MTDPTIRLDPMSRVALLVLAVVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPPADEPPLPAPKPAGTA
>MCE8419498.1 CsbD family protein [Rhodovulum sulfidophilum]AB28
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MCE8419499.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
MTKGRVLLAHNNYTVQGGAEVFFHEVARVLEARGHEVALFSAAEDGLEAPHADLFPEAADYRHGSIAARAVRLPAMIYNT
RARDAFARMIETFRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKHLCPNYKLFHHGRVCTECRGGRFHRALVNR
CCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWGPGRVDIDFLRNPFDVDAHRVAPNVGEYILYFG
RLIDEKGLDLLFDAAAQAPEVPVVVVGDGPDRARLEARAAGLANLRLVGPAR
>MCE8419500.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB28
MRPRLAPMFFAFALCGALSGCATGFVRFPVTEEGQSKLPADVQVIRLDSSNIASFSQPARPPQPTTLPPARDWDYRIGEG
DVLSVVVFDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVTARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNS
QRVVVAGEVGTPNRQPLTTIPLTLIEAVNVAGGLTELADAERVTVQRGGRLYRVDLDGFLTAGIGRNNPLLIAGDTVAVP
RRRAEEAYILGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGRKDGITVFQLDVSSPGGMLLGTRFLLA
PRDVVYITRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MCE8419501.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB28
MKLRILTVCTGNICRSPVAAALLQALRPDAGLASAGLAAEPGRAADPLTAEVALDLEIDLSGHCARRFSAAMGRETDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGAIGIPDPYGKPRAWHESVVDAILRATESWAERL
>MCE8419502.1 polysaccharide biosynthesis tyrosine autokinase [Rhodovulum sulfidophilum]AB28
MTEPYPRSTTPPAATLWQAVPQQEDDLDLSTLFATLWAARGAMLKGVAAALVLAVAMLLFSTPGYRATALLQLEERSSQL
MLPTDMADLLKTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLVGGVLARTGLGLPQIGFLKRYDTGDAGIALT
QLAVPPDWVGLELTAIRTGPESFRLTDPDGRVHDGRVGVPLRLSEPGFVIEIGQLDGEIGRGFRIVQVSVADTVMRLRRM
LGVVEKGSDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNVDRNAAEAASSLDFIRKQLPEAVERVRQAELKLNRYREQA
QAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLEAEVGALPETQREVLNLTQ
ELELAREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGLTLLAALGLGAAAGLSSRLLAQALRRGIRAPE
EIEALGLPVFATVPLVRDMPRQRPGTPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLN
LAAVMAQADQSVCLIDADMRRGQLARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMVMRPRF
AEMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHARP
GREEGYYGYGYEAAVRRD
>MCE8419503.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MQWTLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMHRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDCCRIGGASSPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPGGLGLLLQDVSGAGPDRWHAGMCARAMEAMSVPAV
MTDASCRIAWVNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRARETALAGGEGSVRTARDALVNALEALPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGFRELFESALTQGMSRGDPEQRARWIAGREKARCCGARILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWPEFHSEEEVARIRAVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVAD
PTDVIQVFLNLLLNARDAICRRTPRACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFIVFWPEAGEEAHEGLCAAGSPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTTQPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MCE8419504.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MCE8419505.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTEAAYIVAARRAPIGRLCGAYTGMAAARLGAQVIRAVINDAGIDPAIIDEVIAGQVLQGGAGQNPARQAAIYAGIPDHV
PAMTVNKVCGAGQKSIHLAAQSIRAGDAHVILASGQDSMTEAPHLVPGVRTGRKMGDMTAKDMMIVDGLWDVFNDIHMGR
TVESLARRYQITREEQDRFALASQQKALAAREAGRFEAEITPITVPDRKGDRSVRNDEQPRETTLERLSGMAPAFDREGT
ITPGNASGLNDGASAVLVVSETKLCELGLKPMARIASYAAAALDPMDMGLGPVEASRKALEKAGWAAQDLDRMEINEAFA
AQSLAVNREMDWDPAAINVNGGAIALGHPLAASGNRIVTTLVHEMARSGTRKGLASLCIGGGMGVAICLERA
>MCE8419506.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MKTAADLFARKGYGGVGTAELCAATGYGKGALYHHIRSKEDLLLDIMTVYLRELLADAEAILAREAEAEARIQGLSLSLM
RAVVQDNAQMTVCFREVHALSPDHRRGVLRLHGDYFRLWERMMNEARDAGQLRSVDADEIKGLLGMYFYSFLWIGPGREG
DIEALAAKFSDLVLGACRRD
>MCE8419507.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB28
MLYRLGGACSTFTRAFIPNPFIFAIILTGLTALLAILMTPTGPAEAVGLWYDGFWNLLTFAMQMTVILLFGYVLASSPPV
GRAIDRIARLPQSATQAIVMITGLAVIFGALSWGLGLIIGAISARRISQNCLERGIKVHYPLAAAAGFSGLIIFNCGLSA
SAPLLINTPGHFLEADIGLLNLNETILSAYNILTLLAYLAIIPFVYAAMQPPEHERQLVAPDAAPAAETLDAGGAASLTR
DGDTTLAARLENSRILSWLVVVTGLGYILWHFATKGFDLNLNLVNFTLLILGMAAHGSPISYVRAVDEAIGACGQIVLQF
PFYAGIMGIMSGSGLIAIFANGLVSISNEFTFPFLTMLSAAVINLFVPSAGGQWAVQGPVLIQAAQDMGADIGQTVIAFG
YGDQLTNGLQPMWMLPLLGVTRLRAGDILGYTAVMMLFSLVIFGAGVTLLPLIF
>MCE8419508.1 acetoacetate--CoA ligase [Rhodovulum sulfidophilum]AB28
MDRSVLWRPEGEALRDSALARFSRDCGIDPGDYETLHAWSIADPGAFWSRLWDFAGVKGERGPVALERDPAAPMTGARFF
PEARLNIAETLLAGAHPERAVLELDETGARAELSADALKAEVARVARGLREAGVMPGDRVGVVLPNRIGCLVTHLASLAV
GAVWTSCSPDFGLAGILDRIGQVSPRVMFVQPRIRYGGKEIDLAGRLGDLAGRIDGLETLVTIGEGEVKAPMPVIAWDDF
GSEGPLEFEPRAFDDPCYILYTSGTTGAPKAIVHRTGGVLLQQLKEHMLHGDLRPGDSFLWYTNTAWMMYHWAIAGMGCG
ATTVLYDGAPILRARDGLDCSPLWKAVEAETLTHLGISPKYLSSVMEQGYRPGEVHDLSSLRWLMSAGSPVSPQQYDWIY
DAISPDMGFASISGGTEIMGCFLLGSPLHPVRRGQLTVKGLGMAVNVFDERGAPVLGRPGELVCTEPFPSMPRTFWGPDG
DARYRKSYFSERAEIWTHGDHATFHPDGTAVIHGRSDCTLNPGGVRIGTADIYNVCAHFPELEDFIVFGRPVEGDEEIVL
CIKMTEGARADADLARAIRSKLRSECSPRHVPGAIYCVGDIPMTVNGKRVEGAARSVVSGKAVANRGSLANAGCLDEYAA
LSERTAL
>MCE8419509.1 thiolase family protein [Rhodovulum sulfidophilum]AB28
MRPHAAIVGAGSLAPQRRTEGASTLGMLARAAKAALDDAQMEKAEIDGLLVGPQVGETPQHVPATVSEYLGLQPVMSNVV
DLGGASGPGMVWRAAAAIQAGMCETVLCVIGNHRNPEVPRSPNRNPIREFDVPFGASGANVSYALLKQAHMARHGTTDED
FALIAHWARANAQNCPEAIFHGSPASVEEVLASPMIASPLHLFEIVMPVAGAEAVIVTAAGKAKGRRAAWLLGAGEKITH
RAVSQAPSLTSGPLKPAMERAFGQAGVSVDRMSLLSLYDCYTIMVATTLEDAGLCPPGGFGEFMRAHDFGPGGDMALNTH
GGQLGYGQPDLAGGMTHVTEAVRQLRGSATGRQIADPEFALVTGNGATMSEAVALVLGAEA
>MCE8419510.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDLSTLKVPGPTVIALTAPFWEAAAEGRLVIQRCGACGDAVFYPREICPHCWADALSWEEASGAGRLKTFSTIWKPGHP
GWIPAAPYVVGLVELAEGPTMLSHILGEAPEIGMALTLAPTNTGGRVLPCFRPKRG
>MCE8419511.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB28
MSDKNGWTGTVNGMPREGQSAERSRTTRMEDIHAFTDMTGDRNPVHYDEELAKKTSFGKLIVQGGVTTGILNACVAQDLP
GPGTVFLNTNLNFRKAVGVGETITGRVEVVKVREDKPLCTLKVMITDAGGAVCVEGEATTYTMPLEGL
>MCE8419512.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MTGSPTMTRAMAGWRMLAIICLGVVGVLATWFSATAIVPELIRVWQLTPGQAAWLTNAVQLGFVAGALGASLVNLPDILP
MHRLMTGAALLAALSNAALLVVGPEGAMIARFITGVALAGVYPPALKLMATWFVKGRGLALGVLIGALTFGSSMPHLVRA
VADGVDWHVVVWATSATALGGALVFGLLVREGPNPFGRATFNPRQSLAVFTDRPLLLANIGYFGHMWELYAMWAWILAFA
AASNVEPFPFGSPSMLSFLVVASGVIGCLAGGWLSDRIGRCLTCAGMMIVSGACAALIGFYFDGPPLVLALLALLWGVTV
IGDSAQFSVSVTELAESAFVGTALALQMGIGFGLTVVSIWALPLFAEWIGGWQWAFLFLLPGPLIGTCAMLALRRCPEAA
ALAHGAR
>MCE8419513.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MRNLAKFHINGTWVSPRGTDLHPLIDPASEEKIADVPMGDGRDVDAAVAAAKAAFPAWSVTPVAQRAAMLRRLLALYIEA
YDELAELMTREMGTTIGFSKAAQAAVGQMHLEAAIAALEAETFEELRGTTMISKEPIGVCALITPWNWPMNQLVVKAAPA
LAAGCTMVAKPSEYAPLSAVRFAELVDAAGFPPGVYNHVLGAGTVVGDALSRHRDVDMVSITGSTRAGIAVAKAAADTVK
RVAQELGGKSANIILPDADLEKTVTAGVNECFINVGQACRAPTRMLVPMERMEEAKAIARKAAEAHDVGHPMGSAALGPV
VNAAQFRHIQSLIEAGIAEGATLVTGGPGRPEGLDRGYYVRPTVFGDVRNTMTIAQQEIFGPVLAIIGYASEEEAIEIAN
DTVYGLSAYVQSADLDRARTVARRLRVGSVWINGAAWDARAPFGGYKQSGNGREHGEWGLHDYLEIKSVAGYA
>MCE8419514.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB28
MAQWYFDEDGDLSVLAGKTVGVFGYGNQGRSQALNMRDAGIDVIVGSRSDASAEKSQEDGFETLPLAEAARKADILFVLV
PDEVMPAVYAEHIAPNLAPGNVVNFASGYNVHFKKIVPQDDVDVIMLAPRMVGQGVRDTVVAGVGFPSLVAVHQDATGHA
WSTLIALAKAIGSTRMGVIESSFEEETVADLFNEHFGFLHAVRQGVEVLVEKGVSYEAAILELYASGEMREIGQYFVDHG
LFDQLKLHSRTSAFGQLAWARPSPEAEQASKDHLRNVIDRIKDGTFASKWQEVQEGGMKEFEAAEAELQQQPFWQEELKL
YKRLGRI
>MCE8419515.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MIKKIDIPSIRDSVYMQMREMILDGVWAPGTRIDLNQLAAEFGVSKTPLNEAIQMLIREGILAVKPRSGTFVSALDLDEI
LETFDFRLILEKGAAEAILANASAPILRGLETLNDRMAEIAENPGSLEDYRRMLRLDDEFHQKIMFLSGNAQLIEHYEQL
SARLMLMRMIGTFSPKDYKATISDHRAILAALRSGDWEAFSAASATHVANAKAKVRRGLGSASTK
>MCE8419516.1 hypothetical protein LZ190_12445, partial [Rhodovulum sulfidophilum]AB28
ISRLAGWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALVRAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMASFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVIADPVQVILGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MCE8419517.1 lysophospholipase [Rhodovulum sulfidophilum]AB28
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAESRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLIINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>MCE8419518.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB28
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITDLVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MCE8419519.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB28
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MCE8419520.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MKIDRLFEGQEATWPPAARHVAGPWCLRDGQAGGKRVSAATLEGGFAPEAIAGAETGMARLGQTPLFMVKPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MCE8419521.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB28
MVDPLPPETRKYFDICAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MCE8419522.1 OmpA family protein [Rhodovulum sulfidophilum]AB28
MKTRRPLLTLALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MCE8419523.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MCE8419524.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]AB28
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPQALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEAVARVRAAVGTDFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAEAPHRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLKLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAATL
>MCE8419525.1 DUF6478 family protein [Rhodovulum sulfidophilum]AB28
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAERLDIPDLAALPGRAWRLRHRRDRAIHGADARRAAFHAAAETARLP
LGSDWGFRPAPFADRVTPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSHGGEGAPFGLALEVSGFDGGFLSVVFE
LPSHAVEGLGRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDESRIALDFDLAASDLHGHRADRMWLDLLF
DGPGMNRILLSDIILSRRPRAEA
>MCE8419526.1 hypothetical protein LZ190_12495 [Rhodovulum sulfidophilum]AB28
MMPEQTPDIFRKILPPRGAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFV
LLASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFSSELGRAALARSGDPADVEVLETDTRGALFLV
HSVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFVSRPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>MCE8419527.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB28
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAALGQFVRVLRAVALLYLVLWIVLPSGPEKVAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MCE8419528.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB28
MRSPLFEAYIEPARLYPETWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNIS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MCE8419529.1 acetyl-CoA carboxylase, carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB28
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MCE8419530.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB28
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLATVVHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETYNAARGAGLDAETAEDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MCE8419531.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB28
MSETLKHLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPGELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MCE8419532.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MIWAGLLVLMLLAAWPLAEALRRPMAARARSEAPGEIAALPWGRTHLVWEGPADGPVLVLLHGLTIGSHMLDRLAGGLAA
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGELTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGGIVLRRMARAADRAYGLPGTLNAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAVGAGAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPVQ
>MCE8419533.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEVAVKAADIVTSATMATDPLIRGAWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MCE8419534.1 HAD family phosphatase [Rhodovulum sulfidophilum]AB28
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALVARHPDWAAEIRMWQDDWL
EMASPAFPESVAVLKAVKAAGLPVLALSNFGNGPFEIARRAYPFFEIFDRLYVSARLRVLKPDPRIYEILETDSGIVPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>MCE8419535.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB28
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MCE8419536.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB28
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGRVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MCE8419537.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB28
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAVADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MCE8419538.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB28
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MCE8419539.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MCE8419540.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB28
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MCE8419541.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB28
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGGQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRGAGIAVETGVLAGAATRDHRGFLLNRCAGRPMVTLKLASSFDGRIATAAG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVRDAPLWLCHD
GAGADPARRSAWQARGARLIEVATGAGGGLDQAALLSALGAAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAE
GRPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>MCE8419542.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB28
MKTLLARGARTLVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKQITEKLDVQTPDPQVMV
TRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGD
RILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MCE8419543.1 riboflavin synthase [Rhodovulum sulfidophilum]AB28
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVIDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MCE8419544.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB28
MHDIGEPNYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTDAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MCE8419545.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB28
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVTHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MCE8419546.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB28
MTGARKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MCE8419547.1 hypothetical protein LZ190_12600 [Rhodovulum sulfidophilum]AB28
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAVLLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MCE8419548.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB28
MPDPVSQPLSPPLAPGQLLARGVCRHLRDLGFACVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MCE8419549.1 DUF6324 family protein [Rhodovulum sulfidophilum]AB28
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MCE8419550.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDLVSARARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MCE8419551.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB28
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MCE8419552.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MCE8419553.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB28
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MCE8419554.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB28
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSGAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MCE8419555.1 CoA transferase [Rhodovulum sulfidophilum]AB28
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATKRSQHVGEMYEILGQEMPKRPTDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEERGVLGRMAGSDK
EEA
>MCE8419556.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB28
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>MCE8419557.1 CoA ester lyase [Rhodovulum sulfidophilum]AB28
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARTCVLEALRAPRGSNRLWVRVNPLQTSDFDADLDTALA
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGE
DGALTGPYALARNLTLFGAVAAEVQPIDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEAA
RRIVEAFAADPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MCE8419558.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MSGQAVLLGRGFYWQDMKVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMVYEPLRLMQGR
>MCE8419559.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLATVRTATLADLSQDVFLMKPPPSASRSFLLDRFQGDESSLERVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMALRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGAPGRPSHPPSGKA
HRKA
>MCE8419560.1 anion permease [Rhodovulum sulfidophilum]AB28
MPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVSVFTWFKLLGYGL
>MCE8419561.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB28
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHGDAPSDDRLRELD
MGEWTGLRKDVLIAEKAELYGAWRAGRYTPAGGEAWDRFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFDDVRDSAPPRLEAYNLGEFAPDTDVAD
>MCE8419562.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB28
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVFSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAMREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MCE8419563.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB28
MAPFAALRSGRFLPPPLALMLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAG
LWASLFHAVSAFNNAGFALYPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVW
STASFAALEWHNPATLGQFDRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFI
MLLLATYSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGD
LDTGGRAVLMLVMFLGRVGPLTLGFLLAVRHPRRVSYPAGTVYLG
>MCE8419564.1 hypothetical protein LZ190_12690 [Rhodovulum sulfidophilum]AB28
MDEIANHKRAGDTRIRFESISPRLPGLAQRQRGSPPPFVDMTWLVAERNLASLFARHCATGIPDEPPTDDRARDARR
>MCE8419565.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB28
SDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQE
AGNLQTLVARFRLKGPAASVSIRPRTETAPPPSAAEFEPPKRAVNDAGWQDF
>MCE8419566.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRAIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIGWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MCE8419567.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB28
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEIQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MCE8419568.1 hypothetical protein LZ190_12710 [Rhodovulum sulfidophilum]AB28
MRGLFTTLRLLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGAASDETSAPASVPGAEVVTTPLDDPLDAPPGPSAAKPDEAPSRA
N
>MCE8419569.1 elongation factor Tu [Rhodovulum sulfidophilum]AB28
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCE8419570.1 hypothetical protein LZ190_12725 [Rhodovulum sulfidophilum]AB28
MTDMPPTIPILCGKVRRNPKFAPDAISMRLFGPGVTVMTNAKPRRAVRIAKLIARASDIADAQQYRQQVATCRLIFQPRT
>MCE8419571.1 LysE family translocator [Rhodovulum sulfidophilum]AB28
MTVTPGPNNLMLMASGANFGFRRTLPHRMGIVGGMSVMALLVGAGLMALFDAVPVLNLVLKVIFAGYLLWLAVKIATASL
PEERDADSRPMTFLQAATFQWVNPKAWAMCLSAITLYAPDRSLLSVAIVAAAFTLVCFPAISVWAWLRTAVRQWLSNATR
LRVFNITMAALLVASLYPALGLGT
>MCE8419572.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB28
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>MCE8419573.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB28
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MCE8419574.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB28
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>MCE8419575.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB28
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MCE8419576.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB28
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MCE8419577.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB28
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGDAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MCE8419578.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB28
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MCE8419579.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB28
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MCE8419580.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB28
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MCE8419581.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB28
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MCE8419582.1 elongation factor G [Rhodovulum sulfidophilum]AB28
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DEEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MCE8419583.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MCE8419584.1 hypothetical protein LZ190_12800 [Rhodovulum sulfidophilum]AB28
MIEATESALRTALAILGAILLVWLRTDGLAVIARMGITLASAAIGYAAGPEIALWMGTPERLTIVGVTVLGPLALETAAA
TLLWLKRDPRHLAEVFRLWRGGK
>MCE8419585.1 hypothetical protein LZ190_12805 [Rhodovulum sulfidophilum]AB28
MEQGFYHPERGYWQTIGTPSAEIIATYPEGTIDVPLRPGPDHALVDGAWVPVEQDPAERLAAWRASATLSRLELASALIA
AGILTQGEAEDLVAQRMPGALAALVETLPEDARSAVRLRLVGLAGFARADPIWDALLGPELADAVFGRQDGE
>MCE8419586.1 hypothetical protein LZ190_12810 [Rhodovulum sulfidophilum]AB28
MTVTPTEIPGPFPLSGKRFSQTAAEIGEILEDALRGRNNLSDLKDRELAEMLNLFGNRSMQHDTVAAVADVEADLPGRGS
GFFFCDTKTSNTPVARNWHVGFWVRRYRHARGFLIIQTENTGEVWLRSYNSAVYGWGNYVCINRHLSDTLARDDGSTEPG
LLSGAALGAWRDAVCLGHGQRWTDVKADRAAGVTYQNSSKRPILVSIGVGGGTGAGFVYVSADNETFVRTSVIAASGAPS
CASFIVPPGHYYHITNWSGTIWSELV
>MCE8419587.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MVEMLSILARHARDLEWIDFNPAENVEKLKGGSYEPWPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWSHYDG
DAIAVVQGKTGQRLWVACPADLREYLDALPRTGRFILAKNLTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLA
EAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQAQDRRGRK
>MCE8419588.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB28
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLVDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSSLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGTIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RVVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSDAS
>MCE8419589.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CMRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEETPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MCE8419590.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB28
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MCE8419591.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB28
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGLHNALARMFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDVERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MCE8419592.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB28
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMSDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLDGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MCE8419593.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB28
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEAGQPGTPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MCE8419594.1 purine permease [Rhodovulum sulfidophilum]AB28
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVSAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAMLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MCE8419595.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB28
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MCE8419596.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB28
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MCE8419597.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB28
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWSAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MCE8419598.1 proteasome-type protease [Rhodovulum sulfidophilum]AB28
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGDRDPSLFEV
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>MCE8419599.1 hypothetical protein LZ190_12880 [Rhodovulum sulfidophilum]AB28
MTIAAATGHGVAIRVKTGAFPPIFKARSSVLGDFLPSETFTLFQGQWVSLSVSRTAAKEST
>MCE8419600.1 hypothetical protein LZ190_12885 [Rhodovulum sulfidophilum]AB28
MTSKHPQKGKAWPSAYRRASAALSFTRRVAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDAV
PVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGSLSADGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVFA
GAPDLSPPARPDVDAAPEGDTLAQLRPPRRPLAAVDPKRPRPRPAAIGNSAAPTGPVAAATADLVVAASDRPRSRPASAA
MVSSAPDLAGLRPVSRPLVLSEAEPDALRPSARPPARAGAASAASLVPSESAGRSMATVPVVPPAPEAAETAPGLRASLR
PQTRPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGGRDALI
VQQALAGNIPDFLRELTPVRVSGRLPGGHRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDAI
YGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQPL
STVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MCE8419601.1 CreA family protein [Rhodovulum sulfidophilum]AB28
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCNVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MCE8419602.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MVHRWAQERVRPMAAAIDRDNAFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEEIARASASVSLSYGAHSNLC
VNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKYWITNGPDADTLVVYAKTDP
EAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVLMSGLDYERVVLAGIGTGIM
AACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVAQSCDRGRVTRQDAAACVLYASEEAMKQAHQA
VQAIGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>MCE8419603.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRLPLILAAALAVATPAMAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MCE8419604.1 outer membrane beta-barrel protein [Rhodovulum sulfidophilum]AB28
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGAESHVGDNARPTLTFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNSSSVTPFLGAGLNYTTFWDTDSALGDVDIDDSWGLALHAGLDYAIDERHS
IRTDVRWIDIDSDVKLNGGKIGTAHIDPWVFGVSYIWKF
>MCE8419605.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB28
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALVLARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MCE8419606.1 ATP-grasp domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MFRKILIANRGEIACRIIATARRMGIRTVAVHSTADARAAHVAMADEAVAIGQPAPADSYLCADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMERAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQVFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTRVAGTVTNLAFLGRLARHPGFVRGEVDTGL
>MCE8419607.1 carbamoyltransferase HypF, partial [Rhodovulum sulfidophilum]AB28
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAITASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSICPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAAGAVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVTGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLV
MTSGNLSGAPQAVGNDEARAMLGDLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRWLAD
>MCE8419608.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB28
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDLARPAYAGRSWHARTVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIGASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKGGLLSLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALAGGGVMARVVGRLLDLARTQIFMEDLLRGLDPAAEFMRSVPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MCE8419609.1 HupU protein [Rhodovulum sulfidophilum]AB28
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MCE8419610.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB28
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLTVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>MCE8419611.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB28
MAEFDLLIVDGNLPDGQVGDIGISKDRIAAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGRV
VAETPRADARLDLPGRPTGVRRRHHVN
>MCE8419612.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSPYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MCE8419613.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MCE8419614.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSLWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MCE8419615.1 BMP family protein [Rhodovulum sulfidophilum]AB28
MATTRDGIAIGRRGLLLGGAGAVAGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENTTN
TDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMTKT
GNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKGVL
AIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGIYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQKE
AAIKAGDFIVEINDKEPKSS
>MCE8419616.1 hypothetical protein LZ190_12965 [Rhodovulum sulfidophilum]AB28
MLNRIVIWPDATHGLLKANAYNWQLIEDWPLSVKLRFVLEGRYAYAPGALDAIMDWIKDWSQDGKASWQ
>MCE8419617.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALTDRDLKDLGILRCDIGAIATEASRNA
>MCE8419618.1 hypothetical protein LZ190_12980 [Rhodovulum sulfidophilum]AB28
MSGRAAERLVLGDISGGAGGDRESDLALATSLVLQMDRELGLGCNGDGWLGPSEMQRLTEQEKQRVRAKLGQAMKRAEKL
LTPHIDLLREVAAALIGVRELHGSAMRLLIAGPARAPHLILANL
>MCE8419619.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MSYRVQVVNGFLQQIDRLARTPGVILIGACNQISRLDPAITRPGRFDQTVRMPLPSIADISWILGKVLADKLSESAIDTL
ARAAVGKTLAELDAALRAATADVRRQRLPMSSDLLRRHLGID
>MCE8419620.1 IS3 family transposase [Rhodovulum sulfidophilum]AB28
MGQKRHKPEEIVAKLRQFDVLVSQGRSVAEAVRSIEVTQFTYYRWRKERAIVRHRSEDNGKCGLKTDQVKRLKDLEKENE
RLRKAVSDLTLEKLILREAAFGKLLSPARRRRCIDHTRQKFQVSERFACRVLGQHRSTQRKVPRGRADEAALTADIIALA
TQYGRYGYRRITALLREAGWTVNARRVERIWRREGLKVPRKQPRKGRLWLNDGSCIRLRPERPNHVWSYDFVESRTHDGR
KLRMLNAIDEFTRECLAIRIDRKLNSTAVIDVLTDLFILRAVPGHVRSDNGPEFIAKAVRDWIDAVGAKTAFIEPASPCE
NGYCESFNSKLRDGLLNGEIFYSLAEARVVIQAWRVHYNTARPHSSLGYRPPAPEAIRWPSKRNGSSPQLAPTLAPRPIM
H
>MCE8419621.1 hypothetical protein LZ190_12995 [Rhodovulum sulfidophilum]AB28
MGAATSSHHWGRELTKLGHTVRLMPPMYVKPYVKRGKSDAVDAEAIYEAVTRPTMRFVEIKSEKQQALLSLHRARDFVV
>MCE8419622.1 IS110 family transposase [Rhodovulum sulfidophilum]AB28
MLRSLAAEFGIAIARGVARAIDFAKGIIEGKQSGLPELAQDVLRVLSRQLVDLHNRLGWYEITMRIQARLSRQAQLLQTI
PGVGPVTASAVAAMIGSGRQFRSDRKFAAWLGLTPRNHSSGGKERLRKITKMGDRYLLQLIVVGMTSRVRQVANHPERAD
PWLTKLLQRKPVRLAAVVMANKTARIMWAVLTRDEPYKPHAA
>MCE8419623.1 DUF1284 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTVRLRPHHLLCILTHVGEGYSPAFTANLAVIIGRIGAGEDVVIVDGPDEICAPLLDGSEPHCHRKSVVARDRAAADDIG
ELLALPLEPGTRLSLDEAVIQRFRREFAAGRIRSACGGCDWNPLCSSVAEGGYPGAFL
>MCE8419624.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB28
MTASTTAPAGAALNPLGLQNRPLAWKIGAVILGTVLLAASSYIEVPMFPVPVTLQTFAVALVGALYGWRLGGITISAWLI
EGASGLPVLAGGAAGAHHFVGPTAGYLFAFPVAGMIMGWLAERGWTGQRVGLAFVAMLTANLVCLTVGAAWLTTLVGAEQ
AIVAGVMPFLLGAVLKSALGAMVLKLICGRMTRKGG
>MCE8419625.1 hypothetical protein LZ190_13015 [Rhodovulum sulfidophilum]AB28
MGAVLARRGERLPDWRLTGNAGSFFHNPVVPVAAAARIPDVCGHPAPGGVKLPAGKLLDLCGFRGRRRGGAAFSEINALI
LVNAGGATLRDVDALAARAQDAVRLRFGVDLFQEPSRVGN
>MCE8419626.1 FAD-binding protein [Rhodovulum sulfidophilum]AB28
MRAPPAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRR
LQRVGGGVRVTARAGETWDDIVRWTVGQGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTADWTQRRLAA
AECGFGYRHSRFKEDPGRFLVTGITLYLPAAWRPVLSHEGLSRGGLSGGGPSDRCRAGHGRGAGAARGAVAGLASHGQCG
ILFP
>MCE8419627.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB28
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHTVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPHP
>MCE8419628.1 transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSTDNLEKEGRPPRSAAERIMMALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEK
GQSRFPDTHAALTVEILRSISDVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDG
GLLLVENHCPICAAASFCQGFCRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MCE8419629.1 superoxide dismutase [Rhodovulum sulfidophilum]AB28
MAFDLPALNFAHSALEDRGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTAL
LGLDVWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MCE8419630.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB28
MTYVVTENCIACKYMDCVEVCPVDCFYEGENTLVIHPDECIDCGVCEPECPADAIRPDTEPDSERWVEFNRKYAEIWPVI
TAAGEPPANADEMDGIPNKLQTHFSPEPGQKEAS
>MCE8419631.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB28
MTATAPAKTDQTTHAFREAMASLAATACVVTAADADERVGRTVTATLSLAVDPPSLLVSIAAGARLSSLIRARGGFSFAM
LQADQPTVAEAFAGKVPRDRRFEHGTWEAWPSGHPRLRGAMVAMDCSLAGEIETEDHVLFVGRPQAIDLAETRQPLVWHH
RRFTTVRPL
>MCE8419632.1 hypothetical protein LZ190_13050, partial [Rhodovulum sulfidophilum]AB28
LERLSNKPKHWIWRMFEGVDSFVLIHTGRAFRVSVPQSYCEASRGVKICAEDIFDDLRAVQHSIFCEDLVLKLGDENALS
FCAYEGGDLASRISRLSMNANSYGLKDRKSVERYILSCHILGKPAEVVPEVDSILRGKQHELDRSQRLLNFALEYLENIS
G
>MCE8419633.1 hypothetical protein LZ190_13055 [Rhodovulum sulfidophilum]AB28
MVECNDPLQRCFEGNLFRVNMPRSKVAIEGAVDGDFTGPLPNGELFKLNKSLAQTVNKLEVKVGNKTFPIVDDLGGSNIT
RPEQVGFAISEISTVDDNHGGSSSSENEEILVLQVPPSLLATAPELGDHDVDTASEDVLLWIATAIVTSLELIDESAGLA
GLYAWSEGYVDLQLTGTDSSPVLAELANLIRHNDIRNGLRAVLRGGAGLFKIGMNAAGFIFIAFRQSRKMGIFVAGAAAA
LVRSRANTIIAGIKGALSRSATSVRGIPMAGFVIVGVVDFMEWYADPEARGDWVNLISVLAVDATALTISTLAGGIVATV
AAGIASTTFSASVIGVLTIAGAGIIAGLAVGMAVTALANKIGLSEKVEEGLQALGQGAETAIKYVVEVVERIADFATHAS
PGDGQITGPTDYLMEVDRGIIDYINSRISLSRR
>MCE8419634.1 hypothetical protein LZ190_13060 [Rhodovulum sulfidophilum]AB28
MCEPEAQKAVKAKALRYLPMLPVLLNLLPYSLCVYFEREHLSDLWNVARPAMLGFNAFIAFMFFSSIALYYYLYFSKRAE
AVIVGLLLFSTVPMHLMALGVSVFILKSFAFTAITLLATLFAASNFRKANKAIDDEALHRYAQGVIINDDGRLKYCHGVD
FEDSLLAVKSVGRGRYVMECALAIPMILLMLLVWPVVFTDDNFQNNIPVSTLFWFMFVVFGVMLRGVALSQAWLLYRVLR
LVRSPEWDLK
>MCE8419635.1 hypothetical protein LZ190_13065 [Rhodovulum sulfidophilum]AB28
MRRNQGDHVVATEAKPVRPVGQPISASANSGFKVRRGSEVSLPAIGVTRTWRPSRPFTASANRSKGARGPLDWLPPDQGF
RCQYVLRFRRIAKAYGLAFTAADERDLAALTGRVCGV
>MCE8419636.1 IS66 family insertion sequence element accessory protein TnpB [Rhodovulum sulfidophilum]AB28
MIPSDRVRILVAAKPVDFRKRHDGLAALVQSVLKEDPFAGAVFVFRLKRLDRLKILF
>MCE8419637.1 hypothetical protein LZ190_13085 [Rhodovulum sulfidophilum]AB28
MGYFQFGTLVKYRAKEGAITGRLGDHQESRIQEIFNSRSGFFERASLGGLEIANTLIFETEKQVVVETIVNDFCSCSSIG
EFSLDRGTVLRDQETDPDKKPGAYVTYHLPTLKLALENTLSQSPDVSGCTLLGRKVEYGEKDRSWEIEQQFSYQPDRDAM
AIWLSIAFIKSPNFKHEQEYRLLLIDPSGPGGLADDTRAYVIDESSDIAASIVASGTY
>MCE8419638.1 hypothetical protein LZ190_13090 [Rhodovulum sulfidophilum]AB28
MRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHVALINEVDPLHPVILCAEGRLMDGMHRVVKAIAEGRTHV
PAVRFSTTPAPDFVNVPLDELPYPDEVV
>MCE8419639.1 hypothetical protein LZ190_13095 [Rhodovulum sulfidophilum]AB28
MDDDAKNMGSPPLICCVSNSRNWMGVALRISVDRQKIVLFYEMVFISAVTYSAAAEPMTTANKPSDEECTQVEEKNATGE
DLTPDEGNLLFACFMRNKRYNRDGWQAYQSPPDLYDLQGFRHIPGVLGNSGL
>MCE8419640.1 hypothetical protein LZ190_13100 [Rhodovulum sulfidophilum]AB28
MYLEDIIASLERALVVAAIAATFSIIVCLSISILAKIAGKATEGLPLLCLVAFVFGTLALVTGMITGASRTVAVGQVLPA
ALGLIGAVALYVITKSPSEAPIAATAVIAFSLLLLIGTVLGSYERIRFTAYQDAQRYQPQRLKTQADIEFAINGYRRSRG
LGPINFSP
>MCE8419641.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MNAPYRLPDEFETDRYHLRRVNLDDAQAIFDSYATDAEVTRFLGWTPHQSVAETTAFLKIAAAEWDSGKGFPLVAFDRRQ
PAELVGMFHPHLIGHRVSYGYVLRASAWGKGCASEVMGRLVDHALSHPSIHRAEAFCDVEHPASARVMEKAGMVREGILR
RYFRHPNISDIPRDCFIYSKVH
>MCE8419642.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MKATRQKSRPSFADHVYNTLYGRISNGDYPPDEKLPSETTLAAEIGVSRPVLRDALERLRAEGLIVSRQGAGNFVRAHQS
RTLGYGRIETIADIQRCYEFRLTIEPQAARFAAERRNDEALANLSNALDLMRAATGSMLHREDADFTFHIAVAHAANNTF
FEATLRALHEQISAGMKMHGQSLLREGGAGLERVLHEHQSIFDAILASDGEVAANRMTAHVRHSQERLFGGASIDLRMPA
KK
>MCE8419643.1 hypothetical protein LZ190_13120 [Rhodovulum sulfidophilum]AB28
MTPPRLLIVADDLTGALDSAGEAASLGIGTRVFLSPAALAAARECTLPPVVAVTTGSRDGTVAAAAAAMHNVCACLSWLR
PERVMKKVDSRLKGHVAVECAILADALHRRQIIAAPALPDMGRVQRHGRLTGAGIETPLDIAARFSGLSPHVPDITDAAQ
MKEAAELDGLPVGARSLAAALVAQLWPDATRQGTPPLPGPAVLAIGSRDPITLAQVERLDLPLYLAPDGRLPLDPPRPPC
VMQMVSGGMDRSAAEAGADFAEGLTKMIMRDPVGTLIACGGETAAAILARLGVDRAEVFGLALPGIAVVRAALPGSRVLT
IVTKSGGFGAADMLAQLVNLVDNRPTPTEVRKYRTRE
>MCE8419644.1 exo-alpha-sialidase [Rhodovulum sulfidophilum]AB28
MTEVMADTAFPATDLPTPRVQNHASFLHELPDGTVLCAWFGGTIEGKSDISILMSRFDGRNWSNPVQLSDDPARSEQNPV
LFTAPDGRLWLIYTAQPGGRQNEAEVRFRISDDGGQSWTEPCALWSQKGIFVRQPVIVADDGAWLLPGFRCRVEEGVAWT
GENDDSVVMVSHDEGVSWKVYEVPGSLGCVHMNIVPLADGGIAAFYRSRWADHIWRSHSADGVRWSAPEPAGLPNNNSSI
QAVRLDDGRIAMVYNHSSREDAEGRRVSLYDEIEEDGAAPAARPGRAFWGAPRAPLSLALSADGGQSWPDRIDLAFSDGY
CLSNNSADQVNRELSYPSILQDRNGRVHVTWTHFRQSIRHMIVPLDEQHG
>MCE8419645.1 TRAP transporter fused permease subunit [Rhodovulum sulfidophilum]AB28
MRKISNFDTWWRALRAVLSVFYVAFLVAQFFHPASPLAAASFHVFMATALVFAWTPLAWEGRARYAARIIDIAGVALSLM
VVALYAGEIFRLERRFEMIDPVLPVDILLHVLGLALIFEAVRRSVGWSLLAVVLIFLAYAYLGPWFPGLMQFPGFSLPTQ
AELIGMKTDGIFGVTASAAINFVFYFVLFGSVFTITGGGQLFIDLAMRATARLKGGAAKMSLVGSALFGMVSGSAIANTT
STGVLTIPIMTRSGYSKEQAAATEAIASTGGQLMPPIMGVAAFVMADMLGIPYITIAAAALIPAAAFYFALYIIVDLRAR
KSGVGDVAPELLEIPPVIPRLHLLAAPVAMIATLIAGYSAPYAALVGTAIALVAPVLRRSTRYNLSQLFETVLDTARQMA
WISAPLAAVGVVMVVATQSNLALKFVSLLSDMGTDNLYLSLLLAIFGCIIMGMGLPTVAAYIIGSLVFVPALMDLGVDRL
AANLFVLYYCVLSMVTPPVALCSYAAAGIAKSDANRTGLVAFGYSLVIFLVPFGFIKDPAVLWQGSAFQIATGAAGMLLA
TFCWAVFLIGWLRGNLSLPERGGFALASLVLVITPTLTAGWVISVTLTCLLLVWRFALRPRLVTA
>MCE8419646.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB28
MRHIRTFATATTLAVLPLAAFAAPVDLRLITMEPGGSWYSYGSTFSEIIQGSEGENELNVEVLPRGGGMTNPVAVSQGAA
DLGFVSASAAIWARDGIGEEFEGREANNAHAIVGGLQLAYTTIAVRRDYVEKSGLTTFDEMVASDNPPRFVLKPAGSQVP
ILANYMFEALGSSLEDMRDRGAITQISTAQIAQMLRDGTADVYIENAPVGQATMSEVTLTTPMVFVPASDTVLDHMSELG
APAANMPEGSYPGQEGAYRTSMTPTILIANADMDEEVAYQLTRALVEQREKIAEAFPALAGWDPEKGAQPDQAVIELHPG
AARYYRERGWIE
>MCE8419647.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB28
MLDQPLEILQPGCVRNGAGQAVRAASWLRDRGLTRPVVIADAFNATRLNVLGLDGAACVSVRPEPDLFDLNQAVTAARAA
RPDVVIGFGGGSAMDVAKLVAVLQDPVTTFDDISGPGRAGPRRAALMQIPTPAGTGSEAGTRALITEPGTLRKIATESLH
MLADMVILDPGLTVSLPGPVTAATGVDALAHCVEAFTSRRAHPVIDHYALEGIRLIGRFLPRALADGDDLEARAALLLAS
FYGGVCLGPVNTTAGHAVAYPLGTRHHLPHGLANALIFPHVLAANQGACPDKTALVAAALDLEQGRPLLQAAHDFCAGLG
LQMRLRDHGVPEDDLPEMAAEAHAIRRLLDWNPRDLSREDILALYRAAY
>MCE8419648.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB28
MTSAEPRRAYVATVTCFNDDETLNLDQSRAQVRRQVEAGNDILCAGTNGDFTALLFDEKLSLIEAVLAEAAGRARVMVNV
GAPSTFETVRLARAAADLGVDCVSVITPYFIACTQEGLRRHFEMVADAVDVPVYLYDIPARTQNHIEPDTALTLARHGNI
CGIKDSGGSQKTLEEYLEVSRQVEGFGVWSGPDQLVLWALKNGAAGAISGLGNVAPHLLAGIVRAFNAGDMEAAEAAQAR
FGALRTDLYALGYPPAVAKRALYLTDPGVGASRQPALMPDAAQDAAIRDILDRHDLAATV
>MCE8419649.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB28
MTNPLIAITMGDPSGVGAEVTLRAAADLPADQRAGLIVIGDRAVLERARDALGLALELGDGPGGLRLRHVPVEGLPDRFG
VLSPSCGEASFQYIRTAVDMAQAGEVSCIVTAPINKEALNAAGHHYDGHTGLLAHLTESRGSWMLLASERLNVIHVSTHV
ALKDAITRATPERILETIRTGHSHLKRMGIEAPRIAVAGINPHCGESGLFGTEDDAQVAPAVAAAQAEGIDVQGPISADT
VYHRAYQGAFDLVVAQYHDQGHIPIKLVAFDTAVNVSLGLPIDRASVDHGTAFDIAGTGKANHVNMLSALSYARNLAQAK
RHA
>MCE8419650.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MPEPRHAIVTGASSGIGLAICNRLLADGRKVTGLSRRAPEATLGAAFTHRPVDLLDEDAVAAALPDLPAPDALIHAAGVL
RVGDHASMSRAEGSQMWRLHVDCAAQLIQHFAPRMPQNGRIVLIGSRVATGAKGKALYAASKAAVTGLARSIAAELAPKG
ITVNIVAPAATDTPMLRDPARQGVGPAYPPIGRFVLPEEVAGTAAFLLSDAAASITGQTLVICGGASL
>MCE8419651.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MVVMSPQLTDMGTASGPLRALGAVVALGSALMSALAHIFIRKLSQTEPTTAIVFWFIITSALLSLLIIPYGWVLPAPVTL
ALLIGIGVIGGLGQICLTAAYSHADASVVAPFEYSSMIFAIAIGWSFFGEIPSRTVLSGAARDPGRRADQLERTQAERDA
QDDCGRLGDR
>MCE8419652.1 IS5 family transposase [Rhodovulum sulfidophilum]AB28
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPAAYGPHKTLYNRWKRWSDKGIFAKMMAGL
VAEHGEKQTVMIEVSRRTPCVRVSLRKYLKAHRTASSLGVKKGGRGRLIGRTKGFEGLRNGPGDRFARKQNTKLHAICDS
QGRPLNLFVTAGQVSDYIGARALCDSLPNVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRRYKRRNRI
EIMFGRLKDWRRVATRYDRCPKVFLSAIALAAIVIYWL
>MCE8419653.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
NRRVFLTPFWDEIFTQDTERKQSQTEAEATFAVMFETYIALGYEITELPRADTARRAEFIAAHLGSGLITSK
>MCE8419654.1 cobaltochelatase subunit CobN, partial [Rhodovulum sulfidophilum]AB28
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAIAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPEPDCAPTDAPRVVLTFYRAYVTAADLGPIEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLARAGLPGAPAEDLTGDLAEILGRETLSWPLAEYEAALAALPAPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGAPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARQ
>MCE8419655.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB28
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWGPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MCE8419656.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSAPEPPAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MCE8419657.1 FAD-dependent tricarballylate dehydrogenase TcuA [Rhodovulum sulfidophilum]AB28
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGS
YPETEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRTAGQLGVR
IASGRIEALPPDWAEDRPLRLTVQTADGPRRLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AEATARLPPLLYPPLTAENPADLARLCGIEPGGLVATLEALAAHLDRGTSLEPPRSRPEGVPFAPPLRPPLAAIPLLPGL
TFTRHGVAVDATARVRLAEGGSAHRVFAAGASMAGALLGQGYLSGTALAIGGVFGRIAGAGAASLADHGVGQAGPATDKL
RQASAVPALQPAPPQPAAPAPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHY
DCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLIGLPLMALLAIPPERLFAAGAAPGAFYEVIPHALMAG
GAGLAFGGAALVLAIRLWRFWRQTAGPAAQPGIRPLARGLGAALRLTNLGEARGCDGPRGPTGPARRIFHHLLAGGFVLT
GLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLAL
LALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGARR
>MCE8419658.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPNIVFTDPVGAVQAEADRLTAGGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLD
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPETDGRIAAE
>MCE8419659.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB28
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MCE8419660.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB28
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASAMQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>MCE8419661.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB28
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MCE8419662.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB28
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFVTAMADRKQA
>MCE8419663.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB28
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MCE8419664.1 hypothetical protein LZ190_13225 [Rhodovulum sulfidophilum]AB28
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MCE8419665.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB28
MEPEWLELKELSPYEQTVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMGDVDVALRRSFDRVFGPLPPEAS
>MCE8419666.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB28
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MCE8419667.1 DinB family protein [Rhodovulum sulfidophilum]AB28
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MCE8419668.1 oxidoreductase [Rhodovulum sulfidophilum]AB28
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MCE8419669.1 universal stress protein [Rhodovulum sulfidophilum]AB28
MFKKILVPIDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MCE8419670.1 BCCT family transporter [Rhodovulum sulfidophilum]AB28
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MCE8419671.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB28
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALERSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MCE8419672.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB28
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLDRKRVV
>MCE8419673.1 transposase, partial [Rhodovulum sulfidophilum]AB28
ARVVIEAWRVHYNTARPHSSLGYRPPAPEAVQWLSRNGGSPPLQASTLAPRPVMH
>MCE8419674.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MAYSSGKLTKNLVRTLGPGRHGDGNGLYLVVDLSGARRWIVRVTVKGQRNRQGQPNRTDFGLGGADIITLTVARERALEY
RRLAKQGLNPKYHCDKEVPCFEEVARQVHIERLPTWKNPKHGQQWINTLADYAFPKIGRLPVSEIDQPEVLQVLSPIWTV
KHETARRVAQGMKAVLDVARSRGFREGENPVTVVMDARVLPRVKAKVKHHNAMPWRDVPAFYTQLSEQNGMAAKALTFTC
LTGCRTSEVLKAVWDEFDLTELIWTIPEDRTKTGVEHRVPLTDEMLGIIEPLRALRSKCVFEGQRRRQPLSNMSMLMLLR
RMEIEHVTVHGFRSALRDWAAEVGNYPREVAELSLGHKVGSEVERAYARSDLLEKRRALMSAWSKYVAGKACRCWSAPIW
WSGFNLSA
>MCE8419675.1 hypothetical protein LZ190_13295 [Rhodovulum sulfidophilum]AB28
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESQADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MCE8419676.1 cold-shock protein [Rhodovulum sulfidophilum]AB28
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MCE8419677.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB28
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGRDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MCE8419678.1 hypothetical protein LZ190_13310 [Rhodovulum sulfidophilum]AB28
MPAADCDPDSFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDIARACPVAPGIAA
SPRRPDVTGENA
>MCE8419679.1 hypothetical protein LZ190_13315 [Rhodovulum sulfidophilum]AB28
MNRFIAIAGLRIPGTSLWMAAMLAVGMVASLAFPVLAQDGTGTVPENAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGGCVLGR
>MCE8419680.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB28
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPGILTQFDVWTWDAEADPTEAVPVFRV
>MCE8419681.1 hypothetical protein LZ190_13325 [Rhodovulum sulfidophilum]AB28
MTTSIKTTAVFLRPFRLPSFNETLPEGEYEIETELPQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRRHAGPDGRRPAREAGNTGPGAEGRHAGIGK
>MCE8419682.1 hypothetical protein LZ190_13330 [Rhodovulum sulfidophilum]AB28
MIDAPIDLDGHRSAAGQHDAEMRRRPVNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MCE8419683.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB28
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTAMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MCE8419684.1 response regulator [Rhodovulum sulfidophilum]AB28
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MCE8419685.1 hypothetical protein LZ190_13345 [Rhodovulum sulfidophilum]AB28
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQVGSPPPRQGAGGLPELSCLLG
VHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRPGPDAIAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAAREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MCE8419686.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]AB28
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGLAEPMHFSA
ADFEYDGKAADLVPSDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVIDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MCE8419687.1 hypothetical protein LZ190_13355 [Rhodovulum sulfidophilum]AB28
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MCE8419688.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB28
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MCE8419689.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB28
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAASWAA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDLALLHWLLPPLGVAAMLVAAMLGQAARRDHRRVPLPVVEPVPDPVTA
PAGPLPQAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MCE8419690.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLASASTMGKVALPELQRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEDLKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVSMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>MCE8419691.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLLSLALLALAAAATLAEDATAARGRG
NA
>MCE8419692.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MGPERSAGRPTGKLAGKLVGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEVHAPDDLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEGFR
TALAPVVERWIEDAERRGIDGAALVARARAAIAAHESR
>MCE8419693.1 malate synthase G [Rhodovulum sulfidophilum]AB28
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPA
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
APDGTSCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKAEGARNSVAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLIFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>MCE8419694.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB28
MEGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
VVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEGEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MCE8419695.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB28
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDTDDITTREQV
FAAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MCE8419696.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB28
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MCE8419697.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB28
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVIDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGAE
>MCE8419698.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB28
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPTRPGLMVSPADGIVSLLEP
AVPPAELGLGDAQMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MCE8419699.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MCE8419700.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQNLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>MCE8419701.1 hypothetical protein LZ190_13430 [Rhodovulum sulfidophilum]AB28
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MCE8419702.1 hypothetical protein LZ190_13435 [Rhodovulum sulfidophilum]AB28
MAETQWPREIWAAQSDPDDANGRHVFSVHATIPRFEGDSERDCAFHRYVDGDIVDSADRYRREMLTALRARAETAEAERD
RLRAEPERLREVEAEYRIITETTPDTLTRSFGRFHAEVTPAEARLIIRDDCKDMIRLFGRDLVRSALLGGSWTPDIERAL
RWGLELIEAELGEDLRYRAGVMAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRA
SDAFPKPVEDPADKAFRDAVAELVDCAMKEGKPDA
>MCE8419703.1 hypothetical protein LZ190_13440 [Rhodovulum sulfidophilum]AB28
MICDIRDVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNAPAEARPDERTAWPDLPEDTRRAIMWRLLDEGAALFSACW
RAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRA
PPGPDRWKIRSRTFEGLAAAAADQWGGQAGKEAA
>MCE8419704.1 hypothetical protein LZ190_13445 [Rhodovulum sulfidophilum]AB28
MWRLFGQCTEGDGTALQPLGAGEGGAGQQRLAVPRVRLGGNAGSLGLDTGDGSLGREPVGDLRGDGEDRCHQRLAFAIRA
SISPPPAEPMNRPSSASRQVPKP
>MCE8419705.1 hypothetical protein LZ190_13450 [Rhodovulum sulfidophilum]AB28
MPEQIDSTSDGRTTNNAVRHKYRALTDAEKTQMQDIKDMGAVFIAKLHEIGGTDPEGDRFGSRDLSLANTHAEDAVMRAC
RHITA
>MCE8419706.1 hypothetical protein LZ190_13455 [Rhodovulum sulfidophilum]AB28
MKTILTTAALALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAATGEGDGSG
EGEGGESSDT
>MCE8419707.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MTSNSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFEALSSSRP
>MCE8419708.1 hypothetical protein LZ190_13465 [Rhodovulum sulfidophilum]AB28
MCDIREFIQTLGGCRAVAERVGAKYTTMHSHLAAGLFPAKYYDALCALALEAGCEPPSRRLFSFVRIPEANRSNEINALS
DREPTGADDQLKWGST
>MCE8419709.1 hypothetical protein LZ190_13470 [Rhodovulum sulfidophilum]AB28
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCE8419710.1 hypothetical protein LZ190_13475 [Rhodovulum sulfidophilum]AB28
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCE8419711.1 hypothetical protein LZ190_13480 [Rhodovulum sulfidophilum]AB28
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>MCE8419712.1 hypothetical protein LZ190_13485 [Rhodovulum sulfidophilum]AB28
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGRA
>MCE8419713.1 hypothetical protein LZ190_13490 [Rhodovulum sulfidophilum]AB28
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTRELETDPAELARRKAAREKEARERIRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHEGESLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MCE8419714.1 phage/plasmid primase, P4 family [Rhodovulum sulfidophilum]AB28
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPGDPGSAPGDGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCI
HFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAER
AEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFS
TIAAEGMSPVAELHVQPEHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYG
GGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMI
RALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEG
GLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHP
HTGKSFIPAKRGATGYRGIRFTDEFAARMADRRDHGGAGAPVDEPF
>MCE8419715.1 hypothetical protein LZ190_13500 [Rhodovulum sulfidophilum]AB28
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDVSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPIPRR
NRKGVIVHDAVRFTPCVWDPTPARIAAARRAWLDWWGYLLEVQAALKGADMTRIEVTRDMPPMRPWG
>MCE8419716.1 hypothetical protein LZ190_13510 [Rhodovulum sulfidophilum]AB28
MIGPVTSPSLAQFFKQHAEQHEAARATFCENIKKLGGGSAEELGLTPFQAPAEFMAMMAKSDAEAAWIESAEGKAWQAEQ
RAKQDAQPVELAVYKGGEMVGFMAGGFTAQSSITGFLPRDWDSMSIDDLSQVFRSHGLKVVTAKDGLSMNHGQAADIMNL
L
>MCE8419717.1 hypothetical protein LZ190_13515 [Rhodovulum sulfidophilum]AB28
MEDFAIHYCAVRFRRNAAFFSLMGLKHAMRGEIGAAVFLKLPRTLRGYCDTRRAAPETFFLTFL
>MCE8419718.1 hypothetical protein LZ190_13520, partial [Rhodovulum sulfidophilum]AB28
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIG
>MCE8419719.1 DNA-processing protein DprA, partial [Rhodovulum sulfidophilum]AB28
MVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARK
LGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLTRRPIVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGID
RAAHIAAIETGTVAVQAGGIDVPYPVENSGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSG
SLITARAALDQGREVLAVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPQPAAAAPARPPPRMTEVPETPAEAR
RAAPPD
>MCE8419720.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB28
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MCE8419721.1 threonine synthase [Rhodovulum sulfidophilum]AB28
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRITIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLREMFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MCE8419722.1 insulinase family protein [Rhodovulum sulfidophilum]AB28
MSVELHRLPNGFRIVTERMPGLKSASIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEIARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MCE8419723.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MCE8419724.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPTPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLEGMAGEF
EASRPGSSSLEVSLRTLPSRPTVVVLEPLSD
>MCE8419725.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MCE8419726.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MCE8419727.1 hypothetical protein LZ190_13565 [Rhodovulum sulfidophilum]AB28
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVRQHGGEAGSGKKK
>MCE8419728.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB28
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MCE8419729.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB28
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILQLPGAANLVVFGAVTGIH
LREDCLVEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>MCE8419730.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELSPGAWAGITGAVTRA
RPD
>MCE8419731.1 CVNH domain-containing protein [Rhodovulum sulfidophilum]AB28
MAATCLTADGMPNDTSIAMPGIGNDNGSLVMEGSSASFRKSCGRIMLHPSIAGVELTASCRKTDGSFEDASISIDGIRNE
NGTLSDRDRVRISKAGSPGAARFS
>MCE8419732.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB28
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKLEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MCE8419733.1 aspartate kinase [Rhodovulum sulfidophilum]AB28
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MCE8419734.1 DUF1178 family protein [Rhodovulum sulfidophilum]AB28
MIRYALTCADGHRFESWFQSASAFDTLLKGGHVSCSLCGSRDVSKALMAPSVATDRPEGSGAPAPDEGSENAAAPAGRPL
STPTGPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MCE8419735.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB28
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDTEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MCE8419736.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB28
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPRLDDVHLAFAGIRAGRFQLTVSGLGLFGSDR
PHNLHAALAESAPLRHLQAKLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MCE8419737.1 hypothetical protein LZ190_13615 [Rhodovulum sulfidophilum]AB28
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MCE8419738.1 threonine dehydratase [Rhodovulum sulfidophilum]AB28
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSTTHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>MCE8419739.1 hypothetical protein LZ190_13625, partial [Rhodovulum sulfidophilum]AB28
QRMPALARRLTGAIAYLSAQDPASRDRFATLGLAPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGE
EAPILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGPERPVLLADTMGEMALWYALAGVSFI
GGSLVDKGGHTPFEPAAAGSAILHGPHVANFAAVYGALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLGGLR
AEAPGPDTLIDALEGLMGAPAPTPPAEKEPGNG
>MCE8419740.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB28
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MCE8419741.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MLIRNEVGSDATMIRRIVTEAMQLLPQATGTEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSTCKGAALVGDPGYYARFGFRSYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MCE8419742.1 YjhX family toxin [Rhodovulum sulfidophilum]AB28
MNISRSEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRSGSAYRISKRGRLSVRA
QLDNQGA
>MCE8419743.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB28
MAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLAGGGMSSLIARHLGAGSRPEAGAVFAGAHGLAL
AISAVLIAGALAVGPATVLALAAGNAAMAEAAQSYLLILILGAPIQFGLGLHADALRNEGRAGQIAMLSVLVNLLNIGTN
YVAIMLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWLSGWGRILSLGLPLCLNFIGMALVAGMVLL
LIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMDRAGRALRLAMGSAFLWCLGVALTGAFAGA
PLGGLFSEDPAIAKAVAAILRPMTALYAITGPVLVLALHVQAMGYPLRTAALTLIKPWLLTPALLVVMNALWGIEGLWFA
FPVADAILLVLALTLVLRPRPIAPVPAPCL
>MCE8419744.1 hypothetical protein LZ190_13650 [Rhodovulum sulfidophilum]AB28
MTQPSLETVKTQAKALRQALQAQGTAISHAQALELIARQHGARDWNTLHARLGQRNAPPELALGTKVTGHYLGQAYSGVI
VALSGPSRNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVNIAPS
>MCE8419745.1 hypothetical protein LZ190_13655 [Rhodovulum sulfidophilum]AB28
MARPTARPFLMVRQGKNNRLGPEAFGTPAANTGIFQSSKPMGRAARKARRPLDHFEPIDRQVIRLSVEAKRLLADKGHDA
DRIRKA
>MCE8419746.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB28
MILYAVTAILFLLIDAVMLTLVMEPLFTRHIGTAMRDGLMITPASLFYLAYVAGLVFLVSAPALRDRAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMILLRLRG
>MCE8419747.1 hypothetical protein LZ190_13665 [Rhodovulum sulfidophilum]AB28
MSTTSSPDPFNALVEALDLPPVKDGPLNGARFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAESLPLLEAVARVLLNSRTCPATAPRRLLVLSDAVELALPAVQQQLRAALDEIARRTGLVAEPIRF
AEFIGEDAALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLARSERLFQQINAALPP
GTIICFPTTPTAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTAEGCPVGMSFAAGHYQDETLLVALSEM
LGPQGS
>MCE8419748.1 hypothetical protein LZ190_13675 [Rhodovulum sulfidophilum]AB28
MTPEERQHLYLLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDGLFSFSDYPAGSRNMLWMY
FADDRLSRRVQDWPRQAPQIIASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMADRGPVAF
DHTTLIVDQDRHLRLVYYAAVERGEAGRKPMGGCSIDHTAE
>MCE8419749.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MTVPARRTLGATPLFALLLGGFITIFDLFVVNVALPSIRADLRASLAGIGWVLAGYELAFGVTLIAGGRLGDRHGRRKVF
MLGIAGFTLASVICGLAVTTQSLIVARLLQGATAGIMFPQIYAMLRVLLDAEGRRRAFGLLGMALGLAAIAGQVLGGWIV
TADIADLGWRMIFLINLPVGIIGVLCARKLPETGQADAARIDWAGTLLATIALILLLFPLLEGAHSGWPFWTWGSFIASA
AALTLFVAWERRVKLQGGTPAVDPALFTNRSFAAGSIIVLLVYSTSTSFFLGFALLVQEGLGLSAFAAGTLFAPASVAFI
AASMTAPRMVARFGDRAISGGAGIYLFGTAAVALTALSGADEVWLIPSLILFGFGQGLSMTPLLNFVLGFTAEREAGMAG
GIISTMQQLGGAIGVAMISILFGQILGEAGYARAFAGGLTYNIAALLFSALGISLLIRREAREAREA
>MCE8419750.1 hypothetical protein LZ190_13690 [Rhodovulum sulfidophilum]AB28
MKTMISDPGTSVAIILSGRKGLVAILSHDDQLGRRMKAVRFERLSPTAWPKLGIARSTGLPSSALAFALE
>MCE8419751.1 hypothetical protein LZ190_13695 [Rhodovulum sulfidophilum]AB28
MSKSWMLVLQSRHGPSLEVEADQDLIRGTNSPLNESMVPDRLGWMRFCGPGIADTAPDAHTP
>MCE8419752.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB28
MLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIERRPVTVHRDQHFLARNGALGCIAAPIHDHD
GVLVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILAVSGLEHNPAALVAVTADDLAIGASHSARV
ALGIKGNLAKAPVPASDLLSIPGVESLEEAERAVLARALARTGGNVSAAARILGISRATFHRKLGHRKSGAKRPEAATQD
PAAPCRIPATDAPSLPRDGG
>MCE8419753.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MCE8419754.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB28
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MCE8419755.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIIAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQARIPETAPPAAGMTPLGLDTAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLLDMGYADYGPLGRWLEFGINTHMGQTFGMLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFVGLFVLLGIGGILFPLTGMSLVAMLVLDLAWQRFRAAHAT
>MCE8419756.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB28
AGEAREARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEE
DARAVQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGL
EIMCQPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHH
ALTMSRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MCE8419757.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB28
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MCE8419758.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB28
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAARNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MCE8419759.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB28
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MCE8419760.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB28
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLATRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNTA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MCE8419761.1 peptide deformylase [Rhodovulum sulfidophilum]AB28
MSIRPILIHPDPRLKTVADAVPDISDTLQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRGRSRS
>MCE8419762.1 peptide deformylase [Rhodovulum sulfidophilum]AB28
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MCE8419763.1 peptide deformylase [Rhodovulum sulfidophilum]AB28
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNEPRGAAIRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>MCE8419764.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB28
MRVIFMGTPDFSVPVLDALVAAGHEIACAYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>MCE8419765.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB28
MELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRDRQQERAEIARQAATLVPP
GATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVIGPDTVDFLRRFHVGRAFI
GASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKMGRTDCDLVTSFRPGLTLVTDASLPRELGGAISKGGAQVL
>MCE8419766.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MIAGAAQAQAQNCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPFIEHLEEATGKDVRFFA
VQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDSMEDLAGKRVAHTSPTS
NSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPEEVRIVWESKPFPTTSF
TYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPEGLAAE
>MCE8419767.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVTPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAQDRAADAAAAPRLAT
>MCE8419768.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB28
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVTAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MCE8419769.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB28
MTEQDLTTGPAPLREAFPEDWHRYTPRQQMARYLCLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MCE8419770.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]AB28
MRQSAKVLLPDTADTGGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLSEAAEDVDLVLLDAYGVLNVGETPIPGAAAR
IAALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSATEVTSSREALLETLAGDTRHWGIMLGDEHGSEDLGDLRVSFL
GDDPGTYARVDGFLLIGASGWSEARQSLLARALATRPRPVFCGNPDLVAPREDGLSLEPGYWAHRLADATGQAPVFCGKP
FPSVFNLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>MCE8419771.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB28
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MCE8419772.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPDTPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MCE8419773.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB28
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIEADGLIAEIVEGDARETLPAWDGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MCE8419774.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDSAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVLAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MCE8419775.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB28
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIATGDDPAAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAERVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>MCE8419776.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB28
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>MCE8419777.1 TrmO family methyltransferase [Rhodovulum sulfidophilum]AB28
MRPGELAAGDLGPADGPALRVIGRARTQWGPDDCPKNIGRARERGAPATLEIDPVFAPALRGLSVGQPVIVLYWMDRARR
DLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDTDTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGEPG
>MCE8419778.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB28
MQARFAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MCE8419779.1 transposase, partial [Rhodovulum sulfidophilum]AB28
ARVVIEAWRVHYNTARPHSSLGYRPPAPEAAQWLSRNGGSPPPQASTLAPRPVMH
>MCE8419780.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MNAFAVDRLTGLSAFVRTADLGSFAAAGRVMGVSPSAVGKAVTKLEDQLQVRLIQRTTRKLSLTDEGRIFHERCRRILDD
MEDAYESLQRTRAAPRGKIRVSAPVIAHHLLMPLMPDFTERYPEIEFDLDFSDRVVDLIEEGIDVAIRSGPLPDNRFMVR
RLPPFRLLLCASPKYLEQHGFPKTIGDLASHRGIGFRFPNSGKLFEQTVQNPEQHLDLNLPHVMTCNSLEAVREAVIRGI
GMGCMPDFLARAPLSTKAIVPLLMDDLEVFGQLNLIWPSSRHLSPKVRAFVDFIVEKLFTENE
>MCE8419781.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MNILIITVHPDPTSLTHSLSSVATDQLKLDGHKVRVSDLYAMNWKSAVDHDDFPALSASERLKVGPASKQAYSTGSLTED
VVQEQEKLLWADAVIIAFPLWWFSMPAILKGWVERTLSYGFGYGRGEHTDTHWGDRYGEGLMAGKRAMLCIMIGGWEPHY
GPRGVNGPVDDILFPMNHGVLYYPGFTVLPSFLVYRSDRLDEAGYNIAVERMRDRMKNLFTAEPIPYRMQNGGDHLIPSM
QLRPELNPGITGFAAHLKPTDEENS
>MCE8419782.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MIPNLASSSASAGSSASAGRLPDKIVVASTRPCRPQNVIPHPLRYKELAVGWRVAKNTALLFLSSIWRLCWRGRLTPGWS
CKKHGAARSQPAPGEVLTLHLRQEIVMRVLAVLAALTAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQT
DSALDTLLESAGSLPLGTPAHLVDENPCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIE
TVDFTIGADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDR
IGVETVGAPAAVPDAGGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRRATASVPALSGIPAVADDAILPLPAYSDMDV
VGYPYMLEAWTRAFSEIAMAAVSAPAASR
>MCE8419783.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB28
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYANIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYETFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDELNEVDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPIYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MCE8419784.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB28
MKALVIIDMQIEMQHRIEAGRDCVNADAPIRIATLAGAFRQQGLPVIHVRHRDGNPKSPLHADSVGYSPMPCAEAIEGEA
VFVKQTSSAFASTDLAAHLQNEGITELVVTGAVAGFCVNSTVRSGADLGFNMTVVRDAVIGFDLPAAGQTAQVIFDVTMA
HLEADFALLVDASAVMAE
>MCE8419785.1 DUF2235 domain-containing protein [Rhodovulum sulfidophilum]AB28
MDDLSFPKDDFFDLQQKGPISAVTTSCPLIDLEIAFFFDGTGNNLANVEEGNRVRAEGGVVSQASYANDLSNVAKLYRSY
DSFVPKTAENNTDGAKIRRFSEIFDGIGTTAGQDDSTIGFALGWGRSGVEERVKDAFLVFLRHLNKAKSSGAIKSIKVDV
FGFSRGAAAARHFLNCVKRGHAGHGYGGPFYELQEEDKSKLEIRFLGIFDTVVSWGLVANDSSWGNLRITLPDDIATKIV
HITALDEFRENFPLTEAPDSAETIRMPGAHSDVGGGYPEFYKECVEVKRARSQFDNFNPRPAETGRVFGYSDFTAEDLAI
FNQLVSDGWINKSDHNALTREYETIGSNRYDPYWNRWFLKRKWIKDPGLSHVALHVMFRKAIDAGVPFTALISGRNYDLP
ENDEVLKHLKDRLLSGEIITPAESIQYRRNYVHHSASWTPSGPFFPLQPHEGASRRTVYNNDGSTKES
>MCE8419786.1 hypothetical protein LZ190_13900 [Rhodovulum sulfidophilum]AB28
MKIFAKFASFSLFLFFVAACKAESVTQNFKYNLKTEEGWPVVAFIESPSFGPVFADYEEKAWVQNGGYTDADASLPVRNI
LNSARDTTHVHFKITWYEVVTEKVYSSSLDVDMRDLKLDPITSDFGILIFRISADGMVQAVTYDESYPPSDKPRVAIKLA
ESCGKQDTISDEKKKSNMQFMLRNSEVKGWFSHRLSEMDIPKHCN
>MCE8419787.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MGSEDFWLALEANSPNGEDHSSAAVHEVTLPSVRALDAQFGVWPKKHLPEEISSNLFGENFFSSKEILHAEQSTHTFAIL
DAAKIPDLPDTLANSGLTYLNLFRGTAAQELADVSPYIVKLEIENDFVRKLFTDTGKKTDLWSNEVGIYVRSKDTIENLL
RLFRKFTRVRDEHDNWSYFRFWEPDVAEVHFSYLSRRADLATGWFYTDNENPVGYVIVRRDGRAAKYIPNRPFAGISSSN
FRMEVEEKEALKARRVQASFLKIQSRLATLLPGKTVFEIRDALNRVAERFSQYGFVNTGSIFALCWYELTQGPHFERKLK
VSALKDLEQKQVAEDLRILKLQSALGQ
>MCE8419788.1 hypothetical protein LZ190_13915 [Rhodovulum sulfidophilum]AB28
MSRTLGYCLLLGSYDAWIGFSCLAKSLLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASL
ANRAELKAFALASFEAMAPQDQAAFFRHISEIEVAA
>MCE8419789.1 hypothetical protein LZ190_13920 [Rhodovulum sulfidophilum]AB28
MRMLVQREPEADALPFVLEHLKRHIRISDDDDNAAIETMGLTAAAEIEHAAQIALLHQTIYVTVIEPEDGRYLRLPIGPV
RERPTVATDGHDFTEFGFVPGVRPMICWGHAYHARQPRLLTIEYRAGFGATSTSIPHDLSQALMDQAALHYDGRSPMDAK
SLTASPHMARIAARYRGVAV
>MCE8419790.1 hypothetical protein LZ190_13925 [Rhodovulum sulfidophilum]AB28
MRPSDVDFLFYAMTRVARLGRIEADRAFAKTMADAARDRRFKPSRQQVERMTEVEARFYREGGGA
>MCE8419791.1 hypothetical protein LZ190_13930 [Rhodovulum sulfidophilum]AB28
MTEVELDEILTARWPLVMRRVMADGSDAWLKGFVRSVARHGKRPGWRPSFKQEQIMRRLLAEVGRPPEPELQLIED
>MCE8419792.1 phage terminase family protein [Rhodovulum sulfidophilum]AB28
MHSLLIPEGPNAGKPVSLAPFQRQFIEGAMAPETAAAVLSIGRGNGKSAITAGLALGGLVGVWDRQPRREIVAAARTRDQ
GRIIWDFVSGFAASLPLELQRRLIYRRAPRLEIEFEGDGGGHVLRVIAADGKSALGGAPTMAILDERGHWALDRGDELEH
AILSGLGKRNGRAFLISTSARDDTHSFSRWIDDPVPGSYVQEHRPPPALPADDRDSLLIANPGAPHGIGSSLDWLEGQAR
RSIARGGSTLANFRLYNRNERVSGETLDMLITPDEWLNCETDTLPPREGGVVIGIDLGGSASMTAAAFYWPATGRLEAMG
TFPSAPSLLDRGQSDGVAGRYVEMRERGELTTLGDRTVPVAAWLTEVMSRVEGETVLALTGDRYKYAELGEAIARAGIRA
PVVWRGQGFRDGGEDCERFRRAAFEGRVKARPSLLLRSAFADAVCKRDDANNLKLTKARAPGRIDAASASVLAVAQGARI
SAQPKAKVRFHFL
>MCE8419793.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MSVRRDHHRFSKKVTRTKRWQALRAEILERYRCRSCGCGGRLEVDHIKPVRTHPELSYDPGNLQALCPSCHTRKTRIECG
HPPPRKDRQDWLSMVASIERPTKPKPQIEQE
>MCE8419794.1 phage major capsid protein [Rhodovulum sulfidophilum]AB28
MLESVKIARRQSEIRQSLAELAGKDSPSEDEIRSMDELDREYRQNETRYRAALIAEDTERREAGADLETRSAQDWANLMA
GFELRQVALALDEGRQLDGQTAEIVSELRSAGGFRGIPVPWQALEARAGETVSTDTPSATQLRPIIDRLFPDSVAARMGA
QMLSIESGAVEWPVTTSAVSAGWADGEGSTVAGPTAFTTANRAMKPDHNLGVQMRITRKTLKQSGAALEQAVRRDMSGAM
GMELDRAAFLGTGEGGQPLGVIAGAAAYGIRQTAVNALASWGAFRSAVTRFMTANTAGSPGAVRALIRPELWDFLDGALI
EGTAVSEWDRLVKNIPAGNIAMTHNALAAPSGNPLATASLLTTAAGGVAPIFIGAWGAVDMIRDPFSDAQSGGLRITALA
TMDVTVARPAQLEVLTGLKLGGA
>MCE8419795.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB28
MLLGATLGALELRSEGGTTRLRACFPYGAETELAAGRREIIAPRAFADRIERGEDIHLLAGHSYDRPLASRASGSLTLRD
SDEGVELVAEIDPGTSWARDFLAAHAAGLIRGLSPGFRVQPGGERIERRGADLVRTVTSAAVFEFSAVTRPAYQQAQIEA
RNWQPVGEVIRRVLDRPAACRWR
>MCE8419796.1 phage portal protein [Rhodovulum sulfidophilum]AB28
MFGWIKDRLRPVEERSSGAGYTAQVMAARDSYISGQRGVAELTATVQSCVSLWEGGFAMADVTGTGLLTRQTMARIARSA
ALRGEAVYLIGDEGLVPVTDWDLTTRLGRPRAYRLSLPEAGGGRSLTALAAEVLHLRIGSDALTPWIGTAPLRRASLTGA
MLHAVEAALAETFENAPLGSLIVPLPDTGSEDMATMRSAFQGRRGSTVVVEGVAQATAAGMNPQIGQKPDQLSPDLSKSM
TAETLAAAREGILMAYGVLPSLLNRAATGPVVREAQRQLAIWTLQPVAQLLAEEASEKLGQPVEIDTIRPLQAFDAGGRA
RALSAIIKTLAEAKAAGIPPADVSGAMRMVDWKE
>MCE8419797.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB28
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTQ
>MCE8419798.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB28
MAAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLK
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MCE8419799.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB28
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>MCE8419800.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIADRLIGGGMA
>MCE8419801.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB28
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPTSEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQAMARANGVNLVEGARMLL
ESGGLGGKGGAALRRLIEVIWRWHDDVRAAARSVVPDEAALIDDEAVPLETGRGAPTHVGLAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>MCE8419802.1 hypothetical protein LZ190_13990 [Rhodovulum sulfidophilum]AB28
MSRYRIILSGLPLAVLAACSTPERPETGVPKRITPEMLPQAPEASARACRAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>MCE8419803.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB28
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLLTDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>MCE8419804.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB28
MGRRANLRQAVFSADWVEGYWPASDLRNADEAHLAEIADMEHFLRTMGRKPLPGELGCALSHRRILEWLTRSEFPLILIF
EDDALPADPRSIDVLPELLAPFLDHGRKGAAFLLHLGVKRRQRPRNINRVLAGCGVGFWHRWILRDAGKDHSIWCTHAYV
ISREAARRTVAAETPIRNVADEFARRGQEGLHDHFLYSEPGLFPQAPEARSMIDPSGESRKANRKKRKSWKKPEQPNAMG
KIKIMDRLRRLSSETFHL
>MCE8419805.1 NnrU family protein [Rhodovulum sulfidophilum]AB28
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRRFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALATLRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>MCE8419806.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLARTAQALVDRMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MCE8419807.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSEVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRTLPRPARDAG
>MCE8419808.1 cold-shock protein [Rhodovulum sulfidophilum]AB28
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MCE8419809.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MCE8419810.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MCE8419811.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB28
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MCE8419812.1 galactose mutarotase [Rhodovulum sulfidophilum]AB28
MTSATDTALDTARSDDPATGRRPLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGPAGCSVRNWRIESESTTACRLGLSLPEGTGGLPGPLTLR
ASYSIEDDGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAARTYLPVDAALIPLGSPVPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFPGHHGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MCE8419813.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB28
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLVCGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTVRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFQAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>MCE8419814.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB28
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGKIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVSDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGREGVHEARAVVFEGPEDYHARINDPELGIDEGAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWDLRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MCE8419815.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB28
MTDTPLLICGAAFTEDERARLSTAVSSVWVESPAALEGLAPGLRERLRVVANKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQRKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>MCE8419816.1 sugar kinase [Rhodovulum sulfidophilum]AB28
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGAMTVVVKNGAAPIRLWAEGAE
AEIAPVPVAQVVDSTAAGDSFAAGFLAARATGESPPEAVAQAAALAARVIGQRGALAPDLFADNPFADRAEP
>MCE8419817.1 TIM barrel protein [Rhodovulum sulfidophilum]AB28
MRFSANLGFLWRELELPDAIHAAAAAGFSAVECHWPYDTPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGMPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYGLASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAASAG
>MCE8419818.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB28
MTAAAPFEIFLAALPGLEPLLAEEARAAGFAAPVAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAITLKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFNAEVWATMKAPA
PTLPAGVRFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPTGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLTPAPPVAHGGLKVRLFRTAPLP
>MCE8419819.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB28
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESCPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MCE8419820.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB28
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMTIAWATGGALMLGLWIGAGLAAALTVLVLTVVATLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWA
>MCE8419821.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MCE8419822.1 TagF domain-containing protein [Rhodovulum sulfidophilum]AB28
MTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVPSGDAPEPGLWTAAPPAEEDRPVAQILTDLMGP
IGAV
>MCE8419823.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB28
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
AMPAIATPVLPPETATTPRPTAEVLQR
>MCE8419824.1 nif-specific transcriptional activator NifA, partial [Rhodovulum sulfidophilum]AB28
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGVNP
FAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGA
WRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGDSPAIK
SVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQKKGRF
ELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILL
PPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTSQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACHQGTCL
SAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPP
>MCE8419825.1 hypothetical protein LZ190_14115, partial [Rhodovulum sulfidophilum]AB28
LVITIQRDQAEILRSLARWHAATSDQILSRFGDGFDRFNAFWPGRDRMAIDHRTLFDRDAMQMLIRQIAERTGTEPARRF
VPPPARNATQRIYLMKATTRLLGARAPRINTTIFTLK
>MCE8419826.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MTANVRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLM
ALRRPGALPGVLRLAWQTRRPGPRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHG
PADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPGRYRRDPAPATGPATARELLFVGRLA
AVKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGTRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVP
VVLMEAMAAGLPVVATRIAGIPELVEDGVSGLVVDPGSATALTAAIGAVLADPETAARMGAAGRERVCAGFDARAEALRL
ATLFRDGAAAGEDR
>MCE8419827.1 acyltransferase [Rhodovulum sulfidophilum]AB28
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEINSVIALIRMPLFFFCAGITASFAVHRRPRAFWHKRLLP
MVWVLAIWTLIYVAADQILPMRRDGLPVRFDLLHPQMNLWFIWVLAIFTALAPLLIRLNGLAVIAVFLVLAGLWHVGLLR
YEGALIYQKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLAGAGTVFAGLVLGAALMPATDEILGKAARFAGVAF
GAALAAEIARMGSLSRAFRAIGSRSLEIFLGHQLFIAGAGVMIVALGWPGVATGIVLTPAIVLFAVAGSILLKDAISAAR
MDFIYAPPRSLAHRPTRPSERSPARPQVRAAQG
>MCE8419828.1 acyltransferase [Rhodovulum sulfidophilum]AB28
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLQHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GIRRSRRPKPAAARPGFDPQP
>MCE8419829.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MTPTAIAYLVPEFPSQTHAFFWREIQALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLAAVARLAGRPVR
TLRALAYVLGLSETPWRRRLTLVGLIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARAGFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDTDRFHPPASARPGGEALEVVTVARLNHTKGHVHLLNAMAR
LRAEGVAIRYRMAGNGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMATGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTVGR
>MCE8419830.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB28
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDTSGTKAVE
IVEKPQHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEED
>MCE8419831.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB28
MSLLIFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFVHLSSDYVFDGTGDAPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAAKA
>MCE8419832.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB28
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGRPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPSRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MCE8419833.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB28
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAEFDSPFIWTKS
>MCE8419834.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB28
MQHATCQDRVLVVDLDGTLIRSDMLYESLWGACRADWKAGLAVAAALPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
NWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQICGLLIFALALIATMG
>MCE8419835.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB28
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRFALRSLGGLLHAASLPFIWILARRLGGPRAAVWALAFSVLSPLAISYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGAAALPARRRVLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLVLALVSVPAVLP
MLHHAETTLKDFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLAHYQPSEPERLAAFFDRIDPAETELILGR
QNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVRQIRPPAPPGAEVTPALDRIAA
RGRLIAEARGAWWRAELYERPGPE
>MCE8419836.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB28
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGHYGSDCSGGKITCYDPSGSAGALTEDLRAFDRNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKALKA
>MCE8419837.1 acyltransferase [Rhodovulum sulfidophilum]AB28
MPAEQKRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGHAPGRSQPWGVLLRSRAQRLLLPWLIWCAVYYV
LALYRGTAWLPGTPLEPFSLAIGPAIHLWFLPFAFVCGLVFAALRPVWPSRHLAPDLAGLVLILAAGIVLNRYSDLPAPA
GQWLVSLPMAAAGFLSSVHRGRAEQAAILMGTMAVAGVGIAFGFVDGALQAFVAAPFCLIALLWRGRSNSGLVRAGETAF
GVYLVHPAVFLLLWKLVPALGQTPYGFGLTAFAVSVAIVALLRLWPPARRVL
>MCE8419838.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB28
MKRFLQLVMAFSGAAGLFGGSSAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDEPGAEEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPDTTTEPGSFVASTPSEGSALSPAIVKFASLLGVDPWSLVSSDG
GSGSGSGGKTPPDNGVGGPPPVDGGGGDGDPGDGPDDGPGEGPGGDLGGEPPDQGPDEGQDGSGTSVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVAGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLNAVPGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYDDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVIEGLCFSDGMALDN
VSNMLLSNLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSASERVLIENTLFDHNGWEDGY
DYARSVEQGQPPSMYSHNIYFSAANNDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASGNYSLML
GNVVTSAGYKTVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYNWIGSKS
AAKSGETEANIEGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGALGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>MCE8419839.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB28
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAACRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIAAAALALKHDDRGPDTSGRPGDC
>MCE8419840.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB28
MSIFNEAFALRRQSRALPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVARDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVAAELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MCE8419841.1 type I polyketide synthase, partial [Rhodovulum sulfidophilum]AB28
MISRQASGSEIVIDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDSAQAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIESALTEGGYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPAADRPWLAAVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLADLARSWLTLAETAP
ADLGARIATANWRRARHRHRLCLAAESADALAQGLSDWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIE
RDPTFRTAFNDIADVFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSARAEARDAGTIARAALAAGGATDRARILGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGVVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATAA
>MCE8419842.1 hypothetical protein LZ190_14200 [Rhodovulum sulfidophilum]AB28
MGARFGSAPALSRRPPDRRFRTGPPRCRTGCDRLLWAGLALTQRHGIGCRPEVEDERPKRKLKTCPIGCFHIDITEIRSG
EGQSHLFVTIAKARKTLSSGVTGRPKIWRPRNASEIPSRRCHIALIDQEIGMPLVRMTMAHGTQLANRPQDRRAMAQFPG
SGREGTRVKHQTHIQPIAFAAKTQGFSSASQIEGLNLSVEDAEVGRPHHATKAAPQCPSAQPCSPVATPDD
>MCE8419843.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLTEALAQ
IRTVLAPEGFDPTARHVFRLAMSDFGAALVLPGLMASLRRDTPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKLLLTPQGRSFPI
>MCE8419844.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MPLVFLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLAGTVLVLIGAVVVQWPALSR
>MCE8419845.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB28
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDCIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MCE8419846.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MPIPSLATRLGLPSALAALIFGAAALAEADTAASIPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>MCE8419847.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MITVTELSKTYGNKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDSYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MCE8419848.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB28
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>MCE8419849.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB28
MPLSPATPSLARRAALPTAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPASAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLQQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MCE8419850.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDVAAALPWLAALLAGALTCLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSEQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPVLLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRVAVLEAGRIVEQGPPEALAQRGGPY
ARLLCLREAAQAWRMDSPE
>MCE8419851.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGAGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPAPGEGVTPDGNRLCFEAVGYAYEDGTETLSGIELTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRSDATREEVTAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>MCE8419852.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRRTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MCE8419853.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB28
MQIRLSSRAALMASALVAPVCIAPGTALAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDTDGPLIGGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTNPDFTEPDFDYDFAS
LNGRLKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNTSKYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQY
SEADYDFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALF
GEATWRFASDWALTGGLRLQQDRIEIEGKTSYVVDERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNF
HGKEYYEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADY
QASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVD
GYALANMRLSYRPRDGVEYFAYVNNVFDNRAELSVSRTDAAEIAEPRELGLGLRVTF
>MCE8419854.1 nitronate monooxygenase [Rhodovulum sulfidophilum]AB28
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDVEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVASLHDAGITLLATATNLEEARL
IAGAGLDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPAAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>MCE8419855.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB28
MAGGSRGSGAYRGLLGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERA
>MCE8419856.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB28
RAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRRAGRFPPAPKGLGASRY
SFTLPLRFEWKG
>MCE8419857.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB28
MTPEKLAYMANQIAIAFARLPAEEAEAAIAEHIDQFWDPRMRARLLVLAETPGADLSDRVRGAAALIRRPATA
>MCE8419858.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB28
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAAIRPLPVLPPGGLRLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MCE8419859.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB28
MKDFILPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFAPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAIAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MCE8419860.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB28
MSLTLYLPRDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIGGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPEILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MCE8419861.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB28
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDDIGHVPMTAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGIEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MCE8419862.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVASARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MCE8419863.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB28
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTQLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAAPRREARG
>MCE8419864.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MTARSPESARLPLAAGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLGSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MCE8419865.1 HpcH/HpaI aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB28
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPGASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MCE8419866.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB28
MMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASDKP
SLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCLRL
QAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDGTW
AVELNRSALPAIKVNEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGTED
VAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEAKA
AGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MCE8419867.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB28
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MCE8419868.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MCE8419869.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB28
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MCE8419870.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB28
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MCE8419871.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB28
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLDRLDDDGVRAAARDALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MCE8419872.1 homocitrate synthase [Rhodovulum sulfidophilum]AB28
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLASILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MCE8419873.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB28
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEGGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARKFDANAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MCE8419874.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB28
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MCE8419875.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB28
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGSGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MCE8419876.1 S49 family peptidase [Rhodovulum sulfidophilum]AB28
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKSED
VARLMQLQEPIHAAFKDHVRERRGARLASDRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>MCE8419877.1 hypothetical protein LZ190_14375 [Rhodovulum sulfidophilum]AB28
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>MCE8419878.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB28
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLSWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MCE8419879.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVLVNNASIFEYDTI
RTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLAKMGLWALTRTAA
QALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDGGQHLGWRTPDVL
GVE
>MCE8419880.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB28
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRMAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MCE8419881.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB28
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MCE8419882.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB28
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MCE8419883.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB28
MRIRVQAAPFDFGAECAAFPTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETIAAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKELGTDGAAWVAARDADEDALARWSDS
>MCE8419884.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB28
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MCE8419885.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MCE8419886.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB28
MPGAEPVRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLVADMLEAQIRRNDPLDPLAGNSLDVDAMLNGLELAQEAEVFVFDTAGNLVGHARGLARTDWPVEEYEG
DSWITVITDALYRAWLGGVSLFGQEEGSDADGDPQRRLTDQVAITLTDGQQVATGVDSSGHTTFSVTAQILRDRQVVGIV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MCE8419887.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPESIRGLIEARHVGLL
RADAVASAPVVLAVDLDTSETERLPPARVTEILGETLPLLRRVDRPYFAAAILQYLIAGPSD
>MCE8419888.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB28
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MSARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWEPSLRALDGRDPAVAAHIAADPRHAPFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MCE8419889.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB28
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MCE8419890.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB28
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>MCE8419891.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB28
MHDRPAAEPPHDARELSYARTFSDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQRFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHTL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MCE8419892.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB28
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPITILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EQTYRSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MCE8419893.1 DUF6473 family protein [Rhodovulum sulfidophilum]AB28
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAN
>MCE8419894.1 FAD-binding protein [Rhodovulum sulfidophilum]AB28
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MCE8419895.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB28
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MCE8419896.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB28
MTQQSPSRTPDKEAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAESGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKTDIDITLF
>MCE8419897.1 CheB methylesterase domain-containing protein [Rhodovulum sulfidophilum]AB28
MRVMIADERTGTRNRIAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTAQNASRKQSDSAMSFQHGRLILLGASTGGVDALVKVLE
IFPPNCPPTLIVQHTSESFSSGLARLLDRNSAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALRCRLREGPLQAGH
RPSVDALFLSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>MCE8419898.1 hypothetical protein LZ190_14480 [Rhodovulum sulfidophilum]AB28
MTRHDLQLVNDGPRLPEIMDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGARELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRTVMGGAEIRDAPHSGGDIDVF
>MCE8419899.1 response regulator [Rhodovulum sulfidophilum]AB28
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MCE8419900.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB28
MNAPSPSMTPRRRSDIVFEERDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRIAALNLNGFAEYDKYLKANIEAESEHF
ISALTTNVTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGVWADQVFEKTGGKRSEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQ
TQQTLWRRLAEQLVPCGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MCE8419901.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB28
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MCE8419902.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB28
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALAGDLPGLQSEEGPMSVAEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
TTMG
>MCE8419903.1 response regulator [Rhodovulum sulfidophilum]AB28
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MCE8419904.1 hypothetical protein LZ190_14510 [Rhodovulum sulfidophilum]AB28
MSRAYVAGTRGIGMESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTF
SVADASPAFSEGLSLLGLHDMILGTAEAQQ
>MCE8419905.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB28
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGVDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSYAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLVGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MCE8419906.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB28
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MCE8419907.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB28
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELRIEVD
LVADMTVYNPFDFFVDETAQDWPFDYPADLAEDLSIYRSPKPAGERMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEVIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGYALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAPTPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDSAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVHPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>MCE8419908.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>MCE8419909.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB28
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>MCE8419910.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB28
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLLALGVLVALPELATWLPQAIFR
>MCE8419911.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB28
MMHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGV
EDAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFK
KPIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPG
AGLSVVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAA
EHPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MCE8419912.1 hypothetical protein LZ190_14550 [Rhodovulum sulfidophilum]AB28
MNEDARWAFINALDDELLKGGATMSEWCAFIVRDCDYTFVGGANLATVITATAAIETYLRAEYAGGNRIRLVDLIDLAPI
QQELRDDIHKLRKYRNTWVHVATPEDDEEVLQNPEAYEVQLEEWAKLAQRTLRRTIYENQWV
>MCE8419913.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB28
MKIWGRDNSTNVRKVLWCAEELGLQYEHVPAGGAFGLVSTPEFRALNPNGLVPCLQEGSLVLWESNAIVRYLARQYGDGE
FAPADARTWAVADKWMDWASFSFAVPFRDLFWNLVRCTQETRDETAMLRGQKQCADLMRVADEALAERPWLSGEILGIGD
IPLGCIAYAWFNMPIERPGLPALESWYDRLSQREAYRKAVMTELT
>MCE8419914.1 hypothetical protein LZ190_14560 [Rhodovulum sulfidophilum]AB28
MKISVAVALMLCAFAAALAAFIWSGPSEIRHYTADELSELTCEELGERHTEVIDAYHDAEIAHYSRTGAFHDDLGIPPED
VVPYAVLLKRFMRDNNISETDLVTRSIPMPLLYSDFYHEVSGACAANPSWRAVEAMRRSALNRGLIGRNEVD
>MCE8419915.1 hypothetical protein LZ190_14565 [Rhodovulum sulfidophilum]AB28
MKQKFGLSLGACCVVIGTMAQADCPAGQEPFTSCQIDDRNTEVLVCFDEQVVTYSYGPVGGTPDLFLSEPIEHIDFEPWS
GLGKAISESVTFYNGDFAYDVGGGFDRPFSEEEMLEPIRRFGWVEVTESGAMAAYLECIPETVSYGFGGGIHDIKVAARQ
IWDSDSLTWISDSIVPPVPPLLSESHLYETIQDCLPASEFSLNGVSVGDPLDTLGKLGSPEMVSDPFGSGELIDRMVLVG
ANIDIFQDKVYGMSTTSPGWGTPSGLRVGLTRGEVIRILGRVPKGYNAMSDRYYIHVCSDVQDAEDEWGMLIEFGQDKRV
DSISFVSPSH
>MCE8419916.1 hypothetical protein LZ190_14570 [Rhodovulum sulfidophilum]AB28
MAIVLALSASQAAADCGRGNILFTFCDIAGKDTVLCVCHDDFTVTYSYGVAGEVPQLYLSEAIATVDYHPWDAPEPTSGS
ITFRNGEYAYEVTSLFVTQAFADDIPSVTHFGWVTVTRNGEIVVKLECRPEPSRYVYGGSLYERTTAMGLEWNGYERGWT
EY
>MCE8419917.1 hypothetical protein LZ190_14575 [Rhodovulum sulfidophilum]AB28
MKRLFTLRTFMAALLFGVLYSLVIATIGKVAVDYWGRPRGVAYGIFGYYYWVALSIYGLAMVFVFRAIPIRYALATFLTI
ITVPTFLLLPDQGERPILAVYAGAITMCLALAAWEHHHTRRRKRLT
>MCE8419918.1 cyanase [Rhodovulum sulfidophilum]AB28
MKDLTMSEDITKEDVTVLIIRAKKKAGLTWEAIAEKIGMSAVWTHSAAMGMNAFTEEKAKALVALLDLPEEATDAMVESP
TKVWQQTVPTDPCIYRLYEIVGVYGPTIKALIHEKFGDGIMSAIDFDMTVERVANPKGDRVKIEMSGKYLDYNAW
>MCE8419919.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB28
MAYSPITPMAKFELFSEQWQPKVVAEMNDYQFKVVRLEGDFVWHSHADTDETFIVLDGSLRIDFRDGAVELAAGDMFVVP
KGKEHKPFAASEVKVMLIEPSGVLNTGDEDQGERTAQNDVWI
>MCE8419920.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MKLCIEARDRQVWRHVGDHSAPLPNCLQPPRDAAPPETPLGLLEDWARRYDRAVRFGDPDQLPAIGSELLAWLDQGGALQ
AWISDGHRELEVLGTGGDAVADALLAAPWEILHDKTAFLALDRMKDFLLLRLVVPEGPAAAPGHRDLSMLFMAAAPEGQH
ELDYEAEEAAILEATRDRSTGRPLVHLAVEESGELEVLGDRHRTAGPFEILHLSCHGDIGKVGGETRPVLLLETATGGED
IVTPEKLTDALGQTPPPLLFLSACRTGQRGAASDGLPALDGRREGLAEAAASFAAAPRREAAAPAPGLTEPFARQMALRV
PHVLGWDGSVYDADAAAFAQALYAGLARGETVAYAAARARHGVIDAAAQGRAPGQHWHLARVYLGPGGGGRLCDPAKPTR
PAPPPAAPRFLDAEKRIRVAGRGEFVGRRRQLQHLRRGFAGEAPGALIHGLGNLGKSSLAARLADRMEGHQLAVVVDRYD
GLSILGELERVATPLLGKVFKSFEDRTAFQKEFAAMREAVRGDETHLAGALRFLFDDVFAAQPVLLVIDDFERALEDPAP
DQPTVLPRAALCPALGALLDAFREHQGPSRLLITSRYDFAMPDGAGGDLAAWLIRVPLVGMRPRERQKQWQAKARAAATE
ERIGTADPELVDAALAAAAGNPGLQDVLTRPILGGEAEAARAAIDAIMAFRKTGTAPEEGNAALAFFTRMTFEKYETALT
DTERLVLAAASLFEEEIPVPRAAVAAAASTLGVAAPEPALDRLLALGLLDDFGAMAGWDGMPKVPHLAANPLARPLAPPL
DPDTAAAAADAALPELARAWREAEGNFPFDVRGIAACRLAQAAAAPDPEVLEAAARAAVVFLFVRHGLAPQALALAIPAL
DRLGELGYTPDAPLFGHTIRAAGQAGEIDLQEQLLDQALRSNRLDDNYRAQLLGLRADVLQDRGDLDEALRIRREEEIPV
YEALGDRRALAVTKGQIADVLQARGDLDEALRIHREALIPAFEALGDRRSIAVTKGKIADVLQDRGDLDEALRIRREEQI
PVFEALGDRRLIAVTKGQIADVLQARGDLDEALRIRREEQIPVYEALGDRRSLAVTKGKIADVLQDRGDLDEALRIHREE
EIPAFEALGDRRLIAVTKGRIADVLQARGDLDEALRIRREEEIPVYEALGDRRSLAVTKGKIADVLQARGDLDEALRIRR
EEEIPVYEALGDRRSLAVTKGKIADVLAAQGDVDGALEMHLSPLPDATAMGDLESLVHIRFSCARLRLARGDHETGGIQT
IYDELDEAWTGANRLGRPDAVGAIGHLLGQVLDMAGHRNEATEVLETAAAAWDRLGQAASANQCRELIEMIKRMPS
>MCE8419921.1 hypothetical protein LZ190_14595 [Rhodovulum sulfidophilum]AB28
MGVVLAVPGAVLATLDVRDRLRKRRELAPKLDAVKRVLVETQADGTIRFEETVISLTGLDTDQILDHLLSDRRK
>MCE8419922.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MSKIALVTGANRGLGRNTALAIAERGGDVIVTYRSNAGQAQEIVTLIHEMGRQAVALPLDVADTASFPAFVESLHSELRN
IWGRDSFDHLVNNAGHGEFALIEETTEAQFDGLFAVHVKGVFFLAQTLLPLLADGGRIVNFSSGLTRISFPGFAAYSAAK
AAVEMLTVYMAREFGARGITVNTVAPGAIETDFGGGLVRDNAEVNAQFAGMTALGRVGLPDDIGPMIASLLREDNRWVTA
QRIEVSGGQTI
>MCE8419923.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MVAVQKPVIAMLLQGRKRVTTLGASFEYAPGEAMVIAADIPTVSRIAHASIAEPYYALVLELDPAILRALRPAVSVRSGK
APPVRVEPIDAEVIDASLRLARLLDRPEALSVLADGLLRELHYWLLMGVHGPAIAALGVPDSHAGRIARAVDILRREYAR
PIRVEELAQAAAMSEPAFHKHFRAITTLSPLQFQKQLRLIEARRLMLSEGAKIAQAAHMVGYASVTQFTREYGRLFDAPP
GKDIRIANAVA
>MCE8419924.1 hypothetical protein LZ190_14610 [Rhodovulum sulfidophilum]AB28
MLEFTDEEKQEVIDYYLGQSPEGTEVRFAQKVYAESVIGHTHAVWDIHASDGRWWVITNPTNLYSQEQFPNLDLAITFHM
GLCLRIPRNDLKQVDFESVRPFTDVLNAVRECEAALAQANDPGAFRAIGVRCRESLLAFVHAAQDAYDWPEQDLPQRSNF
KLWVETIFDAFLSGADNRERRRLIKTTLKETWDYANWLTHSRSGKWMDAEVATNAVSHAIGMATSICVRHLRGVPDQCPD
CESHRLFPEEGLDPKNPEVIFERPVCSECGWAGDAVPVGERTEEEIAQFITREGEKSDECSVMQTPLMEVLGKRPK
>MCE8419925.1 hypothetical protein LZ190_14615 [Rhodovulum sulfidophilum]AB28
MLEIFEYDPARYPLADWAREVLQWERLECLNEKPLERAKTSNQRVYYFTKAMKDAYHDDGPAGAAIRRVVSDFVDREVRP
RLPFVPWLRILPNFRVHEAGQEATSKLHRDRTYLTELGSLKIWLPFVGVSRGGTLWVESAEGKNDLAPIALQHGQAMLFD
SLNLLHGCFFNDSGQSRVSMDFIVRRDPALIAGG
>MCE8419926.1 hypothetical protein LZ190_14620 [Rhodovulum sulfidophilum]AB28
MKTVRYDLRRYDFRPWARRVLECEDLGALHKRPDPVRFDTYVKRMRHYTGRLEAAFEEIKPMYFEFVAREIAARFGELAT
VQTPPSIRCHLVGGGTGSSLHRDGAAKYNVTLGVINAWVPLTPVYGTASLFIETALGSNTLRSVTLDPGEMLFFDAFHLA
HGSMGNRTETTRISFDLRFKPVDPERCRDLYVTAAPQRDLPLDRKSIVYLNA
>MCE8419927.1 hypothetical protein LZ190_14625 [Rhodovulum sulfidophilum]AB28
MANDQPTQASFNAAQKFLQDCLTSPTLASDYETEGQNVQNSGGDPSQLTAWLQSEGYDTTPVQIIQAQEQQQDTQLAYWI
GTYGKTSVKKSNGSYVLGPPVVVVSNTEVLINNVTIQDFTFENKTLTWTSDKNATAGSLLFQEIPAVTTSDDPPTGYTGK
LFSGTLTQTGLCAPESGALVYSGQIGPIVSFPLDNWSGNYGTASLKQSDGTYKVGPPLIVQDGDTVILDQTQIKNFTYCS
VGNKLSWTTDDNATAGSVTFSKITTPTSTGYAGPTFYGTLQESGATDALPYSGTLSTPTKLSDWIGVYGQTTITKSDGSY
EAGPPLVVISDTDVTLKGVALTGINYDTNTKVLTWPLSGNANRGGSVTFLRITTPTSTGYVGNSFSGTITQSSTSGDLPF
SGILGQPNSGGGGYQESTLQKVFTIAGYVMTALGAVQFVYLGYKVASWAWNKIKSFKSDAEDVDPGLQDGVPESDAQPGS
EIDVDNPPPENTTTDTTTDTTADPVTTTDTTTEVTEVAEVTEVTEVTEVTEVTEVTEVTEVTEVTEVTDVVDVVDVVDVF
AEEGIEEEEDDKDKDKNKK
>MCE8419928.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MKNGSLVVVGSGIKSVGHLTVETKGWIQQSDVVLYCVADPTTEVWIKQNSKFSVDLYQFYCNDRRRLDTYIDMSDEMLKY
VRQGKSVCGVFYGHPGVFVYPSHRAVRIARDEGHKAAILPAISALDCLYADCDVDPSSVGSQTVEATDLLLRSRQLLTDE
HVVIWQIGCVGDLGFNFSGYDNRHLNILVDYLEKFYDADHEVVHYVGSQYPMCPAIVQRMPLKDLRTASVTGLSTLYIPP
QDELKTDVEMARRLGLKVRKVTPEQAKKIKKTDMYRVARKGTHGAATTGTENEKAKSAQREGMGSRYFPSPDESGLADFI
SELCASPRLLAEFKRNPERTADLHASLTEAERSALLSQHSGRIRMAIKQAHFEDPRVVAVDETHRLHAALKSAAE
>MCE8419929.1 DNA photolyase family protein, partial [Rhodovulum sulfidophilum]AB28
SRLILRRGAALGVLRAVAAETGAAAIVRSRAYDPAGLTRDKAVEDGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYT
PYWKAVRDRDLPEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGVAVLSRHASVGEEAAQGRLGAFAAQKIADYAEQRD
FPAAGATSRLSEHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDG
DSPEATAWKRGRTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGS
GPDAAPYFRIFNPETQAAKFDPDGAYRDAWIAEGRQSPGPGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQ
AREG
>MCE8419930.1 cyclopropane-fatty-acyl-phospholipid synthase family protein [Rhodovulum sulfidophilum]AB28
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MCE8419931.1 hypothetical protein LZ190_14645 [Rhodovulum sulfidophilum]AB28
MTAVPGTLRGPIHSVGRAGGRAIGCAGGYGPWLGGLLAGIGLLPVGRGPAGLAAGAISHFWT
>MCE8419932.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB28
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARVPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDEVTVETAAGPVAAGIYARARSGRAPTKAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRVQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPVRDAVLLI
EQLRVGPYARGDSQIWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MCE8419933.1 cysteine synthase A [Rhodovulum sulfidophilum]AB28
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALARTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MCE8419934.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB28
MLRSTVLPKTKIDPGGQTALISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERP
VSQGDWIEVGGVMGIVKDISVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEI
GESHPLVMVNPAPLVVFQGFGPDALEFELRVILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPESLGDRP
AARTQAPGPFLPRQSAEPQPEPLDDLGGDADGDGGDGPR
>MCE8419935.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB28
MTDPLYRSDPYLREAAASVRAHADGGVLLSAPLFYPRGGGQPGDGGRLVWEGGEIAVTDTVKGAAGAELLLAPEGVVLPP
VGAELIQKLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTVLLGA
>MCE8419936.1 hypothetical protein LZ190_14680 [Rhodovulum sulfidophilum]AB28
MKQASRDLLASIKVRLAELDRFWEKEQTKADVEIVILDEVFASLPSPPFTPDEKKALAASVSAHVWQQALNGGFAQAA
>MCE8419937.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GTAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAEGLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALVGHALEEIAAAPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMRMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MCE8419938.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB28
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSPDLDA
VAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGISGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFTNGTALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEL
AANAGWQRARASSFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLGLSHQGEVWRARGSLHGSGSYWFDPGNTLKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MCE8419939.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGLCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLVIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>MCE8419940.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRLLPLFLAMLPLPALAEEILLSGPPIWESAPLIALAEDQPIEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALQVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISALDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MCE8419941.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MTRKLAFLTGGAAIVLFWSLAAQANLPAILPGPLAVAKALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFHVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MCE8419942.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MTLFAADTIGLHYPGRPDPVFRALSLTIRKGESLGMSGPSGTGKTSLMRVIAGLERPTSGRISIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQNARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>MCE8419943.1 hypothetical protein LZ190_14720 [Rhodovulum sulfidophilum]AB28
MQTRQRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MCE8419944.1 M24 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB28
IFLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDIETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MCE8419945.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRPIRTTALNLALALPFALALTPGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTVAPGL
AASWEANETATVYTFHLREGVRFHDGTAMEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLARPDGAFP
FKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAGDVDA
FPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFAPHHP
DYVDLTDLSRHDPKKARALLAQAGQTDLTLHLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRHDFDL
TIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILTAAQRMIAEDYVNVYLFQLAKTGVANAKLEGL
WENAPTQANDLTAVHWTD
>MCE8419946.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB28
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
SHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>MCE8419947.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB28
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHISLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAGAGRALEAGAGAGEALAGARAAILDAGFDGV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAC
>MCE8419948.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB28
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MCE8419949.1 hypothetical protein LZ190_14765 [Rhodovulum sulfidophilum]AB28
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MCE8419950.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB28
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MCE8419951.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MAPNALDRGAGRAPDAEARAWIDQHDGAFGPWIAGSLRAGPDATAICSPASGAELARLADASPADLAAARAAAATAQPLW
AALPGVERARKLNDWAAEIAAREACLTQLLALETGRPVRACRRGLSAGLDALRQAASSLLAGAADRPGHVPLGVVAPGPS
FGPSFGLSLGRIAPALAAGNAVILAPGPADGRLAMLCLAEAAETAGLPNGLLAMLPGAAGVLSDLAQPPVATLRGPCLHL
VLEDADLDAAADGIAGVLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLSGPALRDRLTAALA
ETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMATGLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWSETLSTALD
LATTLEAGTVCVNGTELEPAPDPLELWQRPAGLAPARPVARPVAAAAVPSAALTTARRAQSGWARRSTAERSAILIRAAT
RLAESAEGPAARLASAAGAAATASAAWAETPGRATLTRHRPLGVIAVLCPEICRQAAPMPAMASILGPVLAAGNGALLHP
GNAAEAEAEALIAALEAAGMPKGLVGIISGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSEDGASE
TWAGPGGASDLFRIAAGRRQTLRLSWGA
>MCE8419952.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB28
MTRSEDKTPATTPARPARPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRTALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVVAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTATDALDWLGLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPHRHATG
>MCE8419953.1 hypothetical protein LZ190_14785 [Rhodovulum sulfidophilum]AB28
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MCE8419954.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRGIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPDERLRHDGRDRVEILTGLEPGDRV
VSPDE
>MCE8419955.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVASDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHIVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPETVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MCE8419956.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB28
MTADDAYAGLMAAAARSGHDAADLHAVASILALALSEAASPEDLPAHCGLDAGALTELVGTLFPAAPPEFRRGRDAAPRG
VEEDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAGPGPPPPLRS
>MCE8419957.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB28
MAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHSIGSYEY
DKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLLGSD
>MCE8419958.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB28
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MCE8419959.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
AGVIFLPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPD
DLAALLYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDA
VIAALPRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDG
ERIAGTVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIV
GRAKDLIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVVVPAPGETPELQAIAVSVATQLAGFKRPKRL
ELIEALPRNAMGKVQKAALRESYRDSFA
>MCE8419960.1 P-II family nitrogen regulator, partial [Rhodovulum sulfidophilum]AB28
SEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAAAKT
EKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MCE8419961.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB28
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MCE8419962.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB28
MAYALTQKVLVDNIMPRNGAQRMVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MCE8419963.1 DUF6314 family protein [Rhodovulum sulfidophilum]AB28
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVF
FEDGRFFHLIAPGARPEARHDCTPDLYRVRYDFSAWPCWSSFWEVRGPRKNYAMESGYRPES
>MCE8419964.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB28
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADP
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MCE8419965.1 hypothetical protein LZ190_14845 [Rhodovulum sulfidophilum]AB28
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MCE8419966.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB28
MIKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEI
EQFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGSGRSGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAAT
ILGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAE
LAEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEE
AEAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>MCE8419967.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB28
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPVAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMTNPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MCE8419968.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MCE8419969.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB28
MTVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKTAR
EIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIERY
TFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAEAA
MLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATCGF
FPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFFNV
VSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELGLN
RKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEGRI
SPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGDEK
WQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQVP
VREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSRDW
AAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGTEK
TVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MCE8419970.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB28
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVDIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPTTSN
>MCE8419971.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB28
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MCE8419972.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MCE8419973.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB28
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MCE8419974.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB28
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHSDGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MCE8419975.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGHVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MCE8419976.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB28
MRLKLVPSNTNWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MCE8419977.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB28
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPSGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MCE8419978.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB28
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MCE8419979.1 trypsin-like serine protease, partial [Rhodovulum sulfidophilum]AB28
MRPSSRPPAALSLALAVTLGAATLPAAHAAGTRDRAEPLAEAQHRAWRAIGRVNVAGFDTGGFCTGTLIAPDRVLTAAHC
LYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFHPGKKPDSRSLRSDVAILLLETPITGIAPLALAQPERIG
PEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAR
>MCE8419980.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB28
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSGALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGHIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MCE8419981.1 YcjX family protein [Rhodovulum sulfidophilum]AB28
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAPFDEATAQLLAAQFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MCE8419982.1 YcjF family protein [Rhodovulum sulfidophilum]AB28
MTRRPVVFDLEDEEKVSARPARNSAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWASFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MCE8419983.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB28
MTHAVPAALMGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MCE8419984.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAAGAKERFLGN
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPILVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MCE8419985.1 hypothetical protein LZ190_14950 [Rhodovulum sulfidophilum]AB28
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MCE8419986.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB28
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKGPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MCE8419987.1 DUF484 family protein [Rhodovulum sulfidophilum]AB28
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLEDDLAATLRVDCVRLVLETDGDRAEAARSAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTGPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MCE8419988.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB28
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIRKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MCE8419989.1 primosomal protein N' [Rhodovulum sulfidophilum]AB28
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDAVPMREEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVASGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MCE8419990.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB28
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MCE8419991.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MCE8419992.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB28
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>MCE8419993.1 adenylate kinase [Rhodovulum sulfidophilum]AB28
MRIYITGASGVGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDPLV
PWFSHVVFLTLPPARRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPAALVETAIAALDQTVGAA
>MCE8419994.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB28
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MCE8419995.1 transcriptional repressor [Rhodovulum sulfidophilum]AB28
MNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAGLMQ
EVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MCE8419996.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB28
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MCE8419997.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB28
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEAGEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MCE8419998.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB28
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGKLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MCE8419999.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB28
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MCE8420000.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVSMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVGD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MCE8420001.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB28
MPITTCIFDAYGTLFDVSAAARRAAAEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDELLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MCE8420002.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MCE8420003.1 threonine/serine dehydratase [Rhodovulum sulfidophilum]AB28
MTIDQIEAAAARLSGKARRTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGLIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPKGFDDVTRSLASGQIETNRRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>MCE8420004.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB28
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LESLALRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLARWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MCE8420005.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB28
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGADPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPEKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPADRVDTLDCSHSPFLAQPEALAALLLKAAAMS
>MCE8420006.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB28
MHQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RAATADTGIRRRA
>MCE8420007.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPAEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDVLE
RDDVIARVDATEAEARLRSAEAAQQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAARRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
IGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MCE8420008.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MSRLLALALALLPMTASADSHACSEGSAEIRPVVSERVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLERAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILRLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPKDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGTACLGEGQTVGPMVAP
>MCE8420009.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MCE8420010.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB28
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MCE8420011.1 hypothetical protein LZ190_15085, partial [Rhodovulum sulfidophilum]AB28
MYDFPGIGLDVWDNNFYWGGPDSIHWAGFDAMDDWTPESAGCSSDTGVVTVDSSGVIHLGTICIPADPIILDLDGDGIEL
ISGSSSPVFFDQDGDGFRERTGWTGPDDGFLVIDLAQNQSTGADGKITHRKEMQFALWHQDAETDLEGLALAFDSNNDGV
FDSNDARFSEFRVWRDANQNGETDAGELQTLSNAGIQSINLASDQQAYQLNGNNVRGETTYSRTDGTSAIAADVALTFDP
FGILVTDTTNQELLPKPIPGQVIVSEENVVPLVNFWSMAYALYSNQLSSLNSSNVIAPMADGHWISELPHVQELPSFGTV
LADIIFSSAMVYGLDYIGSLYGSPIVFEDGAEIYYFRAPETSSGEDIALHQSPGVDFSGAQGGGGSDHFHSAQNQSVALA
GGDGNDTLEGGSNNDVLMGGDGADLLKGGGGDDVFFFDGHDTVVGGEGFDVAIAEGAIGVTLDLGQTSIEAVYGDIGDDH
FYTSTNLGSLMSGNAGNDQLYGGSGSDTLLGGPGEDVLQGGAGDDTLGGGTGSDIFVFRDGFGDDVILDFDLSQIGEKVD
LSLVSTISDFSDLRANHLRQSGNDTIIEDGNGNIITLNNVDMSNLVVNDFLF
>MCE8420012.1 DUF262 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSIDVDLGYIEDTDDVQIAVDSRDPDEFLAKNAFRVVYQTNNFLLPQIRDMIDRREAINLHPEYQRRLRWTTSQKSRLIE
SLLLNIPIPPVFFYESDAARYEVMDGQQRLNTIREFFSGSFALTGLQVLTPLNGIRYPKAPPRVKRTLDRASISAIVLLM
ESDSEISGQRTLKVTDIRRLVFDRLNTGGMKLNAQELRNAQNPGPLNNAIVELSRYSVFTEVFGIPPYTEDNPEDYYVNP
DRQKNNLYKTMKDCELVLRYFALKDNENIRGSMKSMLDRAMETRLTQEQADSFEDEFKIQFSFLHELFDGNPFIVASKTD
GRERVSAAVYDAAMVAINKNWPARKEIMANKDRVASRMKEAVGNDDEYEVLVGRGNTADAVKGRIDLLEKILLAS
>MCE8420013.1 hypothetical protein LZ190_15100 [Rhodovulum sulfidophilum]AB28
MTSSYDLIAEDFLEDLGALSDLVNAAHNAGTTPKTRIASVNSATLLLAATFEEFVREMARQFARDTVSRTLDTRQLPKKL
TATAWKRTLENLARARIDTGGTPLSLEHISSDSRAKFDAVLAFLGGDKSQNIYPTLIHNESNMRPNELNNAFSVCDLKDV
CRKISDHNKLKECFGEDEAGKVHGKFVVWLNDFMETRNSIAHALNLGSSAGQEDFVSWVRTFEAVALALAGTLPDHLPVL
PAEA
>MCE8420014.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MTKIKFIDARFADPDENEFALKRRFEWHLRKLRALQEGLSPKVPGDFEDELRWNEDLIAVPLSEKDRNKVLRRARRVMGA
RAKASGVSHLSSDDRRALEVFRGGADLVGIASEHRADGIAAAIHAEMPWMAAATDFLWKAMRRSVRAGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLGVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTK
GQAYGLADGLLPLLERSSAVAWKCPYYQVGFDMSWISWVLTSNSLRTLPAPFLSRLDILRLVGPSKGDLISFAEREGARR
GLSDAALGAICEVIDHVAEAHELNLRHVSRMLSRAEAMASSPLSH
>MCE8420015.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB28
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERGAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFDGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSECSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>MCE8420016.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB28
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGMILARQGVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAARAQEDDLPPQLMAALAEIGVR
>MCE8420017.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MCE8420018.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB28
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPADADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRTPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MCE8420019.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGSDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVTEVRRLLAQGEG
>MCE8420020.1 hypothetical protein LZ190_15135 [Rhodovulum sulfidophilum]AB28
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTEAAEVAP
>MCE8420021.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB28
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIREGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERVHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MCE8420022.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLEVETPFSAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MCE8420023.1 2Fe-2S iron-sulfur cluster-binding protein, partial [Rhodovulum sulfidophilum]AB28
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEA
>MCE8420024.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB28
MTMPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAI
GCTVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFI
GFQFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNV
SDYSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNN
VVPPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLY
DAAGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MCE8420025.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB28
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEAMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MCE8420026.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MCE8420027.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB28
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKAGLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRSMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MCE8420028.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MCE8420029.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MCE8420030.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB28
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDAARAALTAAHARGIR
AVAIALMHGYLNPVHEDRLAELARKTGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMQEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAVAETGAAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDARGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGRFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRCGNDEIALEAGALFEIRTPGGGGWGRP
>MCE8420031.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETSLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>MCE8420032.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB28
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKQGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIAAAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVQAAA
>MCE8420033.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB28
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAVGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYCGEITECDPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDACRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MRA
>MCE8420034.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB28
MKDVTDFDGLELGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVSELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIAGAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MCE8420035.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB28
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEGLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>MCE8420036.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVTLIEAPGTYRRSYDGEAHDHDHDHDHDHDHDHDHDHDHDGEPEDHHHDGIDPHAWLDPENARVWV
LRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVAGSIAMGDAAEPGA
ARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTIAACVTGTEG
>MCE8420037.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDEDACAGLELPRT
>MCE8420038.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MPDIPPCPASTSSLLSSSSVPLPGRPILALSGPLTLDTLEDVRARLHRAGSAPRVDLSAVTELDTAGAWMLLGHRNLRIE
AASPAQDLLLRTVEAALPPPRTVRPRKTRQRAGEALANVDAAPEGFLATSAQGLGFTGLVMARLATTLLRPQRLRLTALV
HHMEEVGLPWSRQGPQCGPSCRSPRLLDPRYTRRGPREKGQFPIPPREQEGAAHLEGTPMPQTAPLNCRFGPPNGLSRMS
SPPLQSSGPWQLKPGAGVFVAPAAVL
>MCE8420039.1 hypothetical protein LZ190_15235 [Rhodovulum sulfidophilum]AB28
MAPAASLSKTRPEATDLERRVLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMGRHEHDHRETDDYAEEFIRAVMLL
GEVRAPKSTETDVTGKQPMPPRSNGKKEPCMDRPAQRGGVELRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>MCE8420040.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB28
MISEDHRNPDSFHSLDKASLEDIHPSDRSGNADISPPEGESGFGETLLARGLFHVIERLLLVIIVAMTLTAVSFELLAIY
RLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAAAILLLSISALVIIW
AIGQQAARLHPS
>MCE8420041.1 hypothetical protein LZ190_15245 [Rhodovulum sulfidophilum]AB28
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLTTMPGTDAPDRDIAQACLAALEL
>MCE8420042.1 hypothetical protein LZ190_15250 [Rhodovulum sulfidophilum]AB28
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MCE8420043.1 hypothetical protein LZ190_15255 [Rhodovulum sulfidophilum]AB28
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASAVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSDE
>MCE8420044.1 hypothetical protein LZ190_15260 [Rhodovulum sulfidophilum]AB28
MTVSIETAKRPAHAAHKSGTLSPREQGLVWDMEEHFWTSGADNARTTTANNTVMIFPYPTGILQGDQIWTHLKQSTGWRS
VVMAERRVTRCQDIAIITYRVSAEKADVPIYKALCASTYLNDDDTWLRIFHQQTIVA
>MCE8420045.1 hypothetical protein LZ190_15265 [Rhodovulum sulfidophilum]AB28
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MCE8420046.1 CsbD family protein [Rhodovulum sulfidophilum]AB28
MIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MCE8420047.1 hypothetical protein LZ190_15275 [Rhodovulum sulfidophilum]AB28
MSRHLLLILIGVLAVCLIGAGYLYYQERQSGIDIEISGDGVTIEGN
>MCE8420048.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB28
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MCE8420049.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTTQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MCE8420050.1 hypothetical protein LZ190_15290 [Rhodovulum sulfidophilum]AB28
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MCE8420051.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB28
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDVKAGDRNLFGKWSGTEIKLDGEDLMIMKESD
ILGVMT
>MCE8420052.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB28
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MCE8420053.1 IS5 family transposase [Rhodovulum sulfidophilum]AB28
MPKQPAIPGLRDAMKKKVTRREQFLAEMDAVVPWGRLLALIAPHYPKAGPKGGRPPMSLETMLRVYFLQNWYALSDPMAE
ETLYDSEAMRRFAGFELGDDRIPDETTILNFRHLPEGHGLTEAIFADVNAHLADKGITLRSGTLVDATIIDAPSSTKNKA
GARDPEMSSTKKGNTWYFGMKAHVGVDAESGTVHSLETSTAKVHDSRIWDKVLHGEESSVWADKGYVSAEREAAFVAVGG
AWGVMRKAPRGGKLHPEDETINRIIAMVWARVEHPFRVLKRQFGHVKTRYRGLAKNRAQLFTLFALGNLFLVRRRLMA
>MCE8420054.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQAAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MCE8420055.1 type II toxin-antitoxin system HipA family toxin [Rhodovulum sulfidophilum]AB28
MADFEVHVDLNGRLHPVGLARSNRVRGGETILFEYDPAWLKDAERFSLEPALPVTRGAFAPPAGLSTFGSIGDSAPDTWG
RRLMQRSERRSAERDRRAVRTLTESDYLLGVADETRLGALRFRRVGEEPFLAPIRAGVPALIELGRLLQVTERILRDEET
DEDLQLIFAPGSSLGGARPKASVIDPHGHLSIAKFPKETDEYSMETWEEIALRLAGQAGIVTPHHELIDVAGKKVMLSRR
FDREGAVRIPFLSAMAMMGAKDGERGSYPEIVDALAEHGAQGKTDAQALYRRVVFSVLISNVDDHLRNHGFLWRGRAGWS
LSPAYDLNPVPTDIKARVLTTNIDLDEGTCSLDLLEEASEYFALTLAQARAIIKEVATVTATWRETARSVGARSAEINRM
ASAFEHEALRRALAL
>MCE8420056.1 hypothetical protein LZ190_15320 [Rhodovulum sulfidophilum]AB28
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAATDMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDDHIQWEANCDAGGGSKLLDALNRLPVGGLELHRTFGAFCGHWLEEGFNGTDEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARSGAS
>MCE8420057.1 hypothetical protein LZ190_15325 [Rhodovulum sulfidophilum]AB28
MNVEKYYHLKIENTAVLGGVEQLAILFSQNLSGILETGGMCLSDLEAGVCENSAPQTPLSRRAGQVGPVSLMGNSRICG
>MCE8420058.1 hypothetical protein LZ190_15330 [Rhodovulum sulfidophilum]AB28
MSYPFLPGGICLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFEWYDADG
EYYTHYVDLVCRLRDGRGIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALRDRIGMEGTGLRAVVRHIGSGHLQLLRQEKISETSQVIRVMALH
>MCE8420059.1 Mu transposase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MELNFNIDNVRYAFGKLDRVHINGMACKVIHQSEDGYVFGADDSVGLAQAYTHGQLSRLGAQGRIRVETGYYDAASARKR
LVQSAGFVNDLPFKSHARLSKKDAYCEALLELRRDGLIKMTDESLGANMVLIKGKALEYAGKDTRAGDHRLDISRNFGEA
PSPRTLRRWLVAKDELGLLGLADAMHRRGNRTRVMGPEEIGLLMTEVRKYLSPEKPTIKMIHEGVQIAFDKRNAERVKVG
LGVLTTPSRETVRRAVRELDPFQVTLAREGEAAARKKYRPVFEGLYLARPLQRVEVDEWQIDLITLMKSSGMYDLLTDEE
RAALGLDKKKARWWITAAICCTTRCILSMVLSREPGGEAATQAVQMIMTNKGKWADAVGALTAWDMHGRPELIVTDGGAA
FKSERFRFACADLAIATEIAINGVPEVRGTIERVFKTFVLDLMPRLSGRTFSNILEKGDSDPTKRAALTVDDLTFALVRW
VVDIYHNTPHRGLDGETPIACWRRLSTQWGVMPPPDMHTARTVFGQHKTATLDKTGITILKVRYHSEKLATWLRREDSCT
VNVRWHPKDIGAVSVQLGDRWHEVPSVDASLEGVSAQTWLTATRTVRAGNPKSNRLDLPAVRQAIKAIEERNEAAMAEAS
LNLEDWSAEAFDRAEKNVLAGVEFHERASGPQNDSELGRAIRDHVEPSDATPPAQRTAAKRASSAPKTQTTLNIEED
>MCE8420060.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB28
MSHHAQTARTLEHLRSLHVGSDMDTELTGQLARLLKRDDDGELSPEPIRFTRTNETRGIMVVGGAGSGKSHLVHRALMKF
PVLAEGEYGRPRFLECSVPSPATLKSMVLEMLEKSGYGTVSPTRQVWSLVQILRERMRVTGTVVLWIDEAHDLFCADRNL
ILRALKSLMQGDDAVIVVLSGTEELAQVIRTDPQVQRRFSTVAFAALVPELHGDLFQQIVGDYCHRAGLGAPVEADLVGR
VFHGARYRFGRAIELIVRAIEVALHAEASDLTIDHFARAWAMHEGCPADQNVFYAEQYRLLRLDQASEDAPRVSTRRRG
>MCE8420061.1 light-harvesting protein [Rhodovulum sulfidophilum]AB28
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MCE8420062.1 light-harvesting protein [Rhodovulum sulfidophilum]AB28
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MCE8420063.1 protein PufQ [Rhodovulum sulfidophilum]AB28
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MCE8420064.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB28
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MCE8420065.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB28
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTIREALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MCE8420066.1 hypothetical protein LZ190_15370 [Rhodovulum sulfidophilum]AB28
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAAAPARELEDA
>MCE8420067.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB28
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MCE8420068.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB28
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MCE8420069.1 acetylserotonin O-methyltransferase [Rhodovulum sulfidophilum]AB28
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAVPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAAGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILVTLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVDMPRTHRPFIASVVVGCKPGAT
>MCE8420070.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB28
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHQDPVRAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MCE8420071.1 phytoene desaturase family protein [Rhodovulum sulfidophilum]AB28
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREKVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAVRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MCE8420072.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB28
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MCE8420073.1 Trm112 family protein [Rhodovulum sulfidophilum]AB28
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MCE8420074.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MCE8420075.1 thioredoxin [Rhodovulum sulfidophilum]AB28
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MCE8420076.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB28
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEAFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MCE8420077.1 hypothetical protein LZ190_15425 [Rhodovulum sulfidophilum]AB28
MTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGQPVMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYTEVTVDFSYVSCRTGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>MCE8420078.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB28
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MCE8420079.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB28
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIVLAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MCE8420080.1 hypothetical protein LZ190_15440 [Rhodovulum sulfidophilum]AB28
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MCE8420081.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB28
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MCE8420082.1 hypothetical protein LZ190_15450, partial [Rhodovulum sulfidophilum]AB28
GASTGTAAPAGRPDAPPPRGDAAEAPRPKPEFEARPTPHPTPGLERREVLSAEAAAPKPKAPRREADAAPVERPRKPRPG
AERSGPRSEAGGPRPKEGRKDGWKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGSKTGPKTGPKGGARDWPKDKRP
AGNDAVPAERRRADAADTSKRFERPGAPKGKGAKPTGGGKRGAPKSGRSSGNAPPRRPR
>MCE8420083.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB28
LMARNFDSQVAELQVRIAVLNGYTALGIPITEAAG
>MCE8420084.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB28
MIRRLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MCE8420085.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB28
MSLISMGDLAQGLGLRIRNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAVGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSITELQALLGVRQEKIETIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MCE8420086.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB28
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVRVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGVVALYTENGAALIDGPPAEF
EFVSAGVIVPEMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MCE8420087.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB28
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MCE8420088.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB28
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALEQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MCE8420089.1 hypothetical protein LZ190_15500 [Rhodovulum sulfidophilum]AB28
MENLADFVLADIGTPIQNFVLLCAGLLKEEGTPGLFVALLFAALFFACTVTVAKMKRRAAMLRKMSHLIKANYPEDASAD
GVVEKLGATFRSELAGADGESLREAWSEFVETTFYDDSNGPVILRNTVRPVAFFNVEDLGFGPAFLRIVPGLFVSTGLAL
TFLGLIAALHQLGADGRITDRTMADLMTIASAKFIMSLTGLVCSITFTIVLRASTGKVDRELHTLVRGLEKRFEFASLEE
LTFRMFRAQCEAQEAQRKLGYELVAELGRPLKEEVPQAISNAISEGLQPILDKVGQQGTDSLSTMASDLSQQVTSGVERA
LTTASERIAQAGDRIAQLATRMDESSGRMGSEMDQAVSGMTRAVQELREQMSAAAQSTSGVFTAGAEQLLGVMNQTLEGI
RDNTGAGAQAISDAASDMRAAAQSMREEMEGAAKDGAQAAQKRMQEAGQSAGAAIDGAGKTVLSAFEEASSKIAGISGDM
LSNAEESLLAPVRELAGQLDSLAAALKDGTQASRTMSQNMRDGAQASADAANTFRTASQDLSSAALPVRASIEAIETATR
SLGDSTRSIAQGAEANAQSAKAALQSAQETLGGQRRAIEAALKGVEELVRRMQGQGDKLDMIDEKLGKAFEQYANQTEAA
MQAIRSHVGEMSEGLNAALSTLQSIVDNLQEFQPQQRRS
>MCE8420090.1 OmpA family protein [Rhodovulum sulfidophilum]AB28
MLRHPRKISQEEEAESVFVSMTDMTVGFLFIMILLLAFFASQYDDTETVPRPVYNSALDERDAALAEVERLKQQLEDLQD
RIAELERLNTRKDARIAELEKKLAELQDRLKAKDPIELYNAQSARTRRTIIEALARAVKKDIDEEQIAGLDVSTQGDALR
FQGTGLFASGQGTLSGASLRIIRQLGQHLSRELPCYSIGPRSDIRLDCNPGLVLIETVQVEGHTDSDGSETTNLQLSSQR
ALSAFAQIAPDTNATGTPSMLDFRNLLDQPVMAVAGYGEMRPIADNGTVRGKAANRRIDLRFIMYVPPGKDLIPNTVSDI
SRISAALQAREAEQ
>MCE8420091.1 EH signature domain-containing protein [Rhodovulum sulfidophilum]AB28
MNQPPLSELLGRRRPLRLPPPPDFTQLRRSVERVLERHGRAEPPERNPERLLAEMARRIETDDWTRVPMSFATRTARVAF
SADWRDRKSFDPVRTFLLAEIEASTRTGFLNPMVRIYLENFAADAPAIRRLGHALARSSGKIGAQWRQLLENVPRLFDPA
SAPTDLAERMDGMDDIWNGLRKLGIRQPHAPGLMVDAHLALIRRLAPRLDRAEDIERLLSWLRPQGHEPLSAGAPEAIGA
LLAHWLRRSPPEDVKRLLVERLTELYGHPKANRNAVWNTVPEECERLFLHWITGAHIRLLFRILAEVEQKHMWRDREDFW
WTLYEQGRLDEVWIAFNPEGYRAALSRLPPETRESSVPFGRQVGEKDKSLLIMRIGHKIVVEGTYNFKVHIFDIKSPSAP
KLYLRKYDVANLRSRRGAESRAHHGDAWQSWVRQRI
>MCE8420092.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB28
MDFDFSPNDDGITLKVRPQRAGVLPWFRTRHAPDINYLPREERELAFAMADLRMMADQMQEPLEIGADSITLTHRLAAVL
DAKTGAALGLPPLTDHTLRTDAEGIVGDPGFRLHAEWIYRGRHVRPTRQGAILHTEHGAQRLPLWILDALDIAERHHSGQ
GDAADWEALARFRRALDPGVAESVNARAAKLSMTDFLSGLEVSLADRFSISPDAQGRDFEVVPFSGETIGDETEIREDMA
ELNSAALADFQRKLRQRGALNSFRLGPGKFLVVDRSAAPVLDLMARMQRAPAERRAEFIRNPRPAITETIEKDLDACGAL
KGLSDAAREERIEDAAGPAFIETTEYGAFSARVTGVEVYAPPTMSQPDGSGTTWLPEFFPEVPARQIKALSDDDLRRLGE
DMRKAIESGQETVPLGNLELPATPEAERQITAILDARKETGQSDMPWDESVPEQADSDAQTGPIVLKTAENFDVVSWRPA
QPRRAPAIPERLPQSIRTQLKDHQVESFEWQIAAWKAGLPGVLNADEQGLGKTLQTISFLVWLNGHMAQAPGSRGPILVV
APTSLLQNWEAEVDRHVERPGLGHLIRLYGSGIGARRLPGGSGVETGTGEDRLDFSDLERAAEAGAGHLTWVLTTYTTLT
NYQHSLGRVPFAAAVFDEIQAIKNPVSLRAGAARAIKADFRVALTGTPIENATSDLWAIMDQLAPGCLGSLAEFRTRYGT
PDEGNMAELYNRVFCSQETLPPLAIRRVKETAAQDLPAKSRVLVPREMPPRQARVYDLARRRLAEGTRGSALKLLHHIRS
VSVHPSLVDGMTDEDFISASARLSATMEILHRIRDRKERALVFIEHRRIQYRFVELARAEFGLNRVDMINGETPIRQRQE
IVKHFQRHLEADGGFDLLVLGPKAAGTGLTLTAATHVIHLSRWWNPAVEEQCNDRVHRIGQTRTVSVYIPMAIHPAYRGQ
SFDCLLHSLMQRKRHLASSALWPMGDTQEDAARLQGMVIQDATNAISGDAVTEAVEATFKRDCAACPHPGQFGEYPFG
>MCE8420093.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MTIRKLCAAAGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRT
>MCE8420094.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]AB28
MRGQKPKLDNVVPMKADQTAPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MCE8420095.1 phage terminase family protein [Rhodovulum sulfidophilum]AB28
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>MCE8420096.1 phage portal protein [Rhodovulum sulfidophilum]AB28
MTSAMAAAGPVEPSGTRAPSPWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACCNVIAGDLAKVPLRLYQRMGPSRAEP
VVEHAATYLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTLLDVIRPDLCAELRDGRARFYAFEDGAGIQ
RRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALTD
PEVNGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVE
AQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVEGGDRLNPAPNMTRDEDAG
AETTEGKD
>MCE8420097.1 S49 family peptidase [Rhodovulum sulfidophilum]AB28
METTIASLLGAAPLALDHDFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPGSL
AGSIGIMRQAGWPVGPDGAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSVTDDPADGGATFGPEEAIARGLADR
AETRLAFYDRIFAAHAPRPAARRGSGRGHLAQAAAAQARATL
>MCE8420098.1 phage major capsid protein [Rhodovulum sulfidophilum]AB28
MPKPRDLNDLRRERRAAAAQMQERADALAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPVQTPAPQAATPRNPAHRGVEVGFMLHALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIPAAQSEELI
AMLTPRVTVRASGARTVPMPAGELRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMA
QHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALADNWRAGIAGTAAAAEAAVRWAVSTVEDANVGMVHPGWIMRAS
AKNWLASLRDDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDAN
GETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>MCE8420099.1 hypothetical protein LZ190_15555 [Rhodovulum sulfidophilum]AB28
MTKVILKFRRAHGRYNRGEVAGFAPALATKLTRGDDPVATVFDRAAEARLAAAPVDPAALAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKATGKETARDTARDAATA
>MCE8420100.1 hypothetical protein LZ190_15560 [Rhodovulum sulfidophilum]AB28
MILKETPPPGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPVREILGI
GWTGLDGTAGELGAETARLLHAGDEPQILFAPGAFAAIPSGSPLAITLSVGPDIVPPTLAQAVILIARDWLDAGIAIETV
ESPRIAFGARALIRQARYRRPGIWCRR
>MCE8420101.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB28
MSARLDRCVTFERQGAGRNALNEPTGAWAGIATLWAARTDLSETERAAAGQIGAVRAARFTLRRSVLTRSLTGADRLRDE
GMIWNITGVAARGLWIDVSAVSNGRKEEA
>MCE8420102.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB28
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKAALGIFVERARDLAPRASGDLAESLTVSTRLDPKQRRDHRRLVR
DDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQPFMRPAWDVTREAVLAGIAKGLGREIAKTVARRAKRLA
ARRAQGGGS
>MCE8420103.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSFRADLTDLLRADPGLADLVGPRITWGRRAPGEGLPAVVLMRVGATRDYHMKGVGALRRTRIQAEILATTLAEAGEVEA
RLVARLDGVRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>MCE8420104.1 hypothetical protein LZ190_15580 [Rhodovulum sulfidophilum]AB28
MSEADIAWGYGVEVAEDAAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSATDN
LLIGLKASGNVRQIRVTFPGGTVWTFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGD
>MCE8420105.1 hypothetical protein LZ190_15585 [Rhodovulum sulfidophilum]AB28
MANQMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLLLWAAMRDHRPGTTLRQAGAVAADL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKA
>MCE8420106.1 hypothetical protein LZ190_15590 [Rhodovulum sulfidophilum]AB28
MAGAAARTTVGQHRDRWLAWHIAALARAPVRDFPEAEEFILPPDPKRAAAVMTLRARVMHARFQQQEQTKR
>MCE8420107.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB28
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGAVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAADLQKMPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGTAATLIGGRLVVSLGGAALAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVKAAGGFGAALELMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWGDVMVYFQEKWSGFLARFADLPDFVP
GAKAMKAAADGAADGLTAAKEAAAAAGEEAKRLKLEANGIADAMIRTPLASMQALKETLAGVSEEAGNTATSLARIGDAA
DDGAGIEKVKKKTKDLADTAKETGDSFKTFFKDLAKGSGDAGDAISALADRMLDDLLDRAMSPLSNALGGFFDSLFSGMF
GGAGGASGATTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPEAILPLTRLGNGKLGVASIGGGSVRM
GDVHVSVAQTNADPRQIAEAVRQVSREEAQRVYARQRREGR
>MCE8420108.1 hypothetical protein LZ190_15600 [Rhodovulum sulfidophilum]AB28
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGMISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFATWALAGPETVLSVSQARVRTRSLQIVEAL
>MCE8420109.1 hypothetical protein LZ190_15605 [Rhodovulum sulfidophilum]AB28
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQTTSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>MCE8420110.1 hypothetical protein LZ190_15610 [Rhodovulum sulfidophilum]AB28
MRRAGWERRLSAAVRDWEDRPFAWGSADCLGFCRAVARSMTWEDPIPGLPAYASEMQAAKGLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAMHMSRNGLVRRPVLTAEAAWRID
>MCE8420111.1 hypothetical protein LZ190_15615 [Rhodovulum sulfidophilum]AB28
MAYRLILPALLILLAGPAQAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDAAADSGDPYHWGQV
GSDYRGRVRLRVHNGSEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVLDPREWLTP
MAMARAETPGTLWAGPDPGAVGTTAGGAIPTGEDGGDWNGGNITARFHCGRLYPGGETPERGLGPDLEAASGDVLEASAL
DRGANLFAAFDLDFAGTPSGTIWEQGGSGYGVYLGVTGEDLVFRAFMAGGADPPPASPVLLDGDGAALLDAEGHVLKAWI
EGLGGARLTLPRATFAGRRGTLYVQIDLAAGTVALWFKGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALAN
LAEEQVPLASGATENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARK
PFEEQFNTVKAQYADPETEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCS
LAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPV
VSAPTMTEALYETRGGGGIKTRVRLAATTDNPFIEAWQFAWRPVAEADPTLRPLTDSPEDQIEDVAPGPYVFGARARNGR
GMWSDWAWSGATAVQGINAAPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHAGALSGASWQSSTGIGKAVSG
DVTEATLPLKTGTYLARPHDAMGIPGPVTSVALRAASIIPTTTVATVTEAPDFAGAAEGCSAADSALSLDPGQTRARYAC
AGRIDLGRVQAVRLVSAVDVLIGEGDDLFWGPEAAPMWRPPDALAWRGTTDAYGDLDLQVSVTDDDPSGDPDWGPWQSFD
AADFSGRAFRFRAILTVENADYTITVTGLTVTALQAA
>MCE8420112.1 hypothetical protein LZ190_15620 [Rhodovulum sulfidophilum]AB28
MTQSTYLLDASHTKAQAFAMLQGALLALQSNNADAAEPVETAPGMFWLDTAARALKMRNPANSGWITLGALGSGAFIPSG
VNKLTEAQAKDALSDIYGAVTGEILRAAILAHAPDAVIPGWHPYDMLRPGDGATGLIWSYDKAGSVQNVETPEFEDGYEY
ALIFEAVATNKSGSRLQISVRPEITGTWSPFTFFSGGNFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMENLAVPT
GAPEASALSAVRVRWAEGSIINEVFRTGRVRLFRRREHLTG
>MCE8420113.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]AB28
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIADDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARLRPQRARRMQVE
KKLSADAVLPARSGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLDGICAMTVRE
AGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLTGMGEDGAQGLWE
MREAGAATFAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQFGAGK
>MCE8420114.1 chemotaxis protein CheR [Rhodovulum sulfidophilum]AB28
MSASSLAPMQTGRAENGDRIDDKSFSRIAALVNRQTGIRLPPSKRTMVEARLRRRMRACGKPDLAAYCRFLFDEGGIERE
TLHLIDVVTTNKTDFFREPDHFRFLAGPGLEAMLARRGRPCRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGT
DISTAVLARARMAIYPTGFAAPVPEPMRRRYFMAARDPARQELRVVPELRARVSFARLNLMDAHYGVDADFDAIFLRNVL
IYFEREVQIAVVGRLIRHIRPGGFLFLGHSESSVGSELPLRQLAPATFQVL
>MCE8420115.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB28
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAPADFLGMIDVRGQSVPVMDLRRRLALAAAEDSHGTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDDGSMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>MCE8420116.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MKLSLRAKLSLAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLASYLENSGRILRYSRSNQKDLAGRQMSDSLGLFDTVTADLT
QLVAFNSTGAKSASAEGDIAYAASQKVVFGVIALALLIGIGTAAFLIRNITRALGGEPDYARAVIREIAGGNLEVEVATR
AGDRDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMASTAE
ELESQSGQLQQVIGYFRLALDDLAGRTGQHHAGALRGGRTDSSPVEEAIRKTVRHSAPARGAATGGFTLDMGGDDEIDGQ
FLRNGAA
>MCE8420117.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB28
MSGAGKDSAPAAMRALTIGLRGEVFALPAETVSEILDMGPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPTLVGIIADKVHDVTEISEASVEEAPKVGMRWPAEFLRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FATDERTVK
>MCE8420118.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB28
MTRSADPAETFRQEARDLLDGLEQTLLDLEQDPGDGALVDASFRALHTLKGSGAMFGYDEVAGFVHEFETAFDRVRKGKA
AISPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGSGAASGEAAAAAEASAESVRLRFRLPPDAIAFGTD
PLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPAQIDDVFLFVREGMELTLEPLRPPKAAEEISD
TAAPADAARRGREAEGRTASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGEDLNLKAVVEELERLSSGLRDTTMGIR
MVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEAPGARGHAGKPARGRVRL
SAAHTGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKRTIEG
LRGSIELTSTPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPAAPEGRETGRNFLNIRGRLVPFLRLR
ELFSTRAERAEHQKVVIVSAGEARVGMVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFGQAY
ESRLRGEQLERVA
>MCE8420119.1 response regulator [Rhodovulum sulfidophilum]AB28
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNRIDAVITDLNMPRLNGLDFIRKYRSHGSSAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>MCE8420120.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MDPEKTDEIGPGKLCLAHELGLRDAAGIRDRLLAALNGEGAVVVDTSPATGMHAAILQILAAAARDAARQGRSFTLIAPP
GGACATAFKRAGLDLPGQAPAA
>MCE8420121.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKIAVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>MCE8420122.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>MCE8420123.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLSG
>MCE8420124.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MCE8420125.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASIWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MCE8420126.1 glycine betaine/L-proline ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEAS
>MCE8420127.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB28
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVKMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MCE8420128.1 SMR family transporter [Rhodovulum sulfidophilum]AB28
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MCE8420129.1 YitT family protein [Rhodovulum sulfidophilum]AB28
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MCE8420130.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB28
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MCE8420131.1 hypothetical protein LZ190_15720 [Rhodovulum sulfidophilum]AB28
MSAIEDLADQLARDALDAAGKLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>MCE8420132.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MCE8420133.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MCE8420134.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB28
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MCE8420135.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB28
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MCE8420136.1 hypothetical protein LZ190_15745 [Rhodovulum sulfidophilum]AB28
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDSDLRDQDRLDKDRRDKEDRT
>MCE8420137.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MCE8420138.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB28
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MCE8420139.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB28
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEVEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATSR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MCE8420140.1 YIP1 family protein [Rhodovulum sulfidophilum]AB28
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MCE8420141.1 YIP1 family protein [Rhodovulum sulfidophilum]AB28
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRDVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MCE8420142.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB28
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MCE8420143.1 tryptophanase [Rhodovulum sulfidophilum]AB28
MPGVRFFGGESVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MCE8420144.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB28
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MCE8420145.1 hypothetical protein LZ190_15790, partial [Rhodovulum sulfidophilum]AB28
RGRPSRRRNGHSWAILGFDRGKGCGEINTTWAWIEAAWIFEGKTAPVCAAEANPLTRKAELSGAFH
>MCE8420146.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB28
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MCE8420147.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAVAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSNRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MCE8420148.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGLGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MCE8420149.1 hypothetical protein LZ190_15815 [Rhodovulum sulfidophilum]AB28
MTMQMALFASATGLILAASGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTISRVNSAPNTAGGALDTTATTDL
GDSDVTVTRDVSGGALFNGEPTVVNGLPNLKVSFGIAYGGR
>MCE8420150.1 hypothetical protein LZ190_15820 [Rhodovulum sulfidophilum]AB28
MRNTLKTFGSVAALGAATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVVFGSAAVSNLAAWGDSNVGNERWNATISGLTQIEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIDGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MCE8420151.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB28
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYKTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGPIHS
>MCE8420152.1 MAPEG family protein [Rhodovulum sulfidophilum]AB28
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MCE8420153.1 MAPEG family protein [Rhodovulum sulfidophilum]AB28
MTPELAALAATAFIHLAAVLWSQRALEADVGRKGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MCE8420154.1 hypothetical protein LZ190_15840 [Rhodovulum sulfidophilum]AB28
MILSLGIDGQWTARSLAAVLDSLEAMSGYLETGTLQQLNRDRYHATGRALSIVFSVEDHLPPQLQIKRMSYASPGCIDFV
GLGKALEQIRLFLEFLIEHCASRNDRELDREERKIQLAQKRLELLGLLQSQHPAIASFVEENAADALIEAVFDKRICSAE
ISSLEESP
>MCE8420155.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB28
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGEGAAASATDDKPAAEASKGSSGKDVEDAPSAKKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEAPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MCE8420156.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB28
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELDQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MCE8420157.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB28
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MCE8420158.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB28
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MCE8420159.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB28
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MCE8420160.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MTNSLLAPRMAPFELPDFAAISDGDFAPAFDQALTAARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVDATRAAGAERGAGGPVVTLSRSVIVPFLQFSARRDLRKAAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGAAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVTLHHADARAWEVTRAGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEENVLS
TGGTAEPDALYTSFRGRLPGVEALLKGRGLDLEPA
>MCE8420161.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB28
MADGQDRGRDHGGDLSEAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGALEAVGRAVETVARAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGTCPKNVLVLRSFGKFYGLAGLRLGFVLGSKALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEA
>MCE8420162.1 adenosylcobinamide-phosphate synthase CbiB [Rhodovulum sulfidophilum]AB28
MSAAAMLVALAIEGVAGWPDRLHARIGHPVTWIGALIAALEARLNRPGDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVARPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MCE8420163.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB28
MAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRRPGRMPGLWQGKRPVLSRAQFMTLAARLGTRPGRLRLHADMPPGG
GAGASTAALLAAIRCLARHALSPEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVLGRLPPEPAFEVVGGFCGKGQRT
DPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPAPLLELGRNLGALGLVAAHTGAAQGLLFAPGTAP
AGTEAALRAAGLGQVLRFRTGGGGR
>MCE8420164.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSDTKASPPATEDDARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLMLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>MCE8420165.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB28
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPEGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANDEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MCE8420166.1 hypothetical protein LZ190_15900 [Rhodovulum sulfidophilum]AB28
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MCE8420167.1 amidase [Rhodovulum sulfidophilum]AB28
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPGIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHKPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASRL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRARINMAEMARHYYR
YDRDGRDLLGAETRDAIDKGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MCE8420168.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB28
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MCE8420169.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB28
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MCE8420170.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLKL
>MCE8420171.1 N-acetyltransferase family protein [Rhodovulum sulfidophilum]AB28
MTNQPAPPAPLTLGDCTPADLPGVQAIYAEAVRTGTASFELAPPDLSEMRARWEKVTEAGFPWLVARAGNRIAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTTPFDGLPGDRPQGQHSGGAAPDDPPNRP
>MCE8420172.1 2Fe-2S iron-sulfur cluster-binding protein [Rhodovulum sulfidophilum]AB28
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLVVQMPEKQI
>MCE8420173.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMVAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEILGMALLLASILMLVLLI
>MCE8420174.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB28
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIDGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>MCE8420175.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB28
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQQRAVQAELRELGLYAARIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MCE8420176.1 exodeoxyribonuclease VII large subunit, partial [Rhodovulum sulfidophilum]AB28
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SHIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLP
>MCE8420177.1 sigma 54-interacting transcriptional regulator [Rhodovulum sulfidophilum]AB28
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARTALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFASPDRPVDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPAPTEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MCE8420178.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB28
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGAAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MCE8420179.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB28
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFEDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MCE8420180.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB28
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWEDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MCE8420181.1 lysophospholipase [Rhodovulum sulfidophilum]AB28
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPETPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGLALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MCE8420182.1 hypothetical protein LZ190_15980 [Rhodovulum sulfidophilum]AB28
MRDDGEPGTDRAVDAAEKESQMPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPE
ILDARVPSGDVFLEVLAPLEPMDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRI
LDPLAMSLPFGVMAPAELYDVEAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVA
RELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRP
DELVDFAAQLHNFPGMPKKLILDVVFGHSDNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRV
DGAQDFKWWDASTQTLRHDDDYLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLT
FAHNTPFLYTFWLSKFWRIREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVAL
PGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEV
TEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYA
GRDSFDYLRPIAGRTLFTALRHGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSD
SMALVFSRHLPE
>MCE8420183.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB28
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWETDDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPSDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MCE8420184.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB28
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSVGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRATRAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MCE8420185.1 OadG family protein, partial [Rhodovulum sulfidophilum]AB28
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRAARKTTAAPETPVAPGVPGVPPHHLAAIAAAVAETLGPGHRISRV
AAPAHLVDGWPLEGRIETFAR
>MCE8420186.1 hypothetical protein LZ190_16000 [Rhodovulum sulfidophilum]AB28
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLDRQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MCE8420187.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB28
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAEGYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQIVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAE
>MCE8420188.1 hypothetical protein LZ190_16010 [Rhodovulum sulfidophilum]AB28
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPEWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>MCE8420189.1 PhoH family protein [Rhodovulum sulfidophilum]AB28
MGISALTPPPQTEDVHEMLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARL
ETGQPVEAGDIDGALRLGEAAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTY
IAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMR
GRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRH
PLVARIIEAYDADDAKT
>MCE8420190.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB28
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MCE8420191.1 hemolysin family protein [Rhodovulum sulfidophilum]AB28
MGDETDGSSRAAQGALDTDNLDSQGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>MCE8420192.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB28
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVAREDMPGRSARIAWAGGAGHFVLALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLITLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWVREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPGLIVWPETAVPFWLENAGDGLRQIAKAAGGVPVAAGVQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGKALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MCE8420193.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB28
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEVRKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MCE8420194.1 tRNA (guanine(46)-N(7))-methyltransferase TrmB [Rhodovulum sulfidophilum]AB28
MSDETRKSPDHTPDTEGEAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>MCE8420195.1 amidohydrolase [Rhodovulum sulfidophilum]AB28
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGIEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVSELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVTIRLRAALGEASFRRIAETNPAIWLGEA
>MCE8420196.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB28
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAEVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEREDWMIVHGHGPGSLPGDATCATHL
DHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MCE8420197.1 GFA family protein [Rhodovulum sulfidophilum]AB28
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGAQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MCE8420198.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB28
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARVGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MCE8420199.1 hypothetical protein LZ190_16065 [Rhodovulum sulfidophilum]AB28
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELWPGDLDNHLRRDIGLPPLPEPWSEPPRWM
>MCE8420200.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB28
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MCE8420201.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB28
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSTSAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MCE8420202.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTIPLDDADRRLLRYLQAEPALSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MCE8420203.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGAIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MCE8420204.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB28
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQIAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHTEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MCE8420205.1 hypothetical protein LZ190_16095 [Rhodovulum sulfidophilum]AB28
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MCE8420206.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB28
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MCE8420207.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MCE8420208.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPEILSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSHPPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMALGSGLKLAAAVAQI
RALHRARCKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLDAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPRATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAPPRTTENRTT
GKPKPGSPADKGAADARNAGPDAQPSASIASAS
>MCE8420209.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB28
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MCE8420210.1 hypothetical protein LZ190_16120 [Rhodovulum sulfidophilum]AB28
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLARAHRQRDSSASPDSLESRAARLRARAARLRA
RDI
>MCE8420211.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MCE8420212.1 hypothetical protein LZ190_16130 [Rhodovulum sulfidophilum]AB28
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNGKSTGDSPVSKFIRGIVTGEPQK
>MCE8420213.1 hypothetical protein LZ190_16135 [Rhodovulum sulfidophilum]AB28
MPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGLFDDA
GREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRGERS
>MCE8420214.1 DNA primase [Rhodovulum sulfidophilum]AB28
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGSGGGGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>MCE8420215.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB28
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MCE8420216.1 mismatch-specific DNA-glycosylase, partial [Rhodovulum sulfidophilum]AB28
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGR
>MCE8420217.1 hypothetical protein LZ190_16155, partial [Rhodovulum sulfidophilum]AB28
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALD
>MCE8420218.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCNFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MCE8420219.1 hypothetical protein LZ190_16165 [Rhodovulum sulfidophilum]AB28
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGGANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGSLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSHFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVPHMPGFRLSGAAANQTKKIGNWQ
EELAALERSLPADLLARTVMANASDYALYDRYR
>MCE8420220.1 hypothetical protein LZ190_16170 [Rhodovulum sulfidophilum]AB28
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDVVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSNMATDFIFFEQNFGFYLPQF
IAPWEHIARRSEWRLYDRARLVDGNVIADFVTIAELPLEPSRVEVDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHIDLATQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPTCLEQDMKTILREFAQFEAVANHPLIAAL
ERGQMVAGEMPR
>MCE8420221.1 sulfotransferase [Rhodovulum sulfidophilum]AB28
MKSALICPGPGRSGTTLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYERNFDVDGDDADALRFEFSPRYTTVTAPSWHK
AVVERIRNGVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGFHVPNSRRGAEIPQFSKAKGHPRYYYSQDHDICIRNREGREAYLSA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYSDK
VFPCAEPDFDLLNDASPELKKASLSEM
>MCE8420222.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB28
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTSKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MCE8420223.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPARSLDAINVSSGRATAIAAILETLTRI
TGHAPEIRHDDRFIRKGDMRFQACDSARARSLGHVPRHDLEDTLSWMLAAAPAVPEPVEMRLP
>MCE8420224.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB28
MIAPYLRVVPENQSALRFFTICARNFLPGAKILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPALERM
IRTYNITELCTAIKPYCFLREFARGPEAGAETEAGVAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAE
RAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAY
WNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFF
WNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGHLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGR
HPMVTSFMYSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGS
EYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRA
ELAPDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MCE8420225.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB28
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDQGGAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMAPGPVSFPLVLFRDGPGEVPADRIQ
QALALTSGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALRQDPV
LAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKPSAMLDPCFGLARVAALRDAAARVGRRDGPRMT
EAILRLGAPLARLGQPVFAAQGCALALSEDEPYQPLKSAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFVD
IFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYAQACEHIAAAGYERLSFLLTRIYAGGELVEQTRARFP
QARLIFNTVDLHGLRELREARIAGSHAREFSAQATFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSL
PKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEK
VRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLHGDEMRWTRMSRAGYDFC
EARYSRRAVAAKLNALLDGVPA
>MCE8420226.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MATSRLAAMRRVLKTFFWMRMCGRRTGFALRFDHVLPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADRP
PDAATGLFGASPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDASIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRAALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNG
AALVVRDAPDPDRLQVELYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEDCQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLARHAAPDLGIVVIGRIDPAFAHHRIRVHGAYHREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHMRRHLGAGVT
LPPALPA
>MCE8420227.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB28
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCRAGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVTLAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSGGS
>MCE8420228.1 hypothetical protein LZ190_16215, partial [Rhodovulum sulfidophilum]AB28
MQDELAEIIQRVRVLEASGASGPALELLAHALARRPDDLSLRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQDLLTADPHQRQALVARIETAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAERPGDPETDLARAQSLLDEDPEAALQLSEAVIARAPDRAGAWPLRIAAARTLWRFDAAESWGAEAADRFPG
RIGITLARFATRLALDGPEAALALLPDAPQAPALLIARGNGLLRLGRAEEADAAFAAALETGGLLPAAA
>MCE8420229.1 transposase, partial [Rhodovulum sulfidophilum]AB28
MSKPEAARYRTTNWKSYNEALKRRGSLLIWLDKDMVWLAAKAGRPGRPPVFSDAAIQFCLMV
>MCE8420230.1 hypothetical protein LZ190_16225 [Rhodovulum sulfidophilum]AB28
MASLLTYRIHEVNPAGRVFCNNADIMADWTKALSVEMFFAEAEKRMQMVDGEGRVHLESRLRLARSMLGTLDPLSFIEQW
ISPEERYQR
>MCE8420231.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MKHPGEKLGNDIWVDLPEEAIRIIDSMRKSKAEIFPYSPDALTANFTRTCKPLGIEDLHFRDLRHEGISRLFEMGWNIPH
VAAVSGHRSWVSLKRYTYIRETGDKYANWPGMQLATDNT
>MCE8420232.1 hypothetical protein LZ190_16235 [Rhodovulum sulfidophilum]AB28
MEELNVSDPPQSKAIERYTEEAVKDIGPTKAQVLRTIATYPIAGLPCSTIKSKDIIEFLQSLHGQPQTVGNYASHLASIF
AIADRCGASDWMTGR
>MCE8420233.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB28
MMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPDELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAAAGVNRVIIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEDLFGLPG
RKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAAGQGAGLEVLDAALEALPRAA
>MCE8420234.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB28
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MCE8420235.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB28
MKAVSVVLRAAVALWFGLGPGSVGALGAEPLTALARPDLASSSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPTDTGASGPERPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRNADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MCE8420236.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB28
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGSRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLVHATDGDGDGRADIWRSRSDTIASIA
AYLGQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPAHERRGEGFLMMPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGLDRSGIVAIQRRLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPDPGMAAAMAR
>MCE8420237.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB28
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDAEDHWRAALAASDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDGEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MCE8420238.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB28
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MCE8420239.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMADLPARRGRISPDAAALGALRRKRG
>MCE8420240.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB28
MSVHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNM
DGTEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MCE8420241.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB28
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGIITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPPPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMVRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MCE8420242.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB28
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIATEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGAPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MCE8420243.1 hypothetical protein LZ190_16290 [Rhodovulum sulfidophilum]AB28
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MCE8420244.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB28
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MCE8420245.1 2Fe-2S iron-sulfur cluster-binding protein, partial [Rhodovulum sulfidophilum]AB28
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPVEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGA
>MCE8420246.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB28
ISPLSWAARSAAFHTGGHLVPFLNDLGIDLWSLKRGEECALARLCSISGQERAPVAHNAVTALGDRQYALRGERFAAEFL
AGPVTRFCPSCLAEDAAGAARPATRWRHRLIWTLSVVRVCPVHQIPLRSHRGGNWDDGAHELQALPWEKDALAVGPKASL
RPSPLQVYVVARLAGASGPAWLDGQGIEQAVRATEMLGAVIAFGSGQKASNMTERMWDEAGRAGWAVVSEGEAAIRTTFM
DLLKRAETNPGSVHPKTAYGMLYAWMSASRLTKDPGSIRPLLREHILDTVPLTKGQILLGSPVEAPRVSSVAKIAAGELV
HPMTLRNLLADQGGISASDREAPCGHIFLRYDEARASIRMLKHAVPVSRLPELLGASRPMVAALLEIGALTRLAEVEAAS
SKMSKAVDGLEMAAFLERMQVRLPEVAEKPTTMVTLAKAAEKGRVKLSVILSMLLQGRLLRACRLAGAAGLAAVLVDPQE
IKAKLALPRPGMSGELALIILGFDPSRGRRVFCHPEAAPLIASQPWGEDVWVSPAALENFRQKYVTKKRLPLVMGARPLA
IEKLLRERGVKPIWGPREFGAAIYEKADLPKV
>MCE8420247.1 hypothetical protein LZ190_16310 [Rhodovulum sulfidophilum]AB28
MKTMKPTQAVATILCRYQRRRNCQVPVTATDVYADTIARVCGDDVHLDPVERGLIHLKRQKVISGGRLVTLLARHQREIR
PE
>MCE8420248.1 hypothetical protein LZ190_16315 [Rhodovulum sulfidophilum]AB28
MSPSPEESTSSEHKGSSPVGRGGAGTYIEGQLGAYYLLQMLAGSDARGLPNARIEQVQLQGENEGYALDDLIVHGVSNKG
TALLEIQSKRTIRFSPKDPIFNGVCEQIVRSNPAQKPTDRHLLAVATQRTSYSISGPYQDLLEWARRAESGIQFFARLAL
TGVASEEMRSFAKAFRSNLVAHGVSDEDEAVWAIIRRFMILEFDFESAAPEANAHALTLARQVLAPDDAARAEALWSNLI
EIVIETGKAGGSITRQALIERLTSRGFHLAGGQNFALSRAKLAEMSRHALSEIGTKVGGVNLPRLGALADLESARNKHRF
IEITGKPGVGKSSVLRHLAERIGREGHVIVLDPVGTPDGGWSALAQRLDMRGTAKSFLWDLAASGGGILFIDGLEMFTSV
ERRRTVNDLLREIADVPSFSVVVSRRPDVGVEDTDWVAQDALAKLGTPCQVVVDELNDDEVEALSTAAPELRTLLSRDHP
AASIARNLYRLAQLLKVPSSADIRTEAALADRWWKSADGAKLDDVRPSQRLLAELAEAALAGQDLVEASTDTPARAHLLR
RLTLSEPKRDRLSFYHDVLRDWAIGARLNEDITLLDNVDLSVPPSPRVARGIEFAGRFALEQGPDGSNWTVLLGALSRPG
AHDAWRRQALMAIVRSELSARLLSRCRAALLADGGALLVEICTAIVATETISAASAFKEIAATGAELPVESPGSLRIATT
LSAPTVLMWCAVNANDIPIQAIAAIVKLAEVQFLTTMSVRELGRATAKMLFGWLMQLDLRDTNNTIPGATDAPRLERQSR
TTMIEDLRTMALLMASHAPEDTKAYLTAIAKENDHYKVKAIRPFSKALASVAPNELAALITSSLIEQPRRGRSRRDSLNG
AFGFADTDYMPVSPAQPPFLDLLDADPEIGLGLIQTLVDAAVAHRADGVKAGTDGFAIVFDGKPRFFPWVQTFYWSRSSQ
AQEYSASSGLMALEAWSQERLDRGEDVDAVLRDILGPEGSCAAYLLIGLDVLLSHWPTTRDALVPFVANPDLLANDRTRL
TLESLGGAMMLQKEPKGRVMLADLAKRQPRSISLERLIPYYIGEDDFGQKVRSLLAEAVEKAGSYSDEANFGDPAFMGSY
ALNMLDRANWVEVEGRLAYKSPPAEAEHLERLEARRQAHERSSTIEARIQLAISDPTKGSPDLAREAVEYAAGDLPDHSD
TDYLKSRSTRLISTAMLVARDGEDNLLDENEDWVRTVIATALAEEVDRYGSKERLDYNRPAQGICALIHLWHRRRRVEDR
DHLLRTVARQDQAAVVAMAPAHESIRDADPRLIKAAVRIAFTCCRWRWNPHDEDASTREAYDKEKAGKDADAVAAEITWL
DGGPEPSWPELPEETPSFSRRPLAIVSPNGEQIDLKRDDAFPRHSPREAVVHANDQELSRWLSLLNFEGCARPGWYLEII
ESYAPWSARINGHGYSTDAELSQRPSDWNNQFYALVTTALMDSPEDQFSSLLQPIVELPDRSFCDVAEAIIHAADVHYFN
EPDRPSARALALRQKMVARAIELNRWSWDRRRGELGIDIETGPMIGMLLMNLHNPFSGAKTYLVPAVFDKVDPLLELLRP
MMSGGPTAFVALCTMNTLNVAPTTLHLDFLLNAVETWLEVGNGDRLMWHELGIGRKVAEWLNRAAVDDPSLYGRSHPSRS
RIDAILGRLVSLGVSEAHELEVRIQAEANGQTAR
>MCE8420249.1 hypothetical protein LZ190_16320 [Rhodovulum sulfidophilum]AB28
MAKRRTIIGGITRRTTIYRVFPRNRFFQLFDEKKNALVRPTMWEDPFENFILRSPVRTAAGETGAFAFHADVYGQCWTLK
KRSDAMWRIYSPRTDAVRVRTTVGRLIDSLCAANKGVTNDSCFIGKVAYPPDFKLKKFARTVFKDGLTAEAVARSLLKKR
DAFEHEAEVRLIYFEGQNKKHDGGVYKYALDPHAAFDQFMIDPRMSYKKFSKFKDEIVARTSIDEARIKRSLLYKPPEGF
VVEIP
>MCE8420250.1 phospholipase D family protein [Rhodovulum sulfidophilum]AB28
MSRIFSNGPNKDFVINPFMHLIAESSRLHLAAPYFTQPDQLLEAAREGKTVQLLIGLNEATSPQALRKLYEVPGIAIRYL
TSRFHAKIYIFDQAALLGSSNLTDGGLRANREAVIRLDRDDDADAVDDIRALFVELWDAGQVLTREKLDIFEKTYNELKR
RTPDPEKEIEAALGLAQPRNINVKSHEKSSERVFLETLRQEVYEQYRPAFSEVTAILDEHGYRRPDLANVGIENETNRFL
NYVRLTHVIGDEAWQTAPLRSAEGRRKEIMHYGQEWVDVANNKVPEDYAAWLETVKRTFGTREAMEAASKEEITDGLMSL
HAFTEQLRFVKGGLKNLPAEFWKANNDDVERIKSTLTYLLHGPGDFIQRFHDVLYDRSIKLKRFSYFCALELYGTVKPDE
CPPMNGRMAKALRFLGFDVKGA
>MCE8420251.1 hypothetical protein LZ190_16330 [Rhodovulum sulfidophilum]AB28
MKYLITTYDRHDVTDHANYCEAHQIPCIYALVLGEKCTVFVHCEKLTGPRSQAIKAHEAEFSEFIARLDNTYAKPAWIQS
TLPMSFWYHDLPASAAEDVAEETYEFLRTILAPFDDK
>MCE8420252.1 TniQ family protein [Rhodovulum sulfidophilum]AB28
MTTPLPLAPDLQDRETAFSFISRLAAMNGVDTAGFCTDMGLPFSKVIDGNPEALARLADLSATAVEDLRRWSPRYLGKRE
HDFRGNHLHAKAIKESTIRGCPACLREDAEAAPDSFEGDMYIRGHWLFRPVTLCLKHQHPLVSLWTEANVSRRYDAAARL
AEIAPGVWAGKLDKELRAPNPFDEWIEARLAGTPIESWLDQFDLYAAAHFCELLGRAIWAVRFPKWKKFGPERAWMSFEM
GFRFATKDEATVRDTLMQLQETIGEPTDGPKKKYGALYDRLAFDLLGEAYAPFRELLRDHIASTWPLGPEDDLMGEPVLE
RKVHSVRTAARELGMDPRRLRKLLVDVDLVRPAETGRDDQWELFDARAAQPHLDRINTLVSAKDFQEALNMSRSQFELLR
KEGHFPPAIDGGDHKPLWDVRAAHLHLESLLTGAEPIYVTMHGWDDIPTTAQSLKVSPGTVLKLLEGGKVQRIGRHTNRD
GYASIVVTKGEIERLLERPEAPGLSVDVFARQCGLTRSAAMRLVREGHVPSTEGRHPKTNARQRFLAPGDLAAFHERFVP
LRGLAVELGMPWQALRPKLAAAGLEPFSPDGQDYGAVFERDVAIAADLASTKPRSQQNKEKDGE
>MCE8420253.1 hypothetical protein LZ190_16340 [Rhodovulum sulfidophilum]AB28
MMPFDAIISISGMLVCLVGLVHVVIAYRGTTRSAEPDPERVKRFVKSAPPIPGHLLYAHQDRCPEARPPRMEEAEPGEKD
QEDHEAPR
>MCE8420254.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB28
MAAPSIIEIPDNGGMVAVIADLHLRSYLRHGSNPLQFHGLQDRPLQENVDALIVAGDLSDSSGPSLQDALAYLTRYVSAD
RIYVVPGNHDYYAGKLDDENRLRDLVHAGGSWFVQKTELRHRSDRYFCATLWTDFDLLGDREAAKQFARRFMRDFEMISI
EAPGHELLDPDEVLPRRIVPITPEDTITLHREHRAWLEERLATPHFAFEGRTFVITHHGPHPSAAGPIDGLTPAFHSDLT
EVLERSDIDTWFFGHSHRRLSSTVAGTRIQNISIGYPDEDHGDDEDDLAEVSFIAAALDTQSASEPREVPADRQELEQDL
EYARRCSETCAPILVDKLSPNSGGQALTQNARLSAPRVDGMRQPHRAGRRRVLRNRCHRRARPDGQVLNDAV
>MCE8420255.1 ClbS/DfsB family four-helix bundle protein, partial [Rhodovulum sulfidophilum]AB28
KFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWHGKWTKGRMVQFNTSSPYANARVRIRKWLKVVS
>MCE8420256.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB28
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MCE8420257.1 hypothetical protein LZ190_16360 [Rhodovulum sulfidophilum]AB28
MMDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLR
LLGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERK
ARGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKL
DADVLITPLAAEELRARHVRVVRA
>MCE8420258.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB28
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDTVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MCE8420259.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB28
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MCE8420260.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB28
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MCE8420261.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB28
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MCE8420262.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB28
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MCE8420263.1 glycyl radical protein [Rhodovulum sulfidophilum]AB28
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MCE8420264.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB28
MFGSSKYKVLMIVGDYSEDYEVMVPLQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MCE8420265.1 permease [Rhodovulum sulfidophilum]AB28
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MCE8420266.1 acetate kinase [Rhodovulum sulfidophilum]AB28
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>MCE8420267.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB28
MQIRDLIPWARKEHSTEPKTRTGEDNPIATLQHDMNRVFEGFWNRLGALDWPLGSDAKSDVVETANAIEVSIELPGMEMK
DIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRRIE
VQGA
>MCE8420268.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB28
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPERLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MCE8420269.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB28
MLYPSTFAADPFALMRQMGRDLDRALGPRLGAGTAAFPAVNVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLDDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>MCE8420270.1 hypothetical protein LZ190_16430 [Rhodovulum sulfidophilum]AB28
MAGSKKDGDKIANDPSTANLATMLPIVDGMAAAPGFLKLLGISHDAISELQQSAQELKDQASILTLPDEFNAHFANQGWI
ATGALSPEVMRNALAYSREGNSEAAEAEILSWFTEDNIRLFAITRGKRFNKAQERYHQMVEALTLYKEERYISAVPPILI
VCDGLASDVLGSSPFEKDADLSCFDSITGHPTSLPTLIKLVTKGVRKSSDDALSLPMRHGILHGRSVNYASKAVCCKAWL
LFIALVDWTYDKVDEEARHDRHETEQRETLLGSLSKLRKTQEDRRKLDAWVPVVLAAPFDQPFEPGSPGEAFQQFFSGWQ
TKNYGMMAAHAVNLTGKSLGAMAGELRRDCEFIELLEFNLVRVVQANQVRADVTLDVRGKTLKGPVEGRIDAMAVCYLPN
GDPAMPTDDGGTWCVQQNCIYKVMHLDKPSEE
>MCE8420271.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB28
MPKLSDAVRSGKLVGNLQAQECPSRDILKHVTGRWAVLTLIALQGRTIRFAALRRTIGGVSDRMLTQPPQTLEADGFVKR
QAFNVVPPHVEYSLTPMGEEVAQHVRVLCDWIEDNTSAILSIRQDIAAE
>MCE8420272.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTVAITGATGQLGRLVIDTLKDKIAPDGNVALARSTDKAADLGVPARVFDYDAPETLAPALDGIDTLLLISGSDIGRRVP
QHAAVIKAAKSAGVQHIVYTSLLNAPTSTLGLAPEHVETEELLAASGIEHTILRNGWYTENYTMGLPSALEHNSLFGAAK
DGRISSATRQDYAEAAAAVLIDAGLRGKTYELSGDDNFALSDLAATLSAQAGKDIPYVDMPEADYAAALAGPGLPAELAG
FLAHCDVEASKGVPFEEGTQLSTLIGRPTTPLATAVATAIL
>MCE8420273.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB28
MGHFRASALVLIASLNLMSTASETRAQDDVVVLPPVVLASEGEDSDSYVAETSRAATKTATPLIETPQAISVVTEAELET
RQVQSVGAAIRYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSKGRFAGLGRPEPFGLERIEVLKGPSSVLYGQN
APGGLVNLVSKKPTSETIREINTSVGTFGRRQGSFDFGGEIDAEGKFQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTP
TSDTTFTLLGSYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDKFIRTSRSIGYEFEHHFDDIWTVRQNLRFD
RQDADYRYVSYSGAALAGTTMSRKRSFVDQSLESFAVDNQAEAEFETGFVSHDLMVGLDHRYIDSAFRFGTAAASSLDIE
NPVYGTPVSMPPTTRSEETDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAEN
GLAPYASYSTSFEPTPGSDFDGEAFKPTTGEQFEIGLKYEPAGFDGFVTLSAYELTQQNVTTTDPVNTRFDVQTGETRVR
GIELEGVAALSDRLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGVRYVGERFGDAA
NRMDLPATTLVDASLRYDFKNLSPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MCE8420274.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MDTITRRGFVCGAMALAAPGLARANPGIVVRDLLDREVRLARPAKRVVLGQGRFLSMIGMVHPDPIAILAGWADDLNRTF
PNEAEAWSSRFPALKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDSDGSTSFIRSLTQAGLTVAVVDFAQDPL
KDTVPSLRILSQLLGQETRGEDTISFYQATLKRITGAFGDHSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGGHSI
AADVLPKAVGPINLEYMLTRQPDVYVATGGLKGDAAGGISIGANVTEAQARESLIRIVSDPGIAELNAVRNKRAYAVWHG
LNETPLHLVALEALAGWLNPGIKDVFDARQTLAAFRKRFPLLPQDGVYTVALDLSA
>MCE8420275.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB28
MTTRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAAPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTRLDYDDLTDPRWRDRMFIRSADHMFNTGLIAAYLARYGQKKTEA
WLAGIAANNPLGNGGDRKAARAIAEGRALIGVANSYYFGEMQAGAGGSEQKAWSESLRAIVPTFDDGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPVSERVAPNPIIRKAGELRPDTRPFPAIAAFSETAEAYARTRPWNQIRM
KDPLL
>MCE8420276.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLGLLVIAFICDVFTGPAALSPGVVITGLLDSAGLPSSMHYILFNVRLPYAVMAILVGASLGLAGAEMQTVLNNPLASPF
TLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVLAQTQANGADSVVLFGIALVFAINSVVALLQF
LADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTALRAGEAQAESLGIDTKRLRLTVMLRASLLAA
VAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIASKMVIPGVIIPLGIVTSIVGVPLFLSLLIAR
ERHA
>MCE8420277.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTGLEIHNLSAGYKRRPVIENLSLSSVAPGSMVGLLGPNASGKSTLLRAIAGLGAGSGRVELNGVDLAASDHKTRVETIG
YLPQSLPPASPLLAYEAVLAACRAVRALDTPTAEQTVENAFAALGISHLALERMDRLSGGQRQMVGLAQVTVRNPKLLLL
DEPTSALDLKWQLAVINAVRDLLRETGAIAMIAIHDINLAIRSCDQLAVLSEGSLIAFGPPEEVISSPVISRAYGVPARI
EHCAAGIPLVLVDHATP
>MCE8420278.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTLEQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSL
CGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>MCE8420279.1 YeiH family protein [Rhodovulum sulfidophilum]AB28
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGMLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>MCE8420280.1 glycosyl hydrolase family 8 [Rhodovulum sulfidophilum]AB28
MLAKQRNVRPRKPLGDARSFDYATKLIVWGDEVVASPPLTVLQGDASVIYPSVDKDHRRAALDRFWQDWKSVYLSEGCGG
AYVDIAGDGKPTYGDGVPNTLTVSEAHGYGMLALVRMAGRDSQEKPLFDGMLAYFRLHPAESGPGLMAWKQTRDCKDAPE
GGTTASDGDIDIALALQLVQETWGGYAEDAAEVREAILAREVSRHDLVKLGDWARYEVYDAASRSSDFMPYTFLSLPTRP
VPMRPGGAEIRSTGYDVWGRISETYAQGTGLAPDFMVGMPDDPRPAPAEFLEGEYDGFYSWNALRYPYRLAADYRVSRDP
RAANRLRRINAWIRTETGGDPSRIASTYRLDGSIPPDGRWTGELGWISMFAAGAIAGSGDPDSDQVWMDALWAAMVAISI
EDGDYFGNTLKLLAMIDLAEM
>MCE8420281.1 hypothetical protein LZ190_16490, partial [Rhodovulum sulfidophilum]AB28
MADVHVTEPIHPDALALLASAGLSVSCGWKDDDPAAGLATARAWILRTFAVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMLLLALTRQAVAMDRVARAGFAGFEQ
>MCE8420282.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB28
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAQVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLVGLGDGAEPGPGPILTHGAIEATCRVMRAQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGLDA
GIVATAWEGETTEGDAE
>MCE8420283.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB28
MKRFAALFAALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGAERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGPPADWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPASTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSPALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIQASSRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MCE8420284.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB28
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMAWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MCE8420285.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MCE8420286.1 host attachment family protein [Rhodovulum sulfidophilum]AB28
MKPFKTLVLVVNEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>MCE8420287.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSQMDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQH
ALWNSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MCE8420288.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTGPATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGDVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRRIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MCE8420289.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB28
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MCE8420290.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB28
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDELYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MCE8420291.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MCE8420292.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB28
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>MCE8420293.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLSPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAG
>MCE8420294.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB28
MAPQSGAAHSGAVPSRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIAEMREINDGLRRAGSSDEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>MCE8420295.1 hypothetical protein LZ190_16565 [Rhodovulum sulfidophilum]AB28
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDNDIAVRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MCE8420296.1 flagellar type III secretion system protein FlhB [Rhodovulum sulfidophilum]AB28
MSDEDPGDKQFEPTQKKLGDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLMPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRAHRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MCE8420297.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB28
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MCE8420298.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB28
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MCE8420299.1 hypothetical protein LZ190_16585 [Rhodovulum sulfidophilum]AB28
MNARHIFLALALFACQPVLAQQVEIRSGEHPDYSRLVFETEVPQAWTLGRGPDGYLLRFDNRALRLDLGDVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSGADTPAEEEVPPAPAEPVRPDATPAVDI
AAQSPSPSPESPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGPAETVSNAQDAQPDSGQRAEDSGQAETQIAEDHTPSDWRNMRVETSMDRGLDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAVTATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDALALAESLAFERRATAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLSELARSGADEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEANALRALIAQRQGDLKSAADYLGAVGD
TEAQSAMAWRARDWSGVESLGDPNQRAFVKTRRDREPSDFTMEPSLAVARDALGTSEIMRERLRALLDQPSTQP
>MCE8420300.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB28
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MCE8420301.1 hypothetical protein LZ190_16595 [Rhodovulum sulfidophilum]AB28
MKVSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MCE8420302.1 hypothetical protein LZ190_16600 [Rhodovulum sulfidophilum]AB28
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MCE8420303.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB28
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>MCE8420304.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB28
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSISGGQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MCE8420305.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB28
MSRLFLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLAPKVVEIAREMAETEAERPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MCE8420306.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB28
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MCE8420307.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB28
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MCE8420308.1 hypothetical protein LZ190_16630, partial [Rhodovulum sulfidophilum]AB28
GRPEEADAAFTAALETGGLLPAAADGRIAAAQELDRVEPVRRDLYGIVARHCAAGHRNGDRIRAEIEAQIGDWPRTERIC
VRLLDRQGADTSLLHLRARASLALGRTAQAETSLRQLLTLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQARPDSARA
RRDVELIRDLDLTGRHDAARKLLDATLRIARGTPNLFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTSAAQLA
RLFDFETGPPLAPSVIPPTGPLAWHLARDRSHGQREWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPC
ILAATHFGPLVFSILHELYDDFHYLGARSAANPATDNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGP
GGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQPLWRDGRISFDIAPLPRPETGEDGQAWLDRWAAAYLERIEWMMRG
APENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>MCE8420309.1 glyoxalase [Rhodovulum sulfidophilum]AB28
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGEGDYLLTEDGALKGCRHFALWPLAQAAQSCFGCDEWPAD
LPRPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MCE8420310.1 hypothetical protein LZ190_16640 [Rhodovulum sulfidophilum]AB28
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPAPRSAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMAGAAVLGAEAWAEGRAAAAAGRCLALPPDPAAWVAAIERLAEAPEEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLLGVPAEPG
>MCE8420311.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MCE8420312.1 hypothetical protein LZ190_16650 [Rhodovulum sulfidophilum]AB28
MQISSNIDGGQRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSLDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MCE8420313.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MCE8420314.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB28
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAATVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MCE8420315.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB28
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>MCE8420316.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
MTDPVTFPPSLWADTAPDRVPAPPLQGTTEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVRLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MCE8420317.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB28
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLKREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIIGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MCE8420318.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEVLNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGIDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MCE8420319.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MCE8420320.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
KPPGTRKMQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLG
RYMAKLIQFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFF
LSLMMILLFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKG
AGETRLMVHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLT
DLLYARLDSRIALK
>MCE8420321.1 acetyl-CoA C-acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAEAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLDTRKGEQVI
>MCE8420322.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAINAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAIAINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MCE8420323.1 AMP-binding protein [Rhodovulum sulfidophilum]AB28
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRNLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
VIRDADTPLSAGDIDLCAARAAAPAEFTPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGKLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MCE8420324.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRVRLRGTDPAL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MCE8420325.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB28
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAANPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALVRILEALPASAEGCVIAPLRPDDAHYLPPSPLETLLLGPEGFAAGAAGCFAEALAARPEARVWVGAEQALVHEA
RRITAALPAERKEIGTYWRRGRRGDARRDDHDD
>MCE8420326.1 hypothetical protein LZ190_16720 [Rhodovulum sulfidophilum]AB28
MVGRRGFLTGGAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALITEPGARLAGWASVPRLDLG
RADWLAPKGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRELPPGDKLDRAMG
FWGAVLDRPQAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWSGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAALNDRFASPLPGPLWLSLDAS
>MCE8420327.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB28
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDTTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDATGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTNVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MCE8420328.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTTAKTPRPARAGRPTKHQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAVAADCPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDTLADPAARDVWFDRAWRLFVEGAAPGRG
>MCE8420329.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB28
MKKYGRTFHLPFSPGATSDDKIMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQSVATLYRGPYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGRADS
>MCE8420330.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB28
MSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMMLGYRHVRLPGPLA
RLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAISLFVAGVGMVEHD
GRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MCE8420331.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKVLTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MCE8420332.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTRTLFITGASSGIGAATARAAVGRGWSVGLMARSADKLDALATELGAAALALPGDATDPTAQEEAVARTVENFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MCE8420333.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB28
MVADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
AGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFMSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>MCE8420334.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB28
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRARRAEASGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>MCE8420335.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB28
MKILTLTRPMLRRPMLRRTLLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGIN
TQNVTGAQSGIGTLRLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVA
AAKSAPGTLKIANVGTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAV
MSEERDPKFPEVPTFRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYV
KASQAKAFALIDELVAEGVLQK
>MCE8420336.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB28
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAEKPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAAKKKKLPYFT
>MCE8420337.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMDLYEARAAIECEAAK
LAARRADPQELDALEAFLEASCADYQPGTSPVELVRLDEEFHMRLTALSGNAELRRLLENVNGRIHFVRLIDLRTLSQRD
GPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MCE8420338.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>MCE8420339.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB28
MNRADPQTAARSVPDPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTG
YPPVQGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLE
TRWDDNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQV
SEAMKARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRA
LGVRLINETEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIE
VLEEACLKLRAAVARLTPAKEGPSA
>MCE8420340.1 RraA family protein [Rhodovulum sulfidophilum]AB28
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MCE8420341.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB28
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADKRSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMSDEAVEKLAAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MCE8420342.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB28
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGETPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MCE8420343.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB28
MDLFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAI
LLRIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAV
FLGEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQP
FLKTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPT
VTLGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIIC
LSIVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALL
VLTTVLPPVWKHIRARRAREA
>MCE8420344.1 hypothetical protein LZ190_16820, partial [Rhodovulum sulfidophilum]AB28
GVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVAAAFLGQLETGAEAT
>MCE8420345.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB28
MKECDLVMKGGTTSGVVYPPAIALLGDKYRLRSVGGSSAGAIAAAVAAAAEYRRQTSDMRDDMSGFNEVAALSEELGKDL
TRYLQPSGDMAPLFDLMIELMELQQKEKKPNRLQIFRKIIWPKLKNYRGKATQNGSIIAGASVVAGFAGLGFGLGALGVA
AGGIWFVAQTAYSVLTGVQAQLVKNDFGMVPGTTRKETKYGHSPAISDWLAEKIDRIAGLWEDGPPSKPLTAGDLKNGRT
QAPGSKIDVPGIAFAAMTTDLTSQRPFSLPLQMPDLFFFNPEELEMVIPKRVVDFMVDVANGEKVSGPDGKSLVPIPVGD
DFPVVLMARMSLSFPFLLQTVPLYRRYTNASEKVSWERCLFSDGGISSNLPVHFFDAWLPRRPTFAISLGRFEKDRHTRA
DGTEERIVFEPDKRNRRHIQVRDVSSISGFILSIIDAAKDWQDSLQGQIPGMHERVVTVRLASDEGGTNLTMPEAVITKL
RNYGVMAATSLLDGFDFDEHRYRRAICLLSELEKILPTTTDTIRIHRPEPDAKTFEELARVYQSHHYPNDPEWMLNVLVP
ALQELADLGEQIKAKSDGSKVSGGLIPDYNARLRLVASPDLTEDSSPRSSVSV
>MCE8420346.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MRYKAKKRPPEISGSPRTKPAEVRLDELMSAAEKLFLSQGVEATTVNEIVESANVAKGTFYHYFSSKNEILEALAKRYTE
RFLESVQKAIDGCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGVWAPN
QPKIVALLIYSGVHGATDDIIASKTTDCTSFARNVSDACLHMLPRITEPTK
>MCE8420347.1 hypothetical protein LZ190_16855 [Rhodovulum sulfidophilum]AB28
MPDIQSVTCARRFRWCGNIPPMPARKRRSVKPGWFGTIAKTKPESAKVRTRKQNITVAAMQMVERKSPLPSVVAGGHAVP
ALERGEHVLNPMTLLVELPVMLRSLLATAPGRAWVVEEMHFYSEA
>MCE8420348.1 acyl carrier protein [Rhodovulum sulfidophilum]AB28
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MCE8420349.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB28
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MCE8420350.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB28
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MCE8420351.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB28
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLLDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRAESLEAALSHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>MCE8420352.1 YceI family protein [Rhodovulum sulfidophilum]AB28
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MCE8420353.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB28
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MCE8420354.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB28
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MCE8420355.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB28
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQV
>MCE8420356.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MPRPSKGARLYQRKDTGQWVIIDGTKQRRTGTTDRREAEAIFAGYIIDRGRPTGPSEPDQMMIADVLDIYGRERAPSTAD
PERIANAIMPLLDFWGELPVSSITGGACRRYGADRRIYRGTPRERPAGLGTVRRELGCLAAALRYCAGEGYLTRAPEVKL
PEKRATRDRWLTRAEAARLLRAARSHPKSRHLAPFILVALYTGTRKEAILALRFAPHTAGGWIDTERGVLYRKAEDMRET
KKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHTAVTWAMHKGVPLADAAGL
FGTTVATLESVYLHHHPSFQEATAKALDGWK
>MCE8420357.1 hypothetical protein LZ190_16910 [Rhodovulum sulfidophilum]AB28
MRVLIGCETSGVMRRAFAERGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPKGRSWPDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPKRGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MCE8420358.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSEEAQTDATYRVTAGELRQFIERFERLEGEKKDLADQQKEVMAEAKARGYDTGVMRKLIALRKRDKDDIAEEEAILEMY
KDALGMG
>MCE8420359.1 hypothetical protein LZ190_16920 [Rhodovulum sulfidophilum]AB28
MTDLSARGPLGLKARRVPDDPDHLARIRALPCCICAEWGLPQLSATQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MCE8420360.1 hypothetical protein LZ190_16925 [Rhodovulum sulfidophilum]AB28
MQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKQRKGRTIPRNAAYCAGLTTAIENAEAWPTTLHLHDDLKRLC
GYVDVYHNPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWGRAA
>MCE8420361.1 hypothetical protein LZ190_16930 [Rhodovulum sulfidophilum]AB28
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MCE8420362.1 hypothetical protein LZ190_16935 [Rhodovulum sulfidophilum]AB28
MPAADPLPAALEDLRASILSTLDAGEGSEMRRLLDMRPVHQALTDVERLIRRAEEHRQ
>MCE8420363.1 hypothetical protein LZ190_16940 [Rhodovulum sulfidophilum]AB28
MNDMTPTSSKEGANPRAVIGGNAPPDPLDEALAPYGDFITEAESWLDGTQVTTAAQMKAVDDLAKEIKAAEKAVSTARDA
ATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDAAARKARAEADRKRREAEEATRTAAAGDIEAQRA
AAQAQAEAKAARKAASAAGKDRVKGVRTVSRYEIESHKAALHDIAKNDRDALTDFVEAYVRRHHKDRVIAGVRVWEEKEA
Y
>MCE8420364.1 ERF family protein [Rhodovulum sulfidophilum]AB28
MGELTKIPQGDAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YESKKSGDRTNYAYETLDAIAREVDPILAQHGLSYRFRSRQSDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPEPPRFAPRAAAGRIRRSLERAPSLDDLGTVWMHETPVLKDI
KAAEPGLYSELERSKDVRKLTLTRAASDIGDDEIPY
>MCE8420365.1 hypothetical protein LZ190_16950 [Rhodovulum sulfidophilum]AB28
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSVGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWAS
>MCE8420366.1 hypothetical protein LZ190_16955 [Rhodovulum sulfidophilum]AB28
MLALNGPHWLVMTDFGPLGVGSESDPATDWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>MCE8420367.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB28
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPTTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MCE8420368.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB28
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MCE8420369.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB28
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTYAIIPNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAY
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MCE8420370.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB28
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MCE8420371.1 phage repressor protein [Rhodovulum sulfidophilum]AB28
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>MCE8420372.1 hypothetical protein LZ190_16985 [Rhodovulum sulfidophilum]AB28
MQTIEHLLRLADAYKQAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNVADAHPAPQISGDTA
>MCE8420373.1 hypothetical protein LZ190_16990 [Rhodovulum sulfidophilum]AB28
MARNNPHDSIQDAVYRAYEAAGGLKTSSSILNLAMSTLSSFSELPRSGKRSGGLGLNYAHALSEARPEAAAVFAHHFAAL
AGGVFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>MCE8420374.1 hypothetical protein LZ190_16995 [Rhodovulum sulfidophilum]AB28
MSNSIHVSVRDGRAHIDLPLDEVHGLRVAMHPRLVGEPESNSTKAIREAFDKALARAQIRAGRV
>MCE8420375.1 hypothetical protein LZ190_17000 [Rhodovulum sulfidophilum]AB28
MKDRSAIGRRNRAKGAELEREVAAALFGLTGIAFRRNLRQCQDSGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRAQAA
AGARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAGIEIRGTVR
>MCE8420376.1 hypothetical protein LZ190_17005, partial [Rhodovulum sulfidophilum]AB28
MSDPWLKFYTSDWRSDPGLRMCGLAARGLWVEMICLMHEATPYGHLLVNGQSPTDAQLGVLVGAAPDQITAMLGELESAG
VFSRTRAGVIYSRKLTRMAKKAATARNNGRRGGNLNLSKGKGNPVTDNPPDKGRDKPQKPEARVQKREDTNVSLSPGDDL
GFHPVDEISEAVAAFNVAASESGWPQIRVLSKSRRSALKARLAECGGLDGWHAALHRAQSSPHCCGQNDRGWVANFDFLT
RQSSFAKLMEGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRAGR
>MCE8420377.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MSTRRIPTLSLFSGAGGLDLGFEAAGFDIRACVELEDKYCKTLRANIERGTHFSPHTKVLNIDVTDFDETEFLDDGIECI
IGGPPCQTFSAAGRRSGGVIGTEDVRGRLYSIYCRILDALKPKVFIFENVYGLPGANGGKPWREIVSAFSKRSYNLYHEV
IDTADYGVPQHRERLIMVGVREGSYQFPLPTHGPDSGTAIPLVSVLDAIKDLQDPKENYHDDLGGLYGHLLPDVPEGLNY
SFFTAEMGHPEPVFAWRSKFHDLLYKVNPNEPCRTIKAQPGKFTGPFHWKNRH
>MCE8420378.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MARTLNDKLATLDPSRRAGIEAEADRLQTEYLTLRELRKAKELTQVQLAETLGIQQATVAKYERQSDLLLSTLSSYVRAM
GGSLKLMVEFPGRAPVALAGLGETEKPHRRGRAPREDGRGGTRT
>MCE8420379.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB28
MEREGPSLGRPHADTLTGSKHVNMKELRCNAARGVWRIAFAFDPGGQTILLVGGDKSGGSERRFYTRLIARADERFDRHL
AELKG
>MCE8420380.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MLDLILDRWGDLDPAKIERRHFISLRDANANAVRFTNYCVQVGRVLMEHAIDVGWRADNPANGVQQIKGDTDPREAWPPY
LIEAYRATAEGRALLLFELCLGTGQRIGDVLKMRWSDIEGGGIHVKHGKTRKKLWVPLTASLQATVDAQERRSVFILTNS
RAIGPWSYRGAADAVMKVRRQIGAEKCDIHAPRYAAASELAVLGCDDGTIAAITGHTTRAMAAKYTAETRQKIRALDAQK
RRK
>MCE8420381.1 hypothetical protein LZ190_17030 [Rhodovulum sulfidophilum]AB28
MKRDLPKYTSRKKDVIYWQRRGEPCTRMRNQDLTPEFWAEYALCLKGPERAPASQTFASLIDSYRKSMRYAKLAPRTTKD
>MCE8420382.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADRARFHVQAEQANAARTGTYAP
DIAREQARVAQADALILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>MCE8420383.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLVYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>MCE8420384.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMTWYGWDFAERMETQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MCE8420385.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRFAHAANEVHPGHIMATSFAAALEELRPGGFDMRIFPNRQLGDDKQLLEGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQ
MPFLIRDYDHFGKLAHGPVGQQILDDLRRAGLVGLSIANTGQRHFLSIDRNVASIEDFAGLKTRIVPVPLHQQIWETVGT
APAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPWHMTTLMSERFFEGLDEEERDVVVEAGKMSTA
ATIEYAKQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDPLIAAMVEAAAKSA
>MCE8420386.1 hypothetical protein LZ190_17065 [Rhodovulum sulfidophilum]AB28
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAVPGASFDRVAQVDEYCV
LLPKGGATIEWNGSVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNADGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPVPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGSGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MCE8420387.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLAQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTEATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MCE8420388.1 DUF6282 family protein [Rhodovulum sulfidophilum]AB28
MGGERVKMQGTMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHH
PDLTTRVFSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKML
PELQDILDVCAATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSK
FRTHTTEQLGEYIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MCE8420389.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB28
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAITRAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVRMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDAQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>MCE8420390.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB28
MSFWDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEACKHAGCAVGLFVGDAAAIPAWVERGVGVFVCGSDQALLRKGAA
GIMAAR
>MCE8420391.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
EDALTAAREKVEVLTPIHMDIAPSGLPAGRTVLTLDRVTAGYDPAAPILEDLSLTLTGPERVVIAGPNGSGKTTLLKLIT
GALRPMAGAAQLCVPWALLDQHVGLLAPDRTLREVFRDRHPQASMQMAHAALARFGFRASDAQRLADGLSGGEKLRAGLA
CVLGGTPPPQLLLLDEPTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIMSLKG
>MCE8420392.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQTLPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MCE8420393.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAAPPPVPVLTMRPGEDEQAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSKGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAFLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGAPVSRYDGLIAKAE
>MCE8420394.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIPSGDADLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRVDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHILPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRSAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDGRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLETRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGTMQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGTPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEVDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDNSRKASSSKAGSANSILSADPALA
AH
>MCE8420395.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MPASVSLSSLSWSAPDGTPLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSPPASGRISVTGSVAMMRQEALEHPEE
TVADLLGVRSALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLGEMDAIVELTSLGAARYGGNYSAFRQQRESARAAAAQDLAHA
QKVRAEAAHRAQQAAERKARKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAREKVEVLNP
IHMDIAPSGLPAGRMVLTLDRVTAGYDPAAPILEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGLKGSTPAL
ASLGRSACHGIPSSTARPRGVTNRPWKAARSSGDKSAAERWS
>MCE8420396.1 EamA family transporter [Rhodovulum sulfidophilum]AB28
MPRPLDLLLTALAPTVWGSTYIVTTELLPEGYPITAAMLRALPAGLLLLLLVRSLPHGRWILQALVLGALNFSLFWWLLF
VSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLVASIVGVVGVGLLVLTPEATLDTMGIVAALGGATSMALGTV
LTKAWQPPVSPLTFTAWQLTAGGLLLLPAAFLFEPPLPPLSASNIAGFVYLGLIGGAITYILWFRGIALLGPSAVSPLGR
LSPVAAVLLGWVILNQTLSPLQIVGMVLALASAWFGQKGERTPTLVAQPAQQTQGTPDSA
>MCE8420397.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MLDISELARPSGLSASTIRYYEEIGLIRSSGRRGLKRLFEKKVGTRLALISLGRTAGVSLSEIRGLVGTEGRPDLGRSTL
SRQADRLDEQIKELTVLRDGIRHIAACSAENHLDCPRFKRIMRIALMRGP
>MCE8420398.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MPHPYTAPAKTALPKIAFPVLASVQAVLIFTITLIAAPLPPIDEEFGLATADLVLLQVACGLPYSGLLLLGGALSDRFGG
SSLFRMGLWGFGFSSLGAALSSSFEMLVTMRALQGVVAAMVAPAAVAHVAALYPNSMGPWPAGAAYPSSALQQGRFSPLC
>MCE8420399.1 hypothetical protein LZ190_17135 [Rhodovulum sulfidophilum]AB28
MRVIAMICLVLGPLIAAPVLALTGRPIQTATTLLVVGPMNGLPDILHRAGGRPIGPTRAPFALLAVADDHPESFPRRLKA
EGAWLVLDGAIAAQLCGV
>MCE8420400.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MANSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTMGLQRRGGGIARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVVVHHALLTFFLPTLIYPSGGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQMNLAQKEAEQLNVMEQFSAALTKLAKGDLATRIENVFSDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTSNIASASEKLAKRTEDQAHALGSVTSRIDEISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGIHSQGIADLKHTMGELDQLTQQNAAMFEE
TSAATTALTDATNLLSEIVAEFQNASEPDDSAPLFRQIA
>MCE8420401.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB28
GRTIWRRWSGYRRRSRAETTMNCMKLLGHKLMTRGFDRQTVELQVRIVTGATVLDGVDLEIELAGMARKGCL
>MCE8420402.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB28
QIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAAL
SDIVERVSHIAELIGGIATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPG
AARATRRAEPAPSPDDGRMPTELRKPAVNDGGWQDF
>MCE8420403.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB28
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGAMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVEFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNAQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MCE8420404.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB28
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGAGVPSFNLQ
>MCE8420405.1 hypothetical protein LZ190_17165 [Rhodovulum sulfidophilum]AB28
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAEAAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPTP
APEPTAPPDRAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELADDGGASCVNFQPETGGRGEVRLRRRTEDQ
>MCE8420406.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB28
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASIAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPEGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSATEAMARRADVPTDTPADTDGSAPPAAGATVAPGPVPPEPAARSWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRSPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEFLESA
ALTPATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSDE
>MCE8420407.1 hypothetical protein LZ190_17175 [Rhodovulum sulfidophilum]AB28
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
VLPASAPAAAESAPETGAAPADPIAAASARTGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSDVLQEGSLSR
QGESWTTTINYPGLP
>MCE8420408.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB28
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSGIVLPRLQSSIEASGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVQLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MCE8420409.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB28
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPDGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKAGGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDREAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAP
>MCE8420410.1 YoaP domain-containing protein [Rhodovulum sulfidophilum]AB28
MSIVTLTPGSLSNEHICCAISDKKCVTGYKAKKRWLSDQYEHGYRFSRLDERGKVFIEYGPGEHTWMPVEAPDWMVMGCF
WISGRFKQQGHGKALLQTALDEARAAGLAGLVSVVGKKKMHFQSDGKWLLRQGFREVDETESGFSLLALGHEDDGAVGIP
RFSESAKRGLPSDTKGITVFYSERCPFTDFHIGSSLRETCKKRGLSATVVKLDSLDKAQNAPTPATIFSLFVDDRFVTTD
LSVCMDSRFDKIIEKAGEGKALGL
>MCE8420411.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MSIYLNAIALQFYKGIGPEMQYVAPFSEMNFFIGANNSGKSIILNFISQHLPFREGVAVSTSMGSNADIYRGSTTGNYMA
AVGVPATVTASRLEQKLQKAPIGRINYLETVKEILSRLSLNDHLWIAPNNRTDADDFLHRPDIEDAATWVNKHAWRELWS
ALTRKERGELNKYWIPETLTHIANFSQVSLPESMLIPAKRELGPKDEAFDDLTGKGLINHLAELQNPDHHERERRKTFDH
INEFIREVTGKPDAELEVPSGRQHLLVHMDDKVLPLSSLGTGIHEVILIAAFCTIHQERIMCIEEPEIHLHPVLQRKLVR
YLKEHTTNQYFIATHSAAFIDTPGASVFHVHNDGSQTYIKSAILKSDRRRVVDELGYRASDIVQANAVVWVEGPSDRIYI
RHWLHALAPEMIEGIHYSILFYGGGLIKHLSADDDAVEEFIRLRQLNRNLAIVIDSDKSSAQARLKPAAQRLLDEMQDSE
CVVWITKGREIENYVEPAVLQEALKACHPTIYRNPDKVGQYDHAFYFVRKNRRKSEDDVYTKGDKVGAALRVCEKPADLS
MLDLKARIGELAAMIRRANGVS
>MCE8420412.1 hypothetical protein LZ190_17200 [Rhodovulum sulfidophilum]AB28
MDWLAVLCGVFVFALIAIIVWQFFALVGDMAKDRGHSPWPWWILAVMWSPFGSIIILWAFFDLVEDNDEERAPF
>MCE8420413.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MLLKTDIQPTSQGGGSADGQAPGLSDELFRELFGLTTDAEGQPASGSDLRCYAVLDAACAPFLLTGLLETSDLTFQSLFQ
GSTQEEVQEYAPYLVELDPENSFCARLFMSSDKMGLWESEPGIFLRSHVDFQTLRTHLRKFTRVRDQSGAWYYFRFWDPA
IMRAYISARMEVRDTESAHKIATLFRDIIKRIVVSDMSGTSRFEMEAPSQPPYVPFILEQSDFDIFAGVRWQRYKAKLLR
ILRRDHGGDFNIDPEQVDALSEQAYLRNFRTEIAAYNYVRSSLLCDQTDIDFEAILSHTSGGTPTEHARHLWKALTHKA
>MCE8420414.1 hypothetical protein LZ190_17210 [Rhodovulum sulfidophilum]AB28
MTDLDVDQPVAFCDPSVIALFPVRFALSADTLDRIAAGATTIATPQDKDSLSDHELRRIRAGYVYIFGDNDTWRVYRYLA
DPHNDENSTLDFDDAERRPDAHHQFYELTWTNGANSKWRQNGTPTSYLTVSSTVSKVWIAYSEERWPARMLELLQSNLGL
RAKVMREVDLSAPETPWSFKLDGLSSKVSEFMPSAESDPDANQMRYTQLSAESAASLDYLCERNRETARVIVLRDDLGEL
LDVGALHCQLAGTIQRLADEHYYATSMGDCVDMIRPQVDEAMDHWYKALNSHPLNPEFDTLRKQIADEMDAQETRAGGMI
VLMANIFARDGDFSPQTEIDVALNGISKVKDDKTGEAWAYCWFLLGRSWQFSAITKTGYKVMGEVFDQKGEEKTAEWFNI
MSKLLEATQEAEFTLSARNLRHFNFAVSSQAYVMAQRWTQSEAGIIYLQKLAKPLGQMVNIRGIPAKDVAGVVRQQFSAL
NIPMGTTTFNAATGHFASPGTQLLHVPVVEGTASAHITSSGAQHFQALHDADNVLKGAGLMLGLATTYAALKHLSDPATL
AATGAGAFAQNTKVQLISELVGLAGALSDVKKMTRIANFGQIRADGLRALFRDGVRFNLGNANVLNMRLGVNGGAINLAR
LATFANVALMVGTAIAMSKSYEAFVRGDNSAALGNAMVGAGSLVLIGVDITVGTGGWGAVVGLVLIAVGTTITLVADDEL
TKWLRGSFWGEGYYVYWNRARFGFNEQLEDAKSLAWGDKQISGYYQKELQDFLDLACGITIENPSRGDKAVDIYCGAIQT
PADIAKLKVALKQVSRTAGLMGVMSTRTALAVDGVTVDIEYLEPQRVRARFRNFEPREMSVHGPVVNYGTVDIEASHPNF
GGGTWTRTLTIEGSDI
>MCE8420415.1 hypothetical protein LZ190_17215 [Rhodovulum sulfidophilum]AB28
MSVAPKLTWNQRMHRRGWWRLGQANPHEPLNSPDQIRGLHRLMRVIDDDTIELRNFMSSIRWLWLFTAILIIGGWAWSGP
MTMNVAPLPKPLLGLVAPEYYGEWIVNMVETDLRDGVRTEEPRRSEWLASEAQSAREEWKMGIVFLILFAVPPLYWLFAP
GPRGVRVDRRRKLVYGWKGFRFYCIRIHDFDLTEIDAHYTTRRGPEGEKYGHLVWGLPRADRPEKIGDFLLGRGPTPNWH
QFTLMHNAAGSFLWHKEDPDWLVKRKTTPRGRNNWIDWLAAIASFHLIPAIWPPSTERRLQQFDMKSRE
>MCE8420416.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB28
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MCE8420417.1 hypothetical protein LZ190_17225 [Rhodovulum sulfidophilum]AB28
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELTRASLRKPLRSL
DLALPRPRRRGGAAVRRSRL
>MCE8420418.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MAQTDTVNRRYVLARRPKGAPDENTLRLETAEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDWVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPGALKAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MCE8420419.1 hypothetical protein LZ190_17235 [Rhodovulum sulfidophilum]AB28
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMVLSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTQLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGEAMAAIERLAPRLGKDPAALAETVFEAILDD
GYGAFDDAVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARADRARAGRNRSLDMILRDVADAEGDVD
SWLARYSPEQLTCSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPRFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARQLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKSAFWERLRSG
>MCE8420420.1 alcohol dehydrogenase catalytic domain-containing protein [Rhodovulum sulfidophilum]AB28
MKALIYTGPRLLELRELPDPEPGSGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPAAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALE
LPVAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSAPRRDIAAAEGGIRTFDPTGPGTGPEAVDLVIDGVGFGATRA
AASAALRPGGAMVHIGLGDAGPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEPAPKIALLPDG
>MCE8420421.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPAMRDRGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>MCE8420422.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB28
MTVSYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAAISDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>MCE8420423.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGQALVRGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MCE8420424.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MCE8420425.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLVNLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MCE8420426.1 hypothetical protein LZ190_17270 [Rhodovulum sulfidophilum]AB28
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGPEVSRRS
>MCE8420427.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPDRVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLCATGLELAPGDLQECPYTLADGE
VAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVG
>MCE8420428.1 hypothetical protein LZ190_17280 [Rhodovulum sulfidophilum]AB28
MGIFAKKKRKAAGPGRGDLHRGYPLVFCLGRDWLFVSDHRPDGARALSAMAILFGAFASNLILSRVAKRA
>MCE8420429.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLAPEDRLSRDAANAR
>MCE8420430.1 PIN domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MPADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELSVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQ
>MCE8420431.1 threonine-phosphate decarboxylase, partial [Rhodovulum sulfidophilum]AB28
LYETEDAAEAQARLARSWIWSRIFTYSAGWLRLGLPGSEAEWDRLEEAL
>MCE8420432.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB28
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAETGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVSAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAALGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPAKGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLPIANRLEPGKRP
RSSMAPTIVMTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVDETLEGGADPRREGIALGH
>MCE8420433.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB28
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTKIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRRQKTKPEGNLAAI
>MCE8420434.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB28
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MCE8420435.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB28
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MCE8420436.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB28
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MCE8420437.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB28
MKRSQREAEESNRRIGRRTLIMGGAQAIFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
INGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MCE8420438.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB28
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYEWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MCE8420439.1 glyoxylate/hydroxypyruvate reductase A, partial [Rhodovulum sulfidophilum]AB28
MVRILFSAPPGLWAEYRAPLTRALDEAGIKAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFTCAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRNPRAVPGIDCHHGAEGLRAVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRA
>MCE8420440.1 extensin family protein, partial [Rhodovulum sulfidophilum]AB28
RRARPEAAAGRGLDRSLRPVPRPSDLLAKLAAAGPRSKPSAVSTPRRGVVCGDPAIAGEMIAPIVSRIAGCGVARPVRVS
AVDGVALSQPVTVDCATARALRSWVSNGIKPAVGRRGGGVASLRVFAHYACRTRNNRKGAKISEHGRGHAVDIGAVTLRN
GTSLTVLGGWKDPAQGRVLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MCE8420441.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRFLLSLALLAALAWSGYWALAARGIERGLADWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAEAMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAM
DAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVQRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAALADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MCE8420442.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB28
MQDGLWVFGYGSLLWKPGFEVAEQRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MCE8420443.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB28
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MCE8420444.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]AB28
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRTRNTEAEAVRATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARRRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MCE8420445.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB28
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGPSVPAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MCE8420446.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB28
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MCE8420447.1 endopeptidase La [Rhodovulum sulfidophilum]AB28
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MCE8420448.1 hypothetical protein LZ190_17390, partial [Rhodovulum sulfidophilum]AB28
MFDRPTRWTLNAFFLRRATKRKPEATVERKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGA
>MCE8420449.1 phage major capsid protein [Rhodovulum sulfidophilum]AB28
MKIMMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLSEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAAAPVSSYGWSQ
ADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRL
RLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDR
QEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGGFTFA
>MCE8420450.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB28
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIERDALAAMLDRETWIGGQAALDQGFADSFLPADQLETAPDDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MCE8420451.1 phage portal protein [Rhodovulum sulfidophilum]AB28
MIGRAMQGAVKGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRKSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLMVGSRLVGLRPLFNVVPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>MCE8420452.1 terminase large subunit [Rhodovulum sulfidophilum]AB28
MTTATTGASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPA
TGARQVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKE
ITDIYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPP
QGVFKAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEE
IARWSSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLEALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCA
AWAHEVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGV
PHETLASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMS
LNPEPARRDLSGFLDNPVMAI
>MCE8420453.1 hypothetical protein LZ190_17415 [Rhodovulum sulfidophilum]AB28
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MCE8420454.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MCE8420455.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MPAKRENFAEGTAAEIFVDRNDPKRVFEKAALFIPKEGCLIRTWYGPGGQGKSALARELFRMSAAEADPSYAHLRRALVP
LQDKPKTDPIFLLIWIRNAFAKAGVSFPAFDLSLAIMWEKTRSGETFPTLENPWLHRASGTVAEALPDAVTLTRELIEDT
ARTIPLLGFLVNRGAKWAIDKGKRAWLEKTRPQLQAFYREGALIEDHEMPGRLPWMLAQDLNRHLKDHPEDRFVLLVDEY
EGVIEGAGTGPRWQENVFDKYLRDFAKETDGLLLLIFSRERLHWEDHPDWREDLEGNQHLLGGLPDEDAEEWLCKVPVDD
AEIRTAMIEGARETAAPAAPVYALMLELQIIHWRQLGTKAVPADFEVAARSFEARRADLVTRIMRGYGDPVQEVLTRLAV
VQRFDRTAFQAVTREFNIPLADSAFDSLAGLSLMSAGEDGWLTPHRAIADAIVEAADPALLEASRTFLLSHFTDRAKPER
ILDVDEITLACLAEAARLRRAEGADGYVEWLSAADVQIHRARRDAFLERLWREALDMSLVSLGTDHPDTAASYNNIAYTL
NAQGRAAEAEPLLRKALEICERVLGTDHPDTATSYNNVASNLDEQGRAAEAEPLYLKALEVSERVLGTDHPDTATSYNNL
ASNLQAQGRAAEAEPLLRKALEIRERVLGTDHPDTATSYNNLASNLDEQGRAAEAEPLYLKALEINERILGTDHPNTATS
YNNVAMSLNAQGRAAEAEPVLRKALEIRERVLGTDHPDTATSYNNLASNLNAQGRAAEAEPLFRKALEIRERVLGTDHPS
TAASYNNVAYNLDARDRSAEAEPLYRKALEIRERVLGTDHPDTAASYNNVAANLHAQGRAAEAEPLLRKALEICERVLGT
DHPTTSLFRTNLEALRARL
>MCE8420456.1 hypothetical protein LZ190_17430 [Rhodovulum sulfidophilum]AB28
MTAALRSPMRTAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELPDGWQPIPRRNRKGVIVQ
DRARYTPCVWEPSPARIAAARRAYLDWWGYLQEVQAALGAADLAQICVSGDMPPMTPWR
>MCE8420457.1 hypothetical protein LZ190_17435 [Rhodovulum sulfidophilum]AB28
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>MCE8420458.1 hypothetical protein LZ190_17440 [Rhodovulum sulfidophilum]AB28
MAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>MCE8420459.1 hypothetical protein LZ190_17445 [Rhodovulum sulfidophilum]AB28
MAARVHTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKSFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQART
RKSLPNGPARPEPMEELHHG
>MCE8420460.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTGPTVSLTSPNGATTGPIPLDTFTAPPRPPVKETPQDEAVREKIYRVVADELRGFIERFETLAEEKAAIGDQQKAVMAE
AKARGYDTKALRKRHAEDIAEEEAVLQLYREALGM
>MCE8420461.1 terminase small subunit [Rhodovulum sulfidophilum]AB28
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>MCE8420462.1 phage terminase large subunit family protein [Rhodovulum sulfidophilum]AB28
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALAKAPAERPGTTDMTDAAPEAPAPRPGQPAPRRINFLKR
>MCE8420463.1 hypothetical protein LZ190_17465 [Rhodovulum sulfidophilum]AB28
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MCE8420464.1 phage portal protein [Rhodovulum sulfidophilum]AB28
MGWLDRAILSLAPQAGLARIQARARAQVLMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPDTTKEEDIAHGGV
>MCE8420465.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB28
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIV
SGLAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAAELRKEADELDKLARVYASVYASRSGRAVEDVMALMNAETF
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAALSMADPAATEEFPTMTTPSPAA
EPTAATVHPPAQTQPQTPAPTTTMQADAEAMVARAVQAERERARSIRSLAQPSMRAGLLSEAQVEAVIDEGVSLAAAGNR
MMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRKAVADGFLS
TRMMGGAHGVSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEYEQAMLEDQ
AEGLKLVRRGRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKALFHADHGNLAAAAGQIS
VATVGAARKAMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPNLGASVSGG
SDSAWYLVSSELPPISVAYLDGYETPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>MCE8420466.1 DUF2190 family protein [Rhodovulum sulfidophilum]AB28
MKNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKTAAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>MCE8420467.1 hypothetical protein LZ190_17485 [Rhodovulum sulfidophilum]AB28
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MCE8420468.1 hypothetical protein LZ190_17490 [Rhodovulum sulfidophilum]AB28
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITLDLILEA
RGADAEDQLDDMQRAVERSIAASDNLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MCE8420469.1 hypothetical protein LZ190_17495 [Rhodovulum sulfidophilum]AB28
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTALGDKMTGTVTIKVAGSTEISGMGG
>MCE8420470.1 hypothetical protein LZ190_17500 [Rhodovulum sulfidophilum]AB28
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRVRGRDLRRVVLELMRASRPGTTEADAG
DFITETGLGALPDLLGRVIAASRMVASDEAPSPEDPARPPETGAA
>MCE8420471.1 hypothetical protein LZ190_17505 [Rhodovulum sulfidophilum]AB28
MRGAARAAERAARQDRWRIWHLAALMRSDKLPEFGTFIGRPGRRPRQSPQEMLAMARLWHATLQGGLRR
>MCE8420472.1 hypothetical protein LZ190_17510 [Rhodovulum sulfidophilum]AB28
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTQIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKGSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLRDARAEMDNTGT
SSQGLKAALRDLNDALSGDGKGSGVDEIESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLDRAM
SPLSDALGSMFDGLFSGLFGGRASGGGTVKPIGDLIGKVMEGGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESVIDHT
RDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>MCE8420473.1 hypothetical protein LZ190_17515 [Rhodovulum sulfidophilum]AB28
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRAPFGTWALAGPETSYSGSQSRIRTRILQVREAL
>MCE8420474.1 hypothetical protein LZ190_17520, partial [Rhodovulum sulfidophilum]AB28
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFL
>MCE8420475.1 bifunctional DNA-binding transcriptional regulator/O6-methylguanine-DNA methyltransferase Ada [Rhodovulum sulfidophilum]AB28
MIETTTEQDARWNSVAARDAGADGNFVYAVKTTGIYCRPSCPSRTAKPQNVRFYETPAEAEAAGFRPCQRCNPNGQSLAE
VNATLVAEACRLIEASDEMPKLDELAARIGMSPYYFHRQFKAITGLTPKQWAAAHRSRRVRAELTDQTASVTGAIYGAGF
NSNSRFYEQSNKVLGMTPTAYKNGGKDAEIRFAVAQSSLGAILVAQSAKGICAITLGDDPDELVRGLQDLFPKANLIGGD
AGFESLVARVVGFVEAPQIGLDLPLDIRGTAFQERVWQALRQIPPGQTASYAEIARRIGEPKAVRAVAQACGANKIAVAI
PCHRVVRNDGALSGYRWGVERKKALLEKEAQP
>MCE8420476.1 2OG-Fe(II) oxygenase [Rhodovulum sulfidophilum]AB28
MSGKDYIPKPSAVTSARNRLDKYDWETLAGEMNGYGCAVLPGILTQKECADLAALYPREDHFRSHIHMARHGFGKGEYRY
YKYPLPDLIGGLRTALYPHLADIANGWNERLGGDQLYPKEHADFLRQCHEAGQVRPTPLLLQYVPGDFNCLHQDLYGDLA
FPIQVAFLLSEPGRDFTGGEFVLTEQRPRMQSRAEVVPMRQGDAVAFAVHNRPVRGTKGDYRVTLRHGVSRVRSGMRHTV
GIIFHDAR
>MCE8420477.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MFLLEGKVAVVTGASSGIGRAVARMFAEHGAAVVLVARRQARLDEVVDEIRSKGGRAYASAGDIGLPETHERAVADAIRE
FGGLDIAINNAGTVGPAKPLAEIAPEDWQHTLTINLTAAYLGARSQIPAMLERGGGSIVFTSSFVGTSVGLPGMAAYGAS
KAGLMGLVKGITADYAARGIRANALLPGGTDTEMAGDQSQKDWAAGLHAMKRIAQPEELASVALFLASPMASFVTGSALF
ADGGNSAVK
>MCE8420478.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAQSVVSARVKALEEGLGILQFERHARGVRLTEAGRHFV
>MCE8420479.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MAAAGKYGRLRIGIHALIPDSFLAGLVAQYRAEHPGSEVEVTEGTGCDAVMQLREDRLNGAFVIGKLELPGCHTRPKRTE
PLVAVLPDGHAWPDNRQPLGPIWSARPSLFVMAAPACRCRTITFCASQGAGLRRRSCAST
>MCE8420480.1 hypothetical protein LZ190_17555 [Rhodovulum sulfidophilum]AB28
MGGDATDGVSLRLPAAAWSTMVRAGGLPVYYPPAFFWWWFSFDAYAPGIFMEAAAIATSGGILAIAAAIVMSITRAREAG
NVATYGSARWAEDREIRSAGLFGPDGVVLGRCDRDYHVS
>MCE8420481.1 TrbC/VirB2 family protein [Rhodovulum sulfidophilum]AB28
MIRTLMRGYRFAAAAASTLAIGLMLAPAAHASGSSMPSEQPLQQILQSIEGPVAKTIAVIIIFTGLSFAFGDTSGGFRRL
IQIVFGLPIAFAASSFFSLGGGPCGIPIGTIPNLSS
>MCE8420482.1 hypothetical protein LZ190_17570 [Rhodovulum sulfidophilum]AB28
MPLDAKNFPLVWMSYDEEPDHDHDDDFEALEACFGRGAPFVILTDNAPAEDHEHSQEEKRRTALWMKTHKADLRALVLAM
IVIEPSATKRLAFRSFGVAFAKFWGHPLRLASSREEAMEIAGKLLSERAGSATA
>MCE8420483.1 hypothetical protein LZ190_17575 [Rhodovulum sulfidophilum]AB28
MIDNTPVKLAFAWLIPAVGAAIFVTIQCFSYLNGYVSSGGTMQAMTFGPVALWGVSIFYGGWVVPPLLALAGRRATDWAM
LVLGGLLFLMSTLAGVSDGLRDGGHLVGLELLAVTLPGAVALIMSWRHIRSN
>MCE8420484.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB28
MYLDVRSDWLSHVDEVPRALVAASAVANLGALEQSPRHHHKKAQLLFTVRGVINCEVEDAVWIVPPQCAVWIPGGLPHTV
FGSGEVECISLFIDPPEAPNLPTECCTVTVSNFLRQLLMRANALPELYDIDGPDGRIVSVIFDELAVAPVEDLRLPIPVD
PRLKKLTDLLIAAPADHATVAEWASRIALSERSLSRLLAKEVGMSFGRWRRQLHIVLALRQLTVGRTVQAVAMDLGYESA
SSFVTMFRKMVGKPPSRYLLERRRPVLHDRGEG
>MCE8420485.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]AB28
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSQPKRIDRTALGGLSWFRAVELSQRYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLKAYRDKPDMSEEELRLLVLSH
>MCE8420486.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
IAPSGAGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRPRQLVLAARLAGVLPEGRLDGRVVMADIAML
DLIEAFYDGYALPQHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRLEARFGIRTQARTAQVTSVLALGRNLGLALA
LTVAVAAAGLAASLVFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQALVTAVAGLFVSFLLFHLTAALAERLFETGL
TDRGGLVSVSAGQAGTIAAAVIAFVGCASLAAARAALATDPATVLREET
>MCE8420487.1 prolipoprotein diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB28
LHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MCE8420488.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWVAQIWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPDVDIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDAGWCERLVGLHGARLSLGLSAPLPLAALEHRLADTKPGDIVETCALAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MCE8420489.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB28
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQHGLALGVLTADCQPVLFADRGAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MCE8420490.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB28
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFITRDAERSALRETYLERQPKARLYVDFADFHFLRLVPLSGHLNGGFGQAFRLTAEDLGA
>MCE8420491.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEDASFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MCE8420492.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB28
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDV
AAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>MCE8420493.1 hypothetical protein LZ190_17630 [Rhodovulum sulfidophilum]AB28
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MCE8420494.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB28
MKTSKTFFTRRLFLGGLLAAPASSALGAPLERSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLSEILRGML
KYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRILAIAAPEGQLRP
LLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPQGGRAWLTRA
RMLQHELLRRWAETYA
>MCE8420495.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB28
MRAGFPKARAGMRVGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLARLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MCE8420496.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB28
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKIDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MCE8420497.1 DUF4760 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTYVIEHLLTPIILVVSVVAAFLGIRNAREISRKKATIDLIDRFESTAFYQKINSTFSYYRNTDSFHRLHNPIEPKEKSE
RREVLDFLNHYELVAIGIEQRVLDEQMYKYWMCGPMVRDWNAAADFIQRERWKYDTIKCDWSYYEKPYENYERISHRLSP
DAKKIGKDYSPPPTGPAGPGDEFIPKSKKEG
>MCE8420498.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB28
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAITISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGAKVSGRVEIAGR
>MCE8420499.1 hypothetical protein LZ190_17660 [Rhodovulum sulfidophilum]AB28
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLNFDEPVLPAMAVIAA
>MCE8420500.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MCE8420501.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB28
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MCE8420502.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MCE8420503.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MDTETDPRSCLFGSPQKDAAAIIGIGASAGGSAALETFFENCPTESGAAFVVIQDIPTKHESLTAGLLAQRTRMSVEMIE
TDTRVRPDHVYLNPPGAAMRIEKGMLRLTPHDEGQSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRGASAINAVGGLV
LIQHPGDPHFDGTPMSLHRAGIVDAALPATELARCALAHRQRSPQPPFGSVPTTADARPDGKNGAFSEEIEAILQALEEA
TGTDFRRYKSSTLLRRIGRRMQLLGQPDLQSYVRLMQSAPGEVAALTRELLISVTRFFRDEDAFRVIEDSVTPRIVETLP
PGQTARVWVAGCSTGEEAYSIAILLHEAFHKAGRQPMVKVFATDISPGSLQFASAGSYPASVGAEIGTERLKRYFHTDGD
RLQVTNALRQSLVFARHDLLCNPPFTRIDLVSCRNTLIYFRQDAQKNALLRLQYAIRKSGYLFLGSSETLSGLQNGFQPV
DARHKVFVRGATQPSARFDLSALKSLPPFYHGLKARHLSADKEIRPSMQASAPRSRGPLRESPGPEDSPKGTGQVDLVTA
QARIDSLESELDATRADLEATIQELEASNEELQSVNEELIASIEALQGSNHELQSVNEEINTVNAEYQEKMALMNRLDAE
LNSMIQSVGVATVFLDEALLITRFSPEACSVFKLRESDIGRPLGDIAHKLKYPALQEDIRDTIRTGVSLERDATAEDGAL
YRVRITPYAIRSSGHRGAVVTLRDVTVHRDLARLQGAIDALPDHVAALDVDGTILLTNKA
>MCE8420504.1 hypothetical protein LZ190_17685 [Rhodovulum sulfidophilum]AB28
MRLVRASGDVATGHCGPDANDLDAYLTQRQDLSEPFAPEIRRLILRAHERLRSALDGGQPLFSMEYPCHAPTGQR
>MCE8420505.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB28
MGRHNAPAPLPAAEDGRTSDIGQAAPRPSGQSFELELQAFTRQLAACGPDTSATRSDRLDLIQVELDLQNRELREAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFATTDRLCNRSVYRMLDETARNRLHAYLAAPPSGTEEGPAP
ATAIQVHVGRPRDGGYLSYDAHLARLPACSEEDGRVHMLLVDRHSDDRQEHERHCHQMLSESTSTLIHAFDLTGNLIFAN
RAASAYLDGAETLSVEQRRAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTD
VSTLMAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMGHEVGDAIL
SAFARRLEDIMGERACLGRFGGDEFLFFITDSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDL
LRAADMALYSAKSNGRDRISHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRHSIIGAEALLRWRDPQLG
DISPAEFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEI
TETGLMNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDARDGDGDGASERIVRAMLAL
AESLQLSTVAEGIETEEQLGWLVENGCEFGQGFLVSPGLEIAAFEALIGV
>MCE8420506.1 hypothetical protein LZ190_17695 [Rhodovulum sulfidophilum]AB28
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MCE8420507.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB28
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSVVPAEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAALAVQQGHPIRALYLGGGTPSALSAHDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLLAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPALVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEPGALPLTLAGRFWQVAMTARLIAWTDQAVREDTSAKENAG
>MCE8420508.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB28
MTAELTVIPPSTEPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELVEQGIGMHLFDTAASGRR
AALAEMLEGVTDLLISIPPGEGGCPALSALTAAGALPCGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAAGAILAAMSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MCE8420509.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB28
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MCE8420510.1 hypothetical protein LZ190_17715 [Rhodovulum sulfidophilum]AB28
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGLALLGLVRAHPANAPVSSHLLH
>MCE8420511.1 hypothetical protein LZ190_17720 [Rhodovulum sulfidophilum]AB28
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>MCE8420512.1 hypothetical protein LZ190_17725 [Rhodovulum sulfidophilum]AB28
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MCE8420513.1 pilus assembly protein TadG-related protein [Rhodovulum sulfidophilum]AB28
MHQRDDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIESLTSGASGVAREYAPDSEISLVLDISGSMGRD
QRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGRPGHVSNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAVNANGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GRITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>MCE8420514.1 pilus assembly protein [Rhodovulum sulfidophilum]AB28
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCREVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGGGNELMFIRVCALFQPVFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>MCE8420515.1 pilus assembly protein [Rhodovulum sulfidophilum]AB28
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACEADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MCE8420516.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB28
MTVRHMTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLI
NGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWMLK
GKYTFGEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRTGVEYIRKERLDAASAPGGTDRRWA
LFAVDDISFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTESLPIIDDLGTPAYMTRSE
KARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMKPITDARMKGLELEAAYSLPSGHYVDLNADIARGE
ITTPGVPDDWEGTPADQIRVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTFKLTLARTF
>MCE8420517.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB28
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDTGAWQNLVAALR
LEDQSDSLVLDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVAA
>MCE8420518.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPETITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIKVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MCE8420519.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MVAISHDVPGSHDVPGPTPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MCE8420520.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MCE8420521.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB28
MDLTHKTAAIAEFLDRGGPAIWAIAVLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MCE8420522.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPATLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MCE8420523.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEVPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MCE8420524.1 hypothetical protein LZ190_17785, partial [Rhodovulum sulfidophilum]AB28
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSAVLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEAR
>MCE8420525.1 type IVB secretion system protein IcmH/DotU [Rhodovulum sulfidophilum]AB28
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQDSSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSAPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTAEGRAMNRRVEIMIPRED
>MCE8420526.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB28
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MCE8420527.1 hypothetical protein LZ190_17800 [Rhodovulum sulfidophilum]AB28
MRSTTALAAVLSLGAAAAGAGTIYWSGLGREGIWSDPDNWADAEDNPIEGDAPGLDGMPVGIVLGEAATGPIGLETGRAT
LSALELTDNSGTTLTDGTLAFSLPEGASGTAARLTIAGSGDFMGESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAA
GDSEITLSGRNSQTGGTVIEAGTVVATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGAQGGLELADGSL
TVSGGPASSFGLGISGSGGLTVSDGADLTLGAANSYEGGTVVSGGALSVTAGGSLGSGDVSVADGSLLTHGAALGADQTV
TLGDGGLWTLAGDETVRGLDGTGTADLGGNRLDIALPGTETLAFGGSLKGGADSLLALTGGGEYMLTGSLSDYRGGFRIE
AGRLGLSDAGGALNDNALTLAGGTLVTNLENAFGGTIATEAGSTSTVTAAAGTTLSLTGGMALAGDLSFTAEGEAAEIGL
KMASVTLQEGVSLGFDRARFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVGIAALTGSGRILTDSGDAVLGLGDGTDF
GGVLADGAAGRLALETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGT
IAALTQKAGSFANSGTVSGATSVEGGDLSNTGTLSDDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVL
VSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNNGSITAEDGSLTVAADTI
TISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENAGSLELGADLSFTGVGEVSNSGT
VAIGANGRLQAERIGNSGTLTLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDQSGD
EPIRNAGRIVTTDGGDDTITLGGSNPNLLENLASGSVEIGDSDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVT
NDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGKISGDLSVTGGTATSSGSLQDVSVSGGSLTVTAGSLTGLSVS
GGSASLEGGSLSGDLEVSGGAADVDVAVGGTADVTGGLLTIGADGSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTI
TGDVAVTGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDA
GGKFDLQSGTVTMAADTDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGARAEIDGTVAGAVEN
DGEIALGGTIDGPLGNDGTVTVAADDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETDGRLALGENATVSGDLVTSY
GTVTLADGSRIEADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGATGDRLDVTGDARLNGTIGMDIDLTDGAQSADAI
YIDGVASGNLLLAFNDLTAGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAAGDGWGLISGANPAFGGLS
SGLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFD
GGEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLE
NKAAAGAYGERLGVDDQSYDSTGHTVSGTVGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDDDDGVLKFDPI
NNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRI
LGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>MCE8420528.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB28
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEDSEESEDGPAPATGPDSRPEPRGEARVEARAEMREGIAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAVA
VAPDRIAPVGTGAGPGAGTGTASGTGIVRRPASASSEPRARDLAAASLIRRIRETPAPDCLLALPRRDAEGGAGLDLMAA
SEAGMADYAGRLLTGDLAGTAQRRRLIDLRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLL
IDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALALA
GFDLR
>MCE8420529.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQP
VALAGLPEALAGASRVHLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MCE8420530.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MARPPLLGAPQRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MCE8420531.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLYA
FDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLSRPVSC
LPSRTGGASSACSAMTEPGMRPIPRF
>MCE8420532.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB28
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MCE8420533.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKTERSQ
>MCE8420534.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MGMAATAGLMAGSALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADLILSNGLNL
ELWFQQFLDHLGEVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAERDPRNAATYVRNASAYKDE
LRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVVFCESTVNT
APAEQVARETGARYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>MCE8420535.1 transcriptional repressor [Rhodovulum sulfidophilum]AB28
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MCE8420536.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB28
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRIFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVHKYAWMLEEAIRDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MCE8420537.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLGLIGDGR
>MCE8420538.1 hypothetical protein LZ190_17855 [Rhodovulum sulfidophilum]AB28
MRHPVSLPLAAAPTARAASATPLDVKMPDRGNAGGMVSKPAFGEARQDDTIRVAPTGTGPGIDGMLPAGRAAVVGAPGRK
VEPGVTRAGLSGTKGPPPVATGMAPPRIGGPALPHRGRTAGPFGDLVAQVVQ
>MCE8420539.1 NnrS family protein [Rhodovulum sulfidophilum]AB28
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWSGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLILWSVAPGLPGLSAAF
AGLAGLHLARLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPAQGLDGIGGPGLSGALWTAAFAVFVLKVGPWLTLPSVARRQPNPAARPRA
>MCE8420540.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGEIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MCE8420541.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB28
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MCE8420542.1 hypothetical protein LZ190_17875 [Rhodovulum sulfidophilum]AB28
MLKRRNHDAGFKARVALEAVKGERTMSELVAEYGVHPTMSHQWTKALLEGASDIFERGGKKKAEVDGETVRSLHTKIGEL
AVANDFCHESSSPGPASGARDDRTLAPHAVGR
>MCE8420543.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MGQAMGHAFGEERGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLK
GTASRSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGE
LSAVIHLLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPSRVESVNPDLRRQLLHARDLLLADLSAAPSIPALA
HEAGLSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKMNRKG
>MCE8420544.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB28
MILTLSTVTFLPPMAKAQEQVSSEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGT
NLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVQEG
YLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQK
IEALPNLIMLKPYDRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGE
FWNIDEAREKVFNQDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGSEVDLS
AGLRQNWTESSYDGAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGAT
NDTVEVGFATAFADGALELNGALFASQVDNNHLLSYDSVTYIVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEI
TSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLG
LTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MCE8420545.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MADDLRCEGGTHVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQITGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>MCE8420546.1 hypothetical protein LZ190_17910 [Rhodovulum sulfidophilum]AB28
MTAIEDGMHDPSMKMRMEELKIERTRLASYLARPPEPPMLRLHPGLAESYRAKVADLASALSDPEIQLQASETSRGLILE
MRLVPDAGAQDGLHIELVGDLSSILSLQEGGKQKARGLRGAVPVLMLTCNRYWLRGPALDTVSFRHRKMTLAAVGTEYGQ
GAGSNAYTPAPLARPPRHVGRKQ
>MCE8420547.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERRLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYIAALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPSEMRR
>MCE8420548.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB28
MVRPFLERIRGKSGVYVTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQT
VHVIGRQEMEDRGAETVTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHIRYQPFGLERVETL
QGPASVLYGANSPGGVMNAISKRPTSEPRREVGLSFGGFDKAEARLDISGPLNADNTLRGRLVALRRDSGTQYDEVPDDT
TYFAPSLTWAPSDDTSLTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDV
WSLEARARYTRNELMTQTLSGMSLAPDMRRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYYLN
YGTAAGIDIYDPVHSAPFSATTPYASTDQTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLSGTSTHQEDDAFT
YRIGATWLAGNGLAPYASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPL
NRIQTGEVTSRGLELSASANISPAFRLTASYSASDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLEGASLGAG
LRYVGETYADASNTITVPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MCE8420549.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MTPLSMPQGLRLLLLMLIMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFF
>MCE8420550.1 S-adenosylmethionine:tRNA ribosyltransferase-isomerase, partial [Rhodovulum sulfidophilum]AB28
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEV
>MCE8420551.1 DUF3971 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPMVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAEAVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKISL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHERLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVDAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLSDVVSETLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAP
GAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGQLTLEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAIALDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGGAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPSDPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MCE8420552.1 peroxiredoxin [Rhodovulum sulfidophilum]AB28
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MCE8420553.1 DUF5930 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MCE8420554.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB28
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTAPGKPAEGAPKA
>MCE8420555.1 acetyltransferase [Rhodovulum sulfidophilum]AB28
MENLRPSTAKDMPRVLDIWRRAVDATHGFLAPEDRAAIERELAVFLPTVPLCLAVDDADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAAPAASDT
>MCE8420556.1 superoxide dismutase [Rhodovulum sulfidophilum]AB28
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKPVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARIKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MCE8420557.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB28
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MCE8420558.1 sarcosine oxidase subunit alpha family protein, partial [Rhodovulum sulfidophilum]AB28
SPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRLRCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTR
QVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPGRRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGP
LPEIARKAGIPVWTGMTVVDVAGGKRVRSVGIGPVDGKGYPTDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFR
PDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAAAALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLR
MKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATDQGKISNVNGLAVLAEALDEDIPAVGTTTFRPPYTPLTFG
AIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYCYPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGP
DAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVVRLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVV
NQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEGELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEA
GADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGLDWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGS
VLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALGLVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEK
QNV
>MCE8420559.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB28
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVEISE
>MCE8420560.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB28
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEGGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPGKATLAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAVE
AVLET
>MCE8420561.1 recombinase RecA [Rhodovulum sulfidophilum]AB28
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MCE8420562.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVE
RAGSGLFLWRFDSSAADGPEIALPMVRLDPAGRLSVINAAARALVGQSHEAVAALLAGASDETEEVVVETPEGPSRRRLL
QLRMADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSD
WLADAAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNL
LTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLR
MRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRL
SKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVL
LVEDEAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYA
EDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGARDKGKLPEQVP
>MCE8420563.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB28
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVYDAIRCLRSFAALGGAATGRGLMLGMLRVAG
TDPDTVFTGLGHAPAPLEPEERAPGPAPADLPEPVACDCPEALERLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPV
AVAAQLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLDGTALEEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTIPADLARLTV
LQEEIIDRAAGLVAPGGHLAYVTCSLLAAENGARIGRFLAAFPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>MCE8420564.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB28
MRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWATGMRAAASAARAAGLPWV
LDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARALAERSWAVVAVTGPVDYV
TDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGAAGPGSFAVALIDALHAMT
PETLERGARVSAA
>MCE8420565.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB28
MIRSRLPVYFVTPDGATPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAAAWRNA
>MCE8420566.1 hypothetical protein LZ190_18010, partial [Rhodovulum sulfidophilum]AB28
SRLLHGAPRLVDAVAAEAAPVLVVLGSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPEL
GGLRYQAGQSYAAFADGARVAAGDWPAGASGLRRRFD
>MCE8420567.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB28
SLAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGALLGHFWWGSVFL
INLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVALLSVFARLQLR
SAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKPPLQAGVFMIPIMVAAGLGGPVAGWLSERFGLR
PVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEATGYELGSGLGIT
LFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTAALLMGLLAVLV
FFLLAQGRRAVAFQH
>MCE8420568.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB28
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFRQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAELIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTVRDADMIV
VMQHGRMVETGIHAALAAKGGVYAGLLAGA
>MCE8420569.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELTRDRFDLAEEVGAALNGLEADLTAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKRALPAGQSDD
>MCE8420570.1 response regulator [Rhodovulum sulfidophilum]AB28
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPEAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAEADGMLEAVRGVGYRLDMPHVR
>MCE8420571.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB28
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSRSGVTDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMIRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSVRETSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAASGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MCE8420572.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MARRNILILPVLGLMAGTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKASSQQSNDTAHTDLRLAVAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMAAEEGLGP
VRIVRDRDGAEPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPYGAVPDALLVPEDAVLHTAGGGAQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLTPGEVVAIRGQNRVPEGVAVSIETRPAET
>MCE8420573.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
NRRVFLTPFWDEIFTQDTERKQSQTEAEATFAVMFETYIALGYEIIELPRTDIAKRADFVCEQLAI
>MCE8420574.1 hypothetical protein LZ190_18060 [Rhodovulum sulfidophilum]AB28
MAAISGEPAPKMQPLDSYIATRSDEAFHQAEFEANIDDYYFTLDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDS
EEDMKAWARSNSDEASQSRNGHWHQQVHGYEDRHPDLVGMVRDTLIDDGYTLEQPFLHVRPYSGSREAALAALATPDYVP
VYVLLGVGAVLLVVSFGKRISARQARDAANGAA
>MCE8420575.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNHVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKSVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRE
>MCE8420576.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB28
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVNSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWQGKPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNMQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MCE8420577.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MQGRYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPEAPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHATLASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAVLDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MCE8420578.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPVNAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MCE8420579.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTGLLNLSEVSVSFGKRPILQDISFGPLESGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDVLTPTLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGNDRGHD
>MCE8420580.1 hypothetical protein LZ190_18100 [Rhodovulum sulfidophilum]AB28
MARTYRDRVGSLIRRHGEVARMDEAKETRRAFVDRIELAPTPESDSLTIDLHGALAAPLRLATGGEGTDAN
>MCE8420581.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAQEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLEA
>MCE8420582.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB28
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MCE8420583.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB28
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MCE8420584.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAIARHAGTGTMKRPIEIAADL
>MCE8420585.1 AMP-binding protein [Rhodovulum sulfidophilum]AB28
MNIANWLYQTALSWPSRPAIYEGDSLRRTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTSLPAGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MCE8420586.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB28
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPAEIDAVFLGHFNSGLVPDGFAASLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPEHAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALGFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MCE8420587.1 LuxR C-terminal-related transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MCE8420588.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MPLRYETREVTRDLSLRIPEGSFTIVVGPNACGKSTLLRALSRLLRPAAGHVLLDGKAISQRPAREVARRLGLLPQSPSA
PEGITAADLVPRGRYPHQGLFRQWSETDATAVARAMRVTGTAALADRQVDEPSGGQRQRVWIAMVLAQETPILLLGEPTT
FLDIVHHIELQDILAGLNREGRTVVAVLYDLNHACRYANHLTAMRDGRLIAEGPPREIVIAELLQEVFGLASTIIADPV
>MCE8420589.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MAKRPAASCSRCWTLRNSPTFPFFWPGRVCRIAACSGGDASQVWGGVAPWLVELTRGSGLLRNLMTRSDRPQHLWDARPG
IFICGDLDLEALWRHLRRFTQMPGPDGGRIFFRFWDPKILPLLLQGIDSDQQWLRAFGTVGEVPLTFVTPQPAGTVLHRV
SPELCGPRSRTPDRLPDAVVELLREQRWSEFQIRLCQQLHKQHPQAIEPLSEDELREFSNQGYARGFRIEKANFNYVLAA
ALCLRSGRDLLRITHSIPDWGQLTELDRSYALVAACKVEMEAS
>MCE8420590.1 hypothetical protein LZ190_18150 [Rhodovulum sulfidophilum]AB28
MTDPAPLSETRAADDLTSACDEDIRPIFPVRHALTEEALFNIARDGTSPGEPGAIGAQGSYELRRLRQGYVYIYARNGHP
DRLSSDSKGT
>MCE8420591.1 hypothetical protein LZ190_18155 [Rhodovulum sulfidophilum]AB28
MTWIDGGVGGRWEVTDRRRYPYAFVNKQVSEIEIEIAYSEERWPGHLLLMAELDAGLRARLMTKVNIVAETTEQSAPLSR
LGEHVAEFMPEAEANPEGNAIRYTAFQPEAVSAVVQCANSRENGRLVAVKDHLGELLDIQAAHLAKSESLKTFSAEYQYP
LLIGMGVENLKPHIDQDGNWFNKPPLDPELKTVLDKLRGEEEDLENEIRALVNAYWQVAGRRGHCALLEELEVVLAGLDE
VKADDSKARRTDYVFFVLGKVFQTLGTSAHGSASLAVAFEGGATDRSKEWSRIFSQAANAMATAVPEVLTRYRTHMNLTF
AVTSKELAMSWVRRESGLVTRETVERILGVQTVSRPVNPNNVDDVLKEIFASVGLTGQRPRTLEMSGLTAFFDGGGLRPD
QLIAVPFYEITGTGTLTARGETFSNAYRAGDLVDKGGSMVLGLYSAFVAANNWNTISPSITRAGAVAQDPRVQIASALLD
AMAGLNAMHQVPNAAIYARDVGQQVFDRLFKAGSGRFFGPANAAAQLRNGAQGTANNFLRYATLGKLAGAVGVVLAGMQA
FEGFKADDLAKSYGNAMIAAGGLFLIFLGETGVGAVIGGLMIIAGVVATFFGDDSATYWARHSFWGSSGKYWEGKGRENT
TRRLERAKLLAEGADPYRSAFESELNAYQDLKSFLQIEDATSGDMRFEIHCPSIRSVADLSKLSATVRFISPGFGIGGGG
LSGPVVPASPQFISPGLVHLQLAEKPGRDGDRISELRVDASYPKLTGGKFTDRLSIKVRNL
>MCE8420592.1 hypothetical protein LZ190_18160 [Rhodovulum sulfidophilum]AB28
MSLWRELQTWGHLNAPTIGDELNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLLMYFVVLSWWEQSILWDNIQI
WLNPEAYFRKQYDFWVQQDGGTRFTGTFSTWYQDMMEMHSDRGIGGAIFLALPTFFFIAACIWPRYRPIRFNRKLGIAYT
WSWGRFFLSRSDPSLGLGRGVGDFDLMLRRFTIVRAGVGSPESHSIGALVLRLRHHRWTRYKESWTLGVFPPACFYQNSQ
ISIAISDFLTNPVRPDWCEALERQPSPLSWAHRLALRVVNFSLLPAWWPRRTQKMIRRHLEIRAAEEKAAAEAREALRRR
ANGMD
>MCE8420593.1 hypothetical protein LZ190_18170 [Rhodovulum sulfidophilum]AB28
MFANSHTLAGTSVNLNAARFFNLSNTTRIREVAKIELSDRSYLPKVDDPRSDWVASVAVPAFEALAQAGVEAPNFCSIGT
GAGLDALAAIEILNARNVFVTDLRDDVVTLAHENIVNNVANGRKVTVAAGVGDLLSPIIGKNLDLDLLYKNLPNIPMSEN
ENLYDGQTSSTFIKQRGEQIPDFIRRYLDELHYVALRQAFPLLKSGGRALSSIGGRIPLDVIVQIGRNLGYRSQILTFTW
KIQSEPAEVIGGYAQWEKQGFGPFRFCSAEVLAETFSAVADVASGAQVRQIELSLFSHEMSATSALAAMSAGVYVGHTVA
ILESLKP
>MCE8420594.1 DMT family transporter [Rhodovulum sulfidophilum]AB28
MQRLIFSAQIVIFSLIWSSAFIAGSLAIKDFDPFTLLVLRFALSALVLLPFGWVGHSLFDVEVVRHGLMLGLLNNAIYLG
LSFSALRLIRPEVVIVIISSAPFVTTFVATRLGLEPLSKRIIGGIMLGFVGVLVISGIATSEPPNIWGLFLATFGMLAFV
AGTIIFRKKSGGLPILQTNFWQSVAGAVALLPLAAVFGHPIGAPSGQALFALLYLVFVVTIGGMALWLLLIRTSGASSAS
SYHLLNPFFGVLLAHIVLGEAVRTTDFIGAVLIGIGLILTTKSGKSHVRKQPHLGRHVR
>MCE8420595.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTSSTPLGDRRITFDQLRGFILIAEASGFQHAATRLGRSQSAITQSLKRLEGIVGCRLVERRQGRVVGLTPDGERFLPAA
IEIVARVSEAVSAMQQPQITGQIVLGVPDDFQIFDLQGAVSRALNLNPSLRIEVRSALSSDILQMFDRGDLELAIVKRVA
TDPIVQKSKASHLLRKEPLYWIANEKRSLESLNDLPLAIFPEGCSYRRAALEAVASIGKNAYSAYTSASYENIRSAVSAG
LAIGVLPRSALSKDHVILSDEEGFPSLPDVHLIMIQATRCTMVNQLAEFLQYSAVHP
>MCE8420596.1 HlyC/CorC family transporter, partial [Rhodovulum sulfidophilum]AB28
MDSPTAVADAALFISASAIIALLVISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITR
>MCE8420597.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB28
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRARRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALTAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MCE8420598.1 hypothetical protein LZ190_18195 [Rhodovulum sulfidophilum]AB28
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRKPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPDAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIEEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MCE8420599.1 shikimate kinase [Rhodovulum sulfidophilum]AB28
MGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANRE
AISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTR
PDVLEAA
>MCE8420600.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB28
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLGTLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MCE8420601.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB28
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLCMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MCE8420602.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB28
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MCE8420603.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB28
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGAAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLKLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMAPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQTERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MCE8420604.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB28
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MCE8420605.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB28
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MCE8420606.1 thiamine phosphate synthase, partial [Rhodovulum sulfidophilum]AB28
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYVAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDAATVAALSPLTDFFALGEEIWREEDPVSALGALIAAD
>MCE8420607.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB28
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MCE8420608.1 COX15/CtaA family protein [Rhodovulum sulfidophilum]AB28
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWALGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLMGVAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MCE8420609.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB28
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEGWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAETATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MCE8420610.1 hypothetical protein LZ190_18255 [Rhodovulum sulfidophilum]AB28
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQVLIVATVLAGLFLTSLLFAHAGILGLLSFLLLV
ILLIR
>MCE8420611.1 hypothetical protein LZ190_18260 [Rhodovulum sulfidophilum]AB28
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MCE8420612.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB28
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEDMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>MCE8420613.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB28
MQARQPVMDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQA
LAVTTNCSIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MCE8420614.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB28
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFDGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRLTGYGDLAGFLAGRG
>MCE8420615.1 hypothetical protein LZ190_18280 [Rhodovulum sulfidophilum]AB28
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVAFLVPLALLAVLGLRLLQRRQ
>MCE8420616.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MCE8420617.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB28
MFQSFGMTRPHASSTAISTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSS
PDLPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEVPRLLAEELSRRGYRPATLAIGTNTDPYQPIE
RTHRVMRGLLEVLRDFRHPVAVVTKGVLIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLA
AAGVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCADRAERVMARLCEIHGGKAY
RSGWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>MCE8420618.1 citrate synthase [Rhodovulum sulfidophilum]AB28
MDDSKKSATLTLGETSYDLPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MCE8420619.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB28
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDNEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MCE8420620.1 ComEC family competence protein [Rhodovulum sulfidophilum]AB28
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPVCALWAFAGAAAVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPNETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLVPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFARAALARTGALALFPGADGPRLVTARTLAGARLWAQ
>MCE8420621.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB28
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MCE8420622.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB28
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MCE8420623.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB28
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MCE8420624.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB28
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MCE8420625.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB28
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MCE8420626.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB28
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MCE8420627.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB28
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MCE8420628.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB28
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MCE8420629.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB28
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MCE8420630.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB28
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MCE8420631.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB28
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MCE8420632.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB28
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MCE8420633.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB28
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MCE8420634.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB28
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MCE8420635.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB28
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MCE8420636.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB28
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MCE8420637.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB28
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MCE8420638.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB28
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MCE8420639.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB28
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MCE8420640.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB28
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MCE8420641.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB28
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MCE8420642.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB28
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MCE8420643.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB28
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MCE8420644.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB28
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MCE8420645.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB28
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MCE8420646.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB28
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MCE8420647.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB28
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MCE8420648.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB28
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MCE8420649.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB28
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MCE8420650.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVSYDRLADRRSAVYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MCE8420651.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB28
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPDAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MCE8420652.1 hypothetical protein LZ190_18465 [Rhodovulum sulfidophilum]AB28
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARTLADCAARYPAQAEAPAGTKK
>MCE8420653.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MCE8420654.1 methyltransferase [Rhodovulum sulfidophilum]AB28
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRAADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MCE8420655.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB28
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MCE8420656.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB28
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELLPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAARAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>MCE8420657.1 serine hydrolase [Rhodovulum sulfidophilum]AB28
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPATPEDTPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MCE8420658.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB28
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALIGDGVDCPYPPATAALHHEA
ELVIALGQGGADIPAASALPHVWGYAPGNDLTRRDLQDEAKAARRPWDMAKGFDASAVCGALLPALRIGHPTRGRILCHV
EGQLRQDDDISDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGPVGRNQTCSVEIEGLGRVTTRFS
>MCE8420659.1 SRPBCC family protein, partial [Rhodovulum sulfidophilum]AB28
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MCE8420660.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB28
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MCE8420661.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSIADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTPNRRLVRLPHNINDAAFSDALYTHWKEIA
>MCE8420662.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEATFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MCE8420663.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>MCE8420664.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MCE8420665.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB28
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPLLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MCE8420666.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MCE8420667.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB28
MQPDPLSTRLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRQVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MCE8420668.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB28
GAVLSPLAGTTVSVAVAVGQSVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>MCE8420669.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB28
LATARETVQEPTQEPSLFSGFDPANAGFAADERAEAARDGAELPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRA
AVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGSLINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQER
IEIPAFLRRQAN
>MCE8420670.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB28
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFENAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MCE8420671.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB28
MVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRALIMQAYTYHQAKDYE
TARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQSAILKFDLAFNHLAA
KEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNFQGTDWYADGYKLLQ
AKGLEPEAKGEGWLRSVYRQMIKGEWL
>MCE8420672.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB28
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETELDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARAGYDEAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MCE8420673.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB28
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPADYASLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEAREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MCE8420674.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB28
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MCE8420675.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB28
MGPRRAMSVMSVMRLLALIAFVLAGSGPARASAPCPMHDWLVWIYLEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMRKAGLEDGLPVVSGYIELVADRLRFVPTPPEAGAVVHRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTGA
ASPREPTPRRIGKPPAPQPVIADTAGQDMVDLSPPETGPSDPYTPSGGRDVNSEERLRGQPDFSQEAVNDGQLGTRLPAM
SRLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKA
>MCE8420676.1 radical SAM protein [Rhodovulum sulfidophilum]AB28
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYESVLRHATAVSGARVVRDLRRK
VVAARSPASARAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCSVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGSGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDRYPNRIVPMMTGRGCGWGVCT
FCSDVQTTSGRTFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALNAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLGTGLMDHENATFRSAGHLSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>MCE8420677.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB28
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPAAPNAPLPAD
>MCE8420678.1 NAD+ synthase [Rhodovulum sulfidophilum]AB28
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGQVLARVFKHHLPNDEVFDEKRVFDSGPIVGPVRVGPLRIGMPVCEDAWYDDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLKDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEEGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLDRDIVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MCE8420679.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB28
MTRPKLAIIFYSTYGTNHQIAEAAAEAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDQAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MCE8420680.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB28
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEI
>MCE8420681.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB28
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELVLFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYQLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQEAGYRYLPASYQMMLE
>MCE8420682.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB28
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MCE8420683.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB28
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWPDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MCE8420684.1 hypothetical protein LZ190_18625 [Rhodovulum sulfidophilum]AB28
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGRPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MCE8420685.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB28
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYSSTELSREDSAPNMYAFYG
LHSQTQFVPSAMVESVEVYDSNVSAEYGGFQGGVVDYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGDNPNGTAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTEQNEFYSWYGSYFSEKRGKSFYT
DAFDDWCDTPKAARSPEDPYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGSVMNL
GGPDYICPAGDPACLPDQYLKNLHTQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDALPRGVRYRRDHDDTTGEVGDWEFRRAYGSYSYNQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSTKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDKDGTYENPEYGSH
SHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MCE8420686.1 FeoC-like transcriptional regulator [Rhodovulum sulfidophilum]AB28
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MCE8420687.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB28
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADEGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MCE8420688.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB28
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MCE8420689.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB28
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MCE8420690.1 hypothetical protein LZ190_18655 [Rhodovulum sulfidophilum]AB28
MRIYLIAPAPDDKTDTAAETSMAGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEVVQEVDLGAEVDPVGLSINVPQVAR
GLDLARTFRRRGVPVVLGGAHVSLAPDIFRGRADCLVIGAFDTAAPNVAADLLAGALKPEYRCGKADMVAMPLPRRDLYA
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVPSESGQLYRLGYREVSLSDDNFAVSRKRTRTLLEALIGWN
GSAGRDPVRFSTQISIDADLLALCHRAGLRQVFVGLETSAPAALAEANKRQNLPVGLIGECRKLVAAGLTIRGGLIAGFD
HDDLCCFERQFAFAQALPVVGFNVSAPVAPYATPLCAEMKRAGRSVDADTHRVSAAGARMTNMLPAQMTREELAEGRALL
KAALLAPDAALIRFEAYARTLAPPSQDMGRTAWVKPGARRHPLHELLPLMMKDKGPRRVILAVREMIAERPETGYDLTSP
LTLYLSKCARAANRAEAPLEAAQ
>MCE8420691.1 DUF2059 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ILALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDGGRIEAEMRAALDSRLGAAEIAPLVAFFTSPRGARI
VALELSARKAMLDPEIDRASRDRLEEMQADGDPKLDLVGRFIAVNGLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQ
ILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSESRPGRDLNDALFEGVEAVFEDISHELGLAAARFIAG
QDL
>MCE8420692.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB28
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAAAAAPAAGDDLKKLPGVGPAMEKK
LHEAGVTRFAQIAAWTDEQVTAMDTRLGLKGKIVNDGWVALAKDLAGKA
>MCE8420693.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB28
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MCE8420694.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MCE8420695.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAAVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>MCE8420696.1 GTPase ObgE [Rhodovulum sulfidophilum]AB28
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCRTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MCE8420697.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB28
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MCE8420698.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB28
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLARAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALIKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MCE8420699.1 histidine phosphotransferase family protein [Rhodovulum sulfidophilum]AB28
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALNWRDGRITLSAEAERMTLEPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALTDLGRSLSLGHDETSLTLAF
>MCE8420700.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB28
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MCE8420701.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAGA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MCE8420702.1 1-acyl-sn-glycerol-3-phosphate acyltransferase, partial [Rhodovulum sulfidophilum]AB28
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEED
>MCE8420703.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB28
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>MCE8420704.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB28
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MCE8420705.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB28
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDRARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMIGL
>MCE8420706.1 hypothetical protein LZ190_18735 [Rhodovulum sulfidophilum]AB28
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MCE8420707.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB28
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPNTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGVTARLMSHPKIGREDTEIMSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MCE8420708.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB28
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVVLRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDADDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERASYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MCE8420709.1 usg protein [Rhodovulum sulfidophilum]AB28
MPLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFRFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MCE8420710.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB28
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVIWAMALARGRG
>MCE8420711.1 DedA family protein [Rhodovulum sulfidophilum]AB28
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MCE8420712.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB28
KGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIAQEIDGQGVYGYRFGGQRFDCGSKAGF
LQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MCE8420713.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MCE8420714.1 hypothetical protein LZ190_18780 [Rhodovulum sulfidophilum]AB28
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSATGQSQNARH
>MCE8420715.1 SLC13 family permease [Rhodovulum sulfidophilum]AB28
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MCE8420716.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB28
MHDHAPSDSSHPPRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFASRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGHGHGAHAHADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>MCE8420717.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB28
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MCE8420718.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFRRLGIRPGTVFD
>MCE8420719.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASERRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MCE8420720.1 FtsX-like permease family protein [Rhodovulum sulfidophilum]AB28
MIRIAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPADSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAA
PGLAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQQPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARG
EGVIVNEQLWRRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIDDLLALYPGIDRRRYAIRTDPANVPALRSAI
EDDFGLPADNMISQREVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVNLLKV
FADER
>MCE8420721.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAE
>MCE8420722.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB28
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGA
>MCE8420723.1 type VI secretion system baseplate subunit TssG [Rhodovulum sulfidophilum]AB28
MTGESFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPA
FRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTETRLGLGAASLGRDAHLGARA
RTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDN
PEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MCE8420724.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB28
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLAAHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRTWPPRSGSGP
IL
>MCE8420725.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB28
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MCE8420726.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB28
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MCE8420727.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB28
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MCE8420728.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB28
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGSGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MCE8420729.1 type VI secretion system ImpA family N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGTLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MCE8420730.1 type VI secretion system-associated FHA domain protein TagH, partial [Rhodovulum sulfidophilum]AB28
LFLSPSPAGPDRDEAFLRAFCEGAGLDPDLAKGADAEALARELGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASG
NNPMKFLPDTDSALEVLFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSR
KARAWDTYVTRWDALAGKGENGMLDAFLEAFSEAYARAQGEMPD
>MCE8420731.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MSRPVQGSPSEAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
RAGVGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRIGTACSAAGTGPLSRSQAVLPRAAEL
GGFAEWSLDPDCGRIRVADGMLAMLGHAPDRGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYL
WVEASARRVEPGPGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWL
DEVFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLP
PLVCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLG
YPPGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEV
TALKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLI
HEEDSVEAVALMRELLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEA
ARLAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGL
TPFEMRLRVCRPEGGFRSVLVASLPFAREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEF
RRQADGSIDFPYTTPKFEDIMGLSRDEIDMRGGDVLRRIDPEDLQHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGA
SAPRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPR
DCVLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRP
LTYEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEP
FFQPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSG
RMHDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRR
IVRPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MCE8420732.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB28
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLMYLAALDRVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEEAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDKLGRVAVSNRALAEIFDLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCIQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVHIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGAALQGGRGVA
>MCE8420733.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MPNILPPAPIPLRPALAACCLLILLLGAMLAPGRAEAHPTGAPSGNMQGGMSGPDQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYGVQHILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVESGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVGLPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MCE8420734.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB28
MARTEDFSQDSIGRMREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIA
LIAGQMLVRRRHLWAPDWLMRREIRADRACTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELV
PFSSSLLGMTVVTLSVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MCE8420735.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB28
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MCE8420736.1 lipopolysaccharide assembly protein LapA domain-containing protein [Rhodovulum sulfidophilum]AB28
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSTR
>MCE8420737.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB28
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDARPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MCE8420738.1 hypothetical protein LZ190_18900 [Rhodovulum sulfidophilum]AB28
MRGLLGLIALLAVAGLGLAFTKPTETAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGAMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MCE8420739.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB28
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDSEALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MCE8420740.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEAS
>MCE8420741.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB28
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LTPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPASPKAPAGPAAPRPSQAEATAEDSRTPLQKLADRFR
>MCE8420742.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB28
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>MCE8420743.1 hypothetical protein LZ190_18925 [Rhodovulum sulfidophilum]AB28
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPPVEPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTYWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>MCE8420744.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB28
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MCE8420745.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB28
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPRDFEGDWA
>MCE8420746.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB28
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MCE8420747.1 nitroreductase, partial [Rhodovulum sulfidophilum]AB28
PRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADMVRAQGPALGQPPEAV
EKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAETIA
AIIHIGTETVAPPERPRPDIAAITEWVAE
>MCE8420748.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPSGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDHDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MCE8420749.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB28
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>MCE8420750.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB28
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MCE8420751.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB28
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELNTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MCE8420752.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB28
MQDPFFFGYGSLVNRATHGYHDAIRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQLLNAAERDTVDAGLKARGVRQFLPG
>MCE8420753.1 hypothetical protein LZ190_18980 [Rhodovulum sulfidophilum]AB28
MAAYVRSFAPEAVNASQRILSDRIGTVETAAEPTGREAQRTARLFNRLEGTLSGLEGLSDDLRAGRAVVLEEARFAEGHG
FSRQVTTRSKAP
>MCE8420754.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MGKSSLLRLLAGMAVPAEGEIRIGGTVLSPETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAAD
GVVAQLPRGLNTRLGETGVGVSGGEARRLIVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDP
ALAARMDRQIAIKPEHAA
>MCE8420755.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPPSPAAAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGHSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPHLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MCE8420756.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB28
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MCE8420757.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB28
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MCE8420758.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB28
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MCE8420759.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB28
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADSSGSVFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MCE8420760.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB28
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MCE8420761.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGTGHRTEPEAADA
>MCE8420762.1 transcriptional repressor [Rhodovulum sulfidophilum]AB28
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACRET
GA
>MCE8420763.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB28
MPLPTPPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MCE8420764.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MRFLTGAVLFCAALFLSATRPVSAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGAQVA
RIALSGSPALGDMLIPAMIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDLAREAGLGDLSAPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPVTVHL
PGQAGQGLRQLPEARVLGGRRPVASARRHGRAAAVATAVAADPTGFGLARVSALGDAVQVPLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARDFLAYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFSEGSGGSEASAARARREAEAVRDAIRAAATA
ADYDRVRLEVAGFGDLLPMMCDGGSSKAGPEQSRDRPSGDWARRLNRRVEVWLR
>MCE8420765.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB28
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MCE8420766.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB28
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MCE8420767.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB28
MRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGVRYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVL
DCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAEAAGVPEARVFTASTGVIGEPLPHERITAVLGDLT
ERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDE
TFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAVGRAFQETLRGVMLDLAQQVVKDGEGATKFVEVAVTGAASPADA
RKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRV
DLGLGKGSSTVWTCDFTKRYIEINADYRS
>MCE8420768.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB28
MKIVLVAAVALIDADGRVLLAQRPPGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MCE8420769.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB28
MQAFTTSRNPPSPMCPAPWISPTGAATSFSGPWRAAPAIPVTAPFEYVRDIGTPDRLQKAIADLDAGRPAHRSYRPPQPA
VFLDRDGVINREIDGVTRAQDLHLLPRAAEAIAKLNAAGLPVILATNQPGVAKGILSLDELDEIHAHLDAQLAAECAFLD
DRYVCIHHPEHGHPGERTHLKIDCTCRKPKGGLMRMAVQDHNLDLSRSVMVGDRDVDMAAVTSVGGRGVRVASNGENPPG
HAGHIDAALLHNRRNQRLQRLVRRVSCSPSSAMSGLESHSATQDPSIMQQSPSRTSVQSPGVRALRRPDPFGHRSPGHSA
GPPMRSG
>MCE8420770.1 hypothetical protein LZ190_19065 [Rhodovulum sulfidophilum]AB28
MKNGMYELEDIIKAKTAMVDHLAKLSGGELLRGCCTQGCCGDVVQSPLIPRLETTYTKADLMDAKRAMLSTLEELTGGPV
IAGCCTQGCCDDQAIAALINVP
>MCE8420771.1 hypothetical protein LZ190_19070 [Rhodovulum sulfidophilum]AB28
MSFPVNNRRRAGISTTLDAPIWWPFEFEDALERHFLSFRDRVLTDPVALNTPLVKEAADQMAASMVPNIREVVARDGLPH
LAHAIVGWGDGRLDGLSLCDRIAEFATAGDAGPVVPQCDPEGDFHPWQSFAYSAMAGCDGDRPLGTFDFSMRGIIRASRV
LQTSENRELGHLLYALATYDPDPNGPPFVMDGVEVPVAELPERAVEAHIYGGFQVCRKFHLTEGLCAAVACIPGFEAWRP
HAEGFLDGQMTVMEVFALIMELAGAVERGGGDRAPLARWRDALRIGNNLENHIYYAGHLVELAALARMHGYSLRPSQLNA
ANYVVNATNRTVMSWQKHLNFGDSFLALGHLRRASTLWMALENGEITEPGQRKEVLRRFVVDFDATNTRAPAPEPVPVPE
GSVYAVARTVPEPRPIFAQMIAAYEKTAPPAGLGTRGTFDHFRRIGPPHWPRSVHYELLDHEHAIGVEIHLEKDEVAALK
PALKAIHESAQVAFPEAHIVFDETWYRGRGRVVLGYHDRVGPEAIAKEARRFIDMTFPQLDQAISEL
>MCE8420772.1 galactosyltransferase-related protein [Rhodovulum sulfidophilum]AB28
MTELSVVIPWRDRPELLQTLRDNAPHFTAAGAEVTVVNCGGDLASVPWSNLAGLGMPLARLDFERADFNKGCAINLGVHH
SSAETLLLLDADILLGPETLPTLQTAFTSRAFVTVAAVIDAGRDTGATPPSLAVARVTHAVEFGLPDGTVHRINTNTLYL
TDGARAGPGLVLLRRADFLAVGGMKNTLTGWGWDDIDLIARLQMALGLDRHETGRAEHVPHGAAPASLAQADKGASEARN
YRICLADYAVGDFQGTFETDVAETTVARHRL
>MCE8420773.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB28
MDSVKVGLTAFSNARWPSVSRTYAFYERSLRAAFDTEIIAQDAIVDRARDLDVLVNFHGAMAWTRRTEIDCAVVYGMHGG
MVVDRAFLAEHLGGCQSRDRFLINCTSDRAILAAASPARAAQADLLPLPVHARARPDRAVCREVLDLPGDTAVIGFVARL
LPAKNLHGFLEMLARIKTAIAPKEVRAIVVGNYWADYPVLPFCTDGYQAVIKDSLARLGLEPDLMYFPAALSDEYLDMVY
GALDLLIHPTFGIDENFGYVPIEAMAAGVPVVASAYGGVKDTVRESETGHLMPTWITAGGIRIDQETGIAAAVNLLSDET
VRNKMANAARTHAQTYYSEEICRAALIASVKVAAAPADDSPAVVTPWPNRDQRTILPEVSRGWDEFAPVVHHYVSTEPPD
ITPGDRVYLPAVLVFETDSTVRSTDPAWPAEAKLSPDAIAVLSDLTYGTSVPVTSTWPDRAIATALIADGWLVVQKAVQE
LGQNAGPLP
>MCE8420774.1 SIS domain-containing protein [Rhodovulum sulfidophilum]AB28
MTDTSFSTANIEDYFGRVQRALGSVDPAAVARIAGCFEATRVASGTIYLCGNGGSAATASHAACDLMLFPGPSEPHLRAS
VLSDHTPLISALSNDFSYADAFAEYLRRHAGAADVVVGVSVSGASENVLRALETGQSRGTQTVGLTGDGTARMEAGSDVY
VPVPNSSIQAVEDVHMSIFHAVSLSLRHGLRGG
>MCE8420775.1 polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB28
MDSARRIALTFDDAPTGPGAFFSGAERTARIVGHLSEAGVAAAMFFVRTDRIASHGGAARLAAYVAAGQALANHGHSHLA
LSKTPLDRFVDDLNRAADALDGIGPHAPFFRYPYLDEGRALEVQARMAEALEAKGLRPGHVSVCTYDFYLQDLVDQHLAR
GVRLDMDGLGAVYCDLMVRCAAFYERVARESLGRSPAHVLLLHENDLAALYLGRLIAALWAEGWRIVPAQEAYADPVYAL
SAETTFRNQGHIAALAHAGGAKRRDLVPLEEEEDHIAARFSIECVAPE
>MCE8420776.1 hypothetical protein LZ190_19095 [Rhodovulum sulfidophilum]AB28
MAEIEAAERHRLIHLTSWERAVCILEQGPIHGTGFRASSTEAYPHFLMAGWHNVNWLHCRANPDMKPSHLAALCSLTTLL
GCASSGDRNVVQIEGRSINYGAANQTLWIAADC
>MCE8420777.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRL
>MCE8420778.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB28
MSDRQIFSEFSDSPFPRDALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHTDGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MCE8420779.1 MFS transporter [Rhodovulum sulfidophilum]AB28
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MCE8420780.1 c-type cytochrome [Rhodovulum sulfidophilum]AB28
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERRAREVEPAPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGSGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDMPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGNAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVAIY
LAGLPADDPLIPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAEAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>MCE8420781.1 putative zinc-binding peptidase [Rhodovulum sulfidophilum]AB28
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MCE8420782.1 mechanosensitive ion channel, partial [Rhodovulum sulfidophilum]AB28
ICPVAQWMLTRLAPPVSSAPGTEDAPGPQMEPETGAPRRHGRLALALAQNWHWAALAYLAVLAVIVLTGPDGVVLAALAG
SARLLAALLLAGIVSGALARAAARGVQLPERISDCLPLLEPRLNRVIPVAMVTLRYLIVLSVALFALDTLGVLAVGSWME
SRFGLRVTGALSAVLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIG
PLLASAGVLGLAIGFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVS
NLTRDFSYYVCDMGVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGR
TYNGILKRLFDERNIEIPFPHQTITFAEAKDGRTQPVRVINGEAQVAEQGA
>MCE8420783.1 glutamate decarboxylase [Rhodovulum sulfidophilum]AB28
MPIHTVRDHSHSDIEDIYSTRLSEHGLPKYRMPEGTSEPHAAYALVRDELLLDGNARQNLATFCTTWVEDEVKQLMTDAV
DKNMIDKDEYPQTAEIESRCVHILADLWHAEKSWDTIGCSTTGSSEAAMLGGLALKWKWRARREAEGKDTSKPNIVTGPV
QICWKKFARYFDVEIREVPLKGDALGLRPEDLRDYCDENTIGVVATLGVTFTGVYEPVEALARELDAIERDLGLDIPIHV
DAASGGFIAPFIQRDLVWDFQLDRVRSINASGHKYGLAPLGVGWVIWASKEDLPDDLVFYVDYLGGNMPTFALNFSRPGG
EIIAQYYNFLRLGREGYTQIQQACADTAQWLGEQLAEIGQFDMVYDGHGGLPAVAYKLTAGDHGFTLYDLSERVRMRGWQ
IASYPLPADREDTVVQRILIRHGVSRDLAALLLEDIKRELDHLEKNPVPNSTAKPGFHHG
>MCE8420784.1 transporter [Rhodovulum sulfidophilum]AB28
MAEAGAFLRKMAPRGASALLAGLAMSAPAMAQESLATDAERVVGQIFERAEPVTEAGAHGFFQLLGNQPIAFILLALTVG
TFIGRFRFKGISLGSTAGTLLVGVVLSMIAEAAFGITYSIPGILSSFMLLLFMYALGLKVGPQFFSGLRRGGLAFVGIGV
MVWSLNWVICYFGAAMAGLAPGYATGLISGSYTITAILGVGQSALDSGAFTPPDGISAAEVGANMAAAYAISYVLSSVGI
ILLIRYLPRLFGRDATADAKQAEAEYSGGSTDPVPGAPGALVMNFSPYDLRAFTVTHESLLGRSVAQLAADFPEAPILRL
VRDGVIINLEDNPTIAPGDIVTVRANVHDLILEDGELIGPESDEPLARNIPMEVADIHIGSHAISGKTLAELDAQAHGGV
EVQAHFRAGNELPLGPNSDVRFGDVLRLTGPDAALKAVARQFGGRAILPSFKSEVLYLALAMLVGYLVGIATVTIAGIPF
ALGTSAGCILAGVAVSYFRSRNPEFGGPVHEGARSFLQDFGLNTFVAVLSANVGPKVISALGGDTILWLALIGTAGALIP
PLIAFWVGIKVFGLNSVISDGATTGGRNSTPGLNAIIEESGSSVAAVPYPVSYALTTVLALIGGYFSMILS
>MCE8420785.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MAQSSDDHLRLDNQVCFPLYAATNLLQRLYRPLLAPLGLTYSQYLVMLILWERAPVTVGEIGSCLHLDNGTLTPLLKRME
RGGFVTRSRDPRDERRVLVAPTPHGRELRAQALKIPEDLTRKITLSTEEIEALRSSVVSLVHLLADDIDRRKESDARVAT
Q
>MCE8420786.1 organic hydroperoxide resistance protein [Rhodovulum sulfidophilum]AB28
MSTIYSTTVTAVGGRAGTVKSDDGLLELNLSLPKKLGGKEDATNPEQLFAAGYAACFGNAVIHVTRNKDNRIKDGDVAVI
ATVGMTPNGSGGFGLTVALDVTIAGVDQASAEEIVADAHRACPYSNAVRGNIDVELSVNTR
>MCE8420787.1 hypothetical protein LZ190_19165 [Rhodovulum sulfidophilum]AB28
MRIAKNFMAVAFAAAAGFAGTFAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAASADAPR
EPWYSCFWLDNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>MCE8420788.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB28
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MCE8420789.1 glycosyl transferase [Rhodovulum sulfidophilum]AB28
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPIFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKAQRLKPLIELWRAHAEGAAIPDTTTLPGPPAP
>MCE8420790.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFLPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFSRANLDGSVALFETARAAGTGTVLFLSSRAAYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASMGWRPGGIARLHATLPALCRPCPAG
>MCE8420791.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRVAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MCE8420792.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQSLSAAGLQMLDRVARSRQGARQGEGA
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECPAASLPRAPHRATPGARPRPVAQPPSPDAAAVASIPP
PPISEPLSASSSVSVSGAVSAPGSPPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSVPGTPIDATSPRLAG
AGPVPESRRAARLPDRSQAAETVPAAESAQTNSTETGAAAERLARTRIEAAETRLADTLSELERLAARLRDATEETGAAE
ARRDAARDAAHRAEADFAQLQDRIAEAELRLDALDRRLAEGGADRLTGLQATAAAPTPKPGPKPRPDPAPAPVPATSPLE
LGAAPPDPRVAQRHYQDALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQVR
LEDLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPEARFATALTAARLALPARPSLLWWRIRAGRS
APTDWQRIDPR
>MCE8420793.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB28
MSLFSRPFSGLQAGLLVIFTAIAGLAPAVPVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPEIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTEPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGRGANEANALYRRRVCAAIGGC
>MCE8420794.1 hypothetical protein LZ190_19205, partial [Rhodovulum sulfidophilum]AB28
ISAFRAGPAPSAEAVSRAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>MCE8420795.1 malonyl-CoA synthase, partial [Rhodovulum sulfidophilum]AB28
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAA
>MCE8420796.1 monovalent cation:proton antiporter-2 (CPA2) family protein [Rhodovulum sulfidophilum]AB28
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MCE8420797.1 hypothetical protein LZ190_19255, partial [Rhodovulum sulfidophilum]AB28
MTLPFPDATLTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAAGDADDDGALIGGALD
>MCE8420798.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB28
MLQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATVPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VAFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>MCE8420799.1 hypothetical protein LZ190_19275 [Rhodovulum sulfidophilum]AB28
MGIPELHLGVATPVSEFEQDDPADPMNDPSRAVSFTSSSAPDPTRTKRRLATAEERSYLRRFNRLRRLRRLIFATTFVWP
GLGIGVLAWIGIEARALDGYVVSALVFLALCVLVGVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRAIVHPTRD
STNIFTLGRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLRLPMSSRYGRARIDPTLPDLGVFLLRLGDR
SIAPEMRAGLPLLRAQDTMLRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSTVTRIVGTYDGGAEIPAEALAARGLDD
LRPDPEFGHRLLHAGAVSFRTVSLSRGADPFLMRDEEIVAVNRIGRVFPFKLVGVASAEPALIADYRDQLMKRARSLSAV
MPDLPDRIAALSDTVIASQLRAMSFGSPPDSDFVEAVLPRPTIRTPRRSSFLISVEPSCLMQDFLCGQRDPAETYENPVF
ISGPRGIVLRDGADLDRLAEARDRLREMEAETWPSIAIAVCAVSVLLSVLCILAWAEANRRIRRWYRSGGPMR
>MCE8420800.1 hypothetical protein LZ190_19280 [Rhodovulum sulfidophilum]AB28
MLLNVCLCNDTVAANIRMARSDAREAGLRTSVDTAHSKGREAAPGDTGGRLEGGELQRVSIRLLPKDAPIMIHDAPVEIF
ASESEPSAQRGIDAVRRR
>MCE8420801.1 hypothetical protein LZ190_19285, partial [Rhodovulum sulfidophilum]AB28
MANPPGHADGPGETGSDIASGGGTAGSRAEPTVADDRHYRPDRPGHSSDRSFRAASSDEAGFWPVTSLQ
>MCE8420802.1 transposase, partial [Rhodovulum sulfidophilum]AB28
AWVGLVPRQYSTGGRTTLGRISKRGSRYLRTLLIQAAKIILIRPHNWPQLSFGTWLAEADQRMHRNKLAVALANKLTRIA
WAVLRYNRGFDAPRDTVATAL
>MCE8420803.1 hypothetical protein LZ190_19295 [Rhodovulum sulfidophilum]AB28
MAVPRNYLASSGDCIIIVSGERGERVHHAELLKMMMRSRSLAEVRRRFHGSRSNLLKTLAHFGYDFDMLLREQFQEGHRD
AQLARLHRVDQKWIAEKRRALGFASRKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSD
RPRPAVELTDAEGLVRARSAADRVGTKTGYSSHEMKTFFDDGWEDSS
>MCE8420804.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MPHTVNPAHKRLKMELRLRGKSIASVARELEVLRSTVTLVSQGLRRSSKIEKALADAVGTTPAELFPDRYPAEESSAARK
T
>MCE8420805.1 Tn7 transposase TnsA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MKKNLIYRGPEPSHATRVPARRSKGSLRGSMVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSD
GWPARHIFDFLITKTDGERIAVAIKPMQRVMKLNFASELEAASAAASKSLADRVLLVTDQHIDRVAAAEAARTLAWSRPS
LTEVTA
>MCE8420806.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB28
MTLRFRFSKSDMITTAGIAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVEV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTREGYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWVRAYQSASGSPLALIPETHRSGNRTRIWCPRSEALMNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAM
VVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSSNGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNF
EMGRRWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQIFEDKTRLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQA
TVASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLLAGRTFFDTVDRGDYPSEMLACLCDDDLIKVLLTYIVDIYHNQ
PHGSLNGETPNAAWKRLVSEHGTPPVPDGLTLRKAFGRPMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQ
DIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAVRHAHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTD
VEVGRADAALRYPLRSDAQRLGRVPPSNDLLNDAISITPPRDKDKSEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>MCE8420807.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MMKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAITHLLAQEGQR
LADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELD
SVTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCERANLEPEDDVLEL
SHGERVVHAAANQFGIAIVLILDAIEDAYLQGQETLNRQNFIRAYDRRTSCDAEFNPFVVPDFMRIDARQVFSRENRT
>MCE8420808.1 TniQ family protein [Rhodovulum sulfidophilum]AB28
MFSTVKPLPLNVKYQHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRDTPALA
SPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTSG
FSPPEPQIANDQDLLFEHYLRNRIEKGPGNTWLDRLPFHVAAQTCEGFGLLLTLGPKTRRETATPAQWAAAGTAGFSVLR
RGPDAFRQKLKDIQQAHPVDNTLYRTRYRVFFEWLRHRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHSL
STARSRYGMSGWKLARRLASMGLAEGKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGLV
EKYFDEKNASPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRVRIPTERVVEIILRNRLPLHAADPTTARFPDFRL
SLAELREVIATDHQGTIRPTRAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHISVVELAAQ
NRRLPGVEAVIQLDRGAKPLPLGPRANMIFRRSDVL
>MCE8420809.1 hypothetical protein LZ190_19325, partial [Rhodovulum sulfidophilum]AB28
RGRPSRRRNGHSWAILGFDRGKGCGEINTTWAWIEAAWIFEGKTAPVCAAEANPLTRKAELSGAFQLVGNCHKVLPLSAK
ISL
>MCE8420810.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB28
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITKKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MCE8420811.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MCE8420812.1 hypothetical protein LZ190_19340 [Rhodovulum sulfidophilum]AB28
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MCE8420813.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB28
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MCE8420814.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDALMRREGHPFLRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDMLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGAGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHATLMAEG
>MCE8420815.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB28
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MCE8420816.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB28
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MCE8420817.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB28
GELGAALGAARLGRVAATGAAPETVMTPPVIAATIAPDETLAPAFDEAYRQFRAAYPGLRAIQ
>MCE8420818.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB28
MKPTPEDQAQTCPEALPERAFLEGVAAILGCGQVALLCPDPAANGRLRVSAADPVGLEGRSFPAEWGLLGAWRQDDLKKS
PGLTEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSARALVHALPGSPDARMAIAPARPVAAPE
ISLNAACGLCDSALPSSVDGGQAALAGTIASIGTQFDASRCVLWQHRDRAFRPVLIWKPPDTQTGPAQIPADAEMAAFLA
RRIETFTSMRPVALEEDAALGRLGIGARLILPFRNGAELGGVLCIDRATGQRPFAHRDMAALSCLTDAAGLLLCQQETRR
LADAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRGSIRGRIDGLLGFRPEDCLPPTTAEAIHALLDRAEA
AGFAVLPELVHPPAPAAGPKIYTLSAATHAPAPAQASPGYVLVIRDVTEEIAQRRERDRLGRVIEHMTREVFLTDSSHRL
TWANRATEEHIGRPADRLAGLSPQQAFGAVWSDATRLDRVCAQLEADNGFAGEIAFLDHGGTKVWFDIAVTPLCDGSGAR
EGWMWILSDITERRRDKDRLAQIARRAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEA
ILRYGLAHGEYPSDSRNDEAMLAERLARHRRPYDESEQYLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRL
AAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGEVWYRRPDG
SRVLHELSLTRRHAGGILCIARDLSEGVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGI
VGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVA
LNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSLDPARAYCLLEVEDDGPGLDADARSQVFAPRLFSPSA
VDCGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDRNAAPAAPHGSRRRARPLSGRLDGHMVLVTDDNPDVLR
VISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHS
GREFAAVLGKPISSADLLAAAEAAILDR
>MCE8420819.1 undecaprenyl/decaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase [Rhodovulum sulfidophilum]AB28
MFPVFLLSSFCCAALLLARPRALSPARRDDVAAVQAAHRRPTQRSGGIAVFLALAAGAATLPANLVQTYAALIAAALPLF
LVGLLEDIGQPMTPLRRLAAATASSLLATVLLGLWIERVDLAAADTLLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFVIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSIILLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFLSNPATSVAIWVLASAPVLTGVVLWNAPG
AAARALGFYALLFALTYLLGIRLLKRPRRGAIASGPVVPGARI
>MCE8420820.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB28
MRPRLRRYLEHLRRVPDDASDGAVQDMLDGARQLVDGSRIYVMLDLAPGATSALEGKPGRNWGDTGLIGRSPIRVAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRPSDRMLSSDELRCLHRLARRLGEILNARGLRPGVGAAQGAACRSALRHGLGTAP
CKDGGTVGVGAGEDGRSRRPAPAGGGVPPGAERQAQMIEKFVHDMANLVAVIDGSARMLSEELGGSAHLKRILEANRQIL
AIMETLRGAGRHEIRHRWVDLGRLLRAAADLVQAEWPEGIRLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTP
GRAPEGRVRLSLRRQCDRPGAEDRAWYEFCIVDDGIGMDTDTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVE
TAPGRGTAICILWPEVFQ
>MCE8420821.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB28
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGHVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRVGRKMGHANRWTGPAAS
>MCE8420822.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB28
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MCE8420823.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB28
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MCE8420824.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB28
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MCE8420825.1 DUF1150 domain-containing protein [Rhodovulum sulfidophilum]AB28
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MCE8420826.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAAFRARGFATLAVDWRGQG
LADRPLGDASLGHVARFGDFQADVRAVRGAAEALGLPRPYHLLAHSMGGAIALRALNEGLDVASAAFSAPMWGIRLGPVA
APLVWTLSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYERLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MCE8420827.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MCE8420828.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB28
MTPVMANTLRFLNLALAVFSGAALIAGQGIADSARAEDLLEELQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDA
IEAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGA
YRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>MCE8420829.1 hypothetical protein LZ190_19425, partial [Rhodovulum sulfidophilum]AB28
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIATLVPKAHFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPAETAAESAAETAVDMTAESAAQNTEESAPGTASETAAPETPADPPVAEAPPEAPEAQPAETKADTAADTPSDTPAEPQ
ADTAADTEAEREAPDAASTEVETEVFYTFTWAPRRRPGGRPRGD
>MCE8420830.1 FHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSEGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVPAGTGAVSGAVSGALSGGPAPRRQPSGAPPVAPEPQPFHPPGRDPAE
>MCE8420831.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB28
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MCE8420832.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB28
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MCE8420833.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB28
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MCE8420834.1 AAA family ATPase [Rhodovulum sulfidophilum]AB28
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQSTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAPTEEV
>MCE8420835.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB28
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAR
>MCE8420836.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]AB28
MLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFETLTREVAALRRGAPPQTSPEPAPEQAADALSPEL
APPVASPAPEPLTAPVARPAEDGAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQYGVE
QGLLTPPLRVLGALVLGVALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAAV
SLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGLLWL
HEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGVALASGAGLVLMLDGASPAAAALG
YALLLLVFAGVALGLARAPAFEDLALLPGVAALVGLGLHAALDGPLYSAFRAGLDRLPESPAPTTVWWLVAGGAALSVIA
FLRLARQIGTDHRGLWALGAAVLLPAAILVLEFLWAPGDVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETGLFA
ASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGIDWAIHGAGTVDVLLAH
LGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLPHDPSL
LRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGRGRVAGPPVLDSLALAILPLAAVFGAGAALLGAPGRPGARWLRPGL
GGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVFLID
MSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWARG
>MCE8420837.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB28
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRAAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGTEAASRDGATGKGPGRGAGGKGAQGKGTGKGSGQKTGRKPGQGTERQGPGRGKGGKGGGASGAETGALGAALLEAMKR
R
>MCE8420838.1 hypothetical protein LZ190_19470 [Rhodovulum sulfidophilum]AB28
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TAAGLALGSEATASETTATAEAVTEAGTGPDTGTAPQTGIETEAPALTPETPRETVDETTRETAARAPATAVPSPAPAPR
AEPPAPPAPRPAPPAEPPVSAPPVKAAPPTPRREPTAPAAPVADADAAPLPMPRRAKPRNVRGYTEELGGSPVTAKTVPL
RHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVI
AEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEES
>MCE8420839.1 hypothetical protein LZ190_19475 [Rhodovulum sulfidophilum]AB28
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMGEGCRLLLRPFTERMVLDALTETAPA
>MCE8420840.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB28
MLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPYHAI
ALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQS
FGRPFYPLHVSDRPNWPAIEYLSWLPELMRERRRKRAAGALIERLKTEATPFNLIAMQLEVDYQIRASSDYPDLLTFLDE
TMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALRMGI
PVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MCE8420841.1 hypothetical protein LZ190_19485 [Rhodovulum sulfidophilum]AB28
MARVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAAATDTRPELPVPVPAPGSFLRYAAFDVAYHLANVLFGPV
FYPRYRHYALDSPWAEWRGWIGKALRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGTGRTQDQDLAAVMAS
FAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINSTVGLSALLAGVPVKV
LGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIAGERPQ
>MCE8420842.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARTRGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMHARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MCE8420843.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB28
MPGTRDTLDRLRALHVGTPRNVAAAKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAAVATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPEQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEAEPKRVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>MCE8420844.1 type I polyketide synthase, partial [Rhodovulum sulfidophilum]AB28
PELRITGRGPLAEALRALPQGSETAVALHCAVPEVGNPLAAARIFRALPDTDGTLWIAVAETGRWEELTGWRRVVANETG
RDIRLICAAPGVEAERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETGPRRLVADRRGVALDGLVWQTPPARALQP
SEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMASRVITRAEAA
MPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGSPAKRRLVAAMGA
EAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRNNIGFHAVDAD
QLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAARPAAAPIRGGWLVV
GGTRGFGLETARWLAAQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVTDVTALDAALTRIRSAEVPLRGVVHAAAIF
DDAPLADLDEARLSAVLTPKLVGGQALDRLTRTDALDHFWVFSSIAARFGNPAQAPYVAANRGLEGLARARREAGLPGLA
IAWGPIADAGYLARETGLREALARRLPPMTTAAALDRLGRALAAGVCGPTLTVAPMDWSRMAGTLPVLDTPLFDLIDIRA
SASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEERLGANVPVMS
IDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>MCE8420845.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB28
MAAQDARSAVIAMIEDAEALDRIDEIVATEGLDAIFIGRADLGASMGEAAEDGGLDRAVAHLLTAAKSAALPALALATDR
ADAAEMRALGATGFLKGSNQGFLRSAAKAARTRLFQ
>MCE8420846.1 hypothetical protein LZ190_19510 [Rhodovulum sulfidophilum]AB28
MPEPILGTFLKIPSSRPAEILGSLGFDFVVIDEEHAALNPETTDAILLACRVHRMAGLVRVRQPGDILRAPGSGADGVLV
PHVTSAAVAH
>MCE8420847.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB28
MSPYLPLTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAIVNITTGGGLGMSMEARIAPA
LQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLSETGTRFEFECYDTGHLYNLA
HFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAKRLFGDDHLLSVLGAGRSQFPLVTMGAIVGGHVRVGLEDNLY
IAKGQLAESNTQMVTKVRRILEYLGQEIATPDEARAMLGTKGRDKVSFG
>MCE8420848.1 transporter [Rhodovulum sulfidophilum]AB28
MKTTYPLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQHLSSDRLDVDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDPPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGFHLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MCE8420849.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB28
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRSDDKFAEIEVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MCE8420850.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB28
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AMSLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRSDYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MCE8420851.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB28
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPRAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPKTAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPTLIFNSTNDAVAQPDDRLRAALSRALYRQVDGPGHVALTADARFRDAAVAFLTD
>MCE8420852.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB28
MSLSAETFLAARDLVLRFWAVVDEVDDMPGSELFTPDGALVIESFRAEGTAELSRYFAARRTLSSERQRCTRHLCSNLRG
LPAEGVRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGGPA
>MCE8420853.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMTIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MCE8420854.1 sulfotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MSIRKPNFLIIGAQKAGSTWIYDVLRKHQKVFLPKRIELLFFNKVGYQSPSRMEAYLENFRDATERHQWVGEKTPGYFWS
SRAKHYKDQPPSGHNLEIPQSVARVLGRDLRLILSLRHPVSRAISAYGHHGARGRIKGHEYLCDTVGRLGRRVRSGRPDR
YRRRRASAGAPADVDHLLELYRPTIT
>MCE8420855.1 glycosyltransferase [Rhodovulum sulfidophilum]AB28
MLDDAPIATNVVADRHRKDVEDAGIGSGRFGFTCPVPADRPLEGARLEVRLAATRKILLTKRVTPQMLPAKPGSIREVSP
TDHPKQDPVVKCEGRLENLTDDCLRGWASDTLNRGRLFEVEVLVDGVFLTRIRNDRPRGDLARHGKSKGLGGFELKLFLF
ELEPGPHSVTVVLPDGQKLTKTVTSTGNRRGYPLNVGATQIAISETAVIVPIYNAAEDVETCIRRLVEHTPPELEVVLID
DASPDPRIAEILADAVSLPGFRILRNESNLGFTRTINRGLEEIGQKHAILLNSDARVTPGWAQGMLRAAGSRPRVATVTA
MSDRAGAFSAPNIGNDNRLPDGVDEITYARAFRRRSLGVYPVVPTGNGFCMFVNRACIDEIGPLDAEAFPRGYGEENDFC
MRAGRAGWTHLIDDRTYVFHDRSKSFGETKTDLMTAGRRIVDERYPEYKLAIRVFGAGPDLMMARYRAAQALADCSRPDA
GLPVILYVVATQTGGTPQTNMDLMAEVSDEMAPWLLHCDSRKMTLSRLDGSRMTEIRSHELAEPVDPLTHRSGEYDAVLQ
DWLDIANPRVVHIRHLAWHSLSLPALAKAWGSRVVFSFHDFYTLCPSVKLLDECNVFCGGTCTKTSGDCAIELWDPKSMP
RIKGTWVHVWRQRFAEVLRDCDAYVTTSESARELILRHLHLDPRRFFVIPHGRSFTEMEKLREHPSHGKPVRILVPGNIS
TAKGRDVIKALLEHDSAGLLEFHILGKMSDPEELAHHKRLVMHGTYKRNEFSRRVAGIRPHLGAVLSIWDETYCHTLTEL
WSAGVPAIVFDFPTVATRTRASGAGWVVPHDDIPRLYERLLAISFDEEEQRRADMAIMRWQKGHGVGRTTKVMSTAYREV
YRNASAQQLDRPVIAVVCPASPEQDRANASTEIRIWQRTINGAGRKCLFVRMTPDSLMANLRDGIVDGVILQRDVIPATM
VAPLLNEMRRSGISHILDIDDDLLAVPSDKDPTGKYAAYRPALEALIDSAAMVTTSTEPLRRKLMARNPHTLLLPNRISE
RLWRGSIPPRKKDDTVRALYMGTATHREDFNMIVPALEALMEADPGFRVSIIGIQGDALPSWAERIAVPDNEKSYARFVP
WLKSISGRFDFGLAPLTDDPFNLFKSNLKALDYGALGLPVLASDIPVYRSVRGRIPGLRLVKSRPGSWTHALTDMVAEVR
SGAIDRAGIRATTMEGYGMAATLGDFDDLLLSIARPGDMDRLAAHPEPADDNIQHLKSIA
>MCE8420856.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB28
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MCE8420857.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB28
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MCE8420858.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB28
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPACRIAAVGTPGGTGAVRQALELVRLADGKARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGAGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>MCE8420859.1 ammonium transporter [Rhodovulum sulfidophilum]AB28
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MCE8420860.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB28
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MCE8420861.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB28
MGSTGRRPPPLVADRRYPKKTKRKPQPRNSKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFDNKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYKPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKSDLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MCE8420862.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB28
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGPKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>MCE8420863.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRGRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSQPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MCE8420864.1 peroxiredoxin [Rhodovulum sulfidophilum]AB28
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MCE8420865.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB28
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MCE8420866.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPQDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDANGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRTALIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRNYPDFETFLATLSSRKRKNIRKERATAQAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAHGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>MCE8420867.1 phosphodiesterase [Rhodovulum sulfidophilum]AB28
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLEEVSGRVPLLIEIKDQDGTMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPAA
>MCE8420868.1 RidA family protein [Rhodovulum sulfidophilum]AB28
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MCE8420869.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB28
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRVVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>MCE8420870.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MPSKAAASASTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASQLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MCE8420871.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB28
RDPDRQTAESHIRIIRHCRSDQWRDMAHSSTASTNSAKPRSSTSPKFSGEGGSSSSPRVLQQRLTDPAKLFRLIAMVDGT
KWIMLGADVKGDIYEGILERNAEDTKSGAGQYFRPRSLIQAMVECARPEPGKTIADPACGTGGFFLAAHDFLTDPDNYAL
DREQKEFLKNGMFHGNEVVAGTRRLMNMFLHGIGEMSSEPSVSPADALISSPSDTVDLVLANPPFGKKSSMTFTNAEGEQ
ETEDLTYNRQDFWATTPNKQLNFVQHIRTMLKTTGRAAIVVPNNVLFEGGAGETIRRKLLQNTDLHTILRLPTGIFYEQG
VKANVIFFDNQSASKEPQTSQVWFYDYRTNVHHTLKQKPMTYAHLEDFIACYNPANRHERTATWTEDTPDGRWRAYSREE
LLSRDKASRDVFWLKDSSMTYLDSLPEPDVLLDEILENLGAAMENFAAVRQAS
>MCE8420872.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB28
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MCE8420873.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB28
MHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEETQRPAIILAPNKTLAAQLYGEFKGFFPENAV
EYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDVIIVASVSCIYGLGSPELYMAMTLDLEAGKT
YDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSFFGDELESITEFDPLTGKKTDGFDKVRVYAN
SHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEMLEASGFCNGIENYSRYLTGRAPGEPPPTLF
EFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRPLKFEEWDAMRPQSVFVSATPSVWEMEQTGG
VFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTKRMAEDLTEYLHEQGIRVRYMHSDIDTIERI
EILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLIQTIGRAARNAEGRVIMYADRITGSMERALR
ETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEKPMHGGNLEAHLDGLRTSMRKAAENLEFEEA
ARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQRGGTRRRHS
>MCE8420874.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB28
MYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHVLI
AHEGQAAPLSFHTKVGVLHVTQGPSGYRLDLPRLDPEPLDALPAELAAQFPGGVIAAFRNFENVFVELEGADRVCDFVPD
LAAIAGLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCELT
GTRVMVTGAAVTFMKAEISLPGVERFRA
>MCE8420875.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB28
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMIEAVGTAKTYL
HDALAASEALDVGHGHGPVHHFHALWSDHPAM
>MCE8420876.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB28
MPSHSIPERPIPAAIAVVIRANQVLLVRRANPPDAGCWGFPGGKIDRGETLTEAALRELAEETGISADPLRVFTAVDAFD
REASGALRRHFILIAILCHWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>MCE8420877.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MCE8420878.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB28
MTGVLSVTAPVPGGPEALTLETRTLPAPGQGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGATASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>MCE8420879.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MCE8420880.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAGLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGPARPVAFVEDCVV
PPENLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFELTRKHGGIFWGEHGKGVRGAYL
RDWIGSEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPL
ADRLMLLAERESVRIQALAPLMRPLWPLLARIGGALTGTVDLPKALATALPRADRIGAADLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MCE8420881.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGREAVTLSEIDPAEVITLSAETGTRQLLAGAAALPEALKET
>MCE8420882.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB28
MRKLLVALLCTLAGPALATGLDIEIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGAVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MCE8420883.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB28
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MCE8420884.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB28
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAMNETVPADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MCE8420885.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB28
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MCE8420886.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB28
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEVDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MCE8420887.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB28
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEALPAADAAGKAASDGGSAPDAAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTI
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MCE8420888.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB28
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIKAGTEGVKVNTPIAVLLEE
GESADDIDSAATAPAPASAPEAPQADAGGKAAPEGGSTGGGSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIE
GSGPRGRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPH
FYLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTP
VLMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNGAGE
IEVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MCE8420889.1 hypothetical protein LZ190_19740, partial [Rhodovulum sulfidophilum]AB28
RGRPSRRRNGHSWAILGFDRGKGCGEINTTWAWIEAAWIFEGKTAPVCAAEADPLTKKAELSGAFQHGCELPLRDRTSEL
LRTMRSLNQLV
>MCE8420890.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB28
MANWYSADLHFGHHRIIDFCKRPFASTAEMNAALIANFQARVAHDDDLWILGDFAFGRADDPAQLESWFHSLPGRKHLII
GNHDDEAVIALPWASTEYMAEIQDGDHSLVLCHYPMITWNGARRGALQLFGHVHDQWAGSRNSVNVGVDQWDFRPIQIEE
MAKRAARMPVNKHWADVEHGNELP
>MCE8420891.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB28
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGHAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMANAVAKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DRAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MCE8420892.1 HNH endonuclease [Rhodovulum sulfidophilum]AB28
MGAAALRARNPCVLPGSGFPGRMVKLVLLHKTDSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAK
INRVIPKPCAEGRFLAMIEPGSFLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDL
ERIEATRYDPPPAELAEGAELFERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQG
NDTVRNGLALSGTLHWMFDRGLISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRS
LPGGPAPSLPV
>MCE8420893.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB28
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MCE8420894.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB28
MTVASDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWIGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MCE8420895.1 SseB family protein [Rhodovulum sulfidophilum]AB28
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPSLRLVYYGRLAATELVLLLDREAEDEDRIAPSVFELEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAVMLTAEGLGLGIDLGGETAELLPPAAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGTGGLAARAWLAGLRHPDGATSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMATHLAR
LGLRIDLPAPEPMTETPLIDPDAPPRLR
>MCE8420896.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB28
MMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERESCNMQQLMRDSD
DNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAEDLAAFKGGKEAS
VTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MCE8420897.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB28
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREAEVSAVLSNAFAFGGLNAVLALR
KA
>MCE8420898.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB28
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MCE8420899.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB28
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAGGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MCE8420900.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB28
MAAAQDDAIAAFYRDRDYAPFWTSAEGEARRRALVTVLQEAPAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMY
LDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEASSPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEI
GAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQKAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLV
AMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSVVGRNARDYRTPEFSDMMNHMVVNPTWNVPRSIAVREYLP
KFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDLKQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETR
AFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRETRVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIF
DALQAAGVALPEVQG
>MCE8420901.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MCE8420902.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB28
MTGPDEPRKEGQDGTGPDRTMVSSPPPSPSSAEEGAAPDRTRISVPPGASEDAGDERTAFMAPGGGEDATRISVPSAPSG
PDASPAAEEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQL
ADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPG
GAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAE
RRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGLTLPPGLGRPGAARAAGAG
QGAGPAPDPAAEPPRDRAALRLIGGLAAVFLALLGAAGWYGWTAGLIGPGKAPEGGIGARLPPRQEAGRAGFLAAWQSGP
CSYLTRVETGPRAGVVERYGRQRGDAADDNAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATP
EQVASGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPDGRLRFGLSLP
>MCE8420903.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB28
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MCE8420904.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB28
MTVAGRASIGLLGKHPGYGDFLRAGLSDEVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MCE8420905.1 type VI secretion system membrane subunit TssM, partial [Rhodovulum sulfidophilum]AB28
LAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGVEGFGGTRNCDWWFAEEAVLIDTAGRYTTQD
SDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELHETLKIDVPVYVLFTKADLI
SGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDGAARIAIFGLPGQMAMLRDT
VSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDLLKKVIFEERDWV
GFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDDSDASVVLPQLQQ
LRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAIYRALKVYLLLGG
QGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDAIVTLPLAEQAYA
SIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFFLDELTHARSRLKDDRWVLGEAADRVD
YDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVDSPLARLVEEIGRQTRLSRLYDEIDAM
APEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAVSEDSQRAQVQRISDDFADWHRLLTGE
PGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLGRMLSAVEAEFRSEAQDASLGQIERAM
NDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEPIPGSSIGERLSPDLLKAFD
RIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPGSGVSLALFPQQSGRPNGIR
FDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVSVEARP
>MCE8420906.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB28
ILRGRTALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGR
DPGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEAGEIG
LKLGDEITVNILGRDITATVTSFREVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIR
IKDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTV
AILAGGVAGWAVMRFVMEGEYRFEPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MCE8420907.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MTSTDPPLGPALLTLATGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLVARTRARLAREAAAAPPPPG
>MCE8420908.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVGAGRLSFSGDLVAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MCE8420909.1 YdcF family protein [Rhodovulum sulfidophilum]AB28
MGGDAFFVASRLGWALLRPDTLILVSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPAIEG
RPVAGIVVLGGGEEPAISVARGEPTVNEAGDRFLAALGLARRFPKAPVLFTGGSGRIRPAAIPEANVAAALLLRAGLDPS
RLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWHDILPYPVDFRTAPGFRASPGLPENLGLLT
LTLHEALGFAVYRASGLAADPLPEGCLAG
>MCE8420910.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MSPRPHLVLIGGGHAHALVLRGAPLPSGLSVTLIDPSPKAAYSGMLPGFIAGHYPRAALEIDLARLATAAGARFITGRAE
GIDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLVGFADHAVPAKPLGHFADHWAGFLAGVAAGHSAPRVAVIGAGVAG
VELALAARYRLAQNGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGSRIARIGPEGVTLATGETIPAAFVI
GAAGARPQRWLAETGLGLTDGFVTVDRTLRSVSDPRVFAAGDCAHLSHAPRPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRP
>MCE8420911.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
RGGIGQAGVTLAPFRAEIDDWHMVSTADPGADPLSAARLGASGAGFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYS
QPFYRAEGRMIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWLSLHLEDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAP
LPPGAVEMIPKAKTQLDGRSIPTLWQIRLPARGLDITVTALQPGAWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MCE8420912.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB28
MSLKTTLYASLIALAPALPAIAGDISVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETDMPMKGHM
AH
>MCE8420913.1 NAD-dependent deacylase [Rhodovulum sulfidophilum]AB28
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMDEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MCE8420914.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB28
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAI
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MCE8420915.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB28
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSADVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGHWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDVPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MCE8420916.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB28
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MCE8420917.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB28
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNVDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MCE8420918.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB28
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MCE8420919.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB28
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MCE8420920.1 prolipoprotein diacylglyceryl transferase, partial [Rhodovulum sulfidophilum]AB28
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLG
>MCE8420921.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB28
MIDPILSFLQTGGAAMWAIAALSVVTLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARL
>MCE8420922.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTGLELSRLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHRGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MCE8420923.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB28
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTVLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MCE8420924.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB28
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKERASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MCE8420925.1 heavy metal translocating P-type ATPase [Rhodovulum sulfidophilum]AB28
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGLEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAQAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MCE8420926.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MCE8420927.1 transposase, partial [Rhodovulum sulfidophilum]AB28
MSKPEAARYRTTNWKSYNETLKRRGSLLIWLDKDMVWLAAKAGRPGRPPVFSDAAIQFCLMV
>MCE8420928.1 hypothetical protein LZ190_19945 [Rhodovulum sulfidophilum]AB28
MATLFGTLFPPSGWRIDLPRRLVLILALFMTGGAAMADIPNRQHYLDFDVQGASWVLRVNGVDLWSRGSTGLYSSSLPIN
DLVKKGENTVSLVHVPTRKLDPETGAFLLEHHDHFGAEIRLQAIARDGSREEIHLLSVRYEVDGGPLKRLPQPLAGGEFV
TETAHLKTEGDLRGTFSPVEEGGILVLGSGQSDPAETLTARFTVDDDLPGDFFWEDKAVPLLDTPEMRAGLRRAYRDFYK
LVEQGRGDEILELARPLWARAGTTLAGGKSAEDYIGGKDGLRRFSRNPGDGSTLAPLGISDDPTGDSLEFMADHRLVRIR
PDPLRWRFPPEQNRNDMRSSLVFFRDAEGGWHLGDIVRN
>MCE8420929.1 hypothetical protein LZ190_19950 [Rhodovulum sulfidophilum]AB28
MTYAPSADDLIYLARFKPENFSSPYQTIASLRDGDPVVEDITVANHYADYLRNGGQPLTETPLPAEADADGDGVIDPEFA
VACPDCETTKPCCITAGSITDAADGSRQLLWPVGKDGPRRMLVVADRMEGRHLSGKVRVDWSGREACPQGWPDRPAIGIN
ANDFRRRQRETSGEAAVGLRQTPMAGLAFQGYVPKEVVAALYAFDAIMALQNLRDSRDGASFEPKQCIGTGLDMGTPLKV
IPVPKVALEGSVEVFLHVTLALTGIFADAGISGSMTGRYGTTAITVKDTAKRSGGNPSATGGESSKVSPPGEKDENGGMI
GLMQDMFGKINRYMEEGVDSSDKSTETPLERARAAARFTSAIEFSQKLEFGVTGLDLVPKSGSPDLLLKLGGAHTTLGIG
VTGRLDILDMVATCVLTPASAKLLKETRVKIADGKVVNGTVEAFLELSSNGQVGFAINGTSGITIPADPDVEAELDLASS
QTLSGEVKIGGKAEIKLHVEGKVWVLAAKAGLRGTIHTSWTWAARIRDGNRERSHAFEGLKVSGEAYVEAKIVGDSGDDV
RNVESEGASFGGKATRDLHADDVFESVQENITRANEQYATRQGMQPAEGGKDGYTLWDPVPAKWLAY
>MCE8420930.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MDYWRATLRRIEGSQPLKMEVLALASSADEARRLLLCHTGASGRRNRLDGPFRKLTDAEVTPEQLRIIGGLSRKSPIAFG
VGVPDGDPAPETGLARPVVTESGPDCLLDDLNGQLWALADGIAMPDLAKWTGAGEVESRCLYASPDPARRAIAPWLLRCV
PGSAFWDCLRAMPPHSHWGIWLRSDRDADELRTHLRRFTMLWTPANDHSPVYFRFYDPRVALDMSMALDPGHYRRLMACC
SEVILPAGPELSPVDGIDRDDFLAPPARFRDRYLRIVPPAPEPEARGRTRRPESFRVSQAEFGRFETLHAARARRRMAAR
LAGLYGRVDGEGLIDAVALAQKTGRRHGLSTQGQVFLLARYICEFGPEIFERDRRTAGILRDSDRAHWLREEDLRKRLPV
MRAAWTGGLSAPGTAVVRPIPEGSRP
>MCE8420931.1 hypothetical protein LZ190_19960, partial [Rhodovulum sulfidophilum]AB28
MNGSFHDLRAARPWGIEQRLSTASAHAWPLWVGCDHSLHRRGPLRAYSVEKPGSAIAFLLAQDLRRLRLSFLNRR
>MCE8420932.1 polysaccharide biosynthesis C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ILGLGLAAPRIAAGLFGQPDLAGPLRAIAPSICGFGAMLVIAESLKGLGRVRDAMLVSGVLYPVVALALIWPLAGMFGPS
GAALAYALGTGLAALYGLRAWRRAVPAEPPGRSLVAGPLWRSARSLWVMSLVNSALLPWAPLFLLGIWGGAEEAGLLGAA
LRISVLVTFFLAAVNTVAAPAFAALETRGDREGLHRTASRLALAVLLASSPVLAAMLVWPGRVMGLFGSDFVAGAPVLAI
LALGQAVNAATGSVGYLLMMTGHERDMRNAALLAASVMAVAAFGLIPAFGAVGAALAGALAIAAANLTNAWQVRRRLGFW
VLPR
>MCE8420933.1 sulfotransferase [Rhodovulum sulfidophilum]AB28
MRGITLKQPVFVVGHPRSGTTLLATVLGRHSLLAMPPETQYLIEQAPLDGHRLGAEDLDAILANPRIADLGLDRDAVQAA
FAATDRSFGAAFAVLLDIYRRQCGKPRAGEKSPMHLAHAERLLEWFPDARILCIERNGADVIGSLMRMPWSHRIIRRHGY
DWLQSLRRGRALEARHPAQAMRVRYERLTAAPEAEIRRICTFCGLPFEPSMLSPGAAGTVPDWERGWKADAARPIAPARS
GGAAGLGRWQRAELAAICNRELRAAGYPPVAAPTLLRLLARLTVWPYHPALRPVFARIRAFVRRRTARWTS
>MCE8420934.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB28
MDILMIMNGLGIGGAELQFLELARCLARRHRVRLICLQGDAALGHGAQSGGIETLRFCYRGRVRVRAAGQLAAAVRTARR
LPADVVLTTSFIGNAVGLAAAAGTGRRLVSLQTVSACKRYRRADRAILRRFDLLIAGCEDIRQFLLSHGQDPQRLRTVNN
WVDFSARRQTASAAATRARFGLPETGALVGCIGRMHVQKGQEFLIRAFRSLSAAETGATLVLVGDGPRMDEMRQEAAGDP
RIVFTGTIGGDDYTNLLAAFDIYVQPSRFEGLPRTLLDAMYLGRPVIATGVNGNRDAIRDGGNGLLVPPCEPAALAAALG
RMLDDRALAARLGAQAAEDARSGFAMETQTARIEEILCAR
>MCE8420935.1 hypothetical protein LZ190_19980 [Rhodovulum sulfidophilum]AB28
MIPLAITCAAVPAFVLAGASGPRQGLFLLVALFPLLPYYFAIPIGGGGAGFAAARLGAYALCAMILVQLALAPGGWQPAF
RALLRQSWILWLAAGLALARLVSTLAHQPLGALYYWADELVLLGTVFLLSVRTFLDLPQIERLGRLLAAAALLQVVLVLV
ETALGHHLLSGLVDIEVSTVGAEVLDGRIRDGLHRAQALFDNPLSLAEYLLYMALAVVFLRDLRRPRRRAGTWALLGLIG
LAILQTRARFPVLLMGGSLIVFWLLALSARLAPGPRLLLRAGLLAGGSAVAVVAWGFVTRPDRLLALFGGDAASDASLVS
RGLQYALISESILSQSGGLLGEGYRSDLIERLGLKLDSFYLRLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLALAA
DEQRALVRLHLFFLFFFIQAAFAKLFLSMVFNNYLLALVAGALVAVQARMASVPPRQSG
>MCE8420936.1 hypothetical protein LZ190_19985 [Rhodovulum sulfidophilum]AB28
MARVAVFAGIDPPPFATTVLAPGNRPRDDASAERHRRALAGYRVAGAGP
>MCE8420937.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
LWGADLARWLEGARAVAVPSIWHENFPYVILQAFAASTPVIATRRGGMPELVEAGPHGWICEAGDATALAERMRAACRLP
ATEIARMGAAACAYAEREFADDAIYRRLLEIYRRAGA
>MCE8420938.1 hypothetical protein LZ190_20000 [Rhodovulum sulfidophilum]AB28
MQAVNHAIADAASDARHLRDLIERDLGAEPRTHANPSHTIKYPLNPCLDAAQHKVENALQRLKRLRRIARHCEKTKAAAM
GFVHLAATLAWLR
>MCE8420939.1 glycerate kinase [Rhodovulum sulfidophilum]AB28
MTASPEVLLRSLFDAAVTAADPMRCLPALLPPRPERRRLVIGAGKAAARMAEAVEQSWGPCEGLVITRDGYERPCRGIEI
VSAAHPVPDARGREATRRMLDLLEGLGEDDAVLTLISGGASALLVAPAGRVTLEEKRAINAALLASGAPIEAMNTVRKHL
SAVKGGRLAAAAWPARMTALVISDVPGDELAAIASGPTVGDRSTPAEARAILDRHGIAVPTSVAELLDGPSGGIAPDDAR
LARCETRLVAAPSQSLAAAAAAGRRAGCRVEILGDAIEGEARDVAAEQARLARARQAALRPGDAPLLLLSGGECTVTRRG
EGSGGPNAEFALALALALREQPGIDAIACDTDGVDGAAEVAGAIVGPRTLERARRAGRSPEAALAANDAHGFFATVGGQV
VTGPTLTNVNDFRAILVRA
>MCE8420940.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB28
MVSSSDEFEAGHGRRRPDGAVSRVVGGLNQFVGLAVAQFYIVVVAVTVWEVFARYVLGSPTRWAFEVVIIFCSCAWMLSA
GYVTLFGRHISITVLQDLAPPRTRDLLSKLAMIVGIFALTLFIDDNMMRALGAITSGERSGASFNSPLPMVLKCALTIGS
MLYLSQLLLNLHRATLAPLGRLIIAIVAAAVALRFAANALEHFGLLEPLVAPFQSFVTSATSPLNPQQYVDARSYDLGIV
TLVMVGALLVLMMSGIPLGIVTLVVSIVSALFFFGPNGIYIVSSNAFGLGEQYAMIAVPLFVLMATILERAGIARDLFDG
MAVFAGNLRGGVALQTTVVAVVLAAMSGVMGGEIVMLGLVALPQMLRLGYDSRLAAGIICAAGSLATLIPPSIVMIIYGL
SANVGIGDLFLASFVPGLMLAVMYAAFVLIRCALNPSLAPTVSELAAKSGRRIELSRSQKAAVALCILLVIGVMGSIYGG
IATVTEAAGVGVLGALLIAAVRFQMNWRMLQSALVGTMSNVGSIFWLVIGAVSFVGIYNLIGGTRYMQAMFDALDMNPIL
LVLMMMLVLAILGTFMEWISITFLTIPVFVPVIRDLAPELGLSPGDAALWFGVLYAMNVQVSFLSPPFGPACFWLKSVAP
REVSLQQIFAGVLPFIGLQLIAIAVVVLFPQIPLFLTWF
>MCE8420941.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB28
MKLKHLLAGAVIAAAAGPAAAQTLQIQASGNSGSFVDLFYKDWAERFNRMTGEGRTQIEILPFQAVVPYRETLDAIGAGI
LAGDMQAVSYFAGRDQAFSIIGDLISGYDTPDQVSMFCQYGGGKEVLQEAYDSIMPGQLHVVGCAAFTREALVSAVEING
VDDLKGLNIRAPEGLATAVFEAAGASPVPLPYSEVFSALEQGVIDAADASSYADNARTGVHEVAPYPLYPGIHSMAVLQL
VIGQRQWEAMSEADQLALDTWYTAMMTSMARASFIEDERVKAEELASGTVTVIDWPQEERDKLRAIAVGAWEAAAAQSDL
AEKALETHRSFMKKIGLLD
>MCE8420942.1 hypothetical protein LZ190_20025 [Rhodovulum sulfidophilum]AB28
MTGSTGSNGRPLPWLPIFWGVLVVAQITSCGPELWHNPWSIIQDDGRHFVAWLRQMSDPALFPDDPIATYFLALTPELFK
ALHLPAVWLDIDVGAWNLLVVSPLSIALFLAAANTFAARMQLARPERHALVLLLLAAVYSDVTSGLPRGFGPTIVLGLLG
LFMARRRIALGIAMAAGANIYPIAALVSGGAIGFNAVLRSMSVRRIDRNDVILVLIAAAAGIVGLSPFLASTDGAGATFT
LAEARDIPIFGPGGRTSFFRDSWVDMLLCSSQRSGLLPTCAGGPGWPPLVLTAAVFIMGALLLRRRDVPRDVGTALISLV
LSGLVLTALAYVFAFKGHLPGRYSRLSLEQVYAFSWVFAVTSGIVWAARRTGLAERRLFAGLVVLLLAAALVGTRPSAEF
IRDPAPLISAALRSQPPETVVAGFSRYVDSAPALTGRKVFVSLELTVPYKKPYYYRIEQKMADMGALYRGPVSSGWRALL
DRSGIDFFILDSEASARARQWYVSFPVLKGSREQSVFVSNPDAVRSCTFEAQGSLKMISASCFADRALE
>MCE8420943.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MKRLVSVLVSLAFLAVVYSLLDVDAIIGALRRTDPGMLGLSLILLVGLIFVSALRLSILSRTGGLPLGRRKAIQATFAAN
ALNMFLPGKLGDILKASLMAEDDSAQLAKATSLGIWEKISDLAALFLMASVPLALTSPSSWAWLPLGLLGLCGLAALLAP
RILQLPFGALRATRPLARDWGAVVRRLRSRPGSLTLCLALTALLWLGHLVQISLMAASLGVSGDASFWAHFMALMPIAIV
AGLIPLTFAGVGTRDAAIVMLIGAQAGPETAAALGVLFWLRYLIPGLIGSPLLPRFLRTAAAHRARFAK
>MCE8420944.1 hypothetical protein LZ190_20035 [Rhodovulum sulfidophilum]AB28
MIREWVRAGISYAAQSAHPDGACDDYYPFEKAAGAAAFSLYACIEAIPAARLDPAPFLPFLTQRAEWLARHQESGRLSNH
EALIANALYRLSALVGEPRFAELGRRRLDRLLTWQSEEGWFFEYQGCDPGYLSLTIANLAELAELRPELPLKAPLLRAIG
FLHSLQPPDGWLGGEWTSRNTNNFFPHGFELLGKTIPEALDINTRAVGAMDPAPEYDDDHIIGHHCWSYIKTALSWRDTR
PEPSVSPDRDVVFPEAGLSLLRKGPMTLLTAEKKGGAFRLYRGDRLIHADTGVSLQLRRGDRTLTYVCHLWSDDNELERC
PASVTVSGAMGRAKSSQMTPLKNLVLRSLMLTLGRFNPDLIRAILQRLLITGKPRSGLRFARHLALDDSGLTVRDRIEGG
GEIVDCGIGPAQTSIYTVMSRVYHPVQRQPWCDLSAEIMPGSALRLDHTRRIGEAE
>MCE8420945.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB28
MSTNVDSRIVVQIPCYNEEATLEATIAEIRKATAAFRNCLILVVDDGSTDGTVEVARKAKADFIARHSSNRGLARAYMTG
LAASLNLGADIIVNTDADNQYRAAGIPALIRAISEEQADVAVGARPIEQTEHFSRLKRRLQRLGTRVVRGLSGTDVRDAT
SGFRAITREAALRLNTFSDYTYTLETLIQAGRSGLRVTSVDIETNPPTRPSRLMRSMGQYILRSIGDMLRISTIYSPLRS
YLTVAAPPLAVAIFLGLRYVFLVSLVDPSRSHAPSLILAGILTGLAFLLCGLGIIGEIMTVNRRILEELRINQRRQLAES
GSLGGRVDFSLIEISHGTSK
>MCE8420946.1 hypothetical protein LZ190_20045, partial [Rhodovulum sulfidophilum]AB28
MLPVGTVPAPYVSAWRGGKKALHRQVVEQIETFPQRTYVEPFPAWAAASCAGPSVRPLWVGCDHSLHRRGPLRAYSVEKP
GSAIAFLLAQDLRRLRLSFLNRR
>MCE8420947.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB28
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAI
>MCE8420948.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB28
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MCE8420949.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB28
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MCE8420950.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB28
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLTLWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MCE8420951.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB28
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAVQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MCE8420952.1 molecular chaperone DnaJ, partial [Rhodovulum sulfidophilum]AB28
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKV
>MCE8420953.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEASELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEPPL
PEGTAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRD
>MCE8420954.1 hypothetical protein LZ190_20085 [Rhodovulum sulfidophilum]AB28
MLRLLALALSLALSACDSPGMDYAGIPPVMVEVDGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>MCE8420955.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB28
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MCE8420956.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB28
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGAPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGEIVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MCE8420957.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGD
>MCE8420958.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB28
LVAVACPRKAIPGARPLALKAVAAGGAGIYPALGAEAALVLSDCRALGGRAAPGERIAGLRQAAPDGRVTVEVRDGDEAL
AAARLGADRLLLARMAPDAVAATMRALGPGWPGEALAAGPITEGAAPAYAQSGVHALVSSAPYHALPAEIDVVFEPG
>MCE8420959.1 VOC family protein [Rhodovulum sulfidophilum]AB28
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPV
>MCE8420960.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB28
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MCE8420961.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB28
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAKQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MCE8420962.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB28
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MCE8420963.1 YqiJ family protein [Rhodovulum sulfidophilum]AB28
MALVLLAGMLVLELAFALMGGTLLGMGGSPDGPDLPETDLPDPGVLGLDPGIDPGEFELADPDGFSGASPADGGTGALGG
VAALLGLGKMPLMIWLASVFMAFGIAGVAIQTAAYGLWAGLLPGGLVAIPSAALAILFTRSFGAVFARLLPRTETQSVRA
RHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPTGSFRLISLDN
>MCE8420964.1 flotillin [Rhodovulum sulfidophilum]AB28
MSSFAIPVIMGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEG
ALITQDRMRVDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQ
NAVSEDLTKNGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSRMEGEREKISI
EQDEEQARIEQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQA
RASADTARAEAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARL
RAEAQKAEMLAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGT
ETAAGPESPVNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEDVPVNGAAARGGPAEKAGSLAQ
>MCE8420965.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB28
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYSPAWPLPKIFRMTKGGKLNAGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETSDVAALMPWIEWAFEAEIEAQAAAA
>MCE8420966.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB28
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MCE8420967.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB28
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MCE8420968.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB28
MIETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTAAGESPRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MCE8420969.1 VWA-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ISGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEWRQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERH
LRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFEFAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAIS
KRTGAETHVLVFDTKVHGRHVMGGGIWEGRITDVLFSREGGTSFIEVMEEALALSPSAVVMLTDLMGPFGPPPPRRLPVI
WAVPGEPPPAGAPFGQVLSLAR
>MCE8420970.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB28
AAHRLSGHGRQLYAILADKKRLGRPYWTFPLDEFRALMGVEDRKAYDVWGQFRKRVIDPAVEAINDYGTVSVKMTPEKRG
RSVHAVRFDWTWKDPKDAAQTADENERHSKSRRKSQKAQDAPPMIEDRSEAAEAWWKALSEEEREAWRDQVGREAEIGGG
MQPRPDRIIRQMAYDALEEQGSW
>MCE8420971.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MSAPTDTPMSPAQAAHQAKVSRRTIMRAIEAHDLKAFRDNKNHWKIAAQDLEHWASAQCAPSDHAQPDAPTMPTPSISPE
ALELAATKAENNQLRQRLEATEKDRDHWRSMAEKLIEKRRFSWPWSRPK
>MCE8420972.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MNHENHGYAAHFGFFQSFGLKHGKEPGEATGSSRYIPIRDLNVAQINEEAVERFLEVGDVIEERAAELAKVLTQDEAGDL
QDTLTYSIREIMRNVVEHSQSENIHICAQYWPNLHEVEVGIVDDGIGVHAALTSNPTHDGLDEKEALELSLMPGISGNPM
AGKGRGEWNNSGYGLYMTNRICRNGGHFLICSGGHGIKLSQGGKENFETSFQGTAIRLFIDTRNLTDLRRRLAEFAEEGR
AAAKELAGANDSRASTASQMLRRDFQTV
>MCE8420973.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MSENEDEATNVVPLNPKQPAQETLKVLDQKWGKETMEANYTVLPSALLRGQARLGINATELAVLVHLIDHWWKADEMPWP
SKRTLADRLRVGEKTIQRAIAHLEEEGLIKRTPRFSKKTGARTSNEYDLKPLVERLKPIAQDQVQAAKEARALKKKAEKP
GLKRRSSAKKAVSE
>MCE8420974.1 hypothetical protein LZ190_20225 [Rhodovulum sulfidophilum]AB28
MAYAYVRNLKTDAGANLKTFAQIQSAERHAKRQDNSSLRRQRTEADHRNNYFWSTLGEGLEQGGADYAEAFRAHKAAHGV
KSERKNSALAMHLLVGVSPDWLSETGDPRSLENPRVQQLISEARLWAESWMGDQAVWGLRYDTDETGSGVVDILASPVRP
GAAGRGKPKPQISVNKALTDLSRRVQVQKSYEAMQTDWAGWMQRRVDPSLKRGEPADETQRKHVSPEVFKEAVQKARAEA
LRGAESAIQAEVDRRAEEELRALLERAERQDEANWKKIEAALDIHVDRRFDERLRKAEDRARKAEADRQRLHRHIDALWR
VLGRVLGALKVEKLRGLLDEELEKPEPPKFRFKPDTGHHL
>MCE8420975.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB28
MARLLIPPSGVHALRSPANFTKIEAAAAHRLSGHGRQLYAILADKKRLGRPYWTFPLDEFRALMGVE
>MCE8420976.1 hypothetical protein LZ190_20235 [Rhodovulum sulfidophilum]AB28
MRVNLRMALLNPKLFNLYVKEWHGRRVCEGYKAGVAALVAGGIVVLMLNDAEFAASMAPLVKWGMIAVPAGFSIYSIMAI
FFPSALFWLAHQHEDVKRALADKRHQ
>MCE8420977.1 FRG domain-containing protein [Rhodovulum sulfidophilum]AB28
MEARTIVEFFEELSAAELPGGIFRGHSDESWRLAPGLFRDDIPNTPKGNYRNIEDTLVPKFFQLAEAHLNKPEKRNPLRD
RIIAQHYGLRTSLPD
>MCE8420978.1 HEXXH motif-containing putative peptide modification protein [Rhodovulum sulfidophilum]AB28
MTFLDFSAFESFACADNARSGGLFNLVAQGYANSVISRTVEQPIPDDVASSLKSWMERLQPLDMTWRASVSKLGRCIFDE
GKRPDREILGRFLLDLSDGLEEVDFIFELASGLPILQGNRIHAAKGPVHLVKENGQATVHGFDEGVLLSSDGLIRIVETK
QSVESLCHDGDPAVPLDLSRVADYGWASQVSEGLILMAEVNPSYEVWVRRLLNTLILTERLENRTCSGSWSDTSGTIYMS
QPNSLLEVGEVLIHECAHQHFHLACRVLPMKTDGENGRYFSPPVGRDRPLDMILIAYHAFANVLTYYENAFEMSLGDQLS
HNRYRSFSQEVAVLEGYLDDNAGLSELGRTIFSMLRKGRQERVCSMPTNAADA
>MCE8420979.1 radical SAM protein [Rhodovulum sulfidophilum]AB28
MEDAYSGIVLMRAPLRWIILKIHQRCNLNCSYCYVYNRGDDSWKSRPKQMGDAVIDRVCHLIVDHCATYAIDEFVIELHG
GEPLLVGKSRLIEIMDRIRGTCAPLPIKFLLQTNGTLLDQEWCDIFAEYGVAVGVSVDGPAEFADLKRFYLDGRGSTDEV
LRRLSSVKSHPDRPFTHGCLAVIDPTIPGNRMIDWLVENDILYADLLLPLGNRANPPDGWIGPEPYTAYMLDAFERWWAL
DGDAPHIRIFEMMIRAHLGHKPELDALGGDLGALCVVETNGAIGISDVISVCGGYDGTDLINVWDTKLDQHVDKLDVDLV
QDPCITCKSCPEFSACNGGYLPHRWDGTGFDNTSLYCETLFALSARIREAIASALPANMIKTKEVAT
>MCE8420980.1 hypothetical protein LZ190_20255 [Rhodovulum sulfidophilum]AB28
MADLDRKNLKFDVDTASLADLQKIQSMIMGRIVQDIQSKADPAAMYDSHGSNHTNHSDAVAAAGLAARVNPRNR
>MCE8420981.1 arsenate reductase (glutaredoxin), partial [Rhodovulum sulfidophilum]AB28
PSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MCE8420982.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MESDVVLQLATLGHPQRLAIFRLLMRRTPDTLSAGEIASALHIKPSTLSSYLGALTQTGLVTQRRNGTSLLYGVKLDGVQ
RMIDTLFLDCCRGRPDLCLSLTSSLFDGGPTMPDRKFNVLFICTGNSARSIFAESILRKEAGDRFEVFSAGTRPSSELHP
FAFSVLKDKGHDVSVLRAKNVNEFQGTDAPEFDFVFTVCDQAANEECPAWTGQPISAHWGMPDPVKAEGTEAQKSLAFQQ
AYGALRHRILAFTALPLETLDRISLQKAVDRIAGLPADA
>MCE8420983.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB28
MCMTCHEPHQSGSVRINPCLCGAPETQAAMQRIEADISRRQMMGGAAAVLGMFAGFGLAPKEVRAQPPGRRILLRNLRYF
DGQTLSVKSGMEILVSGDKIEDIVPMGAGPEDADVIDCGGRTVTPGLIDCHWHSTLVNVSQLAALTQDIGFIHLVAGQEA
GATLMRGFTTIRDTGGPVFGLKLAIDRGVVTGPRIFPSGAMLSQTSGHGDFRPLSALPRMPDDPADHTERSGVAMLADGR
AEVLRRTREQLMKGASQIKIMAGGGVSSPYDPIDTAQFLEEEMEAAVRAAADWGTYVCAHVYTADAIKRCLRVGVKSIEH
GQLADPETIRMMRDEGAWWSIQPFLHDEDANPKADPAQQAKQQEVAEGTKRAFVEGRAAGVKMAFGTDILMNPGGAPSQG
RQLSKLARFMPPLEALRMATGAAGELLSLSGLRSPYQTKIPLGVVAKDGLADLLVWDGDPEESIDFIGDPDANLHLVMKG
GRVFKEVL
>MCE8420984.1 hypothetical protein LZ190_20285 [Rhodovulum sulfidophilum]AB28
MPQGQERPENQAARQARRKPFRLHDYFSSLLRHVIADLEESRLHFKNKELIDSSSTIGQRTVSREELYEKVWLTPISHLA
AEYGVAGSYLAQVCTALAVARPPVVYWRKKAVRKAAPRPSLPTPKLGDQLVWSADTPFAPPVTPAARSLVSSPGRGKQRK
DARHPVRRDDEPHYRKTWKIDDYEFLRPYKLLLPDIVTSEAQLSRALDLASALYDAFERKGYRVTFALPDQPLFRAQIEE
LEVPGKDRKYGRYSYGRFSSALLQNSW
>MCE8420985.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB28
MNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSTITLDLMCEQGRITALGWRSRACTLGMASLGLVTEVA
VGQCRAEVAAAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MCE8420986.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB28
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MCE8420987.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MCE8420988.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB28
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVTFDESFEAMVATLRRLYRGEYNFDGAPKLCDEP
>MCE8420989.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB28
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGDTLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MCE8420990.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB28
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAGGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MCE8420991.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB28
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MCE8420992.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLSIFKGACEAVVGLAGHEMAETDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLARRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVSHTLGQIQILGQEP
>MCE8420993.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB28
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTSARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MCE8420994.1 protein TolQ [Rhodovulum sulfidophilum]AB28
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MCE8420995.1 protein TolR [Rhodovulum sulfidophilum]AB28
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MCE8420996.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB28
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEAAEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAQSPQPEADEAAPEEAATQTVTE
>MCE8420997.1 hypothetical protein LZ190_20355, partial [Rhodovulum sulfidophilum]AB28
LALLPRRGTQAGLRDMLAAASGLEALRLRESLPGPGFRPFHVVIEYPRPPRPARALIRDVAELEKPVFVSFEIVELSATE
DSEEGA
>MCE8420998.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]AB28
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIASEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGRVDRRESGSVAPGTVLAQDPGEGAELAPGSEVALTVATEPARAEVPNLVGLSQDRARNVLRDRGLRMGG
TATRESGSVAPGTVLAQDPGEGAELAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGTDA
DSAKKVLAVLKAYGADRICYVSRPQPPMMYILNGDRAPIRTPATRLQLMTAGLVREDCIGFDPATLDLESGGAGVTLVND
RSRMIRFRNMDEAKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>MCE8420999.1 hypothetical protein LZ190_20365 [Rhodovulum sulfidophilum]AB28
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPLEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSSGAKFTRI
ADWAWYCIAALVVVGIVLSFVI
>MCE8421000.1 hypothetical protein LZ190_20370 [Rhodovulum sulfidophilum]AB28
MGVKGAVALLLVFGLVFYLTLGAGLMTGRGGGPPEADSFSAPGWTGALDRIVAPFRPRLKLSRTRFVFTEAGVIEVPRIS
GDAMRRASFAVEGRGQLVYSCPGCDGDQVWPEEGTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>MCE8421001.1 hypothetical protein LZ190_20375 [Rhodovulum sulfidophilum]AB28
MIETLRMPFFVLALVLLAFAVSFEIGLGLVWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGR
VQAAIGILLALIGGLVVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLIFAHQ
RFLKMKILMLVIASSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>MCE8421002.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDNMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIWRDVRVCQIYEGTSEVQRMVIARGL
>MCE8421003.1 acetyl-CoA C-acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
SEQVIDTDEQPGKARPEKIPSLKPAFREGGTVTAANSSSISDGAAALVLMRASEAERRGLTPLARILGHATHADKPSLFP
TAPIGSIRKLMERTGLTLSEIDLFEVNEAFAVVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHG
LKRGVASLCIGGGEATAMAVERFA
>MCE8421004.1 SMP-30/gluconolactonase/LRE family protein [Rhodovulum sulfidophilum]AB28
MKDVAPNIAVAVRTKATIGESPLWSARRERLLWIDIMGRQLHTYDPATGRDDATELPTAAGLLAEDSSGEIVLGLEHGLA
RLGPDGEIEHFARAPHADPAVRFNDGKFDPQGRLWTGLMNKEGKKGSGVLYRFDPDGTWHVADTGFDLPNGLEWSRDGRT
FYFTDSHKCEIYAYDFNSVSGKVENRRQFFGMNPADGKPDGLAMDPEGYFLSVLFDGSAIARIAPDGSLERTIFLPVPRP
TSCAFGGDGRTLFVTTARIGLSDAQLDDAPLSGSLLQLDYDDALR
>MCE8421005.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MLTEPDFKGRAVLVTGAGRGLGLAHARAVGQLGATVLVHDVGADSDGRGQDRAVAETATAELRSEGIDAHPFSTAIDAQD
GCHELVRDCLGVRGRLDAVIHNAGWVAYEQVEDLQEPSFDHMMAIMAKAPLWLAQAAWPGMREVGYGRIVLTTSCRAMYP
QYAQKGLASYAAAKMAAVGIVNVLADEGSEHGIFVNAVSPAAKTRMWGVEGEPEDLKPEAVALGVAFLASNACTEGGWVL
RAANGQFHATRALEAEGVDYPRDLRAVTADSPSAVAAAWNRIAFAAPETR
>MCE8421006.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MIDLRKMEQFVAVAEERHFHRAAHRLGMSQPPLTVAIRRLEENLGVDLIERGGNRVLGLTAAGLTFLHEARETLRQADHA
IKTARETAAGRTGLIRLGYVGSALYGRLPDTIRAFRRARPNVRLELREATTAAQIAGLRGGTLDAGIVIPPIAEAAGIEL
HDFDQDRLCIALSLGHHLAGKDDLCVADIADEDFVLWPMIEGRGFHLQVIRLCTDAGFVPRVTQEAHGMHAVLSLVAVGA
GVSVVPESMRQFRPDQITYQPIAEAGADFPLSLALHKPGPATAAFTEIASHGGSA
>MCE8421007.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB28
MLNRELPPRPPSSFRVAVSHVPVNPSDLIPITGAYAHRISLPAVAGYEGVGRVVETPDGLSHMVGRRILPLRGEGTWQTL
VDCPAHHAVEVPEAVPDLVAARAYINPMAAATMLRLWPVRDKVVLLSGAGSSCSEHLGRWAISQGAKRVMGIYRSENRKD
RLHRMGIEPISTANISAILTASAQADVAFDSLGGDIARCILERMRGETDFVAYGLLTGKPVNIGAGVRATYHRFHMRDHF
TVLAGRGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQALAEAEKPGGQKPILDLSSLA
>MCE8421008.1 divergent polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB28
MPEAETAPEAGSEAPAVLPEVLPPPGPADAAMPGRAAGPLRPDAPLPMVGEKAAPVDAAPEAARPATPATPGALALNAVP
FRAPPGAPLLSLVLIDIGAEGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGE
ALDRIDGSIALVTPEEGGFEGDRDLTGAVLGLLEASGHGLLTADKGPNDAPRAAEQAGLREAGIFRTLDDAGQDAETIQR
MLNRAVLEARQNGHAVIVGHSHPETVTAIYAWALLSGPADAVLAPLSAVLRQSRP
>MCE8421009.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSTAILVTDAGFAPAGPAEDWLSPADLDGPARPDPVRVALAPETDPELLGAHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>MCE8421010.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB28
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MCE8421011.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB28
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPPGSPAFRAWADTNLSD
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHIRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MCE8421012.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKRRFNPSVVTANDLFEGHPVWRTAQGHWSATIREAEVLDDPATAQARLAEAEAETGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MCE8421013.1 uroporphyrinogen-III C-methyltransferase, partial [Rhodovulum sulfidophilum]AB28
ILLEAHKAARPAAGEVLFVGAGPGDPDDLTMRARRALDRADVVIHDRLVPAPILELARREAEIVEAGKTGFGPSTPQEEI
NRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVVPGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVK
GLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVSVVENAGRPEERILAATLGTLATEIASAELTGPAVI
LLGLAPRAAARSLPLLQEAAR
>MCE8421014.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB28
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>MCE8421015.1 adenylate kinase [Rhodovulum sulfidophilum]AB28
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDV
>MCE8421016.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB28
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MCE8421017.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB28
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGAMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MCE8421018.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB28
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MCE8421019.1 50S ribosomal protein L17, partial [Rhodovulum sulfidophilum]AB28
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAEDR
>MCE8421020.1 hypothetical protein LZ190_20470, partial [Rhodovulum sulfidophilum]AB28
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARKD
>MCE8421021.1 DUF883 family protein [Rhodovulum sulfidophilum]AB28
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MCE8421022.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB28
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MCE8421023.1 response regulator [Rhodovulum sulfidophilum]AB28
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MCE8421024.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB28
MEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MCE8421025.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB28
MRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDPDGVLAAHLSEKPHHD
GRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLNDADDIAMTDPVTLAG
LSSKRPA
>MCE8421026.1 histidine kinase [Rhodovulum sulfidophilum]AB28
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLDEDEAEPEEEAASGGVSEGT
>MCE8421027.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB28
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>MCE8421028.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB28
MMHDQSADLRDEALELAKKVHSAQVDKLGNPYIEHVCAVASAVAHLGPEFEIVGLLHDSLEDCADRSLVSMDILIGLFGL
DIADAVTAMTKQPHEDYETQYLPRVMSHPIAAEVKRADVAHNRSRLHLLDSETRSRLEAKYRSFSERYRSDLNFTYR
>MCE8421029.1 hypothetical protein LZ190_20515 [Rhodovulum sulfidophilum]AB28
MTEPAKVWTREDVARLLNDIDYEAAKEKKRVLNYYRDENNEYARLEVAVFIVLEWVQDDVKENVKNSTVRGTKRMGWLWD
AFNARKRREEYGDLGDHCLISEDEARETLKEMGLDLEEAKLYLVDSFTKANGYAPVMLPFDPRWKNRRDLERKRLGLPPK
E
>MCE8421030.1 hypothetical protein LZ190_20520 [Rhodovulum sulfidophilum]AB28
MADESASSIAERNPETAGDGSLSTFCATCPNWIEIQFQSRIPANMPTCMAVAKLQGNDIPVDEAGLQYVVTDVDQESFET
HGRLDAHGFSRINLPSNLPEVQFAFGSERPDDVLGVPEGEVAGDRASREHWAVDMGRGALTGIERGINGMMRAADDFGFW
VGWNPGMVKIDGKWVWMDTEERKEFFETNGRPELLELGVDRPNRTAGQMTEGVTQFLVGFIPAVRAVRLVGAVRVVGSTG
TYMAAGAIADATVFDPDEQRLANLVQRYPKLRNPITEYLASDPGDSAAEGRLKNALEGLLFGAVLDRFVAGLRLMRSGIN
RMVVTLKTQYRCIFDTESLDAVIFVLLKAARTVEPQITPMLQSLAKRFNGHMVGLDFRFKSEESLARKISGEAVDTGEYY
SKVAEGMKDVLRYTTIFPDQAYAEGVRATRAELSKQGFSEVKFKNTWGKSGYKGINAVYQSAGGFKFELQFHTSASYTAK
ETGTHALYEQQRVLDRVADADAWDALERQQNAIFDEVPKPPGAVELE
>MCE8421031.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTLQTVNDYWLHLSRDSSNAHGGSPLSFKTLNDIAPLDAQLGTWPKKVVPDALFDALFGQNDSQIAGDNDASQQSPQSTY
AILDASKVTNLSEMLETSQLEHRCLFTAKSYENLKDVAPWLVRLEGDNFFTRNLFTRSNSARHLWDNEPGIFLRAGASFD
HVWRHVRKFTRIHDSHGKWYFIRYYDPAAAFDLFAQKAYWEMIMSGAGISSVIVCKGGTAYVAVTGQEEKLPASISAGFD
FNIAKKAELDRKLRQNIRLTISNLDIPPEFHGQAEKLARACMQRMMAYGFTNSRHLRVLAAWELSFGARYEEYDPEGKLL
KLCQSNAPSLRRFKRFQKRMDEVSFKKKEFGRG
>MCE8421032.1 hypothetical protein LZ190_20530 [Rhodovulum sulfidophilum]AB28
MDYSPDDWVILKVSFATRDRAFTRLRVLGGWRGGYLDGDAWRINSGIQAIHADDIEYRFLGQSGSVYLCRRGGYRMSRIM
ASGLEELKRQPTVVDAEALEDRNWFEPGLLEALLSTAADDTAAK
>MCE8421033.1 hypothetical protein LZ190_20535 [Rhodovulum sulfidophilum]AB28
MFVNRSLTQRTLSLFQSPSPRPTGEASPSGDLSGGFGSSQGAEMSGVYNDPSRNGASKGSLSQQTLEELEAVRPLIANEL
AALRTAVDEMFAADLDRNLASAIRHGALTEGE
>MCE8421034.1 hypothetical protein LZ190_20540 [Rhodovulum sulfidophilum]AB28
MAVEICESDAPVRSRTVKTPDMAAGPLILPAENDAWVRAPWNGFRRKYRNLPPHGRVGLRKTGCPIVAPP
>MCE8421035.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB28
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MCE8421036.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB28
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MCE8421037.1 DNA-protecting protein DprA, partial [Rhodovulum sulfidophilum]AB28
ICRAAPPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MCE8421038.1 lysozyme, partial [Rhodovulum sulfidophilum]AB28
LALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECRAMFADRLAGFEAGLDRLIADPLEDRIPDRSYVGI
LDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPADVPFRWGGA
>MCE8421039.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB28
MRALLAALLLAGCGGLPVPLGPSLAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVGEAVTRRRA
>MCE8421040.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB28
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGAFGISPNNGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVR
LNYSVSKSGATAARELIIANREVRVGLV
>MCE8421041.1 hypothetical protein LZ190_20575 [Rhodovulum sulfidophilum]AB28
MTELLAEIYVEAEALQDVDVETHLHEIGISEDTAHKTLELARAKHAFRGAALTLLIIKSLHPRQDIRAHKSEYEGGISAR
GYDSRATIPFLIGKSLPRSVESHWLTQTLSFAGPLTEGSVLKTQPRKVGPQFIDVINAANSDESGLLARQLATLIMFTLI
EIRNKERVVLTRPKSLSIVSVEKLLRKHMAQTYKTGAPRLPQIAIYAIYRCLMGKIDRFEGQELEPLARMKSADRKAGTV
GDIVVKSEKKPVEAVEIKFNQSISMIHVLEAIDKVRAESVSRYYLLSTAGIEQGDQEAILVKAQEFEKQNGCEIIVNGVF
ESIRYYLRLLPNTTEFLNFYADILETDEDVGYEHRIAWNECCAAI
>MCE8421042.1 hypothetical protein LZ190_20580, partial [Rhodovulum sulfidophilum]AB28
YELQGSYGVQLEQIGNSVPPRLAEVIARSVREQVFDQANELSHEPRPEGFKSTFRQRQRERSKRFKVVAQKAIEDKYSAK
HAHARESKTSDVSTTYMVEYSTLFSRKVLANTSSPKGTGAKVEVVDAGPNIELTFDSLTNRKKIGSIEISISGLKKYLPD
YNALRAHCNISSVVDIFHIWKEIEKVLTARSQFFTLIDIYGHYANRGDVVDINSRFDLKCTKTPVLKAVEYFSQTRNCGD
FIREERLAQELNISTLSIPKLAEGFRRLRYDFRSSETHPIIGEGRYLCTYPFPLLSPRALVESRVEFIERASDQTVLKVV
>MCE8421043.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB28
LMARNFDSQVAELQVRIAVLNGYTALGIPITEAAG
>MCE8421044.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MIAVNSGVPMPPRRIFVLNGHPGETSLSRLFSEDYAQAAVQAGHELRITHLHDLDFDPDFGGGGYRAAKPLEPDLEAVMA
NMDWAEHVVLLSPMWWGGLPAKLKGLFDRALLPGSAFDTRAKTWLGSPRPLLAGRTARLIMTSDTPHWFFRLVHKAALVR
QLRMQIFGFVGISPLHVTHFSAVINSSPETRAKWSRRVASLGARGV
>MCE8421045.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MARAKQLRSVKTRERLLGCAREIVSASGFADLRVEQVVTAGGVAKGTFFAHFSDKDALMDILIGERVDALLDDLDAVGAF
RSVAHLVESIMPLLSFLSSERYVFDIFLRLSGALAVEKVGAIAKAICRYDRILVQKLKGGPFRQDISAELQSEGIQAFSV
SSVALSLCAEHDDKTLRDRLAIQLQAWLSPEQMPDRDM
>MCE8421046.1 hypothetical protein LZ190_20600 [Rhodovulum sulfidophilum]AB28
MTTDKAMTPSEACDLLQRMFAVFMNPNTKQDDLAEFLTPDYVQRVDGKQLDYSEFLMHHQVLKGTILSGSVNFEHFVTDG
VSAATVHIAEAVKRNGERIRLRVIAYYQFCGNRISLVDELTQLLDGDQEDRDLGSRTVPA
>MCE8421047.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB28
MIDVLSALSQFTTCGNPVILAVRQEQAERRQTERHSHEQGQLLGSLQGVVSVGTDQGHWIVPPVNAVWLPPHAEHWLTSS
GAFRGWSVYVAKEACATLPNSVRVISHSGLLREAVARAATWKDPPSTQAQGHIAGVILDEIASTPEEPFSLPMPLDPRLQ
KIARALVDDPSERRPMKAWAAWAGVAPRTLSRRFVLETGLTFTVWRQRSLLLRSVEMLIEGRPVTTVAFDLGYETVSSFI
DLFREHFGMTPGRYLKRPSAPCP
>MCE8421048.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB28
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>MCE8421049.1 hypothetical protein LZ190_20615, partial [Rhodovulum sulfidophilum]AB28
RDPDRQTAESHIRIIRHCRSDQWRDMAHSSTASTNSAKPRSSTSPKFSGEGGSSSSPRVLQQRRGEPSARSELLCEMFFM
LA
>MCE8421050.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB28
MVALSGRGRTLLFPEVSDMNTHLHVPPTTDHDHPVPVGLPIHEHWQATAEAKGFEITARVDDRYHLMLRCNSCGGAHRSK
LHVLMTSQPLCPHCMDARWRKDAEAAGLIRLGRDPDDRHYGFYQAPCGHKLRRQFELVKRIAAGECAHRCERCQHEKEEA
EAKARGWSLLGPAPTKGPGYRRYRHACGHEQTIARANMQSGRFNCANCGEGWSTAPSFIYCMRFALPGLAPLVKLGFSRN
PDSRLHWQLKRSPDIEGTILRSVAIRNGHTAQSLEKKMHAALRRDHRDSVIPPDQYRPWLRVKSEIYAAALEPTILELLD
ELDTGSSDPD
>MCE8421051.1 hypothetical protein LZ190_20625 [Rhodovulum sulfidophilum]AB28
MPKTTAAPWGPYARTILRRLREAENDSTFDPDIDMDGDTIAPRSKRAPSAVELLDALEHSQHQDSRDIEDLRAAGIDGYA
MDDRGSDRPKVVIAPDKILMALRLAATFGSQKRFGSALDQRACTVITGFEPIQLSGAGTAIGRLFLPDGWTSQARPPRTG
ETTVLQLLRPMEIRHMLQRALPEERAEDLAALALALSGQTPAAIDARLRAAKAAARRAGGQLTARALRTTLPAAEPGRAA
PGRRIAVHECGHAIVASLLGAVPVRRMQISRDGGSTSRASAIHEGTVPEFENELTILLAGRAAERLILGSISAGAGGSPD
SDIAAATQLQLQFDRAFGLGIHGSAWLGTADMKLLSDDDRARLRVKLEQFERRARALLAPHRDLLERLADHLLAHRDLDE
TALAPWLSELAAGAAPAAPS
>MCE8421052.1 recombinase family protein [Rhodovulum sulfidophilum]AB28
MTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADKAMSGASQLRPDFQRMQQAAMRGSFDVIVA
EALDRLSRDQEHIAGLHKRMRYLGVEIVTKAKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVKAGKSAGGISYG
YRLDRQPLPDGTFTTGDRVIDAAEAAIIRRIFMEYDRGRSARTIAIGRNRDGIPAPRSGGKGKGSWSFSTISGNWKRGTG
ILNNELYIGKLVWNRQRFVKDPDTGKRQARANPPEAWITEDTPALRIIADDLWSRVKQRQAAIREDILSERAADPDAPQI
ERGHRSRYLLSGLLTCGCCGSGYIMISDSRLGCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAEFQR
EMEKDRLEAEAGRVEAERALSKVTKEIDNIVTAITEGMFHPSMKAKMEAQKAAFEAKLTALPARSPVVLHPGLADVYAAK
VSDLTAALNDPESRPEAVEILRGLIEKIVLSPDADAANGHVFELYGELGSILSLCGNGMDTNANARGVSAGVRQVTMVAG
VGFEPTTFRL
>MCE8421053.1 putative virulence factor, partial [Rhodovulum sulfidophilum]AB28
LRPGRPAPAADLALAEPPSAETGANRTATGNGADIRTMSAEAFQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLS
AELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAEHINRFVSVLGSDALPEAERARVELPEGGNRPVFAPRPG
ADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSVNVAQNQKLGEILAEFGAGGA
>MCE8421054.1 hypothetical protein LZ190_20645 [Rhodovulum sulfidophilum]AB28
MPLKIRPDPRRPSGGYAELSAEARALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVIRDGDRATLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPGAPPPAAQAEDPAP
EEQRRSRLPLIAGLAALALLICGGALAWFLMQPPSPPVVTERPEAEPTPPEPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDDGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAKRLERLCPDLRA
ASDTLSRSAAEEYCRP
>MCE8421055.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB28
MSPFRLRPALSAFAIVLFFAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHETPDGPETRRYPAFQPLYVFARQEGWVEV
GPSATAAPAGWVAADTVVDWKQNIVASFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MCE8421056.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGAYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVSDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAAASGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>MCE8421057.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSG
>MCE8421058.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB28
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWGFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MCE8421059.1 FixH family protein [Rhodovulum sulfidophilum]AB28
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MCE8421060.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB28
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPVFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEINAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
GGSAHPLARALADAARQAGLHPARVGDIREVPGYGVEGALGGETVRFGRAAWVGAGAVPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRELAPLGGAVTTARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MCE8421061.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB28
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MCE8421062.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MTGQSAEPRFGPEAADSLKRIAEALERRFPAPAAAPDFASAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRCV
>MCE8421063.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB28
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>MCE8421064.1 Sec-independent protein translocase protein TatB [Rhodovulum sulfidophilum]AB28
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPDKTPDRTSDA
>MCE8421065.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB28
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MCE8421066.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB28
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MCE8421067.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MSENTENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMP
ALGDIAD
>MCE8421068.1 hypothetical protein LZ190_20720 [Rhodovulum sulfidophilum]AB28
MRPRNSAPWNKLAFSVRRVVRHASWKTTADKTQAPMFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQ
AWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFSTDADLRFDIETAMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFL
YTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGGFRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSP
HYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPDMHIRCASPSVTVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSTKN
GWVLNAADYPLAQTEIE
>MCE8421069.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB28
MTRTLVILAHPDMGRSRISRRWAEAIRAAGDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TGIMKRGWAYGPGGRALRLKTLGIAFSTGSNGGDYQPDGRYGRTLDDVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MCE8421070.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDFAQQKTVRSVERTLQILELMNRVPVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAETLTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRAGAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKTEL
RAAADACEKGEPYM
>MCE8421071.1 hypothetical protein LZ190_20740, partial [Rhodovulum sulfidophilum]AB28
MSDSFPFLNAPVINAQTDGAHLIIYQNHHVISSEAFDRSTFMKALAKAGLWNQRDYHLNGIQLVSKIDGQFVTQMDPAIR
QQIVGGAAHTGGHTKYNASQKFILDLFDEEYDDLLLENADWDGYGSENAWLEAQSKKIYGYVGFLKAELVNPNSILKLHS
ADRSVSDLKSGQIWDKFSKVFFDPEMLEFTSQVTEHPAYQIGTNGSYSGPQGMVDPTKAGTLDANLDQLDASHGMGNAFD
TSAYSATTDVITALETGPLGIDPNPPSAFHKVSGSLFESMIENGANKFIIAAAFVPLQGILADHAEAHTNGDQVLALMEL
GGSLTKEDFRQIAVSATAELGISVALGPVGAAHKVFQLLLSGEDVMSVVKLYELRYPENETIEWMADQVREIESSGVWQQ
YKDGVQSIEDVIDFLISSDLEGHANIGTWEADPKTGQELRVTEYGDGTHFEETRSPDDPGNILQRNQFEDDVLVASTTYK
ADGSVQTTLFDVHDSQPWDNQTFVTDSAGNFVQKTENYGRLTVTTDADGVVESTIDGRSIDGARNLSSLVNSGEADLAIA
MGGPSLNDLGNSPQNMVGAPDWSNFFDYANPVLQEMY
>MCE8421072.1 hypothetical protein LZ190_20745 [Rhodovulum sulfidophilum]AB28
MPASRPMNYAHLISSNINDGSSVGMTWLPEMPLELFRSIYLGQATLEEFPKDQALLIRKLVKGKVPEVIGMSTGPFVLAP
ILREFLETHEPGGHQFFPVRILTEKPENGATEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDRKYWGGGLPS
QDPDEPCAFHGDKVQRRHVWRYAIGVTEDRFKSRYACSMEFWQFYRSHRMLGWGSDKICTVT
>MCE8421073.1 hypothetical protein LZ190_20755 [Rhodovulum sulfidophilum]AB28
MTHSTRNRRPEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFADRLAEVEAGLDRLIADPLEDRIPARSYVGILDWA
YNVGLRPRPSHAMDLPSLAKARGRRGA
>MCE8421074.1 type I restriction enzyme HsdR N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MGFDVFNLEEVLPEFVADVGTKKGEEVDFAIKIDGQIAMLVETKPINSKLGDTQFSQLFRYFHVTEARLAILTNGKEAWF
FSDTDEPNKMDKRPFFTFDFQKHDKAQVRELGRLQKAVSPSIRSSKRLRTSNTRGPPRPI
>MCE8421075.1 arsenate reductase (glutaredoxin), partial [Rhodovulum sulfidophilum]AB28
PSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MCE8421076.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MRRFSVTPEPPGLLMRSVLFAALMIAALVSRGDAQPVYPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEETGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEEDTRQAFVRAHLPGGYADDFLLTPL
GVQNAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLASSVPALANHALISLPAYYDSAV
VDYPRILGRWAAAFTSLIEG
>MCE8421077.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB28
MMTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLTCLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILE
AKGPLPEGRVAQGFFNLHGRPIGGHIRAGACAQVAFVARALFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPAQLVAF
DALRARLAQGQMA
>MCE8421078.1 hypothetical protein LZ190_20780 [Rhodovulum sulfidophilum]AB28
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVAEIPAVVSVRRSDDALRYDCKTRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MCE8421079.1 autotransporter outer membrane beta-barrel domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LYGAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADS
YQLGVYTARSFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYRTWAGSTSLEPFIGQAILYQE
IDSFTETGGSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVTGSAL
DRNQAVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MCE8421080.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB28
IRAAVAPLARTPGAPVTDAADLAAAGQAAYAVWTDRVLAAIAEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPPCPA
DDGNAIGAALLAWMADTGATRIPFGGGSAFLGSAPRAKTLETARHATAAGHTVTDLAGCSAEAAAGLLAQGRILGVMRGR
AEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAAWFERPQPSPYMSMTLPWRHGVRDRVPAVVH
DDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPGPP
>MCE8421081.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB28
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFQALLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDDGKVCFEAADFSSHVAAEGGLRVAARDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>MCE8421082.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MCE8421083.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB28
MTPPTETPASGPARSAVPFEAGSGPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEAYDLYDIAFCLFALAAAPEVVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAETRGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADAALTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETRASSTA
>MCE8421084.1 HAD-IIIA family hydrolase, partial [Rhodovulum sulfidophilum]AB28
LLGALALRRVPEAERYGTVRLEDGLLRAFEPHGAGKGPALINGGVYCFSRGIVDHLVEDGSLEAEVLPRLAADGRLAGIE
RAGFFLDIGVPGDFEAAQSLVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGI
AKGYYSEADYLALRAQMYRDLAAAGAHIDDERHCPTHPDGTVPTLAVRSDRRKPGPGMLLELKARWPVDWSRSAMIGDKD
SDMQAARAAGLDGILFTGGNLDLLVEQVLQSRGGAP
>MCE8421085.1 carbamoyl transferase, partial [Rhodovulum sulfidophilum]AB28
MSSWYLGLSTSGHDPALALIDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALATVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPMRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIQIGRA
>MCE8421086.1 acyl carrier protein [Rhodovulum sulfidophilum]AB28
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRADSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
SARLKTR
>MCE8421087.1 hypothetical protein LZ190_20825 [Rhodovulum sulfidophilum]AB28
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALENLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPGLVSFPAFLGHRADRLADPEAAPYIALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDAGLDRAISLYPSTLTLVRIAGDGARIGGCPFHKGETAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVTLPVTRDARSRRLTGRMVEIRDLDEARAIVNDDATWSPPRM
EPYLDALAARSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRTALTRLASAPAPDLIADY
AEPLFRGVAGPVLGLAPADPERFHALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPGTPLLTRLMEEDLP
ETGPEDLRALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELEGLISPCASPKYIYRMARGPARIGEIE
IRPDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRP
>MCE8421088.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
YTSGSTRLPKGVRVMPENILDNAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDFIRDPATWI
AAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFQARFAPAGLRRDAVFACYGMAEMT
LFAAGLPGTRDGSGGVAPCGLSPDLAAGLAIVDPETGARRPDGAEGEIWLCGASVGAGYIGPPEHGAGSFGARLDGRTGW
LRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETRTARLPPDA
EALARAIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>MCE8421089.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB28
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MCE8421090.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB28
MKTFASHRVTPPGRSNAAIARDFLDLAFRMESGRPLPYMTRFEEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRV
AADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYRRGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEEL
AQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLMLRAYYAPELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTP
RAWIEAIETALGPGASSSRRVAAARTAVEIARNQGWRDTRLAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRV
QSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAALLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSE
DEIRARIAEIAWLNPARSD
>MCE8421091.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MQASDSPLPPAKGLIVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDITFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEIRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>MCE8421092.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB28
MVFSLGLDLGTTGLRALLLDDEGQPAGSAERPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRHHEPEAFDRIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRREQMPELVEGSAPAGRLRPELAARWGIAPGAVVAG
>MCE8421093.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSRPPPPTPRAGKSPMAREAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLASLGACDPDEDAP
>MCE8421094.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB28
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MCE8421095.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIARGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MCE8421096.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB28
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MCE8421097.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB28
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARRRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MCE8421098.1 arylesterase [Rhodovulum sulfidophilum]AB28
MVLALALCAAAGTARAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLNAHGAEVTVLNAGVSGDTTAGGLSRIGWTLTPE
VDGLILALGGNDLLRGIDPAASRANLDAIMTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLK
GLTDLPDRGAAMARYMQDDGIHPSGAGVKLIVEAMGPSVLELIDRAGAKGH
>MCE8421099.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB28
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MCE8421100.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLHGQVVLDPPMPLEQAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGQVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARARD
>MCE8421101.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
EAASAATGALPTLADPPRLAALRLRPGGTRSGTGPEPEAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEG
RTPPKAPPRLLDAVYGAALGAGLGPDLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYV
LPMPAGGHACAGTGSLAGATAGIDDDAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARM
DRAALLALRTDPVLSVEMVYALARENAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFL
TGKTIGELLAWADRKMTGSAAPAVVSPEIRRYRETVDAILATG
>MCE8421102.1 hypothetical protein LZ190_20910 [Rhodovulum sulfidophilum]AB28
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQAYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDTHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGTG
PGSAARAAQAQARDTASLWVMREVMRRL
>MCE8421103.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB28
GRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVGKTAVVEGFAQKLAAGEVPPKL
KGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAGTGDAANLLKPALARGTLRTIA
ATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVVAAVQLSQRYIPARQLPDKAVS
LLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRAEAGQDLARLEELHDEQKALVE
QILGLRARIAGAGEGAAAEDMAGEDLAGEAGTEGGEPGEGKEPLDIDALRAEMHERLATLEAGDPETRMVEPHVGAQTVA
QVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEKPIGVFMLCGPSGVGKTETAIA
LAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLLDEVEKAHPDVHEIFFQVFDKG
WMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPALLGRVVSIPYLPLSAEGLAAI
VRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSREVLGRMVSGEGIARVEILLQDG
ALAYSFEGENA
>MCE8421104.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MVDGGAGASDRILATADNVTIGLGGLVGVEIVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDGGSGSDTIIGSAGDD
VIIGGNGNDNLSGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGLAGDQDFDFIGTAAF
SGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MCE8421105.1 hypothetical protein LZ190_20935 [Rhodovulum sulfidophilum]AB28
MEKADRKTAREILEYRLTKPDNLSSGEKNGPEAVSPSGGRAERMNRTIREARGERFHHAPRDQLRRQLPAVMAADNFARR
LKTLGGGMPREEICKIRISGPVRSLLVTIRQMPGPDT
>MCE8421106.1 hypothetical protein LZ190_20945 [Rhodovulum sulfidophilum]AB28
MVDRPDRLLRLHLADPRVGRPQALEWGRLHSTICSTKPGAVEAIEGMAVSDPADPDRTLKPLDGSPLALAN
>MCE8421107.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB28
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAI
>MCE8421108.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]AB28
MSLAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMGAVAAEIAPHLAPGATLTDVG
SVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAATARLKRFWEGMGANVEEMDPD
HHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDVFLTNKEATLEILGRFTEELF
ALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MCE8421109.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB28
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPETETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPNALRITVGDEAACRRVAHAVRAFKEGVR
>MCE8421110.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB28
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MCE8421111.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB28
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MCE8421112.1 hypothetical protein LZ190_20975, partial [Rhodovulum sulfidophilum]AB28
LSGMRMLILGFGPIGQRVAQLARAFDIEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAA
LPEGAILLNTGRGGVVDEAALVAAAPRLGGIGLDVFETEPLPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIR
ALGA
>MCE8421113.1 ATP-binding protein [Rhodovulum sulfidophilum]AB28
MTNPFIIPSLANLNADLAQRHFPLARGEKLQQTFAQLFSRHLGRLHSGKAFEARSLLLTGLSGSGKTAEISDMLNRFNET
AVLLPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKARKTQFEIWDLVIKQAKLQGVIGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIVGSYAISAG
LNVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVARREGVVERSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MCE8421114.1 Mu transposase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB28
MTSQPLYNIPRGSILQLDGRELTVSDREESGYAVECKETGECFTLSLERVETAIRNRDCEVIKPAAVEKRKALLEYTGGL
ECVEQLSEDDQRIVQARLALVIAQDELRAEGVKLAQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQG
RTLASYRDVYHRFEQNPVVLADRDRMKGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATKVFHRSPREMAQEIN
FPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEAPQEL
ADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTKEKVRYGCKQDPAPPVRLGLALADNGTATRNAE
VYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSRPGELTGYDPKASAELSHDQLYGTITRYFVDEY
PFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQATTTSEGVRAFNIPFNSTALQNLAAGTEKEVTVH
LDPDDLREVYVTAEGVKEVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRATESGFFPDSRDPL
SYQKIEQLRRRADKLHQVEARPPAYIGATAAPGQLMSRGRTSGVVPARPAGAAPFKPPSPSTPPRASAPPPQSAGPTDVA
PEKGSTSAPGPDDIKTMTFGPIKDSKL
>MCE8421115.1 hypothetical protein LZ190_20990 [Rhodovulum sulfidophilum]AB28
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGALNPLTRSDTAKRVSAALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDAMVVCT
DDYTRAYRDNLRRIWDYLQVKDDEADALVEDAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MCE8421116.1 hypothetical protein LZ190_20995, partial [Rhodovulum sulfidophilum]AB28
SFSVLDFQRIRGPSPCARSAVHEDQALRKRKRAPSGARLEVGAKIARVSLAKLEAENGPGKRGLSSRMKR
>MCE8421117.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB28
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVVKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MCE8421118.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB28
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MCE8421119.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB28
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MCE8421120.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB28
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MCE8421121.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB28
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVSITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAGGGMPDMGGMGGMM
>MCE8421122.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB28
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MCE8421123.1 hypothetical protein LZ190_21035, partial [Rhodovulum sulfidophilum]AB28
FGSQVNLQSLFNFPGVLFTSFVNNYEQINCSSISRKRPGQARATRRPTVRKSVRKAVLRDRRGA
>MCE8421124.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB28
MSATLIPISGLQVASRKDMGAALAKGGGCSASSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MCE8421125.1 4Fe-4S dicluster domain-containing protein [Rhodovulum sulfidophilum]AB28
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MCE8421126.1 hypothetical protein LZ190_21050 [Rhodovulum sulfidophilum]AB28
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEGPVRQAA
AERLAELAAPPPAERNSDVDR
>MCE8421127.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB28
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MCE8421128.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB28
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MCE8421129.1 SIR2 family protein [Rhodovulum sulfidophilum]AB28
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGKGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEKPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLDELGIERLDMPLAGLAEALATTA
>MCE8421130.1 hypothetical protein LZ190_21075 [Rhodovulum sulfidophilum]AB28
MTVGQIVSGKTRQERPKLPAPHQVGAEFWKTTGAMALEGGGFSKRSLIYRGWGALSATLLGFALGAGILLAVGASITARW
IEA
>MCE8421131.1 hypothetical protein LZ190_21095 [Rhodovulum sulfidophilum]AB28
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MCE8421132.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
GQMRTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYP
HELKGQGIYAYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDIST
LADPSVVEELIDNRRNKD
>MCE8421133.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB28
MIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIGLFLGALVNWIVVAPR
LREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQFGVWLTLGVVLAYTV
VGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGFISLLAWGLGYFGQPH
IIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLFPGLITGFFLAALLAA
IMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVANAWAGFGAAFGPLVI
LSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEFRSTISAPAE
>MCE8421134.1 ester cyclase [Rhodovulum sulfidophilum]AB28
MPDISFNIAVLVCAPPMIAGRLTFDETQAGQLFGMAVNGTRIRFDENVF
>MCE8421135.1 hypothetical protein LZ190_21125 [Rhodovulum sulfidophilum]AB28
MLKSTAISDAGITKQTLYGVEKNQFTRATYGRAIERDVRPGRGAAAGDACSAAWLEGAAGWQADRRGHGATDDRQTAGGL
FDPGHVAVQLDPGVGTQRIARDLGDGYGLDLARIENGNAGAEPFNDVRAIDARIVAPSSRILTAGMIARICATVVASSAV
VGVSVISSTRAATMAMRC
>MCE8421136.1 hypothetical protein LZ190_21135 [Rhodovulum sulfidophilum]AB28
MHLVPQWRALIRRAWSIRLILIAGLLSGAEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8421137.1 lysozyme [Rhodovulum sulfidophilum]AB28
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFADRLAGFEAGLDRLIADP
VEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNASDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>MCE8421138.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB28
MRALLAALLLAGCGGLPVPLGPSVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVRGEWFERL
>MCE8421139.1 hypothetical protein LZ190_21150 [Rhodovulum sulfidophilum]AB28
MSSAEDQLAAVLREAIPMLRTLKEVVSKLDVSDEARSQLQEHEDRLNQVIINGKPHTWDM
>MCE8421140.1 hypothetical protein LZ190_21155 [Rhodovulum sulfidophilum]AB28
MALILHVGDGKCGSSALQDSLHISRDYLLDKGFLYETGPKRRNHFLVGNLLGKKTRSLEANQDTSAREILEAVAQRSKGV
SHTIISSENLFLTNPDKVLSLLRDYKIDTTEIYVIAYVREPTSMYASLIQQELKASYRFQRPQDYCRPIDRFASLWKDAV
GADSFDLRLFDRKRLVEGSIISDFTAWLNQVISGAGINLPRRESNGSVSAEQLISLQRMRKDLPNHIEGKFHPKSNAIIS
AFMQMNKSGIIGNKVKLNHATRETILLKNTGVAKRINDMVKEDFFPVADQATKPSHNMKGVEQENVSDVSVVLDNVDTNL
VELFSRVITDQGATSERSQLVLRSGENASKREAVLRGLTFLDESVFTPRNS
>MCE8421141.1 hypothetical protein LZ190_21160 [Rhodovulum sulfidophilum]AB28
MLLEQTNLELALELMEMAQRARPDGPFINARVEKYQHCIEEIENRNRREINRLVTSGELAIIPAGFRCFTKAKLKEMIGL
SQPSLPFDSGFFPPESIAKILSGGLVELKHPDPSAQTHQVCIKTENSEIDGRKGISFTTSSYEEINQRVRDQSQGDINSF
LDATFGYYTFDKSNGFVLAHYNWHKFAESDSGARKCNPAINLKHINKMLNHRIERMFEMCKLAKHIVFVLGETQGYSFMS
VDEKLFEIMDTEKIFSSAAVAFGGRVRVLRLDEVNTATKILSLLAA
>MCE8421142.1 transposase, partial [Rhodovulum sulfidophilum]AB28
LLNGEIFYSLAEARVVIEAWRVHYNTARPHSSLGYRPPAPEAVQWLSRNGGSPPLQASTLAPRPVMH
>MCE8421143.1 hypothetical protein LZ190_21170, partial [Rhodovulum sulfidophilum]AB28
MAYRLILPALLILLAGPAHAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQV
GSDYHGKVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWIST
PLAQARAARPAPRWAGTDSGAIGQVGGGGFTHGETAAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTAARGEILEANR
MEREADLFAAFDVAFPDAPEGVIWEQGGGGQGVWLGVNGDALVFRAGSGEVSGPELARATLPVSAVAGRRGTIHVEIDMT
SSTVALWFKGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATA
AENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLD
SATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVWLPRRGWTAKTFEVT
GRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGIPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATT
DNPFVDTWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGTYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSV
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVS
GIAVRAASIIPTTTVATLAEAPGFAGTATGCRAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLF
WRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDT
>MCE8421144.1 hypothetical protein LZ190_21175 [Rhodovulum sulfidophilum]AB28
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPAYASEMQAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MCE8421145.1 hypothetical protein LZ190_21180, partial [Rhodovulum sulfidophilum]AB28
PGLSITLSGLDPEVVALAELEEFQRRRVTVFLALFDEAGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRK
FPCYYLPEDQEKRFPGDQGFGLVQAIQNREDTWGRS
>MCE8421146.1 HAMP domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB28
MKVQATSPSTRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYIDGAGEELVLVEVTAADGTVLAETRDDRSADRDLLGVLSGRAIESGEVVYSDDGLNIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEISDAMAMVADGVLDRQVPDTERKDEIGVIA
RSLEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVLTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSEQVESG
VALVNRAGDALTDIVERVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQAQ
VARFQLQSGPSGGGSRRAERISVRDASVASDRSPAQHASQKRAVNDAGWQDF
>MCE8421147.1 hypothetical protein LZ190_21190 [Rhodovulum sulfidophilum]AB28
MLALRVVCLVLLGGGYACAVQAGEFDFQMRAFYEASVTSWSGAPQILDAVAAQNARTADMTQDDIDLLDRQWVAEIGAVS
EPLIESVTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSM
KYQAQISFTLVDPASGRPIGAMTVAVDAEEFL
>MCE8421148.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB28
MSEMELDLWISMKLVSRPLPAFLSDPFRKHPRALALEDDTIATSGGANARIHLSEITAAPVVQRGRVSARLTLNLGIQPC
VLLPGVQEAAARAFAQAVETAWSGYNLAQLSKEDDAIASLMTAIEGLKAPARYPAACLVAPAASQAADLDARVLKKLTPA
ALGEETMARLAPITELARNPEQLRDAAIAAFVDQQLTDWKEFFDTVESMPLTPEQRLSVVVDEDATLVLAGAGSGKTSVI
TAKAAYLVKAGIRQPHELLLLAFAKDAATEMSERIEARCGVPIMARTFHALAYEIIGTVEGEKPPLAPTATDDKAFLQLI
KDILRDIVSRMADIAGTVVGWFAGFFEDIPNAWDYDSAHKWYSEVESRNLRSLKGDTVASFEELMIANWLYLNGIAYEYE
PTYEHKLAGTGRRAYTPDFRLTESGVYLEHFGVRKTTRKDGSEELTTAPFIDRDAYLEGMAWKRQVHAEHETILIETYSW
ENEDGRLLEALAEKVAPHVTLRPRPALEIYDSVTSLGVVDGFTSLIATFLRHFKNGGYHLDDCETKAATLKMGKRGEAFL
KIFGAVYREYQDRLGERIDFEDMVNRATALVESGRYDSPFRHILVDEFQDISTGRARLIQALKNQHAEARIFAVGDDWQS
IYRFAGSDIQIMRNFGREFGGVFAAHSGVHRTVDLGRTFRSVDKIALAARRFVLCNPAQITKTVVPAGEAEHPAIRIAWT
RRESGDQVLNETLKALAAEPAPPGRKATVLLLGRYRFIEPDMHNLRRRHSNLTITFKTIHASKGLEADHVILLGADSARM
GFPSMIVDDPLLALVSPEAEPFANAEERRVMYVAMTRARSTVTILASEARPSTFVTELMKDPAYDVATPREAQERTHTCG
QCGGRLLFLPGGEGPGWYRCEHIKHCGNRMPPCPACGTGLPVRKEPKGEKICGECGAVQEPCPECTDGWLVERKGRYGTF
LGCVRFPDCTGKSKKERQVGKRTSGELDAGKRQRPLGKPGRR
>MCE8421149.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB28
MLLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGATNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYD
>MCE8421150.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MGRTPTITRDRLLDVAEGIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDTMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADARAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>MCE8421151.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB28
MTAANLPAIRTCRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTRQPVRFEITDGTRKSLAAWLDDPFMVGSEHLWPGRFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSM
RRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAISEAVEI
>MCE8421152.1 hypothetical protein LZ190_21215 [Rhodovulum sulfidophilum]AB28
MAALCEAFLVLDPPFWLMILIMAIGVASLDAIRATMLASAVDHSERSEGTTLALAFVMMDEVGAFGAVLARMPVGVAWQI
MFALAATFALTAYVLSAKC
>MCE8421153.1 adenosine kinase [Rhodovulum sulfidophilum]AB28
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDDALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MCE8421154.1 endonuclease III [Rhodovulum sulfidophilum]AB28
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MCE8421155.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB28
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARALMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADADSRADTRAG
>MCE8421156.1 OmpA family protein [Rhodovulum sulfidophilum]AB28
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MCE8421157.1 hypothetical protein LZ190_21250, partial [Rhodovulum sulfidophilum]AB28
MTGFRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VR
>MCE8421158.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB28
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEADLSDK
ALKVKKDIEKAQATA
>MCE8421159.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB28
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLTLDAFSGVIVGGGPGCVSDPEAEKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTATCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIGLCRARKVDIPETILARFV
ARHART
>MCE8421160.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB28
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>MCE8421161.1 DEAD/DEAH box helicase, partial [Rhodovulum sulfidophilum]AB28
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGVGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AGPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVIEAAAETAGGLLVFLPGEAEIRRCAAALEGRL
>MCE8421162.1 hypothetical protein LZ190_21275 [Rhodovulum sulfidophilum]AB28
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>MCE8421163.1 sterol-binding protein [Rhodovulum sulfidophilum]AB28
MTTAPQTPRLPGGSGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDF
KALNRRRALPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>MCE8421164.1 U32 family peptidase [Rhodovulum sulfidophilum]AB28
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MCE8421165.1 U32 family peptidase [Rhodovulum sulfidophilum]AB28
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSEVVIKR
ERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKAGELGV
GVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADMKALGV
THFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MCE8421166.1 hypothetical protein LZ190_21295 [Rhodovulum sulfidophilum]AB28
MSIFRLKQFLSDIAALSAAMLIPNTALSQSKPEVLTYPVAFLCGPSTEAFEESTVAGVTRTAVQILNPTGQAIRFEKRVS
RALPYQIEGDQGSRIRDHISPLGAIEIECDEIRQMLPSPMTEEFRSGYLFLRAEAELVVTVTYSARPSNGEISSLDVQRV
SSIEDRRRQVPGDDEPSRDDVGVIGPRVEGGSFIATVKPIRTEGAPYPPADFPPRDEFIPNADWFSYPRVPDGPGRGNGG
PLNPPTDMRSFEEGPSQEAPPIEFDDYEEVDDILPNLGSLGEVSVAEGRDVVMMTGNTWMAFSVDSGITFTYLNPTTIFP
QDDGGLCCDQVVLHLPSRDLFVWLLQYRGTTGRDGTNDNRLRLAVASSQEIRNSNATAWTYWDFPSNQFSAAGGLDYNDV
TATRSNVYWISSIAGGRVVARLPLEQLAARTTVTYRYTGGTNAAFSHITQNAVNEVYWGGHVDRSSIRVYNWPEGDNSYY
WRTININSWPNDSESSITPDGVDWMQWESGITTYIYGNALQRNDVWFAWQAGRGDGFPHPHVQMIRLDGGNFSLLEQVQI
WNPDHAFQDAFLSTNQGGEFGSGSELGISIGFGGPPFHGSHAVGVWGDFVVYYPELSTRSATRWGDYNTSRRSSSDPQRW
VAGGYTLQRDSDGNNTTVPHYIRFGR
>MCE8421167.1 hypothetical protein LZ190_21300 [Rhodovulum sulfidophilum]AB28
MRYRISLLVMAVVCGGSESSATEMAWLEVDTLESRLAGSDHTEVPVSELLPEGRILCAVGSYAFDLPEGYDTAKEDLENA
GLLHVAEGNGLLFSVDQERHLHSAYALSVWPDPVILDVAEPLCIPAASAQIDLRKDTRSLIIKLERRE
>MCE8421168.1 hypothetical protein LZ190_21305, partial [Rhodovulum sulfidophilum]AB28
LKIQKPDDRASPLMRAVFKHPIGQRALTEGWAPELLDELRDNRVWPGTYVLGRVRDEARGAILRLDRLRRIAPADLTDAE
RRWLAAREQQMEECRSIADLAGASA
>MCE8421169.1 hypothetical protein LZ190_21310 [Rhodovulum sulfidophilum]AB28
MTAALRSPLRTAPRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATMVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELPDGWQPILRRNRKGVIVQ
DRARYTPCVWSPTQSQIAAAHRAYLDWWGYLLEVQAALGAADLARLRITRDMPPMTPWR
>MCE8421170.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB28
MRRNLTSVELCAGAGGQALGVEQAGFDHQACVEVDDWCRKTLNLNRPSWNVLEGTQCDLTTFDARPYAGVDLVAGGVPCP
PFSKAGKQLGAQDERDLFPAALRVVDEVRPKAVMLENVRGFLDAVFHDYRLKLKSQLKSMGYSFVEWHLFNACDFGVSQL
RPRVAIVAVHQNYADKFEWPKGGDLHPPTVGECLRDLMSANGWTGAEAWAAQADEIAPTIVGGSKKHGGPDLGPTRARRA
WEALGVNGKTIAEEAPAPGFEGMPRLTVRMVARLQGFPDDWAFAGRKTAAYRQVGNAFPPPVARAVARNIHAAITARRLH
AVA
>MCE8421171.1 hypothetical protein LZ190_21320 [Rhodovulum sulfidophilum]AB28
MTKGVPSIADVSSRHSREIAIGIVAKIGTTRSIDRKPAGQTAGSMFETACQCFVSESFARLEHLRPGVFAVEKGQSISQF
DQYSHLDELQALARANKELRTLLGADYLIKPDVVVIRHPESDENINDQGMLVDGSVARRTALRSANGAKATLHASISCKL
TIRSDRVQNTRSEALNLVRNRKGRLPHIVAVTAEPLPSRIAAIALGTGDMDCVYHFALPELVETLREQERESLELVETMI
EGQRLRDIADLPLDLVI
>MCE8421172.1 hypothetical protein LZ190_21325, partial [Rhodovulum sulfidophilum]AB28
MKLTAGVSPSDLRKLVSRLREVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIG
>MCE8421173.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB28
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPDAVFRQRADMGDAGQIADFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLSSPRGRTI
SGQAVSVCGDCQMLT
>MCE8421174.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB28
MLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPLMTAAEFADLTLVRMLNEGQAARLAAE
RSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLITMLWLKAGPIINFDIGVEAGLPAEQQ
SAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDSRRRIIS
>MCE8421175.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESP
>MCE8421176.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB28
ILGPREAVATVTENGRLFAETASGRLEVVIASAAQAAELPGGGEAGVYVVGTGDTGAAATFLVLGVAYLVVMMIAAFSYR
VPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLWVMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFAS
TYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILYLSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFAT
IPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQMSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTV
TIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLAIRPVRERHHHNEPELAAVPVE
>MCE8421177.1 hypothetical protein LZ190_21370 [Rhodovulum sulfidophilum]AB28
MPSESAFLPRHRQIFFTCLSIFLVMLGCGVTIWRAVFADGPSRHLDTAWLIAGTDCLFNGMSPYDIDNFTACWADSLSQA
YMAPFVFPPGIFLLSFPMGLLPEAGARLYWSALGAATVPLLALALWQVARVTAVDGPARLLRACWVTLGVSIGGTAGALY
VGQPSVLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARAKGLLAGLVLLAAAALTLADPQ
VFSDYLHALEVHARSAASKLSRAELLYGLPGLLDWGQSHPRGIAILAVALVTSAAAGRALARRRPAQCDWSIPMLAGACL
AGAFVSAHKGYDFAIYAIVLALAARLPRTVQALLLVPALLIWRPALLDLLPVPGTANHIVLLDVVLACSAGFLILYGLGQ
RARSRQSPAAAPVVPRI
>MCE8421178.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB28
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGHATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLAQMLVAVDKLAAGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEREQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGR
>MCE8421179.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB28
MEEILRARLRADPGVAALAGDRVNWGAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARAT
IACLNGLSGSVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>MCE8421180.1 hypothetical protein LZ190_21385 [Rhodovulum sulfidophilum]AB28
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MCE8421181.1 GTA-gp10 family protein [Rhodovulum sulfidophilum]AB28
MMANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAQDEPEDGPGKPLPAPAAG
>MCE8421182.1 hypothetical protein LZ190_21395 [Rhodovulum sulfidophilum]AB28
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSAPEAPQP
ATEMQAMFDTVATAWARSPAARG
>MCE8421183.1 hypothetical protein LZ190_21400, partial [Rhodovulum sulfidophilum]AB28
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRNQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELV
YRFGRLVTATGGFGGALDLMKDVAAEVWDRIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPG
AKAMKAAADGAADGLTAAKEAAAAAGDEAQRLKLEANGIADAMIRTPLASMQALKETLAGISEEAGNTATNLARIGDAAG
GDGGTSAVTQATGQLADTAKTASDSFKTFFKDVAKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFG
GRA
>MCE8421184.1 hypothetical protein LZ190_21405 [Rhodovulum sulfidophilum]AB28
MASAFSTPQSSRPAAPQEPARDASASRPAPRPAPFPTPADGYTFRDWASI
>MCE8421185.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB28
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MCE8421186.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB28
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPKGIDRTIWNKDIAAERG
A
>MCE8421187.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGY
>MCE8421188.1 hypothetical protein LZ190_21425 [Rhodovulum sulfidophilum]AB28
MGETGALEHILGDDSLTELLAENRVSDCTEALNTIFQDAGLSHLPDASELSVLNSPEATDLRNLSLETLRPSRNAFMRYR
VIDMTPDGVAIGRDDPSINTPLNYLSDAQKPSTIPFSDLTILRAHDGRLYLILPSTQDLDMSMLPAAFSAPSSEHSFWSR
SDSKSMSSELYLRLRGVRASRLFSPMTDLEMSQYAGVGIVAFPRAPNGSLSTRATLLCEAFSLAMETVEFVSDRSFGPDK
QVATVWPMTPKATIAELNGNGAHDDDHDISCAEAIERYDWHEGSAALLQAADYYLSRGKIDVAERVGAADLDGPWLLAWA
PGENKGSSTDDVLVLAYDLSNVQTELQAERVFQSWRITIERNADLWLKPQIANEHWTSAFVRFVNMLGDNTDFYKLMIES
>MCE8421189.1 cyanate hydratase, partial [Rhodovulum sulfidophilum]AB28
MKDLTMSEDITKEDVTVLIIRAKKKAGLTWEAIAEKIGMSAVWTHSAAMGMNAFTEEKAKALVALLDL
>MCE8421190.1 3-deoxy-D-manno-octulosonic acid transferase, partial [Rhodovulum sulfidophilum]AB28
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGPERPRHPTIWLHGASNGELASARPLIERLLARRPDLCIVATSNSRT
GRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARW
>MCE8421191.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB28
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFAKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MCE8421192.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB28
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSAMAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MCE8421193.1 hypothetical protein LZ190_21450, partial [Rhodovulum sulfidophilum]AB28
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRPAPARAMPVLLRGPLPQEPGAPALPVD
>MCE8421194.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB28
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MCE8421195.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB28
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MCE8421196.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB28
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MCE8421197.1 hypothetical protein LZ190_21470 [Rhodovulum sulfidophilum]AB28
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAESADFDRQFDRAYTRIRRTQLQ
>MCE8421198.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSVGAEMLKVPGAAELAVDPLTVRAAQHIVESRKASVSNLQAVLRIGFSRAAGLMEALEAEGIVTAADHVGRREVAADVL
PPSLAVLADGPTVSLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVVADELRGFIERFETLAEEKAAIGDQ
QKAVMAEAKGRGYDTKALRRLIALRKRHAEDIAEEEAVLQLYREALGM
>MCE8421199.1 hypothetical protein LZ190_21480 [Rhodovulum sulfidophilum]AB28
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MCE8421200.1 hypothetical protein LZ190_21485 [Rhodovulum sulfidophilum]AB28
MTLAASRLRPVDAAELPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHP
ELAQNDAAILWMDDWLVEQGCGYRGSTWVERALAAWSSHMFDVNRAARARE
>MCE8421201.1 hypothetical protein LZ190_21490, partial [Rhodovulum sulfidophilum]AB28
MDAKDQAEGEKRVRALLIEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPP
>MCE8421202.1 hypothetical protein LZ190_21495, partial [Rhodovulum sulfidophilum]AB28
MRAVLMTVFPMMWAGRAVPGQIAQHQQDADVVKRGVDRFGERCATVEVTRCAFEDRRLSVGGAELAFMARQRRRP
>MCE8421203.1 DUF1972 domain-containing protein [Rhodovulum sulfidophilum]AB28
MSTARIAILGTVGVPAAYGGFETLAENLVRHRETLKTPPDLTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVITDNAAIAR
HVATRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRELK
ARYGAHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLI
RAVNTLARRPDAARQTGARMREIAERRYRWAEVGAAYFALLDPAGAREQDVPAPDQPGNRAA
>MCE8421204.1 hypothetical protein LZ190_21505 [Rhodovulum sulfidophilum]AB28
MSGRPVRSGAAQVRPVLARVFRGYRVPLIDIGLRPGLRLVWLQRFPEGRSALIAWLRCAGLDVVTVPGLDPAQEEIEGSG
RYLAGVIVSAEDFAGLPLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLAEPAGPADLEIALCRLAARG
>MCE8421205.1 hypothetical protein LZ190_21510 [Rhodovulum sulfidophilum]AB28
MKRFALGRTECGADRIEVAGQAGMSDRRKRPGPAFAMMIICVPAGWLTLIAALLLGGSLLAAVAAMIAAMWGLFVLGLVV
FLVRDALGRRRRGGEADRREGDTVLE
>MCE8421206.1 hypothetical protein LZ190_21515, partial [Rhodovulum sulfidophilum]AB28
FDLYKNFQFPISDLQWGFLSGPMPTGCDGPGDPRCAAGGYSDASVTTRMDSVFGQEDGRNDVGVSAA
>MCE8421207.1 sulfotransferase, partial [Rhodovulum sulfidophilum]AB28
MVAQIDRAYLGARPGRAWPRLLAYGLFEGRPLTTRGRWINPAVFATARLLCRLPALGPVEAPAFILGTGRSGTTALGVTL
SLHREVGFLNEPKALWASLSETEDLIGSYHRGPARYRLGAADADPALCRGARRIYAGYLRAAGARRIVDKYPEMIFRTGF
LRTVFPDARFLFLSRGGAATAVSMTSWSRRHGRAVSGEHHDWWGADGRKWRLLTEQIVPEHPDLAAHAGAMAGLDLAGRA
AVEWIVTMREGLALCAADPRGTLHLPYESLCAAPALWAAELERFLGLAPDPGFPALAATRLRPPAPAPAPPSLR
>MCE8421208.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB28
MRILVLGGSGFIGSHVVDALLARGHRVRVFDRSPERFRPTPAGVDFMPGDLSDSAALAEALAGSEMVFHLISTTVPATAN
LDPGADIRGNLLATQRLLELMRAQGPRRLLYLSSGGTVYGVPQHLPVPEAHPLDPISSYGIVKVAIEQFIRMEARLHELQ
AVILRPSNPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLARLCVAAAETGASGTFNAGAGEGRSI
REILDLIGEVSTLEVTPEIRPGRNIDIPRVVLDIAAARQAIGWQPEIALCEGLAETWAWTCAELAPTPPHSLTGPAPLRR
VGAAE
>MCE8421209.1 hypothetical protein LZ190_21530, partial [Rhodovulum sulfidophilum]AB28
MTEPRDMTGASDRPALARLLGGAGLAFVLRAFGAACAFALNVAIGRLLGAEGAGLYFLALSLASVGAVVSRLGLDHALLR
FVSRGAARRDWPGVRGAFALGLGLSLAAGLGLR
>MCE8421210.1 TonB C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTLVSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFS
LEVRSR
>MCE8421211.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB28
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMALGAAPAMTRPATPRPIRRAPRGPWG
>MCE8421212.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGAVEIHWFRDGTLNVASNCIDRH
LKTRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHSVVFA
GFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVDVLDLMEHASP
DCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLANGAT
TVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRAL
>MCE8421213.1 uroporphyrinogen-III C-methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARP
>MCE8421214.1 hypothetical protein LZ190_21555, partial [Rhodovulum sulfidophilum]AB28
MRLRRLVLAAIPVLATLVGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPPGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVAVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRLFYRERYDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALEGARAEVTLA
LAATPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLTLGEG
>MCE8421215.1 peptidase, partial [Rhodovulum sulfidophilum]AB28
GGDLMEGGTGDDLYAVDTSSDLILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGLANVLSGNPGQNLLYGL
DGEDTLLGGAGDDGLIGGAGADRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGGGWDRIADFEDDIDTLR
LDHGLWVGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLSAVGALIDDLQIV
>MCE8421216.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB28
MPTVRPTAHRFLTSILFAAATSFAAAPFALADQASAPAIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDVALMLGNTPAQFFHLGTYFREPVKIFAVEDGTAREVVYSTEYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVAGAYRMVL
GDQPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEME
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPQDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MCE8421217.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB28
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWR
>MCE8421218.1 hypothetical protein LZ190_21575 [Rhodovulum sulfidophilum]AB28
MIRIPRFVPVLTALALTSAGTALAQGAPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVS
QLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MCE8421219.1 hypothetical protein LZ190_21580 [Rhodovulum sulfidophilum]AB28
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVAGARIASSAPADPTLPVFRRRTVPAIPAGAT
EAARPAPALPVPAAPRGSALLPQRDGPRLVSIEAPRPAPGHGPRIGVRLAPRFDAAADMAPPPRPPFRQDVAAGAGLPEQ
VDSENYLIGVYR
>MCE8421220.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB28
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MCE8421221.1 hypothetical protein LZ190_21590, partial [Rhodovulum sulfidophilum]AB28
SAPGEIRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWRPSGTTMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPD
TARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>MCE8421222.1 hypothetical protein LZ190_21595 [Rhodovulum sulfidophilum]AB28
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGASPPAETAAGMLWVDTAARALKMRNIANNGWITLGSLAGEAFTPAG
VLQLTLAQATDPTGTEFGALSGQILKAVVEAFAPPQIRPRVYSYHLLDTSAPTGVMDLTDASCAVIRFAMNPNVLRSGEG
LQIRLSTDGGASWNAWTELVFYASRGPATLQGQVYISFDDIEAAWRRTMMVSYGNSTATWGHEASSVSGSIDLVGRPTCM
QIRLGRNRNRSFAAGTVEIFSGPTGSFVIGRDVS
>MCE8421223.1 hypothetical protein LZ190_21600 [Rhodovulum sulfidophilum]AB28
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8421224.1 hypothetical protein LZ190_21605 [Rhodovulum sulfidophilum]AB28
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8421225.1 lysozyme [Rhodovulum sulfidophilum]AB28
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRAMFVGRLAEVEAGLDRLIADP
LEDRIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
EVPFRWEGA
>MCE8421226.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MPALTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDAPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPTGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRD
>MCE8421227.1 hypothetical protein LZ190_21620 [Rhodovulum sulfidophilum]AB28
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNEGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFSHALAHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MCE8421228.1 hypothetical protein LZ190_21625, partial [Rhodovulum sulfidophilum]AB28
EAADGWRARLAAAAEAGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFER
GFDPQLGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLR
LARALEPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPAL
RAHPLFAVCQEAGPCPIPP
>MCE8421229.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB28
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLAKIGPLLDAAHTRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRSQFAELAERLGRIKGAFLLSINDRPEIRDLFGAFLIEEVR
LNYSVSKGGATAARELIIANREVRVGLV
>MCE8421230.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB28
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKIENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWLAPSPGEIGRRIGEAVTRRRA
>MCE8421231.1 lysozyme [Rhodovulum sulfidophilum]AB28
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDRLIADP
VEDRIPDRSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
DVPFRWEGA
>MCE8421232.1 hypothetical protein LZ190_21645 [Rhodovulum sulfidophilum]AB28
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MCE8421233.1 NAD kinase [Rhodovulum sulfidophilum]AB28
MAGPTRIAFLASETASAEGALDRLTARYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPGKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MCE8421234.1 sigma-54 dependent transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
APAPAPPRTTPEPPSGFVGSSPQMAAVYDRIASVGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRD
LLESEVFGHLKGAFTGALADKPGAAAVADGGTLFLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRD
PLEEVRLGRFREDLYYRLHVVPIHLPPLRERGEDVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNV
LRHAVVLNQGPEITLDMLPIALQQEHDRITASGHRMPEEIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAA
RVLDVSPSTLYRKREAWARKDRDDPADEPEKDLHATH
>MCE8421235.1 hypothetical protein LZ190_21660 [Rhodovulum sulfidophilum]AB28
MQDEEVTLSPGMCRIRMNFRTPLPWKPSEDQIMASPPGCFLLELAQLIISFGGEKNYPGGAPQVTFSVKRSENGVLTDFF
EVNHKNVERLPSEEVYEYIVGKVHEKLSTFLRPAAPEDGGLVPTISNLAESFNTSYQKMLFELSESISKVSAERAAQLES
LQEERSRIFNEVSIERTRIIESANETISIERSKLEEEKRLLEEEWGKLEASSHKDSRRRQFAKMQDRLESSLKRPDMPWS
MSIFRVLVFLAILSAGFVAAFFAYASIAAGALIDGSQTASWVFYAVKSSILTFISLSSFFGAAAWLRHFYSQDFRAHEEA
RKFGNDMARASWVMDAALEIRKEHNEDIPPEWLEGVTRGLFSEDGKTAGSVQEGAQALAALLGLSASATFGPSGLAVDLN
KRGRKAISAALQEPE
>MCE8421236.1 hypothetical protein LZ190_21665, partial [Rhodovulum sulfidophilum]AB28
TGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWT
VNRWGRHPKTADAATLGVEGWQPIPRRNRKGVIVQDAVRFTPCHWDPTPSQIAAARRAYLDWWGYLLAVQAALTGADLTR
IEVARDMPPMTPWGEPSELPQPEIYTCAICSI
>MCE8421237.1 terminase small subunit, partial [Rhodovulum sulfidophilum]AB28
DTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAETRAAKAAADRPASRLKRAGQLRP
FDPLNHSSTGLTLKQRGQWAHALGIEDRTRSIVGLLTAY
>MCE8421238.1 RelA/SpoT domain-containing protein [Rhodovulum sulfidophilum]AB28
MAYPEPPSSKSAVRRAGQAISAGQATDDVFHVVDQWRAAHGYVINTFQAWLKGHINKQKYYVEFAQRLKRRNTVIDKLLR
KNSAGEPLISDVSSMHDFAGCRMIFDNLNDLREFRPYIHSSQTMRNVEHQLRHEPDKYNYIEHPKFTGYRGIHDVYRHFP
RGSVRRQEKKPWDGLLVELQYRTRAQHAWATAVEISDLLDGERTKFELDITERGRFFAIASANHCAET
>MCE8421239.1 hypothetical protein LZ190_21680 [Rhodovulum sulfidophilum]AB28
MGILRRLELLKQFEDEEKLQKHNVLNIYRGEDGSPKLEVIAFKSAAPAIEKASELEASDGSLNAVYVRSDNPKTLRSAYR
NYFYDPIDFVKIIQTEGDLD
>MCE8421240.1 DUF2207 domain-containing protein [Rhodovulum sulfidophilum]AB28
MATDVETFTGPLGSREQDAFEQIEDGGGTVYVMADGALDWHEGLTTAIAFPTGIVTRPSVIDRILFTFRDRPADMIALFG
TLLLGAALRLIWWRKGKDAPLGRIRERSTPPEGISPALAQYIRANGGVTNSAMVAATINLGVKGFVVISQSDTTWSITRA
GKANDGTLPVGEAAILAHLDGLEGPLVISPDNRKAVLALLDVFSAAMRDEHGETFHISHANWIMLAGVGGYGLAFAIMWQ
ALAGQTWLMHVMPALPLAIPLLTALFGGTLRDVALMMGIALGISCLMWLILGALAGALGLLSGAGLIALPVIFALFAARI
GLTTATGRAHKIEIEGFRRYLSAARLKGRSRRNARHQFEAFLPYAIALGVEKQFAGAYEDALTRSMSRGRVPTHVWMPAW
YHGTNINGGPFGGGISAACEAMTSGVNACTTSGSGSGSSGFSGGGGGGGGGGGW
>MCE8421241.1 metalloregulator ArsR/SmtB family transcription factor, partial [Rhodovulum sulfidophilum]AB28
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVR
>MCE8421242.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB28
MSDTFTPAPMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQ
PKGLLVTLVVNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVN
DLIMVVAFAPIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTEKAISAFTARIKPVSMAGLVATVAILFG
LQGDTILSRPGVIALISVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>MCE8421243.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB28
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIAYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEDALI
NAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MCE8421244.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB28
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGRKTATCSALRDIQNGEPMPTIGRRDIALNWDGTPALVIETVEL
VQCRFDEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDVLGHDSSQTDPAA
>MCE8421245.1 hypothetical protein LZ190_21715, partial [Rhodovulum sulfidophilum]AB28
DNSTSTCRSFATISSGLCLFCPIHSSSIRLESRLQDGPLFWGQTNGAFPSSYNLDEVFQLLDADDAISDDQIANLELPFV
KLLCSYGHRDHERALALHRELARDPNLFVKLLCWHYRRRDGADEPERGELSAERKDFLAELAYHSLKGWNTVTGCSDGGE
VSRERFNTWAETAFQLATDADRKEVAETHFGALLARMARRRPWDDWLPDVILEHLDRSACAGLRERFCMGVRNARGVTMR
SPYDGGEQERRLAERYRELAARYGNSHPRLSESLISIAEWYEWDARREDERAAVGERWHP
>MCE8421246.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB28
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLSEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGVGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILSLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYSVFEGKQVKGLPRYTLSRGRIAVADGEVTPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MCE8421247.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB28
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPNLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
TDVLCHAVLETAGIVD
>MCE8421248.1 hypothetical protein LZ190_21740 [Rhodovulum sulfidophilum]AB28
MKTILTPASALALLAAPVLAAPVLAGTDTTEDQATAMLPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNNRDPAASD
DGEGSGEGEGGESSDT
>MCE8421249.1 hypothetical protein LZ190_21745 [Rhodovulum sulfidophilum]AB28
MLTASLLPISTQSDFARSNYTGAVMEKSFLNMSDQQRRERKWFASLMWRIFPEATSEAQLADLVAEALNTAQRPVNPRTV
RNWLRSENAPGLHYLLAVLALAGAETVFELFDPEQKE
>MCE8421250.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB28
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MCE8421251.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB28
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIDALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MCE8421252.1 hypothetical protein LZ190_21760 [Rhodovulum sulfidophilum]AB28
MRPMHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYAA
>MCE8421253.1 hypothetical protein LZ190_21770 [Rhodovulum sulfidophilum]AB28
MMPSETFTRSFGRFHAEVTPAEARLIIRDDGKDMIRLFGRDLVRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAG
VMAAVNLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTEGQGCGGGICWASAAFPKPVEDPADKAFREAV
AELVDCAMREDRNDA
>MCE8421254.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB28
KGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIAQEIDGQGVYGYRFGGQRFDCGSKAGF
LQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MCE8421255.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB28
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALKIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>MCE8421256.1 hypothetical protein LZ190_21785, partial [Rhodovulum sulfidophilum]AB28
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYARLAEDWTEAPAMQAAPVDLPAPEVP
PESDPPAMPERALAPVPALPKLAAILP
>MCE8421257.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MFTFGEDDRQRTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSASGDLAFGAARGEAVF
AALAARPEATGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>MCE8421258.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB28
MFSFDTPRRPRRSSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGDWQGPPRLVEVRPDGLSLNGQAMVPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MCE8421259.1 MotA/TolQ/ExbB proton channel family protein, partial [Rhodovulum sulfidophilum]AB28
WALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWEAL
LTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MCE8421260.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB28
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDETLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MCE8421261.1 polyketide synthase dehydratase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
AEPLYAGLRAAGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGNDRLRVPARIAK
VRLCGRGRIVCARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLSAGTATAHDFWDERLVPLTGDGAATALRAAK
ALCGTTETASDADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPE
VAPGASAELKSALAAAAGEDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRL
RARLDTGLPLRFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDR
LEHALHAAGLDTASAPASGSEALRLIRATRPARRAARSEERRVGQA
>MCE8421262.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB28
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MCE8421263.1 hypothetical protein LZ190_21820, partial [Rhodovulum sulfidophilum]AB28
VETGFLLTLEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVMAGCHVTYMISGEGARSGVLSMSP
APVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MCE8421264.1 HK97 gp10 family phage protein, partial [Rhodovulum sulfidophilum]AB28
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRANAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPLLDRLREEMKAEIDKSVR
>MCE8421265.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB28
MAAPRAGELTRVVRFERATLVDDGLAMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>MCE8421266.1 head-tail connector protein [Rhodovulum sulfidophilum]AB28
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPAGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MCE8421267.1 hypothetical protein LZ190_21840 [Rhodovulum sulfidophilum]AB28
MRLTLTRTQKTALGLLQRGIPYEFDMSKPAERAVAEDLRKRNVATETPAEAPAPKRKGKPAPAPAPDPAP
>MCE8421268.1 hypothetical protein LZ190_21845 [Rhodovulum sulfidophilum]AB28
MIRQLADAGLTVEAMRDLLPCIISPEPTFHPCERLRARLTDELAKLDRRLADISRSQVAAYLAGLPGENPRGIGLKGSGR
DPGVAGPRLQFRPQAEVTGAMIPSRPGAAGAPPFSPSRLCRSREVRIEGFADPLHLLRNRKESLRPK
>MCE8421269.1 hypothetical protein LZ190_21850 [Rhodovulum sulfidophilum]AB28
MINISVPTTKQIAITMLIASPFLVALDHSLARKADQRVFSHSGHFSERVAEAHLNLSGPRAQACHVGYEFHVYAYQTCFV
IPADISLSKLSAPDENIRIDFIYHKPQPWVTAFRLSSEYYFSAPELGETLRTISAAEADQHAN
>MCE8421270.1 hypothetical protein LZ190_21855 [Rhodovulum sulfidophilum]AB28
MARLEAGLMGDAKFFDGTGELRITYGPGYRVYFVHQGETIIILLCGGDKGSQHRDIEKAKTMAKEL
>MCE8421271.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB28
MLISLHKQATTTPRIRAAIQAITDPAWKVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALFL
PLDDLLAVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPRPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFG
>MCE8421272.1 hypothetical protein LZ190_21870, partial [Rhodovulum sulfidophilum]AB28
IYALADFPDWAIERAAKWWKSADNPQRRKRPLEGDIAERCKAEMRAVRAARIRARSGWAGAGPAPKREPCSPEAAAEILR
QAGIGVKRMGGEPDKRGAA
>MCE8421273.1 hypothetical protein LZ190_21875 [Rhodovulum sulfidophilum]AB28
MTRADARSILAEIRRFGGREFTAGDIAHLVPDGTPPTTLTSAMTRAGIVTSRSLKDVQAYRFRPDVIAQFGRQNRT
>MCE8421274.1 hypothetical protein LZ190_21880 [Rhodovulum sulfidophilum]AB28
MGYEIGQRMPLDMDAAAFGAQISPQWYILLSSPQKEPGAQARLTQMGVAECWYPTETAYRRLARGRRKQVPYERRLAPGY
VFVRLDREPRWHLIREHCRGLLRGIVSRHGMPLPIPEAAIAQMRCVPERIARIRDREMAARIIRPGDRAEIVAGPLAGWT
VEVDWIDAGIAHFVLPLLGGQEASADIKLLGNKRNLA
>MCE8421275.1 mechanosensitive ion channel protein MscS, partial [Rhodovulum sulfidophilum]AB28
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAPGAEARALIDILRNDSAREALIAELEQAAGRGSEDRDRAAAVPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWAALGLAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRKAAGQGLLRRLVPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAALGMAVAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGVLVD
>MCE8421276.1 PQQ-dependent dehydrogenase, methanol/ethanol family, partial [Rhodovulum sulfidophilum]AB28
SVLKATDDPKQWAIQTGDYANTRYSELNQITRENVGKLQVAWTFSTGVLRGHEGSPLVVDGIMYVHTPFPNNVYALDLAN
DGKILWRYEPQQNPDVIGVMCCDTVNRGVAYADGMIFLHQADTTVVALDAKSGEVKWTVQNGDPAKGETNTATVLPVKDK
LLVGISGGEFGVRGHVTAYDMKTGKQVWRAYSTGPDAEMLVDPEKTMVLGKPVGADSSIKSWEGDQWQIGGGTTWGWYSY
DPDLNLVYYGTGNPSTWNPSQRPGDNKWSMTIMARDADTGMAKWMYQKTPHDEWDYDGVNENILVDQEIDGQMRKLLVNL
DRNGFGYTLDRETGELLVAKKYDPAD
>MCE8421277.1 hypothetical protein LZ190_21910 [Rhodovulum sulfidophilum]AB28
MLDHDQIDTFAREEILSAWADAIAAVSPHLPGGQSMPVDRIGLPRRISQRLGCTTGRVFEVVGAADA
>MCE8421278.1 hypothetical protein LZ190_21915, partial [Rhodovulum sulfidophilum]AB28
MDRIDHALGRPFDPLGETCRNRYVVNSNSETAAELFNSLHWKYQGGAGASGLVCFQVTQTGREALLEHLRANARNSQLFS
VTFDGAECSPVVAETRGKAVYAAFLNIRDGCDITFSEFCRRASVQLVGSYRSPNVTKADVIDTITAHPDWTGPEIAAHLS
CHSAYVRKVARAAGLTLPKRGARKPSAEILRERAAELMRQAEELERP
>MCE8421279.1 NAD(P)H-hydrate epimerase, partial [Rhodovulum sulfidophilum]AB28
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPERLPPDARLNHDRWAELGRIRPWDDTALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPDIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAAR
>MCE8421280.1 hypothetical protein LZ190_21925, partial [Rhodovulum sulfidophilum]AB28
MLAFEWYVLRKLRTGISEPVHENFVMEMLKITKIKARPFQFLGSVGKDWAGRICCAKLRLFAARELFLLR
>MCE8421281.1 hypothetical protein LZ190_21930, partial [Rhodovulum sulfidophilum]AB28
WHLKACRKDVVRQVAFSEIILVSTKCINPFGDCNSLIFSERLMEQIFQFVRKMAPDVSPRAL
>MCE8421282.1 hypothetical protein LZ190_21935, partial [Rhodovulum sulfidophilum]AB28
RATSVVQEAGMALPQVTPPGEGDTVKLGLSGPSIRLGKQLGAGGEGQVYELVGDGRVAKIYHADQLSANRIAKLQLMASR
EVSRRGICWPEQLVYASKGAAVGYVMQRAHGHPLQKSLFVKPLLAQRFPQWQRQNLVNVCISFLEHLQYLHALNVLVGDI
NPMNVLVDGDGTSVFIVDADSYQVEGFPCPVRTVNFSPSEPAAQEFQVHTSN
>MCE8421283.1 membrane protein insertase YidC, partial [Rhodovulum sulfidophilum]AB28
MDDQNKNLILATGLSFLVIMVWFFLFPPPEAVTEGEPTVATQQTAVAPSATPDAPTTAVPPDAELPETQRVVIDTPRLQG
SISMLGGRLDDLSLKSYHETLDPQSQIVRLLSPVGQPNAYYALYGWTPAGALGYEDVPGANTTWTQVGSGALGVD
>MCE8421284.1 EAL domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SDVVVHNIAGLSACGFGVDLDDFGTGHASITTIRRFALRRLKIDRSFVTRADSDAAQRTMLAAIISMARQLGLETLAEGV
ETPGELATLTALGCGYLQGYAIARPMPLSDATAWLENRRARTPPAARCATPGS
>MCE8421285.1 hydroxyacid dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
PYTTRFRSRALESGQLGGVAIDAYVTEPPDVSHPVFAHPNAVFTPHSGADTLEALENVGLMVIEDIRTLIAGGRPARCLN
AAELG
>MCE8421286.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA, partial [Rhodovulum sulfidophilum]AB28
MSSSPQPIVITMGDPSGVGAEVTVKALADLAPARRRAYAVIGDRETLLRARAACGLDLALHEFGDEAPEGSVAVIHEEVA
GLPGRFGVLSPACGEASFRYIDRAVTMTRGGEAACIVTAPINKEALNAAGHHYDGHTGMLAHLTGCAASWMLLASPTLNV
IHVSTHISLKEAIGRATPERVLETIRTGHRHLQRMGIAQPRIAVAGINPHCGENGLFGREDDLQVQPAVEA
>MCE8421287.1 FAD-NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB28
VLPEADFWCPIPYEPLQVMTDDAVAQCAARADPLDRVFALLQEEIAQADPAYADRIGLATLTADTFGDAYFAAREAQDPF
RWARRNLEEVEHNKAHQITVPWRYALLRMHEKVETLVPHLGDADRKRFDGGLKKVFVDNYAAVPSESIRRLLALRDAGLL
SVLALGEDYQLKREPDRTVIRAKGKTHVFPVFIDARGQKPMESRDMPFPSLRRALLGSDQDIPELDADFALVGVPDYDRH
AHLAAIPYLMHDRPFVQGITASAEIGATIARGISQAAGDRAAQGGRRSSAPVVATG
>MCE8421288.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
LNGFLIAKVGIEPFIVTLGTMGIYRSLVTWLADGGTLSLDFGLRGLYRPVYYGGILGVAWPIIVFAIVAILGEIVMRQTA
FGRHVAAIGANEQVARYSAVKVPRVRIATYALLGLLVGLATIMYVPRLGSASGSTGVLWELEAIAAVIIGGTVLKGGYGR
VWGTVVGVLILSLIDNILNLASIVSPYLNGTIQGVIVSLAVVLQREKKAADAR
>MCE8421289.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MKRREFLTTAAVAGVAAGAGAAPALAQEKAGTIGVAIPSATHGFMGGLNFHAQDTIKRLQQVYPQLDFVLATAGNAGKMV
NDIEDMVATRNIKI
>MCE8421290.1 IS5 family transposase [Rhodovulum sulfidophilum]AB28
MGPSPPAHALKRRGSLTIWFDPTMTWDAAPTGRRGRQRTYSDAAIQSCLTMKVLFGMALRQTTGFVESLLRLVGLGWSVP
DFSTLSRRQQTLAVNIAYRGSKGPLHLLIDSTGIKVEGEGEWHARKHGGPKRRVWRKIHLGVDEEILEIRAVEITGSHIG
DAPVLPDLLSQISEGQEIGSVTADGACDTRKCHDAIADRGAHAVIPPRKTAKPWKTVTAGAVARNEALRASKYLGRAIWR
RWSGYHRRSRVETKMHCVKRMGQRLMARNFDSQVAELQVRIAVLNGYTALGIPITEAAG
>MCE8421291.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB28
MHRETLKLLMAGWSHPTLPVILHRGLLPPDPDEAEAQVARHGWQALWRDGVFDYDHFHSNAFEALGVLSGRARLRLGGPE
GQPVDVTPGDLLILPPGTGHTRMEASEDFLLFGAYPAGQEEWDICRAPADPVTAERIAAVPRPATDAAGAPWEE
>MCE8421292.1 hypothetical protein LZ190_21990 [Rhodovulum sulfidophilum]AB28
MLTDARAGAFAGIGLGVGAVTTALVAPLVAHWLF
>MCE8421293.1 hypothetical protein LZ190_21995, partial [Rhodovulum sulfidophilum]AB28
VDVNSEAGRKQVQLKSLEQRAETLQTLYQTFLTRFQEIDQQKSFPISNVRILAHADVPLTPAGPSTMRVLAVMLVLGGMA
GAGIGALREWRDRFLRTGEDVQNDVGQRFLGYLPHFDAANGAPQLSRQARNAPLKLNEPVPGLPVVRKPIHALQHPRSHY
AETLRNIRFSSEVSLAGKSQIVMGITSIRPGEGKSSVALNLAAVMAASGNSVLLIDTDPRNPGLSRRLGLTRGVGLVEAA
LGRADWTKALRVIGDSGVHLLSKPYTQEALARKIREVLVSGASGPPEEDGLKNIHVLVCEDDVIIRMNL
>MCE8421294.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MTQHAPSPASPAAGPAPLLEVADLSVSIGGVPIINKVSLTLNEGEVVGLVGESGSGKSVSSLAIMRLLPKEAAIAASRLR
LLGEDLLQASERRCEQLRGSAIAMIFQEPMTALNPVLTVGEQIIETVIRHEGVGRRVARARAIDALGRVGIPAAAQRVDD
YPHQMSGGMRQRAMIAVALACQPRVLIADEPTTALD
>MCE8421295.1 mandelate racemase/muconate lactonizing enzyme family protein, partial [Rhodovulum sulfidophilum]AB28
STYVNHTFTSHLALSASLQPFAGLEADRICEYPAAPQQLALDITGDHIRPDAEGLIRAPEAPGLGLQVAASALRRYLVET
EIRIGGQLIYRTPQL
>MCE8421296.1 ABC transporter permease [Rhodovulum sulfidophilum]AB28
MNLQAVRVIFAKEMARFFRTILESLASPVISTSLYFVVFGAAIGSRIETVGGVSYGAFIVPGLIMLTVVTQSVANASFAI
HFPKFIGTMQELLAAPIGFTEIVTGFVGAAAVKSILIGLVILATAFLFVDLPIAHPVAMLALLALTSLSFSLFGFIIGIW
AKDFQQLQLIPLLVLTPLIFLGGSFYSIEMLPGPWQTVALFNPVVYLMSVFRWSFFDTADVPVVVSLVAIFAFTALCLGA
IWWIFRSGWRIRP
>MCE8421297.1 purine-nucleoside phosphorylase, partial [Rhodovulum sulfidophilum]AB28
AAGSLRTDLPPGCLMLLSDHINLSGANPLIGEPSEARFVPMTDAHDPDLRARLRAAAEAAGVPLGEGVYAWFSGPSFETP
AEIRMARVLGADAVGMSTVPEVILARFLGLKVAAISTVTNMGAGLSDEAISHEHTKAMAPLGAAKLETLLREFLRRLR
>MCE8421298.1 hypothetical protein LZ190_22035 [Rhodovulum sulfidophilum]AB28
MYPAAPLPLHEIASSSKTSGRVQDGATMSGKSPGKSSAKREAMTYRAFFAARWSRFVRENFDSPEHAAMTFGVDGSTARK
WWDGSHSPSGFVVGLAYQNFPAEAATTLQAQE
>MCE8421299.1 hypothetical protein LZ190_22040 [Rhodovulum sulfidophilum]AB28
MSLDMMGIKVPYRAMSNADLLSEIENYAAARGIAPATVTSRAVGNSRLYGRLKAGGSCTIRIADELRRFMTQSIANKQGA
A
>MCE8421300.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB28
MKRLATLAIVLAATTTGAVAQEVDEATVGKINAMLTEMQCEVDPVNIEADDGGYELDDVFCADGQYDIKLDGNLAVTEKR
KE
>MCE8421301.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MTAAAPPALEIAGLSHSFGAVRALREVSFTVPRGAFVALLGVNGAGKTTLFSLVTRLYDSTSGTIRVAGFDARRQPGEAL
ARLGVVFPSRALDGDLTLTQNLRYHAALHGIGRREAAPRIAEVLTLVSLTDKAHARVATLSGGQQRRAEIARALLHRPEL
D
>MCE8421302.1 ribonuclease HI, partial [Rhodovulum sulfidophilum]AB28
MPDLYAYTDGACSGNPGPGGWGVLMLAREGEAVVKERTLQGGEVLTTNNRMELMAAISALEALTRPTEITIVTDSAYVKN
GVTTWIHGWKRNGWKTADKKPVKNAELWERLDAAQQRHKVVWRWIKGH
>MCE8421303.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH, partial [Rhodovulum sulfidophilum]AB28
LTACKPISDDDLGRYMALCLEDPALRNRILPIGGPGPALTPRAQAEMLFRLMGRPPKIRQVPVALLDAIIAVLSLGGLLL
PSLRDKADLAMSFGRMVWPHMLVRVMLAEQLYRAATILAGSPYHRV
>MCE8421304.1 flagellar biosynthesis repressor FlbT, partial [Rhodovulum sulfidophilum]AB28
MSGLVLRLGPGERVMINGAVIENGDRRSRITVMTPNSVILRQRDAIRPEEANTPVRRICYMAQLVLSGDATFEDMKPQLL
RGK
>MCE8421305.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB28
MNASTMARTAYSAARQGSARTPRSTEYALLAKVTALLKETDRHDALAFPALAQAIEQNRKLWLRFALDVAHPDNELPRDL
RARIFYLYEIVQQHSARVLAHRADTGLLVDINRAVMRGLAGQGGGS
>MCE8421306.1 flagellin, partial [Rhodovulum sulfidophilum]AB28
LVDSLKNGIGSMVDADMEAASAKLQALQVQQQLATQSLSIANQAPQNILTLFK
>MCE8421307.1 FAD/NAD(P)-binding protein, partial [Rhodovulum sulfidophilum]AB28
LRLAIAGLGPRGLGALEALAARLPQAGSAFAIDIFEPGPWPGAGPNFAPGQSPLMLLNIPIRAVDIDPPGPAPARISSFG
TWLMSPSDDERFPARAELGAYLAARVRTLAATLPEGVALSRHETAILRLERSGTGWYLESAAGRFGPYDEVLLAPGQPRS
APDPQLARWQDHARRTGAAVLPAYPADRLLKAAGDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGRYLPSGREPARI
LPFSLDGLPPWPKPASAGIDARFAPLPAESHGFEAALERALAAAPR
>MCE8421308.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
QVMEALSATFRAPVIEAYGMTEAAHQMTSNPLPPRAQKPGSVGVAAGPQVRIADEASDRLIEGTGEVVISGPNVTAGYES
NEAANAKSFFEAEGERWFRTGDQGRFDSEGYLTITGRLKEIINRGGEKISPLEVDGVLMDHPAVLQVVTFALPHPKLGEE
VAAAVVLREGMAADEVAIRAFCADRLAEFKVPRRVVLLDEIPKGATGKLQRIGLAEKLGLVSPA
>MCE8421309.1 oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MRICIFGAGAIGGYMGAKLAAAGADVSLVARGPHLAAMQARGLTLIEEGGTRTVPVRAASDP
>MCE8421310.1 tail tape measure protein, partial [Rhodovulum sulfidophilum]AB28
DGMISEAGKAQSAAAAAAKGWYQVTVALRDYLGDLRSAASELISPAVAAAQSQERYQTMLAGAMAGDQDAAKAVSGAASA
YIEAVRGQARTAVDVARAQAQVLSDLQLLQGVTGLEGAKEDVLASLYREQVDLLTEVRDYLAGGEALKPEQITALNAQLG
SLEGAIAAAKEISYAALRERIDVTVGLMATADIPADLRRILRNATSGVEVSLDMVLRRMDLTPDLVWIAAKASSDHLARI
DFLAKTDALPDDLRALAAVRVAQSVRRLALVMDKSASDLGMA
>MCE8421311.1 FAD-binding oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
LDAFAFRRREDGGYTIAGGSEHDFFIGPDAFRHALKYRKAVKKDFLSTHYRWLPPRNYPDGWNTPRTWSKGAPTPFEAMR
VLNPAPNLATLSRAAAAFGRAFPGVGRPKIRATWAGLIDTMPDVVPVIDRAPSVPGLTIATGMSGHGFGIGPGVGRVVAD
LVAGRPVGHDLTRFRLSRFTDGSEITLGPSL
>MCE8421312.1 RecQ family ATP-dependent DNA helicase, partial [Rhodovulum sulfidophilum]AB28
DHVVILNGGWKTLSQGEDGEAPRRLFYVAMTRARRSLAVVTHGLHPFVEADSDCEMLRRVEMPRRLDLPQPDHYQVPDMG
VVDLSYAGRLPETSPTLAAIAAAQVEDPVTIERREGKWLILDRRRRVLGRMAGGWAPPEGTDLVSGKVGAIVRWRRSDNE
ERFQSYLKREEWETILPEFVFRKTAPARTV
>MCE8421313.1 hypothetical protein LZ190_22110, partial [Rhodovulum sulfidophilum]AB28
MRIILPTPVTPAALLASNIPEDDHPAWGAGQTYARGARVVAHHGVWESVADGNTGHDPAADALGSWWLRIGATNRWRAFD
ERIGGQTVGGPTITYSIRLPRTLNRLAFFNLDAASVRVTVTTPAGVTIHDRTVGLVARDPVG
>MCE8421314.1 adhesin, partial [Rhodovulum sulfidophilum]AB28
DWSAIGLDVPGFAAGGLHAGGLRLVGELGPELEATGPSRIHSAGRTADILGGAAMGASEVAGAVRDLQAELVALRAENAQ
IARELAEMKVWARKGAEASTATAKDLRRIGTVGVRIDPTEAV
>MCE8421315.1 helicase, partial [Rhodovulum sulfidophilum]AB28
VPSKEAKATRDGLRDGSIRIVVGTHALLGKGVAFADLGLLIVDEEQRFGAAHKARLRALGADLHVLTMTATPIPRTLQTA
LVGLQDLSEIATPPARRRAVRTLSAEEDAAVLRQALLRERRRGGQSFVIVPRIAEIDATEARLRDLLPEAQLRVAHGDLA
PEELDRAMVDFAAGRGDILLATSIVETGLDVPRANTMIVMQPQLFGLAQLHQLRGRVGRGARQAYCYLMHGPGDDLDEAA
LRRLGTLQAFDRLGAGAAIAAED
>MCE8421316.1 vitamin B12-dependent ribonucleotide reductase, partial [Rhodovulum sulfidophilum]AB28
VSVGLQYGVPLEEFVDAFTFTKFEPAGMVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPEGASFDDLGGGTDEGR
KSNLTEVSEAAASRSLEVLKQISSTGYLRKRLPQELTVLQGGMAVGFDTVPVVGTIGESRSVTAIASGTVTMDARTKAKM
QGYEGDPCGECGNYTLVRNGTCMKCNTCGGTSGCS
>MCE8421317.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
LSLLRGWLEGFPSQSSIQPILPQCFDEAEKVFRAEVIATGTAVRELQAALEGRQRNPMESQTVPDSVTKLLDVAWSVRFT
DTKNRFLAVITEHNSVHDQFRQRKDAAANALKAHVLFGEQESYRQLKRIAAEAEEDAQLAQSTAKDLNDKAEALRKAIRK
HGIAVNELNSLLYEYLGHNSIRLEAKEEGYQLVRVDGSIAQNLSEGEKTALTFCFFLTQFGAEGRDKKKLVVVIDDPVSS
LDSNAQTYAFGLIKKHTKRVA
>MCE8421318.1 sodium:calcium exchanger, partial [Rhodovulum sulfidophilum]AB28
GAQGGPAATGTAEILNDDGPVPVISVEGDRVVEGSYLTYTIRLSEPATDAVSVDYQFRSGTALLDEDFYSTDPSGTLTFA
PGETVQTLRIRSYNDSLDEIDESFFLELSEPQGARFGSNISTLVTTGWVIDDDGVGVNRALAVSNPVVTEAAGGQALFTL
TLSEAFTTDRSFTYTTHDGSARAGADYVARTGTVTFLAGQTEATVAVNLINDGAVEAGETFGLAVTGAHGVPAATGTAEI
LNDDGAVPVISVEGDRVVEG
>MCE8421319.1 pyocin knob domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
DLLGIAAGGEERFRVGSGRAAALVPFSVPDGTPTFPGLTFNGEVGTNTGFFLAAENELGVTCQGTERARFTPSGMQLQGL
LSGTAVTQSDLDTTPGRLLKVGDYGLGGTARPIPGNDADQIGTTGFYQVTGATLNRPAGMGVGTLQHIQHGANRAVQIAY
PQTASDTGRWCRQKDTSWGDWFLTYDQRNIVGAVSWSSGFPRGGIIEKGETAGAEYVRFADGTQLCRLVQTGVPGPTIAQ
GSLYRTEWQTVTLPVEFVK
>MCE8421320.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MIRALLLSATVLAAAPAPAQVADLVSNAVLRVCADPANSPLSNRDGSGFENRIAEHLGQVMGRPVEYTWFPMVTGFARNT
LFAGKCDVVIGYAQGDELVLNTNHYYTSTHVLVVKADGPLAGVESLSDPALQGRRIGVVAGSPPATHIARNGLMGKAKPY
DLMVDRRVEDPAGDMLR
>MCE8421321.1 c-type cytochrome, methanol metabolism-related, partial [Rhodovulum sulfidophilum]AB28
RIDYYTFLETIANGKQEVGAAKTLVMPAFGTNANVMCYVDDIWTYLRARGTGALDRGRPAKRADKSPEYAEVEKTCME
>MCE8421322.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB28
DIMNDLMSGGVHRLWKDAMMDWLAPRPGQKLLDVAGGTGDISFRFLKRAPGAEATVCDMTESMLVEGRQRADAAQMADRL
DWVVGDAMALPFASNTFDVYTISFGIRNVTRVQDALNEAYRVLKPGGRLMVLEFSQLPNPMMQWAYDRYSFNVIPVMGQI
VANDRDSYQYLVESIRKFPDQETFADMIRKAGFGLVKYRNLSLGIAALHSGWKI
>MCE8421323.1 right-handed parallel beta-helix repeat-containing protein, partial [Rhodovulum sulfidophilum]AB28
AAGDVTLRSEVEGGALIRPPAGAWNGIYVWDSYVTIDGFDIGGAPGDGIEGNDVHHITVRNNTVHGSGESGIQFNWSEFL
KIEGNTTYDNAKSGWFSGISVYENRNISGDTTTEGYRTIIRNNVSYDNVTKGGAHTDGNGIIIDDFHNGQTTGHPNYTYP
TLVENNLVYDNGGKGIAVHWSDNVTVRNNTAYHNNQDNANDGTWRGELSNQDSNNTIWVNNIAVADPSVNSNNTAIGFYG
SNKGVVWANNLTYR
>MCE8421324.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
EHHETPKAEAGEAKESALSKYCVDLNVKARKGDVDPLIGREHEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEGLARKI
VNGETPDILARATIFSLDMGALLAGTRYRGDFEERLKAVVKEMEDHPDAILFIDEIHTVIGAGATSGGAMDASNLLKPAL
QGGKLRCMGSTTYKEYRQHFEKDRALSRRFQKIDVNEPSVEDTVKILMGLKPYFEEHHDLRYTQDAIRTAVELSARYIHD
RKLPDKAIDVIDE
>MCE8421325.1 heme peroxidase, partial [Rhodovulum sulfidophilum]AB28
ILYGRTPAQTLALRATPDQGHGKGRLKSQWIGDEEFPPDLYRTGTSDIATDFADAHGTSLLDLPLGMNADPPWAAGEHSR
RRLFAVGGDRVNSTALVAMLNTLFLREHNRLAGELERRNPGWDDTRLFETARNIVIVLFIKIVIEEYINHISSACFRLRA
DPRVAWKAPWNKPNWMTVEFSLLYRWHSLVPETMLWDGTRMDTAAILLDNTKLIEAGLAKAFKWAGQTPAARLGLHNTAI
YLENQLTVESRAI
>MCE8421326.1 HlyD family efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB28
RAARADVERARMDRSTAGQLRLAEVAEQLAAAGRQLPGLEAQIRATRDVLERRTLRAPQAGLVVEVPTVTPGAVIGSGTA
VMEIVPDLDHLVIQMRVPPEAIARLDVADHSAHWQRTQAFMAIVAPMFGADAPDAQALARMAVERIAARWAEAPPDHPVI
VAGSTGSRGTTSLFMQAVARLPQGALVLPGFDFDLPAAVWEGMDDALTAEDHPQFRFHRLMGLVGAGPAEVGRWTDEIPP
SPARNRLISLSL
>MCE8421327.1 hypothetical protein LZ190_22190 [Rhodovulum sulfidophilum]AB28
MKALVVDRLDQAGMVRRRGTAAAAHEAAMARLCEQLGYMGAENLMTLAEVLIDSAADGVWPSEVLIRQFARAIEEPPAAE
RRLVSSWLASVEGPKAEAGGHLVELHRWLLKHPRPPLAMDLREIRDQAADNARRCELIRDRIDRETASREDRDWLELYLR
DRAQARALVDAARARKEGAAA
>MCE8421328.1 sulfite exporter TauE/SafE family protein, partial [Rhodovulum sulfidophilum]AB28
AKPARLLPGLVWGTATGFTSFVSHAGAPPYQVYVLPLKMPKIVFAGTSTILFAYVNAIKLIPYAALGQLSTENLRVAAWL
MVPAAVSVFFGYRLVQIVPQALFFRIVTWALLLISLRLIWQAVA
>MCE8421329.1 (3S)-malyl-CoA thioesterase, partial [Rhodovulum sulfidophilum]AB28
MAHQAHPFRSVLYIPGSKERALEKAQGLAADAIIFDLEDAVAHNEKIHARALLKATLETADYGHRFRIVRVNGMDTEWGR
ADLEAFAEAKADAILIPK
>MCE8421330.1 glycine dehydrogenase (aminomethyl-transferring), partial [Rhodovulum sulfidophilum]AB28
NGDVDLEDFRDKAAAAGDRLAACMITYPSTHGVFEETVREVCRITHEHGGQVYIDGANMNAMVGLVQPGAIGGDVSHLNL
HKTFAIPHGGGGPGMGPIGVKAHLAPYLPGHPEVTGPLTSGHDEAADEGPVSAAPYGSASILLISWAYCLMMGGEGLTQA
TRVAILNANYIAARLRGAYKVLFMGNRGRVAHECILDTRPFAEAGVTVDDIAKRLIDNGFHAPTMSWPVPGTLMVEPTES
ETKAEIDRLD
>MCE8421331.1 ParA family protein, partial [Rhodovulum sulfidophilum]AB28
DLDSQGSMTSIFGGRVADEWGTVFPLLARHYAAHLQAENRARVARGDPPVPMDETLTEAQKIRAGDLIAKTHWPNIDLIG
AQLNLYWAEFQVPVWRMQGRSWKLWDALTDVLAEDGVLDRYDVIFLDTPPALGYLTINGLAAADILLVPLGASFLEFDST
GRFFDMLHSTFRSIEEGENIAARALGREELAFEWDAVRAVLTRYDGAQQAEMAALMQAYMGRTMAPERQDFTALIGQAGE
QVNGID
>MCE8421332.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB28
MRLYASATSPFVRKVDVVLHETGLFGKVERILSGGTPVDPGNLPLALNPLGKIPVLARDDGPALYDSRVICRYLDSVANA
GLYPAAPRLWDALTLEATADGILEAAVLMVYESRIRPEEKRHEPWVEGQWSKIARALEAVEARWMSQLQGPLDIGQIAMG
CALDYLDFRHGPRDWRAARPLLAEWAGSFSQRPSMLATVPVA
>MCE8421333.1 mandelate racemase/muconate lactonizing enzyme family protein, partial [Rhodovulum sulfidophilum]AB28
CSLLMDMPERMEAVIALHRAAGFRAFKIGWGPFGRRGDAGLDRAIIDAARTAVGADAQLLVDAGASDAYWPNGLKWAMNT
AAMLADYDVGWFEEALPPDAIEDFIALRRMSPVPIAGGEVLTRRQSFAPWLVRGAFDIVQPDVTKVGGISEQRRIAWMAR
DFGIRYVGHGWNTAFGLAADLQLAAAMPDCTLVEYIGGSAYVDRLTTRPFALDTEGMLAIPDLPGL
>MCE8421334.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SWIAQSSGNASEALLSVQTVQAFTHERQSRAFFGDVTEKSFLSAKDRIGTRALMTVIVIFLVFTGIVGVLWVGARDVRAG
TMTPGEMVQFLIYAVMVAGSVGALSEIWSELQRAAGATERLNELLTADDPVQDPATPVALPRPVKGEISFEGVRFRYPAR
PEVSALDGIDLVVRPGETVALVGPSGAGKTTILQLLLRFYDPQQGAVRIDGVDLRDMTRDDFRRAIALVPQDPVIFATSA
REKD
>MCE8421335.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
NGFSFAGQGQNMGIVFVRLKPWEERLRPDQSVAAMAGRAFPTFMGMRDAMVFPIVPPPVLELGNSNGFTLFLQARQGQSH
EELLDARNMLLGLASQSPLLASVRPNGVEDASQFRLDIDWRKAGAVGVTAAQVGDFLNTAWAGSYVNDFLDQGRVKRVYV
QGEPWARTDPDDLDLWRIPNKDGEFVALSTFADQTWFYGPQQVARYNAVRSMEIQGQPVPGISSGEAMAEMERLAAQLPP
GFAL
>MCE8421336.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB28
MLAALASGESLSAVLDRLRTPPERSVAFTIAVIALGAKMAKADGQVTRDEVAAFREIFAIPPGEEANAARVFNLARQDVA
GFDSYARKIKGMFRGDDRILIDLMEGLFHISVADGSYHPDEDAFLTEVARIFGIGDRCFRALRARFVSDAPRDPYDVLGV
EHDAPISEVRSAWKQAVRDCHPDRMVARGVPEEAVRLAERRLVDINRAWEEISAKQAA
>MCE8421337.1 phosphoglycolate phosphatase, partial [Rhodovulum sulfidophilum]AB28
TGFIGNGVPVLIQRVLAARGEAPDAHRQAQLQGRFMAHYEADPATLTSVYPGAEAAIRHLRAEGWRIGLCTNKPVGASRQ
ILSLFGLLELFDAIIGGDSLPQRKPDPAPLTATAAALNEEVVLYVGDSEVDAATAEAAGLRFALFTEGYRHAPVHELPHH
GLFSHHDELPDLLRRLLA
>MCE8421338.1 monovalent cation/H+ antiporter subunit A, partial [Rhodovulum sulfidophilum]AB28
GGLVVIYARYYLSKSDPVPRFYSFLMAFTGAMMGMLLSGNILLLVVFWELTSLSSFLLIGYWKHLPAGRQGARMALTVTG
MGGLSMIAGMLILGQIAGSYDLTVILQARDAIQASEWYLPALVLILIGCFTKSAQFPFHFWLPHAMAAPTPVSAYLHSAT
MVKAGLFLMARMWPALAGTPEWFYLVATTGLVTMVVAAKIALFKDDLKALLAFSTVSHLGLITMLLGFGTKSAAIAAIFH
>MCE8421339.1 hypothetical protein LZ190_22250, partial [Rhodovulum sulfidophilum]AB28
FATSNSEEGRMQPVNILMTVDSITALSLGTLTGNLYLTDDAWCSQGKGTEALKTACQRGQTVNWRVLAVDVQSPAVIVDI
RFLDDAATLNNSVGTSSEKAIDPDTSRYIRPFWQTWSGIIPCNLQPGLYHYHLAFQIGAGPNSVLFTTSPALQLTA
>MCE8421340.1 cellulose synthase catalytic subunit (UDP-forming), partial [Rhodovulum sulfidophilum]AB28
MTVRAKARSPIRVVSVLLFLLWVALLVPFGLLAAAPVAPSAQGLIALSSVALVALLKPFADKMVPRFLLLSAASMLVMRY
WFWRLFETLPPPALDASFLFALLLFAVETFSISK
>MCE8421341.1 hypothetical protein LZ190_22260, partial [Rhodovulum sulfidophilum]AB28
FADADGALPRPFGRVSDSAFSTREDVLGTVVYAEERLGVDTVCVLAMRRMPPTARPVPARIEALDVMLRNCTRNGTEEAL
RPIGAASLGFAPPEAVAGTGAGRTLSPLAAPMP
>MCE8421342.1 4Fe-4S binding protein, partial [Rhodovulum sulfidophilum]AB28
MKTCIGCGRCYKVCGQE
>MCE8421343.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB28
MSETETLPRGGLYPASDYLDQLAAIVRAQDSYGHWDGKSDAELLADYILTPEERREMPIISDPEPETIARIEKFYDAVGL
LVEKRTGVMAGHMAKFHHEGFGRVVLIGGSLVLVSKHMRDVHRFGFASYEKLAEAGEKLADAAVRKIEAHPEAARD
>MCE8421344.1 zinc ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MRYTISVALASLLAGPALAEVPRVVTDLPPVHSLVAQVMGDLGEPDLLLGQGADPHSFQLRPSQARALANADLVVWIGPE
MTRWLERALEGRKGEELRLMQVAGTHLQDFGEGAAHDHAGHGHDHADEGHDHAGDGHEHADEGHDHAGEAHDHADEGHNH
GDEAHSPADEGHDHAD
>MCE8421345.1 chemotaxis protein CheW, partial [Rhodovulum sulfidophilum]AB28
LVTWVASADARHVVGLKTERVIEVTALDEGRMQQMSSADMLNWTDTAVMGIGKRNGAFVTLLDIDRLMDPSRLGLQADLR
QGELQ
>MCE8421346.1 chemotaxis protein CheR, partial [Rhodovulum sulfidophilum]AB28
MSQALRPAHDQRFSDLIRSRTGIQLPVHRRQMIESRLRPRIAAVGATGFEGYLEQLFDHGLLDDELPLVIDLLTTNKTDF
YRESAHFDVLVDKIVPETIRHATPHAPRLKIWSAASSEGAEAYTAAIVLAEAQD
>MCE8421347.1 amidase, partial [Rhodovulum sulfidophilum]AB28
MFRSFGAEDATGLAALVARRDTSPEELLDAALDAVAAVNPALNAVVLVQEETARRSIARGLPHGPFRGVPFLLKDLGCEA
VDFPSHNGSRLLADTRYPR
>MCE8421348.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB28
MPSPEARATGLRTWAAFTAMCLGMFMAILDVQIVATSLPEMQRALGISPDRMSWVQTAYLIAEVIAIPLTGALMRILTMR
GLFALTTSLFTLASIGCAASETFGPLVAWRVLQGFAG
>MCE8421349.1 hypothetical protein LZ190_22300, partial [Rhodovulum sulfidophilum]AB28
LIVALHAAWLAGLWLLAAGNPVDPLWLAVFLGLQVARVWVLATLGPRWTTRILLLPNEPLVARGPYRYVSHPNYLVVVGE
IAVLPLCLGMPGYALLFSLLNAAVLAIRIRVEGAALRAAPRAQS
>MCE8421350.1 3-hydroxyacyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB28
TYQALLKVVQSLGKTAASAEDFPAFIVNRILVPMINEAVYTLYEGVGSVRSIDESMKLGANHPMGPLELADFIGLDTCLA
IMNVLHDGLADTKYRPCPLLVKYVEAGWLGRKSGRGFYDYRAADGVPVPTR
>MCE8421351.1 diheme cytochrome c, partial [Rhodovulum sulfidophilum]AB28
MTLRILALALCLLPAGWTATYADDDRGEHGGRRAALVVTDPLTKTECSACHMAYPAALLPARSWTALMADLPNHFGEDAL
LDEASRGQIESYLVANAADSSGAGRALRGLVQTDTPLRISELPWFKRKHADEVSPRMLEKARSMSNCAA
>MCE8421352.1 DUF1924 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTRAGQTRTGKEIAPLAPSATPDRFTDSARVEKWLGRNCNSVIGRDCTPGEKADLLAWLAAQ
>MCE8421353.1 hypothetical protein LZ190_22335, partial [Rhodovulum sulfidophilum]AB28
MKGFGSVQASGLTTAQVAALTTAQLSQLSTAAVKGLGTAQIVALTTGQTAALGSAQLGALSTVQVAALETVDLAALTTAA
VKGLGSAQVAGLTTGQVAALTTDQLARITTAAVKGLGTAQIVALTTAQAATLGSAQLGALR
>MCE8421354.1 ROK family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
MNQSGMRAHNERLVLSLVRREGALAKSDIARMTGLSAQTVSVIMRELERDGLLRRGEPIRGRIGQPSVPMSLAPEGAYFL
GLKIGRRSAELVLIDFLGRPVASRRRLYPYPTPDAVVAFTAETLPRLMESLSPESRTRVGGLGIAMPFQLWNWVSYVGAP
QAEMDAWRTRDIQSELAALTGLPVHVRNDATAACGAELVFGSGARPKDFLYFYFAYFIGGGLVLNGHLFAGRTGN
>MCE8421355.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MLRDFFTYYRPWLGLFWLDFGCAIASGLLELAFPLAVQGFIDRLLPQGDWSLTILAAAGLLAIYLVNTGLMAIVTYWGHM
LGINIETEMRRRAFDHLQKLSFRYFDRVRTGKLVARVTRDLEEIGEVAHHGPEDLFIAIMTFIGAFLLMLAINVKLALLT
ALVVPATVALVSIYGGRMTATWRAIYARVADFNVRLEENVGGIRVVQAFANE
>MCE8421356.1 tyramine oxidase subunit B, partial [Rhodovulum sulfidophilum]AB28
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITS
>MCE8421357.1 carboxynorspermidine decarboxylase, partial [Rhodovulum sulfidophilum]AB28
MIQTPYYLIDADRLRQNMAVVDRLRQASGAKALLALKCFATWPAFEHMRDHMDGTTSSSLYELRLGREKFGKETHAYSVA
WPDHEIDEAVGYADKIIFNSVGQLARFRDRTGGIARGLRLNPGLSTSGFDLADPARPFSRLGEWSAEKIEAVLPDITGVM
IHYNCEK
>MCE8421358.1 aminopeptidase P family protein, partial [Rhodovulum sulfidophilum]AB28
SKKAPLPFPDEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSVLIGAGIDAGQPWRRC
HGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAAMVDLAPATMEQRMRKSPAELDLIRAGAA
VADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPDAEYRDTWVWFQSGPNTDGAHTPLTGRVLQRGE
>MCE8421359.1 DUF4431 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
DPMNDGSRELSGEVLKLPSPICIYPDPDPDMPQPAIVDVTEITVTRLEGAVGDQVTVTGFPYHAHTAHHMTRLLLDGEVT
ARPPAGPRQAPSITVTPVPYQLPFRDAQSARLFPQLVLSDPPVCRTTEADGTTCFAGDSENVIALRTAPGRDTIALGCRL
TLNSASLEAGIRSCANAAAAAGVAPHLVLTCAREGGLSRPAGQARIDCRWDADARTAMLDLVIGK
>MCE8421360.1 UxaA family hydrolase, partial [Rhodovulum sulfidophilum]AB28
SDAKGTLHAAPERQTFEGYLRPDGRVGTRNYIGIMASVNCSSTVCNAIADAANRTLLPRFPGIDGFAPIVHDQGCGMASA
GEGFDALVRVLKGYRDHPNFGGVLIVGLGCEVNQLTLYKRTDWTEERIGIFNIQDVGGSASAVRRALELLEPICAAANED
RRSAQPVSKLVLGMQCGGSDGFSGITANPALGVASDMLVAAGGTSILSETPEIYGAEHLLIARADAETGRK
>MCE8421361.1 Arm DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MAEINKLNARRVATIAEPGRWSDGANLYLNVTKTGAKSWIFLFRQGGRQREMGLGPAGPGGVTLAEAREAAAAARRILAQ
GLDPIAAKKASVAAQKAAAAPVMTFGAYADAFVRLHRGQWKNPKHAAQWAATLGDAYCADLRKRPVAAVTAEDVLAVVKP
LWNEKRETASRIRQRI
>MCE8421362.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MTVAAKPTMIEFRDVHKYYGDYHALRGISATIRAGEFFSLLGPSGCGKTTLLRTIAGFEEISSGVVLIDGKDTRGVPANK
RPTNMVFQSYAIFPHLTVAENVGFGLRS
>MCE8421363.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
SLTSAFQSLDRSLEEAAYDLGETAVSTFRLIILPLVMPGIISSLLISFTISLDEFIIAFFLAGTEPTLPIYIFSQFRFPQ
AVPVIMALGTVLVACSIVLLATAEYFRRRGLARSGAKDTGGFL
>MCE8421364.1 biopolymer transporter ExbB, partial [Rhodovulum sulfidophilum]AB28
HYLASLLIFLGLLGTFYGLATTVPGLVQTIRALAPQEGQSGLELFGQLMEGFEGQLGGMGTAFSSSLLGLAGSLVVGLLE
LFASHGQNRFYRQLEEWLSSFTRLTPAGAEGEGGDISLVAGVLEQMVQQMDRLQELQAQADLSRSMVDARMADLAGAVQT
LAERIEAQSDGNTQLFERVAAGQERLVTALTGAEASAFADAEARMRLRSIDVQLLRILEEIAAGRQESTSD
>MCE8421365.1 sodium:proton antiporter NhaD, partial [Rhodovulum sulfidophilum]AB28
MGTVVMALGSHSPRFVTIGCISIVVAANAGGAFTPFGDITTLMVWQKGRLDFFEFFAILIPSLVNWAVPAAILFFAVPKG
TPDAQAETIRAKPGALGVAILFAATIVTAVSFKNFLNLPPALGMMLGLGYLQLWSYVLKQKGTRWRDDDMVLDSFHQIQR
VEWDTLLFFFGIIFAVGGLGVLGYLTLASELLYTDLGPTAANIIIGALSAIVDNIPLMFAVLTMDPAMSHG
>MCE8421366.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase, partial [Rhodovulum sulfidophilum]AB28
LLDECLAANGPEPITFFEITTCAAFLAFARTPADYTLLEVGLGGRLDATNVVEDPRLTIVTPVSIDHQQYLGETLPEIAA
EKAGILKRRVPCVVGPQEATALEVIEARAARLGAPLLAHGQQWQVWEERGRTVFQDEAGLLDLPLPVLPGPHQIQNAGAA
LMALRHLGAPEAACEAALTRADWPARMQRLRQGPLAQSAPGIELWLDGGHNPAGGAAVAATLSRMAPRPT
>MCE8421367.1 heme utilization protein, partial [Rhodovulum sulfidophilum]AB28
SALLAGLSSTQIAALETADLAALSSAGLKGLGSAQAAGLTTAQVAAFTTAQVGQLSTAALKGLGTAQIVALTTGQAAALG
SAQVAGLSTAQVAALETADLAMLSTAGVKALSSTQVGALTTGQVAALTTAQASQLSTAAVKGLSSTQVAALTTGQVAALT
TAQLGALTTAGLKGLTTAQVVALTTAQAAGLGSALLAGLSSTQIAAIETADLAALSTTGLERSEERRGGK
>MCE8421368.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB28
MPELSITIGGKSFEVACQPGEEEFLHSAAAMLDAEAMPVVEQMGRMTDSRMLLMAGLMLADRMAGADEELRRLRAQLAEL
EARPAPEPERIEVPVIPAGVKEALAELAARAEAMAERVEERARA
>MCE8421369.1 hypothetical protein LZ190_22420, partial [Rhodovulum sulfidophilum]AB28
SVKIAQLEEQVEALTRQLDAQGMELQRMKKTTGQLREALRSLREATAEGVADSELVNRSMVVELEALRAARATEAAEVEE
VLSALEPLISEGRTDA
>MCE8421370.1 serine hydrolase, partial [Rhodovulum sulfidophilum]AB28
MKHLSPLSILLMVGALTPALAQDTTPSFESAAAAAFESVIKEHDIPGLVVGVTHGGRHSFYQTGLASRENQQPVTPDTLF
ELGSISKIFNVTLAALAEERGALSLDAPVADYLPSLRGSPAGELTLIDLATHHTGGLPLQVPDDVADVDRLVDWLRSWRP
PEPGARSYSNISIGLLGHITAGVMG
>MCE8421371.1 glycosyltransferase family 8 protein, partial [Rhodovulum sulfidophilum]AB28
LAAYLRFLAPEVLPEAVERVLYLDCDLIVLDDVAQLLRLDLEGRAVAAAPDLGWKDAAQAARFRTLGIPLDRPYVNSGVL
LMDLGRWRRDGLSQKLFDYVARHGSLLLRHDQDALNAVLADDIHLLDRRWNLQVLLLSPWAKRALPEDRQATVAARRDPA
ILHFSTAEKPWNFRVWTRRRELYFRFRARTPWSRAVPEGLSAAQAWEYDLARRLLRLGLDLYLLRGAA
>MCE8421372.1 translation initiation factor IF-2, partial [Rhodovulum sulfidophilum]AB28
ETEAQAREIADYREKAARDKRAAAGAATTLEQLMAKAKADADVAELPVVIKADVQGSAEAIVQALEKVGNDEVRVRVLHY
GVGAITETDITLAEASQAAVIGFNVRANASARQAANQKSVEIRYYSVIYDLVDDVKKAASGLLKAEVREHFIGYAQIKEV
FRITGVGNVAGCIVTEGVARRSAGVRLLRDNVVIHEGTLKTLKRFKDE
>MCE8421373.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB28
NREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLRS
KGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVAA
MEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFG
>MCE8421374.1 TOBE domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
RGALTVERPGQARMGAERVALLAAIGRTGSIAAAAREVGLSYKAAWDAVQAMNNLFARPVVTAAPGGRTGGGALVTPEGE
QVIAAFAAIEDGLSRVLSTLETRLALHPADILWSLMMKTSARNVYRCTVTALTQGEVSAEVQMDLGGGQILTAVITERSL
ADMGLSPGAEVFALVKSSFVILARGDELAQLSVRNRLGGTVASRTDGQVNSEIVLDLGGGKTLAATI
>MCE8421375.1 hypothetical protein LZ190_22455, partial [Rhodovulum sulfidophilum]AB28
MDWARRILYRQSLRGWMALALVLAVLPLLTSAVVGYAVYHRTIVSPFRDVLTVQHATLVSLERIHDDYWQVAEAVNGYLL
SGEAERAARYAAVAAEVEAQFERLAEAVADDPALVALIGVARAEWAPELADGQEGAAGIPPVLLSLRDGREGYDVTTPAT
VFATWNVLSQGRGAMATLGAFRAIAR
>MCE8421376.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
PQRSGGAQSSTDQLAAALRAEGHDVAVLAGLEGGGWTELRSRMQRRLLRRDYAQNRMGGYRVFRTWNPVDASEVVRRFRP
DVAVVQNDNTQRTVPLARSLEAAGVPVVFYFRNVELEDLGGNPASLKGARFVANSEFTARTYGKVFGIRSTVIPPLVEPE
LYRTETTRENVTFINPVAVKGLETALGVAELCPDIPFVFVESWPLSAERKQELEERIATLPNVTLR
>MCE8421377.1 NADH-quinone oxidoreductase subunit C/D, partial [Rhodovulum sulfidophilum]AB28
ATGCDWDLRKLRPYSGYEQFEFEVPLGQRGDIFDRTRVRADEMRESLKIIRQCLENMPEGPVKADHPLTTPPPRGAMQKD
IETLIAHFLQSSWGTVIPAGEATGQIEGHRGLTQYSVVSDGGTQSYRTRIRTPSFAHLQMIPKIVPGMTVADLVAHIASI
DFVMSDVDR
>MCE8421378.1 TrmB family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
EFGSQPHGSYTRNRPLVNIFDSLIRHEIYFCEIFAIFGDEIQERFGPALFELRQKYLPQPQVETLRDLIEATDKL
>MCE8421379.1 adenylate kinase, partial [Rhodovulum sulfidophilum]AB28
MTPAKAGLTPSASPQVVPPGAGRGARAKGLEESRGRVQLSTGDMLREAKTSGSEMGRRAAEVMDRGELVTDEIVIGLIRE
KLQSPAAGGFIFDGFPRTLKQADALGELLAQMGQGLDAVIEMQVDDAALVARITGRYSCGNCGAVYHDDTR
>MCE8421380.1 hypothetical protein LZ190_22480, partial [Rhodovulum sulfidophilum]AB28
VRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLAALPRAEGLPEPSVIVGLLNPDTEGLPVWSDLATRTRLRQDDPEGFA
RLVAAGALDPPEDALPRAIQTELARMNCYRGGIDGLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAP
RAPTTARAPTTRRQTAPERSDAPPPQIRLAPSLGVFR
>MCE8421381.1 NAD+ synthase, partial [Rhodovulum sulfidophilum]AB28
MTERFRLTLAQLNPTVGDLAGNAALARRAWDEARAAGSDMLALTEMFVTGYQTQDLVMRRAFAEEAMATIERLAADCAEG
PAIGIGGPCLEDGRLMNAYWVLDGGRVSARVFKHHLPNAEVFDEKRVFASGEVHGPCRVGPLRIGIPICEDSWHPDVCET
LAETGAEILLVPNGSPYHREKLDVRVNLMVTRVE
>MCE8421382.1 HNH endonuclease, partial [Rhodovulum sulfidophilum]AB28
MAIANKLPPADVLMSMFRYDEGTGALLWRYRPVATFRTLRDAEAWNSRFCNTPAGNFDGRYLRVRIDGRGRFLAHRIIFK
MHFGSEPELIDHIDGNTQNNRIDNLRSVGAYDNSRNSCIPKSNLTGARGVRWDKERGRWRAFITVDRKFRHIGNFDDFDA
ALSARRAAEVEYGFHTNQ
>MCE8421383.1 peptidoglycan-binding protein, partial [Rhodovulum sulfidophilum]AB28
MYGKYLVTASLAALIGLAPAEPVKADAGDAIAGALVGGIIGHAIANDQNRRRAQQQQVYRRAPAKATMSSAQREQNKEVQ
TALNYFGYPVGTVDGVLGSRSRSAVSQFQVLMGYQPTGQLTEYERTILTTAYHRGIAGGPMVQQAIATHP
>MCE8421384.1 lipoate-protein ligase B, partial [Rhodovulum sulfidophilum]AB28
MSAVEWSILPGLSPYRETLEAMENRVAAIRAGEAAEAIWLL
>MCE8421385.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
RLVAVGRLAEQKGYALLVEAIALAAPSLPDLHLTLVGDGPLRGLIEEMIAERDLARRITLTGWTDETRVRHELAAAQALI
LPSFAEGLPMVVMEAMAAGRPVIGTLVAGIPELVLPEETGHLVPAGDAQALARAIERLADTPLEVLTEMGRVARLRVLER
HDINREASRLAQLIAGVDPRQPAKV
>MCE8421386.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB28
MQMNNHIRLRKAEGKWVIRTDSAVLGETLNAIELTEGSRDPVIYFPREDVAMVMFDKSEKVTACPLKGEASYYSIVGASG
TLKDAAWSYESPKEGLEAIAGYLAFAPDCTKVGQY
>MCE8421387.1 SufE family protein, partial [Rhodovulum sulfidophilum]AB28
YSGLSVAEVGRVDAPAELARLGLDQHLSSQRSNGLRAMVERIRRVSAEVAAA
>MCE8421388.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB28
MVLHVGCGAANPAKLPGDVFPAGDWRELRLDIDPGVAPDILASITGMPMVADGSVDAVWSSHNLEHLRPHEVPLALAEFH
RVLRPGGFLLATLPDLQAVALLVAQGLLEEPAYVSALGPIAPLDILYGFRPAIAEGNDFMAHRTGFTAASLARHLGAAGF
AEITVQTDGRFALWARAVRPA
>MCE8421389.1 DUF11 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ILGSLVDCAIPALAEDASTVVDVAFETLDEGTFVLFARVPDTDALAGNNYEEVTTTVERGADISVSLTADATVPSGGTVH
YEVRVENEGPHTSEAFEVEFPVPTGVVDMTGPAGCTRSGGTFLCRVAGPLAVGDSLAFDFAGQVTAASNSTVAASVAIMG
QQPADADSTNNLATASTSVTAGSDLRIVKSRTPSGTILVGDELVFILSPSYRGDTPGG
>MCE8421390.1 hypothetical protein LZ190_22535, partial [Rhodovulum sulfidophilum]AB28
GELLTYSFAVTNTGNVTLTGVTVTDDSLAGLVLAGSPVPTLAPGATDATAYTATYALKQADIDRGFVENTALATGTYTDG
AGVETEVEDISGTEATNDTATRADLDTTPSIALVKAVDLSAISSPAAVGDVLAYSFTVTNAGNVTLTDVTVTDDSLPGLV
LTGDPIPSLAPNATDATTYTATYALKQADIDRGYVENTALVTGTHTDGAGVETEVED
>MCE8421391.1 ribulose-phosphate 3-epimerase, partial [Rhodovulum sulfidophilum]AB28
MSFDRRIKIAPSILSADFANFGAECRAIEAQGCDWVHVDVMDGHFVPNLTFGPAMCAAIRPHIKGVMDVHLMIAPVDPYI
EAFAAAGADVITAHLEAGPHIHRTLQAIRGTGRKAGLALNPGTGLDAVGHLLDLLDLVCIMTVNPGFGGQKFIASQVDKV
>MCE8421392.1 dihydroxy-acid dehydratase, partial [Rhodovulum sulfidophilum]AB28
LDTDRETGVIRSVATPFSKDGGLAVLKGNLAPDGCIVKTAGVDESILVFAGPAKVFESQDAAVYGILNGGVQAGDVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGPIGLVREGDRIEIDIPNRTITLA
VPEAELAARRAEQDAKGWKPAGPRKRKVSQALKVYAQFASSADKGAVRVLPE
>MCE8421393.1 hypothetical protein LZ190_22550, partial [Rhodovulum sulfidophilum]AB28
ISKPAPVAEVSIGSAEILDDDAGTAAGVPTINVSGSSNFEGTSTSDPNFLSWTITLDTPATETIDVGYRLLAGTGGVATS
SQNNGNSDVYGNLESFVRFAAGEQSKTVSYRIDGDDIAETDEAVVLEVLGAVNGTNAQNANNAPVLRATGWILDDDATGN
KLAMYVSRPVLVETDSGQTSASFEVSLSRPAPSDFTVTYATVDGSAVAGEDYVAK
>MCE8421394.1 hypothetical protein LZ190_22555 [Rhodovulum sulfidophilum]AB28
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSKARDGKPLLARAAFARAERLQGRAVTLGALAEQARAGGAA
>MCE8421395.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MSIMDSIVPPHDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSV
TGGRRA
>MCE8421396.1 DUF11 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SYRGPDGEPGTVEDISGTEAENDEPTLSLVPQTPGIALVKEVADESVSTRPALGDELLYRFTVTNTGNVTLTDVTLTDDL
AGAVVSGGPIAALAPGETDSTTFTARYALTAADLERGQVANTARVSGTNPGDPDTPVTDVSGTEVGNDTPTVVELDVPTD
VTATKTASPERVVIGETVSYVLAFTNDAPRSMREVVLVDRMPDGLVYTPGSATLD
>MCE8421397.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
SDCAAVALAEEPQKSKDMVLIVDVGTNAEILLGNEARVLACSSPTGPAFEGAQISSGQRAAPGAIERVEIDAVTKEPRFR
VIGCDLWSDDPGFTEAAGPITGICGSGIIEAVAEMRMAGLLDARGLIGSAEQTGSPRCEPDGRTHSYLLHDASAAGGPRI
LVTQGDIRAIQLAKSALYAGAQLLMDEIGIEKVDRVVLAGAFGAHISPKHAMVLR
>MCE8421398.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
SDETLFWTGDYDWFHLGTTDLDGLMRHFERFLSDLRPDIVNFHHVMGFGIQAIASVRRALGPVPIVMTLHEYLPICAHHG
QMIKARSHSLCLRASASDCGLCFPELGAAAMKRRELFIKSFFDRVDAFVSPSRFLLTRFEDWGLPRQKLVMIENGLEGGP
VAPPRPLAEGRPRNRFAYFGQLNPFKGIKVLVEAVTRIPDRIWGDAILYIFGGNL
>MCE8421399.1 cobalt transporter CbiM, partial [Rhodovulum sulfidophilum]AB28
IYDRGIPRVALLSAVFFAASLVSVPVGPSSVHLLLSGLMGLVLGLGIFPAVLVALALQAVLFGFGGLTTLGVNTVNIALP
GAAAGLLLGPLVRRQTSPVVAGALAGMGSALCIFASGGGVALTLWLSSSDFVPVARVLLVTCLPLALVEAAVAGMVVAFL
LRVEPRMLQPSAGGA
>MCE8421400.1 galactose mutarotase, partial [Rhodovulum sulfidophilum]AB28
GIDHNFCLASAPRDLTEVARLTGRSGVRLTLATTAPGLQVYTGREIDSGPFAGHGGRPLRAFDAIALEPQHWPDAPNRPE
FPPITLAPGETFRQETRFSFSA
>MCE8421401.1 gas vesicle protein, partial [Rhodovulum sulfidophilum]AB28
MAIEKSVASASIAEVIDRILDKGVVIDAFVRVSLVGIEL
>MCE8421402.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB28
MYPVVPTDPGVTRQVLAQDPALMLVAFRFEEGAEGKLHSHPHVQSTFVQSGRFAFVLAGETHEIGPGESLMIPSGIEHGC
RCLEAGTLIDSFAPRRDDFL
>MCE8421403.1 hypothetical protein LZ190_22600, partial [Rhodovulum sulfidophilum]AB28
LTGANGMPLIGTGDWNDGMNRVGEGGSGTSVWLGWLLIATLDRMAPLAEARDPARAARWRAHAESLRQAIEANGWDGAWY
RRGTFDDGTVLGSAASDECRIDSIAQSWAVLSGGADPDRAAQAIASLERHLIRPDPGLALLFTPPFDCTPLDPGYIKGYP
PGLRENGGQYSHAAMWAILAHAKLGDGDRAQALFALLNPINHALTPAEAGRYKD
>MCE8421404.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB28
YRAYVEPFVGMGGIFLRRRFRPRLEVMNDRNGEIINLFRILQRHYPQLLEIMRFQICSRREFDRLRLTDPATLTDLERAA
RFLYLQRLSFGGKLDGVFGVSAGHGPRFSLARLEPVLDAAHERLDGVVFESLDWADLIPRYDTAETLFYLDPPYFGGEND
YGKAPIRGRSRSRPSMASPEAPTARPGSSSCRFRSGSPGISTRASRASAATSS
>MCE8421405.1 urease subunit alpha, partial [Rhodovulum sulfidophilum]AB28
VIRDGMGQSQRTRAEGAMDTVITNALIVDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVIGPGTEIIAGEGRILTA
GGMDAHIHFICPQQIEDSLHSGITTMLGGGTGPAHGTLATTCTPGPWHIGRMLQAADAFPINLAFAGKGNASLPAGLEEQ
VRAGASCLKLHEDWGTTPAAIDCCLSVADRMDVQVMIHTDTLNESGFVENTLR
>MCE8421406.1 hypothetical protein LZ190_22615, partial [Rhodovulum sulfidophilum]AB28
MDRNIFLIGPGGIGKTSSGRNLAELLGREFIDLDEKFMSGPGHIGQYISEHGYAKYVRENSNFFIEHINQSAEPLVAALS
SGFLIAEVEIETVQKNRFAVKNGHSVLLLPHADPDECADIIVSRQVQRGLNLREEIERPKFLERLPVYRSLADQVTVIQG
TPEESAKAI
>MCE8421407.1 Hsp33 family molecular chaperone HslO, partial [Rhodovulum sulfidophilum]AB28
LDQIGEGYFAILIDQGQGMVPYQGITPIAGGSLTACAETYFAQSEQLPTRFALSFGQSTANGATHWRGGGVMLQHMPKAS
PGVAGEGGSGEGGLLQHGDLLEGDEGENWTRANLLLDTVEDLELVGPSVQPPDLLVRLFHEEAPRVFEAQTLRFGCSCSP
DRVRESLSIYAPEEIAEMTTDEGIVTADCQFCGAHYEFDPATLGTGARSADR
>MCE8421408.1 LPS assembly lipoprotein LptE, partial [Rhodovulum sulfidophilum]AB28
TLQGAIRVADPVDKNGFDLVERLEERIGRPEAPRFDLAYRISTSIDSVGITTANSITRYNLTGRIAFTVTSRATGQVVES
GTVTNFTSWSATGSTVAALVAEEDANYRLMRILADQIVTQLIATSGRWLA
>MCE8421409.1 DNA polymerase III subunit delta, partial [Rhodovulum sulfidophilum]AB28
MILRGAEAVRYLAKPDPSRAGLLIFGQDSMRVALKRQEAVLGLIGPEGSAEMRLSRLPASDLRRDPAALMDAMTAKGFFD
GPR
>MCE8421410.1 flagellar basal body P-ring protein FlgI, partial [Rhodovulum sulfidophilum]AB28
VFVTATLPPFARAGAQIDVTVSAMGDAKSLLGGTLVMTPLNGADGQIYAVAQGTIIAGGVSAEGQAARVVQGVPTAGTIP
EGARVEREVDFEFARLDRVRLALRSPDFTTAGRIEDRINRELGRGVATMLDAGTVSLDLGRLGPPARVMGRIENLEVVPE
TVARVVVDQRSGTIVMGEDVRISRVAVAQGGLTLRVEEQPMVVQPNPSSRGE
>MCE8421411.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB28
MAESRLETARMSVSRHEDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSK
RLTQIARDAQTWRQRLDTAGTRVAELEDRKAASEEELDRAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAR
EADHAAREAERRA
>MCE8421412.1 phospholipase D-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ELLAAADRGVRVRLLLDDVNVQGFDRAFLALNQHPNVEVRLFNPIRNRGHVLRRTLEMLLGLSRFNRRMHNKAWIADGRL
AIVGGRNIGDTYYDAEESGLAMSRDADVMLAGPVVAEVEGLFDSYWNLGLALPILTLWPEFKVNVRSFQRRMMRHNRAPE
AVSFLRRTMAGRDGPTLLTARLRWTDKVTLLADPPDKAMGQRSGPWMGEAIT
>MCE8421413.1 C-terminal helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
RSFADKRAVLRALIRAEGEACTNAIIFCNRKMDVDVVAKSLKQHGFNASPIHGDLEQSQRMKTLDGFRDGSLHLLVASDV
AARGLDIPAVSHVFNFDVPTHPEDYVHRIGRTGRAGRKGKAYTIAVPSDEKHVTAIESLVKQAIPRGELPEGFSLEDRPD
RPDRDSARGERSERPARGRRGRDRDRREEPRVEAVEAPAAAVPEVREVREER
>MCE8421414.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
GAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYASFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MCE8421415.1 DUF2083 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
GTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRAGGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVRPV
DIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFEGE
>MCE8421416.1 siderophore ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
AALDTLVALGITPAGTPERVLVPYLQETAKKAAPVGTLFEPDLEALSMLAPDLVIAGGRSAPQIAQLERVAPTLDMTIGP
DLLTDARARLLAYGRLFGREARAAELEAALEARLLEVRAAAEGKGTALVLLTNGPKLSAYGRGSRFGWIHEATGLPEAVE
GLAAATHGDAVSFEFIAEADPDWLLVVDRGAAIGAEGASAQAVLDNPLVD
>MCE8421417.1 carbohydrate ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
AAARISVWTVLKWAIAIAIAVITIFPIWWMINVVFSLPGEPVAINPRLWPTSLSAGLEKIEMIFTQTGYLRAYGISLAYA
LLTILGVLFIGSLAAFEFALFDFPAKGPIFGIVMLSLMVPTAVTIIPTYLLTSNLGWLNSLQGLVVPGLASAFGLFMLVQ
FMRAIPKDMIEAARLDGAGHFQIYWHVALPLCRNALVTLTILTFMQTWG
>MCE8421418.1 phosphatase PAP2 family protein, partial [Rhodovulum sulfidophilum]AB28
RNPADPSDPLGPAWFEELARDVTALGGVGILAFITLAVAVFLGLTGRWRTMWFVLIATGSGQALSFTAKRFFDRPRPDLV
PHETITYTASFPSGHAMMAAVTYLTLAALVARTQPRLWVKVYILTLAVLVTVAVGTSRVYLGVHWPTDVLAGWTAGSAWA
LGCLLVARWLRRRRMIEASPETEGAEGRPLPTVAR
>MCE8421419.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
ILSNSGVANSALKAAGLIDRPILFLNTPLGVTIALIHVFLPFVILPLLGNLQAINPEVAMAGRSLGASRMRTFFKVTLPL
SMPGIQAGAILVFVLSMSAYVTPAMLGGTRGRTMAVLVVQYLVDNFRWPAGAALAIFMAVLTVSIIVLYLRLTARAMRRL
P
>MCE8421420.1 RluA family pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB28
ILVNALLHHCGESLSGIGGEKRPGIVHRIDKDTSGLLVVAKTDRAHQGLAAQFEAHTVERRYLALVHGVPEVSDPRLRSV
RGTSFEPGGVLRIATGLARHRTDRQRQAVTFEGGRHAVTRARLLERFGTPPVLALVECRLETGRTHQIRVHMAHAGHGLI
GDQTYGGRRKLSPKALGAEAAAAAEAFPRQALHAASLGFRHPVRGEELS
>MCE8421421.1 hypothetical protein LZ190_22690, partial [Rhodovulum sulfidophilum]AB28
IYNLDVVKTADWIIDIGPEGGDGGGKIVAEGTPEEVAKVEASHTGRYLRDMLKPRRLATE
>MCE8421422.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB28
MFKTNVGGIDRILRIVVGLALLAAFFLMPDASYRAVLLIGIVPLLTGLFSTCPLYSLVGINTCPMKG
>MCE8421423.1 DUF1523 family protein, partial [Rhodovulum sulfidophilum]AB28
MRYLKWTVPAVAALLVISFLHYTLPRHDVVRIVGTNTQRMDLGENAFFFASPDAGTNTATAGNRDIKFINAVRPNGKTIV
YRNEDTGWGWPPYFKVNSFDIQAKATDLTSTEAEPKWVVVTRYGWRNQLFTTFPNAVKLREVASPEVTVIPWFNIFFFVA
LGGLAILVRGMWMQFRERTIDPALEDMGDAWDRESGLARKRTRTNVGR
>MCE8421424.1 magnesium protoporphyrin IX methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MNDYSTTRDRVEHYFDRTATHTWERLTSSAPVSRIRQTVREGRDTMRAKMLWRLPKDLTGLRVLDAGCGAGQMTAED
>MCE8421425.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
LSIYAMNRIIAAVQAKSKNYKVRLAGCVANRSRATDEVDRFCKETNFRRLAHMPDLDAIRRSRLKKKTLFEMDEDQDVLA
ARAEYIRLAESLWRGLDPIDPHSLPDRDIFELLGFD
>MCE8421426.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
LDSVTFRVIPEPGAAVAALEAGEVQLLEQIPVPTARRLAGNSEMKVYENSPWAFLVFIFNLNEAPADNPKFREAVQIALN
SEEIMAIATEGLFNLYHGWMYEGTTYDAGEIGKDRYNVADLDRARALLAEAGYSGQPFTILTDTQGPERNKAAVVIAEQL
RAIGVNVVINQVDWPTALQIRLQDTGWSAWTLTMGIEPYLGPEALIST
>MCE8421427.1 tail tape measure protein, partial [Rhodovulum sulfidophilum]AB28
EALRRAHLALGDVSTALQGARDRMAAELAPAVEAMAVAFTNSMREGGALRTVLDGLGGVAASAVQGIASLSDHADILASA
LVGIAATAIPGMMTAVAGMTTGLGLATIAANTLTGALGYLRAAIAVAGGPWGILAGAVASAAAYFLVFRDNAGHAEDAAY
DMAEAEAALRGEMEAFATSSSPAA
>MCE8421428.1 rod shape-determining protein MreC, partial [Rhodovulum sulfidophilum]AB28
MTPMTKVAGMVENFQSYTRIYEQNQELRRELQQMKAWKEAALQLEQKNARLLDLNQVRLDPKLTHVTGVVLADSGSPFRQ
SVLLNVGARDGIRDGWATMDGIGLVGRISGVGRTTSRVILLTDTSSRIPVTVQPSGQRALLTGDNSPSPPLEFLDKPDLV
RPGDRVVTSGDGGVFPADLLVGQVAQGPDRR
>MCE8421429.1 HD domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
RIVAMMQFNVYHHYTVDEHTIQCISTLAQIERHELDEELPIANRILTDGISRRVIYVALLLHDIGKGRPEDHSILGAQIA
RRVAPRFGLTAEECETVEWLVRYHLLMSDMAQKRDIGDPRTVRDFAKAVRSKKRLDLLTVLTVCDIRGVGPGTWNNWKAQ
LLRKLYRDTVTALDAGLESLNRENRADEAKRALRELLEQWDPKDLRA
>MCE8421430.1 polysaccharide biosynthesis protein, partial [Rhodovulum sulfidophilum]AB28
ILKTGAFAAVLTLVLSMLASVVGTAVPAAAAILFGLLFFILSVGARMVMLHALLWVLQIGQKGCRVLIYGAGNTGTQLAA
ALRSRGTIRPIAFVDDNPALQAMVIAGLRVYPSDRIERLVRERDVSRVLLAMPSESPAKLARIAHRLQLAGVDVHTVPSF
AQLVGEEQLVDNLSPFTFGRFLGRQQIEDALPQGADAYVGRTVLVSE
>MCE8421431.1 serine acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
AADPRPEAVSPAREILLERMLEAPFDGDEAAMIRAVGFRFLIGEDFRTHERDSFAPGLHTLWIHRIGVHAYNLRPPLRQI
ARAVHRLGQLFCRNFYGIEIERSVRVGRRLEIGHQSGIVIHRHATIGHNCVIRQGVTFGVGTDWIEGKGPVIGNGVRFGV
GSVVMGNVTIGDRVTVGPNCVISSDVAPDCTLFLPPPRVLPKARPAT
>MCE8421432.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
ISTSDGPALGGISDGGKPVEGAAWLSASGAASIPCARVVDMLLNPGGEFQFNGATATYPDVKLAYWVGGNPFAHHQDRNR
MLKAWEKLETFIVQDFQWTAAARHADIVLPATTSYERNDIESVGDYSNRAILAMKKVVDPLYEARSDYDIFAALTERLGK
GKEFTEGRDEMGWLRHLYGQMRGRWAEKGVAIPEFETFWEQGLVDLS
>MCE8421433.1 hypothetical protein LZ190_22755, partial [Rhodovulum sulfidophilum]AB28
LDLLDADAEIGLDLIRTLVDAAVEHHADGVKAGTDGFTIVFDGKLRFFPWVQTYYWSRSSQAQEYAASSGLMALEAWSHE
RLDRGEDVDTVLKDILGPEGSCAAFLLIALDVLLSHWPATRDALVPFVANPDLLAKDRTRWTLERLRGALMLQREPKGRV
MLDDLAKRQSRSILLERLIPYYIKEDDPGKKVRSLLAEAVNSLGAY
>MCE8421434.1 cobaltochelatase subunit CobT, partial [Rhodovulum sulfidophilum]AB28
VEKDTEFRDTCVTLLLDNSGSMRGRPISIAAICADVLARTLERCQVKVEILGFTTRAWKGGQSREKWLAAGRPQQPGRLN
DLRHIVYKGADAPWRRARENLGLMMKEGLLKENIDGEALEWAHRRLSSRAETRKILMVISDGAPVDDSTLSVNPASYLEK
HLRDVIAMVERKRQVELIAIGIGHDVTRYYARAVTITDVEQLAGAMT
>MCE8421435.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB28
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVPDFEPTGVPIENPF
>MCE8421436.1 phosphoribosylamine--glycine ligase, partial [Rhodovulum sulfidophilum]AB28
SLVEYNVRFGDPECQVLMLRLGAQALDLLLACAEGRLDQVQVNWAEDHALTVVMAAKGYPGSYRKGTEIRGLEALPETSR
QVVFHAGTAAEEGRILATGGRVLAATARGATLAEAQAAAYAMVDAIDWPEGFCRRDIGWRAL
>MCE8421437.1 glutamine synthetase, partial [Rhodovulum sulfidophilum]AB28
MTDQPSPSGSTLSEAETFLAAHPEIEAFDIVLHDANGIGRGKIIRRHELLSFYKGGRHLPISILGLDICGEDVHETGLIW
DQGDGDLWAWPIPGTLVPLHGTTPPRGEVLMCMYDLDGRPMSSDPRHALARQVEALAELGLHPSAAFELEFFLLANERGP
DGRVQPAADVLDGRRSAKTEVYSVDHLHGMMPLFSDIYAGR
>MCE8421438.1 multidrug ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
IWYVGRLVDLLAEGAPQEVWASHGSEILAVALAILLIRPLVAGVDVALLHNTILPNFGTLIRWRAHNHVLRQPVGWFESD
FAGRIANRIMQTPPAAGDAVFQTFDAGAFAITTVIGAVAVLADADPRLTLPLILWFALYALLVRWTIRHAGPAAKASSDA
RSAVTGRVVDAYTNIHSVKLFAHHDRELSYAREAIETARTTFQR
>MCE8421439.1 arginase family protein, partial [Rhodovulum sulfidophilum]AB28
WTAALKTAVEEALGDGFPIVMGGDHSLALGTVAGAAAHAAAVGRPLFLLWLDAHSDFHTLQTTTSGNLHGVPVAYAAGRD
GFDGFPPFPAPLPPERICLFGIRSVDPEEHAALLLHDVSIIDMRVIDEFGICAPMREFLEKVRAANGMLHVSLDVDFVDP
AHAPAVGTTVPGGATVREAHLVMELLHESGLVTSLDLVELNPFLD
>MCE8421440.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB28
MNRSLMLPTAIASLIGLAGVLLLLFAWHLPPFAPAMPTTENAYLRGNVTIVAPQLSGYLSAVEVTDFQTVEAGDVIARID
DRIYRQKLAQAEATLASARAAREVATQGVHSAEANVTSGEAALEAARSALATAMADSTRTEELRARGV
>MCE8421441.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB28
STQACVMAYNDAYFLICLVAPAAMSLLLLHLLRDRLALWLARPAPSEAETPVQEAAT
>MCE8421442.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase, partial [Rhodovulum sulfidophilum]AB28
ERIDRGAFVRGIFADRAYEDTPLPIACGQTISQPSVVGLMSQALAVNPRDKVLEVGTGSGYQAAVLSQLARRVYTVDRHR
RLVREATEVFHRLSLTNITALIADGSFGLPEQAPFDRILVTAAAEDPPGPLLAQLKIGGIMVVPVGQTDAVQNLIKVTRL
EQGYDYEELRPVRFVPLVEGIGSD
>MCE8421443.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
LKELSRQPIYFSTDFAIGLKFGSSWFDADAVRRDTIRIRIEAKTVTDDLIQEDAVCPVRRLDRAKTTGHRLDTETLLELY
PGVANNPVVDKSFVGRIDELERLHQVLVASKNPSPVLLTGMRRVGKTSLLYAFHKRCSLARNNGAVSIYQSLAERKVELA
SPDRTVASVFFRAIAHGLVRPYLPADDRNHALCALIRQRFSNDW
>MCE8421444.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB28
MDDSIKRWTATRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRVMEDSLRANPLDIREQYEKQLRNLQEAYGE
AMLELRARKKLQALLDAQDGT
>MCE8421445.1 calcium-binding protein, partial [Rhodovulum sulfidophilum]AB28
YTDGEGNLEVINVDGPAMVGLNLEGTDGADLLIGSRGADVISGRMFNDTLMGGAGNDSLYGNGDDDRLYGNEGNDSLYGE
EGNDWLHGGQGDDLVVGGDGNDTLAGGLGNDTLQGGAGNDTASYETATEGVTVSLALQGEGQFVNAQEGNDLLTSIENLT
GSNHDDTLIGDEGDNVLSGLAGNDVLVGGAGNDTLLGGAGNDIA
>MCE8421446.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
YKVMVDLHLIDTYAGLILPLVASATGTLLFRQFFMTIPNELMEAARVDGAGPWRFFKDILLPLSATNIAALFVILFIYGW
TQYLWPLLVTNSNSMNTIVIALRKMISFADADTPWDLVMVTCVLAILPPILVVVLMQRWFVKGLVETEK
>MCE8421447.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MAEISLRDVRKSYAGIEVIHGVDFEIADGEFVVIVGPSGCGKSTLLRMVAGLED
>MCE8421448.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
ARLVRVSMLEVLSENHVRTYRAFGVSDLRIAMRFALPIAVAPVLSVIGVGMGNLLSGAVLVEVVFARPGLGALAYDAVIS
RNFPVLFGSVVVTTALYVTANFLADAAIAALDPRVAKES
>MCE8421449.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MSDLPLVRLPAASPGIATALGHLQTIRRNPVGALSLAFILALIAVALFAPWIAPHDPTAIAPRLRMQPPGPGHWLGTDQL
GR
>MCE8421450.1 hypothetical protein LZ190_22840 [Rhodovulum sulfidophilum]AB28
MENASENKMVKRLNTTLPDPLAHYVGEITGKGALYETPSEFIRDLIRRHMEKAQDVERGQINAMLAQSLSENDYSDWTNS
DLADARKAARE
>MCE8421451.1 phage terminase family protein, partial [Rhodovulum sulfidophilum]AB28
LEDQVIERLETIRARFDLRELAYDRWGMKYMAKELLKRRFPLVEHGQGYGSMSSPMKRFEEAVAKGRIRHAGNPVLAWAV
GNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAAEGRRRAREVETA
>MCE8421452.1 hypothetical protein LZ190_22850, partial [Rhodovulum sulfidophilum]AB28
MIDFENASAEDREAAILRALAEQQAVRTLLSPAESLNAMTVGAWHEDGAPPVNGGAVFSPFAVEPGPNISSALGLGHRKV
VKPDIFMPGGRELIRVAANGTGGVSLRLVPPGRLYGLRCAMPDAGGDLTREGFSSGTSAATALATRAAHRIFDALSDPDN
GNLLEGVDPAFYGVIVKAMLVHRAQWGK
>MCE8421453.1 transcription termination/antitermination protein NusA, partial [Rhodovulum sulfidophilum]AB28
MAITSANQLELLQTAEAVAREKMIDPDLVIQAMEESLARAAKSRYGSDLDIRVKIDRKTGRATFARIRTVVEDDLIENHH
AQVTVKQARSYLADPKIGDEIIDEVPPVDLGRIAAQSAKQVILQKVREAERDRQYDEFKDRKGTIINGVVKREEYGNIIV
DIGRGEGILRRNEKIGD
>MCE8421454.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB28
GRIVGPKVAARFGRPILELGGNNAMIVAPSADLDMAVRAIVFSAVGTAGQRCTSLRRLIVHHSVREDLVGRLVKAYASLK
IGDPRADGTLVGPLIDAASRDRMVAALDRARAEGGAVHGGKPVEGVPGGAYIQPALVEMPAQTDVVCEETFAPILYVMGY
ETLNEAIALQNAVPQGLSSCIFTLNLREAEAFVSAAGSDCGI
>MCE8421455.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
PFEKVFRSVSYARGLYGKPPDPAHVERVLRQLSLWDKKDSAIQPLSGGMKRRVLIAKALAHEPRVLFLDEPTAGVDVELR
KDMWAVVEDLRAEGVTIILTTHYIEEAEAIADRVGIITGGEILLVEDKASLMARMGRKELKVDLAQPIAAVPEALAGRGL
TLGPGGLSLVYSYDATQERTGIVTLLD
>MCE8421456.1 hypothetical protein LZ190_22870, partial [Rhodovulum sulfidophilum]AB28
IFTLTLQVRPEIPLPYAASPRYRNQARLDAVGQLSGKPVTDLSDNGSNPDPNGNGYANDPGEDDPTPVNVTYAPAIAVVK
TADTSGFSDPIAPGDPILFSFAVTNTGNVPLADVTLADPMLPAAFDGLTVPVLLPGETDTSTFAATYLLTAADIDAGRVE
NQATATGTWTQGSGGAPVTVSDLSGTTTANNTPTTVQIGAIS
>MCE8421457.1 peptide ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
DAVFAAPRHPYTRALLACDPAGIAEPSRNLPTIPGTVPAPSDLPPGCIFAPRCDRALAICHRTRPQRTEVGPGRAAACHL
TGAAA
>MCE8421458.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MSSEATLPQPVLLEINDLQVRYPVGSLLSRLAGGPREVSVLPGTSLRIGPGETLGLIGESGSGKTTLGRAAIGLTPISAG
NIRIGQDVTSMSGARIWDRMRRGVGLMFQDPVAALR
>MCE8421459.1 K+/H+ antiporter subunit F [Rhodovulum sulfidophilum]AB28
MSATILSAALTYAQFLLALASCLACWRLLRGPRAQDRVLALDTLYVTAMLFFVVAGMRLGTTFFFEVSLVIGVLGFVATV
SLAKFLIRGEIIE
>MCE8421460.1 monovalent cation/H(+) antiporter subunit G, partial [Rhodovulum sulfidophilum]AB28
MTHLETVPLWLALPIALFLVLGSTLTLLGTVGLVQLRSFYDRLHAPTLGTSWGAAGIILAAILLFSWMQGRPVLHELVIG
AFVMITTP
>MCE8421461.1 sugar transporter, partial [Rhodovulum sulfidophilum]AB28
QAQMGLLNTLQQQLASASIDLNLLRQTTQPSDPRIAQNERRIGVIEELIQREREKFGLGGGTGTGASTYSTMIAEFERLT
VDLDFAEKAYIAALTNHDAAIAEAQRMSRYLATYVRPTLAQQSLYPQRGLLTLMIGGFALMLWAIGMLIYYSVRDRR
>MCE8421462.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB28
ALSLRFLCSGLIALALGAALGQSARLSPAQWRGVVIFGICQNALYLGLNFVAMRWVSASFAAIVASTMPLLVALAGWIFL
HERLRPVTALGLLAGMAGVALIMGTRLSGGEDALGFLLCVAGVIALTAATLTVRVASSGGNLLMIVGLQMLVGSAALAPA
ALLTETPLEVQWSGSLVAAFAYTTLVPGLLATWVWFLLVG
>MCE8421463.1 DoxX family protein, partial [Rhodovulum sulfidophilum]AB28
MSTTSNERPALLLPALAPVYAAAAPLTDAWLRVVCGAALMIHGWPKIQNPTGAADMVSGLGFAPGWFWSILLSVTEFTGG
LLLVLGLLTRLAATGTTIILLVATYFHWVVLGQGYSGAELAWLWAA
>MCE8421464.1 DUF4112 domain-containing protein [Rhodovulum sulfidophilum]AB28
MTPAERQRELQRLDDLARLLDARFRLFGIRFGWDGIASIVPGLGDAATALPGAWLIWRASRLGVPRSVILRMAANCGIDL
VGGSVPLLGTLFDVAFKSNLRNMALLRRHLEETR
>MCE8421465.1 phospholipase, partial [Rhodovulum sulfidophilum]AB28
RAKSSLIAAIESLRGPGRSLRPLEPPELGPIGENVIADNDLLDPERVSRFWRRRSGWAGLGRAS
>MCE8421466.1 cytochrome c oxidase assembly protein, partial [Rhodovulum sulfidophilum]AB28
REMELKIGETGLAFYEAYNPTNRTVAGTASYNVTPDAAGGYFAKIACFCFTEQVLAPGERVEMPVTFYVDPAIIDDPDGR
YVRQITLSYTFHETALTEEQAALAAESATDVN
>MCE8421467.1 cytochrome c oxidase subunit 3, partial [Rhodovulum sulfidophilum]AB28
MAHAKNHDYHILPPSIWPFMASVGAFVMLFGAVLWMHGSGPWMGLIGLVVVLYTMFGWWSDVVTESLEGDHTPVVRL
>MCE8421468.1 alpha-2-macroglobulin family protein, partial [Rhodovulum sulfidophilum]AB28
LATNALIDRPDLEGIAIDGTPATGPLVRLLRDGDPAVAVTNSGGPQVLTVTTTGVPSEPEPAGGNGYAIARSYYTMEGEA
ADPASVAAGTPLGAVLEVTPFGNGEGRLMVNDPLPAGFEIDNPNLMRGGQVDALDWLSPVENVAHAEFRQDRFLAALDRY
DGEAFRLAYIVRAVSPGTFHHPAASVEDMYRPEFRAWT
>MCE8421469.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
SGVGASTFACNLAWELATVTRTEGPRVCLIDLDLQFGAVSTYLDLPRRESVFDILSDTEAADSDGFLQAMLTFNDRLHVF
TAPPDMLPLDIMTAEDIGRLLDMAQANFDFVVLDMPTTVVSWTEAVLTRSHAYFAMMERDLRSAQNVLRLVRALKAESLP
HDKLRFVLNRAPRFTDLSAKGRVKRMAESLDIEFELD
>MCE8421470.1 gas vesicle protein [Rhodovulum sulfidophilum]AB28
MMDQPKTLAFSAEPGQAALTMLEVIAVARRAFTTMNGGRIDAVANCAQTEGGDWRVVIDVIESAAKIGRNDLLCAYEIRV
TPQGRVGGFQRLGRYHREEGAPS
>MCE8421471.1 Rrf2 family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
NLPFTECFSKKENKCPLTPSCRLKCALNDALAAFYGTLDKLSLRDMVQENTELEDLLKVA
>MCE8421472.1 Cu(I)-responsive transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
PAKTIRYYEEIGLVRPMRDANGYRRFREDDLHKLAFLGRARSLGFSIEECRTLLALWEDRSRASADVKRLAERHLDQIEG
KIAELQAMQTTLSHLVSACSGDDRPDCPILEGLSAGPVCCAADQG
>MCE8421473.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LRAARGNPAPAAALEAIRVGVVEGFAAGLRAERETFLRLRASDEAAALRHLFFAERAALRPAALRGIEPVPLTRAGVIGG
GTMGSGIAAALAAAGLEVRLAETGPEALAAGLERVEAIFEAQVKRGLTDRAGATERMARVTGTVGLGALADCDLVIEAVF
EDLAVKRRVFEELVRLCGPEAILATNTSYLDPERIV
>MCE8421474.1 hypothetical protein LZ190_22970 [Rhodovulum sulfidophilum]AB28
MTSFPISAATGSPSPLKAACTAGAGPTAADSDLFALPGAGIGLVWMLNTAGVRSLRDLADADGPQLTRDLGLIGQIMDVG
DWIVFARKACERPDVAP
>MCE8421475.1 phage terminase large subunit family protein, partial [Rhodovulum sulfidophilum]AB28
MVAAGQWTAHNPAGDHPGFHLWRAYVPQRDWASIAVEYAQVMGWTSASLSQEGETKLAEQVDAQTEQTFWNDVLGLPYEQ
ASKGPDWEKLRDRAEKPDEEAGRPLPRGIVPAQGVILAAGVDNQGDRIEVQIVAFGRNYRRWVIDYVVIPHHISTDEARA
ALDQLLKSTWRTETGKRLALDVLAIDGGAYTE
>MCE8421476.1 tryptophan-rich sensory protein TspO [Rhodovulum sulfidophilum]AB28
MNMDWALFLTFLAACGAPATTGALLKPDEWYDNLNKPWWNPPRWVFPLAWTSLYFLMSLAAMRVAQLEGSGQALAFYAAQ
LAFNTLWTPVFFGMKRMATALAVVMVMWLFVAATMWAFFQLDTWAGVLFVPYLIWATAATGLNFEAMRLNWNRPEARA
>MCE8421477.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB28
EDGVQPDPTLLPPAEGRAAAEAANRRWNGPEPAMARELRVETPDGRRAHVFLPAGDLGSEAILFIHGGGWAFCSAATHEG
AARQLAVETGAAVVTFDYRLAPEHPYPAGLEDCLAVWAGREAILAGRRWSVAGDSAGAHLAVALMFRLKGRDLPATALLF
YGVFDADFESPSYVEVAEGPGLTRAKMQRYWDFYT
>MCE8421478.1 hypothetical protein LZ190_22990 [Rhodovulum sulfidophilum]AB28
MNGRIQMRQIARTALAADPRMGQLTHIGAWEARPDASQLPLLMVVTPLERATQATLAAFERSTVLQVGVKRLGSGDLEDL
LDEDADAIERAVFLAFQRANINCLPEEVTVTINTEGENAIGTLISSFRVTWQRKLPQS
>MCE8421479.1 trehalose-6-phosphate synthase, partial [Rhodovulum sulfidophilum]AB28
IFHAALRKNGGIWMGWSGRSTGEEEPQGLTTLEQDKISYVLTDLSQADLDEYYNGFANRVLWPIFHCRLDLAEYARQEMA
GYFRVNRLFADRLVPMLEPDDVIWVHDYHLIPLAQELRKRGVRNRIGFFLHIPWPPADILTALPDRLHARTPFVFGCASK
VARVAAYHDLACEETSALFGSRGLFRS
>MCE8421480.1 hypothetical protein LZ190_23000, partial [Rhodovulum sulfidophilum]AB28
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDQGFE
>MCE8421481.1 gamma-glutamyl-phosphate reductase, partial [Rhodovulum sulfidophilum]AB28
MDGTDVTMLMREIGVRARAAAAELAFAEPSRKEEALNAAAEAMLARADEILEANGRDLAFGAEKGLTPAMMDRLKLDAAR
IDGIVEGLRAVAGQPDPVGQVIAEWDRPSGLHIRRV
>MCE8421482.1 glutamate 5-kinase, partial [Rhodovulum sulfidophilum]AB28
FGRGDPVEIAGPMGEVLGRGLTRYTAVEAVQIAGHRSAEIEGILGYSGRAALIHRDDMVI
>MCE8421483.1 glucose-6-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
QYIDHVQITVAETVGVGGRGAYYDTSGAMRDMVQNHLMQLLCLIAMEPPYHFDPNAVRDEKLKVIRALDPVPPEDIVRGQ
YLAGGGQESYVDHAGNPRSRTESYIALKVHIANWRWKGTPFYLRTGKRLRARASEIAITFREPPHSIFDDAEDWRENVLV
IRLQPDEGINLKVMIKEPGPGGMRLTQVPLDMS
>MCE8421484.1 type 1 glutamine amidotransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAETEATRRFKADDAAQKHLASSEVLSSVSAEGFDAI
FFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFTNSEEDGVGLTDVVPFLV
EDMLKSNGGQYRKGEDWASFVVIDGKLVTDQNP
>MCE8421485.1 tRNA (guanine(46)-N(7))-methyltransferase TrmB, partial [Rhodovulum sulfidophilum]AB28
MSDDDAPESLRGAADGPAWRNFYGRRSGKTLRPSQKVYLSEDLGRLRPEGITREENPERHPLDLGALFGGRPVWLEIGFG
GGEHMVHMAARNPGIGLIGCEPFVNGVAMLLGKIRAAGVENLLVHPGDVRDLFDVLPEASVSKAFLNYPDPWPKKRHHRR
RFVTQGYLGPLARVLAPGATFRVATDIPD
>MCE8421486.1 peptidylprolyl isomerase, partial [Rhodovulum sulfidophilum]AB28
MARFWRGASVAAVCALALAAPVRADEPTADTVVATVNGQDITLGHMIALRAGLPDQYQSLPDDALFKGILEQLIQQAALA
QSIEGSVTKRDQLSLQNEERGFLSAVAMRRVVEGAVTDEALQAAYDARFADAAPQTEYNASHILVSSEDEAKKLKEEIDG
GADFATLAKEHSSDGAAANGGSLGWFGLGMMV
>MCE8421487.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGKCPIVDTWWQTETGGHLLTPLPGATATKPGSATRPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVT
>MCE8421488.1 fasciclin domain-containing protein [Rhodovulum sulfidophilum]AB28
MRKTLLALSLGLLAAPAFAETGDIVETATGAGSFTTLLTAAEAAGLVDTLKGDGPFTVFAPTDAAFAALPEGTVEDLLKP
ENKEKLTEILTYHVVPGEVMSSDLTEGMTAETVEGGALTVTLEGGPKVNGVAISQPDVDASNGVIHVIDGVLMPGA
>MCE8421489.1 DUF4405 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MSSYLGRYATPFITGLFIVSLVSGLALFLHVGPSGFHAMHEWLSLLLIVPFVLHLWKNW
>MCE8421490.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB28
MIAGAGSGKTSTLAHRVAHLLVNEDDPLHLRRR
>MCE8421491.1 hypothetical protein LZ190_23060, partial [Rhodovulum sulfidophilum]AB28
GCRIDGGGHSLPADDAEMIASAVAALPPEHGGRGMAVKIAALARAGMRPDWMPGGRPRCVPRDWRRSKHGMFARIEVVDE
IVTVHRGRRVVRPVEACPVTYAPSHAQIAAARREWLTWWGALLHVGHELRTLDILSTVHLTADMPPMSPWLEEGR
>MCE8421492.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase, partial [Rhodovulum sulfidophilum]AB28
FALTLFILAAVTDFFDGYLARLWKQESKFGAMLDPIADKAMVVIALVIITGYSGMNPWLILPVTLILFREVFVSGLREFL
GAKASLLKVTKLAKWKTTAQMVAIAILFLGTGLEHLEGIARQGMTWEQYARAVSAGEADPIRSCGMHGCSSYATWLGLAL
IWIAAALTFITGWDYFRKALPYLKDEK
>MCE8421493.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB28
SQEISRLTVLGAFLANILLVAAAGSWIVVTLSTGLKRALRLSERVAAGDLSQTEPQSQRDEIGDLIASLNGMVTKLRTVV
NDVARSTRTVAVGADEMSSTAVKLSQGAAEQASATLQASSSMEEMTANIKQSAQNAADTESRARQSALAAHESGTTMVEA
VEAVRTISQKIGIVQEIARQTDLLALNAAVEA
>MCE8421494.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LSVAPGEVLVLDAPSGSGKSTVLGLVAGAVAPQARPVRHRVAGHDLAVASRPPGPAAVGFVLQTHALVPYLTMGDNIGLP
SRIARLRVAPDWAREVVVSLGLVDLMDRFPAQLSVGQRQRAAVARAMLARPRLLLLDEPVSALDPANVRAVEELILRLAG
EAGSAVLLAGHQIAGSAFAACRRVRNRVEVR
>MCE8421495.1 YjbH domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
IGLQDFVGTGIQSAEYVAATKHLTPRLKVTAGVGWGRLGSYGSFGGVGTRPEFVPQESEGGEVNADQWFRGDMAGFAGIE
WQPTDRLTLKAEYSSDDYEEEAEDRQIFDRKSPFNFGAEYEVSRGVQLGAYYMYGSEIGLGLHFVLNPRDRATTGLVDRA
PTPIRPRPARAADPEAWSSEWVTQADAPAL
>MCE8421496.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MHAAAERRESERLTTEAAAALQEDRLLLESILRTSTSAILAFDADARIVFANDEAAALLGTDANRLPGCTLEGVGCRLLS
REGEPLPPEALPVARAIAEGQTLRDLHHVLMAADGRQRILSINAAPVAAGASTAVRVVATIDDVTGQVSADSALRTALAE
AHQLAFFDPLTGLYNRRGIVEVL
>MCE8421497.1 glucose-1-phosphate thymidylyltransferase, partial [Rhodovulum sulfidophilum]AB28
IWIREIAIITTPQDQEQFRRALGTGAQWGISLTYLVQPRPEGLAQAYTIAEEFLAGSPSCMVLGDNIFFGHGLPDLLALA
DAKTEGGTVFGYHVADPERYGVVAMDERGRVTQIVEKPKVAPSNYAVTGIYFLDARAPDLVHGIRPSERGELEIVSLLEI
YLEEGLLDVQRMGRGFAWLDTGTHASLLDA
>MCE8421498.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB28
MTRNAHVALVTCFHEDETVNYAATRAQVRRQLAAGNDLMVCGTNGDFSALTHDEKIRLVGEVMEEVAGRAKVIANVGCPA
TFETLQLARAVDGMGLHGIAVIAPYFISCTQDGLIRHFSTVADAVTTPVYLYDIPARTQNHIEPATVGTLARHGNIAGIK
D
>MCE8421499.1 EscU/YscU/HrcU family type III secretion system export apparatus switch protein, partial [Rhodovulum sulfidophilum]AB28
ESNGSPEVKGRMRRMQMEASRNGARRRAALDDVPQATAIVTNPTHFAVALRYVPGETPAPVILAMGKGPMALDIIERGRK
AGIGTLRIPLLARALYFTGDIGQEIPDGLYGAVAVVLAHVYRLDRGEAAEMPDVDVPEGLAFDEFGRPM
>MCE8421500.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
ICSVYARLGTKVTVVEYMEAILPGMDAEVVKTTQRILAKQGLSFVLGAAVKGATVADGKATVTWAAKKDGKETSLTVDTV
LVATGRKPFTEGLGLEALGVEMLPRGVVKIDDHFRTSVPGIYAIGDCVPGMMLAHKAEDEGVALAEILAGRHGHVNYGVI
PGVIYTTPEVASVGRTEESLKEEGRAYKVG
>MCE8421501.1 TonB-dependent siderophore receptor, partial [Rhodovulum sulfidophilum]AB28
MARLLTTALLCGAALPVLAQGLPHRFDIPAKPVTRAVNDIGRVAGLSIVMPDEGAVAVRGNPVQGAMSVEAAMETLLAGT
GLSWRFANAGTIHVFQRIPAGAADGSAGVMLERIRVAGDSNGATSFVAGASGTASKSGTPVLEVPQSVSVIGPRQLEA
>MCE8421502.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
AGRRGRRVLVLDRARAPGEKIRISGGGRCNFTNLGIAPERFLSRNPRFALSALKRFTQWDFIARIDAAGIAWHEKVLGQL
FCDGPATQIVDMLVRQMREAGVELRLGVEPGEIRRLSEGFEVDTPAGPVRAASVVVATGGKSIPKMGATGYAYRVAESFG
LPVVETRPGLVPLTFAAQELERLKALAE
>MCE8421503.1 NTP transferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MSRMNSDLPKVLHPLGAAPMLHHALRAGQSLEPERVVVVAGHGAEAVAKAARAFDESIEVVVQAEQLGTAHAVAQAAPLL
ADAPGEAVVLYGDTPFIRPETLERMLDLRSRHAVVVLGFEATDPGRYGRLVTRGEELDQIVEWKDATDEERTISLCNSGV
ICAEAGLLFALVSEVGNANAAGEYYLTDV
>MCE8421504.1 hypothetical protein LZ190_23125, partial [Rhodovulum sulfidophilum]AB28
RSLSLLSGGEQTLTALALIFAVFLANPAPICVLDEVDAPLDDANVTRFCDLLDEMTRRTETRFLIITHHAVTMARMDRLF
GVTMAEQGVSQLVSVDLKRAEALVA
>MCE8421505.1 methionyl-tRNA formyltransferase, partial [Rhodovulum sulfidophilum]AB28
LPGAVLPGLTIACGTGAVEITLAQREGKRPMEPEEFLRGFPLPEGSRAHTA
>MCE8421506.1 acyl-CoA dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB28
MSVLTDEQRLVQEMARTFAREVLAPGAAARAKAKAIEPAVLAQMGELGFFGMTVPEEMGGVGADYVSYALALIEIAAGDG
AVSTVMSVHNAPFNAILQRFSSPAQREKVLRPAAQGAFIGALD
>MCE8421507.1 3-hydroxyacyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
SPGIFETAMLKGLPEAAQESLGAAVPFPSRLGRPAEFAALALHILSNPMLNGETIRLDGALRMAPK
>MCE8421508.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
NVDMAVDFAAVTRQTVPSLTAGGMTPMGEAVETALELLNTRKEEYKRAGVDYYQPWLVITTDGAPTDNISKASRLVDDLV
REKKLAVFAIGIGKDADMNELAKLSGGRPPLKLKGLEFGQFFLWLSASVGRVSQSVPGNKVDLDPVAAWASV
>MCE8421509.1 L,D-transpeptidase, partial [Rhodovulum sulfidophilum]AB28
LPAIPTDRVPVQYQRQTVAYTSNEAPGTIVINPRERVLYFVTGKDTAIRYGIAVGKEGFQWSGTAVVANRRHWPTWTPPP
EMIDRKPELKKWEKGQPGGPTNPLGARALYLETNGRDYGYRIHGTPEWNSIGHNASSGCIRMINQDVVDLFERVPDGAKV
VVMTHDGKMPTGLTLPPPPPKKAKPVAV
>MCE8421510.1 sugar-binding protein, partial [Rhodovulum sulfidophilum]AB28
MMDNGDPTQSTPSLSRTLRRVSFNALDLKASETDATEQTLTISYDALGRQIALADALGNQSTTIFDDAARTVSTSMNGDL
RTVITRDGLGNTIQTDTHADSGSPQAGQVQRVTSAYDGFGQVVTETHFSITGGNVVQNSVKTFAYTPDGNPEVVDFTGTP
ATAALQATRCTTTQRDL
>MCE8421511.1 transglutaminase family protein, partial [Rhodovulum sulfidophilum]AB28
TPETAEADPSVPMTVHHDMFGNRCRRLVAPAGTLRLTGGGVMEDPGTPDPEDWGAAEIPVAELPDEVLPFLLGSRYCETD
RISQFAWDMFGQVTPGWARVQAISDFVHGHIRFDYAAASSFRTAYGAWEEGTGVCRDFTHLGIALCRALNIPARYINGYL
GDIGVPAGGPMDFCAWMEVYLGGRWHV
>MCE8421512.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB28
LAVATARKIAALIWQLLTKEPPYRWARPAFVAVKMRKLELRAVAARAHAPAGPSRDYWIKEIQHREIELVAQAELAYAQM
VGAWKDKPPKPQGG
>MCE8421513.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
EAMRYPHIVHFIGTLKPWADRKGHYSPRFAQSYDRFIADHFPDRPRNPVSGGLSPDSRMMRRMLVKHFLSSSKLARYLDR
FPSDLTVIR
>MCE8421514.1 HD domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDFAFSVAEHSLLVEEILGRCQPRVQTRWRLAALLHDAPEYVI
GDMISPVKDAIR
>MCE8421515.1 phosphosulfolactate synthase, partial [Rhodovulum sulfidophilum]AB28
MTLDLPRRTGSGRGLTAVIDFGPDSAGWTGIRGVEDLLAVAGGYIDFAKIYAMNALLVPGKPLSRIVAAYAEANVATFSG
GILFEWAHRQGEVEALAPLLKGLGIRGLE
>MCE8421516.1 polyprenyl synthetase family protein, partial [Rhodovulum sulfidophilum]AB28
AVSAAASIEALHAYSLVHDDMPCMDDDDLRRGLPTVHRKWDECTAVLAGDALQTLAFELLADPALGSAEVRIELVASFAK
ASGAEGMVLGQALDIAAETAAVPLTLDQITHLQAGKTGALIRWSAEAGAILGQANRVPLRRYATALGLAFQIADDILDVE
GDAEKAGKRLQKDAEAGKATFVSLLEL
>MCE8421517.1 xylulokinase, partial [Rhodovulum sulfidophilum]AB28
TGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAALGETL
RPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGARSRL
WLRMIATVLGVPLEVPEGGELGAALGA
>MCE8421518.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
MGWQSARDYWFPEVRSRGAAILVLSSALYPYVYLLARAAFREQSGASYEVARALGKGPWGLFLRVGLPLARPAIAAGVAL
AMMETVADFGTVEHFGVQTLTTGIFSVWLTAGNAGGAAQISGVVLVLIFLLVALERVGRRNARFHRMSRGARPIQPLTLT
GGRGWIACGFCLLPVVTGFLLPVAVML
>MCE8421519.1 PQQ-dependent sugar dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
HTARVCDIGPDGMIYITLGQPFNVPAPEKRELYDKWGIGGIVRMKTDGTGREVFARGIRNSVGMDIDPETGNVWFTDNQV
DGMGDDIPPGEINRATEPGQNFGFPWYGGGSIRTNEYKDEEPPADAVMPVVEMDAHAADLGMMFYTGSMFPEEYRGAIFS
AQHGSWNRTTPVGA
>MCE8421520.1 nicotinamide-nucleotide amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB28
MSAAALLALARAKGARIATAESCTGGMISAALTDVAGSSDVFDRGFVTYSNAAKQAMLGVAPDTLARVGAVSEEVAREMA
EGALARSEATLAVAVTGIAGPGGSEFKPEGRVCFGLAVKGRPTLVETVEFGPRGRAAVRSATVAHALSLLAQA
>MCE8421521.1 3-oxoadipate enol-lactone hydrolase, partial [Rhodovulum sulfidophilum]AB28
SRLQFKLWADLARKDPATLARLMMLTGFSYAFLSAITDLDSVIAGMVSGGNWEGVARQAELDLRVDVSRELGRVKAPTLV
IGNRCDQMVDPAASIALAAGIADATLAWLEGPHLALMERPDVAADLLMRHLAD
>MCE8421522.1 AsmA-like C-terminal region-containing protein, partial [Rhodovulum sulfidophilum]AB28
ILSVGADLTLAGLQTEPFLGDLADFDRLATQGDLRLKLLASGPHEEALMQSLSGTGSVRFGKGELRGLDIARMVRTLDAG
SVGQGTRTIFDRMGASFTLEKGVLRNEDLTLEAPLMRATGKGQVGIGARTLDYRLLPTLLPQADGTGGVSVPLLVSGPWA
SPRYRLDLDALVRQPVGQKVKERLEE
>MCE8421523.1 polysaccharide biosynthesis/export family protein, partial [Rhodovulum sulfidophilum]AB28
ARAEADPPLLAQSGDVLAVSVLEDTTLDREARVDASGRIMLPRLGSIAVAGLDLDQVRTAVEGALKAQDIILEPTVIVEF
AAYRRIYVDGVVAAPGAVAYEPGLTVRKAVALAGGLARAEDANGVPPEELMKLNAQWRASSFAMLEVQSRIGRLKAELDG
QRDAPAET
>MCE8421524.1 iron chelate uptake ABC transporter family permease subunit, partial [Rhodovulum sulfidophilum]AB28
MILTGVIFGILFRSAAGFVGRLLDPNAYAVVQQASFATFSRVEASLLPWAGLLALSAMGTALALAPRLDVLALGRRTSVP
LGLAHDRLALLTLGLVAVLVASATALVGPIGFFGLIVASLAHALTERARHAALLPAAALSAVALLVGGQFLFERLLRLEG
TLSVVVEL
>MCE8421525.1 replication initiation protein, partial [Rhodovulum sulfidophilum]AB28
EYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCFRFVRTGSTGWWPIDIFRRLMGVDDSAYYENFKQLNAKI
IKPAVAEVNKSSNIIVTPEFRKMARAVTDVRFLIKENPQLAMFEIDDGEAMRSSRTYQRLIAVGVGDRLARQWIAEHGES
HVAEKLDYVAGQGRVTSPVRYLSAAL
>MCE8421526.1 FHIPEP family type III secretion protein, partial [Rhodovulum sulfidophilum]AB28
GASKFVKGDAVAGLLITGLNIVVGLLVGVLMHDMPIGRAFETYAILTIGDGLVSQIPAVIISIAAALLLARGGAAGAADV
SFFKQLGRFPAALATVSLLMALFALVPGLPFGPFMAAATGLGALSFMGLRRAEDPTASTSTEAEVPTARSLGDVLDFDDI
HIEFAPNLVGMVLDPATGLDARIVN
>MCE8421527.1 NAD(P)H-hydrate dehydratase, partial [Rhodovulum sulfidophilum]AB28
LALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRISALGLGPGFGTGSREAELLRLALDSDRPLVL
DADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHGPGFSRIDAVRAAAARSGAVVLLKGADTAIAA
PDGRAAMHAALYDRAAPWLATAGAGD
>MCE8421528.1 hypothetical protein LZ190_23250, partial [Rhodovulum sulfidophilum]AB28
MRLLLLPFLLLPSAAGSQDRALAPLPDHEAARRGVERGEMVPLGSLMSRIEREFGRVLEVELEEADDGRMVYEFEILRSD
GRLIEVDVDVVT
>MCE8421529.1 calcium-binding protein, partial [Rhodovulum sulfidophilum]AB28
MARIKGTARNDILQGTDAWDIIYGGSGNDRIYGGAGNDELKGGFGNDRL
>MCE8421530.1 L,D-transpeptidase family protein, partial [Rhodovulum sulfidophilum]AB28
MTDLVVTRWGARFGRRFLPCAIGRGGITEAKREGDGATPRGTHRIAGLLYRPDRVAASELPDWALPFGPADLWSDDPRDV
DYNQMVRAPYAPSHERLSRPDPLYDVILLTDWNWPEAVPGRGSAIFLHTWRRPRHPTAGCVAFARGDLLWLARSLTPESR
LIV
>MCE8421531.1 antifreeze protein, partial [Rhodovulum sulfidophilum]AB28
MTIDLRKTAIAALAALSLVPAAAAPAHALGKKDKAFIAGAATAAVAGVVMQNMRANGQWPFGQQQPRYAAPPAQPQYYVQ
PRATYATTAPRQVTYQPRYVAP
>MCE8421532.1 disulfide bond formation protein B, partial [Rhodovulum sulfidophilum]AB28
MTRRFLMLAAAAGSAGLLLGALAFQFIGGLPPCPLCLWQRWPHLLAVLAGAVALVWPARIVALIGALGAAASAGVGLFHV
GVEQKWWEGLASCSTGSIEGISAADLLNPSVDLGPVVRCDEIAWQMLGISMAGWNVILSALLAALWI
>MCE8421533.1 replication initiator protein A, partial [Rhodovulum sulfidophilum]AB28
ALPKDDMASMEHPVFSLATRPDLRVLDYAHNGVRITVTPSVRGLATLFDKDILIYCVSQLMAALNAGRAISRTLHLTAHD
LMTATHRETSGDGYQRLREAFERLAGTRITTNMEVGGREITTGFGLIESWQIVRRSRGGRMVQVMVTLSEWLFQAVLTKS
VLTLSRDYFRLRKPLERRIYELARK
>MCE8421534.1 TniQ family protein, partial [Rhodovulum sulfidophilum]AB28
LAPVPGETAFSFMARIAARNGLAASTFGTDMGIPFGAVIDGDPQALARLAALAGVPEAELAAWSPVSLGGWQHAFRGEIF
HARGLKETTLRGCPLCLREDAAASTQPPEQAMAFRGTWLPRHVTLCLTHRHPLVPLWTEATLSRRYDTAAGFALMADKIL
TGALDQPLRDAFPFDLWFDRRLKDR
>MCE8421535.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit alpha, partial [Rhodovulum sulfidophilum]AB28
ISSSPEFREKQLAKFRELAPEMDIVITTALIPGRPAPKLWTEDMVSAMKRGSVIVDLASERGGNCDLTVPDQKIVTPNGV
TIVGYTDFPSRMAAQASTLYSTNIRHMLTDLTPKKDGVIHHNMEDDVIRGATVTHDGAITFPPPPPKVAAIAAAKPREKV
KELTPEEKRAAEIATFRKQTVSQVA
>MCE8421536.1 Clp protease ClpP, partial [Rhodovulum sulfidophilum]AB28
EQIRTILAGHPGGCRIVVEGIAASAASLLFMAGAERLMSAGSLLMIHDPSGAAWGTEEDLRREADAIGASANVYAAVYAD
ASGKSPEEVRKIMKAETWYGPEAAIAAGFADAIVEDPGRELPPPVASIDRARAAFASAGQDLRLRLAKKPEPAAPARSPS
AAPSGSPAATATAMEAHMPNDNPAA
>MCE8421537.1 indole-3-glycerol phosphate synthase TrpC, partial [Rhodovulum sulfidophilum]AB28
LGGATCLSVLTDGPSFQGADDFLRQAREAVKLPCLRKDFLYDTYQVAEARALGADCILIIMASVTDSQALELEAAASHWG
MDVLVEVHSREELARAEHLKSRLIGINNRNLDTFDVSLDVTRDLARRVPEDRLIVSESGLYTPEDLADLARYGARCFLIG
ESLMRQADVEAATRAILADPLTAQ
>MCE8421538.1 GMP synthase (glutamine-hydrolyzing), partial [Rhodovulum sulfidophilum]AB28
LKGAKLYENFVRLAGFKGDWTMGAYREEAIARIRAQVGDQKVICGLSGGVDSSVAAVLIHEAIGDQLTCVFVDHGLLRLG
EAEQVVTMFRDHYNMPLIHADESDLFLGALEGVSDPEVKRKTIGRLFIDVFQKHAADVGGATFLAQGTLYPDVIESVSFS
GGPSVTIKSHHNVGGLPEKMGLKL
>MCE8421539.1 hypothetical protein LZ190_23305, partial [Rhodovulum sulfidophilum]AB28
SDRDTLEQVMLGLWSGDEDIQITVPLPEGGTQSRTYIGGCGLSVSGLQYVGDLSDQPVTVTMSQIADAAQQLVRGYDVRM
AECEIHATSMRGGVFVSAPQVMWVGIVDEGPISTPGVGGEGGISLTVRDELLVQLSAVNPATSSNAHQRGRNASDDFCKY
ASTVSSREVQWYKP
>MCE8421540.1 DUF2218 domain-containing protein [Rhodovulum sulfidophilum]AB28
MISTARLETANASKYLQQLCKHFAHKVEVRFDETEGHCALPPGPAVLRADADGLTVQVEAEDAKGLIQARFVIDSHLVTF
AFREGFTGLDWSRP
>MCE8421541.1 cryptochrome/photolyase family protein, partial [Rhodovulum sulfidophilum]AB28
MTRLILVLGDQLSDDLPALRAADPSADLVVMAEVMEEG
>MCE8421542.1 TolC family protein, partial [Rhodovulum sulfidophilum]AB28
DAVNAYVQVQLAQSIVNLRRNNLGLIDQELQAAQDRFDVGEVTRTDVSQAQAALAASRSDLTSAEGDLKVAREAYKAAVG
HYPVDLAPRPAAPRTAATMEAARQVALRAHPQVRQAQRQVAAADLNVARAKAAMRPSISAEANVGLDDEGQESASVGLSL
RHTLYAGGELSALYRQTLANRDAR
>MCE8421543.1 Lrp/AsnC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
SKTPVWNRIRRMREAGVILRQTALLDAEALGLEACFFVLIRTSEHEAEWQRKFLKALRERPEVLEAHRLAGDIDYILKVR
VANARAYDTFYQALISEVRIYNVTALLSMEEIKATTVLPV
>MCE8421544.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]AB28
IFNHSASALALHAANHPETLHLDSNIWDVEPRAVVGSRRVGLLWASPDCKHFSKAKGGAPRDRNIRDLAWVVVRWAEEVQ
PDVILMENVEEFVTWGPVGEDGQPIKEFAGMTFEAWVKRLKRAGYCVQWRELRACDYGAPTIRKRWFLVARRDGRRIVWP
KPTHGDPKSEEVRKGKLLPWRSAA
>MCE8421545.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
MSDHFFVVTGGPGTGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLTPFWDEIFTQDTERKQSQTEAEATFAVMFETYIALG
>MCE8421546.1 phosphate ABC transporter permease family protein, partial [Rhodovulum sulfidophilum]AB28
MSLGTLVLAVLILSAAAFVAGRRLALARAGGDPRRLHSLPGHYGQHAALLTAVPALALLVLWLAVQPLVVEHRVASLLPA
TDDATTASLAMAEVRRISVGLDRLAVAEDLSDRDLAALTPEGLAPRLRAVGAAVADVTPETLDAARAHRALQASFGLWMS
VLVLGASLGGL
>MCE8421547.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MAGRLEGKRALVTAAGQGIGRASALAMAREGARVLATDLNAAALEGLAAEGLEVQPLDVRDPASIAAAVAAAGPLDALFN
CAGFVASGTILDCDEEDWAFSVGLNLTGMYRMCRAFLPGMIAGGGGSIINMASVVSAAIAAPNRFVYGTTKAGV
>MCE8421548.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB28
DLDDFASYQQDVTAFVAALRAQGLPEPFHLLAHSMGGCIGLRALHEGLPVRAACFSAPMWGIRVHAALRIVAAALGALAR
ATGLGHRYVPGTGTRSYVATAAFDTNVLTRDPEMFAWMQEQLVQAPELGLAGPSLDWLRAAFEETARLKRLPAPDLPALC
IVGSAEKVVDLEEIQRRMEGWGR
>MCE8421549.1 DNA (cytosine-5-)-methyltransferase, partial [Rhodovulum sulfidophilum]AB28
SLGEPQPPVTVGEAITGMWQLRSGLSRQDSVDSWHHAVREQALAIANASGIPDDVQAIARAIASANDLPHHRSSGWKGEK
SIMPDRLQAWFSDDRVRTTLQHETRGHIPEDLGRYMYSAAYTHVFKKAPKLIEFPEFLQPKHKNRSSGDFADRFRTQAAG
RPSTTVTSHISKDGHYFIHPDPD
>MCE8421550.1 mannitol dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB28
LVRELMDGAEGRALLELYETEVLPGFAHKGRGDEARAYLDVTLDRFRNPFLDHRIADIAQNHPQKAERRIGAFLDWVGRS
GPDMPDLHAILKRARE
>MCE8421551.1 UxaA family hydrolase, partial [Rhodovulum sulfidophilum]AB28
MTASRPAFMHLSPADTVGIALRALSAGEEALGVTLAADVPLGHKFAVTAMPAGAAVVKYGQVMGVATADIAPGYHVHSHN
CAMSDS
>MCE8421552.1 transposase, partial [Rhodovulum sulfidophilum]AB28
ERDVYTCTGGKELKQSRRSFTKPREMTPGENGMLRYRVSKADCDACDLKARCCPKAPSSKVLRSIFEPSRDRARAITQTT
DDAIFCKLRKKVEMLFAHLKRIPGLSRLRLRGPSGARDEFHLAATAQNLRKLAKLLPIPQVAC
>MCE8421553.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB28
ALWIAGGGLVLMTVFVFAQVFVRYVMNDSLHWAEPAAVMIMAWFIFLGAAVGVREGYHLSFDVLLYFLPKSVAPWLHTIS
DFFVAAFGFGMSWYGWSLAARAANDLMPGLGISRGFEFAPLISGGTLLVLFSIERVLRRAAGLHTARFGEDAPEEPETTT
TGA
>MCE8421554.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB28
RGRFPVGTPVLTAARQLGVDLDSVCGGRGICSKCQVQPGFGEFAKHGVTVARDALSDWNAVEERYRSKRGMIDGRRLGCQ
AQILSDVVIDVPPESQVHKQVIRKSAAEREIAMDPATRTLLVEVAEPDMHEPSGDFERLQSALREQWGVERVEADLSILR
RLQPALRKGGWKVTVALHRGN
>MCE8421555.1 aldehyde dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB28
AGLAPAVTGETVPLGQDFVYTIREPLGLCVGIGAWNYPSQIACWKAAPALALGNAMVFKPSEVTPLGALKLAEILIEAGL
PPGLFNVVQGRGAVGAALVTDSRVAKVSLTGSVPTGRRVYAAAAEGVRHVTMELGGKSPLIVFDDADLESAIGAAMLGNF
YSAGQICSNGTRVFVQKGIKE
>MCE8421556.1 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione acylhydrolase (decyclizing), partial [Rhodovulum sulfidophilum]AB28
RYFDRIQRPEHLLTALPRALQVMTDPANCGPVCLAFCQDVQAEACNYPTRFFAPRVWRIRRPDPDPVEVEAVAARLRGAR
RPVIVAGGGVLYSGAEAELAAFSQRHRIPVVETQAGKGILDWQEPLNFGSPGVTGSECGNRLCAEADVILGVGTRFQDFT
TGSRTIFAEADLLSVNLHP
>MCE8421557.1 ATPase, partial [Rhodovulum sulfidophilum]AB28
RSGGLAFADYLERQGQHREAEVAALHDTPRFIRRATEIYGYQNFVCDSGGSICEVVDPDNPNDPVMSDLAGNLLMVWIKG
SDAHTAELVRRFDRAPKPMYYQPGFLHAAWTDYRVEKGLTEEQVDPDDFIRWTYARALAHRQPRYEAMARWGITVTAEEV
AEARDAQGFVDLIARTLDQR
>MCE8421558.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB28
SARKALARGVARLAAAVEPTLGPKGMNAMIDRPVGTPLVTRDGVSIASEIELPDRFENMGAQVVREVSMQTNEVAGDGTT
TAIVLANAMIQQGVILAEKGAKPVDLCRGIELAVGRVVGALKETARPAATDETILGAVARIAATDETLGALVAEAHARVG
TSGVITADYGVTVETTLEVD
>MCE8421559.1 hypothetical protein LZ190_23410 [Rhodovulum sulfidophilum]AB28
MLAGLSLAVWGLWQGYSIPAAILMHMLGGSVGAVVFLAFGMIRPNLNREEFRSAKERSAP
>MCE8421560.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB28
MSPDKLIYMANQIATFFESKPHAEGVAGTAAHINDFWEPRMRRQLLAVIEEGRPGLRPLVLDAAQEIRRPADA
>MCE8421561.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB28
MADDAGLTLVGLARGERCEVFTHPHRITPDEAAHVA
>MCE8421562.1 pyrroline-5-carboxylate reductase, partial [Rhodovulum sulfidophilum]AB28
MFGRGLALSAVWVTDPRPSDWLKSLAARGLHLNEALPDEPAVVLVAVKPQMMSEALPGLAALGEGRVLFLTVAAGTPISY
YERTLGAATPVIRAMPNTPAAVGRGITALVGNAAASEAQMALAEDLLSAVGQVVRLEGEHQMDAVTAVSGSGPAYVFHLI
EALAAAGEAEGLPADLAMTL
>MCE8421563.1 hypothetical protein LZ190_23430, partial [Rhodovulum sulfidophilum]AB28
EVMPRAMAIAEEIASKSPPAIRLAKLGLNRTEEMNMKEGYEFECTLTAAVRRTPEAREILSNVVQQIVLGQADAETAACA
VTNEVQALQN
>MCE8421564.1 toprim domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
AGFRATVAPLGTAITEDQLRLMWRIHPEPVIALDGDAAGIRAALRVVDLALPLLEAGQGLRFAVLPPGLDPDDLIRAEGA
SAMGRVLEAAQPMVGLLWRRETEGHVFDSPERRAALDKRLRAAGQRIADPSIRRHYGDELNRLRMEIFGTSVPRRAFHRG
GKREPLAVAPHPSTRASLL
>MCE8421565.1 integrase, partial [Rhodovulum sulfidophilum]AB28
MKVIEEISSDDLLDWRAWWEEKIELEDLTPNSANKDFTHFSDTLKTVIKAKRLGLVIPMEGIPLKNGE
>MCE8421566.1 choline/carnitine O-acyltransferase [Rhodovulum sulfidophilum]AB28
MRFLSYDKVARLPVPELMQRVDAYVEKVKPGKTGRIEAAAVLGMVEPPKITVTRALELFW
>MCE8421567.1 KpsF/GutQ family sugar-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB28
MTSSTTDFLATARRVIEAETTALTMLGASLDDSFGAAVETILRARGRVIVSGMGKSGHI
>MCE8421568.1 ribonuclease D, partial [Rhodovulum sulfidophilum]AB28
IWFDIAALKQAFGVRTEPVWCTKIASKMVRTFTDRHGLKYLLLELVGVDVSKQQQTSDWGAAELTDAQKDYAASDVLHLH
RLKDELEARLLREGRMELAQRCFDFLPTRAELDLMGWDEPNDIFHH
>MCE8421569.1 phosphotransferase, partial [Rhodovulum sulfidophilum]AB28
GLFDALVRDLGEFGGWSTAEAPEVEKDGFSFPLTIPGLLGQRTAELHQAFATETDEAAFRMEPLAAEHLTGWAEGARREA
EAMLSVLERQRTHLPDEVLPLAEALLARRDDLLARLDRVTGFEPSGALTRIHGDYHLGQVLLAQDDVAIIDFEGEPRRTL
AERREKSSPLRDVAGMLRS
>MCE8421570.1 zinc ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MISRRLVLAAPAILWAARARAAEPLRVGVTLHPYHSWLSNILGPDGEAVPLIPEGFNPHAYEPRAEDIRRIDRLDVVVLN
GIGHDDFAERMIAASSQPDMPVIEANRDVPLLAAVGGLSSRMGNNRTIGGKVVNSHTFLSVTGAIQQIQT
>MCE8421571.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB28
MGFLMTERGFSERRACRIVGLARSVQQYQPLPKDDQAAIKRMKELASENRRYGYLRLHAML
>MCE8421572.1 transposase, partial [Rhodovulum sulfidophilum]AB28
SMDEGGSPMKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYNEPLLRHWSEHNGECVRSTAAWRLAMPGG
>MCE8421573.1 hypothetical protein LZ190_23480 [Rhodovulum sulfidophilum]AB28
MIGQTWVADGLRLAVEVAIDQGAAIASIAGGTAEAVARRDFGGEIVAGAAEITGNTVIVTFPAGALAAGTWLLQVRVTVG
GETQTVLADRVKVEASLTAADAA
>MCE8421574.1 hypothetical protein LZ190_23485, partial [Rhodovulum sulfidophilum]AB28
MTDRSGTDTSNDTPTVATVPPAPAITLVKAVDASGISSPAAVGEQLSYSFTVTNTGNVTLTDVTVTDTSLPGLILSGGPI
TLAPGESDATTFTATYALKQADIDRGFVENTALVTGTHVDGNGDETEVEDVSGTEAANDLPTRSDVEAAPAIALVKTVDL
SALSSPVAAGDVL
>MCE8421575.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
PHQMSGGQCQRVMIAIAIACQPKLLIADEPTTALDVTIQKQILDLLMKLQEDTGMGLIMITHDMGVVAETADRVVVMYKG
RKMEEAGVLEIFEAPKHPYTRALLSALPELATGDRLPTVSDFIYTEALAGGA
>MCE8421576.1 hypothetical protein LZ190_23495 [Rhodovulum sulfidophilum]AB28
MRALTEAEIYGVLQAAILAQAAAERPDEARWLQALLTQTALPCMSRLHLPGLAWLTLADEV
>MCE8421577.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB28
QDIHRALEARLARFLGMEDAILFAACFDANGGLFEPLLGPEDAVISDALNHASIIDGIRLCKARRYRYANSDMEDLRRQL
AAARAEGARHLLIATDGVFSMDGYLARLPEIVALAEEFGALVMVDDCHATGFMGPKGQGTPAHHGVTVDILTGTLGKALG
GALGGYVAGPQPVIDLR
>MCE8421578.1 DNA polymerase III subunit delta, partial [Rhodovulum sulfidophilum]AB28
RDLDPGDFRQTVEKLALYKLGDPAPLSAADVAEMAPASIEAGVDEVIHAVAEGRRTEVSPLVRRLEAQGVTAVALCIGAM
RHFRSLHRLAAGADPGRGGFNPRQERMQRQARQWGVNRLEEAMALLVETDLTLRSASRAPAMAVMERALIRLCTVR
>MCE8421579.1 phenylacetate--CoA ligase family protein, partial [Rhodovulum sulfidophilum]AB28
QADSRYWFPHRETMPQAEREAAILARLQAICAYAWDHAPFYRRKWDEAGFHPSHLKSLEDFEDKVPVIRKADLRAAQAAH
PPFGDYLCVPDAEVFHVHGTSGTTGRPTAFAVSQGDWRAIANAHARIMWAMGMRPGDTICVAAIFSLYMGSWGALAGAER
LGAKAFPFGAGAAGMSR
>MCE8421580.1 DNA mismatch repair protein MutS, partial [Rhodovulum sulfidophilum]AB28
LALVDYLDLTQRGKLPLLRPPVRETVGGTVQIDAATRRNLEITQALAGGRDGSLLSAVDRTVTAPGARLLERRLSSPTRD
LGLIHERLGAVRWLTEEPRLREEMRASLRRVPDMDRALSRLALDRAGPRDMAAIRAGLTQAQEIAQRMPAEAPALVTRAL
EALGGHEALVDLLDQAL
>MCE8421581.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase, partial [Rhodovulum sulfidophilum]AB28
MLDGKRILLIIGGGIAGYKTLELIRRLRERGAAVTPVMTRAAAEFVTPLSVAALAGEQVHRELFDLTQEAEMGHISLSRV
ADLVVVAPATADLMARMAQGRADDLASTLLLATDTRVLMAPAMNVRMWQHPATQRNLATLRRDGVLAVGPNEGDM
>MCE8421582.1 arginase family protein, partial [Rhodovulum sulfidophilum]AB28
NPYRGHINIFEVLRVADAGDATCVPGYEIESLAALERALDAVVEAGAVPFGIGGDHSVSLAGLRAVAKRQGPLGLVHFDS
HTDTWDSYFDGKRYSAGTMFRRAIEEGIVDPARSIQVGMRGSLFQPADVSQSVDLGLEVITCDEMFALGLPETARRIAAR
SAGHPAFLSFDLDFVDP
>MCE8421583.1 glucan biosynthesis protein, partial [Rhodovulum sulfidophilum]AB28
ISGFRLNFPLNRPDVFDELVAFLGASYFRALGRGNGYGISARGLAVNTATSAPEEFPRFSRFYLERPHGGGLSAVLYAAM
ESPSVTGAYRFVITPGIETMIEVTARLFFRSAVTQLGVAPLTSMFLFSEKNRATYDDFRPNVHDSDGLAVRRRDGDILWR
PLNNPPRLASSYFGEEN
>MCE8421584.1 family 16 glycosylhydrolase, partial [Rhodovulum sulfidophilum]AB28
YRRVGDFRRAYGNSANWTLDELIQTQWLGGAGTMGEPSLCQWDSDGSALLKHVDGAPPRSGVLQLNKPAKATGKWGAILE
VVDPGAVCAFFTYASNAREFDFELIKKDDKPVWAIGIHMPKAGGGTVSSEKVLVPLAAGVHRYEIAQDAEAVTFWIDGAQ
VARFTSADVPGATWEM
>MCE8421585.1 hypothetical protein LZ190_23540, partial [Rhodovulum sulfidophilum]AB28
MTDILDPQADASTAPVEVVIHLTLAPKITFASHQNDIPVLLDLAVENVSDTELDGLTLSVASEPPVLGERTWTIDRIGGK
AQIRPRDLRIPLAGGLLDKLTDRMKAEVRFILRQGDKILADRTETVTALARNEWGGGRFMPE
>MCE8421586.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP, partial [Rhodovulum sulfidophilum]AB28
FTLPRLRRPLGFALGVASALAMGDLGVIALFAAEGGATLPLLVQRLMGAYRLEEAAGAALLLVLTSFALFWIFDRGGRHA
AS
>MCE8421587.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MLHLDRLLIRQGDFTLRAEGTACAGERIAVIGPSGGGKSTLLMAIAGFLAPAEGRILWQGRDLGPLGPGERPVSLLFQDQ
NLFPHLTLRENLGLGISP
>MCE8421588.1 large conductance mechanosensitive channel protein MscL, partial [Rhodovulum sulfidophilum]AB28
MSILDEFKSFIAKGNVMDMAVGIIIGAAFTGIVSSLVADLINPIIGLITGGIDFSNLFVNLGDGDYASLE
>MCE8421589.1 protein adenylyltransferase SelO family protein, partial [Rhodovulum sulfidophilum]AB28
SIDLQGRYAYGNQPFILAWNLARLGEALLPLLDADAERAADRANSVLETVGARYQGHWLAGMRAKLGLAGAEEGDARLAE
DLLEAMRSQRADWTLTFRRLAEAVTDEGALRPLFRDPAALAGWLPRWRARLAPDAAERMRATNPIYIARNHRVEEALEGL
ATSGARYLRTHLSWA
>MCE8421590.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
PIYQASTRYEEHDFPGFQKSMGELCADCTVIYQNANGDVALQQQQFNSVIAQGAKIVVLDPVDSAAAASMVEIAHSQDVK
VIAYDRPIPATPADYYVSFDNKGIGQAIAQSLVDHLKATGVPDGAGVLQINGSPTDAAAGLIRDGIDAALDASSYKTLAE
FDTPDWAPPKAQEWE
>MCE8421591.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB28
LRCVPISPLSELEPLIPTAMNDRLRLDPTEAAAESPARAARRPTTAVTVHVGGQERPAFLWQARLLSEAWSCPWHVEPGR
HHFDVIDALADPASRLVADLLGSGAVSRP
>MCE8421592.1 hypothetical protein LZ190_23575, partial [Rhodovulum sulfidophilum]AB28
SEVDRLAQHLHEAEEQRDQALLYLESREAELGAQLAQTEAELRATMDGLREARAESEELRDYIDRIRAG
>MCE8421593.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
ENRHAAAEIRARLRHLVGEDAARVTVSTCHALAMRLVGASFTGGTAEQRDFQDVLREAVRQINGEGLSRTEAEAQREALI
QGYRWILVDEYQDIGREEYDLIAAVAGRSLEDPDQRLSLFAVGDDDQNIYAFNGASVSYIRRFEEDYRARPKFLTENYRS
TRHIVEAANQVIQQ
>MCE8421594.1 light-harvesting protein [Rhodovulum sulfidophilum]AB28
MTDDPKKVWPSGLTIAEAEEVHKQLILGTRVFGGMALIAHFLAAAATPWLG
>MCE8421595.1 plasmid partitioning protein RepB, partial [Rhodovulum sulfidophilum]AB28
FIEKVNFARQMADAGYDRKAICDALSVDKTLISRMVSVSERVPVALIEAIGAASGIGRDRWLALAELMEKTDDDLDTLIA
TMSLTAEGQGSDQRFEALFSYLSGQRRREPPAPLRTEPITGHDGRPLGDVSRGAASVVLRLRRSHAKGFEEWLLQNLPDL
HRSWQSDRNGK
>MCE8421596.1 BON domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MADRENEQPRDIDDTGRTDASGYDVDPPPDARTRHSHDIGLSDEDAEHQGWREFDSTVEWEGEEPYPAEPATDMEEAAEE
EALADEDLSDDTGEEAPVADLAEAVTALLEDDLEIDVADLS
>MCE8421597.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB28
VWPALAALLLVAVLAVGGWIALRPPLAQPYRLTASAADLAGEAPDRAAAARIAAAYAKAAGHESHGLRIARGAPGGWADA
AAEVLALTATLDDWRLALNGAEAALSGRAPDARSAAMVETRFRDWASRRGFEPRLQIEVVSPPLDPRAVSALLQRHANCG
PLSEGETEGTITGT
>MCE8421598.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MKRAALLALLLPAPAMADPLTVVLDWFVNPDHGPIIVAERQGWFAEAGLEVEIVAPADPADPPKMAASGQADLAVTYQPQ
LYLQHAEGLPLKRVGTLVESPLYCVMTKADGPVQGLADLKGRKVGFSVAGIEEALLHTMLRTNGVEPAEVEFVNVNF
>MCE8421599.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB28
MGLTSNGSGEVRPQCGAICWRLEGGELQVLLITSRDTGRWVIPKGGRIEGLDDADSAAQEAWEEAGIQGEIAPQPLGRFT
YQKIARNAASIACEVVVFPLAVEDMSDVFPERGQRKRKWFTPDKAARKVAEPGLREILVRFDPAPEPDPEPDDGLPLGDY
>MCE8421600.1 hypothetical protein LZ190_23615, partial [Rhodovulum sulfidophilum]AB28
MPIHPIRSLPLLALIAATPLAAQVEPAPGLPEADVTPQQAEPAPEARPGAAGDAPAGQTQQTAPEGAASPAASTEAAPEG
RSVAQAER
>MCE8421601.1 glucose dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
LILLGGSWYYGIAGLGLLLVGILLFRRSFAAVWLYLAVWAGTVVWAFWEVGTDWWAQMPRLVGPTLILILVLLCIPALRR
R
>MCE8421602.1 glycosyl hydrolase family 8, partial [Rhodovulum sulfidophilum]AB28
GRIVDGPQQNASHSEGQGYGATLAAIFGDEEALRRIVDWTEANLARREDKLLSWRWLPGVALAVPDENNATDGDLFYAWG
LAMAAQRFGKADYAGRATELARAIALHCVRPHPDGSEQLVLLPGASGFETPDGVVLNPSYYMPRALTELAAFSGQDRL
>MCE8421603.1 hypothetical protein LZ190_23630, partial [Rhodovulum sulfidophilum]AB28
MSFPTNTAAGFKALLRPRLSWGRAAPQAPWHDPSPIREELFGPERLEDHATSLARVQTIALRPRQVLALNRRLKDR
>MCE8421604.1 hypothetical protein LZ190_23635, partial [Rhodovulum sulfidophilum]AB28
KRGHHGGWVLLVTGEIGKAMDWSQIERKWGEMARRVQPGSGLASNDTAPEATDAAQQSGDVGTPPAQTEGTTPMRPIRA
>MCE8421605.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MSKLVTIYGGSGFVGRYIARRMAQEGWRVRVAVRRPNEALFVKPYGVVGQVEPVFCNIRDDASVRAVMHGADAVVNCVGI
LAESGKNRFQSVQAEGAARVARLAAAEGVQTLVQLSAIGADAQSPSAYGRTKAAGEAAVREAFPRA
>MCE8421606.1 isocitrate/isopropylmalate family dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
ISIGGRMYPGTEREIVLQETVMSRHGIDRVLRYAFELANRRERRRLTSATKSNGISITMPYWDERVEAMAQDYPDVAWDK
YHIDILAAHFVLNPDRFDVVVASNLFGDILSDLGPACTGTIGIAPSGNINPERAFPSLFEPVHGSAPDIAGQGIANPVGQ
IWAGAMMLEHLGHA
>MCE8421607.1 cellulose biosynthesis cyclic di-GMP-binding regulatory protein BcsB, partial [Rhodovulum sulfidophilum]AB28
LLGGTPTLPPPTLPQIPPGRVVTLADMGVDTILTDNRYFNRDIDFQLPDDWLLLASQKAQIGIDYGFAGGLPEGALLLVK
VNGTTVRMLPLDRDAAPVKPRLDIRFPARLLHPGPNRLSFESVIPGNPPDQPCPASAGDLMQVLSSTDLEVPPSPRMQMA
DMARDLAQVTPR
>MCE8421608.1 GGDEF domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
WSLVQVALTDITARKKAEAYLAYLGKHDVLTGVNNRAFYIDELNRLERQGVRPVSIVMLDLNGLKGVNDALGHDAGDQLL
RRLGEVLKEAAAETNHPARIGGDEFAVVMPRSSEAMAQAMVDTIKRLLTVNNRFHFMAPLSVSIGHATSQPNETMEATIK
RADRHMYEEKRK
>MCE8421609.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB28
WLVEGPCRGSAQNFLHLLGQVPPEADMAALSDQDDVWLPEKLARGAAAMADLPADLPVLYGGSSWICDAELGNRRPYPLP
ARPPGFRHALVQNIAGGNTMMLNRGAIALLAAASREPERIVVHDWWIYQIVSGAGGRVIFDPVPLLLYRQHGGNLR
>MCE8421610.1 cold shock domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
RPEDVFIHVEVLRMSGFADLAAGEAVALRILEGRRGRMAVQVVSWEVAARQHQQPA
>MCE8421611.1 DUF192 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MGSRSASASATGLSALALVLALLPGASRADCRPDAVELRTEAGSTMRFSVEIADTPAERSRGLMHRESLPRSSGMLFLFD
APHRASFWMRNTLIPLDMIFAGPDGTVKVVHSNAVPEDLTPISGGEGI
>MCE8421612.1 integrase, partial [Rhodovulum sulfidophilum]AB28
MERSKAKMLKGKDAFRDLLRLYLGSALYSKLSPSSKRNYRVMLENFCAKYGHLPVSQFSRKHASAILAKLSDTPEAANTL
MKRLRLLLNFAVDMGMIPSNPMAGMKGYKSEGEGYHDWTEEEIAQFIARHPFGTKAYLALMLMLSTGQRRSDAVRMGWGD
VVNGMIR
>MCE8421613.1 sigma-54-dependent Fis family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
RRGHFREDLYYRLFVVPIHMPPLRDRGNDVIEIAEAALSRFAAEEGREFFGLDAEVKALFRRHPWPGNVRQVLNVIRNVV
VLNEGGLVTMRMLPDAFTDHPSPPEDLPPPSLPTTDEPTLDGLIGRTLAEIEQIVIEATIARHGGSVPKAARMLDVSPST
LYRKREAWKS
>MCE8421614.1 DNA gyrase subunit A, partial [Rhodovulum sulfidophilum]AB28
LSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYDLKCWRLPLGGRTAKGKAIVNILPIATGISIAALMKIDEPEEEWDRL
QVVFATSEGDVRRNRLSDFTNVKRNGKIAMKLPEGVSLVNVSICDEQDDVMMVTALGRAIRFSTTDVRVFSGRDSTGVRG
IRLASGDRVVS
>MCE8421615.1 ion channel protein, partial [Rhodovulum sulfidophilum]AB28
MLASLAALDLHISLFVNSAMGSLPTFDQLLHIVERNSLFKGVFSMMLFWGLWFAASRDVAHTHARLLATLVVAVLAVAVG
RTLAMVLPYRPRPIHDPDLGFLLHSGLSHETLDGWSSMPSDHAVLYFALATGIFLAHRAVGVVA
>MCE8421616.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MSLTRRSALGHALLAMAALPIGARPVGAKATAAPRILTALPAAAALARALLEGTGAEVVPVQPDRLPASRLPSYLSGRG
>MCE8421617.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
VTLVTVAGVKIIGAVLVGALLVIPAAAARILARSLAGYVMLSVAIASVATLAGIFLPMQFDLPVPSGPAVILIAGTIFLI
CAALRGLKGASA
>MCE8421618.1 Na+/H+ antiporter NhaC, partial [Rhodovulum sulfidophilum]AB28
IFLAAAMILCSVVSLSLGTSWGTVGTVGLALMGIGAGFGIPPYWTAGAVVSGAFFGDKISPLSDTTNLAPAVTGVNIFDH
IRNMLPTTVPAMLIALTAYLVAGYALIEPHEASFGAIERITQELDARFELGLIPLLPALVVIVLALMRQPPLPSLFAGVL
VGALIALFLQD
>MCE8421619.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB28
AIWANQFDNTANRQAHVETTGPEIWEQTDGKVHGFICAVGSGGTLAGVAMALQPRGVKIGLADPEGAALHSFYTEGTFEA
PGSSITEGIGQGRITANLEGLTPDFSYRIPDAEALPIIFDLMQEEGLCLGGSSGVNIAGAIRMAREMGPGHRIVTVLCDY
GNRYQSKLFK
>MCE8421620.1 protein translocase subunit SecF, partial [Rhodovulum sulfidophilum]AB28
LSVESVGPKVSGELIRSAILAVAAACAGIAVYIWLRFEWQFALGSVAALIHDVLVTIGVFALFQIKFDLTTVAALLTVLG
YSINDTVVVFDRLRENLVKYKTMPLRDVMNLSVNETLSRTIMTLMTTLIALVSLLVFGGDVIRGFVFAITFGVVIGTYSS
VYMAKNIVLD
>MCE8421621.1 FecR domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
GADYASARGERRSVSLPDGSRVLLDADSAIRVDMDGPDRLLRLLRGAASFEVTRSPRPFRVRFGKGEVTVHGTVFDVRLL
EDGGQIVLRQGRVSVRYPGLPVEQPLVPGEQFSVDGPGRPSVEAVDLAEASGWQDGRFAFYRMRLGDLVATLERYLPGHI
LIPSRDLGDR
>MCE8421622.1 hypothetical protein LZ190_23735, partial [Rhodovulum sulfidophilum]AB28
MATRTSQLIVSLLDRVSAPAQQAARSLRGMQDAARGATGGAFERANASLGAAIQRNNAALAEARAGMVDAVGGALALRAA
LGAPLGAARTFETALEDIGQKAGVPQEKLTALGE
>MCE8421623.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
STTLAIRFNQQAEEYKDVRVRRALQMAVDNEVVLELGYSGHGRVAENHHVCPIHPEYAELPPLTVDRAAALAQLKEAGMA
EHEFELVSLDDAWQAASCDAVAAQLRDAGIAIRRTVLPGATYWNDWLKFPFSATEWNMRPLGVQVLALAYRSGVPWNESA
FSNKAFDAKL
>MCE8421624.1 ATP-dependent DNA ligase, partial [Rhodovulum sulfidophilum]AB28
ARLYTRSGLDWTAKFGALVEDFEALEAQEALIDGEVIAPGREGGSFSELQARLKSGGELLFMAFDLLALDGDDLTEQPLL
ARKERLETLIGKGRGAVRFSGHIRGHGPEVHERICAAGLEGIVSKRASAPYAGSRNGDWLKVKCAHRQEFVICGWNASDK
PGRPFASLE
>MCE8421625.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
MRAEQFAAAMSTCLEEDGDTLRLAVIRRDASALVGEVLLKMVNKTALQEEVGYIFNPTYAGAGYATEAV
>MCE8421626.1 hypothetical protein LZ190_23755, partial [Rhodovulum sulfidophilum]AB28
MDDVVVAVGDTLLLEGAMDDIRRLAQEMDLTDLSHPQERPFRRSRAPIAVAVLAAIILLSSFDVAPIEILAFMGVTVVLV
TRCIDSEEAFASIDGRLMAMLFGMIAVGAGLDHSGAVELIVGVLKCRPPGMRVNLMPLYAWYVLVVGGMILFAFPPLIAG
DLLFEMERGF
>MCE8421627.1 HlyD family efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB28
RAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEADARSAEAGLETAKATVIMRKADLDRSRAELERFDAPP
SPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRNDLEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIV
EIAPVGWTKD
>MCE8421628.1 GTP pyrophosphokinase, partial [Rhodovulum sulfidophilum]AB28
LEQKANISDLRFTDRKPDFYRLLVDVDLCDVEHLHTLMTALEAETDVAQISRHRDLSRKP
>MCE8421629.1 DUF2062 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MVFKRRNPRTWRQIAQESVWPRGGWSRAAQYVKHRLTRLPDEPHRIARGVFAGVFISFTPFFGFHLIGGALLGWILRGNI
LAALLATFVGNPVTMPVIALVSV
>MCE8421630.1 Na+/H+ antiporter subunit C, partial [Rhodovulum sulfidophilum]AB28
MEILVASAVGTLTAAGIYLILRMRTFPVIVGLALLSYAVNE
>MCE8421631.1 monovalent cation/H+ antiporter subunit A, partial [Rhodovulum sulfidophilum]AB28
SIAGLVVAIAALMQYMASGFGWTAARKRFEYHALIAMGVLIAGAAGVGAWFAGRPFLTSDYGYVHLPPLEEFELATAMIF
DTGVFLAVLGAVLLALASISRIAVRAGEEVSSSPYDIDLPRDGFGDR
>MCE8421632.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
ALGVLAGMREGSRTDRAISVATILTAATPEYVSGVVLVALFASATAGLSPLLHEAGWIEGRTLFQGTASGAMSGITFWNF
ALPVVTVALYGTGYVARITRAAMADAMTQPYVRTARLKGASQSRIVLVHALRNALVAPVTVILLQLPWLLNGVVIVETLF
AYKGFGWTL
>MCE8421633.1 hypothetical protein LZ190_23790 [Rhodovulum sulfidophilum]AB28
MSRARQIAEMAFEKTQSQFLDRTRALREHDAKLSERTDKTRRLRMARLEREQAVKEISSLPSKRGATPA
>MCE8421634.1 DUF6481 family protein, partial [Rhodovulum sulfidophilum]AB28
MTRFKEYSDRRSDASNAKAALLEKFKSATASPDLAVKLAARAEVARARDARRAAREAEKLEELQIAAAEAAAVVEEDERR
QAAEAA
>MCE8421635.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
AAVAVPLNAAAGLAAAWAVTKFDWRGKAVLITLIDLPFSVSPVVAGLAFVLLFGANSALGAWLVAHGHPIVFAVPGIVLA
TLFITFPFVARELIPIMTEQGRAEEEAALTLGASGWRTFLTVTLPNIRWALLYGVLLCNARAMGEFGAVAVVSGKIRGKT
TTMPIMIEM
>MCE8421636.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB28
MLLEELYVAGLFGTFVLLLMTGFPVAWVLGGTSVIWTVIGVLSVEQFGADLWFDYDSSLALLPERIWGNVESQALVALPM
FTFMGIMLDQSGIAERLMHDMVRLFGRVRGGYAVTVIIIGVLLA
>MCE8421637.1 hypothetical protein LZ190_23810, partial [Rhodovulum sulfidophilum]AB28
MTQGTYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNVPNNGWITLGSFASGSFVPAG
VNRLTEAQAKDALSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGTIQNVETP
>MCE8421638.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MAPSLTRFNGGATGADLREPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVL
TYAQQGGGNRSAGAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNGGP
RLGT
>MCE8421639.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
SFRRVLSDPAWLNSIQVTAVFSLLTAFFSMAIALLLAVQAEKVVRGRGFYRTLMIWPYAVAPAIAGMLWLFMFNPSFGTL
AWPLRQLGIRWDPLLDGEQAMALVVAAASWKQISYNFLFFVAGLQAIPRSLLEAAAIDGATARRRFWTITFPLLAPTTFF
LLVVNSVYA
>MCE8421640.1 DUF4011 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
PDPGLLEDRIAEGKRIKIIPAPVRRDIAGQADETAFRLRTGDDWSTTYAREALERGEIVANTDEKSLERGSIELYRKAKA
DIEEGGSNTLFLALGQLRWSPSGDAKTRYSAPMILLPVRLERASARSRPYLQRHDDEAVFNLTLLQMLRQDFGIDLPELA
GDLPKDARD
>MCE8421641.1 signal recognition particle protein, partial [Rhodovulum sulfidophilum]AB28
DTLPIVKGKSAVQIAKRAKTQGSMGGYDVIMLDTAGRLHIDEVLMDEVQAVRDLAQPRETLLVVDGLTGQDAVNVAAEFD
GKVGISGVVLTRMDGDGRGGAALSMRAVTGKPIRFVGLGEKMDALETFEPERIAGRILGMGDIVALVEKAQETFEAEQAA
KMMKRFQKG
>MCE8421642.1 AsmA-like C-terminal region-containing protein, partial [Rhodovulum sulfidophilum]AB28
VGQSQADALLRGESTLSAQVRLENGAIRVDRAALRNPQLTVTADGSVAGADRNLTLDARLSNLALVVPQFPGPLTVQGTA
RSQGTSYRLDLRARGPGGIDLRAQGTAAGDFSTVDVGVTGSAQAALANPFIEPRNVEGPIRFDLRVNGQPALSSVSGTVS
LAGGRFAE
>MCE8421643.1 hypothetical protein LZ190_23845, partial [Rhodovulum sulfidophilum]AB28
RPVHLPNRQIIFPRSMVEAADGPEVLAGYALAEQLRARLQDPLIPVLEHAGLAATFRLLATGELPQDSVDGYAAQLLQGT
PALLTDEALATRFGEAGVSATPYAFAVDPTGESMLGLVEADELGGSEDKPVLTDEDWVSLQGICTD
>MCE8421644.1 hypothetical protein LZ190_23850, partial [Rhodovulum sulfidophilum]AB28
MTDWLSPDEWRAVALSLRVSTVATLVSLPFGILVALALAREDAGPIVHGLRHMPELAPDDGWAHFLRNHDEWSLDKLTEA
ERQEVFASFGPDPSMQLFGRGLRRRMPTMLKGNPDRLRMAYALMASMPGVAQEDGAR
>MCE8421645.1 hypothetical protein LZ190_23855, partial [Rhodovulum sulfidophilum]AB28
MAPLDVEHWVLPEHVGSPVAVDANWKMRATEMLVRTLPNDLYCEGNIASVILAGQPQRRLSLGLPAAAPLNFEELQRAVR
WVYLEGKDTEVRHTFLAAELAREWREASTFADGVAARLPAALEAAELLYKAHLRSGSKDILKA
>MCE8421646.1 anhydro-N-acetylmuramic acid kinase, partial [Rhodovulum sulfidophilum]AB28
PEAPGACLAFDTGPANAPINDLMQARLGRSHDEGGRLAAEGEVAEAVLARFLDHAFFARMPPKSLDRDAFADLLPAVADL
SDADAAATLTAAAAAAVARGAAHFPTPVRQLLVTGGGRHNPVLMAMLEARTGIEVVPVEQVGLDGDMLEAQAFAYLAVRV
ARGLPTSG
>MCE8421647.1 dTDP-4-dehydrorhamnose 3,5-epimerase, partial [Rhodovulum sulfidophilum]AB28
TCTRGRIQDVIIDLRPDSPTYLKWEGFDLKAGDHRQLYIPKGFAHGYLTLEDATAVSYLVSAAYTPGAEGGVRWDDPAFG
IEWAAEVSVISEKDAAWPDFQPA
>MCE8421648.1 phenylalanine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB28
NGPDAPSEEVQVVCGAPNARTGLVGVFAPVGTHVPGTGVDLKPGVIRGVESNGMLCSERELMLSDDHDGIIDLPEDAPMG
MRFIDYKGVNDPTIEVKITPNRPDGLGVRGLARDLAARGLGRLKPLPIEPVPGRFPSPVSVTIEAALKEKGCPLFAGRTI
RGVKNGP
>MCE8421649.1 DUF3459 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
DQIGNRAFGERLTTLAPEARLRAMMAVLLLSPHVPLLFMGEEWGETRPFTFFTDFHGELADAVRNGRRKEFAHFSAFQGL
DLDRTVPDPNAEGTFLSSKLDWLHRETERGRSWMAFVKDLLATRAREIAPRLERAPGNGGRIVAVSDDLVAVDWQLDGAV
LRLRANF
>MCE8421650.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB28
LKAMDQALADTPDGSISLTDPDARAMATSARHGGMVGDNVQTAVDTETHLIVAHEVTNQGFDRDRLSPMAAAAREALQCD
DLHAIADKGYFSGSQILACHQAGITTTMPRPETSGNRRKGMYVKADFAYDTARDVYVCPAGEELTYRYTREEDGLRVGRY
WTNECQH
>MCE8421651.1 monofunctional biosynthetic peptidoglycan transglycosylase, partial [Rhodovulum sulfidophilum]AB28
MTARKSTRRKAAPPPPEPEAPPALPLRLRLRRWALTGAGWGVVTAILLVLFFGLVNPPTTPYMMSE
>MCE8421652.1 FHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
IKILSERDDVLYRNIVVVTDGEEEGLFDDTVHARAVEERIAVSSLGFFWRGTGSAEIGRAKDYLDTRITTPGFGLTTTVM
LRNRAQAVAAVDEFAGRYVSALQQSGLIVPEGKPEAADVVVETEAPKVGAPGGTETITHRVRFEPHKAEVAPAEEPKAEP
GLIFGYP
>MCE8421653.1 hypothetical protein LZ190_23895, partial [Rhodovulum sulfidophilum]AB28
LACESLFVISELESLSADILHALQCFTLNWEPIHGLIGTSLQDRGHPSTGARASDSGLTGTRIRL
>MCE8421654.1 RnfABCDGE type electron transport complex subunit D, partial [Rhodovulum sulfidophilum]AB28
AITFAGSQEFDAVSSASTLSHIKSQIGAGATMSEIAPDLADLEARLIGLVPGSLGETSTILLLLGGIALMALRIVTPVIP
LSVLGTLAGLSALASTLAPDRFAPPFLHLTSGSTMLCAFFIATDYVTSPVTAMGKFVYGVAIGALVFVIRTWGSFPEGVA
FAVLLM
>MCE8421655.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MTPILTDRPALARHRTRACRAPALFLHEEAAREVEERLSEVNRRFTAPAVVTAFPEVWRDRLPNARIVTDAEELALDPGA
HDLVIHALAMHWSNDPVGQLVQSRRALRPDGLFLGLLFGGRTLSELRIALAEAEAAVTGGLSPRVLPMAEIRDLGALLQR
A
>MCE8421656.1 phenylacetate--CoA ligase family protein, partial [Rhodovulum sulfidophilum]AB28
LDEGVLVEIVRPGTGDPVPEGEVGEVVVTTLNRDYPLVRFATGDLSALMPGQSPCGRTNRRIRGWMGRADQTTKIKGMFV
RPEQVADLVARHSEVSRARVIATREGEMDAMTVQIESRATNPAVYEASVLAALKLRGRIEIVTPGTLPNDGKVIEDRRTY
G
>MCE8421657.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MYLDVRRDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEVECLSLSLILPTPRTCRKIAARSRR
>MCE8421658.1 sugar ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
SLLGAARAFFDRVRSGDLGMLPVLVGLVVISTVFSTLNPVFLAPNNLVNLLFDAATVGFISLGIVCVLMLGQIDLSVGSM
SGLASAMIGVLWVNMGWPLPAAIAVALGFGALVGLLYGVLLNRFGMPSFVSTLAGLLALLGLQLYILGPTGSINLPYASV
LVRFG
>MCE8421659.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LAQMSEATASSRNFREDSYTGIDHAVTSLDWSGYDVRFLVLVTDAGPREATDDLSGTGLSGQALNRLVHEDLGGYIAVMH
LLTPKGGEVGDHDRAQRLYSELTSFPNLPPLYFPVAQGQASAYEAAARRLGQVVVSQMSAGTAPPAEGDGIAEAMGQAMQ
TLHLR
>MCE8421660.1 hypothetical protein LZ190_23930, partial [Rhodovulum sulfidophilum]AB28
MARVVLHIGTHKTATTAIQDFLARNREALARQGIVYPALGPQSGHHGLMFTWHDLLPPSYRLPGSDDIWETLSRQWADKD
E
>MCE8421661.1 glycoside hydrolase family 99-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
HVAYGANPATFNVWLAGALERRVPASYRRELFVNAWNEWAEKAVLEPSLTFGDLNLQVMRQHLGAAEPATHLAEPPAHGM
RSH
>MCE8421662.1 alpha-1,4-glucan--maltose-1-phosphate maltosyltransferase, partial [Rhodovulum sulfidophilum]AB28
DWRPDGTIKFAENPPKKYEDIVNVHFYRGALPELWYALRDVVLFWVEKGVKIFRVDNPHTKPFPFWEWMIGEVQSQHPDV
IFLAEAFTRPKVMKRLGKVGYGQSYSYFTWRNAKAELIDYLTELTTEECRHYMRPNFFANTPDINPVYLQHSGRAGFRVR
LALAAT
>MCE8421663.1 SIS domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
VEPLLAARRVHTIGVRSCFGLAHYFSYVGGRAFANFIEVPVTPGAILDQVASATPEDIVVAITYEHYSAEVVRACHVARS
CGARILALTDSHSAPVAEGAWKVVRLPMAGPQILPSLTAAYIALELLLSAMAARSPDAAARLLGFEARMERFGGYVRHR
>MCE8421664.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB28
EPISAAYAGAAEVTLGLIVSVVGFAGLIFGTTAGLFVARLGYRRVLVTALLAGAVLSLIEALLPPLGLMLGLRAVEGLAH
LAIVVSAPVLIAQFAPPARQGFAMTLWASFFAVSFAFTAWIGRPLVAAWGIPPLFLIHAAYMAACALLVRTLLPADARSA
RLPGV
>MCE8421665.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MTKSVFLGTLTVAGLAAGLASAATLDDVKARGELNCGVSTGLTGFSLPDANGNWTGFDVSLCRAVAAAVLGDGTKVKFVP
TTGQTRFTALASGEVDMLARNSTWTFSRDTDLKLDFVGVNYYDCQGFMVRK
>MCE8421666.1 hypothetical protein LZ190_23960 [Rhodovulum sulfidophilum]AB28
MTCLVLPEGAFAHDWYPFTCCSDRDCHPIAETEVTAGPKGWVIQRTGEIIGYDDERLQQTPKQAGNSFHLCTTDGKPDGK
TICLFVPQFGS
>MCE8421667.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB28
MTPSDANHVLGRLASWDAAAAEKALTLMARRRTARGERLAPDARTLAGAILDRLTERTAECLLEVALAEDGYADPALLVN
HPLLRAGLARRPGALALSARLALPVVGLGASARSFYAGVGERLGCTTILPEQR
>MCE8421668.1 cytochrome-c oxidase, cbb3-type subunit III, partial [Rhodovulum sulfidophilum]AB28
NVGYPNLLDDDWLWGGDIESIHTTVTHGIRNTTDDEARYSEMPRFGADGLLDSTQISQVVEYVLQISGQDHDAALSAEGA
TIFADNCAACHGEDGTGSRDVGAPNLTDAIWLYGGDRATVTETVTYARFGVMPNWNARLTEADIRSVAVYVHGLGGGE
>MCE8421669.1 hypothetical protein LZ190_23975, partial [Rhodovulum sulfidophilum]AB28
ISTVTPFSHDPEALKLAIDRLSGEGSTAIDTGMKWGVTLLDPSTQPSVAALIEDGKVNGAFAGRPLAYQSGNVMKVVVLM
TDGQHVNQEPRLSNAVKTGDSDIWATGSATDTNRSWSVRLSNGTYYWKRDGTGGHSGPDTTIVTRSCTVEQVCTRTRNGS
CTRWQ
>MCE8421670.1 efflux transporter periplasmic adaptor subunit, partial [Rhodovulum sulfidophilum]AB28
ATSEVGEYRASGKITGIEPKVDPNSRLVTVRAEVSNESGQIYPGQFLRVRVELPDEEQVIALPQTALMTSLYGDSVYVVR
DGEEEDQKVVEQVFVQPGRRDGDMIEIVSGLEPGDVVVNAGQNRLSGGAPVTIDNTVSPAGTQPAEAPEQADGQAQAQEP
AAAG
>MCE8421671.1 hypothetical protein LZ190_23985, partial [Rhodovulum sulfidophilum]AB28
MIPIGLARAGPVPAPCCALSCAGLHLVCAPHDMAGDARSRVRLHLAAMRDCETFLPFPPAAAIAVDEAIAWCGRRTNALA
EEIDRFSRRRQLTVSARLIAPLLPD
>MCE8421672.1 gas vesicle protein, partial [Rhodovulum sulfidophilum]AB28
ALQSSETRLVDVVDALLSQGIAIRGELWLTVAGVDLVFLGLDLLLANPDRLQCRVQDAA
>MCE8421673.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
FDETHARSIGIRTGAMKLLFFTLLSASIVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLLTLAVAIGAATGFLGAYIS
YFLDGATGAVIVTLQTALFLLAFTFAPKHGMLAARRRAAEALEQP
>MCE8421674.1 metal ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MTETLLFPFQFPFMQNAFLVCLLVAVPTALLSCLLVLKGW
>MCE8421675.1 YcjX family protein, partial [Rhodovulum sulfidophilum]AB28
MVFRRLTDGVARGIEGAVSTVSETFFEPVIRVGVTGLSRAGKTVFITGLVANLLDRGRMPQLRAHAEGRIEAVFLQPQPD
DTLPRFDFENHLAAILGEDPD
>MCE8421676.1 TRAP transporter substrate-binding protein DctP, partial [Rhodovulum sulfidophilum]AB28
SNLRSEVFAAYGAQPAPLPLSELYGALRQGVFDAQENPLSTIFSLRFHEVQSHISETNHIWTYNLVLTNSALMDELGEDR
AAFESTLAQSLEWLYTAIDEENARIRAEIEASGSAVFDKPDTQAFRDAARPILAAYAEESCAPGLLDAVDAVTASN
>MCE8421677.1 hypothetical protein LZ190_24020, partial [Rhodovulum sulfidophilum]AB28
NALTPGVLSLAPALSAILAHQAALAAFPLGGALGSVWLGLFPVAASPLQTGAVVVSLMMTGSILAAFAGVVADPIQTRLG
IHDRRLNRLIDALEDEFTGSGRHGFVAREHYLARMMDLADAGMATLRLFRG
>MCE8421678.1 DNA gyrase subunit B, partial [Rhodovulum sulfidophilum]AB28
SMPAIIEGGFLYIAQPPLYKVARGKSEVYLKDQAALDDYLIHQGIEGAILRLATGEEIAGQDLLRVIEGARQFRRVLDGF
PTHYPRNILEQAALSGAFDPGRADDDLQLVADRVAERLDLTAAEYERGWKGRITQDHGIRLSRVLRGVEELRTLDGAVLR
SGE
>MCE8421679.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
PLALVGRVVENAQRAGQDVTLVRAEGTGTMVLREAAVGRALENLIGNAVRYGTKAEVSVTLGERALRIAVEDDGPGIPRE
RREEALRPFTRLDKARNPNRGGGVGLGLTIAMDIARNHGGALRLGESETLGGLRAELTLAR
>MCE8421680.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
TDWLLLDEPLNNLDMAHARALLSRLNDLVRTGGRSVVVVMHDVNYAAAWADHILALKDGRIAAEGTPAEVLTTPILHRLY
GIEMEVAEHRGRPLVLHHA
>MCE8421681.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
MTKTPKARDISHTVYEQVRDAIHSGEFKVGERVTEVALAEKFGVSRTPIREAISKLEIDGLLTNVPRRGLIITDLSHQQI
GELYMMREVLEGAAARLAALSGSDVEITALKELVAMEAGALDDPQQ
>MCE8421682.1 DUF6280 family protein, partial [Rhodovulum sulfidophilum]AB28
MADFIDSTAFNFEQGQRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVKGLMEFVS
KGIRTSVALSREESERRHALEM
>MCE8421683.1 methylmalonyl-CoA carboxyltransferase, partial [Rhodovulum sulfidophilum]AB28
IELLLDEGSFEEFDMFVRHRCTDFGMQDDRPAGDGVVTGWGTINGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAMQN
GAPVIGLNDSGGARIQEGVASLAGYADVFQRNIMASGVIPQISVIMGPCAGGAVYSPAMTDFIFMVRDTSYMFVTGPDVV
KTV
>MCE8421684.1 aminotransferase, partial [Rhodovulum sulfidophilum]AB28
LNLIGIAGFGAAAEAAARDLAEGLWEPVLQLRNILESALCDDGKGTISVGKAVPRLPNTLCLVTPGWKGETQVMQMDLAG
FAVSAGSACSSGKVRASRVLRAMGLGEEEAGSALRLSLGPGVTEAEGLRFAEAWMRARDRHRARAA
>MCE8421685.1 hypothetical protein LZ190_24060, partial [Rhodovulum sulfidophilum]AB28
VGNTGTIGGAVTVGGGRLTNGGTLSDDVSVSGGSLTSSGSIGGKLDVSEGEARIDGSVSGAVDVSGGSLEAGRDSALKGG
LGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSGGLDLADGSVGNTGTIGGAVTVGGGTLTNGGTLSGDVSVSGGSLSSSG
SIG
>MCE8421686.1 amidase, partial [Rhodovulum sulfidophilum]AB28
TGSDIGGSIRIPASASGVVGFKPPYGRVPSTPPFNLDPYNHPGPMARTVEDCLLMQNVLAGPHPEDIASLKPKLELRLDR
SGVKGWKIAYSLDFGFMEIDPAVRANTLAALDVFRALGAEVTEVALPWSWEVYRAAATHHKALFGAWLAEYLDEREERLT
SYA
>MCE8421687.1 chaperonin GroEL, partial [Rhodovulum sulfidophilum]AB28
YDKEKLQERLARLAGGVAVIRVGGATEIEVKERRDRVEDALNATRAAVQEGVVPGGGAALIHAGKALAGLKGDNPDQDAG
IKIIRRAIQAPLRQIADNAGIDGSVVAGKVIENDSATFGFDAQLETYGDMLQAGIIDPTKVVRIALEDAASIAGLLITTE
VK
>MCE8421688.1 glycogen debranching enzyme GlgX, partial [Rhodovulum sulfidophilum]AB28
KSGSMREVKRAIKRFHDAGIEVILDVVYNHTGESDELGPTLSFRGIDNRSYYRLTEGGRRYANMTGTGNTLDLSHPMVLR
MVMDSLRYWVEVMHVDGFRFDLASTLGREEDAFDEQGAFFDAIRQDPVLTRVKLIAEPWDLGPGGYRLGGFPHPFLEWND
KF
>MCE8421689.1 aspartate carbamoyltransferase catalytic subunit, partial [Rhodovulum sulfidophilum]AB28
VNLLASKVNCAVLNAGDGRHEHPTQALLDALTIRRAKGRIQRLTVAICGDIAHSRVARSNLILLGKMENRVRLIAPPTLM
PPGVGEFGCELYDDMKKGLEGADVVMMLRLQKERMDGAFIPSEREYYHRFGLDAEKLAFAKEDAIVMHPGPMNRGVEIDG
TL
>MCE8421690.1 N-6 DNA methylase, partial [Rhodovulum sulfidophilum]AB28
APYDLAEKANGKRETAVARDLLFVERNLDFLRPGGRMAVVLPQGRFNNSSDKRMREFIMERCRILAVVGLHPNTFKPHTG
TKTSVLLVQKWNDDPAKGPLCPKVEDYDIFFATQQVESVDNSGRKVYRRDADGNVLRDDHGHFIVEHDLFRHDAMGADGE
VI
>MCE8421691.1 hypothetical protein LZ190_24090, partial [Rhodovulum sulfidophilum]AB28
MATRDKTKEKVRYGCKRDPAPPAGLLLSSADNGTATRNGSVYSAQLGTGTIVMTGRTYHATDKPCVEGLFGTTQFQVLNF
LPGYTG
>MCE8421692.1 double-strand break repair helicase AddA, partial [Rhodovulum sulfidophilum]AB28
FRPVAAGDFLILVQRRSDIFGEIIRACKEARLPIAGADRLKLGAELAVRDLSALLAFLATPEDDLSLAAVLRSPLFGWSE
GELFDLAHGREGYLWRRLYDREAAHPGTVAILRDLRDQADFLRPFDLIERALTRHDGRRRLLARLGE
>MCE8421693.1 GGDEF domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
AVANAFNDMTRTIVEQEARLREFGRRDALSSLLNRREFDHALEQRAAPWTGEPYALLLIDIDRFKRINDTHGHAVGDAVL
RAVALRLAASARQGLPLFRYGGEEFALLLDRAGVAEALSEAERLRRAVAEEPVELEDGTRIAVTISVGIALGARGQAGAE
L
>MCE8421694.1 phage holin family protein [Rhodovulum sulfidophilum]AB28
MPEKGLIDTITALWGGAIATLIAAATGRLMYHTGEVRARRRAFFGRELLWEIPALVAMAFIGEALSSYLDLDGRAAMGLV
AMLAYLGPRGTTAMLERLVKAKASG
>MCE8421695.1 glucose-6-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB28
EGRAVLHTALRNMDRPVRVDGVDVTPALRETHARMQAFVRDLRSGRFTGQGGPITDVVNIGIGGSDLGPAMACLALAPYA
DGPRCHFVSNVDGAHIHDTLQDLDPATTLVIVASKTFTTIETMTNAETAKRWMATRVSDPAAQFAAVSTAADKTAAFGID
AS
>MCE8421696.1 His/Gly/Thr/Pro-type tRNA ligase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
FYFGTKYSEPMGANVVTADGSRVPVHMGSHGIGVSRLLGAIIEASHDDKGIIWPEGVTPFHAGIVNLKQGDSSTDLACEA
LYRDLSARGLEPLYDDRDERAGAKFATMDLIGLPWRITVGPRGISAGKVELTNRRTGESEEMSSGAAVDRLAQIYAGI
>MCE8421697.1 DUF3623 family protein, partial [Rhodovulum sulfidophilum]AB28
WIELSFLSGVITGPNTDPCPLHARAPERFLRAVGTVLWHEIVLLTVLIAMAVHAADAPNRFGLWTFLVLFVARVSAKLNL
YLGVPYINVEFLPSTLAHLSSYFRHTRMNRFFPLSVTLLTFATGCWIERALSAGGANHREVGFWLLAALTALAVLEHWFI
DR
>MCE8421698.1 HAMP domain-containing histidine kinase, partial [Rhodovulum sulfidophilum]AB28
ALKGEEAKSRFLAVMSHEMRTPLNGLMAASDLLQTSTDLTDRQRWLTDIVIGCGSAALDQVNNVLELTRLSDKDGASYAR
TVFSPVDLIEGLIRQNQPQADKRGNKLWFAQPKNPVPPVLGQRHLFLRVMYNLIGNAIKFTDNGKVSVELLWHPGRTSGT
V
>MCE8421699.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LFPQFNMSYAEAAFQLLTPVTTSEAAQDFRLLTRLVNFKVSDEIWAMFDPQAQLPRDPATLVLDAKGKARLDIDLLDPKQ
VETLGEKAPGQIEALDLDQLQLTIAGADLTGDGSLTFDNSDTTTFGGVPAPTGQIDLKLVGGNALIDKLVSIGIVPQDQA
M
>MCE8421700.1 hypothetical protein LZ190_24135 [Rhodovulum sulfidophilum]AB28
MSAVLGAPPMLSGLTREVHAVFLRKYNEQRKPETVKRLRALTSAKIYLEQQGGLVLKEMVKAVGGLPVTDPRTGRVIRED
GPHEIRAKRDASAKVYAKHA
>MCE8421701.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase, partial [Rhodovulum sulfidophilum]AB28
MTMPPLTLYLAAPRGFCAGVDRAIKIVEMALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELDEAPTDRPVIFSAHG
VPKAIPAEAERRNMVYVDATCPLVSKVHLEAERHHENGLQMIMIGHAGHPETVGTMGQLPEGEVLLVET
>MCE8421702.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB28
LEARGEAERKLAKIRREIDNIVTAIANGMFHPSMKATMDGLEAERADLEARLAVLPEPDPVALHPGLSEIYARKVADLVA
ALNDEETRPEAVQILQGLIEKIVMIPDPKAPNGHQLELVGEVGAILSLCEGSGTNANSHREGGRIGQVTMVAGAGFEPAR
>MCE8421703.1 purine-nucleoside phosphorylase, partial [Rhodovulum sulfidophilum]AB28
MQVERLASLIRARAGHQPVRLGLVLGSGLGHLAEAVEGVSLPYEELAGFPEAGVSGHQPRLVVGDLEGVRVAVFGGRAHY
YESGNPAAMRVPLAVLK
>MCE8421704.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
TMLFGLLEAVANRYQSLNLWGLPLPVQIMQALPYILTVIILAGFVGKAIPPRAGGQPYVKER
>MCE8421705.1 dTDP-4-dehydrorhamnose 3,5-epimerase, partial [Rhodovulum sulfidophilum]AB28
LTAGNARQLLVPKGFLHGFVTREPDTVVLYKTTDVYAPDCDGAVHFADPDLGIDWGIDPASAVLSDKDARAPRFADWTSP
FSIEA
>MCE8421706.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB28
MKLIVTGGAGFIGSAVVRKAVADGHHVVNLDCLTYAACLDNLASVAGAPNYVFEKADIRDAEAMARVFATHRP
>MCE8421707.1 ATP-dependent helicase HrpB, partial [Rhodovulum sulfidophilum]AB28
ETRIEVVTEGILTRTLQDDPELTGIGALLFDEFHERSLNADLGLALALEVRSALREDLLILVMSATLDAGPVAGLMGGAP
VVTSEGRAFPVETRWLSRPLPAGARLEPEVAALVRQAVAETAGDLLVFLPGEGEIRRVEGLLGGLGCEVAPLFGALDLAA
>MCE8421708.1 cadherin, partial [Rhodovulum sulfidophilum]AB28
QGNTTAPGIATHNLSLYRAESGALVFGAGTVFWTWALSNLHDGEPYNAQIENRDLQQFVMNMFADMGIQPGVADAVLASQ
GLLRALASADHAPATALINDLPDTLPALETVTITGTATDDDGNPLTEDGRVALVEVSLDGGTTWTAAQGTTN
>MCE8421709.1 nicotinamidase, partial [Rhodovulum sulfidophilum]AB28
MRPQTEALIVIDVQNDFCPGGALAVAGGDAIIPRINALLPEFGARIFTQDWHPADHSSFASTHEAVPFSLIEMPYGPQVL
WPTHCVQGTRGAEFHPALETAPADLVLRKGFRRGIDSYSAFFENDRTTPTGLEGYLRSRGIEAVTL
>MCE8421710.1 hypothetical protein LZ190_24190 [Rhodovulum sulfidophilum]AB28
MLILLETMMALATAAVLFLGLMAATAAPPVILALLAGLGAALYLARRSEERAIARTAASRTAQPAE
>MCE8421711.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB28
DHKTIADFRRDNAVAIRKTCAQFIELCCRIGVLKGDCVAIDGSKFKAFNNRDRNFTKGKLASRLAHLEAEVGRYIEEADR
IDRQETGEARTERAAHLTGRFLRIRQEIERLLAMQDALADAPDGQISLTDPDARAMATRAQHSGHVGYNVQSVVDAETHL
>MCE8421712.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
SVQIDLRVYNTAGQPSQAASVASQAVADGAKIILGPVFAQEANAVGAAVAPSGVNVLSFSNNPDIAGGNVFVLGPTFQNT
ANRLAGYAVRQGNGRIMAVSDRTPPGQSGRAAIERGVAQSGGTLVASMDYEFSQNGIVSAAPGIVERAQVTNAQALFLTR
>MCE8421713.1 hypothetical protein LZ190_24205, partial [Rhodovulum sulfidophilum]AB28
GQQRSPAAEIDRIYRQIAAGDLTEARQAMDETSRNFPGWTPPPEMERLLATAEAQAAFDAAASAGNAGAAIEIARRTPAI
LRCDRVNNAWRLAELQAAAGQKPAALQSYRGVIASCSGLSEVTATLEKAEAVASDAELVELFRLANAQLPGSGPALKALE
>MCE8421714.1 aspartate kinase, partial [Rhodovulum sulfidophilum]AB28
VEQTSPLFDAREYDAVVSSGENVTAGLMALTLQEMEVPARSWQGWQVPIRTTSQHSAARFLEIPRENLDAKFAEGFKVAV
VAGFQGVSPEGRITTLGRGGSDTTAVAFAAAFAAERCDIYTDVDGVYTTDPRIASKARKLEKIAYEEMLELASLGAKVL
>MCE8421715.1 histidine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB28
QCDADTVGSASVAADAEICAMLSDALEVVGIPRGDYIVRVNNRKVLNGVMEVAGVLDPSDPAKFEAERGIVLRAIDKIDR
LGETGVRALLGSGRKDESGDFTKGAGLSDEQAEVVMGFMAAKRGTGAATAARLRELVGASTLGCEGVQELETIAELLDVQ
>MCE8421716.1 hypothetical protein LZ190_24220, partial [Rhodovulum sulfidophilum]AB28
GVPQLVDPNITITGGGAFTEGYIEFSVSSPTAGDNFSLTSAANPLANGAISFENGDVYLGTGSARERIGSVDATFDGQDG
QPLRILFSSPLPNAGFEEGEANWTIRDEQYGDNGSELNLDGLQITLANDSAYSGGTGTTNVQASAGMTWDGSVQDGAGVD
>MCE8421717.1 hydrogenase expression/formation protein, partial [Rhodovulum sulfidophilum]AB28
MSSFHMPPAGFGPGSQPGDEDADLAFMALPSGMRTYSTHLPEIENS
>MCE8421718.1 hydrogenase accessory protein, partial [Rhodovulum sulfidophilum]AB28
RLATLAEVEAFTGRPGAHCLFIPGDPARNLETADAAVILPELVIAFQRAFDCALVDDAIEAALRDATRALRTPGFLFYRE
GRFLGAIEKIRDWSDYMTRIPHLLGRVSA
>MCE8421719.1 PAS domain S-box protein, partial [Rhodovulum sulfidophilum]AB28
FSFTADGVLSDLSDRLVAITGLPAGTRHVDAWWAAMHPGDRRDLRRAWIRSVRGGQSFDAEHRLQMPDGAYRWFRARVVA
RPRDQDQQVDRWFGIIEDVHERRTTVEQLRESEARFRAFADDAPVMIWVTDTEGRNVFVSRSWLGATGQSLDEALGTGW
>MCE8421720.1 hypothetical protein LZ190_24240, partial [Rhodovulum sulfidophilum]AB28
MSLPVEAFGMLRRDWRQLRLELQMLLVYQQTDLRGRMLLASGTRIATGMTVTPWIFSLGGRVKGYALARGAATFALATLG
AVYRMSMRMYEAKLSVMDTGPYPFLAAIISGEERIFHLAREIGIDSYFEIRNYLRDHPEAIQLEDTELRV
>MCE8421721.1 ammonia channel protein, partial [Rhodovulum sulfidophilum]AB28
LAVVAWSLIEGLARGKASMLGAASGMIAGLVAVTPACGTIGPMGAIVLGAIASAVCYFFVTTVKNAMGYDDSLDVFGIHG
VGGIIGAIGTGIFSAASLGGVNGDDYSIVGQTIIQAQAVVVTLIWTAIVSVVAFKIADLVVGLRVDTESERIGLDQTAH
>MCE8421722.1 autoinducer binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
PHALEAVTAPHLTTWPCEQDGASDPASARIRDPLLDYAVTGIKPLIWRSGSWKSLRNDRYFPCLHSFEVRAGLIVPLPDR
RGRIGAITMLSAQREDYPEEIAEAGRIVALAVLVRAGSLLPAAAAVPPALAGLAKLSPRQIEILDWIAHGKSNSEIALIL
>MCE8421723.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase, partial [Rhodovulum sulfidophilum]AB28
KRTNVGRLGTGQKSMVPCTPLGCLMMLRDHLGTLSGLNAVVVGRSNIVGKPMAQLLLGESCTVTIAHSRTRDLAAVCRGA
DILVAAVGRPEMITGDFVKPGATVIDVGINRIERDGKTKLVGDVDYASAAEVAGAITPVPGGVGPMTIACLLANTLTAC
>MCE8421724.1 lipid II flippase MurJ, partial [Rhodovulum sulfidophilum]AB28
MKPISLARGFLTVGGWTLLSRGAGFARDVMMAAYLGAGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFVPMFAKKLEGHED
AKAFARDAFSGLAGILVVFTLLGTLLMPWLVLAMASGFAGDARFDLAVEFGRIAFSYIFFISLVALLS
>MCE8421725.1 PAS domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MSFRSPYPVPGVIWASLPLPAVLINPDGIIIESNPAAEAFLNASSKSLQGQPAFDRILIDAPVDEALSRARANQSPIFIN
DVDVTSGERPPVQCNIQIAPLHDNAEIVMLLISPREIADRLGRATAAKSAAKSAIGMAEMLAHEIK
>MCE8421726.1 EscU/YscU/HrcU family type III secretion system export apparatus switch protein, partial [Rhodovulum sulfidophilum]AB28
GQEKTEEPTQKRREQAREDGSIVTSKEVFVFATLAGGLALLMMIEGLLPALVRGWSGYLVIEPGADLERIAMVRLGQAWR
EVLIAGLVVSVPLLALVLLVQSAMGGINFSTKALSFKASRINPAAGLKRMVSLKALVELAKAVAKVALLIGVAVLVLRD
>MCE8421727.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB28
IKNDESRTIGHDFAEDVGHDAVQSVAHDRRESVGNDKDTSVGRNRTVSIGVDDSESVGANRALRVGADETIAVARNATET
IGMNHTQTVGIAQTVTVGAARTDSVGGAETRSVGAVQTNTIAASRSVSVGAGQTHSVGADDGWTV
>MCE8421728.1 transcription-repair coupling factor, partial [Rhodovulum sulfidophilum]AB28
HDYLHLVYAEDAKLYLPVENIELLSRYGHEEGLLDKLGGGAWQAKKARLKERIHEIAERLMRIAAERHLRHAPILEAPHS
LWEAFSARFPYQETDDQLSAIADVVKDLESGSPMDRLVVGDVGFGKTEVAMRAAFVAALAGMQVAVICPTTLLARQHFR
>MCE8421729.1 lysozyme, partial [Rhodovulum sulfidophilum]AB28
IYLDAGIREAFRVFRADLVRYEAAVLRAVKVPLAPREFDALVSFHYNTGGIANAALTRHLNVGNRVAAADAFLNWRRPVS
IIPRREAERDLFRHGRYPRGTIPVWSMDRTGCVDFSRPIRRLTEDEALASLRPSPLPRPPVIDLAPDAPTGWLARLAAF
>MCE8421730.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MDLPTLLQILDSTIRLGTPLLLACLAGLFSERAGIFDIGLEGKMLAAAFLSAAE
>MCE8421731.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
GLMAINNVMGEAERLVLNSVEGAGFIGIAVALMGRSHPFGVLLAALLFGFLYQGGAELALWTSIPRELITVIQALVILFT
GALDNMVRQPVEALFLRARKGAK
>MCE8421732.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB28
SVRIVFPTFEGGGTHMNISGVAMTKAAPNREAALKLMEWLASDEAQRIYAETNHEFPVEPGVARSELVQSWGEFTPDAVS
LAEVASHRGEALKLIETVDFDG
>MCE8421733.1 DUF4159 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
EPGAPMGLDIERDELAFFPFLYWPVTASQPTPSAAAYGKLNDYLRTGGMILFDTRDAGTGGGGSTPEARRLQQLAAPLDI
PPLEVIPQDHVLTRTFYLLQDFPGRYQNAPVWVEAAPPDAQRAEGMPFRNLNDGVTPVVIGGYDWASAWAVDARGMELL
>MCE8421734.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
EQTGPRSVRFTFSEQDRELPLVLGLRPILKKAQWEGRDFGSSGFEAPIGSGPYILESFEPGRVLRYRRNPDWWGRDLPFN
RGLHNLDEVVVEYFGDASVAFEAFKAGALSVYRETSAARWATHYGFPAMQSGAMVKSEIPHGRPSGMEGLVMNTRRALD
>MCE8421735.1 hypothetical protein LZ190_24315, partial [Rhodovulum sulfidophilum]AB28
ATKRKPEATVERKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIG
AQQDRAQNSTDGSRKRNARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMR
>MCE8421736.1 PfkB family carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB28
EASGENSILIVKGANADLLPADVDAAEETLRAADLILMQMEVPRETVIHTVRRAAEWGVRTILNPAPAAADLNVDDLRDL
SFLVPNESELALISGLPTGSEEEIAAAAQSLIERGIGTVIVTLGGRGARLVTRAGVVPIAPVRVTPVDTTGAGDAFIG
>MCE8421737.1 hypothetical protein LZ190_24325, partial [Rhodovulum sulfidophilum]AB28
YRTVIFVLLVFSTSLLVAALVLLVTIVALNRRMSAIQRSGIQVASLMISRESRSVFINDMEFSLTEAAIETLSVLAEARM
DDDMLSGAQIEAVISGKNVTDCDEAAGATRVKRLRDALGNQLVSELLVKTVARRGYMLAVEKDVIRMV
>MCE8421738.1 NADH-quinone oxidoreductase subunit L, partial [Rhodovulum sulfidophilum]AB28
AIYMGPENHVMDEAHHAPVWVKVSPFVAMLIGFGMAWLFYIAKPALPAALARSQRPLYLFLLNKWYFDELYDVIFVRPAR
FLGRFFWKRGDGTVIDGTINGIALGIIPALTRLAGRVQSGYIFHYAFAMFLGIAILITWMTLTGGAH
>MCE8421739.1 methyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MTDFATRRMMMVDTQIRPSDVTKFPIIDAMLTVPREVYVPRPLREVAYMSENVAVAPNRVLLEPRTFAKLLDTLNIQPVE
SVLDVACGLGYSCAVIARLAEAVVGLEEDEQLAAEAQRTLSAEGVDNAAVIVGPLTSGAAKHGPYDVITVEGAVET
>MCE8421740.1 potassium-transporting ATPase subunit B, partial [Rhodovulum sulfidophilum]AB28
LGQILLVEAGDLIPADAEVIRGVASVDESAITGESAPVIRESGGDRSSVTGGTRIVSDSLVLRVTAEPGRSFLDRMIALV
EGAERKKTPNEIALNILLAGLTLIFLIVVVTLEPFARFSGATIPVVFLAALFVTLIPTTIGGLLSAIGIAGMDRLVKA
>MCE8421741.1 quinoprotein dehydrogenase-associated SoxYZ-like carrier, partial [Rhodovulum sulfidophilum]AB28
MRIVRSSIICAILLTTPLWAEEKPSPLQSGEAWESLQYDVFGTGDIVETPGALSLDTPFRAHDPALVPVRVTQPADGPRI
EELTLVIDENPAPVAATFTLGPAMHPLDLEVRVRVNAYSNVRAVARTEGGQWQMAGRFVRATGGCAE
>MCE8421742.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
GLACALGAAPPPPLLILDEPTNHLDLDGIAALEAALAAYDGAVLAISHDAAFLGSLAPDRTFDLAA
>MCE8421743.1 isocitrate/isopropylmalate family dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
MANPSLLILAGDGIGPEVMAEVKRIIGWFGEKRGVTFDVSEDLVGGAAYDAHGTPLADETMARAQEVDAVLLGAVGGPKY
DVLDFSVKPERGLLRLRKEMDLYANLRPAQCFDALADFSSLKRED
>MCE8421744.1 methionine synthase, partial [Rhodovulum sulfidophilum]AB28
RAVVGFWPANAVGDDIRLYADEARQAELATFFTLRQQVTKREGRPNLALSDFVAPEGAGPDWVGGFVVMAGPEEASIAER
FDRANDNYSAIMVKALADRFAEAMAERLHERVRRELWGYAPDESFTPDALHAEPYRGIRPAPGYPAQPDHTEKVTLF
>MCE8421745.1 N-acetyl-gamma-glutamyl-phosphate reductase, partial [Rhodovulum sulfidophilum]AB28
NRGILANVYVKGDPQAVHRALAERYLTETFLEVLPFGALPSTRDIRGSNYVHIGVIGDRVPGCAMVVAVLDNLCKGSSGQ
AIQNANLMLGLDEAEGLRLAPVFP
>MCE8421746.1 cytochrome c biogenesis protein CcmE, partial [Rhodovulum sulfidophilum]AB28
MKGLKKKRRIQIIALAFVALAGSTALIGYA
>MCE8421747.1 AI-2E family transporter, partial [Rhodovulum sulfidophilum]AB28
LFAPAMFEQADALARQLPPAFEDLRDRISAYSWGPTLLSRLAPSRLLSSDGGFASTAVSATFGALGNVVIILFIGLYTAV
DPALYARGLRALLAPPLRPRGDEVLAIADGTLRGWLGGQIISMTVVGVLTWLGLWLIGIPLAFILGLIAALLTFIPN
>MCE8421748.1 DNA-directed RNA polymerase subunit beta', partial [Rhodovulum sulfidophilum]AB28
GRDLARGTLVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFLEASQEGRIEFRNPNLLENANGEQIVMGRNM
QLAIIDEAGQERATHKLTYGAKVHVKDGQTVKRATRLFEWDPYTLPIIAEKAGVARFVDLVSGISVREDTDEATGMT
>MCE8421749.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
RMLISEPAVLLLDEPFSALDELTRDFMNMELQRICAEQEATAFLVTHSLAEAVILSDRVLVMKPRPGRVVEEVAVPFPRP
RRDTDIRALPLYAELRRHLWERLRDMVLNDPGSDFHGRR
>MCE8421750.1 undecaprenyl diphosphate synthase family protein, partial [Rhodovulum sulfidophilum]AB28
DELARAARRMCQDVAAGHLRAEEADEAALVARLDTAGMPDPDLVIRTSGETRTSNFLSWQSAYAEYEFTPTLWPDFTARE
LETIIGRFAARERRFGGVLRA
>MCE8421751.1 mandelate racemase, partial [Rhodovulum sulfidophilum]AB28
YLDETAEDVATVLRAVGQGVCDGFGMKVTRIGGLRPMAVFRDICEVRSMPHTCDDAWGGDIIAAACTHIGATVQPRLMEG
VWLAQPYIEGHFDPENGLRIEGGHIRLPEGPGLGIVPEESLFGAPVASFG
>MCE8421752.1 urease subunit beta [Rhodovulum sulfidophilum]AB28
MIPGELFPAEGEILLNAERAQITLVVSNAGDRPVQVGSHYHFAETNPALEFDREAARGMRLDIPAGTAMRFEPGQTREVR
LVSYAGSREVYGFNGRIMGKL
>MCE8421753.1 molybdopterin-binding protein, partial [Rhodovulum sulfidophilum]AB28
ALPIPHDDITAEAVAEAFGVPIGIRQDAYDLLAAHYARTGLEFNEARQRMARIPEGATLIENPVSTAPGFTLGRVHVMAG
VPNIFQAMVASVIPTLTGGEPLLSQSLRVDRGEGEIAGPFGALATEFPDLQMGSYPFVQNGAFGSNLVIRGTDAGRI
>MCE8421754.1 hypothetical protein LZ190_24410, partial [Rhodovulum sulfidophilum]AB28
AEASGDTALAQEVAEARAEAETKLREMEEAVGRESVDYANLIEGLSAEFSQELLAAQIAAVRDEHESRGPRRGACLGAVQ
AHLDRRARSGMNDLAAIRSDMQQIAAAQAR
>MCE8421755.1 glycerol kinase, partial [Rhodovulum sulfidophilum]AB28
ALEGSIFIAGAVVQWLRDGLKIIREAGETQGLALSSDAAQDLVIVPAFTGLGAPWWKPESRGAVFGLTRNSGPAEFARAA
LESVGYQTRDLLEAMRADWAAGAEGVLRVDGGMAASDWSMQFLADIIGAPVDRPVVRETTALGVAWLAGMQAGLCPG
>MCE8421756.1 cache domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
VIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRELLETLRFGASGYVFA
LTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLGYVQEFKPWGWFV
>MCE8421757.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MFHRFLTAAALLVLAQSAAAETGYPLTLDNCGRTLTFDRAPDSAVTVGQAATEVLYALGLAPKVTGTSVWFTSVLPAYAE
ANAAIPRLADNDPSFESVVARKPGLR
>MCE8421758.1 succinylglutamate desuccinylase/aspartoacylase family protein, partial [Rhodovulum sulfidophilum]AB28
DMHTAGHSYDSTPSTNMHHLADPAMRARTLAAAEAFGAPHNVVFGGVDEGSTFTSCVERRGIVSLGTELGGWGRVNIEGV
RIGKRGILNVLKHMGVIEGTPETAQRGGAAGTRHMMVREADAYVMAPRTGLFEPTHYVGEEVRKGETAGWIHFVED
>MCE8421759.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ISKGITKAFHGQPIVKDFSLRVLRGDRVAFVGPNGVGKTTLLKLLTGEMEPDAGSVTLGTNLQVAVFDQTRAQLDPEASL
WDSLTTDPAMRVSGQQDQVLVRGQPRHVVGYLKDFLFDERQARAPVRSLSGGEKARLLLARIMARESNLLILDEPK
>MCE8421760.1 hypothetical protein LZ190_24440, partial [Rhodovulum sulfidophilum]AB28
MTEHSLLSAAVAWEGFVSDMFIAYINRDPARFKQHLQASFDEHLKTADKPKRIFEAFGTLVFPLHLKKADVQALADSVGN
NITFSSFEKLEDKAGSWLVAAHAAKFSGLTNAQKAVIDGVIS
>MCE8421761.1 peroxide stress protein YaaA, partial [Rhodovulum sulfidophilum]AB28
HRLEMGTRLATERGATLYDFWGDRIAEALNARAAETGARVLVNCASVEYFTAADRAALRLPVITPTFLVERNGERKVVSF
WAKRARGAMARFIAENRLDDPEDLRAFRAGGYAYEPDLSTDERPVFLRAG
>MCE8421762.1 aminotransferase class IV, partial [Rhodovulum sulfidophilum]AB28
RLWLNGRILPRAEALVSVYDSGFMLGDGVWEGIRLYDGHWAFLDEHLDRLFEAALAIDLDIGMDRAALRQAILDTAAANG
MTTDAHARLMVTRGVKTRPFQHPSLSRQGPTVAIIMEHSKPKIPRPIRLATVPHIRGLPMSQDPKLNSHSKLNCID
>MCE8421763.1 pseudouridine-5'-phosphate glycosidase, partial [Rhodovulum sulfidophilum]AB28
IFGRQPGHVLLLDRNAQRLTVMGVQSAFWSRRSGLKAPIRLDTAEEIAAAHLMRARLGLPGGQLVANPIPAEAEIPLAEM
ASVVDRAIARAEAQGVAAKAVTPFLLDLIFDLTEGRSLEANRALVLSNARLATDIARAIARG
>MCE8421764.1 hypothetical protein LZ190_24460 [Rhodovulum sulfidophilum]AB28
MGSKHQIFDAPSHPYTAALLRASPSRNRGKTRFAAIKGDLPSPANPPPGCRFHTRCPLAQPVCRTTPPPLMPVGASGQSA
ACHFPGSDRGPLDPGKTVGAMGG
>MCE8421765.1 glycosyl transferase, partial [Rhodovulum sulfidophilum]AB28
MDLAAEGPAGSERAYVTLVTNADYALGARALLRSLTLSGTTADRVVLHTD
>MCE8421766.1 NAD-dependent dehydratase, partial [Rhodovulum sulfidophilum]AB28
STETHRVRDLAELVAKMTGAKVSFLPNPRKEADENELVVRNDQFLALGLKPITLQEGLLGEVVDVAKKFAHRIDRSRVPC
VSAWTKDIAQRVEHDPEGRRLRSVS
>MCE8421767.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
LLGPYLLEKGIEAVGLDTGFYRKGWLYPTAAPRPAVITKDIRQVTVADLEGFDAVAHLAELSNDPLGQQSPGLTHEINHG
GSMHLAEMARKAGAKRFVYMSSCSVYGVGQPEQILDESSPVNPQTAYAECKVKVEEDLTRRADSDFEPCFLRNATA
>MCE8421768.1 cell division protein FtsK, partial [Rhodovulum sulfidophilum]AB28
SMADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTSKIDSRTILGEQGAEQLLGM
GDMLYMAGGAKITRIHGPFVSDEEVEEIVNHLKSFGPPKYMSGVVEGPEDDSADDIDAVLGLGGNTDSEDALYDQD
>MCE8421769.1 M10 family metallopeptidase C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SISDIYGAKGNLSIASGTVIEAARGGSGNDRLIGNGVANVLNGGGGSDIMRGGAGNDIYHSDGLDRIVELPGQGIDRVIS
TASCTLAANVENLTLAGGRAISGTGNGLANVIAGNAAANRLTGGAGADSFVFATALGRGNVDRITDFSVADDTIRL
>MCE8421770.1 hypothetical protein LZ190_24500, partial [Rhodovulum sulfidophilum]AB28
MAIDPDIIPLLDAQVAQVAALEARLAAHVKTSAQQDADLAARIEGVKADLQMLGTQEGAASAGLLARLSALEAALPGLAD
SSSRGDTELS
>MCE8421771.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SLYSYFPDKRLLFLEVAKAECLRQSEEAVALITADLAPRAVLTLAATRIVAFVLSDFGIRTYRICVAEADRFPELGHEFY
ESGPALVRQRIVDYLAQAVGRGELAIDDLELAADQFAELCKADLFNRIVFGVGNTVSEAERQKVAQGAVEMFLAR
>MCE8421772.1 DUF839 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
KVFADAPEFDPRAQSEAAQERQFGYNNDFVGFIPLDGATDRGLLVVNHEYTNEHLMFPNVVTLKDGEMVVADATADRADI
EMAAHGGTVIELRKVDGKWAPVLDGRLNRRITAKTRMQLTGPAAGHDRLKTSEDASGTEVLGTINNCAGGVTPWGT
>MCE8421773.1 hypothetical protein LZ190_24515, partial [Rhodovulum sulfidophilum]AB28
WRGECCACKRNRLRAQKKPAGLPLLVARRGRGRIAPLAAAQKAASQGGLGTGQQTEGMRDAQADGWSSYPPSSPQRRATR
CAPHFPMGIVELIQVGQPVNKADVAEVPMKGAAKKRFDPPLAQVAGQDRGERGPSGEGPRFAPAQNGLSGK
>MCE8421774.1 ribulose bisphosphate carboxylase small subunit, partial [Rhodovulum sulfidophilum]AB28
MRITQGCFSFLPDLTDAQISAQVDYCLGRGWAVSLEHTDDPHPRNTYWEMWGMPMFDLRDPKGVMIELDECRKAWPGRYI
RINAFDSTRGFETVTMSFIVNRPEVEPSLRMERTEVDGRR
>MCE8421775.1 hypothetical protein LZ190_24525, partial [Rhodovulum sulfidophilum]AB28
SDPQDHGCRAKRLFRLYLSQDLRLVAHLAILPHADLPARPIHRAGYLAEPEELTRFLTENDPSDCALARPARGADGQLDA
LWTALRVSLPLAGCADPSLHTDGGHS
>MCE8421776.1 CTP synthetase, partial [Rhodovulum sulfidophilum]AB28
SEAVIAAYDLKSIYEAPLAYHREGLDQAVLDAFGISPAPKPNLDRWVDVMDRLENAEGEVRVAIVGKYTQLEDAYKSIAE
ALTHGGMANRTRVRAEWINAELFEREDPSPFLEGFHAILVPGGFGERGTEGKIRAAQYAREKGIPYLGICLGMQR
>MCE8421777.1 sodium:solute symporter, partial [Rhodovulum sulfidophilum]AB28
YVILLFLVAFLVERRAVGEALPWLRSPLVYTLSLSIYCTAWTFYGAVGYAARSGLEYLTIYLGPTLVFVGWWWVLRKLVR
IGRQQRVTSIADLISSRYGKSNLLGVLVTLLCVVAATPYIALQLQSVTLSFSVFASGPHEGWQMPDRDSTAIWVR
>MCE8421778.1 TlpA family protein disulfide reductase, partial [Rhodovulum sulfidophilum]AB28
MLRLLFAVIYTALTFGANGVAAAPADAGALLAGDMKKLVIHAEPKPLPEATLAGLDDSAASLSDWHGRWVVANFWATWCA
PCREEMPT
>MCE8421779.1 argininosuccinate lyase, partial [Rhodovulum sulfidophilum]AB28
MSDAPDPSSAANAMWGGRFAAGPDAIMQAINASIGFDKRLYAQDIRGSRAHAAMLAAQGIL
>MCE8421780.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
RAKVDELAAFFPEGMTYEVPYDTTPFVRISIEEVVKTLIEAIVLVVLVMLLFLQNIRATLIPTLAVPVVLLGTFGVMAAL
GFSINTLTMLAMVLAIGLLVDDAIVVVENVERIMEQEGLDPVAATRKSMDEISGALVAIAMVLSAVFVPMAFFGG
>MCE8421781.1 hypothetical protein LZ190_24555, partial [Rhodovulum sulfidophilum]AB28
DATTEELAREPAIQGLAQELEQRRLPVEEAEGRIARFAADHEPQELVALYVATFERIESVRNRVMAGITRYAHSQEALDR
RINAARTEMGRLMAAEDKDFDRIDALEEQLDWDTRIFRERQQSLTYVCETPVILERRAFALGRAVTQHLPK
>MCE8421782.1 F0F1 ATP synthase subunit alpha, partial [Rhodovulum sulfidophilum]AB28
AQTDAMKSVAGPVKLELAQYREMAAFAQFGSDLDAATQQLLNRGARLTELMKQPQYAPLTNAEIVCVIFAGTKGYLDKVP
VKDVGRWEQGLLKHLRTNAKDLLADITNNDRKVKGELEDKIRAALDTYAKDFA
>MCE8421783.1 twin transmembrane helix small protein [Rhodovulum sulfidophilum]AB28
MLHDPLFIVVALAVLAVLVVLMVGIGGFARGGEFNRKHANRLMRWRIIAQAIAIALILLFMAWRQSGGF
>MCE8421784.1 ATP:cob(I)alamin adenosyltransferase, partial [Rhodovulum sulfidophilum]AB28
MVVLSRIYTRTGDAGETALGNGARVAKHSPRVAAYGTVDETNATVGLARLHAQGEM
>MCE8421785.1 amidophosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB28
SGIPYAMGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIKGKRVILVDDSVVRGTTSRKIKDMILDAGAAEVHFRIA
SPPTAWPCFYGVDTPERGKLLAANMSEDEMRDWIGVDSLRFISLDGLYRAVGEAGGRDPNAPRYCDACFSGDYPV
>MCE8421786.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MSRVIAITGTRKGIGRALAETYLARGWTVVGCSRDASDLTHPAYRHHTLDVADERAVAGMMQDVRRTHGRLDALLNNAGI
ASMNHALLTPGSTVERV
>MCE8421787.1 3,4-dihydroxy-2-butanone-4-phosphate synthase, partial [Rhodovulum sulfidophilum]AB28
DVLGIGPAHAGDLHGAMRLIAQEGRGVVVLLRDVTMKLPMDDEASPQTLRQYGLGAQILSALGLSQIVLVTNSRAPKVVG
LEAYGLSIVGTHHISEV
>MCE8421788.1 6,7-dimethyl-8-ribityllumazine synthase, partial [Rhodovulum sulfidophilum]AB28
MAGSETHFTLPLPAFERPAKLLIVVAPYYRDIADDLIAGAKAVIESCGASWELIE
>MCE8421789.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
RYSRPPFEDGRSVADHRDEVFPVCSPALLERLGLEAATADPRSLPLIASDSVNPAWLTWKSWARSLGLDPALARASDASR
LRFNHHTDSIQAAINGEGVALGWALLLSRLLAEGRLVRVGRTSLVPEDRYHVLLPFGREPSPACRALLDWIKE
>MCE8421790.1 response regulator, partial [Rhodovulum sulfidophilum]AB28
MADGARKRRILVVEDEDNIAIALDYLITREGYEHDRVASGAEALGRIRSTHPDLVLLDVMLPEVSGYEICQE
>MCE8421791.1 hypothetical protein LZ190_24605, partial [Rhodovulum sulfidophilum]AB28
LDRTGLLRSESDPGIRRADVVVVQRWHNTQRVPMAFDCGGRRTANLETGSELRPDGTLTGTGWSPVGEEDELLKAACREG
>MCE8421792.1 sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB28
VIRVIGEPVESGGQQIEVALERGPMRKAMLEHGARVLVFSALISMVTALLLFLAVRRLLVVPIRRVVTHMTAYAEAPEDA
RRVIVPTAGIRELREAEEALQMMQTQLIGALRQKERLAQLGGAVAKISHDLRSILTTAQLFADRLSASDDPAVE
>MCE8421793.1 hypothetical protein LZ190_24615, partial [Rhodovulum sulfidophilum]AB28
MARKKAVMTTATIDYSRLVKARDIKAQRDLIPAEISLLQAMIVIGEEKWGQAMAIAEDPAYPWAMRAALRGATVLVRGSE
TMDTLAFLLGLSPEETDRLFIEAAQVTL
>MCE8421794.1 DUF294 nucleotidyltransferase-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LILSDKTLPADEPYFSALAAFVSDGLDACGYVYCPGEMMATNPRWRQPLAVWRQYFLGWIDRPDPMAQMLSSVMFDLRPI
GGDESLFHELQADTLGMAAKNSIFVAHMIANSLKHMPPLGLIRGFATIRSGEHKNHIDLKHNGVVPVIDLGRE
>MCE8421795.1 light harvesting protein subunit alpha, partial [Rhodovulum sulfidophilum]AB28
MTVKKNIGVPLLMGYVAVASMVVNGAVLTTTPWIANYYQGSEPWPVAAAPAEEAAAPVEAAAPADEAVAPVEEVAPVAEA
AAPAAEAAVPAEEAAPAAEAAAPAEEAAPAAEAAAPVEEAAPAAEAAAPVEE
>MCE8421796.1 gas vesicle protein K [Rhodovulum sulfidophilum]AB28
MPPTEAPVTAPRIALDPDRLEHDLARILLGLMEMLRQIMELQAIRRMEAGSLSESQQEQLGTTLMRAEAAIHEMAARFGL
TPADLSLDLGPLGRTI
>MCE8421797.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
ALAQGALRQRGRSLAELATELGFSDQAALTRAMRRETGKTPGAWRAFWGTPGP
>MCE8421798.1 EamA family transporter, partial [Rhodovulum sulfidophilum]AB28
MPSRSLSLLCVILAAVLWGTAGTVQSLLPSEREPLVVAAIRLAVGATILTLMALRLPENRRAFRRLPWRPVLVAGL
>MCE8421799.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MLPTAPSFLNLLLLNAGEGLSLPSLRIVTYGAETMPQALLERLADALPGVQLIQKYGTSELGALRSRSEGGRSLWIRLEG
AGTAWRVVEGRLEIRTATAMLGYLNAPDPFTADGWYRTGDLVEVEGDRLRFLGRAGDTINVGGQKVLPAEV
>MCE8421800.1 hypothetical protein LZ190_24655, partial [Rhodovulum sulfidophilum]AB28
FWSYMMRLLPAMRSAASRIGLLCSMALGSLAIIAMSSWLNAAALAGAAAVEQHLAETVQDYQASLERAHANAIAGQSLAR
DVARVRQSFGDLSEQEATGDLSGFAGRGAVFRVLTQKAAELGALEEQIAAQDAPLSAAFAEGNAILSRMRALT
>MCE8421801.1 IcmF-related protein, partial [Rhodovulum sulfidophilum]AB28
MVPFRTADTAVRVSGALARPESPLTQLLREVWHQVGGEDPLRPHALQLKIAAVFGPARQFVDQGGMTRIAALFAALNAAL
GGLDRDSPTGLQRLMQAEDRARSIATLRQAPALVVEIIEDLLSQAGSAQAAGLTNPLK
>MCE8421802.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB28
WEVRFDMDKAAAAATRRALFGRIAEERIPFIGYHMPFPAIGFVETTDEGFRFVPESYQLMLNG
>MCE8421803.1 exopolysaccharide biosynthesis protein, partial [Rhodovulum sulfidophilum]AB28
MVERTRALSDVLDELEDAIQGEEIAVQEIVDRLGERSFASLMLVFSLIAVSPASAIPGITATVAVIVFILTVQMIFGRRS
VWLPGLITRRRVSSGVLCKGISW
>MCE8421804.1 host specificity protein, partial [Rhodovulum sulfidophilum]AB28
IFGSDLRCGACEIRPKVEGHLDAATMAWRSGGIDRAQAERVARIDDRPVYGGTPADAAVVEAIHALKAQNCSVLYYPFIL
MEQLPDNDLPDPWSGAAGQPVLPWRGRITLSTAPGQPGTPDRTGAAEDEVRAFFGDADPRQFRIEEGRVIHDE
>MCE8421805.1 methylmalonyl Co-A mutase-associated GTPase MeaB, partial [Rhodovulum sulfidophilum]AB28
MVSKLVRKLLDAGEGVAVVDIDSSRPYSGGSILGDRIRMSDIVLDTNVFIRSMATRGAVGGMAHAALDVVDILDLAGFDR
IIIETVGVGQDEVEIAKASHTTVVVSAPGLGDEIQAIKAGILEIADLHVVSKCDRSDANRTLTDLKTMLKDGL
>MCE8421806.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB28
HPQPEDYRGNVSCTGSRACYDEGKRAAETLCFDYSRRARADVRVARIFNTYGPHMRPDDGRIVSNLLVQALRGEPLTVYG
TGEQTRSFCFVSDLVAGLMALMEAEETPDGAVNLGNPGEFTIADLAALVQSLVPTAAGVVHRPLPEDDPRRQ
>MCE8421807.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
FGAFVSNVLTGAMNAVPKAQLETAESYGMSHGQVFRRILVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWAREL
GGTKTSLYAYPHPDWRLYYFLALLVFYLGMTRVSEIVLGRLTRRLSFGQATAGGEAQRKAAT
>MCE8421808.1 aconitate hydratase, partial [Rhodovulum sulfidophilum]AB28
ISDVRANYLASPPLVVAYALAGDMNIDLTSEPLGMGTNGPVYLKDIWPTNAEIAELVEKTVTREAFQKKYADVFKGDAKW
QAVSTTDSQTYDWPASSTYIQNPPYFQNMSKEPGVITDITGARVLALLGDMITTDHISPAGSFKESTPAGKYR
>MCE8421809.1 hypothetical protein LZ190_24700, partial [Rhodovulum sulfidophilum]AB28
MADLLIWLVAALGAVGGVVLGRLRGRAEGKLAGKREAERDAMEDKNKRLERGRDAVRDGRGAGDPV
>MCE8421810.1 3-methyl-2-oxobutanoate hydroxymethyltransferase, partial [Rhodovulum sulfidophilum]AB28
MSVNSPVRPVMAADILARKGGEPIVCLTAYTTPMARLVDAHCDLTLVGDSLGMVVHGLPTTLGVTMEMMILHGQAVARGT
SRSMLVVDMPFGSYEESPAQAFANARRLM
>MCE8421811.1 DNA-3-methyladenine glycosylase, partial [Rhodovulum sulfidophilum]AB28
MEGQAACFAREAPAVAVDLLGAHLQVRGVGGRIVETEAYTPDDPASHSFRGPTPRNAAMFGPPGCAYVYLSYGIHLCLNV
VCAPGHAVLIRALEPTEGLAQMAAR
>MCE8421812.1 esterase-like activity of phytase family protein, partial [Rhodovulum sulfidophilum]AB28
SGISPEGVVAIPGRDLLVTANEADLREDGGAPAHVMIYRRGEGPAAYPTLTSEGSDPLIGWGALSALAADARTPGQLWAV
SDSVYSMAPTIYRIDATATPARITEAIPVTRMGQPAQKLDLEGIATDGEGGFWFASEGNSAKLR
>MCE8421813.1 BMP family ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
PLKVAGVYTVPVEQQWVSRIHKAAEAAKAAGRVDYSFTENVANTDYPRVLREYAESGVKLIVGEIFGVEQEAREVAADYP
DVAFLMGSSLSADESVPNLAVFDNYIQDAAYLTGIIAGAMSKGNIGMVGGFPIPEVNRLMNAFMAGAREVNPG
>MCE8421814.1 aromatic amino acid ammonia-lyase, partial [Rhodovulum sulfidophilum]AB28
IFDLLNSELAPAVPSRGTVGASGDLTPLAHMVLCLQGRGDFLDRDGTRLDGAEGLRRGRLQPLDLSHRDALALVNGTSAM
TGIALVNAHACRHLGNWAVALTALLAECLGGRTEAWAAALSDLRPHPGQKDAAARLRARVDGSARVVRHVIAE
>MCE8421815.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
GQISDIALRIDPAYRAPIAARLAEMPLVAGIAIKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQ
QDLASLMVLGYEASEAVYVLLAEFVLLAVLALPLGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALR
>MCE8421816.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
FIEGQNVNAMNARDLRALRAQRIGMVFQSMALMPHRTVRDNVVFSLEVRGRPEEERARVAAQAIEAVDLTGWETKYPDEL
SGGMQQRVGLARAIAADPTILLMDEPFSALDPLIRSRLQDELLDLQRKLKRTIIFVSHDLDEAFKIGNRIALR
>MCE8421817.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
RILLEQLLINLMRNGIEAMGEAGAVDALTVSLRPGPARAVIEVADRGPGIAPEVADRLFDAFTSTKAEGMGIGLNICRTI
VEMHRGRLTHRPREGGGTVFRVALPAAAEEGVAAE
>MCE8421818.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
IEKAHPDVYNILLQVMDHGKLTDHNGRSVDFRNVILIMTSNAGAAELAKSAIGFGRDRREGEDTAAIERAFTPEFRNRLD
AVISFAPLGKEIILQVVEKFVLQLEAQLMDRGVHIELSPEAAAWLGDKGYDDKMGARPLGRVIQENIKKPLA
>MCE8421819.1 type VI secretion system baseplate subunit TssK, partial [Rhodovulum sulfidophilum]AB28
AFERLWTSRLPGIPLKPLHSQPREIPYDGERLCLELDQKSEHWSQLLEAPGFVVGVSGVLEREPQIDCYAVSR
>MCE8421820.1 thymidylate synthase, partial [Rhodovulum sulfidophilum]AB28
LFRSWFLTGGTNIRPLLQENVRIWSDWPLAAYRRESGEEISQAAFEQRILEDEAFAARWGELGPVYGRQWRRWLGPDGRE
HDQIAALIETLRTNPSSRRMLFHAWNVAEVGQMALPPCHMVYQYHVTSDGRLNALLYQRSVDLLLGAPFNLD
>MCE8421821.1 7-cyano-7-deazaguanine synthase, partial [Rhodovulum sulfidophilum]AB28
SYSGFINSNHAKEIDCSTEFMNGLEELSRGVGAVRFHAPFREKTKADVVRQALNLAVPIGRTFSCQASSSFPCGACPNCV
ERLNALVEAGLA
>MCE8421822.1 mechanosensitive ion channel family protein, partial [Rhodovulum sulfidophilum]AB28
MGSLLVSLGQIVAPVAGVVAVSHAITLSAMAGPRTTLVIEVLPAVSLILYAAGWLAGRVFPKNGLQTSPLNLSEDRRREG
RFHTAMFGVVMALDALRTVALPPARVGEAATSVMAFPFIVVAGLLLFRIGQLMLASVRN
>MCE8421823.1 hypothetical protein LZ190_24770, partial [Rhodovulum sulfidophilum]AB28
IAALHADMLGGAEDVTQDAADFADFADSAEIAIRALLHSNMTGKDVVRALCSTEPFIHHKDAIRRLVEEIQGEPS
>MCE8421824.1 hypothetical protein LZ190_24775, partial [Rhodovulum sulfidophilum]AB28
MTAELKHLDDVVSQSLAHQRKSGTELRTFITTMNGALNVNAGPDALEQLARDIEERFGITMGLGAMVDDESFRPWLD
>MCE8421825.1 alpha-amylase, partial [Rhodovulum sulfidophilum]AB28
DPVAGAYYWHRFYSHQPDLNFDNPRVLEEVLKIMRMWLEMGVDGLRLDAIPYLVEREGTNNENLPETHDVLKKIRANLDQ
HFPDRMLLAEANQWPEDTRPYFGEGDECHMGFHFPLMPRMYMALAQADRHPITDIIRQTPEIPEGCQWGIFL
>MCE8421826.1 DUF1178 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
EAKPEEARRLIEDGVPVAPLPFLPQRKVN
>MCE8421827.1 S-methyl-5-thioribose-1-phosphate isomerase, partial [Rhodovulum sulfidophilum]AB28
MKINGTPFRSIWCEAGEVRIIDQRWLPHELRIVPLRTRAEFAAAIRDMWVRGAPLIGATAAWGMAVQMAEDPSDASLAET
WQVLH
>MCE8421828.1 flagellar hook-basal body complex protein, partial [Rhodovulum sulfidophilum]AB28
TFANPQALRQLGASGFAATADSGQPVAGTAGDSGFGIIRAGALEHANVDLTEELVHLITAQRNYQASAKAMETSNSLMQT
IMNIRS
>MCE8421829.1 flagellar biosynthesis protein FlgF, partial [Rhodovulum sulfidophilum]AB28
MDRLIHTALNSLANLRDTRVIQAQNLANQTVPGFRRDLTNEGDARFLKAMGAASARAFQTER
>MCE8421830.1 phosphoglycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
ALNMPSVTAEEAAVMGPWVKLAGHLGAFVGQMTDEPIKAINVLYDGAVGEMNLAALNCATIAGIMKATNPDVNLVSAPVV
AKERGIQISTTTQAKSGAFDAYIKLTVVTDKRERSVAGTCFSDGKPRFIQIKGINIDAEVGRHMLYTTNEDV
>MCE8421831.1 hypothetical protein LZ190_24810, partial [Rhodovulum sulfidophilum]AB28
ATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWTLGPDQIDGLTLTPPAEFHGELSLEVAATA
TLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAG
>MCE8421832.1 DUF4153 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
VAAAVTVFLLVASLRFDGIESMFSVAGSVLPVLILALVPLPFLVAADQGNWRDYPALFTAAWTLTVRMAAAWLFTALVWG
LLLLSNALLELVGVDVIGRITDTDMGPWLVTGLALGLALAVVMEYSDLISPALVLKLLRILLPLVLCVVALD
>MCE8421833.1 lytic murein transglycosylase, partial [Rhodovulum sulfidophilum]AB28
MIQFRPRALAAGIRPTTFAAAFRDLRYDADAVARDRNQAEFNRTLWDYLDSAVSETRIAGGRAALVQHGALLGRIEARYG
VPKEIVVAVWGMETSYGTRRGDHPLVGALATLAHDGRRARFFEEQLIAALKILDNGDVRPEAMTGRD
>MCE8421834.1 L-malyl-CoA/beta-methylmalyl-CoA lyase, partial [Rhodovulum sulfidophilum]AB28
PPARPNRCQLFGPGSRPALFEKMAASAADVINLDLEDSVAPDDKAQARANIIEAINGLDWGRKYLSVRINGLDTPFWYRD
VVDLLERAGDRLDQIMIPKVGCAADVYAVDALVTAIERAKGRTKPLSFEVIIESAAGIAHVPEDRQHLGMK
>MCE8421835.1 phytoene desaturase, partial [Rhodovulum sulfidophilum]AB28
ALRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSQLEKEFGVHYAIGGVAAIAAAMAKVIEGQGGSFRMNTEVDEILVE
KGTATGVRLASGEVLRAGLVVSNADAGHTYMRLLRNHPRRRWTDAHVKSRRWSMGLFVWYFGTKGTKGMWP
>MCE8421836.1 chemotaxis protein CheR, partial [Rhodovulum sulfidophilum]AB28
LVLRQVVRGTTPADPDVPRVWEIDWYPVHRSDGVRAVGFNVTDVTRLLELQADLRRIMRELQHRVKNMLSNVIALVNRAR
REQGDPQEILETLAQRIRALANTHNLLTSENWASTSLSDIFALELLNVYGEERVTLRGPEMRLNARATLSL
>MCE8421837.1 RDD family protein, partial [Rhodovulum sulfidophilum]AB28
LPDPDRHAEFYADVPLKRGLAWVIDMVLISLLTALIVPFTAFTALFYLPLLFLCVGFAYRTVSLARSSATPGMRLMAIRL
RTHEGRPFGLPEAFLHTLGYTVSIGMVLPQIVSVVLMLTTARAQGLTDLVLGSVAINRAAGE
>MCE8421838.1 hypothetical protein LZ190_24855, partial [Rhodovulum sulfidophilum]AB28
MTALDIKVSGDRATVEDAVALCEGAFAYDLAMITASLADLAEGTDEVLFAGFSKLQKQIKYGLTDPSALAFTEAGFADRV
VAKFLSVLWNGVRDRDGVRAACRNQATI
>MCE8421839.1 TrkH family potassium uptake protein, partial [Rhodovulum sulfidophilum]AB28
STSMVYRDTPIQRDPEVMMAFFFLIGVPVVLFLRHWIGAIETEETQNIAAAARAMWGGLFTTLSFLTTTGYESRDWVASR
SWSGLGTPGLILLGLAIVGGGVATTAGGVKLLRVYALYRHAERELERIVHPSSIGGQGVVARRLRREGAYM
>MCE8421840.1 response regulator, partial [Rhodovulum sulfidophilum]AB28
MTQVTRSTGSEGHARPAAGSAEASRPRPILLIEDTPSLQMVYRSVLASAGHRVAVAGTAAEGLSRFRETLPNVVLLDLML
PDRNGLDLMQDMLRLRPETNVIVITANGSINKAVEAMRAGAHEFLVKPFDEQRFLGAVENA
>MCE8421841.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
ESILAGTADEIGAAYCLLCETLEYPEDRSWVIFNLRPEAKFSDGTPVTAEDVVFSYETFVAKGLTDFRTIFAQQVEGAEA
LDTHRVKFTFKKGIPTRDLPQDVGGLPVLSKAQYEREGLDLEEGSLKPFLGSGAYVLDESRMKVGQTVVYR
>MCE8421842.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB28
NGGVYISMAHLGPDDVRRRFKGMVKRCADCGFDLAGGLVEVVPTAHYFMGGVVVDPDTRTEIDGLHVAGEDAGGAHGANR
LGGNGVANSTVFGGIAGDVMGAEVASIRHLRRADEAVLAAEIDRAMAPLSKRPGQVQVLREALQEAMWEDV
>MCE8421843.1 mandelate racemase, partial [Rhodovulum sulfidophilum]AB28
SCGWSPRRCIPHGGHQMSLNIAAGLGLGGNESYPDLFQPYGGFPDTVKVVDGHITMPDLPGIGFEGKSDLIRVMRALAE
>MCE8421844.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase, partial [Rhodovulum sulfidophilum]AB28
MNAPAGGLSPALTPEAVADTTAMATETHILNPRFYTTDFDELDRVDVTPVRKDWDALIAEMKADPNKAHFKKTEAWDRID
WEGMDPALRVEFIDFLVSSCTAEFSGCVLYKEMKRRGSNP
>MCE8421845.1 NADH-quinone oxidoreductase subunit NuoG, partial [Rhodovulum sulfidophilum]AB28
EAAAAVAAALGPRARIALFPPEAGSLGLALLGGTGLERAVAELEAEPRPVILLDASLPDRAPAELVERLMAAATEVMLLD
WLDGPLAPQADLLLPVTAPAETSGTYINHEGRAQRFFTGRPSELVPAWRLLAPLCGATETTLDEILAALAD
>MCE8421846.1 methylcrotonoyl-CoA carboxylase, partial [Rhodovulum sulfidophilum]AB28
PEEILGLVPADLRTPWDIRELIARLVDGSRFDEFKPRFGETLVTGFAHLMGCPVGIVANNGVLFSEAAIKGAHFVELCSQ
RSIPLIFLQNITGFMVGRRYENEGIARHGAKMVTAVATTAVPKITLLVGGSFGAGNYGMAGRVYSPRFLWT
>MCE8421847.1 TonB-dependent receptor, partial [Rhodovulum sulfidophilum]AB28
LTRREYPGGYIEVYEGERRALSYLGTVEVGLASLSFGAERTKESFSSDTDEGDLTTDSVFGEARLALSPDLDLSLAARRD
DPSDFDGKTTGRVALAWRLADDLILRGVAGTGFRAPSLYERFGPEGSDRLGPESSRSYELGLEKRFGSGA
>MCE8421848.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase GatCAB subunit B, partial [Rhodovulum sulfidophilum]AB28
LEIKNMNSMRFIQQAIDYEARRQIAILEDGGKVVQETRLYDPDKGETRSMRSKEEAHDYRYFPDPDLLPLEIEQGWVDEI
AASMPELPDAKKARFMADYGVTDYDANVLTAELDAAAYFEEVARGRDGKQAANWVINELFGRLNKQGLT
>MCE8421849.1 enoyl-CoA hydratase-related protein, partial [Rhodovulum sulfidophilum]AB28
MAYETLIVEIEDYVALIRLNRPDALNALNSKMMSELADALGAADRNEKVRCIVLTGSEKAFAAGADIKEMAEQSFVDVFG
SDFFTSDSEAMLRVRKPIVAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGLGG
>MCE8421850.1 hypothetical protein LZ190_24915, partial [Rhodovulum sulfidophilum]AB28
SFASGKNSVTLSVSPEAKASPGWDRHVHARFGYWPAADFPMPFDDRAFAIDIQYRFGEDAPEGDFTVTYAGQEWLAASKV
GTITSTDEQNMFGMSLEVGLDLPPLAWMQGQYLNPDVNMKREIVEQYAKLHSQVSGGLTVLLAALVLIFY
>MCE8421851.1 arsenical-resistance protein, partial [Rhodovulum sulfidophilum]AB28
VLATILYVVLPLAAGMLTRRSLDTPARIEAFSARVKPWSMIGLIATVAILFGLQGQTILDRPAIIALIAVPILIQSYLIF
AVGYGAAWLMSVPHRIAAPCAMIGTSNFFELAVAVAISLFGLNSGAALATVVGVLVEVPVMLSLVAFAKD
>MCE8421852.1 hypothetical protein LZ190_24925 [Rhodovulum sulfidophilum]AB28
MAKAKPYIGDDDEVRELDDHFFSHARRGRPPKPSEQKKVRMNLMIDPELASKLDGMPNKSAFVNEALRKALAS
>MCE8421853.1 hypothetical protein LZ190_24930, partial [Rhodovulum sulfidophilum]AB28
AEMFSSLKIYGTFRPEDGVYVILIPGTIGIAVIGIISSFIFVPRGLQFLLLPPFPAGAAIYLFICHRKANRK
>MCE8421854.1 YaiI/YqxD family protein, partial [Rhodovulum sulfidophilum]AB28
ACPVKAEAERVAVRHGVRMFLVSNGGIRPPAHPLVESIFVPEGPDVADMWIADRARTGDVVVTSDIPLAAKVVAAGALVV
KPNGETLTQINIGNALATRDLMADLRSADPFRQGGGRPFSKADRSRFLDALERAMRKAQEAGRSASGGSE
>MCE8421855.1 flagellar basal body rod protein FlgC, partial [Rhodovulum sulfidophilum]AB28
VVEVADAREAQRSYEANLRMFDQARQMTQSLLDLLRR
>MCE8421856.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB28
MDIRTSIAAQSYAKARTAAAPDQPSVGLTAAFERAAESFTQTLAQGEETARAAMTGKADPHALVEALAASQMAVETAVTL
RDKVVEAYQEILRMPV
>MCE8421857.1 hypothetical protein LZ190_24955, partial [Rhodovulum sulfidophilum]AB28
MDDPLMYHAAMGALSRHIVTTLFAVLLLAMGSVASARMMAPDQHSLLRAEVAALGLSLDDICGDASHHEHRCP
>MCE8421858.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent, partial [Rhodovulum sulfidophilum]AB28
KVLQKDGSRTEEEVVDYAVRLWREQMGDAPLPDYFVNAQTLAPLEHVRMQAAAQKWIDSSISKTINCPEDIGFEEFADVY
LAAWDQGCKGCTTYRPNEVTGSVLSVSEAGQAAPAEAPEPKGGEVVYLTDPLDRPAALEGATYKVKWPSS
>MCE8421859.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
SLRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPEGVSSLGTWLAVTIWLFVVDWRMALAAVALTPVS
FALISMAMARTTVMAGEYQSLSERLNGAVVEYLAGMPVVKVFNRTGAAQSETAEAVRAYADIETGMARR
>MCE8421860.1 DNA-binding response regulator, partial [Rhodovulum sulfidophilum]AB28
MIEPSRPLQSALIVDDHPLFCDALSMTLKAVAGLTHIESADRLETALARLDLQPAFDVVVLDL
>MCE8421861.1 CoA transferase subunit A, partial [Rhodovulum sulfidophilum]AB28
VLLESRQVRKMISSYVGENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTRTGVGTVIAEGKEHKEFDGETYI
LERGIVADLSIVKAWKADPSGNLVFRKTARNFNPPAATCGKVCVAEVEEIVPLGSLEPDSIHLPGIYVH
>MCE8421862.1 DUF481 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MKENFRIAGLTAFALLIGTTAVHAQVGTLTGTRQIEDRIEDIEDDVQDDLEEAQDPSRFGNPEFRPGFSGSASLGYSGSD
GNTEEQNLTIGAR
>MCE8421863.1 DNA polymerase III subunit delta', partial [Rhodovulum sulfidophilum]AB28
MAQDEIPEPDRVEGAPHPRETQALFGHARAEAEFLATFSSGRLHHGWLITGPRS
>MCE8421864.1 inorganic phosphate transporter, partial [Rhodovulum sulfidophilum]AB28
KIAAARFWVPLLIGVMAAAFSAYLVLKGLRKLMEVDLPAALLIGLVFGVLTVFLTRPLVRRQSEGLENRKKSLKKLFGLP
LVVSAALLSFAHGANDVANAVGPLAAIVHAVSDGDTAAKVSIPLWVMIIGAGGISFGLVLFGPKLIRK
>MCE8421865.1 DUF1365 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MWVDHVQGETFHGRKGALGNSFRYGVDYLLIDPEAVEGPALFSRNRANLIALHDRDYGGAPGEGRGVAWVREVL
>MCE8421866.1 cyclopropane-fatty-acyl-phospholipid synthase, partial [Rhodovulum sulfidophilum]AB28
EELVHDVVTFRHPVYDLAAQLGVGALRMMNGQRQTWFAGAWMRNGFHEDGFASAVDVVEAMRRRIPASAAA
>MCE8421867.1 flagellum-specific ATP synthase FliI, partial [Rhodovulum sulfidophilum]AB28
LLGRVIDAEGAPLDGLPAPDCTGEWPLAGRVMNPLARTAVSRPLDVGVRAINAALTVGQGQRIGIVAGSGVGKSVLIEMM
TRYTAADVIVVGLIGERAREVGAFAASVMQGEAARKLCMVAVPADRSPLLRLRAARRATAIAEHFRSEG
>MCE8421868.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase, partial [Rhodovulum sulfidophilum]AB28
ALSAAVALRLPRMIHEQNGVLGRVNRLFAPRVQAVCCGTWPTDLPEGVEGYYTGNPVRAAVLERAAAPYIVPGDYPMSLV
VIGGSQGARVLSDVVPEAIARLPEQILANLRIAHQAREEDVARVTEAYDRAGLLAEVKTFFTDIPRRLS
>MCE8421869.1 SIMPL domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MNIAKVLMLCTALVLPGHVLADTPRLTVTGEGAVAGRPDMATITLGVTTEAATAAEAMAGNSEKLGRVLQRLKEAGLEDR
DLQTSGLSLNPNWTQSPEGEAPRIAGYVASNMLTVRVRA
>MCE8421870.1 FCD domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LLMASDPAVNDLQRQTDYEFHHLLGREFGNQAVAQTVATLHRRTCIFDHTQVPERFLRGCEEHLEILEAVRSGNADAVEA
GLRAHLEHARDAVLLRLRRAAAATASASAS
>MCE8421871.1 CoA transferase, partial [Rhodovulum sulfidophilum]AB28
LVYGRMTGWGQDGPLAATAGHDLTYIALSGVLGALGPADRPPAVPLNLIGDFGGGGMMLAFGMVAALLQARETGRGQVVD
AAMTEGASLLAAMIWGFRAGGAWQDGRQANLLDGGAWFYGTYECADGRFLAVAPIEGRFARTFLERLE
>MCE8421872.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
EPLELLASHDTASDDPLELLATQPFIRFSRQAVVGGLIEAWLQQRRIEVRESMELESLETISSMVLANLGVSIAPRPCVD
HINPLPLKHIPLDAGGLRRQLGLSSRADNARPRVLRILHEKLVQAVGIGVIDPSSL
>MCE8421873.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB28
IPLLGETIGLHRGAAIATGLLGVLIVLRPGAEPLSLGHAAALLAAVTSSLGSVIVRKIGQDERSVVLLLYPMVANFFVLG
AALPFVYRPMPVEHLGMMGIIAAFSFVAMLLTITAYRMAEAVIVAPMQYSQMVWAAIFGWLIFGERSD
>MCE8421874.1 DUF1513 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
CASGTLRARLTPPDGRQFNGHGAYSVDGGLLYTSEVVAETSEGVVGVWDTAGWHRVDEFPSGGIGPHELRRLPGSDNLVV
ANGGIRTDPQDRSKLNVETMRPNLSYLSPEGALLEQAELPEELRQNSIRHLALAEDGTVAFAMQWEGE
>MCE8421875.1 NAD-dependent dehydratase, partial [Rhodovulum sulfidophilum]AB28
WADFVTPGGSDWFDWLIPRLGREIDLLPCIHYTPPSLSRTGRSSGPPRELKSYADFVDHALTRYGRHFSHVELWNEPNNL
LDWDWRLDSDFLLFCEMVGGAAWWVRERGWKPVLGGPCPFDPLWLDLMGERGVLAQCAAAGFHGFPGT
>MCE8421876.1 5-(carboxyamino)imidazole ribonucleotide synthase, partial [Rhodovulum sulfidophilum]AB28
MTDRLPPGSTIGILGGGQLGRMLSVAAARLGFRTHIFEPSANPPAADVAHAVTTAPYEDEAALRAFAASVDVITYEFENI
PTSAL
>MCE8421877.1 AIR carboxylase family protein, partial [Rhodovulum sulfidophilum]AB28
LSLYSIVQMPKGFPVATMAIGSAGAANAGLMAAGILALSDPALGQRLDAWRAALSASIPEEPTDD
>MCE8421878.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
IIFFDEPTTGLDPIMAGVINDLIREIVTEMGATAMTITHDMTSVRAIADNVAMLNRGKIRWTGPVSELDTTPDPYVQQFI
HGRAEGPIEALR
>MCE8421879.1 paraquat-inducible membrane protein A, partial [Rhodovulum sulfidophilum]AB28
MLRAANLALLLLFPVAWFAPLMRAGMLPLFGLSEISVVSGLQSLWSTDVGLALLV
>MCE8421880.1 RNase adaptor protein RapZ, partial [Rhodovulum sulfidophilum]AB28
LIELIDRLTQDPRVALEVLYVDCSASELIRRYNQTRRRHPLAPAETPAEGIEREIDLLAPVRVRADHLIDTSEMSPHDLK
AELSRWFDRGAATRLAVSVQSFSYKRGVPRGVDMIFDCRFLKNPYWVESLRALDGREASVADYISSDP
>MCE8421881.1 diacylglycerol kinase, partial [Rhodovulum sulfidophilum]AB28
MNAGSGKGEDAERVRAAFAALDVPVHLELVEDGSRLTATASQAIERGFGTVVAAGGDGTICAVAAAMAGSGKRMGILPLG
TFNYFARSLLLPQELEPAVEVVCAGRTAPIRVATVNDQLFLNNASLGVYPAILETRED
>MCE8421882.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
AGIMGFPLMVRAIRLALEAVDPRLEQAASTLGASRPWVFLTVTLPLILPGVVAGAILAFAKAMGEFGATITFVSNIPGQT
QTLPSAIYSFLQVPGGESNAARLVLVAILVAMTALLLSEWLSRAIARRIAGA
>MCE8421883.1 hypothetical protein LZ190_25095 [Rhodovulum sulfidophilum]AB28
MREGVKFDLTWRAWLPSCPAFYRIDLELGRWDEVMAMALPVPGAEGLTGTGRIQR
>MCE8421884.1 protein kinase, partial [Rhodovulum sulfidophilum]AB28
SRLAQATLQRTGFIAEDLLRSFLAPICLALETVHSTNLVHRDVKPANIMISRRDQQPILIDFGAARPSGQRGSLAMFTRS
YAPVELFPRAQVRSAQPLEEGPWSDIYSLSVMLYEMATRQLPPSAPDRAAAVAAGAPDPYVPLTALLA
>MCE8421885.1 phenylalanine--tRNA ligase subunit beta, partial [Rhodovulum sulfidophilum]AB28
ISQPESLAGIMGGELSGCTEETTDVFLESAYWDPITIAATGRALKIVSDARYRFERGVDPAFTLPGLELATRMILDLCGG
EASEVVMDGAVPDTSRAYRFDPKRVVSLVGMEIPEAEQRATLEALGFTLEGEMAAPPSWRPDVQGEAD
>MCE8421886.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MPAPAEAVTLDVTSEASIEAALAQVGAFDGVVYLAGAYWPMKAQAWEASRVEAMIDTNLLGLVRLLSAVLPGMIAANRGH
LVVTGSIGGYRGLPGAIGYSASKAGVMALTESLYADLRDTGVEVQLVNPGFIRTRLTEKNRFRMPFIM
>MCE8421887.1 flagellar biosynthetic protein FliP, partial [Rhodovulum sulfidophilum]AB28
ALMTALTVLPSLVLGMSAFTRIIIVLSILRQALGTQQTPPNQVLIALALFLTFFVMQPTLGALYEQSLSPFLDGQIEAQP
AIERGGAIMKDFLIANTRQNDLLMFSDLAGAGPYAEPTEVPFSTLLPAFMTSELKTAFQIGFLLFLR
>MCE8421888.1 AIR synthase-related protein, partial [Rhodovulum sulfidophilum]AB28
GVPTVGGEVRFHRAYNGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDDTIEEKRPTVQ
VGDPFTEKRLLEACLELMASDSVISIQDMGAAGLTCSAVEMGDKGDLGIR
>MCE8421889.1 RNA polymerase sigma-54 factor, partial [Rhodovulum sulfidophilum]AB28
EAQRNPFLRVRQPATAAPIPESAALPPDLHAWLGSQIRMAMADPEDRALAFRLLEALEPSGWLGQPVSEIAAAAEVEEEE
ALVILERLQALEPAGLFARSLAECLALQLEDLGLLTWELRTMLDHLPLLAEGRIADLARRCDCEPER
>MCE8421890.1 DeoR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
FKVDFAIIGASALDREGDMLDFDLAEVRVSKAILRQSRQRFLVTDSSKLDRKAPVRLGSLEELDAVFTDSPLPEELARRC
ESWETAVTVAEQAMTPG
>MCE8421891.1 hypothetical protein LZ190_25135 [Rhodovulum sulfidophilum]AB28
MAEITPEALKEAELDPVDTTLLAQTPLDPAMRDRMLEEFEKIKAGF
>MCE8421892.1 magnesium transporter, partial [Rhodovulum sulfidophilum]AB28
SGIAGTQSLAVAVRALATRDLTSANAPRVVRRELFAGLLNGIGLALILGLAGFVIFGDPVLGAVLGMAMICNQVVAALGG
VLVPLGLNRLGLDPALASGTFVTTLTDVMGFFAFLGLASLVLI
>MCE8421893.1 lipopolysaccharide biosynthesis protein, partial [Rhodovulum sulfidophilum]AB28
SERARDTLARQKEAQAELARLENEASQEQLALAAALQQQRLLLSSSRQNVTEVSVLTPASVPLNADGRGKAFYLVAAMIG
SAIAAVTAVFALEILDTKVRSAEHLRRIRRVVPTGIVPQLPRTRGAPTGPLGWWQQESVFADAVRAV
>MCE8421894.1 D-glycerate dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
STFWESLDQMVTRMDIISVNCPHTPSTFHLLNARRLKLLKPTAVIVNTSRGEVIDENALTRGLRAGEIAGAGLDVFEHGH
EINPRLRELPNVVLLPHMGSATLEGRIEMGEKVILNIKTFADGHRPPDQVLPSML
>MCE8421895.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
MTVHAGILDGTQKAFLLGYLESLSLVERLHRLLLDVVKDEFERIGLLEINPVQALLLFNVGDNEVTAGELKTRG
>MCE8421896.1 hypothetical protein LZ190_25165 [Rhodovulum sulfidophilum]AB28
MLGQREPPAHLAALIAEIGAFARTRLAR
>MCE8421897.1 cellulose synthase, partial [Rhodovulum sulfidophilum]AB28
SESNWSDRAQTFVQATLQPVIQAVRRMLRPGDGNLAEWLATRKGTAMLLAPEPGKLWVILGPEAEPARVAEALAMAPRSP
GGPRGQVAVLGSDGRWSSWSKPGLLPELREPVSLDNVRSVVGNVASARPPLLLGGMLGLAWISAAR
>MCE8421898.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
VSDLTEALVANVTRAEDGTILRTPAVTLAVAKRAGANAVVVGEAVLHRIEALEGSLIPDSMAVTVTRDYGETANEKANEL
LFHLGLATISIIALVWVAIGWREAMVVAIVIPVTILLTLAAAWLMGYTLNRVSLFALIFSIGILVD
>MCE8421899.1 methionine ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
TTRSFLSGVTGVTLPAFVASRLRPAPPEGPSQEVIRITFAGRHATDPMLARLTGELGIAVNILAGAIEEIGPHPFGNLLV
SVETPRGAEARAYLERHQLLTEVLGYVG
>MCE8421900.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
FLVYGVRLAGRGLPRLVLPLTLLGYAAPGAVLALGLLIPLAALDHRVADAMAALTGHDPGLLLTGTAAALVLAYMVRFFG
VAQGAVDSAFGRISPSLPMAARSLGRRPGSVLASVYLPLMRGSVATALLVVFVDCVKELPATLLLR
>MCE8421901.1 transposase, partial [Rhodovulum sulfidophilum]AB28
TCHELGITATVPRPDTSGSRSEGRYVKADFAYEATADIYRCPAGEALTYRYTTEEDGLQLRRYWTTACAACNLKARCTTG
RERRITRWEQEHLIEAAQARRRSASAPMSVRRSTVEHPFGTLKSWMGPSHFLTRRLHNVRTEFALN
>MCE8421902.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase, partial [Rhodovulum sulfidophilum]AB28
PGPGGLTRGLLAEGARRVLAIEKDARCLPALAEVAAAWPGRLEVLNADALEVDVAARLTPPIRIVANLPYNVGTELLTRW
LSSDWPPFWESLTLMFQKEVAERIVAKPGSKAYGRLALLSQWRTDPKIVLTLPPEAFTPPPSIHSD
>MCE8421903.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
MEDLLGGTEDLSHSMVLRYMAKIAHPLSGNGTLMEPQNWDDIRLFLALAREGTLQGAARRLGLGVATVSRRIERMETALG
LPLFLRRQTGHALTDQGAAQ
>MCE8421904.1 sensor histidine kinase, partial [Rhodovulum sulfidophilum]AB28
MGFAILLALTFYVLSRRAWSQSMSFQRESAELRLLNARLQREIAEREKVQKDLAVAELTLAQSSKLAALGEMSAAVSHEL
NQPLAAMKTYLAGAKLLLQRRRTEEALASFQRIDDLIERMDAITRQLKSYARKGGEAFEPVDMRL
>MCE8421905.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
QMLGKRFREGVDLSGGEWQKFAIARAYMRDAEVLILDEPTAALDARSEFEVFQRFKELSAGRTAVLISHRFSSVRMADRI
LVLAGGRVEANGTHEELLARPGRYAELFELQAAGYR
>MCE8421906.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB28
LEAARQSGAAVSDAVSAMRGIAERIHVVQEIARQTDLLALNAAVEAARAGEAGRGFAVVAEEVRKLAALTTSSTGEIAAE
VGAVTGAVEANGAAVRGIVEAVGQVQAQARLISVAAGQQGAVAAEIASRMADTAERVARVDHGIR
>MCE8421907.1 acetyl-CoA C-acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
AAIAEGRFAAEVVAVDGVAVDEAPGRARPEKIPQLRPAFREGGTVTAANSSSISDGAAALVIASAGAAEAQGLTPLATIR
GHASHAQAPNLFTTAPIFAIGKLLEKVGWSAAEVDLFEINEAFAVVAMAAMRDLDLPHDKVNVNG
>MCE8421908.1 penicillin-binding protein 2, partial [Rhodovulum sulfidophilum]AB28
MIRTPLRPLARILDARAKGENPDSIERENRRIRHEAMRDKARNRAEGRLLLLGLSFFLAFSVIGARMGLLASTQPMEPRA
AASGAEILNQRADITDRSGRILATNLLTHSLYAHPQDMVDPLRVARELAAILD
>MCE8421909.1 phage/plasmid primase, P4 family, partial [Rhodovulum sulfidophilum]AB28
DLVFLVGARMARASEPREGELLQDALIKAMTSGEPILVRPNYGDFFRLYPYFKLTMSGNHKPEIRSADDGIWRRVKLVPW
DVQIPPEERDPDLVRKLYAERDGILQWLVDGAIEFLERGLDEPEAVRSATQDYREDSDPIGTFIE
>MCE8421910.1 EamA/RhaT family transporter, partial [Rhodovulum sulfidophilum]AB28
MTASSDRILPGVALMIAFCVLAPLLDVCAKLASATIPVGQITGARFLVQAALMLPVVALMGTGWRMSRRMAGLVALRAIF
LILSTYSFVAAVTVMPIADALAIAFVEPFILLILGRILF
>MCE8421911.1 DMT family transporter, partial [Rhodovulum sulfidophilum]AB28
FTASPQIGRMDLKAGLVWAFAGGLMVAIYTTFDAWAIRLMPDPFTFLAWFFLMTSLDFPLLLGYRLLKARQMPEAAAALA
LRGFVGALVAFVSFGGVMLGTRLGKVAEVSSLRETSTLFAAAIGWLLLGERSGPAKILLMGLIAL
>MCE8421912.1 gamma-glutamyltransferase family protein, partial [Rhodovulum sulfidophilum]AB28
DFAATACNYGEPISGTYKGVELVEHPPNGQGATAILMLNILSHFDVAGMDPFGTARAHLEAEAAKLAYDARNRFLADPDH
VRRLAHMLSPQTAERLAALIDPARAMPEAAPLSEAVHRDTVYLTVVDRDRMAVSLIYSVYHSFGS
>MCE8421913.1 sigma-70 family RNA polymerase sigma factor, partial [Rhodovulum sulfidophilum]AB28
MQDAYVKIWTHAGRYRVTGHSPMTWLITIARNTAIDRLRAQRRGGDVTEYHDVHPAAGSNPETRMLARAEAGRIRACLDE
LGADRRRAITGAYLDGLSYADLADRAGIPLNTMRTWLRRGLMALKDCV
>MCE8421914.1 hypothetical protein LZ190_25265, partial [Rhodovulum sulfidophilum]AB28
PIPSRFFAQPDAENVSAVLFSNGATITTFGRMGKIAGLGDQDVKMLRMGTWVIDDIGTAEPFMNDVDADDYDEAWGDTVT
MFHNPWAKHPVPEGLFPNISHAIFDPKTSRVLYRFPPKHVLTSITQVIVPNCHIPRDCRPSS
>MCE8421915.1 RNA polymerase subunit sigma-70, partial [Rhodovulum sulfidophilum]AB28
MQSEHLLQLYVSERERMERQIARRIGCASLARDIVHDIFLRLWERATRLNGEPAAYLSRCARNAAR
>MCE8421916.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
VSVRIEDEDPIDDRILRYFQRSDLFINPRLDLAPDGLSGTLSADVEQLYFLFGTDAVGRDLMSRIFIGVRISLAIGLLAS
AMALLLGVTYGAISGYLGGRVDNVMMRIVDVLYSLPFIFFVILLVVFFGRNLVIIFIAIGATEWL
>MCE8421917.1 chromosome partitioning protein ParB, partial [Rhodovulum sulfidophilum]AB28
MGRNPDRSATWLLLDGHMRIEALKDAGGSEVECLVSTDDEAFTYNRQISRLAPIQEHKMIRKAIERGVPEEKIALALDLN
MSSIRRKARLLDGICEEAVAMLKDKPCTNAVFDALRKMRTMRQI
>MCE8421918.1 hypothetical protein LZ190_25285, partial [Rhodovulum sulfidophilum]AB28
MGEVDTATARSGSDANAKRVITVIGLVDVVGALAEDALGRDLYLFDDNKAGGSSGHGTSCLRTCADAEDLVVWEVMPLEC
EAFVRIDDVL
>MCE8421919.1 gamma-glutamylcyclotransferase, partial [Rhodovulum sulfidophilum]AB28
DPDHGQYCGGLDLEAQAQIIARAAGERGPNRDYLLHTVAHLQSLGISDPDLCWLATRVRALGNDPVS
>MCE8421920.1 ATP-dependent protease subunit HslV, partial [Rhodovulum sulfidophilum]AB28
MAEDRFPGWHGTTILAVRRGGEVVVAGDGQVSLGQTVIKGTARKVRRLSPGGHEVVAGFAGSTADAFTLLERLEKKLEAA
PGQLARACVELAKDWRMDKYLRNLEAMLIVTDGETLLVLTGAGDVLEPEHDVTAK
>MCE8421921.1 hypothetical protein LZ190_25300, partial [Rhodovulum sulfidophilum]AB28
LVDVPALDAIMFLHPRKSQIDVVQSVGRVMRRAPGKRMGYVILPVGIPAGIEPEKALKDNERFKVVWQILNALRAHDDRF
NSTINKASLGQDISGKIEIVGVTARSEELKAVTATVDQLPQKSKPATSGIGKGGGGDPVTEGPD
>MCE8421922.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB28
YPDRVILHVTRTCDVYCRFCFRREVVGNEGILPEADLTAALDYIDATPSVREVILTGGDPLTLSPRRLRAIIGRLGQIGH
LDQVRIHSRVPVVAPHRIDDNMLRALLGPIPVWIVVHVNHPGELRLDARAALGRLADRGIPLLR
>MCE8421923.1 TIGR00730 family Rossman fold protein, partial [Rhodovulum sulfidophilum]AB28
MSQLRSVCVFCGSRAGLNPAFARDAREVGQTLAREGWRLVYGAGDVGLMGEVARAALAEGGRTMGVIPTHLLAREQGRRD
LGQMVVTENMHERKKVMFMNSDAIVVLPGGAGSLDEFFEVL
>MCE8421924.1 hypothetical protein LZ190_25315, partial [Rhodovulum sulfidophilum]AB28
SSAQITPEQEGFVCSSGFVVVTPRDIAPEVLLTYLRLPVICELLDLFASASMYPAITDADIFNLPLPHIPDAVADQVTQN
VIAAKAAKARAASLLEAAKRAVEIAIEDGESAAMAYLDQAEGAI
>MCE8421925.1 monovalent cation/H+ antiporter subunit D, partial [Rhodovulum sulfidophilum]AB28
ILMLLLTALLAIPTLLYASAGWHRQGKHFHSLFQFLLMGLNGAFLTGDLFNLFVFFEVLLAASYGLLLHGSGQLRIRAGL
HYIAINLAASLLFLIGVSLIYGVTGTLNMAHLARIVPTLAEADLPILHAGAALLGLAFLVKAGI
>MCE8421926.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB28
MRRKLGRFETSDGYLVGADGRLRSVPRRAADIEVGTPVAGPVAAAARAGKAESLEGANYGGEPMVAAVRPARIGGMTWGM
VSEITAEEAFAEARAALRTARVTAAALAGLILIAGLLLSAWLIRPIRRLSRHIEEEAGRA
>MCE8421927.1 hypothetical protein LZ190_25330, partial [Rhodovulum sulfidophilum]AB28
SKVEKSRFGGLSKSRSTSYGLADGEVASPIVKAVGQMQASVMDVADTLGIGAEAFKGFAASVRFSTKGLSDEEIGTKLQE
KLTELGDNFAARAFGYVGRNDQAIKDLEKRIAEGTSEAVVSGLKGSIGDRLLSAFFGRKQQGDL
>MCE8421928.1 CheB methylesterase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SVCIGASTGGTEALRDVLTALPASAPPIVIVQHMPRGFTAAFARRLDSLCAIEVLEAEDEMQVMPGRAIIAQGDRHLLLR
RRNQGYRVSVLDGAYVCRHRPSVDVLFRSAAQEAGGNALGVIMTGMGDDGARCMAEMRAAGAET
>MCE8421929.1 monovalent cation/H+ antiporter subunit D, partial [Rhodovulum sulfidophilum]AB28
MNHWIIAPVVLPAVIAPLIVLLMRHDLVLQRVFSLAATVALCGVAGVLLAAAATNPPEAYFLGNWPAHFGIVLVLDRLAA
MMVALTAFLALMVQLYAIGSGWDRRGQHFHALFQFQLMGICGAFLTGDAF
>MCE8421930.1 uracil phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB28
DLLKEKGAKNIRFLCLLAAPEGVARMKEAHPDVPIVTAAVDECLDHHGYIVPGLGDAGDRMFGTK
>MCE8421931.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB28
MSGVILLSVPVFVLLGCVLDATGMGKAIVGFLSSLLGHVKAGLSHVLLVSLFIVSGISGSKVSDMAAVAPALFPEMKRRG
NKPNEMVAQLATGAAMANTVPPSIVLIVLGSVAGISIAALFSAGFVVAIVLLLSLMAL
>MCE8421932.1 DNA primase, partial [Rhodovulum sulfidophilum]AB28
ISDHRALHRVLLAAAGMAEADTARGAIRAEAGPALERLLALTHVRICPSVRHPGDLEMARMCLAEELAKLEARRGARQEI
EEAVEDLAGLVDEGLTWRLSQAAEARHRAERARLDDSSDLGEDRAALSRSLQEMIDRQIWVKKR
>MCE8421933.1 DUF4432 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
PDLYAPEQVFYIRDPGTDAWGRTRMLMELPAGGAFSAAWRPEDLPFCVRWILNDGDAQVAAFALPSTCEPEGYTAEKAKG
HVRLLGPGESARFPVTLGWLGPTEVAAARADIDTMRKG
>MCE8421934.1 50S ribosome-binding GTPase, partial [Rhodovulum sulfidophilum]AB28
SFVIADIPGLIEGASEGRGLGDQFLAHVERCSVLLHLVDGTSSTIVKDYRTIIGELEAYGGDLALKPRITAMNKIDAMDS
RQISDRRRALEKATGGKVFTISGVAGTGLMDVLRALWAEIDGARGDKVEEHAPWQP
>MCE8421935.1 hypoxanthine phosphoribosyltransferase, partial [Rhodovulum sulfidophilum]AB28
ISVEVDFLEASSYGDAMTSSREVRILKDLRGEIAGRDVLVVEDIVDTGFTLSHVVRLLRSREPKRLEVCALLDKPSRREV
DIRATWTGFEIPDEFVVGYGIDFAQRNRNLPFIGKVRFLEEG
>MCE8421936.1 hypothetical protein LZ190_25375, partial [Rhodovulum sulfidophilum]AB28
SEELCCRAIAHLQSVPVGGVASYLRDPLAAEILVATKAIMKATAKARRGLAIGDMSGVE
>MCE8421937.1 hypothetical protein LZ190_25380, partial [Rhodovulum sulfidophilum]AB28
MTILATALLDRHVSYRDAARALQVTPAVLEPSADRDGLIGFRQSLRLAIRHHMLLANATRGRSPAPAKRAHYMRHLPAAK
RALA
>MCE8421938.1 type I restriction enzyme HsdR N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MNKIAAEFSEFVLFSEEEVRALDARVVMRENRGKQVPYVTCLVRDKEVLLKPEERTRQLWLARLIDKLGYARSRIA
>MCE8421939.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
MDAVARDLAQAEKTRSDAARRAQQASERKARKDSAGHRARARGDQPKILMDAAKGRAEASGGAGMRLREARREAADEAVS
AARERIEILQPLRMDIPPTGLAPGKTVLRLERVTGGHDPDHPSI
>MCE8421940.1 light-harvesting protein [Rhodovulum sulfidophilum]AB28
MSKFYKIWMIFDPRRVFVAQGVFLFLLAVMIHLILLSTPSYNWLEISAAKYNRVAVAE
>MCE8421941.1 photosynthetic reaction center subunit L, partial [Rhodovulum sulfidophilum]AB28
MALLSFERKYRVPGGTLVGGNLFDFWVGPFYVGFFGVAT
>MCE8421942.1 diaminopimelate decarboxylase, partial [Rhodovulum sulfidophilum]AB28
IFDAAMNDLVRPSMYGAHHDIVPLAEAAPGTESQPYDVVGPVCETGDTFAKARALPPMAEGDLVAFRSAGAYGAVMASEY
NSRPLVPEVLVRGDHFAVIRARPTFDEMLGRDSIPEWL
>MCE8421943.1 Plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MSILSPRTIRLLAGSAALSGSCVAAHAQDLAFSLDPIVVQARDDFAEAADRATSMYVADAELERARTGDLKDVSAGIASV
SVGGALPLTQKIFVNGVDMLNLGVSIDGAAQNNRAFHHVSANAIDPGLLK
>MCE8421944.1 amidase, partial [Rhodovulum sulfidophilum]AB28
ARVGRFAHGTEDYVAFRTGPEGVFAYSPFTAVFNASGQPAASLPLGMSAGGLPIGVHLAAPFGADEELIALCAEIERAAP
WIGRRPAPLVERPRAPLISRPGAA
>MCE8421945.1 DUF4198 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MLLSSRPLLAALLLAGLASPVHAHFQEILPSDDVLPDGGAVTLDLLFTHPFEGGPAMEMARPAAVGVLAHGTRTDLSAAL
EETATGEARSWRLSHTLDQPGAAVFYVTPEPYWEPGEGKR
>MCE8421946.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MTLLEVNGLHAWYGESHILHGVDLFVEEGETICILGRNGMGKTTTLRTIMGILRKRTGAIRFAGKDMMGVPLHRTAREGL
GFVPEERGIFATLSVEENLMLP
>MCE8421947.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
VADICHQVTVLQRGEILAHGDYATVSTDPRVRTAYMGTEDA
>MCE8421948.1 DJ-1/PfpI family protein, partial [Rhodovulum sulfidophilum]AB28
LVIPGGTVGADKIRASEEAVAFVRGFVSAGKPVAAICHGPWALVEADVLKGREVTSYPSLATDIRNAGGRWVDREVVVDS
GLVTSRKPDDLDAFCAKMIEEFAEGVHDGQRRSA
>MCE8421949.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
TVKIELSRPDATFLHVMALNFASVVPKEAVEAAGADFGKQPVGTGAFKLAEWTLGQRLVFEKNADYWREGVPYLDSIVFE
VGQEPIVALLRLQNGEVDVPGDGIPPAKFTEVMADPAQAERVVEGGQLHTGYITMNVTQPP
>MCE8421950.1 hypothetical protein LZ190_25450 [Rhodovulum sulfidophilum]AB28
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCE8421951.1 PepSY domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
TATSNQLGTVADVAITGAPVPVTAQAEAALAAVPGGILNQYVAPEAPDRPAFFAIEQVEAVMSVAVDPYTGAVLNSQDKT
TTLYAVANRIHGTLLIGETGDRIIETAASLTVLLIVTGLWMWLPKAGLRAVVPDLRARGRSLF
>MCE8421952.1 TonB-dependent receptor plug domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ISASVSIITREDLERGNVTSLSDALREAQGVVTTGVAGEQDIFIRGLPGAYTLILVDGKRQGTRESRTNGNAGWEQSFIP
PVAAIDRIEVVRGPMSSLYGSDAMGGVINIITRKVADRWSGSVTAETVLPEASEDSGNRQLS
>MCE8421953.1 adenylyltransferase, partial [Rhodovulum sulfidophilum]AB28
QKLKADAGSLPSWDLTQRQICDLELLMNGGFHPLKGFLTEADYDGVVENMRLADGRLWPMPVTLDVSEKFAEGVEPGQDI
ALRDAEGVILAILSVTDKWVPNKDREAEKVFGANDLAHPAVNYLHHTAGKVYLGGPITGIQR
>MCE8421954.1 hypothetical protein LZ190_25470, partial [Rhodovulum sulfidophilum]AB28
IYFSEGALDLRMRLDPFRVDIGQLALVEQGRRLSGRGHASAEPGGWRVAFDLGLNEISHSDLLALWPLSLVSKTREWLEE
NVQEGRLFEVEAGLRMSPGHETRLSLGYEFRDGDVRYLKTLPPIEKGSGYASIEDRRYLMVQ
>MCE8421955.1 3,4-dihydroxy-2-butanone-4-phosphate synthase, partial [Rhodovulum sulfidophilum]AB28
DIATPGHVFPLRARDGGVLVRAGHTEAAVDVSRLAGLNASGVICEIMNDDGTMARLPDLVAFAQRHGLKIGTISDLIAYR
RRHDNLVKEKAVKHVTSCYGGDWLMRIFSDDTQGAEHVILSKGNVTDGEPVLVRMHALNPLE
>MCE8421956.1 hypothetical protein LZ190_25480, partial [Rhodovulum sulfidophilum]AB28
MDQAAVAARLAELHGSLETLRRQGRILGALAAVLVGAVVWLAAGSALLALATGLLAALATGLLTRLRAAAVMRNLTDLER
AHP
>MCE8421957.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
ARSQCLGGMTFGIGMALMEEMVHDRRFGQVVSRDLANYHIPAHADVPALEVHFLEERDSYGGTLQAKGIGELGICGSGAA
VLNAIHNACGVRVRDLPATPDKVLDGLCALGR
>MCE8421958.1 PD-(D/E)XK motif protein, partial [Rhodovulum sulfidophilum]AB28
VVEGANHLCITLSEFAHIDLFETLCRDVVSAGEEAADLQGALGRAVRRAMRWHHLLRGGKQGMPLEVQRGLVGELAFLRE
LVAVIGPSKAVEAWKGPDDSAKDFELPGMFFEVKARRSAAHPK
>MCE8421959.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB28
MQTRNKFFDDMSQLMTNAMGVAQGARTEAETAMKGLLDRWMADRDFVTREEFDAVRAMAQKAREENEALSARLAALEAKS
KG
>MCE8421960.1 extracellular solute-binding protein, partial [Rhodovulum sulfidophilum]AB28
MAKKIKESGAAPCGYTSTWLTWIHTENFAAWNDVPFATNENGLADVNAELKINEPIFVNHFQALADLAKDGTFKYGGRTS
EAKQIFLAGECGIFTESSGGLGDIVKSGMNYGIGQLPYDEAGNGPQNTVPGGASLWVMGGKD
>MCE8421961.1 cbb3-type cytochrome c oxidase subunit I, partial [Rhodovulum sulfidophilum]AB28
KLWNKERLYSLSLVSWHFWLATIGIVLYASSMWVSGIMEGLMWREVDANGFLVNAFADTVAAKFPMNVVRGLGGVLYLTG
ALIMCYNLWKTVTSAPSRVVRAAAVPAE
>MCE8421962.1 cytochrome-c oxidase, cbb3-type subunit II, partial [Rhodovulum sulfidophilum]AB28
MGILAKHKILETNATLLLIFSFFVVTIG
>MCE8421963.1 AIR synthase-related protein, partial [Rhodovulum sulfidophilum]AB28
ILPTPTIGAVGLLTSLDELIAGQPEEGDLALVIGTTAGHLGQSALLAEMFGREEGDAPPVDLEAEKRHGEFLRANRRLVR
AAADLSDGGLALAAFEMAEAAGLGLTLTPSGTAALFGEDQARYLVACAPDRAEALQAAAEE
>MCE8421964.1 2-isopropylmalate synthase, partial [Rhodovulum sulfidophilum]AB28
PDGSTYEGDWKDGVIEGRGTATYANGLVYEGQFHAAKNHGQGVMTYPDGYRYEGDWVEGQRHGRGTATYADGTVYTGQFV
RGQREGEGEIVMADGFRYKGGWKAGEIDGEGIATYANGDVYEGTFKAGKRQGQGVMRYATG
>MCE8421965.1 KaiC 1, partial [Rhodovulum sulfidophilum]AB28
GRWRDAGLLRFMATRPTFYSLEMHLAVILREVMRFEPSVVVLDPISAFTESGDRLEVQSMLLRIVDFLKNRGITGIFTHL
AHSQNEATTDAGLSSLMDGWVLMLNREVNGEFNRELYLLKARGMAHSNQVREFLMSDRGISL
>MCE8421966.1 MmgE/PrpD family protein, partial [Rhodovulum sulfidophilum]AB28
YGAEVAVTLASGEVRRQAVQAPLGRGPETPLPQEMLEAKFLDCARASLTEEGAARVFALLMGLDRLPQAADLTAAIEAAT
R
>MCE8421967.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
LVALIGLSVPDFWLGLIMISVFSVGLAWFPTGGYVPFSEDALGWARSMALPSLALAFTQMGVIARMTRSSMLEVMGQDYI
RTARAKGMRRHTVVFKHALRNALVPVITVIGVMTGVLLGGAVVIESVFSLPGVGRLIIGAI
>MCE8421968.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB28
DLMHLAEQAAEVEEVEARLGARPVSWLLDHQPVDARWCLIHCTQMQPAETDRLARTDAVAGLCPVTEANLGDGIFDGARY
MAAGGRFGIGSDSNIRIALSEELRQLDYSQRLRDRVRAPFATAGRSSGRVLHEAALAGGAQA
>MCE8421969.1 hypothetical protein LZ190_25545, partial [Rhodovulum sulfidophilum]AB28
LTDPAPAAVPPAPGPESAPETTAEPPPAVVSPSQLACEKAGGSYVAVKALFTCVKTPSDAGRRCDRESDCSGRCLARSQT
CAPLDPLLGCNDILDDEGRRITLCLD
>MCE8421970.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
PEAVESVLRQSHTDLELIVVDDASGDESVALLEEIAATDDRVRVIAMAQNGGPSAARNRALEAASGDWLAVMDSDDVLHP
DRLARLLAAAEALEVDAVADDMLFFGETPDASGRTLLESLHLVEPMAVDAATFVAANGGSD
>MCE8421971.1 DNA repair protein MmcB-related protein, partial [Rhodovulum sulfidophilum]AB28
MQTLSLPDSGLAPLLPGQRLARGVCRHLRSHDFVSVVELVPTPGLRVDVMALGPKGEI
>MCE8421972.1 NADH-quinone oxidoreductase subunit J, partial [Rhodovulum sulfidophilum]AB28
MSVADVAFYCFAVPAVFAALMVVTQRNMVHAVLWLILVFLSSAGMFVLLGAEFVAMLLVIVYVGAVAVLFLFVVMMLDVD
FEALKSEVVRYMPVAALMGIVILLQLSMGIGAWVTADGA
>MCE8421973.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein, partial [Rhodovulum sulfidophilum]AB28
KEWIQGNHIVERKHDDDKGGTMRLGAYTAALTPGSRVSEIYHATEIEERHRHRYEVDVRYREALEGCGLTFSGMSPDGRL
PEIVEIKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MCE8421974.1 M81 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB28
MPVILIVECMQEISSFNPVPSDYELFHIEEGEDLFQHRGRNTAIGGALSVLEATPGVTLIPTVAARADSAGILSAEGWAR
LSAQIL
>MCE8421975.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LIDLCAQNGVNEIMEVRIGYDGIVFASDIQGPDFAFTPADWFKALAAQVVVDGKLVANPNKSWKDVNGDFSDQPILAFIP
GTKHGTREVFDEKVILAGCEESGAMEAFAAANGGDEDKAEELCMTLRTDGASVDIDGDYTR
>MCE8421976.1 chemotaxis protein CheA, partial [Rhodovulum sulfidophilum]AB28
INIVGELVINQAMLSQCVQDEGVPPRSPVRNRLDDFRNLAREIQESVMAIRAQAIKPLFQRMSRIAREASEIAQKQIRLV
TEGESTEVDKTVIERLADPLTHMIRNAVDHGIEPADRRLHLGKPPVGLITLTAAHRSGRVL
>MCE8421977.1 flagellar basal body P-ring protein FlgI, partial [Rhodovulum sulfidophilum]AB28
EVDPAPPVARVVVNARTGTVVIGGTVKVTPAAVTHGSLTVRVTEDQRVSQGASVVVGNNATVVAPGEPVVTPDSQVQVVE
EPAKAFVFDPGVSLSSLVDAINAVGASPSDLVAILEALREAGALRAELVVI
>MCE8421978.1 TRAP transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
MKLIHGLLAAALLATGAQAQDYSSRTIKFAATGQEGTPPVQGMHIFAQKLEEQSGGKLKD
>MCE8421979.1 hypothetical protein LZ190_25595 [Rhodovulum sulfidophilum]AB28
MGRLDYEALVRGTLPFLLAQVAVLFLLILFPALVTQPLQWLLH
>MCE8421980.1 L-malyl-CoA/beta-methylmalyl-CoA lyase, partial [Rhodovulum sulfidophilum]AB28
NYYMLHDGQKHWSDPWHWAQAAIVAACRTHGILPVDGPFGDFSDDEGFRAQARRSATLGMVGKWAIHPKQVALANEVFTP
SETAVTEAREILAAMDAAKARGEGATVYKGRLVDIASIKQAEVIVRQAEMISA
>MCE8421981.1 DUF2160 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ISILRPEVPRVGILRIETTRGDRLFISLLGSAFLCLGWLAVMGPPLWGALALCLIYAAAVFRWV
>MCE8421982.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
KTTVALKMAGLLHRLGYVRKGHLVSVTRDDLVGQYIGHTAPKTKEVLKRAMGGVLFIDEAYYLYRPDNERDYGQEAIEIL
LQVMENNRDDLVVILAGYADRMENFFQSNPGFRSRIAHHIEFPDYSDEELFEISGHMLEDQ
>MCE8421983.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
IYLSWLGAAATGDLGQSFAGRPVMAVLGPRLLNTITLASITAVIAVPLAITLGVICARFRGRFIDRFLSTSTLASISLPE
FFVAYLMMMIFAVKLQWFPSMAGIRNSMDLGEQLYRMVLPILTLLLVILAHMIRNTRAAIL
>MCE8421984.1 DUF481 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
YFNEQFYGFVLGRAEFNGLADDEDATGEIADVPLGERVKTDGFIGVGPGYRVINRADMTWRVQAGVGLSYLEFGDDRDES
EVGYIASSRFFYRINENVFLTNDTDVLSSDEALRVNNDFGVNIKMTDAFSTRVSYLTDYNE
>MCE8421985.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
PVTWEEAFREIGGRLRGIDPKQTVFYTSGKASLETAFLWQLFARAYGHNNLPDSSNMCHETTSVGLKKVIGSPVGTCVLE
DFKHCDMILFFGQNTGTNSPRFLHELQRAVQRGCKIVTFNPVRERGLVEFVNPQNPSQMTL
>MCE8421986.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
AQFSGLIPALQAGTYDFLVAPVTVNQERSENLLFTEGFMDTNFAFVVPAGSEKRDGIEAFKGMTISVNRGSAYHTYLDDH
AAEYGWTVVPFGTNTDAVEAVATGRADANLSGATVAAWAALQNPAV
>MCE8421987.1 erythrose-4-phosphate dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
INDLGPVETNAHLLRFDSVHGRFPAKVTSGDDWIDVGRGPIKVTAIRNPAELPWAGVDVAMECTGIFTTKEKAAAHLQNG
AKRVLVSAPCDGADRTIVYGVNHATLTADDLVVSNASCTTNCLSPVAKVLHDAIGIAKGF
>MCE8421988.1 hypothetical protein LZ190_25640, partial [Rhodovulum sulfidophilum]AB28
GAADTDIKNLSVAVVDEDRSQLSDRLAGAIRAPLFTPPELLTAAEAEAAQNAGRQVLVVSIPPGFERSLRRGDPATLLIL
IDATAVAQAGNGASFLRQLLLDEVQDYLAPGAPAAALVAVETRNRFNENLTGSWFTAVMQL
>MCE8421989.1 radical SAM protein, partial [Rhodovulum sulfidophilum]AB28
DPDWGIINWKNYIYEPLGVRVAIPNMARGCPFTCSFCSQWKFWRDYRVRDPKKVVDEIEKLVNEHGVGFFILADEEPTIN
RKKFIEFCEEMIARGLPDKVKWGINTRVTDVKRDKELLKFYRKAGLVHISLGTEAAAQLKL
>MCE8421990.1 hypothetical protein LZ190_25650, partial [Rhodovulum sulfidophilum]AB28
MAVPGLGALSSALAAIGAGIAGISAPVWATFAAIAVAVAATGYAIYRNWDRITATLSGVGRAVGEVLAPAIEAIRPSLEW
MAPIGEKFAAGWEKAKSALAAVGEWLGGFFQRDVLGEEDKAKAEQAGYDFIMK
>MCE8421991.1 NADH-quinone oxidoreductase subunit C, partial [Rhodovulum sulfidophilum]AB28
HLVSLVRNADLRLKLATDGRAPSIAGVYANADWYEREAHDMFGLDFGRETRRILMPPTWEGHPLLKTHYARATEKPPFVL
TDRLFEAEERATITDPDLLGLPKLRDGEELMVLNFGPHHPSTHGVFRILLGLDGEEVVWAW
>MCE8421992.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB28
GLRRVLIDEHGSPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYAMFVDEGRPEREIAKTLNADGHRTDLDRPWTRA
TVHQVLTNEKYIGNNVFAKVSFKLKQRRVVNPREMWIRAEGAYPAIVDQALFLRAREIVD
>MCE8421993.1 TRAP transporter small permease subunit, partial [Rhodovulum sulfidophilum]AB28
MLTMIRGRSPEEWLGVLLMTLVLVLLSMQVIGRYVLGWSFAWIEEVSRFAFVWAVYFGFAVAAEKDRHIRVSVQIAFLPP
RAQKILLTVADLI
>MCE8421994.1 hypothetical protein LZ190_25670, partial [Rhodovulum sulfidophilum]AB28
LRQILKRGRDALGSEFFDAFCSKYLPAATAKDHSERAKNQRKAGGLIRLVLRGEKVSVDEAKFEGDDIDRIGVLSTFILP
SIRNDRFHGNVFPSFRSSAYKMKNFAGSQFACTTSFLLVLLSLYSRWPKSMAPGALQKAD
>MCE8421995.1 LPS-assembly protein LptD, partial [Rhodovulum sulfidophilum]AB28
SGGILGSALAEIGADAYDISQDAAWEGSDTRIHGAGGIELRWPWVRSSASGASDVIQPVLQAVWADTSGDRIPNEDSVLV
EFDEGSLFSLDRFPGSDAVEDGGRAAIGVNWTRYDPAGWSLGATLGQVIWQEEDPGFSER
>MCE8421996.1 TonB-dependent siderophore receptor, partial [Rhodovulum sulfidophilum]AB28
LYRDGMTSYINTGDANAMAGVERIEVLKGPNAILYGGGTGTPLGGLVNIVTRKPLPATVTELGLTYGTNGHVEPSFDINR
RITDSVLFRMNGSYVRSGADPDVIETDRYSFSPSLTFGHGTDTRLTVEGYLSRWEQQEYQ
>MCE8421997.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
AFHTTAAALPGMRAKGWGRIVNIASAHGLTASPYKSAYVAAKHGVVGFTKVTALETAGKGITCNAICPGYVLTPLVEAQI
PDQMKAHDMDRETVIRDVMLDRQPSRQFATTGQIGGTVVFLCAGAADQITGTTISVDGGW
>MCE8421998.1 PfkB family carbohydrate kinase, partial [Rhodovulum sulfidophilum]AB28
MLGFLRDAGLGTSRVARIPDRTVGLYLIELTNGERSFAYWRGQSAARLLARDPAVLAAGFAGASMIYLSGITLAILEPAD
RSQLLAALSAARAAGSAVAFDPNLRPRLWPDAATMCAAIMEAARHADIVLPSHEDEAR
>MCE8421999.1 type III polyketide synthase, partial [Rhodovulum sulfidophilum]AB28
STGIATPSLEARVADRMGFRSDLERVPVFGLGCAGGVSGLGLGARLAAARPGSTVLVVAVELCSLSFRLDRLTKENIVAT
ALFADGAAAAVLRAVDGPLTVEMAGQHSWPQTLDIMGWHVDDGGLGVIFDRAIPPFAEAHV
>MCE8422000.1 hypothetical protein LZ190_25700, partial [Rhodovulum sulfidophilum]AB28
KPERDGLFCARIFGPIKDYECLCGKYKRMKYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLD
MTLRDLERILYFENYVVIEPGLTDLTYGQLMTEEEFLDAQDQYGADAFTANIGAEAIREM
>MCE8422001.1 TIM barrel protein, partial [Rhodovulum sulfidophilum]AB28
QGFIDMLKAAGSDRLIACECSNTVHGMDNVAVNDRPRIDDTDWGRFTSGLDALAGIAAAQGVTLVCHPHAGTIVETEEEI
DRLMASTHAMQLLLDTGHCTFGGGDPARVAARHMGRVRHIHA
>MCE8422002.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
GAIATSLTGLLPGIVARLRARHPRIEYHIRPDSSVNLYHGVIAGDLDAAVIVRPQFPVPKSTGWLTLREEPLVLLVPEEA
PGTDPLAILQSHPFIRYDRNQWGGQIVDRYLRQNTLKVREWLELDALDAIAGLVSRGLE
>MCE8422003.1 hypothetical protein LZ190_25715, partial [Rhodovulum sulfidophilum]AB28
MAFLATPKTGTTAIETALESLATVSVQRPPLLKHTTVQQYRQFIGPYLDSTAGEPFTLVALMREPRAWLGSWFRHRQRED
VVEAARSTAHLDFDAFVRAYASDPQPEFAAVSSQARFLDSGEARGVDRLFRYEAIDLFID
>MCE8422004.1 phenylacetate--CoA ligase family protein, partial [Rhodovulum sulfidophilum]AB28
LPMGIIGRVDDMITIRGENVYPSEIEAALCQLPGYGGEHRIFITREGTMDEMMISVELAPERWERGEDVRRAFHGQVAAH
LHSMLGLRSVIEIVAPNTHPRTDFKAKRVIDDRAAFAEMLRRQEKVSS
>MCE8422005.1 carboxymuconolactone decarboxylase family protein, partial [Rhodovulum sulfidophilum]AB28
RERAALAWTEAVTLIAQSHTPDADWEALRAEFSEDEAAYLTFAIAAINLWNRTQIAFRVAHATELPAERARVA
>MCE8422006.1 RNA polymerase sigma factor SigJ, partial [Rhodovulum sulfidophilum]AB28
MSPDVYLQIFETRRPQLLRLAYRMLGSHAEAEDVVQETWIRWQAADQAQIAIPAAWLNRVVSRLCLDLM
>MCE8422007.1 hypothetical protein LZ190_25735, partial [Rhodovulum sulfidophilum]AB28
MAQTPPERPTEDRVPPAGYTSDRLRHDIDRGGAADKVPFMDPAAAPLGTDDEAAGTPPSAEQIARAREMEARPADRSANA
AARPRTVGELAGNQERRGMRPILIFGAIR
>MCE8422008.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
LSGGNMQKLILGRVLEPGPRIILANQPVRGLDIGAITYVHSRLLKARDEGAAVILISEDLDEIMALSDTVHVMSEGRLSP
GFARGTMSQTELGLWMAGHGFADAA
>MCE8422009.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MRLEPVANPSTLRRAGLPAVALLATIAVASGLAAVAG
>MCE8422010.1 Crp/Fnr family transcriptional regulator FnrL, partial [Rhodovulum sulfidophilum]AB28
MTLHEVPTILHRCGDCPIRHRAVCARCDSEELATLEQIKYYRSYQAGQTVIWSGDKMDFVASVVTGIATLTQTMEDGRRQ
MVGLLLPSDFVGRPGRQTVAYDVR
>MCE8422011.1 U32 family peptidase, partial [Rhodovulum sulfidophilum]AB28
MELVCPAGTPAALRAAVEAGAHSVYCGFADETNARNFPGLNFSPKELAEGVAFAHRHGAHVLVAINTFPRAGDESLWHRN
IAAAEAAGADAVILADMGLLAYAAKN
>MCE8422012.1 polyphosphate kinase 2, partial [Rhodovulum sulfidophilum]AB28
LDYPGKDPEVVGAPDPLIVGRAAQVIGTAADILDSATPPALRKPRQG
>MCE8422013.1 SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MSLGRPFDPVHYRRMWDERYRSADYLFGKEPSAFALRAAALLPARAELLCLGDGEGRNSVYLAGLGHRVTAMDLSEVALA
KARTLAAERGVAE
>MCE8422014.1 hypothetical protein LZ190_25770, partial [Rhodovulum sulfidophilum]AB28
ANAQAIREALVRGAREPTPAATLTDARLAAARGEAPPAADLARIGQQPGPEGAEALALLVEDQVAEGKAPSAQDVLSLGA
LYQETEGTELGQRVGRAYRLALAATGDYDRAFSGRALAPDADAEVWRILAVSGPDSQLR
>MCE8422015.1 BMP family ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
YIGSYPIPEVIQGINSSFIHARKVNPEVSISVVWAYTWFDPAKEADAAKALIEQGVDVILAHTDSTAPLAEAAKTPGVIG
FGQASDMANYKPSPRVSSIIDNWAPYYVKRVGMVLDGTWESTDAWEGIGGGEVLIGEITE
>MCE8422016.1 coproporphyrinogen III oxidase, partial [Rhodovulum sulfidophilum]AB28
SWATEAPRAPGAWLERVERDGTGEGPRVRLDAEDHALEYLMMSLRLREGLDRGRHAALAGRPLDERRVADLREMGMIDTD
DERIFATTEGRMVLNSVITALAGA
>MCE8422017.1 YbaN family protein, partial [Rhodovulum sulfidophilum]AB28
MRLLWVSAGLAALGLGVLGIFLPLLPTVPFLLLR
>MCE8422018.1 potassium transporter TrkH, partial [Rhodovulum sulfidophilum]AB28
STFSGTGFSSVDLGLWGTFPFVLLIVVGLIGGCTSSTGCSVKVFRYLILLEAIKVQIRRLQSPSAVIFVDYEGRRVGEDV
INSVILFFTMFILSFGVLAVLLSLTGLQTKTAITAAWTAIANVGPAFGPEVSATGAVDRF
>MCE8422019.1 hypothetical protein LZ190_25795, partial [Rhodovulum sulfidophilum]AB28
SRAYPGGRLAGFYVGKPFELPGLTLPWEVLAHAPLVIDGMAYDRTLAQLFDAAHARLAPERLADAGGITAHGDAHNANVW
YERGAEADRLVFFDPAFAGSHVPSLLAEVKSTFHNILAHPLWLYDPEEVAPRWQVTARLQ
>MCE8422020.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MDDIRYADRIVSADEVKIAARKAQVFYGTNHALRDVDVDILGKTVTAFIGPSGCGKSTFLRCLNRMNDTIPGCRVEGKIT
LDGQDIYDTRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARSKAEID
>MCE8422021.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
VTHIRFADIDLTPEADGSMAPDYATIHEIVGSYAMSAGVEAGEALRTRHFYHSLATAAAFRWGNLIKLTFDATALAVEAG
AGVLDPDHFIEVWVEKTGMNRAATPFTHEGYETLFRKDKPFQAALD
>MCE8422022.1 ATP-dependent DNA helicase RecG, partial [Rhodovulum sulfidophilum]AB28
MSRPEILFPLFADLETLEGVGPKSAKAFAGLGVTRPKDLLFLLPHSAVDRSRRASIRDVLPPVTATVEVTVGAHYPSRRK
GGPYRIAVRDAEAEFTLVFFHARGDYLMK
>MCE8422023.1 heat-inducible transcriptional repressor HrcA, partial [Rhodovulum sulfidophilum]AB28
MVEGYLASGDPVGSRTLTRHMSEKVSAATIRNVMQDLEYLGLLDSPHVSAGRIPTQLGLRMFVDGLLEVGQVSEKDRERI
DSTFGGNEHDVVSLLDRVGATLSAVTQGASLVLAPKHEAAIRHIEFVSLGADRALVV
>MCE8422024.1 Gfo/Idh/MocA family oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MRVGMIGAGFMGSGIALQIAKSVPGMQLVAIAARRTEQAAAAFEASRTGETVRHVDSQAELEAAIVAGEPAVTADPSLIG
CARGIEAIIEVTGSMDYALQAVEPAIATGKRVILMNAELDGTIGPLLKKRADAAGVVLT
>MCE8422025.1 NADH-quinone oxidoreductase subunit N, partial [Rhodovulum sulfidophilum]AB28
ILPGLSRWIAGTALLCASVALALRLGAPASLSELLADDRLARLAGLGICLAGLGSLAFLRPAGPSKEGPALLLLATLGGT
VLAGAIHAATLFLGLELITLALVALFVLPLDRPALEAGYKFLILGAAPAAFGLALGLLK
>MCE8422026.1 hypothetical protein LZ190_25835, partial [Rhodovulum sulfidophilum]AB28
SLSKMAAVLALGSLKRLQKRIDPRRVNGGVFLGLNGTVVKSHGSADGTGVAAAIALAARLLPTVPQLIGEELLGILPFLA
VLWFCVTRMRLSRPAGILIGLLVSAPVFGAAHLPTYDWNWGQALLGIGSARVFLTLAYV
>MCE8422027.1 aminopeptidase P family N-terminal domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
VLTSMHNVAYYSGFLYLSFGRPYACVVTPTDCVTVSAGIDAGQPWRRSVGDNFTYTDWQRDNFWRTVAQVTGTGRAIGCE
ADHLTMVQAEKLNAFLRPSRGMDIAPGTMAQRMLKSPAEIALIRHGAQVADVGGYAIRE
>MCE8422028.1 site-specific DNA-methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MMIPARVALALQADGWWLRDEIVWHKPNPMPSSVTDRTTPAHEMIYMLTKSGRYSFDHEAIKEPAADERGPGNVRPVAAP
PGERTGSNANVRGSLHRD
>MCE8422029.1 response regulator, partial [Rhodovulum sulfidophilum]AB28
MRILLIEDDEVLGNAVADHVAEAGHTVDRAKCLSEADDSLAVATYDLALLDLMLPDGLGIPFLRKRRARGDSTPVIILTA
LDQITERI
>MCE8422030.1 response regulator, partial [Rhodovulum sulfidophilum]AB28
MSRIALVDDDRNILTSVAMTLEAEGFEVETYNDGQSALEAFNKRMPDMAVLDIKMPRMDGMDLLQRLRQKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEAIAGGEA
>MCE8422031.1 flagellar hook-basal body complex protein, partial [Rhodovulum sulfidophilum]AB28
SPYSISRTAVGSGVQTLRTAMQFSQGSVVATGNTLDLAIEGQGFFATEPAVGPNSAKPEPIYTRAGAFGLNAEGVAINAS
GQKLRAWPVSVEGDALSQVPGSATPLTIPLTMGSPVGTSTVALSVDLPTDNAMLGRQAA
>MCE8422032.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB28
LRAAGKTELLATLEATNIDSGHVTYVRQHEALGLGHAVWCARRLVGDEPFAVILPDDMVVADKPCLAQMIEAHEEVGGSI
IATMEVPAEKASSYGVLDIEERQGALIRPRGIVEKPKAGTAPSNMAVIGRYILGPRVK
>MCE8422033.1 isocitrate/isopropylmalate family dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
MTRRHAVALIPGDGIGPEVIDASLEVLEKVARLHGFALDMTRFDWSCDRYLATGRMMPEDGIDQLRPHAAILLGAVGWPA
RVPDAVSLHGLLLPIRKSFDQFANMRPHRLLPGATGPL
>MCE8422034.1 hypothetical protein LZ190_25875, partial [Rhodovulum sulfidophilum]AB28
EVMNRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAVRFGGDFQLKTVQENGEYQEARLEDQAEGLKVERRGRTITLSFE
AVINDDMGAFLRIPREFAMAARVMESSMVWGLIRTNAKTKSDGKALFHADHGNLAAAAG
>MCE8422035.1 N-acetylglucosamine-6-phosphate deacetylase, partial [Rhodovulum sulfidophilum]AB28
VMLDGTATAATFARICASQEGLGVLHVLPTLVTDSPAAVASVIAAAQEAAGTPGLLGLHLEGPHIDPAKKGAHDGNLVRP
LEQADLALYLEAARSLPRLMLTLSPAAARPEQIAALAAAGIVVSLGHTDCTMDEARRA
>MCE8422036.1 hypothetical protein LZ190_25885, partial [Rhodovulum sulfidophilum]AB28
TSSRWRWHPLDEDKSAKEAYEKERARDEADAIAAEITWLDGGPEPNWPDLPEEKPSFSRQPLAVISPNGTRTELNRDNGS
FGRRSREAVTHVDSQGLAKWVRLIRGEGIALPSWYTEIVDAYALWSARLIGHGFSADA
>MCE8422037.1 M24 family metallopeptidase, partial [Rhodovulum sulfidophilum]AB28
MDESRGRITKNGIRIYEPEDYAGMRRAGRAAAEILDLVGPLVVPGATTAEIDRFITDEIERRGVTSATIGYKGYQHASCI
SVNHVVCHGIPGTKVLKDGDILNIDVTVIVDGWFGDTSRMYVAGTLGRKAER
>MCE8422038.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
EDKLGQEASDTCALRFDSLRVPEALRIGAEGEGYRIALSSLETGRIGIAAQSVGMAQAALEAAVAYARERTSFGRPLIEH
QAVGFRLAEAKTRLEAARQMVLHAARMKDAGQPCLTEAAMAKLFASEAAERIVSDAIR
>MCE8422039.1 glycoside hydrolase, partial [Rhodovulum sulfidophilum]AB28
MYLQHGGKDFLVSTWDAGQSYLTSWSGENVRLLEDERIALILNRSHDSAARPWLGGELQSR
>MCE8422040.1 MarC family protein, partial [Rhodovulum sulfidophilum]AB28
MIETGFLITAFATLFVVVDPLGLVPLFIALTPGMTREERRAIGLRACFVAVGILTAFGLLGEAVLGFIGISMSAFRIAGG
ILLFLTALDMLFERRTQRREGQTAADHDHDPSVFPLAIP
>MCE8422041.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
IHGNATCVLNYDGAKGWLLGELHKGMRAMFTMMNEARLGVGLQGYAVAETAYQNAVAYARDRLQGRSLSGQGTTAGPADP
LIVHPDIRRNLMDQKSFVEGARALTFWGAQLIDRSVRQGDAEAEGLISLLTPVIKGFQ
>MCE8422042.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
LTIQFAAGGVPPLILLWSKTAGTSNEVKGVAAMNSMPLLMNVNREDIRSIEDFKPGDKIALPSVKVSVQAMVLQMAAAKI
WGDENYGKLDPLTVSLSHPDGLAALLAKQEVTAHFTASPAQDMALRAPGVHTVLNSLD
>MCE8422043.1 MmgE/PrpD family protein, partial [Rhodovulum sulfidophilum]AB28
MGAAVITARLLGCDEEGIANAIGLAAMQSSGIQSYLDDPCMAKPFGPGKGAFNGVLAGVMAHRGFTGPKKVLESKEGFFN
AFTDSVRVSDLLDGLGTKFAIMEVGFKPHAACRYAHGPIDLAQLFHEEGVSLDEIDT
>MCE8422044.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
ERALTQAISDFDIRVGDRGISAGSLSGGNQQKLLLAKTMLAEPRVVIIDEPTRGIDVGTKQQIYGFIARLAAEGRSVIVI
SSELPEVIGLANRVVVMSAGRIAGEVEGDAITEENIVRLAMGLNHRKASA
>MCE8422045.1 hypothetical protein LZ190_25935, partial [Rhodovulum sulfidophilum]AB28
MKGAVRVTRVQQAEDAADLLAEAVRRGAACVWVRNSVDDAIEAVAALRARSVAAQLLHARFALADRKRIEAEVLARVGRD
GERDNRVADIKKAWAGAVVKAAEIAARAGREIDLSDTTPHVLRHTAITWA
>MCE8422046.1 acetyl-CoA carboxylase carboxyl transferase subunit beta, partial [Rhodovulum sulfidophilum]AB28
MNWISNYVRPKINSLFSRREVPENLWTKCPECGTMLFHRELAENLNVCSTCDHHMNISPRDRFAALFDGGIFTEVEVPVP
LADPLQFRDQKRYPDRMKAA
>MCE8422047.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
ISPRARARAAAFLPQAREIAWPVDVETLVMLGRVPHAGRRVTAADREAVTRALDRMGLAGYRHRIATALSGGEQARVLIA
RTLAQEAPLLLADEPVAGLDPESQIRTMQVFQSLAAEGRAVVASIHYLGLAARHCTRL
>MCE8422048.1 hypothetical protein LZ190_25950, partial [Rhodovulum sulfidophilum]AB28
RPISGRNFARYLVDEGWREREGPIKLMSCFGAFRNARVIADALGRDVWAGYPELDRYSFTGWVRFPAPH
>MCE8422049.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
AINMLAIIALLSVVGATLTLPGIAGIVLTIGVAVDANVLIYERIREELRQGKQPGRAIELGFEKALSAIVDANVTTFLVA
LIMFLVGAGPVRGFAVTLTIGIFTSVFTAVYVTRILIATWFAWRRPRTIVV
>MCE8422050.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG, partial [Rhodovulum sulfidophilum]AB28
SQLNELGIKVSQDGMRRTAFAVMAFGEEAVSAVARGVEGYGDLPEEIRQQLAKDGLYAQFILRQEEEAAALKRDEAICIP
ADFDYTPLSGLSSELKAKLMRARPSTIAQAAQLEGMTPSALTLILTRLRRAGRDAAE
>MCE8422051.1 hypothetical protein LZ190_25965, partial [Rhodovulum sulfidophilum]AB28
MFGDQAITLRLYHPAIIGPDVVADIERLLGLPDWPDRTAGQKNPSLTAAGTRKVMEAALVSPETALRLAQELRGVDTEGD
NSPFYDAPTREAIMERYRASNQRIAGQFLDEAAAR
>MCE8422052.1 AraC family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
SRGYYLSQHPRIMVFLDEVSSIRLSNDSGGRAHLGRALPRVLYVPAGLPMWTHFTCDHSFAHLDLHLHRDRLLKMLTPAF
GRSAALDVLARPVESEATHRLLALAGLLVEETVAPAHHRIHAETLAAGLVTGLLDLAS
>MCE8422053.1 aconitate hydratase, partial [Rhodovulum sulfidophilum]AB28
RGNHEVMMRGTFANIRIKNEMLDGVEGGYTLGPDGQQTSIFDASMAYQAAGTPLVLFGGIEYGAGSSRDWAAKGTALLGV
KAVIAESFERIHRSNLVGMGVIPFEFTEGQNRKSLGLKGDETVSIQGLSGDLKPLSLR
>MCE8422054.1 transcriptional repressor, partial [Rhodovulum sulfidophilum]AB28
MQDSIISRCEAKGLRMTEQRRTIARVIGESADHPDVEELHARASAVDPRISIATVYRTVKLFEEAGILERLEFGDGRSRY
EDAERDHHDHLIDVTTGEVIEFVDPEIEALQEKIAARLGYRLVGHRLD
>MCE8422055.1 hypothetical protein LZ190_25990, partial [Rhodovulum sulfidophilum]AB28
MDNGPIEEVATVSLSVSPVSAPEGDSGPQTAVTFTLSRSGDTTNAVTATLAASGSATAGSDYTGGVPTSLTIPAGATEAS
FTVTVQGDEDVEGDEAITVTIAGLDRADHGIGTASATHTIEEEPG
>MCE8422056.1 YitT family protein, partial [Rhodovulum sulfidophilum]AB28
MADPTTHTKLEDAQALAYGCTMAAFGITILTHLGLVTGQTAGLAVLISYATGWGFAPVFFAINIPFYWLGYRRMGPAFTL
KTFLSVALMSALAQVMPQWISFAHLHPAFGAVLFGLTSGSALLALFRHAASLGGIGIL
>MCE8422057.1 peptidylprolyl isomerase, partial [Rhodovulum sulfidophilum]AB28
MSLGLAVLGGYGLSQSAVFAQAAEDGPGPNLVIEVTGQAEGEVVIDLLPDVAPAHVERMVTLAREGAYDGVVFHRVIEGF
MAQTGDVANGNTEDGFNIRRAGTGGSDMPDLPAEFSKLPHARGTLGAARSQN
>MCE8422058.1 amino acid ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
MSSVPSSPLASPAAAAYDPDARLSAPAWLRANLFSSVWQSLLTLVVAVVLFRFFWFVLDWGVVNAVFYTTDPDVCRAA
>MCE8422059.1 fatty acid--CoA ligase family protein, partial [Rhodovulum sulfidophilum]AB28
MFAPIERADKVGSGSCGVPCPFRECRIVGEDGQPVVRGQIGELQIRGPGIMLGYYNNPEATAEVLKDGWFSSGDLFRQDE
DGFFYIVGRKKDMIRRSAENIAAREVETVLAAAPGVAEVAVVGVPDPLRGEEVKACI
>MCE8422060.1 carbon-nitrogen hydrolase family protein, partial [Rhodovulum sulfidophilum]AB28
FVYFLSSNRIDVDDGMAFMGSSHVIGPDGNEIFNAGMQEGIFTVDIDLARARTKSIIRDPGVYEVHPFRDRRPQDYRICA
APAALGLEA
>MCE8422061.1 electron transporter RnfC, partial [Rhodovulum sulfidophilum]AB28
FAAPHPSGLPIPTITIRTDGQDSWGPRLARLRPENATPEEIAAKVAEAGIVGMGGATFPSAVKLNLRSKYDLHTLVINGA
ECEPYLTCDDRLMRERAEEIADGVGIMARALGVTQIVMAIESNKAEAISAMQRFDRA
>MCE8422062.1 universal stress protein, partial [Rhodovulum sulfidophilum]AB28
MTDRIMALVDGSGFSRSVCLHAAWLAQRLELPVDLLHVLGRREAADRGDLSGALQLGARTALLEELAALDAERARLAQAQ
GRAILEDAQAILAAESVEATPHLRQGR
>MCE8422063.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
DFSDRRTLPFVVAQAADLQGVEGPASLLSRAKGGSLVFDEVADYDEETQARIVRMLDMMGDNAPRIMSTSQVDLASRLES
GAFRQDLYYRLGGVTLHVPSLRERVDDIPLLADHFLARGERDLGATRRLSNEARDLR
>MCE8422064.1 hypothetical protein LZ190_26040, partial [Rhodovulum sulfidophilum]AB28
LGGLSTGQVAALTTAQVAALSSVAVKGLGSVQASGLTTAQVAALSTAQLKAFSTAGMTGLGTAQIVALSSAQAAALGSAQ
VAALTTAQAAALETADLAALTSVAVKGLSSTQVGALTTAQVAALTTGQLGALSTGAL
>MCE8422065.1 hypothetical protein LZ190_26045, partial [Rhodovulum sulfidophilum]AB28
MTRHEIAALLPEILREADRPASPFRALLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALD
>MCE8422066.1 30S ribosomal protein S12 methylthiotransferase RimO, partial [Rhodovulum sulfidophilum]AB28
QTLLDWLDEAQLDRVGCFQYENVAGARSNALPDHVAPEVKQERWDRFMEKAQAISEAKLAAKVGRRIEVIVDEVDEDGAT
CRTKADAPEIDGNLFIDEGFDRLAPGDILTVEVEEAGEYDLWGRPV
>MCE8422067.1 methane monooxygenase, partial [Rhodovulum sulfidophilum]AB28
MENYIDPAGFDITEEAFGKCYATTIGRQFGEGFITGDTMTAACMYLTVVAETAFTNTLFVAMPSEAARNGDYALPTVFLS
VQSDESRHIGNGHSLLMAALKEPENHLLLERDLRYAFWQNHAIVDAAIGTFI
>MCE8422068.1 TRAP transporter small permease, partial [Rhodovulum sulfidophilum]AB28
MTTAEEFDVGDLSENESARPGSRFMRPVEAIAALLLVAVIGLLLTGVVSRYLVNLPIIWIEEAASICFIWLAMLGAAISL
DRNEHLRLTLFVRMLPRRAEEFVETFAMVIVGTFLVALMRDSFEYAYEE
>MCE8422069.1 sodium:proton antiporter, partial [Rhodovulum sulfidophilum]AB28
RDGYRAAGRRALGLGRQHRIAVWAHNRLKITRWLSQLTSDRFEMLLTQRLILGDLHGLIDGKIRRIHGRRVAEILHEMLK
RREEETEQALEALRLQYPGYSEEMVRSFIRRTALQLELREYEMLHDDGLIGQELFMT
>MCE8422070.1 FAD:protein FMN transferase, partial [Rhodovulum sulfidophilum]AB28
FSHILDPRTGRPMQGIVSVSVLDTDGARADAAATALCIAGREDWPRVAAAMGVRAVLMIADDGAVFATPEMMARLEPAQG
GYPAPVQIVSLPEDVTPPSCPED
>MCE8422071.1 sugar ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
LAKARLIIMDEPTTALTRHEVDALFAIVRDLQAQGIAVLFVSHKMREMLEISERLTVFRNGRKVAEGPMSDFDEAAITHA
MTGLSLTDDPYRPALPPGPPLLEVRKLSVPGSVQDIDLSLRPGEIVGISGLIGSGRT
>MCE8422072.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB28
FLAPFDDPDVIEGQASVGVELLEQLGRAPDLVVLPVGGGGLASGVTAFLRSEAPETDFRFVEPAGGASLLAALEAGGPTA
LPRVNSFVDGAAVARLGQLPFSMLDWVRPDQVHLAPEDRICITMLEMLNVEGIVLEP
>MCE8422073.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB28
AAAEAFYGDLIGLPVVTRAEGRHVFFRVGEGVLLVFNPAETEVPGGNPDLPVPPHGMRGQGHYCFAVPPEALDLWRQRME
AGGVEIEADFHWPNGARSVYVRDPGGNSIEFADPSIWA
>MCE8422074.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
IVPLFHCNGWCHTWMVPMLGGTVVCCRDITAKAIYAAIADEGVTHFGGAPIVLNTLINAAPEDRRSFDQVVEVFTAGAPP
PAATLAAIEPLGFNVTQVYGLTEVYGPATECIWKPEWDETAGEERAALKARTGVAMA
>MCE8422075.1 cyclic nucleotide-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
QTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELRFRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MCE8422076.1 cytochrome P450, partial [Rhodovulum sulfidophilum]AB28
LRPIVAVGRYITFAALALHRETTWRELFRSGNLELAGDFAEEVRRASPFFPFTAAVTTRPITWEGYDFPEGQWLLLDLYG
TTHDPRHFPEPTRFRAERMLSWTGQDEAFIPQGAGDVARTHRCPGEMITVELMKEA
>MCE8422077.1 site-specific DNA-methyltransferase, partial [Rhodovulum sulfidophilum]AB28
ILNDVVWRKSNPMPNFKGKRLTNAHETLIWASKQEASKYTFNYEALKALNEGVQMRSDWVIPICTGHERLKDEQGDKAHP
TQKPEALLHRVMVATTNPGDVVLDPFFGTGTTGAVAKMLGRDFIGIEREESYRRID
>MCE8422078.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MEPVLDVKGLRVAFQTNDGEVQAVRGIDLSVMPGETVAIVGESGSGKSQTTMALMGLLAQNGRATGSALYRGRELIGLS
>MCE8422079.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
VQEPLTSLGLLISEGAANMRGAPWLLIWPALTLTAILFALNFLGDGLRDSLDPKDR
>MCE8422080.1 Fe-S cluster assembly protein SufB, partial [Rhodovulum sulfidophilum]AB28
EIDYQDIYYYAKPKSMDVKPKSLDEVDPKLLETYKKLGIPLKEQALLAGVEGAEVPDAPRQVAVDAVFDSVSVGTTFQKE
LAKAGVIFCSISEAVREHPELVKKYLGSVVPQSDNYFATLNSAVFSDGSFVYIPPR
>MCE8422081.1 pyridoxal-phosphate dependent enzyme, partial [Rhodovulum sulfidophilum]AB28
MGNTPLIRLRKASELTGCEILGKCEFLNPGQSVKDRAALYIIRDAVAKGLLQPGGTIVEGTAGNTGIGLSLVGASMGFRT
VIVIPETQSQEKKDMLRLAGAHLVQVPAAPYRNPNNYVRYSGRLAEALARTEERGA
>MCE8422082.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN, partial [Rhodovulum sulfidophilum]AB28
EDWRGHSLGGTRLADIATMGGSIATLALGEAMRPAAEKLAALGVPAHVFPSVTGLKAVDAFVATLMRLSGAEVPAAVRRD
RARLADAMLDAHFHIGGLKVAMGLDPDLGLALGSTLAAMGAELTVVASTASPAVERL
>MCE8422083.1 AcrB/AcrD/AcrF family protein, partial [Rhodovulum sulfidophilum]AB28
YSQTSDDRAMVTARFVVGTSSDAAVLRVHDKVRANLDRIPKGIAEPLIVGRGIDDVAILSLTLVPTVPGVTANDLTRVAR
ELRTEVAKVEDVGLTYLVGETPEAIRVAP
>MCE8422084.1 cation diffusion facilitator family transporter, partial [Rhodovulum sulfidophilum]AB28
GSVAAIAASLIIIWTGWTPIDPILSVLVALLILRSAWSVVRESGHILLEGAPAGFDARAVATDLEATLPGVARAYHVHAW
SITQERPMATLEIELAPGAVADDVRRAVKGRVRETTGMEHVTVEVAAGAEHRRG
>MCE8422085.1 chemotaxis protein CheA, partial [Rhodovulum sulfidophilum]AB28
LALSARDEIIGFLADEPDPDGRRPAILSALEAAVGGSGVATVPAVAAAAPPPADRLWFRLTGNALALGARPDLLLAELRE
LGATDIRADLSAVPPLDALDPEVCMIGWSMSFPNRVTREAIDNVFLFNEVELRLEA
>MCE8422086.1 hypothetical protein LZ190_26150, partial [Rhodovulum sulfidophilum]AB28
IEAWLAGLNGMAGTFEMGPVDYEGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEDPTA
AFRQSVTLWPRLRRPVAPGDPVTMRAPFGTWALAGPETSYSGSQSRIRTRILQVRE
>MCE8422087.1 photosynthetic reaction center subunit H, partial [Rhodovulum sulfidophilum]AB28
LEVELKDGSTRLLPMQMVKVQSNRVHVNALSSDLFAGIPTIKSPTEVTLLEEDKICGYVAGGLMYAAPKRKSVVAAMLAE
YA
>MCE8422088.1 DUF2244 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
GITCLLLALPLIGLLGSPVLWALLPFLVAVVTGMWLALNRSYGDGEILEELTLWPDRVTLERHGPRGRRQSWQANPHWVR
VTLHRSGGAVPHYLTLGGGPREVEIGAFLGEEERLALWPELERAFSRAR
>MCE8422089.1 sorbosone dehydrogenase family protein, partial [Rhodovulum sulfidophilum]AB28
DMVQAAIPPDYALSSHVAALGLTFSYGSALPEAWRSGAFVGEHGSWNRDAFNGYKVVYVPFVDGRPAETAQDVVTGFLDG
DRAHGRPVGVGIDGTGALLVADDAGNTVWRVAAADGTISDAPVGTDQVETEQSGAA
>MCE8422090.1 efflux RND transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
LTGSLFAEFAFALAGSVIISGVGALTITPMMSARLLKAGTGSRFQRIVDHTLEGTANWYERRVSSSLDYRPVTLLMVAAL
VAVTGFMFMNTTSELAPEEDQGAMFAILNGPRYATKDYTTLYTDRISDVTKDIPEV
>MCE8422091.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase, partial [Rhodovulum sulfidophilum]AB28
KGQVLTQTARFWFDATADICPNHVLSYPDPNVVLARRVTILPVEVVVRGYLAGTTGTSVLTLYKQGVREMYGHRLPDGLR
DNEVLPAPLITPTSKAFDGGHDEPLTEAEIVAQGLLTRAQWDEVSAKALALFARG
>MCE8422092.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB28
SAEANAEGRSVLALVMLIGALSAVVGSAAAIWITLSIGRGLRRALALTRRVAAGDLTEGEEVKGRDEIADLLGASNRMLE
KLREVMDEVSGTARDVAAASGRMATAAGQLKSGTEEQASATVEASAAVEQMVGNIT
>MCE8422093.1 twin-arginine translocation pathway signal, partial [Rhodovulum sulfidophilum]AB28
MADYSRRAFLGTAGAALALVAGCANGVGNNNAAVIDARVDATRDYLFNRYPGTRDLARDARGVLYMPLVTEAGFGVGGAY
GRGALRINDITVDYYSATRATIGFQIGAQQYAHALFF
>MCE8422094.1 DUF938 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MDPANLPSIEAWREASGAPNLRAPILLDATRPGWPARHPCEALLIVNLLHLIPETEAAAVLRHAASALTPGGTLFLYGPF
LRDGRPGSAGDESFDASLRAQNPEIGLKDSTWIEERLAEE
>MCE8422095.1 aminotransferase, partial [Rhodovulum sulfidophilum]AB28
MNFDERIDRRGSHSVKWDMMETLYGVPAETGIAMWVADMEFRPPAAIQKALEGMTAHGLYG
>MCE8422096.1 peptide deformylase, partial [Rhodovulum sulfidophilum]AB28
MIRPILIHPDPRLKKICDPVGQITDDLR
>MCE8422097.1 hypothetical protein LZ190_26205, partial [Rhodovulum sulfidophilum]AB28
MFAVIAAGGAGVGAYMYNERNLALEELARQSELSGSIATLETEVAGLTSQVKAAEGQLGDLNGQLEAAKAELAEVQGQHD
RLSSELEPMRAEIASFDSRKAEAEESTAKAIADFQAADARLKELTDREDNLRATVD
>MCE8422098.1 VTT domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SYWLGWRFGPRALEMRPMRDHRALVARGTHAFARWGSLAVLIGHFFGPLRAVVFMMSGVSRLNFWKFAAVNIAGCIAWAW
ATPKSGEIGGDVLGYLWNLVTGG
>MCE8422099.1 Type II secretory pathway, pullulanase PulA, partial [Rhodovulum sulfidophilum]AB28
LHRAGLRGVKARGRLWTHSTLADIAGLLTDAEIESFFTLTLVRNPWDRALRYYLWLRGQSFAHPAVGLAKSLDFSGFLNH
PQTQTSFRLWPASAYMRDRHGVERASLYLRAEHLEEDLPPFEAHLGFRLAPLRRT
>MCE8422100.1 creatininase, partial [Rhodovulum sulfidophilum]AB28
LTLGAGQPGAGGYREHDILVITEDGPENITGYPYGPGFNVVG
>MCE8422101.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
LFPLFLPAGVEVNKLLRITVGIAIFFACYQAEVIRGGLQAIPTGQYEAAASLSLSYWQTTRRIILPQALRISLPAITNHI
IAAMKNTSFVIIIGLFDILTATTAVMQDPLWRKFYIEAYLFVAAVYLFFGYALSL
>MCE8422102.1 hypothetical protein LZ190_26230, partial [Rhodovulum sulfidophilum]AB28
RRALMPRLVAFETPAGRWSRWYLPIAPVIELVEISDPAARLVRGATEPALERPAAEGAVSLTALCGHEDPARIPRGLCQA
VILLAKEWHDAGIGPAESAPPLSFGIQRLIRQARYARPMVSE
>MCE8422103.1 PQQ-dependent dehydrogenase, methanol/ethanol family, partial [Rhodovulum sulfidophilum]AB28
IYDPAVNWATEVVMDKESDQYGRPQVVAEYSTAQNGEDTNTTGVCPAALGSKDQQPASFSPKTGLVYVPTNHVCMDYEPY
RVSYSAGQPYVGATLSMYPAPNSHGGMGNFIAWDATKGEIKWSLPEQFSVWSGAQ
>MCE8422104.1 Hpt domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MIDWGRVSALREEVGREAFEEVVLMFLEETDETIRRLSAAPVAPLEEMLHFLKGSALNLGFRSVSRLCQEGERLD
>MCE8422105.1 SAM-dependent DNA methyltransferase, partial [Rhodovulum sulfidophilum]AB28
EDDGEPVDEKQIKAWRKELTEVKKTLKAKKDQFTAELNKGVDGLTEDGAAELLLKILQDDMQKILSRYIAAQRGQIVAAF
ENWWDKYRVTLTEIEGARAQATDKLAGFLKGLGYV
>MCE8422106.1 serine--tRNA ligase, partial [Rhodovulum sulfidophilum]AB28
GQNTYREISSVSVCGDFQARRMNARFRPAGGGKPEFVHTLNGSGLAVGRCLIAVLENGQQEDGSVELPEALHPYLGGKTR
ISADGTLE
>MCE8422107.1 [NiFe]-hydrogenase assembly chaperone HybE, partial [Rhodovulum sulfidophilum]AB28
PHCGAPKNQFMVLSDPEADAVSAAVAERVARLVADFEDVWHGKMRDVPLVNKALHVEAVGFRLHEGRPLGVLVAPWFMNL
VLLPAEEEDWSALAPGEKEIIAFPSGDYEFLHNVRPMGGGYKACSLFSPMNDFSR
>MCE8422108.1 hypothetical protein LZ190_26260, partial [Rhodovulum sulfidophilum]AB28
MNDAFLRLCLIAIAAITVISGAAQMIAGQTVMAIIATSATPTEVHLFATIGMFMVITGAMFLQSLLTRSPESAIPLWIAV
QKLEI
>MCE8422109.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB28
MKRILVTGSAGLIGSEAARHYDALGHEVVGVDNNMRRSFFGPDGDTSWQRQRLEQSCSRYRHAAIDIRDRAAVTRLFEEF
RPEAIVHCAAQPSHDLAAKIPFDDFEVNAL
>MCE8422110.1 hypothetical protein LZ190_26270, partial [Rhodovulum sulfidophilum]AB28
NRLTEAQAKDALSEIYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDMVRVGDGADGLFWDHSLTGNQRYVQTPAFEDG
YEYMLKIEGMEWDGFGTKRPTVRGYVDQTGNFASAME
>MCE8422111.1 RES family NAD+ phosphorylase, partial [Rhodovulum sulfidophilum]AB28
SDGSYGVYYAGDTLETALREHCYHMARVYADSHEAEGWVSEVRELVGAVDADLVDLRGGGAEAYLDPDPASYAAPQALAA
ELRAQDANGIVYPSVRNPEGACIGAFWPDVVEPPRQADHYRYHWDGRQIDYVRR
>MCE8422112.1 hypothetical protein LZ190_26280, partial [Rhodovulum sulfidophilum]AB28
VLDALRSYKEHHKALPARLVVLKTSHFRDEEADGVYDALDELDVSMCDMVWVQEGSPISLLRNGSYPVLRGTFVELDGKG
LLYTRGSVPYYSTYPGMRVPNPLLLCPHKQTDRSITQIAEEILALTKVNWNSTQF
>MCE8422113.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB28
VDAAGYERMYAASVADPEAFWGEQGKRLDWIKPYTKVKNTNFRPGEVSIKWFEDGTLNIAWNCIDRHLATRAKQTAIIWE
PDDPNAPAQHISYQELHDNVCRMANVLVSQGVRKGDRVVMYLPMIPEAAYAMLA
>MCE8422114.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
RWREIDGSSEAAPTLPAPNIGGPILEVEGLTRRFGTARGTVHALEEATFTAQEGETLAIVGESGCGKSTLARLLMGLERA
DAGTIRLKGVEVQDRPAGRRPRDLTAAMQMVFQNPADTLNPAIPAGRQVMRALR
>MCE8422115.1 methylmalonyl-CoA mutase family protein, partial [Rhodovulum sulfidophilum]AB28
IEALKDGAREELAHIEAMGGAIEAIDYMKARLVESNAERIARVETGETVVVGVNRWTSGAPSPLTTGDGAIMVADPEAER
DQIARLEAWRAGRDGAAVAAALAELRRAATSGENVMPASIAAAKAGATTGEWAA
>MCE8422116.1 class I SAM-dependent RNA methyltransferase, partial [Rhodovulum sulfidophilum]AB28
MIVTIDRLGHLGDGIGQGVFVSGALPGETVEGEVVQDRMAAPRIVTPSPDRVRPPCPHARSCGGCLLQHASDGFVADWKQ
EVVRSALAGQGIEAPFRPIAVSPPASRRRE
>MCE8422117.1 response regulator, partial [Rhodovulum sulfidophilum]AB28
MALRDSIRIMVVDDMSTSRGLIIQALEELGIKKIDFCKDGASALRQLAANPVHLVISDYNMPGLDGLGLLKGIRENKTTQ
RMGFILVSGTATRDIIEKGQSLGMNNFIKKPFTTDGMRKAIQAV
>MCE8422118.1 hypothetical protein LZ190_26310, partial [Rhodovulum sulfidophilum]AB28
MSWRSETPEDATPPDEALPPRSRPVRDWLSRNRTVLLALVTWVVFAAVAYTTYRITGDIRYKDILHALEATTWTDILIAG
FFTVVSFVLLAGYDVNALR
>MCE8422119.1 TraB/GumN family protein, partial [Rhodovulum sulfidophilum]AB28
IQLFAELTPEEQLAMVRTALPLEDRVEDLAVTLADRYFAGQSRTVWEYMRLQAHGMPGYTPEKADAEFAKMEVTLISRRN
RDWLPVIEAAAAEGPVVVAVGALHLPGREGVLALLRDAGYAVTPLD
>MCE8422120.1 thymidine phosphorylase, partial [Rhodovulum sulfidophilum]AB28
VALGEERLRAQIEDVRCAIVAADEGMAPADRRLYLIRDVTGTVESIDLITASILSKKLAAGLEGLVLDVKVGSGAFMKSM
DEAEALARALVGAAQGAGCMTSALITDMSQPLATAAGNALEVIEVMETLTGTSI
>MCE8422121.1 flagellar biosynthetic protein FliP, partial [Rhodovulum sulfidophilum]AB28
LAAAVPFRGFMTGRIDPDTLAALQALRPGPAAPPSEASFSVLVPSFLLSEIQRAFEIGFLIYLPFLIIDLVVSAVLMSMG
MMMVPPAVVSMPFKLAFFVVADGWSLISGALVRSYF
>MCE8422122.1 cobaltochelatase subunit CobT, partial [Rhodovulum sulfidophilum]AB28
MSKPSDNPADPFKKALAEATKTLACDPEMTVTFTVDPAGMNREGMRLPQVSRRMTRDEVMLARGTADAFALRRRYHDDAL
SARYLPQGQMAREIYEAMETARCEAVGARTMPGTAGKD
>MCE8422123.1 monovalent cation/H+ antiporter subunit A, partial [Rhodovulum sulfidophilum]AB28
MIEQNLLLILVTLPFLGALVAASLPVNAHNAAATVSGLVLAGALAILAALHPAIAEGQVLRASLDWVPSLGLGLDIRLDG
FAWMFVTLVAAIGGLVV
>MCE8422124.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
SDEASLDRLFAHLKEVWGTLDFVVHAIGFSDKSELRGRYVDTTPANFRMTMDISVYSFTAVCQRACAMMPAGGSLLTLTY
YGAEKVMPHYNVMGIAKAALETSVQYIAEDLGKDGIRVNAISAGPIKTLAASGI
>MCE8422125.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB28
MLDTAQGRPAAGVRIVLCRLEGGNRSEIGTAVTNDDGRTDRPLLEGAALVPGTYELTFEAGAYLRAGGLGTAGVPLFLDE
IPIRFGIADAAGHYHVPLLLSPYGYSTYRGS
>MCE8422126.1 sulfotransferase family protein, partial [Rhodovulum sulfidophilum]AB28
LLPFWKEVLAEAGFRPLFVCTHRAPDEVAASLSRREGWPPGWGQLLWLRHVLEAEAETRQEPRLFVSYEALLSDWRATVA
RIGEGLGLRFPRTADAAAPAIRDFLADELRHFRSASAREGVLPPDWIRRPQER
>MCE8422127.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
VNNAGGSGGSSDWATTKAGAWAATYDANVLAAMRMAKAVLPQMRHAGWGRIINISSLAALMPPAGNPDYSAAKAAMLAMS
ASMAKAVAADGVTVNTVSPGTIHSEKLDRKFREVAQQRGIAPEAPWEVVEAER
>MCE8422128.1 NAD(P)/FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MAHVVVLGAGLGGSIMAYELQQQLRSEDRITVVTRDPTYHFVPSNPWVAVGWRTRSHISADLAPTMQRLGIAFRTVD
>MCE8422129.1 cell division protein FtsX, partial [Rhodovulum sulfidophilum]AB28
TATIRISAPEEQMELQTRAVLDLLATTPGVASARALTDDEEHALLEPWFGSDLPLDTLPIPRLIELQEEGQGYDAQGLRQ
RLAAEAPGAILDDHLRWRQPLAIAASRLRLLGTVSILLILASTAAMITLAANA
>MCE8422130.1 PLP-dependent transferase, partial [Rhodovulum sulfidophilum]AB28
MSSDRKLGFDTLQIHAGAKPDPATGARQVPIYQTTAYVFRDAEHAARLFNLEEVGYIYSRLTNPTVMALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAP
>MCE8422131.1 twin-arginine translocase subunit TatC, partial [Rhodovulum sulfidophilum]AB28
ISVMGGIILSFPIIAWQMWRFVAPGLYRNEKAAFLPFIVASPLMFLLGGIFAFYIVLPIAFDFFLGFQQFMTEQPGAVRE
DGTMPLAGVVFQGSMEQYLALTTTFILAFGLCFQLPVLLTLMGKAGLVTARGQ
>MCE8422132.1 glycosyltransferase, partial [Rhodovulum sulfidophilum]AB28
LAPSVWQEAWGRVATEAHFCGIPVIGSNQGGLPEAIGIGGHVLPVDAPAADWAAEVRRLWDDPKAYEAASAAAYAHARRP
EIAGDHQLRTFLSVLRGACGDFTRRAGTVAARAMTVALPLI
>MCE8422133.1 ribonuclease PH, partial [Rhodovulum sulfidophilum]AB28
MRPSGRKLDQMRSVSIEPNVMKHAEGSCLIRMGETHVLCSASIEDKPPPFLKNTGLGWVTAEYGMLPRATPSRNRREAAA
GKQSGRTQEIQRLIGRALRAGV
>MCE8422134.1 C4-dicarboxylate ABC transporter, partial [Rhodovulum sulfidophilum]AB28
MTYHAGTYTPSDLPEDNVIATLAIGLKDPITALFAVNDFYTSDPEMKAMFDRHGIVFLGAMSSPLYEMMCTREITTLEQI
KGAKLRMPSTIHTAFANSVGAASVNVPSADMFSGLEKGQLDCAINSLN
>MCE8422135.1 hypothetical protein LZ190_26400, partial [Rhodovulum sulfidophilum]AB28
MEITCPDLTHETAALAEGFTCVVGVDEVGRGPLAGPVTAAAVRLFPGRIPEGLNDSKKLTAPRREMLAAEIHTVAEVSIA
QLFAAGIVPGILTALAFSAMIVVRCLVNPRLAPKVEDRFTRAEKLAA
>MCE8422136.1 phosphatidylglycerol lysyltransferase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MDVLLCNLLVEMKRQGFRSFNLGMAPLSGITAHQAAPFWNHLGQSVFEHGERFYNFRGLRSFKAKYRPED
>MCE8422137.1 flagellar biosynthetic protein FliR, partial [Rhodovulum sulfidophilum]AB28
MASLRIGAFLIASPAFGGRFVPLPVRIVATVILTLPVLGRVELPPPEELASLAAIPLMMQEIAVGLSAGLVLTILFSAAA
LAGDRIASTAGLGFAAQIDPSAGGQTPVVAQIFGLALTTVFLALDGHLTALD
>MCE8422138.1 RNA polymerase subunit sigma-70, partial [Rhodovulum sulfidophilum]AB28
LEQTRTRLLAEAARRDEGLHAPSAEDAMGARDALQRIDLALLALPEKTRHIFLLNRVHGRSFSEIAGAFGMSERAVAKHM
AKAVAACAAAAEVGA
>MCE8422139.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
FCQLLLADEINRASPRTQSALLQAMQEREVTIAGRHRPLGRPFHVLATQNPIEQEGTYPLPEAQLDRFLVQVDVDYPDRE
TEREILIATTGAEDAQVHQVFTGEELIAAQALLRRMPVGDAVVEAILDLVRAC
>MCE8422140.1 hypothetical protein LZ190_26430, partial [Rhodovulum sulfidophilum]AB28
RTAGEAASSAADAAVEAAKEAAAAATLAARNAADAAGELLPEDLLRVETFDRARVDAMIDSSDLDPSTKERLKNTIDAAQ
STPELLGPALETVRTSLGFAPSAAEAD
>MCE8422141.1 SLC13 family permease, partial [Rhodovulum sulfidophilum]AB28
MSAVVNNTPIVVVFLPVFIQLAAEMRIAPSKLLIPLSYLSIMGGTVTLIGTSTNLVVDGVARANGLDPFGIFEITPVGLP
LAIVGMLYLAFLGPKLLPARSSMAGMLTGKRRMKFFTEVAVPEGSALIGKTLE
>MCE8422142.1 rod shape-determining protein, partial [Rhodovulum sulfidophilum]AB28
TANTLIYVRGKGIVLSEPSVVAYHVKDGKKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIADFDTAEEMIKHFIRKVHK
RTTFSKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMP
>MCE8422143.1 substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
DLATFTDPQITVVAQPVGQIGPLATKMLLERIEGSDQPARQVRFPTRLIARGSVARVDFGRA
>MCE8422144.1 glycine/betaine ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
QDQCREVTFSDVGWTDITVTTSATRQVLEALGYEVEVDILGVPVTYASMDKGDVDVFLGTWLPAQESAIGPYLEKGSIEE
ITTNLEGTKYTLAVPTYLYDKGLKSYGDIAKFKDELEGKVYGIEPGNEGNEYL
>MCE8422145.1 type 1 glutamine amidotransferase, partial [Rhodovulum sulfidophilum]AB28
IREARDARVPLVGICFGHQIVAQALGGRVERSDKGWAVGPTAYEFGDDRIVLNAWHRDQVIEPPIGAEVIATNSFCENAA
LLYGDYAFTVQAHPEFRDDFVGGLMRTRGPGVVPDDRLRAAEERLGQPNDADR
>MCE8422146.1 DUF2125 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LLWAGWWVAGSALVRQAAEAFFAQQRAAGRLAEHEGLSVRGFPNRFDLTVEKIRLADPATGLAWRAPFVQLFAMSWKPWH
LIAALPPEQEIDLDGQTVTLNASALRASLIVSPSATLPLDRTASAGQALVLR
>MCE8422147.1 flagellar basal body L-ring protein FlgH, partial [Rhodovulum sulfidophilum]AB28
HLAACSTYVEDRASEAWAPVYPVEEAGRLDSLPTGGIYSSTSRGLFVSDRRAARVGDIVTVDFDEKFSASKSQSASGSRK
SDYAIDLPDALTLGLDDGVLDNSTDQGFSGKGAASQSNSLRGRMSVSVTRVLP
>MCE8422148.1 hypothetical protein LZ190_26475, partial [Rhodovulum sulfidophilum]AB28
KLSEPSARVRWLVNIPEAILQSLAAGFCDVDFAAPPCPPPAGDYDAYFGGRDSFRFPAREHKLTLSSLLVIVPTLLAQRQ
VEGPTTLVDPRRMRSLQQKLVDAVRNPASHTITDFLQKDAMLLEQICRDWI
>MCE8422149.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
MQEKTVLITAAGQGIGRACAERFLAAGARVLAS
>MCE8422150.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
SILANALSPLIVQLTFVFAVSILAEAILSFLGVGPPPPAPSLGNIISDGRTYLQEAGWIAFFPGLVIALAVLGLNLMGDG
LRDVLDPRMRARRS
>MCE8422151.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB28
DMEALLQTLRAARARTTGPVLIHVVTKKGKGYAPAENAPDKYHGVNKFDPVTGEQKKSVANAPNYTKVFGSTLTEEAARD
PRIVAITAAMPSGTGVDIMQKRFPNRVFDVGIAEQHAVTFAAGLAGAGMKPF
>MCE8422152.1 homocitrate synthase, partial [Rhodovulum sulfidophilum]AB28
LAEIAHVAAEAGAIRFRISDTLGVLDPFAAHELVGRVVTRCPLPVEFHGHNDLGMATVNSLAAARAGASHLSVTVNGLGE
RAGNAALEEVAAALEAAGRATGIALGQLCGLSELVARASGRPLSPQKPIVGE
>MCE8422153.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB28
GWVDTVLMRATDIFLAFPRLILALAFVAALGPGIENAIIAIALTSWPPYARLARAETLTIRDSDFINAARLQGASAPRIL
WGHVTPLCLSSVIVRVTLDMAGIILTAAGLGFLGLGAQPPQPEWGAMIAGGD
>MCE8422154.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SRALLAGASGQLRNMATTAGNLLQRTRCPYFYDTDMACNKRTPGAGCSAIGGFTRYHAILGASEACIATHPSGMAVAMAA
LEVVVEIEAPGGARRHVHLTDFHRLPGDTPHIETCLDPGDLITAVILPAPAG
>MCE8422155.1 L,D-transpeptidase, partial [Rhodovulum sulfidophilum]AB28
DYFTDQPPGTIVVDPYARYLYLVQPGQRALRYAIAVGREGRGFSGEAVIPIKREWPRWIPTKSMIAEDPEQYGPWKDGMD
GGLSNPLGARALYLHRNGKDTYYRIHGTNDVSSIGKATSAGCIRLWNQDIQ
>MCE8422156.1 hypothetical protein LZ190_26515, partial [Rhodovulum sulfidophilum]AB28
DLGRAAAEFEVDRNVTRLLEAGIPISAINVDGPMLRLLSDSGKPASCKASAGIGFDPMTAAEAVQAYMVELRDRIEAAQG
GRPVEMRWLVNLPNWQAGRVPRLGNGRGAPTTDLSQVFEAFTRVQAEGRSP
>MCE8422157.1 ferredoxin--NADP reductase, partial [Rhodovulum sulfidophilum]AB28
SSIKVPDGPLTSRLQHIQPGDQIILRPKPVGTLVLDALLPGKRIWFLATGTGIAPFASLMRDPETYERYEQVIMMHTCRE
QAELEYGRQLVESLKDDPLIGELVGDKLLYYPTTTRETSDRMGRITDNLSSG
>MCE8422158.1 cytochrome d ubiquinol oxidase subunit II, partial [Rhodovulum sulfidophilum]AB28
LIVAMLLALVFRGVAFEYRWRTVRWKRLWDWSFALGSLVAALMQGIALGAIVQGIEVENRAYAGGWFDWFTPFSLLTGFA
VATGYGLLGATWCNMKLEGRVQTHMRQLARPLSFATLAFLGLVSLFTPLQD
>MCE8422159.1 indolepyruvate ferredoxin oxidoreductase family protein, partial [Rhodovulum sulfidophilum]AB28
SGLLAIRAAVAAGVNATYKILFNDAVAMTGGQTHDGSLTVPAAVDQIRAEGVRELVVIAEEPGQWQGRLPAGVKVLHRDR
LQAEQIRLREVEGVTCIIYDQVCAAEKRRRRKRGSHPKPAAQVMIHPGVCE
>MCE8422160.1 1-deoxy-D-xylulose-5-phosphate synthase, partial [Rhodovulum sulfidophilum]AB28
MTNPTPRPETPLLDRVCCPADMKALSDAELERLADEVRSEVISVVAETGGHLGSSLGVVELTVALHAVFNTPTDKLVWDV
GHQCYPHKILTGRRE
>MCE8422161.1 cytochrome b, partial [Rhodovulum sulfidophilum]AB28
EAQKDTVPFWPYFIIKDVFALAVVLLVFFAIVGFMPNYLGHPDNYIEANPLSTPAHIVPEWYFLPFYAILRAFTADVWVV
QIANFISFGIIDAKFFGVLAMFGAILVMALVPWLDTSPVRSGRYRPMFKID
>MCE8422162.1 hypothetical protein LZ190_26545, partial [Rhodovulum sulfidophilum]AB28
RSKRDEVLAKLKGINASLGSVQTNLRDVLRSQNAEIASLQRQVGANQITQSAYDKRVRAINSNRTAVVKGLQTAETNVSK
ERMELVSLEKQGGQSLSKLRSAASSTEKRLASLRSTVSLIPTK
>MCE8422163.1 hypothetical protein LZ190_26550, partial [Rhodovulum sulfidophilum]AB28
PEPDSVPAPVAAPAARPEISAAPEAGPATDIELPPGSEFNRSRPGTEARPPEAEEIPREAPTMGAPAPVDVTEAPLPDTA
PAAAPAPVSAMPETMAPPMGSDAALDLGGAASPAAE
>MCE8422164.1 UvrD-helicase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
TKALTARIVHLLDSGKARPNEILAVTFTNKAAREMKDRVARLLGQVEGMPWMGTFHAISVKILRRHAELVGLKSNFTILD
TDDQLRLLKQLIVAANIDEKRWPARMLAGLIDHWKNRAWTPAKVPASEASD
>MCE8422165.1 SRPBCC domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LLPAWLFARGWPMTECSFEPHKGGLIRQVWTGPEGRTRGLTGRVILAEPPHRLIHSELYDEDWTGGETLVTLQLLPVEGG
TELAMAVDYATPEARDAVAASAMAAEMEEAYRHLDLMLAA
>MCE8422166.1 NADH-quinone oxidoreductase subunit NuoB, partial [Rhodovulum sulfidophilum]AB28
APRASPRQSDVMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAE
ALLYGILQLQRKIRRTGTITR
>MCE8422167.1 NAD(P)H-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
ILFYTTYGTNHRMAEIADEAARATGAEVRLRKIAETAPDSVVNGQEAWKAQVERMADIAEARPEDLDWADAYLFSAPTRF
GAGPSQLRAFIDTLGPLWSQGKLADKAVSAMSSAQNVHGGQEATILGLYTR
>MCE8422168.1 hypothetical protein LZ190_26575, partial [Rhodovulum sulfidophilum]AB28
AVSDALLAAALAAGADVSGHTAVNRGIVTSDVAIVRSVGRILRHRILSETLSGATWRVRIEALVGEGPGPLCPVRTLIVT
AYPATLAVDPHAPAWSGELARTIAERLVERLALHPAASLSRVAERRPTRLG
>MCE8422169.1 cation transporter, partial [Rhodovulum sulfidophilum]AB28
RFTLSVEGMSCASCTGRVERVLKAQPGVIEATANLASRRAQVTLWEGAATAAALAQAVTKAGFAASSLTADAPDRRAEEM
AMLGRDAWLAALLTIPVFLVEMGGHLVPAFHHWIAGTIGTQTSWIAQFLQ
>MCE8422170.1 glutathione ABC transporter permease GsiC, partial [Rhodovulum sulfidophilum]AB28
MPAYLLRRLFQSALILLGVSLVTFILLYVLPADPVRQIAGRSVTPQVE
>MCE8422171.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
VWGTLGISTTVLLEATLSYLGVGVQPPTPSWGNIIFENQTYFQSAPWLVFIPGAAILLLALAFNLVGDALRDVLDPTQRG
RD
>MCE8422172.1 argininosuccinate lyase, partial [Rhodovulum sulfidophilum]AB28
SIMPQKKNPDAAELLRAKMGRVLGAAVALFTVMKGLPLTYSKDMQEDKEQVFDAADTLMLGLAAMTGMVGDMQANRESLA
AAAASGFSTATDLADWLVRELNLPFRDAHHVTGTLVARAEAQGCDLPDLSL
>MCE8422173.1 amidohydrolase family protein, partial [Rhodovulum sulfidophilum]AB28
AEAGIAAIPNPLINIVLQGRHDSFPKRRGLTRVKEMQAMGITVGWGQDCVLDPWYSLGTADMLDVAFMGLHVAQMTHPDE
MRRCFDMVTVENARIMSLDYGLREGAVASLVVLDAGNPVEALRLRPDRLR
>MCE8422174.1 FHA domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
EEELPLGEDDDLDLGAPGRPMMAAPAAPVRAMATLVREDTRERLVVPSPAATIGRAGTNAVPIPDDSVSRLHAELKLSGS
GLMLSDMGSLNGTFVNGRRIKEGTRVKDGDQIG
>MCE8422175.1 SDR family NAD(P)-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
APGREGDPFLATHGAELARADARWVGYLSTTGVYGDHAGGWVDEDTPLTPSTERGQARVEAERQWQALGLPLHIFRLAGI
YGPGRGPFEKVRDGTARRIVKPGQVFSRIHVADIAQVLEASMQHPEPGAI
>MCE8422176.1 dihydrodipicolinate synthase family protein, partial [Rhodovulum sulfidophilum]AB28
AETVGADAALVVTPYYNKPTQAGMIAHFTALHDCCSLPIVIYNIPGRSVVDMSPETMGTLARLPRIVGVKDATGKIERVS
QQRASCGPDFIQLSGEDATALGFNAHGGVGCISVTANVAPRLCAEFQQAK
>MCE8422177.1 squalene/phytoene synthase family protein, partial [Rhodovulum sulfidophilum]AB28
ICVLDYSARVAAAVGAMMCVLMRVRDPDVLARACDLGLAMQLTNIARDVGTDARSGRIYLPRDWMEEEGLPVEEFLARPV
VDDRIRAVTRRLLRAADRLYLRSEAGVCGLPLACRPGIYAARHIYAGIGD
>MCE8422178.1 sulfatase, partial [Rhodovulum sulfidophilum]AB28
GLGYRGRPFNWVTMPDQFTLTAFDRLGPEASRVAQIVLLSSHAPWVPEPRLVPWEAVGDGRIFDDQAAAGDPPEVVWRDP
DRVRAAYRQSLAYALRTATAHAARSGAGALTLILGDHPPAPFVSGIAGRDV
>MCE8422179.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE, partial [Rhodovulum sulfidophilum]AB28
MDTIYALASARGKAGVAVLRLSGPRSHEAVQAFGVPLPPLRHAALRRLTWNEEALDEALVLLFGAGASFTGETSAELHLH
GSPA
>MCE8422180.1 HNH nuclease, partial [Rhodovulum sulfidophilum]AB28
MADHKEPHRGDEALFWDRDNLQCLCKPCHDSVKQSEERAQPQAASPAPMARPDWFRPVHVPLTIVVGPPGAGKSTWVREA
AE
>MCE8422181.1 trimethylamine methyltransferase family protein, partial [Rhodovulum sulfidophilum]AB28
RGERVHIPRGLARKLCATAPSSFTQHARNPERNVEIGGKNLVLAPVYGPPFVRDREGGRRYATMQDFRNFVKLGYMSKWL
HHSGGTVCEPTDVPVNKRHLDMLHAHMTLSDKPFMGSVTEPSRAEDSVEM
>MCE8422182.1 cbb3-type cytochrome c oxidase subunit I, partial [Rhodovulum sulfidophilum]AB28
ILPVMARTELIGYRWVVAAAISLAVLSFGLWVHHMFTTGIPHMGLALFSAASTLVAVPTAVQLFAWIGTLWRGTPEMRLP
MMWILAFFATFVIGGLTGVMVAVVPFDWQVHDKHFIVAHLHYVLVGGFVFP
>MCE8422183.1 hypothetical protein LZ190_26655 [Rhodovulum sulfidophilum]AB28
MIVEGIVMFCAASIVKTKHYRLTRVRNASIVVSGIWMDDAIVSNAIDPHQWSGLVAKL
>MCE8422184.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
WNELNSPLRRNVTQEEVGKAALYLLSDLGSGTTGEVLHVDAGYHVVGMKAVDAPDIDAVTGRKDH
>MCE8422185.1 LysE family transporter, partial [Rhodovulum sulfidophilum]AB28
MSLAAFAAAWLLHLMAAISPGPAVLMSARTGMSEGLRTGAILALGLAAGALVWASAALFGLALL
>MCE8422186.1 HlyD family secretion protein, partial [Rhodovulum sulfidophilum]AB28
MSRPVPWSSRKPLILGFATLALLVGGFGTWSVASSISGAIVVQGQIEVEQNRQVVQHPDGGVVESIEVSEGSVVQAGDIL
LRFDGTTLRTELAIVEGQLFEML
>MCE8422187.1 diguanylate cyclase, partial [Rhodovulum sulfidophilum]AB28
MQLSGRSSSGLGRAGQLLRRPEVLAFLPALSLLAYWLGGERTLVFVALGLPLFYATVGAFRPAAPSVTPDGLALRPQVIA
SLDRMLQDREGTGRK
>MCE8422188.1 hypothetical protein LZ190_26680, partial [Rhodovulum sulfidophilum]AB28
LQIPGDIHRTTYIEQHAPIAIATADARIVDQEGLIRSLDVVLTNPLDNVEGSAPVEYLGISKAVLDVLAARGITIGAHDG
QFDANGNLTGATSITFAAANGASATSFQIALRGVTYANMDDAPDSGTRIV
>MCE8422189.1 2-oxo acid dehydrogenase subunit E2, partial [Rhodovulum sulfidophilum]AB28
KGIDLAAVQGSGPRGRIVKADVEGAQPSAAPAAKADAAAPKAEAPAAAAAPVAAPAASAASVAKLFADRDYEEVTLDGMR
KTIAARLSEAKQTIPHFYLRREVALDALMAFRADLNAKLESRGVKLSVR
>MCE8422190.1 CBS domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
FLREAEELPDQFYHVILVDPRMKPAGYVTLGRLLSSRRDVKLTAIEEESFRTIRATMAESEVAYIFNQYHLISCPVVDEN
DRLVGIVTIDDAMNVLDEEHEEDILRLAGVGDESSLSDGPFATARQRLP
>MCE8422191.1 DUF1937 family protein, partial [Rhodovulum sulfidophilum]AB28
YTLRAVGPDGRWSRDQSEAVMTEAAREVARLLEVGVTAISPVVLSAAALHATMFPRLRIDPFNPILWEDWCRPLLTVCAA
VVVPEIRGWADSTGIRHEVQSALAAQVPVFIYGGLP
>MCE8422192.1 aminotransferase class IV, partial [Rhodovulum sulfidophilum]AB28
MSRTVYVNGEYLPEEEATVSIFDRGFLMADGVYEVTSVLGGKLIDFPGHAARLDRSLTELEMTAPMNAEDLLEVHRELVR
RNGIDEGLIYLQITRGNPGDRDFAFPPAEK
>MCE8422193.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
APPRPSGDEGDEGDEGLEGRHVRLERLSADRHAADLHQAFSPDEAVWDYLPYGPFASTAAYHHWVRTVEESADPLFHVIR
DRASGHCGGVASFLRIAPEAGSIEIGHICHSPGLQRTPAATEALFLMMA
>MCE8422194.1 dynamin family protein, partial [Rhodovulum sulfidophilum]AB28
MRDFAEKTEPVSPLGRPAFEELESYRASLGRIREALLELASDATPALRTDLDRIVERIDAFEPSVSLLGQVKAGKSTLLN
ALIGRPGFLPADVNPWTSVITNVHLNSPRRPLE
>MCE8422195.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB28
SGKIIQALKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNSTFVDHYLEVEYDLSNVMFLTTANSYNMPSPLL
DRMEIIPLSGYTEDEKREIAKQHLIPKQIENHGLKKGEFKVTDEALTER
>MCE8422196.1 thiamine pyrophosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB28
EDALVMASFGDASANHSTAQGAFNTAGWTAFQSVPLPLLFVCEDNGIGISTRTPRGWIEASFRARPGLRYFRANGLDMSE
TYAVAAEAAAYVRNRRKPAFLHLGTVRLYGHAGADLPTTYMSREEVEAE
>MCE8422197.1 DUF2189 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
IACGLYEVSRRLELGLQLHWGEVLGVILSQKDRQIPSMAAIVVIFFLFWNFLSHMVFALFMGMQPIVNISSSFESFLTAH
GLTLLVVELLVGAVFASILFSITVVSLPLLLDREIDFVTAMITSVQVVQ
>MCE8422198.1 flagellin, partial [Rhodovulum sulfidophilum]AB28
MSSILTNTSAMVALQTLRSINSGLAKTQDEVSTGKAVGSAKDNAAIWSIAKVMETDASSFKVIGDQLAVAESTLAVG
>MCE8422199.1 flagellar assembly lipoprotein FlgP, partial [Rhodovulum sulfidophilum]AB28
ARMKDANDRLDGRSAGRSAGLIAVTPKPLVTGIGFAAVAGQPGHTLNERRLMAIRAAKIEAMRDLAEQVHGLRLDARTTV
RDAVAVDDQIAGAVAGTIRGARLVRVTPKGSDSYEVELALDADAVGYIV
>MCE8422200.1 NUDIX hydrolase, partial [Rhodovulum sulfidophilum]AB28
MRSPRLAVRALILHENRLLLVNAWPGGVSDLWCAPGGGVEPGASLPDNLVREVAEETGLTVAVDDPCLVNEFHDPGTGFH
QVDVYFRCRIL
>MCE8422201.1 biotin/lipoyl-binding protein, partial [Rhodovulum sulfidophilum]AB28
MTRLILAALLSLLPLQLLAEPLRPVTVTEWKSVYGRIEARDRIPARARLGGTLVRLSVTEGDRVEAGQLLAEVVDEKIGF
QLAAIDAEGAALEAELANART
>MCE8422202.1 MerR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
GVRHVAGLGGQDPGPDDPALDEAPFAAVEEEPRGEVVPFAREPQRTETPRRPASAQGASLDPSAPSDPQPAPTEEAPADP
PHMPDAEAEPEAPLSWSPPEPLVARRDPGEVPARLRRGASPLPPKPVE
>MCE8422203.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B, partial [Rhodovulum sulfidophilum]AB28
TAELFQSACRDAYERFQPQAIMVGSSCTAELIQDDTGGLADALSLPVPVVHLELPSYQRKENFGADESFLQICRKLARPM
ERTEKVSCNLLGPTALGFRHRDDILEVTRLLEGMGIAVNTVAPMGASPA
>MCE8422204.1 hypothetical protein LZ190_26765, partial [Rhodovulum sulfidophilum]AB28
DDFSLKVSPDGTSFRTALSADRASGRVALPQGAVVTGSLTGSAVQASAADATPGRLLTVGAFGLGAPAPLVGNAGAVDGA
LAPGFYGYDSAQGSSGESSRPKRS
>MCE8422205.1 tRNA pseudouridine(38-40) synthase TruA, partial [Rhodovulum sulfidophilum]AB28
RLAGALNAHLKPLPVAIVAAARVPEEFHARFSAVERRYLFRLLARRAPEVHDRGRVWRVPHPLDAEAMRAGAAHLVGRHD
FTTFRAAGCQAASPIKTLDALTLETVEGANGTEYRFHLRARSFLHNQVR
>MCE8422206.1 GntR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
MARDRNLFKMLVNRLLDRLARLPVGAELGSEGELAAELQASRTTVRAVLTHLAEAGLLSWEGRRKVVLRAPSPSDRFDEG
ETRPRQELVEEPFLAWVLQGDLPPGTLLHE
>MCE8422207.1 hypothetical protein LZ190_26780 [Rhodovulum sulfidophilum]AB28
MQRAPLVPLDMPADAYLTDTPVIRLFGQWDAARKTSAAIDDEASAAALISEQIRLENELIRMPATCRAAARSRRAL
>MCE8422208.1 dynamin family protein, partial [Rhodovulum sulfidophilum]AB28
GKTSLVNALLGEDLLPASVTSTALPPIWIRHGEGAPDCLFLDGTVQRFASLAEMLAHLDGAYLERISHCRLAHPSPLLRA
FDLIDTPGGSDPGMPAASWERMVPEADMVVWCSPAVQAWRQSEKSAWAD
>MCE8422209.1 autoinducer 2 import system permease LsrD, partial [Rhodovulum sulfidophilum]AB28
LSSLLFGTSDFVQVGIVAVPLTLVIIAGGIDVSFASTVGLAAIAFGIANFFGLPLPLSLAVGLATGAAAGLLNATIIRLT
RLQPLVVTLGSLYMFSGAATVLSGVVGASGYEGIGGFPETFTALGYAQV
>MCE8422210.1 hypothetical protein LZ190_26795, partial [Rhodovulum sulfidophilum]AB28
LKSLKEPIANIMRSAGAEVSVDDVEKAILDPESKLVVPKLKLKTKAGTTVTTTTTTTTTTTTTSDQLFGNRTLNFRLRMP
MQRVEGLRKFGNVRR
>MCE8422211.1 NorD nitric oxide reductase activation protein, partial [Rhodovulum sulfidophilum]AB28
EARVRAALGGPAAARAVAHHQPRGYMPFAPVPLWLRLGRGTGQGAADAPEETQAPAGLPTATRKMGERRDLDQANRKDSF
IVHRFEAILSWVESLNLNRATDDDDQENA
>MCE8422212.1 hypothetical protein LZ190_26805, partial [Rhodovulum sulfidophilum]AB28
RRALDNLRNQVNYSADFDEGGEALAYALMVLAREGAAAIGDLRYYADVKADAFSTPAAQAQLGAALASYGDQQRADAMFR
KAAARLNGSLVAQSQQVFRADYGTAYRDAATVLTLAAEAGSQAVDREAV
>MCE8422213.1 hypothetical protein LZ190_26810, partial [Rhodovulum sulfidophilum]AB28
LKGRERLWKEVPLPERLGLVAQLGAKTPDDLPRAVADAIGYGRLTQSFRDEIASLVAMLDAVTSGSSPGDQG
>MCE8422214.1 RluA family pseudouridine synthase, partial [Rhodovulum sulfidophilum]AB28
QLLKVTADEGEQRLDRWFKRRFPHVTQGAVEKMCRTGQVRVDGARAKASDRVAEGMEIRVPPLPDPDAPRPQASRVTKSD
EQMIQDCVIYRDNDIIVLNKPAGLPSQGGSGQGERHVDGLTEALKFGY
>MCE8422215.1 alpha/beta hydrolase, partial [Rhodovulum sulfidophilum]AB28
MTQFFTASDGARLAFTDEGEGLPLLCLSGLTRTGADFDYLAPHLSGVRLIRPDYRGRGRSDFTGAATYTVPREARDAVEL
LDHLGLDRAAILGTSRGGLVGMFLAATVKDRMR
>MCE8422216.1 tyrosine-type recombinase/integrase, partial [Rhodovulum sulfidophilum]AB28
LIPILPELQAALDGLPKGASTFLLTEYGRPYSAAGFGNWMRDRCDEAGLSNCSSHGLRKACARRLAEAGCTHHEIKAITG
HKTDAEVRRYTAKADQVYLAHSAFEKLQDTTKNLKSANPL
>MCE8422217.1 VWA domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SRIGLVLFANRAYVAAPLTFDLAAVGRAIEEASIGITGRSTAIADGLGLALKRVTESGAASRVIVLLSDGQDNAHQIDAR
QVAGLAARHGVRIHTIALGPDDLETRPAARDAVDTATLRAIAEASGGR
>MCE8422218.1 caspase family protein, partial [Rhodovulum sulfidophilum]AB28
MAEKLWESGFEVIETVDADRETMLADLATFRSRLREGSEALFFYAGHGVQIGGRNYLLPVSVAPSSVEDLKAQAIDAQLF
LDVMAQSGARLTLVLLDACRNNPFLDMPSDGAEAIATRALSIGAS
>MCE8422219.1 hypothetical protein LZ190_26840, partial [Rhodovulum sulfidophilum]AB28
LILYTQRGVRMAGEDAADLFDLGAVRPDEEFTQCYSGECRVNLLPTLYRLNHAISNATDLSAPLGMILEVRGAARLADAR
ARSAAIR
>MCE8422220.1 hypothetical protein LZ190_26845, partial [Rhodovulum sulfidophilum]AB28
MQRTRRIDIRRSLVAKPASSRGSAPFWPRGDLLGLGLWWIGPRMKDSGSEVQTLRMDLVGCPDGCFP
>MCE8422221.1 cell wall hydrolase, partial [Rhodovulum sulfidophilum]AB28
MATRLLRISIRLVLCTAPALLLLGCGLFHRPSELECMERAMYFESHRSSRDGMVAVGTVVMNRVNSGQFPNTVCGVV
>MCE8422222.1 polyhydroxyalkanoate depolymerase, partial [Rhodovulum sulfidophilum]AB28
LIPVSAGKFDVEDYTLYVVDFMRALGPETNVIAVCQPAPLVLAATAYLAGEDPAAQPRSLTLIGGPIDPDAAATEVTDFG
RRITMGQLEQLAIQRVGFKYMGAGRLVYPGLLQLQSFISMNMERHSKE
>MCE8422223.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ, partial [Rhodovulum sulfidophilum]AB28
MLSYQHIFHAGNLADVHKHALLCAMLDYMVQKDKPLTYIETHAGRGLYDLGSAEAVKTGEAAKGIARLEERLPADHPYRR
RLREERAIFGPDAYPGSPLLAAGFLRDGDAMHLAEL
>MCE8422224.1 DUF4142 domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
LATPVAFSQSDAPPPPLVVVDDAQVFAGMAVSSALFGVEASETALSRTRNETVRAFAEKVLQERRETAERLVKAAEADAL
PITPRMSPRHEAEAQSLRGADDQMFDDLYLAGQRRAIDEEVTLYQGLD
>MCE8422225.1 TRAP transporter large permease subunit, partial [Rhodovulum sulfidophilum]AB28
GIATPTEASGVGAFGALLLAALNGRLTLPVLRRSLYATTRTTAFIFGIFLGATAFSVVLRGLGGDEVIEAALLGLPFGPN
GIVIAILFAVFILGFFLDWIEI
>MCE8422226.1 iron-containing alcohol dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
SNASAAPEKTARICAALGFAAGAEETVRAGALAFCAGLGLDMRLRAYGVPSEDLPVMAAEAHGIRRLLDWNPRDLSVAEI
EAIYRRAY
>MCE8422227.1 transporter substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
GRPVGGLVASNWTKIAEELGGEVKAYKAESDAMQDLANGNVDAIITDAVAAGYAIKNSNLPLKMLDEPVSTIQKGFAIKK
GKPHLTAAINKALGEMIADGTYAKLTSELVGYSPAPADPIRSLAD
>MCE8422228.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB28
LSHGQKQWLEIGMLLAQEPRLLLVDEPAAGMTLAEREHTTALLVEMAKTRAVVVVEHDMEFVRRLDCKVTVLHEGAVLAE
GSLDHVTRNPAVIEVYLGRG
>MCE8422229.1 pyrimidine 5'-nucleotidase, partial [Rhodovulum sulfidophilum]AB28
MVADRFSHVRGWVFDLDNTLYPPSARLFDQIERRMTDWVMTELRVVREEADRLRRHYWSTYGTTLAGLMAEHGVDPAPYL
SHV
>MCE8422230.1 sulfite exporter TauE/SafE family protein, partial [Rhodovulum sulfidophilum]AB28
MDGYGFWALAVIASVLVGMSKGGLPVVGIMSVPLLSLVISPVTAAGLLLPIYVVSDMFGLYAYRHEFDLK
>MCE8422231.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB28
LAMMGTGEAMGEDRALQAAEKAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANVIREKVDSDANIIVGSTLDTS
MEGMIRVSVVATGIDATKPAQDMPVPRRSMAAPLPASFSQPEPAPAPQ
>MCE8422232.1 hydantoinase/oxoprolinase family protein, partial [Rhodovulum sulfidophilum]AB28
QVAAFAVAASFATRNPAHELAARAVVHRVAGCPVTCSHELSARLGGPKRAVTAVLNARLIGMIGRLIAACEQHLTERRMT
APLMVVRGDGALISARLARERPIETILSGPAASLVGARWLTGVRDALD
>MCE8422233.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
ISFVIITVTATLVGFDRSLTRAAASLGASPTTTFFKVTMPLILPGVISGALFAFVTSFDEVVVVLFVAAHDQQTIPRQMW
NGIREQISPAILSVATILVIVSVLLLATVELLRRRSERLRGISG
>MCE8422234.1 restriction endonuclease subunit R, partial [Rhodovulum sulfidophilum]AB28
SIMGEKKRTTQIFGEFIDKYTIREAEADGATVPVLYEGRTAEGAVKDGATLDGLFEDMFRGRTDEELEAIRKKYATKGNI
LEAPALIAEKARDMLRHYVTNLLPNGYKAQVVAYSRTAVVRYNAAFLI
>MCE8422235.1 F0F1 ATP synthase subunit alpha, partial [Rhodovulum sulfidophilum]AB28
KTSLAVDAIVNQAASDIVCFYVAIGQRTTAVRRVIETVREKGAFARTVFVVAPATASPGLRWIAPFAATSMAEWVRDRGG
HALIVYDDLTKHAAVHREHALLARQPPGREAYPGDIFYLHARLLERSA
>MCE8422236.1 tripartite tricarboxylate transporter permease, partial [Rhodovulum sulfidophilum]AB28
MLLYALVGVTLGTAVGVLPGIGPALTVALLLPVTYGLDPAGSLIMFAGIYYGGMYGGSTTSILLNTPGESASIVTALEGN
KMARAGRGGPALATAAIGSFVAGLLATIALALIAPTVVKLALVFGPRE
>MCE8422237.1 acetyl-CoA C-acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
QENMSLSPHVAHLRAGQKMGDLSFIDSMIKDGLWDAFNGYHMGQTAENVAAKWQISRDMQDEFAVASQNKAEAAQKAGRF
ADEIVPFVIKTRKGDVTVDADEYIRHGATLDAMAKLRPAFIKDGTVTR
>MCE8422238.1 cobalt transporter, partial [Rhodovulum sulfidophilum]AB28
LFFAPFDLPQYGMNVTTLLVPLFAVQALAGRIIAPHTPYVDLKYRQALALSTAYQGGVVAWVAFWAFLGQGFGADNLTAI
ASFGSAYMLVILIEPLADLAVLAGAKSLRGLARSGLFPHRLHHAA
>MCE8422239.1 molybdopterin-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
SWMFVTLAAMLGQIGLPGGGFGAGYGPANTMGTPHRKLPGPTLSQGMNPVARYIPVARIADMLLNPGAEFLHDGARRTYA
DIRMIYWAGGNPYHHHQDLNRLETAWQKPETIVIHEPFWTASAKRADI
>MCE8422240.1 single-stranded DNA-binding protein, partial [Rhodovulum sulfidophilum]AB28
MGNLGRDPEVRSFQNGGKVVNLRIATSEQWRDRASGERKERTEWHSVAIFDENLARVAEQYLRKGSTVYIEGQLETRKWQ
DQSGQDRYSTEVVLRPFRSSLTMLGGRGEGSGAGGGMGGGGYEDRGE
>MCE8422241.1 ribose-phosphate pyrophosphokinase-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MNEPKLISGNANLTLAKSIARRMSVHRGMAVSLVDARVERFNDQEIFVEVYENVRGEDMYVIQPTSNPANDNLMELLIIA
DALRRSSADRITAVIPYFGYARQDRRAK
>MCE8422242.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MRRLIGALGAAVVGLGLASGPTEGLADGLKIQRSTMNRAGIFKSQTRLLDGRLSQQYESSTRLKD
>MCE8422243.1 2-oxoglutarate dehydrogenase E1 component, partial [Rhodovulum sulfidophilum]AB28
PAKEAKAAGQKIQAKAAEQGVSLSDAQVQRAVLDSIRALMIIRAYRIRGHLAADLDPLGLRNTTNHPELDPKSYGFTDAD
MDRPIFIDNVLGLQVASMRQIVDIVKRTYCGTFALQYMHISDPEQAA
>MCE8422244.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
SFGGKYSYEAALMAVEDYGGSVLGKKVEVVTADHQNKADIASNIARQWYDTEQVDAIMELTTSSVALAVQALSQEKKKVT
ITTGAATTELTGKQCSPYGFHWAYDTHALAIGTGGALVEQGGDSWYFL
>MCE8422245.1 Maf family protein, partial [Rhodovulum sulfidophilum]AB28
LVAAGPEDVVLCADTTVALGRRILGKPADAGEAARFLVALGGRRHEVITAVAVRRGDRLWQREVVSQVKMKRLSDLELNA
YLASGEWEGKAGGYAIQGLASAFIPWISGSFTGIVGLPLAETATLLR
>MCE8422246.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
PRLAVIDWAAAETLIALDRPPLAISDSGYFASRMPFDLPPGVVDIGPFWEINLEYLARLAPDRIIAPASALMMTPRIAAI
APVEIVPTETDGSRLDLAADLARQMAAAAGLAPDSAARLVAGTEAVQ
>MCE8422247.1 ABC transporter permease subunit, partial [Rhodovulum sulfidophilum]AB28
AVVIYAVPPMIRLTNLGIRLVDAEVLEAAEAFGSSARQKLWNVQLPLALPALMTGVNQTIMMSLSMVVVASMVGVGGLGK
NVLQAINNQFFTLGFMNGFALVAIAIVFDRTSQAFGRRLQKHREAAH
>MCE8422248.1 CDP-alcohol phosphatidyltransferase family protein, partial [Rhodovulum sulfidophilum]AB28
MRHDGQMNARLKALFVHLLTATGAVLSMLAMLAAVEGKWSLMFLWLVVALLVDGVDGPLARRYDVKRNWPTYDGVQLDLK
>MCE8422249.1 fructose-bisphosphate aldolase, partial [Rhodovulum sulfidophilum]AB28
YEGETPGVKANLCRMLMEGKLGGTGKMIILPVDQGFEHGPARTFAPNPAGYDPHYHYQLAIDAGLSAYAAPLGMLEAGAD
TFAGQIPTILKVNSANSLMSDTAGKNQAVTASVDDVLRLGCAAIGFR
>MCE8422250.1 glycoside hydrolase TIM-barrel-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
YLRAMAEYWQDEANNPVSDLYGGSMVDMDRAHAWAWDARPFPAFPALGDVWSDGSNYARGHWLNGRAASQPLSAVVAEIC
ERSAVTAIDVTQLQGVVRGYGISEVDSARAALQPLMLAYGFEALERD
>MCE8422251.1 3-hydroxyacyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
ILVPADQLLARAKEWVLGAKDSDLVKPWDAKGYKMPGGAPYHPAGFMTFVGASAMVTGKTMGVYPAAKGLLAAVYEGALV
PFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPALPD
>MCE8422252.1 FAD-binding protein, partial [Rhodovulum sulfidophilum]AB28
GLFFPVDPGADASLGGMAATRASGTTAVRYGTMRDNVLGLEVVLSDGRVIRTGTAAPKSSAGYDLTALMVGSEGTLGLIT
ELTLRLHGQPEAVSAAVCAFPDMGAAVGCVIETIQHGIPMARIEFLD
>MCE8422253.1 7-cyano-7-deazaguanine synthase, partial [Rhodovulum sulfidophilum]AB28
MKRAVVMVSGGLDSTTVCYLLVNEGTEVHPIFFDYGQHCAETEWAKVQEVLPQVAMPPERLNISDIFRGSPSRMIVEADL
WKEAVSDDDLYLPYRTMLFFAVAAARAQTLR
>MCE8422254.1 GFA family protein, partial [Rhodovulum sulfidophilum]AB28
MEGRCICGEVAFRLTDRPLFVHCCHCSWCQRESGSAFALNALIETDRIELLAGQPERV
>MCE8422255.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase, partial [Rhodovulum sulfidophilum]AB28
ETMERAVARAAEEAQPGEVVLLAPAAASFDQYPNFEKRGEDFMEKVKALL
>MCE8422256.1 cobyric acid synthase CobQ, partial [Rhodovulum sulfidophilum]AB28
SMTAHTGWPLLGVVRWFDAATLLPAEDALALARPLRSEGAGLRVAVPQLSRVANFDDLDPLSSEPGVDLRWVRPGEPIPE
GTDVVLLPGSKTTRQALEELRANGWDTDIRAHHRRGGRVVGICAGFR
>MCE8422257.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB28
AGVIRDGRHAGGQTYGYRGVPGEPGKREIVAHEAEIIREIFAAYVEGKSPRTIAGELNARGIAAPRGPKWNASTLNGNPQ
RGYGILRNPMYDGRLVWNRVTMVRDPDTGRRVNRENPLDARQEVEAE
>MCE8422258.1 SDR family oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
SSGAEIEALAAEAGQGAFALTCDVADRASVQTAIDRVVETAGRIDVLINNAGVIEPIARLADADPDAWDRAIDVNLKGVF
HGMRAAVPYMRARGGTIITVSSGAAQNALEGWSAYCSSKAGAAMLTD
>MCE8422259.1 VOC family protein, partial [Rhodovulum sulfidophilum]AB28
VHVAFRAGSREEVQAFHAAGLIAGGIDNGAPGVRARYHDRYYAAFVIDPAGNNVEAVFQGPE
>MCE8422260.1 preprotein translocase subunit YajC, partial [Rhodovulum sulfidophilum]AB28
IFHEDGIVDVEIADGVKVRVMKSTIVQVMSKTEPAAA
>MCE8422261.1 protein translocase subunit SecD, partial [Rhodovulum sulfidophilum]AB28
MLHFPVWKRVLIWGICALAILYAAPNFFYSRVESHNDAVAAIEKAGGTATPEQTAAVGLWPEWLPSNIVNLGLDLRGGAH
LLAE
>MCE8422262.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB28
ILDTGLFDPARARSHPRWLQELYGFAAHKPEDQEYGITSFCFRARAPFDGKRIRDVLTGELPGVIRAKGHFWTADHPDRV
LQFSQAGSLRTIAQSGRWWAATPRSDWPADQRVIERIARHWRPPYGD
>MCE8422263.1 phospho-N-acetylmuramoyl-pentapeptide-transferase, partial [Rhodovulum sulfidophilum]AB28
SGRPLIDFLRRKQGKGQPIRDDGPTTHFAKAGTPTMGGLLILSALVVSTLLWARLDNPYVWIVLLVTVAFGLIGFADDYA
KVKKQNTKGVPGRVRFLIGLLIAALAAIAAAWSHPPDLTLQLAMPFF
>MCE8422264.1 hypothetical protein LZ190_27070, partial [Rhodovulum sulfidophilum]AB28
MRKDNINDRYRIYLGAKAKALTVAHCPPGELPGSDDLEAGIEALQQALEVERGVLRRLQDEFDRLDGRMVNLVSRRAAAR
SARPALSVRPREDS
>MCE8422265.1 hypothetical protein LZ190_27075, partial [Rhodovulum sulfidophilum]AB28
MTPRYLVISTILASALPLPLLAQTFDGAVTLGYGETNVSDTDSDVTTLSLAGRFGLDLGNGLRFGLDLATASLDDGGDDV
TRSFAGVTGSYGFQ
>MCE8422266.1 ABC transporter substrate-binding protein, partial [Rhodovulum sulfidophilum]AB28
TFASGNDLTAEDVVYSLVRAVKLDKSPAFILGQFGLTPDNVEEKIKQTGDYSFTFEMDKAYAPTFLLYCLTATVASVVDK
DLVQSNEADGDWGYNWLKTNYAGSGPFTIREWRANEAVVMERNDQW
>MCE8422267.1 LysR substrate-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
MEETLDAVLFERHPREVRLTAEGREVERRARRILAEVTELEAAARQRGLAQRVNLGVIPTVAPYLLPEVLPLLRARDISR
DLRVREATTDILLSALDRGQIDAAVIAAPQAVAGLKLGPLFSDRD
>MCE8422268.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD, partial [Rhodovulum sulfidophilum]AB28
PYGKGLGERALAAHAGWLAPGALVLWEENIAPVPPEGFTQLDQRRYGDTLVTILEAP
>MCE8422269.1 hydrolase, partial [Rhodovulum sulfidophilum]AB28
MIEAVIFDCDGVLVDSEPTAFALLGEDLARHGLALDHATLEAHFLGGTIPGAAVTARRLGADLPADWVED
>MCE8422270.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme, partial [Rhodovulum sulfidophilum]AB28
LVAALIASDIGPGDKVIVPDLTFIASSNAVRLVGATPIFCDVDRRTGCMDIESVERLIGQGVQGIMPVHLYGQIVDMDQL
MALADARGLVVIEDAAEALGVTMNGRHAGTFGRFGTFSFFANKTIT
>MCE8422271.1 flagellar hook-associated protein FlgK, partial [Rhodovulum sulfidophilum]AB28
MSITGALSNALSGLNVTSRSIENSSNNVANALTEGFARRELEVTARSYGGGGQGVRTVGIDRMVNMALVADRRLADAATG
DRDTRAAFYQALADATGDTGGGSLLARISALSASLVTAAS
>MCE8422272.1 VCBS domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
QTGTAVEASGLNNNVAGSAATGSLLTGPNAATDIDGDEISVVGVRTGGQSDTGTEGVWTDGTITLQGTYGTLTLNEDGSW
SYTADDNNPTVDGLTGPTDTLEETFTYTVTDANGATASQELTVTISG
>MCE8422273.1 acyl-CoA dehydrogenase, partial [Rhodovulum sulfidophilum]AB28
ADVFVVWAKSEAHGGKIRGFVLEKGMKGLSAPKIGGKLSLRASITGEIVMEGVEVGEEALLPGVEGLKGPFGCLNRARYG
ISWGVLGAAEACLHAARQYGLDRRQFGRPLAQTQLYQLKLANMMTD
>MCE8422274.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB28
WTHAHADHVHGIDDLRQIVFNMQKRLPVWADPVTQDALLTRFGYAFAQPAGSLYPPILDLNTIEGPFEVEGAGGTIRLQP
FQVSHGPTEALGFRVEGMAYLPDVVAIPEEAWPHLEGLEMWVLDTLD
>MCE8422275.1 flagellar hook protein FliD, partial [Rhodovulum sulfidophilum]AB28
MATDWLNALGASGSGLNIRELAKSLVTADTTVKRTTAEKKIEATEVSISALGKVRAQFQSLSEAIGTVTQSSVLKATSSS
SALSISVTDRTLVSEQVTN
>MCE8422276.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum sulfidophilum]AB28
MTGGLLVTGGSGFVGSHIVDLLLGEGCAEVAVIDNMVRGRPENLAGALGDPRLRLVTGDIRDRALRESLVDGRDIVFHQA
ALRITHCAAEPDEAMSVMVQATYDLLQDCVRHKVGKVVMASSASI
>MCE8422277.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
RLRGTKVAYVAQSAQAAFNPVHRLMDQITLVAVDRGGLSRAEAEKRAVALFTALQLPDPQNFGARYPHQVSGGQLQRAMV
AMAMICNPALIVFDEPTTALDVTTQVEVLISIRKVIEEFGVAAIYI
>MCE8422278.1 PAS-domain containing protein, partial [Rhodovulum sulfidophilum]AB28
MAVASDITAHKRQEEQLAAMAAEARATRARLAAAVDVLPDGFAYFDAEDRLVVFNPQYRDCYPGAAAAIVPGASFEQILR
QAVQSGDILEARGREEEWLAARLAAHHRGSNQQ
>MCE8422279.1 hypothetical protein LZ190_27145, partial [Rhodovulum sulfidophilum]AB28
GAGETTADQVRAMLGLADRGRVLDLFDLVMKGEAAAALAELSGQYADGADPMAVLRDLAEITHWISIIKISPEAAEDPTT
PPADNRLIASCIPGARYAEIAGGYHFPNVEFDGEFNGIMLDWLKER
>MCE8422280.1 ATP-binding cassette domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
EGVSVGYDGPPVLRRLSLRIDQDDRIALLGRNGEGKSTLSKLLAGKLAAQEGRMVSSSKLRIGYFAQHQVDELHIDETPL
QHVMRLRPDEGQPRLRARLAGFGLMADQAETAVGRLSGGQKARLSD
>MCE8422281.1 ArsR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB28
KWALFAELRTARARFGVSDRDLAVLYALLSFLPGRVLTDAAPLVVFPSNATLSDRAHGMAESTLRRHLAALVEAGLVARR
DSANGKRYAHRNRAGELVTAYGFDLRPLLVRAAEIAETAAALEAEA
>MCE8422282.1 hypothetical protein LZ190_27160, partial [Rhodovulum sulfidophilum]AB28
GPDPLVLTPALRVVPPVDTVPPAPFMEAEEDWLPESDPETGAPFIRPSTVVSLTGGAAETAGTRTDPEADLTAAPASPAD
SDEIGPAGSPAAPSLASETAGDAVPQDRFTELSAAAAEPREGQEAA
>MCE8422283.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]AB28
DRIEAIFITHAHEDHIGALGHLWPRLKAPVYARRFTGTIGRLKFEEHGLPADQITIVGARPEVVEAGPFEVQFVPVSHSI
PESSALVIDTPAGRIVHSGDFKLDRSPVVGEPWADETFRAIAADRP
>MCE8422284.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB28
TLRFQLTTRAEFERLVATDPDTLTDLERAARFLYLQRTAFGGKVRGQNFGVSSHRPGRFNLTTLEPMLEDLHSRLAGVIV
ECLDWADFLARYDRPETLFYLDPPYWGSETDYGRGLFRREDFGLMA
>MCE8422285.1 hypothetical protein LZ190_27175, partial [Rhodovulum sulfidophilum]AB28
MAHRQAVDIVHDCRPRKAKDEASALTGDGLGGRRLLKVVSFLPVDDHEGPTSRGIQIAASGNQRDRPERGYPR
>MCE8422286.1 sulfoacetaldehyde acetyltransferase, partial [Rhodovulum sulfidophilum]AB28
IYLFPKAGITFWDCAHETNAGLMADGFTRSTGKMSMAIAQNGPGVTGFVTPVKTAYWNHTPLLLVTPQAANKTIGQGGFQ
EMEQMRLFADCVCYQEEVRDASRIPEVLNRVILQAWRNSAPAQINIP
>MCE8422287.1 dipeptide epimerase, partial [Rhodovulum sulfidophilum]AB28
MITVTPESFRLAEVFTISRGSRTESRVLTVTVTREGLSGRGECVPYARYGETLESVADQIATLPENLTRADLQTLLPAGA
ARNAVDCALWDLEAKDSGKRVWQLLR
>MCE8422288.1 fructose-6-phosphate aldolase, partial [Rhodovulum sulfidophilum]AB28
MKFFVDSADVAAIAELNALGMVDGVTTNPSLILKSGRNILEVTKEICNL
>MCE8422289.1 esterase-like activity of phytase family protein, partial [Rhodovulum sulfidophilum]AB28
LGNSAKLVPHAIYHVDGKGRIDEEIPFPAELLAGETRFGLEGIAKVGDVLWMAVQREWKDDPKGQVKLLAYDLGDESWGA
VRYPLDAPAEGAWMGLSELTVHGDWAWLIE
>MCE8422290.1 hypothetical protein LZ190_27200, partial [Rhodovulum sulfidophilum]AB28
VSNTVVGARLPEEQSEVPRRAQDLISRPSVLCHWSTENAEAAAWPSFQARPFRRSGHEGMTATGPKEA
>MCE8422291.1 hypothetical protein LZ190_27205, partial [Rhodovulum sulfidophilum]AB28
FDGAKEPDVNDALRRAGFDQSGQSIVFDGRTGEQFARPVTVGVKYMLKLHHLVDDKLHARSTGPYSLVTQQPLGGKAQFG
GQRLGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKMYESIVKGE
>MCE8422292.1 FAD-dependent oxidoreductase, partial [Rhodovulum sulfidophilum]AB28
FNQNILGGMCARVCPTEQLCEEVCVRETAEGKPVEIARLQRHATDTLMARNVHPFERAEPTGKRVAVVGAGPAGLSAAHR
LAMLGHEVTIFDARPKPGGLNEYGIASYKTPDNFAQAEVDWLLMIG
>MCE8422293.1 methylmalonyl-CoA mutase, partial [Rhodovulum sulfidophilum]AB28
MSTQIRVLLAKVGLDGHDRGVKVVARTLRDAGMDVVYSGL
>MCE8422294.1 dihydropteroate synthase, partial [Rhodovulum sulfidophilum]AB28
MTRYLRLSGLEPFVLTPDIPFVNVGERTNVTGSARFRKLITNRDYAAALEVARDQVQNGAQILDVNMDEGLIDSKAAMVE
FLNLIASEPDIARVPLMIDSSKWEVIEAGLKCVQGKP
>MCE8422295.1 hypothetical protein LZ190_27225, partial [Rhodovulum sulfidophilum]AB28
LSEGTYLEAEAARSEGPGFGFTSSIDGGLTLETTDPVDGTGEGYRLKARADLADLRPGTEGHVEVWAERRTAGFSSIDHQ
TTEDEELWGLETEVATSERGRLAFRYEHYRKDPDEKLDEARLGYR
>MCE8422296.1 FAD binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB28
SMAAAHATGCRDHDDTLAGNLCRCTGYAPIVRAARAAEEAPPPDWLPSFTLPQISSGGTVSGESPSPGGAAANARPTGGP
GGADSPPAAGCRPTSLEEFARLYEAHPEATLIAGATDVGLWVTKDL
>MCE8422297.1 hypothetical protein LZ190_27235, partial [Rhodovulum sulfidophilum]AB28
MGIPKRQREIEGRHAYVDGIRYVMPINSWEASAMIAAFPCDYDAAAALLPDAYVHPFRYFRRALLVVTVIDYRQTDIGSY
>MCE8422298.1 hypothetical protein LZ190_27240, partial [Rhodovulum sulfidophilum]AB28
IFNGRSPAIRAWALGRVRSAAAEDPAAQALLAEMRRPDLPVRLAVRSLCVAPGGLLYALRLEDPERLVRTLRLAIAGRHL
DLDLHRGPAGTGLCAGFAPLEAEAAPCRIQMVLGSGRITTMATVQP
>MCE8422299.1 hypothetical protein LZ190_27245, partial [Rhodovulum sulfidophilum]AB28
HSVLTAARDTGIDARRMRKLLAEAGWVRPAGEGREDAWELFDAVAAAPFLRSLGEGVSALELQERLGISRSQFDLLQKDG
YLPPTLAGPDHKPLWDIQAKRAFIDSLLAGATPIYLQRHDWSSIAM
>OLS42303.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRYKARKRTSEIPGSPRTKPAEVRLDELMSVAERLFLSQGVDATTVSEIVESAGVAKGTFYHYFSSKNGMLEALAKRYTE
HFLKSVQEAIDGCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKNAILDQLMEIIEGGRFAGVWAPS
QPKVVALLIYSGVHGATDEIIASKTEDCRPFARNVSDACMHMLPRINAPDRNQIFQCRE
>OLS42313.1 transposase [Rhodovulum sulfidophilum]AB30
MKRSRFTEEQIIGMLKEQEAGMTTADVCRKHGVSTATFYKYKARFGGLEVSDARRLRALEDENAKLKKLLAEAMLDNAIL
KDVSSRKW
>OLS42314.1 transposase, partial [Rhodovulum sulfidophilum]AB30
MVTPGVRREAVAHVVEAHGVSQRRACKALAVDRSSVRYRSVRPDDAEARAAMKAVAAERRRFGYRRIHVMLERQGIVMNL
KKLRRLYREERLQMRRRGGRKRALGTRRPMLVPDAPNRRWSLDFVSDALTDGRRFRVLAVVDDYSRECLALVADTSLSGL
RVVRELDALMLRRGQPAMVVSDNGTELTSMAVLSWCQRTGIEWHYIAPGKPMQNGFVESFNGRFRDELLNETLFSSLTDA
RQQIRAWQHD
>OLS42419.1 hypothetical protein BV392_20455 [Rhodovulum sulfidophilum]AB30
MHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAPVERPSDLPLKRAAILTRAM
IESESAEAFTALYRLPGSHVHLFACTEGGVIGARARRALAAHQAHLDAMAGLGEFNDLGEGWDEEAPEASSMPTPLTCAH
>OLS42420.1 hypothetical protein BV392_20450, partial [Rhodovulum sulfidophilum]AB30
MPPTTDHDHPVPVGLPIHEHWQATAEAKGFEITARVDDRYHLMLRCHSCGGAHRSKLYVLMTCQPLCPHCMDARWRKDAE
AAGLIWLGRDPDDRHYGFYQAPCGHKLRRQFELVKRIA
>OLS42473.1 hypothetical protein BV392_20435 [Rhodovulum sulfidophilum]AB30
MLPRVTKVIAAFAGLLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYDELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTAKGAKIAMTVPVLQTQEGSREMIFILPDTLTLDSAPAPTDPRVSLARIPPRRVAVVRYSGSMSKRA
SAEETRLRDWIASKELTPTGPAEVAGYNPPWTLPSYRRNEVLIPVRKD
>OLS42474.1 hypothetical protein BV392_20440 [Rhodovulum sulfidophilum]AB30
MKLYAITAVLFLFIDAVMLSLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVFLVAAPALRDRAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMIMMRLQG
>OLS42475.1 hypothetical protein BV392_20425 [Rhodovulum sulfidophilum]AB30
MIPLTSLPALDDAAIVELARMFLACKLMAEDRRGTLSPMVNAPLAQCQVLASSTAEQLHDWLPRLIERFESEMADRSADP
SLSRHLAQMPDPTARHNLILQYFLPFALPAKIYQHYAEHLIGAAAGLRPDTGPLYPTVPSGGKIVLPRPFLSSIYDQLLT
GRHSLLHLEARRSGQTDTAASDRAITAFLQSLSGEGVSSTGTLFHQRTLPMAAFAASQAYAHMMELGFSRAELEAVLSPW
ILTG
>OLS42476.1 hypothetical protein BV392_20430, partial [Rhodovulum sulfidophilum]AB30
MDGTAKATKPKARDAKTKIAQTRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRLACCRF
>OLS42477.1 hypothetical protein BV392_20415, partial [Rhodovulum sulfidophilum]AB30
KKVKWTDYDPNSNYFDISSVEKVAVTASRHAPDATIVIKSRIPVGCVENLRNLTGNPNIIFSPEFLREGRALYDNLNPSR
IIVGDTTERAQEFARLLLQGAEKADIPLLFTGPSEAEAIKLFANTYLAMRVAFFNELDSYSIARGLDARQIIDGVGLGVT
SRVIVDPLPEEFGPLTLPVLEGVDGCSGLQG
>OLS42563.1 hypothetical protein BV392_20400 [Rhodovulum sulfidophilum]AB30
MTEKLKTWTKEDVDRLLQNIDYEAAKKDTYALNYYRDENDEYDHLEVAVFIVLEWVREDHDDNIKSSTVRGTKRMGWLWD
AFNARKRREEYGDLGNHCLISEDEARETLKEMGLALEEAKRYLVDSFTKTNGYAPVMLPVDPRWKNRRDAERKRLGLPSK
E
>OLS42564.1 hypothetical protein BV392_20405 [Rhodovulum sulfidophilum]AB30
MAGDRASREHWAVDMGRGALTGIERGINGMMRAADDFGFWVGWNPGMVKIDGKWVWMDTEERKEFFETNGRPEFLDLGVD
RPNRTAGQMTEGVTQFLVGFIPAVRAVRLVGAVRVVGSTGTYMAAGAIADATVFDPHEQRLANLVQRYPKLRNPITEYLA
SDPGDSAAEGRLKNALEGLLFGAVLDRFVAGLRVMRSGINRMVVTLKTQYRYIFDTESLDTVIFVLLKAARTVEPQITPM
LQSLAKRFNGHMVGLDFRFKSEESLARKISGEAVDTGEYYSKVAEGMKDVLRYTTIFPDQAYAEGVRATRAELSKQGFSE
VKFKNTWGEVGYKGINAVYRTVEGFKFELQFHTSASYKAKETGTHALYEQQRVLEPGSKAWQKLEDAQNAVFDQIPVPHE
ARGLE
>OLS42565.1 hypothetical protein BV392_20410 [Rhodovulum sulfidophilum]AB30
MFDALFGQNDSQIAADNDASQQSPQSTYAILDASKVTNLAEMLETSQLEHRCLFTGKSYENLKEVAPWLVRLEGDNFFTR
NLFTRSNSARHLWDNEPGIYLRAGASFDHVWRHVRKFTRIHDSHGKWYFIRYYDPAAAFDLFAQKAYWEMIMSGAGISSV
IVCKGGTAYVAVTGQEEELPASISAGFDFDIAKKAELDRKLRQNIRLTISNLDIPPEFHGQAKELARACMQRMMAYGFTN
SRHLRVLAAWELSFGARYEEYDPEGKLLKLCQSNAPSLRRFKRFQKRMDEVSFKKKEFGRG
>OLS42566.1 hypothetical protein BV392_20395 [Rhodovulum sulfidophilum]AB30
MHDQSADLRAEALALAQKVHSGQVDKLGNPYIEHVCAVASAVAHLGLEFEIVGLLHDSLEDCADRSLVSMDILIGLFGPD
IADAVTAMTKQPHEDYETQYLPRVMSHPIAAEVKRADVAHNRSRLHLLDSETRSRLEAKYRSFSERYRSDLNFIYR
>OLS42567.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB30
RACIPGRKQRKTPVKYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPKVFLSAIALAAIVIYWL
>OLS42568.1 hypothetical protein BV392_20375 [Rhodovulum sulfidophilum]AB30
MLRRWTGRLPNALIRIWITHGFASLAGGRLHLVDPARLAGLMSHIFENDPDLGEGTHAIAYGDLGELVLWSERHGYGFLM
PTLAALEVPNLTGPEAMPPDHQFIEYVLRMPPELIEAFDPEQQMVHARLVERLGPLPAGMIYGATPVPPSAGGTPVENYV
LAEVEDWLEAVYTEMRVSIVDWSRTSPQIRFIGDGLPGQSKGNGSK
>OLS42569.1 hypothetical protein BV392_20380 [Rhodovulum sulfidophilum]AB30
MTPPIFLLFAIANCAWLFFPLSGQAGTAQALSLSFNAYVASPAVLTHFSIEQPLAPVPAQIVSGSADIVFPRLTGAAVLS
TPKDVNRDGKWRISAQWVDLISEKAWRASVDVPVKALDQSYSLYTLLVIFGPNGELLVGSDKISRDPSDRVDVVRTCGIR
VPEADRDWKSRTGYFPELPRVMAYRQENLGRASVTTACPPPGDH
>OLS42570.1 hypothetical protein BV392_20390 [Rhodovulum sulfidophilum]AB30
MSRTTFISRGDLQKHLAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAENLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRAPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSRADLPSPRPAFTLDAAELAAIRGARIEDDLIEMERLLVETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILELPHPEADKMRRLTDRIGLLEAKG
>OLS42571.1 hypothetical protein BV392_20385 [Rhodovulum sulfidophilum]AB30
MGQLADAVASTISSGGIGNVSQSCPKVILELGIFFDGTLNNRYNVIAQSREDASYQNALSNPALLYDRYKNGPVHDEPKS
ENGNARSFRAIYVEGPGSNRGEEDDLTGYAFGQGRKSGVEARVLWGFKQVQQQIGLMGGPPALEKVVIDVFGFSRGAAAA
RHFVNSIRAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGDEYR
RNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSREEAEAARNAELPDDLAELRQVFIREGWISPD
ETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVEGALLDLPTKNENYS
IPEALRPYEPRIRSGSLAGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRIEYPNRPGLAV
>OLS42572.1 glutamate dehydrogenase [Rhodovulum sulfidophilum]AB30
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>OLS42573.1 hypothetical protein BV392_20340 [Rhodovulum sulfidophilum]AB30
MWGLIRLWRFNDHWSGKYESDQIDQIDQKLFGYLFGLCRWREKHDKLRVIRQPAAPLVIGIIRRGHLEYRHGSPYQLGDL
GVTGTQVLRPRRSGRNLRSRYRRRALPLAAYSLTTRYVMRLARALPLSLMAGTAANQIHTAPHLFRIRLSFCPTRPRKSP
RQSSNGIK
>OLS42574.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB30
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>OLS42575.1 mechanosensitive ion channel protein [Rhodovulum sulfidophilum]AB30
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTYAIIPNSQIVRQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAY
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>OLS42576.1 16S rRNA pseudouridine(516) synthase [Rhodovulum sulfidophilum]AB30
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLSATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>OLS42577.1 metallophosphoesterase, partial [Rhodovulum sulfidophilum]AB30
TWNGARRGALQLFGHVHDQWPGSRNSLNVGVDQWDFRPVQVSDIVSRAAKLPVNKHWQDVEHGNELS
>OLS42682.1 hypothetical protein BV392_20305 [Rhodovulum sulfidophilum]AB30
MLFPFRILPALFLILLSAAPLQAAERIRSFISEITIDGDGGLQVTETLDVQAEGQRIRHGIFRDLPLTKDGIRWGGFDLV
EATMDGAPVDTRIQRQDGMIRIYLGDEDTVVSPGEHRFRLRYDVDRQVRFFDDHDELYWNITGNAWDFRIDRAAARIRLP
DGAVATDVETFTGPLGSREQDAFEQIEDGGGTVYVMADGALDWHEGLTTAIAFPTGIVTRPSVIDRILFTFRDRPADMIA
LFGTLLLGAALRLIWRRKGKDAPLGRIRERSTPPEGISPALAQYIRANGGVTNSAMVAATINLGVKGFVVISQSDTTWSI
TRTGKANDGTLPVGEAAILAHLDGLEGPLVISPDNRKAVLALLDVFSAAMRDEHGETFHISHANWIMLAGVGGYGLAFAI
MWQALAGQTWLMHVMPALPLAIPLLTALFGGTLRDVALMVGIALGISCLMWLILGALAGALGLLSGAGLIALPVIFALFA
ARIGLTTATGRAHKIEIEGFRRYLSAARLKGRSRRNARHQFEAFLPYAIALGVEKQFAGAYEDALTRSMSRGRVPTHVWM
PAWYHGTNINAGPFGGGISAACEAMTSGVNACTTSGSGSGSSGFSGGGGGGGGGGGW
>OLS42683.1 hypothetical protein BV392_20310 [Rhodovulum sulfidophilum]AB30
MSVRPGREGEPPEYSYATQRISSLTRMEVVDEEALHILPLWFQTSVAGETYGTQGPLPYNIRQTMADGFDATLDSGVITD
VTPHGTADVPQEVMTGLSQQFGAVLPPARLEAREGWSTTIGDFSGVPDVTVTVTHVTDDSVFLRYSGDDPSFRMADLAVL
DRDEGWLRRVVMTTDQRNEDGTTLRSTLAMAPQDYPFALHADYTFDIPDWETMPDSIPATEPLPTEADIFPHERGRVRME
DDLLSLDFTHLHEIMANTGRLVVSDPQVFRGDRPMDTPMLALPSITLPNYHEEDGDPSFTSTTLIPTEQKQILPDVLTAT
GIRAQVAWYPATPFTMTLTPDDTGHAEVRKNGATARLSPTEEGFDLVLSGHQADGFMWAVDAETDAGSMFYAADRGPDWL
TPAESLARRIASPDYSGIRVAIRTEASSPRLSVRVNRHPDTPTATREMTFLTDNGRRTDPDRAPDKVLLFKGDPPPRLED
VRPEGLDAAALHFRMGTLQAARCSAGFALPQTDAVFAETTPDTDGYGGTRLLQMQTPDGIRTHFYERGTQDLTLTCDATV
TWEEAEVQPDPDRPWQIDPEALDIRPELTYAQLMDRVRFVDAHGDALALVTPNGRGLALSDRINWAIFPDGTLRVAGKPA
RILRAVSRPDPFTRSFTVTFPDLPVPEEAPQ
>OLS42684.1 hypothetical protein BV392_20315 [Rhodovulum sulfidophilum]AB30
MIRTTALLLCLATPALAQLADGVQKDFYDDGTLAREITRSGGELDGPWRLYYPSGQLEEEQFYVAGRIDGVERKFHENGQ
LASKIHWTRGERDGAFQNYDRDGNLTMQGAYVMGAPVGPHIEFWPSGERRALRNFDNGREVGLSQRWSRDGVLTREAEYS
DEGDFIRERRWNDGTLISLREPVKVDGHGPGEKLTEYEGNFTETDIRAEGYRLTTRHLGDELIDRSEVIDGQMQGLYIST
DPIQGDVTRVTYVDNKPDGLFTRTWNGKVLDRGMYDHGKRVGQWRREQTSPFVDLENYDAKGRLDGEQRTLGLDGKVRMR
VTYVAGTLDGPYESFGPEGEVLELGQYDMGQKTGPWQEIARNLEDLHSGSHVEDKRDGRWTITNAEGHPAEILHYDMGEE
DGLHYLFTPDGAVDEVQAWRDGVRDGFTTYYQRGRPVLRDLWQDGSLARTDLPVDAQ
>OLS42685.1 hypothetical protein BV392_20320 [Rhodovulum sulfidophilum]AB30
MTFGQALRTCRCKFARFGGRASRAEYWYLVLAFVVANWVAGTLDYMFFDGRHPLGVFLAGIAFLPMTSAGWRRLHDVNRR
GWWLLLPGIASLIFLVGAFVIRGLNAQPMAEIPTVSNSTGWLYTVMLGFPLVSLVSTIWLIVQLARRSDPQENRFGPVPQ
SSQGDIE
>OLS42686.1 hypothetical protein BV392_20325 [Rhodovulum sulfidophilum]AB30
MIPVAQGGLTVLLVGWQGLALIGLLALALAHKGGQRRPFFRRNPFLYGLLWLIVAPVVGAYLLLTLAGMAALLWMWISGN
FG
>OLS42687.1 hypothetical protein BV392_20330 [Rhodovulum sulfidophilum]AB30
MRSLVLIASLLWAGLALAEPVTFQPDPDSTRSYSLSVGDEARPLAFDALYGRYLDTYLDVTATEKGVHTIPTRVELREDG
EYVSSSAPRQWSDALTALQRAGYDTVIASDDTRRTVTSAAPDVEQGAGDKATLLHAALSDPFAIPAFPITVQAEEGWSTT
LPDLGSYQNVEVRVTAVTDTEVRVAFAGGVGPDTAPDADDSRPWRTRGHRIAGLAVLDRAEGWVIRQVVTRETTLTVDGS
TLPSRRTTVLTPLVDGQASFAPEDNRWPRDIDKVTAPADMPPATADQVFAGEPTFEFFGAPVLLGIPADLRSFVQAGRMT
FNDLRLSDEAGEPVDIRTHIGPVYAQPDFGYPDSLRSAALVTPNVIGPVMLDQMSRMTAEVAWYPSTTQVIEMTANEDGR
ASIDSNGVRAELHPGDRPDTYILRYSGQKDDLITWSVSEKISGQAALYAHDRGPDWLSPAESQVRMFAAEHPEGQTLVLH
TETAPQAIRLRLDRPAEQPQVRRKITFAPREYGH
>OLS42688.1 peptidase [Rhodovulum sulfidophilum]AB30
MKTTYPLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQNLSSDRLDIDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDNPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGFYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>OLS42689.1 nitrilotriacetate monooxygenase [Rhodovulum sulfidophilum]AB30
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFETASHFAVN
ILAHDQIELSNHFARRSDDKFAEIEVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>OLS42690.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AMSLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGTLYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>OLS42691.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGIDIAGHGPQGGPHDPRAYADLASDLATKLPAGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTNDAVAQPDDRLRAALPGALYRRIDGPGHVALTADARFRDAAVAFLTD
>OLS42692.1 hypothetical protein BV392_20275 [Rhodovulum sulfidophilum]AB30
MSMSAETFLAAQDLVLRFWAVVDEVDDRPGAELFSPDGVLVIESFRAEGTAELSRYFAARRTLSTERQRGTRHLCSNLRG
LPAEGVRLAATVTVFSGTGARPLSLEAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKEAAQAAKGGPA
>OLS42693.1 catechol 1,2-dioxygenase [Rhodovulum sulfidophilum]AB30
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>OLS42694.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLEALR
YQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVEEGL
FQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMPALG
DIAD
>OLS42695.1 hypothetical protein BV392_20290 [Rhodovulum sulfidophilum]AB30
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETAMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVAVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSTKNGWVLNAADYPLARTEIE
>OLS42696.1 NAD(P)H oxidoreductase [Rhodovulum sulfidophilum]AB30
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYALYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>OLS42697.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDFAQQKTVRSVERTLQILELMNRVPVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKTEL
RAAADACEKGEPYM
>OLS42698.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB30
MTSKKTIISCAVTGSIHTPSMSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAI
VNITTGGGLGMSMEARIAPALQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLS
ETGTRFEFECYDTGHLYNLAHFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPL
VTMGAIVGGHVRVGLEDNLYIAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>OLS42699.1 hypothetical protein BV392_20195, partial [Rhodovulum sulfidophilum]AB30
LKLFGERIMSRDPDRQTAEIQIRIAIMNRFSALGRAEIEAIARKVTGKGIVRPINDLRNNAQPRPRFDRRAGRASQLLSL
VRDKRSQALGIRRTLWHDPAVLGEVSAERVDGLAALLDEQLPDPEDAGSLRFLADHLGASGIILLPPDEGLQIGGLDEPD
VMAQPGQFPPPPAPPEMRAPAGLHRHQTVRQLAEELRPSELLAQNHAASGVSTVDLEHILREIQTPIHTRRTPQRRGARL
LPARRKPELGRRAGPMPTGSGGENPGSALRRSA
>OLS42700.1 hypothetical protein BV392_20200 [Rhodovulum sulfidophilum]AB30
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFNAEIPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWLVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDQPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
ILRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRGEGIALRDDYDYDYGGTTYTIPAGYGERSRAKIESETLAA
YFDGAWALTDRIGILGGLRVSHDKKSIDYNHADTAGNGYSLLALTQDLDLSTSGTFVSPRIGMTWDITPEMTAYGMITAG
YKPAGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSMKGSSTVFSIANAPKSRSKGLEL
SFDGQATRNLRLGAAFGYADATFVDYPGSKIGDASGNRQPLSSKYTAALTAEYRLPLAGDSDLVVNADYTWRSKFYFDAE
NTLPQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>OLS42701.1 hypothetical protein BV392_20205 [Rhodovulum sulfidophilum]AB30
MALRPESPDLQKRLAAEVARPQGLIAGIDALDPGIAGAVLLRARFRPGHYRPELFRELDLDRPEQLARAVPKRCCEYLAG
RLLARAALAALGHHGGPVLPGPGRAPVWPAGAAGSISHSGDICACLALHMAGKPVHPGVDVETVADARNLDAILKLCWTP
ADRALIAAAPDRTALRATLLFSAKEALYKALYPVFRKVAPFEVAELAAPPSDGLLHLRLTAELHPSLPAGRVFALRYLTW
AAAAQDSGQGHGDRQVLTWILHEPASVRLGPET
>OLS42702.1 hypothetical protein BV392_20210 [Rhodovulum sulfidophilum]AB30
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELDWYR
PEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVPPANGRTVCPAAEGP
AGRDGPK
>OLS42703.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVLWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAVPVFVATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFTVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLAAAGLYARLWSHRAQAAGWQIAG
>OLS42704.1 hypothetical protein BV392_20225 [Rhodovulum sulfidophilum]AB30
MAGKVTRRILTVAVLATVAGGVALSFRPSPELVDLAEVARAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLADGMPVAER
QAE
>OLS42705.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MVSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPG
IARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLN
GGRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRY
GSLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAM
LIALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAASLGAVLVLRRVFRLAPAEAMRPPVPP
GYGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTR
AVGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEA
RPGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIA
IKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLSL
PLGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVTFSCVLVARDVMRIDLLMSLKARE
>OLS42706.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKQP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>OLS42707.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MVPVWAIWRAVTALAADEAGAALFARLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKR
SGGAKKLIVDEPERMELIVAHGLPEGVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLS
ERLNGAVVEYLAGMPVVKVFNRTGAAQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWID
LPTLCFFLILGANYSQPLLKLFNLFHNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGIS
FTAAAGEVTALVGPSGSGKSTAASLIPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPG
ATASELYAAAKAARAHDFILALPQGYETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALS
ALSRGRTLIVVAHRLHTVMGAGRIVVLDKGRVVETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGAPHEKH
SVPRMETAQ
>OLS42708.1 hypothetical protein BV392_19750, partial [Rhodovulum sulfidophilum]AB30
MLPLDESDPPETDTSCRLPLLVAVPPVTLRSPEIVPALLRLPELVTSEAISAPALLVRLPAEVTDPAFSLPSLVTLPPAA
VASAASSSVEPLPIVTDPALSSVVALPITLSLSPISRLPLARFSSRFGFAPPSVMVSSPSSA
>OLS42709.1 hypothetical protein BV392_19755, partial [Rhodovulum sulfidophilum]AB30
MRRRPGRSLSFTGVGEVSNSGTVEIGANGRLQAERIGNSGTLTLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENR
ETGLIEFTGGGTIASDSDASGDEPIRNAGRIVTTDGGDDTITLGGSNPNVLENLASGSIEIGDSDSVIGSATTLDNAGSV
TIGSGSTLELAALATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQ
DVSVSGGALSSSGSIGGDLDVSEGEARIDGSVSGAVDVSGGSLEAGRDSALKGGLGVSGGSAETAGTVSGGVSVIGGRYD
NSGSVSGGLDLAHGAVGNTGTIGGAVTVGGGELTNGGTLSDDVSVSGGSLSSSGSIGGKLDVSEGEARIDGSVSGAVDVS
GGSLEAGRDSALKGGLGVSGGSAETAGTVS
>OLS42710.1 hypothetical protein BV392_19760 [Rhodovulum sulfidophilum]AB30
MSVSGGALTSSGSIGGDLDVSGGTATNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGDTGKGAGTLRLSGTTTVAGDVT
NDGNIETAGGKDTALNLTDGGGFTNNGSITAEDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTD
EDGVTRIVASLDGAGNDVENDGILELGADLSFTGVGEVSNSGTVEIGANGRLQAERIGNSGTLTLGAGAALPTTAMTRSR
WAARTRICWKTWRAAVSRSATATA
>OLS42711.1 hypothetical protein BV392_19765 [Rhodovulum sulfidophilum]AB30
MIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDL
SVTGGTATSSGSLQDVSVSGGALTVTAGSLTGLSVSGGSASLEGGSLSGDLEVSGGAADVDVAVGGTADVTGGRLTIGAD
GSVAELTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAVTGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAATGGA
LASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDLRSGTVTMADGMDAVNDGTAIIGDGTLKGGTGGSFRNRD
GGQLSVTGTGRLETDLVNADGARAEIGGTVAGAVENDGEIGLGGTIDGTLGNDGTVTVAAGDTAGITGAIAGLGSYRVAG
RLDFGGSFDLDREGETEGSLALGENATVSGDLVTSYGTVTLANGSRLEADLVSSGRLTASGRATVYGDLTLSDGAVLSLS
DGTADDRLDVTGDARLNGTIEMDIDLTDGAQRADAIHIDGVASGNVLLAFNDLTARDYGQIRDRLDLLSYGSDGGLSVRS
SGLPTSGSILYRLDRNAGGDGWGLISGANPAFGGLSSGLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGG
KATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGIVNQGIQTSRN
QTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAAAGAYGERLGVDDQSYDSTGHTVSGTVGYAFPLGEESGFSL
IPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPINNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKY
YELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>OLS42712.1 type VI secretion protein [Rhodovulum sulfidophilum]AB30
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>OLS42713.1 type VI secretion protein [Rhodovulum sulfidophilum]AB30
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFG
GTRNCDWWFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVR
TRLAELHETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDR
MTEEPDGAARIAIFGLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPA
FLSGKGRSYFLHDLLKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAQADADAYR
DAARNELARTVIDDSDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALEN
RLPQLIADDDTAAIYRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRIT
IGIDPEIVRKARDAIVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFF
LDELTHARSRLKDDRWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVD
SPLARLVEEIGRQTRLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAV
SEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLG
RMLSAVEAEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTR
GPDGLEPIPGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGE
LSWPGPGSGVSLALFPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELS
QFSCPVSVEARP
>OLS42714.1 type VI secretion-associated protein [Rhodovulum sulfidophilum]AB30
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDGTLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDGSQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAERAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>OLS42715.1 hypothetical protein BV392_19795, partial [Rhodovulum sulfidophilum]AB30
MTGPDEPRKEGQDGTDPDRTMVSSPPPSPSSAEEGAAPDRTRISVPPDASGDAGDERTAFMAPGGGEDATRISVPSAPSG
PDASPAAAEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQL
ADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPD
GAVAEARL
>OLS42716.1 hypothetical protein BV392_19800, partial [Rhodovulum sulfidophilum]AB30
NGGTLSDDVSVSGGSLSSSGSIGGKLDVSEGEARIDGSVSGAVDVSGGSLEAGKDSALKGGLGVSGGSAETAGTVSGGVS
VTGGRYDNSGSVSDGLDLADGTVGNTGTIGGAVTVGGGTLTNGGTLSDDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRV
GGKSSVGSGGVLVSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDGGGFTNNGSITA
EDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGETRIVASLDGAGNDVENAGRLELGAGLS
FTGVGQVSNSGTVEIGANGRLQAERIENAGRLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGG
GTIASDSDQSGDEPIRNAGRIVTADDGDDTAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDI
YGLALLVGAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLTHMLEPDPAARPAS
>OLS42717.1 hypothetical protein BV392_19805 [Rhodovulum sulfidophilum]AB30
MFLALLGAAGWYGWAAGLIGPGKTPEGGIEARLPSRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYGRRRGDAAD
DNAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAP
DGAVYDLTDRIGPDGRLRFGLSLPEGASAAPQLLLAVAATRPLASAATATDGTPAARLLPAVLEEIAGRGGGAGVAVAHL
ELLPPGPAEDG
>OLS42718.1 hypothetical protein BV392_19810 [Rhodovulum sulfidophilum]AB30
MPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVFLDT
PAPSRERPQASGLRGLDLAECGWPALFEGPSPVWALIDPVCWPDALKLLRDSAQGALCLYATPDAERQAAAPWLVPLSGR
DPVSRALMALPPGRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASPVQR
FFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRSLGQ
DKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALGERG
GAALAAPALRTGQG
>OLS42719.1 hypothetical protein BV392_19815 [Rhodovulum sulfidophilum]AB30
MAGTTMNANEALLWALGSDMPKPPMMLNTLTMYPPMIETETSPGRRRMLQQQLDQAVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPSMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPETRAEEAAREGSPLISFIEDIQAAMNGLAG
ESDSADALRAPQSDALGSSIGIELKLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGKMDLLDLFLSRFPRGPEIR
RRLANSDNAVSASAQCAIEVGGEGDLSYGIGDIASLTIGNPDDWEARFEEIEQTFTAQAKITGKVYAEARIEAETWFFKA
EAAAGASVSTGWHFGGRVVRGAGSSRKIERLYHFEGIILRAYATVSVSAAGSQSDSSSDVFGDYASSRSVSGGVTSTSNL
AEPDYTVEIMPPEGEEDGWA
>OLS42720.1 hypothetical protein BV392_19820 [Rhodovulum sulfidophilum]AB30
MTDYPKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPATELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQVQ
LSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPYLGTISRPRPEAEQPFTIWFGDGKPSREFTRIVPVEFRLDDP
PLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVERRDRDGFVEIARPYLARMARIWGKPDAGAAADAILAKAPWASERA
AGMVPLLDRQEARSATLAFGSDRRLVEFADRRVAATDAGGEILSALPLYFARRPGEPFLACYSRDMNIGL
>OLS42721.1 tricarboxylate transporter [Rhodovulum sulfidophilum]AB30
MLADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYLEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>OLS42722.1 hypothetical protein BV392_19830 [Rhodovulum sulfidophilum]AB30
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRARRAEGSGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>OLS42723.1 hypothetical protein BV392_19840 [Rhodovulum sulfidophilum]AB30
MNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVTHCTP
GIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIRVPIN
IFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAEKPLIVCGQGALISKASAEVQDLAELLQIPVATTTPGK
GLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLKVGMV
GDARATLAYMAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGVAAIY
PSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDTYGWI
RGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSWVRAA
RKKKLPYFT
>OLS42724.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTKKSACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>OLS42725.1 hypothetical protein BV392_19850 [Rhodovulum sulfidophilum]AB30
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEQVGPDQGA
>OLS42726.1 hypothetical protein BV392_19855 [Rhodovulum sulfidophilum]AB30
MRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPVQGIPALREAICQKFHLDNDL
DYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWDDNFRLRPEALEAAITENTRW
LILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQTSEAMKARTLTANGVSKAWCMTGWR
VGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVQLINETEGLSCHAPDGAFYLF
VNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEEACLKLRAAVARLTPAKEGPS
A
>OLS42727.1 hypothetical protein BV392_19865 [Rhodovulum sulfidophilum]AB30
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADKRSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMSDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>OLS42728.1 hypothetical protein BV392_19870 [Rhodovulum sulfidophilum]AB30
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>OLS42729.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGGSHRLAGRNAVTLSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVATAFLGQLETGAEAT
>OLS42730.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB30
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDNLNEQLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGPARPVAFVEDCVV
PPENLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIETDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQTRLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPL
ADRLMLLAERESVRVQALAPFMRPLWPLLSRIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLGRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATTKGPPPALFSHCTEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGGPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>OLS42731.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>OLS42732.1 NAD(P)H quinone oxidoreductase [Rhodovulum sulfidophilum]AB30
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRDLTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILERGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>OLS42733.1 amino acid-binding protein [Rhodovulum sulfidophilum]AB30
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>OLS42734.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>OLS42735.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>OLS42736.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB30
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPRGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQD
KAEDLAARVAQAYPEVPVAAGAPETAARDLIVNATSLGLKPDDPLPLDDTGFHAGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPRPPQQD
>OLS42737.1 glucose-methanol-choline oxidoreductase [Rhodovulum sulfidophilum]AB30
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLSEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRNDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>OLS42738.1 aldehyde-activating protein [Rhodovulum sulfidophilum]AB30
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLEGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>OLS42739.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>OLS42740.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB30
MPDRDSTPPARAPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHIVPSAGIYLAEPFAEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLKRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>OLS42741.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB30
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRAAFDEPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGAEWFLSRAMLGRIGTQSELVAPILFLASDRASFITGTVLPVD
GGFLAA
>OLS42742.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
GRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNAK
FIDAVAAVMHRRMDTDERVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRAGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>OLS42743.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB30
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIALLLAEG
ETLPEPDPEAPASAPAPAPASAPAAMAPAMGPAAEPDRPRASPLARRLAAQAGLALEGLSGSGPKGRIVRVDIERLIASA
PTQTTPAPAPAPEPAPEAAAIPPGLGPYEVRPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNEGREGPA
RISVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGT
LRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVDGALGAQLLAE
IRQGLEDPMALLL
>OLS42744.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>OLS42745.1 hypothetical protein BV392_19980 [Rhodovulum sulfidophilum]AB30
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGGRRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLA
>OLS42746.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSGAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>OLS42747.1 hypothetical protein BV392_19990 [Rhodovulum sulfidophilum]AB30
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>OLS42748.1 hypothetical protein BV392_19995 [Rhodovulum sulfidophilum]AB30
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>OLS42749.1 hypothetical protein BV392_20000 [Rhodovulum sulfidophilum]AB30
MIRGTATALALLLAVPGLAAPETGAPPAEAGVAADGQAADIRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYI
LTGRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGMNGQLR
RLETYVHGTLDGPWEERDREGRLLSGGAYSAGEKTGPWREGGPHGEEYWQGSYVAGLRNGPWERLDAQGYRLERARYEDG
ARDGLRYLFRPDGAVGEVQSWKDGERDGPTTRYEDGLPVGRDLWRDGRPVATGLSPEAE
>OLS42750.1 hypothetical protein BV392_20005 [Rhodovulum sulfidophilum]AB30
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVEISVRSVEPDSQTVPLDPERVSFLARIRAAERDGDNVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPLAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSQDLEAATELRADLDWYPVAPFVMSLVPDETGHAEASRDG
ARAVLAPAPEGYVLTLSGAETDVFSWALPEGSGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEAPAVSREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRRHFYGLGSREVTLSCDATLAWTEAGVQPPSDRPWRIDPAALDIADDMTVAEV
TEQLRFVDAEGVPLALSAPGGGALSPDDSIREAMFPDGTLQVAGPPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>OLS42751.1 hypothetical protein BV392_20010 [Rhodovulum sulfidophilum]AB30
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>OLS42752.1 trimethylamine N-oxide reductase I catalytic subunit [Rhodovulum sulfidophilum]AB30
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWNNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>OLS42753.1 hypothetical protein BV392_20020 [Rhodovulum sulfidophilum]AB30
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>OLS42754.1 cytochrome C [Rhodovulum sulfidophilum]AB30
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDEETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDQTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>OLS42755.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB30
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGDAGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>OLS42756.1 hypothetical protein BV392_20035 [Rhodovulum sulfidophilum]AB30
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRIEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>OLS42757.1 hypothetical protein BV392_20040 [Rhodovulum sulfidophilum]AB30
MALKKLTRTWQVGLIFLTFLVAIGNYENALNCDQDAMCIDAYWTQFWLISYEDGFTRRALLGSIARALGGIPIDVYVLNV
ICLSIAISLVILSVFQLRRFDTPFRNQLTAAVIVGPSATVLIETVGDPLQVCGFITLAVAFLRGKVGAILSFLAIPVVVA
IHEASVFLYVPVLVFLAGRNIPPALMLRNSILVIVGLILLSVLLSEQQASSIGGALKLNDGSLMTVKQSPFFSYTDLLKD
ELGKHFGSLDGFVDLIRNAIGSLIWPLLFLIFLSCRGGHPQSLENFIVLFLLSSPLYIIAHDWGRFAIHTLFGTLCITVC
GVRFLDMAILSKIRLRCLDALAVMRRILTAEMVLVFGFTYYSHRQYRLDGLETPNIVVLLALLLGMIALRRNNGSHSHAS
VDEGDRSRTEP
>OLS42758.1 monooxygenase [Rhodovulum sulfidophilum]AB30
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQSDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>OLS42759.1 prevent-host-death protein [Rhodovulum sulfidophilum]AB30
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEVSGIEATGIGR
AEVRPRDVRF
>OLS42760.1 VapC toxin family PIN domain ribonuclease [Rhodovulum sulfidophilum]AB30
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALHHGATVVTGNVSDFEPTGVPIENPF
>OLS42761.1 replication protein RepB [Rhodovulum sulfidophilum]AB30
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>OLS42762.1 ATPase [Rhodovulum sulfidophilum]AB30
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAPTEEV
>OLS42763.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB30
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>OLS42764.1 type IV secretion protein Rhs [Rhodovulum sulfidophilum]AB30
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLFDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEEYL
CLLATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>OLS42765.1 hypothetical protein BV392_20080 [Rhodovulum sulfidophilum]AB30
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSEVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>OLS42766.1 hypothetical protein BV392_20085 [Rhodovulum sulfidophilum]AB30
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLAPGDRFRVGPYVIAVAEGSEGAAAGEGGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSASAVPGAPVPAGTGAVSGAVSGALSGGPAPRRQPSGVPPVAPEPQPFHPPGRDPAAAQAAPAPAGPDRDEAF
LRAFCEGAGLDPDLAKGADAEALARELGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEV
LFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALA
GKGENGMLDAFLKAFSEAYARAQGEMPD
>OLS42767.1 hypothetical protein BV392_20090 [Rhodovulum sulfidophilum]AB30
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>OLS42768.1 type VI secretion system-associated protein [Rhodovulum sulfidophilum]AB30
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGSGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>OLS42769.1 EvpB family type VI secretion protein [Rhodovulum sulfidophilum]AB30
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>OLS42770.1 Hcp1 family type VI secretion system effector [Rhodovulum sulfidophilum]AB30
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>OLS42771.1 hypothetical protein BV392_20110 [Rhodovulum sulfidophilum]AB30
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>OLS42772.1 type VI secretion protein [Rhodovulum sulfidophilum]AB30
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>OLS42773.1 ClpV1 family T6SS ATPase [Rhodovulum sulfidophilum]AB30
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGARIAELEADRA
EAGEDLARLEGLHDEQKALVEQILGLRARIAGAADGAAAEDMAGEDMAGEAGTEDGAAGEGEKPLDIDVLRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>OLS42774.1 hypothetical protein BV392_20130 [Rhodovulum sulfidophilum]AB30
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENSRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGSA
ARAAQAQARDTASLWVMREVMRRL
>OLS42775.1 hypothetical protein BV392_20135 [Rhodovulum sulfidophilum]AB30
MKPPGFGVDPAFRAAAARARARRRRRLVRPVLLGLLALGLATAGWRLTRDRPETPPAIATGDDLAMVPEAEPDAETPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPGFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRSGSAPGDLALGLLPEAARHPFFADSLLRIGPGADLATALTGAGLGAEAASAATGALPTLADPPRLAALRLR
PGGTRSGTGPEPEAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGP
DLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLGGRSGCYVLPMPAGGHACAGTGSLAGATAGIDD
DAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARE
NAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGSAAPAVV
SPEIRRYRETVDAILATG
>OLS42776.1 hypothetical protein BV392_20140 [Rhodovulum sulfidophilum]AB30
MRIGRQARTRWPAAAGLALWLLPAIALASETPQQAETAPAPRRVAPVRIAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEGLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAPPAPTTARAPTTRRQTAPERSDAPPPQIRLAPSLG
VFR
>OLS42777.1 hypothetical protein BV392_20145 [Rhodovulum sulfidophilum]AB30
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>OLS42778.1 hypothetical protein BV392_20150 [Rhodovulum sulfidophilum]AB30
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVAGARIASSAPADPTLPVFRRRTVPAIPAGAT
EAARPDPALPVPSAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRLAPRFDAAADMAPPPRPPFRQDVAAGAGLPEQ
VDSENYLIGVYR
>OLS42779.1 hypothetical protein BV392_20155 [Rhodovulum sulfidophilum]AB30
MIRIPRFVPVLTALALAPVIALVGPALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAE
GIVSQLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>OLS42780.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB30
MARPPLLGAPKRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>OLS42781.1 hypothetical protein BV392_20170 [Rhodovulum sulfidophilum]AB30
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVYLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>OLS42782.1 hypothetical protein BV392_20175 [Rhodovulum sulfidophilum]AB30
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPATGPDSRPEPRGEARVEARAEMRDGSAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAVAVAP
DRIAPVGTGAGPGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMAASEA
GMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLLIDN
NGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALALAGFD
LR
>OLS42783.1 hypothetical protein BV392_20180 [Rhodovulum sulfidophilum]AB30
MAAVLSLGAAAAGAGTIYWSGLGREGIWSDPDNWADAEDNPIEGDAPGLDGMPVGIVLGEAATGPIGLETGRATLSALEL
TDNSGTALTDGTLAFSLPEGASGTAARLTVAGSGDFMDESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAEGDSEIT
LSGRNSQTGGTVIEAGTVVATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGP
ASSFGLGISGSGGLTVSDDADLTLAAANSYEGGTVVSGGALSVTAGGSLGSGDVSVADGSLLTHGAALGADQTVTLGDGG
LWTLAGDETVRGLAGTGTADLGGNRLDIALPGTETLAFGGSLKGGADSLLALTGGGEYMLTGSLSDYRGGFRIEAGRLGL
SDAGGALNDNALTLAGGTLVADLDNAFGGTIATEAGSASTITAAAGTSLSLTGGMALAGDLSFSAEGEAAVIGLKMASVT
LQEGVSLGFDRARFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVGIAALTGSGRILTDSGDAVIGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGAVVNSGTGSSNAGTIAALTQ
KAGSFANGGTVSGATSVEGGDLSNTGTLSGDVSVSGGRPRRSRFRRLAGHPCHGDAGRA
>OLS42784.1 hypothetical protein BV392_20185, partial [Rhodovulum sulfidophilum]AB30
MLGTHATVTLVAHDGAERDFDGLVTEARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGR
LSVELSADYPELEYTVQYGETDLAFACRMME
>OLS42785.1 hypothetical protein BV392_19775 [Rhodovulum sulfidophilum]AB30
MFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREIDDIERR
CLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLLELMLVC
LSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVALFATLS
TLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLREALRFA
TGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLSAEGKGA
TDPVAGNDTPEGRAMNRRVEIMIPRED
>OLS42786.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB30
MATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARFMERLIRANDRIRAHSA
ELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEARTWPRRNVITRAIGVGP
DPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTAVVLACRSGDDDDEKTA
PPL
>OLS42787.1 hypothetical protein BV392_19835 [Rhodovulum sulfidophilum]AB30
MLRRTMLSRAVLAAAALVLPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTL
RLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAARSAPGTLKIANV
GTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPEVPT
FRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVKAAQQKAFALIDEL
VAEGVLQK
>OLS42788.1 hypothetical protein BV392_19860 [Rhodovulum sulfidophilum]AB30
MSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPGDIIVASTSNDRHS
GVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVVHHGDIIIGDDDGV
MVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>OLS42789.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MFSPLLDALPAVLTFPNLLAMVGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQPFL
KTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVT
LGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLS
IVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALLVL
TTVLPPVWKHIRARRAREA
>OLS42790.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]AB30
MTRNETVRPEFRSRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVS
DYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>OLS42791.1 branched-chain amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGIGAYTAVILVNL
GITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLGWTWMVFRERWP
SLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAMYLTFIEPSAMF
SLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIMGVLQKFRRAPH
HDLDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIGPNGAGKTTLFN
MLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDAREAARQTAWRM
GLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIEHVMQAVMSLSD
RVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>OLS42792.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALTE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>OLS42793.1 hypothetical protein BV392_19975 [Rhodovulum sulfidophilum]AB30
MKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAAQLPLRLA
YMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>OLS42794.1 hypothetical protein BV392_20120 [Rhodovulum sulfidophilum]AB30
MGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRAQFLGFYGAFGALPLAWTEE
VRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPAFRDRCRVPDTALARLVPLA
AGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTETRLGLGAASLGRDAHLGARARTISDRIRVHLHVPDMAAF
DRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDNPEQMVHIARFDLNREDDAP
RPAAAAPAAIAA
>OLS42795.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB30
MPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVLRAVMSAAQAR
PGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAGIWTALTTTAA
GLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>OLS42796.1 Hcp1 family type VI secretion system effector, partial [Rhodovulum sulfidophilum]AB30
GGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHITAGQLVVRKSGGSAPVDYLKIDLKDVMITS
>OLS42797.1 transposase, partial [Rhodovulum sulfidophilum]AB30
IARHPRCHDREEMVFDPVHYLPLIERKINALDQAAPLAGWDLPPEFATLRRLMEARMIKARRRESVQVLRLLETFGIDDL
HAAVKKALQLGAVGFDAVKHLVLCQVEKRPPKLDLDVYPYLPRANVATTSAASYMALLSGDAA
>OLS42798.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB30
MARKDLLKGLMDPGKPAPATEAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDPGL
EQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIERAN
FARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDARF
EAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>OLS42799.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB30
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>OLS42800.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MNATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLSAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGTASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>OLS42801.1 hypothetical protein BV392_19310 [Rhodovulum sulfidophilum]AB30
MTTHGPEQALPSRPSRPGEGRAWLAQQQSEGGLAARIAQVSLPDHLEPGAVAVALAEALAGRAELTRLYRFDEECGLLVG
PGRGRPDLRLRWAASADGIGPVIDSCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELIPGAPPA
LAGETGTGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRS
GTGLAAAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPD
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLAREMPVRLRFIRTGDGQLLSFLFHHVVLDEWSVNLMMDE
LARAYAARAAGRPPLWAGPAAPFHAFARRQVARGPDPRALDHWLDALRDAPLPRPIRRPDAPPLPRDPDAADGAANDAGG
AWCEIALEPAVSDGLYALSKACSASLFNTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPG
HLTPRALIGTVRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDS
VLGLQFEVVEDVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRTCTAFAREGGADRPLDALLS
>OLS42802.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRRRG
>OLS42803.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>OLS42804.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVARARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTARLAQATGREAE
AEALLTGFAETLDATRAALTLPEGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGVARQFGGA
>OLS42805.1 hypothetical protein BV392_19330 [Rhodovulum sulfidophilum]AB30
MTAEPRGAAWLELTLGQLDFWEEFCFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGRCAGPGPFLPFSRYLEEETVYRAGPRHDRDRAYWAEVLRDIPDLVVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAGMGWPDLLTLLSAAWIARNRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRPGETLGAYLERSARA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLINVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVAAAARTLVPFLARACAPDARDHPLADLLAERPAGPAPCHTPRTARPIASRQEKT
>OLS42806.1 hypothetical protein BV392_19335 [Rhodovulum sulfidophilum]AB30
MYDLTPMQAASWVNGHAGAKAAQGPSAHLYVELDRRDGALDPDRLERAVAALIARHANLRLAVAPDGRPRILPPGPGPFL
LRHDLRRLGTLDCQLALERIREDQSHQRLALERGEAVAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYQDGP
GCDLPPAGDFAVHLGARRSDPARPEHEAAARAWWQDRIAALPEAPDLPRPPGRREDAPRTARLAERLDPARTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLPALARRVQADLAGAISHS
AHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPRGSILSERARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKAFMDRLCALSDAAPAPRSRPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAA
HPALGLRIDASAGRQYLARRPGLPLLTRDLRAAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPSARPASAPLPVPQPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTALGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIVIDHDATSGTARERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGEPLALPVVLTNGLDWQGPPVGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLDPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALHRGRGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSG
EDLPGRPCLRPGDLPRPGGALPDAAMLRLRSLDTGPGYYLFTSGTTGAPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVDMLLACARPGQIESLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIGPEIVSAADDMTASGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQAMVVDLAPGGGRETTLAALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAAR
ALALSPTAPCPDGLGREVLDIYLRQTGPDPEATIDSPLIELGLLPEHLIPVAAALNARFGTALRPSRLIPARTARQAAQL
IPPRPEPEDLG
>OLS42807.1 2,3-dihydroxybenzoate-AMP ligase [Rhodovulum sulfidophilum]AB30
MDDFTPWPEDLARRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDRLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDGDGRPCAPGQTGRLWVRGPYTFQGYFRSP
AHNATAFDAEGFYHSGDLVRRDADGYLRVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAIL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>OLS42808.1 hypothetical protein BV392_19345 [Rhodovulum sulfidophilum]AB30
MTLTTTSTTPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAKEPTLDAWTALIDAR
RDG
>OLS42809.1 hypothetical protein BV392_19350 [Rhodovulum sulfidophilum]AB30
MAECLRGPVGVEAALARLGVALPDCRAAVVPVARAEGPKARRAAEFRAGRLAAAAASAALTGMPCLAGRGADGAPLWPAG
MTGSISHSGGQALALVGPSARRAGLGVDIEGPLSPRIAAEIAPVTLTPEERACFGTDPVWVGLIFSAKESLFKALSPRIG
RRFDFDAARLLPGGATRPPLLCLTCDLAPGWEAGRRIEPVLIAHEQGVMTAVALQPRKVAPPST
>OLS42810.1 2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase [Rhodovulum sulfidophilum]AB30
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAAAIEALAERPRAAAWLPCDLRDPEAVGAMVTEAETRAGP
LSLGLHAAGVLATGALLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARYGVRCNVIAPGSTLTPMQTGMWQDGDGARRVIAGDPGSYRAGIPLGKLAAPEDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>OLS42811.1 2,3-dihydro-2,3-dihydroxybenzoate synthetase [Rhodovulum sulfidophilum]AB30
MALPEIASYPLPAPDALPRSRAPWRPDPARAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLRADRGLQADLWGAGMSRRPDHQDILSELAPAKGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALATLPAEAACA
>OLS42812.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MVQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADLANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRVKRRASLMASGAVAPDLAARIALDYSARDNYIDYVGPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATKPFSDYDSTVDQNPSWKQFTNTTILDLRQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSPFATNNLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLISGEW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYYEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSSDVDYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYYSDDDNLSATFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDDDAVTYIRGSRSLSGDEATLVEPREIGIGVKMTF
>OLS42813.1 DNA-binding protein [Rhodovulum sulfidophilum]AB30
MNLIEPHRFTPLEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALTERLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALVGHALEEIAAVPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMGMSHVTLNQIYRAA
TGMTVFQHLRNLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>OLS42814.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB30
MSRHSASRPVPGRIALFVLSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSADLDA
VAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGISGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASSFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLGLAHQGEVWRARGSLHGSGSYWFDPGNTVKQNGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>OLS42815.1 methyltransferase type 12 [Rhodovulum sulfidophilum]AB30
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGLCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRDMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFDEAHWDAHHRSLAGFHRAVATDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAGAGLVRPTSQHLST
AFGRFRLDAARKEV
>OLS42816.1 taurine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MRLLPLFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPLEGITFSFRPWASPEQLRKRVIADIPLMAVAPSPTAAIF
DANGMALRVISATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAGTWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGTGFARISAIDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>OLS42817.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>OLS42818.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MTLFAADTIGLHYPGRPGPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRIPVRPRRIGMAFAEPRLLP
RLSATENLSFIAPKARAEGCAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMVTWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>OLS42819.1 hypothetical protein BV392_19405 [Rhodovulum sulfidophilum]AB30
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGEFLMRG
>OLS42820.1 hypothetical protein BV392_19410 [Rhodovulum sulfidophilum]AB30
MNDPSRAPSFTSSSAPDPTRTRRRFATAEERSYLRRFNRLRRLRRLIFATTFVWPGLAIGVLAWIGIEARALDGYVVSAL
VFLTLCVLVGVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDSTNIFTLCRSRDFVEIPFHWERDLV
ADGLLPGHDQHIEVARLPDASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSIAQEMRAGLPLLRAQDTILRLGFG
AGLLGLLACLVCWIAVDDRLDEMDGLRSSVPRIVGI
>OLS42821.1 hypothetical protein BV392_19415 [Rhodovulum sulfidophilum]AB30
MHLSDPQEGAIDAEFRLASLISAVFLNVCLCNDTVAANIRMARSDASEAGLRTSVETAHSEGAGRLRPAISAGGLREASG
KGSRSRPLPKDAPIVIHDALLAILASESEPSAQRGLEAVVPDKAVVMIAHRVSTVQGATGRWCRMTVGGRIRAVMPSFPA
VRAATGGYGRRRCGPEIWGRAATRQGARFARSRQMSGELRPCRVVR
>OLS42822.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB30
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVAGRTVTGFT
NSEEDGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>OLS42823.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB30
MAQTDTVNRRYVLARRPKGAPDENTLRLETAEVPSPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPGALKAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTLRGFIVFDDFGHLYPEFARQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>OLS42824.1 hypothetical protein BV392_19430 [Rhodovulum sulfidophilum]AB30
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMVLSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGEAMAAIERLAPRLGKDPEALAETVFEAILDD
GYGAFDDAVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARADRALAGRNRSLDMILRDVADAEGDVD
SWLARYTPEQLTYSTIAPDAATRLLAAGRAGEALRLIEAALPGESDDPRFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVERALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALWRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKSAFWERLRTG
>OLS42825.1 galactitol-1-phosphate 5-dehydrogenase [Rhodovulum sulfidophilum]AB30
MKALIYTGPRLLELRELPDPEPDPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPAAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGSALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTGPGTGPGGVDLVIDGVGFGATRA
AASAALRPGGAMVHIGLGDAGPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEAAPKIALLPDG
>OLS42826.1 gluconate 5-dehydrogenase [Rhodovulum sulfidophilum]AB30
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGALVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPAMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>OLS42827.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB30
MTVTYLKKAPRRAVSDATETRETVQKILTEIEAGGEPAALDYAAKFDRYDGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGTGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAAISDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>OLS42828.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLRLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>OLS42829.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB30
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>OLS42830.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MRNDNDDTGWKAAASRRNFLRLAATGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLVNLPYLCGSNQRFVNLTRS
DVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>OLS42831.1 hypothetical protein BV392_19465 [Rhodovulum sulfidophilum]AB30
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGAEVSRRS
>OLS42832.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPDRVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNAKAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLVGVRETLCAAGLELAPGDLRECPYTLADGE
AAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVG
>OLS42833.1 MazF family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANGR
>OLS42834.1 VapC toxin family PIN domain ribonuclease [Rhodovulum sulfidophilum]AB30
MAADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>OLS42835.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVETFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>OLS42836.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>OLS42837.1 exopolysaccharide biosynthesis protein exod [Rhodovulum sulfidophilum]AB30
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>OLS42838.1 hypothetical protein BV392_19505 [Rhodovulum sulfidophilum]AB30
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPARPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDVWFDRAWRLFVEGAAPGRG
>OLS42839.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB30
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFDGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLTDLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>OLS42840.1 hypothetical protein BV392_19515 [Rhodovulum sulfidophilum]AB30
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIPEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQTARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGRLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAALNDRFASPLPGPLWLSLDAA
>OLS42841.1 hypothetical protein BV392_19520 [Rhodovulum sulfidophilum]AB30
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVAGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAAHKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPEV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAADPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPEDFAASAAGHFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGRRGDARRDDHDD
>OLS42842.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRVRLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>OLS42843.1 AMP-binding protein [Rhodovulum sulfidophilum]AB30
MKLDRIARRDYADAHARFSIEDEIASLAGDLEAGLNAAVECCDRHCGRDLVALRTVSAEGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
LIRDADTPLPAGDIDLCAERATAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>OLS42844.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>OLS42845.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB30
MTSDPIVITGARRSPMGGFQGDLAAADAPELGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARAGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAVAYQFTREAQDAYAIASLDRANAAINEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPVFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLARILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>OLS42846.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIWRDVRVCQIYEGTSEVQRMVIARGL
>OLS42847.1 hypothetical protein BV392_19555 [Rhodovulum sulfidophilum]AB30
MGVKGAVALLLVFGLVFYLTLGAGLMTGRGGDPPEADSFSAPGWTGALDRIVAPFRPRLKLSRTRFVFTEAGFIEVPRIS
GDAMRRASFALEGRGQLVYSCPGCDGDQVWPDEGTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>OLS42848.1 hypothetical protein BV392_19560 [Rhodovulum sulfidophilum]AB30
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPLEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSVGARFSRI
ADWAWYCIAALVVVGIVLSFVI
>OLS42849.1 hypothetical protein BV392_19565 [Rhodovulum sulfidophilum]AB30
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIASEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGQVDRRESGSVTPGTVLAQNPGEGAELAPGSAVALTVATEPARAGVPNLVGLSQDRARDVLRDRGLRMGG
TATRESGSVAPGTVLAQDPGEGAELAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGTDA
DSAKKVLAVLKAYGADRICYVSRPQPPMMYILNGDSAPSATAATRQRLAAAGIGREDCIGFDPETLDLDSGGAGVTLVSD
RSRMIRFRNMDEAKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>OLS42850.1 hypothetical protein BV392_19570 [Rhodovulum sulfidophilum]AB30
MTRHEIAALLPEILREADRPASPFRALLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPALLPRRGTQAGLRDMLAAASGLDALRLRESLPGPGFRPFHVVIEYPRPPRPVRALIRDVAELE
KPVFVSFEIVELSAPEDSEEGA
>OLS42851.1 hypothetical protein BV392_19575 [Rhodovulum sulfidophilum]AB30
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAATAMLEFRREGGEGVDATPLAVTIPAGTRIGGRGEGAPVFVTLDQAVLAADAQSVAVRAIHAAWVEGDLLSEGVEGPG
AVLALTRGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPALETPFELFSDGPGFYCARGAGRIFLPRATPGSAG
VPRRDAQIRAWYLTGGGAAGNVAAGTLTDLRDPIPGLAVRNPERAAGGRDAEPLEAALERIPREVFSDRRAVTARDFEAI
ATGEGGVARAQARTGVQLWAHAEPGSVELLLVPDPAPGQSDAVGRRAGIEALQTEELRGRIARLIAARKPLGVTVNVAWA
RLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPGRPIRPADVYGTVLAEPGVRSARSVVFEVAEAPDADVR
DAVPDPHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATAVRPHPRRPGLVAAVWAEGGNHTEDGSRLAVSFDCGET
WQSDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRSEALQRRLPVAAGVDAVGLYAVLATGTALGRPVVAVAARE
QRGVWISYDPLEPGSFVATGLDGSDIRVLDTADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDTWQPLRARWRGG
SCLGFAFLGTRAWAGSFDAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPGGPGLMMAAGPRGLYA
RGADGGPFAATSQTLFENEVRLPAPWLFASEPHLVRVIGSDDTP
>OLS42852.1 hypothetical protein BV392_19585 [Rhodovulum sulfidophilum]AB30
MRVLVEPATIVCAHGGTIPQRASQGFVTVMGAPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVTAGYSRFVTIGRRPVCI
DTLAGLTEGSPVGTWRVLASGQALVECSG
>OLS42853.1 hypothetical protein BV392_19590 [Rhodovulum sulfidophilum]AB30
MTEMLRPGRTRERKLTVRLDGVPLAAGAVDALTGIELRQIVSAPALCELSFEAGGALPLDPGALAGQRLEIAAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALPARHEANGLDALARALLGRHGLELRGESGAPCPAVLLQHGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGLGAPLRLSFEGGLLEAELEENVLAGFAATRQTLWDTGLNRPLAGESPGAVPGR
AGELTLPAGLYEPPVAPERLTEARAAQHGAAARRISGIALGDAALRPGRRIALELEPGRTARGTIAETLHRVEPGLGWVT
EFRTGLPAWVPCEGMLAAPGTVAEVSGGDDPLLRLKLDLCDGLETDWLAVALPGAGADKGVIALPETGDRVLALVFAENP
AHGFVLGGLYGEQEVPRLGRGPGGARPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPGRA
ITIRAASIGFEEG
>OLS42854.1 hypothetical protein BV392_19595 [Rhodovulum sulfidophilum]AB30
MDRVTLLVDETGDQISALLNPASLSFRRQSGMRPRRRIGPAVAGGTGRDAPLVFAGDAVTELDLELLFDADFAGSAAPAP
SGPPHDSLDVRGLTAPIWRLSEAAEAHGQALDDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLALRFRVFQ
EAEEDPRGYLPLPAPVESFLDEVPVPGALAGPQDPDLPDLLDQSPGVTVIGGERLDEIAARWLGSSADWRWLAFVNDLAD
PLRLEPGTVLTLPPPGSGPGAPTTGAVP
>OLS42855.1 hypothetical protein BV392_19600 [Rhodovulum sulfidophilum]AB30
MTGRRGFLAGTVSALWRLLGRIAALLAGRGGAAGDGQGEDLPPAHWLAAIRAAAPDKLDGIRLIADFEGRAPDPSAGECR
AETGTGFVPPSFPARPVGVERMLAESRAATEALRPVSPRILAAPLVIVAPKTIAPEIVEPVIAGPGPVVPSPVGRRGGLR
PRVAVLSPVSRAAEAAGSQSVEQGPEQSPEQRPERNCGSGISWPRRIPAVRILSGPDLAAARSGAAEREAASAGPGEAPG
EGGAQGWDDPHRPISGAEQSEGQQDEHGDSHGGSQKDDDQKDGQTCLHSGLSVCPVAPVPLPDAAGLHPAPATVPQGPEG
EVAFAGVAPTPWRPPDVDLVAASGTALAEGWSRRGFAPTPAPTGAGLSLVADAAARFPAMDPAREAEPLPSFERRLDGPE
ARRARFAREQGGELWTV
>OLS42856.1 hypothetical protein BV392_19605 [Rhodovulum sulfidophilum]AB30
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGNEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>OLS42857.1 hypothetical protein BV392_19615 [Rhodovulum sulfidophilum]AB30
MKGAPLPSVRFGTASELRAALVGWIGATVPGCRVAAPEEEAGEEGLRAVLRLGDIAPVSHGEGRDLVLARATYRLDLAAD
GIAEAEQALVDLILEGAGHPAFAVEAVVRPDAPLPGLAIRACLERRRAAQTAPPVKIHNVELRPGRRSERQRTG
>OLS42858.1 hypothetical protein BV392_19630 [Rhodovulum sulfidophilum]AB30
MMRSLLNTACVAALAFGSLAFAARPLEARDRSAGGELDLGTIFVRGAKRPQEALSFPGAVADADASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGDGTTFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSSTGGPVDYVIGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAS
GAVTLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVSRGGWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>OLS42859.1 hypothetical protein BV392_19635 [Rhodovulum sulfidophilum]AB30
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
IGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPALMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRRLAGTCPVSEIPLKNMEIAE
>OLS42860.1 hypothetical protein BV392_19645 [Rhodovulum sulfidophilum]AB30
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLAYGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRV
>OLS42861.1 isocitrate lyase [Rhodovulum sulfidophilum]AB30
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKTLDAARAA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>OLS42862.1 malate synthase A [Rhodovulum sulfidophilum]AB30
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEETQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANMLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHSDYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>OLS42863.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGDGFGAGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>OLS42864.1 hypothetical protein BV392_19665 [Rhodovulum sulfidophilum]AB30
MLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWRDLMLYA
FDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCALAMLGGTYAS
FFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>OLS42865.1 hypothetical protein BV392_19670 [Rhodovulum sulfidophilum]AB30
MSVLLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>OLS42866.1 manganese/iron transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKTERSQ
>OLS42867.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MSLKMTRLMGMAATAGLMAGSALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGEVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGARYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>OLS42868.1 transcriptional repressor [Rhodovulum sulfidophilum]AB30
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>OLS42869.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB30
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIRDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>OLS42870.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGQEGIEIAFPVTRRDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPRRLELIGEGR
>OLS42871.1 hypothetical protein BV392_19700 [Rhodovulum sulfidophilum]AB30
MRHPVSLPLAAAPTARAASATPLDVKMPDRGNAGGTVSKPAFARAGPDGTIRLAPTGTGPGIDGMLPAGRAAVVGAPGRE
VEPGVTGAGLSGTKGPPPVATRMALPRIGGPALPHRGRTAGPFGDLVAQVVQ
>OLS42872.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWSGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLALWSLAPGLPGLSAAL
AGLAGLHLLRLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLGGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>OLS42873.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGGISFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>OLS42874.1 hypothetical protein BV392_19715 [Rhodovulum sulfidophilum]AB30
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>OLS42875.1 hypothetical protein BV392_19720 [Rhodovulum sulfidophilum]AB30
MRRFSVTPEPLGLLMRSVLFAALMIAALVSRGDAQPVYPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLEQVLVERSDPFDRTRPHRDPMNLLPILEEAGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVGDETAQTFVRAHLPGGYVDDFLLTPL
GVQNAAGPLADQGLDGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLASSVPALANHALISLPAYYDSAV
VDYPRILGRWAAAFTSLIEG
>OLS42876.1 hypothetical protein BV392_19730 [Rhodovulum sulfidophilum]AB30
MIFDSLGAYASITNDANVPVALSFSTGEPGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCKTRRGREAVGAIPSTMGG
KIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>OLS42877.1 hypothetical protein BV392_19735 [Rhodovulum sulfidophilum]AB30
MVRVPPPTGKQRRPPLYGDAAIQTCLTIKGEGRQWCKIYIGADERTREVGAIEIIGSSIGARGRPRTP
>OLS42878.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB30
TLKLPTFLREYEKLARQCAAEGLDHVQFLARLVELERIDRERRMVERRIKAAKFPAAKSLDRFDFKAIPKLNKMQVLELA
RCDWVDRREIVIALGPSGTGKTHVALGLGLAACQKGMSVSFTTAAALVNELMEARDERRLLRLQKQLAGVKLLIIDELGF
VPLSKTGAELLFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSYRLGQSRRLGS
>OLS42879.1 transposase, partial [Rhodovulum sulfidophilum]AB30
MSQREAARHFNISRDSVRKMMAFSAPRGYGRTAPVKRPKLDAFSGLIDSWLEGDREAHRKQRHTAKRVFERLRDEHGFTC
GYTIVKDYMRQRERRGREIFVPLAHPPGHGQADFGEAVVIIGGVEQKAHFFVMDLPFSDACYVRAYPAANAEAWIDGHIH
AFAFFGKVPASVLYDNDRCLVANILPDGTRQRATLFSGLLSHYLFRDRYGRPGKGNDKGNVEGLVGYSRRNFMVPVPRFA
NWDAFNAYLEEQCHRRQADVLRGQSETIGERLVRDLAAMADLSAAPFDACDQATGRVSSQALVRYKTNDYSVPVAFGHRD
VWIRGYVDEVVIGCGGEVIARHPR
>OLS42880.1 hypothetical protein BV392_19280 [Rhodovulum sulfidophilum]AB30
MQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAETDPLIV
FPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEARAA
AEALRRLREELTLLKRDAVKLAVYGRESGLPGDWEGIEARLLDIHRQMRRRLDRAELETLKAVLSGLLSEIRVLLAETEN
PSGSDGEIGRHYQNSNPDLNESEPCQEMAKETRMPFSGTASMTGTGAELAPGSGTWTDSGSEPATDPGSAPSVASIRSAG
SKTPDLSAIPGGTDAPPVVPLALVLKACPDILDYAPSPPRHWHELVALAGFVRGMMGISADAWAEAERAMGAETAAITVA
AILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>OLS42881.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MRPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPWGLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLL
RNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPLYARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYG
ILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQSFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLS
PMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMMLRHMIEKVGLSVARIEEVMQAPELERRADLPVAAP
EGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAGKTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLL
EKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGFIRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQ
DRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATIRDADQILVFERGRIAERGSHDALLEAGGTYARLWQ
NYEKAQTWSLGAARAPVTEEVAR
>OLS42882.1 iron-dicitrate transporter ATP-binding subunit [Rhodovulum sulfidophilum]AB30
MPADIPAAGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNLLPAQSGQVLLDGQNIARMPA
RALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADLAGRDVDALSGGQRQRVWIAL
VLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIVMAEGALVAEGTPRDLMTPEL
LRRVFGLDALILDDPVSHTPLIVAR
>OLS42883.1 hypothetical protein BV392_19365 [Rhodovulum sulfidophilum]AB30
MPFPDATLTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDADDDGALIGGALPFDKA
RPDCLWQVAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRM
AFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDAPEEDARNANALARS
EKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLTAALHPTPAVCGLPCDRAAR
LIRDLEPVARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDA
ALSDPSLHNQPNG
>OLS42884.1 hypothetical protein BV392_19500 [Rhodovulum sulfidophilum]AB30
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDVIQSWDLTQARFEELGIQPVATLYRGPYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSELHWMKAELIANGLADS
>OLS42885.1 hypothetical protein BV392_19550 [Rhodovulum sulfidophilum]AB30
METLRMPFFVLALVLLAFAVSFEIGLGLIWPALVPPLGGQLPDVSPGFGVPYLAAIDLILVYATAAIALSFLWPALAGRV
QAAIGILLALTGGLLVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQR
FLKMKILMLVIVSSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>OLS42886.1 hypothetical protein BV392_19580 [Rhodovulum sulfidophilum]AB30
MQGLDFGLGAGGGASRASGPGAAHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDDTLAGLAIH
YVRQAVARFEPRIEILRLDAGRPAEAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTP
>OLS42887.1 hypothetical protein BV392_19610 [Rhodovulum sulfidophilum]AB30
MMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFTDEDSSSTDLSNAAFGAFANGL
RRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYATKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARRG
TATQEDATPPPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGERVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAIDA
ERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKLD
VRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTSGAEPA
>OLS42888.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCALMALSLAGQMLFGYLSVRASW
LSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALGLPSAIFLVLLARDPLLALA
TAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFRRAIDDFRDISIRMVVQLAL
PMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADASLIRMDRILAAPDLPEPAD
ARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVEAGRITIGGADVARIGEAGL
SDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFISRLPRGYETEAGEGGAALSGGERQRISIARAIL
KDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILLLEDGGIVERGRHEALLAQEGLYARLW
NHRARAAGWQIGG
>OLS42889.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFATCAVAAL
VAVILGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGISAGAT
WLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQAASERLNGAIVEYLAGMAVVKVFNRSGESLGETAG
AVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHNMAHIS
MASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLIPRLHD
VGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGYDTRLG
EGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVVMDEGS
VAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>OLS42890.1 hypothetical protein BV392_19640 [Rhodovulum sulfidophilum]AB30
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>OLS42891.1 hypothetical protein BV392_19725 [Rhodovulum sulfidophilum]AB30
MTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGEITLVMNTGDVILEA
KGPLPEGRVAQGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPTQLAAFD
ALRARLAQKQMAGTSATSVGMTEAPELP
>OLS50539.1 hypothetical protein BV392_00005 [Rhodovulum sulfidophilum]AB30
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS50540.1 hypothetical protein BV392_00010 [Rhodovulum sulfidophilum]AB30
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS50541.1 hypothetical protein BV392_00015 [Rhodovulum sulfidophilum]AB30
MPAILICAVGAAETVSGLLAAMGRGPDTLTRGPALVDPGDTATVTHRMCMDCSMSDAVVAALVAYATDGTLPEIAGTWGE
DDLPSGNDLAAAYSGLAVYPQHDRTRAEWLAAALNDAGLELAPADDI
>OLS50542.1 hypothetical protein BV392_00020 [Rhodovulum sulfidophilum]AB30
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGHAARARILAAAMALAAKGVTP
>OLS50543.1 hypothetical protein BV392_00025 [Rhodovulum sulfidophilum]AB30
MTAPQDATVTLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVVADELRSFIERFETLAEEKAAIGDQQKAV
MAEAKARGYDTKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>OLS50544.1 hypothetical protein BV392_00030 [Rhodovulum sulfidophilum]AB30
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS50545.1 hypothetical protein BV392_00035 [Rhodovulum sulfidophilum]AB30
MTSNSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFEALSSSRP
>OLS50546.1 hypothetical protein BV392_00040 [Rhodovulum sulfidophilum]AB30
MKTILTTAALALLAAPVLAGTDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GESTDT
>OLS50547.1 hypothetical protein BV392_00045 [Rhodovulum sulfidophilum]AB30
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAEQARAGGVA
>OLS50548.1 hypothetical protein BV392_00050 [Rhodovulum sulfidophilum]AB30
MSVFDSIAPPPDALAAFVAEWRGAAPDVRLAAIRGALRHRGIEISALPGRVAFYEIQLFGLTASGRDEAEAAQNWMEAAI
RLCPFD
>OLS50549.1 hypothetical protein BV392_00055 [Rhodovulum sulfidophilum]AB30
MKTILIPTALALLAAPALAATEATEDLRAIRQPSADSQGCFAPIPGTNAFQRSNAPGCVYYIAPTGNDRDPAASDDGEGS
GEGEGGESSDT
>OLS50550.1 hypothetical protein BV392_00060 [Rhodovulum sulfidophilum]AB30
MAAILTIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>OLS50551.1 hypothetical protein BV392_00065 [Rhodovulum sulfidophilum]AB30
MSVFDSIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGLEIPTLPFYEIQLFGLTATGRDEAEAAQNWMEAAIRLCP
FD
>OLS50552.1 hypothetical protein BV392_00070 [Rhodovulum sulfidophilum]AB30
MKTILTASALALLAAPVLAANGTTEDQATAVSPASAPGCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGGE
GEGGESSDT
>OLS50553.1 hypothetical protein BV392_00075 [Rhodovulum sulfidophilum]AB30
MAAILTIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>OLS50554.1 hypothetical protein BV392_00080 [Rhodovulum sulfidophilum]AB30
MSIMDSIAPPPDALAEFVVEWRGASPEVRLVAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>OLS50555.1 hypothetical protein BV392_00085 [Rhodovulum sulfidophilum]AB30
MADESAARDIARDAEPEWILKFSIKGGDTVEWVAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>OLS50556.1 hypothetical protein BV392_00090 [Rhodovulum sulfidophilum]AB30
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAAQWGEETGKEAA
>OLS50557.1 hypothetical protein BV392_00095 [Rhodovulum sulfidophilum]AB30
MAEILTRSFGRFNAEVTPAEARLIIRDDGKDVIRLFGRDLVRSSLLGGSWAPDIKRALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICWASDAFPKPLEDPADKAFREAVAE
LVDCAMKEGKPDV
>OLS50558.1 hypothetical protein BV392_00100 [Rhodovulum sulfidophilum]AB30
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLDAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>OLS50559.1 hypothetical protein BV392_00105 [Rhodovulum sulfidophilum]AB30
MPLDIKNFPLVWMSYDEAPDHDHDEDFAALEVCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKAELRTLVL
AMIVIEPSAAKRLTFKTFSAVFSKFWGFPLKTAVTRKEAMDVAENLLSEGMGPGGKRIAAPMRADFIGSQAK
>OLS50560.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MYLDVRPDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEVECLSLFIDPPETANLPKGCCTITVSRFFRELLMRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGD
PRLKKLTDLLIAAPADHASVAKWASRVALSERSLSRLLAEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESA
SSFVTMFRKMVGKPPSRYLIERSRLR
>OLS50561.1 hypothetical protein BV392_00120 [Rhodovulum sulfidophilum]AB30
MAGRSKPVDLATRSFATQGEATAFFKAMLNRYRPGEQVNEEDALDIAALLERHTEYTAKVGKGVSHFEVMMTEHGTQCFR
IVRTDGSGTDFSYRNCITQRPPSRKQEVSQAFRRAVRFDLYNARDAFFATYGDENGNATCAVTGEPITRENAHMDHRPPM
TFEVIVTTFLCSRGLSLDSVPLTTGRDDQVSPEVADQTICEEFRAYHSSVARLDLVRNTVNLAQASQHRLKDGRASLT
>OLS50562.1 hypothetical protein BV392_00135 [Rhodovulum sulfidophilum]AB30
MRALLLVLLLAGCGGLPVPLGPSVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRVDRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>OLS50563.1 hypothetical protein BV392_00140 [Rhodovulum sulfidophilum]AB30
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEVEAGLDRLIADP
LEDRIPDRSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>OLS50564.1 hypothetical protein BV392_00145 [Rhodovulum sulfidophilum]AB30
MHLVSQWRALIRRAWSIRLILLAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>OLS50565.1 hypothetical protein BV392_00150, partial [Rhodovulum sulfidophilum]AB30
MRRAGWERRLSAAVRDWEDRPFAWGSADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKGLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTA
>OLS50566.1 hypothetical protein BV392_00155 [Rhodovulum sulfidophilum]AB30
MDASGDRILGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVARAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRT
>OLS50567.1 hypothetical protein BV392_00160 [Rhodovulum sulfidophilum]AB30
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPVGSFELDMAAM
EYGGPHGMISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEDPTAAFRQNLTLWPRLRRPVAPGD
PVAMRVPWGSWALAGPETVLSVSQARVRTRSLQIMEAL
>OLS50568.1 hypothetical protein BV392_00165 [Rhodovulum sulfidophilum]AB30
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGVVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAADLQKLPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGTAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVKAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWGDVMVYFQEKWSGFLARFADLPDLVP
GAKAMKAAADGAADGLTAAKEAAAAAGEEAKRLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATSLTRIGDAA
DDGAGIEKVKKKTKDLADTAKETGDSFKTFFKDLAKGSGDAGDAVAKLADRMLDDLLDRAMSPLSNALGGFFDSLFSGMF
GGAGGASGATTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPEAILPLTRLGNGKLGVASIGGGSVRM
GDIHVSVQGSNASPEQIAAAVRAESRRQASEMYDRRDRMARAGGAA
>OLS50569.1 hypothetical protein BV392_00170 [Rhodovulum sulfidophilum]AB30
MAGAAARTRVGQHRDRWLAWHIAALARAPVRDFPEAEEFILPPDPKRAAAVMTLRARVMHARFQQQEQTKR
>OLS50570.1 hypothetical protein BV392_00175 [Rhodovulum sulfidophilum]AB30
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALKAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAADL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKA
>OLS50571.1 hypothetical protein BV392_00180 [Rhodovulum sulfidophilum]AB30
MSEADIAWGYGVEVAEDAAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSATDN
LLIGLKASGNVRQIRVTFPGGTVWTFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGG
>OLS50572.1 hypothetical protein BV392_00185 [Rhodovulum sulfidophilum]AB30
MSFKADLTDLLRADPGLAALVGPRITWGRRAPGEGLPALVLMRVGATRDYHMKGVGALRRTRIQAEILATTLAEAGEVEA
ALTARLDGGRGPHGGTDFRGIFVEALRDGLDTDRDGSEIHRILADLIIHHRVHNEENER
>OLS50573.1 hypothetical protein BV392_00190 [Rhodovulum sulfidophilum]AB30
MSKQPVSVDGLKDLEKMMVEHLPKSTGRGVLRRVGSAALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRKLVS
DDKAAVEIFGGAAALPHAHLVEFGTVERHLESGGSTGTMPAQPFMRPAWDATREAVLAGIAKGLGHEIAKTVARRAKRLA
KKVGKGGGR
>OLS50574.1 hypothetical protein BV392_00195 [Rhodovulum sulfidophilum]AB30
MTIRRNCRVTFERHGEGRNALNEKVGKWQRLGAAWGARTDLSDTERAAAGQIGAVRAARFTLRRSDLVLGLTAADRMKAG
GHVWNITGVAARGRWVDVSAVSTGRKEEA
>OLS50575.1 hypothetical protein BV392_00200 [Rhodovulum sulfidophilum]AB30
MILETDPPLGISVEAYCRAGFGDELGQDDAAHVASCLRAAQSAVETATRRPLTPRRVRFETVAGQGRRWWVPVAPARTLI
GVSWTGEDVGETWLAADAARLAFAGSEPQILFAPGALAGVPDGAALSIVLDVGPDTVPPTLAQAVILIARDWIDAGIAVE
TVESPRIAFGARALIRQARYRRPTSWCRQ
>OLS50576.1 hypothetical protein BV392_00205 [Rhodovulum sulfidophilum]AB30
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGDDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETAKDPAKDAATA
>OLS50577.1 phage capsid protein [Rhodovulum sulfidophilum]AB30
MPKPRDLNDLRRERRAAAAQMQERADALAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPAQTPAPQAATPRNPAHRGVEVGFMLHALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIPAAQSEELI
AMLTPRVTVRASGARTVPMPAGELRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMA
QHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWREGIAGTAAAAEAAVRWAVSTVEDANVGMVHPGWIMRAS
AKNWLASLRDDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDAN
GETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>OLS50578.1 hypothetical protein BV392_00215 [Rhodovulum sulfidophilum]AB30
MEKTIASLLGAAPLALDHDFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSL
AGSIGIMRQAGWPVGPDGAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPGDLAARLSVT
DDPADGGATFGPEAAIARGLADRAETRLAFYDRIFAAHAPKPAAARRGSGRGHLAQAAAAQARATL
>OLS50579.1 phage portal protein [Rhodovulum sulfidophilum]AB30
MIGLPFLTRGRKAEPPRPDPRREPPVTAGMAAAGPVEPSGTRHPASWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACC
NVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTLLDVI
RPDLCAELRDGRARFYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVL
KMEDVYEDDEAWHRNARRVRNALTDPEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHG
VKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAE
DGRAPVEGGDRLNPAPNMTRDEDAGAETTEGKD
>OLS50580.1 terminase [Rhodovulum sulfidophilum]AB30
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQEDGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>OLS50581.1 hypothetical protein BV392_00230 [Rhodovulum sulfidophilum]AB30
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>OLS50582.1 HNH endonuclease [Rhodovulum sulfidophilum]AB30
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRSKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>OLS50583.1 hypothetical protein BV392_00240 [Rhodovulum sulfidophilum]AB30
MTAALRSPVRTAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVAELARAGRTPDWMPDARPRLRPVEWQHNRPNRWGKAADAAALGAEGWRPIPRRNRKGVIV
QDRARYTPCVWSPTQSQIAAARRAYLDWWGYLLEVQAALGEADLTRICVTKDMPPLRPWR
>OLS50584.1 hypothetical protein BV392_00245 [Rhodovulum sulfidophilum]AB30
MSGIGLSFLHGAIDQFDDGFTERLVGGIFDRLRKGVRGTADAAAASQAVSHQLAAGGTDPGLGWRLPGLRIAQQKPLRAA
RGIGQAQPPAQLMAAAQPGGKDRDRFPISNAILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRR
WPRSYALGQIRQAAGEALRRHAHLAGAGPGQLSPAEAAWLRDREARLAHCRSIADLAGASA
>OLS50585.1 hypothetical protein BV392_00250 [Rhodovulum sulfidophilum]AB30
MYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTALDYDKFTAF
IDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKTDADPRLPWPQSLIDA
FRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRSLFMLTNQSG
TSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVRAIEAQARRK
KPSTGEGLATKRRTEQKRNV
>OLS50586.1 hypothetical protein BV392_00255 [Rhodovulum sulfidophilum]AB30
MLTAALMLEDFDAWAAASAVWVARLTDRERASLAWAALRSLDEDQAADVAETVIGGAGAPLTTLLSEMSDARWWARIASR
RELKSYALASFEAMSPRDRAAFLRHVAPEIGRAVA
>OLS50587.1 hypothetical protein BV392_00260 [Rhodovulum sulfidophilum]AB30
MTQTRLDFIVPADSDLARLLWHMPTVVSHARSEWAEGFAKSIIRQSRRRNWRPSEKQLGTMRRLVSELFTHPREESEFQV
IED
>OLS50588.1 hypothetical protein BV392_00265 [Rhodovulum sulfidophilum]AB30
MNTERLTTPDTLAVSLEEAKLHCRVDLSEDDAAITRMIRAATREAEELGQLALINQTIRVTLTAWPKSGRLPLPIGPVQD
GAVVTVTTDGAPLTGFTVRTGRRPALELTDYLGSAVIEYQAGFGHDASAVPEDLALAILDQVVLSYDNRGGLDDKLPSVS
PSMARAVARHRGVRL
>OLS50589.1 endonuclease [Rhodovulum sulfidophilum]AB30
MGMKDGFRRFSQPVLRTKRWRALRMQILERDGFRCVCCGKRGRLEVDHIQPVRTHPELAFARGNLQSLCPACHTRKTRVE
CGHPEPDPRRKAWATLVRETHRNSPIEQ
>OLS50590.1 major capsid protein [Rhodovulum sulfidophilum]AB30
MLDSVKIQRRQSEIRQSLAELAGKDSPSEDEIRSMEELDREYRQNETRYRAALIAEDTERREAGADLETRAGREWSDLVA
GFELRQVIGALNEGRALDGKTAEVVAELRCAGGYRGVPVPLLALEARAGETVSTGTPDPVQTRPIIDRLFPASVAARMGA
QMIAIGSGAVEWPVATSAVTAGWADGETGTVADPSPYTTTDKALKPEQTMGVQMRITRKALLQSGDALEAAIRRDMNGAM
AAELDRAIFLGTGAAGQPLGVIKGAATYGVTVTPVDAAASWATYRGAVVRFMARNAASTPADVRALIRPEVWDFMEDQLT
ATAAPNFEFDRMAEKMGGIAMSSTALEAPTGTPAACTSLLTTSAGGVAPVFVGMWGAVDLIRDPFSDAASGGLRLTALTT
MDITVARGAQLEVLTGVQVA
>OLS50591.1 hypothetical protein BV392_00285 [Rhodovulum sulfidophilum]AB30
MLWGASLGALELRSEGGATRLRASFPYAQETELAPGRREIIAPRAFADRIERGEDIHLLAGHDYNRPLASRASGSLTLRD
SDEGVELVAEIDPGTSWARDFLAAHAAGLIRGLSPGFRVQPGGERIERRGAGLTRTVYAAAVFEFSAVTRPAYPAAQIEA
RAWAPGEPTDARLSHVLNRWRA
>OLS50592.1 hypothetical protein BV392_00290 [Rhodovulum sulfidophilum]AB30
MESMTMWPFSKRKEETRAASSFTAEVMRLRENWIAGASGVAELTATVQTCVSLWEQGLSLAEVKGTPLLDRFTLAMIGRS
LALRGEVLLWLRGDRLVPASDWDLSTRDGRPRAYRLGIPEVGGGTTFTALAAEVLHVRIGADAAQPWIGSAPLRRARLTA
GLLQAVETALSETYENAPIGSQIVPLPDSDSDDMETMRAAIRGRRGAALVIEGVAQATAAGQHPQIGQHPDDLTPDLSKA
MTKETLDAARNAVSGAFGVLPGLLNPATTGPMVREAQRHLAQWMLQPIAALIAEEASEKLGTAVTLDVMTPLQAFDAGGR
ARAMSAVIGAMAQAKDAGIDPAQALKLVDWDE
>OLS50593.1 hypothetical protein BV392_00295 [Rhodovulum sulfidophilum]AB30
MHLCFIDESGTPPSHPNPDKPYFTLGAAIIRDSDWRGIAHDIQGFCTSNGLRGEMKWRYFAPHNSSADNPMLEKSAEERK
ALSRRFAHIIAKSPITIIACVTDIGAAFEYASVTDQQGLYHFAYKPLSERFQYFLQDHKSLGITIADHRGRDNDRLFRAH
HDTLISGVGSTISGYNRFIEGLFLQDSCHSIGIQVADFVAGAIHRAYSTKDGELASILKPRIRKKPDGSLQGHGIVHHPR
DKFRSDLARRTPGGAVAPTP
>OLS50594.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MEQEKTSLAAQIRAARGLCNLSQAALAKASGVSSMTVKRAEGSGSPYPAQKAIDSILSALEDLGVEFIPENGGGAGVRLR
KK
>OLS50595.1 hypothetical protein BV392_00305 [Rhodovulum sulfidophilum]AB30
MTTGLRQCGRLWGPSDFLRAQSWILVYKYQNPSKVVMLDQRETSMATVSEICQALASEIPMTLGEVKKYARALINSGDLP
KAVGRNIPHTTMQDRAKLILAIAASERPSMCVEAMRDRFNAPHCYNEYGTAGEVLADQLREIAEGHVEALQKWSYSDIEV
SRTGNPRVKFRINERVRRFERFEHVEQPEFIGGTFSAASVSAMTEAAKEYSELGLPVSAFIPGDVLIVLAFGSKMEAANA
LIPIRKEAWQRKYEAQEWAMEQARAEGKMAIRGTASDIRKYLAERGESDD
>OLS50596.1 hypothetical protein BV392_00310 [Rhodovulum sulfidophilum]AB30
MKDVPILFATERNAARLLDMKQAEFRALVEAGHLPRGREIAPGLVRWPVDDLRRIASGDAAEGMGDVSW
>OLS50597.1 integrase [Rhodovulum sulfidophilum]AB30
MVSKRYLWRHPSGRIYVRLRGRLCRIMAPEGTAEFDREYWEILTGKRMQAKTSWNALMDDYRTSDRWLGLKPRTRQDYDK
VMAYLREKIGTRDVKALTRADVIAAQKANAHRTRFANYIPQMLVILCEHAIDLGWLANNPAKGVRALKTPEKRRKQHLPW
PDWAVEKFRSEAEELPRLIFEIGVGSVQRPGDWVGFRWGDYNGESLTLRQNKTDKSLVLPCTPQLKAALDRAKGALGAVP
IAGRPILMKRDGNPVSYRYMAQIMLKERRRLGLEAYDLHALRYRGVQELALHGCTDDEIAAYSGHATKAMIEKYAGEARQ
IMRARQAAEKRR
>OLS50598.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>OLS50599.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB30
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPVRPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQNLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>OLS50600.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum sulfidophilum]AB30
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>OLS50601.1 esterase [Rhodovulum sulfidophilum]AB30
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPDWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDTDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>OLS50602.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB30
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPATGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>OLS50603.1 malate synthase G [Rhodovulum sulfidophilum]AB30
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPA
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
APDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>OLS50604.1 class V aminotransferase [Rhodovulum sulfidophilum]AB30
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>OLS50605.1 hypothetical protein BV392_00365 [Rhodovulum sulfidophilum]AB30
MDEQTVFAVKALVVGARAAQARGLGLPCGSPWQGRPAQQPGRSEDLRSRSDALCIADKTRSQIKRKLGLRGMTDLIHLAI
ATGPSTGSMGAKSRGSAQRPDDARAIRMIAPMTVHRRGAGVAGSVGQRLSSRGRSARHPGDVRDEIRPGHGRVGGARGPM
REGR
>OLS50606.1 hypothetical protein BV392_00370 [Rhodovulum sulfidophilum]AB30
MHRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPR
HVRIALADARSGALPVARAESRQAHDTAPQRRRAPGWFRDLVMPAQRETRLAVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRVGAIQRAAARTGDAALQRDAATMNAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDQPGQAEILC
LTVEDDGVGLPARAVEGGGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>OLS50607.1 hypothetical protein BV392_00375 [Rhodovulum sulfidophilum]AB30
MAVAVSFPALALGERIDVLRVDCPALMRVSRLPVSRLDLPLSELGGGGLACAARRQQDGRGSGPSHDTEAMMEWPEMGGT
PSAGGTRVRQAVLLV
>OLS50608.1 murein transglycosylase [Rhodovulum sulfidophilum]AB30
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAEAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRPYGRPLPRAGATAILAPAGREGPAFALFSNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>OLS50609.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>OLS50610.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGMGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGSLPEGPLRLGFSEVAGVILPEGETADDAA
>OLS50611.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]AB30
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>OLS50612.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTREGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDERMWSGLVNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>OLS50613.1 exonuclease sbcCD subunit D [Rhodovulum sulfidophilum]AB30
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVARGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>OLS50614.1 hypothetical protein BV392_00410 [Rhodovulum sulfidophilum]AB30
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDALSLRADHADPDMPTEVE
FVFDLGARRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEEMEALETGLA
AAEARLVEARTAEAAATREAVASRAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASGRMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AAHRTRATHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAVLRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIQATHEALAALGAETEIAVAEGLLARLDAAVRAAEETRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGAREAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEALEGRTRPDLPELREVLAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>OLS50615.1 hypothetical protein BV392_00415 [Rhodovulum sulfidophilum]AB30
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPGI
AAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPGALFALGGLPVAARFRRDERPR
NGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGGDRLIGLAVDVISRIATFRTDDLQPPPALLGSGVGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGVGAEPVPDTIPASAPGAPSDHDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAV
IRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAEHFHDHNIYA
>OLS50616.1 hypothetical protein BV392_00420 [Rhodovulum sulfidophilum]AB30
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPTCAAPPATEKAPAEVDSALASLRYDAEGHIQQ
VSAPMCALLGQAPEDLIGQHMRRQVDAEFGRGTAWAETWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAG
ALEIATDITRERRDLDRMRARQAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFTGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGGLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPNGQ
>OLS50617.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB30
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>OLS50618.1 anion permease [Rhodovulum sulfidophilum]AB30
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>OLS50619.1 CoA ester lyase [Rhodovulum sulfidophilum]AB30
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>OLS50620.1 hypothetical protein BV392_00445 [Rhodovulum sulfidophilum]AB30
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>OLS50621.1 hypothetical protein BV392_00450 [Rhodovulum sulfidophilum]AB30
MQAYRLLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYTPDLKLGEL
>OLS50622.1 hypothetical protein BV392_00455 [Rhodovulum sulfidophilum]AB30
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>OLS50623.1 hypothetical protein BV392_00460 [Rhodovulum sulfidophilum]AB30
MLNRLASIGTFVGGAATMGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAAR
PLDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGHAYLAFDGKEYRLGVGKFLSYESGADLCRLLLVRK
VEGGGYRLRWRCIPDHRDQL
>OLS50624.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB30
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>OLS50625.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB30
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>OLS50626.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB30
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALQRFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>OLS50627.1 hypothetical protein BV392_00480 [Rhodovulum sulfidophilum]AB30
MGKPSQKLDIERADLPHMLGEQGGLRGIELGVASGDFSARLWQSGCFRELWGVDAYADRHDTGEYIAAVKAIGFDANYRL
IRSFFSEALDLFPDGYFDFIYVDGYAHTGEEAGRTLYDWYAKLRVGGMIAGHDYHEEWPLVVENVDRFAADAGLDLMVTR
LTTNPGPQDLHPSWAAFRRSATIVEYPPELNLLFKRQKRRERLRAWRRRWRQTAKPVEPNHAIRSVGSPKWVLKGLRRKL
RRRLYQVDHAHLGGMNNSRKGERCLILGSAPSISKLDLSQIRHCDIFALNKASIACDNIEASKKYLIVADPKAAQEADVR
QRFSSFDAVFLSSDTVVDDPENCIRFDLYGKPKIDDGFAQDDLTRPLFDTHTVAGVAVQVAVAMGYKRIYLAGIDLTFAS
GEPYFYRESACEAYRLKFISDVRVSKMRAALAFLAKWASEKDVKVVNLSPMKSLPLLETAEFADIFGESTRAE
>OLS50628.1 hypothetical protein BV392_00485 [Rhodovulum sulfidophilum]AB30
MSIVANMATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEAPLEEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVD
DDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQIAT
CAAIMRAEDFPSFEFMRDSQKFVDVRLARWCFERSITPIALPKTAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKV
KGRGLPPKPCASQT
>OLS50629.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB30
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>OLS50630.1 hypothetical protein BV392_00495 [Rhodovulum sulfidophilum]AB30
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPVSVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVTAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>OLS50631.1 hypothetical protein BV392_00500 [Rhodovulum sulfidophilum]AB30
MPTEPRPEPADAAERRAAPPVVCYPPESLPAPPMALYDGLRVGMTRVAQLEIPALDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGHRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNAWLGG
APFYRCCHSNLIRALAAETGLAPDAAEPHVHDVLNVFMCTGFTRDRHRYFTKASPVRPGDHFDLFAEIDLLCALSACPRG
DCSGNSTDHARCHPLGVEIFAPAPGALVGWTPPEPAPYDRSHGL
>OLS50632.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB30
MSLHIGAQPGEIAETVLLPGDPLRAEWAAETFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVGLRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGKMVEIALEAAFS
>OLS50633.1 protein meaA [Rhodovulum sulfidophilum]AB30
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEAEQIARLNAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>OLS50634.1 autoinducer synthase [Rhodovulum sulfidophilum]AB30
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>OLS50635.1 ATPase [Rhodovulum sulfidophilum]AB30
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>OLS50636.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAAAVEAAFDAFMKWTGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRRFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>OLS50637.1 hypothetical protein BV392_00540 [Rhodovulum sulfidophilum]AB30
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVATTGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYSILSLAIAI
AAGWGASAAFRIMKS
>OLS50638.1 permease [Rhodovulum sulfidophilum]AB30
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVARKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>OLS50639.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPTGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPCQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>OLS50640.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSAMPKWADLLLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>OLS50641.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MAETALSGADAAVPALELRGICKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRKVLLRTDKSPARPGRIVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGEELDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDHALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>OLS50642.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTKMQKALAAATALALTAGHALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>OLS50643.1 ribosomal-protein-alanine acetyltransferase [Rhodovulum sulfidophilum]AB30
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAVALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAE
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRYIDALVMRKALSSQG
>OLS50644.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB30
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEVGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRGLAYVQPLRAGKLGAARMIDPEAPAPLADIDAEGIAHV
TGFAARRLGTAFGTGWREAVPAEIAPAIAREAAALLGGGEVQPRPAPLYVRPADAAPPADPPPAILP
>OLS50645.1 NifU family protein [Rhodovulum sulfidophilum]AB30
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>OLS50646.1 universal stress protein [Rhodovulum sulfidophilum]AB30
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPIPVTIVPGGLSKERLEAVC
>OLS50647.1 branched chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB30
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGANMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>OLS50648.1 glyoxalase [Rhodovulum sulfidophilum]AB30
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>OLS50649.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB30
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAADEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>OLS50650.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB30
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPVDQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGVLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>OLS50651.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB30
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGIVSYFGLGHLLGAFRLSEFRRAMRRQR
>OLS50652.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB30
MFAVFRACRKRLPRVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>OLS50653.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB30
MEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVE
MAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPSQSGARSRMLEEL
SNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVE
QNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEEAE
>OLS50654.1 hypothetical protein BV392_00630 [Rhodovulum sulfidophilum]AB30
MSGAVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKKSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>OLS50655.1 glutathione synthase [Rhodovulum sulfidophilum]AB30
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLTTLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFASMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERSDLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>OLS50656.1 hypothetical protein BV392_00640 [Rhodovulum sulfidophilum]AB30
MEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLACLGTLDGTTEAIAGAEGQAYWTRIAELCRRLAG
ALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDDLPLGLLADVALNLLVTVDRWFAINASDL
AEGEEARLAERAFSLLMTPLLPPDYSGKTDT
>OLS50657.1 hypothetical protein BV392_00645 [Rhodovulum sulfidophilum]AB30
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGTFLGLALLATGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>OLS50658.1 AAA family ATPase [Rhodovulum sulfidophilum]AB30
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIVPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISHQRPFRYLHHTASPAAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EIIVSRANAHGRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>OLS50659.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB30
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMAGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGALIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>OLS50660.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB30
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>OLS50661.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase [Rhodovulum sulfidophilum]AB30
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLMAPAMNLRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRMPDLDFAENPDILARIAGRAERRPRL
VVGFAAETHDVEANAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>OLS50662.1 deoxyuridine 5'-triphosphate nucleotidohydrolase [Rhodovulum sulfidophilum]AB30
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPEIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEELDETLRGAGGFGSTGRG
>OLS50663.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]AB30
MMGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVVAYRGVLGA
LKRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYV
DLSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLG
KPLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRML
IYDALYGESRMITLHPRSGCPDCGAA
>OLS50664.1 cation-efflux pump [Rhodovulum sulfidophilum]AB30
MPETSRLNLSAGLASVATAIVLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHAIGARLKHAILDEFPGADVIIHFDPVR
>OLS50665.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB30
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>OLS50666.1 hypothetical protein BV392_00700 [Rhodovulum sulfidophilum]AB30
MAMDNAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLAL
SLLKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWVM
LGIAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRVQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAEPV
RQMLPAGLLRLPEGLLALLGLALIVAAVLWLFGRSRGGPGGAGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPL
AFLSVLGVFAALAPRLGRGGRVGLVSFVGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAG
NLAARQPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLARAGWPVSARFDILSEGDFTLPYFHSDEDMPFRYVLA
RPVAQP
>OLS50667.1 hypothetical protein BV392_00705 [Rhodovulum sulfidophilum]AB30
MTEAPAPRAAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKPAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPVLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTGRLEHPTGRVLVIEEKRREGEVIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>OLS50668.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB30
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCDVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVITAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>OLS50669.1 hypothetical protein BV392_00715 [Rhodovulum sulfidophilum]AB30
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>OLS50670.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB30
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>OLS50671.1 methyltransferase [Rhodovulum sulfidophilum]AB30
MPKRLTLPDSASLATPDAGGRLSAPSALRNAEAICATLERVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDPQR
RASIDAWAAEAALPNLRPALALDACQPGWATSHAGQDLIFVSNILHLVPDAQAATLIAEAARALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRGKAAGLQLEAQISMPANNLTIIFRQPSVIAQRNH
>OLS50672.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB30
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSRIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPGFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>OLS50673.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MKLNAILAGAALALGLAGAAQAQDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKASLASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>OLS50674.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>OLS50675.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB30
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWTWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVMICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>OLS50676.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLSTP
ARAGGTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>OLS50677.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB30
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAEMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRVAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>OLS50678.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB30
MSVTRPLPHDAAHLHVTGAARYLDDIPTPANTLHLAFGLSQIAHGRILAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARQAEIRHEEWPAILTIDQALAANSRFEDGPQIWKRGDAATAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDSAAEAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFAGGRVFAGGDEMSFAEAARHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRSDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>OLS50679.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB30
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARGAPVPDWIG
EDANFFLAEIPSGGADPQDRRGADSPPAFRPATADSLAAWYQAHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLT
RIEITETEIRLGAGVTIARLREMMRAHHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVRAGRIETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTDIDELAP
>OLS50680.1 glyoxalase [Rhodovulum sulfidophilum]AB30
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPDMRRFYVDDPFGNRIEFLEQV
>OLS50681.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB30
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVTPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERVHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEASLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>OLS50682.1 hypothetical protein BV392_00780 [Rhodovulum sulfidophilum]AB30
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVAATLARAAERDRTEAAEVTP
>OLS50683.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGSDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVTEVRRLLAQGEG
>OLS50684.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB30
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVSCRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>OLS50685.1 ATP phosphoribosyltransferase catalytic subunit HisG [Rhodovulum sulfidophilum]AB30
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>OLS50686.1 lysophospholipase [Rhodovulum sulfidophilum]AB30
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQGVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAASAQEDDLPPQLMAALAEIGVR
>OLS50687.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]AB30
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEEGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALEQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSESSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>OLS50688.1 hypothetical protein BV392_00810 [Rhodovulum sulfidophilum]AB30
MSVLRNLLSVRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALVQLNDPLDMFRPEAVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAE
DVPYLRPVSLAAEPVDLLPPPNLAVTFLEYGMVVLILVFGPGFWIAAITDDLSERGLAASLIWFVMVALFLASRRSVART
LLLARAMALYTPAAGRPAAGSLDTRIRS
>OLS50689.1 hypothetical protein BV392_00815 [Rhodovulum sulfidophilum]AB30
MYEMLEVMEVPLGQDGELSMPIMFISPYQRSKVQAQIEAAGAEFEIKFSALKDKKKAEAQDRERKRLSLFERIEK
>OLS50690.1 hypothetical protein BV392_00820 [Rhodovulum sulfidophilum]AB30
MSLSICIAIGAAHYEDISIASLPGATVDAKNFYGAATSKEFGTCDETLSKLLLDPTKEDVRVAVADAVSNPTVTSLTLFF
AGHGAETKSGYFLTCRDADASRLALSGLSLTDVFQLLNERSGLHTNIVLDACQAGGVALDLSAVTKSFEVGVAGGSSVSI
LAMSSRYEAAQEALDGSGGFGTQALLKVMKGEVDTGKNVAGLTLADIAQAIDVSESAQTPSFWSFNLQGISTFCKNAFAL
RFRFSEVYETPEIFSEVQVELTQSHREQLWQCYLDLPKSLDARRVYEVLSAVLSDERCRDAAPAMLSGLSVSFLCRSQAS
DDAFAPVIIASLFSMLASEKLQNAQLSAYFLKVLSEELERALSELADDLESDDLFLVRGGGSYSEFITLPQRISSVAAWS
LAAARIPALAGVDHTKSFETSRRILAALSRDYTESFSLVTERQTATISVVCALGKDVDERWVEKFIGCLYNSYFECSGKI
ARVDLPPNKMFPFLKHRASPEKADFQEFCGKPSEALFSLFVAFWHLELLDIVRYDLADLDGVVMGTFIPGSYSAFSEKFV
REGVNIHLKVGFEVFTISDLSNFFDFKLMPRIVSASEGLSDLEKAVATCAALVFPDRVPWHLLSG
>OLS50691.1 hypothetical protein BV392_00830 [Rhodovulum sulfidophilum]AB30
MLGASRPLVALLIEIGQLHRVQDHRALASKIGKAVDGRGVKPILRFLETRFQAVDEAPEGFVHLSKSAEKSRAGVKFILE
LMFLGHLKRVYRVTGAHGFAAVVVDPEEIKALLESPPSGLSQDSYFLMG
>OLS50692.1 hypothetical protein BV392_00835, partial [Rhodovulum sulfidophilum]AB30
MDLYRKVRLACAEGMSQREAARHFNISCDSVRKMMAFSVPPGYRRTAPVKRPKLDAFTGLIDGWLEGDREVHRKQRHTAK
QVFVACCRF
>OLS50693.1 hypothetical protein BV392_00840 [Rhodovulum sulfidophilum]AB30
MSFLRPQKSLPRHPVVTGMIVFLTVLAVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILTLQNNLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPG
LVWQIAATPREGWTHSLGHLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIIVVDDSGDIVELNA
AAEIMFGRPTAQAKSMPVAEMFEVETVLANTSVQTVVPGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGFEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRSVDDPDGTVVFTGVIFDVTSVKAAQHALIAKERELAVVLESALDGIISIDMRGVIL
SANAAAAQIFQYRTEELVGQNVSMLMPDAIASRTERYLDSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMDGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQAEDGNGPPIILLTADALSRKSFEKKNV
FAAVLTKPIDWGQLFSALNEFARRDGEASADAQQHDKPSNFIGASKNNSDPGEEASSTEPPTLSLEWLDVLRQTIPPDRV
NSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESRDVAHQSPLLERFDIEIS
SARRALKTFIETQSKPFS
>OLS50694.1 hypothetical protein BV392_00845 [Rhodovulum sulfidophilum]AB30
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLEGGLFLCLSYAG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>OLS50695.1 hypothetical protein BV392_00850 [Rhodovulum sulfidophilum]AB30
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVDFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAAGRSDAIALLESA
>OLS50696.1 hypothetical protein BV392_00855 [Rhodovulum sulfidophilum]AB30
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>OLS50697.1 hypothetical protein BV392_00860, partial [Rhodovulum sulfidophilum]AB30
AVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIQPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLA
GLTLIPPPGFTGDFELEIAAIASDPDGGVATTNNLLPVTVLAEEPSLPPSSQVIELNGLITPEDTAVALELGQAFLEATG
FSNLTFASISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPSDADDDMRIAVSFELSDGAQVNAAFDLQVDAVADMP
TITITGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEDARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGF
TTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLFDLAGFASIAVEGVPEGGALSGGYL
DENGDWIIAVGLLQDLTYTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALSLTINGAL
VDTDGSETLSFAVLGLPQGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQLTFDVRANSLEDEGNAASTTETITI
NILPVTDDASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLSAGTALGAGAHAVQPEDLAGLTITP
PANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAPVLNVTDALGVAGEPVDLSISAATVVADGTEVLSIVLSGL
PEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPEPAPIATEVVVDI
APGFTVDSTASLSRIVVTLADDPLFAEDMLALSDDTASDPVISDALSGGALSLRFENDGRQAILEGDAPTELFEQLVRGL
QLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLALNPNDPAASTDPGDLLAADTSFDTETDSTSLDWDAGSDALDPPTTDD
PAPYQEMST
>OLS50698.1 transposase [Rhodovulum sulfidophilum]AB30
MRDHDISQRRACQLVGVDPQTVRRTRPPDCPEIREEMKEIAGKRRRFGILLERKGMLMNHKKLYRLYREEGLSVKRRRGR
KRARGSRTPMPGAAHPNARWSLDFLADSFGASRKFRILAVIDDCCRESLCLTADTSISGARVARELDALVRIYGKPACIV
SDNGTEFTSRAILKCADKNEVPWHYIDPGKPQQNAFIESFNGSLRDELLNEEIFDSLDDARRKLALWRYDYNAVRPHSSL
GSKTPLEAHRTLEQFEGSAPGALAQNDRSDYQSQTRRLSL
>OLS50699.1 hypothetical protein BV392_00880 [Rhodovulum sulfidophilum]AB30
MAIDRERHARIRYELSLRGLTFAEIARRAEVSVSSVSAVSLGKSRSARIELILAQALATRPEALFPDRYPANSGEGT
>OLS50700.1 hypothetical protein BV392_00885 [Rhodovulum sulfidophilum]AB30
MSLIHRGEVDEPTLLSARAPDPVGGPSAETMEVWRAEETTTMSVSDFGPMPSLSSSAPVSGASFGTIALPSGVSNVVGGL
DVRDAISFDVAELAVQSILAVDTIPPDTSADGAVFPNQDVSADDSPAPTPVTDAPRLEVAPATGAEDSAIALELAADLIR
PAPGETLTLTVSGLPEGAALSAGTATADGSWSLVHLTFFPRYFGKGGRRHGWNTESDETQGS
>OLS50701.1 hypothetical protein BV392_00890 [Rhodovulum sulfidophilum]AB30
MLDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLELQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKMFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>OLS50702.1 hypothetical protein BV392_00895 [Rhodovulum sulfidophilum]AB30
MWDAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAAARLGFAGHVRRGRAFSDKDLARTALGPGGTT
QGLLFLPLLGEPRFLRMRAADARPSVRLGAGSLIRFERVETPASEIGKSWLGQRLRAQLPLVLRALLLTFFANLAAVANP
LFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASLRLGYIVGNAVFGRILTLPSRTTERAGLSSQI
ARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFMILFAALAAIGERHMRGRGAEVAKASAQRQLV
TLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIGQSLGTGAALATLFAGIFLVLADAMTTGGLIA
SMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDGERPPIQGEIAFNRVTFRYGRETEPILGGVSF
TAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPTHLRRAISYVPQLPSFHYGTLRDNLLMAEPEA
EEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARMYLRKAPVVLLDEPATGIDFMGEFAFIGGLEL
LRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGLI
>OLS50703.1 hypothetical protein BV392_00900 [Rhodovulum sulfidophilum]AB30
MRHALKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAI
DYEVRASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIVPALGA
IALAVAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLS
QLVVQLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILD
ASQAPPRLSLRGVVFDDNDGKRVLDGADLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSL
RRTIALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMA
LDPQVLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>OLS50704.1 ATPase [Rhodovulum sulfidophilum]AB30
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGYALPWADRAAYAERMLQRDLRSYEDAPAHSGPV
IFDRGIPDILGYLTLCSLPVPRHVATAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>OLS50705.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB30
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>OLS50706.1 zinc metalloprotease [Rhodovulum sulfidophilum]AB30
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSRRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>OLS50707.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>OLS50708.1 hypothetical protein BV392_00940 [Rhodovulum sulfidophilum]AB30
MTMQMALFASATGLVLAVSGAALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTVSRFNSAPNTAGGALDTTATTDL
GDSDVTVTRDASGSALFNGEPTVVNGLPNLSVSFGIAYGGR
>OLS50709.1 hypothetical protein BV392_00945 [Rhodovulum sulfidophilum]AB30
MFGADAAFTLPKGDMYFGATLSDPRGGVSGKGSDGDMSMGIGFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLM
RPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQFEGADLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVT
ETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHMDRKQQMLTLTYSLNDVFGGF
>OLS50710.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB30
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKNDVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEAASLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGIEMTKRGQIATDAHYKTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>OLS50711.1 hypothetical protein BV392_00955 [Rhodovulum sulfidophilum]AB30
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>OLS50712.1 hypothetical protein BV392_00960 [Rhodovulum sulfidophilum]AB30
MTPELAALAATAFIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>OLS50713.1 dihydrolipoamide succinyltransferase [Rhodovulum sulfidophilum]AB30
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTSAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGERAAASATDDKHAAEASKGSSGKDVEDAPSARKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>OLS50714.1 2-oxoglutarate dehydrogenase subunit E1 [Rhodovulum sulfidophilum]AB30
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSEASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>OLS50715.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB30
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGIVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPPPHEVTP
>OLS50716.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB30
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>OLS50717.1 succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB30
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>OLS50718.1 peptidase M3 [Rhodovulum sulfidophilum]AB30
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLTAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFQEAGDAFDPATARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>OLS50719.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB30
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALTESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>OLS50720.1 hypothetical protein BV392_01000 [Rhodovulum sulfidophilum]AB30
MAGGWARDGAVNDQIDASIEDELNRMKAERAPQGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>OLS50721.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTLAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>OLS50722.1 nitroreductase [Rhodovulum sulfidophilum]AB30
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLAAQMPFGGHAGEIGDKTFMEDAARFRTHGK
>OLS50723.1 sulfate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLRVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>OLS50724.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB30
MAEIAFPRREPVTTEPRLARWSLIAAVLALVGILLFAPLVTVFAEALAGRGAAALAALGSYDARAAIGLTLTVAALSVPL
NAAIGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFP
FVARELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMI
EMLYNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>OLS50725.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB30
MCAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LALAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>OLS50726.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFTEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>OLS50727.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MVERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAV
ARPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQ
LLVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSG
VSHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIG
ALPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLHLRPGTLVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGT
GVGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>OLS50728.1 hypothetical protein BV392_01060 [Rhodovulum sulfidophilum]AB30
MLDAITDGKLTPVQAKAWLTSVVRSELDRIERQRMISRMDPVGSSEEGQRLDWATARAWSHLASKGLHPGLSDHDRRTVL
KEGSSEADIAPLEAMLRVLSRDVLSEAGVNKMLRTARESIQTATGETLNPAAETILSPRQLLLAGKAAAWSASEGREDPS
LEQARALAQEILDSAPTEITETRAPLPAPQEATLIEAPAPIQVSAQKPEFSFDPDIVAVVERINAERDRDHIKEDTRKQL
SSQARLFIKATGVTDVRNINQGHLKFYKSVLQRLPTSYGKSPKDADRTIDELLARAEDLPEKKVGLSPRTINGHLDRFKF
IFQFAKSESITISDTIELGLLRVREEKRNRDKHEAFTLPELQQVFRHPIWTGCRSTSRRHERGNIVKADGLYWGPILAGY
SGARREEVLGLEPRDVVSVDGIPCYHIRDNMHRGVKTFSSERLVPIHGHLIELGFLRHVEEMRQRGASALFPELIATNDS
QSFGDKIYYNWAKALVLQLGSGLITSK
>OLS50729.1 hypothetical protein BV392_01075 [Rhodovulum sulfidophilum]AB30
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>OLS50730.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MHANRSSSSFRIEPGLRPEHRERAAQGYWRAFSRKLRYPLGPETKAVVFIERVLDPTHAISAVSEDGAFLGVAGYKSPDG
AFIGGGFKDLAAVYGRTSAAIRGLLIGLLERNCADDTLLMDGIFVEPQARGRGVGKALLNAMEELAVRSALGRVRLDMID
TTPRARALYEREGFTEASTMSLGPLSVILGFSHATEMTKSVGG
>OLS50731.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFIVEINDKEPKSS
>OLS50732.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>OLS50733.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMAVAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>OLS50734.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>OLS50735.1 cytosine deaminase [Rhodovulum sulfidophilum]AB30
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGKV
VSETPRADARLDLPGRPTGVRRRHHVN
>OLS50736.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIA
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>OLS50737.1 HupU protein [Rhodovulum sulfidophilum]AB30
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDVLARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>OLS50738.1 HupV protein [Rhodovulum sulfidophilum]AB30
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARTVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIGASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALAGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMHPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>OLS50739.1 uptake hydrogenase small subunit [Rhodovulum sulfidophilum]AB30
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>OLS50740.1 hydrogenase 2 large subunit [Rhodovulum sulfidophilum]AB30
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>OLS50741.1 urease accessory protein UreJ [Rhodovulum sulfidophilum]AB30
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQSRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>OLS50742.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB30
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFVGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>OLS50743.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB30
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADGTGRAS
>OLS50744.1 hydrogenase [Rhodovulum sulfidophilum]AB30
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IEAREPTLPPHLQAALAAGAAQG
>OLS50745.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB30
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLMRVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARTACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>OLS50746.1 rubredoxin [Rhodovulum sulfidophilum]AB30
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>OLS50747.1 hypothetical protein BV392_01180 [Rhodovulum sulfidophilum]AB30
MTTALHIALGSAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPAQERMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAMAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>OLS50748.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB30
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>OLS50749.1 hydrogenase accessory protein HypB [Rhodovulum sulfidophilum]AB30
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>OLS50750.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFLLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>OLS50751.1 hydrogenase formation protein HypC [Rhodovulum sulfidophilum]AB30
MCLGIPGRIVAVTDEYRMMALAEVSGVRREVNVACILEGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>OLS50752.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB30
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>OLS50753.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB30
MNVPTRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILTARGDLALATDIRSDCQALGHLMEAVIAAAPGARAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAETEAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>OLS50754.1 hypothetical protein BV392_01215 [Rhodovulum sulfidophilum]AB30
MDPVVEMILRYGRAVEQGTARRNLRALAALIVDLKRRDALHAEEFHRWAGVLSDLTRDELFAVALGYRISLEEPQDDPNE
KFWPRFEAEMKAQGIVAGEIAAVSSALARFGLLLPKSAWGGIVYVPSPRLRELGFLAQMEPMGVS
>OLS50755.1 hypothetical protein BV392_01220 [Rhodovulum sulfidophilum]AB30
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFDVFRSGSQVGAVRPCLPKARARRV
>OLS50756.1 hypothetical protein BV392_01225 [Rhodovulum sulfidophilum]AB30
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>OLS50757.1 hypothetical protein BV392_01230 [Rhodovulum sulfidophilum]AB30
MTQVSTNIRAARDVGRAGLAKRIFLGFSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>OLS50758.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>OLS50759.1 zinc-binding dehydrogenase [Rhodovulum sulfidophilum]AB30
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTTEGRYQERPTLPATLGMELAGTVEALGEGVDPGLAG
TRVAVFSGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLVPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATGKVVIAME
>OLS50760.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>OLS50761.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB30
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
KSGLTWVLDPIDGTRGFMCGTPTWGVLIALADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>OLS50762.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB30
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGRVAEIGCGLTPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPTILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGHIVTHDLGAAVTAQTRIARRLAGL
>OLS50763.1 magnesium transporter [Rhodovulum sulfidophilum]AB30
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDGSLSDRVIETCRQRVPWLLVNLGTAIVASLVIAQFEA
AIAQVVALAVLMPVVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGAINGLLFALLMGIVGVLWFGSGTLA
LVIAAAMIINLGVAALAGILVPVMLDRCGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>OLS50764.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB30
MIAEAKAALRAEAQARRAEAHDPERGAAALSRLGTVLAPHRGRPAAGYLPIRTELDPRPAMADLAASGLVGVPVIEGRGQ
PLGFRLWAPDCALEAGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGPVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>OLS50765.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB30
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>OLS50766.1 histidinol-phosphate aminotransferase [Rhodovulum sulfidophilum]AB30
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALEAARG
>OLS50767.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVDTRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>OLS50768.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB30
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>OLS50769.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB30
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKVNAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGVEICGERVHISEVRLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKAT
>OLS50770.1 Phasin [Rhodovulum sulfidophilum]AB30
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>OLS50771.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB30
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>OLS50772.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB30
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
VAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGNTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>OLS50773.1 hypothetical protein BV392_01315 [Rhodovulum sulfidophilum]AB30
MTTIPTDKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIILLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAQKAAAQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>OLS50774.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREEGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>OLS50775.1 ribose 5-phosphate isomerase A [Rhodovulum sulfidophilum]AB30
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPASDNLFADL
>OLS50776.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB30
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGITLGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSIGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>OLS50777.1 HflK protein [Rhodovulum sulfidophilum]AB30
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGGPKFTRTGVALAVLAA
GVAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVD
FQVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDK
ADPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPE
VTRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>OLS50778.1 protease modulator HflC [Rhodovulum sulfidophilum]AB30
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>OLS50779.1 hypothetical protein BV392_01345 [Rhodovulum sulfidophilum]AB30
MEKFVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>OLS50780.1 serine protease [Rhodovulum sulfidophilum]AB30
MTSQAISLSVRSASWSSSERLRPLWALMLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLV
PEGSPFEDFFRDFMNPDGNPNMPPRRSQALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIAL
LKVKSDKPLPFVPFGKSEAMRVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGE
VVGVNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAE
AGMQSGDVILSFDGIEVEDTHGLVRQVGNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAE
ILGMTLVPLTDELRDQLGVGNLADGLAVSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLL
VRRQGEPRFVALSVGE
>OLS50781.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]AB30
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>OLS50782.1 DUF4169 domain-containing protein [Rhodovulum sulfidophilum]AB30
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>OLS50783.1 fumarate hydratase, class II [Rhodovulum sulfidophilum]AB30
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IEGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>OLS50784.1 hypothetical protein BV392_01370 [Rhodovulum sulfidophilum]AB30
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEGDASDLPETEPHDNDTGNGDAQIVSLDKFRK
>OLS50785.1 hypothetical protein BV392_01385 [Rhodovulum sulfidophilum]AB30
MLQSSRRKLALTVEPVDRETLPSLFSRMAILNGTDAANFALDLGTTFRRILEQDEEAVAIFAERAGLSAMQLAELLSWTG
ERIGDVRMRFRKEVFVSRALRNPIIRGCPHCMREHAADQPHPLRYIALRGDWLCRGVDICHRHHHPLVPLWSSSRPIERD
DIGARLAEILPDLRAGSFDCARIDPTDYDLWLDKRLSQGIAADDTWLASQSVFPAITLCEFIGAALLRKQGKAPDDRRAK
ATGFAYVSQGPDGVRAALDILMRSEDGGHIVTQGELGPLLRHLRGSYLDDDAFAGFRSILRDYFLEIWPLAPGDDLLGQT
VTERRLHSLTSASKETGIGPAVLDDFLTEAGAFAPCDARADARKTFDAKAWQHVLDEIPTLVGPIALRKEIGATLAELNG
LKADGVLVPRTNVATIKSPWRIADGEALLEELEGYAQPVAPEEPGWETIQRVHKRLDLPVGEIIAGIRSGSLRLGQRPDV
FGYHGLVVEITEVAAFKAKVAPKRKLSTNHGEMTAAAFARSAGIRGKGQFLALIEGGHTPATLVLNPTTKRREWRMSRDD
IAAFEGNYMTPSMLSAETGAHLNTIRAVLQSERVRPFRPNGLDVGPIYLRNAVEPVVALLKSQDGK
>OLS50786.1 very short patch repair endonuclease [Rhodovulum sulfidophilum]AB30
MTDVVDKKTRSRMMAGIRATNTKPEMLVRRALHARGFRFRIHDKRLPGRPDIVLPKWKVAIQVHGCFWHRHSGCSKATNP
SSNASFWAEKFRANFERDAAAVERLLEEGWRILVVWECCLDKAGLAKAIDMIEDFIKLGPNHPVHFAEVGKPDVAVVEA
>OLS50787.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]AB30
MTRKFAIIDLFAGPGGLGEGFSRAGRASDAGMKIHLSVEMDDHAIQTLRLRAFLRSFDEFPQEYYNALNKGAPFPDWSEL
YPSNWKLAEQEVRQRVLGGDGVFEELAVELDHAREAHGGNTILIGGPPCQAYSLAGRSRNKGKADYVPEQDERHYLYREY
VRILDRLNPAAFVMENVKGMLSSKVDGGGIFSRVLDDLEASGDGYRLLPLAQPTPEDGSRAEARSFLIRAEDHGVPQARH
RVIILGIRKDIAAGLDLNGPILGEPQPPVTVGEAITGMWQLRSGLSRQDSVDSWHHAVREQALAIANASGIPDDVQAIAR
AIASANDLPHHRSSGWKGEKSIMPDRLQAWFSDDRLRTTLQHETRGHIPEDLGRYMYSAAYTHVFKKAPKLIEFPEFLQP
KHKNRSSGDFADRFRTQAAGRPSTTVTSHISKDGHYFIHPDPKQCRALTVREAARLQTFPDNYWFCGPRTKQYHQVGNAV
PPYLAYQIATAAMRLLS
>OLS50788.1 hypothetical protein BV392_01400 [Rhodovulum sulfidophilum]AB30
MSELEEFHQSLIADIQGNADAMGAYVQEAFFEKVGEILNEAGEIEEADYCHFAGKRGRVTLQVSGYSGDPRDTNGELALI
LTDFQITPEVRKTDGKHLQTQFSKLVEFLRHSRTEQFLDDLEETSNAAQLVELIQTRWPLIEKIKLIYVTNSDNRAKADA
KPAGEIGGKPVTYSSWDLKRLQAYLEQGRAREDLTIDFAGEFGGAVPVLRASGADTALESYLAVIPGAQLAQVYDRWGAR
LLEANVRSFLQARGKVNRGIRDTIKDDPQMFFAYNNGLSATAENVICEKTEDGLVITRAENLQIVNGGQTTASIHAARKL
AGEGLKDIYVQMKLNVVPPTLAPTVVPQISEFANSQNKVNAADFFANHPFHIRIEELSRKILAPAGADGYRETKWFYERA
RGQFADERAKKTSAQRNKWDAEFPKSQFFTKTDLAKFENSWSGRPEEVSKGAQKNFAEFAKVIQKVWGKSGARVDEVWYR
HLIAKAIIFRRLEKLVSAQEWYEGGYRANIVTYAIAKVAHDAEAAEKQVDLQRVWRMQTVPPALEEALLVAAAEAQSLIT
SPPEGIRNMSEWAKKQACWECFRKTKLDYPEDFKGMLIAPEEARSEDDAIKDDVELTKSVEDQARVFELGPKFWDEARNW
GRSHKLLTPMEYQVLGICAKIPDRIPTENQTAVAIKALAKLESNGFGITEETTAAE
>OLS50789.1 endonuclease [Rhodovulum sulfidophilum]AB30
MTAELKHLDDVVSQSLAHQRKSGTELRTFITTMNGALNVNAGPDALEQLARDIEERFGITMGLGAMVDDESFRPWLDEAK
ASIDPFYWDRYKRLLHKNGLPQDVITTTDELTDRILGRLGNPGLDEKWDRRGMVVGHVQSGKTANYTGLICKAADAGYRL
IVVIAGIHNNLRNQTQERIDEGFIGRDTGRLATQGKKGNRAIGVGLFDDRHVPVGLTNTLADFRKDTASTNTSQIDSYKV
PVVLVIKKNHNTLHNLLDWLRENSARGDDQMIDQPMLLIDDEADNASINTKYSKDEITKINGQIRDLLNMFHRSCYVGYT
ATPFANIFVDPDQYDEALKEDLFPKHFIVGLDAPSNYFGARKIFIDGIPDDGDPVWLRYITDNEDVLPMKHRIDQTVDEL
PESLKEAVRAFLIARTIRNLRGQASKHCSMLVNASRFTKVQGVLRNRLHQYVGGIQDSLRVNGARGEAALRDAMIADLHA
TWEREYFDAEPDWSKVLAAMLEAVAAAKVVEVNSRANGLDYTGESNVGQTVIAVGGFSLSRGLTLEGLTVTWFLRNTMMY
DTLMQMGRWFGYRGGYEDLCRIWMPSDAIDWYAHIAEASEELHLELKKMEKAKATPSDFGLAVRSHPASLLVTARNKMGS
GQKHILIGLSNAWVETAKITAKPKELAANHEAAVRLLEGMAARGLGPAAADKVNGGHLLKDVPVELIDQFLLAWRNHEQA
FLTQPGPVRGYIRDRQDDELKEWDVLVTDVKSEADNFDIGGWTVGPQMRHIGYADLGDHLLSMSGKRARIASRGVERIGV
DEEKAKQAEAAYLAAEKLDGTDEEKRPSFPDRIYRQVRDKPLFVLHVVQVRQPEEKDIDQLRDKSVLDRLPERPVIGWSI
SLPPSAKPNDRVEYIINMVKFREIYGSEEDDDGAYEDD
>OLS50790.1 ATP-binding protein [Rhodovulum sulfidophilum]AB30
MVVRTTKRQADATPYAASLIEGMRDFGYTLETAMADVIDNSVTAKATKVEILAETATDEPWIAIVDNGTGMTEPELIEAM
RPGTKNPLQEREGYDLGRFGLGLKSASFSQCRQLTVISRKDGQTSAATWDLDKVAESNDWRVDLEDDLTDIPAADRLPNA
GTIVLWRKLDRLSTNFRNDVAKRSAEINKAISGAERHLRLCFHRYMEGSKPALRIMLNDRKLLPIDPFATDHPATQTDPE
DILPLLNGEVVTQCFTLPHHKKMPKTAWEDLGGPEGHLRSQGFYIYRERRLIIAGSWLGLARQTELTKLARVRVDIPNTM
DSDWKIDVRKASAQMPPVVRERLRRIVERLQGTSKRTYQRRGRKLVSDEYLPLWNRVQRDGGIVYRPNVEHPSITGFAAA
LPEEFRHGFRTCISLLGSGLPIAALHADMLGGAEDVTQDAADFADFADSAEIAIRALLHSNMTGKDVVRALCSTEPFIHH
KDAIRRLVEEIQGEPS
>OLS50791.1 hypothetical protein BV392_01420, partial [Rhodovulum sulfidophilum]AB30
MNFDMVTRYYINSVPYFFQEADDQHAFFRRDDGSAAVERFSWVTLQDIMKRPDWNYEKLPKSVDEAKSRPQPYTCLSALT
PTNQTLVCNRWFFVCGLAKRYSEGGLILRPYNVEQQYPQIKAYAAEEWKTFHEIYSAKYFSSNANGFGFDASPASILRWY
RAVKKADGRMDALIDKRGKASKLDIDQESYLFIQQHLREYLLNQRHTGREVAEKTINALRRENERREAAMLPLLQTRGKT
ALWEWLKRFDRLEVDAGREGRAIAKRRYLGVGKTNRATRPGQGFLVDEWEMDARTIILNGPIREGLDQKTIDRLPRGRRW
LYVVLDVATRYIVGLLIASTQSSALAIRALEMSTRDKSDLAAAAGAKSAWRGFPFEGIESDTGSAFRAGATTRAVNETYA
SYSYPNVGEPQLRAVIERSFLTLAHRAMPYVPGRTFSNPKERGDYPTEETAVLTDDQLALLFIRYIVDVYHNTPHTGLLG
EWPAAGS
>OLS50792.1 hypothetical protein BV392_01425 [Rhodovulum sulfidophilum]AB30
MFPDLETRLPRIYGLDSQTEHHHLALTLTNPSVLQVREQVGPVRFRRVDGSIGIHYLDLVITHKTGRKVAVAVKPTSRLA
SGRFLTDLTRIRCAAVPEVADELRLVTEQCFSRTAAVNAATYLRFALCPDADADARLEETVAKLDGELTIADLIILSRTG
SRGFRAIYRAIFEQRLGLVSSGSINLHSIVRRP
>OLS50793.1 hypothetical protein BV392_01430 [Rhodovulum sulfidophilum]AB30
MKIHGAAEIIKCRLRIEAGFTIKELAAHLGRNPSTISLVIGGHRKSLPVITEIARLLGEDPEELASLLAQPEGEISMT
>OLS50794.1 hypothetical protein BV392_01435 [Rhodovulum sulfidophilum]AB30
MFARTIGIDYSGAETAEASLKGLRVYETFGDSEACEVLPPPGPKKYWTRRGLAEWLKQELDGVLPTIVGIDHAFSFPLRY
FERHGLEPDWPTFLDDFCLHWPTDQPHTYVDFVRHGNVGNGGARTGERRWRRLTEEATGSAKSVFHFDVQGSVAKSTHAG
IPWLKRIRAERPELHFWPFDGWTLAAGTSVIAETYPRLWSSTYPKDDRTPDQHDAYAIARWLQEADQRGEIINALAAPEP
EPIAATGLVEGWILGASWPPQKTKSAPLKKRTASGGKTTEPGFINRNLQEVVTRTDLPGNDHNQVTYILRCQSCDHRYGA
NGSDIFQRRCPVCGA
>OLS50795.1 hypothetical protein BV392_01445 [Rhodovulum sulfidophilum]AB30
MQMRTPSYHSDPHVTFLSKLLEEIREGTIQVPKFQRPLVWSWEDRLELLRSIRDGIPMGAVMVWRANEQKLECYENLGPF
KIRSKSSIPQYLLDGVQRLSTLLGALSPVTDIDVEADEFLSPDGEPPTENFEVHYDFSVDDFVKSEDLHLSRHSETLPLK
LLFDSVGMLRFQRGLKGTDAEVDEKLEKCDRLVSAFRDYKVPVIPIVTEDIEMATRTFQRLNSQGRAMSEAHMIHALSWG
QNFDLNAKIREVKSADLSELGWSGLDDDILLKACKIALGFGVYVKNADEIGAALKDDPEVVTRVGAACRRSIEFLKEHCG
ISRPDLLPYAFQLVLITNAVHSLPILSDLQVERLTSWFWTTTYCEYFAGMSGDRIEKARQDLERGLVDDVWQLSSFDPFE
VKRLNRKFDFRSVRAKAFAQRLAEAYSVTSSDLGGTKAGLKGHELLTRYGREALVQLLPRTDAKKIIYSSYANRFLVAPA
DAAKLRDELNSASISETTASKLLLSEEMLTAVKNGRHQEFVALREEKISSVEKDFYQPHLIEMGVYITP
>OLS50796.1 hypothetical protein BV392_01450 [Rhodovulum sulfidophilum]AB30
MSIRKLDLENYKAFARRAEFKIRPITLFYGYNSAGKSAALRFLKILADSTDGTSFAPINLGSDAIRGSNFQSILSKYNSS
QRLEFGLAFEHFEVNFTVFEVREESSQIIQRLEINAFENSKSIALDWNPYGLPLENALSSYAFFDDQEKIFDEKITFDGL
VPLEYSERLAPFLAPLARELRKFSRNFVSLAPDCTVPGRFHTETTPAKKISHRGDGVVSRLQSANDDVIADISDWYQKAT
GYLFARSEITIGNQSGHRFTLHPNADLNIDIDIIDTGEGMGQVLPVVSLLTLAQHNVLGSNPVISLEHPELHIHPDAHAH
LADLFCRVISENKNCSILVETHSENLLLGLQLAVARGEVSPNDIAIHWVRGTETGAVVEVIELDEGARPIKDNWPIDVYR
KNSKIARELFETRKKIER
>OLS50797.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB30
MANWYSADLHFGHHRIIEFCKRPFASTAEMNAALIANFQACVAHDDDLWILGDFAFGRADDTAQFESWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIQDGEHSLVLCHYPMITWNGARRGALQLFGHVHDQWAGSRNSVNVGVDQWSFRPVQIEE
IVNRAARMPVNKHWADVEHGKELD
>OLS50798.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB30
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLEQMPDLIATLMAFDRLAKAHPLSI
>OLS50799.1 HNH endonuclease [Rhodovulum sulfidophilum]AB30
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPES
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDQPPAELAEGAELF
ERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPGGPAPYLPA
>OLS50800.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB30
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPGGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>OLS50801.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB30
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>OLS50802.1 hypothetical protein BV392_01485 [Rhodovulum sulfidophilum]AB30
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAQDDDRIAPSVFDLEEGRVVLAFADEGR
LTDFTAAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGATSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMAAHLAR
LGLRIDLPAPEPMTEAPLIDPDAPPRLR
>OLS50803.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB30
MVRILFSAPPGLWAEYRAPLARALDEAGIEAEIVTGTGDPAAIDYVVFAPRGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEPLLFRVDRTRGY
>OLS50804.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB30
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>OLS50805.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB30
MKRSQREAEESNRRIGRRTLIMGGAQAIFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVKPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>OLS50806.1 hypothetical protein BV392_01505 [Rhodovulum sulfidophilum]AB30
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>OLS50807.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB30
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>OLS50808.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB30
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>OLS50809.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB30
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>OLS50810.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB30
MPNWPIALLLTAFAGAAAAQEAADAIAPESATSAAEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVAVGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAALGPEAAESWRLIGDASRLAFADRGRYMADADFVPVPTIGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAEGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLPIANRVEPGKRP
RSSMAPTIVMTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAAFG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGH
>OLS50811.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]AB30
MADGQDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGPCPENVLVLRSFGKFYGLAGLRLGFVLGSEALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>OLS50812.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]AB30
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRPGDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWAGAVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPLRAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>OLS50813.1 hypothetical protein BV392_01565 [Rhodovulum sulfidophilum]AB30
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRHPGRMPGLWQGARPVLSHAQFMT
LAARLGTRPGRLRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
DRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVETWRSTPDPAGRARLASESARRCHALRGGPDPAPLLELGRNLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGGGR
>OLS50814.1 hypothetical protein BV392_01570 [Rhodovulum sulfidophilum]AB30
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDSIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
IWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEATANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>OLS50815.1 sorbosone dehydrogenase [Rhodovulum sulfidophilum]AB30
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGIASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>OLS50816.1 amidase [Rhodovulum sulfidophilum]AB30
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPAIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRAAIDEGANMPARDYLAALDWPRVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>OLS50817.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>OLS50818.1 TRAP dicarboxylate transporter subunit DctQ [Rhodovulum sulfidophilum]AB30
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPASIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>OLS50819.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MTDMSNMNRRSFLKRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>OLS50820.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MTNQPAPPAPLTLGDCTQADLPGVQAIYAEAVRTGTASFELAPPDLSEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRQRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTTPFDGLPGDRPQGQHSGGAGPDDPPNRP
>OLS50821.1 2Fe-2S ferredoxin [Rhodovulum sulfidophilum]AB30
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLVVQLPEKQI
>OLS50822.1 hypothetical protein BV392_01610 [Rhodovulum sulfidophilum]AB30
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAGLMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEILGMALLLASILMLVLLI
>OLS50823.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB30
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>OLS50824.1 hypothetical protein BV392_01620 [Rhodovulum sulfidophilum]AB30
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVRGADYLVWGSR
GAMRIDLGTPRGVAVYLRGLALGQVAA
>OLS50825.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]AB30
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SHIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVSRVAPALVRLRRLRASELEKA
ARRVRPEILQRRVETGREALVRLDARLRAALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRPPRRSRKTEEPPEQGTLL
>OLS50826.1 hypothetical protein BV392_01630 [Rhodovulum sulfidophilum]AB30
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFE
ADGQICFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>OLS50827.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB30
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAVARADETATAPVLPSDPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEAEPEPEPETEARRDETGSEPEPSPAPAPEPEPEPAPTPAPEEPAPTPEPEPAPEPVPLPD
PVPEPQPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVPPSTPDEIPADIPTELRSDPAPASSDAFRVDLPGAGDETGEE
VSEETGQETGKETGQETGADTPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMA
EGRFGKRLSVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRA
AAVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHN
TLLVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAG
LDE
>OLS50828.1 hypothetical protein BV392_01640 [Rhodovulum sulfidophilum]AB30
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASTGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>OLS50829.1 multidrug transporter [Rhodovulum sulfidophilum]AB30
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>OLS50830.1 intracellular septation protein A [Rhodovulum sulfidophilum]AB30
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGRDG
>OLS50831.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB30
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQSLDDKPHMARWLDLVAARPGVQKGRALAAERKADLSTDRKAQAMLFRRG
>OLS50832.1 hypothetical protein BV392_01660 [Rhodovulum sulfidophilum]AB30
MPLIQVNAAGERPEPQGGEVRLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLIEAIRARAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQVARWSRLLGLPRVELPLPFAGNAPS
>OLS50833.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB30
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>OLS50834.1 GTP cyclohydrolase [Rhodovulum sulfidophilum]AB30
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVVASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>OLS50835.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB30
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>OLS50836.1 hypothetical protein BV392_01680 [Rhodovulum sulfidophilum]AB30
MMRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARY
KAAGLVPADTFIADGASYERRVWPAGARMQDPASETVTQPPPQPDPATAAPAAAAHVALPDETPLEARRSESRLDRQARM
EIQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPM
GLVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQL
TGGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPQGAVL
TTTNGLGSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVL
ADLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATG
ALPPAELSRRAADMTVPVSCWN
>OLS50837.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB30
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>OLS50838.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB30
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGADSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKTGMEDWREALTHVTFQSALGSQADQIGRMAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPTEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDRLTGFWAIDEKPTGSKDPFALRR
AALGVIRLIVSNGVRLQLEGFLDWRLSHFMDVTKVFPSYGAEEAAAALRKFQTDKPWVSRHLSELADEIEGQNKEHDRLR
ADYLHDFGGKSSDLLSFFHDRLKVHLRDQGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTEEGENLVQGFKRANNI
LSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIR
RNRLNLLHRIRATCGSVADLTRIDG
>OLS50839.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB30
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKARIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>OLS50840.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB30
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPAAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>OLS50841.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB30
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGEHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISSDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>OLS50842.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB30
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALCQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVSVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDQTGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLRTASVQEAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>OLS50843.1 hypothetical protein BV392_01720 [Rhodovulum sulfidophilum]AB30
MRISLIDGLRGYFLVMMTVTHISFEIDAIAGKLSHHRFGWVEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRAR
TIYIYHALLMAVVTMGVMLLYPRPADLNPEWSDAPLLYSFFGFLLISAPRYLDILPMYAILVALTPIVLIQLRKERYALV
MVTSFAVWALAQTGLPTHLLQAIGEATGLDAKNIHLGLYFNRFAWQILYVGGLVAGMLMAQEKLSLDFLRRDDYRAIFLI
CLALTAAFAMTAIRLRYFNAVPRTGFFGELSYNRNHLSALRLLNFIADLYVVAWLLIVGRTDRNPILRGAAHAMHALASF
RPLVFIGQHSLQVFAFHVLLAYAAMFLSLSEAPRLLRELVVLASPVCLLLPAYLHARYRDRSQRLRLSGAKP
>OLS50844.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB30
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>OLS50845.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRMEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>OLS50846.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>OLS50847.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]AB30
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>OLS50848.1 hypothetical protein BV392_01745 [Rhodovulum sulfidophilum]AB30
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>OLS50849.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB30
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTADLTAFLGRL
>OLS50850.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>OLS50851.1 hypothetical protein BV392_01760 [Rhodovulum sulfidophilum]AB30
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVLPDEIDATLC
RLHDTGRADFDSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSALGLATLAAPLAILMLLTLWTMLWMTLGSGLKLAAAVAQL
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLTASLGPAVLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHLYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAPPQTTENRTA
GKPTPRSPAGKCAAEARNAGPDAQPSASIASAS
>OLS50852.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB30
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFGATGVVVGEPVSIRIEDV
>OLS50853.1 hypothetical protein BV392_01770 [Rhodovulum sulfidophilum]AB30
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>OLS50854.1 hypothetical protein BV392_01780 [Rhodovulum sulfidophilum]AB30
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>OLS50855.1 hypothetical protein BV392_01785 [Rhodovulum sulfidophilum]AB30
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ARS
>OLS50856.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB30
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>OLS50857.1 hypothetical protein BV392_01800 [Rhodovulum sulfidophilum]AB30
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRQGG
>OLS50858.1 hypothetical protein BV392_01805 [Rhodovulum sulfidophilum]AB30
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGKPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWARIHAQQVCRPLFNLPD
>OLS50859.1 protease [Rhodovulum sulfidophilum]AB30
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>OLS50860.1 U32 family peptidase [Rhodovulum sulfidophilum]AB30
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>OLS50861.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB30
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>OLS50862.1 secretion protein HlyD [Rhodovulum sulfidophilum]AB30
MSPVARDALPFQPPLAQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVSALADAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPVRIKVDAFPWRRHGLIAGRLSDVAPSSSLPTGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>OLS50863.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPTDAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>OLS50864.1 hypothetical protein BV392_01850 [Rhodovulum sulfidophilum]AB30
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTASIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGGSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSAQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQVAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTTQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAKLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSSAMLGELSSTQMAALT
TAQVGALSTLAMKGLGATQTAGLTTAQLAKLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLDTSAMRGLGVDQVVGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAAMTTAQVGALSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGVLSTRAINGLGATQTAGLTTAQMAALSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDAQTEAFTSTQLAAMSTAQLNALFL
>OLS50865.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB30
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLAREGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEVGA
GDALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>OLS50866.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>OLS50867.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB30
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>OLS50868.1 hypothetical protein BV392_01875 [Rhodovulum sulfidophilum]AB30
MSAEPVPADLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGEDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAASRFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDALAMAGLMEGHPDLRWAPLHVAPAGAAFGAPQ
>OLS50869.1 hypothetical protein BV392_01880 [Rhodovulum sulfidophilum]AB30
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHVDALAVVRRIQGRGSGADLAASLMGGMTAYCLGPG
MLSGTPPGDARARIEPLPMPPALGLCYAGYKTPTAEVLARIARAMEGREVEFAALYDRMGECASAAIAAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>OLS50870.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB30
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPAQAEADCAAIEAA
IEARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>OLS50871.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSTGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>OLS50872.1 hypothetical protein BV392_01895 [Rhodovulum sulfidophilum]AB30
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>OLS50873.1 hypothetical protein BV392_01900 [Rhodovulum sulfidophilum]AB30
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>OLS50874.1 hypothetical protein BV392_01905 [Rhodovulum sulfidophilum]AB30
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPEDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRSCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEAPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAEAEAGADGATEQAPPD
ADATEEAATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>OLS50875.1 4-hydroxybenzoate polyprenyltransferase [Rhodovulum sulfidophilum]AB30
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAV
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>OLS50876.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB30
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEAKKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEDRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPYAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>OLS50877.1 hypothetical protein BV392_01920 [Rhodovulum sulfidophilum]AB30
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>OLS50878.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB30
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>OLS50879.1 hypothetical protein BV392_01930 [Rhodovulum sulfidophilum]AB30
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSESAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRAAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVKRVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVA
YWR
>OLS50880.1 hypothetical protein BV392_01935 [Rhodovulum sulfidophilum]AB30
MNIERLLQEALGSGQARGQKPGQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGA
>OLS50881.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB30
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>OLS50882.1 hypothetical protein BV392_01945 [Rhodovulum sulfidophilum]AB30
MATRAVSLRHLIRSTPVRQALVLVAVVALANLLSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGAHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPRTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEDERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPAR
>OLS50883.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MKLLVVEDDPTTAQFIARGLAEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>OLS50884.1 trypsin [Rhodovulum sulfidophilum]AB30
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>OLS50885.1 propionyl-CoA--succinate CoA transferase [Rhodovulum sulfidophilum]AB30
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>OLS50886.1 ACR family transporter [Rhodovulum sulfidophilum]AB30
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLNRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRICPPAPEARPEP
>OLS50887.1 hypothetical protein BV392_01970 [Rhodovulum sulfidophilum]AB30
MSRLLALALALLPMTASADSHACSEGSAEIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLERAQAARDAAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGSAGAPSVWRVAPEDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGAACLGEGQTVGPMVAP
>OLS50888.1 hypothetical protein BV392_01975 [Rhodovulum sulfidophilum]AB30
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPITIDGYSD
SGIRIAEGLSEGAAVVGAGSQYLFPGRAVRPLETAK
>OLS50889.1 tetracycline resistance MFS efflux pump [Rhodovulum sulfidophilum]AB30
MPQPSPRLSIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLILGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSSGTVGISLAMFGIGVAIVQGGLIRIVLRVMGERIAVWYGLGYNFMAFIAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RAATADTRIRRRA
>OLS50890.1 hypothetical protein BV392_01985 [Rhodovulum sulfidophilum]AB30
MAPSNAALMRRAARLCSGHGCPVACPIEACATLGRPPAPRRGFEPAPRAGYAEGVLSCGSPPCPSPRPVFRSSSSW
>OLS50891.1 hypothetical protein BV392_01990 [Rhodovulum sulfidophilum]AB30
MIVQVSTGERSGADAAREACCRCGQQMASLAVGSNSFPTRVYENSPDLVNWPASEMQKYDVNPEIEAFDLGHIFQAMKMN
EDGRLKAPL
>OLS50892.1 esterase [Rhodovulum sulfidophilum]AB30
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRTAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>OLS50893.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB30
MKIVDLGDVALHYREDGPPDGAPVVFANALGCDLRIWDEVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLARWFSRRYRQ
SPDCTLWQNMLDRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>OLS50894.1 threonine ammonia-lyase [Rhodovulum sulfidophilum]AB30
MTIDQIEAAAARLSGKARRTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLASGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGGSA
>OLS50895.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFASRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMANIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAQSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>OLS50896.1 haloacid dehalogenase, type II [Rhodovulum sulfidophilum]AB30
MPITTCIFDAYGTLFDVSAAARRAAAEPDHACLAGHWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQHFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>OLS50897.1 hypothetical protein BV392_02020 [Rhodovulum sulfidophilum]AB30
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGAVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>OLS50898.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB30
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>OLS50899.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB30
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGKLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>OLS50900.1 beta-ketoacyl-[acyl-carrier-protein] synthase I [Rhodovulum sulfidophilum]AB30
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEAGEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMKLALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>OLS50901.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabA [Rhodovulum sulfidophilum]AB30
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>OLS50902.1 transcriptional repressor [Rhodovulum sulfidophilum]AB30
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>OLS50903.1 hypothetical protein BV392_02050 [Rhodovulum sulfidophilum]AB30
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFYGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>OLS50904.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB30
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAK
>OLS50905.1 hypothetical protein BV392_02060 [Rhodovulum sulfidophilum]AB30
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPEWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>OLS50906.1 magnesium/cobalt efflux protein [Rhodovulum sulfidophilum]AB30
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>OLS50907.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB30
MRSARFRRVFARPAWFTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQISRAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDARGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>OLS50908.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB30
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKAF
>OLS50909.1 hypothetical protein BV392_02095 [Rhodovulum sulfidophilum]AB30
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLEREWLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>OLS50910.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB30
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETAVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGRLPGGATCATHL
DHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGNE
>OLS50911.1 aldehyde-activating protein [Rhodovulum sulfidophilum]AB30
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGAQRGFCPVCGSNMFWDS
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>OLS50912.1 cytidylate kinase [Rhodovulum sulfidophilum]AB30
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERDDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSLEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRYPA
>OLS50913.1 hypothetical protein BV392_02115 [Rhodovulum sulfidophilum]AB30
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGDLDNHLRRDIGLPPLPEPWSEPSRWR
>OLS50914.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB30
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>OLS50915.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB30
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>OLS50916.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB30
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>OLS50917.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB30
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGIKDEALMGRFIAAAGGRERP
>OLS50918.1 hypothetical protein BV392_02140 [Rhodovulum sulfidophilum]AB30
MRGLLGLIALLAVAGLGLAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>OLS50919.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB30
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>OLS50920.1 hypothetical protein BV392_02150 [Rhodovulum sulfidophilum]AB30
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>OLS50921.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB30
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LTPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPASPKAPAGPAAPRPGQAEATAEDSRTPLQKLADRFR
>OLS50922.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB30
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>OLS50923.1 hypothetical protein BV392_02165 [Rhodovulum sulfidophilum]AB30
MRYPVLSSFLTPLGLAVLLIVVLGLSNGPARGGSGVPPVDPGLAAAVAGDWEAEPADLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEVLAATWWPDGISTPAGSTGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>OLS50924.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB30
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEEASPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>OLS50925.1 alpha-hydroxy-acid oxidizing enzyme [Rhodovulum sulfidophilum]AB30
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>OLS50926.1 hypothetical protein BV392_02180 [Rhodovulum sulfidophilum]AB30
MGGRMILSAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMI
VMSVFLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPLLFWA
VNGFLLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>OLS50927.1 nitroreductase [Rhodovulum sulfidophilum]AB30
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLAELVRTQGQALGQPP
EAVEKAASAYAQSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>OLS50928.1 hypothetical protein BV392_02190 [Rhodovulum sulfidophilum]AB30
MTDLTHLAVPGTEIAVRVTPKASRARIVSEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>OLS50929.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB30
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>OLS50930.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGSDTIRAGDTLGLTVFEN
VDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGV
GKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDFTALGA
TGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDF
AIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>OLS50931.1 riboflavin synthase [Rhodovulum sulfidophilum]AB30
MFTGIITDIGTVRALTMKGDLIARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GGRINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>OLS50932.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB30
MHDIGEPNYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTDAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>OLS50933.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB30
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVTHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGESK
GVGFRPSGGIQIAEGSDRA
>OLS50934.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB30
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>OLS50935.1 hypothetical protein BV392_02230 [Rhodovulum sulfidophilum]AB30
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>OLS50936.1 hypothetical protein BV392_02235 [Rhodovulum sulfidophilum]AB30
MPDPVSQPLSPPLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLAPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>OLS50937.1 hypothetical protein BV392_02240 [Rhodovulum sulfidophilum]AB30
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>OLS50938.1 hypothetical protein BV392_02250 [Rhodovulum sulfidophilum]AB30
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARPGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRVALFDDIVSARARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>OLS50939.1 hypothetical protein BV392_02255 [Rhodovulum sulfidophilum]AB30
MIRKAMSFVDHAFTAVAVFALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>OLS50940.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPLARSWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLKVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>OLS50941.1 hypothetical protein BV392_02270 [Rhodovulum sulfidophilum]AB30
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSGAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>OLS50942.1 hypothetical protein BV392_02275 [Rhodovulum sulfidophilum]AB30
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATERSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLDNRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEARGVLGRMAGSDK
EEA
>OLS50943.1 dehydratase [Rhodovulum sulfidophilum]AB30
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGRPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>OLS50944.1 CoA ester lyase [Rhodovulum sulfidophilum]AB30
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALREPRGANRLWVRVNPLPTSDFEADLDTALA
GGADGIVLPKAESGACIRALDAACAARGQACPPVLAIATETARAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGE
DGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEVA
RRIVEAFEADPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>OLS50945.1 acyl dehydratase [Rhodovulum sulfidophilum]AB30
MTEAAVRLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>OLS50946.1 hypothetical protein BV392_02295 [Rhodovulum sulfidophilum]AB30
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDEGRYQCR
HICNDEMVLVVPPAHPLAKARTATLADLSQDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMTLRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGAPGRPSHPPSGKA
HRKA
>OLS50947.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB30
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHGDAPSDDRLRELD
MGEWTGLRKDVLIAEKAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGRGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDAAPPRLEAYNLGEFAPDTDVAD
>OLS50948.1 potassium transporter KtrA [Rhodovulum sulfidophilum]AB30
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>OLS50949.1 hypothetical protein BV392_02330 [Rhodovulum sulfidophilum]AB30
MLAGACLAGAFVSAHKGYDFAVYALVLALAARLPRTVQALLLVPALLDLLPVVPGTANHVVLLDAVLACSAGFLLFYGLG
QRARSRQSPVAAPLVPRI
>OLS50950.1 hypothetical protein BV392_02335 [Rhodovulum sulfidophilum]AB30
MTLGVSIGGTAGALYVGQPSLLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVAAALLMPPARLARAKGLLAG
LVLLAAAALTLADPQVFSDYLHALEVHAGSATSKLSRAELLYCFTACPGCSTGG
>OLS50951.1 tRNA pseudouridine synthase A [Rhodovulum sulfidophilum]AB30
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGHIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>OLS50952.1 hypothetical protein BV392_02345 [Rhodovulum sulfidophilum]AB30
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAPFDEATAQLLAAQFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>OLS50953.1 TIGR01620 family protein [Rhodovulum sulfidophilum]AB30
MTRRPVVFDLEDEEKVSARPARNAAPRPDPFSDPQEDEPRRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIGANDVK
AARALVDRLTTFYRAREDTRWGRARLGEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>OLS50954.1 hypothetical protein BV392_02355 [Rhodovulum sulfidophilum]AB30
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQHLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>OLS50955.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGKDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGAAEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAAGAKERFLGN
DYDAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>OLS50956.1 hypothetical protein BV392_02365 [Rhodovulum sulfidophilum]AB30
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDTASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>OLS50957.1 recombinase XerC [Rhodovulum sulfidophilum]AB30
MSLALSPALRDALETWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKGPDAPLFRGARGGALNPRLVARAMEDA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>OLS50958.1 recombinase XerC [Rhodovulum sulfidophilum]AB30
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>OLS50959.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB30
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>OLS50960.1 lipocalin [Rhodovulum sulfidophilum]AB30
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>OLS50961.1 hypothetical protein BV392_02395 [Rhodovulum sulfidophilum]AB30
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>OLS50962.1 ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB30
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>OLS50963.1 hypothetical protein BV392_02405 [Rhodovulum sulfidophilum]AB30
MGMRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDP
LAPWFSHVVFLTLPPARRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVVR
LDASAPPAALVETAIAALDQTVGAA
>OLS50964.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]AB30
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTGIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>OLS50965.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB30
MGALVQKTGRMTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEG
KGIARLVNGSVYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYV
YEGSWVNGVKDGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERH
GSGKVTFANGDVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGSGKVTYADGS
TYEGEWTGGVIGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQR
EGQGTITMPDGFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADHP
AAPNATLPAD
>OLS50966.1 NAD+ synthase [Rhodovulum sulfidophilum]AB30
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGQVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYDDVTE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEELVAEGLDRDIVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>OLS50967.1 NAD(P)H:quinone oxidoreductase, type IV [Rhodovulum sulfidophilum]AB30
MTRPKLAVIFYSTYGTNHQIAEAAAEAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>OLS50968.1 hypothetical protein BV392_02430 [Rhodovulum sulfidophilum]AB30
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSGSGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>OLS50969.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB30
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMKNGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYQLESNGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>OLS50970.1 neutral zinc metallopeptidase [Rhodovulum sulfidophilum]AB30
MTDPTRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>OLS50971.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB30
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>OLS50972.1 hypothetical protein BV392_02450 [Rhodovulum sulfidophilum]AB30
MPSDRIGTIETAAEPPGREAQRTVRLFNRLERTLSGLEGHSDDLRAGGAVALEEARFAEGQGFTGFSRQVTTRSKAP
>OLS50973.1 hypothetical protein BV392_02455 [Rhodovulum sulfidophilum]AB30
MACAAARLGLLRSLAGVINRDDGDLPVCGVVAGKLPEEDRMPRREPERPGGGAHDRLEVARMRLFVEPCMLPASLGIEVC
RGTGRSRSAFDIAFGAGSVMRAAGGGPNIAPTGRGRTTATSDGSRSGKRFCFGTDGSLFSVEGANRDRKLARSGAAR
>OLS50974.1 glycine cleavage system protein T [Rhodovulum sulfidophilum]AB30
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHDAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>OLS50975.1 glycine cleavage system protein H [Rhodovulum sulfidophilum]AB30
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLVDLSALDEFMDEAAYRAFID
>OLS50976.1 glycine dehydrogenase (aminomethyl-transferring) [Rhodovulum sulfidophilum]AB30
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGGTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEEVADAAE
>OLS50977.1 hypothetical protein BV392_02480 [Rhodovulum sulfidophilum]AB30
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGASMREVARRLIHALNTLRQGEDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>OLS50978.1 amidase [Rhodovulum sulfidophilum]AB30
MSDATDPADMGAIEARRLIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPSADDALVAGLRVAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPSFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTPVVWGRTPWDAADFARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEEKTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVAENVREGRRYNATDVAQALVSQGAYARRWQSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPLQSYYHWLALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLDLLAIAAELEAAIADIPDLAPCGPD
IATLSAAPPLRTAPGFLDAP
>OLS50979.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB30
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDETCPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDHDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTDRIVADDRIPGRICDALKAVAPVTV
TRKSILPYPFACPSGVLQEGSKRSGMTEPTSAWGDAVAEQG
>OLS50980.1 carboxypeptidase [Rhodovulum sulfidophilum]AB30
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVAQMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>OLS50981.1 amidohydrolase [Rhodovulum sulfidophilum]AB30
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQETGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>OLS50982.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASQAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSNPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>OLS50983.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>OLS50984.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB30
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGIGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>OLS50985.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDDMIQSPVPVFWNITKDGE
>OLS50986.1 microcystin degradation protein MlrC [Rhodovulum sulfidophilum]AB30
MRVALAGFLHETNTFAPAPADLAAFRQGGGYIPMSRGAEMAEAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPAEVEAVVETLSDGALRATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>OLS50987.1 hypothetical protein BV392_02540 [Rhodovulum sulfidophilum]AB30
MNNQHQNARLTVYGRGQIVARVAAGQSAAEVAQAFGVPVCTGRKWLARFRERGPAALQSRSSAPCRVSARLTF
>OLS50988.1 hypothetical protein BV392_02565, partial [Rhodovulum sulfidophilum]AB30
IEDIETVTADGAHYARRCHTAILERDAQPIIPIRRNGHAWKPDCPAAISRNEILRATRCLGRALWRKWTGYHARSRVEAQ
MNRLKLFGKRIMSRDPDRQTAEIQIRIIRHCRSDQWRDMAHS
>OLS50989.1 hypothetical protein BV392_02570 [Rhodovulum sulfidophilum]AB30
MSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEEAAITALHEIIDAREDRRTD
ERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDSQMANAAGYKSKASANRSLVAAGLLIAEYLSV
ESQTDDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>OLS50990.1 cold-shock protein [Rhodovulum sulfidophilum]AB30
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>OLS50991.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB30
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGSDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKERKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>OLS50992.1 hypothetical protein BV392_02585 [Rhodovulum sulfidophilum]AB30
MGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDIARACPVAPGVAASPRRPDVTGENA
>OLS50993.1 hypothetical protein BV392_02600 [Rhodovulum sulfidophilum]AB30
MTTSIKTTAVFLRPFRLPSFNETLPEGEYEIETELSQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRRHAGPDGRRPAREAGNTGPGAEGMHAGIGK
>OLS50994.1 hypothetical protein BV392_02605 [Rhodovulum sulfidophilum]AB30
MIDAPIDLDGHRSAAGQHDAEMRRRPVNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>OLS50995.1 transglutaminase [Rhodovulum sulfidophilum]AB30
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTAMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVRVSVCQDGASR
>OLS50996.1 hypothetical protein BV392_02620 [Rhodovulum sulfidophilum]AB30
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPLLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLIW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAAERDAVGHILRRLGVAHRMGPDQVGSPPPRQGAGGLPELSCLMG
VHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRSGPDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGRDAVAAREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>OLS50997.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB30
MFPDSSSSSVRTRESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYEMVDGLAELMHFSA
ADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>OLS50998.1 glucan biosynthesis glucosyltransferase H [Rhodovulum sulfidophilum]AB30
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPANAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>OLS50999.1 hypothetical protein BV392_02635 [Rhodovulum sulfidophilum]AB30
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYVVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQTLIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRVA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDMALLPWLLPPLGVAAMLVAAMLGQAARRDHRRVPLPVVDPVAGPVAD
PVTAPAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>OLS51000.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASLLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEDLKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>OLS51001.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB30
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLTGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDAAASARGR
GNA
>OLS51002.1 cold-shock protein [Rhodovulum sulfidophilum]AB30
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>OLS51003.1 hypothetical protein BV392_02660 [Rhodovulum sulfidophilum]AB30
MVRQIGLSVLLLAGTLALWVAFVPGARPLLDRIGIGSVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRTLPRPARDAG
>OLS51004.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]AB30
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLASAPGTGAGTGARIGAALAGLYRRSLGGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAGTAQALVDRMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>OLS51005.1 hypothetical protein BV392_02685 [Rhodovulum sulfidophilum]AB30
MTKTKNRPRLASWRDAEADSDKTDIIPVALISLDDATERRADLRQAGFPEDWVEGCWPASDLRNADEARLAEIADMEHFV
RSIGRRPLPGEVGCALSHRRVMEWLANSDHPLVLIFEDDARPADPRAFDVLPEILMPVFEQGRQGASFILHLGVKRRQRP
KTVNRVLAGCGVGFWHRWILRDAGKDHNIWRTHAYVISREAARRTVAAETPIRTVADEFARRGQEGLHDHFLYSEPGLFL
PAPEAGSMINPNGEIRRANRKKRKSWKKPEQPNAMGKLKIMDRLRRLSSKTFHL
>OLS51006.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB30
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEEIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRS
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>OLS51007.1 hypothetical protein BV392_02695 [Rhodovulum sulfidophilum]AB30
MSRYRIILSGLALAVLAACGTPERPKTGVPKLITPEMLPQAPEASAPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>OLS51008.1 DNA helicase II [Rhodovulum sulfidophilum]AB30
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPTSEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
EAGGLGGKGAAALRKLIEAIWRWHDDVRAAAPSVVPDEAALIDDEAVPLETGRGAPNHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEAVPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>OLS51009.1 ATP-binding protein [Rhodovulum sulfidophilum]AB30
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQSGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>OLS51010.1 cell division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB30
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>OLS51011.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase [Rhodovulum sulfidophilum]AB30
MAAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWDDRLK
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>OLS51012.1 hypothetical protein BV392_02720 [Rhodovulum sulfidophilum]AB30
MRSLVYVLTAMAVMALAFWAYRENYRTQAALDNVQRLNRAIGSLREQLAMQNAEWAYLNRPERLRELAALNYDRLGLGPL
APEQFGQIDQVSYPEMVLPDIVLPDELFQEIMAEADRPAQTAAPTLPVEDAAAAPAVPEALEAQGAQDAEAGQ
>OLS51013.1 cell division protein FtsI [Rhodovulum sulfidophilum]AB30
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTVANGGHLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>OLS51014.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB30
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHSGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRSEEADLRILAQRYDATGQDLRFAWEGRAQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCGEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>OLS51015.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB30
MSALWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAAAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAAIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
IRFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>OLS51016.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB30
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAACAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGAIAYAVGRVDFTDYLDVHYVPGTGEI
LVFTAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>OLS51017.1 hypothetical protein BV392_02745 [Rhodovulum sulfidophilum]AB30
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>OLS51018.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB30
MIPVRGVEGQKLAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGTGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGG
>OLS51019.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB30
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHAAPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>OLS51020.1 ornithine decarboxylase [Rhodovulum sulfidophilum]AB30
MELSGHIWPGLLEMTMYATQADFGGGPDLLSNSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANP
AREIVERLVGLGCHFDAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVY
IRVLVTATEADWPLSRKFGCAPGKVMPLMAQAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLL
NIGGGFPAFYGEEVQPPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFS
GLAETMDEAIRYQFATDRDHEPTAPCILAGPSCDSADVLYEKRPVQMPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPL
DVVVI
>OLS51021.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MEGLRLQDIAIARGAEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAVTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARVEAALDEIGLPGFAERDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDATLRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>OLS51022.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGFFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWADTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGQVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAALGLWRLGELATARLGRRWIEGGTRRLAEPLLRAAGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTAVVAAPFALALAAPRLIFRRRRGMRG
A
>OLS51023.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MRRFVPLAVTLGLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELA
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPKAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARYGMA
P
>OLS51024.1 aspartate kinase [Rhodovulum sulfidophilum]AB30
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>OLS51025.1 L-ectoine synthase [Rhodovulum sulfidophilum]AB30
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>OLS51026.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB30
MSTVETAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEGNGLAH
ALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALTGNGGK
RGGAGVPLPDVTHMPFENSIGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVALEKFWA
DDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACVPFAMAAE
>OLS51027.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB30
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSDHFDGR
HATEHMVTIRLVEALSRAA
>OLS51028.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>OLS51029.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB30
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>OLS51030.1 ATP-dependent protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB30
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIISQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>OLS51031.1 hypothetical protein BV392_02815 [Rhodovulum sulfidophilum]AB30
MARRLISTGSPFEARIGYSRAVVVDGWVFVAGTTGYDYATMTMPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFSACWPVLSEAFARARPAATMISAGLMEPGMKIEIEATARLSA
>OLS51032.1 hypothetical protein BV392_02820 [Rhodovulum sulfidophilum]AB30
MLVIAMFSPGFYSRTAISAGIGPVLAWHPACVVSRRIKERDRRRTVRARPKRLRGGLPEF
>OLS51033.1 hypothetical protein BV392_02825 [Rhodovulum sulfidophilum]AB30
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
TTHPEAARGTP
>OLS51034.1 hypothetical protein BV392_02830 [Rhodovulum sulfidophilum]AB30
MTLTKTFGKTLTMAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRAAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>OLS51035.1 hypothetical protein BV392_02835 [Rhodovulum sulfidophilum]AB30
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>OLS51036.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB30
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVETLCARFPIYPGL
>OLS51037.1 NAD kinase [Rhodovulum sulfidophilum]AB30
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>OLS51038.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSAPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTAPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEEIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>OLS51039.1 hypothetical protein BV392_02860 [Rhodovulum sulfidophilum]AB30
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRALLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>OLS51040.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB30
MSYAEVYEQWKADPNGFWMEAAEAIDWVENPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQAIHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>OLS51041.1 cytidine deaminase [Rhodovulum sulfidophilum]AB30
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>OLS51042.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB30
MDARSIIARVRDDETLTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>OLS51043.1 phosphopentomutase [Rhodovulum sulfidophilum]AB30
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEGAPG
LDAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREVPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHAMRIGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWAQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>OLS51044.1 adenosine deaminase [Rhodovulum sulfidophilum]AB30
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLKFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVEHLEAIREAAERAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>OLS51045.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MYDHLTVVTHPLVQHKLTLMRDKATSTAGFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>OLS51046.1 hypothetical protein BV392_02895 [Rhodovulum sulfidophilum]AB30
MRFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTGQPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>OLS51047.1 hypothetical protein BV392_02900 [Rhodovulum sulfidophilum]AB30
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRTRPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATLSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFQEAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>OLS51048.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB30
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFTGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>OLS51049.1 hypothetical protein BV392_02910 [Rhodovulum sulfidophilum]AB30
MVFKIDFLGSRPVSELVAAGGDAAGALPPVGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGSQPVRRIERGCLWL
GPSTCPLPLWPLEVPAGALGNRRRLTLLPEQRVLIEAAHAAETHAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PATVYVNGAARVHCPSWQGEGIGATDRPEDLRPEVPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>OLS51050.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MAEFHYKTDADGIATITWDVPEKSMNVLSLSGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDNRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKLQAVVDGNCIIATNTSTLPITDLARAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGPGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>OLS51051.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB30
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAARSWEEDRFAKSIMPVTDVNGLTILGRDEYMRPDTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRTSCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>OLS51052.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB30
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRDWLVGGGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>OLS51053.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRRQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKAFIAEHEDDAALKQ
DFLDPLKYASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>OLS51054.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>OLS51055.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>OLS51056.1 thioesterase [Rhodovulum sulfidophilum]AB30
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>OLS51057.1 thioesterase [Rhodovulum sulfidophilum]AB30
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>OLS51058.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB30
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARIFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>OLS51059.1 succinylglutamate desuccinylase [Rhodovulum sulfidophilum]AB30
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEDELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>OLS51060.1 cobalamine-related hypothetical metal-binding protein CrdX [Rhodovulum sulfidophilum]AB30
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAGDSGD
>OLS51061.1 hypothetical protein BV392_02970 [Rhodovulum sulfidophilum]AB30
MKTVLVGTDFSERSGRALRRATLLARQTGAALKLVHVVDDDLPARIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVSQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>OLS51062.1 carbonate dehydratase [Rhodovulum sulfidophilum]AB30
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGREAGTDPGLLAALARAAALCNDAV
LHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGRKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIVGIGV
IFFALIETEKQMRLAFRRGQPGT
>OLS51063.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MRLFALLSLFCPTVALAGPVQIEGPAGALEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>OLS51064.1 ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>OLS51065.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB30
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>OLS51066.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB30
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>OLS51067.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB30
MTLRLSMKSALFGLSTLALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>OLS51068.1 hypothetical protein BV392_03010 [Rhodovulum sulfidophilum]AB30
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>OLS51069.1 urocanate hydratase [Rhodovulum sulfidophilum]AB30
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFHTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>OLS51070.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGTFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>OLS51071.1 CoA transferase [Rhodovulum sulfidophilum]AB30
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEGGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHANARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>OLS51072.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB30
MTPVEITRGDSPVILGLPHTGTHVPEDLLARLNARGRELTDTDWHVHELYADLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAKAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>OLS51073.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB30
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDSATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AVYEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALGAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLELAE
>OLS51074.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB30
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGRKC
>OLS51075.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB30
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAETGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGIWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>OLS51076.1 hypothetical protein BV392_03050 [Rhodovulum sulfidophilum]AB30
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>OLS51077.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB30
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>OLS51078.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>OLS51079.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>OLS51080.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>OLS51081.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLHHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLASEHKRRLARQVEAVAAEAGAPDPGGLSRALLLLKDGAAVA
AHLGHAEDPVADARAGAEAILAATLPVARQHGLPAARTGAPR
>OLS51082.1 hypothetical protein BV392_03080 [Rhodovulum sulfidophilum]AB30
MQEAAAGSEGRFSSPEHGTADRRRQIIPSRLSCSVGRDPLIRFKFSVYTFDLKSYSTVVRSMTA
>OLS51083.1 hypothetical protein BV392_03085 [Rhodovulum sulfidophilum]AB30
MPAPTSPRSRPLRLAIAGLGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNFAPGQSPLMLLNIPIRAVDIDPP
GPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLTANLPEGVALSRHETAVLRLERSGTGWYLEGAVGRFGPYD
EVLLAPGQPRSAPDPQLARWQDHARRTGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGR
YLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRSFEAALERALAAAPEAALEAISAALEPAARRVLEAAGA
DPDGVAAWLAAERAAPASQESRDAAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTASPETVAALIGFDE
GLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDVLLTPEGWQLVEEDDSARVSVMIDAVLPSPALERLEEPVLAGLRD
AGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGILDRAALGAARAARPG
>OLS51084.1 hypothetical protein BV392_03090 [Rhodovulum sulfidophilum]AB30
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAPGAEARALIDILRNDSAREALIAELEQAAGRGAADQDRAAAVPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDASEAQTEPETGAPRRHGGLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVQLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRSYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>OLS51085.1 hypothetical protein BV392_03095 [Rhodovulum sulfidophilum]AB30
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGTCGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDGAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>OLS51086.1 hypothetical protein BV392_03100 [Rhodovulum sulfidophilum]AB30
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERRAQEVEPALDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAGPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPADDPLVPARPPVPAEAGSDDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGRLSAALGAAPAARSGLDPERAGRPDFELAEAGKLAEEGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAENAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>OLS51087.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>OLS51088.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFDWLAAMNAGQVMASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDT
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELAPDQTATAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIENRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>OLS51089.1 hypothetical protein BV392_03120 [Rhodovulum sulfidophilum]AB30
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGHGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>OLS51090.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB30
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQAYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEINA
TRIEKGGYKHFMAKEIAEQPAVLGDALQHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLAALQAMPARFNAALALHEPIRRLAERLAETTDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>OLS51091.1 UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETMGVNSRTDLAAAEAAFQA
RARTEALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>OLS51092.1 haloacid dehalogenase [Rhodovulum sulfidophilum]AB30
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDSEADAATAFLGGRAMLRLGFERLGRIGDDAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLRAAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVARSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>OLS51093.1 aminotransferase [Rhodovulum sulfidophilum]AB30
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
GPGEPVLTNAFTLAPVPGAIASLGARPVLVEVTSDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHCAAPGPEHFEGLL
AELPNVSGRMDALRAAILRPQLTELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAIVVEEIAADRA
>OLS51094.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MSVSRRAVAVAAVYLGTFMATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGV
AFFTLGSAICATADSLATLIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYA
GWPSIFLVNLPLGIVALGLGLAGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLA
FIAVEMRTARPVLPVDLLRQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKL
TRRFGMNRVMIAGYVLLGGSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQG
GMTIGIALLGTIMSARAVASLKTVLAQSGVDDVASIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILG
LVAAGVVALSSRRQ
>OLS51095.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB30
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVNSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWQGKPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNMQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFSEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>OLS51096.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITKPIRRLLLGNGPLAYVMAVLQPEAPFANVVGWGNNFR
AADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPVLFVDFRTRMF
ENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGELIRAAGGDNL
GAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLRAVTAGRVHAI
WHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYETGYWLSLEGGAS
>OLS51097.1 iron-siderophore ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTEPLVETPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRL
PVALAALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAAIGLILGVSLLPASAVAFAVPVNAFLISMGAALFIH
RLSQKRGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWAL
TALRLGESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAAS
VLSKSLIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>OLS51098.1 ferrichrome ABC transporter [Rhodovulum sulfidophilum]AB30
MTGLLSLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDVLTPTLLGKVYGVEAR
METSSQGHPFLIVERSIRNPLGNDRGHECKRYK
>OLS51099.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB30
FVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHYNTERPHLGYRNMGRRPIETVMSFVSQEG
>OLS51100.1 hypothetical protein BV392_03175 [Rhodovulum sulfidophilum]AB30
MLDGDLNGQEFQCAWSLDSLDEVDVWVRNVARHPDSFWLPRVGARFYPDFIARLTDGRIFVVEFKGEHLVGAPEAREKDR
IGRLWARTTGNVFLMVRQVTHGVDAEGQMRGSVS
>OLS51101.1 transposase [Rhodovulum sulfidophilum]AB30
MSKTMDDSIKRWTAKRKTALVIEIIQGETTVSEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGT
>OLS51102.1 transposase [Rhodovulum sulfidophilum]AB30
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFCEPIKKLIEEEPSFGYRTVAWFLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHTRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNNRRPHQALAMRTPAEAFTLAA
>OLS51103.1 hypothetical protein BV392_03195 [Rhodovulum sulfidophilum]AB30
MTSPASDTTAQRTITMKVRMNEAESREIDRHARQVGLRKAEYLRKAALQGGGHAALSEMIGMVGLGLNQLEDAPANSLNR
IARQLDEIIFLMRGTDR
>OLS51104.1 hypothetical protein BV392_03200 [Rhodovulum sulfidophilum]AB30
MPLYPDTLILPEETEILLSALKLTDGKVEQLLPLLALLQTETGERSELGEALLNALLRIQSELNAFQILRQDLEAHIATL
TSTLNALQNEDRESLRMIREMHGALMVPVKD
>OLS51105.1 hypothetical protein BV392_03205 [Rhodovulum sulfidophilum]AB30
MWPIASRRSRFEARAGPGKQRTGPRLRPVGKIFLSLTDLFFQTFEKRSIDRVIDHQMCHDLQCRTEPGKFLVGTPGRGPV
CAWINAHVSGQEISGLVRERRSRTRRRCFRERRAFGIVR
>OLS51106.1 integrase [Rhodovulum sulfidophilum]AB30
MAVILRGATWSLRKRVPARYGEVEPRKEIWLSLHTDSKAEAEAKAPAIWRAQVEAWEAHLAGASEDAEKRFQAALDLAGK
RGFSWLPLKEVTHLPRNDLLKRIEAIPAHDKHPNRQEAAAILGAVPVPEISVSRALELYWNFTRDRVAGKSPDQLRRWRN
PRIKAAKNFITLIGDKPISAISGDDMLAFRGWWLDRIDDEGLSANSANKDLIHLGDILKTVNKKKRLGLVLPLSDLSLKE
GKARPRLPFSSTWIRDRLLAPGALDGLNDQARAIFLLMINTGARPSELAALSAQTIHLDANTPFIEIIGEGRQLKSVNAE
RKIPLLGVSLEALRAFPGGFDRYRTNSASLSATVNKFLKQNDLKETGGHTMYGLRHAFEDRMLEARIDERIRRDLMGHAL
DRVRYGQGGSLADVADRLAPISF
>OLS51107.1 hypothetical protein BV392_03220 [Rhodovulum sulfidophilum]AB30
MQAYRIARVVLLLGAAGGLSACQGAGFGLFKKDDTETMPVRAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGDRKAEPAE
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVVGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>OLS51108.1 dTMP kinase [Rhodovulum sulfidophilum]AB30
MDRAARFISFEGIDGSGKSTQARLLAERLRDAGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLTDEALA
>OLS51109.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB30
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPVAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGNPPPEAAAGEAAF
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>OLS51110.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVIRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAQV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>OLS51111.1 phosphoribosyl 1,2-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB30
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>OLS51112.1 malonate transporter [Rhodovulum sulfidophilum]AB30
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>OLS51113.1 hypothetical protein BV392_03255 [Rhodovulum sulfidophilum]AB30
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNKGLADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DSGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGVGVLPYLEGQLGHHLAFDGQGE
LYRGEVEIAMRTIRNWPPRS
>OLS51114.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB30
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>OLS51115.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB30
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>OLS51116.1 hypothetical protein BV392_03270 [Rhodovulum sulfidophilum]AB30
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>OLS51117.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]AB30
MRIAIPIAALTLAATAAFADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>OLS51118.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB30
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLKALRATGAISGAISGRALYDGAIDLAGALAALKG
>OLS51119.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB30
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTVEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>OLS51120.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB30
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>OLS51121.1 hypothetical protein BV392_03295 [Rhodovulum sulfidophilum]AB30
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>OLS51122.1 FmdB family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGSPEVKRLLSRIAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>OLS51123.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB30
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRCAPLAFEAGALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>OLS51124.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB30
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDHGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTCKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAEFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>OLS51125.1 hypothetical protein BV392_03315 [Rhodovulum sulfidophilum]AB30
MKHRLLPAALVTLALALTACSGSPERYTVPDTAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>OLS51126.1 paraquat-inducible protein B [Rhodovulum sulfidophilum]AB30
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQR
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>OLS51127.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB30
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>OLS51128.1 hypothetical protein BV392_03335 [Rhodovulum sulfidophilum]AB30
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIGWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRLGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQTFRRVLSELGGREIARSD
>OLS51129.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB30
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGDAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSSTAIAAE
>OLS51130.1 tripartite transporter [Rhodovulum sulfidophilum]AB30
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>OLS51131.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSRKPSERGKDMQETL
>OLS51132.1 nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB30
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDPESAPESGAMTTRIIGPGGH
FGERLILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>OLS51133.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB30
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRSPEPAGARMQAFLASVPRDRIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLGTPAGYALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATQMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDCLYELEIALSQVPDPGEGRAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMEVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDSFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>OLS51134.1 hypothetical protein BV392_03370 [Rhodovulum sulfidophilum]AB30
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPALP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>OLS51135.1 hypothetical protein BV392_03380 [Rhodovulum sulfidophilum]AB30
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>OLS51136.1 response regulator [Rhodovulum sulfidophilum]AB30
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>OLS51137.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB30
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGASALGGDLPGLQIEESPMSVAEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>OLS51138.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB30
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>OLS51139.1 chemotaxis protein [Rhodovulum sulfidophilum]AB30
MNAPSPSMTPRRRSDIVFEESDFRRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFAEYDKYLKANIEAESEHF
ISALTTNVTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGAWADQVFEKTVGKRTEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQ
TQQNLWRRLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>OLS51140.1 response regulator [Rhodovulum sulfidophilum]AB30
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>OLS51141.1 hypothetical protein BV392_03410 [Rhodovulum sulfidophilum]AB30
MDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKLMPEETRVPESLIDRLRLD
QLRAVMGGAEIRDAPHSGGDIDVF
>OLS51142.1 hypothetical protein BV392_03415 [Rhodovulum sulfidophilum]AB30
MRVMIADERTETRNRLAAAVEQMRAVSLGACVSNLSETYHIAESRPPQAVIVSEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSEASVEDLRQCLLRVHLGRTAQNASRRQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVQEAQDQEPLVPGRVLLAPGKTHHLEVGATGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAL
LENCSRRSAA
>OLS51143.1 hypothetical protein BV392_03420 [Rhodovulum sulfidophilum]AB30
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRADMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPAEKRIPLPKAKTDIDITLF
>OLS51144.1 sulfurtransferase [Rhodovulum sulfidophilum]AB30
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNANTD
>OLS51145.1 Sec-independent protein translocase TatA [Rhodovulum sulfidophilum]AB30
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>OLS51146.1 twin arginine-targeting protein translocase TatB [Rhodovulum sulfidophilum]AB30
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAANRAAPEAAEGDVPAPEDIPAKTPDRTSDA
>OLS51147.1 twin arginine-targeting protein translocase TatC [Rhodovulum sulfidophilum]AB30
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYQSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>OLS51148.1 AAA family ATPase [Rhodovulum sulfidophilum]AB30
MTGQTQEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGIRI
>OLS51149.1 hypothetical protein BV392_03450 [Rhodovulum sulfidophilum]AB30
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>OLS51150.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB30
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>OLS51151.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB30
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLRVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>OLS51152.1 hypothetical protein BV392_03465 [Rhodovulum sulfidophilum]AB30
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>OLS51153.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>OLS51154.1 colicin V production CvpA [Rhodovulum sulfidophilum]AB30
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>OLS51155.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB30
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTIVEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEQPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>OLS51156.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB30
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEEEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>OLS51157.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB30
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>OLS51158.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB30
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>OLS51159.1 NADH dehydrogenase [Rhodovulum sulfidophilum]AB30
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFEIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFISKGHMLADVAAIIGTLDIVFGE
VDR
>OLS51160.1 NADH-quinone oxidoreductase subunit E [Rhodovulum sulfidophilum]AB30
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKTNAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>OLS51161.1 NADH-quinone oxidoreductase subunit F [Rhodovulum sulfidophilum]AB30
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQVCEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>OLS51162.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB30
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAVFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>OLS51163.1 hypothetical protein BV392_03535 [Rhodovulum sulfidophilum]AB30
MAGLALAVATGSAAGCSPLPGASAPGRTPAYLGAETVALKDGLVEVALRMRAPDGVGGLDDYGRCAVARHALDNGYGFAR
HLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>OLS51164.1 NADH-quinone oxidoreductase subunit H [Rhodovulum sulfidophilum]AB30
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>OLS51165.1 NADH-quinone oxidoreductase subunit I [Rhodovulum sulfidophilum]AB30
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>OLS51166.1 hypothetical protein BV392_03550 [Rhodovulum sulfidophilum]AB30
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>OLS51167.1 NADH:ubiquinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB30
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>OLS51168.1 NADH-quinone oxidoreductase subunit K [Rhodovulum sulfidophilum]AB30
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>OLS51169.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB30
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMASLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGSAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>OLS51170.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB30
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>OLS51171.1 NADH-quinone oxidoreductase subunit N [Rhodovulum sulfidophilum]AB30
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWSTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>OLS51172.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB30
MSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAA
LYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMP
ATLAEEIGEPVDPLEFLAFFAEHFAHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIET
PGGRRAIAAADVFF
>OLS51173.1 pantothenate kinase [Rhodovulum sulfidophilum]AB30
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTIACMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>OLS51174.1 MBL fold hydrolase [Rhodovulum sulfidophilum]AB30
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>OLS51175.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB30
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPEVQAAPASPERSEEPRESARPPRNERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPATADEQVEQNAE
>OLS51176.1 hypothetical protein BV392_03600 [Rhodovulum sulfidophilum]AB30
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>OLS51177.1 hypothetical protein BV392_03605 [Rhodovulum sulfidophilum]AB30
MKNSMFLLFAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNASLDGVVLGVYPTMADGKELRGPDNPAISATSVPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTVSKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>OLS51178.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB30
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPRAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>OLS51179.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB30
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYDRFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>OLS51180.1 hypothetical protein BV392_03620 [Rhodovulum sulfidophilum]AB30
MGNPQHLDWLLEGVEAWNARREREAFVPDLSGMDIRGAFEKAGKLEEGRIPLAGVNLREADLREANLGGADLGEANLIGA
HLREADLWEANLSEADLMDTNLREADLTGADLVMANLRAADLRETDLAGANIAMVNLDDADLRKANLGGADLRGADLREA
DLWEANLGEADVRTLYLGGGTNVVGTPEYTNLSQTRALTQAQLDTMEGDTGTILPDGLHHPAHWPDPEPPGPHSHGVKRD
DSSAAASSSPSIRAKVQERPVAELRHALQASYPEAAVLAEYIAGQIQNEIAAHRMTAIPNDAEALSDYNAKLNFLNETLI
AVQRLHEAIPVAEPDQKVTPEEARRIKEILTDIAGKIDLAVRYLDNDTGTYGNFWKIGLIGACSGLFGYFGIPVNLGAPI
AAGVIGASTIRLIVEGRRGP
>OLS51181.1 hypothetical protein BV392_03625 [Rhodovulum sulfidophilum]AB30
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPDLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>OLS51182.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB30
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKAGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTARG
>OLS51183.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGSPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>OLS51184.1 hypothetical protein BV392_03640 [Rhodovulum sulfidophilum]AB30
MLKRLLRGLHGSTREKGAAPQTAGPRAASLPDDTPFGEDLARRAVAFLEATSAVWGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADAARFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDYLRRHGNDGASGRQGS
>OLS51185.1 aminopeptidase N [Rhodovulum sulfidophilum]AB30
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELRLISAAIDGRPVTPEITSA
GLSCEVPDAPFTWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRTALDLY
FSRHDGQACTIEDWLQVFEDATGRDLSGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IAMVTEGAAPAPAWLEALASVARDEALDPAFRALGLRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
GLYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>OLS51186.1 hypothetical protein BV392_03655, partial [Rhodovulum sulfidophilum]AB30
MGVTILSFGRDLRVEDHPALDRAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGL
>OLS51187.1 hypothetical protein BV392_03660 [Rhodovulum sulfidophilum]AB30
MPGPIPEARDLGLGFDPCPGRPRGDRSEAGRALAAVLAGGDPDAALSAHLAWGALSAGEAARAARLAPEEPGARRLASWL
ARRTRFQRVPAADPEPVAAPPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACCR
VLARLSADYDPRLHGALFRAAAARRVDPLRWGRAADPEGVFLRRWLPELVDLPPDALHAPWICPAAARRLGRRYPHPLVA
PAPGRPAGSRSASPAARRHDSRQLAFDL
>OLS51188.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]AB30
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>OLS51189.1 hypothetical protein BV392_03670 [Rhodovulum sulfidophilum]AB30
MKRPFLIGVAGGAAVAACLGGVLWLQRPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVRELQRANGIR
>OLS51190.1 hypothetical protein BV392_03675 [Rhodovulum sulfidophilum]AB30
MRLRRARPGDGAPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTVIAEIRGLPVGFMTLGKDGYLDF
AYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVIRHGVALTNFRMEIEL
>OLS51191.1 kynureninase [Rhodovulum sulfidophilum]AB30
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARAQAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>OLS51192.1 hypothetical protein BV392_03685 [Rhodovulum sulfidophilum]AB30
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>OLS51193.1 NAD(P) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB30
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVAHDMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>OLS51194.1 NAD(P) transhydrogenase subunit beta [Rhodovulum sulfidophilum]AB30
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>OLS51195.1 hypothetical protein BV392_03700 [Rhodovulum sulfidophilum]AB30
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>OLS51196.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB30
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>OLS51197.1 amidohydrolase [Rhodovulum sulfidophilum]AB30
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRALVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGSGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTDSEAYNVIPQTVRLKGTVRTLEEEMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTASAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDTAIPFGASWFVELVETRLAAG
>OLS51198.1 hypothetical protein BV392_03715 [Rhodovulum sulfidophilum]AB30
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>OLS51199.1 hypothetical protein BV392_03720 [Rhodovulum sulfidophilum]AB30
MPTAKALFDADLEQAIGELMKQFDIVFGDVGWRAELSPDERQAKWTKLTPGVPSEDRNKMDATIAAQVARIEGICLPQLR
TAGRKRRDAGPSV
>OLS51200.1 phosphatase [Rhodovulum sulfidophilum]AB30
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLLRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVASKKPDPGIY
RLALDRLGLPARECLAFEDSHIGLQSARAAGLGVVITPSTYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>OLS51201.1 phosphoglycolate phosphatase, bacterial [Rhodovulum sulfidophilum]AB30
MEGRRVKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLG
HYEADPATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQL
GAKQAVFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>OLS51202.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB30
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKQAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>OLS51203.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB30
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPIHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>OLS51204.1 ribulose 1,5-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB30
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>OLS51205.1 fructose-1,6-bisphosphate aldolase [Rhodovulum sulfidophilum]AB30
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVAEMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAEGSLDPKTK
>OLS51206.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB30
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>OLS51207.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB30
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>OLS51208.1 transketolase [Rhodovulum sulfidophilum]AB30
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSDKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>OLS51209.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB30
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>OLS51210.1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB30
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>OLS51211.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>OLS51212.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]AB30
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTENGLEERPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASALRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSGVVTVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDLLVGAERLMVREGIAPGPLEAEAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>OLS51213.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB30
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>OLS51214.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MTGLELSRLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVAHKGSSSLARLAPSERARLAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>OLS51215.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB30
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEARAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>OLS51216.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB30
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGTWQGPPRLVEVRPSGLFLNGQAMAPEEI
AAELARITPAAGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>OLS51217.1 hypothetical protein BV392_03820 [Rhodovulum sulfidophilum]AB30
MFEFGEDDRQGIRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSASGDLAFGAARGEAVF
AALAARPEAAGPLVIRADAGVEAAALARLAARLTAEGQGPLRLVTVPR
>OLS51218.1 hypothetical protein BV392_03825 [Rhodovulum sulfidophilum]AB30
MSRAGELLAFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYARLAEDWTEAPAMQATPVDLPAPEVP
LESDPAATPERALAPVPALPKLAATQPEADLPDPPERPERIRAEPDPALALRPEPRPDRPTRAARSAPPSEARAAQVARG
GSAAAEAGAGATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRL
DDAALAAVRRAGRFPPAPEGLGAPRYSFTLPLRFEWKG
>OLS51219.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB30
MTPEKLAYMANQIAIAFARLPGDEAESAIADHIDQFWDPRMRARLLVLAEAPDAGLSDRVRGAAALIRRPATA
>OLS51220.1 hypothetical protein BV392_03835 [Rhodovulum sulfidophilum]AB30
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAAIRPLPVLPPGGLRLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>OLS51221.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB30
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRRNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRRIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPADEVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>OLS51222.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB30
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGKRKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPEILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>OLS51223.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB30
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>OLS51224.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>OLS51225.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB30
MIRRGPKKELTLGRARSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTQLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAAPRREARG
>OLS51226.1 RTX toxin [Rhodovulum sulfidophilum]AB30
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIDLVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>OLS51227.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB30
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAVCGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYIQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVVGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>OLS51228.1 RNA polymerase sigma-54 factor [Rhodovulum sulfidophilum]AB30
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGASSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAVKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>OLS51229.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB30
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTRICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>OLS51230.1 nitrogen fixation protein FixC [Rhodovulum sulfidophilum]AB30
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>OLS51231.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]AB30
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>OLS51232.1 hypothetical protein BV392_03900 [Rhodovulum sulfidophilum]AB30
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQTVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAARDALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>OLS51233.1 homocitrate synthase [Rhodovulum sulfidophilum]AB30
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSATEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGAVLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAEVARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTDVALDRLCGLSQIVAHASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>OLS51234.1 hypothetical protein BV392_03910 [Rhodovulum sulfidophilum]AB30
MLDYSETLTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARRLDANAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>OLS51235.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB30
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>OLS51236.1 hypothetical protein BV392_03925 [Rhodovulum sulfidophilum]AB30
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>OLS51237.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB30
MTARRLRLIEPETDMTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRIT
PKVDALSGCALLFVLAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYS
E
>OLS51238.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB30
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEAMVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLMPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAVT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLETGARKGGANLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>OLS51239.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB30
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>OLS51240.1 hypothetical protein BV392_03955 [Rhodovulum sulfidophilum]AB30
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLADATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDSGPPRQQAPSAPTPTP
SSPNGAASTDDDEVLAPLPSDATALDPAPEQIAPEPSEARPPVAQDPTPARLRQSPALDEGTPAPETAPDSMLPEAEDLS
SGMTEPTEAAPAAAPTFAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPPRSRLLKHGLQRLLDADPDAAGRAAERLA
RVGRSIETAARD
>OLS51241.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB30
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>OLS51242.1 3-oxoacyl-ACP synthase [Rhodovulum sulfidophilum]AB30
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVAAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>OLS51243.1 phosphate acyltransferase [Rhodovulum sulfidophilum]AB30
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFIEGGDIPSSKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>OLS51244.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB30
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>OLS51245.1 hypothetical protein BV392_03980 [Rhodovulum sulfidophilum]AB30
MTAPRSLRLAGRRGREPVDFVLTPDPEERTALAGRLGITSLKKLRFAGELRPEGQADWRLEASLGATVVQPCVVTLAPVS
TRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDA
ELKPFAALARLRPSRDDAEGGGTPE
>OLS51246.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB30
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>OLS51247.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum sulfidophilum]AB30
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALEFKPDDTAEGDT
>OLS51248.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]AB30
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGADADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>OLS51249.1 elongation factor 3 [Rhodovulum sulfidophilum]AB30
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEANGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDAGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKPAASADAGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>OLS51250.1 hypothetical protein BV392_04005 [Rhodovulum sulfidophilum]AB30
MSPRQNRVTPLGEILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLTEFRGHHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTATRLDALLHAARICPVSGRQRHHTAPAAALPDGCFVLLEEDPHLILGAAAPPWQP
AGYGAPRARPAGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>OLS51251.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>OLS51252.1 hypothetical protein BV392_04015 [Rhodovulum sulfidophilum]AB30
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSVGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>OLS51253.1 hypothetical protein BV392_04020 [Rhodovulum sulfidophilum]AB30
MTEDALRAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSGRISVKCADPEFATMLIETGRAEKAPYLPRGGWISVG
FEAQDTDEMAHRLRESHATVRASLPRRVREGLD
>OLS51254.1 citramalate synthase [Rhodovulum sulfidophilum]AB30
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAAVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVAQGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGHITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPDEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGIELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>OLS51255.1 phytoene synthase [Rhodovulum sulfidophilum]AB30
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARRAGVPAQAVPAARAAWRTGAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>OLS51256.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>OLS51257.1 phospholipase [Rhodovulum sulfidophilum]AB30
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTSAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>OLS51258.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB30
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARTPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAGLIVAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRAEMSCAAGRRRIRH
>OLS51259.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB30
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTEAEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLTLTNRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>OLS51260.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MMVRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGT
FVAEDLPQTMTAPPATPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALAD
YLASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALD
ADPRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPEDLPLIYVGSLSKLL
SPGIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFD
LPAGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>OLS51261.1 hypothetical protein BV392_04070 [Rhodovulum sulfidophilum]AB30
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEATGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLLLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>OLS51262.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB30
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>OLS51263.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB30
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMEGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGSAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>OLS51264.1 hypothetical protein BV392_04090 [Rhodovulum sulfidophilum]AB30
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>OLS51265.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB30
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHMAAMAALALVYMAGGIPAGARALRALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGDTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWFGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGAELGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHSSAT
>OLS51266.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB30
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>OLS51267.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB30
MARDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYRPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>OLS51268.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB30
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESRQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>OLS51269.1 SIR2 family protein [Rhodovulum sulfidophilum]AB30
MGAADRLSDLLDEVASGGRVPYLGAGVAAMAGGDQPASPKALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLEELGIERLDLPLAGLAEALAATA
>OLS51270.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB30
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>OLS51271.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB30
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>OLS51272.1 hypothetical protein BV392_04130 [Rhodovulum sulfidophilum]AB30
MTGGPDPVDWQGEALDCVACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>OLS51273.1 ferredoxin [Rhodovulum sulfidophilum]AB30
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>OLS51274.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB30
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQMQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>OLS51275.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB30
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGVNP
FAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGA
WRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGDSPAIK
SVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQKKGRF
ELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILL
PPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTSQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACHQGTCL
SAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPPAGRPPAAAFAPEPQDERARLIDAMER
AGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>OLS51276.1 cytochrome C peroxidase [Rhodovulum sulfidophilum]AB30
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>OLS51277.1 hypothetical protein BV392_04155 [Rhodovulum sulfidophilum]AB30
MTAATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLTTRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVLSGDAPEPGLWVANPPDEEDRPVAQILTDLMGP
IGAV
>OLS51278.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>OLS51279.1 hypothetical protein BV392_04170 [Rhodovulum sulfidophilum]AB30
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPRDGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGSGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>OLS51280.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB30
MTAAAPFEIFLAALPGLEPLLAEEARAAGFAAPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFANFDAGAWAAMKAPA
PALPAGVRFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPTGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLAPTPPVAHGGLKVRLFRTAPLP
>OLS51281.1 2-dehydro-3-deoxygluconokinase [Rhodovulum sulfidophilum]AB30
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARARLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGAMTVVVKNGAAPIRLWAEGAE
AEIAPVPVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFANGAEP
>OLS51282.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB30
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRAVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>OLS51283.1 hypothetical protein BV392_04195 [Rhodovulum sulfidophilum]AB30
MHLMIIWFQDRDGIPPVGRAGMFGVIGLVWVGEWLLLCPGLESTPSAFLPLERDRDRAGMVVGVLMGRKARIGREALMPG
LVEERDCEEGAWFTARRGGPVSGSTP
>OLS51284.1 hypothetical protein BV392_04205 [Rhodovulum sulfidophilum]AB30
MFMVPDREVCGRDGLVGRLVREGTARGCGKDALRDTARPCESGGVYSPSGRKVSGRGQVGASSVGAGSASAMAAKGAARV
GTTPRLSSFQTV
>OLS51285.1 hypothetical protein BV392_04210 [Rhodovulum sulfidophilum]AB30
MAMAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIE
VPYARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGSV
LAFRTAITGELYRLLVRGSILRRAFDDIWNDRLFHTAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGS
ELAAMRDMWQGRPVAVMGCERLSHLYATALDKQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>OLS51286.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB30
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>OLS51287.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>OLS51288.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB30
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>OLS51289.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVGADIRPVVE
QIFAE
>OLS51290.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIARGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>OLS51291.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB30
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRGHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>OLS51292.1 hypothetical protein BV392_04260 [Rhodovulum sulfidophilum]AB30
MLLVFLLSAFFCAALLLTRPRALSPARRDDIAAVQAAHRRPTQRSGGIAIFLALAAGAATVPGDILPAYAALIAAALPLF
VVGLLEDIGHPMTPLRRLAAAAASSLLATALLWLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFLIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSIILLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFVSNPATSVVIWVLASAPVLTGVVLWDAPG
AAARALGFYTLLFALTYILGIRMLKRPKRIVGTSEPVTPGAGI
>OLS51293.1 hypothetical protein BV392_04265 [Rhodovulum sulfidophilum]AB30
MTEKFVHDMANLVAVIDGSARMLREDLGGSAHLNRILEANRQILAIMETLRAAGRKEIRHRWVDLGCLLRAATDLVQAEW
PEGICLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTPGRAPKGRVLLSLRRQCDPPGAEGRAWYEFRIVDDGI
GMDADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIHELGGRISVETAPGQGTAIRISWPEIFQ
>OLS51294.1 hypothetical protein BV392_04270 [Rhodovulum sulfidophilum]AB30
MIAFVIWVCVGVLNMKRFASERTECGAERIGVSERGRRPGPISSMVIVCVPAGLLTLIAALLLGCSLLAAVAAMIAAMWG
LFVLALAVFLLADALETRGGGRRDGDAVLE
>OLS51295.1 hypothetical protein BV392_04275, partial [Rhodovulum sulfidophilum]AB30
RPEFFSSLLKARYGAHPSIRICDPVYDPARLRTIRHRAKLYVHGHSAGGTNPALVEMMQFGVPVLAHGRIFNRETNENAA
LYFDTPDDLIRAVNPLARRPDAARQTGARMREIAERRYRLAEIGAAYFALLDPAGAREQDVPAPDQTGNRAA
>OLS51296.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MFFSLALCGALSGCATGFVRFPVTEEDQSKLPADVQVIRLDSSNIASFSQPARPPQPTTLPPARDWDYRIGEGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYKVNLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>OLS51297.1 hypothetical protein BV392_04285 [Rhodovulum sulfidophilum]AB30
MKPRILTVCAGNICRSPVAAAMLLALRPDAELSSAGLVAEPGRAADPLTAAAALDLGIDLSGHRARRFSAAMGRETDLIL
AMTQRHCEDIVRIAPELTGRTFLFDHWCGATGIPDPYGKPRAWHDSVVGAIRQAAQSWAERL
>OLS51298.1 hypothetical protein BV392_04290 [Rhodovulum sulfidophilum]AB30
MTEPYPRSTTPPADTAPQQEDEIDLSTLFASVWAARGTMLKGAAAALVLAAAMLLLSTPSYRATALLQLEERSNQLMLPT
DMADLMQTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAGIALAQLAV
PPDWVGLELTAIRTGPESFRLTDPEGRVHDGRVGVPLRLSEQGFVIEIGRLDGEIGRGFRIVQVSVADMVRRLRGMLGVS
EKGRDTGILQMSLVSDDRRRAARVLDAVTDAYVRQNIDRNAAVAASSLDFIREQLPEAVERVRQAELKLNRYREQAQAID
LTAEAQGLLEQLRVLDAELRQLDTKEDELQRRFTPNHPEYRNLLNERARAEQRRKRLEDEVGALPETQREVLNLTQELEL
AREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGRTLLAALFFGAVAGLAWRLLQQMIRRGISTPEEIEA
LGLPVFATVPLVDDMPRQRPGDPPLILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPVPDAGKSFVSLNLAVV
MAQADQSVCLIDADMRRGELTRRLGLPDGLPGLSDYLAGDTELDAVLRPAAVDGLSLIPTGIYPPNPSEMVMRPRFAEMI
EMLGRRFDCVIVDCPPVLAVTDAVIVARAVGATVLVARHGSTAPGEIVAAMRALDGAGRPAHAAVLNGFERRHARPGREE
GYYGYGYSYEAPTQRD
>OLS51299.1 hypothetical protein BV392_04295 [Rhodovulum sulfidophilum]AB30
MQWTLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAVILLDVSIVP
LFDAAGTCLGTFATAIDISERRARAAALAGGEGPVRTARDALVNALEALPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGFRELFESALRQGMLRGDPEQRARWIAGREKARCGGAPILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRTVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVAD
PTDVIQVFLNLLLNARDAICWRTPQACRGEITVTAELAHGRALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFSVFWPEAGEEPHEDLCAAEPPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTAQPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>OLS51300.1 hypothetical protein BV392_04310 [Rhodovulum sulfidophilum]AB30
MSRILPIAVKTVRDLSPSMMRLVFEVDGFERLRPTPHPDEWVSLWFPDATGALPRPLPRALAGPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGQLLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRRDLLLGPGARLRWHPMGDAAQLPCPAEAFVPGRDYVWIAAEASVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>OLS51301.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTLFSCHALERRDGRRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMHRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>OLS51302.1 hypothetical protein BV392_04320 [Rhodovulum sulfidophilum]AB30
MTRTIAAPVFLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHSDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLGARVIATPLAGAVILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALGLLGAAVLLSVLETLHLPGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPLGALAGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>OLS51303.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MVTAGRPLSRRQLVAGAAALAMMTGRGAHAEVPDPPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTA
DAGLRSWPNLEALRALRPDLVVALEGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGL
DAALAPPVPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPA
RLLHQSAIWQALPQQRAGRVGLLPPAWVFGGVPSAIRFARLLEAA
>OLS51304.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB30
MQGMTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIM
LGQSGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGANLRDVPQAVNVVTADQA
EAQGARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYG
QATPGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTW
KLDPGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQ
VLRYSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALD
YVSMGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDREL
TGRLGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNT
SFNTQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGG
LRHVGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>OLS51305.1 hypothetical protein BV392_04335 [Rhodovulum sulfidophilum]AB30
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAVGGAALLTP
LGFWLTRPGRFADYRTTAGETRRLQLDDGSRVDLAAGSALSVDFGRARRDLTLHRGEAFFQVAPDAARPFIVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDSDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSRAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>OLS51306.1 hypothetical protein BV392_04340 [Rhodovulum sulfidophilum]AB30
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSASGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVLSRVDDLTYDQIAARLEISRNTVMVQIVRALSDLRKA
LPMPEPA
>OLS51307.1 hypothetical protein BV392_04355 [Rhodovulum sulfidophilum]AB30
MGDQYLRKLLVVGMTSRAIQVKVRPDKGDPWLRKLLERKPFRLATIAMANKTARIIWAVLTREEAWSPRLACA
>OLS51308.1 hypothetical protein BV392_04365 [Rhodovulum sulfidophilum]AB30
MTYQMRMKHPHKLSRLSAIKRDQRETFSRIPLRRCNLQESSRFSDALVGRPTKEASDFRIGGITVEDGLRVIQIHSAKMI
AVGLELIGKAVGCGHPATLTIAPSVASC
>OLS51309.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MTPLVEARGLAVGHGGRALLEEIGLGLHRGRILCLLGPNGVGKTTLFRTLLGLMQPLGGAVFLGGHPLSDLSRAEIAQRL
AYVPQTLATPFAWRALDLVLMGAAARLGPFARPRATEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQGAE
AVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPAAEVMTAARMTRLYDIP
VRRYALPGGRLHFSGPSGREDEGPVAGASAGQNV
>OLS51310.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSERAAAPLLALGLAGALAAGAMLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVF
RNPLVAPDILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIALVMAIALALRGMGQVLVVVLCGMAVAALAGAGIS
LVKLMADPDDQLPAITFWLMGSLAGIKQADVAAALPAIIAGLVPMIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSA
TLVTAAAVSVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPLFLWL
LARGGRTWAE
>OLS51311.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]AB30
MTLAASETLRPHEECVPVPDAFDAGLWFIGRIRTPWAQCAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTLALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>OLS51312.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
ALGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGPDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLFVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERQEDRWLE
FGESGLVLAAASLLGAWANSLLLRRGTPPRGLVGYGVLLLAIGALVLSLLASGPAFVIGMAVVALAYAMAIPNILAEALQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLPCAMLGALAFRGGQLRRK
>OLS51313.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDETRVAAPFAGTTIVAMTPLLREVFERMSLQPFDTDWSAGAARNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>OLS51314.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB30
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPPEAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>OLS51315.1 hypothetical protein BV392_04410 [Rhodovulum sulfidophilum]AB30
MQPTRASRDDQIWVVGCSLPAGSSRRPALAAVLAPGSADAQSVLARWIAEHAPFAVVEAKPDALESWLQTGFGNWDLLAA
LPELTAEVPVRLVAQDHVSVQTDGQSWLRIEAPVELGFLDEDFGQFPRRSVPKRLEPLFWTGPEKTFAVIDAAAFPALPE
RLSASDMRHGCLFEGKAEQELGEAAPWLVELAPDQRILRDLFAGTGREGRDPVRPAALFLRSGDTFSDLRAHLRQFVRLK
SSDGGWAYFRFWEGPYLFGLIEAVARNELPEFTRFFVSRKAKIQYVGHLDPHGTWHGATCVDAPPKANAALLLTPEVREI
LQRVRSEQFLRRLREYLGQHQSPGEDALSEQHVRCLVREARQYGFTLEKAIANYARARLSAGRKLDEMPWFRELLSHNLH
QLDTSQLVLETCLNR
>OLS51316.1 hypothetical protein BV392_04415 [Rhodovulum sulfidophilum]AB30
MNFSDKIEADQDCLPCQHGNLFLADMSAEMQSRLRFSGAVNGKTTETLPVGRVFQLENSADRTINQLDFSLGGETMTVIP
DLSDYPVTVPEELKCAIAVPDELPPEREPEYYYPNGSGALAAFRTQAFNSAPDVQALRRSDPTEYAKLMSAFDRMNFAYN
ISDHPILHTSELIREIGSVQPRLKMRLRDHDLSARAQDILARRARRYQSILEAELARREQPKGEGLFVIALKDGSPAAAM
SDGPKKKDDLTPAEEVSIGDSLAEAFRVNWDAFIEAHTDTEDLADTVKSTAITGAVQTGAIWSSELGTFAADLNDAYLAS
ISGRTARRYLTHMPSFKDWVRIHREFLREILSTDFEIKTWRGKKHIIFSGKATLRAHLTKKRYPKEGFRVIDAVSRNVQR
SPWVAVKDAFTGGINRFFIALACVIEIKDWLKSEQEDWANLVSRLTIVAITTSVIAFVVVLVVGSMAAVASLPFIVGTII
LAGVSFAASVGAAVVVDLFSIKDKLADFIRFAGQSLFSALAGTWNWVWT
>OLS51317.1 hypothetical protein BV392_04420 [Rhodovulum sulfidophilum]AB30
MRKRDAYRARKSVLKNKTRPVRSEAGTSVGRIDALTRNARNTWFALLGLLVFVGITLMSVEHIDFYGIDRATKLPLVNVD
VPTRYFFVAAPILTAAFYIYFHLHLIRLWDALGAADNRIGGQPLGDAVMPWLVTDAALHLRNLWRADDCCTPRALDRPAT
VLNLALTWGFGLIVLGLLWWMSMPARTFWMTAIACAALLAAAGAGLSSLGRLVERMGPDEQAWQSWPSTPVVMTVIVSIA
FSSSYLRTAGPIERLAPIDMTGLAIVEKPTGWLPRDIAKADFFAAWCKREGTDCTRKELSEDQKNLFEREFRRRRGASLS
DIRKPQWHQPGHQKPDFRGAQLAGAFLAGAELRWTHMEEADLRWAQMEGADLRGAQMAGANLSMAQMEGANLSMAQMEGA
NLSMAQMEGAVLSGAQMEGAVLSGAQMAGTDLIDAQMAGAFLSGAQLEGANLRGAQMEGANLRGAQMAGAFLFRAQMEGT
DLIDAQMTGAVLSGAQMAGANLRGAQLEGALVSEAQLEGANLSGAQLEGAVLIDAQMEGANLSGAQMEGANLSGAQSADG
GGEPQRGADGGGEPQRCTDGEGGPHRCADGGGGPQRGADGGGEPQRCADGGGGPQYEFLDRCAVRTLNNPIGEPESGHKW
WRRSQVRRFQERHLQ
>OLS51318.1 hypothetical protein BV392_04425 [Rhodovulum sulfidophilum]AB30
MEGANLSEAQMEGANLSGAQMERAVLIDAQMEGADLSVVQMEGANLSGAQMEGADLSMSFLTGVRFEPLIIQSANLRAVT
NGGGALRFADFRSVTFNEETNFRNAFLDGSVQITDGFRKQMGDPCQWHADVLSDEEFFGRWRGWLEASGMDSRHWSNISP
AGWSDVASIAPPEGCVWKTSAISDTQR
>OLS51319.1 hypothetical protein BV392_04430 [Rhodovulum sulfidophilum]AB30
MADPYPGMSVGATSPAVDWSEITPSDSANLATVPRALDCAASGDVVIVSASGNEITITLTAGAPYPVRPVRVKATGTTAT
GIIGMW
>OLS51320.1 hypothetical protein BV392_04435, partial [Rhodovulum sulfidophilum]AB30
GWQPTPRRNRKGVIVQDRARYTPCVWEPSPARIAAARRAYLDWWGYLLEVQAALGAADLARISVTGDMPPMTPWR
>OLS51321.1 hypothetical protein BV392_04440 [Rhodovulum sulfidophilum]AB30
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS51322.1 hypothetical protein BV392_04445 [Rhodovulum sulfidophilum]AB30
MEGIRRLADLPQRIAARPAAVVAQIVQEFRRPALGQRLPPHRMGKDRPDQRRGVVGGRLDLRRRLQDRIGDREAVAVLAA
GLGRRHLLERGQVRRAHIGQPLGQIGQHLLELRLGHRPGLHQPPPQQGLDQQIPHPLLALGLFPRIHLGSLLLSLARSPQ
DCPDIVRRTFAGQLRTVRDSRDSPAPFLALAGLSTGLALSDRREPSMFLSFSLSMSLSCRTV
>OLS51323.1 hypothetical protein BV392_04455 [Rhodovulum sulfidophilum]AB30
MIKHSALLSDIDSFLENTGMGASYFGKRAVGNSELVSRLRCGGRVWPETERKIRSFMADSGAIHPASPQSKSGGLAPDTE
DSA
>OLS51324.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MLDTSWRERLRVAIQDAGKSMRAVSLASGNGPGYVHSILSDGKEPTMDNLAAVCDAIPVSLIYILYGLDVSDEDFEILRA
LREYPEIRQGIYQIIRAKSSS
>OLS51325.1 hypothetical protein BV392_04465 [Rhodovulum sulfidophilum]AB30
MKTILTTAALALLAAPVLAGTDTTEDQVTAVSPASAPDCFAPINDTNAFQRSNAPGCVYYTAPTGNDRDRAASDDGEGEG
EGGESSDT
>OLS51326.1 hypothetical protein BV392_04470 [Rhodovulum sulfidophilum]AB30
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARKGCGA
>OLS51327.1 hypothetical protein BV392_04475 [Rhodovulum sulfidophilum]AB30
MSVFDSIAPPPDALAAFVVEWRGASPEVRLAAIRGALHRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>OLS51328.1 hypothetical protein BV392_04480 [Rhodovulum sulfidophilum]AB30
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPP
TNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLSPLSATNRLTPPAPGTETHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARQEAA
>OLS51329.1 hypothetical protein BV392_04485 [Rhodovulum sulfidophilum]AB30
MAEIQWPREIWAAQPDPDDADDRAEPERLREVEAEYRIITETTPDPLTRSFGRFNAEVTPAEARLIIRDDCKDMIRLFGR
DLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVMAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRIC
PACGELVTEGQGCGGGICRASDAFPKLVEDPADKAFREAIAELVDCAMREGKVDA
>OLS51330.1 hypothetical protein BV392_04490 [Rhodovulum sulfidophilum]AB30
MPEISREAFVDRFVSHCLDHCGFTHFDDGEAVEACARMVAPSYWADAYYRADGPEACAEGDMDYWGED
>OLS51331.1 hypothetical protein BV392_04495 [Rhodovulum sulfidophilum]AB30
MLSRLERLAVSENTAAQMLDLPRARFRDLVHKGVLPPPIELAPGLERWRASELRAVLDGQVPRERFEW
>OLS51332.1 integrase [Rhodovulum sulfidophilum]AB30
MVKRTQRPYVSRRTVKGRTYYYFRRNDTFVRLPDNPDSPEFDHAYWACRSGRNVAVKTSFDALITSYLASPAFLAKAPTT
RSEYRRTLDQIRAKNGPKDFTRLRRRDVIAARDTHAEHWRKANAMVEMLSILARHARDLEWIDFNPAENVEKLKGGSYEP
WPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWSHYDGDAIAVVQGKTGQRLWVACPADLREYLDALPRTGRFI
LAKNLTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLAEAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQ
AQDRRGRK
>OLS51333.1 hypothetical protein BV392_04515 [Rhodovulum sulfidophilum]AB30
MKGEDFADIAKGFDFNSLHLGKVDFPDHFVKDYVAQILHGPDRLETEIGYSVARFASGPVICDPAMLLGPAFIYSINRIL
DESPYAEKAIKKAGTKKLGTNRRA
>OLS51334.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB30
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RVVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>OLS51335.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>OLS51336.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB30
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>OLS51337.1 OHCU decarboxylase [Rhodovulum sulfidophilum]AB30
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERAHFEDLNRRYAERFGFPFIIAVRDHDKAGILAAFERRLENSADAEFAEACRQVERIALLRLKEILP
>OLS51338.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB30
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMSDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVASGGGSD
RPEPDQGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>OLS51339.1 Ureidoglycolate hydrolase [Rhodovulum sulfidophilum]AB30
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEGGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>OLS51340.1 uracil permease [Rhodovulum sulfidophilum]AB30
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGRD
>OLS51341.1 hypothetical protein BV392_04555 [Rhodovulum sulfidophilum]AB30
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>OLS51342.1 A alpha-helical domain with a conserved ER moti [Rhodovulum sulfidophilum]AB30
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>OLS51343.1 transglutaminase [Rhodovulum sulfidophilum]AB30
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>OLS51344.1 peptidase [Rhodovulum sulfidophilum]AB30
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>OLS51345.1 hypothetical protein BV392_04575 [Rhodovulum sulfidophilum]AB30
MTSKHPQKGKAWPSAYRRASDAALSFTRRVAQGQAPRHAVPVLLVAGAALTALVTLLAVGAVPSVSGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGPLSTDGLGPVAEVRALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADAAPEGDTLAQLRPPRRPLAAADPKRPRPRPAAIGNGTAATGPVAAATADLVVAASDRPRSRPASA
AMASSAPDLAGLRPVSRPLVLSEAEPDALRPSARPPAGAASAASLLPSESAGHSMATVPVVPPAPEAAETAPGLRASLRP
QTRPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDRDALIV
QQALAGNIPDFLRELTPVRVSGRLPGGHRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDAIY
GQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQPLS
TVHGAYYSDYSHGVRLVSRTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>OLS51346.1 CREA protein [Rhodovulum sulfidophilum]AB30
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIKIGDIDRSPNGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>OLS51347.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>OLS51348.1 hypothetical protein BV392_04590 [Rhodovulum sulfidophilum]AB30
MRLPLILAAALAVATPALAQQYDFTPDATLACMKKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>OLS51349.1 hypothetical protein BV392_04595 [Rhodovulum sulfidophilum]AB30
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHLGVDYAVTD
HSAIRTDVRWIDLDTKVKSDSLGDLGTAHIDPLVFGVSYIWKF
>OLS51350.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB30
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTVIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRMPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWSPEEEAAFKRPT
IEMFEVQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>OLS51351.1 3-methylcrotonyl-CoA carboxylase [Rhodovulum sulfidophilum]AB30
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADHIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMERAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMPPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFEGPASAIVKIGEAVLEARLAPEGWRIDGALPGAVLRAGGAIHVFAGADGSFSFLPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGDHVAAGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEDEDA
>OLS51352.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB30
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASIDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAALRAVLAVAPPERFAGHFHDTGGRAMANIEVALDAGLRVFDAAVGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>OLS51353.1 hypothetical protein BV392_04615 [Rhodovulum sulfidophilum]AB30
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTVPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQSSAKV
>OLS51354.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB30
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARAMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGRGPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>OLS51355.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB30
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPDRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAATVAEALAADRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGLEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTGQALAAAETAFREAAKA
>OLS51356.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSPLLDARDLAKTYPGPRRVRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGQDWGALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPEHVAWLLSEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRGHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
DILRRLIAAVPEIPAEKALP
>OLS51357.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTPLLTLTALGIRYPGARTPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKGARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>OLS51358.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MPRMIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRVEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>OLS51359.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MLATISRRSLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEANYAPGGLRPL
LATGWAGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYEGTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGKNLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLSIEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRLRLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>OLS51360.1 adenine deaminase [Rhodovulum sulfidophilum]AB30
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAASAAAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>OLS51361.1 keto-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB30
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAARDWDAITALAREAAALPR
>OLS51362.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB30
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKSLLAVGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMASYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTAADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>OLS51363.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MSIDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEI
DSAWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNG
SGRVRGLEGLAEETLVLTGALGGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFSHVGGFALAA
LAAGAQSALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDVEGAQFDLVICDPPAFAPSKKALDAGLRAYE
RVARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>OLS51364.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB30
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVASRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHAAAERIAVETL
DRRALLKRARLPRLGKALDTPRG
>OLS51365.1 hypothetical protein BV392_04680 [Rhodovulum sulfidophilum]AB30
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQAPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RALYCDSGAEAPLYWAHPDARLDVDPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARNGDEAADILAANGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>OLS51366.1 peptidase M48 [Rhodovulum sulfidophilum]AB30
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>OLS51367.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB30
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYVEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDIASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGSAFAADFA
AAWAKVMNADRFDLV
>OLS51368.1 hypothetical protein BV392_04695 [Rhodovulum sulfidophilum]AB30
MLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTGLDALELLKAH
PAQADAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVERMLERFSAVC
AADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>OLS51369.1 hypothetical protein BV392_04700 [Rhodovulum sulfidophilum]AB30
MEFAGAFFSERVLRELELMASDAGNLSVLPEIGAVADGTTRGANGTGLDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYI
GRGDNWREIVRVHRVGDRIEVVAPGGMQSKGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTV
GGALVINADFEWLLRAANLHPSDGFSVTVMTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGW
RRAVNVTSLPSGSPNRGDRLSLRTDIFVVTELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQG
LRKCDLGEDMSDLIPTTNDEVGELARALVSLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADM
VGRNVSILMSEEDAERHNDMLRRRIGRREQKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQ
ARSEALVKALERSNADLDAFAYFASHDLKAPLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSR
IGRIEEKAQIVEGRDLFDELRGLLQIPDGFSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTA
YHLSVTDDGPGIPPKYHAKVFEMFQTLRPRDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKAT
GRAA
>OLS51370.1 response regulator [Rhodovulum sulfidophilum]AB30
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>OLS51371.1 hypothetical protein BV392_04710 [Rhodovulum sulfidophilum]AB30
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVTDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>OLS51372.1 response regulator [Rhodovulum sulfidophilum]AB30
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>OLS51373.1 hypothetical protein BV392_04720 [Rhodovulum sulfidophilum]AB30
MMVDDCRFERKMVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSV
VVILTSSECAADMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>OLS51374.1 hypothetical protein BV392_04725 [Rhodovulum sulfidophilum]AB30
MRSTGIVSENEYRLRRLVRAGLAGLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IQTLTGLRIQPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQT
VSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIIAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASADRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGGH
>OLS51375.1 hypothetical protein BV392_04730 [Rhodovulum sulfidophilum]AB30
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGSRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVDPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAEAA
LVLSDCRALGGRAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPGWPGEALAA
GPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVAFEPG
>OLS51376.1 VOC family virulence protein [Rhodovulum sulfidophilum]AB30
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDMNLIEISEPA
>OLS51377.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB30
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>OLS51378.1 epimerase [Rhodovulum sulfidophilum]AB30
MTDTALSSRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGADPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADGTPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>OLS51379.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB30
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>OLS51380.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFAPADLAEVQGWE
DVGFATLKTRSIFDYVNIRATGGRGRQEALIAPSGTGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>OLS51381.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGIYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>OLS51382.1 hypothetical protein BV392_04770 [Rhodovulum sulfidophilum]AB30
MSPFRLRPALSAFAIVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHDAPDGPETRRYPAFQPLYVFARQEGWVEV
GPSATAAPAGWVAADTVVDWKQNIVASFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYDGAPDGEQVFAMPFDILP
>OLS51383.1 hypothetical protein BV392_04775 [Rhodovulum sulfidophilum]AB30
MALKIRPDPRRPSGGYAELSAEARSLPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPEAPPPAAQAEDPAP
EEQRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDAGALLLFGEIYDDAANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEATRRLERLCPDLRA
ASDTLSRSAAEEYCRP
>OLS51384.1 hypothetical protein BV392_04780 [Rhodovulum sulfidophilum]AB30
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPENGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPDGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVVDRAAFFAILW
GGHDALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDSEAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQIDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAVDLALADPPSTEARANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>OLS51385.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB30
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDETPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>OLS51386.1 hypothetical protein BV392_04790 [Rhodovulum sulfidophilum]AB30
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLSPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
TLPASAPAATEGAPATGTAPADPIAPASARTGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSDVLQEGSLTR
QGESWTTTINYPGLP
>OLS51387.1 serine protease [Rhodovulum sulfidophilum]AB30
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSATEALARQADVPTDTPADTDGSGPPAGGATTGATVAPGPVPPEPAARSWPGAIAWVPLLALLLIAGGV
LVWLLLPGTRIFPPRNPAPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPAD
APGSRAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTN
NHVVAGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGD
WRGGTDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEF
LESAALTPATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSNE
>OLS51388.1 hypothetical protein BV392_04800 [Rhodovulum sulfidophilum]AB30
MLRAAIFGMALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQ
CEAVPPTPAPEPTTPPDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGT
TCRGAVSGRFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>OLS51389.1 hypothetical protein BV392_04805 [Rhodovulum sulfidophilum]AB30
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>OLS51390.1 hypothetical protein BV392_04810 [Rhodovulum sulfidophilum]AB30
MPVRTIVLTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYD
AGGADGVTGKRTRTAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETG
RCMGGGYPAQNNYGGAPGYPGSNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRS
IADHCQTVKMVSSANGGAVRSPAAIINPTQALDEQFCSASTYAVSSTESMLSGAQVSDDQLTQNCGKVVEFMAAETDALG
TRPAADLTAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADA
DRARGWYDTAFSALDDGATPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>OLS51391.1 hypothetical protein BV392_04815 [Rhodovulum sulfidophilum]AB30
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMHAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPGYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIADARDRLTEMSGHVYLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVALVNRGAAALSDIVERVSHIAELIGGI
ATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARATRRAEPAPSPDNG
RMPTEPRKPAVNEGGWQDF
>OLS51392.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MRLALAIAPALAIALAAGLLGPPSAAFAASGTDRPAFRFAQVAALEGPAAALGQGMRLGLLAAFEEANRAGGVHGRKVVL
DSVDDGYEPARSAAAVERIISEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEVDAEARPDFVSLEGY
LAGRVALRALQKAGPFANRGRMREALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTRIGADGAFEPLPPAAVDPKL
>OLS51393.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVEEMRAMTPSHPYT
RALLQASTGYSRD
>OLS51394.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKRGSRAEARRRALDMLEAVSIRAPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>OLS51395.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]AB30
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>OLS51396.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIAGERASPEVYARVHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>OLS51397.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MNAFARLLSGAALTATLAATASALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNKLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHITESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>OLS51398.1 peptidase M19 [Rhodovulum sulfidophilum]AB30
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMAQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRQAMVAHGYGPELIARICQGNWLRVLEKTWGH
>OLS51399.1 ATPase [Rhodovulum sulfidophilum]AB30
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDVLEDLIHVPRAIEYAGQVITVYDPIMHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEDFLKIFASVARKKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>OLS51400.1 hypothetical protein BV392_04860 [Rhodovulum sulfidophilum]AB30
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPASFVAHRLARRIAALRQALSDWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>OLS51401.1 hypothetical protein BV392_04865 [Rhodovulum sulfidophilum]AB30
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDENSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWEKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEARG
>OLS51402.1 pilus assembly protein TadC [Rhodovulum sulfidophilum]AB30
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRHASGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRVQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>OLS51403.1 pilus assembly protein TadB [Rhodovulum sulfidophilum]AB30
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVFTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDEVKETALFLPAAIAVAVFLVVNVIFMRVMINI
KV
>OLS51404.1 pilus assembly protein CpaE [Rhodovulum sulfidophilum]AB30
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIENMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSHAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
KELHVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRSRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDFGTAAAAAAQ
>OLS51405.1 general secretion pathway protein [Rhodovulum sulfidophilum]AB30
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLNFSGGTNTIAEGNNLGNIFDGDPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>OLS51406.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB30
MRLIFGLVLLVGLGLAGFAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPKESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTRGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGATDDVVAKAVEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>OLS51407.1 hypothetical protein BV392_04910 [Rhodovulum sulfidophilum]AB30
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>OLS51408.1 hypothetical protein BV392_04915 [Rhodovulum sulfidophilum]AB30
MSAMRIWGADRATDRTMAGPGIAGMPVVSLGYSLLLRAGTPCQVRSRLWMAAFLTAVWLIRMVWAIEGDRITTLSSLR
>OLS51409.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MAETWIILGASSSMARALTRRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAGFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKQRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>OLS51410.1 FAD-linked oxidase [Rhodovulum sulfidophilum]AB30
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMAPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMAGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPRSM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>OLS51411.1 hypothetical protein BV392_04930 [Rhodovulum sulfidophilum]AB30
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRVFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>OLS51412.1 hypothetical protein BV392_04935 [Rhodovulum sulfidophilum]AB30
MKTLALTAAAFVALSAPVFAQTQLEQELGVQADTYSLSQLIQLKAAAEKDGPLSRVWFSPASSTTMSTSGYANARVAKIV
ASLAAESDNGYVAAHGHRDNGPAAQTITDPRVAAIAAYNAANAD
>OLS51413.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB30
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>OLS51414.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB30
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>OLS51415.1 hypothetical protein BV392_04950 [Rhodovulum sulfidophilum]AB30
MSGVYSDPSRSVASKGGLSHQTREELEAIRPLIANELAALRTAVDEMFAADLDRDLALVIRLGGLTEGE
>OLS51416.1 hypothetical protein BV392_04955 [Rhodovulum sulfidophilum]AB30
MAVRNLFGISTTLASLSASDPTSRTIVVDGDRLGMTAEDLVAGSIDALADSQMTAIRTSC
>OLS51417.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB30
MTDRSMSRRKAFLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTGSRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>OLS51418.1 DNA topoisomerase I [Rhodovulum sulfidophilum]AB30
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRATDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPARPASADRFAADYATLAGTGGAARDGQPIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>OLS51419.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB30
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>OLS51420.1 threonine synthase [Rhodovulum sulfidophilum]AB30
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLREMFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>OLS51421.1 peptidase M16 [Rhodovulum sulfidophilum]AB30
MSVELHRLSNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRSPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>OLS51422.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>OLS51423.1 hypothetical protein BV392_04995 [Rhodovulum sulfidophilum]AB30
MAAQIALSGGMTSRSSNMAVVRPRPRELTARGPLLAIRVARARAKAAISSAAVLLRKEDLLRGG
>OLS51424.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB30
MTETVETLPFRKREARHVAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFDTPLDENTVRLTFVDHATFLLETPGG
LVAATDYTGYLGPNPVTPDVVTMNNAHETHFTAFPDPAIRHVLEGWAKGGEAADHHLDLGEILVRNVPTDIRGRDGASVR
QNGNSIFVFEVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRALDR
FLAGMAGEFEASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>OLS51425.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB30
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVDEAAEIVRACTAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVSDGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>OLS51426.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGT
>OLS51427.1 hypothetical protein BV392_05015 [Rhodovulum sulfidophilum]AB30
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>OLS51428.1 methylthioadenosine phosphorylase [Rhodovulum sulfidophilum]AB30
MERMIAVIGGSGVYDIDGLEDARWQAMETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>OLS51429.1 flavin reductase [Rhodovulum sulfidophilum]AB30
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILRLPGVANLVVFGAVTGIH
LREDCLVEGRFDITRFRPLARLGYRDYAVVGGIFELQRP
>OLS51430.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGIAGAVTRA
RPDRAHTA
>OLS51431.1 hypothetical protein BV392_05035 [Rhodovulum sulfidophilum]AB30
MCIDEGFSRFFCAGHVRDCRFQDTCSNIAFHYTDDGGAEIAATCLTADGMPHDTSIAMPGIGNGNGALVIEGGSASFQKS
CGSIMPHPSIDGVELTASCRKTDGSFEDASISIDGIGNENGTLSD
>OLS51432.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB30
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKLEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>OLS51433.1 aspartate kinase [Rhodovulum sulfidophilum]AB30
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>OLS51434.1 hypothetical protein BV392_05050 [Rhodovulum sulfidophilum]AB30
MIRYALTCADGHRFESWFQSASAFDTLLKSGHLSCSLCGSRDVSKALMAPSVATDRPEGPGAPTPDEDSENAAAPAGRPL
STPTGPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>OLS51435.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB30
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGTRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAGAHPFYRWMDTEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>OLS51436.1 2'-5' RNA ligase [Rhodovulum sulfidophilum]AB30
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFIGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>OLS51437.1 hypothetical protein BV392_05065 [Rhodovulum sulfidophilum]AB30
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGASL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>OLS51438.1 hypothetical protein BV392_05070 [Rhodovulum sulfidophilum]AB30
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRSHPDCPGIVTAT
RGNHGQGQALAARAAGMSARIYAPEGNSAEKNAAMRAFGADLRIFGTDFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>OLS51439.1 hypothetical protein BV392_05075 [Rhodovulum sulfidophilum]AB30
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGTSNGPGRVQQPTIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWRPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASMDRFATLGLPPERRGPVIDLKAFAPAAQPVADDLNALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHATRSRGERPGPDRPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFTAVYGALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRA
EAPGPDTLIDALEGLMGAPAPAEKEPGNG
>OLS51440.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB30
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>OLS51441.1 transporter [Rhodovulum sulfidophilum]AB30
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASAGYQRDDNSDEGYRAELKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>OLS51442.1 hypothetical protein BV392_05090 [Rhodovulum sulfidophilum]AB30
MRSIVDTAGVRSAGPSPEPVPSRTEPRLARLVLTPNLRVRPDPETRSAPARAMPVLLRGPLPQEPGAPALPVAREVAPSG
RRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAALRVMVSDIV
REVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>OLS51443.1 elongation factor P [Rhodovulum sulfidophilum]AB30
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>OLS51444.1 elongation factor P [Rhodovulum sulfidophilum]AB30
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>OLS51445.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB30
MAERAALEALAGAAIARRRSLSGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDECAASGPGWAALGTALLRLHGTTGAAYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTAEEAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPDWPARRAVYQLW
PALVHLRLFGSGYRGLVERCLATLGA
>OLS51446.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB30
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>OLS51447.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEIAGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVASQLRS
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLSAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRIAI
GGVAVADLALSELRDLFSVVTQDAPMFDDSLRDNICLGRKVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDQ
LLARDGLYAGLYRLQFTAES
>OLS51448.1 hypothetical protein BV392_05120 [Rhodovulum sulfidophilum]AB30
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGGNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGTPVARARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>OLS51449.1 hypothetical protein BV392_05125 [Rhodovulum sulfidophilum]AB30
MAATLALVAGAGARFVPGSSAAGPIARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALAGLGALHLRQSLP
AQPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETAGGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQI
HRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>OLS51450.1 SLC13 family permease [Rhodovulum sulfidophilum]AB30
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQSLGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>OLS51451.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>OLS51452.1 histidine kinase [Rhodovulum sulfidophilum]AB30
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAATAKTA
>OLS51453.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>OLS51454.1 hypothetical protein BV392_05150 [Rhodovulum sulfidophilum]AB30
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADCGTLAEASPEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADTVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>OLS51455.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRAMAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>OLS51456.1 Bcr/CflA family drug resistance efflux transporter [Rhodovulum sulfidophilum]AB30
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYAMTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVAVLYVRWVDR
RAGPILAMPPKDGP
>OLS51457.1 hypothetical protein BV392_05170 [Rhodovulum sulfidophilum]AB30
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>OLS51458.1 methylmalonyl-CoA carboxyltransferase, partial [Rhodovulum sulfidophilum]AB30
VDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVGV
VANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRKA
YGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPHS
TRRRVSRAFASLRGKRRETPWKKHGNIPL
>OLS51459.1 hypothetical protein BV392_05185 [Rhodovulum sulfidophilum]AB30
MEHIEDWAKVQKHEFENMIVLCANCHARVTTGEIRKDAVRAYKRNLAIINGRYSLYEYRLMEAFYTKMREHPGEPLQAQV
AENDYLHIKGMVDDGLLVLRRTPGGMWSFGLPISPMQALLTEAGKKLINSFFNGRDIEN
>OLS51460.1 hypothetical protein BV392_05190 [Rhodovulum sulfidophilum]AB30
MLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRAAAPFPRS
DCERKIAALLTSPSHRARWLAQAGSEPRT
>OLS51461.1 hypothetical protein BV392_05195 [Rhodovulum sulfidophilum]AB30
MILRAVLLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTMRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPSQVVITLMDRPVPFGQSEPEATQFFEAYRPEAGRCIWEGF
>OLS51462.1 hypothetical protein BV392_05200 [Rhodovulum sulfidophilum]AB30
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>OLS51463.1 hypothetical protein BV392_05205 [Rhodovulum sulfidophilum]AB30
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>OLS51464.1 acetyl/propionyl-CoA carboxylase subuit alpha [Rhodovulum sulfidophilum]AB30
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>OLS51465.1 hypothetical protein BV392_05215 [Rhodovulum sulfidophilum]AB30
MTQLPSKKLDIVTVVFSGELALLRLQARSIAREFHASALGDIFVIINDHEEAACAEAVEAMRGDYGPFAGKLKVVRPDEL
LSDCPTLRARLERFYLTHLRGVGRKLRGAGGGWRGNGGWGMQQALKLMAARLGASPYLLVLDAKNQFVAPVTGSDFVAGD
GRPRSRVVETEEKQQGWIRASFAKLDLPVPALPATAPPTVTPVVFARDDLRSALAMIEEKLGPIELFFARRRGKATEFML
VYAALDQGRGLWWELHAEGLPASFSLFSGGSVGRLPELVAAARCGDCKMIGTHSRLLAAMTETVRKDLVEFWRERGLIRS
DSEIEALFHA
>OLS51466.1 hypothetical protein BV392_05220 [Rhodovulum sulfidophilum]AB30
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>OLS51467.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB30
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>OLS51468.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB30
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>OLS51469.1 molecular chaperone DjlA [Rhodovulum sulfidophilum]AB30
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>OLS51470.1 endonuclease [Rhodovulum sulfidophilum]AB30
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>OLS51471.1 hypothetical protein BV392_05245 [Rhodovulum sulfidophilum]AB30
MRHRLALVPLLALLLTAAPASAQDRGGVGDDGGMSEGLGLLGEGMQLFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>OLS51472.1 exopolyphosphatase [Rhodovulum sulfidophilum]AB30
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>OLS51473.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB30
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>OLS51474.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB30
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>OLS51475.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB30
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASEERASNEDRD
>OLS51476.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB30
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYVPHRTGSHWEPMAKSSFHTWL
>OLS51477.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVKGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>OLS51478.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MSEPVLSLEAIEKCYNRGLPGEVRVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>OLS51479.1 chemotaxis protein [Rhodovulum sulfidophilum]AB30
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGHRSNRNAA
>OLS51480.1 hypothetical protein BV392_05295 [Rhodovulum sulfidophilum]AB30
MRSEQDRRVRASLAASVGYVENPAPPAGTEDKSKTVKDKPSVGVRACSAERSGLQDRKADRLSLSRGQMNPISLLDDVIA
QNRAVLA
>OLS51481.1 hypothetical protein BV392_05300 [Rhodovulum sulfidophilum]AB30
MPADPPIRRSPLSTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYLADQGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGHPLEQTLALSAALRRGGEATGRIELPARRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSAMRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLSGRIEVSSQPGRGSTFTVTLPLPEATAAAEPAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETATARQFDVILMDISMPRLDGIEAARRIRAAEDPPPRIVAMTAHALPEDLARFQAAGMEDVALKPVSRGRLSELL
GEVPGAATQCKTAPAAMVPEPERDAPADKPHRAAS
>OLS51482.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB30
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFKLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAESLSPAPE
ACPVLPAIPAAPLDIGLALG
>OLS51483.1 glycogen phosphorylase [Rhodovulum sulfidophilum]AB30
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQV
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTEKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>OLS51484.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]AB30
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAPDLFAG
PVPGKAPYVLRARDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRTHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERTGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>OLS51485.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB30
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAGNAASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>OLS51486.1 starch synthase [Rhodovulum sulfidophilum]AB30
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAERHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>OLS51487.1 glycogen debranching enzyme GlgX [Rhodovulum sulfidophilum]AB30
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSSEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>OLS51488.1 hypothetical protein BV392_05335 [Rhodovulum sulfidophilum]AB30
MSSLAALARASGILPGYRDLTGTERPTAPETAQALLAAMGLAAATEAEAAASLAALEAARAARHLPDWLVLDEGRAPGLD
VPAAWRIELETGGVIEGRAEDPLPALPLGIHRLRVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGLGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGL
DAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCTAPAVAEFAAANGGAVAFHAWLQFLAETQLGAIR
EAGAAAGMAQGLYLDLAVGTHPAGAETWADRGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAM
FDPETASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRRLGHIPSERAEALAAERAGQAQALGVRIGGVGVDALHAALAAS
PARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>OLS51489.1 HyuE hydantoin racemase [Rhodovulum sulfidophilum]AB30
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSTLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>OLS51490.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEYARTLLTAGSRNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>OLS51491.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAIVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWVFTLTIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGVQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>OLS51492.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITTVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>OLS51493.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRKRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAESGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>OLS51494.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVA
QPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFI
AQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>OLS51495.1 hypothetical protein BV392_05370 [Rhodovulum sulfidophilum]AB30
MKLRRMMAEELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYHKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWATDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPVMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGRAPVPGPVIAAVATLELG
>OLS51496.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB30
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPTDWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGTAPVWLDAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGSGFVATTGTGAVMGLRDLHPVWTTQQARAFDNHLVTVSAA
>OLS51497.1 peptidase M75 [Rhodovulum sulfidophilum]AB30
MIRRTVLAFALALGATPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLA
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALASAILADWQDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEITEES
RASLGPALGVAAGFNSRDGD
>OLS51498.1 thiol oxidoreductase [Rhodovulum sulfidophilum]AB30
MGSAAVAGPLTQAVTGPGLSALPLTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLTAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVALSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPEGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPSGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGAGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAAARDRVATMPASD
RAALIRFLESL
>OLS51499.1 bacterioferritin [Rhodovulum sulfidophilum]AB30
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>OLS51500.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB30
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>OLS51501.1 peptidase [Rhodovulum sulfidophilum]AB30
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKTKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVVQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>OLS51502.1 hypothetical protein BV392_05405 [Rhodovulum sulfidophilum]AB30
MNADPNRRGSAAVGFLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>OLS51503.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB30
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALSNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>OLS51504.1 hypothetical protein BV392_05415 [Rhodovulum sulfidophilum]AB30
MTSLVADIGGTNTRVALAEGPGLLPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWARAGAGRPGATDARAVMAALDSDPAAGRALATFVGLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSPLMAEFRVSTVIDDFAALTGCASFLARTE
>OLS51505.1 beta-glucosidase [Rhodovulum sulfidophilum]AB30
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYEPGEAARAASLRYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWP
NWAERPGPGRKTDMGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDAIVMGEDGSEIRDEDRIAYLSSHLAAARE
AIAGGVPLKGYIIWSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>OLS51506.1 alpha-glucoside ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGQSWVDLGTYDDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLDDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVGHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>OLS51507.1 alpha-glucoside ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFLPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILMLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>OLS51508.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDREDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGSPFGRRGPAIYFEAESPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>OLS51509.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLTIDGVPMNDVPSAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISDTGETTEVRLTAGGGTIRARVPTEPGDKGRRVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>OLS51510.1 hypothetical protein BV392_05450 [Rhodovulum sulfidophilum]AB30
MARRSLLAALPLLFLGGCVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSDLASSLTRA
GIMTPGGTNRLNADVESVTQPDETWAKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAGRGIDRLRIASENAAKDN
IALLLHALGASAESAPTGGPF
>OLS51511.1 hypothetical protein BV392_05455 [Rhodovulum sulfidophilum]AB30
MPMIRPFGPLALCAVLVACAHGADETAMVPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKACRALCRPR
GAIC
>OLS51512.1 hypothetical protein BV392_05460 [Rhodovulum sulfidophilum]AB30
MSGALSASGRYLLSAEIEEITQPLFGVDMQVGLTVRYRLQDRAGKTRWERRIVTRHTARLG
>OLS51513.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYEPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>OLS51514.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVARLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLTAPVAVPLVVSAADQAASEATHVSGADD
>OLS51515.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>OLS51516.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB30
MAHRNRTTRRDGPMFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFLFMMVAYGLKLW
RRPKVVAEDLRVLPGRAGLSAAVLSVYLLAAALVPLIPALAEILLWAGLSLQAGLVGLLLWLFATGPAEQRRVTPVWHLH
FVGFILACLSAVPLGHTGLATVLLYATTGVALAIWVTSLVQMLRQRLPAPLRPLLAVHLAPACLIGTVAASLGLMPLALA
AAAVAVALLAALLVSARWLLAAGVSPLWGALSFPMAAFASLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFV
MQLWAKGRLAAQTNAARA
>OLS51517.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQDAATCPHSAWIGELPGGLRRRFEPGMAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>OLS51518.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB30
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>OLS51519.1 hypothetical protein BV392_05500 [Rhodovulum sulfidophilum]AB30
MSRARDRGFGPFPRPLTGAEAHDQSHPPVLPEPHRDQWRSPEDGFAGALDCKGGLDPTAGGGIAIISLAGDLTDIGARGC
IAVKGRVVMKPSMACATCLPRIHDSQMQSQGPRTGRFAYGRGAIVRAILFFGLRVGRRKVSRERRTRDESRMTVFPDQEL
PRTDTRHGVLFPFHAEKGKLFAGAKPHSIP
>OLS51520.1 hypothetical protein BV392_05505 [Rhodovulum sulfidophilum]AB30
MSIAVLQAPDAEAGAMPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERCGGPVALWVRCAGLSGLPLLWSVLRGEMSLVGPRPATRAELARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIAAALMRRWRPGRPQPGRALLSGTVPLIVSSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>OLS51521.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGEADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>OLS51522.1 hypothetical protein BV392_05515 [Rhodovulum sulfidophilum]AB30
MTQHLTRRASLALMSAAALTAAAPALADEWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLPRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPPGAVDYYTEMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAKILRG
MASSS
>OLS51523.1 hypothetical protein BV392_05520 [Rhodovulum sulfidophilum]AB30
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRIMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>OLS51524.1 tricarboxylate transporter [Rhodovulum sulfidophilum]AB30
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>OLS51525.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]AB30
MTLQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFSFYLEDLKARAIVLPEGYDGPAAAAAERLGLVVLRLSVDPSEPAGRFSLKAGGAGCGCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIETVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRVAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADERAIREFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>OLS51526.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB30
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRAAEDAAELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGR
>OLS51527.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB30
MSDSLIDPADPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHLEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPQPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERA
>OLS51528.1 GfdT protein [Rhodovulum sulfidophilum]AB30
MDRNATPARTLSRQPPLVRDAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQEAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLVALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEARPMVDRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEERQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPAASGPDPEQVPPC
PTA
>OLS51529.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MSPDPIRPTVPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>OLS51530.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB30
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEDGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEEGAE
APKGKGWLGRMMTRKAEAE
>OLS51531.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB30
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPTEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>OLS51532.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB30
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAEAEAMPGVLRVFTGTDFEGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFETRRAGSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALLEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>OLS51533.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]AB30
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVRLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLTGRAVARAS
>OLS51534.1 hypothetical protein BV392_05575 [Rhodovulum sulfidophilum]AB30
MSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNFLRLDPFR
LTDLAPAPAAEDEAEVGPDDSGLEAGLPEEAAETAPAGDADETAGMPDEIAADADAEDELSAPGLPMPEEAEDEAAAETV
VAEEDAADFDSAEDQDIDAPDTEASLADPTPEAGAEEELPDVTGIPEPETGDETATGLADLPEEAGHGPDIGLGEDDILP
DMPDAEAAAEDDLAATDSSDIAALDETGNEGPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADPGESL
GTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSIAPEDDTDSSQAAIEAIEERIEAIAERLGDVQSS
HSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGRGEERQGNLDTVLDRLNATQESIAAMV
SQLLEGSSAAERRFGA
>OLS51535.1 hypothetical protein BV392_05580 [Rhodovulum sulfidophilum]AB30
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLAEAPGTAAYL
AGSGRVRPAQMRRDLERLVDGVTAQVLLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLEIGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRILAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPCSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVGNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKVSFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAAEDFCARLAAGRFGDRRPGASSVA
>OLS51536.1 hypothetical protein BV392_05585 [Rhodovulum sulfidophilum]AB30
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAETAERAADEARAARDAAGTEAADLA
ETVERAKAAAETAQAERREAEAALAAAPAARAPGARPAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMC
APDALRTVFGGINRQTLVSLIRGLGRC
>OLS51537.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MSLFSRPFSGLQAGLLVIFIAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADISSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>OLS51538.1 hypothetical protein BV392_05595 [Rhodovulum sulfidophilum]AB30
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPALLRWILSAFGAEAGAADPDRLLARVGTVLDEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPRQGARQSEGA
ALQIVLAGLPDLEPHLEQSHSSLLGLLRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECPAPSLPRAPQTAPPGARPRPVAQPPPPDAAAVASIPP
PPISAPLSASSSVSASGAVTAPGPPPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATYPRLAG
AGAVPESRRAAPLSDRSQAAGTVPGAGSAETGSTETGAAAERLARTRTRIEAAETRLADTLSELERLAARLRDATEETGA
AEARRDAARDAAHRAEADFAQLQDRIAEAELRLDALDRRLDEGGADRLTGLQATAAAPTPKPGPKPRPDPAPAPVPASSP
LVLDAAPPDPRVAQRQYRQALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQ
VRLEDLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPAARFATALTAARLALPARPSLLWWRIRAG
RSAPTEWQRIDPH
>OLS51539.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB30
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>OLS51540.1 hypothetical protein BV392_05605 [Rhodovulum sulfidophilum]AB30
MSLAVTGATGLVGRFFIEEALAAGEPVTVLGRTPPPPGFFSAATGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEG
SDPEGFTRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTDLTETLTPYPDTLYGKVKAEAERRLFALASDSFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWRPGGIARLHATLPALCRPCPAG
>OLS51541.1 glycosyl transferase [Rhodovulum sulfidophilum]AB30
MRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSDAFNA
AHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADFRRMN
SGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYEKPWQ
DHAKADRLKPLIELWRAHAEGAAIPDTTTLPGPPAP
>OLS51542.1 Tat pathway signal protein [Rhodovulum sulfidophilum]AB30
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>OLS51543.1 murein L,D-transpeptidase [Rhodovulum sulfidophilum]AB30
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSAEGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>OLS51544.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB30
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSMLADRD
>OLS51545.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB30
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>OLS51546.1 beta-ACP synthase [Rhodovulum sulfidophilum]AB30
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLALR
KA
>OLS51547.1 hypothetical protein BV392_05645 [Rhodovulum sulfidophilum]AB30
MTMREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>OLS51548.1 hypothetical protein BV392_05650 [Rhodovulum sulfidophilum]AB30
MDSPTAVADAALFISASAIIALLVISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWTLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>OLS51549.1 recombinase XerD [Rhodovulum sulfidophilum]AB30
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITGYLVACEAEGLARTTRARRLSAI
RQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALSAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>OLS51550.1 hypothetical protein BV392_05660 [Rhodovulum sulfidophilum]AB30
MSTSARTAALVAGALTWAVPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVMPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLSGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>OLS51551.1 shikimate kinase [Rhodovulum sulfidophilum]AB30
MGTKLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVL
STGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSV
EDMAGRVIEALKTRPDVLEAA
>OLS51552.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB30
MNATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>OLS51553.1 ATP-binding protein [Rhodovulum sulfidophilum]AB30
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>OLS51554.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB30
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>OLS51555.1 monooxygenase [Rhodovulum sulfidophilum]AB30
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGAAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLRLDLERQAKDYFFVHRADMVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGEQINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>OLS51556.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB30
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>OLS51557.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB30
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>OLS51558.1 delta-aminolevulinic acid dehydratase [Rhodovulum sulfidophilum]AB30
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNTLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>OLS51559.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB30
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTMLVGVNARRYLSVASEAGLWI
AALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>OLS51560.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB30
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTAQVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFLQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>OLS51561.1 multidrug MFS transporter [Rhodovulum sulfidophilum]AB30
MGACADVFRFLKGPAMAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLI
MGPLSDCFGRKPVILGTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFT
ILPALAPSVGAVVMAGFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTF
IFAGFFGFLTSTQQIYDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLL
PGWAEFPAFVLWSITFFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPQPLAIGCFLSV
GVALAVMLAVPRR
>OLS51562.1 polyketide biosynthesis protein [Rhodovulum sulfidophilum]AB30
MIRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFTDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>OLS51563.1 benzoate--CoA ligase [Rhodovulum sulfidophilum]AB30
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGSDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHDPA
>OLS51564.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSIE
>OLS51565.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]AB30
MTRLLFILLALALASCSTVEGVGKDISAGARTVRNAL
>OLS51566.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTGILQRAARVAGFVFTTILPAILSAGQAPAGPPAHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRTGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVTSAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>OLS51567.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB30
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>OLS51568.1 amino acid transporter [Rhodovulum sulfidophilum]AB30
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARLAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>OLS51569.1 hypothetical protein BV392_05760 [Rhodovulum sulfidophilum]AB30
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>OLS51570.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB30
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>OLS51571.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB30
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATATKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>OLS51572.1 hypothetical protein BV392_05775 [Rhodovulum sulfidophilum]AB30
MASADQRPRKTLAIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWVLIVGHPRIEHALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVAGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAEIANRNIRESDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EGGIGRAIRRADTALYAAKIGGRNRVMSAAAMCEAEAAVGPLARRTPPRLVS
>OLS51573.1 hypothetical protein BV392_05780 [Rhodovulum sulfidophilum]AB30
MTVFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYIMVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAV
GGGVALLAGLRLIDGLLPGGPYLSGAAPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWAGIWWSA
MTDLFEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIATLHAAPETVSA
RLLIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEA
DERAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARVGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAAL
QRAESALYVAERRGGGTLVRVSDLAETGQGRKPVPPNRDMGGAARPP
>OLS51574.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWAKHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>OLS51575.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>OLS51576.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>OLS51577.1 phosphate ABC transporter, permease protein PstA [Rhodovulum sulfidophilum]AB30
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIEIHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLSDPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>OLS51578.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB30
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTHREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>OLS51579.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>OLS51580.1 hypothetical protein BV392_05830 [Rhodovulum sulfidophilum]AB30
MALLIGFDRVDQPQRGMPFIGARCEHLPYDLVQAALSSLQGVEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLP
NSEIVRREIAALCPGMTVQMIPRTRH
>OLS51581.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB30
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIERLRQSARH
YRENAARFRAGLTAG
>OLS51582.1 guanylate kinase [Rhodovulum sulfidophilum]AB30
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>OLS51583.1 YicC family protein [Rhodovulum sulfidophilum]AB30
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVTLRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKATIDQMREQVQNVE
>OLS51584.1 hypothetical protein BV392_05850 [Rhodovulum sulfidophilum]AB30
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGAGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>OLS51585.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKAVPERSGPSFGAAAEGRTQDLVFVLLDRFTMISFAGGIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIG
FEPLGRDEMVIICGGLDVQAETTRGLVAWLRREARKGLAMAGLCTAAHALAKAGLLDGRRATIHWENQDGFLEDFPEIEL
TRSVFVIDGNRMTTAGGTASIDLALTLIARTHGQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEK
NLEDPISPATLARDVGMSTRQLERLFRRYLNRSPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHY
DTTPYRERGSRSGRTEA
>OLS51586.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGRLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>OLS51587.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLEFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>OLS51588.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>OLS51589.1 hypothetical protein BV392_05880 [Rhodovulum sulfidophilum]AB30
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGSKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVSVHGSCAESE
>OLS51590.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>OLS51591.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALIWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQIFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>OLS51592.1 hypothetical protein BV392_05900 [Rhodovulum sulfidophilum]AB30
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>OLS51593.1 hypothetical protein BV392_05915 [Rhodovulum sulfidophilum]AB30
MNKTALTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNHFVARLYDISICA
ADMGPANFVHGYRGAGRPGSNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARQFEFADDD
RPAT
>OLS51594.1 hypothetical protein BV392_05920 [Rhodovulum sulfidophilum]AB30
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDSA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVLG
>OLS51595.1 ectoine hydrolase DoeA [Rhodovulum sulfidophilum]AB30
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>OLS51596.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB30
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHSDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELAARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQSRAETVSFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVSRDQLAQCLAMLEGLTGVLTA
>OLS51597.1 hypothetical protein BV392_05935 [Rhodovulum sulfidophilum]AB30
MRKSLFTEAPIIGMIKEQEAGMATADVCRRHGLSPAAIDPGKPQQNAFIESFNGSLRDELLNEEIFDSLDDARRKLALWR
YDYNNVRPHSSLGNQTPAEARRALEQSEGSAPGALARPETEDYQSQGLSL
>OLS51598.1 hypothetical protein BV392_05940 [Rhodovulum sulfidophilum]AB30
MRVLAVLAALATATPSLAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDTLLESAGSLPLGTPAHLVDEN
PCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTIGADLAIFQIGEMFGRSAEAA
ALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETVGAPAAVPDAGGAPMRVDWHA
IAAAEPDVIVATGDADQVRAALRRATASVPALAGIPAVADDAILPLPAYSDMDVVGYPYTLEAWTRAFSEIAMAAVSAPA
ASR
>OLS51599.1 hypothetical protein BV392_05945 [Rhodovulum sulfidophilum]AB30
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGIEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYANIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYESFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDEMNEVDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPVYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>OLS51600.1 hypothetical protein BV392_05950 [Rhodovulum sulfidophilum]AB30
MDFVSDQLADCRRFRVLNCVDDHSRICPGQIVEASILGARIVRFLDDLPQRVGLPEEIVLDNGPEGTSKPMFDWSGRTGV
RLRFIEPSKPVQNAFVESFNDKLHDECLNLHWFRSLRHAREEINRWRQHYNTERLHSARSYLSPMDFLMTKPAPALEALA
ISALALNTQTQPKDSGATRP
>OLS51601.1 hypothetical protein BV392_05955 [Rhodovulum sulfidophilum]AB30
MVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNA
RGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVS
GGVTEATLPLKSGTYLARPHDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGCRAAGGVLAMAPGATRARYA
FAGRIDLGAVQPVRLISDIELLISEARDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSLTDDDPAAARWGPWQSFD
AADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>OLS51602.1 hypothetical protein BV392_05960 [Rhodovulum sulfidophilum]AB30
MTQATYLLDTGHTKAQAFAMLQSVLSAIQSGNAGATPPAETAAGMLWLDTATRALKMRNIANNGWITLGSFASGSFVPAG
VNRLTEAQAKDALSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKSGSTLQISVRPEITGTWSPFTFFSGGNFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGLEDLAVTT
GASEASALSAVRVRWAEGNRINEVFRTGRVRLFRRREHLTG
>OLS51603.1 hypothetical protein BV392_05965 [Rhodovulum sulfidophilum]AB30
MLSLIKTSQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITERKEERAATKAQRDKTDPTFA
EMAQLVFEARKATLRGGGERGRWFSPLQRHVLPHIGKMRVSEITPQDIKGALAPIWRAKFPTAEKALQRTRIVLHEGRLM
GFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLPLVRYMGCAGARAAEVDGDVWTVP
PKRMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDTAASVREGGPKRLSVMPRCRRSASGRGCVETLLSRIGKERFPWRP
ACAESASE
>OLS51604.1 cytochrome B [Rhodovulum sulfidophilum]AB30
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>OLS51605.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB30
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLTLSGMVTMAVSTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRS
>OLS51606.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MQLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFRFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>OLS51607.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB30
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEARMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERASYLKQRRLMAGVTDENSEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>OLS51608.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB30
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPGTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADAHRLPAGGALAVDREAFSQGVTNRLMSHPKIGREDTEITSLPEDGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHVPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPNIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>OLS51609.1 hypothetical protein BV392_06000 [Rhodovulum sulfidophilum]AB30
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>OLS51610.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB30
MRTRFAPSPTGPLHLGHAFAALTAFARAGDGDGEMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAY
RDALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAF
TETGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQEIGEVTRGEDLFEATPIHVLLQALLGLPTPAYH
HHRLILDETGRRLAKRDDARAIAAYRAEGSSPADIRRMIGL
>OLS51611.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB30
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVKQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>OLS51612.1 iron-sulfur cluster scaffold-like protein [Rhodovulum sulfidophilum]AB30
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPAAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>OLS51613.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>OLS51614.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB30
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>OLS51615.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>OLS51616.1 hypothetical protein BV392_06035 [Rhodovulum sulfidophilum]AB30
MQPQNVIPGAIAFWVSDIWPSMKIEQTKNRIRQIGWLRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGV
VDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNL
GLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQADLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLS
ARLVRAHLPDWIDVHRQPVEA
>OLS51617.1 ferredoxin--NADP(+) reductase [Rhodovulum sulfidophilum]AB30
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>OLS51618.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB30
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGNGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDREAKLAALASGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKIGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARKLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>OLS51619.1 DNA ligase (NAD(+)) LigA [Rhodovulum sulfidophilum]AB30
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLADAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSIPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGGRQLKNREGWGEKSATNLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>OLS51620.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>OLS51621.1 hypothetical protein BV392_06060 [Rhodovulum sulfidophilum]AB30
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRTEL
>OLS51622.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB30
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>OLS51623.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB30
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAE
VVRLSPDALITIDSPDFCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVVDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIAREAPLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTEL
TAAWPVAPLMIDPRGDPDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNI
VSDTFAVPEFLGANCQPGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>OLS51624.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB30
MTGIPTALIAGSGTLPAHLARAMETAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGGSDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLEPEETLARADALGLFLWVREP
>OLS51625.1 acyl-[acyl-carrier-protein]--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB30
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>OLS51626.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabZ [Rhodovulum sulfidophilum]AB30
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>OLS51627.1 hypothetical protein BV392_06095 [Rhodovulum sulfidophilum]AB30
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQRREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGDEPSSDPAPETGGALLRPMPAPAPPRGATEGGH
>OLS51628.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB30
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALRDGDTILALDGRATPDYSAFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>OLS51629.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB30
MQRRRITVFGATGSIGENTIDLLTRQGGAGTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIETL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>OLS51630.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB30
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>OLS51631.1 ribosome-recycling factor [Rhodovulum sulfidophilum]AB30
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>OLS51632.1 UMP kinase [Rhodovulum sulfidophilum]AB30
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>OLS51633.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB30
MTTPSDRPDRPDRPHPAAELYAHEYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCREL
SDPRTYDWSEKANESRGIVEYLAELKRDGTLRPMLLEGWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSS
VEGNSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFS
VGERIVLVRNPGHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRA
NQEAEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMME
YEHELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGF
RNAEFDALLNQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>OLS51634.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRTDPAPATAPRFCGVLQGDWGYSTKFRQPVTGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMR
EGSALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQLLSDIGYAALNPRIRVA
>OLS51635.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MERLSWTGALGPWLVPALETALVVLTLAALAHPVAVLAGGRIAPGSEAARSGPGKAARVTAGLFRLSLGAVAAVILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDATAHGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGGLFLFPLIFLTILWKSRFRTRPSLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>OLS51636.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTEPLLVIDRLSIGFSSRKSDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPMASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMIADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFERMRHPYTQALFRAIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDVTEIAMRPVPDPTTRRS
GHEARCLRFEEIDWQSRASRPANAPQAEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETVAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPCDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGPTAEVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGEVPSAMNPPPGCP
FQTRCRWAQRVPGDLCSRELPPMVELAPGHSILCHLPPETLGEMEPVFRSAAE
>OLS51637.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB30
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>OLS51638.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB30
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>OLS51639.1 hypothetical protein BV392_06175 [Rhodovulum sulfidophilum]AB30
MSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPISAYPDVIVEGNARGPGSIRVGSGGTSLAVRG
DVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDPGFEALFPTDMVDTLNRASEDLSVLAATG
TATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILFEDNLLGLQAADGQRIIWNFYEAT
AVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPVPLPATLPMLAAGLGLVGLMRRRR
S
>OLS51640.1 S-adenosylmethionine decarboxylase proenzyme [Rhodovulum sulfidophilum]AB30
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDVARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>OLS51641.1 hypothetical protein BV392_06185 [Rhodovulum sulfidophilum]AB30
MKDGPDISPIIAAWIDAQRRASILTAHLAGRALSAAGITPAVASGHLPPQAEAAPIRPRKQNRHCHFAQARNAADRLRRP
ERGRHPHPTPAGAHAPAGAFQT
>OLS51642.1 spermidine synthase [Rhodovulum sulfidophilum]AB30
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>OLS51643.1 helix-turn-helix domain containing protein [Rhodovulum sulfidophilum]AB30
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>OLS51644.1 hypothetical protein BV392_06200 [Rhodovulum sulfidophilum]AB30
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>OLS51645.1 trimethylamine methyltransferase [Rhodovulum sulfidophilum]AB30
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDNEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVVTDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>OLS51646.1 hypothetical protein BV392_06210 [Rhodovulum sulfidophilum]AB30
MPRRLTAFLAMTALAFIGGLLTTPAPADGSRQQPDHGTRMAAADPAAHGSAQHGSAQHGPAEAHGAAPAASVPADGICRG
FGPQAPRDISAPAGRNARIFNMAPPASRMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLG
AFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPA
GTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLHEWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>OLS51647.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB30
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLSGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>OLS51648.1 hypothetical protein BV392_06220 [Rhodovulum sulfidophilum]AB30
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>OLS51649.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQATMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHASRKTGAPPPAGRVKD
>OLS51650.1 hypothetical protein BV392_06230 [Rhodovulum sulfidophilum]AB30
MKYAVGAAALAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLASGDMLPGFNGASLAFKQDL
GDNATVALILDEPIGADVSYDSTNNYPLGLPTTTLDGANADVNATGVTALLRYELPSNVSLIGGLRAIRTSGTVSLPGVG
AYSLNSSTETDFGYILGIAWEKPEIAARVVLTYSSAIDHSFDTVETAGSSSFSNDLDVTVPESLTLEFQTGVAVDTLIFG
SVRWVDWTSFDITPDLYTGSVVPGGSLVDYDHDVITYNLGLGRKFNDNWSAAILVGYEKHEGTYTGNLGPTDGFRSIGLA
ATYTTGKVKVTGGIRYVEIGDAKTEFGPDTTRFKGNDGVGVGLRVGYYF
>OLS51651.1 ATPase [Rhodovulum sulfidophilum]AB30
MIYDTAEAWRRAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>OLS51652.1 hypothetical protein BV392_06240 [Rhodovulum sulfidophilum]AB30
MRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPALRWSSGATSDGHGAYAGGRAEGGQDVIFYVFC
ARGGERLLQLDGVGGEAGPNVLSLIIDGQGFPVTFGGSSDGGMLARLPPSAPVLDALQRGQMLEIRSGAGQGLGRFPLEG
AGAAISGALALCR
>OLS51653.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB30
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDRNRIGAY
>OLS51654.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPDRAAALVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPQGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHAAA
>OLS51655.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB30
MTDLPFDGAITQFYEQDSSDEIRRAIADGGKRDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>OLS51656.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>OLS51657.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]AB30
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>OLS51658.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]AB30
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>OLS51659.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGEA
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAGTRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYDKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>OLS51660.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB30
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFREIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>OLS51661.1 GTPase HflX [Rhodovulum sulfidophilum]AB30
MSSSEAEGSEPRITRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERL
GEAEVDLVLIDGPVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGL
GFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLF
ATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVAR
ETPQIEVWNKTDLLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQG
IVEGEVPDDAGSTLTVNWTARQEQRFRSL
>OLS51662.1 RNA-binding protein Hfq [Rhodovulum sulfidophilum]AB30
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>OLS51663.1 potassium transporter TrkH [Rhodovulum sulfidophilum]AB30
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>OLS51664.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSMRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>OLS51665.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>OLS51666.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>OLS51667.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB30
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAVLADMVARHYEDMLGFYGTGLGGRVARKHLGWYMYRAGTPGALRRRVLTAPAGAAVLGLLPEALA
AEGRAAA
>OLS51668.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB30
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALTDSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>OLS51669.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB30
MSLALNIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGVVLAALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>OLS51670.1 damage-inducible protein CinA [Rhodovulum sulfidophilum]AB30
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MASGALAHSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADSRIETITETVEFGALGRDRVRSATRDHALTLLLAAL
EPQPSAN
>OLS51671.1 ubiquinone-binding protein [Rhodovulum sulfidophilum]AB30
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>OLS51672.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MAERPYVIDELLSAKTIAARVESLATEITAHFADTEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>OLS51673.1 cysteine desufuration protein SufE [Rhodovulum sulfidophilum]AB30
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>OLS51674.1 hypothetical protein BV392_06365 [Rhodovulum sulfidophilum]AB30
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>OLS51675.1 hypothetical protein BV392_06370 [Rhodovulum sulfidophilum]AB30
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYLRD
RNKRLIARAYECRRPS
>OLS51676.1 ribonuclease D [Rhodovulum sulfidophilum]AB30
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGSDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAEAPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>OLS51677.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB30
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGVDHRPFGKDRAGFEAALMARLS
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADGLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>OLS51678.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB30
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPANVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>OLS51679.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB30
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>OLS51680.1 Fe-S cluster assembly protein HesB [Rhodovulum sulfidophilum]AB30
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>OLS51681.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB30
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPDVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAQM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAAEGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>OLS51682.1 hypothetical protein BV392_06405 [Rhodovulum sulfidophilum]AB30
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEAMSEEGRASGVTGQDIPAAESQSDAEMPRSEGDTR
PDTGPEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAMQEAPAAEAPEAPEAAPSDAAGAAPDPETRDAGAATEG
AVVPEAEE
>OLS51683.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB30
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>OLS51684.1 hypothetical protein BV392_06415 [Rhodovulum sulfidophilum]AB30
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSPQYFEGAEKIGKVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVEVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASADAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVSVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>OLS51685.1 hypothetical protein BV392_06430 [Rhodovulum sulfidophilum]AB30
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>OLS51686.1 hypothetical protein BV392_06435 [Rhodovulum sulfidophilum]AB30
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>OLS51687.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB30
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDRPDPETGEEIEIDAKGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGRLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWNGFAPKARGIRAMLPHVDCFRAGHSIRSLEELAKAVSEA
RDTGERDRMLAAMRHSGPI
>OLS51688.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERIDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADVFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>OLS51689.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB30
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAENVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>OLS51690.1 hypothetical protein BV392_06460 [Rhodovulum sulfidophilum]AB30
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGNTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLGAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>OLS51691.1 hypothetical protein BV392_06465 [Rhodovulum sulfidophilum]AB30
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>OLS51692.1 dihydroorotase [Rhodovulum sulfidophilum]AB30
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTLSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>OLS51693.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDAATLAEVEAFLDAPRAWQEARRQQ
>OLS51694.1 alanine racemase [Rhodovulum sulfidophilum]AB30
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEAEPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGDRRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>OLS51695.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>OLS51696.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>OLS51697.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]AB30
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYGLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARILKRG
>OLS51698.1 methionine synthase [Rhodovulum sulfidophilum]AB30
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALSDFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>OLS51699.1 hypothetical protein BV392_06510 [Rhodovulum sulfidophilum]AB30
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>OLS51700.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB30
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLTGAPEPVFAALMDEVRSL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDAELRVRGTVEGLARLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>OLS51701.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB30
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>OLS51702.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB30
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRNAHAAALATGADSEEAMRAVVRLLIEEFGADL
>OLS51703.1 hypothetical protein BV392_06530 [Rhodovulum sulfidophilum]AB30
MKTTVTLEDAAGSVRIGFRVGAAVNQGDIAAGLLDPGGDGSVSSILWSEAGPLPDFETDMRNVQVGTIGARFDFGVTIGT
VG
>OLS51704.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALPMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPATNLLGEEGHGFRYAMSGLDGG
RLNIAASSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>OLS51705.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB30
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVGMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRIGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>OLS51706.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB30
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAAAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEREDGSGLDFSAMLPRFEKRGRG
>OLS51707.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSWLARAEGLGGIEPEIAARLDALPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>OLS51708.1 hypothetical protein BV392_06555 [Rhodovulum sulfidophilum]AB30
MTTQSLLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>OLS51709.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB30
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AKTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>OLS51710.1 hypothetical protein BV392_06575 [Rhodovulum sulfidophilum]AB30
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>OLS51711.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB30
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVLARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAADAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>OLS51712.1 hypothetical protein BV392_06590 [Rhodovulum sulfidophilum]AB30
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRFEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGQGHADLVAPGGGWPEALVAQLRFGEVGLDPEGLFETPAAFPGGALDIKIAL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHQRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGAFTLDLAP
DAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGRLTLEARLGDTPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAVALDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPQLKEAP
>OLS51713.1 peroxiredoxin [Rhodovulum sulfidophilum]AB30
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGTGRIARIWRKVKVPGHAEEVLEAVRAL
>OLS51714.1 peptidase M23 [Rhodovulum sulfidophilum]AB30
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>OLS51715.1 hypothetical protein BV392_06605 [Rhodovulum sulfidophilum]AB30
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTASGKPAEGAPKA
>OLS51716.1 acetyltransferase [Rhodovulum sulfidophilum]AB30
MENLRPSTPKDMPRVLDIWRRAVDATHGFLAPEDRAAIERELAVFLPTVPLCLAVDDADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAAPAPSDT
>OLS51717.1 superoxide dismutase [Rhodovulum sulfidophilum]AB30
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>OLS51718.1 hypothetical protein BV392_06620 [Rhodovulum sulfidophilum]AB30
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>OLS51719.1 sarcosine oxidase subunit alpha [Rhodovulum sulfidophilum]AB30
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPAEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALG
LVLHGPERMGEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>OLS51720.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB30
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>OLS51721.1 sarcosine oxidase subunit beta [Rhodovulum sulfidophilum]AB30
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNIMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIATEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>OLS51722.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB30
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>OLS51723.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB30
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>OLS51724.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB30
MTDDDTAPIETPCIRTCRVDPASRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>OLS51725.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB30
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>OLS51726.1 penicillin-binding protein [Rhodovulum sulfidophilum]AB30
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYSPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAATDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEYGEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>OLS51727.1 hypothetical protein BV392_06665 [Rhodovulum sulfidophilum]AB30
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLGRAAAEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGTRPGPQHQAEFGAPGAYFSEAALREAAAVGRRMAAREAPALAAAERATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLAQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPAHERRGEGFLMMPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGLDRSGIVAIQRWLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPDPGMAAAMAR
>OLS51728.1 hypothetical protein BV392_06675 [Rhodovulum sulfidophilum]AB30
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAATLRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>OLS51729.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB30
MAKSAEPVKQGVSDVRWAARLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLG
GSDPDELAEATRLCCAAGYDEVNLNVGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREV
LPAFLETVAAAGVNRVIIHARKAWLQGLSPKENRDVPPLDYALVAEMKRTFPAMHVSVNGGISTLAEAQSLLAMGLDGVM
IGRAAYHDPAAILLGADEDLFGLPGRKTARQVAEEMRPYIARHLASGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAG
QGAGLEVLDAALAALPRAA
>OLS51730.1 hypothetical protein BV392_06685 [Rhodovulum sulfidophilum]AB30
MGTIMARQKKDGAKSFTAVIRKKKGGKIVLTLSDTFASRQAAERWMKKTERDLKGKGALDRAVAARHRKTWSGVIREYSD
ASPDAFGKTKTANLAYLQWLDFGKMIVEETGEHDFFRLAQDLLRGVQAPPANPAADCLEHYALKPRMPQTVNSYMATLRT
VVSYGGPISKVQMPIDDFESAMRTLKHQRMIARSAVRNRRPTLDELDRLLTHFHNRYLANRRSVPMHKVIGGAITLAHRQ
EALCSIPWRDLDEEKARLMIRNMKHPRQTQGNDIETWVTAEGMKLVLSMPRKKDRVFPYSPETISRLFTEACQILGIEDL
HFHDLRHEAISRFFEIGLGGGSRDVVMKYTGHSPDGSLSRYIHVEHDRRQIRRLEMVADLVCPVVGRCCANH
>OLS51731.1 daunorubicin resistance protein DrrC [Rhodovulum sulfidophilum]AB30
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIIVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFIRGIDVPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIAVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVRTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLIELFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCDVLA
>OLS51732.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
METIYVDALEDALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSAHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>OLS51733.1 hypothetical protein BV392_06725 [Rhodovulum sulfidophilum]AB30
MIDMRHELEKPADLIDRDWFDREWGGFLPSTKGRPATDPRLAAGLMYLQHAYMLSDEAVVARRVETPYFQHFTGETFFQH
HPPIDPTSLVRWRQRIGEEGAEWLLTKTIEIGREAGVIDDGSLSCVAVDTTVMEKNIAHPTDARLYDKARRKRLAPAREG
GLELRQSYMPARGRGWPHRSADMPMPTSSSACTRH
>OLS51734.1 hypothetical protein BV392_06730 [Rhodovulum sulfidophilum]AB30
MSDLGLDDTSSPQAPSQRGRPSGQDGDLFERLVEGVAIMGIARQGSHADDEAPVQGRGRADLAPEFVADAGLVPGDAVDR
GVVQGVELVAAPGLLVQEA
>OLS51735.1 hypothetical protein BV392_06735 [Rhodovulum sulfidophilum]AB30
MAGKRKNDIAEIKAKVALEAIRGEMTVAELVAKHGVHQMVINTWKRQAIEGTYKQSRSARRQQSAAQIAPQAPIARAV
>OLS51736.1 hypothetical protein BV392_06740 [Rhodovulum sulfidophilum]AB30
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETEIRQAAQAALDAAVAAGVLAETRAFDYVR
RETYEDFEAFMGRISSFAPERGALSADLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>OLS51737.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLEGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRVEPGFLRQELGV
>OLS51738.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSALLSTRALSRSFGGLRAVHEVDLDLAPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGRDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLSRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>OLS51739.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRGGRIIGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLGAGPA
FLSGIGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARYLAAL
ALFAAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQYSIF
PLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>OLS51740.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGLGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>OLS51741.1 hypothetical protein BV392_06775 [Rhodovulum sulfidophilum]AB30
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDEFWRDLPVSSVTGAMCRRYAATLQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAP
KVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>OLS51742.1 hypothetical protein BV392_06780 [Rhodovulum sulfidophilum]AB30
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVAKLEGADAAPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTAGGATDG
>OLS51743.1 hypothetical protein BV392_06785, partial [Rhodovulum sulfidophilum]AB30
VMHPPCTRLCNSGVRWLHVPPTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRH
GRARLPADLPKPQIVQPWWFGEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGL
AAAAADQWGENARKEAA
>OLS51744.1 hypothetical protein BV392_06800 [Rhodovulum sulfidophilum]AB30
MREVDLAVVGAGPAGMAAAAEAAQAGLRVVLLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIR
GAEVSAIEPGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMLRQYCFTPVCDDWGEAAATEGGVEGVFVAGDGAGIVGPRA
AELQGRISALRIAETLGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEVDGLDRDETGPGSPLPAFGTALPGGV
PGILAETGESGGETVADAAGWLPVGGADDAPPDAPEAEKTATGSACHAGEA
>OLS51745.1 lysine 2,3-aminomutase [Rhodovulum sulfidophilum]AB30
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>OLS51746.1 methylhydantoinase [Rhodovulum sulfidophilum]AB30
MTLPSGKWRLGFDIGGTFTDFVLHDGATGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAELDEAALRRAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRSATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVASVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGSTGITVERSAEMRLRGQM
HEISVPLPEGRLSPEDGPRLRTAFETAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGALGGATPGKGARPASLKGT
RSCLFEQGRFETAIHDRYALGPGDRIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSRAQAVA
RIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKALLARYP
AETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLFDGGRP
NETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEYRSTIV
SAPQGEPLEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAPEGSVL
NPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGHSALLW
PTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQPGGTA
SGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAVPDDET
VG
>OLS51747.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MPNSPQAPTRRHVLALAGAGLAAGTIPTSLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFVRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDGLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIQNYAFTPVASNAIECWPLSLT
>OLS51748.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB30
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAAGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPVVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>OLS51749.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]AB30
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHPFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>OLS51750.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MAPPLLEIRDLHLRMKTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPSHPYTRALMAAIPGRSTRRGALKGLPGTVPDLMAPPPGCRFAPRCPRARAACRAALPPTCRIG
PGHEVACLDPVAEAADA
>OLS51751.1 hypothetical protein BV392_06845 [Rhodovulum sulfidophilum]AB30
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>OLS51752.1 amidase [Rhodovulum sulfidophilum]AB30
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPYGVSLIGPRGSDLSLIALARSLVPEPQQ
>OLS51753.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>OLS51754.1 dipeptide/oligopeptide/nickel ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFQTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>OLS51755.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTLTETLDPVQTPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>OLS51756.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>OLS51757.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>OLS51758.1 protein dehydratase [Rhodovulum sulfidophilum]AB30
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>OLS51759.1 carnitine dehydratase [Rhodovulum sulfidophilum]AB30
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>OLS51760.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGSGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>OLS51761.1 hypothetical protein BV392_06915 [Rhodovulum sulfidophilum]AB30
MKTILTTASALALLAAPMLAATDSTEDQATAVSPASAPDCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASDEGEGS
GEGEGGESSDP
>OLS51762.1 hypothetical protein BV392_06920 [Rhodovulum sulfidophilum]AB30
MPRITPEWIRSQLNQRPRGAQAELARFVGIEPDQLSKSLNGHRQLKPREIERVAEFFGERPYLDSSQAQLIDLWQQLTEA
ERQFLLNAARAQIASRQAAD
>OLS51763.1 hypothetical protein BV392_06925 [Rhodovulum sulfidophilum]AB30
MEDGDEHSTSRGEGLEPARSVIAKCGGLAAVVEMTGRHPTRCRRWMYPKERGGTGGLIPIEVAIRLLDEAGRRGIALKAD
DFLPHASERGGTV
>OLS51764.1 hypothetical protein BV392_06930 [Rhodovulum sulfidophilum]AB30
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS51765.1 hypothetical protein BV392_06935 [Rhodovulum sulfidophilum]AB30
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>OLS51766.1 hypothetical protein BV392_06940 [Rhodovulum sulfidophilum]AB30
MTAPQDATVTLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQTAV
MAEAKGRGYDTKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>OLS51767.1 hypothetical protein BV392_06945 [Rhodovulum sulfidophilum]AB30
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>OLS51768.1 hypothetical protein BV392_06950 [Rhodovulum sulfidophilum]AB30
MTAPQDATVTLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVVADELRGFIERFETLAEEKAAIGDQQKAV
MAEAKARGYDTKALRRLIALRKRHADDIAEEEAVLQLYREALGM
>OLS51769.1 hypothetical protein BV392_06955 [Rhodovulum sulfidophilum]AB30
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSNDYLSHALTRGGRAARERILAAAMALSARQARK
SLPNGPARPEPMEELHHG
>OLS51770.1 hypothetical protein BV392_06960 [Rhodovulum sulfidophilum]AB30
MAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>OLS51771.1 hypothetical protein BV392_06965 [Rhodovulum sulfidophilum]AB30
MTAALRSPLRTAPRSRRAMPVREALEWAFGTECARLDHDEIGAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRRNRKGVIV
QDAVRFTPCVWTPTQSQIAATRRAYLDWWGYLLEVQAALVATDMTRICVTKDMPPMTPWG
>OLS51772.1 endonuclease [Rhodovulum sulfidophilum]AB30
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERDRVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>OLS51773.1 hypothetical protein BV392_06980 [Rhodovulum sulfidophilum]AB30
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPERETPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>OLS51774.1 endonuclease, partial [Rhodovulum sulfidophilum]AB30
MPPRLASPAPRIGPAQGDARAQDQERDRVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSAVIDHIRP
HRGDPALFWDEDNLQAVSKAWHDG
>OLS51775.1 hypothetical protein BV392_06990 [Rhodovulum sulfidophilum]AB30
MAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMVEGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPE
REAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>OLS51776.1 hypothetical protein BV392_06995 [Rhodovulum sulfidophilum]AB30
MTTATTGASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPA
TGARQVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVAGAALLQERQGKSGLCGRASGGGLVP
>OLS51777.1 hypothetical protein BV392_07000 [Rhodovulum sulfidophilum]AB30
MAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMVEGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPE
RETPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>OLS51778.1 terminase, partial [Rhodovulum sulfidophilum]AB30
MTSAASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGA
RKVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQA
>OLS51779.1 terminase, partial [Rhodovulum sulfidophilum]AB30
FGQMQAMIAADDWLSDRFKVNEHKKEITDIYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVI
GQIRGGMITNPKSLLVIITTQSEIPPQGVFKAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVL
PNLGRSITVERLIPEFRKAVETSHETLASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTK
AVSGAGKIDPLMAAFNAVYLMSLNPEPARRDLSGFLDNPVMAI
>OLS51780.1 phage portal protein, partial [Rhodovulum sulfidophilum]AB30
SKAGQRVSASSALTVSAAWACVKGNSELIGALPVALYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQ
GNAYSEKLTVGSRLVGLRPLFNVVPVRRDDGRFDYRVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALA
ADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGRMLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVED
VCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLRTGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKG
EFLSKMVAGGIMSSDEARDKLNLARRGGAADELRAQTALAPLTDLGKEQP
>OLS51781.1 hypothetical protein BV392_07025 [Rhodovulum sulfidophilum]AB30
MIGRAMQGAMQGAMRGAWQGLRQALREGESGWEVVSAAGAHPFAGLGRKSKAARRSRPRPRRSRAGRASI
>OLS51782.1 portal protein, partial [Rhodovulum sulfidophilum]AB30
YSEKLTVGSRLVGLRPLFNVVPVRRDDGRFDYRVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADE
TAARVFSNAMMPSGVIESDQTLTPEQRAQLGRMLDAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCR
WFGTPPVVIGHAAQGQT
>OLS51783.1 hypothetical protein BV392_07050 [Rhodovulum sulfidophilum]AB30
MRAERRFDLLARRAGLTNSASRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>OLS51784.1 hypothetical protein BV392_07055, partial [Rhodovulum sulfidophilum]AB30
MKIMMPGAAQAALSQVMPKGNAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQASWPRATAMRWPRSASGSRPSMPRPSTSTPPGPGSGAT
RSPPCSTARPGSAGRPPSIRASPTASCPPTSWKPPRATAPRPP
>OLS51785.1 capsid protein, partial [Rhodovulum sulfidophilum]AB30
TKRENGAAMTAEGAAAPVSSYGWSQADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEETQILAGDGAGQNL
TGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAANGITLHPIYWAAPSARTAPP
>OLS51786.1 capsid protein, partial [Rhodovulum sulfidophilum]AB30
MTAEGAAAPVSSYGWSQADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVAT
AYAAPEGLPDETRIDRLRLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATP
>OLS51787.1 hypothetical protein BV392_07080 [Rhodovulum sulfidophilum]AB30
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAAKLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>OLS51788.1 phage head-tail adapter protein [Rhodovulum sulfidophilum]AB30
MAAPRAGELTRVVRFERATLVDDGLAMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>OLS51789.1 hypothetical protein BV392_07090 [Rhodovulum sulfidophilum]AB30
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRRAAEPLAERMRADAPTDEHELQESIAVSTRLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSTPPQPWARPAWEAEKGPLLDRLREEMKAEIDKSVRRAEARAARAAARG
>OLS51790.1 hypothetical protein BV392_07095 [Rhodovulum sulfidophilum]AB30
MEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARAT
IACLNGLSGSVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>OLS51791.1 hypothetical protein BV392_07100 [Rhodovulum sulfidophilum]AB30
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWVPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>OLS51792.1 hypothetical protein BV392_07105 [Rhodovulum sulfidophilum]AB30
MMANRFKGEVDIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAETEDEPEDGPGKPLPAPAAG
>OLS51793.1 hypothetical protein BV392_07110 [Rhodovulum sulfidophilum]AB30
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARSPAARG
>OLS51794.1 hypothetical protein BV392_07115 [Rhodovulum sulfidophilum]AB30
MSQSVIGALRVNLGLDSAKFERGAKRLPDLPDRGARPMRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNV
ATETPAETPAPKRKGKPAPAPAPDPAP
>OLS51795.1 hypothetical protein BV392_07120, partial [Rhodovulum sulfidophilum]AB30
APTDEHELQESIAVSTKLSPRQRKAHRKLVRDDKASVEMFVGAGPLPQAHLQEFGTVSTPPQPWARPAWEAEKDPLLDRL
REEMKAEIDKSVRRAEARAARAAARG
>OLS51796.1 hypothetical protein BV392_07125 [Rhodovulum sulfidophilum]AB30
MERLLRARLRADPGVAALAGERVNWGAHPQGTPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWAREVTEAGALARAT
IACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>OLS51797.1 hypothetical protein BV392_07130 [Rhodovulum sulfidophilum]AB30
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPIGWTRGEEEATHLQSPGRYKQFIPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQAKILEAE
>OLS51798.1 hypothetical protein BV392_07135 [Rhodovulum sulfidophilum]AB30
MMANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAETEDEPEDGPGKPLPAPAAG
>OLS51799.1 hypothetical protein BV392_07140 [Rhodovulum sulfidophilum]AB30
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
TTEMQAMFDTVATAWARSPAARG
>OLS51800.1 hypothetical protein BV392_07145 [Rhodovulum sulfidophilum]AB30
MRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAFRALELAAGEAGVPLSAVTNDIQNIGREIANIGV
GGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAVLRDLGVRNREMALVMIQGGEAIRAAREDVEDYG
LSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAMTEALREGGLLRRVIDGLTENLARISTWIGTAVT
AFGVRYVGALAAARLATLSMAGSLAMLRGALIRSGIGIAVIAAGELVYQLGRLVTATGGFGEALDLMKDVAAEVWERIVM
GPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPGAKAMKAAADGAADGLTAAKEAAAAAGDEAQRLK
LEANGIADAMIRTPLASMQALKETLAGVSEEAGNTATNLARIGDAAGGDGGTVTQATGQLADTAKTASDSFKTFFKDVAK
GSADAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGSGGRASGGGGTVTQLFPSGGLPGFARGTDSAPGGL
AWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNADPRQIAEAVRRVSREEAQRVYARQRREGR
>OLS51801.1 hypothetical protein BV392_07150 [Rhodovulum sulfidophilum]AB30
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDTRESAAISAWIASLNGPAGRFELDMAAM
EYDGPHGKISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAAYGSWALAGPETVLSVSQARVRTRSLQIREAL
>OLS51802.1 hypothetical protein BV392_07155 [Rhodovulum sulfidophilum]AB30
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVEWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>OLS51803.1 hypothetical protein BV392_07160 [Rhodovulum sulfidophilum]AB30
MRRAGWERRLSAAVRDWEDRPFAWGSADCLGFCRAVARSMTWEDPIPGLPEYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>OLS51804.1 hypothetical protein BV392_07165, partial [Rhodovulum sulfidophilum]AB30
KVATIADAVKGLGLSAGEATAVLRDLGVRNREMALVMIQGGEAIRAAREDVEDYGLSLDAVEAGRIEAANDRIARLGLIS
RYAGQQLALRLVPALGRAAQAMTEALREGGLLRRVIDGLTENLARISTWVATAVTAFGVRYVGALAAARLATLSLAGSLA
MLRGALIRSGIGIAVIAAGELVYQLGRLVTATGGFGGALTALKAVAAEVWERIAEGPHLVTLAVRQMSWAIRADFLEAMA
DIQARWSGFIGRLATVGKLIPGFGASFRTLAASVAGSAESMRALREESRRAAQYATDYGTQVEGMFTNMTRPLETLKALR
EALAETPPGGPGRPRLPEDEDDQTGLGGIGTATERLSETARKTGDSFKTFFKDLAKGSADAGDAISALADRMLDDLLDRA
LSPLTDAMGSLFDGLFSGLFGGRASGGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLG
SLGGGSVRMGDVHVSVAQTNADPRQIAEAVRRVSREEAQRVYARQRREGR
>OLS51805.1 hypothetical protein BV392_07170 [Rhodovulum sulfidophilum]AB30
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGTFELDMAAM
EYDGPHGAISADPVVAVAATARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGSWALAGPETVLSVSQSRVRTRSLQIMEAL
>OLS51806.1 hypothetical protein BV392_07175 [Rhodovulum sulfidophilum]AB30
MDASGDRILGLLVRCRFDTGDLAMFTGHGSVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYCLPEDQENRFPGDKGFGL
VQAIQNREDTWGRT
>OLS51807.1 hypothetical protein BV392_07180 [Rhodovulum sulfidophilum]AB30
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAARVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRTGLVRRPVLTAEAAWRID
>OLS51808.1 hypothetical protein BV392_07185, partial [Rhodovulum sulfidophilum]AB30
MAYRLIFCATALILLAGPAHAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQ
PV
>OLS51809.1 hypothetical protein BV392_07190, partial [Rhodovulum sulfidophilum]AB30
ALALLAGPAHAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQPVTTGRILYG
ERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQVGSDYRGRVR
LRVHNGGEDQAAESRYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVYDPRDGQVKYSTNPALCL
RDYMLTPQLRGGPGWHPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGR
LTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPEKEHVVTDLPVLDSATYIAADNGEPLVLDMGELP
GETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETG
PAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDNPFIDAWQFAWRPVSAPEPT
LRALTDTPEDMIDDVAPGPYA
>OLS51810.1 hypothetical protein BV392_07195 [Rhodovulum sulfidophilum]AB30
MTAALRSPVRPAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMSDARPRLKPEDWTVNRWGRHAKTANAATLGVEGWQPIPRRNRKGVIV
QDAVRFTPCVWDPTPARIAAARRAYLDWWGYLLAIQAALTGADLIRIEITRDMPPMRPWATST
>OLS51811.1 hypothetical protein BV392_07200 [Rhodovulum sulfidophilum]AB30
MNIVPEYMRSYGAGRTVCRVLEGLSWITIIVGVLVSIGGLLLVSSNGGYSSYRSNTNVLQFLFAMAPGIGVALAGGVMLM
FSQVTAAIFDISEMTRESLVASGLLPKDVIAATEQDLRSEGSLVKNYRGKSITKDSTGFAVDGRHFNSIGEAQAFIDGNR
>OLS51812.1 hypothetical protein BV392_07210 [Rhodovulum sulfidophilum]AB30
MKLSAGIVPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENKTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAKNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPDRMRAAIRKAFSTAR
>OLS51813.1 hypothetical protein BV392_07215 [Rhodovulum sulfidophilum]AB30
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>OLS51814.1 terminase [Rhodovulum sulfidophilum]AB30
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALATANRTAPAAGSAPDDATGNTQDGTSAPEAPAPRPGQPAPRR
INFLKR
>OLS51815.1 hypothetical protein BV392_07225 [Rhodovulum sulfidophilum]AB30
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>OLS51816.1 phage portal protein [Rhodovulum sulfidophilum]AB30
MGWLDRAILSLAPQAGLARIQARARAQVVMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPDTTKEEDIAHGGV
>OLS51817.1 hypothetical protein BV392_07235 [Rhodovulum sulfidophilum]AB30
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIV
SGLAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAAELRKEADDLDKLARIYASVYAARSGRAVEDVMRMMDEETY
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEIPTM
TTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVTRAVQAERERARSIRSLAQPSMRAGLLSEAQVEAVIDEGVS
LAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRKA
VADGFLSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEYE
QAMLEDQAEGLKLVRRGRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKALFHADHGNLA
AAAGQISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPNL
GASVSGGSDSAWYLVSSELPPISVAYLDGYESPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>OLS51818.1 hypothetical protein BV392_07240 [Rhodovulum sulfidophilum]AB30
MKNHLSPGETVTLTAPAETASGDGVLIGSIFGVAQADATAGAPVVLVRRGRFTLPKTAAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>OLS51819.1 hypothetical protein BV392_07245 [Rhodovulum sulfidophilum]AB30
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVALADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>OLS51820.1 hypothetical protein BV392_07250 [Rhodovulum sulfidophilum]AB30
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPATMTRSARTITMDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>OLS51821.1 hypothetical protein BV392_07255 [Rhodovulum sulfidophilum]AB30
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTTLGDKMTGTVTIKVAGSTEISGMGG
>OLS51822.1 hypothetical protein BV392_07260 [Rhodovulum sulfidophilum]AB30
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRVRGRDLRRVVLELMRASRPGTTEADAG
DFITETGLEALPDLLGRVIAASRMVASDEAPSPEDPARPPETGAA
>OLS51823.1 hypothetical protein BV392_07265 [Rhodovulum sulfidophilum]AB30
MLEDYTAAGFDPDGFWRLTEREYAVRMRGAARAAERAARRDRWRIWHLAALMRSDKLPEFGTFIGRPGRRPRQSPQEMLA
MARLWHATLQGGLRR
>OLS51824.1 hypothetical protein BV392_07270 [Rhodovulum sulfidophilum]AB30
MTDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQAKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKSSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGT
SSQGLKAALRDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLD
RAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGKVMEAGSFDGGGRTPLGPRAGGLDGKGGFLAMLHPNESV
IDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>OLS51825.1 hypothetical protein BV392_07275 [Rhodovulum sulfidophilum]AB30
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRAPFGTWALAGPETSYSGSQSRIRTRILQIREVL
>OLS51826.1 HicB family protein [Rhodovulum sulfidophilum]AB30
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>OLS51827.1 hypothetical protein BV392_07290 [Rhodovulum sulfidophilum]AB30
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRS
>OLS51828.1 hypothetical protein BV392_07295 [Rhodovulum sulfidophilum]AB30
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPEYGSEYGAAKVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>OLS51829.1 hypothetical protein BV392_07300, partial [Rhodovulum sulfidophilum]AB30
MIAALALVLLASLALILPATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLN
RIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDE
>OLS51830.1 hypothetical protein BV392_07305, partial [Rhodovulum sulfidophilum]AB30
MYDPRDGQVKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGATEDRYAFNGVLETEATAAE
NLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDST
TYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGR
TVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDN
PFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYA
>OLS51831.1 hypothetical protein BV392_07310, partial [Rhodovulum sulfidophilum]AB30
GVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGCHAAGGVLAMAPGETRARYAF
AGRIDLGAVQPVRLISDIELLISEARDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPETDPETARWGPWQ
SFDAADFSGRAFRQPPPAGAPGRASMPPTSRAGPSASARSWASRAPITPSASRA
>OLS51832.1 hypothetical protein BV392_07315 [Rhodovulum sulfidophilum]AB30
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATPGSIPPPAR
>OLS51833.1 hypothetical protein BV392_07320 [Rhodovulum sulfidophilum]AB30
MRNVPNNGWITLGSFASGSFVPAGVNRLTEAQATDPTGTEFGAISGTQIAAAVDARMGAVGTPVNEAAWHPYDMVRVGDG
ATGLFYDSAVDGDVFPLQTPAFEDGYEYAFAFEAVTPTGSGTIEVRACSEANDTWSDVYPLSSEVTSRSRQCWGFLRVAL
PRVPSRILTLTWERPFYYLQSNRIFVGSAGGTSIDVELYNVDSKAGALRFSFSGSNGFRRGKVYCHRRREFISG
>OLS51834.1 hypothetical protein BV392_07325 [Rhodovulum sulfidophilum]AB30
MTMIGLALSPCAVRNRWSPAHLFTAGTDGAWYDAGGAARGWYQDADGTTPVAASDDPVGLALDRSGNGNDATQTADSFRP
LFVEDGGGRYLDFDGTDDHLDTGIVPQESGMLAVRGHLDNLENPVCLLGSSSPGRHCRMIVNPDGRFRVGLGSNYDAINT
GPGSVVAATRVTLAMTWDADKNCHAYLDGTLIASRTYSGDVANARPIPLGAYNSNGTVLAPLPGKIIAASLLMGRCPPAA
EIARLHRSWTVIGG
>OLS51835.1 hypothetical protein BV392_07330 [Rhodovulum sulfidophilum]AB30
MPAILICAVDAAETVSGLLAAMGRGPDTLTRGPALVDPGDTATVTHRMCMDCSMSDAVVAALVAYAADGTLPEIAGTWGE
DDLPGGDDLAAAYSGLAAYPQHDRTRAEWLAAALNDAGLELAPASDI
>OLS51836.1 hypothetical protein BV392_07335 [Rhodovulum sulfidophilum]AB30
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLTARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS51837.1 hypothetical protein BV392_07340 [Rhodovulum sulfidophilum]AB30
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>OLS51838.1 hypothetical protein BV392_07345 [Rhodovulum sulfidophilum]AB30
MRGILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDRLIADP
VEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
EVPFRWGGA
>OLS51839.1 hypothetical protein BV392_07350 [Rhodovulum sulfidophilum]AB30
MRALLAALLLAGCGGLPGPLGPSLAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGWRA
>OLS51840.1 hypothetical protein BV392_07355 [Rhodovulum sulfidophilum]AB30
MSKGVVEQSHLNRLVSDHLLRDPRRTPPADLMGAGRLLPRYQAVPFLLREAEERDFLDWCSVSSKKLAIRLVTGGSGRGK
TRLMIELVGKLRDGALVAPGLTRSNWVAGFLATDLLERLNGMHPRYEVPFGARGDLFIVLDYAENKRREVTALLKAALAA
HDAGRGDRVRIVLIARHNAEVFQDLMRQESEFAGRGLIQMHVDPLAPVPEPQNFYAAACEAFGVADDARAYPDKINADFG
LLSIAAMLASTTGDAPPSNQTAILEDALSHERRYWIAAARAKGLPEALDEAVLEGIAAVTLFGLQGAIPDITAAAELLAA
LPRLADQDMNTRLKIAQIAAELYPHPAGHVEGVALDLLGDQAATSILTARLEAVTGLRSEQVTDAQLISAFTRVGWMAAR
DADTVRPLLGALCDRFGERALRAIVDVAPNVGHQLGDLAADWALASKEFAVSADLVFGLPEHTVALRKLAAVLTRKALEA
SSGTTTEMRAALTNNLANRLSDLGQREAALEAAKEAVAIRRDLAEARPEAFTPDLAASLNNLASFQSNLGQREAALEAAK
EAVVIRRDLTEARPEAFTPDLAASLNNLASFLSDLGQREAALKTAQEAVAIRRDLAEARPEAFTPDLAMSLNNLANLLSD
LAQREAALEAAKEAVALYRDLAEARPEAFTPDLAASLNTLANCLSNLGQREAAQEAAQEAVALYRDLAEARPEAFTPNLA
RSLNNLASFLSNLAQREAALEAAQEAVALYRDLAEARPEAFTPDFAISLNNLAIFLSDLGQREAALETAQEAVAICRDLA
EARPEAFTPDLAISLNTLASILSNLGQREAALGTAQEAVAIRRDLAEARPEAFTPDLAASLNTLANCLSDLGQREAALEA
ATEAVALYRNLAEARPEAFTPNLAISQNNLANILSNLGQREAALEAAKEAVALYRDLAEARPEAFTPNLAASLNNLANIL
SNLGQREAALEAAKKAVALYRDLAEARPEAFTPDLAMSLNTLANRLSGLGRREAALKAAEEAVALCRYLAEARPEAFTPN
LAISLNNLAIFLSDLGQHEAALEATKEAEILRSGVKA
>OLS51841.1 hypothetical protein BV392_07365 [Rhodovulum sulfidophilum]AB30
MKLNSVSIEIIEKLKKGRTREAPEFQFLSTLQRDLQSFGRDDVCLLRAGGVLSFLWSPKYNRSASDQLRDAVARARLVEH
RAALEEYEVRDHDRFSRAFSIDTDEIKPTFVECGDDQQLISLFEYYTRTQSISSNVARGRFARFLVFDDGVTGRPLMAII
GLSSPIYFNGARDRLLGWGPVGRRQDGNWVSDPAAKAIRDTGLLCISHITIAAAVPPYDQLRIAKLISALCFSPEVIGFV
ERKYGQPIAGLTTTGGWGTNAAPYQRIGLGLHEDGQARELFKEMKPSSPSLNRSWEFFSDELLEQAHEIHRIRSEDSSEP
LNAFREDETVRKELLAWALAHVGLPKKAVYVNQIGHFVGTRTDQAIRYLGNVQTEAVPKTRTIPVEDALSWWRTKTDRTV
LRDVRPEKLSDRAA
>OLS51842.1 hypothetical protein BV392_07370 [Rhodovulum sulfidophilum]AB30
MRWRDEEPPERGLMIRDPYVTDILLGKKTWELRGAATKIRGRIGLIKSKSGHVFGEAEIIDVLGPLSLRDLLMSWQIGPH
DREELKLAERVPYLDKNGSSRTFAWILGSVVTYQPPVPYRHPSGAITFVDLRNALEI
>OLS51843.1 hypothetical protein BV392_07375 [Rhodovulum sulfidophilum]AB30
MFCCIPSQVYFYFGKQQKLRRIFLGRNNSVRRKFAIFSNRDVILHFRHVAIYIIDFKVDVPAVNASKSVCVALDRNKNSI
LAGLVQ
>OLS51844.1 hypothetical protein BV392_07380 [Rhodovulum sulfidophilum]AB30
MMMRFLSKVGYLAFLAILSAVAGTVLPVTLVFGAFALWDHDYLNGIALLGLTLPGIYLTQFAFDYYKKIGRNRDASGPDG
PKQD
>OLS51845.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB30
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>OLS51846.1 hypothetical protein BV392_07390 [Rhodovulum sulfidophilum]AB30
MTWTIHVANASGRLDGLVSPIRASIERAQARAEAVTEPVDLDVVIQAWPGRVIAHLGHAGYAPTGDMIQLTFDPANSNCA
QNLGEPLERTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQAASDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLAARPKETPAKLIHAEAASFRDNLKSTFG
>OLS51847.1 hypothetical protein BV392_07400 [Rhodovulum sulfidophilum]AB30
MSRRTPLLAVKEATAARMLDMRTNEFRNLVQIGALPQPIDLAGQVLRWRVSDLEAILTGTVPD
>OLS51848.1 hypothetical protein BV392_07405 [Rhodovulum sulfidophilum]AB30
MSGRAAERLVLGDISGGAGEDRESDLALATSLVLQMDRELGLGCNGDGWLGPSEMQRLTEQEKQRVRAKLGQAERKAYAL
LGSRKDTLVNISNDLVQRREMNASALAQWFDGTPSDVVSHTPVDTA
>OLS51849.1 hypothetical protein BV392_07410 [Rhodovulum sulfidophilum]AB30
MNADILLFALGVSHSATGRIDEESVRAMLPDDESLASLEAGHLAMACRAPTAQGVAKRISLMTKAAPAGVVARERSGPAI
IDGATPAHEAVRNIVADLAAWQAGELDWSEMSRSLLIHGAPGTGKTYLARQLAEAAGIALVEGSFADWQAQGHLGHMLAA
MIKCFDEAAAKAPCVLFVDEIDAVGSRFGGDQHGMSYRVQVVNGFLQQIDRLARTPGVILIGACNQISRLDPAITRPGRF
DQTVRMPLPSIADISRILGKVLADKLSESAIDTLARAAVGKTPAELDAALRAATADVRRQRLPMSSDLLRRHLGIDQPNP
DLLRRIAVHEAGHALSAELLVPGSVVKPASPIATVGPNAVRRSPNLRSRKSRPNC
>OLS51850.1 hypothetical protein BV392_07415 [Rhodovulum sulfidophilum]AB30
MQSAAVTMGRVSSASHLPPEEWDAIAADGGDPFATAANGSTRAAIPLPLRDVILAATFRNAEGWEACLQPGALTVVVGLE
PTLSLGKLLTGAMLPNGWSTQSRAPRSAPHPVLQLPDRPVMEKELERLLHHPAPIRRQSCCQSGGRSTCQLPSAPARQAR
AFWSWKR
>OLS51851.1 hypothetical protein BV392_07425 [Rhodovulum sulfidophilum]AB30
MHCDHAPMRYWVFYISDDHTKPDQATGWIRAETADAALALVNHPDANVVEIPDDLGFPAEASGPIFWAAPLSSHS
>OLS51852.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRSTDQLIVHLKVHRLKAGLTQMELANMVEVSRKTINTVENGVFVPSTTLALRLARCLGVSVEDLFTLSD
>OLS51853.1 hypothetical protein BV392_07435 [Rhodovulum sulfidophilum]AB30
MNPLAITRLAANLMVTAFGVGLLGVYAVTQAVTAELVVWLGGLAVLGGVAQFLVSVFFPRSIRPTWDEMAVASHRGAYQF
GYWCAVLSFWVFFFSAQYSTANLDGAFLTLGVLLICAPSAWMAVAALRK
>OLS51854.1 hypothetical protein BV392_07440 [Rhodovulum sulfidophilum]AB30
MNDNEQNNGEAPSRYELKPLVEVNAAGYTKIISRVLLGAGALGVAGKLGELALLGLGSGNGWTIFLGVILGAAAIGMFTI
SVPVFIFAFAGWIGEDRFHGRQGLKDPYGVVFAIAMILIFVALTQMLVMSA
>OLS51855.1 DNA helicase [Rhodovulum sulfidophilum]AB30
MQLSAPIHVLKRKAKLAARGNDIALHQALDKVAIEEGFNSWSHLVSSSVHENPARQILSQLESGDLALIGARPGQGKTLL
GLELVARASDVRRNGYFFTLDYHERDVAERFSSIGIDPSTFKGSVVIDTSDDVSADYVINRLGVEKEAALIVVDYLQLLD
QKRTNPSLDVQIRSLQRYVLETGAMCLMISQIDRSFDLAEKSMPDISDIRLPNPVDLSAFRKLFFLHDGKIQFDRAA
>OLS51856.1 hypothetical protein BV392_07450 [Rhodovulum sulfidophilum]AB30
MADPYPGMSVGSTSPAVDWSEITPSDSANLATVPRALDCAVSGDVVIVSASGNEITITLTAGAPYPVRPVRVKATGTTAT
GIIGMW
>OLS51857.1 hypothetical protein BV392_07460 [Rhodovulum sulfidophilum]AB30
MANPRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>OLS51858.1 terminase [Rhodovulum sulfidophilum]AB30
MTTRPTPTSTDPATAYALDVAAGRIVAGPHVRDACRRHLRDLEEGPERGLVWDGAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRSDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVDDDTTFSYVCALDEGDDPFTDPDCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHSLDLEDFAGQRCCAGLDLSAKADLTAKALIFEDGFAEDGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAILGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGAATARSVGEKGGNMDDFLAALEAS
>OLS51859.1 phage portal protein [Rhodovulum sulfidophilum]AB30
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALAAALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADLHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERNGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHIRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQHISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>OLS51860.1 hypothetical protein BV392_07475 [Rhodovulum sulfidophilum]AB30
MEHSDFALELKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGL
WGKGRLVLDVPKAREIHALMKAHVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMDDVVN
KLRAGDRLTEREFELMAKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>OLS51861.1 capsid protein [Rhodovulum sulfidophilum]AB30
MADENKTAAELAVEMKAALDKSLDGVKALAEEALGKAKAGEALSETLKGTADEALTGMNELKAQLGEIEQKIARGAGEDA
PAEAETAGQSFVDSDEFKRFAEGGFARGDRARIETKATLTTSTAASAGSIGPALAPTRLPGVIELPQRPLTIRALLAQGN
MDGQSIEFVKEHSRTDGAGMVAEGTAKPSSDFRLEVVSTSAKVIAHWMKASRQVLSDVSAVRSMIDSRLAYGLDLVEENQ
LLNGDGTGQNLLGIIPQATPYVSPLTGADTTSIDKIRLMMLQASLALLPADGVVMHPADWAWIELLKDTTGRYIIGQPQG
TIGATMWSLPVVPSMAMTLDKVLVGAFRTGAQIFDRWSTTIETGYENDDFTKNLVTILAEKRLALATYRPGAFIYGDFGR
EA
>OLS51862.1 hypothetical protein BV392_07485 [Rhodovulum sulfidophilum]AB30
MPKFRVLRQHLGERMYREGEMRDAAASEVAHLVAAGVLEPVAPESIPAPDPKPRRARKGTGE
>OLS51863.1 hypothetical protein BV392_07490 [Rhodovulum sulfidophilum]AB30
MTAIPVLVTPPSAPVVSLEDAKMHLRIDHADQDAMIEGLVLAATAHLDGWRGVLGRAIMPQVWQETHVGPGPYLLAMPDV
SEVTASARGAIRVETTALGPVVALAEPVEGVTLSYTCGLPAAQLRLAEVAVKLYIAHLYDGSDLSPAFGAMVEALRWRQA
>OLS51864.1 phage head-tail joining protein [Rhodovulum sulfidophilum]AB30
MSVAANVRAERFRDRITIQRQGAEDDGHGNVVSEFEDLLSLWADMREATGKEKISSGVVEASRMATIRIRFSSASRGITA
ADRVVARGQIWNIRSIARIGRVGEILEMLCETGVAT
>OLS51865.1 hypothetical protein BV392_07500 [Rhodovulum sulfidophilum]AB30
MLRTLPKSVERKIEAANAENAEDLMRTAKVLIPEKTGKARRLIKAMPQGDGGVLVDFGPLSKILEGGTEERHHKDGKSTG
KGPARPFVNPALQVTEKRRKNRARKAVRDAIREVKGNG
>OLS51866.1 hypothetical protein BV392_07505 [Rhodovulum sulfidophilum]AB30
MAEGYALALQDGLVAALRADPGVSALVDKRVYDEPPKAVTRPFICLGGIEPRPLRTSGRRAADVVFSIEAHSRPQAAGRV
EATRIAASIVAALDEQESAVAVAGYTLIRLQWMGQTVARDSDGESYSAIIAFEALIDG
>OLS51867.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB30
MAKQKGRLLLVKIGDGAETETFANLCGLTTQTLTLNNNAYEVTTPDQTDPGGQIWREVMTGIRSMAISGNGYFEDSDAEG
RLRSVAFGTGQNDTADAICNFQVIVPDFGTFEGAFHVDSIEYGGEQENGVTYSISLSSSGYVSWKAVA
>OLS51868.1 hypothetical protein BV392_07515 [Rhodovulum sulfidophilum]AB30
MAITDIAPKGGIVAEIGGRSRPLILRNAEIERFEREHDLGIFAVLDRLIGRGSCPQARHIRDLVALGLVGGGMPDRAADD
IVSGMPPGENWRLRQIAHDLVIAAFLTDAPQKKSAEAGSSPGTPAETEAGTSRPGSVASSQPD
>OLS51869.1 hypothetical protein BV392_07520 [Rhodovulum sulfidophilum]AB30
MADDETQRILILLKAQSEAHDKAMRKSAREVERLERKYDPLSRAVIKYEREQGQLNRALEAGTIDAQRHAQLHDRLQKEY
RETVAAINDANSMLARQQGALGGVSGFMKRNGNVVQQFGYQVGDFAVQVGSGTSAMTAFAQQGSQMLGALGMWGAIAGAA
VAVGVPLVRALTDSGDAAKSLEDRLKDLNEAVSDLNDLTMTYTVEGLDRLKKKYGEVTEEVLDLVEAQKDREIQIANDRS
TSVAEKLAAEFRVVALEAGTTGRIAEQQFSVMAHRLKIAKASAKDLADAFYDLRQADSFDDKADALARIRRIILQSSAAG
TDLYDALLEAESKMKELAAAAPDANWLSAAIRQAKDLAAALWDAAMANAEARLDDAGNPIPRGVSKSDRPRPAPPGIGGI
DWGLPPGTSRSTDSRTAFDPLASGAQQIEALTQQIDMIGKTGTEVAALTAKWQLLAEAKKRKIDLDQVDAATGETVRQQI
ERQAEEIGKLTEQHERLAERQEVFVQSQEDFKTGMIDAIVEGKNFAGVLEDIAKSFAKAALQAMLFNEGPFSSGTGSGLL
GNFFTGAFSGGASGGGGTVTPFMDLLAGARASGGPVSAGKSYLVGEEGPEIFTPRSSGEIIPNTATSNARGAGDSIRMGD
IYVTAKGTQTDASAIAAQVRREMEAQATAIYARRSRVGRARQGAS
>OLS51870.1 hypothetical protein BV392_07525 [Rhodovulum sulfidophilum]AB30
MPYPPSTLQVASFTLRMITSSLRVQSPYSFAQTAYDFMGGMWAAEMTLRPVGPSANQAIMAWIARLNGPFGIFEMAPLDH
GGPSVGLSANPTLVSAVPVRAQTLVLQFAASGEAATVGDYLTHDGHLHIVKTVDVPTAAYQQTVTVWPRLRSAISAGDEA
EMLAPYGTWALADASASYSRGQSGARTRTFSLIEAL
>OLS51871.1 hypothetical protein BV392_07530 [Rhodovulum sulfidophilum]AB30
MDASGNQILGLLVRCRFDTGEVNMFTGYGTVTWEGVTYLGAGQALSIGDASVTSGDDIPGMSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDQGFDL
VQAIQNREDTWGRT
>OLS51872.1 hypothetical protein BV392_07535 [Rhodovulum sulfidophilum]AB30
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>OLS51873.1 hypothetical protein BV392_07540 [Rhodovulum sulfidophilum]AB30
MAYRLILPALLILLAGPAHAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQV
GSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVK
YSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLTSGKTENRYAFNGVLETEATAAENLNDLSSSWG
GWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEP
LVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVR
VTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQFAW
RPVAEADPTLRPLTDSPEDQIEDVAPGPYVFGARARNGRGMWSDWAWSGATAVQGINAAPVAITGLSVQASGGAVAMLRW
DRHPSLDVRQGGRIEFRHAGALSGASWQSSTGIGKSVSGGVTEATLPLKTGTYLARPHDAMGTPGPVSGIAVRAASIIPT
TTVATLAEAPDFAGAAEGCSAAGGVLAMAPGATRASYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPP
DARLWLGSTDAYGDVDLQVSVTDDAPAADPETARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>OLS51874.1 hypothetical protein BV392_07545 [Rhodovulum sulfidophilum]AB30
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMIWVDTATRALKMRNIANNGWITLGSFASGTFVPAG
VNQLTEAQATDPTGTEFGAISGAQIAAAVDARNGAVGTPVNEAAWHPYDMVRVGDGATGLF
>OLS51875.1 hypothetical protein BV392_07550 [Rhodovulum sulfidophilum]AB30
MTGVPTAPIRASTAAAIWVPLIAPNSVPVGSVAWASVSWFTPAGTKLPEAKLPSVIQPLLAMLRIFRARVAVSTQSMPAA
VSAGGVAPALPLWIAESTPCSMAKAWALVWPVSSR
>OLS51876.1 hypothetical protein BV392_07555 [Rhodovulum sulfidophilum]AB30
MAARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGK
SVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGIATGCSAAGGVLAMAPGETRA
RYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSLTDDDPAAARWGMTM
IGLALSPCAVRNRWSPAHLFTAGTDGAWYDAGRAARGWYQDADGTAPVAATDDPVGLALDRSGNGNDAAQTTDSFRPLFV
EDGGVRYLDFDGTDDHLDTGIVPQESGMLAVRACLDNLDTTTLPIGSSGQDRYFRQLCRLVVGSDGRFRVGLGNNYDAIN
TGPGIVAAATWVTLAMTWDTDKNCHAYLDGTLIASGTYSGTVTDGYPLFLGASSNAGTSEYPLPGKISAASLLMGRCPPA
AEIARLHRSWTVIGG
>OLS51877.1 hypothetical protein BV392_07560 [Rhodovulum sulfidophilum]AB30
MPAILICAVGAAETVSGLLAAMGRGPDTLTKGPALVDPDDTATVTHRMCMDCSMPDAVVAALVAYAADGTLPEIAGTWGE
DNLPGGDDLAAAHSGLAAYPQDDRTRAEWLAAALNDAGLELAPASDI
>OLS51878.1 hypothetical protein BV392_07565, partial [Rhodovulum sulfidophilum]AB30
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDR
>OLS51879.1 hypothetical protein BV392_07570 [Rhodovulum sulfidophilum]AB30
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTTALDRETARLAEEIRALEARSQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>OLS51880.1 hypothetical protein BV392_07585 [Rhodovulum sulfidophilum]AB30
MTTKNQFTVLLSSGKRVTLTTDYKPLEARFTSPDGTWFALMQRDGVREAPNVRLEASESYPGLSHEETCEVTDTIFGGRG
FLSWIDPEAPEFRTP
>OLS51881.1 hypothetical protein BV392_07590 [Rhodovulum sulfidophilum]AB30
MVIAGGACGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVRLNYSVSKSGATPARELIIANREVRV
GLV
>OLS51882.1 hypothetical protein BV392_07600 [Rhodovulum sulfidophilum]AB30
MDGDRVQGHDADALIKPDMPAVLERTNLSVNVQGFLLPVFEALSNSMDGIEQRFGDQASRKGKILVKLENLNDPDKVMIS
VTDNGVGLNEENYKSFRTPFSGYKLSKRGRGFGRFIAFKVFSRIHYSSRFETAAVEATRTFRFDISQDEEIIFHEGEPDF
SGCGLCVELDEPLNDWFELIGGLSKQDVKDQIGSHFLPYFLYRGLPEILLQFDDQEPDDITSYFKAVFVEHAAGQISTSI
EGVTCALNYTLTKIPKTRQFKSHCLLFAAADRIVGHPRDLSNKLGATHFVDEDDSKFIIVAVVRGDAFETRLNDSRTSLD
LPPRAVEEIVGAVCDKIQDREKKQIEKIKTGQAQRLNVALHENPILRLGLKGQSLSEYVARKPNHWGPEEFVQDLALSRY
RNTGDLLKQISEAANDPASYVEKIKDLTSRIDAGKKEALAEYVIHRKSIIELLDAARKFDDEKKRGSEDEVHSLIFRRFS
DSVDVEYFQHNLWLIDDALAFLPYVSSDRTMHGGGRKKGDKVTDLLFYDDTMVLGDEDGTTLTIVEFKKPSRDDYSFGPA
KSDPVTQVIDTLEKAVAAGGITRTDGGHMSFERVARRSAFIIADLTPTLIKVLKRHNFQNPHDPKIWTQYFDNGEIFIQA
IGYDTLVSLAKKRNQAFSKVLLDD
>OLS51883.1 hypothetical protein BV392_07605 [Rhodovulum sulfidophilum]AB30
MAAAHAGELVLKALIAKEHPLLLFKNIAEKASDDEIDLDWLIKNGRTHDFSRLPSVLWATSGIKIPDIDSYRRIAALRNQ
IQHFVDERDSDIQYACLNFIYSNIDPLLNSHFSHFGIAACQFHEDEFDDYVIGCLFAHQIKFTAPRDIVLTEIDPHLYLQ
DCSQEYRTWAYAALKLELPT
>OLS51884.1 hypothetical protein BV392_07610 [Rhodovulum sulfidophilum]AB30
MKLFVVGNGFDLRFGLPTRLTDFGKYLRSNEQDIFSTLSGLHGLAAENGDESDLMQWNHLETRMASFDEDFIIDEATYSF
DRQDNYPPPSDDFWAYAADHFEDMVNPIIHELPWLVRQWALSIDISDTSDESIEAYEKFGQRHQAAAFITFNYTRVLEDT
CQLQHVHHVHGEAEAGDVVLGHSTEFIRRVVAPGDIDEVSDLYPGFETYNHHFRKRQDELFKGICDFSFRLELDRRVDEV
IVCGHSIGEADRKYFLMISNLIPGATWTFTPHGGSGGQDHQNIAGLISDPSFHSGGYRLSRLADIIGE
>OLS51885.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MAVSITSITAANKAAWNASASLHAQGTEWDSLLEQAARPGFSVLDQELTEAIRALGIEGRSAAQVGCNNARELLSLASLK
ILPSVGIDQSGAFLEQGRLLAKAAGLEPRLIEADIYELPEDVGTFDLVLITIGVLNWMPDLDGFFRVIAGLLSPGGHLLI
YETHPVMEMFDPESETPHEPAISYFRTEPLKEEGLISYDGVDHGSGETGYWFIHTLGQIVTSCAANGMAIRALKEFGYSI
REPEYDVYEGREAQIPMSYLLHARKI
>OLS51886.1 integrase [Rhodovulum sulfidophilum]AB30
MTRRKNPYPGVRKNVVKGRIYWRFERGDFRTNIPGPYGSPEFLAAYEAALAGSKTTNASTALPGTLAWLIEEYLRSLRFQ
GLSVSRKRTIRLELDWLRKEAGKYQFERLEVRHVEALMAKKKGSTAANTVKKNMSMLFNFAAKKLGYTGSNPARYAERMK
TNPDGFHTWTEEEVDRFLKRHGPGTKARLVMLLALNTGMARQDLACVGRQHIKKEGRIEYRRHKTSVAADLPILPELAEE
LRHVPRDRMLFVAQDNSDKPYAVASLGNWFRDRCVEANVPGSLHGLRKAGATRLADAGASEWEIASYLAHTDTTQAAVYT
KRANRARLADSGSAKLRAVKMSNLSEGLDGNGRKANE
>OLS51887.1 hypothetical protein BV392_07625 [Rhodovulum sulfidophilum]AB30
MSARTAIVSQSEIKRTLQAALSVGLRIGRVEVDHATGRVVVFPEGTAPQAAGPDPDDLLK
>OLS51888.1 hypothetical protein BV392_07630 [Rhodovulum sulfidophilum]AB30
MDFWNETWKAEAVAKAAGLPKEKLQLWLGRNHVLGQGMGGGGEKGRHRRFEFRNVMEIAIARALVDQGHRPADAFKAAAV
FAYSAVQHPGTPGLPLDPAGGDTFMAVAGDKVTINYMPAGRGAMADFLADLTGSEGNERDLEAFTMVNASAVFRVVCRGL
DLDASAILRGVYS
>OLS51889.1 transposase [Rhodovulum sulfidophilum]AB30
MNCLKLFGERIMSRDPDRQTAEIQIRIAIMNRFSALGRAEIEAIA
>OLS51890.1 hypothetical protein BV392_07640 [Rhodovulum sulfidophilum]AB30
MRLDPGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVP
R
>OLS51891.1 hypothetical protein BV392_07645 [Rhodovulum sulfidophilum]AB30
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>OLS51892.1 hypothetical protein BV392_07650 [Rhodovulum sulfidophilum]AB30
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECRAMFAGRLAEVEAGLDRLIAAP
VEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWGGA
>OLS51893.1 hypothetical protein BV392_07655 [Rhodovulum sulfidophilum]AB30
MARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSVTSNTQNAINTSTSNA
WEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSIMIANDTLSLTNKAGA
TIEGTVQMATGGTSSTIDNYGSISGRDGRAALHLEGGTTIYNRAGAKMTSEYNVITAVSGVGYLENDGSLTSTNTTYNGT
AAAAFYKSGTVANSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKRKYGALFYNLMDANLTNTGTLQGATDGATFS
GMTNGEITNSGTITGNRGLYFMSSSDAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSNLIGQVQADSGDTLTL
KGTGSEDEDLKGFGSLTMAGNAWTLSGGVQADALTVSSGTLTLTGTDLSFGSVDLASASTLIVNGNFNSSGETTVASGSR
LGGSGTVGETTVQSGGILSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVINGGAVQHIGFDGTYDPS
ATYRILEGGTGLTGAFDSVTSDYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAVSEAAGHGNAVFDAAA
FLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEREGYASRAATGADMVRAADAPEIWVEG
FGAWNRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELDVSERASSATADSFHIGAYGSRSFAAGSGLLS
LRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLNTDSFTEAGDAAALAG
QSQDMSTLFTTLGTRGSAQIEIGKLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIRDVALLEAGASLSLSD
MTQLTVGYKGQIGDNVREHALTLRLSARF
>OLS51894.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTLEQLRIFVAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFRSEHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSL
CGDRLALVVAPGHDWADRPPSGPDDLKACPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>OLS51895.1 transposase [Rhodovulum sulfidophilum]AB30
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIGVTQFTYYRWRKERAIVRHRSEDNGKCGLKTDQVKRLKDLEKENE
RLRKAVSDLTLEKLILREAASGNF
>OLS51896.1 acyl carrier protein [Rhodovulum sulfidophilum]AB30
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIKEAV
>OLS51897.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]AB30
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>OLS51898.1 malonyl CoA-acyl carrier protein transacylase [Rhodovulum sulfidophilum]AB30
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>OLS51899.1 hypothetical protein BV392_07720 [Rhodovulum sulfidophilum]AB30
MRGLFNRPITKLSFTPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPEGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSIWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFVARKG
>OLS51900.1 hypothetical protein BV392_07725 [Rhodovulum sulfidophilum]AB30
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEGRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>OLS51901.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB30
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>OLS51902.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB30
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>OLS51903.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB30
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQV
>OLS51904.1 hypothetical protein BV392_07745 [Rhodovulum sulfidophilum]AB30
MVDRDEPGQQSNHALPSRGLTIIGLSRHLRDVAWPVSTSLRSSLPDTAGAGANGDVQRIVLENSCCDREVARGQKIVLRA
G
>OLS51905.1 hypothetical protein BV392_07755 [Rhodovulum sulfidophilum]AB30
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>OLS51906.1 hypothetical protein BV392_07765 [Rhodovulum sulfidophilum]AB30
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIEAVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHDRAVALGRRALLKQPRFNAAMRYTLAALGYLGERAAAQALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGFRGGRT
>OLS51907.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB30
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAYLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>OLS51908.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>OLS51909.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]AB30
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>OLS51910.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB30
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRITPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>OLS51911.1 phosphatidylglycerophosphate synthase [Rhodovulum sulfidophilum]AB30
MLDGVMRRLIDPPLDRLGGRLAARGVTADAVTLAGLGAGLLAAAMVALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPER
>OLS51912.1 chemotaxis protein [Rhodovulum sulfidophilum]AB30
MPAFLYRIPFRIYSIVIVALALSALISLLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNNLVITAHPMLPDWVGTDKSGYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
RRRDEIGDLGRNLAAFRDKLAESERQAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSG
LVVREAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPAAEFELPKRAVNDAGWQDF
>OLS51913.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MQDDTVPLRDRIEAATYAPQTQVLEGLLEAIGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDCFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPPGLRPGPSLFEPDRRNSRGWDLAHGPHLAQIETARARSRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGIAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELRPGAPWELSSDLGPLIDAEAHAAIASHVATARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGDLDRVVEAVNATGYGLTFGLHSRIDDRVERVAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPETIAAAVRAAQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALKDIEGISGALWWGDAEAGRAYALALAERDGPILP
LIAGMPDPTHVRLERHLCIDTTAAGGNAALLAEAGSA
>OLS51914.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB30
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVAPSSPIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRTTSVP
RVRRRR
>OLS51915.1 hypothetical protein BV392_07825 [Rhodovulum sulfidophilum]AB30
MTEDTRGAGDRAPLRLRLFLRDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAVGVVELGEFGRDD
>OLS51916.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB30
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>OLS51917.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>OLS51918.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB30
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGVLPIEKWVGVRRFAQRCGAHVPAHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>OLS51919.1 xanthine dehydrogenase [Rhodovulum sulfidophilum]AB30
MPLRSPSGRGGPQMERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAV
LAAGDLRAAGIGAAMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLTLT
VGGPQIHPEAPLNLAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAK
LAAMLDLPETAVRVTNPDVGGGFGMKAMSYPEYYVISHTARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRI
TGYRVETLSNLGAYNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAAREL
GLDPWELRRRNFIAPSDFPYRTPTGESYDVGDFVRVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTE
GAEIAFPEDGTVALYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVM
VAAFTPFLAAEMGVELSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPE
TGETRVLRYTVADDFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPS
TANPLGMKGCGEAGTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>OLS51920.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGHMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNTDFAEGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LNLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
RSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>OLS51921.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKDAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>OLS51922.1 arsenate reductase [Rhodovulum sulfidophilum]AB30
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>OLS51923.1 cold-shock protein [Rhodovulum sulfidophilum]AB30
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>OLS51924.1 hypothetical protein BV392_07870 [Rhodovulum sulfidophilum]AB30
MSVIIAIILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALI
EGMVVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>OLS51925.1 hypothetical protein BV392_07875 [Rhodovulum sulfidophilum]AB30
MPPIARVGDTHVCPVKGHGSNVIVTGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>OLS51926.1 type IV secretion protein Rhs [Rhodovulum sulfidophilum]AB30
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAASADVDFDRLIGTHATVTLTTKEGERPFDGIITE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAALKEDV
>OLS51927.1 thymidylate synthase (FAD) [Rhodovulum sulfidophilum]AB30
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMDCIRRMLKGEAVTQETSGMSKGEWREFEAVLAPTGER
>OLS51928.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]AB30
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLIFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>OLS51929.1 hypothetical protein BV392_07895 [Rhodovulum sulfidophilum]AB30
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVSVPPSGG
>OLS51930.1 hypothetical protein BV392_07900 [Rhodovulum sulfidophilum]AB30
MPLHSKIASATGAEGMCGKAARTSGCSSAGASPSRFNWYFQADGARDIQSDVQRLAEIDGPGGGAARAVRARA
>OLS51931.1 hypothetical protein BV392_07905 [Rhodovulum sulfidophilum]AB30
MLDQRLILSWTLINSPAALTGAADRLPRTGRHPAARSTAINTVLGWSERLLAERGTCWQATPDLTGDGTSNDGPQPREGV
VREVTVNALASGIDRVDHAETDLAGR
>OLS51932.1 hypothetical protein BV392_07910 [Rhodovulum sulfidophilum]AB30
MLGANEFDDNARCNAFFSGLPGELADHFRAELARGHGAFVNTASGFSDVAETMERELPRELQAMSLGQVPPTSGSPPRRR
SQ
>OLS51933.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>OLS51934.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB30
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPEVFAPLVAELA
ARPAPS
>OLS51935.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>OLS51936.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB30
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>OLS51937.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB30
MTSAQSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>OLS51938.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGQGHSGRSALVEMVARKPRPEA
>OLS51939.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB30
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>OLS51940.1 HNH endonuclease [Rhodovulum sulfidophilum]AB30
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>OLS51941.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>OLS51942.1 DL-methionine transporter permease subunit [Rhodovulum sulfidophilum]AB30
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLFVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>OLS51943.1 methionine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>OLS51944.1 hypothetical protein BV392_07980 [Rhodovulum sulfidophilum]AB30
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGPRPGIEPRAAAAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHGGRAWRLVLALAISALTVLVFGLGLRMNVPLWPLLS
>OLS51945.1 hypothetical protein BV392_07985 [Rhodovulum sulfidophilum]AB30
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>OLS51946.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB30
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>OLS51947.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB30
MAELGADPGDVEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>OLS51948.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB30
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPAQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSTVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELAASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSSAAIAMIR
EDIGFTGFLMSDDVSMQALSGSIGDRARAAIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKIAHG
>OLS51949.1 hypothetical protein BV392_08005 [Rhodovulum sulfidophilum]AB30
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADASQPVLAALNLADTPATDAAGGALFDRAEPAA
EPVAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>OLS51950.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAAAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>OLS51951.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB30
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>OLS51952.1 hypothetical protein BV392_08025 [Rhodovulum sulfidophilum]AB30
MDGITQLVPRDRFLPLRPRETHAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>OLS51953.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]AB30
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>OLS51954.1 cytochrome C [Rhodovulum sulfidophilum]AB30
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>OLS51955.1 hypothetical protein BV392_08045 [Rhodovulum sulfidophilum]AB30
MEYDAIILGAGAAGLMAAATAGQAGASVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
TPGTPVELTLLDNAFELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWASGMAIAERRVG
>OLS51956.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MICFRSSSRQAPGLFPGIGAISVAVLLLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLAGTLWLFAQVGGVARGVTRWV
WARSLCLALMWGCYYAGLPGLSFSIAAACYYTAPIWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGLDALSPVIA
LPLLAGFLYALAAVITQGRCRDVPPISMALNLNLVLVLVGAAHLAVLLWLGAGDEAGFLMSVWPGLGVRGWALLIGLGVA
LAVITALVAFAYQRAPVPIIGLFDNGYLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRLTGGGEDARAPRAQPR
RV
>OLS51957.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQTDEFQLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHAQHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADTIFPVCAPSLLGDLRTPLDPEGLLERPLLSHRVTPQDWFDWPDWFAAAGLVGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>OLS51958.1 ADP-ribose pyrophosphatase [Rhodovulum sulfidophilum]AB30
MPAAAYEAALPTHSIPERPIPAAIAVVIRARQVLLVRRANPPDARLWGFPGGKIDRGETLTEAALRELAEETGISAEPLR
VFTAVDAFDREASGALRRHFILIAILCRWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>OLS51959.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB30
MIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGMI
ANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIVTPNLPEAAVLLGRGDDWTAEAMQAA
LPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGTAKTYLH
DALAASEALDVGHGHGPVHHFHALWSDHPAM
>OLS51960.1 phenazine biosynthesis protein PhzF family [Rhodovulum sulfidophilum]AB30
MIMYQVDAFAEEVLSGNPAAVLLLPGWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEIAAQFPGEVIAAFRNFENVFVELEGADRVRDFV
PDLAAIARLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQVSARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGVERFRA
>OLS51961.1 excinuclease ABC subunit B [Rhodovulum sulfidophilum]AB30
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>OLS51962.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB30
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>OLS51963.1 nickel responsive regulator [Rhodovulum sulfidophilum]AB30
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>OLS51964.1 tryptophanase [Rhodovulum sulfidophilum]AB30
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAGRIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>OLS51965.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB30
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGRDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>OLS51966.1 YIP1 family protein [Rhodovulum sulfidophilum]AB30
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>OLS51967.1 YIP1 family protein [Rhodovulum sulfidophilum]AB30
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGNGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>OLS51968.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB30
MGLPQAKLTATEARLAALAMPVQAGWTRLLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGALEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>OLS51969.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB30
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRASDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>OLS51970.1 hypothetical protein BV392_08125 [Rhodovulum sulfidophilum]AB30
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>OLS51971.1 hypothetical protein BV392_08130 [Rhodovulum sulfidophilum]AB30
MPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLVPL
SKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGAGDQVLGDRGLRDQDRFDKDRRDKEDRT
>OLS51972.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB30
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>OLS51973.1 aminotransferase [Rhodovulum sulfidophilum]AB30
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRLPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>OLS51974.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>OLS51975.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>OLS51976.1 hypothetical protein BV392_08155 [Rhodovulum sulfidophilum]AB30
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>OLS51977.1 isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB30
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>OLS51978.1 membrane protein [Rhodovulum sulfidophilum]AB30
MPTDMPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRM
GKAFVLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQ
LGFDAVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>OLS51979.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB30
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>OLS51980.1 GTP-binding protein TypA [Rhodovulum sulfidophilum]AB30
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>OLS51981.1 hypothetical protein BV392_08180 [Rhodovulum sulfidophilum]AB30
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPEYQAALDHA
RGASERELMVVEISE
>OLS51982.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHEGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>OLS51983.1 DNA recombination/repair protein RecA [Rhodovulum sulfidophilum]AB30
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>OLS51984.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPETVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALEGLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAAQLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLDGTALGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLDRLTA
LQEEILDRAAGLVAPGGHLAYATCSLLSAENGSRIGRFLAAFPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>OLS51985.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB30
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRTAASAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>OLS51986.1 thiamine-phosphate diphosphorylase [Rhodovulum sulfidophilum]AB30
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGFGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>OLS51987.1 hypothetical protein BV392_08215 [Rhodovulum sulfidophilum]AB30
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPPGWRPVATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVAVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEADWQAGLRRFYSERYDRVAAWHHLRA
DFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETGAGTERHIVALDGARAEVTLA
LAARPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWGMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>OLS51988.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB30
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHATEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVLVRLKAGDPSVFGRLDEEIEACEAAGISWSVV
PGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFIQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGTLATEIASAELTGPAVILLGLAPRAAARSLPLLQEAAR
>OLS51989.1 hypothetical protein BV392_08225 [Rhodovulum sulfidophilum]AB30
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAETESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>OLS51990.1 sulfite reductase [Rhodovulum sulfidophilum]AB30
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALAEIRAAFRAPGFRAGGTAIPPGSPAFRAWADTNLAA
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>OLS51991.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB30
MRPETGFERVEPQLAALNRRLDGATPQQVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQTMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>OLS51992.1 hypothetical protein BV392_08240 [Rhodovulum sulfidophilum]AB30
MSTAILVTDAGFAPAGPAQDWLSPADLDGPARPDPVRVGLTPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>OLS51993.1 hypothetical protein BV392_08245 [Rhodovulum sulfidophilum]AB30
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPSAPEPDSVPAPVAAPAARPEISAAP
EAGPATDIELPPGSEFNRSRPGTEARPPEAEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPAAEDPPPAARAMHGPAAPEAAAAPVPEPAAPESSPETSPATSPDASPAMPPGTSPDSSAATSPEPSSLTE
TPEAAAGPAPETDPETVPDTNPETVPETALNSETVPEIAADPETGPEAEPEVETVPEAGSEAPAVLPEVLPPPGPADPAA
PGRTAGPLRPDAPLPMVGEKAAPVDAAPEATRPATAAMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLTFPF
PVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEVAAARLGEALDRIDGSVALVTPEEGGFEGDRDLSGAVLGL
LEASGHGLVTADKGPNDALRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQTGHAVIVGHSHPETVTAIYAW
ALLSGPADAVLAPLSAVLRQSRP
>OLS51994.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB30
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>OLS51995.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>OLS51996.1 indole-3-glycerol phosphate synthase [Rhodovulum sulfidophilum]AB30
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQNDVTAATRTLLSNPSMGAH
>OLS51997.1 cyclic pyranopterin monophosphate synthase accessory protein [Rhodovulum sulfidophilum]AB30
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>OLS51998.1 molybdopterin molybdenumtransferase MoeA [Rhodovulum sulfidophilum]AB30
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>OLS51999.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB30
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWREADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>OLS52000.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB30
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>OLS52001.1 hypothetical protein BV392_08295 [Rhodovulum sulfidophilum]AB30
MTQRKGSAMTRLHKITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>OLS52002.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum sulfidophilum]AB30
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARAVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLNAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAAQLAAGPTVAYANLKTALRRSGSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>OLS52003.1 c-type cytochrome biogenesis protein CcmF [Rhodovulum sulfidophilum]AB30
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAARTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGSYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYVAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>OLS52004.1 carboxylesterase [Rhodovulum sulfidophilum]AB30
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>OLS52005.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB30
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRGDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>OLS52006.1 cytochrome c biogenesis protein CcmE [Rhodovulum sulfidophilum]AB30
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>OLS52007.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB30
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>OLS52008.1 hypothetical protein BV392_08335 [Rhodovulum sulfidophilum]AB30
MLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSTREDSWQDGDGPQSQACLECGYDGGGWDLKYDPYSDPNN
PYSDPNKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYEDGSAGAPDIAPVPLPAGGLMLVSALGAALLLRRRGRKAA
>OLS52009.1 glutamate racemase [Rhodovulum sulfidophilum]AB30
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTCLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDAFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>OLS52010.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB30
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTVPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLDLIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPGGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKQASAEVEIGALPAPALPAIEGTWNLVIAGVGGT
GAVTIGAILAMAAHIDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEVLARRSPATLTAATALAELPLSVRGFGPVRAEAERAADDRRAALLA
EIRAGGAALDTAAE
>OLS52011.1 phosphoribosylformylglycinamidine synthase II [Rhodovulum sulfidophilum]AB30
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQIAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>OLS52012.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>OLS52013.1 monothiol glutaredoxin, Grx4 family [Rhodovulum sulfidophilum]AB30
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVEYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>OLS52014.1 hypothetical protein BV392_08370 [Rhodovulum sulfidophilum]AB30
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFSPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPTAPRTPLTARIGRILSEI
SGLMRPRRHPS
>OLS52015.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB30
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>OLS52016.1 hypothetical protein BV392_08380 [Rhodovulum sulfidophilum]AB30
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKALQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>OLS52017.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB30
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>OLS52018.1 histidine kinase [Rhodovulum sulfidophilum]AB30
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>OLS52019.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>OLS52020.1 RDD family protein [Rhodovulum sulfidophilum]AB30
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>OLS52021.1 arginyltransferase [Rhodovulum sulfidophilum]AB30
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHIILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>OLS52022.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTREL
TDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPTPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>OLS52023.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>OLS52024.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>OLS52025.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>OLS52026.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB30
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>OLS52027.1 hypothetical protein BV392_08445 [Rhodovulum sulfidophilum]AB30
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARTALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGPTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSHQAIRGGAIGARGEEDWAGEMSDRFSGMDSEVLRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDQTMDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAALDRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPASAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>OLS52028.1 acetone carboxylase subunit beta [Rhodovulum sulfidophilum]AB30
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIIEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>OLS52029.1 acetone carboxylase subunit alpha [Rhodovulum sulfidophilum]AB30
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>OLS52030.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB30
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWEDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>OLS52031.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]AB30
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPEAETLEALLGHEAGAHALALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIATGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGTHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAALYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>OLS52032.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]AB30
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRATRAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>OLS52033.1 hypothetical protein BV392_08485 [Rhodovulum sulfidophilum]AB30
MLENLALIGTGFAVVILVLAALWGACALMGWGFTRATRKTTAAPEAPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAVP
AHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>OLS52034.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB30
MKRLRITVDGTPYDVTVEEIETAPAPAAAAPRAASAAPRPAPA
>OLS52035.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB30
AAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQSVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLIL
S
>OLS52036.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>OLS52037.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>OLS52038.1 dipeptide ABC transporter permease DppC [Rhodovulum sulfidophilum]AB30
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>OLS52039.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>OLS52040.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEATFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMSAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>OLS52041.1 hypothetical protein BV392_08530 [Rhodovulum sulfidophilum]AB30
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>OLS52042.1 hypothetical protein BV392_08535 [Rhodovulum sulfidophilum]AB30
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQARAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>OLS52043.1 hypothetical protein BV392_08540 [Rhodovulum sulfidophilum]AB30
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>OLS52044.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB30
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEEEIAVTVNGKPYAETFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>OLS52045.1 hypothetical protein BV392_08550 [Rhodovulum sulfidophilum]AB30
MTDPAAPDRTRRLCLALAPGLLLPGLFLTTTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>OLS52046.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTARAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILTDDVREGASP
>OLS52047.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAADKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGQAVIGSAVDLSLGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDHDHDHDALAAASADHDHDHDAEGHEAHK
AHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATGDTLAVFPAEILTGLYAMLGDAKRVLVAVAIG
AQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGTGILCGFGLGYVAADALSRSFALARGFPLP
VAFTRADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>OLS52048.1 hypothetical protein BV392_08565 [Rhodovulum sulfidophilum]AB30
MPIVFVLTSIMGGVFSATVVSLIMETGWGAILLSYWVGGMIWGGAAVSFVALRSDEDSSGSEDHEYETSEYGASEYGTSE
YEDAGQGALGARSRTARSRAPEDVEEADRCGHFF
>OLS52049.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB30
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVIATESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>OLS52050.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB30
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
LGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMTSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>OLS52051.1 23S rRNA methyltransferase [Rhodovulum sulfidophilum]AB30
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADQLVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>OLS52052.1 exopolyphosphatase [Rhodovulum sulfidophilum]AB30
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>OLS52053.1 hypothetical protein BV392_08595 [Rhodovulum sulfidophilum]AB30
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTLRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAACGGCDGALPWAPPSAVSGGSNGRQGDGDGDGDGGE
DPGNRRPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>OLS52054.1 hypothetical protein BV392_08600 [Rhodovulum sulfidophilum]AB30
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>OLS52055.1 5,10-methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB30
MALLNFRKCDRATGRTAGQTSGKTTNQTGPMADFVRGYSIEVMPKTAAKIADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLTDWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>OLS52056.1 methyltetrahydrofolate--corrinoid methyltransferase [Rhodovulum sulfidophilum]AB30
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGANFAEASTAVTAAGSGRRRRRG
>OLS52057.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB30
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>OLS52058.1 drug:proton antiporter [Rhodovulum sulfidophilum]AB30
MKQDEPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGSFPKHGITVTEEALSAKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDQSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNAEGGGNRRRRRPR
>OLS52059.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB30
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>OLS52060.1 hypothetical protein BV392_08635 [Rhodovulum sulfidophilum]AB30
MLQEILRKLPWYIYTILGVLVLCGTYPTFQQARQEAADVAAISGEPAPMMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARNHSDEASQSRNGHWHQQVHGYEDRHPDLVGMVR
DTLNDDGYTLEQPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGAVLLVVSFGKCISARQARDAANGAA
>OLS52061.1 transposase [Rhodovulum sulfidophilum]AB30
MAGKREKPEDIVTKLRQVEVLHGQDLSMVDAVRQIGISQHMFHRCQKQYGGMNRAQLSRLKDLEKENLRLRRVVSDLTLE
KLVLTEAAWGNF
>OLS52062.1 hypothetical protein BV392_08660 [Rhodovulum sulfidophilum]AB30
MRLPLLTFAVAAAFAATTSPSSAQGALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSMLLESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEASKSYREALAPYCLGFNLDY
>OLS52063.1 phosphohydrolase [Rhodovulum sulfidophilum]AB30
MCTHADKQMQDQFPKPHVAKALLRHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAASLLHDCIWIDKGSSQRH
MASRLAAAKARDVLTGMAWSDDRINQVCHAIEAHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICD
AVDPAANDRPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>OLS52064.1 hypothetical protein BV392_08670 [Rhodovulum sulfidophilum]AB30
MLLLGWINELISSDSIGRDLLDIANYLLAIGGYYGIARVVYPNRKSATFAVSLLLLLYYALQMPLASLQVFSVRWGLPTE
EYFAHQVDGGFSNVDFELAGLHVEAIIWLIVALLFLKNSREYHCNGMAITLGYHIKFVLAAAAFTAVVLDAILPWLEFSS
YLTYLFTFETEKLCVWEEEICIGLLSISEIERVYISALYSINMFSTFTPFDF
>OLS52065.1 IS481 family transposase [Rhodovulum sulfidophilum]AB30
MGQVRHGSATTTHAVRAAIQRSQASLATLSREFGINPKTVAKWRKRQTVDDRKTGPTEPRSTVLTEAEEAAIVAFRRHTL
LPLDDCLYALQPSIPHLTRSALHRCLQRHGISRLPDVEGDKPKRSQFKRYPIGFFHVDIAEVQTAEGKLFLFVGIDRTSK
FAVTQLVEKADRRTAWEFLQHMLEAVPYQVHTVLTDGAIGAPLVRVTMARGIQFAEQPRNRNTAYSRPMRFDMICEANGI
EHRLTKPNHPWTNGQVERMNRTIKEATVKRYHYNSHDQLRTHLADFMAAYNFARRLKTINGLTPYEYICKIWTSEPDRFI
LDPIHQMPGLNT
>OLS52066.1 hypothetical protein BV392_08680 [Rhodovulum sulfidophilum]AB30
MNTGSLPFPPLRRGRAHEVCGPGSVFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNTTALSIIADRLENGSAGSNAAETRWHCAPVFDTVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>OLS52067.1 nucleotidyltransferase [Rhodovulum sulfidophilum]AB30
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAAVSRSLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPVAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRMDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>OLS52068.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB30
MSGEPRDPPPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQAGPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALRAAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLSGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRREVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGNIAVPQPQADDAPRPPRLAAAARHPRDQAKRLFPSRDFH
>OLS52069.1 hypothetical protein BV392_08695 [Rhodovulum sulfidophilum]AB30
MRALLAALPLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNEIPAWI
VLVALIGWIAPSPGEIGRRIGEAVRGWR
>OLS52070.1 hypothetical protein BV392_08700 [Rhodovulum sulfidophilum]AB30
MGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPAEVPFRWGGA
>OLS52071.1 hypothetical protein BV392_08705 [Rhodovulum sulfidophilum]AB30
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEEPE
ESRA
>OLS52072.1 YeeE/YedE [Rhodovulum sulfidophilum]AB30
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRAIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIGDHPARAWIAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>OLS52073.1 sulfurtransferase [Rhodovulum sulfidophilum]AB30
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRELADALDASAPLVLDIRTGPDGAAPVFEAGHVPGAIPAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLRVETGPALA
SAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPESFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANHLGAGDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>OLS52074.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB30
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>OLS52075.1 preprotein translocase subunit TatB [Rhodovulum sulfidophilum]AB30
MGPEIEIDLRGLKCPLPVLRARKALASLAPGDLLRLWADDPVAVIDIPHFCREAGHELVGTEETGTATLYLIRKG
>OLS52076.1 ribonuclease [Rhodovulum sulfidophilum]AB30
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAERNADEAEDRGDHVAPAASDD
DAAPTDAEPADGVQSADGETRPAETEAAEAEDAAPAEDAEEDATDRAGKGDEPPTTVMAMAAHSDDPVETREPSAGIPGM
DVVDLGDDEESEDPAGEDSSAETRKSSSRRRRRSPRKKTDEADDTASSAEETGEDGPEEIPHDDQIESVAEEDVHEEIRP
RKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMD
VPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRL
AKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETAL
KTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEAT
TQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLIS
PDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQG
YEAGQDESDDADSDGDTDAEAPEAVTAEASNEAAPAEDKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEESVAPKAEEP
AAVEAQVPAEAAAPAAAAPVEAPVVEEAVVEQAAVEDVAVEAAEASPETVELPEAELAAEAPVAEAAVEVEEKAAPEAEP
APKPETQPETQPEPEPETAEASKDSAPKRQGWWSVGR
>OLS52077.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>OLS52078.1 two-component system sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEAALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>OLS52079.1 phosphoribosylformylglycinamidine synthase I [Rhodovulum sulfidophilum]AB30
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRAVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFTYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>OLS52080.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB30
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>OLS52081.1 phosphoribosylformylglycinamidine synthase [Rhodovulum sulfidophilum]AB30
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>OLS52082.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB30
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>OLS52083.1 aldolase [Rhodovulum sulfidophilum]AB30
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>OLS52084.1 methionine synthase I [Rhodovulum sulfidophilum]AB30
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPVRAPRRRRRS
>OLS52085.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum sulfidophilum]AB30
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>OLS52086.1 hypothetical protein BV392_08790 [Rhodovulum sulfidophilum]AB30
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRMNGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>OLS52087.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB30
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEDMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>OLS52088.1 hypothetical protein BV392_08805 [Rhodovulum sulfidophilum]AB30
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIVARLEARPLREQVLIVGTVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>OLS52089.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB30
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEAWNTRFETDFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAKPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>OLS52090.1 hypothetical protein BV392_08815 [Rhodovulum sulfidophilum]AB30
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFAP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWALGPAGILPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>OLS52091.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB30
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>OLS52092.1 hypothetical protein BV392_08825 [Rhodovulum sulfidophilum]AB30
MGLAFLKNGGVIRPARRKGKRRGSVRRRDVAGRGRSPEVGRTEARGPLGLAASGEAALFRDAPGPMAKGTRPAMVHP
>OLS52093.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB30
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>OLS52094.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]AB30
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQEIEVLFGVASFHGTDVEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>OLS52095.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB30
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>OLS52096.1 hypothetical protein BV392_08850 [Rhodovulum sulfidophilum]AB30
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>OLS52097.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MKDITEIHALMADLGARARAASAELAFASPEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKDLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDAILRVPTRDRGAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALSRLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>OLS52098.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB30
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>OLS52099.1 Obg family GTPase CgtA [Rhodovulum sulfidophilum]AB30
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>OLS52100.1 hypothetical protein BV392_08870 [Rhodovulum sulfidophilum]AB30
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>OLS52101.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MKLDLIPPQPPIVAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>OLS52102.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB30
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>OLS52103.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB30
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAAPAAGDDLKNLPGVGPAMEKKLHE
AGVTRFAQIAAWTDEQVAAMDTRLGLKGKIENDGWVALAKDLAGKA
>OLS52104.1 hypothetical protein BV392_08890 [Rhodovulum sulfidophilum]AB30
MLRLVAATALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGTRWEAAVDRIYDG
GRIEAEMRAALDRRLGADEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQTDGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGGEAVFEDISHELGLAAARFMAGQDL
>OLS52105.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB30
MKHVLVTGGAGYIGSHACKLLAQQGYIPVTFDSLVTGWASAVKFGPFVQGDLLDRNALDAAFSEYEPVAVMHFAALSQVG
EATREPGRYWRNNVLGSLNLVEAMVAADCKHMVFSSTCATYGDQDGVVLDEQSAQMPLNAYGASKRAVEEVLCDFGVSHG
LEAVIFRYFNVAGADVEAEVGEWHQPETHLIPVMIDAAAGKRDALTIYGTDYPTPDGTCVRDYVHVMDLVDAHIKGLEWL
IEGKGSQVFNLGTGTGFSVKEVIAECKAATGHDVPHSFGPRRAGDAAALVSGSRHAAEELGWSPERSTLQHMIADAWRWY
QSGGYSG
>OLS52106.1 transcriptional activator RfaH [Rhodovulum sulfidophilum]AB30
MTFHDRGTSWFLAQLKPNCANIADKNLKRQGFQTFLPMEEETHQRNGKFVTAMRPLFPGYIFVAFDVARGFWRTVNSTYG
ITRLVSFGKEPTAVPLDLVSQLMLRCDAKGKLLPPKLLKPGYQVTLTKGTFANFVAEVEKIAPDRRVWVLMEIMGGQTRV
AVGADQLRSI
>OLS52107.1 hypothetical protein BV392_08930 [Rhodovulum sulfidophilum]AB30
MESGAAEFNVILVYDVSRWGRFGSLARAYEMIGYRSDREQERIALNKRLRGMHPEIIART
>OLS52108.1 hypothetical protein BV392_08935 [Rhodovulum sulfidophilum]AB30
MGGTVARDPKTDLLTINDKLVVSLVLARCQPQGDGRLRWRIRFDPMRYQADVTLAVRLHPDNREELDYYLLPWLDLPRQE
IRLCNRTSIAFEAFRFEDLGFAYGMAERVGIRRKWG
>OLS52109.1 hypothetical protein BV392_08945 [Rhodovulum sulfidophilum]AB30
MNDLSTVKPLYPEAFPQQDIDEGDTPYPKVPLNLTLGFDLETFQIPLEELMPSKKVPDGVMTTRKFKQIVSSIRGIGLIE
PLSVIKPDPDAAGFLLLDGNLRVLALKELGQNTAPCLIVKDFETYTYNHRINRLSTVQEHYMLRRAIDKGVSKERLARAF
NVNLSTINSRINLRHGICPKAVELLQDHQFTPDVTRHLRKMKAARQIEAVELMIAANTITAAHADALLKATPPEQRTDYK
PPQPEQPKGDPLEQIVKLEREMSQVKEKYKHAEENYGSELLNLVVAKGYLKKLMEN
>OLS52110.1 hypothetical protein BV392_08950 [Rhodovulum sulfidophilum]AB30
MRSYVARHASEILEQFELVLNTVSMEEAVEQAEREEGPSTTETAAQTYPAQDGTEAISDPGMDGQLG
>OLS52111.1 MarR family EPS-associated transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTSKRTKLQEDTHFRVLRLLQENPEMSQRELAAAVGVSVGGMHYVLNALIDKGLVKLGNFTAAEDKRRYAYVLTPKGIAQ
KAAITRRFLARKMAEYDALKAEIDALTQEIDSDAELSPDCR
>OLS52112.1 hypothetical protein BV392_08965 [Rhodovulum sulfidophilum]AB30
MKPIVEVKGIAFPNKGAEMLLVACLQQLEQRDCYAALEPYSPFEHKLRYPLLTKARIQRFGINILGPLNHLPRYARERLG
FVRPSELALALDASGFAYGAPWPVSLAKERLLGEKLHCPVVMLPQSWGDFDAPAQKKVAEELNTRAALVFAREPEGADNL
EKATGQRPPVVPDITFGVRVSPADTPRDVLFIPNFQVEKRQGCAYVETLVNAARSLLSAGRQVALLNHEGPKDLDICHRV
RAQLVAEGHDVKMLAPETGLEAKAIIGAARFVVTSRYHGLIAALSQGIACYPLGWSYKYVAAMRLFGIEIEESVGHPEHV
SDRALSAKYCDQFQAPAYTARRDKIRDDVAAMWDQIFALIGK
>OLS52113.1 hypothetical protein BV392_08970 [Rhodovulum sulfidophilum]AB30
MGKALAAGTQILVVLFAARVLAPDDANLLFSLLALSAILTAVASFGANGALVPFLYRHPDRILAILGLLLGGKMLVSLLG
AVMIAWLGYAQNLPPLLIAWTAFSSALLFVDFIAESRGNADVDRISRIKFVVFGAGILLKIVFFYLSFTVLLLTLYAEWL
VIWLFYFLPVWRTMPGQRLPGLGDIALLGKFLASSSWVWLSAVVSFGWTRAYFLILTADIGVGPANAYFVVVRLIEGFML
VPNTLAMRFFPDMVARQQAEDEAGLTELRRQFLRRAMQAALAIALAAPLMLAVLYGWGSGRPDHLVMSPLQALLVAFAAF
VLIFRVALSREIILTGFLALSIISYLAGAIAGFSVYQLSGADDYEDALLGYAAFALASFVGPFLASPKRLHPFRHALFTI
LRPTPRASRKKGPSA
>OLS52114.1 hypothetical protein BV392_08975 [Rhodovulum sulfidophilum]AB30
MKRQLLDIARRVRLRMVWLASRNRLLGRVFFLFEPSFDREFEFTLRGRHEALSSRYRLDQSNANVRRCVHRLEKGLFHRD
RRATFGKDVLIELAREIRKLDRLEQGTDANEVDWAITTLTSYRPHAHDPALVDECLSRLEGFRGTGPEPVPSQRPDTQIS
EDFEVVRKLYYKRESVRFFTDRPVDPELVAQAVAIAKEAPSACNRQPFHLHLLTDRRDTDFVGGLAPGTAGFLDNIPVLG
VLVGHASAFRFTRDRHLVYIDGGLFLGHLLPALTALDLDTCVLNWTPDWANDRKAVDYLGMDMSKTIVCLLAIGYRDETA
SPISTKKTNANLLRTGV
>OLS52115.1 hypothetical protein BV392_08980 [Rhodovulum sulfidophilum]AB30
MSTVAVAQICDVSVVIPAYKAAGTISRTLASVLAQTVLPAEIIVVNDASPDTKEMVAALEAITIPEGVTLRVLHNETNLN
GAATRNRGIEAATATYIAFLDADDEWEPEKLSLCLTAQAHSLETTGKPALVYSQVNVVAGGTILKVRPARGIGPTEHMSE
YLFLSGGFIQTSTIVCPRDVAAKVLFDPAFRRHQDYDFCLRMAVEDITPMFIDQPLARYHATAGVFGQRREDPDYTRQWG
EAMRPWMSRHGYHGFRFFLVSGRLAGQKRYGAAVGNALTHAILLGPVGLWKARTKAAALGRAVLRK
>OLS52116.1 hypothetical protein BV392_08985 [Rhodovulum sulfidophilum]AB30
MVFIVGLSLTGLVSYAQLTNVYYRQNLLPVNALFDLFIVLYVFIVPATRISPIALFFLVVSTVYILMSVMFLPEPIGGAP
TPVDIILSFKPFIYLIILCFSRPRGASVSLDTLEKMFKYLLLAFLVKYLVAKEVMGIPRPGLFTENNFELPFLLVLFIFL
SRRGRLRSQLWVLLLFAVILVSGSRSGFLGLVAALITSARQGSTRLIMALFVAPMLLLSVLVFMDTRIGDLGDLGRIDRL
IFMTRFLEELERFDLWNYAVGWGPMTPLSNITCERLAFYDSLFSAGNPNVCYPVVLHVFYFRMILDHGILGLIFLIAGFY
MTMRSSGLSRSLAFAILIQGIINGLSVSGLGNTYFFLALVLVTSNYAGPRPAPLEDTR
>OLS52117.1 hypothetical protein BV392_08990 [Rhodovulum sulfidophilum]AB30
MITLLHSLSDRFFDLEERVFRTSQISPLKRMAAPQPGSDACQIIGFTNPFSFQILSQRPELVDSVDHWYSDGGLLCRTVG
WGRGGAVPRHSFDFSSIADGVFEHAQRNGISVALLGGTEEEITSARDYLRNRYLELCIAWSRNGYFRDADLLDGGRTEAL
DDLVASGAGIVIIGMGTPLQEEVAVALKQRMLTRQIDTHGTQMIFTCGGFLSQTAQGGDYYPEIIKKTGLRWVYRAFHER
HVRQRLMRDYPRFAALVAVCRLYRLILH
>OLS52118.1 transposase [Rhodovulum sulfidophilum]AB30
MDFVGDQLADCRRFRVLNIVDDHSRFCPGQIVDVSIPGARVARFLDDLALRFGLPEEIVLDNGPEGTSKAMFDWSERTGV
RLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRHAREEIGRWRHHYNTARPHSALGYLSPTEFLTKTTAPALETLA
VSTPPLNTQTRPEDSGSPRP
>OLS52119.1 hypothetical protein BV392_09015 [Rhodovulum sulfidophilum]AB30
MALAAQEQDKKKAAAKAGAKAKPADAAKPEVAKDKKELGAMMRPGGEAKLKVGGAGDQAEKEADKVADDVLKEKPAAKAK
DGAEADKEKTKDEDPARVRPRARGPPQISVVVDNTVRRTAAQGGQPHLDSLSATPALPGNMAEVGVSAVEENKLDEMVAS
DYDTLTAGVGIQPKRLPGAGGEEFMLSAATARRIHDVRGGSGLPQALRRRIEDRLSVDLSGIRVHTGEEPARLCAALGAR
AFAHGRHIWLRSGAEMGDQRLLTHEVVHTIQQGAAPRRAVDPETARRGRPEMRPQVARAPPEPVLRRDEEDLGWLARGAE
RLADRLDSYGVLKVLIGRRLFTGQTVNPSAIDYVGAFMKFIGADETFEQMKQSGSLQKGFDEIRAGLVTYDITWDRVRRT
FDRAYDEFEWTSPIESFTRIFGPFFRDVLSYGAHVLKIIAELVAEAFVIGFGPMGRAVWEKIKAIGDTIGLIISDPLGFA
MNLIRAVGNGIKGFGERIWTHIKAGLLAWILGPFAAMGIQLPAQLDLKGIISVILQVLGLTYPQLRPRIVRALNPNGEVK
VGVIERMIEVVNILRTEGLAGIWRKLMEYVENLQMTVINGIRDWVVRALVQAGIRKLVAWSNPAGALIDILLTIYNLIVF
FVERFQQILDFASTVFDSLGKIARGELGEAALAVEDAMAKTIPTIISFIVRLLGLPDIGGTIRRIITNIQARVHRAFDRV
LEWIIKKVKKLIAGLVSRFRRQRGPPTNPVVLQGATHSMEVEEGRGPRKLVIKSEAVEMTAAGLTERCNKMEEPCAPPIT
TQLLPRLRECIPKLRAFEEAEARTARLPEPNQDTPQVVEARTRLMGEIKALLEQGTLETVETAEEAESGRQEVDNLGADH
DAERTAPREDQKDQVKPDLNEPTFRFIVLNDQTDGEGFSGPWKQAKERRKAIQDSVEAGGGNAKYLIELDHNPEWAILKR
LAMLETDPPEQREGEAPGEPQPVFPGLHAQFSGDISGVADTNRDKGEGLMALATRREVNTSEINQQSGNYGTFDTLATWT
EDRKRFRYKAGKAAEAPNWSAVVKASAEEHKRLLEANYARFLEVHDSSQEIVDAVTRNGASILSTFEGFMSGAVTAGEVQ
PGAGGEGLSGVGMRADPVAAELTEGPSYTEAVAKKSQLAPEFGRALQTHHMVEESVMRAIRDEMTEVKAHQAIRDARPDL
PGFVRTGPMPRQVLAETLQGKTGPDGEAPDIEAEWAKLSDSKYFPFEPTAFPSKSPHSQGFAVNVLMQVNQQASAPSPEG
ALGSLRTGRGPALNAMVDAYNESISAGYGALGEDEATPRKMVKPRKDAHKALDGHIRGTLPGALRGTLAPVVREAAETAY
DRFRPIQDASLAAVRPQGPDAKEYDPLPGEPEPQRRRVYQQLLERNAALTKERLVEGNLAIWTAA
>OLS52120.1 hypothetical protein BV392_09020 [Rhodovulum sulfidophilum]AB30
MSSSSSRYSHQRGRRFSQQILHQGAMVTDADQREGQAIGLRNTVTLGDTSIRTGVPQTGGVVAWEEVEDPSAHKIAAGLQ
PGKVVADGHVGEVRAVEGADIAEGSVFDLIGQQYDLQDWEELPDEEGPWAVYADLWHRNVGIAEDARLVDPAFLSADTSS
RTELMAQVKLAAFEGAAITDDAIRRYVEDEGLPRYGDFRLIDVAFASEVVEPDDCDPCATTLEDPSLDAGNDLFRLEVHA
SNMNRALFGGDGVLPHPDSELAVTLKWSRDNGSVEVPVARAAQLLDDPAYDGSVFELTWLAAEQRLGVYPEGMTERLATL
HNRADIEAALAGAPADALIRVWDGAVEIDLGVGDLAPDPVGALSAEGSIEAEDGGSWVIEIELGGLALTLVAEEVEKLPW
VLPGDAWCVEIRKYATAEGDKLIWEPEPVEIEHHYAWLGIVEGGKLRNVDEPDMRSRAFPALTELDALDIHYDNSRSEAE
AWTVQGALDLLFAKPPGEAECDCLCTYTIDPDGDLREQLEKIIGEIKEAKIGAALICLPAGRFALSDPVMVDTGVDLTIR
GAGRDLTVIELAGIDAAKGVFAFVRLNSVTVEDLAVVGKMKSSEEEMPPAVLWCLDCEAVALRRLSLTVSLNAGDLGHGL
QMRTEGEGQAEAPVTVEDCLFRIDAGGQGIGIWRAASSLRLADCEFRSIAVETLGGSKKLGASDSFIARTKGAARTAARE
RQIVDGLYMPYPGNSEMLLDLTGLDPEERPAAKRYWSMALRMIEGADSVATPRAFEKVKADVALVSKAAGQALAAELSVG
EAGAGLPIRKALIGRDGGMPAPILGIARPTGPGMIANPENILITAGSRRGEVTVGEDASRTEKAILKEIEAANAKITGEG
KLADWVAAVGPVLDIAVGAAAPEARPTWGGFAFTVRPLEASVSGNTFLDLDVGLDLVALPRKEIAARYAPPIPAVIRDNV
IRRVIRMGRVFPPEWAPGLGATLNFGRNPITLANYDDITLENNEISQLRPEDMGDDEYEAIYAAEADEMGSFAGIALRGR
CGPKIRGIGNSSFSLKHCILVDCMPSKTQADFKMPMENFWVFRENSALPVMPIKGRDAPVAWWAVELTNNGEEMIGTSVR
AVLADNHVPNPKFEK
>OLS52121.1 hypothetical protein BV392_09025 [Rhodovulum sulfidophilum]AB30
MSHPLYTSRAGRILYRELPEALRLYDNRDPSAGTLGDLEAFMFGFGHMLERFDATLIQLYADGLLDPAGPAGNEAEIQGW
LLPYVAQLFGVELVAPDPDSRQRELAGSIWVARRRGTRVAVDTAAEMITGLPVVVVAGARRVLRTPSLAGRPMTHREAAG
LWHPGDAAILQEPVPTPEDPATHVTGFLARQGAAHDGLPVGAPDPRRMMRAVEGGLERPEAETRPRSGAGDASDLAPFVV
RRRRGRPCFPDSYEDRSMRAPDMRAPRQGRPRFTQLKKVDAVTLFVRPPQGIFTGAETWVAAPTIADGRLTGNGVPERAA
QSDVFYDDPDAIVDLNAANADSAGRHVIEGLKFAGTVRVMRGRDVVFRDCAIGRVTGPAVAGGAGSRVSAHNCIFDEIDV
TTLTAAETETTLEYVTVTGSAALQVAKVSDSIMAGVFTSAGDGTEKPGCVRYSLVPPGFDRTHVHWFRSVEGVPRFLVWP
CITREGTLFRDALPEIGEPGYGVLSDRTAQGVAMGAEDGGEMGVHHGYWHLARLRAAERKAAGYLPVGQSVFAIYDTRLL
ADLPAFAE
>OLS52122.1 hypothetical protein BV392_09030 [Rhodovulum sulfidophilum]AB30
MKIHGSDTPVRDLTRWNRAGLSRFRYVEGGAAEWLEYLRVAHMLLHARSLGDAASDDPDVWRKGFEDGELPGGLPVMEAA
TALRSAWQQPPPQAYVEDVSDYRAALAAAYARRPLDQTAQISRAFVRAFHILTETLDAYANEGYLATATQAPHLRRLLEL
IAFEPRLPASAEVPLAFEIVEETPRQTLSRGLSVEYMPVDGSPVLTFESLADLIVDPGINLMRAVGHDNRVDAIGAAAKT
FALMTTGVLNASLGGTMGVLSEGAALQGFAVTATDKVAGTITVERGLPAGSFTEQGASMLLNPSEVHDARPRGSTWLHFA
QAPAVYVGQVVAFSYDEDRVDDFTILGGGIAKRSRAMDILRGGSFSTETIAGFEFIEPYLSFYFGDTATVLEVRGRDVRI
SRTVPADLLAVYPAARKVVPQNPDADPADQQILILGGYEIPEGAEPVGDLVTLGAGIHVDTALPGAIAEGDPVALRMDTG
EVAAGFISDIEKDGEDGFALTVALPTGFAETDVVEIAAAFTGTSGIVHETRSDDPLFEEGETALEIEIGSEYDALLKPGR
VLLVAPDSETAGLEEAGEGMMLTILTAERSGGILTLSFEEDLADLEGFAKGYTVIYGNVAVFGHGKSLPEQVLGSGDGTV
AGQVMELPSAEIATRRDAGFPGGVIPDMEITVDRRVLRLVLDAEEADPLQPSYVVRLNDEGVAEVHFVSRLATGTDNVRL
TRFRQGSGQKGNDVPPFAITKTTPKEPIIGAVIQPIEPQFGADLEGAETLKSQGGSYFALLDRALSARDFERLAESTTMV
WHAHADLRREAGSQGSPTIVLTVVPSGGGSVEPIRDDLTDYLIQRAMPGTVLDIEEYRAAPVKGVAVVNLKKGYAKDVAI
AEEIQDAVYGALKLEARGLGRTLFVTEITAVIEAHEAVQNLVFTLVPDWDPADAPRVALSATDAIQAVMPDPTMTVFVAD
PADIEIEWGTG
>OLS52123.1 hypothetical protein BV392_09035 [Rhodovulum sulfidophilum]AB30
MAERPTAELEFLEDGCPDCGQRRVELPRPPVPVPDDFDWSVRDFEGFRRVMLEDLAASDPERRRWTEADMEVALVEVLAA
GLDRASHALDQVFAERFVSTARIPRSLVLLLKMIDGVDPAFEAVGAELTETERARHGFDGSADQVTALLAAMEARPALMD
VARVAGLSELGTIQSFITLDDLAAFLDACPLIAEAMVRWRMEAGFGIFEAVVLMTETERRLHDLVSELGPAAEAFTDWVL
AERDRAIPPEQSVHPLLLLDETVLAGFSIRTAISRIVTPLLPIGTSLRLIDGIRVGVFIRLCVHISPSFFRSEVEAEVRA
VLSAEPGRLFDPENYGFGDALYLSDVQEALMAVAGVEGVLINRFQIAGRPESEATASGVLTPGAQEALTLDPVNPSSETG
YVLLELRGGQVG
>OLS52124.1 hypothetical protein BV392_09040 [Rhodovulum sulfidophilum]AB30
MAVERLKGSARYLSFPFRMEKEVGRASGRTDHVREQIAMILLTGPGERVFVPEFGIGAQQLLFQLMTPSLWSRIEAALAA
GVSDALKGEAEPGSIQVSAGPAPGRPEQLDILVRYRLAALSLEEEVKFSISNGRLLPPGQGG
>OLS52125.1 hypothetical protein BV392_09045 [Rhodovulum sulfidophilum]AB30
MPQDTQVETLAGIAREQQRKFYGTYRGVVIDNADPRARGRLLVEVPSVLGQGTHLWAAGKFMFGGNSAEAAIFVPAVGSQ
VLVEFVEGSPGSPIWSGVYYPDGSDEFVPPESYDLDPGTLHLIRTEMGIEIRLEDDRVANSDGGEQRLVVKHPSGTEVTI
DTKGVVNVVDAAGAELLLDPDQSITRLKGQGDGMLEMTDSGLVLKHGSVEVSLDASGVTVDAPQIKLDGDQVKLGRNASS
NIMNADAFINTVFAAHTHPTPAGPSGTPVPPGTPANASSLMTVKGS
>OLS52126.1 hypothetical protein BV392_09050 [Rhodovulum sulfidophilum]AB30
MIALPDIFKSVEPASIKILTGNVPVEIVDLYPVLESVTLQVSRKEPGAGNLVFTAGRDIDGDWPVFDGGYFERWSPIRVQ
ADFGTYTEDVLWGHVVKITPEFPEERGAAKVTIEVQDQTIAMDREERTRDWGDSEADATLTDKAIAASILAEYGFTLDNL
SGDGQNAASVTQDKTDFTFLKERAEAVGYEMRVLFGEMYFGPIRLSGEPQAPILVYAGPDTNCLSFKIDEESAVPDEAVT
ASVDTEGSGTTEETVLTPGLPILGTQAANEAAGAAGVPVNRARMRSEGDTAPEAARMLAQAKINEASLSITAEAVLDSTI
YGHVLLPGKLVTVDGVGRKYGGRFYVDSVEHVFDAAGYTQKAVLLKNGIGEG
>OLS52127.1 hypothetical protein BV392_09055 [Rhodovulum sulfidophilum]AB30
MRRDPRKRYSETKAFEWSAPASAPFRGLMPRTVRRHVGFVEYTLKVGDRLDKLAGEFYGDPRLWWAIAEANPQVFLPADL
IYADAPDPRTMEAKAKAGTRIVIPERPAAP
>OLS52128.1 hypothetical protein BV392_09060 [Rhodovulum sulfidophilum]AB30
MSKTERGILLEFNLNPDAIVLPFQYNPEEMSRTRGTDLQINNTPGTGTDFAFSTPMQTPRIMQAASLQDETIAVELIFSA
GDYMDRDGWRPGRTGLQPVLDSLRLLVEPRSQKMGGLRVLTELGLTGARAFDRDVTPSVVLFIWGAEILPVVLKTVSYTV
DEFLSTLAPIKARAQITMQLIEAHNPFIFADRLRQQLSASQLKTKPGVGTAADIIAEVTGGL
>OLS52129.1 hypothetical protein BV392_09065 [Rhodovulum sulfidophilum]AB30
MSEVRIGRLSVALEGVPGVEPGAFRTALVRALGDMDLSRLGSGEAGALSLPPLTARRGESAEALARRAAAGIAAALTEGE
A
>OLS52130.1 hypothetical protein BV392_09070 [Rhodovulum sulfidophilum]AB30
MSGVAVLSAAEPLADALEAELGRVAVLVGIVARHREGGAAKAEQKRELMAAQKAVAEARARGAWEGIAEGDLAPDALAVA
LYPVVWPSKAFGLTALQPGVSEMAVTQALLHELLMVSPAEEMVLHRLLSPAGPLLAGGWLAVEGSGPGRLIRPGPRLLRR
VLGEEGFGTLPAGVVLADDGRGPLPDLILARATAEALGEVAALARYTLAREGAGPAVLLTGPPGTGKSLAARHLSRRIGR
PLFQLNLGTVVSKWLGETERNLSRIFDEMSGTPGAILIDECDALLGKRVSVKEGRDHHVNLTVSHLLMLLERHRGPVWLT
SNLRTNLDDAYIRRFSAVVEFRRPDPVLRAAAWEREIGAAAGKAARVEMAGLAASVDLSVAEIASAAGYARALANARGGR
LGAADLARAVLRERRKSTATFGRRDLKALGTYLEEGA
>OLS52131.1 hypothetical protein BV392_09075 [Rhodovulum sulfidophilum]AB30
MQTSAAHAAQVMAAVRERVQSLNVAQYFGDTEITVEIGNPAQFHPRPETAPPLVTIWVYRLELDNTAYFATPDSAQALRL
HTLFTAYCTSGATSEESAGTFELRILSHIIRLFLEEPELGPIRITNALPVGPAAGLIMSDLMIEARPRSLDVEDMNHIWT
TQGEAPFRTSIAYTFSFGVVTPSRPGDEGPPVLNAVLEDPLDTSAEAVGVRPEMPVEAGEPVVGLGVLALQIGTVGSPHL
VPEITFTAGDGDQVLSVVAFTEAEETLILSLEEWDGAAGTWTDVSGRLSGTALTSLVRQALQDGAPITPTDITLTDGAAG
LLRLSAARTVDPETLSISRVTITMESGP
>OLS52132.1 hypothetical protein BV392_09080 [Rhodovulum sulfidophilum]AB30
MSRLARLARAARGQHGKAPPGRPKPGGPVPPLVTGPGIAEAWDMQTLTPGVPARPGGDGGAVSGAGRDAVEVVAPKAEPE
TPPAPPERAMPPEQVPPEPTATAPAPKSEAPPADETSRGIWRADLPGSEEAPLQAGPLGPVRAAARHLAPPTPPPQPEAR
RPLDDRPTVPQAAQGEAVPGLPSDDSRPPGEIPPGLREAPETGRAAAPDPPAPRGFEPPPLVMDPEPATAPRPAAPQLTI
GSLDLRITPPPEPTPPEPRPPHPPRHGAGLSASSVLRRSGLRRL
>OLS52133.1 hypothetical protein BV392_09085 [Rhodovulum sulfidophilum]AB30
MDSGTRETLIAASELTLRPRGGVRDAALFGWAAEAGAARPARVSGLIEAGYARDAAPGWSEAMSIADREIALYRLALDHG
VWPAWFVARCEACEALIDLRVRADEFPVTPAPGPVPVEVTAGGAVWRVPAGAEEAALAADPEADLAELCRVSGEADAEAF
EVALDAVLPGFEPELRFDCPECRARTGWWFEPMEWIARHTGAAFADVDRLALRYGWSEAEILAMSPARRRLYLSFGEAP
>OLS52134.1 hypothetical protein BV392_09090 [Rhodovulum sulfidophilum]AB30
MPDAVPFNPLLTFKFRISFADGSGDPVVGISKCSGLKRKVESVAWRTAGHAKNSASQIPGGTSFEPITFEQGLGLDDGSF
EDWAMAVSNWKEGDGAHDPAAFRRDIRLDVMNLKGGTELTYVINGAWVSEYAPIPELDGNTMNTIGIASFTVQCEGWYKQ
D
>OLS52135.1 hypothetical protein BV392_09095 [Rhodovulum sulfidophilum]AB30
MAFDTPGVYINYKTDGPLVVQAASTSTAVFIGPTVIGNSVSGSVVTPTFVSSLTDYAKAFSTEGARADVVCLPTTSNTSV
DTMGHAVRGFFKNGGQNAYIVSTSTGTSAAASGSLSVTGTGTVIYLVTAKSQGIWGNDVEITLSDSPIGANFLDVRIELE
FTGDDGAETVVENFIGVAVDELQLIASNVVDITVPDTPPAAPHIATIDVSAAPDGTSDSGSLEGGANSDTGSEADMGTIF
NGLRDVDDISIIVMPDRVWPTAQADYALALAHCQYMKDRITLIQLDDGTSDFSTVSVPLDKFASVYYPRGKVALPVAGGA
TKTDTVNTTGHVAGVIARTDGKKRAWTAPAGMHASVSGVTELTVEVSHSFQARMNPENINAIRYIQGIPVIWGARTRDKG
GIYEYIPVMRTAILIADSLRDALGRVVFAKNTETLWANVKAGTSGFMDGLYAQGAFQGATPGQAYTVAVGLGESMSQDDI
RAGVLKLNVAFAPAFVAEFIEINIRQIFEPG
>OLS52136.1 hypothetical protein BV392_09100 [Rhodovulum sulfidophilum]AB30
MTKYYDDEAIHFISATRDVDMSEARQRFLAAVPSRPDGPARLLDAGSGSGRDALAFSVLGHDVEAFDASPAMVAATQRYA
ATPTRLMRFEDFAWEHPFEGIWACASLLHVAAAGLPGVIDRLASHLVPGGALYLSFKHGIGERLKDGRRFTDMTAESLAA
LLDGCRAFGQPEIWESRDCRPGRASEVWVNSVVKKT
>OLS52137.1 hypothetical protein BV392_09105 [Rhodovulum sulfidophilum]AB30
MTGGSGVSEGSVDGPCVLCDAATSAIVECNTQVIMIRLGAGLVLAPRRHAARWRELTPVEQAALATKIGPAQALLETTDT
TARVTLVETGGHVHLRLDPPLAAPSPLPGMPHDRPLISGGDDALHAHLRPLIDQAQAIDLSVSFLMTSGVRLVLPHLRDL
LERGGQLRLLTGDYLGVTEPSALRLIADLEGACRLHVFQAAQIPFHPKAWMFTFAGDGGALIVGSSNLSRSALTDGIEWN
LRHVDPVDPAPLLAARAAFQALLARPEVTDLTPAWIDAYEERRIVPQPFVTGAPMEAPESAPTPHEVQADALAALRRTRA
RGYGAGLVVLATGLGKTFLAAFDSATAARVLFVAHREEILTQAMAAFRAVRPRARLGRYAGGEKDAEADIVFASVQTLAR
NAHLTRFDSRAFDYIVVDEFHHAAAATYRRIIDHFQPGFLLGLTATPDRSDGGDLLGLCEENLVYECDLWSGNERGLLAP
FHYFGVPDPVEYSQIPWRSGRFDETALTEAVATQARAENALEQLAKRGGRKTIGFCVSRRHADFMADFAQARGLRAVAVH
SGDTSAPRASALKALEDGDLDIVFAVDMFNEGVDVHSIDTVLMLRPTESPVIWLQQLGRGLRRSAEKTHLAVIDYIGNHR
IFLTKFRTLLKLGAGDGALRLALERLTDKLIQFPVGCEVTYDLQALDILRSLIRQPRDGEELAAFYRDFRERHGTRPTAS
EVQHAGFNPGRTGHAGWLGFVADMGDLSEAQRTAWTAHRALLDEIETTRMTRSYKMLVLRAMIEAGAFPGRIALTDLVER
VPRLARRNPQIKADLSVDPDDASRLRKVLMQQPLKILAETDWFRLGPGTFETTFDDAETTALTALASELVDWRLLRYLQA
RDVAYGLPEGTNLAEAAEDAAPAPVAPAKGLTLWQEYQRDQIAPHFGAVFNTGSWNAGIVVLKGVRAMILLVTMDKGSMS
VGGHYADQFASPTRFVWQTQTSTRRDDLRGRIISGAETGWTVHLFLRKSKLRDGRAAPFRYAGPVSFAGWEGEAPMTVQW
DMAEPVPRHLRALYGVEQ
>OLS52138.1 Ala-tRNA(Pro) hydrolase [Rhodovulum sulfidophilum]AB30
MTDPLYRSDPYPREAAALVTAHADGGVVLSAPLFYPRGGGQPGDCGRLVWEGGEMAVTDTVKGEAGAELLLAPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKDALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTLLLGA
>OLS52139.1 cysteine synthase A [Rhodovulum sulfidophilum]AB30
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHVIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRKDGNGCRPALPEVFAG
>OLS52140.1 hypothetical protein BV392_09130 [Rhodovulum sulfidophilum]AB30
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLAGGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHEKVTVETAAGPVAAGIYARARSGIAPTAAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMILARAAS
TLRARAPGPASLRKPTRPGDVVETGRVQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIETGEIGNAPLILSLLWLARHRETNQRPA
>OLS52141.1 hypothetical protein BV392_09135 [Rhodovulum sulfidophilum]AB30
MTALPGTLRGPIHSGGRARGRAIMGRFCALVAALPGWGGLAGGYGPWLGGLLAGIGLLPVGRGPAGLAAGAISHFWT
>OLS52142.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>OLS52143.1 deoxyribodipyrimidine photolyase [Rhodovulum sulfidophilum]AB30
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGGAL
GVLRAVAAETGAAAIVWGRAYDPAGRDSDKAVEDGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGASVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKVGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGQGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>OLS52144.1 nitrogen fixation protein NifS [Rhodovulum sulfidophilum]AB30
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGARAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPRQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>OLS52145.1 BCCT transporter [Rhodovulum sulfidophilum]AB30
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>OLS52146.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB30
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>OLS52147.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>OLS52148.1 polyamine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>OLS52149.1 transposase, partial [Rhodovulum sulfidophilum]AB30
EIFDSLDDARRKLALWRYDYNAVRPHSSLGSKTRLEAHRTLEQFEGSAPSALAQNDHSDYQSQTRRLSL
>OLS52150.1 hypothetical protein BV392_09185 [Rhodovulum sulfidophilum]AB30
MATRVHTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGMGRKGLAPMPVRIRGEIFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>OLS52151.1 hypothetical protein BV392_09195 [Rhodovulum sulfidophilum]AB30
MEKSFLNMSDQQRRERKWFASLMWRIFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYLLAVLALAGA
ETVFELFDPEQKE
>OLS52152.1 hypothetical protein BV392_09200 [Rhodovulum sulfidophilum]AB30
MPAMTEKARPYIDIAQRLKWHRETIVGLSQADYAQSIGFKRSIYSLWEAGTHRLSLDGALALRSKYGLSLDFMYEGIDDA
LPMTLRNAWRDRP
>OLS52153.1 hypothetical protein BV392_09205 [Rhodovulum sulfidophilum]AB30
MKTILTTAVLALLAAPVLAATGTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDRAASGEGEGSG
EGEGGESSDT
>OLS52154.1 hypothetical protein BV392_09210 [Rhodovulum sulfidophilum]AB30
MAAIHTIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAV
>OLS52155.1 hypothetical protein BV392_09215 [Rhodovulum sulfidophilum]AB30
MSIMDAIAPPPDALAAFVAEWRGAAPDVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAT
RLCPFD
>OLS52156.1 hypothetical protein BV392_09220 [Rhodovulum sulfidophilum]AB30
MADETIARDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGTLEELNKRECETGSVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPKPTRRARFTWA
>OLS52157.1 hypothetical protein BV392_09225 [Rhodovulum sulfidophilum]AB30
MSHPLRILIGCETSGVMRRAFAARGHDAWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEAHPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWF
GEPFFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGQAGKEAA
>OLS52158.1 hypothetical protein BV392_09230 [Rhodovulum sulfidophilum]AB30
MAETQWPREIWAAQPDPDDADGRHVFSVHATVPRFEGDSERDCAFHRYVDGDIVDSADRYHLEMLTALRARAEAAEAECN
RLRAEPERLREVEAEYRIITETTPDTLTRSFGRFEAEATPAEARLTIRRDGKDMIRLFGRDLIRSSLLGGSWTPDIERAL
RWGLELIEAELGEDLRYRAGVMAAVKLCWRLRLTNDPRRAEWLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRA
SDAFPKPVEDPADKAFREAVAELVDSVMKEGKTDV
>OLS52159.1 lipoate-protein ligase B [Rhodovulum sulfidophilum]AB30
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVARPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPATS
>OLS52160.1 hypothetical protein BV392_09245 [Rhodovulum sulfidophilum]AB30
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTPAEGGRRSLLIEETGALKDISARAFRS
>OLS52161.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]AB30
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAEVLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>OLS52162.1 carbamoyl phosphate synthase small subunit [Rhodovulum sulfidophilum]AB30
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPDGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>OLS52163.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB30
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFAELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>OLS52164.1 dihydroorotate dehydrogenase (quinone) [Rhodovulum sulfidophilum]AB30
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>OLS52165.1 hypothetical protein BV392_09270 [Rhodovulum sulfidophilum]AB30
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>OLS52166.1 hypothetical protein BV392_09285 [Rhodovulum sulfidophilum]AB30
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPTPLWGGNTRHSRNIRLAHDSETRWQRGS
YPAAEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLRLIVQTADGPRSLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AEGTARLPPLLYPPLTAENPADLARLCGIEPGGLAATLEALAAHLDRGTPFEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLAEGGSAHRVFAAGASMAGALLGQGYLSGTALAIGGVFGRIAGAGAASLADHGVGQAGPATDKL
RQASAVPALQPAPPQPAAPASEPEPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGTGDLRHLAHLCHDCR
SCHYDCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIPHA
LMAGGAGLAFGGAALVLAIRLWRFWRQTAGPAAQPGIRPLARGLGAALRLTNLGEARGCDGPRGPTGPARRIFHHLLAGG
FVLTGLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGS
GLALLALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGPRR
>OLS52167.1 metal-binding protein [Rhodovulum sulfidophilum]AB30
MSAPEPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>OLS52168.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB30
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>OLS52169.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB30
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLA
GAKGILIRLIGGRAYWEYGLTQIEALARAHGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPKDAPRIVLTFYRAYVTAADLGPIEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLAQAGLPGTPAEDLAGDLADTLGRETLSWPLAEYEAALAALPPPLRDALSEVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSEACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGAPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDTQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSAAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>OLS52170.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB30
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEILCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>OLS52171.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB30
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>OLS52172.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB30
MTGWVAIAGLGPGAEVLVTPEVTATLAEATDVVGYIPYVVRVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFSRVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>OLS52173.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB30
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVETPRAQPIPMRVGGFGGVAGLIAYLRAEGVTHVIDATHPFAAQM
SRNAASACAALGLPLVALTRPAWTPQPGDDWRHVPDIAGAVAALAGPARRVFLAVGRMHLQAFAARPQHRYLLRLVDRPN
APLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>OLS52174.1 cobalamin biosynthesis bifunctional protein CbiET [Rhodovulum sulfidophilum]AB30
MSETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFADGLPVLQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVAEFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARDMDLEGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERAGRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESETLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>OLS52175.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB30
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>OLS52176.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]AB30
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARTSGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFSYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAAATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGTGHQMAGLLGLATSFESRRLHLGYRRAALLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>OLS52177.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB30
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
AENA
>OLS52178.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB30
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGANKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPKITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>OLS52179.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MPLFEIDGLVFGYPGRPAILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>OLS52180.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB30
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMILAELAHALV
>OLS52181.1 cobalamin biosynthesis protein CbiM [Rhodovulum sulfidophilum]AB30
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>OLS52182.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB30
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLSSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>OLS52183.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB30
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTEAERARVRGVIVTKFRGDPGVFSPAAQDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEAGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDTDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGTDGFRRHWLAGIGADLSPEAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>OLS52184.1 hypothetical protein BV392_09400 [Rhodovulum sulfidophilum]AB30
MNEKIIPILFWEESMFTRSVIFSLLFSGAAAPVTAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLTWMEALAQPDGTPF
LADGLARYGYLPMPDRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQA
VLDDDATFDAFADKVAGETGDRAGLRAELETWSLRFHTLIDRSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPE
NVMLADAPTRYPFLWNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKAL
EEWIWDIGAPRWPWGLDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTG
VLEGAKVPLSSNTLGAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQQDDKFMAEFDDLRGAFPRSGDGSAL
ETAAEPCAYEARVLDGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSS
GNSRCGHDYGTALSDDDKRALLEYLKSI
>OLS52185.1 hypothetical protein BV392_09405 [Rhodovulum sulfidophilum]AB30
MRASEARAVVRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVL
LMAAAALVGIYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSI
GLYGGLIGLTMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLY
VPAITWIAWRLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLF
TDLYNFLSHRMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQD
FYAETGISRFERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRV
ALAGGARMFFAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLV
LARILLMRPDILLLDEATSALDVNASVDFHDALCEELPQTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPP
SLAAARHAAE
>OLS52186.1 hypothetical protein BV392_09410 [Rhodovulum sulfidophilum]AB30
MGNRSSDDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGQMGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLAAPEAGLA
LSAERVHALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAIGALAAPPPSHAAGCNLVEEDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTKVDYGPPRLSA
TEARPGERVSLSVTLTNTGARPAIETAQLYLSDPEARITRPARRLVAFRQVELAPGEHREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>OLS52187.1 hypothetical protein BV392_09415 [Rhodovulum sulfidophilum]AB30
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEDLFNAVNWAA
HLHADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWAKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFAAPYLDASA
>OLS52188.1 hypothetical protein BV392_09420 [Rhodovulum sulfidophilum]AB30
MSPRPDPDWIEARRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRMASWDPEPDYFHHWTRDAAIALAAIPA
AMAAEPEDAAFWRQAVVDHIRFSLAISDPERRGPELNPLKATATEAFRPYLRPDAELAALGGPAWLAEPRYAADGGPDLE
RWGRPQFDGPALRAAALIRLGELMPEAQGPEADRLIARDLDFTLAMAGVPCLGPWEEEPARRSSFTLIAQWDALDLGARH
LGRADLAAAAAALEGLIAGAADPVTGGWRESLEAAPGALDAATVLALVQAGRMDGPFALTAARSRATMAALETLFAGLYP
LNRGRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPS
SCLGLSWSAAAYLAAAAARDQALASR
>OLS52189.1 hypothetical protein BV392_09425 [Rhodovulum sulfidophilum]AB30
MDPASPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLVHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAGPGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>OLS52190.1 hypothetical protein BV392_09430 [Rhodovulum sulfidophilum]AB30
MIDRPRPEAPMIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGVPDLLALTLCG
GVAAERYWRPALVAARAARRPVLVPVPAARFGAWIDLTGGCAVRLACDPAALEAWWRALDRPFPLERGLTGGVCALWK
>OLS52191.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB30
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGAMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGAEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>OLS52192.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTFRPTALRSGIAALLAALALSTPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNEAARAYLDFLKSPE
ALAIIGKYGYGTED
>OLS52193.1 molybdenum ABC transporter permease subunit [Rhodovulum sulfidophilum]AB30
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>OLS52194.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQQRRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>OLS52195.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLAEAFEARTGAGLAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAATKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>OLS52196.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALFLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>OLS52197.1 hypothetical protein BV392_09465 [Rhodovulum sulfidophilum]AB30
MPALRLERIGNAVLGPLDLELAAGEAVAVLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRASRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>OLS52198.1 ModD protein [Rhodovulum sulfidophilum]AB30
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGPAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATSAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAILAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIARLRAACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>OLS52199.1 hypothetical protein BV392_09475 [Rhodovulum sulfidophilum]AB30
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWAIPAAIAFLGLADAAFLATALGYLNSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLTAAGAAQLWRMRHWRGRSALGYAPALMLILAFAWAPLGLALTGLAALLPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGNGHGHGDGKGHGHGHGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>OLS52200.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB30
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>OLS52201.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB30
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGTALQDWLADILRFGAGRSDTIFLKAAHEACPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>OLS52202.1 hypothetical protein BV392_09490 [Rhodovulum sulfidophilum]AB30
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHDHSHDH
SHSHGHGHSHDHDHGHDHGHPHHHDHGHGGCCGGSGQGGCGCGGHGHGGASDGGNRGGGGCGHGH
>OLS52203.1 hypothetical protein BV392_09495 [Rhodovulum sulfidophilum]AB30
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>OLS52204.1 urease subunit alpha [Rhodovulum sulfidophilum]AB30
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVRAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEADGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>OLS52205.1 hypothetical protein BV392_09510 [Rhodovulum sulfidophilum]AB30
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAAETAADPVADTATETVAEPVVDAPARTSGQPSVVAAAPAASNAPAGSPPVTAPK
RASEAGPAPGSEPEPEPAMAAAAAATASGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>OLS52206.1 urease subunit beta [Rhodovulum sulfidophilum]AB30
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>OLS52207.1 urease subunit gamma [Rhodovulum sulfidophilum]AB30
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>OLS52208.1 urease accessory protein [Rhodovulum sulfidophilum]AB30
MEAAPVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAEGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>OLS52209.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>OLS52210.1 hypothetical protein BV392_09540 [Rhodovulum sulfidophilum]AB30
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRALWLETGTSPPFAAARALYQSQGFEPCGPFGDYRIDPHSAFYTRRLAPQEASL
>OLS52211.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB30
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTRPARHGADPGPED
GSFRDREAGE
>OLS52212.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB30
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQSPRDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>OLS52213.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB30
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGSNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>OLS52214.1 hypothetical protein BV392_09560 [Rhodovulum sulfidophilum]AB30
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSTG
>OLS52215.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB30
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFAERLAADLADAGAVVCQIRGRGEPDLPALEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGVAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>OLS52216.1 glycerol kinase [Rhodovulum sulfidophilum]AB30
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLVSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMVSDARDAR
YERWKRAVAAVQAV
>OLS52217.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>OLS52218.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB30
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>OLS52219.1 multidrug efflux RND transporter permease [Rhodovulum sulfidophilum]AB30
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>OLS52220.1 hypothetical protein BV392_09595 [Rhodovulum sulfidophilum]AB30
MQGLINRAIHFFLADTYGQQVWSDIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>OLS52221.1 hypothetical protein BV392_09600 [Rhodovulum sulfidophilum]AB30
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSKYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGAVAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGEAALKRLAAMEDGSGGEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>OLS52222.1 phosphatase [Rhodovulum sulfidophilum]AB30
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>OLS52223.1 hypothetical protein BV392_09610 [Rhodovulum sulfidophilum]AB30
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCASCGRPGEAVMAARA
GLPGGADPHWT
>OLS52224.1 hypothetical protein BV392_09615 [Rhodovulum sulfidophilum]AB30
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>OLS52225.1 hypothetical protein BV392_09620 [Rhodovulum sulfidophilum]AB30
MADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAATMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAEMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>OLS52226.1 hypothetical protein BV392_09625 [Rhodovulum sulfidophilum]AB30
MKDEALEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARIRRGVPALLLAAIGGWPALAGVAAAG
VFGLWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>OLS52227.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB30
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARILAGQREALGFDDD
>OLS52228.1 hypothetical protein BV392_09635 [Rhodovulum sulfidophilum]AB30
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGDGMLS
PEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMGQGMMGPMGPGMGGACGGGPGGMGPRGAMQG
QGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADGDGSL
SQDEFEAAIRTFRGMMRQQGPAAQR
>OLS52229.1 hypothetical protein BV392_09640 [Rhodovulum sulfidophilum]AB30
MLALQPEWRIAALTDLALRLQFLEEMQRRTFHKPLNPFRVDMGATDTIPVDEPAMDGPYETDHHAS
>OLS52230.1 hypothetical protein BV392_09645 [Rhodovulum sulfidophilum]AB30
MPKIRFILSKQPDPALDEAAIIKRLKEFYTDLQDKRQISEGIPQEERPAHNELWRYPQNELPKALEIRIRRWAQKIHRHH
LKEVEPTRLSREDRAMLEGCRGGAEIFDLRSAHHIDEIAAALHAEFPWIAEATTHVWRSLHHSLASGMPGARFAPILLDG
PPGIGKSAWARRLAQLLGTPDMIVDATGENASFGLVGSQRGWSNAGPGRLVSLMLMRQIANPLVIIDEIEKSGSVMSDKG
RSFSLPNALLPLLEDLTASRWTCPYFQNQFDMSFINWVFTSNSLRGLPEPLVSRIRIVSVPSPTQEQINELVLREAEKRQ
LSPAISAAITTALAEAFEAGHQINIRTVKRMLELGSDQQGRPMLH
>OLS52231.1 hypothetical protein BV392_09650 [Rhodovulum sulfidophilum]AB30
MSADQTIDHDSWNYSPAKLPRQSKITLGRIHGVLPYDGVRNPGFRSASSHRVWLTYRTIANDFQPKSGIAESAAEAAVAH
ELLLSPLLYDLQFQPLKVYLRPGDRKGPSYTHDLLATFADGRRSLIFVRNSDSLQKPRTWRDIGAIQAATPPGAADSMMI
VDAGRFSRQRRENLFRLHEAIQTPDPEIDDMVLWTACNHRSLWLMRDLFPLLDLPQKTVFKSCYRLIARGALRANLDHVI
AEWSRVEVAS
>OLS52232.1 hypothetical protein BV392_09655 [Rhodovulum sulfidophilum]AB30
MTIAPRYNFEAGTEIVVQGRDLLLRKVGSQGYELADVAGGQMSILGFSSFVEMMKSGAVTIAPSQLLPEGSAKLRLGGLS
VAAQLSDEQQIYGRFHYAVCRAIDELHRHRTIVEGNEDFRISIGALDAPENRKFLRPFVEAFFGERVHLSAATLKGGRQK
SWFLYKGRTLKKYYGIYQGLQDGDDVIAGLATLDHLKGNEKPRLPLRLKELMTAAWEEIGLDLKGPSVANVHGYLAALIN
RENGQRALNDLPALPVPSHQSVLRHRKELLTPTEYMVATKGERHARNKRGRGSSDVRALMIGEFCEMDECRASLITSAKA
KGYWHTLSEDMKKAMEWADEEIRSRLSILVMIDVATRMPLAWVVSDQPKAEATMQLLRMATRDNTRERRIYGCEGEAMPA
MGLGMVRNDNGTGLRNAEVKSALMGIASANTDVRTHASADKPYVERMFGTTESVLFKLLHGYTGRKAGELPGYDAKKSGV
LDIDLLYEILTKFFIDEYPSLKHMGVGMSGRRPAEVYQELNETRETFRLLDEDLRRIHLGWPFKVQPNDEGVRVLEGLFY
SSDEFQTAREHHQGKVTVYIDPDDLSFATAVLPRDPDPYRLALQTTVFADLTVSEFLELMTQYRRENPELTTLYEDRIAK
VRLERHEQLKKIGVERRLPRSYVNVGEARKMAKSLFASSRLVTTHVPVDTVAPGTLATAISGPGILPLGGASLIDHAPVE
TTSTPALPARTSKPKAEKPSSEPPVRLGRPAQKGELS
>OLS52233.1 hypothetical protein BV392_09660 [Rhodovulum sulfidophilum]AB30
MGFIDQNRVNASLALQRGHYTFPRAAKLREAFENCLHDYYVKASIGGHFEVRGMLVTGESRVGKTSETVRLREEFNASMT
KMPNGKVGKIIYCKLDGSISWKDLGHKTLEALGYPANPRRTQGELWNMVRHQCREQGVIGLYYDECQHAFTSGKTSNEKL
LDRFKALMKEPEWPLMLILSGVPVLASHVNSEEQIAHLLSHIHFDEIHLGRFADPTRDPDMIELNKLVYTYAERVDIDVD
DLVDVDFLQRLDFACASRWGLVIELLIRAFGLCRLHGRKTATIDTFSKAYAHNSRLPQGLCPFTAPDYRDMIDGDKLMEM
MLDE
>OLS52234.1 hypothetical protein BV392_09675, partial [Rhodovulum sulfidophilum]AB30
MRRYQRDRPGELIRRDIKRLGRFERPGHRGAIGSSPMGDAIASLAPARAAATAGRADVAVDDAIRLAYVEGLPDGRKATN
TGFLLRALRWLRTQGI
>OLS52235.1 hypothetical protein BV392_09685 [Rhodovulum sulfidophilum]AB30
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>OLS52236.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB30
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPDMADALAAAAIRELWEETGLILGRPGSWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>OLS52237.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB30
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVASVLDNARRALPGLSDRRLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGSGLDLPRTHLTEMPEATEALARIVADQAGAQAGGRPLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAGLPRPAGVGRSVGQ
KPL
>OLS52238.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB30
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELGVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>OLS52239.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYTMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>OLS52240.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>OLS52241.1 universal stress protein [Rhodovulum sulfidophilum]AB30
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSN
>OLS52242.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>OLS52243.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>OLS52244.1 hypothetical protein BV392_09730 [Rhodovulum sulfidophilum]AB30
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEQAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLGNY
FASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSDSP
QFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>OLS52245.1 hypothetical protein BV392_09740 [Rhodovulum sulfidophilum]AB30
MLREEMADVTLDHDTRTAEIERKTFDQAAPGRELTRGYERAQGARTAFLRKPAPGSYGRCGDRLLSQRKTPR
>OLS52246.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>OLS52247.1 hypothetical protein BV392_09750 [Rhodovulum sulfidophilum]AB30
MLGAANAALRAVFGRFCRFWRHAERRRRVSFEVIATGSPVVEGTLCAGIDAVGIDFGRGIPCHAPLPLDREAL
>OLS52248.1 hypothetical protein BV392_09755 [Rhodovulum sulfidophilum]AB30
MRGAFLGVGDEIGFLVFVRWHDMRIPLPVTGAPRSADGSGPPARHLPGERTGMAEHRGRV
>OLS52249.1 hypothetical protein BV392_09760 [Rhodovulum sulfidophilum]AB30
MDAFSFPVWPEAPRGPFGYFFPAAPEMPGGADIAAALDELASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGFAE
AAAAPDIGRFDPLPRGRAAATLCNRHTGRLALDSLYGSVTPKAPGRIPAALVRLRTDADSPAPPGIAGTGGQDRNGRPAE
AGAAPFRIVRTKVEAEIGTEADIAQAPPEGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFARGEVRKHFQW
LVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARPGDDWLARLGSGRPLPGGL
AVFPRPIDDRVPPSERRARGPNARLDTWFAPDLLRLREKLPGPNARRRRLAERRLHRGLRLNLPSGQGCVAGMARLGVRI
APLSPAELAEGPGGAVLSRAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWH
PRDGARPAGEPVTTVAALIRAAGMRA
>OLS52250.1 hypothetical protein BV392_09765 [Rhodovulum sulfidophilum]AB30
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>OLS52251.1 phosphonate metabolism protein PhnM [Rhodovulum sulfidophilum]AB30
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYLMGKNNFTEAEFRDHVAALKDLRAQNGARHKVLALAEARRFGAILASHDDTT
AAHVEVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>OLS52252.1 phosphonate metabolism protein [Rhodovulum sulfidophilum]AB30
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>OLS52253.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB30
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDAAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTHDPPEN
>OLS52254.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB30
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>OLS52255.1 flavin oxidoreductase [Rhodovulum sulfidophilum]AB30
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>OLS52256.1 hypothetical protein BV392_09795 [Rhodovulum sulfidophilum]AB30
MIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>OLS52257.1 flavocytochrome C [Rhodovulum sulfidophilum]AB30
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDLASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMTETVDVCNVIPAQKAGHIAGVAGLADDSGFCPIVPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSEDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>OLS52258.1 cytochrome C [Rhodovulum sulfidophilum]AB30
MREELCLILALALGGAGAGRAETYVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>OLS52259.1 cytochrome C [Rhodovulum sulfidophilum]AB30
MSKFRNLSAAALLLGFVVPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRKTTELPLFSQPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>OLS52260.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB30
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>OLS52261.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB30
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>OLS52262.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB30
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>OLS52263.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB30
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQEVIAVAKMGDGSFRRAANTVKVTIGGCGG
>OLS52264.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB30
MGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVG
PSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>OLS52265.1 thioredoxin [Rhodovulum sulfidophilum]AB30
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>OLS52266.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB30
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>OLS52267.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB30
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGVWHRPLRAEPYRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>OLS52268.1 hypothetical protein BV392_09870 [Rhodovulum sulfidophilum]AB30
MSETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILHAIAAASLLGLVLVRLPPLVPAMLALCMLLMPRPAPLPDLGWLDWT
GLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRF
APV
>OLS52269.1 hypothetical protein BV392_09875 [Rhodovulum sulfidophilum]AB30
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKATGARSM
H
>OLS52270.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]AB30
MRGAGKTGRIKSMKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPAR
LAKLPEEGVPEFLWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQM
AAPNSPQWFNTGLHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYG
SGTGTNFSSLRAEGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLV
AGSKTHERHLNALFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEA
YSTVSGQNSNNSVRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADG
EIRASNPCSEYMFLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYA
NIGGLLMNMGLGYDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAV
PPVPLDHANCPEEGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKI
INRSVPAALEALGYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFC
TKVLGIPAAKMADPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMA
AAQSFVSGAISKTINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVL
AEKVVEKVVVKEIVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGL
QYGVPLEEFVEAFTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVSP
VSESAASKSLEVLRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARV
KAKMQGYEGDPCGDCGNYTLVRNGTCMKCNTCGATSGCS
>OLS52271.1 hypothetical protein BV392_09890 [Rhodovulum sulfidophilum]AB30
MGKCARAGRVIGWITGAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMSREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>OLS52272.1 cold-shock protein [Rhodovulum sulfidophilum]AB30
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>OLS52273.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB30
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>OLS52274.1 enoyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB30
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>OLS52275.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>OLS52276.1 hypothetical protein BV392_09915 [Rhodovulum sulfidophilum]AB30
MAASQPPRGGTAATFAPPVMQARRWLEGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGIALILDETYRDFDSRDGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAAVAEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEVLARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSEPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>OLS52277.1 hypothetical protein BV392_09920 [Rhodovulum sulfidophilum]AB30
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVAAIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYAYIAERRSVSLIHLTADALDVPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEDNIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFRAAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRR
AETARRLADKAEALKARIDGGEDMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>OLS52278.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB30
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>OLS52279.1 hypothetical protein BV392_09930 [Rhodovulum sulfidophilum]AB30
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RASLLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVTGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGPATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGLGHAEPALARALGQAAEGRARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAASADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPRLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPIALSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHVGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>OLS52280.1 hypothetical protein BV392_09935 [Rhodovulum sulfidophilum]AB30
MAGKRGRPSVTDTRFFPSLAVLTAVFLASGPHPAAATEAVLSAPGASDDLRQALEASALTLEAARAPDASAQDIFAAARA
DYARLVGVLYARGYYGPEVHVTLDGREAADLSPLLVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAE
AATVRAAAKAGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEP
FDPDALDRSAERLRRTGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERL
RFDFEIAGIGGQDDGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRY
ADVSDDLGDRKMTHLTFPVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQI
GSVVGAASDGVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTGAIQMVAFYDAGFVGPDSWV
SDGDWQSGAGLGLRYDTGIGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>OLS52281.1 light-harvesting protein B-800/850 alpha chain [Rhodovulum sulfidophilum]AB30
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>OLS52282.1 light-harvesting protein B-800/850 subunit beta [Rhodovulum sulfidophilum]AB30
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>OLS52283.1 hypothetical protein BV392_09955 [Rhodovulum sulfidophilum]AB30
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>OLS52284.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB30
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAADTAKEEIAYFFSGLELVG
>OLS52285.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB30
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTRVFNFADASMATMATINLIALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERG
A
>OLS52286.1 glycosyl transferase family 1 [Rhodovulum sulfidophilum]AB30
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLTRYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>OLS52287.1 MarC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEEQPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>OLS52288.1 aspartyl protease [Rhodovulum sulfidophilum]AB30
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRVEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>OLS52289.1 hypothetical protein BV392_09985 [Rhodovulum sulfidophilum]AB30
MTDEPRATDRNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRA
>OLS52290.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB30
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPDETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>OLS52291.1 hypothetical protein BV392_09995 [Rhodovulum sulfidophilum]AB30
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHTRVLEAGAKIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>OLS52292.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB30
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFSRMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>OLS52293.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB30
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSIATFDDFAYDISALIGSAR
IRRPSLDVMSTHDLLFPSPELIEAAGKPKAIFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>OLS52294.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB30
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELIVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMAAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>OLS52295.1 organic solvent tolerance protein [Rhodovulum sulfidophilum]AB30
MMRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLA
IDGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQI
RASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTP
YISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDR
LESAVAISRARRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMASLGFSADALHRSSEEATDGPDFD
SYGDGMDMARLTIEADWRRDWTLGNGMVLGALGGITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLE
PVIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQF
AKGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVD
AAYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARR
CMRR
>OLS52296.1 hypothetical protein BV392_10020 [Rhodovulum sulfidophilum]AB30
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>OLS52297.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB30
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPS
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLTAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>OLS52298.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase [Rhodovulum sulfidophilum]AB30
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALTEIAAVYPGRLEVVNGDALAVDPLAHLASPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRTEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>OLS52299.1 hypothetical protein BV392_10035 [Rhodovulum sulfidophilum]AB30
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPTGGGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>OLS52300.1 protein-(glutamine-N5) methyltransferase, release factor-specific [Rhodovulum sulfidophilum]AB30
MSAATGSVLLAGAVARLREAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPVPAAARFEAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDISAPALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGALARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>OLS52301.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB30
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>OLS52302.1 hypothetical protein BV392_10050 [Rhodovulum sulfidophilum]AB30
MKILPLVLLVLGLAAIGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYQVTPEALAEAFDAMALAQ
PRTSRIAGRPDELFMTYVQRSALWGFPDYISVRILPAEGGASWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>OLS52303.1 agmatinase [Rhodovulum sulfidophilum]AB30
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKNLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILDAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DVEDGA
>OLS52304.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB30
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEETHELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGL
>OLS52305.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB30
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMICELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRTLGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRLT
>OLS52306.1 hypothetical protein BV392_10075 [Rhodovulum sulfidophilum]AB30
MLMLALSEKLESVPGYVSGHHPADPDREAALCQMISPTATVPGAVTFSLKPTSVISRLLWSVERLQLGPIQQTSQLLSSG
QMAVFALVPTLWPFTTPVNVPPVEPLIVAACAPTVIIAAIAVVARSVFITLPR
>OLS52307.1 hypothetical protein BV392_10085 [Rhodovulum sulfidophilum]AB30
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGRRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSQTGADDLRDPPAAGEEVLQTFCGT
>OLS52308.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB30
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>OLS52309.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB30
MSTAPLQPLAAFDIGPDGSTTPVADPWPAAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>OLS52310.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMAFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>OLS52311.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB30
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>OLS52312.1 hypothetical protein BV392_10110 [Rhodovulum sulfidophilum]AB30
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGLSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>OLS52313.1 cupin [Rhodovulum sulfidophilum]AB30
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATAAGP
ARDLVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>OLS52314.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB30
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAAALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGARLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVAGCSDADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>OLS52315.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAGEAA
EATAREVFEKGGTGEDLPTVALGTDELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>OLS52316.1 peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]AB30
MRKLLVALLCTLAGPALATGLDIQIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>OLS52317.1 peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]AB30
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVLEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>OLS52318.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB30
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVPADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>OLS52319.1 septum formation initiator precursor [Rhodovulum sulfidophilum]AB30
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>OLS52320.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB30
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>OLS52321.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB30
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPDAAPSAAPSAPAKAKAPAADPETPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAAEALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTV
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>OLS52322.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB30
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPASAPEAPQADAGGKAAPEGGSGRDSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHF
YLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTPV
LMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNGAGEI
EVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>OLS52323.1 hypothetical protein BV392_10165 [Rhodovulum sulfidophilum]AB30
MVGQFAAEELFDEITSVYASDLGDAIYGKLREAEDTAVERPLLEMLASILTMHETPSKTPPFGPMIVWADG
>OLS52324.1 hypothetical protein BV392_10170 [Rhodovulum sulfidophilum]AB30
MVADFLKRVGSGDDAFALYVFSELALDEQAMSPEDIATIVETFIARTSPVEGDNKARMHLLAARAHKQAKDDSATNAAVI
RAAECFAAHAELFVNRDHGSMLAAHWMGTAVRTLAGVPNVRERRQRLKHRLVDIQGSIPDELMPISHSTDISDLVEDMQN
QFSGMSLSEALRRLTITPGISPAPEKLEEDARRSMAEHPLSSIFETSHMDAEGKTVARSPGGGIGVEDVETQSFETTIAQ
AESVRRGLTARACIEVGRSTIMTEHRVSEEFIFELLRCSPAVPSHLARTAARGVVRWFEGDMVSALYILTPLLEGILRHL
LKQHGHDVTTYNDATNTQEDRTITALYDALRPEMDEILGRAFTEDIWRTFLSKHGPSLRHGVAHALLSDGTPYGDDASYG
CWLIWLLIVWPLLPHWNDLSGGQSETERESRGT
>OLS52325.1 hypothetical protein BV392_10175 [Rhodovulum sulfidophilum]AB30
MVKTLQYMSLSQVYPAVLADFNLNTCGDPDCGNFGVAPDFTIPVFKGKNAAQRKQAAAASIPALTTGLGSYTMSSDDHHP
RISEVFEYAGDPVGWDDGRSMECGHQRGNGVCDISFSIMSNEHFLEEYYRLLFAGGCLEGPVCGACGARYLESPDDFIFN
GTHGKLAAGGNRRKAKPSGFRIIHRPCKGKPGARLSVSLDHQAQKELRDNVRILRCIVNGDSITTMRRVLADPDTGRQIG
VSRLYSRIFWLEKTLLAFERAKLKEWKQRVEASDRFSHMRIAHDDVTISVNWESRFDRRLTPLQFSVSADIRSGYVFRID
ANFDPNVDPVEFIQEHYLDDTGQPTNLRQHYSQKSGVTFTAPKMQFQRPSGRLDEAMLFASAEGRWRVFSERVQNAYEKT
VNAGLALPPEAQEKIAEADDKRYQLDQIRQGHFGFHDTDRDFRGSFNGSVVKPTYTKAAHLACLRDMLPKGKITLVGEQE
ATMVRVVPHVFRDMINEDMFEWFVISFDKEVSAPKSKERMARFIEGLEAFKERARAKLGDDISDRELLERYCTKRMKTAC
IEGRNGTKYSHAIPNFQSRQFPQVWIKTPAQYFGETQKVVGFPVLRKKYRDSLKELAFDQEVHDTELRAALTRRALKATI
QPVSTFMSSLRHRTSPSKRAGGKGARTGPAYINGAVFNPAVLMAFLNIFRIYYNWFEPRQYKGPGAAAGSESTIPGGMSA
IRIPGTKETLEVPKKATTVPVMLTPAMRLGADPEKPNGRPRKAPDPRRVLYRPWLFHGTPLWRKFEDR
>OLS52326.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB30
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>OLS52327.1 hypothetical protein BV392_10185 [Rhodovulum sulfidophilum]AB30
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRAEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDTDYCRC
LAQVLGALATWRDWKAALSSPG
>OLS52328.1 hypothetical protein BV392_10190 [Rhodovulum sulfidophilum]AB30
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTVPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVMPLTGWRAFVVDAGTDMRWTGGGWTMVGGAMAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSSEGGSFSGGMVRLAVHFTELSLPASV
>OLS52329.1 host specificity protein [Rhodovulum sulfidophilum]AB30
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVMFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIGGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWADPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVSDLDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRTAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVECGLYLPPRIDDRGVVQPAFAAPVPVHALFLDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAG
YTLNTTLERSAVIGITETPLHAAAPGRWDRGPALRVKLASGTLSSLREADLLAGANLAAIGTGDAAGWELFQFAEAELVE
AGTYDLRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGPGGDLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPVWTYTTAMQMADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>OLS52330.1 peptidase [Rhodovulum sulfidophilum]AB30
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGCEPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>OLS52331.1 hypothetical protein BV392_10205 [Rhodovulum sulfidophilum]AB30
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREEHGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>OLS52332.1 glycoside hydrolase family 24 [Rhodovulum sulfidophilum]AB30
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>OLS52333.1 phage tail protein [Rhodovulum sulfidophilum]AB30
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>OLS52334.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB30
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>OLS52335.1 hypothetical protein BV392_10225 [Rhodovulum sulfidophilum]AB30
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>OLS52336.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB30
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>OLS52337.1 hypothetical protein BV392_10235 [Rhodovulum sulfidophilum]AB30
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>OLS52338.1 phage tail protein [Rhodovulum sulfidophilum]AB30
MSRVPILNRQLVLEVPVPVADGAGGFSETWAARGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPVAGQR
FREGTRYFHIRAVTEHDAWGLYLACYAEEEIGA
>OLS52339.1 hypothetical protein BV392_10245 [Rhodovulum sulfidophilum]AB30
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIVRSFSYELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSARIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTHRWRPLRLTPGAPR
>OLS52340.1 capsid protein [Rhodovulum sulfidophilum]AB30
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>OLS52341.1 peptidase U35 [Rhodovulum sulfidophilum]AB30
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>OLS52342.1 hypothetical protein BV392_10260 [Rhodovulum sulfidophilum]AB30
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>OLS52343.1 phage portal protein [Rhodovulum sulfidophilum]AB30
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>OLS52344.1 ATP-binding protein [Rhodovulum sulfidophilum]AB30
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRAQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>OLS52345.1 hypothetical protein BV392_10275 [Rhodovulum sulfidophilum]AB30
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAETG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>OLS52346.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]AB30
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVGVEDILAATSAALIVPDDVAEMVLG
>OLS52347.1 acetyl-CoA--acetoacetyl-CoA transferase subunit alpha [Rhodovulum sulfidophilum]AB30
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>OLS52348.1 acetate kinase [Rhodovulum sulfidophilum]AB30
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAMQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>OLS52349.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB30
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLFPAQRAAE
>OLS52350.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MDMHVERRSDDDPADVMRALIWGSGGMAQDRLALMTALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLME
AARNSKKEMTPGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRRHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPW
ARAFGAPEAVRRTRKTTAELRAMPIVETVLSHVEQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAE
CRARILHEQTLIATHDPEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSLLAEDVVEDPL
ASHGAVVHGADMARPGSAATGVPGAEAGVGDAPKTVSERKTSE
>OLS52351.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB30
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>OLS52352.1 hypothetical protein BV392_10310 [Rhodovulum sulfidophilum]AB30
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>OLS52353.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>OLS52354.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>OLS52355.1 UDP-glucuronate 5-epimerase [Rhodovulum sulfidophilum]AB30
MTRVFITGTAGFIGFHLADLLLSEGVIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDEPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTVMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>OLS52356.1 hypothetical protein BV392_10330 [Rhodovulum sulfidophilum]AB30
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLEVERPGRQPETYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGANPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDAATGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>OLS52357.1 hypothetical protein BV392_10335 [Rhodovulum sulfidophilum]AB30
MTRRLGLLALCAAVISSPAMSQTLSQANAQMFREMQSARGVSTAAIARVEAIFARSTVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSASGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>OLS52358.1 sodium:proton antiporter [Rhodovulum sulfidophilum]AB30
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>OLS52359.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB30
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>OLS52360.1 GTP-binding protein YchF [Rhodovulum sulfidophilum]AB30
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>OLS52361.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB30
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>OLS52362.1 multidrug ABC transporter permease [Rhodovulum sulfidophilum]AB30
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>OLS52363.1 GcrA cell cycle regulator [Rhodovulum sulfidophilum]AB30
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAASGAAPAAKEKPAPKPEASP
AAAAAAQTPAAQAPVPPESRPAAAAPEPQDAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLTLME
LTERTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>OLS52364.1 hypothetical protein BV392_10370 [Rhodovulum sulfidophilum]AB30
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPQQGSLAGFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAKGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAAPQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSKLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVSAEGRGRVDL
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSIRLDAGAMAEERLKQERETLERKARERAADELGVKADKGENLED
AAKRRLGEEAAKGLKNLFGD
>OLS52365.1 ribosomal protein S12 methylthiotransferase [Rhodovulum sulfidophilum]AB30
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGACCTYR
>OLS52366.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB30
MIHVTTTCPDTDTAKDIARAALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGAAAWLDSETG
>OLS52367.1 hypothetical protein BV392_10395 [Rhodovulum sulfidophilum]AB30
MEDQGRLSQHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>OLS52368.1 hypothetical protein BV392_10400 [Rhodovulum sulfidophilum]AB30
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>OLS52369.1 hypothetical protein BV392_10405 [Rhodovulum sulfidophilum]AB30
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>OLS52370.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB30
MKRQLAAIALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRG
EFVDVARAAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFR
SWRLALAAYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>OLS52371.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB30
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>OLS52372.1 lipoyl synthase [Rhodovulum sulfidophilum]AB30
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGEDFARMRMAREARLAQG
>OLS52373.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKREETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGEGLTRAARDG
>OLS52374.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB30
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>OLS52375.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB30
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>OLS52376.1 pyruvate kinase [Rhodovulum sulfidophilum]AB30
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>OLS52377.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB30
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAKRLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAMHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEDDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>OLS52378.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB30
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKAMH
QTEAPPEQKAAFEAAMAARPEPDKT
>OLS52379.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]AB30
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELMGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>OLS52380.1 hypothetical protein BV392_10460 [Rhodovulum sulfidophilum]AB30
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAGFAVPRAPEPVASGPEGADAPPAAGQAADAP
PRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKSPEAAPSPEPEPDPAPTEPSRSAARRDLL
PDVEKITSTLSASTDRGAASIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYIKAPAIAALNPALEGQVAAYVETVDAA
RAWLAGLVPADPVDREPGR
>OLS52381.1 cell division protein FtsE [Rhodovulum sulfidophilum]AB30
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>OLS52382.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB30
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
SRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGA
>OLS52383.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB30
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>OLS52384.1 hypothetical protein BV392_10490 [Rhodovulum sulfidophilum]AB30
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>OLS52385.1 CoA ester lyase [Rhodovulum sulfidophilum]AB30
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGTKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>OLS52386.1 EBNA-1 nuclear protein [Rhodovulum sulfidophilum]AB30
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEDIEKRMGLPTVDPFR
QGAGRLADALDAI
>OLS52387.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB30
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASGGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARARVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>OLS52388.1 D-amino acid aminotransferase [Rhodovulum sulfidophilum]AB30
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAERLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>OLS52389.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB30
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGMPVQVELAVEDALGQ
RGVSAPAGMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQILRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AESQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEGGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>OLS52390.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB30
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRAIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>OLS52391.1 K+-transporting ATPase, A chain [Rhodovulum sulfidophilum]AB30
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDGLGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>OLS52392.1 hypothetical protein BV392_10535 [Rhodovulum sulfidophilum]AB30
MTRGARLAAVPALLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGL
RPRGAPVRVILGTGGVGLGF
>OLS52393.1 DNA-3-methyladenine glycosylase [Rhodovulum sulfidophilum]AB30
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
ISYAFMQAVGMVNDHVLTCPRHAEVAALR
>OLS52394.1 diguanylate phosphodiesterase [Rhodovulum sulfidophilum]AB30
MPDDSHENDVGSTEGAENPLAGAGAEHDRKVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>OLS52395.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB30
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAETAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>OLS52396.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]AB30
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFV
>OLS52397.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRQISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAVLIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>OLS52398.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB30
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>OLS52399.1 methyltransferase [Rhodovulum sulfidophilum]AB30
MRAEPMTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPA
YAALAGRNAAETGLPLEVVAADLTALPPGVKARSYDHVIMNPPYFRRDCGSTAPDPGRETAMGEATPLADWVAVAARRLR
PGGRLTAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAE
LTDILRHGEALSWPG
>OLS52400.1 hypothetical protein BV392_10585 [Rhodovulum sulfidophilum]AB30
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>OLS52401.1 farnesyltranstransferase [Rhodovulum sulfidophilum]AB30
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADEAERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>OLS52402.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQLLARISDGRSVFVAVTGSDAPIAFIELEQDGHI
DCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLLKRREFKRNAVRIHNYLMEKTLR
>OLS52403.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB30
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGR
GARILLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSASGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLQETRPDWWAEAGAPYRL
>OLS52404.1 hypothetical protein BV392_10605 [Rhodovulum sulfidophilum]AB30
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETTRGQ
WIIYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>OLS52405.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB30
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPEYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>OLS52406.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB30
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>OLS52407.1 hypothetical protein BV392_10620 [Rhodovulum sulfidophilum]AB30
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPAEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>OLS52408.1 hypothetical protein BV392_10625 [Rhodovulum sulfidophilum]AB30
MTRPPEPGFARHRRVERALRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEI
YPAMIGPEVAEALAARPGQIPDEVQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>OLS52409.1 hypothetical protein BV392_10630 [Rhodovulum sulfidophilum]AB30
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLDGERRAGRRALLGADFAFGYPA
GLAEALTGSASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAP
>OLS52410.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB30
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAAGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAALAEFATGSGPDPFFNINTAEDLAAAGAALR
>OLS52411.1 branched-chain amino acid transporter AzlC [Rhodovulum sulfidophilum]AB30
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVTERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>OLS52412.1 hypothetical protein BV392_10645 [Rhodovulum sulfidophilum]AB30
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>OLS52413.1 hypothetical protein BV392_10650 [Rhodovulum sulfidophilum]AB30
MFRFLIACLLPLFLLGCGAQSVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTTRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>OLS52414.1 MBL fold hydrolase [Rhodovulum sulfidophilum]AB30
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALAEGQGWTLVDTGLSTGRSRAIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQARPRPETLEFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRALAEGDRIRTGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
ESCTRLAAHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAV
GHLNHLYLTGRATRRRRPDGAWLYRRSGAG
>OLS52415.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQSAEAAREAFPDLAGDLWAAAE
ALRDATEWMLTQEMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>OLS52416.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB30
MSAELLRPDTGGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARNESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDTRAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRE
>OLS52417.1 DUF179 domain-containing protein [Rhodovulum sulfidophilum]AB30
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>OLS52418.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]AB30
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVELPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLVEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRGLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDTDARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGLMALAAWALS
RPSRQPGAPDR
>OLS52419.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB30
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAERRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDEGGGLRPLPVTVTLDVYGANLTARGGLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAGPDVSTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>OLS52420.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB30
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRKILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>OLS52421.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB30
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPVPAPAAAARPVSAPVPPARPAAVDPVAVAQGAAAAVTDLEG
LAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFGRIGLGRGDPAAERALYIT
NVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWIEALGRPALPMFHPAYLLR
TQLAKRDAWHDLLMLQARLRGG
>OLS52422.1 aspartate carbamoyltransferase [Rhodovulum sulfidophilum]AB30
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>OLS52423.1 hypothetical protein BV392_10710 [Rhodovulum sulfidophilum]AB30
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WLLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>OLS52424.1 dihydroorotase [Rhodovulum sulfidophilum]AB30
MRTVFSNARLIDPEAGTDSTGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>OLS52425.1 acyl-phosphate glycerol 3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB30
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
ILLGRSETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>OLS52426.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB30
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKEQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>OLS52427.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLSHDHAAELHAAQLIDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>OLS52428.1 acetylornithine transaminase [Rhodovulum sulfidophilum]AB30
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>OLS52429.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB30
MTHFLDIDSTAPADLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>OLS52430.1 ATPase/protein kinase [Rhodovulum sulfidophilum]AB30
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>OLS52431.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB30
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAEKSVTDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASA
>OLS52432.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB30
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>OLS52433.1 hypothetical protein BV392_10765, partial [Rhodovulum sulfidophilum]AB30
MTGPRSLIGICLALLLALTSLSLAAARAAPRPVDRVVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPTPPALP
VRLLRARPL
>OLS52434.1 copper-binding protein [Rhodovulum sulfidophilum]AB30
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNSGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVERVRSSMGNETDMPMKGHM
AH
>OLS52435.1 NAD-dependent protein deacylase [Rhodovulum sulfidophilum]AB30
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMDEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>OLS52436.1 phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB30
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADAPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>OLS52437.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB30
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDKLRAALTDYDIVLPTLGDAFSAEVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGHWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGAV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>OLS52438.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB30
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>OLS52439.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB30
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGTGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDESQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMQLARATVAGAGQLAEEAAEDPAQLRVNVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>OLS52440.1 diacylglyceryl transferase [Rhodovulum sulfidophilum]AB30
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>OLS52441.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB30
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>OLS52442.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB30
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRLWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>OLS52443.1 methyltransferase [Rhodovulum sulfidophilum]AB30
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGPSGDFTTAPEISQMFGELLGLWVAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDTGWCERLVGIEDERLALGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAHRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>OLS52444.1 polyphenol oxidase [Rhodovulum sulfidophilum]AB30
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQHGLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>OLS52445.1 pyridoxamine 5-phosphate oxidase [Rhodovulum sulfidophilum]AB30
MATRDTFRPADATACALARKLIAGARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFITRDAERSALRETYLERQPKARLYVDFADFHFVRLVPFSGHLNGGFGQAFRLTAEDLGA
>OLS52446.1 hypothetical protein BV392_10830 [Rhodovulum sulfidophilum]AB30
MVEARTGLHVEGDLAAFRLEFLALGERARIWALYGDGLRPMQRGLERSFERARKERATADRPGIAAIHDWRKRLK
>OLS52447.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>OLS52448.1 2-dehydro-3-deoxyphosphooctonate aldolase [Rhodovulum sulfidophilum]AB30
MTDTETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNE
ALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>OLS52449.1 hypothetical protein BV392_10845 [Rhodovulum sulfidophilum]AB30
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>OLS52450.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB30
MKTSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPKDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKEVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRA
RMLQHELLRRWAETYA
>OLS52451.1 nicotinic acid mononucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB30
MRAGFPKARAGMRVGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLARLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>OLS52452.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB30
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPELSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>OLS52453.1 hypothetical protein BV392_10865 [Rhodovulum sulfidophilum]AB30
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRAEIAGR
>OLS52454.1 hypothetical protein BV392_10870 [Rhodovulum sulfidophilum]AB30
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRGGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>OLS52455.1 diacylglycerol kinase [Rhodovulum sulfidophilum]AB30
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDSPLRVLVPEAPA
>OLS52456.1 phosphodiesterase [Rhodovulum sulfidophilum]AB30
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLSVFRKGLAGWTGV
>OLS52457.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAVSAFFMRAPDPGGGGGAGH
>OLS52458.1 hemolysin D [Rhodovulum sulfidophilum]AB30
MSRQDLPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRNAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKVVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>OLS52459.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLADLAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
KAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAG
RCRGWNTRVDVAA
>OLS52460.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB30
MPTRIAEGTATDTAKDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDRVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>OLS52461.1 hypothetical protein BV392_10915 [Rhodovulum sulfidophilum]AB30
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGQFEGIEDTGRKEHGLHVYLKTG
>OLS52462.1 deaminase [Rhodovulum sulfidophilum]AB30
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRGIRPWPYTRPVVVLSATMTED
DLPEELGSKVRVTDLSPTDAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHD
KTKSFPSGLVQSRYRIAA
>OLS52463.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTRPRGRPPLADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKHLNVNPMTIHHHFGGRDGLIGAMSERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLSDRKRRLWLDILVDVTHGAALATAMA
GRKAVDDPGGDQGYGAALDELLSRLGEEAALRAERG
>OLS52464.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB30
MHRLALVLAFSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>OLS52465.1 protease [Rhodovulum sulfidophilum]AB30
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVREYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>OLS52466.1 aspartyl/glutamyl-tRNA amidotransferase subunit B [Rhodovulum sulfidophilum]AB30
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDAKKARFVADFGLTEYDASVLTADVESAGYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>OLS52467.1 hypothetical protein BV392_10950 [Rhodovulum sulfidophilum]AB30
MIMPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRA
REVEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>OLS52468.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>OLS52469.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB30
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>OLS52470.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB30
MRRAGACRGFLLRTLRICFKTASDRTSDGVMMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTT
LAILAGFTHNRRVMIQGYHGTGKSTHIEQVAARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRN
PCAIVFDEYDAGRADVMFVIQRVLEVDGKLTLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLV
ATLNYLSHDAETAIVLAKCPHYNTDKGRKTINHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTF
LNKCDELERQTVAEFYQRLFDEELPESAASMSLG
>OLS52471.1 hypothetical protein BV392_10970 [Rhodovulum sulfidophilum]AB30
MRRPDAARSRPAAVLAVLFLAAPAAFAQGADATFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALHPVYLLLLQRHILDGERRARDQYVRLSGLCDDLGRAAGLKGHRHAPR
>OLS52472.1 hypothetical protein BV392_10975 [Rhodovulum sulfidophilum]AB30
MTRVTLVAATGFATAFILAAAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>OLS52473.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB30
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDGSLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
GLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>OLS52474.1 X-Pro aminopeptidase [Rhodovulum sulfidophilum]AB30
MFQNFDSTTRPEDGPVRLAQLREEMAREGLAGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVTDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIALGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAKRAGDGLSERARAWLAEATQPL
>OLS52475.1 hypothetical protein BV392_10990 [Rhodovulum sulfidophilum]AB30
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>OLS52476.1 voltage-gated chloride channel [Rhodovulum sulfidophilum]AB30
MKRRNSRAFGTVFRWLNGVLRVLRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHW
GWILVIPACGGLVVGLLLHRFTPDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVA
TWVSNRIHADGITGRDLLGCAVAAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALP
QTDRLAFYGELPAFLMLGLLCGLVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTS
AALTGTLVLHEAVVFCLLKSVAVSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAV
LGAPISTTMIVFEMTGDWQTGLAVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPG
AASPGACAELIGQGVMFEADTTLVEALPVFEKWGHGFVPVVARAAYGREPELLGALFHVDALRAYSRALATTAAEEHS
>OLS52477.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]AB30
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYANADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNASELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>OLS52478.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB30
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>OLS52479.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB30
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVIAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>OLS52480.1 hypothetical protein BV392_11020 [Rhodovulum sulfidophilum]AB30
MISCPVIAICGPAPLAGIPGPRRAAPPVPAGLLAAAVIPATTQAAFGPGAALTEPPSVSASRPIARPAGPGSTPEALSRD
GGAEGGEQ
>OLS52481.1 hypothetical protein BV392_11025 [Rhodovulum sulfidophilum]AB30
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLTRRRR
STGE
>OLS52482.1 hypothetical protein BV392_11030 [Rhodovulum sulfidophilum]AB30
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>OLS52483.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]AB30
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADTEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGPRVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPE
DLRLSYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>OLS52484.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB30
MAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDVVFNALHGRWGEDGCVQ
GLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAAN
APPQLGAEMPGIVLVESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAH
RALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>OLS52485.1 cell division protein FtsQ [Rhodovulum sulfidophilum]AB30
MRPVMPSYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>OLS52486.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB30
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>OLS52487.1 cell division protein FtsZ [Rhodovulum sulfidophilum]AB30
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQAQRPAVGARETVQEPPQEPSLFSGFDPANAGFAADERA
ETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGS
LINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>OLS52488.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB30
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSDGAARASLGPADTLEIDFEITFA
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>OLS52489.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB30
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>OLS52490.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB30
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLDTELDAVR
TAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARAGYDEAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDNPARVDEIARMISGDTVTDAARAAARSLLED
>OLS52491.1 branched-chain alpha-keto acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB30
MWKAVASNALTLFIVVLLFAGVLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEERETLLAEMAARQTALLDRLWETRAEG
LPLGSKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>OLS52492.1 beta-ketoacyl-[acyl-carrier-protein] synthase II [Rhodovulum sulfidophilum]AB30
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>OLS52493.1 hypothetical protein BV392_11085 [Rhodovulum sulfidophilum]AB30
MSVMSVMRLLALIAFVLAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLARVMSKA
GLEDGLPVVSGYIELVADRLRFVPSPPEAGAVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTGGARPREP
QPPRTGKPPAPQPVIADTAGQDRVDLSPPETGPGGPYPPGGDRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAMSKLLKA
ARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPEPGQRGT
LELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGASAAAMDHAAKA
>OLS52494.1 bifunctional ADP-dependent (S)-NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]AB30
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPERLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGLEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>OLS52495.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>OLS52496.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB30
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>OLS52497.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB30
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>OLS52498.1 hypothetical protein BV392_11110 [Rhodovulum sulfidophilum]AB30
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVF
FEDGRFFHLIAPGVRAEARHDCAPDLYRVCYDFSAWPCWSSCWEVRGPRKNYAMESGYRPES
>OLS52499.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB30
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDVVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADP
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>OLS52500.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]AB30
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLVALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPIARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>OLS52501.1 aconitate hydratase [Rhodovulum sulfidophilum]AB30
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>OLS52502.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB30
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>OLS52503.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>OLS52504.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB30
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>OLS52505.1 heme ABC exporter, ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB30
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDSASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISSFRARPRRIDSFDEAFA
>OLS52506.1 hypothetical protein BV392_11165 [Rhodovulum sulfidophilum]AB30
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>OLS52507.1 protein-export membrane protein SecF [Rhodovulum sulfidophilum]AB30
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTRFAN
AER
>OLS52508.1 protein-export membrane protein SecD [Rhodovulum sulfidophilum]AB30
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>OLS52509.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB30
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>OLS52510.1 hypothetical protein BV392_11185 [Rhodovulum sulfidophilum]AB30
MGLLLGKALRRGFKWRPDQGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAGPRDRAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFDPGKKPDSRSLRSDV
AILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRDCRVIVQSPGMAGLGCPVTEGISGAPVLQRAGRGWQ
VVGVISAALRGAGGIRSIAARPGAAFIAGQ
>OLS52511.1 hypothetical protein BV392_11190 [Rhodovulum sulfidophilum]AB30
MTANRARLVDWASHLWRPDFKRFTGFGWIVRLVVALIVLALAIIACGAAVLTLAQYVGALVLAQRFASVERQYEAIRNAG
LVLAGLIGVPFLVWRSIVAQKQVEVAEQGLITDRLNKAVGGLGAEKTVKRRLTHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDRDNVNVMEILCAYIRQNAPATSVRLRTD
>OLS52512.1 IS5 family transposase [Rhodovulum sulfidophilum]AB30
MFDLFWLSDAQMARLEPCFPKSHGKPRVDDRHVLSGIIFINRNGLRWRDAPKEYGPHKTLYNRWKRWSDKGIFAQMMAGL
AAEHGEKNAVMIDATYLKAHRTASNLGAKRGAWPPDRSHQGV
>OLS52513.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDSLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>OLS52514.1 hypothetical protein BV392_11210 [Rhodovulum sulfidophilum]AB30
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQISPVWASLLLWWMAAMAIWALIETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>OLS52515.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB30
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQQTPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQIKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>OLS52516.1 quinoprotein [Rhodovulum sulfidophilum]AB30
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVVGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>OLS52517.1 hypothetical protein BV392_11225 [Rhodovulum sulfidophilum]AB30
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILEALEIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>OLS52518.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB30
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>OLS52519.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]AB30
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEIEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGLMGLAMATAFFGLMRMLNPSYPAAGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQEWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTPDGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVMLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTITTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWSEPPGPTPPGQVAEDSKDSDGKGLRAAE
>OLS52520.1 hypothetical protein BV392_11245 [Rhodovulum sulfidophilum]AB30
MPDSARKAPIRGSAWTWIILGGEAVLVLMVAAWFLGRDDERKSDGPQAEQDAAVTSPAAAGQAPDAANPEAQTPAAGDRS
EAVPPATPLFAPPAFDLVRVTPEGSALVSGRAGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLAMLGA
DGRRTASEATVILAPNRSVPAAAGPAGRGAPGPEDVAGGPRPSQSGAPSSATIGPPPADAAAILISDAEGVRLLEPPNSH
EAPPVSGLTLDAISYDAQGAVRLAGRGQPGAALRIYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGRVAA
RIETPFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHV
E
>OLS52521.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]AB30
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>OLS52522.1 RarD protein [Rhodovulum sulfidophilum]AB30
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGRDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>OLS52523.1 1-aminocyclopropane-1-carboxylate deaminase [Rhodovulum sulfidophilum]AB30
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIGAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMDVYRKNRTLMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>OLS52524.1 peptidase M48 [Rhodovulum sulfidophilum]AB30
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAVQSDTQADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAESRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>OLS52525.1 hypothetical protein BV392_11270 [Rhodovulum sulfidophilum]AB30
MKLVLSLAVAVATATPGLALPLNDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAGTLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAARDGQLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQT
RLFAAGATLDADALERISAELGLDPAEVTTRMAGADITAKLAETRALAEALELGPAPAQVLRQTMVRGDVPAVALLRMVE
AIRRKK
>OLS52526.1 disulfide bond formation protein DsbA [Rhodovulum sulfidophilum]AB30
MTRMTAAALMALGLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLVRVNA
EDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQLAGDA
AYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGYVPLE
GMKQLVEDARAD
>OLS52527.1 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase [Rhodovulum sulfidophilum]AB30
MSLNSVRPWRSIDRRKTRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>OLS52528.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB30
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPASDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAGGQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKTPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>OLS52529.1 5-aminolevulinic acid synthase [Rhodovulum sulfidophilum]AB30
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>OLS52530.1 hypothetical protein BV392_11300 [Rhodovulum sulfidophilum]AB30
MRLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>OLS52531.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MNESDSSLLAAKGLIVTDLLVRPLRPKDVASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEIRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>OLS52532.1 ATP-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSRHGVRIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPWRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPTAEPDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTPRAWIEAIETALGPGASSSRRVAAARTAVEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>OLS52533.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB30
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTSEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>OLS52534.1 ATP synthase F1 subunit epsilon [Rhodovulum sulfidophilum]AB30
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>OLS52535.1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB30
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>OLS52536.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB30
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>OLS52537.1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB30
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>OLS52538.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB30
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAVGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>OLS52539.1 hypothetical protein BV392_11355 [Rhodovulum sulfidophilum]AB30
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>OLS52540.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB30
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWGSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>OLS52541.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB30
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>OLS52542.1 hypothetical protein BV392_11375 [Rhodovulum sulfidophilum]AB30
MGRGLPLAHGARSATSPQLVAGLLYLQHAYGLSDETVIARWVKTPYFQHFCCETFFQHRPPVDPSSRGRGRIGEESVEWL
LTKTIEAGREAGVIQERSAEAATVDTTVMEKAIAHPTDARLYEKARQRLVKLAREAAPELCPPHAPAWPARWAAMPMPAG
SSGRARACGG
>OLS52543.1 hypothetical protein BV392_11385 [Rhodovulum sulfidophilum]AB30
MKVQATSPRSRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYIDGAGEELVLVEVTAADGTILAETRDDRSADRGLLEVLSGRAIKSGAVVYSDDGLTIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMVMIAVLFLFLLVGATLLLRRMIGRPLDEISDAMAMVADGVLDRQVPDTERRDEIGVIA
RSLEALRGTLLDAKHAEAERDIDLTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSDQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQ
VARFQLQSGPSGGGSRRAERISVRDASVASDRSPAPRASQKRAVNDAGWQDF
>OLS52544.1 hypothetical protein BV392_11390 [Rhodovulum sulfidophilum]AB30
MLALRVVCLVLLGGGYACAVQAGEFDSQMRAFYEASVTSWSGAPQILDAVAAQNARTADMTQDDIDRLDRQWVAEIGAVS
EPLIESVTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQRTFGVGPDGMHFGEVEFDESSM
KYQAQISFTLVDPAFGRPIGAMTVAVDAEEFL
>OLS52545.1 hypothetical protein BV392_11395 [Rhodovulum sulfidophilum]AB30
MADTALRERIEGEIARADRLLRQKPKDKGRLYALHEPAVDCISKGKARVRYAFGTKVPVATTHREGFVVDTRAMPGTPYD
GQILRKALEQVEILTDTRPRRAFVDRGYRGHGVEMAASPAAR
>OLS52546.1 hypothetical protein BV392_11400 [Rhodovulum sulfidophilum]AB30
MKGTLGDALHAVLCGCGHNIRLILTQLRALIAEILRVILNAIATLITAERPSETQRALPA
>OLS52547.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSDQIARLSLLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>OLS52548.1 hypothetical protein BV392_11415 [Rhodovulum sulfidophilum]AB30
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>OLS52549.1 hypothetical protein BV392_11420 [Rhodovulum sulfidophilum]AB30
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>OLS52550.1 hypothetical protein BV392_11425 [Rhodovulum sulfidophilum]AB30
MAPLLAVEHPAPGVLRLVLDAPPDNALTAPLLDALDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGMAASLGTICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALEMMLSARPLSAS
HARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGPGPDGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTARARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLAEIEALLDAARLTAGWDEATRVRYRSRLSAGPGPSALTGCDAVIEAGSGTISERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMVLGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIAAAAREVLAVGTLRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>OLS52551.1 hypothetical protein BV392_11430 [Rhodovulum sulfidophilum]AB30
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>OLS52552.1 hypothetical protein BV392_11445 [Rhodovulum sulfidophilum]AB30
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGIDGGGFGAAPLDLSEDFPSVSA
>OLS52553.1 hypothetical protein BV392_11455 [Rhodovulum sulfidophilum]AB30
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAGDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPRETAE
PSREAP
>OLS52554.1 response regulator [Rhodovulum sulfidophilum]AB30
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>OLS52555.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRTRDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>OLS52556.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>OLS52557.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>OLS52558.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLENFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>OLS52559.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>OLS52560.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MNVKPDFNKNANQAATAPAFLSVYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>OLS52561.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB30
MTEHIYPPDPDFVSGAHIDSAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDDPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIY
AYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEE
LIDNRRNKD
>OLS52562.1 hypothetical protein BV392_11500 [Rhodovulum sulfidophilum]AB30
MGEVARLNAGSNGALGFDDYRRMVDTLLSGGSDPVITREPEGVWTHAIADAALNGIAKGREFTGLSRGACEGGPSVLIGR
GNVIY
>OLS52563.1 hypothetical protein BV392_11505 [Rhodovulum sulfidophilum]AB30
MMLPCLKETGGESPEDFPGCSLGVRSFGKEYPLLSWMAYPGMLTDGSHEAMTLLKQGFNVAPLLQEKADCISTMNCDEYW
QLLDTGSASEELISFKYEDRGVAKL
>OLS52564.1 hypothetical protein BV392_11510 [Rhodovulum sulfidophilum]AB30
MPEDLQDWIDDGQPLLVRGQHRRHPVDRHIGTTARDYLVRGEVGSAGLDRDLEISLTVAPLSTAT
>OLS52565.1 hypothetical protein BV392_11515 [Rhodovulum sulfidophilum]AB30
MVSVCRSFSDRAFSRSHCMGSAAASSCGLFTITEKKTMSTTAASDCQSKPNHITRIGAVPTMGRRYQIANRHVLPLQEGR
AVDGDGRQHSRAAA
>OLS52566.1 hypothetical protein BV392_11520 [Rhodovulum sulfidophilum]AB30
MLRELGALGFRAVNVRLARLDTTRGLILPPVILPPTSVIGAQIATGLPILWCDFVQTFV
>OLS52567.1 IS5 family transposase [Rhodovulum sulfidophilum]AB30
MHAICDSQGRPLNLFVTAGQVSDYIGARALCDSLPNVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRR
YKRRNRIEIMFGRLKDWRRVATRYDRCPKVFLSAIALAAIVIYWL
>OLS52568.1 hypothetical protein BV392_11530, partial [Rhodovulum sulfidophilum]AB30
LKLFGERIMSRDPDRQTAEIQIRIAIMNRFSALGRAEIEAIARKVTGKVIVRPINDLRNNAAQGAKAARPSARKDQTCDH
SVFTE
>OLS52569.1 hypothetical protein BV392_11535 [Rhodovulum sulfidophilum]AB30
MSERASSFRSARDLKTPVIQAESVDLLFQTGDGPPQAPSDASFDVRRGEFVSLIGPSGCGKTTLLRCVAALEHPTGGRPS
VNGMSPDNVRKQRSYGYVFQAAGLYPWQALPGTSGWLWRSWAIRRPSRRRGFGFIWRAFVTVILRLRRH
>OLS52570.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB30
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGVGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKSRA
ISAKGQQSAIDYNVFEGKQVKGLPRYTLSRGRVALADGEVTPQEGWGEFVRRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>OLS52571.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB30
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALETVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGSEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>OLS52572.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB30
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITKKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>OLS52573.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETASVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFDGADRHLAMLFRRLLAP
>OLS52574.1 dihydropyrimidine dehydrogenase subunit B [Rhodovulum sulfidophilum]AB30
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREIATVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>OLS52575.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]AB30
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVINGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDAAVEAVEFAYTRETGTGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHATLMAEG
>OLS52576.1 acetyl-CoA carboxylase, biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB30
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPASVVAQAPTTMQIPAAGGGAPAPGANAEAGV
EDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVEYGTPLM
ILE
>OLS52577.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB30
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>OLS52578.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB30
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>OLS52579.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB30
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>OLS52580.1 elongation factor 4 [Rhodovulum sulfidophilum]AB30
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAEDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
ADFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>OLS52581.1 hypothetical protein BV392_11605 [Rhodovulum sulfidophilum]AB30
MRADAAMSGGEGESVDVFLRPLWPGVALPVGLARQYERLRSFWKDDAPVWTFWQSWYKDMLAGRPVDWDFLRQVVLLPNK
DWEAGPERIASLIGEMRPEVSPEPVRRDLLERQAARLVRKAAVMEVTAAGVAALIDETVLEYLREARTNCLPDEFLLLNT
IPPILRRIASEVGHSAAAGSGGALPAELARLKARVVELEAELSALRARSSRGLFSKALCEAAGKSLGDWKMWAALIGGCY
VLLGDPVLTDRLPSLASTVRGLFPAPDVPYPSDVVMPPPGIDI
>OLS52582.1 acylphosphatase [Rhodovulum sulfidophilum]AB30
MTDRIAIRVRVSGRVQGVGFRAWTVAQAAALGLSGSVRNEADGAVLALLTGPEDRVARMLDALQEGPAPARVATVETTPG
DWPAETGFRILR
>OLS52583.1 hypothetical protein BV392_11620 [Rhodovulum sulfidophilum]AB30
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>OLS52584.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB30
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>OLS52585.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB30
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>OLS52586.1 magnesium-protoporphyrin IX monomethyl ester cyclase [Rhodovulum sulfidophilum]AB30
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>OLS52587.1 carbamoyl phosphate synthase large subunit [Rhodovulum sulfidophilum]AB30
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
NAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETARILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>OLS52588.1 anaerobic ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]AB30
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>OLS52589.1 hypothetical protein BV392_11660 [Rhodovulum sulfidophilum]AB30
MTMIDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>OLS52590.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB30
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGVAADLRC
TVHPALLSAADLARMDDDLAALSLPPARRQPFRAEGCTDPALCRTP
>OLS52591.1 hypothetical protein BV392_11670 [Rhodovulum sulfidophilum]AB30
MPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIARGLSEF
RTALEATPGGFAPVLAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVIYSVVKE
ADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGARLGVIAIQVPIGKLSAMVT
MASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVDFADWTL
VVELDRSEFLAALIAFRNSVIIFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEIGAMGRD
LSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLIGAVQVN
ARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTNSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEATGAMSE
IQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQVETGVS
LVNRTGAALQDIASRVSRISEHIDGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADKLLTLVA
RFRLGDDVTATTAAKPRRPSAPDAMERALNERPAPQTSMSAGWTEF
>OLS52592.1 hypothetical protein BV392_11680 [Rhodovulum sulfidophilum]AB30
MRLACSLETRDAASNRDMLGTSDVAAGVRRSLSVLRDAGLDVTVGAVITRLTADAALAQELS
>OLS52593.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRVAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>OLS52594.1 hydrogenase expression protein HupH [Rhodovulum sulfidophilum]AB30
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGNVQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVIDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>OLS52595.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSDGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>OLS52596.1 hypothetical protein BV392_11700 [Rhodovulum sulfidophilum]AB30
MSYPGHPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDILLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>OLS52597.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>OLS52598.1 hydrolase [Rhodovulum sulfidophilum]AB30
MTHPSPDLLVDGATILTSDPARPYLKTGWVEVTAGRITAIRDARPERVDPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHSLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTEDDIARLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLEAEIGSIETGKRADMVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>OLS52599.1 transporter [Rhodovulum sulfidophilum]AB30
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>OLS52600.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]AB30
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>OLS52601.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]AB30
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>OLS52602.1 hypothetical protein BV392_11730 [Rhodovulum sulfidophilum]AB30
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGVRLAGFRQGRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>OLS52603.1 hypothetical protein BV392_11735 [Rhodovulum sulfidophilum]AB30
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPEPEPKPEPKPVSRGNSDRNARVGQAAGSERAQAASSG
RGGASAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPA
PPRGAQRSFSIRIEGR
>OLS52604.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB30
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>OLS52605.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB30
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>OLS52606.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB30
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>OLS52607.1 hypothetical protein BV392_11755 [Rhodovulum sulfidophilum]AB30
MERSMGISHLGTAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDGQGQVER
LTLFDFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>OLS52608.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB30
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>OLS52609.1 hypothetical protein BV392_11765 [Rhodovulum sulfidophilum]AB30
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKTNAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLAEALHLGRAARQRIHKAMRLPQVLA
>OLS52610.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB30
MVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVGEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWPIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRGSAGPAPDETAFRKAATAFG
YGAGWETGHVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGPAGA
>OLS52611.1 hypothetical protein BV392_11780 [Rhodovulum sulfidophilum]AB30
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTSRETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>OLS52612.1 aspartyl/glutamyl-tRNA amidotransferase subunit A [Rhodovulum sulfidophilum]AB30
MSDLTRLTIAEAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>OLS52613.1 asparaginyl/glutamyl-tRNA amidotransferase subunit C [Rhodovulum sulfidophilum]AB30
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>OLS52614.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB30
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAAAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>OLS52615.1 hypothetical protein BV392_11800 [Rhodovulum sulfidophilum]AB30
MDVVERIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFVQESRIARYLEGQDQRALACPPQPGHKARHRP
>OLS52616.1 hypothetical protein BV392_11805 [Rhodovulum sulfidophilum]AB30
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVVMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASVADVGP
ILGFILLYVFVANRAYWGLALWPSLGLTALFIPYAVLAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>OLS52617.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB30
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEVFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>OLS52618.1 tRNA-specific adenosine deaminase [Rhodovulum sulfidophilum]AB30
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAANGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>OLS52619.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB30
MDKTGKEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGEAPPG
>OLS52620.1 hypothetical protein BV392_11825 [Rhodovulum sulfidophilum]AB30
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARKDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>OLS52621.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB30
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEDLDKMEAELRDTLASAKSRALGAGAATGV
>OLS52622.1 hypothetical protein BV392_11840 [Rhodovulum sulfidophilum]AB30
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPE
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDPSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>OLS52623.1 antifreeze protein [Rhodovulum sulfidophilum]AB30
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPSEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPPPAEHVWHIAENGQT
SGPFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>OLS52624.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB30
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>OLS52625.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB30
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLTAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARALLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLARAGALERPALAEGLPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>OLS52626.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB30
MRALVQRVSEAAVRIDGTAIGEIGPGLLVLVCAMAGDTETEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>OLS52627.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]AB30
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAKNPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRTDPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEVHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGTPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLVFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRSGFDACLDFAATGGYALRAYDRWQRLKQAPAGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRRLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVEAPSDLLDSNSLHSAFAEWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>OLS52628.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB30
MTGHDFTLAGARLTARASGALWWQDQSLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPDPAVRRLSALMAGRHWIWIAGNHDPAPVAPGGSALAETRIGPLHFRHIATPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMGPEALAVLTGQKALAFPMRR
>OLS52629.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase [Rhodovulum sulfidophilum]AB30
MNATLIDGKVFAASIRERVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPSVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>OLS52630.1 chorismate mutase [Rhodovulum sulfidophilum]AB30
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>OLS52631.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB30
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIECLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>OLS52632.1 cell division protein FtsH [Rhodovulum sulfidophilum]AB30
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>OLS52633.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB30
MMRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQR
LTSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPDMPAPAITPAPDSTGSTDGMELAVGER
ADFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLG
LALKDLGQSREACVTLGEVRNRFSGSAEAQQATSAMGTAGCN
>OLS52634.1 peptidoglycan-associated lipoprotein [Rhodovulum sulfidophilum]AB30
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>OLS52635.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]AB30
MMLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPR
EAFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVY
SRITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVA
TGQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGK
QQLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMF
TRETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>OLS52636.1 hypothetical protein BV392_11920 [Rhodovulum sulfidophilum]AB30
MTITLTLTGPATPEVRAAAAELLETLSGQSPTERPSPGSGEERRDIGLGIAIVGVVLAVPGAVLATLDVRDRLRKRRELA
PKVEAVKRVLVETRADGTIRFEETVISLTGLDTDQILDRLLSDRRK
>OLS52637.1 hypothetical protein BV392_11925 [Rhodovulum sulfidophilum]AB30
MRSNRLDDNHRAQLLSLRADVLQARGDLDEALRIRSEEEIPVYEALGDRRSLTVTKGNIAAGMAVQGDVDGALDMHLSRL
PDATAMGDLDNLVHIRFSCAQLRLDRGDHETGGIQTIYDELAEAWTGANRIGRPDSIGAIGHLLGQVLAMGGHRNEATEV
LETAAAAWDRLGQAASANQCRELIEMIKGMPS
>OLS52638.1 hypothetical protein BV392_11930 [Rhodovulum sulfidophilum]AB30
MKLCIDARDGQVWRHVGDHSAPLPNCLQPPRDGAPPETPLGLLEDWARRYDRAVRFGDPDQLPAIGSELLAWLDQGGALQ
AWISDGHRELEVLGTGGDAVADALLAAPWEILHDKTAFLALDRMKNFLPLRRVVPEGPGAAPGHRDLSMLFMAAAPEGQH
ELDYEAEEVAILEATRDRNTGRPLVHLAVEESGELEVLGDRHKTAGPFEILHLSCHGNIGKVGGETRPVLLLETATGGED
IVTPEKLTDALGQTPPPLLFLSACRTGQRGAASDGLPALDGRREGLAEAAASFTAAPRREAAAPAPGLTEPFARQMALRV
PHVLGWDGSVYDADAAAFAQALYAGLARGETVAYAAARARHGVTDAAAQGRAPGQHWHLARVYLGPGGGGRLCDPAKPAR
PAPPPAAPRFLDAEKRIRVAGRGEFVGRRRQLQHLRRGFAGEAPGALIHGLGNLGKSSLAARLADRMEGHQLAVVVDRYD
GLSILGELERVATPLLGKVFKSFKDQNAFQEEFTAMREAVRGDETHLAGALRFLFDEVFAAQPVLLVIDDFEQALEDPAP
DRPKVLPRAALRPALGALLDAFREHQGPSRLLITSRYDFAVPDGAGGDLAAWLIRVPLVGMRPRERQKQWQAKARAAATE
ERIGTADPELVDAALAAAAGNPGLQDVLTRPILGDEAEAARAAIEAIMAFRKTGTAPEEGNAALAFFTRMTFEKYETALT
DTERLVLAAASLFEEEVPVPRAAVAAAASALGVAAPEPALDRLLALGLLDDFGAMAGWDGMPEVPHLAANPLARPLAPPL
DPATAATAADAALPELARAWRGAEGNFPFDGRGIAACRLALAAAAPDPEVLEAAALAAVVFLFVRHGLAPQALALAIPAL
DRLAELGHTPGYLLFGHTINAAGQAGEVGLQEQLLD
>OLS52639.1 IS110 family transposase [Rhodovulum sulfidophilum]AB30
MGSKTRQDFAAVAVIWMDIGKDVFHLVGFSSDGSLVLRQKIKRLALVATFQTLPPCFLGMEACLSARFVSRTLRGLGFEP
RIIPAIYVEPFNKGQKNDDNDAEAIAEAALRPNLRTVSEKSQDQLDLQAPHRVRSRLVSRRTATINWIRAFLIEQGIILR
KGLRVVRNSLLSLLDERQDEISPRMRHIILDLHDDWMRLDARIEAVSEEIERIGQSEAHCRDLRTIPGVGPIISTALVAA
AGKGEAFESGRDMAAWVGLVPRQYSTGGRTTLGRISRRGRRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMHRN
KLAVALANKLTRIAWAVLRYGRGFDARRDTVAEAL
>OLS52640.1 hypothetical protein BV392_11940 [Rhodovulum sulfidophilum]AB30
MQKLFTLLVAISLASAVRAEPIVRFESATVINDVHDFSPDGNLFASIVSQDGEEYLEIRETATGELVTRSPKRVNRTFHP
GWYHDGSGLYTDARSDESLVHWDGKSWELMKVDGLRYGGVSGGRGSLSPDGTKFSLHTYAGDIAVVSLENSQLQDVEISE
RRSHVSAWSPDGRYLATGHDGVVILLDTETFCEQKRYEGLSSNVYETAVVDTLEWSPSGRFLAIGSLYGAGYLVEPDNAE
GGVIDLRNGVDYARDIRWVPEAKPSWRNLWRKQRDTLTYRGTKYGTNSENAEQKESSRYYQIWYDPEAGQILNKTELDCT
GKRGMSTTVQTVLEHGAVVFHCEKPDLERGVMVNSVLVVDPEGETQEHELPLPVDYIEVSQDGRFAAMRETGANPPVISL
WRFDDLLRGN
>OLS52641.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MNDMVSIPREEYERLREAAEDLEDILAYDRAKDRDEESVPHEFVTRIIDGEHPVRVFRDWRGMSAAELSRASDVNRVQIH
EIETGKKNGSAQTLKKIADALGVTVDDLI
>OLS52642.1 hypothetical protein BV392_11955, partial [Rhodovulum sulfidophilum]AB30
MSTMPKPSPTRYRRTNWFAYNAALRQRESLSVWFDPDTVWHAGKTGKWGRPETFSDAVVQTCLTLKGEERPGNDP
>OLS52643.1 hypothetical protein BV392_11970, partial [Rhodovulum sulfidophilum]AB30
MAMLFPHLPFHPDETPLSWAARSAAFHTGGHLVPFLNDLGIDLWSLKRGEECALARLCSISGQERAPVAHNAVTALGDRQ
YALRGERFAAEFLAGPVTRFCPSCLAEDAAGAARPATRWRHRLIWTLSVVRVCPVHQIPLRSHRGGNWDDGAHELQALPW
ENDALAVGPLASLRPSPLQDYVVARLAGAFGPAWLDGQGIEQAVRATEMLGAVIAFGSGQKASNMTESMWDEAGRAGWAV
VSEGEAAIRTTFMDLLKRAETNPGSVHPKTAYGMLYAWMSASRLTKDPGSIRPLLREHILDTVPLTKGQILLGSPVEAPR
VSSVAKIAAGELVHPMTLRNLLADQGVISASDREAPCGHIFLRYDEARASIRMLKHAVPVSRLPELLGASRPMVAALLEI
GALTRLAEVEAASSKMSKAVDGLEMAAFLERMQVRLPEVAEKPTTMVTLAKAAEKGRVKLSVILSMLLQGRLLRACRLAG
AAGLAAVLVDPQEIKAKLALPRPGMSGELALIILGFDPSRGRRVFCHPEAAPLIASQPWGEDVWVSPAALENFRQKYVTK
KRLPLVMGARPLAIEKLLRERGVMACCRF
>OLS52644.1 transposase [Rhodovulum sulfidophilum]AB30
MSHHAQTARTLEHLRSLHVGSDMDAELMSQLARLLKRDDDGELSPEPIRFTRTNETRGIMVVGGAGSGKSHLVHRALMKF
PVLAEGEYGRPRFLECSVPSPATLKSMVLEMLEKSGYGTVSPTRQVWSLVQILRERMRVTGTVVLWIDEAHDLFCADRNL
ILRALKSLMQGDDAVIVVLSGTEELAQVIRTDPQVQRRFSTVAFAALVPELHGDLFQQIVGDYCHRAGLGAPVEADLVGR
VFHGARYRFGRAIELIVRAIEVALHAEASDLTIDHFARAWAMHEGCPADQNVFYAEQYRLLRLDQASEDAPRVSTRRRG
>OLS52645.1 transposase [Rhodovulum sulfidophilum]AB30
MELNFNIDNVRYAFGKLDRVHINGMACKVIYHSEEGYVFGADDSEALAHSYSHEQLSRLGAQGRIRVELGYYDPASARKR
LVQSASFIDDLPFKTRVRLSKKDAYCEAILELRRDGLIKMTDESLDANMALIKGKALAYAGKHTRVGDRKLDISGNFDEA
PSPRTLRRWLEAKEELGLVGLGDAMHRRGNRTPVMGPEELGLLMTEVRGYLSPEKPTIKMIHEGVQIAFAERNAERVKVG
LGVLTTPSRETVRRAVRELDPFQVTLAREGEAAARKKYRPVLSGLDLTRPLQRVEIDEWQVDLIALMNDSGMFGLLTDDE
RAAMGLNKDKARWWITAAICCTTRCILSMVLSRQPGGEAATQAVQMIMTNKGKWADAVGALTAWDMHGRPELIVPDGGLA
FKSERFRFACADLAIATEIAINGVPEVRGTIERVFKTFVLDLMPRLSGRTFSNILEKGDSDPTKRAALTVDDLTFALVRW
VVDIYHNTPHRGLDGETPIACWRRLSTQWGVMPPPDMHTARTVFGQHKTATLDKTGITILKVRYHSEKLAAWLRREGSCT
VNVRWHPKDIGAVSVQLGDRWHEVPSVDASLEGVSAQTWLTATRTVRAGNPKSNRLDLPAVRQGIKAIEERNEAAMASAS
LNLEDWSAEAFDRAEKNVLAGVEFHERASGPQNDSELGRAIRDHVEPSDAAPPAQRTEAERAGSAPKTQTTLNIEED
>OLS52646.1 hypothetical protein BV392_11985 [Rhodovulum sulfidophilum]AB30
MSYPFLPGGICLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFEWYDADG
EYYTHYVDLVCRLRDGRGIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALRDRIGMEGTGLRAVVRHIGSGHLQLLRREKISESSQVIRVMALH
>OLS52647.1 hypothetical protein BV392_11990 [Rhodovulum sulfidophilum]AB30
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAATDMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDDHIQWEANCDAGGGSKLLDALNRLPVGGLELHRTFGAFCGHWLEEGFNGADEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARGGAS
>OLS52648.1 hypothetical protein BV392_11995 [Rhodovulum sulfidophilum]AB30
MIGPLICIAGMVISVVGSGHCWLVYRNFARSARVDPERVRRFLESAPLHRLEELKAKRPVCQCCGAPLRLQEG
>OLS52649.1 hypothetical protein BV392_12005 [Rhodovulum sulfidophilum]AB30
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>OLS52650.1 chaperonin GroL [Rhodovulum sulfidophilum]AB30
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLVGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGVGSEMSDMGGMM
>OLS52651.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB30
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDIKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>OLS52652.1 hypothetical protein BV392_12025 [Rhodovulum sulfidophilum]AB30
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>OLS52653.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTTQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQNPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>OLS52654.1 DUF3309 domain-containing protein [Rhodovulum sulfidophilum]AB30
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>OLS52655.1 CsbD family protein [Rhodovulum sulfidophilum]AB30
MDKDRVIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>OLS52656.1 hypothetical protein BV392_12045 [Rhodovulum sulfidophilum]AB30
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>OLS52657.1 hypothetical protein BV392_12050 [Rhodovulum sulfidophilum]AB30
MEEHFWTSGADNARTTTANNTVMIFPYPTGILQGDQIWTHLRERTGWRSVVMAERRVMRCRDIAILTYRVSAEKPDVPIY
KALCASTYLNDDDTWLRIFHQQTIVA
>OLS52658.1 hypothetical protein BV392_12055 [Rhodovulum sulfidophilum]AB30
MTMAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWTETADLVTLGRDAACTRLGILLARFRDVPALAS
DYGRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSGE
>OLS52659.1 hypothetical protein BV392_12060 [Rhodovulum sulfidophilum]AB30
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>OLS52660.1 hypothetical protein BV392_12065 [Rhodovulum sulfidophilum]AB30
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDAFMDAGLATMPGTDAPDRDIAQACLAALEL
>OLS52661.1 hypothetical protein BV392_12075, partial [Rhodovulum sulfidophilum]AB30
MPKPPPTRYRTTNWSTYNASLRKRGSLSVWFDPDTVWHAGKTGKRGRPETFSDAAIQTCLTLKGEGRPGNDPGDRFSPER
AEPRHGRPSAAADGRA
>OLS52662.1 hypothetical protein BV392_12080, partial [Rhodovulum sulfidophilum]AB30
ETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDSVLAEQPSQATRPDPAAESPVPEADEAAPEEAATQTVT
EAEEQPETGLAMAASPRPRTRPNRPAAPPPEEAAAAPEAPEEPAEPVSEEDDLADAVADAVADAMSEPAAAPEGTGGAGR
AAS
>OLS52663.1 hypothetical protein BV392_12085, partial [Rhodovulum sulfidophilum]AB30
MLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAPEARPQRPAPPVPQEASEPD
PAPEALEPPAEADVAETVTAP
>OLS52664.1 protein TolR [Rhodovulum sulfidophilum]AB30
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>OLS52665.1 Tol-Pal system subunit TolQ [Rhodovulum sulfidophilum]AB30
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>OLS52666.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB30
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>OLS52667.1 hypothetical protein BV392_12105 [Rhodovulum sulfidophilum]AB30
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLSIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLVRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>OLS52668.1 Holliday junction branch migration DNA helicase RuvB, partial [Rhodovulum sulfidophilum]AB30
MTGPDPLLRPEAHPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLA
>OLS52669.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB30
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSSDPVAGEVIAPADPAPR
AGNKTRTKAPASAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>OLS52670.1 crossover junction endodeoxyribonuclease RuvC, partial [Rhodovulum sulfidophilum]AB30
AQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLAAALARAGA
>OLS52671.1 crossover junction endodeoxyribonuclease RuvC, partial [Rhodovulum sulfidophilum]AB30
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGL
>OLS52672.1 GNAT family N-acetyltransferase, partial [Rhodovulum sulfidophilum]AB30
LPQATGTEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPLAVLPSRHGEGFGSALMAEAIRRLR
STCKGAALVGDPGYYARFGFRSYPGLGVGDCPPQFVQALPFDAAEPEGELHHHAAFGLTQEG
>OLS52673.1 hypothetical protein BV392_12155 [Rhodovulum sulfidophilum]AB30
MNISRNEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>OLS52674.1 hypothetical protein BV392_12165 [Rhodovulum sulfidophilum]AB30
MTQPSLETVKTQAKALRQALQAQGTAISHAQALELIARQHGARDWNTLHARLGQRNAPAELALGSKVTGHYLGQAYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVIIAPS
>OLS52675.1 hypothetical protein BV392_12170 [Rhodovulum sulfidophilum]AB30
MADLTGAASKTLHPPDHFKRIDRLLVAPMSSRTMSAPKMVKMSHYAGDDRFSTIDGEGIGGVTPAMKLKMAA
>OLS52676.1 hypothetical protein BV392_12175 [Rhodovulum sulfidophilum]AB30
MVLDNECQHGSRWQAITSIAAKIGCSANTLNDWVKKAEIDSGKRAGVPSDMAERMKALERENRELRQANEILRKASAYFA
MAELDRRSK
>OLS52677.1 hypothetical protein BV392_12185 [Rhodovulum sulfidophilum]AB30
MTKIKFIDARFADPDENEFALKRRFEWHLRKLRALQEGLSPKVPGDFEDELRWNEELTAVRLSEKDRNKVLRRARRVMGA
RAKASGLSHLSSDDRRALEVFRGGADLVSITSEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRVGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLGLPRCGIEGTAEQASFVVNGSQRGWSSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTN
GRTYGLTEGLLPLLERSSAVAWKCPYYQVGFDMSWISWVLTSNSLRTLSAPFLSRLDILRLVGPGKGDLISFAEREGARR
GLSDAALGAICEVIDQIAEAHEINLRHVSKMLSRAEAMASSPLSH
>OLS52678.1 hypothetical protein BV392_12190 [Rhodovulum sulfidophilum]AB30
MARSITDEEIGLIKALLARGERNVDIQFYFNRQDRPVNSGRISQIRNGTYGPNVPAASQDDLAAFLDNFKAAAIGIANQG
AATLTIAERAAQRFELKVDGNWYLSDGETTDQECKAEFDPKRMNPLVRAIAALANNKGGFIFLGVSNAGCQVVGLPDDVF
ENTDIVRISDKVKTFLVPTPDFVKETIQIGGMNVGVLYVEKYSVPPVVVCRDSDGLEDGSILFRYPGQSSKIKFGDLHAM
LRERDQASQSVLLQSAQRLADIGTDRSLIVDTNAATMETSDMKLTIDRKLADQLDFIRQGEFEEVEGAPALRLVGDVKAV
DADGEALERIEGRALTADGVLQAFLTKAHVRTPLDYVTVSAQVQRQWLPMFCFLNYAGATKAQAIEALGGTVAVYANSKA
NALERLRGERSAFSAAGGQAVPILARMIDGDFAGLLEEGDDRAIARAIQALPDGFDNFEPVYDLLLNLFDGAGPDSARKG
GVFKASARLDELAFLPLVADE
>OLS52679.1 hypothetical protein BV392_12195 [Rhodovulum sulfidophilum]AB30
MIRRLPILVALVPGETPASFASRLAWANGLSFASEFCADQGFALQSLADGEERALSILAQLGGVDRAELLRGLVTKTSTG
QYLVAGQLIEKRWITRRRLRFCPKCVAEDIAASAVGGAPQRCAWHIPSIRACPQHGCRLHEDESYSHSRGPHDFAGRIRD
LGLEPEQLEQLVVPKAPTSLESYLARRMAGERQDRWLDDLGFGAVALGAEILGIVDLFGVGAKPKFLSEGDKCQAGARGF
EILSRGERGLRDLLEAIHRDAGAPVSLSRRHYGCLFNWLEQSHADQYEPLRAIVRDFMAETYPIGEGDMLFGKPCAARRV
YSVEALRRDLGLGYRQTLELLQANGFLTSGGDVGKSALLDARALKPIVERFTGAICQVAAQRKVNAPRAQFDALVAGGIL
SPIAGSPVGRPYYDEGQLDAFLASIRPRVEVGEGGGGAERLVGIQTTCRKAVAGAADVVRLIQKGALKTVAKSSEESGYL
SVRLDPQEVAEALRLLKPEGYLRSTLARYLGINESAVRYLVETGYLTQARARHPLSRKSIKVVTYESVDHFLERYVPCKH
LAEFEGEGTRSVGDQLEAIGLKPLALSPAGKGRVFLRADVSCGREEREKGPRFRHHDEIAWPDL
>OLS52680.1 hypothetical protein BV392_12200 [Rhodovulum sulfidophilum]AB30
MTRISREEVSHIVADLESRFIAHDAYRDLHDQIDDIFYRRKAHMAAGRMPAERGIAVIGNAGAGKTVSTKHALEQHPQIS
YGSPRREALTVRLETGATIKGVGVDTLDAFGYESKSERNAHSIWQQVMRQARAHKTLFFHFDEAQHILRSKSKHDLDQVM
LVWKSCLEYATWPVSLILSGTCELLDLINRDDQLKRRFEPVHFAPMTYAAHGHEVVGVLEAYLAAAKLGRGRSVLAASSV
QRLLHASRYEFGLTTRLIIEAIKIALLEGSASVEQAHFATAYRKQKGCVDALNPFIVENFRAINTGQLLGGADLEAPPVK
TRGAA
>OLS52681.1 hypothetical protein BV392_12205 [Rhodovulum sulfidophilum]AB30
MNEIIRLEPYSQIRHGGKASLVVDQGPLGVTVTREADGKIAFDELTYDEINDGLKTGHIVVLDGYHSEEAARQRTKFGEQ
VVSQLPRKQRGKVFFRQTWCDFFLDAEAREEIGRDWRDVDAWILKVSPQIARHIPQPEGPAQKRKYCGKKRLRNEIDPPS
SSALLRWVRKYQDAGRSVLALIDKRYLAGRTKVKFGPESAALLRKCADRYASFKRPSKKSVIRQTKRAFRLANAFRVDRG
LPALEVPSDSTIFREINRLEPYYVMCQRQGLEAANRHFAIIGEGLNVLRPGERLEVDEWKVDLITFFAEAGVFGHLSEEQ
IKTSPKGRRWIYVVIDVRTRLILSVKVCAAPNTEDAIAALDLATRDKTELAKLFGCKLPYWPGTGFETVASDQGVAFANF
DFRAAVTDLRGTVMFPPAGVPKLRGHVERCFRTFGVDLMQCLSARTYSNIVEKGDFEPEDYAALADDELTRILVRFVVDV
YNNKPHGGLGGQTPLNCWRELCSTVGKPRQPGRFERLGAFGRKYTRTISGRGVRFAGIFYTCQAVEDYFLSNPDLEVEIR
VDHEDLGLIEVHLGGVWVVARTRAKGFDGLSLDLWTEACTNLRRRFEAEAELTQDVIDQALADFSEEDRAASQRLGISAL
APTRAEVERNREQLWLGLDVVAGHSPAVSRKKRGLLSGVIPKAENALPAPLTVLPSEDVVVSAPSSQRPRWRMEEGE
>OLS52682.1 hypothetical protein BV392_12210 [Rhodovulum sulfidophilum]AB30
MEKEIFVAPRASRSTRNLSERSKARTYVETGAFRPYGGESQKVKFDSLGEFDAFVTTTAIYRVADMVEQPSAIEYVDVEG
RPRRKVIDQLYTFADGTKVAAEVKPAARAKAQNLEEQLSFVAAAMPPEFAETLVLITEENYDQWEALNARRLLAYRREDD
PEAASIIAGLAAELELPVSIRELIARAAIGGRAWPEVFKAIYAGVLRPLEDGIIDLEMPVEGASK
>OLS52683.1 hypothetical protein BV392_12215 [Rhodovulum sulfidophilum]AB30
MDANKMRQQIVKLHLGVSGTTITEFAESIGYSRPAVSNVLAGRKRSPRIEAAIAERTGFRADDLWPAPGVRKTGGQKG
>OLS52684.1 hypothetical protein BV392_12220 [Rhodovulum sulfidophilum]AB30
MHVANWYSADLHFGHHRIIDFCKRPFASTAEMNATLIANFQACVRHDDDLWKPAAGQASGSWRRSFPHRSKRKRPKGERC
ARICLPSVFALANGCFSTESAESSRSPQLRRLHFGQAKAAFQSLTDPNLNAALGTKGRLCAETG
>OLS52685.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB30
MNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMISLDLMCEQGLITALGWRSRACTLGMASLGLVTEVA
VGQCRAEVAAAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>OLS52686.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB30
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>OLS52687.1 hypothetical protein BV392_12240 [Rhodovulum sulfidophilum]AB30
MNDAIDSQQEPDAVRAAVQAQIIECLNRFYAMEAGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSVYIAPTERTSVRFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>OLS52688.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB30
RRTKVRTPKTNGFVERFNGTVLEEVFRVKMRETFYETVEALQADLDAWLFHYSTERPHMGYRNMGRRPIETVMSFVSQEG
>OLS52689.1 aldolase [Rhodovulum sulfidophilum]AB30
MSFRDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEACKHAGCAVGLFVGDAAAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMAAR
>OLS52690.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB30
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIVRAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVRMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>OLS52691.1 hypothetical protein BV392_12265 [Rhodovulum sulfidophilum]AB30
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTKATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>OLS52692.1 hypothetical protein BV392_12270 [Rhodovulum sulfidophilum]AB30
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGRTWLHRGHNFLVALSHAAPGASFDRVAQADEYCV
LLPKGGATIEWNGAVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDILALCGNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>OLS52693.1 hypothetical protein BV392_12275 [Rhodovulum sulfidophilum]AB30
MLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDMRIFPNRQLGDDKQLLEGAVAGT
MDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSIDRNVASIE
DFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPWHMTTLMS
ERFFEGLDEEERDVVVEAGKMSSAATLEYAKQQDLEGREELAARDVEIAELTDLSEMRARVEGLTADWSSKDPLIAAMVE
AAAKSA
>OLS52694.1 hypothetical protein BV392_12280 [Rhodovulum sulfidophilum]AB30
MAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLDFVPSLLSARLRWGLRAVMAVPILAFL
AVMTWYGWDFAERMGPQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAGHILTGLVVDFHRQVILNLGEEDAALA
QTSEMT
>OLS52695.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLVYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>OLS52696.1 hypothetical protein BV392_12290 [Rhodovulum sulfidophilum]AB30
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>OLS52697.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFGSKDDLVRALIERWTCQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADARAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLNT
>OLS52698.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGATNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LTGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>OLS52699.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIAAVGALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAEMIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDADMIV
VMQHGRMVETGPHAALAAKGGIYAGLLAGA
>OLS52700.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLTAVGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQTDD
>OLS52701.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>OLS52702.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB30
MSQFFILRPVFAWVIAIFIMLAGIVAIPGLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDAAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQRLSPQAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIAVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSVRKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSANQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>OLS52703.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB30
MARRNILLLSFLGLMAGTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIMLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLATAG
IAEARAALEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPAGDLDAVLMAAEEGLGP
VRIVRDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGTQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLTPGEVVAIRGQNRVPEGVAVSVEARPAET
>OLS52704.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB30
MSGAAPAEAALSRRNLLRGKLDGGPAVVGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGNLWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAEDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGIAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGADPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWHAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGPKAQDT
>OLS52705.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB30
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAALRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>OLS52706.1 hypothetical protein BV392_12345 [Rhodovulum sulfidophilum]AB30
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYLDEYPEQDLVVQLARTSERFYVRLRWVDPTRDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>OLS52707.1 protein DdhD [Rhodovulum sulfidophilum]AB30
MTAQTRCPPTHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
VGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>OLS52708.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB30
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>OLS52709.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB30
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRRHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMETLTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
SGEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>OLS52710.1 hypothetical protein BV392_12365 [Rhodovulum sulfidophilum]AB30
MPREIGPTPRTDQLCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDY
AADPRFARLREVAIRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTR
LRDMQSRNRAVTLEKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDL
WSCENPEGCDALWIDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPL
HGVLGAAELLRDSDPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVD
FRIETTTRLPAWIDIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGA
TTPGQGETSGSGLGLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLRCLIVDDDAI
SRFVTVEHLRRLGAEPAEAASIRTALDRVAGREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGG
RSAFDAVVAKPATSDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAE
IAHRMASSCTTLGFVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>OLS52711.1 hypothetical protein BV392_12380 [Rhodovulum sulfidophilum]AB30
MARDARKARKAARRKAGPAAVVVALAIAAGGVWLEQPGLYQDMMASHVAARGERQSITLEDGSTVLLDAGSAIAEDFTAC
ERRVRLLRGVWVFDVAKNGPPSSSRLRAARCACRERASTSGCWTRAAWSRWNMAWSRSRPGARTAPRLRCWNRVSSW
>OLS52712.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRSSVMKKLGVQNAAELVAKMIVQN
>OLS52713.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB30
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIASPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALGFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>OLS52714.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]AB30
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRPDIREVALGNPVAGTKEIVPPARVEDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>OLS52715.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAIARHAGTGTMKRPIEIAADL
>OLS52716.1 TRAP transporter small permease protein [Rhodovulum sulfidophilum]AB30
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>OLS52717.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPRASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>OLS52718.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAQEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEG
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>OLS52719.1 hypothetical protein BV392_12425 [Rhodovulum sulfidophilum]AB30
MRVVAMICLVLGPLVAAPVLALTGRPIQTATTLLVIGPMNGLPDILRRAGGRLIGPTRAPFALLAVADDHPEDFPDRLKT
EGAWLVLDGAIAAQLCGV
>OLS52720.1 chemotaxis protein [Rhodovulum sulfidophilum]AB30
MADSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTIGLQRRGGGMARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVIVHHALLTFFLPTLIYPSSGLLVDLGRLALHGTVWVAET
GGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQLNLTQKEAEQLNVMEQFSAALTKLAKGDLATRIETVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDEISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISVLINDSARQVQNGVELVDNAGTVLRGVLEAVRTASDSMQNIASTVGTHSQGIVDLKHTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQNASEQDNSAPLLCQIA
>OLS52721.1 hypothetical protein BV392_12440 [Rhodovulum sulfidophilum]AB30
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRRTQDHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>OLS52722.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAATTVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSGAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMPPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPPPGEGVTPDGNRLCFEAVGYAYEDGTKTLSGIELTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRSDATREEVTAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVTGADRILVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>OLS52723.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLAGALACLILRRRVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLAVVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTAAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALQDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDAGAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALLTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPETLAQRGGPY
ARLLRLREAAQAWRMDSPE
>OLS52724.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB30
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPASAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>OLS52725.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMAAILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>OLS52726.1 iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MITVTDLSKTYGGKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLHPSGGQIRLAGTPVGEIAPDSYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>OLS52727.1 ferric anguibactin-binding protein [Rhodovulum sulfidophilum]AB30
MIMPIPSLASRLGLPSALAALIFGAAAPAEADTAASAPFAPMTLTHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAG
IPKDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKD
HFLTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELH
GRPVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELRE
GYRRR
>OLS52728.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB30
MQNFFESPFRGVTLDKQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIIGGNPARII
RKRFGDDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>OLS52729.1 hypothetical protein BV392_12480 [Rhodovulum sulfidophilum]AB30
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLPGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>OLS52730.1 hypothetical protein BV392_12490 [Rhodovulum sulfidophilum]AB30
MTGYSAILPGAEGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAGAFDFDAGCFGITPREAEQ
MDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNTGSIMANRISHQWNLQGPS
YIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFAKGADGYVRSEGAVAFVLE
RLDSAQAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIETALTEGGYDPEALAFVEAHGTGTAVGDPREADAIGRV
YGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNLDVARSARALPAADRPWLA
AVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLADLARSWLTLAETAPADLGARIATANWRRARHR
HRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDVPVAFVYAGNGAMWAGAARTLIERDPTFRTAFNDIADVFAG
EGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTDALAEAGLRPDAVLGHSMGEVAAAIAAGRIAREDGIRIIAQRS
RAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARAHRIAGRILPIPYPYHSAA
VETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAEDGIRVFVEISPRTVLRSYL
RDTLTELDCETRVLESLDSTRAEARDAGTIARAALAAGGATDRARILGPEQPVADGLPDYPFDRQTYRLDSPVATDIFHR
RPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVILPATAMVEMFAHAGCEILKTEEIELRDVEFLRPLELPEKG
VVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRD
GTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDT
VLADATGTALLSFEGMRLRPLPAGTATAHDFWDERLVPLTGDGAATALRAAKALCGTTETASDADVLRAALGSRLAWDLL
AEGAAPSDPRQEAARRWMVAAGHDQSRDADAPDLPSDCPWPTADALLTMLPEVAPGASAELKSALAAAAGEDRPAAPLPQ
AARTLETLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPLRFLALTEAGAADAVDLVL
GCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGLDTASAPASGSEALRLIRA
TRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAAPEEDDPLAAARIFRALPDADGTLWIAVAETGRWEELTG
WRRVVANETGRDIRLICAAPGVAPERIAALAATSPETEIRLAATGAAAPRVVQVRPLSAETGPRRLVADRRGVALDGLVW
QTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMA
SRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGNPA
KRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRN
NIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHGAARPAA
APIRGGWLVVGGTRGFGLETARWLATQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVADAAALDAALTRIRAAEVPL
RGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQVLDRLTRTDALDHFWVFSSIAARFGNPAQAPYVAANRGLEGLARA
RREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALDRLGRALAAGACGPTLTVAPMDWSRMAGTLPVLDT
PLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEE
RLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>OLS52731.1 hypothetical protein BV392_12495 [Rhodovulum sulfidophilum]AB30
MPGTRDTLDRLRALHVGTPRNVAAPKPVTAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDYGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>OLS52732.1 hypothetical protein BV392_12500 [Rhodovulum sulfidophilum]AB30
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRNAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMCARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTAVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>OLS52733.1 hypothetical protein BV392_12505 [Rhodovulum sulfidophilum]AB30
MLGDGRKYHVNAVSVAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAF
DVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWIGKGLRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGT
GRSQAEELVAVMASFAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>OLS52734.1 hypothetical protein BV392_12510 [Rhodovulum sulfidophilum]AB30
MAFDHRACKGRVFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLERWRRFVFRLIEREGVT
DILYYADRLPYHAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEALAEGVEAPDMRNLYPFGFG
VEAFNEVSFALLQSFGRPFYPLHVSDRPNWPAIEYLSWLPELLRERRRKRAAGALIERLKARATPFNLIAMQLEVDYQIR
ASSDYPDLLTFLDETMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVL
VNSTVGIHALRMGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIR
RRFIL
>OLS52735.1 hypothetical protein BV392_12515 [Rhodovulum sulfidophilum]AB30
MSRPVQGSPREAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GVGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRVGTACSAAGTGHLSRSQAVLPRAAELAG
FAEWSLDPDCGRIRVAEGMLAMLGHAPDGGEIDSAWLRARVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGLRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRQLLHPDDAEVARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDAFEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKARSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>OLS52736.1 hypothetical protein BV392_12520 [Rhodovulum sulfidophilum]AB30
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDQVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLRAISAAMRRLNRGEEAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPEDC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCIQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGGALQGGRGVA
>OLS52737.1 entericidin EcnAB [Rhodovulum sulfidophilum]AB30
MTRIVVFCLSAAALLGVAACETVEGAGKDIQSAGGAISQEAREAQN
>OLS52738.1 hypothetical protein BV392_12540 [Rhodovulum sulfidophilum]AB30
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAETGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPEEEAASGGVSEGT
>OLS52739.1 hypothetical protein BV392_12550 [Rhodovulum sulfidophilum]AB30
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>OLS52740.1 response regulator [Rhodovulum sulfidophilum]AB30
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGSEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>OLS52741.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB30
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>OLS52742.1 hypothetical protein BV392_12565 [Rhodovulum sulfidophilum]AB30
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>OLS52743.1 hypothetical protein BV392_12570 [Rhodovulum sulfidophilum]AB30
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARKPGSSDRARD
>OLS52744.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB30
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAARAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>OLS52745.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB30
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIVAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>OLS52746.1 hypothetical protein BV392_12585 [Rhodovulum sulfidophilum]AB30
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>OLS52747.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB30
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>OLS52748.1 hypothetical protein BV392_12595 [Rhodovulum sulfidophilum]AB30
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>OLS52749.1 lysophospholipase [Rhodovulum sulfidophilum]AB30
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRSLGDASLGHVARFGDFQADVRAVRRAAEALGLQRPYHVLAHSMGGAIALRALNAGLDVASAVFSAPMWGIRLGPVA
APLVWALSGIGRGAARVPGTGAKPYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLRESLSEAARLARLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>OLS52750.1 sterol carrier family protein [Rhodovulum sulfidophilum]AB30
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>OLS52751.1 hypothetical protein BV392_12610 [Rhodovulum sulfidophilum]AB30
MRGMSPFSACCAILLPVMANTLRFLNLALAVFSGAALIAGQGIADSGRAEDLLEELQRPDLPNWQRVEDALWGEWSKSGS
AAMDLLLRRGRDAIEAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLELNPRHFGALTGLGTL
LEETGQDAAALGAYRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>OLS52752.1 hypothetical protein BV392_12615 [Rhodovulum sulfidophilum]AB30
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPTETAAESAAETAVDMTAESATQNAEESAPGTASETAAPETPADPPVAEAPPEAPEAQPAETKADTPSDTPAEPQADTP
ADTEAETEAPDAASAEVETEVFYTFTWAPRRRPGGRPRGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRH
DGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>OLS52753.1 RNA-binding protein S4 [Rhodovulum sulfidophilum]AB30
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPTPASPRYDGGGRPTKKERRDLDRSRKPPLE
>OLS52754.1 ferredoxin [Rhodovulum sulfidophilum]AB30
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>OLS52755.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>OLS52756.1 hypothetical protein BV392_12635 [Rhodovulum sulfidophilum]AB30
MDTETDPRSRPFGSPQKDAAAIIGIGAPAGGSPALETFFENCPAESGTAFVVIHDIPTKHESLTADLLAQRTRMSVEMIE
TDTRVRPDHVYLNPPGAVNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDTGDGDGDGASERIVRA
MLALAESLQLSTVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFEALIGA
>OLS52757.1 hypothetical protein BV392_12640 [Rhodovulum sulfidophilum]AB30
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>OLS52758.1 putative heme utilization radical SAM enzyme HutW [Rhodovulum sulfidophilum]AB30
MTLQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLVRLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLIAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEPGALPLTLAGRFWQVAMTAKLIAWTDQAVREDTSAKENAG
>OLS52759.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB30
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>OLS52760.1 hypothetical protein BV392_12660 [Rhodovulum sulfidophilum]AB30
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFAQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGLALLGLVRAHPANAPVSSPVLH
>OLS52761.1 hypothetical protein BV392_12665 [Rhodovulum sulfidophilum]AB30
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>OLS52762.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB30
MLYPSTFAADPFALMRQMGRDLDSALGPRLGAGTAAFPAVNVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQIEARFINGVLRVVVARPEEDKPRRIEIKAV
>OLS52763.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB30
MTTEMTAPDKRPADAPETAPGGRIYRPLADIAERDGTVTLLLEMPGVAAPDVEIALENRVLTIRGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>OLS52764.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]AB30
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRIERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRR
IEVQGA
>OLS52765.1 acetate kinase [Rhodovulum sulfidophilum]AB30
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>OLS52766.1 permease [Rhodovulum sulfidophilum]AB30
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>OLS52767.1 protease [Rhodovulum sulfidophilum]AB30
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>OLS52768.1 glycyl radical enzyme [Rhodovulum sulfidophilum]AB30
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>OLS52769.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB30
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>OLS52770.1 ethanolamine utilization protein EutM [Rhodovulum sulfidophilum]AB30
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>OLS52771.1 microcompartment protein PduB [Rhodovulum sulfidophilum]AB30
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>OLS52772.1 hypothetical protein BV392_12720 [Rhodovulum sulfidophilum]AB30
MTVMTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQV
IARPARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAGTRAETDAAAASDATG
TLASDDTPNTPAEPPTEAAPATGAETAPETGPETQPQTETPAETETPAETSSEATAEAAPSETAADASGETAAAGAGTSN
AARRNRRRSTPARKPGRSGK
>OLS52773.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB30
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDMVRILRD
>OLS52774.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB30
MSTDSTLRNFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLDIDDGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>OLS52775.1 hypothetical protein BV392_12735 [Rhodovulum sulfidophilum]AB30
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLGRHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>OLS52776.1 ethanolamine utilization protein EutN [Rhodovulum sulfidophilum]AB30
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>OLS52777.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB30
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILANGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>OLS52778.1 hypothetical protein BV392_12755 [Rhodovulum sulfidophilum]AB30
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>OLS52779.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB30
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>OLS52780.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB30
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGQLPWLRP
DGKAQVTFEISADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>OLS52781.1 histidine kinase [Rhodovulum sulfidophilum]AB30
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEELGEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>OLS52782.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQELLCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>OLS52783.1 acetamidase [Rhodovulum sulfidophilum]AB30
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>OLS52784.1 hypothetical protein BV392_12785 [Rhodovulum sulfidophilum]AB30
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>OLS52785.1 hypothetical protein BV392_12790 [Rhodovulum sulfidophilum]AB30
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVHLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPVRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRTFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFDLAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRTRKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTIWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>OLS52786.1 hypothetical protein BV392_12795 [Rhodovulum sulfidophilum]AB30
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRENGLLAGHDTVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAASALAPEVLVTSPPLGPETTGVLAVRGAQRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPGLAIASAAPRWISAPAIGAEPHP
>OLS52787.1 hypothetical protein BV392_12800 [Rhodovulum sulfidophilum]AB30
MPDARPCIALMGEIGAGKTTLAHLLVGRPLMPRTTTAIRLPPVRITYGTAPPCREDDRCRTAPVDLADLSRLSPADTRLI
RIQAEAEILRHCDVIDIPGISDPEIGPDVWEYATGLADGVLWCSHAPEAWRPSEAAIWDMFAPRLGGSSLLLLTRFDGLA
SERDHERVLSRVRRETAGLFAGVLPIALTEALKAPSGWAASDAEALGHALMRILRGLGGGTGQDAGPMRLDPAWRVADPP
DCGPPDCGTHSTVRPRRVRVDASRSRSQRPTGTEPPRSRAPRSRAAPVLSGPAHCRSRQHDFGQTPRRCRLPSPFRPCCG
QFLVAALSQMRRAIVEISARLVPRSEAQEALPQDYYDALCLRGARLLGSQAATASTEVFGIDQPPREAVLMRDGGIELFL
RAPRDPDEALCALVGPDTGVEAALSQMRMAIAEIVEIATGTTRRGGGG
>OLS52788.1 hypothetical protein BV392_12805 [Rhodovulum sulfidophilum]AB30
MRAKLKPRQEACDGPRTGDIEDQLDALIAEISETIPPRDMTLGDGKGQETRRLVARRHLLRVGRARPAARAAVPLPPDMQ
GDRAAARPACRVEPTEPGCPSMRCARSPAMKRPLLKAPPDADRTAGAAPEGDDPVGACPARAAAGLRLCDGCIVEAVGDP
DLTHRLIGFTTLGLDALASTATAGPKTA
>OLS52789.1 hypothetical protein BV392_12810 [Rhodovulum sulfidophilum]AB30
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAADGQNLGETLATLPGVSFS
QNGGLGQTGTLRIRGLDSGYIATRINGMDFTDPTNLPPSLNFGTLSSGLADRIEVLKGAQSALYGSNAIAGVVDITTWRP
TTLGTSGQASVEAGTYGTYSGKLSFGHMSERGEISATLSRVQTDGFSTLSGNDEPDGYDEDVITLNAAYDLTDSLRLGIS
GLYSDGTADYDPTPTGTDPAIRSDTTRRGLRAYAHFVLGSVENELSLARTQTERTDHGSFGTSHWDGSSRTLGYLGSTTL
GDRTDLSFGADWKQDKAIQSGSTDTEISRAAFAELRQAATDAIDLSLSLRYDDFSSFDEQMTGRAALAWRIGPDLIFRTS
LGTGYRVPSLYELYGTSEGDTVGNRGLSPETGTSFDIGLEKRLSGEGFLKATAFFTEIEDKIDWNPSPPTGICTSAYGCY
DNLDGTTRSQGFELSGRFELTPATAIYGAYTYTDARWKGDRLRRVPRHDLGLGLSSELSPRITADLSYQYLADRLDPGGA
LPDAGLGTARISYTLDSGAELYARIENLFNEDFYTALDFNPVYHYNTSGRALYVGLRASF
>OLS52790.1 hypothetical protein BV392_12815 [Rhodovulum sulfidophilum]AB30
MWACVPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVARPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVADRLRQTGRLLGREAHAEALARAFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARIDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDSDAATAPD
>OLS52791.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB30
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPNLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGQGSYHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDVDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLPAS
>OLS52792.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB30
MSDPVSDASSDPGSSWPPGGADRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHHVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLEAYFAVHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>OLS52793.1 mannosyl-3-phosphoglycerate phosphatase [Rhodovulum sulfidophilum]AB30
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>OLS52794.1 glycosyl transferase [Rhodovulum sulfidophilum]AB30
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSLRMQAIHARLEAHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>OLS52795.1 alpha-amylase [Rhodovulum sulfidophilum]AB30
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>OLS52796.1 glycerate kinase [Rhodovulum sulfidophilum]AB30
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMHLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALTRWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAASHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAMIGPSTLAEAGRLGSDPARALS
TNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>OLS52797.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>OLS52798.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB30
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>OLS52799.1 hypothetical protein BV392_12860 [Rhodovulum sulfidophilum]AB30
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPAPPAVAAEGAAALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>OLS52800.1 cytochrome d terminal oxidase subunit 1 [Rhodovulum sulfidophilum]AB30
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>OLS52801.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB30
MILHEFVDFEILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>OLS52802.1 cyd operon protein YbgT [Rhodovulum sulfidophilum]AB30
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>OLS52803.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLTVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPGLARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADSSGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>OLS52804.1 hypothetical protein BV392_12885 [Rhodovulum sulfidophilum]AB30
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>OLS52805.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]AB30
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHRTEPEAADA
>OLS52806.1 Fur family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>OLS52807.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB30
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGMLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEVDPAIFAHARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>OLS52808.1 alanine racemase [Rhodovulum sulfidophilum]AB30
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVSELSEAAVRHGTGIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>OLS52809.1 serine dehydratase [Rhodovulum sulfidophilum]AB30
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAATGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRQLFAGKRVGVIVTGGNVDLDRLPW
MRA
>OLS52810.1 serine--glyoxylate aminotransferase [Rhodovulum sulfidophilum]AB30
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVAIFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPAEEFAAALAADVGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLDEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVQAAA
>OLS52811.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALRNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLERTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>OLS52812.1 5-oxoprolinase [Rhodovulum sulfidophilum]AB30
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGEVLVPLDEDAARAALTAAHARGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFDLLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGMPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRRLARAHLRYEGSHQTLEVP
FGRAAAMQAGFEDLHRARFGFASPDRALIVDMLDVEAVAETGAAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGQLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLKPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>OLS52813.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>OLS52814.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>OLS52815.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB30
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDGLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRNQS
>OLS52816.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]AB30
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPED
>OLS52817.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MEIPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>OLS52818.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB30
MRYLLVVSLAALSLTACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRKIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDIVEYGPRRVVDRCMANRGYQILNDVGRG
>OLS52819.1 hypothetical protein BV392_12975, partial [Rhodovulum sulfidophilum]AB30
MARPTLLGHRKKTGSDHDKAPERRGVPGIRADPGIRLRAVPGEMRWHRQRFPDSAAGLCPTLKMPFDPPLRQTARLGKSH
ALQRMAGRDWRVPDRSIPCRRQPRSFVDISHGGVGKQPHIVGDSPGIGRRLTGLRGLPICLATAFSACWRFCHGPGVAIG
YAAALAQQRDNRRATCHLGSDAWRLAPVGICRGRRLGLVGPKRRSGNEADGDVPGRG
>OLS52820.1 hypothetical protein BV392_12980 [Rhodovulum sulfidophilum]AB30
MTPDHLIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQIMLDTLPRVAFVPGAGVIGLGRSASEASINAD
LAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>OLS52821.1 hypothetical protein BV392_12990 [Rhodovulum sulfidophilum]AB30
MALRQATGFVESLLRLVGLDCAVPDFSTLSRRQKALAVTIPYRGSQGPLNLLIDSTGTKADRGAHAVIPPRKNAKPWKPS
TAGAIARNEALRASKYLGRAIWRKRTGYHRRSRAETKMHCVKLLGQSLMARDFDRQVAELQIRAAVLNGYTALGIPVTEP
VE
>OLS52822.1 hypothetical protein BV392_12995 [Rhodovulum sulfidophilum]AB30
MALVADYVSELSATARASLTVLTATLARLDEQIETLDAEIGRRARENAVARRFMTVPGIGPLIATPAPPPEMFRKGRDFA
AWLGLTSRQHSTGGKQRLGATTKMDERSLRRLLIFEANSVIIKRHCHASVRPPQYLAGGHAGAQAWVARANKMRGSSGSD
EK
>OLS52823.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]AB30
MSTTSSPDPFNALVEALDLPPVKAGPLNGTRFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAESLPLLEAVARVLLHSQTTPVTAPRRLLVLSDAVELALPPVRQQLRAALDEIARRTGLVAEPIRF
AELVGEDAALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLTRSERLFQQINAALPP
GTIICFPTTPTAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEDCPVGMSFAAGHYQDESLLAALSEL
LGPQDR
>OLS52824.1 hypothetical protein BV392_13005 [Rhodovulum sulfidophilum]AB30
MAEAGVPMSDINPYLEHSKRLGDSARSCLGLAKRIAPRSGYSGVHDAPQGSRNPGTLYKNQRKPLERWWVIRDSNS
>OLS52825.1 endopeptidase La [Rhodovulum sulfidophilum]AB30
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYVDNPSFFEAGCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>OLS52826.1 alpha-L-glutamate ligase [Rhodovulum sulfidophilum]AB30
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>OLS52827.1 flagellar motor protein [Rhodovulum sulfidophilum]AB30
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAEIEGSR
DRLEAALASTRQEVDARAEAARLAAARREALEALVADLRARNTEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALAWVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>OLS52828.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB30
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>OLS52829.1 hypothetical protein BV392_13045 [Rhodovulum sulfidophilum]AB30
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGTLAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAM
DAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>OLS52830.1 hypothetical protein BV392_13050 [Rhodovulum sulfidophilum]AB30
MRRPGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGAVPAEAVAVRPEARPATVLARVMNGPRRARPEAVAGRGLDRSL
RPVPRPSDLSAKLAAAGPRSQPSAVSIPRRGVVCGDPAIAGEMIAPIVSRIAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIRPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>OLS52831.1 cyclohexadienyl dehydrogenase [Rhodovulum sulfidophilum]AB30
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>OLS52832.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB30
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVDEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>OLS52833.1 hypothetical protein BV392_13065 [Rhodovulum sulfidophilum]AB30
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>OLS52834.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB30
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>OLS52835.1 hypothetical protein BV392_13075 [Rhodovulum sulfidophilum]AB30
MADVHVTEPIHPDALALLASAGLSVSCGWKDGDPAAGLATARAWILRTFAVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFERLAPLELSGMRMLILGFGPIGQRVAQLARAFE
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>OLS52836.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]AB30
MSVLSVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARAGHSHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGLDA
GIAAAAWEGETTEGGEE
>OLS52837.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB30
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPSRDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPEDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRKKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIQASSRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAVGGETTPGA
>OLS52838.1 oligoendopeptidase F [Rhodovulum sulfidophilum]AB30
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINEIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>OLS52839.1 hypothetical protein BV392_13095 [Rhodovulum sulfidophilum]AB30
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>OLS52840.1 hypothetical protein BV392_13100 [Rhodovulum sulfidophilum]AB30
MKPFKTLVLVANEREARLLVNRGTGNGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>OLS52841.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>OLS52842.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVAEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRRIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>OLS52843.1 hypothetical protein BV392_13115 [Rhodovulum sulfidophilum]AB30
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>OLS52844.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>OLS52845.1 polyamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>OLS52846.1 hypothetical protein BV392_13130 [Rhodovulum sulfidophilum]AB30
MGSGLKLSHLVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMATGAALSLSARARRPAAARP
>OLS52847.1 hypothetical protein BV392_13145 [Rhodovulum sulfidophilum]AB30
MVETMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPHTSPEPAPEQAAEAL
SSEFAPPVASPAPEPLTAPVARRGEDGAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQ
YGVEQGLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAG
MAAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALG
LLWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGVALASGAGLVLMLDGASPAA
AALGYALLLLVFAGVALGLARAPAFEDLALLPGVAALVGLGLHAVLDGPLYSAFRAGLDRLPESAAPTTVWWLVAGAAAL
SVIAFLRLARQIGTDHRGLWALGAAVLLPAAILVLEFLWAPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFET
GLFAASALILIGLALFLVLTKIALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAVGRAGTVDV
LLAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLPH
DPSLLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGASLLGAPGRPGARWL
RPGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKV
FLIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVNRIWERG
>OLS52848.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB30
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRAAAPETLAEGYLSEAVPDVKSAL
TGVRDIVAEGLSENADLIGRLRSFLQDNALVTAKVIEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFIDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGTDEASRDGATGKGQGRGAGGKGAQGKVPGKGTGKGSGQKTGQKSGRKPGQGTERQGPGGKGGGASGAETGALGAALLE
AMKRR
>OLS52849.1 hypothetical protein BV392_13155 [Rhodovulum sulfidophilum]AB30
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TASGLALGSEAMASEMTATAEAQPEAVTETGTGPDTGTAPQTGTETEAPALTPETPRETVDETTRETAARAPATAVPSPA
PAPAPSPAPAPVAPAPRAEPPAPPAPRPAPPAEPPVSAPPVKAAPPTPRGEPTAPATPVADADAAPLPMPRRAKPRNVKG
YTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARA
GEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVE
ES
>OLS52850.1 hypothetical protein BV392_13160 [Rhodovulum sulfidophilum]AB30
MPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNLGKLGA
RLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>OLS52851.1 CsbD family protein [Rhodovulum sulfidophilum]AB30
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>OLS52852.1 hypothetical protein BV392_13170 [Rhodovulum sulfidophilum]AB30
MTDPTNRPDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>OLS52853.1 phospholipase [Rhodovulum sulfidophilum]AB30
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRRLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>OLS52854.1 hypothetical protein BV392_13180 [Rhodovulum sulfidophilum]AB30
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>OLS52855.1 hypothetical protein BV392_13185 [Rhodovulum sulfidophilum]AB30
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLVTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>OLS52856.1 hypothetical protein BV392_13190 [Rhodovulum sulfidophilum]AB30
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPKARPHGAAAIADIFARHDMTSISPREIDTMAEELRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIETRHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAS
>OLS52857.1 hypothetical protein BV392_13195 [Rhodovulum sulfidophilum]AB30
MIRMKGPMKKVAVASASGISRRAAKRVPVAQRIRPVRARCGAVSRGSGRGACLRICLTNWPTASR
>OLS52858.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB30
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAEIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPMVVAASG
>OLS52859.1 hypothetical protein BV392_13205 [Rhodovulum sulfidophilum]AB30
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLAAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPGAPAPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDTHGATREPSPPDG
PPEARKTEITASETAPAPSSGDRESRDRAADSETPPHPGAGTSPPSPPRARVLKLRRDDLSAPRPPDEDAEQSAPGPQPA
ETDEAGAAAAAPVRLTDPAPAAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKR
LRRDDDSHMRPYRQALAEVVRGDRKTPPRGEGNRLAPLILVTEQRIDRPAQETEAKTRLATDPTGKDKASAEALRLDAPI
LPMTEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGATRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDG
RFRRVGRGQFELDEAAAPPQAAGANRTA
>OLS52860.1 hypothetical protein BV392_13210 [Rhodovulum sulfidophilum]AB30
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>OLS52861.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB30
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>OLS52862.1 hypothetical protein BV392_13220 [Rhodovulum sulfidophilum]AB30
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSDWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>OLS52863.1 hypothetical protein BV392_13225 [Rhodovulum sulfidophilum]AB30
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>OLS52864.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB30
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>OLS52865.1 CTP synthetase [Rhodovulum sulfidophilum]AB30
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>OLS52866.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB30
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGAMEGRLPGEHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDALHLAELHPQERTALETAMAPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEEKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGIDAEAAALGRLFGTVPGHAG
>OLS52867.1 hypothetical protein BV392_13245 [Rhodovulum sulfidophilum]AB30
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>OLS52868.1 ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>OLS52869.1 amino acid ABC transporter [Rhodovulum sulfidophilum]AB30
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>OLS52870.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>OLS52871.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRFLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>OLS52872.1 glutamine synthetase [Rhodovulum sulfidophilum]AB30
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>OLS52873.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB30
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYWIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>OLS52874.1 glutamine synthetase [Rhodovulum sulfidophilum]AB30
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>OLS52875.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAESTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLRKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGALRAPLLALAMAWYALRDTAGI
>OLS52876.1 aminotransferase [Rhodovulum sulfidophilum]AB30
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGEEAR
AYGT
>OLS52877.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB30
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQALVR
>OLS52878.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTMRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>OLS52879.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>OLS52880.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>OLS52881.1 ribokinase [Rhodovulum sulfidophilum]AB30
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VGRLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLERASVLLLQMENDPAEIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEASAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQESSIPALSCTVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>OLS52882.1 glutathione ABC transporter ATP-binding protein GsiA [Rhodovulum sulfidophilum]AB30
MDTPVLSVEELSAAFRVEGQWRTVLEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>OLS52883.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAAPSETARSVHASAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGSQ
SMTGMVYLLGTDDQGRDLFSAILFGLRTSVLVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIALI
FLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAIM
LEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>OLS52884.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>OLS52885.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB30
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTARAAAEAGTPLTVCAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>OLS52886.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB30
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEVLIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>OLS52887.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB30
MSASRDPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARATIRAAKGRVPV
VPGVASTSTADAVAQTRAMVEAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>OLS52888.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MKRFASVAILAASAAFLPSVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>OLS52889.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRLRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFKRRGARLDPTPEASLLYREVERLYLGLDQI
AQAAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARP
LRQMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGPPASLMESSMLNCCHFAADGMGVAIV
DEISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>OLS52890.1 universal stress protein [Rhodovulum sulfidophilum]AB30
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEKTRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>OLS52891.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB30
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>OLS52892.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB30
MSFDRLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGMLPREFELKKAVDKQFLVLQATTDALERKA
EMKKLADLTLRLEIEREARRSFFK
>OLS52893.1 hypothetical protein BV392_13375 [Rhodovulum sulfidophilum]AB30
MPPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLKAGMI
EKTPNPDRARSFLYRLTPESAELIAAIREREIRTFAAFSDQFTEDELLAFRKIMEALYANMLAGENRDTQQEDSSPG
>OLS52894.1 hypothetical protein BV392_13380 [Rhodovulum sulfidophilum]AB30
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWRATPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLAADASCPARPPGAPGRRALVLLREGAAIAKALALSTTGRP
>OLS52895.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]AB30
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>OLS52896.1 hypothetical protein BV392_13395 [Rhodovulum sulfidophilum]AB30
MRLGAPPAPAASGMPDAFVGAVAAVGAGARRLALVLTVSGAALGTAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGQGDHADDWKAIAFLRFATELGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLALWGEDSATEARRVKLSPAISRRIGKGTWLRFGGIFGI
HNDRSIGMVIGSRIEF
>OLS52897.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSRSA
>OLS52898.1 hypothetical protein BV392_13410 [Rhodovulum sulfidophilum]AB30
MTMNNTLRGATAAICILFGAGTASAAVIDLGFVLDGSGSVSPYDFDSATAVLSAAPSKIPTSGDNEYRVAVTSYGLSSYT
VVPPTVVTAANIASIQSTMLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAAGRSGRLRFRPAPSDGGLRPRHAGICRKR
>OLS52899.1 hypothetical protein BV392_13415 [Rhodovulum sulfidophilum]AB30
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMPPQCAVVDSSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLTQAQVVSSYGGWVAERGLFVRIERSE
>OLS52900.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB30
MTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELMQKMEAHARAMGAEIV
SDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYRGQEVAVIGGGNAAVE
EALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSENPLGVEGIRVKHVQTGETREIACKGVFI
AIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEVERFLAEAGLDEGKDI
SLPLGYGAEVPQDA
>OLS52901.1 hypothetical protein BV392_13425 [Rhodovulum sulfidophilum]AB30
MIAFRGLVWRLLPTERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTPDAPARALVPLAVTADRIVDLRA
LPAPNPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>OLS52902.1 adenylyltransferase [Rhodovulum sulfidophilum]AB30
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQSTTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>OLS52903.1 O-acetylhomoserine aminocarboxypropyltransferase [Rhodovulum sulfidophilum]AB30
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKSAIDDDTRAVFCESVAN
PGGYVTDLDAISKISDTAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>OLS52904.1 hypothetical protein BV392_13445 [Rhodovulum sulfidophilum]AB30
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQDTGGRARLAVVARETLAEAEAFAQTHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENASAAAAQGPRKSPRPATEAKPVPQTKPAAAAKPEPEPEAKIVPEPRPAPKTEPAPKADPAPAPMPERKPADAV
APPSPPPAADPAPTATAAPAAPASPAARPVSSVGPASPVAAAPSVARPPRPEAPAGTGQPAAAPLRAGTERRASGSLRPE
PQPMRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPRDETPAPAPDATAGLVAPSGAELSQAEAPDRQPP
FDAAANNEPRAEGSGSAPLAGTATGAGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVR
PPEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMT
VPAPGNTADGAEITAEGVPVYDVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPPGEDATAAPGETDPRPSARPAPRTAE
ASSPAVVPADPAVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTHDTDAAVTAALEDLADGEGEAAS
DLPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRF
VKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>OLS52905.1 potassium transporter [Rhodovulum sulfidophilum]AB30
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>OLS52906.1 phosphoribosylpyrophosphate synthetase [Rhodovulum sulfidophilum]AB30
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>OLS52907.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB30
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>OLS52908.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB30
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTAIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>OLS52909.1 (R)-hydratase [Rhodovulum sulfidophilum]AB30
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>OLS52910.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB30
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPISIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>OLS52911.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB30
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEARFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>OLS52912.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB30
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>OLS52913.1 chaperonin GroL [Rhodovulum sulfidophilum]AB30
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALEAPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>OLS52914.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>OLS52915.1 hypothetical protein BV392_13510 [Rhodovulum sulfidophilum]AB30
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSVLDGGDGHDQIHGCSDYDILHGGNGNDTIYGYHYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTELGQDRIYGGTGNDTLVITAPYYHIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFKGGKGADTLLGGSGNDTITGGGGKDTIEGGAGNDRLEGGYGNDRIDAGTGNDLLIGGAWDDILNGGSG
NDTFLYWAGANGYDMVDGGAGAADRILTTADNVTIGLRGLAGVEIVDAGGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGAGGDILTGMAGADIFDFNVASHSNGANIDHITDFVRGEDLLDLSEIDANSGLAGDQDFDFI
GTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLSASDFLL
>OLS52916.1 hypothetical protein BV392_13515 [Rhodovulum sulfidophilum]AB30
MKKADRKTAREILEYRLTKPDHPSSGEKNGLEAVFPSGGQAERMSRAIRETVGKGFLHAPRDQLRGQLAAVMAAENFARR
LKTLGGSCHAKRSARS
>OLS52917.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCEDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>OLS52918.1 hypothetical protein BV392_13535, partial [Rhodovulum sulfidophilum]AB30
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
>OLS52919.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>OLS52920.1 sulfurtransferase [Rhodovulum sulfidophilum]AB30
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGMRPGTVFD
>OLS52921.1 hypothetical protein BV392_13560 [Rhodovulum sulfidophilum]AB30
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEAIAAGSRLPGRT
>OLS52922.1 ABC transporter ATP-binding protein, partial [Rhodovulum sulfidophilum]AB30
MGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQ
>OLS52923.1 hypothetical protein BV392_13570, partial [Rhodovulum sulfidophilum]AB30
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPAGSL
>OLS52924.1 hypothetical protein BV392_13575, partial [Rhodovulum sulfidophilum]AB30
WQTGLAGLLALIALAAALWGKGLVGGFVLLGALLLSAALALPGALAMALALGERLSKGVIAQWFWADTRQQLPGLSLALM
ALLLALSANIGVGTMVSSFRLAFTAWLDQRLPSELYVTGRTEDEARRLAEWLSPRTEALLPIWKIDGPLLGRPGEVYGVA
DHRTYPDNWPMIRGDASVWKSLARGEGVIVNEQLWRRAALHLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLAL
YPGIDRRRYAIRTDPANVPALRSAIEDDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLS
TMRLPQLAPVWALGLTRGRLARLELLRAVLLATLPAGSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPL
ATAPGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLS
FAVGLFIVHSAIGLAFEQRRPIFRTLRALGLPLRTLVGLLAAEIMGFALVAGITGIALGYVIAAGLLPNVAATLRGLYGA
TVSGSLSLRPEWALAGLGMALAGAAAAAAQSLWRLARMPVLAPAQPRAWTRASARSLGWQTGLAGWH
>OLS52925.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB30
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFVTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>OLS52926.1 hypothetical protein BV392_13585, partial [Rhodovulum sulfidophilum]AB30
MSPRPQLVLIGGGHAHALVLRGQPLPSDISVTLIDPSPKAAYSGMLPGFIAGHYPRAALEIDLARLARAAGARLVTGRAE
GLDRARRHVLVTGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGHSAPRVAVIGAGVAG
VELALAARYRLATEGAAPEVTLID
>OLS52927.1 pyridine nucleotide-disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB30
EVTLIDAADEILRELRPGARAALLAAIGRAGITLRTGGRIARIGAEGVTLATGETIPAAFVIGAAGARPQRWLAETGLGL
TDGFVTVDRTLRSVSDPRIFAAGDCAHLSHAPRPKAGVFAVREA
>OLS52928.1 pyridine nucleotide-disulfide oxidoreductase, partial [Rhodovulum sulfidophilum]AB30
FAVREAPILRRNLIAALTGGRMRAYRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRR
>OLS52929.1 UDP-glucose 6-dehydrogenase [Rhodovulum sulfidophilum]AB30
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVADVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEEPYAAATGADALVILTEWNEFRALDLAQL
AQVMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>OLS52930.1 hypothetical protein BV392_13610 [Rhodovulum sulfidophilum]AB30
MTSTDPPLGPALLTLATGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALIMLVP
FLAPLLGHGDLPALPPRTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLMARGFRA
>OLS52931.1 hypothetical protein BV392_13615, partial [Rhodovulum sulfidophilum]AB30
MTPRMLLQSLGAASLLAGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAYVTTHHVFRLLMLT
VALPLLVARTRARLAREAAA
>OLS52932.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB30
FLARLGRDPGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAR
EEADEIGLKLGDEITVNILGAILRDLASAYPNITAIRIKDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQR
ARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWAVMRFVMEGEYRFEPVSALAIVLGGALATLLAG
LAFAWRPLAARPA
>OLS52933.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB30
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVALDPPMPLDRAIAGNGAVMERVLADRLGLAPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRA
WPRLRYVAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARARALRGRTALRLALGAVGG
PGGETASVVLSLGLGLSILAAIGQIDSNLRGAI
>OLS52934.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>OLS52935.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB30
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEHEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>OLS52936.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB30
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>OLS52937.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB30
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRTEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>OLS52938.1 hypothetical protein BV392_13655 [Rhodovulum sulfidophilum]AB30
MALPSRDHSVSDLRLRAVDAAIAVMQARGDADFAMAELAAAAGLTEARLVAAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>OLS52939.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB30
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRAKTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>OLS52940.1 hypothetical protein BV392_13665 [Rhodovulum sulfidophilum]AB30
MRAIALLLLLSLAACTTPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGTKK
>OLS52941.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>OLS52942.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHGVWAARGWDVAVTPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>OLS52943.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB30
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAARAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>OLS52944.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB30
MLERDRPKQKSGRPEAVKRQTHVRRASLCVRRALLFAILAIGMTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPA
SLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGLRAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAF
ARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARHIVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGA
DGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAEVAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPP
VGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVSTAKAELTAAPAASADALAASILPRARPGRPSSPATPED
TPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYWGINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQG
RRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>OLS52945.1 fumarylacetoacetate hydrolase [Rhodovulum sulfidophilum]AB30
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAQHAREMGADGREPPFFFTKPADALVGDGADCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALLPALRIGHPARGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGPVSRNQTCSVEIEGIGRVTTLFS
>OLS52946.1 cytochrome oxidase maturation protein, cbb3-type [Rhodovulum sulfidophilum]AB30
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>OLS52947.1 ATPase [Rhodovulum sulfidophilum]AB30
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAA
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGDGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHSRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARLSDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGNEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>OLS52948.1 nitrogen fixation protein FixH [Rhodovulum sulfidophilum]AB30
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>OLS52949.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB30
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWCLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>OLS52950.1 cytochrome c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB30
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>OLS52951.1 cbb3-type cytochrome C oxidase subunit 3 [Rhodovulum sulfidophilum]AB30
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>OLS52952.1 cytochrome c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB30
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>OLS52953.1 cytochrome c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB30
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>OLS52954.1 universal stress protein [Rhodovulum sulfidophilum]AB30
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>OLS52955.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB30
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLAQALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>OLS52956.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSDGRIVFRGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDVPKTEYTRTLMRAAFGAPGESPGAA
>OLS52957.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGKTIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>OLS52958.1 microcin ABC transporter permease [Rhodovulum sulfidophilum]AB30
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>OLS52959.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MAPVLALFLALGAGPAPADEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVNPDAPKGGEISIWAPGTFDSFNQYSR
MGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYR
RLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVY
RRNPDFWGADQPFNIGRHNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWATGYDFPGIERGDVVREAIPDGSVGT
RLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEIL
TEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRL
ERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHA
LDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRLHASGALR
>OLS52960.1 recombination protein RecR [Rhodovulum sulfidophilum]AB30
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>OLS52961.1 nucleoid-associated protein, YbaB/EbfC family [Rhodovulum sulfidophilum]AB30
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>OLS52962.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB30
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>OLS52963.1 hypothetical protein BV392_13790 [Rhodovulum sulfidophilum]AB30
MRHGKTAYLDNVAIWFDADQNHIHIAVADPECLHSTVGPDPASKRGHPHLFPTPSKAPRDAGVSHPPIPKNQNARKNR
>OLS52964.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB30
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>OLS52965.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB30
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>OLS52966.1 cytoplasmic protein [Rhodovulum sulfidophilum]AB30
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>OLS52967.1 ribonuclease T [Rhodovulum sulfidophilum]AB30
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPQCAPGGGAGWVLHGLWPQYERGWPSYCR
STEADPSRSQIARLAELTGSPPAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVSRPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCELRDALMPPPR
>OLS52968.1 ubiquinone biosynthesis protein [Rhodovulum sulfidophilum]AB30
MTDTPRGMDSITQELLDAAMIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLC
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>OLS52969.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB30
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>OLS52970.1 hypothetical protein BV392_13835 [Rhodovulum sulfidophilum]AB30
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>OLS52971.1 NADH pyrophosphatase [Rhodovulum sulfidophilum]AB30
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWQGKPLFGAEGLGWVASAHPLLAGRSDEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>OLS52972.1 2',3'-cyclic-nucleotide 2'-phosphodiesterase [Rhodovulum sulfidophilum]AB30
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGELHPVIAAMNAIGYDAATLGNHDFNYGLDFLLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAQGGDIVSAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTAPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>OLS52973.1 class II aldolase [Rhodovulum sulfidophilum]AB30
MTDEKDKRAAIVAACRSMNTLGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELADAIAQFTGGYGQGDPTAT
>OLS52974.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB30
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>OLS52975.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB30
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLQGAARDFYLLDGEAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>OLS52976.1 DNA-binding protein [Rhodovulum sulfidophilum]AB30
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>OLS52977.1 transporter [Rhodovulum sulfidophilum]AB30
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>OLS52978.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB30
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>OLS52979.1 cell envelope biogenesis protein LolA [Rhodovulum sulfidophilum]AB30
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHEEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>OLS52980.1 aspartate aminotransferase [Rhodovulum sulfidophilum]AB30
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWIGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGAMKAGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPAELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>OLS52981.1 amidase [Rhodovulum sulfidophilum]AB30
MASDWLGMSAGDLGRGIEAGKIDPVDLASGFLDAIAGHPLCDRIYARPTRARALAEAEAARRRARSGLRLGPLDGVPVSW
KDLFDSAGTATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRVPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVRQQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>OLS52982.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]AB30
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLSRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>OLS52983.1 phytoene synthase [Rhodovulum sulfidophilum]AB30
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>OLS52984.1 phytoene dehydrogenase [Rhodovulum sulfidophilum]AB30
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>OLS52985.1 hypothetical protein BV392_13925 [Rhodovulum sulfidophilum]AB30
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>OLS52986.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB30
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>OLS52987.1 magnesium chelatase [Rhodovulum sulfidophilum]AB30
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>OLS52988.1 hypothetical protein BV392_13945 [Rhodovulum sulfidophilum]AB30
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>OLS52989.1 hypothetical protein BV392_13950 [Rhodovulum sulfidophilum]AB30
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>OLS52990.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB30
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>OLS52991.1 hypothetical protein BV392_13960 [Rhodovulum sulfidophilum]AB30
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>OLS52992.1 hypothetical protein BV392_13965 [Rhodovulum sulfidophilum]AB30
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>OLS52993.1 hypothetical protein BV392_13970 [Rhodovulum sulfidophilum]AB30
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>OLS52994.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB30
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>OLS52995.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>OLS52996.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB30
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVKR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>OLS52997.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>OLS52998.1 magnesium chelatase [Rhodovulum sulfidophilum]AB30
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEERGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYETGEL
PADVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>OLS52999.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB30
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>OLS53000.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB30
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATDERQLLMVGALPDVVEDQALGLLEAMGVGPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>OLS53001.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB30
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPVGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>OLS53002.1 hypothetical protein BV392_14015 [Rhodovulum sulfidophilum]AB30
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGGRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>OLS53003.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB30
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>OLS53004.1 bacteriochlorophyll/chlorophyll a synthase [Rhodovulum sulfidophilum]AB30
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>OLS53005.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB30
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>OLS53006.1 isopentenyl-diphosphate delta-isomerase [Rhodovulum sulfidophilum]AB30
MIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLAEEL
GITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRIYLE
KHSAAIFGELASA
>OLS53007.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEAHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDNLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>OLS53008.1 hypothetical protein BV392_14050 [Rhodovulum sulfidophilum]AB30
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>OLS53009.1 hypothetical protein BV392_14055 [Rhodovulum sulfidophilum]AB30
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIEIELAS
>OLS53010.1 hypothetical protein BV392_14060 [Rhodovulum sulfidophilum]AB30
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFAPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETSESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDDLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDVHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIDAVLAEPAASRAMGRRARDHAAAHYAQSMLHPRREA
FFRAVIEGRGLPGQ
>OLS53011.1 exonuclease [Rhodovulum sulfidophilum]AB30
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGQRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDATVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>OLS53012.1 response regulator [Rhodovulum sulfidophilum]AB30
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>OLS53013.1 hypothetical protein BV392_14075 [Rhodovulum sulfidophilum]AB30
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>OLS53014.1 histidine kinase [Rhodovulum sulfidophilum]AB30
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEVPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFRALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>OLS53015.1 cation acetate symporter [Rhodovulum sulfidophilum]AB30
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>OLS53016.1 hypothetical protein BV392_14090 [Rhodovulum sulfidophilum]AB30
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>OLS53017.1 hypothetical protein BV392_14105 [Rhodovulum sulfidophilum]AB30
MRGGLEVLAFGGLALVLHLAVWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPEVLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQAQADTPRPVERPDPKPEPTPAPKPAPASQQPV
RAEASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>OLS53018.1 hypothetical protein BV392_14110 [Rhodovulum sulfidophilum]AB30
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>OLS53019.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]AB30
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLASEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>OLS53020.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]AB30
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>OLS53021.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MLEATGITVRLGSREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGVPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>OLS53022.1 iron ABC transporter [Rhodovulum sulfidophilum]AB30
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALAAISAASLAVGAAGTMPWTVLSDMAAGREIALADQVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWTKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>OLS53023.1 hemin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>OLS53024.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB30
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSLQIFDAAGDAVHKIHLRDASDTGAWQDLVAALR
LDDQSDSLVLDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGVEVAA
>OLS53025.1 ligand-gated channel [Rhodovulum sulfidophilum]AB30
MAWPAAAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTPQGSGINIRGFGAN
STNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKDASDFTGGEPGFKL
RQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGGGNGIGSDGFDLPSWILKGKYTFGEAREHYVKLSYS
DTSSDQKDVPYDTFGAVGDSFGNVDREMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPGSSSCETTFCGIPF
PPGGFAATNADHRYETTKLTVKNQALFASGALDHDLRLGVEYIRKERLDAASAPGGTDRRWALFAVDDISFGGLTLTPAL
RYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSEKARTYELGFSYDRGTVFA
DGDDLALKLTAYHTTVWDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGKITTPGVPDDWEGTPADDL
RVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDYTPHLATRPAPGRT
FKLTLARTF
>OLS53026.1 hypothetical protein BV392_14150 [Rhodovulum sulfidophilum]AB30
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>OLS53027.1 hypothetical protein BV392_14155 [Rhodovulum sulfidophilum]AB30
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCRDVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPIFPGTGLGRRLPRTAEGD
YALIVTGAFVNEPAI
>OLS53028.1 hypothetical protein BV392_14160 [Rhodovulum sulfidophilum]AB30
MHQSDDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIETLTSGASGVAREHVPDSEISLVLDISGSMARD
RRMAMMRPAARGFIRSVLGKDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHVSNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAVNANGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRYLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>OLS53029.1 hypothetical protein BV392_14170 [Rhodovulum sulfidophilum]AB30
MRVDADAVLRAGAGRTLAASGAALAALVRDLQSIGPLLEDDARNRAAARRLGESAADAMQQMMSRIDVLERTEHDVRLLG
LNMAIRCSGLGDRASGLRVIAKELSGIAAETSASALRIRALLVGAQQTVADTRRRAAEGRGVEGDPAVAAGQLETVLDRL
QAHGATLAEACPRTIVLLDQTAGQAHRISASGEGWPALVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKERDLHDAV
LGLPRSVEEGDEAPAGAADEGEIDGFLF
>OLS53030.1 transposase, partial [Rhodovulum sulfidophilum]AB30
MRKSRFSEEQIIGILKEHQAGIGAKELWRRHGVSDGTFYKWRSKYGGMEVSEAKRLKALEAENAKL
>OLS53031.1 hypothetical protein BV392_14190, partial [Rhodovulum sulfidophilum]AB30
PEQSELKSAGSKGSRSGHVAWHATAVGAKTAFIEPGRPWENGCCASFNSKLLDDLLNGEIFYSLAEARVVIEAWRVHDNT
AWPHSSRGYRPPAPKVMQWPSREGGSYPPQVSTLAPRPVMH
>OLS53032.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVIHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>OLS53033.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>OLS53034.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>OLS53035.1 glycine/betaine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>OLS53036.1 glycine/betaine ABC transporter permease [Rhodovulum sulfidophilum]AB30
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASAWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYDYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>OLS53037.1 glycine/betaine ABC transporter [Rhodovulum sulfidophilum]AB30
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>OLS53038.1 hypothetical protein BV392_14225 [Rhodovulum sulfidophilum]AB30
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPRPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGRPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>OLS53039.1 hypothetical protein BV392_14230 [Rhodovulum sulfidophilum]AB30
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNENPYSSTELSREDSAPNMYAFYG
LHSQTQFVPSAMVESVEVYDSNVSAEYGGFQGGVVDYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGDNPNGTAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTGQNEFYSWYGSYFSEKRGKSFYT
DAFDDWCDTPKAARSAEDYYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGSVMNL
GGPDYICPAGDPACLPDQYLKNLHTQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDALPQGVRYRRDHDDTTGEVGDWEFRRDYGSYSYNQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSTKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPEYGSH
SHDIYEDYEFDAAVSTFLTARVRMVRLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>OLS53040.1 hypothetical protein BV392_14235 [Rhodovulum sulfidophilum]AB30
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>OLS53041.1 ferrous iron transporter B [Rhodovulum sulfidophilum]AB30
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADEGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>OLS53042.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB30
MDSILPTTGTTARVKGYVRGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>OLS53043.1 hypothetical protein BV392_14250 [Rhodovulum sulfidophilum]AB30
MAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTPAN
EDPQDERDF
>OLS53044.1 hypothetical protein BV392_14255 [Rhodovulum sulfidophilum]AB30
MTAFAMRMVMPPGLAMSVPPPMAVAVIVHLLGPVAGTGSEAGRVRGLQTIRLQVVMGFPVVSGWLHVLRPF
>OLS53045.1 hypothetical protein BV392_14260 [Rhodovulum sulfidophilum]AB30
MRIYLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEVVQEVDLGAEVDPVGLSINVSQIAR
GLDLTRAFRRRGVPVVLGGAHVSLAPEIFRGRADCLVIGAFETAALDVAADLLAGALKPEYRCGKADMATMPLPRRDLSP
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAEPDQLYRLGYREVSLSDDNFTVSRKRPRALPEALIGWN
GSAGRDPVRFSTRISIDAARDADLLALSNRAGLRQVFVGLETSDPAALAEANKRQNLNVGLIGECRKLVAAGLTIRGGLI
ACFDHDDLGCFERQFVFAQALPVVGFNVSALVAPYATPLCAEMKRAGRIADADTRRVSAAGARLTNMLPAQITREELAEG
RAWLKAALLVPDAALVRFEAYARTLAPPSQDMGRTAWVKPGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPEIGYD
PTSTLTLYLSKCARAANRAEAPLEAAQ
>OLS53046.1 hypothetical protein BV392_14265 [Rhodovulum sulfidophilum]AB30
MIPPPPNPLAAALLRAFEARTSAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRAWLGPPPRTLVLALPAGPDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPVHADAVRAALCLDGPAPCPVATLPLDPARLPAPAPGRAPE
GAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGIDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRNPASWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFQARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLVAGLAIVAPETGARRPDGAEGEIWLCGASVGAGYIGPPQHSAGSFGA
RLDGGAGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETR
TARLPPDAEALARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>OLS53047.1 hypothetical protein BV392_14270 [Rhodovulum sulfidophilum]AB30
MARGQMAGRGDGAMPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSG
EPHLAARRATAPFFAAPALAAWTPVAERAIAAALASLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGTDDRVLDLIRLAN
ETTRPMLSLKALGRIDAALGELLDHLSTAPVPGLAPELVSFPAFLGRRADRLTDPEAAPYIALSALVGSHTVAQSLALAL
YGMLLGDLGAWQAAARPGWTDTWLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRVPDGSAHL
SFGAGPHKCPGAPLSRMFLARAIPALARRLPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARA
IVNDDDTWSPPRMEPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTR
LASVPAPDLIADYAEPLFRGVAGPVLGLAPADPERFHALAPILQDVLEPWLPIRELDRLQEMIGEILAGLGTPATEGLPG
TPLLTRLMEEDLPETDPEDLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELEGLISLCASPKYIY
RMARGPARIGDLEIRTDETLRLQLLSIDRGVGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRHFD
MTQTVALATLPCRLGPSGKDRP
>OLS53048.1 hypothetical protein BV392_14275 [Rhodovulum sulfidophilum]AB30
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRADSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>OLS53049.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB30
MTSWYLGLSTSGHDPALALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASIKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARTPGAPVTDAADLAAAGQAAYAVWADQVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGATRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAETDLAAWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRVQTVDPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLYAVLIEDILIEKPVP
S
>OLS53050.1 hypothetical protein BV392_14285 [Rhodovulum sulfidophilum]AB30
MQDEIYSFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFQALLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLTLNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAARDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQADRVRRWIVGTHGDDLFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>OLS53051.1 hypothetical protein BV392_14290 [Rhodovulum sulfidophilum]AB30
MTDMEETLERTELEQLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPA
SYARLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPF
RENPETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>OLS53052.1 hypothetical protein BV392_14295 [Rhodovulum sulfidophilum]AB30
MTPPTETPASGSARSAVPFEVGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEVVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLASGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGVLRGRAEARRAGLGLIDLAEARGLNTDGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADATLPEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETRASSTA
>OLS53053.1 hypothetical protein BV392_14300 [Rhodovulum sulfidophilum]AB30
MPALTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDMPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPALINGGVYCFSRGIVEHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVPALAVSSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>OLS53054.1 dehydrogenase [Rhodovulum sulfidophilum]AB30
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIALIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALSHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>OLS53055.1 hypothetical protein BV392_14310 [Rhodovulum sulfidophilum]AB30
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPVAEARRRAEAADG
WRARLAAAAEAGHTLVLSSEAFQNCGDFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAASGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>OLS53056.1 hypothetical protein BV392_14315 [Rhodovulum sulfidophilum]AB30
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVERTSAIAEFCGAPCNFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>OLS53057.1 hypothetical protein BV392_14320 [Rhodovulum sulfidophilum]AB30
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHRGFRKAPAFNAALVRQVLRAHPDM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLALKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>OLS53058.1 hypothetical protein BV392_14325 [Rhodovulum sulfidophilum]AB30
MKMTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDIVRQSLKALR
PAFLDEVRDAHTVILSSEGFQNVEHLDLLAAFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLP
QFIAPWKHIARRSEWRLYDRARLVDGNVIADFVTIAELPLEPSRVEVDSNMSISGNLLGFKFILNMLGLHANALGAPMNA
LAMEHPRFRGPFHIDLATQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPTCLEQDMKTILREFAQFEAVANHPLIA
ALERGQMVAGEMPR
>OLS53059.1 hypothetical protein BV392_14330 [Rhodovulum sulfidophilum]AB30
MHFMFANIKGCYGPREGKEYSFFAKDRDFPYERNFDVDGDDADALRFEFSPRYTTVTAPSWHKTVVERIRNSVDNPFVIF
TIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGLYVDSFGKDNVMFFFLEE
DAASFDRFYDFVLDRTGFHVPNSRRGAEIPQFSKAKGHPRYYYSQDHDICIRNRKGREAYLSAGQFYICNERGHEIISDM
DPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDKVFPCAEPDFDLLNDASP
ELKKASLSEM
>OLS53060.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB30
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>OLS53061.1 hypothetical protein BV392_14340 [Rhodovulum sulfidophilum]AB30
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLSRHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPVRSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRHDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>OLS53062.1 hypothetical protein BV392_14345 [Rhodovulum sulfidophilum]AB30
MIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPALERM
IRTYNITELCTAIKPYCFLREFARGPEAEAGAEAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAERA
EFADDHFLRYGIYNLGFIALRVTEAVADVVRWWARRMVDQCIIDLPRGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAYWN
LHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFFWN
GAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLTAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGRHP
MVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGSEY
FGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRAEL
APDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>OLS53063.1 hypothetical protein BV392_14350 [Rhodovulum sulfidophilum]AB30
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMAPGPVSFPLVLFRDGPGEVPADRIQ
QALALTSGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALRQDPV
LAHVGASLVRRDGRLWRSGFRERAGEAGLAVLGRDAHFLDPYQFRLKPSAMLDPCFGLARVAALRDAAAHVGRRDGPRMT
EAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFVD
IFLERGAEVVFYSTAQRNWNNPYALSLAARGVVCLTDPVVRNYAQACEHIAAAGYERLSVLLTRIYAGGELVEQTRARFP
QARLIFNTVDLHGLRELREARIAGSPAREFSAQTTFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSP
PKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEK
VRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLHGDEMRWTRMSRAGYDFC
EARYSRRAVAAKLNALLDGVPA
>OLS53064.1 hypothetical protein BV392_14355 [Rhodovulum sulfidophilum]AB30
MCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRHDLPGMRFLLWHDIPTGREIR
VPLYRAHDYVLGGLRTGLSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHPPDAATGLFGAGPMPPLTEPV
DIILPVYDAADVLTLCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVVRRHPQARLLVNPQNLGFIGTVNRGLAEARG
HVVLLNSDALVPPGWLTRLMAPILDDPAIASVTPLSNDAEIFDVPVECRARPLGPGEAEAADRAAARLNWRSALCDAPVG
VGFCMAMARPWLELLPDLDTAFGRGYGEEVDWCRKTAALGARHVCAAHLFVEHRSGSSFGAEKAERVRANNRLISNRYPG
YDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNGAALVVRDAPGPDRLQVELYC
REGITRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHDFLPLCPSYTLIGSKGRFCGL
PGPETCQACYARLAVTSGKRPAAIATWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLAGRIELQPHRPEHLPRRIVPP
PEGPLTVGVLGSIGHNKGAGILHDLAQHAAPDLGIVVIGKIDPAFAHHRIRVHGAYRREEIADLAEHYRIRCWLIPSIWP
ETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVTLPPALPA
>OLS53065.1 transferase [Rhodovulum sulfidophilum]AB30
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHDYRFANGKPPTRAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGA
DAP
>OLS53066.1 hypothetical protein BV392_14365 [Rhodovulum sulfidophilum]AB30
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCRAGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKESRALSPEALARPENTGKRAVLELSADDYFFAGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLGGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVTLAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DVLMADLLSSDGS
>OLS53067.1 hypothetical protein BV392_14370 [Rhodovulum sulfidophilum]AB30
MQDELAEIIQRVRVLEASGASGPALELLAHALARRPDDLALRLRQGVLLREAGRLEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEDPETDLARAQSLLDEDPEEALQLSEAVIARAPDHAGAWPLRIAAARTLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLAPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAASGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNADRIRAEIEAQIGDWPRTERICARLLDRQGADTSLLHLQARASLALGRTAQAETSLR
QLLTLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQARPDSTRARRDVELIRDLDLTGRHDAARKLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRIVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPSGPLAWHLTRDRSHGRP
EWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>OLS53068.1 glyoxalase [Rhodovulum sulfidophilum]AB30
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPA
DLARPQAWLEFDVENIAIATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>OLS53069.1 hypothetical protein BV392_14380 [Rhodovulum sulfidophilum]AB30
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPAALPAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLALPPDPAAWIAAIERLAEAPDEARALAARNRFALIAEDACGRQ
QRLWSDLLGMDLMDLRGVPAEPG
>OLS53070.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>OLS53071.1 hypothetical protein BV392_14390 [Rhodovulum sulfidophilum]AB30
MRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALSAFTQVGSSSSSDSQILYDFIRSQPLIQKVDA
SLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSLQVRAFTPEDAQAVAKEILTESGFMVDDLSRI
ARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGVIAALESQLASALVERETIAGFAGQEDQRVKR
IDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQAYTAALASEEQARAEARRTSRYLAVHIPPTLA
EDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>OLS53072.1 hypothetical protein BV392_14395 [Rhodovulum sulfidophilum]AB30
MSLFRPQPDPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYIP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWTIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>OLS53073.1 amidohydrolase [Rhodovulum sulfidophilum]AB30
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>OLS53074.1 2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB30
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>OLS53075.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MTDPVTFPPSLWADTAPERVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEELRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>OLS53076.1 aminotransferase [Rhodovulum sulfidophilum]AB30
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLGREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAEMPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPKDEALRWFWLPEEAAAALTDEETPA
>OLS53077.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEVLNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>OLS53078.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>OLS53079.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>OLS53080.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MQNCVWITGAGSGIGAAMARAFSAAGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRATR
>OLS53081.1 hypothetical protein BV392_14445 [Rhodovulum sulfidophilum]AB30
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMSFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVTPAAGGYRVETGPASAPILCLTGSALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>OLS53082.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB30
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFRDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVQEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>OLS53083.1 hemolysin secretion protein D [Rhodovulum sulfidophilum]AB30
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>OLS53084.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MPAAVPSDAPAPAPKAEPTGLTRSLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPAGG
>OLS53085.1 hypothetical protein BV392_14470 [Rhodovulum sulfidophilum]AB30
MHVVQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIER
RASAEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>OLS53086.1 hypothetical protein BV392_14475 [Rhodovulum sulfidophilum]AB30
MGRSGVTGNASSRLRRRRRSCPMAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAR
EAALACRGGTG
>OLS53087.1 4-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB30
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISATLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>OLS53088.1 YggS family pyridoxal phosphate enzyme [Rhodovulum sulfidophilum]AB30
MGLEDIRAQLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>OLS53089.1 hypothetical protein BV392_14490 [Rhodovulum sulfidophilum]AB30
MLPLSQTETRRRLDAAQRLQRAGRTEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGDAEEAAARFEAARKARPHEAPIW
QMEAEALARLGDGPRSTRFLKAARKAGLPPALLSALEARLAPEKAPAKGTRRAPLGSAPPKAAEAVVAELRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPEH
PPGQLALGKGLAQLGRKDGAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAEAQA
KQGRTETARTGFDAAIATEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLAEME
ALFDDPTLSDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSARKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGARIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLHDLGLYYRMFLEMIAFWREKLPG
GFHEIRYEDLIADPEAEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADGLAELTEALGDA
IGGENGA
>OLS53090.1 hypothetical protein BV392_14495 [Rhodovulum sulfidophilum]AB30
MKKVLFATTALVASAGFAAADITFSGQAEMGVVGGGKDVPGVSAYTGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDGEDGNDQMDSNGNVELDNEAVFISGDFGTLTLGEIDGAVDARLTEVNNAIGQYSIGDDETVHAGFQGSYGDGEYD
NQILRYDYAFGDFGFSASMELNDDRQERSNAADSADNGYALALSYNTEMGGVGLGFGLGYQYLEVSRDDGWLPGNLTNFA
EAAFNAGGPDRRWAAGTEVDIIAATVSADFNNGFTAGFEYSNYDPSGNNKDVDHYAIGLGYSVNALSLGVNYGKFDTNFE
DADGYALTAAYDLGGGAAIVAGYSDSDVDDFDGDFETYSLGVVMNF
>OLS53091.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB30
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDVRGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>OLS53092.1 hypothetical protein BV392_14510 [Rhodovulum sulfidophilum]AB30
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGPAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>OLS53093.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB30
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>OLS53094.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB30
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>OLS53095.1 NAD(FAD)-utilizing dehydrogenase [Rhodovulum sulfidophilum]AB30
MGNENEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVVIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLAEAGLPLAPFRPANVGLKVDWSVPMARQFGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLTEFGRPL
PGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWEALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>OLS53096.1 HNH endonuclease [Rhodovulum sulfidophilum]AB30
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHVRLTETDLARDFASIEALRAHPGLAKFLAWV
ARRPPGFHSRTPGPRRRR
>OLS53097.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB30
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>OLS53098.1 hypothetical protein BV392_14545 [Rhodovulum sulfidophilum]AB30
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>OLS53099.1 modulator protein [Rhodovulum sulfidophilum]AB30
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADEIGRIAGARAAALTGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>OLS53100.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB30
MPARDLALLTTAALEAGKLAGRYWCRDPRTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPA
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>OLS53101.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB30
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>OLS53102.1 hypothetical protein BV392_14565 [Rhodovulum sulfidophilum]AB30
MTANRAERDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARARGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>OLS53103.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB30
MQAPAFWYAPPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVHVVS
RGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALARDLSLVVVDAA
KGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVSVPRITGALHPLPTGMDWQGLRALAFAGIGHP
EKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSAIDA
AFDRLGLGSGR
>OLS53104.1 CoA transferase [Rhodovulum sulfidophilum]AB30
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGTREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLTKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCGLLGLPELAADPRFASNADRVAHREALTEALTEATRTRSKADLLAACEDQGVPAGPI
NRMDEVFADPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQHGAEIRAELSAPSPAPAGRTPRR
>OLS53105.1 hypothetical protein BV392_14580 [Rhodovulum sulfidophilum]AB30
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRALKEILDEKLAG
>OLS53106.1 RNA-binding protein [Rhodovulum sulfidophilum]AB30
MTGMQRKAEKDSRRMRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLT
TGAHAPLLEMQKEDIREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAVPPPDPGTVAVASDLTVEVHDEGLR
AALQDLGTRVLSRPKR
>OLS53107.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB30
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLTLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTASATA
>OLS53108.1 epimerase [Rhodovulum sulfidophilum]AB30
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRDSGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>OLS53109.1 DNA modification methylase [Rhodovulum sulfidophilum]AB30
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>OLS53110.1 ribonuclease HII [Rhodovulum sulfidophilum]AB30
MTAVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>OLS53111.1 hypothetical protein BV392_14615 [Rhodovulum sulfidophilum]AB30
MRSALDPRARLGQDRFMHIRTGLLCLLLCLVPLRVAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVLYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPA
KRSLPRLAMTSPGGPERSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAA
LRDNRLIAPTLQMILRRGYAPVRSRAAYFTAAAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLA
RLSERLFDTEGAIARIWRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLNPEGSRARIRLAWHDPKTVL
TRDRTGYHNRSLSRVEIGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWT
DRAEYDGAGARTGWTRIGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>OLS53112.1 lipid A biosynthesis protein [Rhodovulum sulfidophilum]AB30
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>OLS53113.1 dolichol-phosphate mannosyltransferase [Rhodovulum sulfidophilum]AB30
MPDVDKPSAIRFKRGQSLRCRKEACMPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMM
KTDPSLRLLRHPNSGGQSAAVHSGVLAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKW
ASRAANAIRSRLLKDGTRDTGCGLKGFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRAL
VGAHDLIGVSWLIRRRKKARATEELPHGN
>OLS53114.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVE
KGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>OLS53115.1 hypothetical protein BV392_14645 [Rhodovulum sulfidophilum]AB30
MRRAVHGKGILKHLNASGRWPSGNVRYYYRPKGQKGVPLPDLPPSHPDFLSAYARAAGLSVAPLPSPRAGSISAGIADYL
KSDAFLSLSAGTRTRRRITLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPV
RARRVLPTEGHLPWSRDDIAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGKVDVPFTA
AAPEWAEPSDRVHLFSALRDQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPD
QRAAWLGHESLSEVQHYSRGADRRRMLAGTDPEPKSSNSSDRVPTWMRK
>OLS53116.1 hypothetical protein BV392_14650 [Rhodovulum sulfidophilum]AB30
MPMTLDFSPRLMPAGQAAHYLGISTSKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQGNTCDALFMEKAS
>OLS53117.1 hypothetical protein BV392_14655 [Rhodovulum sulfidophilum]AB30
MAEILTRSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLGWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDGLGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMKEGKPDA
>OLS53118.1 hypothetical protein BV392_14660 [Rhodovulum sulfidophilum]AB30
MGEDRPDQRCDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNAPTEARPDERTAWPDLPEDTRRAIMWRLLDEGA
ALFSACWHAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEPVFKATGLYLRGLAPLSATDRLTPPAPGTEAHKR
WSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>OLS53119.1 hypothetical protein BV392_14665 [Rhodovulum sulfidophilum]AB30
MGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGSGQLSPAEAAWLRDREARLAHCRSIADLA
GASA
>OLS53120.1 hypothetical protein BV392_14670, partial [Rhodovulum sulfidophilum]AB30
MPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNVLPWYAAT
LVADLARAGRTPDWMSDAPPRLRPAEWQQNQHRAYGRAYDSAELPDGWQPIPR
>OLS53121.1 hypothetical protein BV392_14685 [Rhodovulum sulfidophilum]AB30
MGKGKLIPELELRNNAMARHEHDHRETDDYAEEFIRAVMLLGEVRAPKSTETDVTGKQPMPPRSKGKKEPCMDRPAQRSG
VEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>OLS53122.1 hypothetical protein BV392_14690 [Rhodovulum sulfidophilum]AB30
MPDIPPCPASTSSLLSSSSVPLPGRPILALSGPLTLDTLEDMRARLHRAGSAPRVDLSAVTELDTAGAWMLLGHRNLRIE
AASPAQDLLLRTVEAALPPPCTVRPRKTRQRAGEALANAGAALEGFLTTSAQGLGFTGLVMARLATTLLRPQRLRLTALV
HHMEEVGLPWSRQGPHCGPSCRSPRLLDPRYTRRGPREKGQIPIPQRGQE
>OLS53123.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVDTERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPRT
>OLS53124.1 arsenical-resistance protein [Rhodovulum sulfidophilum]AB30
MSDTCTPAPMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQ
PKGLLVTLVVNWLIKPFTMALLAVLFFDHIFTPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVN
DLIMVVAFAPIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTEKAISAFTARIKPVSMAGLVATVAILFG
LQGDTILSRPGVIALIAVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>OLS53125.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB30
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFSAAGLTPREALRETKSPAREIGLLEKDVPEDALI
DAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDQLPAGPLFKEDGQMVIDENGNRI
>OLS53126.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MASVRDFLESSPVATAAATLDLGGGRYVTVWENRNDRVSYVAPRGHAFSLYLAGGTGTRRLDGAGASGWPGAVCVFPDGQ
PSEWEITTPHRFAHLYLPDDRLRADFARTHDCDARRLDVPEITFADMPHLAAPLAALARAASAGDVLLADTALSEIVARL
GARKVPLRGGLSPHILRRIDEWIEAHLDEAIRLSDFAALAALSPFHLHRMFRASRGIPLHAWITERRIDRAKSLLRGTDP
VLEVALACGFSSQSHFTRTFKSGTGTTPAAWRTAIKG
>OLS53127.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MTTPVLFAATILIWGTTWIAIAAQVGAVPVAVSVFYRFALAGVLMLAVLAALDRLRSPAVWRFVVVQALCLFCLNFLGLY
TATSLVPSGLVSVIFSLASILNAVNARNFFGDRISRQTVLAGALGVAGLACLFWPDIDITAGASTLRGIGWAVLGTLIFS
WGNMASRQNTHLGITPMTANAWGMGIGALCLLAILFATGQPLVLPRGGIYWTALVYLSVIGSIIGFTTYLMLVGRIGSAK
AGYATVLFPIVALTLSTLFEGYEWTALSILGVILAGLGNVVMFRRR
>OLS53128.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB30
MAGFIDGIDREQVTLFPDRLEDWIGEDHLVRVVDLFVEELDLPALGFERCVPARTGRPGYHPAVLLKLFIYGYLNRIPSS
RRLEREAGRNVELMWLTGRLVPDHKTIADFRRDNGAAIRRTCAQFVELSRRIGVLRGDCVAIDGSKFKAANNRDKNFTKN
KIASRLAHLEADVSRYVDDMARIDRQEEGEARADKVAHLARRYGRIRQEIARLKAMEKALTDTPDGQISLTDPDARAMAT
SARHSGMVGYNVQTAVDTETHLIVAHDVTNQGFDRDQLSPMAAAAKTALERDDLHAIADKGYFSGSQILACHQAGITTTA
PRPETSGNRSKGMYVKADFAYDPARDAYACPAGEELTYRYTREEDGLRVGRYWTNECQSCPVRHRCTSGKERRITRWEHE
HLVDAMRKRLGGEADPMTLRRCTVEHPFGTLKAWMGHTHFLTRRLKNVGTEMALNVLAYNIKRVVALIGIRGLMPAIAA
>OLS53129.1 IS110 family transposase [Rhodovulum sulfidophilum]AB30
MTVNTVGLDLAKDVFQVHGISANGRVIFNKTVKRAKLLQFFEALPPCVVGMEACGSAHHWGRELGKLGHDVRLMPAGYVK
PYVKRGKTDAVDAEAICEAVRRPTMRFVELKTEDQQAILAIHRTRDLVVRQQTQIVNMIRSILREFGHILPTGVGAILTF
AKRHLGGDHPDMPELANGILGTLCHQLVGLNTRVAGYTRMIEQHAMMTADARRLMRIPGIGPITASAIIATIGDAKQFRT
GRDLAAWLGLTPLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKA
ARIVWAMLTKQQDYRQPGT
>OLS53130.1 mononuclear molybdenum enzyme YedY [Rhodovulum sulfidophilum]AB30
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWSVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLAIAGVQPSAKYVAFETLYRPEE
MPGQQGRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>OLS53131.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB30
MGWAYYALQVLAGAFALVIGTLLMVSLVLFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>OLS53132.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB30
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>OLS53133.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB30
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISSAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>OLS53134.1 orotidine 5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB30
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>OLS53135.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]AB30
MTTSTRDEPFGGAKLALLTGCGLVSILRDDVPHIAWPGHWDFAGGAREGQESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKARLAEYLAARPGG
>OLS53136.1 hypothetical protein BV392_14765 [Rhodovulum sulfidophilum]AB30
MMLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVR
IWDDDINEG
>OLS53137.1 paraslipin [Rhodovulum sulfidophilum]AB30
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>OLS53138.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>OLS53139.1 CoA transferase [Rhodovulum sulfidophilum]AB30
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGVARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGAPMVMLAHPVRYDGETPAIRMTPPALGQHSRELLTEAGLGQDEIDALIEAGAAAQTDRMRG
>OLS53140.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPDGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDQGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>OLS53141.1 hypothetical protein BV392_14795 [Rhodovulum sulfidophilum]AB30
MESAMTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAI
SFSFHRAVTVGETLAATATSGGPEGKSLICHLAGKIDGQTVVTGEAVLVPRES
>OLS53142.1 acyl dehydratase [Rhodovulum sulfidophilum]AB30
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>OLS53143.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB30
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISLFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFFAQLALGGDGILSGLASLTPDLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>OLS53144.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB30
MAAHPHGGLYAATICPMRADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPDLIVALDAATRAKDTDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>OLS53145.1 hypothetical protein BV392_14815 [Rhodovulum sulfidophilum]AB30
MTEPRQTHMVFVDIDPEEEAAFDAWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>OLS53146.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSVPAGGTARPMLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEA
EPLFLLRDAVNQRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIA
AYERQALDYETLAELRAVYLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAA
RVVREGCGVTLIDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>OLS53147.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRRLVDGAALLLLGYMALAVLVQIIGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVGVDFLILKAPLPVQRVF
NLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYFLLEFALSSLPRILRPGHDPLEETGI
>OLS53148.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLLALMLVTFVPAVSLWLPGLMMN
>OLS53149.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]AB30
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>OLS53150.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB30
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEETGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISGEAFPG
>OLS53151.1 hypothetical protein BV392_14850 [Rhodovulum sulfidophilum]AB30
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>OLS53152.1 monoamine oxidase [Rhodovulum sulfidophilum]AB30
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>OLS53153.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPGAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIAHGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGEDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>OLS53154.1 hypothetical protein BV392_14865 [Rhodovulum sulfidophilum]AB30
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>OLS53155.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB30
MKFRGSYTVCVTAFDGEGRIDLPAMRSYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGEAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSKIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFSETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>OLS53156.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]AB30
MKLTNLALCLALGTSAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVTFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>OLS53157.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLKMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>OLS53158.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]AB30
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKKGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFVVLIAVTLLPDLPLFLPRLAGLID
>OLS53159.1 cyclophilin-like superfamily protein [Rhodovulum sulfidophilum]AB30
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLAELGPRVLYEGAQEILFEEVDA
>OLS53160.1 acid-CoA ligase [Rhodovulum sulfidophilum]AB30
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLASSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISETPGGGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKSAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYGPDGVRLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELDPDGDKDGPGSPPSGD
>OLS53161.1 hypothetical protein BV392_14910 [Rhodovulum sulfidophilum]AB30
MESLNGHLRDECLNEHLFIDLCNARQLSTAWRDDYNHHRPHMSLGGLTRRECFNRPEKNQTRKRPNF
>OLS53162.1 IS481 family transposase [Rhodovulum sulfidophilum]AB30
MGQVRHGSATTTHAIRAAIQRSQASTAALSRELGINPKTVAKWRKRETVADRKTGPKEPRSTVLSEADEAMIVSFRRHTL
LPLDDCLYALQPSIPHLTRSALHRCLQRHGISRLPDVDGDKPKRQRFKRYPIGFFHMDIAELQTAEGKLYLFVAIDRTSK
FAIAQLVEKADRRTAWEFLERLLEAVPYRIHTILTDRAIGAPSVRVTMARGIQFAEQPRNRNTAHSRQMRFDMICQANGI
EHRLTKPNHPWTNGQVERMNRTIKDATVKLFHYDSHDQLRSHLADFLNAYNFARRLKTLSGLTPYEYICKIWTSEPNRFI
VDPIHQMPGLNT
>OLS53163.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB30
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVAAWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGEAATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAAKGRMQARFEQLIDCWQSARQAKAA
>OLS53164.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>OLS53165.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB30
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLNCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGATRILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEDEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>OLS53166.1 hypothetical protein BV392_14940 [Rhodovulum sulfidophilum]AB30
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRDCRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWLDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPRLERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGASAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRHRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>OLS53167.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLRNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>OLS53168.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MLKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>OLS53169.1 universal stress protein UspA [Rhodovulum sulfidophilum]AB30
MTMTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQ
AQGRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSN
RSFAPIDRVLIAYDGGVSSMKAVDYVARDPMFSGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKAL
ADLVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>OLS53170.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]AB30
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAKVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>OLS53171.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB30
MFVVTLLTSPAQPMLERGTVESLRDAWGGGAAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>OLS53172.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB30
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARDRLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>OLS53173.1 hypothetical protein BV392_14980 [Rhodovulum sulfidophilum]AB30
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>OLS53174.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB30
MARTLIGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRHAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGARAATIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRADRESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTV
AELSKGGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>OLS53175.1 YggT family protein [Rhodovulum sulfidophilum]AB30
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>OLS53176.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB30
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPETLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>OLS53177.1 hypothetical protein BV392_15010 [Rhodovulum sulfidophilum]AB30
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLKTERGSCLYDFWGDRVAEALNRAAE
AAGTDILVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>OLS53178.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB30
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQDHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDRCLPIRMAGTG
>OLS53179.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB30
MRALLPVLAAVLFLGAAARDAVDAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLMMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARAAEPGAHLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLVRLYAALAEGGRPVPLHWRIGAAPVAQGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRRFARPGASQGTDPLRLAFPPDGADLALDGAPLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>OLS53180.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]AB30
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLEPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLMVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>OLS53181.1 hypothetical protein BV392_15035 [Rhodovulum sulfidophilum]AB30
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIV
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERLQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPADARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>OLS53182.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB30
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>OLS53183.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB30
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVSE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>OLS53184.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB30
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>OLS53185.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB30
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>OLS53186.1 light-harvesting protein [Rhodovulum sulfidophilum]AB30
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>OLS53187.1 light-harvesting protein [Rhodovulum sulfidophilum]AB30
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>OLS53188.1 protein PufQ [Rhodovulum sulfidophilum]AB30
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>OLS53189.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB30
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLEADLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>OLS53190.1 chlorophyllide reductase subunit Y [Rhodovulum sulfidophilum]AB30
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>OLS53191.1 chlorophyllide reductase iron protein subunit X [Rhodovulum sulfidophilum]AB30
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>OLS53192.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB30
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>OLS53193.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVYMPRTHRPFIASVVVGCKPGAT
>OLS53194.1 geranylgeranyl pyrophosphate synthase [Rhodovulum sulfidophilum]AB30
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>OLS53195.1 methoxyneurosporene dehydrogenase [Rhodovulum sulfidophilum]AB30
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVHFTFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPTALAAGLLGEGLRETVPPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>OLS53196.1 hypothetical protein BV392_15120 [Rhodovulum sulfidophilum]AB30
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>OLS53197.1 ATP-dependent protease [Rhodovulum sulfidophilum]AB30
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>OLS53198.1 co-chaperone YbbN [Rhodovulum sulfidophilum]AB30
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>OLS53199.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB30
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>OLS53200.1 hypothetical protein BV392_15140 [Rhodovulum sulfidophilum]AB30
MTYFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPERQPLMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYTEVTVDFSYVSCRTGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>OLS53201.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>OLS53202.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB30
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>OLS53203.1 hypothetical protein BV392_15155 [Rhodovulum sulfidophilum]AB30
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>OLS53204.1 hypothetical protein BV392_15160 [Rhodovulum sulfidophilum]AB30
MPTACDLVLTPPHLRFAGRRFPCSIGRGGLTADKREGDAATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRIRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>OLS53205.1 ATP-dependent RNA helicase [Rhodovulum sulfidophilum]AB30
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSERSRPDARPDR
APRPPRPAPAEAATVASTGTAAPSGRPDAPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEAEAPKPRAPRREA
DAAPVERPRKPRPGAERSGPRSEAGGPRPKEGRKDGWKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGPKTGPKTG
PKGGARDWPKDKRPAGNDAAPAERRRADAADTSKRFERPGAPKGKGAKPAGGGKRGAPKSGRSSGNAPPRRPR
>OLS53206.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB30
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>OLS53207.1 hypothetical protein BV392_15175 [Rhodovulum sulfidophilum]AB30
MLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAPQPAMAAAASTGTEITDK
PVQLPALREPDPSEEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPLLSWIGGVLEIVGVLCVL
FSSGVLYSFGREFFWRGRG
>OLS53208.1 chorismate synthase [Rhodovulum sulfidophilum]AB30
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>OLS53209.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB30
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIIEAAFEETCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPESFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>OLS53210.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB30
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFRGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPLGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDTACLGLAALFLILPLAMVTLRGLPGLTGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLGGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPQLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGHARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>OLS53211.1 thiamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MLNLEGLAIRQGNFVLEADLTVTPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETDATVLFVTHDPADARAIADETVLVAEGRAHPPRPTDRLLADPPPALRAYLG
>OLS53212.1 cytochrome c1 [Rhodovulum sulfidophilum]AB30
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>OLS53213.1 cytochrome b [Rhodovulum sulfidophilum]AB30
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>OLS53214.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB30
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>OLS53215.1 hypothetical protein BV392_15215 [Rhodovulum sulfidophilum]AB30
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>OLS53216.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MRRHSFEHDGLVFSFLDAGGEGRPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAVNGDHRGVWLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEDSCS
>OLS53217.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB30
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEQ
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVARHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>OLS53218.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB30
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGLRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLEAFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>OLS53219.1 transposase [Rhodovulum sulfidophilum]AB30
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDKGVFARILAGL
AAEHGEETTVMIDATHLKAHRTASSLGVKKGGVGV
>OLS53220.1 IS5 family transposase [Rhodovulum sulfidophilum]AB30
MIGRTKGGMNTKLHAICDSQGRPIDLFLTAGPVSDYIGARALLSGLPKVKWLLGDRGYDADWFREALQDKQIRPCIPGRK
KRKTPVRYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFSAIALAATVIFWL
>OLS53221.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB30
MIAVNFEVEPADGRRDDYLAIAADLRPLLDGIDGFISIERLQSLTDPDRILSMSFWRDEAAILAGQRPEKHRAAQSAGRA
AVFSDYRLGVAEVKRGYGMTARDQTPPDSQAHHDAGKDAA
>OLS53222.1 sodium:proline symporter [Rhodovulum sulfidophilum]AB30
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>OLS53223.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB30
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPAAVFRKRADMGDAGQIAEFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLSSPRGRTI
SGQAVSVCGDCQMLT
>OLS53224.1 hypothetical protein BV392_15275 [Rhodovulum sulfidophilum]AB30
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPL
MTAAEFADLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>OLS53225.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARTVAETGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>OLS53226.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>OLS53227.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGAVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPETHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSAGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>OLS53228.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDKKVLDRFRADTETLCETLSAEGMLDDPAGTLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLPGRARCLVAHPVNPPHLIPVVELCPAPWTAAE
ALDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>OLS53229.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB30
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>OLS53230.1 hypothetical protein BV392_15315 [Rhodovulum sulfidophilum]AB30
MLKPPPTRYHMTNWSDDNVALRQRGALSVWFDPDTVWHAGKTGKPERSERVSDAAVQVRLTLKALFGPPL
>OLS53231.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSETWFEVRDPADGAVLGSVAAMSADQSRAAIDSAQTAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGARLACGGNRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>OLS53232.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLRVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGVRRGG
>OLS53233.1 hypothetical protein BV392_15335 [Rhodovulum sulfidophilum]AB30
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>OLS53234.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB30
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>OLS53235.1 thioesterase [Rhodovulum sulfidophilum]AB30
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAATRTWTIAAAVHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAHDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIEIFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>OLS53236.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGATVVRLSP
EDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALSRVYASES
ARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAAIPNH
>OLS53237.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB30
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAAAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>OLS53238.1 hypothetical protein BV392_15360 [Rhodovulum sulfidophilum]AB30
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAQDGARRQRALNVEREVTSLAKLREEGMEVVETPDRQAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>OLS53239.1 cyclase [Rhodovulum sulfidophilum]AB30
MTIVDLSMTVGPHFRWSPEISVTGDKGAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGCREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>OLS53240.1 hypothetical protein BV392_15370 [Rhodovulum sulfidophilum]AB30
MRPARLAVLAVRVADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
LGLTGGIMASGKEDPGA
>OLS53241.1 L-dehydroascorbate transporter large permease subunit [Rhodovulum sulfidophilum]AB30
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>OLS53242.1 hypothetical protein BV392_15380 [Rhodovulum sulfidophilum]AB30
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATIRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVIDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>OLS53243.1 aldolase [Rhodovulum sulfidophilum]AB30
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>OLS53244.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>OLS53245.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB30
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>OLS53246.1 D-galactarate dehydratase [Rhodovulum sulfidophilum]AB30
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPEKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>OLS53247.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB30
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
AACKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMVAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>OLS53248.1 sulfolactate dehydrogenase [Rhodovulum sulfidophilum]AB30
MPRPDADMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGT
NPIAFAAPRADAPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGQPTTDPRAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>OLS53249.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLITAAKENPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPGFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>OLS53250.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKLNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRTLRRRGTTLPAPSEKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>OLS53251.1 hypothetical protein BV392_15430 [Rhodovulum sulfidophilum]AB30
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>OLS53252.1 hypothetical protein BV392_15435 [Rhodovulum sulfidophilum]AB30
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>OLS53253.1 hypothetical protein BV392_15440 [Rhodovulum sulfidophilum]AB30
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPGDSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDDDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>OLS53254.1 hypothetical protein BV392_15445 [Rhodovulum sulfidophilum]AB30
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAEVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGMLSIGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEKRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>OLS53255.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFLPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>OLS53256.1 adenylyltransferase [Rhodovulum sulfidophilum]AB30
MQTAPHQNEQIGSALGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNSLLTELLCLSGRHPAVPG
GPRCLEVLVFCRSDLARGNYPARAEFVYGEWLREAFEAAESPVPEGDPEYSLVLAQARQEAIALCGPPRNELLPEVPPEH
VRQAMRDALPELLGGLHGDARNVLLTLARMWHTARTGKFVTKDAAATWAIARLPGPEAMTLDHARGAYLGEPADDWQSRA
GAARQVAGRMAEYVRRSL
>OLS53257.1 hypothetical protein BV392_15465 [Rhodovulum sulfidophilum]AB30
MPSCCIDEVAGPSVSALLRKPPALAPSVRGGGGDGMADTAMMRGGMTEAQLEGFRPAIPIGRYATWGALAAPTAFLLSTR
PGTSPAPGCM
>OLS53258.1 2-hydroxyhepta-2,4-diene-1,7-dioate isomerase [Rhodovulum sulfidophilum]AB30
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPTVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEAAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVVHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVELGVDGLGIQRQVCVADI
>OLS53259.1 hypothetical protein BV392_15475 [Rhodovulum sulfidophilum]AB30
MRRSCRRGECCGYCPEAWIAAACVIEDLSALLIGRYALQTKALRLMMRSVLRKSAFVLTVPFPVAVQATASISALPRAEK
RFMNEPCRAIGPSDTGE
>OLS53260.1 hypothetical protein BV392_15480 [Rhodovulum sulfidophilum]AB30
MIPRLVKRIAAGECEHRCEACQHEKEEAEARARGWSLIGPAPTKGPGYRRYRHACGHEQTIASANMQSGRFNCANCGEGW
STAPSFIYCMRFTLPGLAPLVKLGFSRNPDSRLHWQLKRSPDLSGQILRSVSIRNGHTAQSLEKKMHAALRRDHRDSVIP
PDQYRPWLRVKSEIYAAGLQPVILKLLDELDTGCSDPD
>OLS53261.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB30
MIRPLTLLLAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>OLS53262.1 hypothetical protein BV392_15535 [Rhodovulum sulfidophilum]AB30
MSLISMGDLAQGLGLRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
ISGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTTSVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIETIETENGANRKMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>OLS53263.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB30
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDNAASISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDRIAGIVPLREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRAVRVSGTYAAMGGGSLEALFGQRDIAAVGAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGAPGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>OLS53264.1 flagellar biosynthesis protein FlgE [Rhodovulum sulfidophilum]AB30
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNSDTMSIDIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYALDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>OLS53265.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB30
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALEQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEVLDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>OLS53266.1 hypothetical protein BV392_15555 [Rhodovulum sulfidophilum]AB30
MNEGSTLGLEEARFSQLLEDPAVLASVEEVALPTGESTSTQGKRDQIQQELMDQFGIDADKIEGPFTLSSLGVIN
>OLS53267.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]AB30
FAGGGGTSTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSVTGGRPVGLLWASPDCKHFSKAKGAA
LCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRACDYGA
PTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLSWRSAADCIDWSLPCPSIFDSSAEIMARHGLRAVRPLAKNT
LARIARGMRRYVLDAERPFIVNLTHGARTEDLAQPLRTITGANRGEKALVAPSLTRFNGGATGADLRDPMPTVTANSWIK
RPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQGGGNRPIADPHHTICASKKDQNSLLA
ATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNGGPRMATHAGHDPRAPLSTVAASGSHQTPVAAWF
AKYYGTGDGARMDAPCHTVTVKDRMGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGAFVTLE
>OLS53268.1 transposase, partial [Rhodovulum sulfidophilum]AB30
MRKSRFSEEQIIGILKEHQAGIGAKELWRRHGVSDGTFYKWRSKYGGMEGSEAKRLKAFEAENAKLKKMLAEHMLDVATL
KEM
>OLS53269.1 hypothetical protein BV392_15570 [Rhodovulum sulfidophilum]AB30
MAENKPAPHSFVKDGVYYFVRRVPKDLLHHYTSLKISFSLRTRSASVTTSHALRAAQRLDEHWYFLRINDCDLPGKHMLR
LAQNTNAAPAVMTMTTAAAETVKLSEAVGIYLRLKGQGRPVTFPRAAECSC
>OLS53270.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB30
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>OLS53271.1 ribonuclease G [Rhodovulum sulfidophilum]AB30
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMEGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPVDGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFATRGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTEMLPR
>OLS53272.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB30
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>OLS53273.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB30
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>OLS53274.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>OLS53275.1 isopropylmalate/homocitrate/citramalate synthase [Rhodovulum sulfidophilum]AB30
MTRDVTRDTIARYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRESLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>OLS53276.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB30
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>OLS53277.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB30
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>OLS53278.1 hypothetical protein BV392_15630 [Rhodovulum sulfidophilum]AB30
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPTRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>OLS53279.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB30
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLRNAAREPEIVDLARCLRAMGARIEGEGSDTVTIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>OLS53280.1 hypothetical protein BV392_15660 [Rhodovulum sulfidophilum]AB30
MPDIEWPREIWAAECGKHDADGRHVFSEHATVPRWEGDRDCAFHRYVDGDITDDQERYFREMLSAARARAEATEGFLRRI
AAAPLWNEPGEDGKPAGTGLEGSITRNFQKAREGEAEDWILEARALIAGLKQEGRGSRSAPTRPTCWQSGGAVPERPCGQ
>OLS53281.1 hypothetical protein BV392_15670 [Rhodovulum sulfidophilum]AB30
MTQPSPARYRANNWSSYNPSLKQRASLDIWFDPDLVWHAKPDGRRGPPQTFSEAAIQLCLTLKVLFGLPLRQTTGLVESL
IRIAGPDWPVPDYSTLCRRQAKLDMQISYRPLARR
>OLS53282.1 hypothetical protein BV392_15680 [Rhodovulum sulfidophilum]AB30
MGDTPQQIYFRPRVAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKT
>OLS53283.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB30
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPAAVGPAGLGGASDMLPLLVGGGFQKSAE
>OLS53284.1 hypothetical protein BV392_15705 [Rhodovulum sulfidophilum]AB30
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDDTPAEEVSETGPSEPAVSPAP
AAAAVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGS
DVSLAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVADKGVETLPELQDSFPAAARAALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>OLS53285.1 hypothetical protein BV392_15710 [Rhodovulum sulfidophilum]AB30
MTQHPPLLLLTRPKVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAERLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>OLS53286.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB30
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALAACPEATALAVAGGVAANRAIRAALEDLARTSGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>OLS53287.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB30
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNTWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>OLS53288.1 hypothetical protein BV392_15725 [Rhodovulum sulfidophilum]AB30
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>OLS53289.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]AB30
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKMGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>OLS53290.1 hypothetical protein BV392_15740 [Rhodovulum sulfidophilum]AB30
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>OLS53291.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB30
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFQSYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTANDTEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>OLS53292.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB30
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>OLS53293.1 hypothetical protein BV392_15755 [Rhodovulum sulfidophilum]AB30
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>OLS53294.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>OLS53295.1 SCO family protein [Rhodovulum sulfidophilum]AB30
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARTRP
>OLS53296.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFQIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>OLS53297.1 hypothetical protein BV392_15780 [Rhodovulum sulfidophilum]AB30
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>OLS53298.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB30
MSGTRLSLALASEAQTRALAERLAARLGASDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTERLSPIL
TEIQTGTAPDA
>OLS53299.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB30
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAKD
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEDLAPYDPAEMAELGCLPFRWYLPGQGLAAPED
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGIARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGDRM
RARYVAATGTDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>OLS53300.1 nucleotidyltransferase [Rhodovulum sulfidophilum]AB30
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGKPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETE
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLAGAWDPAHMDGLLLLIPPERATGHSGKGDFLIAPDGRLTRG
PGAVYSGAGILKTDGLAEIPERVFSLNRLWDGMLAKGRLYGILHCGGWCDVGHPGGIAEAEALLAGQGDV
>OLS53301.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB30
MFEDPGPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPHIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAEGHEDGREAWAAWLAEALDGTDRAGT
EPLSTHVARHRQLAETLAAGPETEGSGALWLEEAGLQARAALDLLEAEAEAGGEMTPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPAVPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>OLS53302.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB30
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGAEEGLLSRLKS
ALAGGGKTDQAAAAKLGALNLGGADRALLLGLEDILLTGATAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMVRVETAR
TRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRQADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHSAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVTR
DFGFGEGLRYERGLWPEDRVLAAPDTAPPDTALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGPGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>OLS53303.1 thiol reductase thioredoxin [Rhodovulum sulfidophilum]AB30
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>OLS53304.1 HslU--HslV peptidase proteolytic subunit [Rhodovulum sulfidophilum]AB30
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>OLS53305.1 HslU--HslV peptidase ATPase subunit [Rhodovulum sulfidophilum]AB30
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADARDQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>OLS53306.1 hypothetical protein BV392_15825 [Rhodovulum sulfidophilum]AB30
MRRRRLSREDRALWDEVARRVRPMRDAPSDAVSGPPPEKTLPEKTPPAPVPAAPPALKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>OLS53307.1 hypothetical protein BV392_15835 [Rhodovulum sulfidophilum]AB30
MFWTALSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFLSLVPVST
VAGGDRAGRIAAAKGRKLALEARLESCG
>OLS53308.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB30
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAERDFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTARMLQLACEAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLSPRGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>OLS53309.1 elongation factor P [Rhodovulum sulfidophilum]AB30
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>OLS53310.1 preprotein translocase subunit Tim44 [Rhodovulum sulfidophilum]AB30
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>OLS53311.1 exlusion protein FxsA [Rhodovulum sulfidophilum]AB30
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>OLS53312.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB30
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>OLS53313.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB30
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGNEAWRPRPRPTPLPSRLTGEEAAAHRAFVETMGDDALWK
SFD
>OLS53314.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB30
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLRTANA
>OLS53315.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB30
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSHDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>OLS53316.1 hypothetical protein BV392_15885 [Rhodovulum sulfidophilum]AB30
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>OLS53317.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB30
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>OLS53318.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB30
MDTIFAQATARGKAGVAVIRISGPGAHSAARALAGSLPAPRQAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVSALLSALGRIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPGLEDIVLRG
KADLADGAGHGVSGLTGAGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVENLLDEIFSRFCLGK
>OLS53319.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB30
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAVPGLEIVEGEAADFLQRGGRVAGVVLADGSELAAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDAEPVLFSFLSSHVDARQ
VACGITHTNAQTHDIIRKNLSLSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVRSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
PVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGLEIGCVGERRRTSFEAKMERLSAGRAR
LESMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVNFEDLIPLDPELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSSELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>OLS53320.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB30
MTISAGEFSDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHFADSAQLFDLAPAETRHWVDLGSGGGFPGLVI
AIIAEERAPDLQVTLIESDQRKATFLRTVARELGLRRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLAPGGV
ALFPKGARYADEVNRALASWRFEVQKHPSKTDPQAVVLKLGGIARV
>OLS53321.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]AB30
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVKTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>OLS53322.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]AB30
MMKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIV
RPSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVA
EALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPP
PVAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSVGGGED
>OLS53323.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB30
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWNPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSIAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGHRTATDTPLPPMSWLERVELEGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQINHSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>OLS53324.1 non-canonical purine NTP pyrophosphatase, RdgB/HAM1 family [Rhodovulum sulfidophilum]AB30
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>OLS53325.1 ribonuclease PH [Rhodovulum sulfidophilum]AB30
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>OLS53326.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB30
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>OLS53327.1 hypothetical protein BV392_15950 [Rhodovulum sulfidophilum]AB30
MNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTDYRFLFREYKCYLAAKLAQAG
QSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMIQRKVFEEHHLELLNDFVRRIFAWRVRANDLNPSNILFG
QRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>OLS53328.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB30
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLINALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>OLS53329.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]AB30
MAMSLKTIKPVLLICALVLGYMAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVADPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKTEAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>OLS53330.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB30
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEFIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>OLS53331.1 hypothetical protein BV392_15975 [Rhodovulum sulfidophilum]AB30
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>OLS53332.1 fused response regulator/phosphatase [Rhodovulum sulfidophilum]AB30
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSPDQNIALEPAPGGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LECLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTF
FAGRDEFPDDVSAVLFEFG
>OLS53333.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB30
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALRRLGNAGDRAMLHRWLGQIR
>OLS53334.1 molecular chaperone Hsp33 [Rhodovulum sulfidophilum]AB30
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAEADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>OLS53335.1 coenzyme A pyrophosphatase [Rhodovulum sulfidophilum]AB30
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPRHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>OLS53336.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB30
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPGGLAACATNSAGIETLSCERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHLEAALALAPDPIRRLAALGGEDVAGRLRLGKAEARRLGRLVEGAAAGEGPAVLAYRFGPEVARDAVLLRAA
SLGADLPEGLGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>OLS53337.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>OLS53338.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB30
MSHLVERLSLRGEGVTGDGLTVALALPGEEIEGAPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLAGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGTALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>OLS53339.1 hypothetical protein BV392_16020 [Rhodovulum sulfidophilum]AB30
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>OLS53340.1 hypothetical protein BV392_16030 [Rhodovulum sulfidophilum]AB30
MKKLALAAAFAATASTAFAGSYADPVIEPEVIAQDTSSSAQGVIVPLLALILVAAVASN
>OLS53341.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>OLS53342.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB30
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>OLS53343.1 amidohydrolase [Rhodovulum sulfidophilum]AB30
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTMDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>OLS53344.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>OLS53345.1 bifunctional 3-demethylubiquinone 3-O-methyltransferase/2-octaprenyl-6-hydroxy phenol methylase [Rhodovulum sulfidophilum]AB30
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>OLS53346.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB30
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>OLS53347.1 hypothetical protein BV392_16075 [Rhodovulum sulfidophilum]AB30
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLVDMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>OLS53348.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB30
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGLLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>OLS53349.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB30
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>OLS53350.1 hypothetical protein BV392_16090 [Rhodovulum sulfidophilum]AB30
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>OLS53351.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB30
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>OLS53352.1 NTP pyrophosphohydrolase [Rhodovulum sulfidophilum]AB30
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>OLS53353.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB30
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTTEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>OLS53354.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB30
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASGFDES
RPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>OLS53355.1 hypothetical protein BV392_16120 [Rhodovulum sulfidophilum]AB30
MRFLTGAVLFCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLETIYGPLAVNAAGVTCAGAACPGPGAQ
VTRIALSGSPALADMLMPALIEGFAAARGLVVERGVEGRDRLFRLRLPDGGPLRAKIALASGSTGEGFADLLTGAAQIVM
ADREILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPVTV
HLPGQAGQGLRQLPAARVLSGRRPVASARRHGRAAAVATAVAADPAGLGLARVSALGDAVQVSLADGCGTRLLASHQSVK
TGDYPYVAPLSLYLGRPLLPRLARDFLDYLATPAAQIAIRRSGFIDLLRDEIPLGRQGDRLALAIAEARHGNGLRELKRL
VATLDGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAA
TAADFDWVRLDVAGFGDLLPVMCDGGGRKTGPEQSRDRPSGDWARRLNRRVEVWLR
>OLS53356.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB30
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>OLS53357.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB30
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAVQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>OLS53358.1 alkylated DNA repair dioxygenase [Rhodovulum sulfidophilum]AB30
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGAARLVHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>OLS53359.1 3'(2'),5'-bisphosphate nucleotidase [Rhodovulum sulfidophilum]AB30
MRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAADFLIVDPLDG
TKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNDALMVVASKS
HRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGRVVRFDDHSPLSYGKPGYE
NPFFIALAPGVDLKGA
>OLS53360.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB30
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>OLS53361.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB30
MAHVLVTGGAGYIGAHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYTS
>OLS53362.1 PTS lactose transporter subunit IIC [Rhodovulum sulfidophilum]AB30
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>OLS53363.1 ribosomal subunit interface protein [Rhodovulum sulfidophilum]AB30
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>OLS53364.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MADGTAAFDLPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDV
TTLPMYRRARLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEI
ARCLAADPSYLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDE
NVRRVYLGQSFRIT
>OLS53365.1 hypothetical protein BV392_16180 [Rhodovulum sulfidophilum]AB30
MSLETSGKDLVLSVRAGLAALALALTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>OLS53366.1 hypothetical protein BV392_16185 [Rhodovulum sulfidophilum]AB30
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTQVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIETDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>OLS53367.1 D-arabinose 5-phosphate [Rhodovulum sulfidophilum]AB30
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLDRSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>OLS53368.1 ribonuclease D [Rhodovulum sulfidophilum]AB30
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>OLS53369.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB30
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFLPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>OLS53370.1 undecaprenyl-diphosphatase [Rhodovulum sulfidophilum]AB30
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAAMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>OLS53371.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]AB30
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>OLS53372.1 hypothetical protein BV392_16220 [Rhodovulum sulfidophilum]AB30
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLTSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>OLS53373.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB30
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>OLS53374.1 hypothetical protein BV392_16230 [Rhodovulum sulfidophilum]AB30
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>OLS53375.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB30
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>OLS53376.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB30
MTAALKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQ
AHDPLAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLG
RNLGNWFFLGVIFTTVELPVDAPETGHCGNCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPELRPLLGNRIYG
CDDCLGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRDA
VARLSEDADPVVAEAARWAVARLSRG
>OLS53377.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>OLS53378.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB30
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLRRSANMIDFEIPYSVEEIDAA
KAEVMKANGLTDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHTAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>OLS53379.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>OLS53380.1 acetoin utilization protein [Rhodovulum sulfidophilum]AB30
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVKAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAANNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWRTEDFGWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>OLS53381.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB30
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>OLS53382.1 farnesyl-diphosphate synthase [Rhodovulum sulfidophilum]AB30
MFQSSLKSAAERIETRLTEALAGAAEQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEVAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>OLS53383.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB30
MNNRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>OLS53384.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB30
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVIAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>OLS53385.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB30
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALDVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTRLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>OLS53386.1 DNA-binding protein [Rhodovulum sulfidophilum]AB30
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>OLS53387.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPGL
>OLS53388.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB30
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHRAMLERIARLRAGQAA
>OLS53389.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB30
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>OLS53390.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>OLS53391.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>OLS53392.1 glutathione ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MALDMTATPEKLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISADAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRKFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAQPETATETPHA
>OLS53393.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB30
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELSARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGVNA
>OLS53394.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB30
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMRAGFDLDAAMTLARQAGAAG
GGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEAPVLAGAMAALKALHATPALSNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDVGALLAETTDFDRDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRSGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>OLS53395.1 ethanolamine ammonia lyase large subunit [Rhodovulum sulfidophilum]AB30
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAAAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTGFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVAGLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>OLS53396.1 hypothetical protein BV392_16355 [Rhodovulum sulfidophilum]AB30
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHALVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESATRPA
GALAP
>OLS53397.1 nickel import ATP-binding protein NikD [Rhodovulum sulfidophilum]AB30
MTRVLTIEGLGVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPLPPDRLRGQV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>OLS53398.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB30
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>OLS53399.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB30
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GISYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>OLS53400.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIEKAVGSHVANMRTIVSGLTEQEQDQLSQLLEKLLASQ
GS
>OLS53401.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MEGGNLSRFSERFLFAAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARN
GIILGLALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRQRAGASAAGLMGLYSTAIMAGAFLSGTFSPWI
AQASDWQPALGIWAVPALLGGLIWWRVTDPRASVSEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRS
AETAGLMLGVVTLAEVVAGLVVSYWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAIFAGLGIGALFPLSLIVA
MDHGDNASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>OLS53402.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLNAPFGVADIADDTEQLL
AQLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPEDFTARLLRFLSSQPE
>OLS53403.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB30
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYRPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRTIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALELYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGNGQSIREVLAAVERVTGRPVPLSLHPRRPGDPPALVADPSRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>OLS53404.1 beta-mannosidase [Rhodovulum sulfidophilum]AB30
MRPDPVIAAPRLVPQRLAALSLAALILATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ATYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>OLS53405.1 hypothetical protein BV392_16415 [Rhodovulum sulfidophilum]AB30
MLLGVAISGLAGAAPAEGIREGGRSEQAIAGASAMRWLAPEPTSKPSRSSKSGRKAAALALDRRQGRGSHICSASGFGQR
PRCVAR
>OLS53406.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB30
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRTRTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALGDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSAAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETPDGVHIDAAALARILASARS
>OLS53407.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVEPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>OLS53408.1 hypothetical protein BV392_16430 [Rhodovulum sulfidophilum]AB30
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETSPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALVRMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPAEGPTEGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASVVRGDRMRLA
LARGAIAAAAPPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPLELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVRIAVENLTGETWP
LRLLDWVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>OLS53409.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB30
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>OLS53410.1 hypothetical protein BV392_16440 [Rhodovulum sulfidophilum]AB30
MRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMISLSSAAR
NVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>OLS53411.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB30
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAAYRFDRYRAQSGAPRASFKAPAGVDAARLEAMAAGEVLTRDLINIPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLKL
>OLS53412.1 NLP/P60 hydrolase [Rhodovulum sulfidophilum]AB30
MSGPAGLDRRETPANDRVAAARLRGVVEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERALGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHLRMPVGAD
>OLS53413.1 hypothetical protein BV392_16455 [Rhodovulum sulfidophilum]AB30
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>OLS53414.1 hypothetical protein BV392_16460 [Rhodovulum sulfidophilum]AB30
MTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPGLFETR
ADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>OLS53415.1 Maebl [Rhodovulum sulfidophilum]AB30
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIVRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>OLS53416.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB30
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>OLS53417.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB30
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>OLS53418.1 hypothetical protein BV392_16485 [Rhodovulum sulfidophilum]AB30
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>OLS53419.1 haloacid dehalogenase [Rhodovulum sulfidophilum]AB30
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVVALAARHPDWEAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIVPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAADLADGPLAHA
>OLS53420.1 hypothetical protein BV392_16500 [Rhodovulum sulfidophilum]AB30
MIWAGLLVLMLLAAWPLADALRRPMAARARSEAPGEIAALPRGRTHLVWEGPAEGPVVVLLHGLTIGSHMLDRLAGGLAD
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGELTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGAVVLRRMARAADRAYGLPGTLNAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>OLS53421.1 cell division protein ZapE [Rhodovulum sulfidophilum]AB30
MSETLKHLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFTPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>OLS53422.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB30
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALTAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPQLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLAAETAEDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>OLS53423.1 acetyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB30
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>OLS53424.1 hypothetical protein BV392_16520 [Rhodovulum sulfidophilum]AB30
MRSPLFEAYIEPARLYPETWRLIVGLLVVLLVYVGVFSTMLVAAYPVLGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>OLS53425.1 hypothetical protein BV392_16525 [Rhodovulum sulfidophilum]AB30
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAALGQFVRVLRAVALLYLVLWIVLPSGPEKVAHRPVGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>OLS53426.1 hypothetical protein BV392_16530 [Rhodovulum sulfidophilum]AB30
MMPEQTPDIFRKILPPRGAVARALPCWLFAVVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFV
LLASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFASELGRAALARNGDPADVEVLETDTRGALFLV
HSVDRGAGLAKGLRPDTWRAVFEANGRIVTAAATGFTSRPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>OLS53427.1 hypothetical protein BV392_16535 [Rhodovulum sulfidophilum]AB30
MPILLKRDSLADRSLAGRLLFRPALAAWGRAGGAAERLDIPDLAALPGRAWRLRRRRDRAIHGADARRAAFHAAAETARL
PLGSDWGFRPAPFADRVTPCAATDIGTAFRLGPQVTLLHDAARAGIAFRQVANSHGGEGAPFGLALEVSGFDGGFLSVVF
ELPSHSVEGLGRHHLIRLDAALGTEAPVDVFARISIRHGPNLAQLVRAVPPDESRIALDFDLAASDLHGHRADGMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>OLS53428.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]AB30
MTDYPHLLAPLDLGCATLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPHRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESIALKLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>OLS53429.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>OLS53430.1 hypothetical protein BV392_16550 [Rhodovulum sulfidophilum]AB30
MRARRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAATGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDRLRIETADGRSAYAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>OLS53431.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]AB30
MTHDKTRPTALDLPMVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVV
SSINRCWYCQVAHGATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWD
IAAVAGFFNMTNRVASASGMEPNPDYHGSHR
>OLS53432.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAEAETGMARLGQTPLFMVRPGEGALDDTL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>OLS53433.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB30
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>OLS53434.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB30
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>OLS53435.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGETVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>OLS53436.1 hypothetical protein BV392_16580 [Rhodovulum sulfidophilum]AB30
MTEPLPRDADAALVAAARSYFAARRARVPAFARRRFGPAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSR
APRLAAWLGTRRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>OLS53437.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB30
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGPKALALIRENVALCRAGAETAILRRNATRPGPAPGAPAALVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>OLS53438.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]AB30
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRGRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>OLS53439.1 peroxiredoxin [Rhodovulum sulfidophilum]AB30
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>OLS53440.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB30
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>OLS53441.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGPGTGWQPHHLVARDANGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRATLIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRDYPDFETFLATLSSRKRKNIRKERATAKAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>OLS53442.1 phosphodiesterase [Rhodovulum sulfidophilum]AB30
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGATGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLEEVSGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAKAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPAA
>OLS53443.1 hypothetical protein BV392_16615 [Rhodovulum sulfidophilum]AB30
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAEAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>OLS53444.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASQLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>OLS53445.1 glycosyl transferase [Rhodovulum sulfidophilum]AB30
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>OLS53446.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>OLS53447.1 ammonia channel protein [Rhodovulum sulfidophilum]AB30
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALIGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>OLS53448.1 aromatic amino acid aminotransferase [Rhodovulum sulfidophilum]AB30
MLTRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>OLS53449.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB30
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPIVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>OLS53450.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB30
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>OLS53451.1 hypothetical protein BV392_16665 [Rhodovulum sulfidophilum]AB30
MGPDALRPGELAAGDLGAADGPALRVIGRARTPWGPDDCPKNIGRARERGAPATLEIAPAFAPALRGLSVGQPVIVLYWM
DRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDADTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGEP
G
>OLS53452.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB30
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>OLS53453.1 hypothetical protein BV392_16675 [Rhodovulum sulfidophilum]AB30
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDPSAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSRVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>OLS53454.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>OLS53455.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGHSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFEDPYSTDARLDAVIDRARAVCPVLAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>OLS53456.1 hypothetical protein BV392_16695 [Rhodovulum sulfidophilum]AB30
MGIVFLLIIGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>OLS53457.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB30
MTEQDLTTGPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRSKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>OLS53458.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB30
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVTAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>OLS53459.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>OLS53460.1 hypothetical protein BV392_16725 [Rhodovulum sulfidophilum]AB30
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAISCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGAQVL
>OLS53461.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB30
MRVIFMGTPDFSVPVLDALVAAGHEVACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>OLS53462.1 peptide deformylase [Rhodovulum sulfidophilum]AB30
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAIRLANPEIV
AVSDDLSAHDEASPCLPGIDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>OLS53463.1 peptide deformylase [Rhodovulum sulfidophilum]AB30
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>OLS53464.1 peptide deformylase [Rhodovulum sulfidophilum]AB30
MSIRPILIHPDPRLKTVADAVPDISDTLQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>OLS53465.1 aminotransferase [Rhodovulum sulfidophilum]AB30
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSKALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCVEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>OLS53466.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB30
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAARNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGNLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>OLS53467.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB30
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>OLS53468.1 hypothetical protein BV392_16775 [Rhodovulum sulfidophilum]AB30
MRAEDLASPGSGSWGRASVAGLSEAWRCWDGAVTMSAARRWSRPGPRGRLETGPELAATMRLSRGFGHKDCGDFGGSVDI
APTLVMERRLPLQDPVQVSLA
>OLS53469.1 hypothetical protein BV392_16780 [Rhodovulum sulfidophilum]AB30
MLRLLALALSLALSACDSPGMDYAGIPPVMVEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>OLS53470.1 aspartate racemase [Rhodovulum sulfidophilum]AB30
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>OLS53471.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB30
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARTDYEAWTAPKPTPGAVRMEEVVALLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>OLS53472.1 NADPH-dependent FMN reductase [Rhodovulum sulfidophilum]AB30
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDASGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>OLS53473.1 ribonuclease HI [Rhodovulum sulfidophilum]AB30
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>OLS53474.1 hypothetical protein BV392_16810 [Rhodovulum sulfidophilum]AB30
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAVAARAR
YGIKVEVAGFADLEAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>OLS53475.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB30
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>OLS53476.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB30
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRSAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGERDGHDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>OLS53477.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB30
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRN
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>OLS53478.1 hypothetical protein BV392_16830 [Rhodovulum sulfidophilum]AB30
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRSIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>OLS53479.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB30
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>OLS53480.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB30
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRVRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIACISPFAGPWAGVSALVKSYPSP
>OLS53481.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB30
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>OLS53482.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB30
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDRDGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>OLS53483.1 hypothetical protein BV392_16855 [Rhodovulum sulfidophilum]AB30
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>OLS53484.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB30
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSLPLNLEMAAT
DEMQAIALRHCPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPGQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>OLS53485.1 GTPase Era [Rhodovulum sulfidophilum]AB30
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>OLS53486.1 bacterioferritin [Rhodovulum sulfidophilum]AB30
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>OLS53487.1 S26 family signal peptidase [Rhodovulum sulfidophilum]AB30
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>OLS53488.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB30
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>OLS53489.1 alkene reductase [Rhodovulum sulfidophilum]AB30
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVNTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>OLS53490.1 hypothetical protein BV392_16895 [Rhodovulum sulfidophilum]AB30
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPTMADPYKVPTFQEVMDLVAAHNAATGDGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>OLS53491.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB30
MSMESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>OLS53492.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MPPAPQPQDDRERSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAVSSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>OLS53493.1 hypothetical protein BV392_16910 [Rhodovulum sulfidophilum]AB30
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAATVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDMAEEMDRRHPGTTTLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWNFTALQPLWRDYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>OLS53494.1 hypothetical protein BV392_16915 [Rhodovulum sulfidophilum]AB30
MTVPFLRPILALTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAENAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEMAALEDEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>OLS53495.1 hypothetical protein BV392_16920 [Rhodovulum sulfidophilum]AB30
MPQPSACGIDIQGRARNTPYREAVMPSAIPAGLDLAGLDDVTASRHGAGQVTAPDPALGHDMGAMVLGSAFEPGH
>OLS53496.1 hypothetical protein BV392_16925 [Rhodovulum sulfidophilum]AB30
MTITRITHLPPGSDFRPLFPRSAVETGFLLAVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRNAA
>OLS53497.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB30
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPPNVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>OLS53498.1 phosphoserine aminotransferase [Rhodovulum sulfidophilum]AB30
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVADGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>OLS53499.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB30
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>OLS53500.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB30
MSLSYAIGDIHGQRARLEAAHALIAEDRRRVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRELGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRNVYLLTPGGRV
PVPPEMPPEARCEAG
>OLS53501.1 hypothetical protein BV392_16955 [Rhodovulum sulfidophilum]AB30
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARADAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALGPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGRVLSLAR
>OLS53502.1 ATPase [Rhodovulum sulfidophilum]AB30
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>OLS53503.1 2-nitropropane dioxygenase [Rhodovulum sulfidophilum]AB30
MLDKLGLSLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDVEGASRMIAETRQRTIRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVASLHDAGITLLATATNLEEARL
IAGAGLDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPAAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVFALTQELKCATH
>OLS53504.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MQGDRDLAATIAATLVLVVGMGVGRFAFTGLYPLMIDEGQLSVSGGSYAASANYAGYLVGALLASVRLLLSSSVLCQLAG
VATMLTLAALGFDLPSGAIIAVRGISGAFSAIAMVAASHWLIHDRHQHHAVPTLYAGVGLGILISAEAIALGSAAKLGSR
TIWLGLAGICAPLLASALVMQAGDRTQTTRSEQALSDWQGPPLGPWRLILVYGLAGLGYIITATYLPLLVRTAFPAVGPV
QAWALFGLAAAPSCFLWHRLHLQFGTSRSLALNLSCQAVGVGLPLLHLPMAYLASAAVVGGTFMGVVTIAMAAGRHLAHR
GRFNMLAIMTASYGSGQIIGPLIADELYSLTASFDTSLLLVAIALFSGAVLSWKVRHDTQPVAS
>OLS53505.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]AB30
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>OLS53506.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB30
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARNPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>OLS53507.1 ribosome-binding factor A [Rhodovulum sulfidophilum]AB30
MQPMSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRN
RGELRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLATPDGDED
>OLS53508.1 hypothetical protein BV392_17005 [Rhodovulum sulfidophilum]AB30
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTFSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>OLS53509.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB30
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>OLS53510.1 16S rRNA methyltransferase [Rhodovulum sulfidophilum]AB30
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRISGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALDRHPDLSPIAFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>OLS53511.1 heparinase [Rhodovulum sulfidophilum]AB30
MAGQTEIEFPPLRRGAWRNRLHARLCALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVESPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLSGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGAEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWQLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGAVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>OLS53512.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB30
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>OLS53513.1 signal peptidase II [Rhodovulum sulfidophilum]AB30
MRRLGLVAALVFLLDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>OLS53514.1 pyruvate/2-oxoglutarate dehydrogenase complex, dihydrolipoamide acyltransferase (E2) component [Rhodovulum sulfidophilum]AB30
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>OLS53515.1 peptidase M16 [Rhodovulum sulfidophilum]AB30
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEKAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>OLS53516.1 DNA mismatch repair protein MutL [Rhodovulum sulfidophilum]AB30
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAVEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYERLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLAVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>OLS53517.1 recombinase RmuC [Rhodovulum sulfidophilum]AB30
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQTNMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>OLS53518.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
EETHITAPEPDAAADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>OLS53519.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]AB30
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGTFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQDILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEESAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>OLS53520.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB30
MTAVVEHIRGKTFHQRRGRVAHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>OLS53521.1 sugar:cation symporter [Rhodovulum sulfidophilum]AB30
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGGLAAVAAVAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>OLS53522.1 hypothetical protein BV392_17085 [Rhodovulum sulfidophilum]AB30
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>OLS53523.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>OLS53524.1 hypothetical protein BV392_17095 [Rhodovulum sulfidophilum]AB30
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>OLS53525.1 long-chain fatty acid--CoA ligase [Rhodovulum sulfidophilum]AB30
MSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHYWAMVA
AQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWLHDIGD
EGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAWVGDFI
FSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGERFGMP
RYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVL
IYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESG
EVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILE
AVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKE
LDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDQVAAE
>OLS53526.1 hypothetical protein BV392_17105 [Rhodovulum sulfidophilum]AB30
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>OLS53527.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MNRMAPPQPEEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESQHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>OLS53528.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSEEFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>OLS53529.1 hypothetical protein BV392_17120 [Rhodovulum sulfidophilum]AB30
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>OLS53530.1 hypothetical protein BV392_17125 [Rhodovulum sulfidophilum]AB30
MSHRTRIGGFCIDCRTEDPGPALAFRSAASGREGALIEDVRSARPSGPPAAPQVILQAVGHDPRVPLDIETDDIEAECAR
LTGLGAVEVTRTKDRVVRQAPSGPRFCPVPPEGEFPKDAMEVD
>OLS53531.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFVIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>OLS53532.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>OLS53533.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGSAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>OLS53534.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]AB30
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYDPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTTK
IKGMFVRPEQVADLVARHPEVTKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>OLS53535.1 poly-beta-hydroxybutyrate polymerase [Rhodovulum sulfidophilum]AB30
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAG
WSPRNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNP
EILQETLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIV
PAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGT
ILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAV
RRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVY
KVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAA
PPAMGAPDAGLPPLCPAPGTYVFMT
>OLS53536.1 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB30
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>OLS53537.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB30
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>OLS53538.1 hypothetical protein BV392_17180 [Rhodovulum sulfidophilum]AB30
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGLMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>OLS53539.1 hypothetical protein BV392_17185 [Rhodovulum sulfidophilum]AB30
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGMSVEQALDLWGALQATRLRLVSPAASQEQTLGDSSWLGRFMAGVETRSMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSVAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGDDRLSGGAAAELMLGGAGDDLLTGGGADTLCGGTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEDPGAGRDRVHATVGWTLGADLEDLTLGGGALEGIGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGAGDDLYAVDTSSDLILERPGEGWDRVCAGIDWTLGDNLEHLTLTGTAALEGTGNGL
ANVLSGNPGQNLLYGLDGEDTLLGGAGDDGLIGGAGADRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHGLWVGAAPGPDAVPDLAYATAEGVFLDFGDGNGIMIEGLSAVGALIDDLQIL
>OLS53540.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB30
MPTVRPTAHRFLTSILFAAATSFAAAPFVLADQVSAPAIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVEDGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVAGAYRMVL
GDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEME
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>OLS53541.1 2-keto-gluconate dehydrogenase [Rhodovulum sulfidophilum]AB30
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>OLS53542.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB30
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>OLS53543.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]AB30
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>OLS53544.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]AB30
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>OLS53545.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB30
MGRIILVTGGARSGKSSHAEARVRAMPGAPIYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>OLS53546.1 transcriptional regulator MntR [Rhodovulum sulfidophilum]AB30
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>OLS53547.1 divalent metal cation transporter [Rhodovulum sulfidophilum]AB30
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGCYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>OLS53548.1 hypothetical protein BV392_17230 [Rhodovulum sulfidophilum]AB30
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCGLGLRGLAICGPALAALVL
LARRPQH
>OLS53549.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MAGERGTPLVEMRDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>OLS53550.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB30
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVLLCLVFNVVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEAVLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGLLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>OLS53551.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MQGRMLIAGLLAATCLGGPLSAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTRMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVSDGPAPCN
>OLS53552.1 hypothetical protein BV392_17250 [Rhodovulum sulfidophilum]AB30
MAGCRASGPRACLNFNAVAPLVVFDGGHAVLLARDAGAYPFCLSSLLDPVRVMAAIPGSRSTSGRLDVLRLTSVGEHAEA
SVKGVPLLTRRGHLVG
>OLS53553.1 xylose isomerase [Rhodovulum sulfidophilum]AB30
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYQGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>OLS53554.1 mannitol dehydrogenase [Rhodovulum sulfidophilum]AB30
MTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPDGAVAHPVEI
VREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRALQLRRDRGLR
PFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEELTGCHDAAPVMHEPFR
QWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVRHLWTREIAP
VLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMRYVGGIDEAG
QPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRETAQAD
>OLS53555.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB30
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>OLS53556.1 phosphoglycerate mutase (2,3-diphosphoglycerate-independent) [Rhodovulum sulfidophilum]AB30
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAESGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPEGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>OLS53557.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB30
MSGLLPDVPSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>OLS53558.1 mechanosensitive ion channel protein [Rhodovulum sulfidophilum]AB30
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAEPLPDTVSDDPLPE
>OLS53559.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB30
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>OLS53560.1 hypothetical protein BV392_17310 [Rhodovulum sulfidophilum]AB30
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>OLS53561.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB30
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQLITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>OLS53562.1 endonuclease [Rhodovulum sulfidophilum]AB30
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALIWR
DLPGATLPEMDGAPFPSVEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>OLS53563.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB30
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>OLS53564.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRHPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDEIPDATTLIGATVIAASGSILFLREGRAQVSENQPALHATDRAGVAPGPVLPGVEETPE
>OLS53565.1 hypothetical protein BV392_17340 [Rhodovulum sulfidophilum]AB30
MPHPSKGVRLSQRKDTGQWVIIDGTKQRRTGTTDRREAEAIFAGYIIDRGRPTGPSEPDQMMIADVQDIYGRERAPSTAD
PERIANAIMPLLDFWGELPVSSITGRACRSYGADRRIYRGTPRERPAGLGTLRRELGCLAAALRYCAGEGYLTRAPEVKL
PEKRAPRDRWLTRAEAARRLRAARSHPKSRHLAPFILVALYTGTRKEAILALRFAPHTAGGWIDTERGVLYRKAEDMRET
KKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHTAVTWAMHKGVPLADAAGF
FGTTVATLESVYLHHHPSFQEATAKALDGWK
>OLS53566.1 hypothetical protein BV392_17345 [Rhodovulum sulfidophilum]AB30
MPGMTRAPLSTVAASGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKGRMGHMQADLAAPPFAPEHEARAREVAEFLRA
HGAWDGGAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDDPTFRPFSNDV
>OLS53567.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB30
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>OLS53568.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB30
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELNAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>OLS53569.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB30
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDETGRPTPIAIPKEEKTQ
>OLS53570.1 histidinol phosphatase [Rhodovulum sulfidophilum]AB30
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVEAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGARILRFKPI
>OLS53571.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAVLGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>OLS53572.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQATTEILYLLGLGSTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQQLGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>OLS53573.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVMLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>OLS53574.1 histidinol phosphatase [Rhodovulum sulfidophilum]AB30
MTIRAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>OLS53575.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSFEISEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVALSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>OLS53576.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MSKKAILALGSAVLAVSGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGTAMNPGIRTLY
GAEQVAEQLKSLDLP
>OLS53577.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>OLS53578.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB30
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLASRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>OLS53579.1 hypothetical protein BV392_17420 [Rhodovulum sulfidophilum]AB30
MTLSRAPRGEAPPAAEDTSSRQPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRAGIWLRVDVRDYGRPMPGESLPDAEKINADMAGADFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDS
>OLS53580.1 anti-anti-sigma factor [Rhodovulum sulfidophilum]AB30
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>OLS53581.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB30
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFLCPVDVTIDPETQAHACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLRVHAAAGGEEFLALDGKTYVTEPGMTVISDATGVESLG
GVMGGEATGCTEATVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPSDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>OLS53582.1 hypothetical protein BV392_17435 [Rhodovulum sulfidophilum]AB30
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLASGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRLLDELLARR
>OLS53583.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB30
MDELRQKYLGAIADAADEPTLEELRLQAVGKKGEVSLRMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGMGIDRIAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>OLS53584.1 GTP-binding protein Era [Rhodovulum sulfidophilum]AB30
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>OLS53585.1 hypothetical protein BV392_17455 [Rhodovulum sulfidophilum]AB30
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>OLS53586.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB30
MDSYAPPDTPLEILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTYWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGSARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>OLS53587.1 peroxidase [Rhodovulum sulfidophilum]AB30
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRANKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>OLS53588.1 hypothetical protein BV392_17470 [Rhodovulum sulfidophilum]AB30
MRSELILSTYNNPQSLTLCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGAEGCGGKA
>OLS53589.1 lysine transporter LysE [Rhodovulum sulfidophilum]AB30
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTAILTQAALFLTLSAAGITALIAASPTVFAWAKLVGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>OLS53590.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB30
MRIDYDALSQTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSNRPAAFDATDAEGLARLLAQTFAR
>OLS53591.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB30
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKAALSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>OLS53592.1 hypothetical protein BV392_17490 [Rhodovulum sulfidophilum]AB30
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>OLS53593.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB30
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>OLS53594.1 hypothetical protein BV392_17500 [Rhodovulum sulfidophilum]AB30
MITMVDLLGVMAVGASADPDDSTRSHAAGGTGSGDGPDPDHATDDLMAVMDLHAALAEAVPAIDGMSRADELLFSWLSGG
PDSMDADDLPFPADHDHDEDLPVAETCLADAALGAGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLRLGHLSLVPDTMLSDALAARA
>OLS53595.1 hypothetical protein BV392_17505 [Rhodovulum sulfidophilum]AB30
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAAQRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>OLS53596.1 nicotinamidase [Rhodovulum sulfidophilum]AB30
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSEGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>OLS53597.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB30
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>OLS53598.1 hypothetical protein BV392_17520 [Rhodovulum sulfidophilum]AB30
MTEAETLSLAQEAIAHWEGCTAPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSVDAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLHRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>OLS53599.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB30
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELQEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPDIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>OLS53600.1 L-asparaginase [Rhodovulum sulfidophilum]AB30
MTGAVGMVEVLRGGMVESRHRGHAAICDGTGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPKHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>OLS53601.1 hypothetical protein BV392_17535 [Rhodovulum sulfidophilum]AB30
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALSVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>OLS53602.1 hypothetical protein BV392_17540 [Rhodovulum sulfidophilum]AB30
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAKANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RT
>OLS53603.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB30
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>OLS53604.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]AB30
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>OLS53605.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB30
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>OLS53606.1 hypothetical protein BV392_17565 [Rhodovulum sulfidophilum]AB30
MRKPGQRPASTSSCVTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVT
GYGTLAERRDQGHEIGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>OLS53607.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB30
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCRETMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>OLS53608.1 ribonuclease R [Rhodovulum sulfidophilum]AB30
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGDGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>OLS53609.1 murein transglycosylase [Rhodovulum sulfidophilum]AB30
MTRYRSLAPGLGVALGVALGLGGPADAMLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGTPDTVADEARGFPGWI
AGFRGRALAQGIAPGVFDRAFEDARFQADVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGV
YKEIVAAIWGMETSYGSYRGSAPIISSLATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSY
LEHAVDFTGDGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMTGRA
VRDYGRAAILQPAGARGAAFMIFDNFRVIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTR
AGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRLR
>OLS53610.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLDDLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWQRGAYLPHAARAWLDIAAGDPAQTATDRGPD
>OLS53611.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB30
MTTRLLARRLRVAVRRSLTVQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>OLS53612.1 murein hydrolase effector protein LrgB [Rhodovulum sulfidophilum]AB30
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>OLS53613.1 alpha,alpha-trehalose-phosphate synthase [Rhodovulum sulfidophilum]AB30
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>OLS53614.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB30
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFRQVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>OLS53615.1 Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTAAEFANVRERMEPWISAAGASLDRLFGAVGAAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNG
IGTCVIERRPVTVHRDQHFLARNGALGCIAAPIHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRS
FAHARILAVSGLEHNPAALVAVTADDLAIGASHSARLALGIKGNLAKAPVPASDLLSVPGVESLEEAERAVLTRALARTG
GNVSAAARILGISRATFHRKLGHRKSGHRKSGAKRPEAVTQDPAAPCRIPATDAPSLPRDGG
>OLS53616.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>OLS53617.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB30
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>OLS53618.1 hypothetical protein BV392_17640, partial [Rhodovulum sulfidophilum]AB30
AEKLSGNWGPPQTFSEAAIQLCLTLQVLFGLPLRQTTGLVESLIRIAGLDWPVPDYSTLCRRQAKLDMQIFYRPLVRR
>OLS53619.1 IS5 family transposase [Rhodovulum sulfidophilum]AB30
MPQAGEARHADLLSPSGAPLNLLSDSTGVKFRGDCEWLSRKHGVTRKRQWRKVHIAPDTDTGDIRAVEFTSSRPGDSPIL
PEFLDQIPPCETMATVTADGAYDTRRCHATILERKAALIIPIRRNGRAWKPDCPAAISRNEPLRATRRLGKALWKRWSGS
DTRSRVEAQMNRLKSFGVRIMPSDPDRQTAKIHIRIIRNCRSDQWRDMAHS
>OLS53620.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB30
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWVGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>OLS53621.1 hypothetical protein BV392_17655 [Rhodovulum sulfidophilum]AB30
MPPQRVTRVTPGVNDLGRTRGFYEALGRRPAEIGERPVLFPPKGWPRGFSGEPRWPPIRGSPRRRLAPGRWLRHRTLAQG
FPDRIGIDAARAVTLRTGAEPIKPPQEVFRGGYSGDSTDSDGRVRELPHTPYRPLDAEDRLTATCPARIMTAATSIWRLM
RARF
>OLS53622.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB30
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRATAEDLARTPGRLGWKVAAVLSG
PGSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFDALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPEDAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALRAQAFMTGTGAELFAGLGARAQYLEVRETHGTSQIERMDGPCPRSA
>OLS53623.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB30
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGAPGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>OLS53624.1 chromosomal replication initiation protein DnaA [Rhodovulum sulfidophilum]AB30
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPEAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>OLS53625.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB30
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>OLS53626.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB30
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>OLS53627.1 DNA-formamidopyrimidine glycosylase [Rhodovulum sulfidophilum]AB30
MPELPEVETVRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGSARVTFNDPRRFGAMDLTLTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIATLVPAIRTVLSEAIEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIQRVVQSGRSTFYCPQCQR
>OLS53628.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase [Rhodovulum sulfidophilum]AB30
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>OLS53629.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB30
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWIQPLLWMGAGAALTWIGAGLALLLS
>OLS53630.1 hypothetical protein BV392_17700 [Rhodovulum sulfidophilum]AB30
MTDSVTAATAATNASSSSSSGNSKALISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>OLS53631.1 hypothetical protein BV392_17705 [Rhodovulum sulfidophilum]AB30
MQVPFPIDTLGASASSRPDRPASTAGASDPDGSDFRSAFDDTRPSDRNETAREAARRDTPRTSAASDRAEETPSSAPPGA
RKNSEDSAEEIDETAATKAGSDTVKNDPAAANDAIAELQAMAGFSTAPQPGTGAATKTQARPTETAAAGAGTTAASVDSD
MARTTSVPLTADPRQQSVEAQPNSALTASSPMADARPAIATGGAKPQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSST
AAAQANAAPLLSGTSPEALQAGNKEGAALNSTTPKDSTTNRSSPEIADAAPEAVAPKEGSTGQTASRQGDGMLQGREAAQ
GQAVAVAARAIASDDPASDPKGDQKGHASTHRENTSATPTAPTAPHAMAAQPDATASAPPIAGTAIDIQTAIDGSRGDPT
AATDSGASERSGSDQIRGSETARHTAAPALADAPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNI
SADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPTPNEEGTETGLLSANRTSPRTAGGGLD
LRL
>OLS53632.1 hypothetical protein BV392_17715 [Rhodovulum sulfidophilum]AB30
MTPIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQMPTEADRETLDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>OLS53633.1 hypothetical protein BV392_17720 [Rhodovulum sulfidophilum]AB30
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>OLS53634.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB30
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>OLS53635.1 hypothetical protein BV392_17735 [Rhodovulum sulfidophilum]AB30
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGTFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKFAEAFRFVSSGAAAATAEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGQIVTAEGYTVASIADTSLLRGSDGEGDTNNEKIVFSGITIPDLAQSISVNDEGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADTKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>OLS53636.1 flagellum-specific ATP synthase FliI [Rhodovulum sulfidophilum]AB30
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENTIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>OLS53637.1 hypothetical protein BV392_17745 [Rhodovulum sulfidophilum]AB30
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>OLS53638.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB30
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGNYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>OLS53639.1 flagellar hook-basal body protein FliE [Rhodovulum sulfidophilum]AB30
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>OLS53640.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB30
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>OLS53641.1 flagellar basal-body rod protein FlgF [Rhodovulum sulfidophilum]AB30
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLLDTPEGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVAADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>OLS53642.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB30
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEVQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>OLS53643.1 flagella basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB30
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLAAPEEAIGQEARINLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSGGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>OLS53644.1 flagellar basal body L-ring protein [Rhodovulum sulfidophilum]AB30
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>OLS53645.1 flagellar basal body-associated protein FliL [Rhodovulum sulfidophilum]AB30
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDSTDHSASQGQAEDGSHMTADGHAAGAPSAAGNGNDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLESSQSVL
GPIVSDILITDLVRQDA
>OLS53646.1 transposase [Rhodovulum sulfidophilum]AB30
MKRSRFSTEQIICILKEHLGGLGAKELWRKHGISDATFSKRRSRYGGMEVSDARRLKALEAENAKLRKILAEQMLDVATL
KEMLGMGAGERHAFE
>OLS53647.1 hypothetical protein BV392_17795 [Rhodovulum sulfidophilum]AB30
MDTRDDRPERLVRIGTILKNAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDDDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>OLS53648.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB30
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAAEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>OLS53649.1 flagellar biosynthesis protein FliR [Rhodovulum sulfidophilum]AB30
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIEAPPSLALAFATET
VIGLALGLVLRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QYRLLTLFAAPFGAGG
>OLS53650.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB30
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQQEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDQLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLMTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQIGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>OLS53651.1 hypothetical protein BV392_17815 [Rhodovulum sulfidophilum]AB30
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETDAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRNGPAPEDSPFETALQSAADTPAEEEVPPAPAEPVRPDAPSAVDI
ATQSPSPSPKSPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGPAETVSNAQDALPDSGQRAEDSGQAETQIAEDHTPSDWRNMRVETSMDRGLDTLSDDSTLAADGTRCLSDD
NFDVIGWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIIEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGHAPSEDSLALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLSELALSGSDEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGNAGEAKQYIAGIDTPEADSLRALIAQRQGDLKSAADYLGVVGD
AEAQSAMAWRARDWSGVESFGDPNQRAFVQTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDRPSTQP
>OLS53652.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB30
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>OLS53653.1 hypothetical protein BV392_17825 [Rhodovulum sulfidophilum]AB30
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTGPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>OLS53654.1 hypothetical protein BV392_17830 [Rhodovulum sulfidophilum]AB30
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>OLS53655.1 flagellar basal body protein FliL [Rhodovulum sulfidophilum]AB30
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>OLS53656.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB30
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>OLS53657.1 hypothetical protein BV392_17845 [Rhodovulum sulfidophilum]AB30
MSRLFLEDFSDHEADPRIDPDPPAIDAEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLARKVVEIAREMAEAEADRPLQLQVCPENREALEELVGADPGLPLRIVDDSALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>OLS53658.1 hypothetical protein BV392_17850 [Rhodovulum sulfidophilum]AB30
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>OLS53659.1 flagellar biosynthetic protein FliP [Rhodovulum sulfidophilum]AB30
MSLRLAPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMVTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIDEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPSAAI
TDAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>OLS53660.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB30
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>OLS53661.1 S49 family peptidase [Rhodovulum sulfidophilum]AB30
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>OLS53662.1 hypothetical protein BV392_17870 [Rhodovulum sulfidophilum]AB30
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>OLS53663.1 sodium:proton exchanger [Rhodovulum sulfidophilum]AB30
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDATEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>OLS53664.1 short chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MSGRALVTGAAQRLGRAMALHLAERGHDVAVHYAGSAEAAAETVAEIRALGRRAVALGADLLDEDETQALVPRAAEALGG
PLTVLVNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGLAACVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFM
TYTLAKMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQL
ICVDGGQHLGWRTPDVLGVE
>OLS53665.1 excinuclease ABC subunit C [Rhodovulum sulfidophilum]AB30
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>OLS53666.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB30
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>OLS53667.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB30
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEARTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGMDGAAWVAARDADEDALARWSDS
>OLS53668.1 phosphoenolpyruvate carboxykinase (ATP) [Rhodovulum sulfidophilum]AB30
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALIEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELDQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>OLS53669.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>OLS53670.1 serine kinase [Rhodovulum sulfidophilum]AB30
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPESIRGLIEARRVGLL
RADAVASAPVVLAVDLDTSETERLPPVRVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>OLS53671.1 RNase adaptor protein RapZ [Rhodovulum sulfidophilum]AB30
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPLSLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLIRALAAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>OLS53672.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB30
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>OLS53673.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB30
MTSNRVTRVFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>OLS53674.1 acyltransferase [Rhodovulum sulfidophilum]AB30
MHGQPAAEPPHDARELSYARTFPDPFRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVTFPHAEDARERNLEMRRAAMEHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>OLS53675.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB30
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EQTYRSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>OLS53676.1 hypothetical protein BV392_17950 [Rhodovulum sulfidophilum]AB30
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELLAI
>OLS53677.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]AB30
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>OLS53678.1 electron transfer flavoprotein subunit beta [Rhodovulum sulfidophilum]AB30
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>OLS53679.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>OLS53680.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB30
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWARPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>OLS53681.1 hypothetical protein BV392_17975 [Rhodovulum sulfidophilum]AB30
MRGLFTTLRLLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEQWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGTASDEASAPASVPGAEVVTTPLDDPLDAPPGPSAAKPGEAPSRA
N
>OLS53682.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB30
IAMEEKLRFAIREGGRTVGAGVVAKIIK
>OLS53683.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDAIDHKILRELRRDGQISNVALAERVSLSPSACLRRVQELERTGVILGYRVVTSPERMGRGFAAYVMVGLSSHTKAAQE
GFERAMAAAPEVVECHNIAGAFEYLLRVESAYLSEYKRFHTEVLGTQSHVNAITSCIVMESPKDERAT
>OLS53684.1 hypothetical protein BV392_17990 [Rhodovulum sulfidophilum]AB30
MSFAILSALLGFAFVTTVTPGPNNLMLMASGANFGFRRTLPHMMGIVGGMSVMALLVGTGLMALFDAVPSLNLVLKVISA
GYLLWLAFRIATTAPLEERDADSRPMTFLQAATFQWVNPKAWAMCLSAVTLYAPDRSLLSVAIVAAAFTLVCFPAISVWA
WLETVVCQWLSNATRLRAFNITMAASLVASIYPVLGLGT
>OLS53685.1 hypothetical protein BV392_18000 [Rhodovulum sulfidophilum]AB30
MTALPGNSHEDFGKARHLSRTPGDRFAGSAHIGMPVTLPAELAKAGSVGTRATPVPFGPSGPIADQP
>OLS53686.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB30
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>OLS53687.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB30
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>OLS53688.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB30
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>OLS53689.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB30
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>OLS53690.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB30
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGDAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>OLS53691.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB30
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>OLS53692.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB30
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>OLS53693.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB30
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>OLS53694.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB30
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>OLS53695.1 translation elongation factor G [Rhodovulum sulfidophilum]AB30
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>OLS53696.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB30
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>OLS53697.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB30
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>OLS53698.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB30
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>OLS53699.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB30
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>OLS53700.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB30
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>OLS53701.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB30
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>OLS53702.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB30
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>OLS53703.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB30
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>OLS53704.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB30
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>OLS53705.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB30
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>OLS53706.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB30
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>OLS53707.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB30
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>OLS53708.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB30
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRMPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>OLS53709.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB30
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>OLS53710.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB30
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>OLS53711.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB30
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>OLS53712.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB30
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>OLS53713.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB30
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>OLS53714.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB30
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>OLS53715.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB30
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>OLS53716.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB30
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>OLS53717.1 adenylate kinase [Rhodovulum sulfidophilum]AB30
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLERMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEGSLRQRLMEYYKKTSPLIGYYYAKGDLTGVEGLGEIDEVSGAIKAVLDA
>OLS53718.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB30
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>OLS53719.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB30
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>OLS53720.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB30
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>OLS53721.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB30
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>OLS53722.1 hypothetical protein BV392_18205 [Rhodovulum sulfidophilum]AB30
MHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYAA
>OLS53723.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MFEKLIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>OLS53724.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB30
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>OLS53725.1 serine protease [Rhodovulum sulfidophilum]AB30
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIKQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>OLS53726.1 AAA family ATPase [Rhodovulum sulfidophilum]AB30
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>OLS53727.1 protein CrcB [Rhodovulum sulfidophilum]AB30
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>OLS53728.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB30
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSDADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>OLS53729.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB30
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALEALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPAAVLALVGETA
>OLS53730.1 ATPase [Rhodovulum sulfidophilum]AB30
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPSESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>OLS53731.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>OLS53732.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGNLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELKGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>OLS53733.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSDAPSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLMSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVLYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>OLS53734.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MSDPVIDPSRPAVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>OLS53735.1 ferredoxin [Rhodovulum sulfidophilum]AB30
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>OLS53736.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB30
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>OLS53737.1 oxidoreductase [Rhodovulum sulfidophilum]AB30
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>OLS53738.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB30
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAEHDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>OLS53739.1 molybdenum cofactor biosysynthesis protein [Rhodovulum sulfidophilum]AB30
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRAEGTGWAPCANFSRGAKAPQLMAIGARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQIGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>OLS53740.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB30
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSALGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>OLS53741.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB30
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMNYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGEPPEG
>OLS53742.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB30
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKR
>OLS53743.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB30
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>OLS53744.1 hypothetical protein BV392_18330 [Rhodovulum sulfidophilum]AB30
MARTRQQRPRRRGLARYLLLAAIAAVALIGALTLNDRLSFETLAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRVAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFAQGARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>OLS53745.1 dihydrolipoamide dehydrogenase [Rhodovulum sulfidophilum]AB30
MAPMKTDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVELFEHAEVRRVTGRAG
AIAVETADGLLEGSHLLVAAGRHPALERLDLPAAGVEADAAGVRVDAGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGSWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>OLS53746.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPH
>OLS53747.1 hypothetical protein BV392_18350 [Rhodovulum sulfidophilum]AB30
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAATRPLRLPPGTLGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVSTAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTAR
LPAYAECYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKS
>OLS53748.1 hypothetical protein BV392_18355 [Rhodovulum sulfidophilum]AB30
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>OLS53749.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]AB30
FAGGGGASTGIEIALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSVTGGRHVGLLWASPDCKHFSKAKGAA
LCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRACDYGA
PTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPCPSIFDSSAEIMARHGLRAVRPLAKNT
LARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPSLTRFNGGATGADLRDPMPTVTANSWIK
RPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQGGGNRSAGAPHHTICASKKDQNSLLA
ATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNGGPRMATHAGHDPRAPLSTVAASGSHQTPVAAWF
AKYYGTGDGARMDAPCHTVTVKDRLGRMQADLAAPPFAPEHEARAREVAEFLRAHGSWDGGAFVTLEIDGQSFVVIDIGM
RMLSPRELFNAQGFPPDYVIEGAWEGLDSDAPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCPHLAASRQEQEAHDAV
>OLS53750.1 hypothetical protein BV392_18365, partial [Rhodovulum sulfidophilum]AB30
MSEEAQTDATYRVTAGELRQFIERFERLEAEKKDLA
>OLS53751.1 hypothetical protein BV392_18370 [Rhodovulum sulfidophilum]AB30
MTMTVPVPVLRERLSYDAGTGLLFWRMRANAIPGWNTKYAGKQAFTHISKHGYCVTNLRVGGRSVTISAHRAAWAIHYGE
WPSGQIDHVNGVRTDNRLVNLRDVVNAENAMNMAMKANNTSGVNGVYRHRQTGKWCAQISAFGKTVGLGLFAEKEHALIA
RKAAERALGYHPNHGRSS
>OLS53752.1 hypothetical protein BV392_18375 [Rhodovulum sulfidophilum]AB30
MTDLSARGPLGLKAPRVPDDPDHLARIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEGRLREREEQTI
>OLS53753.1 hypothetical protein BV392_18380 [Rhodovulum sulfidophilum]AB30
MAIIIAKATEDLPADMPLKDRKAAVNRARPHWASITSHAEKSWQAARRDYLVRFGYVPMTKAAREAEKAGLPLFDEPERG
AK
>OLS53754.1 hypothetical protein BV392_18385 [Rhodovulum sulfidophilum]AB30
MLMQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKQRKGRTIPRNAAYWAGLTTAIENAEAWPTTQHLHDDLKR
LCGYVDRYHNPLTGRDEIRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>OLS53755.1 hypothetical protein BV392_18390 [Rhodovulum sulfidophilum]AB30
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>OLS53756.1 hypothetical protein BV392_18400 [Rhodovulum sulfidophilum]AB30
MGELTKIQQDEAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YASKKSGDRTNYAYETLDAIAREVDPILAQHGLSYRFRSRQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAPSLDGLGAVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>OLS53757.1 hypothetical protein BV392_18405 [Rhodovulum sulfidophilum]AB30
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWAN
>OLS53758.1 hypothetical protein BV392_18410 [Rhodovulum sulfidophilum]AB30
MLALNGPHWLVMTDFGPHGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNAPAMTEVTDEAWRGLEGRLAGMAA
>OLS53759.1 hypothetical protein BV392_18415 [Rhodovulum sulfidophilum]AB30
MEPRLVGTGLYTPVEAGRLLRVAPGKLSRWLRGHTMKGTRYERLWEPQVDIGDGHVYLGFRDLMEARVVDAFIRQGISAI
RIRRAIQVAAEMITESHPLATNRFRTDGREIFLQVIETDEHGQERERLLNLFQKQYEFRGIIEPILKTVDFGDEGDPLQW
WPQGRRAGIVVDPARAFGAPIEAKTSVPTSILAEAAHALGITEAAVSYDVSEAAVRRALDFEHVLEPRIAA
>OLS53760.1 hypothetical protein BV392_18420 [Rhodovulum sulfidophilum]AB30
MKVFFDNCTAPVLAATLQGFISNWGHEACHIRDMAGLSKGRSSTDLEWIDLLHRAPERWMFISADYRILKNPAERAALRR
AGLHGFIMARGFAKMPMHQRAAALILKWPEMLQVTEILAAPTMHEIPVRAGKKLSSLPL
>OLS53761.1 hypothetical protein BV392_18425 [Rhodovulum sulfidophilum]AB30
MTFIAFLNELSFPSGKVDTEAAEAAVLGLAKTLQSLRRIHSSTALHSSVPLASIPLGDEQWLGTVMAKGRSRDEWRYLRG
FENRAPFRVELGEAFGLEAEYRHNDELADGLGLSHTLGTLGISFANDPWLVASVPLRRISLDENDECDEQDVQVHHAATP
AHVIGHDEWLRRMPGEQARDGEELWARRTEIFPHLLFLPRTEAHLRAFKAGEIHFASAQHALMDLEIAAARWKTEDAAMP
NFLTKTTPEGEQRRKLFHFDDLTGVQRCFDWHSRYTPGAGRVHFWCDRSSGRLTIAHVGEKVPS
>OLS53762.1 hypothetical protein BV392_18430 [Rhodovulum sulfidophilum]AB30
MFDALTLHNFKAFRDVHIPLKPLTLLSGLNGSGKSTTLQALALLRQSWDTGFLSGEGFLLNGDLIELGTGVDVLNDAHDD
EEISITLHGPKEHAFAYRVEYDPRGDLLHFAVKPDFGFYSGLEHKRGLFGHCFQYLRADRAGPEVSFPKAYHLVNERRFL
GSRGQYTAHFLSLFGDDEVNPKLRHPNEAAPGLLSQVNAWLKEFSPGVGLTVEDIPRTDAVRLDYFYGGSAGISGSNPYR
STNVGFGLTYVLPILVACLASPPDSWLLIENPEAHLHPQGQAAMGQLMARSAAIGTRIVVESHSDHFLNGIRLAVKDGEI
LAEDVGLNFFRRPSGAIQPERVHPVVTPEGRLTDWPDGFFDQWDKSLDQLLS
>OLS53763.1 hypothetical protein BV392_18435 [Rhodovulum sulfidophilum]AB30
MPTQTIITDPQRVSEEGTSFGTSSGIESELPSETVDDLKIAEPFNPDDIDVTTRSMTIDLLLSRIRGKAIDLEPDFQRRR
GIWTDHQQSRLIESLLLRIPLPTLYAAEDEEEDWVIVDGIQRLTTITRFIDPEAIGETPLKLTGLEYLGESFNGKLYDDL
PARLRRRLRETELVVHVIRHGTPQEVKFNIFARINTGGMPLSAQELRHALIPGKARDFLRRLAGLEAFKEATTYSIRDER
MADREMVLRFLAFNMTRPEEFRAYDFDRFLGDAMREINRLGDRDLDELECRFIQAMDSAREIFGQDAFRKRYREADARFP
INKALFETIAVSLANLSDSERQRCIFLHDEVRRQMMELMQDREFDSAISQGTGGVGKVRKRFEAVSKILKDVADV
>OLS53764.1 hypothetical protein BV392_18440 [Rhodovulum sulfidophilum]AB30
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQIECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRPGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>OLS53765.1 hypothetical protein BV392_18445 [Rhodovulum sulfidophilum]AB30
MEPASTIISALGGPSAVAKVIGIHRTRVSMWQASRERGGTDGLVPYRHIPKLLELAAERGVPLSPADFIPTPTGDAA
>OLS53766.1 hypothetical protein BV392_18450 [Rhodovulum sulfidophilum]AB30
MDKRLFMHMARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVVALQKATGDIAFANFLRRANEHCGA
VPAVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAASLKTGTTA
>OLS53767.1 hypothetical protein BV392_18455 [Rhodovulum sulfidophilum]AB30
MTVASAKSLFRATKPKARIDLRQAEAFVDLPIQRAPEEGRDPLDYDPTPPDATAAFLAVEGARIRQLGGHIWEPAAGGGH
MVREMRRWGFDVTASDLVGRGFPGVSLRSFYDFDMAPAPVIVTNPPYCEVNARDGGGRWLRHTMSLRPRYTAMLLNADWP
AARINGMDALHEQFPMSRVYICCWKIDFRGGGSPPQRNIWAVWDADWQGETVYRRLFREGGEQQEALL
>OLS53768.1 hypothetical protein BV392_18460 [Rhodovulum sulfidophilum]AB30
MTTRTLKVSIENAEAVIRMPLDEVHGLRVALHPRLAGEPESNSTKAIREAFDKALARAQIGAGRV
>OLS53769.1 hypothetical protein BV392_18465 [Rhodovulum sulfidophilum]AB30
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQETGLGDLVTDDPAWPFSIECKRRSAGTGCADDWHAQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIEIRGTVR
>OLS53770.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB30
MAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDRGGSGAGGRGYGQGPSGGYGGPDLDDEIPF
>OLS53771.1 hypothetical protein BV392_18475 [Rhodovulum sulfidophilum]AB30
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>OLS53772.1 hypothetical protein BV392_18480 [Rhodovulum sulfidophilum]AB30
MGKGSKTRARAVKLAKKAELAGMPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGFCGAHAAYAKRYLGIRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>OLS53773.1 hypothetical protein BV392_18485 [Rhodovulum sulfidophilum]AB30
MQTQISGSVRLRDGDTPVVGGVPVRLSGLTCDERGSQMGDRATARLWDIIGRQHLTCVLNGETTYDRQVGRCYLPDGRDI
AEILISEGYCGRCARYDPQRTYVKAQRHAGRYRGAMPGYCRPR
>OLS53774.1 hypothetical protein BV392_18490 [Rhodovulum sulfidophilum]AB30
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLGTGSR
PG
>OLS53775.1 hypothetical protein BV392_18495 [Rhodovulum sulfidophilum]AB30
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>OLS53776.1 hypothetical protein BV392_18500 [Rhodovulum sulfidophilum]AB30
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>OLS53777.1 hypothetical protein BV392_18505 [Rhodovulum sulfidophilum]AB30
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>OLS53778.1 hypothetical protein BV392_18510 [Rhodovulum sulfidophilum]AB30
MDSGQMIAERLKALIEARGTNNRAVALAAGMGPTGVRDIISRKTKNPTYANLLKIADVLGVDVQEITGGAHERPTIAIAG
KVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMESVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECEDGF
GWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>OLS53779.1 hypothetical protein BV392_18515 [Rhodovulum sulfidophilum]AB30
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDSIALVGLAGGPG
WQSRIDEALRKAAGL
>OLS53780.1 hypothetical protein BV392_18520 [Rhodovulum sulfidophilum]AB30
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRQETGKA
>OLS53781.1 hypothetical protein BV392_18525 [Rhodovulum sulfidophilum]AB30
MTVRAEVAAEFQATALAMQSQQRPVSILDRLRLALAGLGSDDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>OLS53782.1 hypothetical protein BV392_18530 [Rhodovulum sulfidophilum]AB30
MLTTSTPPISNPNPFARINHTGAVMQKSFQKNGMTLATRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>OLS53783.1 hypothetical protein BV392_18535 [Rhodovulum sulfidophilum]AB30
MEQLIAEIKAYAAAWSKSPQKVLRDAIGASWGQWEAWKSGQASPTMRVADKLRDHMRTNPAPATPEDAARC
>OLS53784.1 hypothetical protein BV392_18545, partial [Rhodovulum sulfidophilum]AB30
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGW
>OLS53785.1 hypothetical protein BV392_18550 [Rhodovulum sulfidophilum]AB30
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>OLS53786.1 elongation factor G [Rhodovulum sulfidophilum]AB30
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYGAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMATADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>OLS53787.1 succinate-semialdehyde dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]AB30
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>OLS53788.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAAPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPVGKLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLARAESPLATALFDGL
>OLS53789.1 peptidase T4 [Rhodovulum sulfidophilum]AB30
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLASGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GMGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPSAEPRPEATLGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>OLS53790.1 hypothetical protein BV392_18575 [Rhodovulum sulfidophilum]AB30
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEAAVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPDDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLKDVLGSGRARS
>OLS53791.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]AB30
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETIPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARSLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>OLS53792.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDEMVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLMVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>OLS53793.1 peptide ABC transporter [Rhodovulum sulfidophilum]AB30
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGPGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>OLS53794.1 creatininase [Rhodovulum sulfidophilum]AB30
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAALVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPDAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAESDLLQY
RSFGYGHSFGILSHYYGREAGLELREDIETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>OLS53795.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTAMEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLARPD
GAFPFKLAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAKAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRH
DFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>OLS53796.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB30
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>OLS53797.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB30
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGKALEAGTGAGEALAGARAAILDAGFDEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>OLS53798.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB30
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVLSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>OLS53799.1 hypothetical protein BV392_18625 [Rhodovulum sulfidophilum]AB30
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>OLS53800.1 hypothetical protein BV392_18630 [Rhodovulum sulfidophilum]AB30
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>OLS53801.1 hypothetical protein BV392_18635 [Rhodovulum sulfidophilum]AB30
MAPNALDRGPGRAPDAEARAWIGQHDGAFGPWIAGSLRPGADATAIPSPASGAELARLADASPADLADARAAAATAQPLW
AALPRVKRARKLYDWAAEIAAREACLTQLLALETGRPVRACRRWLSAGLDALRQAADSLLAGAADRPGHAPLGVVAPGLS
FGPSLGPSPDLSLGRIAPALAAGNAVILAPGPADGRLAMLCLAEAAGTAGLPAGLLAVLSGAAGALSDLAQPPVAALREP
CLHMVLEDADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLPGTALRDRLT
AALAETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMATGLPGPVLLSMTFRTPAEAIRLANATPPAPATSLWSETLS
AALDLATALEAGTVCVNGTDLDPAPDPLEAWQRPAGLAPARAVARPVAAAPVPSAALTTARSAQSGWAGRSTAERSAILI
RAATRLAESAEGPAARLASAAGAAATASAGWAETPGRATLTRHRPLGVIGVLCPEICRQAAPMPAMASILGPVLAAGNGA
LLRPDAGAKAEAEALIAALEAAGMPKGLVGIVSGPRAALACGLAARVDLDALWCFGAGDLPEDLPTRAAATGKALWLSEY
GASETWTGPGGASDLFRVAAGRHQTLRLSWGA
>OLS53802.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB30
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRKALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVILGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHATG
>OLS53803.1 hypothetical protein BV392_18645 [Rhodovulum sulfidophilum]AB30
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>OLS53804.1 hypothetical protein BV392_18650 [Rhodovulum sulfidophilum]AB30
MRWASGLPSPAIRDVLRIGGRAKANKLAGAVLGGSPPVSGRFQAGLRQPAAGDAMPQPELSGGAVLAAIPAIL
>OLS53805.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB30
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRIEILTGLEPGDRV
VSPDE
>OLS53806.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]AB30
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEKASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDRPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>OLS53807.1 hypothetical protein BV392_18665 [Rhodovulum sulfidophilum]AB30
MTADDAYAGLMAAAARSGQDAADLHAVASILALALSEAASPEDLTAHSGLDAGALTELLGALFPAAPPEFRRGRGAAPRG
VEQDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSTMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAVLPAPAQVLKIR
>OLS53808.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB30
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>OLS53809.1 hypothetical protein BV392_18675 [Rhodovulum sulfidophilum]AB30
MLSGDDLHGSVPTLGQAATALPGGARPFCNIDVILGQECNRKASSVAELPQQGRTLAGLPCKRLVPLSRQGL
>OLS53810.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB30
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>OLS53811.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB30
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARAPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKLDIEAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPGKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>OLS53812.1 potassium transporter [Rhodovulum sulfidophilum]AB30
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLLTVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEAPPPRSQTETTSPADILAEADGNPERQTGR
TQT
>OLS53813.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MAGGSRGSGAYRGLLGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMMIAAFSYRVPREGWTPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>OLS53814.1 hypothetical protein BV392_18700 [Rhodovulum sulfidophilum]AB30
MREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNAPAEAHPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPI
PRVSVENPVMHRHGRARLPADLPKPQIVQPWWFGEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGP
DRWKIRSRTFEGLAAAAADQWGENARKEAA
>OLS53815.1 hypothetical protein BV392_18705 [Rhodovulum sulfidophilum]AB30
MAEILTRSFGRFHAEVTPAEARLIIRDDCKDMIRLFGRDLIRSALLGGSWTPDIERALRWGLELIEAELGEDLRYRAGVM
AAVKLGWRLRLANDPRRAERLLLGDPEAGQSPAEPRICPACGELVTDSLGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMKEGKVDGEAWGGMPDAHA
>OLS53816.1 DNA-binding protein [Rhodovulum sulfidophilum]AB30
MRTRDIQFAPRLLPAPEAAHYLGVSTSTLRSLNIPRRQLGAKRLYDRLDLDAFASGLPTEGNLSGDSECDSLFGVSS
>OLS53817.1 integrase [Rhodovulum sulfidophilum]AB30
MRQPVWGVQLKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGSADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIAFYRERWPIGTTARAAFELVFWTAARTIDTVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSA
LPAFASGWAVELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>OLS53818.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB30
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRDAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>OLS53819.1 fructose-bisphosphatase, class II [Rhodovulum sulfidophilum]AB30
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>OLS53820.1 DUF159 family protein [Rhodovulum sulfidophilum]AB30
MCGRFAITMPAEAMAEPFEAVPGNDLPCGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPIAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>OLS53821.1 hypothetical protein BV392_18740 [Rhodovulum sulfidophilum]AB30
MDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAPES
LFAAAGALAEEMGLVSAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRGVL
VAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCIDAV
VLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGTNH
LDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARVGITVND
LFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEQIETGADDWPRIGAEA
IYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYARLLAAGQPGTAES
SVKLSEPEARARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVRIQ
DRPAFRVTGDSVDVDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPGGT
LWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGIERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVIGY
PARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFTAT
PAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>OLS53822.1 hsp70 family protein [Rhodovulum sulfidophilum]AB30
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRTAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>OLS53823.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSALGEGTLPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRPVLE
IVAGDLERLGRAARIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>OLS53824.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>OLS53825.1 hypothetical protein BV392_18760 [Rhodovulum sulfidophilum]AB30
MTRISLPLLAACLALGLSGAAVAQSAGASLTGATPTGPDPSRLMAGQTGSGACLAGSARHESHRGAWHRGDDHHGRGGRY
RDDDWCQDRSRDRSAACNSDYDRRSGGGQALRAPAPGTAPANGFFDNGTAPRARSN
>OLS53826.1 hypothetical protein BV392_18770 [Rhodovulum sulfidophilum]AB30
MADYGGDGAYLAYSVTDASGAYAGSLWVAWVKAKYYKSLSGWCAATGGDSAEVEGISDASVGACRTLTVRLDLAEALFDA
GYELHNAAAVEDMRDSLSEIVLPLGTEGLSRPVAGEAISPASPAKCEVSASLTMVLAVPVAGVEAEMSVRSPPGGAAARP
TWPRSARRLPRGGARRMSCWSSIPRTGERASMGRLRSIFAVSPRAWRRPSGRSGARLRGRKRASGA
>OLS53827.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB30
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEIARASGKSPMALAR
VLIDRPR
>OLS53828.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB30
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETLPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWANWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFETREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHRPTEDG
SMTARFGRIARAVLDPAAPTGDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKRVAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRYLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>OLS53829.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB30
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>OLS53830.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB30
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>OLS53831.1 ribulose-bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB30
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>OLS53832.1 hypothetical protein BV392_18815 [Rhodovulum sulfidophilum]AB30
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>OLS53833.1 ATPase [Rhodovulum sulfidophilum]AB30
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>OLS53834.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB30
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>OLS53835.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB30
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>OLS53836.1 tRNA (guanine(37)-N(1))-methyltransferase [Rhodovulum sulfidophilum]AB30
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>OLS53837.1 hypothetical protein BV392_18840 [Rhodovulum sulfidophilum]AB30
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>OLS53838.1 16S rRNA processing protein RimM [Rhodovulum sulfidophilum]AB30
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>OLS53839.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB30
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>OLS53840.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB30
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>OLS53841.1 chorismate mutase [Rhodovulum sulfidophilum]AB30
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKRTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>OLS53842.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>OLS53843.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MKITIDCPEIETERLILRGPRASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGLAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAAA
>OLS53844.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVEHREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATKAAEAARDHAFGALGFDTLVSYVSPENRRSVALAERLGARPDATADRPGPGDL
VYRHPRPEAAA
>OLS53845.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB30
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQDKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>OLS53846.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMRPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>OLS53847.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRILAALVLGGVGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALVMLLKDG
>OLS53848.1 F0F1 ATP synthase subunit I [Rhodovulum sulfidophilum]AB30
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>OLS53849.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB30
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>OLS53850.1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB30
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>OLS53851.1 ATP F0F1 synthase subunit B' [Rhodovulum sulfidophilum]AB30
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>OLS53852.1 ATP F0F1 synthase subunit B [Rhodovulum sulfidophilum]AB30
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>OLS53853.1 hypothetical protein BV392_18930 [Rhodovulum sulfidophilum]AB30
MPGEAKPASSSSPETRALLRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQD
LTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANL
TNSVN
>OLS53854.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDIER
NEAVARQRLEQALNKG
>OLS53855.1 hypothetical protein BV392_18940 [Rhodovulum sulfidophilum]AB30
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSGRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>OLS53856.1 6-O-methylguanine DNA methyltransferase [Rhodovulum sulfidophilum]AB30
MPKDTNRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALMMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRVG
>OLS53857.1 endonuclease III [Rhodovulum sulfidophilum]AB30
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILAEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPVQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>OLS53858.1 adenosine kinase [Rhodovulum sulfidophilum]AB30
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGSYEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGEGRWHAPALATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>OLS53859.1 hypothetical protein BV392_18960 [Rhodovulum sulfidophilum]AB30
MATIAYLLLCRGGPAATVALAERLSAAGDLVALHVDRRARPADTAAIRAAVAGNPSVVLARSVRCDRGEWSRVQAVLNAA
RAALATFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDFQAVDGGGQMALRPICRQDVAAPRRRAGIRAAVAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFFRAGGWAEAPLSATLFQTLVRHLVPGDEIRSRAPTF
ELVTGNGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>OLS53860.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB30
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>OLS53861.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB30
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>OLS53862.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPSPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>OLS53863.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB30
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>OLS53864.1 DNA polymerase I [Rhodovulum sulfidophilum]AB30
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPAIPETSPAAADPADGTAPA
ALPFEPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVPEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLSAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>OLS53865.1 proteophosphoglycan precursor [Rhodovulum sulfidophilum]AB30
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGR
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPGHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>OLS53866.1 AAA family ATPase [Rhodovulum sulfidophilum]AB30
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>OLS53867.1 hypothetical protein BV392_19000 [Rhodovulum sulfidophilum]AB30
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPS
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGNLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>OLS53868.1 LytTR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDLPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAMLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEAGGMLLRFAGPRLAASD
VSRAEENPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGADTALSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPARAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIEVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>OLS53869.1 hypothetical protein BV392_19010 [Rhodovulum sulfidophilum]AB30
MTGEVIFDPLLPLPLIWALAVLAAGIVAFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGALLLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>OLS53870.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB30
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAVRRAG
>OLS53871.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]AB30
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGCEGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHRPETDETLIRIEGFAASVDYRSGRLAELLDRFG
GARVESDPVAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAALAAMAARLKAAFDPKGILNPGAMG
>OLS53872.1 glycolate oxidase iron-sulfur subunit [Rhodovulum sulfidophilum]AB30
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARFMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKIKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRVLATG
>OLS53873.1 heat-shock protein [Rhodovulum sulfidophilum]AB30
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAVRKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGAAV
>OLS53874.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB30
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGKVSVDV
>OLS53875.1 Rieske (2Fe-2S) protein [Rhodovulum sulfidophilum]AB30
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKIAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGARSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKDAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>OLS53876.1 NrdH-redoxin [Rhodovulum sulfidophilum]AB30
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>OLS53877.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB30
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGAIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVETAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAGLKQAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>OLS53878.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB30
MKDMTNQTRAVPRAINWNRLQDDKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>OLS53879.1 hypothetical protein BV392_19080 [Rhodovulum sulfidophilum]AB30
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQALPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHS
>OLS53880.1 hypothetical protein BV392_19085 [Rhodovulum sulfidophilum]AB30
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAAPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLIAPFDAILAKRIASVGALVSKGEPVVRLQDMSELRIDVELPERLLGRIGNPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVEKADMHPWLLPGRSATVRAFLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPVNAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>OLS53881.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREISTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIPSGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRVDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDGRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIRDALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGENSRKASSSKAGSANSIPSNPALAA
H
>OLS53882.1 IS110 family transposase [Rhodovulum sulfidophilum]AB30
MTVKTVGLDLAKDVFQVHCVSATGRKILNKKIKRAKLLAFFETLPKCVVGMEACGSAHHWGREVRKLGHDVRLMPAAYVK
PYVKRGKTDAADAEAICEAVRRPTMRFVEIKSENQQAVLAIHRVRDLVVRQRTQVVNMIRSILREFGHILPTGIEAVSKF
AREHGTEDQLKMPEIADGILGVMCHQLNGLNARIDGLTKMIEQHAWLDADARRLVRMPGVGPITASAIVATIGDAKQFET
GRDLAAWLGLTPLNKSSGGKERLGRITKKGDRYIRKLLIVGMTSRALMAKNKPEKADTWTAKLLAEKPLRLATVSMANES
AWIIWALLTKRAEYRQPIA
>OLS53883.1 hypothetical protein BV392_19100 [Rhodovulum sulfidophilum]AB30
MSYELLCWLAELYDDPERLEAEALRENCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNAR
LETAHRLIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRSQIAMHPA
>OLS53884.1 hypothetical protein BV392_19105 [Rhodovulum sulfidophilum]AB30
MQRSTLRKQEQAAICEQTVIRLSLLQQITLREWAWARTGELKVTDPSMTTDNTMHGSCSISMEKGSEKLALNKLKTKPGA
ISSVL
>OLS53885.1 hypothetical protein BV392_19110 [Rhodovulum sulfidophilum]AB30
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGPAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYHAAAMADWQMVVVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAVKAP
>OLS53886.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB30
MFSPTKTSWPKPPAISIWPTPQLREVPLPPMAGDEVLIAVMAAGLNDNSVWSSMFMPGSPFDYLRRFGSFSPRNGPHVRD
YMVLGSDAAGVVLRVGSQITICKPGDEVCVHPGIVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPR
HLSWAEAASLPLVNGTVYRMLIGPNGARMHLGESVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAV
VNRSAAGISLWTRDGVPNERGIARLRGRIRAAAGDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRR
LWMHVKSIIGSHGANYHEAWQANRLVCRGLIHPVLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPRDGIRDPGLRR
AAGVDPFLQKLMVS
>OLS53887.1 hypothetical protein BV392_19140 [Rhodovulum sulfidophilum]AB30
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIGAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRAYDSAELPDGWQPIPRRN
RKGVIVQDRARYTPCVWEPSPARIAAARRAYLDWWGYLLEVQAALGAADLARIRITRDMPPMTPWR
>OLS53888.1 hypothetical protein BV392_19145 [Rhodovulum sulfidophilum]AB30
MTDDPLDRVRATFAAAEDVDMGDIPAPDTPNAPGDGAEPPPPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCIHFGQDL
TFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDHDD
ELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTIAAEG
MSPVAELRVQRKHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANGK
SVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHSD
FLDFLPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEGGLRPPD
RVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSF
IPAKRGATGYRGIRLTDEFRARMAERLSNGAGAPVDEPF
>OLS53889.1 hypothetical protein BV392_19150, partial [Rhodovulum sulfidophilum]AB30
IALVGLVKGCDFRAALDWLMGAREVETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYL
ARRGLTRALLPELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHEGE
TLAAKKTLGSVKGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAFWAGISLGNMAGRRITRGKGMRFAGVPDLDD
LQAWLPPAGVEHLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>OLS53890.1 hypothetical protein BV392_19155, partial [Rhodovulum sulfidophilum]AB30
MVRNVLPWYAATLVADLARAGRCPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELPEGWQPIP
>OLS53891.1 hypothetical protein BV392_19160 [Rhodovulum sulfidophilum]AB30
MGLSMTGIKMQRLAFFYGGGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQ
RLQEGLIKELTGGEPLMIRALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWEE
APGILNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWG
GRTVSNRLKQKASRWRHPHTGKSFIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>OLS53892.1 hypothetical protein BV392_19170 [Rhodovulum sulfidophilum]AB30
MIRCHILETGDLATPGAAADRPSSELPAAVAQGIAPLLSQGHSLYAVIDGAAVPNLRMTIEEMGIDYCSLLQGKRDADLA
EVAPLLVRLTPPDRLTRAFFARRSVPAPLWGSNGAILIVSNIGIEALRAHLRRMTMLQTETSGWQYFRFYCPSVLHGLRP
LLANDPSCARSFAGDAIRAVLYPPPLRNHMIMLEFEEQKRGATLASTAQLRAAAARWAPVVQIDRLGRDIATVLQQEDPQ
LHAQFCALSPAWRFGMSKDLWRLDIRDIREAAALVSITLMTGMKLLREPAFFYATRNPFLSGRAKARQLITAYQMISRSK
ES
>OLS53893.1 hypothetical protein BV392_19175 [Rhodovulum sulfidophilum]AB30
MAPAALPLTFAGPPGWAVLGVVGLGTLLWYGATRERAPAVPRTETDTQTKTCDRPWTVRVHAQGNDCGGTSSSTIGAPPI
VKTSAPVTRAEGIALSNATWALLNKRQQAIRVQSKTKLERYINSNPPLGQRSFPASDRSGGKRMDIDNYGCSPNFLV
>OLS53894.1 hypothetical protein BV392_19180 [Rhodovulum sulfidophilum]AB30
MDRSALEALPNFPFSRFRTSEAEFLLLELYWPAVIREAIGPEAGALVVPLAEADQDSQNFGTPVLLSFWIPRIGRGLRVL
HNDPPDGESRSESQLFASAAIRQQPPGWELPTDGQSAPAVDRMEELVVIADTDPAVADAVAEAARLFLLKDISLADMQAY
CDELEEEWLAK
>OLS53895.1 hypothetical protein BV392_19185 [Rhodovulum sulfidophilum]AB30
MAGEIGDGAPNLWPAGWYHPEVLTTAQTPAELREWLWSGLDARIRSFAWWASASESEGFLLLYHQSVAQLGFWLSPGLRG
RGWGKVALRRALTQLPNDANTVVLAEIAKENTVAYRTARAGGMRVIADQAHRTIFCLDRGSVAQIP
>OLS53896.1 hypothetical protein BV392_19190 [Rhodovulum sulfidophilum]AB30
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSQNRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>OLS53897.1 hypothetical protein BV392_19195, partial [Rhodovulum sulfidophilum]AB30
PVEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIP
ADVPFRWEGA
>OLS53898.1 hypothetical protein BV392_19200, partial [Rhodovulum sulfidophilum]AB30
MADAFGLRVVRYNLGRDLERVAILSSGLTAKLDEVWSAERVMPLDMGRLVQSLESSALDLLSCTDLYLSGKNIAEKPVRL
AVGAFIEVAGNRDVQTYQRTETRQLVATLLAGGGKAATVRRRVQSLHAVLEFGFLEQDLDKRNPFARLAINGENKDAKKR
GVFAEDQLQGFYKACLTASKYTRLILPILGETGARLAEIVGMRWGDVCLGSGLI
>OLS53899.1 hypothetical protein BV392_19205 [Rhodovulum sulfidophilum]AB30
MANLTTRGIKAARAGKHDDGSGLRLVKASPTSGKWVFRYSHLGKRREMGLGSWPEVGLATARKERDRWAAELRSGQDPIN
LRDALRRAEREARDKHDPTFAELAQMVFEAKKAELRGDGDRGRWFSPLRVHVIPKIGRICISQLTAQDIRDAMSSIWQTK
PPTAEKAWQRTRLVLREGKLMGFECDPFTADAAQRLLGTVSHTTQHIQATPWQDMPALYARLNSGSPAHECLRFMMLTLV
RYMGCAGARANEIDGDVWTVPAERVKGQVGRTKDFRVPLPVAAREIVDEGKEVWGDLLFPGRSGAPITSRAIEKALDSIG
EAGRPHGFRASFRTWVQDTDACDYDVAETILGHTVGNRVERTYARSDLLERRRPVMDTWEQHVTSCAENVIKIKVG
>OLS53900.1 hypothetical protein BV392_19210 [Rhodovulum sulfidophilum]AB30
MMEGDAAIKADMVDPVTRTALEGGIAQEREPLTGGDGSAVQNHGVSNVLEPPERAETHSSEPVMFVDGPQAVCGGLRIDA
EPWYDASLGDYGKVRIILPDGTRRDHRINGSAATQIVPGCRVVSARIRYQRSNHPYAELTIMEETSR
>OLS53901.1 hypothetical protein BV392_19215 [Rhodovulum sulfidophilum]AB30
MTYSICGLTHWRVSIIAGAILFNACGAWACSGGGQPPDTDALIEAEKTMRESDSTIQRVLAYGILLRTADPNARKAAIRM
GYGTDDPDLRGTALHCDFVQASGILVDTMPLDEADDAMSDMTAEARSLIEEGRTFNFPFYFVDAAQGCASINGHSDDECP
AAYSASVSGTTLAFQNDRNLFGRFELTDENTLVGEIGIFNGTGHTVVPATAKLN
>OLS53902.1 hypothetical protein BV392_19220 [Rhodovulum sulfidophilum]AB30
MEQLITCDEDGPDRTYARITIAAARMKNISAFAQETSSAAPEEVARPQSRLTLDEAAVKVLSDNSGIDPAFQLCKPT
>OLS53903.1 hypothetical protein BV392_19235 [Rhodovulum sulfidophilum]AB30
MLPLAIKFMQENFSAKLKAAQGALDDAKISEKTLKKYLFDPIDAFGSDAVVQRILEARGKTSDRFWVEE
>OLS53904.1 hypothetical protein BV392_19240 [Rhodovulum sulfidophilum]AB30
MRISKFRITNFRNIVDSGWIVATDVTAIVGQNEAGKSNLFEALYCLHSYVETQYNPDEDWPVDDWKGKKNAEGKPVAQAY
FEFEDGEVDALFEFATEAITHEDDKELEVAVATPPDGLRLFAHRSYGHLTGFGLHDQEGNAIEAVDFGLSEDKVSEWAGE
HVPRFVLIQDYEFSGAQAELNELKSRLDAVGGQRHLLSTDDQTILIVLDLAEIELDDFVAKGSSAEGRTLRQFDKRAASA
YLTQQFQKLWKQKKVKFDIDVDGPTLNIFAEDEAIGFPVRLNRRSTGFRWYVSFAWKFTHASEGDFENCTLLLEEPGIHL
HYSGQRDLLKVFNDLSDTNTVMYTTHLSSMVDQANPERVRIIETDSGHHLRVTHGVVSSQSAPMAVIESALGLTPDLSGM
LGNRKVLIVEGGTDALILSKLSGLLSKSNKVALSDQIYLWPAQTSTKAPMYAAFAIGQRWDSGVLLDTDEAGRQAHEKIK
DMNLKAYADETGHEFRVLMLGEAAGVKKTDVAVEDLFPDEWFLGCVNRAYGLALRLEDLPKDGSTLIAKRVEIALKQRQG
RELKKKDVLTEMLKDFDSWSKIDDLPEGTAANAERLFNKLNSAFGVEP
>OLS53905.1 hypothetical protein BV392_19250 [Rhodovulum sulfidophilum]AB30
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVGEAVTRRRA
>OLS53906.1 hypothetical protein BV392_19255 [Rhodovulum sulfidophilum]AB30
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWGGA
>OLS53907.1 hypothetical protein BV392_19260, partial [Rhodovulum sulfidophilum]AB30
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECLAMFAGRLAEVEAGLDRLIADP
VEALIP
>OLS53908.1 hypothetical protein BV392_00115 [Rhodovulum sulfidophilum]AB30
MIEGIHLANEGSYDAIGTSLDNLKQLNFIFGPNGSGKTTISRIIEGSGDFPDCQITWANARPLETLVYNKDFVENHFDAE
SNIKGIYTFGENVEVANEIKRLKGEYDAIKNKIDNLQKNLSGEDGVSGKKKERDVLEAQLVEDVWAAKKKLSELSAAFKG
LNNNKKGFCERYLTEVRENDAALRDVSALREDAATVFSGELTKASALPDQDSSSISILEGSAILSRKIIGKEDVDIAALI
KKIGNSDWVQQGRKYFDQLEGQCPFCQQKTDTAFRQQLEAYFDETYIADLATIDKLRDDYADATEQLLNAYSMPDIIESR
YLDRELYKKDVAALRLALHGNMERISAKRKEPSAPVTLTDTIPLLSAVNAHIAAANKKIKENNDTIENLSARKEVLISQV
WRRLLEETKVIYDKFKAETAGLDKAILSIGEKISEEKEELSKKRCEIEKNERNISSIKPTIDEINKLLGSFGFTNFHLVE
SSASGFYEVKRADGSDAKRTLSEGEKSFITFLYFYHLVGGSFSASGGTNDKVVVFDDPVSSLDADILFIVCNLIKAVVSE
MRSGTSAIKQVFILTHNIYFHKEVTFEKRRRDADKKDKTFWVVRKTSQRSMLMEFSENPIKSSYELLWREVRQKPPSDTT
IQNVTRRILEHYFKFYGGIDPEDIIEKFDGKDKMICSSLLSWVNDGSHFATDDLYMACELGQVDRYLKVFQKIFEKSGHG
GHFRMMMGDDYTTLSVDETHNTDVASETFRILENA
>OLS53909.1 hypothetical protein BV392_00125 [Rhodovulum sulfidophilum]AB30
MPQSDAPALPYQRAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPL
RYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELV
ALTGRLCGA
>OLS53910.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB30
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLAKIGPLLDAAHDRLDGVV
FENLPWQDVLERYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVR
LNYSVSKSGATAARELIIANREVKVGLV
>OLS53911.1 terminase [Rhodovulum sulfidophilum]AB30
MPQGPMAGQRLKLAPFQKQFVRGALADDVNVGVLSIGRGNAKTALSSGIALGALLGEWDSQPAREILIAARTRDQARIAW
DFAAQFAMGLPEDTQGALTFRRSPRLEIEYEDDKGSHFLRAIAADGKSALGSAPTLVLMDERGHWPADRGDDLEHALLSG
LGKRSGRALIISTSAADDTHPFSVWLDEDQPGVYRQEHRPAPALPADDLESLKLANPGAAYGIGSSLEWLQSQARRAIAR
GGSTLTSFRLYNRNERISGETRDLLLTVDEWLTCEAVEMPPREGPCVIGIDLGGSASMTAAAFYWPETGRLEAVGTFPSA
PTLADRGAADGVAGRYVEMAERGELSTLGDKTVPVAAWLTEVLRHVEGEQIAALTMDRYKQAELGEALDRAGIRAPVVWR
GMGFRDGNEDCERFRRAVFDGRVRTVASLLLRSAFADTVCLRDPANNIKLAKARSKGRIDAACAAVLAVAEGVRQTARPQ
KKVRMAWA
>OLS53912.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB30
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>OLS53913.1 hypothetical protein BV392_00435 [Rhodovulum sulfidophilum]AB30
MILLPQLALPQNQGQNQRQNQGQNQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTF
ANGLTCLIASGEAYDPVAEPAGQAL
>OLS53914.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB30
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>OLS53915.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>OLS53916.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB30
MTPDSLICPASDIFEQTAFEAELTRLTDQGIGSKALRDAVVQYLSEARQKGRSAIAAAFADRPFDAGPTVRAYTWLTDCL
VRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAESVIESMLYMLWDLRLKVGHSSR
TVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAERSERHRKQGGQRYVLEPNVKEG
KGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIANRAIDQLTFDMQVEVAARMGYT
DHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNL
LKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLMLKHGNPERSLRRMNELGVLSALIPEFEPIVAMM
QFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDIGKGRPEDHSVLGAQIARKVAPR
LGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLY
RETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISDDEIRIDLAE
DADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDGSPYDASRLSRLSQMIEKTLMGE
VRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASAMIATYGAQVVDSF
YVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>OLS53917.1 hypothetical protein BV392_00665 [Rhodovulum sulfidophilum]AB30
MAAALTATTAGAEEIGPADVSSLSAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPVQAAKVTPGLRLDGVAL
GQALGWAESGWPDFAMYFPIFSAAPEAQIYGAALPRDEVRRAVTEGAAAVFGDAAGLYGLDTPLPPAELDQRIDDQREAH
CNALPEHLLPGMVEAQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQIEGAATGAP
PYDYWLVTGVAERDDPCAALTGG
>OLS53918.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB30
MIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDRDGAGGWM
HYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDEIRE
>OLS53919.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB30
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGIAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVEARD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWAKPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRVPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVADTL
RAHWAAHGRNYYTRHDYEAVDKDRAKAMLEALRGRLDSLAGQSFAGRKIEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTEPDVRT
>OLS53920.1 sulfate transporter subunit [Rhodovulum sulfidophilum]AB30
MPNASVPAATPLRRSWRPFRWRNGILTVLATFGLALGAPEAAFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDH
APVTVQQSHGGAGAQARAVIDGLTATVVTLALSADIDAIAEHTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENW
DDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEARAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAW
ENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSEAQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPED
VARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>OLS53921.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB30
MDDPATFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVTH
SHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGN
HLCLAWSGLGPEGAALFTGDHVMGWASSVVSPPDGDLGAFMSSLERLARRPERCFLPAHGAPVADGPGRVATLAAHRRAR
GARLLELLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELKDKSLAVAEDGAVTEAVWRLV
>OLS53922.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB30
MSDLFWLSDAQMARLEPYFPKSHGKP
>OLS53923.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB30
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLVGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLV
MTSGNLSGAPQAVGNDEARAMLGDLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAMADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGVVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRLLTEYPLAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFREMMGDIEAGVPHSLVSARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>OLS53924.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB30
MTHPLIARLETDLGWPRLATIAEIEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>OLS53925.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB30
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>OLS53926.1 hypothetical protein BV392_01405 [Rhodovulum sulfidophilum]AB30
MRTIEGPWASLAENEARRVDSKGRFDFFWVRMPDGAPGLVLRLSAGVEEVRPLPKLKHVGVFYRVVEGANHLCITLSEFA
HIDLFETLCRDVVSAGEEAADLQGALGRAVRRAMRWHHLLRGGKQGMPLEVQRGLVGELAFLRELVAVIGPSKAVEAWKG
PDDSAKDFELPGMFFEVKARRSAAHPKIRISSEAQLMDIVGAQLFLRVQDVDTALDAEGDNLKDHVDRTAKLFEDDVAAL
DVWEQRIAESPYAEDAVEPERRWHLGAARLFQVVEGFPRIVPPLPAGTEELAYSIRLDACTGFETTTDLKTLLLGETRDV
GA
>OLS53927.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB30
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>OLS53928.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>OLS53929.1 DNA primase [Rhodovulum sulfidophilum]AB30
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSKQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARESAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGSGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGMSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>OLS53930.1 hypothetical protein BV392_01810 [Rhodovulum sulfidophilum]AB30
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>OLS53931.1 ABC transporter [Rhodovulum sulfidophilum]AB30
MSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMALFAAKGLRCRLIERAGWRLASRLGQGLPVLAEVEQGRWIVLVH
AGLVEKLRNAAVLDPRHEAEGVRNLPWEEFARRWTGRLILIGRPDAAPAESRAFGLRWFLPALRRERGLFAGVAVAVVTG
NLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDADIGSQSVAHLLRLPMTVFE
TTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAGCIGLMLPILQSRLNALYG
VEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLERMMQVTVVAVGVGLALQGA
LTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLSGTLELREVGFAYPGAATP
ALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQVGIVLQDNLLFRGTVRDNI
AVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPRILILDEATSALDPESEAL
VNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLMRCETYAALWRQQTEHIA
>OLS53932.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB30
MPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAWAAWFNLSVLLNAAGDLAGAYEAAAQAHRIK
PDLWQAALAAGQAAEALGDRTAAIAFLRQALPPAEGRVALHKQLGRMLELDKRLDASAEELRASLLIDPHQPDVIQHLVH
TRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARNVPDPGQRLAPAAGYRHDRVRLGYLSSD
FCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGALGDEEAARRIRADEIDILIDLNGLTSG
GRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPVSETENYAPAPLRIEGCYQANDGRAPELPEVSRASEGMPE
DRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIEDTPESVAALSERWQAAGLAPDRLIFAPRVDPARYRARLALGD
LFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATDPEDYLRRAVTMATDPSRRPGLRGPALA
ARWRATLGDGAAFARRFEAALISVLKRP
>OLS53933.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]AB30
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>OLS53934.1 phosphate starvation-inducible protein PhoH [Rhodovulum sulfidophilum]AB30
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GEAAGPDAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>OLS53935.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB30
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPAEDLAAEVD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>OLS53936.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]AB30
MSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRAPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>OLS53937.1 riboflavin biosynthesis protein RibD [Rhodovulum sulfidophilum]AB30
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAGAATRDHRGFLLSRCAGRPMVTLKLASSFDGRIATASG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPQTGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLAALGAAGLTRVFCEGGGSLAAALLGAGFVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>OLS53938.1 cupin [Rhodovulum sulfidophilum]AB30
MYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARVEIGGLTREIGP
EESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>OLS53939.1 permease [Rhodovulum sulfidophilum]AB30
MPETRTETAAGPSPKEPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIPIYLT
SMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVIVFFI
PSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDWLLAG
MPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFSISIY
VTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIFLSMF
SHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTCLIGG
TVISVSVFTWFKLLGYDL
>OLS53940.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB30
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>OLS53941.1 chemotaxis protein [Rhodovulum sulfidophilum]AB30
MELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYIETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSG
EGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYTLPLSTGRSSITEPYMSEGGFLMTSVALPVRVDGQIVGIAGVDI
GLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPADLNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPG
MNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAMALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRD
EIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNA
LMGEIVENATEITIRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVK
EAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASS
DQVETGVSLVNRGGAALTDIVERVGNIATLIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEA
GNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPTAEFEPPKRAVNDAGWQDF
>OLS53942.1 primosomal protein N' [Rhodovulum sulfidophilum]AB30
MREVFPEGARVGVLTVQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>OLS53943.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB30
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQMLDAAERDAVDAGLKARGMRQFLPG
>OLS53944.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLDHTLDLLRLDPVVQ
KATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDDAAREVVMRSQLHK
FTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVAGSLSEWTRDAFVRHAAPVATEAAR
AINGSL
>OLS53945.1 hypothetical protein BV392_02590 [Rhodovulum sulfidophilum]AB30
MAAMLAVGMVASLAFPALAQDGTGAVPVNAVARNYDGGWDCTPGYRVAGAECVAIELPQNAYPNGRSYGPGWGCLRGYEE
VGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRGFTVSSGACVPIAVPENGY
LTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLPANAHLDRSGNSWRCDRSF
QLSGGGCVLGR
>OLS53946.1 transglutaminase [Rhodovulum sulfidophilum]AB30
MRMRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCG
LPDPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASE
TLAGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARG
RDAADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>OLS53947.1 hypothetical protein BV392_02615 [Rhodovulum sulfidophilum]AB30
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESTGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>OLS53948.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MAGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYPSMTLGGRPPELVTQARD
GVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVHAGNGLALRGPEIHAPAD
LAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRLVEGDRHTRFGTTTFQMS
MNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFRTALAPVVERWIEDAERR
GIDGAALVARARAAIAAHESR
>OLS53949.1 NnrU family protein [Rhodovulum sulfidophilum]AB30
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALATRRWRPSGPPPLWRLVLGLALWAGLFAVHRPVIGVSPLPF
>OLS53950.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB30
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIVRRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>OLS53951.1 sodium:proton exchanger [Rhodovulum sulfidophilum]AB30
MMEALLHSPFGEVASLLVLAAVLGFVGLLLRQPLIVSFIAVGLVAGPSAFDIVRSSDQIDLLSQLGIAVLLFLVGIKLDV
KLIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQD
LVVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALAD
FVGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIM
GAMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERR
GTPREPEAGATSGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAA
AAWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETE
RTAIPGIGSEAPQPA
>OLS53952.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB30
MSDRQIFSEFSDSPFPRDALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>OLS53953.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB30
MTMRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTL
ETQFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANAS
GWPHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSAL
QNGRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVE
AEVHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>OLS53954.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB30
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>OLS53955.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>OLS53956.1 transglutaminase [Rhodovulum sulfidophilum]AB30
MEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFKGR
VRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHERFD
FDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETGWV
EIDPTNDMLAGADHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>OLS53957.1 NADH dehydrogenase [Rhodovulum sulfidophilum]AB30
MTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRASPR
QSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLYGLL
QLQRKIRRTGTIVR
>OLS53958.1 hypothetical protein BV392_03525 [Rhodovulum sulfidophilum]AB30
MGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKASRLGYPDA
EIRAFVEDKAEKDRVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>OLS53959.1 glycerol acyltransferase [Rhodovulum sulfidophilum]AB30
MTRRMKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPA
SGPAMIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGR
LAVIFPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRM
TVGRPIPPGSLPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>OLS53960.1 ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRGQGLFWALALLVAALFLLSLLIGPAGLSIRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTVLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>OLS53961.1 nitrogen fixation protein FixA [Rhodovulum sulfidophilum]AB30
MDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDYGGTVTVLTMGPPMAE
DALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVGPGIARRMGLNQLTYV
SAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAEDAGIEDPMKCGLRGS
PTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>OLS53962.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB30
MTATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGCGA
CARVCPSSCQTHAPA
>OLS53963.1 3-methyladenine DNA glycosylase [Rhodovulum sulfidophilum]AB30
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAAHLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>OLS53964.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB30
MWERLDAQAGRAATRPLMALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDAETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPITDVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHA
QVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLV
AARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQ
IVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGARPETLDGSTAQLLDFIAAAG
>OLS53965.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB30
MREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPTVAAVLTLAAGVRLTGAL
HEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRLASVLVM
VRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAATFFMARMMMRRIGGHTGDGLGAV
QQVAEIAVLLGLLAWV
>OLS53966.1 isomerase [Rhodovulum sulfidophilum]AB30
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDTPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAG
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAANAG
>OLS53967.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB30
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATCDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>OLS53968.1 galactose mutarotase [Rhodovulum sulfidophilum]AB30
MGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLVLGCPDLAPYLGPMRDFGAVVGPVANRIAGASAPLGG
RRLALEANEVGRTMLHGGAVGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLRASYSIEDEGALEILLEGESGALT
FCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPIDAALIPLGAPAPVARTRFDFRRPRPVRAPGDAPLDHNFCLGDAPGRL
RPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFPGHHGRPYRAHAGLALEPQRWPDAPNRPDYPSVLLRPGETCRQLS
RFHPRRIGAPGPR
>OLS53969.1 hypothetical protein BV392_04255 [Rhodovulum sulfidophilum]AB30
MLLCQQETRRLADAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRGSVRGRIEGLLGFRPEDCLPPATAEA
IHALLDRAEAAGFAVLPELVHPPVPAAGPKIYTLSAATHAPAPAQAFPGYVLVIRDVTEESAQRRERDRLGRVVEHMTRE
VFLTDCSHRLTWANRATEEHIGRPADRLAGLSPRQAFGAVWSDATRLDRVCEQLEADNGFAGEAAFLDHGGTKVWFDIAV
TPLCDGSGGREGWMWILSDITERRRDKDRLAQIARRAREAEERVVQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAP
AIELGQTFEAILRYGLAHGEYPGDSRNDEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQ
LAQRAQADRLAAMDLSRDAIAIAGADGHFLYMNPAHRDMFGLDATEGYRERTWTELYDGETPELMTGTALPALDARGNWR
GEVWYRRPDGSRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISG
SASLIADSGIVGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVD
AVQTDMMQVALNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSLDPARAYCLLEVEDDGPGLDADARSQV
FAPRLFSPSAVDCGSGLAILPSIVGKNGGAIALTSDGTSGARFSVFWPLDSDRNAPPAAPDGPRRRSRPLSGRLDGHMVL
VTDDNPDVLRVISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHT
DWRTHGEGHSGREFAAVLGKPISSADLLAAAEAAILDR
>OLS53970.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>OLS53971.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB30
MVRSSDETTQGGTSSTIRAEEIKRTNRATLDDALRTLPGVSVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNR
LDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQPTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQ
GSYLTRDNNGYYLSRDYTPTDVQGAGHRDYSDSEDSRLNLKFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGITPAP
LPVGASYQRDWEWPEWDLEGLAFYSTTDLGGGAWLKTKLFHHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLEL
GSDIGPRNTLTSAFHYRYDRHRNTQLSRPDINSVPDPTETSRERTLSFALEDRFQMRDDLSLVGGLSFDRAEVLSASRTS
TDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFPTLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAV
ESALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYAGFEIGARTDLTGSLALSANYTYLDRDITDPIRPGLKATDTPRHSAY
LRLDWQATASFSIAPSLELSSSRLSDSAIQPADPTDVSYTRNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGF
PEAGRTFYLTTAYTF
>OLS53972.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MPLRLTALMAGALAMGLAALTAAAETRTITDATGRQIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPEDEDRPFL
RPGTRDLPALGRLTGKGDTVNLEVLLTARPDLIVDYGTVNATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGELLA
ETQRGETLAAYAEATFAEIDAILAAIPKDRRPSVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQV
QAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAAAPDIEAEVA
RFYTLFYGVTPDRAALAGLLGSGHPGE
>OLS53973.1 hypothetical protein BV392_04450 [Rhodovulum sulfidophilum]AB30
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHPELAQNDAAILWMDDWLVEQGCGYRGSTWVERA
LAAWSSHMFDVNRAARARD
>OLS53974.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]AB30
MLGRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSVSVGLSAAL
VAVLLGMSIGTAAGFAGGLTEAMLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAWTGPARLARARVLSLRET
DFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSVTWGAMIAEGRNQLRSAAYLSII
PGIALVLTVISTYLLGEALTDILSGRRNR
>OLS53975.1 hypothetical protein BV392_04755 [Rhodovulum sulfidophilum]AB30
MRLAGGGPGGPCHRSRHRPEGRDMRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVP
VEADDPLADRRIRVGQSDPETGYSDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLS
WFRAVELSQLYSEWLLAEASEALPPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGA
LLPVGLARPNPLGLYDIYGNAEELMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGK
TFGLRLVLSRSVAWSDPVLREIKAGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAF
GEAAKSTLLNGAVLVGAMRAGQTEEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAV
ESLTEGADPKLTEDAMRLLQGELAASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>OLS53976.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB30
MRRGAVLVAIFCTACSASGTLSPAYRGLPAPTGTAHPATAVDGLVVGHRLMAAGEYDLALRAYYRAAAEHGLSADVLSGI
GSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIRRNLRLAIAKTENPD
YDSPRNQGTTFELVRRGEGRYLLLAPP
>OLS53977.1 type II secretion system protein E [Rhodovulum sulfidophilum]AB30
MFSRYRKPAPGKVAPAPPQPQAKTPPEVPTEASAPALPALPIQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>OLS53978.1 hypothetical protein BV392_04895 [Rhodovulum sulfidophilum]AB30
MALTGCSPQQREAFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSAVLDRTAQSALDRQ
AGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPSAGPERQNRRTVTE
VSGVIRPRPMAIDGKYMERSYKAYLDSAQPKSGLIPEPLQAEE
>OLS53979.1 DNA protecting protein DprA [Rhodovulum sulfidophilum]AB30
MVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIARGAGVRDYTPFPLDLAEAEIARARKLGAVALLHGDPSYPPA
LHDLADAPPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQ
AGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVL
AVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAPAKPPPRMTEVPETPAEARRAAPPDTAALHARILDRL
GPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>OLS53980.1 hypothetical protein BV392_05155 [Rhodovulum sulfidophilum]AB30
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>OLS53981.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB30
MDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAMPSVTALRKCPELIFVPPRFEVYRGVSADIHAI
FAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLTASAGVSYNKFLAKLASDQNKPDGLTVIPPHRA
AAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGSSAAHYHAISRGIDPRPIRPDRPRKSIGAETTL
SEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVTRRRTLSRPLTETAEMLEVARQLLAGLHPFPRP
VRLLGITLSGLEPRAEAAAEKQLDLFDEGSRSSG
>OLS53982.1 alpha-glucosidase [Rhodovulum sulfidophilum]AB30
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCETVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSILDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSLAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKERGWRV
>OLS53983.1 nitrogen fixation protein CowN [Rhodovulum sulfidophilum]AB30
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>OLS53984.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]AB30
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPGKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>OLS53985.1 patatin [Rhodovulum sulfidophilum]AB30
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>OLS53986.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB30
MTLAAALLACGAASADPEDGAYSSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLGADGQSLGDR
NAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATLSALYGAATP
SDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIAADETFTDYS
YHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYNKYNSKAAAR
QIDPETGVAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASALTEGTDTDR
>OLS53987.1 phosphate transport system regulatory protein PhoU [Rhodovulum sulfidophilum]AB30
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>OLS53988.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>OLS53989.1 3-deoxy-7-phosphoheptulonate synthase [Rhodovulum sulfidophilum]AB30
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>OLS53990.1 hypothetical protein BV392_05895 [Rhodovulum sulfidophilum]AB30
MHGRDKLLECVGGEALLRRQVRAAGASGTQVLVLVTLPRHAAGPRSEQLDALPRLKVAYVDPAEGMAASLRAGAAAARVA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVI
LPGERAVTDLDTPDAWAAWRARSGH
>OLS53991.1 hypothetical protein BV392_05905 [Rhodovulum sulfidophilum]AB30
MPGLGMAGLLLALAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPGSATDGTAGATAPAGLDEASAPVFGFER
DLGVTTASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYA
SE
>OLS53992.1 cyclic pyranopterin phosphate synthase [Rhodovulum sulfidophilum]AB30
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLTERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>OLS53993.1 hypothetical protein BV392_06070 [Rhodovulum sulfidophilum]AB30
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVAGIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>OLS53994.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB30
MAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDAYQAIVDTGLFESVELVPQGGTLVI
KVTEYPTVNRISFEGNARIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSGRIAATVTPKIIERSENRVDLVFEI
VEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQVLRDFYMSRGYVDFQVLSVTPELTR
NRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENTVARMERLAVRKGLNFIRITPRITR
NDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQTADRLRALGFFANAEVSAREGTSP
DQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTDNATSRFVFVEPAFLGRNVRFRFAA
TYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYLQAEAEDPGQTYSKIGYGFTYDTRR
SGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLSMLGNSKSRVTERYFLNGKIRGFDG
NGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGGAIDDSFHLRSAVGFSVFWKTPIGP
LRFNFSNAVIKEDYDKEQNFDFTVSTKF
>OLS53995.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB30
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNEMVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>OLS53996.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB30
MSEKRDGFNAQQIGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPEETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLATEGREALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIDARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGSWPRWPAG
>OLS53997.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>OLS53998.1 hypothetical protein BV392_06285 [Rhodovulum sulfidophilum]AB30
MALVCFLRVAAAEPVSLIGAGGLLQREGPSGPLLTQMRGPLLGPGRGGAPGRVSGASGASLFAGRGGASLFATYPVRAQQ
MAAPGTAAQFAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAEIYKWIAETPGQPHAIGRY
QFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWAGLPTASGRSYYHGVAGNR
ATMTWTQFEAAMSRIAPGPGGAPKDG
>OLS53999.1 Trk system potassium transport protein TrkA [Rhodovulum sulfidophilum]AB30
MDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLE
RAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLA
APAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDL
NRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANI
KRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGD
AEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>OLS54000.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB30
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKASRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQTNDLRRIV
DEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIESLREKGE
PEDYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAH
RGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>OLS54001.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]AB30
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLPAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVEARLSALGITLEAVRVVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>OLS54002.1 XdhC/CoxI family protein [Rhodovulum sulfidophilum]AB30
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPVGRALPEDLLADLVAARAARRAVACLVDAESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGTVFVGLHNPPLRLIVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGLDA
RSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRCG
>OLS54003.1 ATPase [Rhodovulum sulfidophilum]AB30
MLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQVTVPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFKKPGVAETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>OLS54004.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB30
MNTVRTIRPEGETAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>OLS54005.1 ABC-ATPase UvrA [Rhodovulum sulfidophilum]AB30
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>OLS54006.1 hypothetical protein BV392_06565 [Rhodovulum sulfidophilum]AB30
MARVYPHIEEIRPKDASIHAEKGELVLIDVREAHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKSFALYCEN
GSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>OLS54007.1 hypothetical protein BV392_06670 [Rhodovulum sulfidophilum]AB30
MKAVSVVLRAAVALWFGLGPGSAGAFGAEPLTALARPDLAASTLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSVRAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLTPADTATGGAARPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>OLS54008.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MPSKPASGTELSLASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRWYNRTT
EAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVSEGHHV
ASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVARLAIPPSETSFTKY
FPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQTDFDR
HYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGAKIFNG
KTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>OLS54009.1 RNA-binding protein [Rhodovulum sulfidophilum]AB30
MATLHLPLKGAYFDQIKSGEKIEEYRLATPFWAKRLEGRSYDRIEIAKGYPLKGDTGRRITRPWRGARKTTITHPHFGPD
PVEVYAIRVN
>OLS54010.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGHRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKHGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDQAPA
>OLS54011.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MPEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
SFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRERAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAGAPELRQPG
>OLS54012.1 hypothetical protein BV392_06880 [Rhodovulum sulfidophilum]AB30
MTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSLVGYD
WSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLGALAV
HPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYLLLPA
NDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYELFRSA
GGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSVIGSA
LVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALIVALI
AGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAAGGDN
PDAGFALTGDKSILASDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVMLDLG
LSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSVGRFD
PDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLSGLSP
ERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKADRGE
ES
>OLS54013.1 hypothetical protein BV392_06900 [Rhodovulum sulfidophilum]AB30
MDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEILARRARSILAEVARTEA
EIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLAVLYEAPADPGLACDPL
LEEELVVLWPPDWTAPPEIDMAALDGVPLVLPSRAHGLRRMIDAELAGNGIAPELAVEIDSYTNIKNLVAAGFGASVLPW
HAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAARAPGTAPSSGASPPDAD
S
>OLS54014.1 hypothetical protein BV392_06910 [Rhodovulum sulfidophilum]AB30
MPEQIDSTSDGRTTNNAVRHKYRALTDAEKTQMQEIKDVGAAFIAKLHEIGGTDPEDDRFGSRDLSLANTHAEDAVMRAC
RHITA
>OLS54015.1 endonuclease [Rhodovulum sulfidophilum]AB30
MPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSAVIDHIRP
HRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>OLS54016.1 peptidase, partial [Rhodovulum sulfidophilum]AB30
PDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNINSPGGDFFEGLAIYNLLREHAGTVTVNILGI
AASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFDATAIDIYAARTGIGRDELAAMLDRETWIGG
QAALDQGFADSFLPADQLETAPDDGAPAA
>OLS54017.1 capsid protein, partial [Rhodovulum sulfidophilum]AB30
RALLMQATTDSNMVRYARQTKRENGAAMTAEGAPAPVSSYGWSQADAPVRKITHVTHISDEALADAGQLQAEIDGELRYG
LDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAANGITLHPIDWAAIELLKDAQGR
YIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGTNFIDGMKTMKGSKRLA
>OLS54018.1 hypothetical protein BV392_07205 [Rhodovulum sulfidophilum]AB30
MLGPLIEWAEITPSDGEDLAVRPRALDCAVGGTVAMVSATGSEATLSLTPGVPYPVRPVRIRATGTTATGIVGLW
>OLS54019.1 addiction module toxin, HicA family [Rhodovulum sulfidophilum]AB30
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>OLS54020.1 hypothetical protein BV392_07360 [Rhodovulum sulfidophilum]AB30
MTCAQAPQSDAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGHWFAPYTGQVITDAGDLDID
HIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSAAE
ERELVALTGRVCGA
>OLS54021.1 hypothetical protein BV392_07455 [Rhodovulum sulfidophilum]AB30
MTGACKPPGGWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRTGRVTPATECDHMVPKAQGGTDHEGNLQAICADC
HKAKTEREAAEGQGRRLRPSFGEDGWPIGPE
>OLS54022.1 hypothetical protein BV392_07595 [Rhodovulum sulfidophilum]AB30
MTCAPVAQAPQSVAPAAPYTRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDL
DIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQS
AVEERELVALTGRLCGA
>OLS54023.1 hypothetical protein BV392_07665 [Rhodovulum sulfidophilum]AB30
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>OLS54024.1 transposase, partial [Rhodovulum sulfidophilum]AB30
MDHTRQKFQVSERFACRVLGQHRSTQRKVPRGRADEAALTADIIALATQYGRYGYRRITALLREAGWTVNARRVERIWRR
EGLKVPQKQPRKGRLWLNDGSCIRLRPERPNHVWSYDFVESRTHDGRKLRVLNVIDEFTLECLAIRIDRKLNSTAVIDVL
TDLFILRAVPGHVRSDNGPEFIAKAVRDWIDAVGAKTAFIEPASPCE
>OLS54025.1 hypothetical protein BV392_07695 [Rhodovulum sulfidophilum]AB30
MVASLIKMAGLDWPVPDYSTLCR
>OLS54026.1 hypothetical protein BV392_07700 [Rhodovulum sulfidophilum]AB30
MPDWELKHSQIVGLQMSRQPRRHFTAEFKEQAVARLSELCASQTSIAREFGVTPSQLKGWRLELAASMSRKGDCLDNAPM
ESFFGSLKNELVHRTRFRSRREAKAALFECIAIFYNRKRRHSSIGDPTPEQARIDMAAAMAA
>OLS54027.1 trigger factor [Rhodovulum sulfidophilum]AB30
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDIIVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>OLS54028.1 hypothetical protein BV392_07760 [Rhodovulum sulfidophilum]AB30
MDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTRENRE
SGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTMRREEILRESRRELSAYL
RPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLSRIVP
EHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEIVCRDQMLAAQKEWI
>OLS54029.1 proline dehydrogenase transcriptional activator [Rhodovulum sulfidophilum]AB30
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGVVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>OLS54030.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB30
MSPGTEQKETVQAAPPTDAEPAAVSAPLGSTPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEAQKARLQAELLKVQI
WAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAGEMVFYDRSWYNRAG
VERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPIDKASLDKWEDYTEA
KEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIAHAPDPLIVGRAEHVIHNAEHMFGTSLHPDLRR
GRED
>OLS54031.1 hypothetical protein BV392_07975 [Rhodovulum sulfidophilum]AB30
MTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQMLAN
AGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSVGQGS
GAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVLAGRA
GLPEDFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVIDRVEA
KP
>OLS54032.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB30
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>OLS54033.1 cytochrome B [Rhodovulum sulfidophilum]AB30
MEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPEHARFK
SFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAALSFHV
QLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKS
>OLS54034.1 hypothetical protein BV392_08195 [Rhodovulum sulfidophilum]AB30
MLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAGLLRILGRPVSDIPSDRLRRLCACTPGA
TLVTDAEGRVLITSPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGSGLF
LWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLLQLRMADG
GREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLADAAQ
GRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAISGH
CDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHAEAL
PPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIFEPF
YTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVLLVEDEAP
VRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSFGEI
KARIPNSVYLPKPFSLADLTATVQRQLRAAAKPGDTEGERDKDKLPEQVP
>OLS54035.1 repressor LexA [Rhodovulum sulfidophilum]AB30
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>OLS54036.1 competence protein [Rhodovulum sulfidophilum]AB30
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPVWALWAFAGAAAVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRIYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPDETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLLPVLAAFALWSAVQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>OLS54037.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB30
MPRRALIALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>OLS54038.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>OLS54039.1 methylmalonate-semialdehyde dehydrogenase (CoA acylating) [Rhodovulum sulfidophilum]AB30
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>OLS54040.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB30
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>OLS54041.1 hypothetical protein BV392_08465 [Rhodovulum sulfidophilum]AB30
MGQALDSLQDDVNLAVTGKALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTS
FFRPLLSLLLLDGVGAEDTLDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGS
>OLS54042.1 hypothetical protein BV392_08470 [Rhodovulum sulfidophilum]AB30
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTVEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPA
>OLS54043.1 glutaconyl-CoA decarboxylase subunit beta [Rhodovulum sulfidophilum]AB30
MTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLFHYISLGVDLELFPPL
IFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFLANKMAPHLLAPIAVA
AYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGMLMLGNVLRESLVTDRL
AKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILALGVVAFGIATAAGVLMARAMNLVSRSKINPLIGSAGVSAVP
MAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>OLS54044.1 cyclase [Rhodovulum sulfidophilum]AB30
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIATRAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHRGGTGGPARIFALV
>OLS54045.1 thioesterase [Rhodovulum sulfidophilum]AB30
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGCDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>OLS54046.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB30
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDRREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLRVADF
ADRKALALACEEAVRSAAPKL
>OLS54047.1 transposase [Rhodovulum sulfidophilum]AB30
MGQKRHKPEEIVAKLRQVDVLVSQGRSVAEAVRSIGVTQFTYYRWRKERAIVRHRSEDNGKCGLKTDQVKRLFPRPE
>OLS54048.1 mechanosensitive ion channel protein MscS [Rhodovulum sulfidophilum]AB30
MAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSILTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPESLGDRPAARTQAPGPFLPRQSAEPQPEPLDDLGGDAD
GDGGDGPR
>OLS54049.1 damage-inducible protein DinB [Rhodovulum sulfidophilum]AB30
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLTEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>OLS54050.1 hypothetical protein BV392_09190 [Rhodovulum sulfidophilum]AB30
MKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAQIGDQQKEVMAAAKARGYDTKALRRIIALRKRHAEDIAEEEAV
LQLYREALGM
>OLS54051.1 precorrin methylase [Rhodovulum sulfidophilum]AB30
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GAGSVAEAAALAACGEGARLLGPRRVSNDRMSTCAIATKDLP
>OLS54052.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAANATVAVSDPEGNPLGETATDADGMFTFRPSVAVA
HVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAADTGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGASAVPL
TAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>OLS54053.1 nickel transporter [Rhodovulum sulfidophilum]AB30
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>OLS54054.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]AB30
MLDPAPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGARVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDVLLALAR
>OLS54055.1 hypothetical protein BV392_09505 [Rhodovulum sulfidophilum]AB30
MLACGGLPGTALAACPGNTQLEINDCAASAYREADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRDAACAAEAAQY
RGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>OLS54056.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB30
MAQSDPAVPGQGQPSQIQNILQENRSLIEKSSRRTIGPAIAALRDSGLPAARNVLEKWQDKALYQRKSDGLFFFAEKAGE
DGYRLIDIATGADAGTANRQDLDQLRPNSGVRALIGAALVPYQLTDPDPAVRSGALDAISRNGEAAHLGALRGAIASETD
PGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAVTKGAPPETENIARRLIPGSDALPEAE
AYRLLVAAGLAPPRISAADRRNALADHIEDGTVAGIPLEDLNSETARERAYAALAARGLVPPTATTEQVQATLDGHGFYD
RYAEPDPAVTAAAGDALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITFGVMGVINMAHGEFIMMGAYTGYVVQQ
IVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQQLARNIFGTQARPLTSPGWLDGALHL
NDVVSISYIRIAIFGLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDPDRINMLTFGLGSGIAGVAGVAIGLYA
KVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAAQTYMILFIILFIQIRPRGIVALRGRA
AGD
>OLS54057.1 hypothetical protein BV392_09590 [Rhodovulum sulfidophilum]AB30
MPGQGAGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQGGALKFT
LNAQPEIALKGLVVPLPGGAALVNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALRLNGARL
TAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDNHGHGMGDAVLRMVAAVLRSHFRSRDVIARV
GGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESKRRGRGR
ATFYDDWQRRRHGPGDTAF
>OLS54058.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB30
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEILLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>OLS54059.1 hypothetical protein BV392_09855 [Rhodovulum sulfidophilum]AB30
MAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>OLS54060.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>OLS54061.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MNRLSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLL
FAPFRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTV
QTVGLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVR
ARQRLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWA
SRVLSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGA
VQATSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>OLS54062.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDVAR
LAAAVDAGVTQAVDSDTLVENIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHAYT
LALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFPTF
EGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRDRA
AALRLVEEVDFDG
>OLS54063.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB30
MRQRARLLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMG
TQSEAVLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDH
TRWRQPLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALG
TLAGMGAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>OLS54064.1 cysteine synthase A [Rhodovulum sulfidophilum]AB30
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>OLS54065.1 hypothetical protein BV392_10515 [Rhodovulum sulfidophilum]AB30
MNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEVLSDADGPRYEALIGSDGGA
QKLYVLRRRGGLVRAVERATDAATRALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHTKSKYVHRGAA
LWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVADIVLGSTFLP
GLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGTARVERPSDHRPI
WVEIGRPLTG
>OLS54066.1 redoxin [Rhodovulum sulfidophilum]AB30
MLRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPQAIPDAVLLDETDAERSLDEYRGRWVVLNFWGTWCPP
CLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIG
RLMGEADWNSPGAKALLGRLIEGS
>OLS54067.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB30
MTKDQTDAKNQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGS
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNECPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALM
TVMKGLPLAYSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHH
VTGTLVAMAEKKGCDLPDLSLAEMRSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>OLS54068.1 hypothetical protein BV392_10675 [Rhodovulum sulfidophilum]AB30
MLAAFAATTTATAPPPVAAGTAARQDGVLQAEILPGWQTARGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSSNL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDAGPAEPIRAA
LASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDMVPADGTP
FALDRSALRITLLGQDRAIDIRGCDAAR
>OLS54069.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB30
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEASVGPATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEAEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASDPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIR
AEAKRLAGRAPGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRRESRVTARRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAGLPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPVLTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>OLS54070.1 ribonuclease BN [Rhodovulum sulfidophilum]AB30
MFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQLSMASELLPAGAYEVVQRQVEALVGTSSS
TLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALTAVLIFVALLAFSAVVLIPAVLAFVKLPAA
IELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWALGSVALAAYMRSFDRLNEVYGSLGAVVAL
LFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDETGTLNGKAPSSEAGRGAEEASGMT
>OLS54071.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MGNSARPRVTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDG
KLVCDTVFRLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVA
LARALAPRPKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYN
APVDRAAAAFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQR
ARFMGSESLVEFRMDHDGSVLKATVPAVFLPAPDTAMWLTIRRDRCFVFPASGQDGDGRQI
>OLS54072.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB30
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQCEENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>OLS54073.1 hypothetical protein BV392_11120 [Rhodovulum sulfidophilum]AB30
MKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIE
QFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATI
LGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAEL
AEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEA
EAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>OLS54074.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB30
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADRHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>OLS54075.1 thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB30
MLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWCAPCRQEHPEL
ETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHPGPLTPAIVEA
EIRPLLDNPPATSN
>OLS54076.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB30
MRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPGASALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGQVV
ERGTHEALLVHGGRYAAMWQRQQAGEDGDIAAE
>OLS54077.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB30
MTRGVGLGLALGLGAALAASAAPVDGKDARKLVFKPDGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRS
KATLAAANYHDVDAARVAALRRCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTG
RWAVIKGQGAASRALEACADQSGATDCRIAVEDR
>OLS54078.1 TIGR01244 family protein [Rhodovulum sulfidophilum]AB30
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADASAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MATLPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>OLS54079.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB30
MAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLVL
IGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTDL
KAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGVQATLARIEASPLAGMPLA
PGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPLA
RGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYYR
LTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSASLLADGPWGIGW
LRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQRI
LGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYSS
QLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMRL
TRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNARK
YCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQG
GAAFRVTLPRGCAEAA
>OLS54080.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB30
MDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFEHVVECCADR
PETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDT
QFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRSWPIPEPQLLLQRSTQTS
>OLS54081.1 hypothetical protein BV392_11585 [Rhodovulum sulfidophilum]AB30
MELQEHRTETRSAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDVSDPSR
GSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>OLS54082.1 Hly-III family protein [Rhodovulum sulfidophilum]AB30
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>OLS54083.1 hypothetical protein BV392_11640 [Rhodovulum sulfidophilum]AB30
MPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTAIV
GTLTVLVVPQDALALVRGNPLLLASILLLYPPLSALPQEIVFRVLFFRRYGPILPGLRAAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVILHAVAGWILFTGGLGVLFHAGNAVRPF
>OLS54084.1 hypothetical protein BV392_11650 [Rhodovulum sulfidophilum]AB30
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGFEVGQ
ALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILSGRF
STELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLAEHGWDATAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>OLS54085.1 hypothetical protein BV392_11835 [Rhodovulum sulfidophilum]AB30
MRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFTRHAL
VEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAVDRAEIAEYVGRLSRLTGLSMRITAPEQ
ANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSCIHEE
LAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>OLS54086.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB30
MAAALERACPGEAPLVVAVSGGGDSLALLLAAAARAEASGPEVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTLAALTRGPRATLHGCLLQRAKGQIRIGREPAAVAGLSC
APGSLWDGRWRLSGPEGAEGQEGQEIRALGEAGLAACPDWRAVGLPRTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNC
SFTAYLLSH
>OLS54087.1 cytotoxic translational repressor of toxin-antitoxin stability system [Rhodovulum sulfidophilum]AB30
MKPITYRPAALKVLRKMPKTTAKRIVSKIEAYAIDPASQANNVKALKGREGIRLRVGDWRVIMDDNGDVLDVLEIGSRGS
IY
>OLS54088.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB30
MLIDSTGVKFRGDGEWLARKHGSSRRRQWRKVHIAMDTETGGIRAVEFTSSRQGDSPLLPDLLSQIPEGEEIATVTADGA
YDTRRCHAAIIEHGADAVIPIRRNGRAWKEDCPAAVARNEILRATRHLGRALWKKWAGYHVRSRVEAQMNRLKLFGERR
>OLS54089.1 hypothetical protein BV392_12070 [Rhodovulum sulfidophilum]AB30
MDKASLEDIHPSDRSGNADISPPEGESSFGETLLARGLFHVIERLLLVIIVAMTLTAVSFELLAIYRLGEISLADILLMF
LYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAAAILLLSISALVIIWAIGQQAARLHPS
>OLS54090.1 hypothetical protein BV392_12145 [Rhodovulum sulfidophilum]AB30
MFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>OLS54091.1 hypothetical protein BV392_12230 [Rhodovulum sulfidophilum]AB30
MLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDITSTAWALGNAAR
YAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>OLS54092.1 hypothetical protein BV392_12260 [Rhodovulum sulfidophilum]AB30
MQGSMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVICATMIAHHHPDLTTRV
FSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELQDIL
DVCAATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTE
QLGEYIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>OLS54093.1 hypothetical protein BV392_12370 [Rhodovulum sulfidophilum]AB30
MTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCPII
VLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRLSP
SETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGDQT
AATRPS
>OLS54094.1 hypothetical protein BV392_12435 [Rhodovulum sulfidophilum]AB30
MQIRLSSRAALMASALVAPVCIAPRAALAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDTDGPLIGGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTSPDFTEPDFDYDFAS
LNGRLKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNASKYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQY
SEADYDFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALF
GEATWRFASDWALTGGLRLQQDRIEIEGKTSYVVDERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNF
HGKEYYEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADY
QASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVD
GYALANMRLSYRPRDGVEYFAYVNNVFDNRAALSVSTNDAAEIAEPRELGLGLRVTF
>OLS54095.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTARHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKQLLAPQDGSFPI
>OLS54096.1 hypothetical protein BV392_12525 [Rhodovulum sulfidophilum]AB30
MPVLGRAALDLAERVERMSGGTLRLSVASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEY
LAWYFYGGGRELAQDLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFE
AVETGRIDATEFSLPSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAV
QAQALRAIAAEGVELHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>OLS54097.1 hypothetical protein BV392_12530 [Rhodovulum sulfidophilum]AB30
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>OLS54098.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB30
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>OLS54099.1 hypothetical protein BV392_12650 [Rhodovulum sulfidophilum]AB30
MPSSTGPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRRAALAEML
EGVTDLLISIPPGEGGCPALAALTAAGALPSGLDWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAERDWAALA
AERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAASAILAALSAPAGLRRLNLTDDLPAPAHAL
LDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTAAE
>OLS54100.1 hypothetical protein BV392_12745 [Rhodovulum sulfidophilum]AB30
MNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>OLS54101.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDDEAHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGIDPHA
WLDPENARVWVLRISGALAEADPENTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVAGS
IAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTI
ATCVTGTEG
>OLS54102.1 Asp/Glu/hydantoin racemase [Rhodovulum sulfidophilum]AB30
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEAMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>OLS54103.1 transporter [Rhodovulum sulfidophilum]AB30
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>OLS54104.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB30
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>OLS54105.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB30
MQDGLWVFGYGSLLWKPGFEVAEQRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>OLS54106.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAG
>OLS54107.1 hypothetical protein BV392_13140 [Rhodovulum sulfidophilum]AB30
MAPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFQASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIAEMREINDGLRRAQSSEEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>OLS54108.1 hypothetical protein BV392_13400 [Rhodovulum sulfidophilum]AB30
MRRYEVWGMTPDGNPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVEDLVPGMEVDTAGAGAQPLLWVGSTVLAPP
AGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLLRHPRCHALTGAEAAFAPATGFVDGTALIALRVVRPTRVYHLAL
NGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQVPRLTVFEMEKLKAA
>OLS54109.1 hypothetical protein BV392_13440 [Rhodovulum sulfidophilum]AB30
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTAGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADTMPMAEGELELDATVTMVFELGNAE
>OLS54110.1 hypothetical protein BV392_13470 [Rhodovulum sulfidophilum]AB30
MRSRFWERVALKDMTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKAL
GEVVYWMPASCAYRRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>OLS54111.1 riboflavin biosynthesis protein RibF [Rhodovulum sulfidophilum]AB30
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGTPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>OLS54112.1 arylesterase [Rhodovulum sulfidophilum]AB30
MPFPRYGAAGRTLNLGASLVLALVLCTAAGTARAGVTLAALGDSLTQGYGLRQEEGFVPQLEAWLNAHGAEVTVLNAGVS
GDTTAGGLSRIGWTLTPEVDGLIVALGGNDLLRGIDPAASRANLDAILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAM
YPELAKAHDALYFPNFLKGLTDLPDRGAAMARYMQDDGIHPSAAGVKLIVEAMGPSVLELVDRAEAKGH
>OLS54113.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB30
MADNSGDPEGEIGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>OLS54114.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>OLS54115.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB30
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDRVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>OLS54116.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>OLS54117.1 cell division protein FtsK [Rhodovulum sulfidophilum]AB30
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEEAPFETAPSVAEAAPAPAIPVAEPRRVVEQS
VRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPV
VTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGK
DIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAV
VALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMA
DLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDM
LYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKD
RKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>OLS54118.1 sensory protein TspO [Rhodovulum sulfidophilum]AB30
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAGA
>OLS54119.1 magnesium chelatase ATPase subunit D [Rhodovulum sulfidophilum]AB30
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRMIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDG
DALAAARARLQGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFPEE
ETDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAHKAQRAGGGISGAGAKRKG
NRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTA
VSAALDA
>OLS54120.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>OLS54121.1 acetate--CoA ligase [Rhodovulum sulfidophilum]AB30
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKARGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACAR
IGAIHSVVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVD
VLDLMEHASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYI
VYGPLANGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWE
WYNTHIGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQM
RTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHEL
KGQGIYAYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLAD
PSVVEELVDNRRNRG
>OLS54122.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB30
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLITWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAALIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPASERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>OLS54123.1 hypothetical protein BV392_14165 [Rhodovulum sulfidophilum]AB30
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>OLS54124.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNEDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>OLS54125.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB30
MPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>OLS54126.1 hypothetical protein BV392_14500 [Rhodovulum sulfidophilum]AB30
MTISSFSRVALIAVTTAGLSGCGGGWFGGSSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFNGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIVTDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>OLS54127.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]AB30
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>OLS54128.1 hypothetical protein BV392_14610 [Rhodovulum sulfidophilum]AB30
MLRAMMLRPILACLVLVALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACNSRDAATREIDRRIRRGGWQLLNVMSI
FGASGLGERKASAGGYFLKY
>OLS54129.1 hypothetical protein BV392_14620 [Rhodovulum sulfidophilum]AB30
MGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAPFWVRLPAPLFHAA
TALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRSTAAPGWALAAGVALGLAF
LSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVRAPSERAGFDISGL
TEFLGSQFAVFGPVLFAALLLAVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLAGTLAVLPRLGRGW
RISSFAINGTVALALPVLGAFAPVASLGGHPLLERYLGRADMSTTILDIAEADGESAIMADNRDLLADLFYTGRDRGVSI
YAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPASCWNG
>OLS54130.1 IS5 family transposase [Rhodovulum sulfidophilum]AB30
MFGLPLRQTVGLVESLIQMAGLDWPVPDFSTLCRRQAQLAVQIPYRASGQPLNLLIDSTGIKFRGDGEWLARKHGASRRR
QWRKVHLAMDAGTGDVRAVEFTSSRQGDSPLLPELLAQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIPRNGRA
WKADCPAAVARNEILRATRHLGRALWKTWARYHVRSRVEARMNCLKRFGERIMSRDPDRQTAETHIRIAIMNTFSALGRA
EIEAVA
>OLS54131.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB30
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQATGGDCDCHCGCGGSGAAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVQNIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILNAAEARGLDLPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGSAVLVVAEGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>OLS54132.1 aldolase [Rhodovulum sulfidophilum]AB30
MAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVD
SADEARRVVLACRFAPVGRRALPGPLPVADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDL
ADGMGLRGRVGHPGIQSAFGRIAAAARARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGGAALLAALRGPVG
S
>OLS54133.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]AB30
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>OLS54134.1 MFS transporter [Rhodovulum sulfidophilum]AB30
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSVLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALLITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAVFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>OLS54135.1 thioeseterase [Rhodovulum sulfidophilum]AB30
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>OLS54136.1 PAN domain-containing protein [Rhodovulum sulfidophilum]AB30
MALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFNARSNACF
PKARAETPTPYAGAVSARIVATDPATLAAAPARAAELDFLRDRDLAEARAQAGKLPQDHPVDGATLDELRRAAASARAAN
RPTEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALDVMAGALEDLGR
GRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDPGLAVTVE
DRRLCVEGLSHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSGRLDLTLY
RMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGIYALSAVIPGEDP
YEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTRGRAGAAP
AMLTAEEGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSR
PDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPEAPIDPTAPPL
LSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMTMIEGAGRTDAAGRAQIGLTLPTLKAEGKPV
EARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVETRYQWYR
VDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDMLELSLDK
PAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGHNPARALG
LAHATVDPGPHRLSAAFEVPAEAGPRQPLDIALKVDGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQRKLGMGL
RDVYGRLIDGLNGAMGTVRSGGDSTAGMRRQAPPPTEELVALFSGPVTVGEDGVAHARLDIPAFNGTLRLMAVAWSPTGV
GQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELAKGGKTALSIPIT
AGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGPVARLDAA
GLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALELGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDFWLDAYVT
DFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTKAGAFATPLAAGQL
GAALAAYGDPTRADRMFARAARMMAGRMGRDEPPVWRSDYGTDLRDAAGLLTLAVAAGSTVVDRDALTGYLAAIDRPLST
QEASWMLLATHELIDRPGTGAGGGGFTLNGAPLTGPLVRLLTPGDGPAVLGNDSGRPETLTVTSFGVPEVPGPAGGNGYA
ISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEVRHSEA
RQDRFLAAIDWGSSDPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>OLS54137.1 hypothetical protein BV392_15050 [Rhodovulum sulfidophilum]AB30
MLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEYQ
VFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWDT
HNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTDT
ESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILGH
ESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>OLS54138.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB30
MSHDGERSISIISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLV
FDIDEMTWPHMGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFS
YWTWGRFPTKANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAP
FYCRSAIRTKVFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>OLS54139.1 hypothetical protein BV392_15305 [Rhodovulum sulfidophilum]AB30
MADNRHKPEEIVLKLRQVEELVGHGVARVDAIRELRISEQTFQRWLKQRAIIRHRSEENGECGMGTDRLKEPERLRKAVS
DLTPDKPSPS
>OLS54140.1 hypothetical protein BV392_15425 [Rhodovulum sulfidophilum]AB30
MPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLRIGVALLG
ARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSERNLSFTV
FGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVLILTLALR
GAGVQDQSGAKRPPILPGFVIAFLILALINSLGWIPVALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFL
ETLFIAGVVLAGVMVLL
>OLS54141.1 dienelactone hydrolase [Rhodovulum sulfidophilum]AB30
MLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPADLPEISWQAGPFEIDATREAPVAEGRFPVVLLSHGHNGGP
LSHRELAAQLARAGFIVIAPAHMGDAAGQPPGASQDRILKNRPAQAIAALDAALRNERLAPHADPARIGMIGYSAGGYTG
LILAGAKPDFDHAAAYCAKEGRDDTGSCGEARFIGMSEKLATWSAPSEPRLKALVLLDPLAAMFDATGLADVGIPVLLFR
PQEDIYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPEDIAGKAAMVCNDPPGIDRPAIHRSLEDDVIAFLHQTL
>OLS54142.1 hypothetical protein BV392_15485 [Rhodovulum sulfidophilum]AB30
MDGDTIAPQSKRTPSAVELLDALEHSQHQDSRDIEDLRAAGIDGYAMDDRGSDRPKVVIAPDKILMALRLAATFGSQKRF
GSALDQRACTVITGFEPIQISGAATAIGRLFLPDGWTSQTRPPRTGETTVLQLLRPMQTGTNKITEPAIAKLEAEILAAL
ARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTHSATGKVDRMLITPLLPENDALATMDMPSLMSALR
EPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSDLAAWKRGAARWSDLPHSVLLTGAPGTGKSVLARA
IAITAGVPIIEATLGNWQSAGHLGDMLREMRRSFAEAIRQKPAVLLIDEIDAAGSRQGEDRHNANYRANVINALLTEIDQ
LTRAEGVILIAATNHPDAIDPAILRPGRFDLHLSLPLPTQAQIRHMLQRALPGERAEDLAALALAFSGQTPAAIDARLRA
ARAAARRAGGQLTARALRTTLPAAEPGRAGPDRRIAVHECGHAIVASLLGAVPVRRMQLSPEGGSTSRASAIHEGTAPEF
ENELTIILAGRAAERLVLGSISAGAGGSADSDLAQASGLQLQFDREFGLGTNGNAWLGEPDMQRLSDDDCTRLRVKLEQF
ERRARAILAPHRALLERLADHLLAHRDLDETALAPWLSDLAAGAAPTAPS
>OLS54143.1 hypothetical protein BV392_15490 [Rhodovulum sulfidophilum]AB30
MTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADEAMSGASQLRPDFQRMQQAAMRGSFDVIVA
EALDRLSRDQEHIAGLHKRMRYLGVEIVTKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVKAGKSAGGISYGYR
PDRQPLPDGSFTTGDRVIDAAEAAIIRRIFMEYDRGRSARTIATGLNRDGIPAPRSGGKGKGTWSFSTISGNWKRGTGIL
NNELYIGKLVWNRQRFVKDPDTGKRQARPNPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERAADPDAPQIER
GHRPRYLLSGLLTCGCCGSGYIMISDSRLGCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAEFHREM
EKDRLEAEAGRIEAERALSKVTKEIDNIVTAITEGMFHPSMKAKMEALEAQKAAFEAKLTALPAPSPVVLHPGLADVYAA
KISDLAAALNDPESRPEAVEILRGLIEKVVLRPDANGHVIELYGELGSIFSLCGSGLAQNANARGVSAGVRQLTMVAGVG
FEPTTFRL
>OLS54144.1 amidohydrolase [Rhodovulum sulfidophilum]AB30
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPSG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>OLS54145.1 hypothetical protein BV392_15620 [Rhodovulum sulfidophilum]AB30
MTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAEF
HLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHGG
>OLS54146.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB30
MTASPVVTSFHDEATGSLQYVIHDPATLDGVVIDPVLDFEPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGAHRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFMRPEAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>OLS54147.1 hypothetical protein BV392_15760 [Rhodovulum sulfidophilum]AB30
MDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEAFRK
IQEGVDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWAAHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLEAEL
LTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSIQPI
TLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>OLS54148.1 murein transglycosylase [Rhodovulum sulfidophilum]AB30
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>OLS54149.1 septum formation protein Maf [Rhodovulum sulfidophilum]AB30
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKSPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>OLS54150.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB30
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>OLS54151.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB30
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAAAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGETGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGAPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPATSAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWKGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALEQGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>OLS54152.1 threonine dehydratase [Rhodovulum sulfidophilum]AB30
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAAAEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLCAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>OLS54153.1 hypothetical protein BV392_16015 [Rhodovulum sulfidophilum]AB30
MDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRYH
IDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVID
IFP
>OLS54154.1 hypothetical protein BV392_16025 [Rhodovulum sulfidophilum]AB30
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>OLS54155.1 ferrochelatase [Rhodovulum sulfidophilum]AB30
MTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQLVVLTKRPFASGENY
RSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKILFFPLYPQYSGTTSAT
ACDSFFEALMDEKWQPDARTVSTYFDNPNYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLTEGDPYHCHCLKTTRL
LKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINEEICESFEEAGGEKFT
YIPCLNDDDAHIRALSEIVKVNLRGWAD
>OLS54156.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB30
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLELA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>OLS54157.1 bifunctional ornithine acetyltransferase/N-acetylglutamate synthase [Rhodovulum sulfidophilum]AB30
MRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGVRYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVL
DCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAEAAGVPEARVFTASTGVIGEPLPHERITAVLGDLT
ERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDE
TFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALRGVMLDLAQQVVKDGEGATKFVEVAVTGAASPADA
RKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRV
DLGLGKGSSTVWTCDFTKRYIEINADYRS
>OLS54158.1 hypothetical protein BV392_16125 [Rhodovulum sulfidophilum]AB30
MPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARLLLDRFRDFNGVLSA
PVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLFLDRKNVLIADEEQA
SGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLIVGKARDLSFRSEGY
L
>OLS54159.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB30
MAKPTKSTGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLARRLRRMARRGALAVLALVALVLIAPSLFNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRK
AFEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>OLS54160.1 DNA-binding response regulator [Rhodovulum sulfidophilum]AB30
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>OLS54161.1 choline/ethanolamine kinase--aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]AB30
MKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEASQK
AAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADLGA
PRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQELE
LIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>OLS54162.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB30
MTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRTDGRVVPWLARSWTVSEDGREYTFALR
EDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQELALPRPFRFIAPSQFV
DGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTGQIDMVYGIDGPLSPDT
FAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADTLFAPNVPYADIGLDPY
RFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVSLIGEEESSIYARQRDG
RFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYRDLLTRFHEAAVYLPLT
HLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>OLS54163.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB30
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVAADLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>OLS54164.1 hypothetical protein BV392_16620 [Rhodovulum sulfidophilum]AB30
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>OLS54165.1 SsrA-binding protein [Rhodovulum sulfidophilum]AB30
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>OLS54166.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB30
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLNGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIEADGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAGAGFEVTRQPGFGRKRHMSVARLP
>OLS54167.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB30
MPDAADAAGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLSEAAGDVDLVLLDAYGVLNVGETPIPGAAARISALRAAG
KRVAVVSNSAGYPKRHMMARWQRLGFDFSATEVTSSREALLETLAGDTRHWGIMLGDEHGSEDLGDLRVSFLGDDPGTYA
RVDGFLLIGASGWGEARQSLLAQALAARPRPVFCGNPDLVAPREAGLSLEPGYWAHRLADATGQAPAFCGKPFPSVFDLA
RLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>OLS54168.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB30
MFDTTFRGLAAASAIAMIAGAAQAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPF
IEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDS
MEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPE
EVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPE
GLAAE
>OLS54169.1 glutathione-dependent reductase [Rhodovulum sulfidophilum]AB30
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFKAESGRYYLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDSLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>OLS54170.1 hypothetical protein BV392_16800 [Rhodovulum sulfidophilum]AB30
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRSRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>OLS54171.1 ribonuclease III [Rhodovulum sulfidophilum]AB30
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>OLS54172.1 hypothetical protein BV392_16950 [Rhodovulum sulfidophilum]AB30
MRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRAAALGFTRYLKGNVLDYRVTNPKD
LPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLYCFGLNQDGSAKHPLYLRNDAPLL
PF
>OLS54173.1 hypothetical protein BV392_16990 [Rhodovulum sulfidophilum]AB30
MRIRAALLLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALEARGETLAFAMN
AGMYHPDRRPVGLYLENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAAVIETRAYLADPPECRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPIVG
AVVPAGD
>OLS54174.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB30
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>OLS54175.1 peptidase M16 [Rhodovulum sulfidophilum]AB30
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPEAVKEMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>OLS54176.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]AB30
MTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATW
IFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETG
LPLGTIKSRIRLALDRLRHEMT
>OLS54177.1 transposase, partial [Rhodovulum sulfidophilum]AB30
MKADFAYDTARDVHVCPAGEELTYRYTCEEDGLRVGRYWTNECQHCPVRHRCTTSEERRITRWD
>OLS54178.1 peptidase S41 [Rhodovulum sulfidophilum]AB30
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>OLS54179.1 peptidase M23 [Rhodovulum sulfidophilum]AB30
MAASASASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTIAAVLDARREE
IARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADDLAAGLAGVQT
ARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGRMAPEGSAPPGFEALRGTLPLPVEGTLLRGFEQ
ADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPGGAPVGLMGGA
DPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>OLS54180.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB30
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>OLS54181.1 hypothetical protein BV392_17295 [Rhodovulum sulfidophilum]AB30
MFAGGLARAETYRGYPEVPYSIERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFGENAAGEKIAMTVPVG
QTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAEARAQGLRLSGPARLM
FYDDPFTMPWNRRNEVAYPVAR
>OLS54182.1 2-methylcitrate dehydratase [Rhodovulum sulfidophilum]AB30
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGMPRDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLAPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>OLS54183.1 pseudoazurin [Rhodovulum sulfidophilum]AB30
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEILPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEARP
>OLS54184.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB30
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMVLLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARA
PG
>OLS54185.1 EamA family transporter [Rhodovulum sulfidophilum]AB30
MGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAFLGMGLLNNVIPF
SLIVAGQHSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGTNALAQLAVLGGA
LSYACAAVFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTALAYLLYFRILAR
AGATSLSLVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>OLS54186.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB30
MLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTEALEGAEAVLIVTPSATLR
EMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPTAATVAFPFAYADRLAPHD
SPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVDEMKVLAESLGGQRETVTG
LSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPMPICETVNAVLHEGADLER
SFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>OLS54187.1 hypothetical protein BV392_17710 [Rhodovulum sulfidophilum]AB30
MGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQATEMARAGGIGLAE
SIFESLKERMDDPD
>OLS54188.1 flagellar biosynthesis regulator FlhF [Rhodovulum sulfidophilum]AB30
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>OLS54189.1 molybdopterin synthase sulfur carrier subunit [Rhodovulum sulfidophilum]AB30
MDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMTG
G
>OLS54190.1 histidine kinase [Rhodovulum sulfidophilum]AB30
MRDSKRRAEDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLSLRESGM
VAETNLIADMFEAQIRRNDPLAPFAGNGLDVDTMLNGLELAQEAEVFVFNTAGNLVGHARGLVRTDSPVEEYEGDSWITV
ITDALYRAWLGGVSLFGREERSDADGDPQRRLTDQVAITLTDGQQVATGVDSSGHTTFSVTAHILRDRQVVGVVAMVSAS
GEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDEIGRLSG
ALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASRLDSE
LVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRVWARKRD
NRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQLGARFVV
GLPI
>OLS54191.1 transcription termination/antitermination factor NusG [Rhodovulum sulfidophilum]AB30
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>OLS54192.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB30
MNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRVST
PGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>OLS54193.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>OLS54194.1 phosphoglycerate mutase [Rhodovulum sulfidophilum]AB30
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>OLS54195.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB30
MPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEDGIRIGFTCSKKVGNAVARN
RAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>OLS54196.1 hypothetical protein BV392_18395 [Rhodovulum sulfidophilum]AB30
MAKEIKAAEKAVSTARDAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSTFKVRLKAEQDAAARKARAEADRKRRE
AEEAARTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRR
HHKDRVIAGVRVWEEKEAY
>OLS54197.1 hypothetical protein BV392_18540 [Rhodovulum sulfidophilum]AB30
MTEDPFIAGLRKVFEADPQLRPATISAKAGLDKSTIRRMFEGAIQSPRRTTTAKIANALGMSVEEIENGAPRTAGAPTIA
IAGKVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECE
DGFGWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>OLS54198.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB30
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPTATVLTARRHPYTSALVAASAHS
PATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRAPPQRAVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTALRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDETLLAVGLEPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRAGFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>OLS54199.1 hypothetical protein BV392_18780 [Rhodovulum sulfidophilum]AB30
MVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYA
EDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>OLS54200.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB30
MPVIPALMTERLALRGPEPRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTEKASGRTVGMVG
LWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWSTAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPAPEACR
>OLS54201.1 transcriptional regulator [Rhodovulum sulfidophilum]AB30
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLSILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>OLS54202.1 trypsin [Rhodovulum sulfidophilum]AB30
MVALTAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLPLAGLEFR
AGWRNGRAEAFRGIRRGAVHPGYAHGKAASVSRVRHDLALLQLDRAIRLPGLVPFGIGSQPGQGDAVGVVSYARDRSDVA
SLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGSRQVALGTVIHDGLEVLRARLAPDEPGG
PMPRFGPGTAPSVGAKFLRPGLRRR
>OLS54203.1 ribonucleotide reductase assembly protein NrdI [Rhodovulum sulfidophilum]AB30
MAGLVYFSSRSGNTARFVERLGLPAVRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>OLS54204.1 hypothetical protein BV392_19135 [Rhodovulum sulfidophilum]AB30
MKGYVGKPVTEAMLDYGAPSNVMTLEDGRRAYQWTIRDTGAIAVPTTSTATVYGAGGTATAFGQSTSYVPYSETCIYTLT
ASQQGEAWIVDGFRKPRLACE
>OLS54205.1 hypothetical protein BV392_19225 [Rhodovulum sulfidophilum]AB30
MGLVKSLELRANPFEHYAAETEPNISEYAVRPPYLSSIIDRSSALNSFTLFGERGAGKSATRITVYSALWRAVEASQGSE
TSPLAVNVTDFSMILDDFQKGYLTDRKFVALVAFHVLEKILAWLSSLDTEDREIYIEGLDSDERSLAVALLEEFYLSVPE
MDRDVSNGDALKLLNSAWTTKSQVWMNARWGAISKIFATALGALSRKKIDAEIDITEAAESILISLKPNTGKAAVAILNK
LVELSHAFGFSGVCILVDKVDETNATANSAEATARLVHPIYNHIQLLEVNDLSWVFFLWSNVQDYFSGKIPVRLDKIAHA
NITWTEPALRQMIEKRLRFYSDGRIDFSSMLEDGLVADELFPQLASMALKSPRELIKIFDIIIREHDIKSNGGLLSLRSI
DDGLDAYCVETIYSWYPEKHLNQLLRLGRISLVNKDVQTKFKIGHQGARNKIIGWEEIGLVAQDGTLPSEHGGKPVNRYV
IPDPRVARIVERRLFDVVGSDIEEDEIEAYESFGE
>OLS54206.1 DNA methyltransferase [Rhodovulum sulfidophilum]AB30
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLAKIGPLLDAAHDRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVR
LNYSVSKSGATAARELIIANREVRVGLV
>MCF4115251.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MSRQPRRHFTAEFKEQAVAQLSEPGATQTSIARELGVPPSQPIDTRIETIELMAHHSENAVCDLGHFQLIFSPMLSGKLR
HG
>MCF4115252.1 hypothetical protein JMK10_00025 [Rhodovulum sulfidophilum]AB33
MTIANFGMIFPLQMGMLMLSGYRLTRENGATEMLRCDEDSGALLAMHEGRRILENVTEHDFGYSLRDWYSFIINEKKHSG
HYIRASTWVGVERAVKAELRNPGRGRLEALADQM
>MCF4115253.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB33
MGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAF
GGQLRGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQ
FAELAERLARIKGAFVLSINDRPEIRDLFGAFLIEEVRLNYSVSKSGATAARELIIANREVRVGLV
>MCF4115254.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB33
MAPTPPSPSPRRKANAPFDGIVTEARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALT
VELANDYPELEYTVQYRESDLAFACRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAW
RPARRITTGAIRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIV
ALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTAT
VVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPHIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVP
YDLPANKTKSVFRSDMHTGVGFNELRFEDETGREEVFVHAERDLHVGVENDHRTSVGGNLHRQVRGHETALTYGEHVSHS
LALRGITTGDTLLIASGNSETVRPVSPRAFVFGDGNLRDQKHPRMNLGHARSVQRGSMLLHAAADMVISSDDEFQIQSDN
SLRLASPDTLSVTTPADLKMSSQERVIVEASNGIVFNSESGIVLRSGKSRIRLSPSGKIEIDGSEVIVKGDKICLN
>MCF4115255.1 hypothetical protein JMK10_00045 [Rhodovulum sulfidophilum]AB33
MSELTLQCSRWPNRTLAGLLVMGAMVSPVAEAQQSFSLDQLGLFAHDHSCAPDHQITNNTQYLTWIEALASLVDGSLPPA
AFLDCDTPLFGFAEMLNEAPLNPDDWRDLRETLISRITPEKPDPDPVQARISQGYAAADYAATVFLLCQADQPCFEAVTQ
ADGFGERICPDPVPDGFDNTSPDVFELKLFKHGGDMRQFLPYLLTNCRLMAAAENRGDMAPIHNTLMQALRLR
>MCF4115256.1 hypothetical protein JMK10_00050 [Rhodovulum sulfidophilum]AB33
MNRYLSRAVSELRRGAKPIQPMLEDQDQRDRSYHQGRQDLSESSCVRLRALVCLFSFWSLLGTSAVQAQETFSWSDLRAF
GETHVCNPEHRIVNNHEYLAWMDFTQQVVQGLNAEDVFASCPDSRWSFLPGSLAGGLGPDAENRAALLAQAAVEPDVADM
EWRRFRQGYAATEYLTAAYLACPDQTCFDDLLRDDGYFDVICPDAIPDGADVTSPDGFELNLFTHGGDMRQFLPYLATNC
RLLARSQARDGTTPLFVVIGQIVNPE
>MCF4115257.1 hypothetical protein JMK10_00055 [Rhodovulum sulfidophilum]AB33
MELGLDTGDQPILTTLPTGPKAAKASTTYAEGSALPQSGRRAQHILGRVDVSDVISPKRFRQVSQSVRIRSNDLYPGKII
IVFQTHLGAMIAEELGAMAPGGAPGRMPSRSQTVTTHAGGRITRATVRRQAHRPAA
>MCF4115258.1 hypothetical protein JMK10_00060 [Rhodovulum sulfidophilum]AB33
MTQTVPARDLPFDRNAADRYANWEALAGQVGNAVDIENTPDTLNGEGTDGALSDLAEIIRPRAWARHTVLLIRFRYPLME
PMPPAMSWNTDAIPFGDTIQDKMRNAAKQEEVEPFTLMAGSTHSVGIPYPVGTSMPVHFDIINPNPIYAANVNMSAIVYT
SKQ
>MCF4115259.1 hypothetical protein JMK10_00065 [Rhodovulum sulfidophilum]AB33
MKGFHDTLYGKALGGRHGPLLVDLWREILRMDEKHSEGCDLQVCDQLTLEFLHDLREVEAEDCWQMCWGLGPTVYGAVVV
SRCRSGNGLAGLGGLWLSDPARCTTYAAGASAQPGAHARYRKSAVHCANQPE
>MCF4115260.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB33
MPPATRKDDIGSGHDCHFPPSPATSASDDVIVNGRGAVRQGDSYAAHGCGTCPKPSHERSLSGGSGTVFINGKPAGRIGD
AIFCGGAAASGSGDVFLEIDFTGIIFPIQLFGHVTRAAW
>MCF4115261.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB33
MRALLAALLLAGCGGLPAPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVTRAGPESSLRFLAGARRCANTASPRSPSHMTEKLDGKNDSSKINLQKHVSRS
>MCF4115262.1 lysozyme [Rhodovulum sulfidophilum]AB33
MRRLLKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFANRLAEFEAGLDRLIADP
VEALIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
EVPFRWDSA
>MCF4115263.1 hypothetical protein JMK10_00085 [Rhodovulum sulfidophilum]AB33
MRLWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAAGLIAQRME
>MCF4115264.1 hypothetical protein JMK10_00095 [Rhodovulum sulfidophilum]AB33
MSKSYEAFVCGDNSAALGNAMVGAGSLVLIGVDITVGTGGWGAVVGLVLIAVGTTITFVADDKLTKWLRGSFWDEGYYVY
WDDERDPDFDTQLIRSKNLGVPSRMIT
>MCF4115265.1 hypothetical protein JMK10_00100 [Rhodovulum sulfidophilum]AB33
MTGYVWHVATAVQLTPQALEFSDQTVKRRTTRSGVARQAQERAAKVIDLMRTAVPLGVSICDKETDGRGSVKPG
>MCF4115266.1 type II toxin-antitoxin system HigB family toxin [Rhodovulum sulfidophilum]AB33
MQIIAKSTLRTFWQKEPRAEVPLKAWHAVVSRADWTSPADVKAAFGTTVDFVGDNRVIFDIGGNKYRLIVHVAYPFRRVL
IKFVGTHKDYDKINPETI
>MCF4115267.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDVRPIRTEADHQWALSEIARYFEDQPEPGTPEADRFDVLADLIEAYEDRNFPIEPLEPIDLLKAHMETTGRTQADLANL
FGSRPRASEVLNRKRSLTVDMIHKLSSEWYIPADCLVRPYHLMAAE
>MCF4115268.1 hypothetical protein JMK10_00115 [Rhodovulum sulfidophilum]AB33
MRLVVLALPVSLAACIAVPPPMVSDYNGHMVKIVDHPYALGDKYKQSPIYTLAKETCGKEAVYQGMRQINEYQGEHVFLC
R
>MCF4115269.1 hypothetical protein JMK10_00120 [Rhodovulum sulfidophilum]AB33
MAQIDAYRYGSGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAKAMELPFPANIAAAAKVIATGMSFV
SAIKSGSKSAAGAGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLNLDWQGAAG
>MCF4115270.1 IS110 family transposase [Rhodovulum sulfidophilum]AB33
MSAKTRQDFSAVAVIGMDIGKDVFHLVGFSSDGSLVLRQKIKRMAFVATFQTLPPCIVGMEACLSAHFVSRTLRGMGFEP
RIIPAIYVKPFNKGQKNDYNDAEAIAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLRAVRNSLLSLLDERQDEMSPRMRHIILDLHDDWMRLDARIEAVSDEIEGIGQSEAHCRDLRTIPGVGPIISTALVAA
VGKGEAFESGRDMAAWVGLVPRQYSTGGRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMHRN
KLAVALANKLTRIAWAVLRYGRGFDARRDTVAEAL
>MCF4115271.1 hypothetical protein JMK10_00135 [Rhodovulum sulfidophilum]AB33
MEEGVEITSFRYQDRSDKDLPPVMMVKFWTNTQGAIERTAESAEGHVAIDLAPSADYATMEREALMEVARYLRQVADYAE
SSARKR
>MCF4115272.1 hypothetical protein JMK10_00140 [Rhodovulum sulfidophilum]AB33
MGYLIATVILVQAAQAVAVVRLVRKTTALSREQDSDSLVARINTALNMGYRLRADDSA
>MCF4115273.1 hypothetical protein JMK10_00145 [Rhodovulum sulfidophilum]AB33
MQTIEHLLRLADAYKQAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNTDDAHPTPQISGDTA
>MCF4115274.1 phage repressor protein [Rhodovulum sulfidophilum]AB33
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>MCF4115275.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MPRDDEKLCGFQDICSRYPVLESLKSHAVFKRYKDRGNRKKKSKEAGFAFAESRLNFGKRESLIFQIYHQKMDIIFFHGG
GGVAGEPLSLVWAGKPLAEKGIRLVLPSYRVLSRDRSSVFDAISDAESFVRKFLKKPLHDRRLIVGGASFGGLLALHILR
AMPEKTFNGILLVNPVCDTTRGGFSNKQIPAAGLDDISPNLYCDNLPQAPCLILHPADDQVVALRQTTDFLSRWRNGKAT
MEVWPQSGGHGAFNLVENQGKFVEKCSAFSEKCDA
>MCF4115276.1 hypothetical protein JMK10_00160 [Rhodovulum sulfidophilum]AB33
MLVLDTAQPDPIPKHRELLEIFLLQVRDTGCRPPGLTEASRAAVDPPAVFVRQLGGSQPVHAEIIARNWLVCQGIRARRA
CCGLVRHYIGLALLGAQTQFAQVLPQASGKRLFVIARLREAGVDEWNA
>MCF4115277.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB33
MLNGDSYTPAECRAMFAGRLAEVEAGLDRLIADPLEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDEL
PRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPADVPFRWEGA
>MCF4115278.1 hypothetical protein JMK10_00170 [Rhodovulum sulfidophilum]AB33
MQKSFQKFRDPQERERKWFASLQARHPLTASPIRRPISPGEGAIHPISATSTIQGGMTLTMTVSTRSARRRFSDCSWRIS
RARGRTMEGAFSTFWP
>MCF4115279.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MDSGQMIAERLKALIETRGTNNRAVALAAGMGPTGVRDIISRKTKNPTYANLLKIADVLGVDVQEITGGAHERPTIAIAG
KVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECEDGF
GWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>MCF4115280.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]AB33
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>MCF4115281.1 BrnT family toxin [Rhodovulum sulfidophilum]AB33
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>MCF4115282.1 hypothetical protein JMK10_00190 [Rhodovulum sulfidophilum]AB33
MKTILTSTALALLAAPALAATTEDLRAIRQPSSDSQGCFAPIPGTNAFQRTHAPGCIYYVAPTGNDRDRAASEPSEGGEG
GESSDT
>MCF4115283.1 hypothetical protein JMK10_00195 [Rhodovulum sulfidophilum]AB33
MPRIPKIPDLPATYGFGAWRDALLGLFISLAFIGSAGGGLMLARIAEASL
>MCF4115284.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB33
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYQRAAFGSDWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTNAGDLDIDHIVPLRYAWSHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEER
>MCF4115285.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB33
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGAFAVQPGCGPRFSLAKIGPLLDAAHARLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGA
>MCF4115286.1 very short patch repair endonuclease [Rhodovulum sulfidophilum]AB33
MADVHDPSTRRRNMAAIRGCNTKPEMVLRQGLHARGFRYRLHSRKLAGTPDIVLPKYRALIFVNGCFWHGHDCPLFRWPA
TRPEFWHSKITANMARDRRNIRALEEDSWRVATVWECSLKGKRKLPSSEVLDCLSDWIEGHDRCLVVEGQEGDRS
>MCF4115287.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]AB33
MTPNTDFEGLLQRAGWSVAEAAKRLGYSEGHIYRWKRGEETPREAVYELLRGEAARRAPSKANGAFTFVDLFAGIGGLRR
AMESVGGRCVFTSEWDKYAQKTYLANYPDNRPIAGDIRDVSAEDVPEHDVLVAGFPCQPFSIAGVSKKNALGRKHGFLDE
TQGTLFFDVLRILMHHRPAAFMLENVKNLKSHDKGKTFEVISKALECSDTGLGYKIHTRIIDAGHFVPQHRERIVIVGFR
QDVPFSFDDLNLPTYGARRMKSILHPENGIEEPEGHFTEGADAAVSAKYTLTDKLWEYLQNYAAKHKAKGNGFGFGLVGP
EDIARTLSARYYKDGSEILVSRGCGKNPRRLTPRECARLMGYDDGFRIPVSDTQAYKQFGNSVAVPVFAEVARIMQPHIL
DLMAGEKVRQEPLAAVG
>MCF4115288.1 hypothetical protein JMK10_00225 [Rhodovulum sulfidophilum]AB33
MKTPIGNLKDINLADHEICAQVLSEDKHQLIEGLVFESYFDQFLMSLSEASGEQVKLVDVDTAVVSLPRNRRGLAAFVWA
RSKGDGLGRYLIALNRRMPVWLVSFSDGEFFAAPFSNGEIQDVYRPLQVVAEEVSGRTEVLFDRIEAAVRDRKRINQSFW
GYLSERHGDALGLNIVLPRIFLNWGIQPWFNHVWNVDRVFLHGDQLWHFEIKHKYPMERGQSLFFGINTGELRLMQNLVN
CGLRSMHTLIVKPNWSKFAGSMYIQNDMRSRARAAVIGREMKSDAIDAALLSKGGVSSSDTTFTGTGSVTFRSFAANTFH
RFGRLNDDYREVAGRIFQHMQTGDQPLCNDEDLFRLRINN
>MCF4115289.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MSKFRFKPQAPETAEDQGPDVFAERQELERSLKRSNYAIDKGLLRLRKQWRLSQTQMGKLMGVSLRTYRFYEQGERSVPS
EAVKELLITTDCDLEELFTGKPSVVAPEKAEALLQHYDRVQDELLSIHSNLKIDEVRRLARVYIAVSDAEQPIDLTKVSY
IYDAMFRGDSGDFE
>MCF4115290.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB33
MTRKKYLWQHQSGRWYVRKSGRYYPITATEGTSEFDAQYWQILNGRAAQARRSWSPLIAELKRTEKWAGFSPRYRKDLEP
ILLYLEDKIGSKDVSLLRPKHVYEAMDANTHRVRFANYIPVAVTLLARLARRKGWRADNPAENIERLAVPKHRQKPHYTW
PDDAVQKMRDEGAELPRLIFEIGIGSVQRPGGWVGFTWGDYDGKRLSLVQNKTGLPLKLPCTEELRKALNRAKKKLATPV
SPERPILARKDGSAMSYFTIARIMREERAKLGLSKYDLHALRYRGVKELAYAGCSDEEIGSFSGHISKSMIRKYAGEARQ
EMQAQKAHAKRERFRVKS
>MCF4115291.1 hypothetical protein JMK10_00240 [Rhodovulum sulfidophilum]AB33
MARVLGYALTYASFDGWDWFRVLAMVRLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASH
ANRAELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>MCF4115292.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB33
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLEQHGQVRVEVLGVAASAASLLVMGAA
EIAMPG
>MCF4115293.1 helicase RepA family protein [Rhodovulum sulfidophilum]AB33
MRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAEVTKQRDGPTGYRFCYQLRQVELGL
DQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEERGEAHRKPQYPSHAGVSFDLWRDACMTEGELSSSENRD
TRKRAFNRCREELETAREIVVRDDLVWVVQ
>MCF4115294.1 Mu-like prophage major head subunit gpT family protein [Rhodovulum sulfidophilum]AB33
MIAEDIRGAFASNPAQHSALTGRRGAGIARAEGSPSGAPANGSASVARNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVSAAQAEAVASGLAEFQKVSAPFVQGEQLDHAALMSIAKRAAMAGLALPETDAAAITKEIARVAANEAMALMASNEPPI
RPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQRHAVMWGGAMGADDFKTALAI
ASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHAGHGNLAETGAALSIGSLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>MCF4115295.1 hypothetical protein JMK10_00260 [Rhodovulum sulfidophilum]AB33
MAKKERKVNFANLTIKFGRADLLDYIEVVSRAFLMASHVRNTKSGSYFFLKTKIKELEENNPQSVVIYGRIVKHTKLTRE
QVIQGEELVENVAHIENSPSAFFVLFLSDHRIAYVPETKYAPSLKNFEAAVSLFVKREFKAFSKEIYRARKSEDAGFTWG
KFYEEHVPPTVNVVPLASPQGVKAFISKFDSINRITVHLLERNQDSEGRSIFEQLLDDTTPMNPTSAKYEVRAGGEGLKI
ENTKEFVSDATHGGYERVSIEGKDHTGAKLVGSNDTYKMSVATKLSDVDSTRARQLRQLYEDQKERGNIKVGPRDEGFIS
NAISKIWGNV
>MCF4115296.1 hypothetical protein JMK10_00265 [Rhodovulum sulfidophilum]AB33
MIKKSEIADELFSESSIWDILENYESAHQRPIKAKWQSAYVMVATSIFATAYYIDGPVLSDIQGAAGVLSGFAISLAGTI
FGVAIAGFSIFASTISSDILAKLASTKYKGGRVNNLTYIFSMFTYVLVTLFFVFLSTLLYEMMLGPRSAFVGMKHDLQLK
SPYSDIAVLSYIVLLVGQITFVFSILFSFIWNLFQVLMVVAGAKIASVIKE
>MCF4115297.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MARAALRLGVREVAELSGVSTMTISRFENGQSGGQAETLRKLQSAFEAAGVVFIPENGGGPGVRLKK
>MCF4115298.1 hypothetical protein JMK10_00275 [Rhodovulum sulfidophilum]AB33
MPNPFPAAVTALPAARLYEIHDCLALALDATERPGRYTQSEREARSYLRAALRHTLHLMEVRA
>MCF4115299.1 hypothetical protein JMK10_00280 [Rhodovulum sulfidophilum]AB33
MKRRTFFAAAPLAVLPGSGVALADAPQLDQASAVDPLVTLYREWLSARREWRELADLPGNENWDDPRSLAAEARENDAED
MMLALKPASLEGIAALAALAWSLVIPGRADAEVFEVQVQSYDCRAIAAIWKACTGLDGYPVI
>MCF4115300.1 hypothetical protein JMK10_00285 [Rhodovulum sulfidophilum]AB33
MKITEGTRNELDGGRRRGVLPIAQGDNFGFPDDEAVFSWADFTLSDALRMRVYFDLTRSGLKAQDVKSFVGNGFARVEHG
EIQRPFDFHNPGPKPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQGFDQRET
LSLQLYNLSLARQKVLDAAREINLPELDELEGGKA
>MCF4115301.1 hypothetical protein JMK10_00290 [Rhodovulum sulfidophilum]AB33
MACKPTSFTQADVARVLKACCGAEIPMGWGEIDPRTGKIAVIALGLGEA
>MCF4115302.1 hypothetical protein JMK10_00295 [Rhodovulum sulfidophilum]AB33
MERRPAAIRKSDLTPAFEAAKAAGYDQVSIVVETNDGKRFLITAVAAGDTATPDMTPLEKWRAGRAAS
>MCF4115303.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB33
MPQADLPKGVHRVRRKLANGKSRFHFYAWRGGPKFWEDEYCKPRDPAFYQAFADAAARPQPADYMTPRMVDDFLSSTAMP
KGERSRADIRKWALRFAEHFKDAPAVIFEERGARGEVNAWRALWKHSPKQHDMAGTHAVRILNWAVQEGKLTEHHCHKLH
RLYDVDRSEIVWTQTDRAAFNAVAPEWVRRILCAACETGLRPADLIKLTQAHVEQTPLGRRLRVRTNKRKRLAHIPITPE
LAEIIDTTPAGRLLILTNSRGNALTPHRASEGVRQWRDKAKLSDDLRLYDARGTAATRLLNAGLSLAEIANHMGWSVRYA
ANVIEHYARVSPDETDAVLIKLAHAKGGVA
>MCF4115304.1 hypothetical protein JMK10_00310 [Rhodovulum sulfidophilum]AB33
MIWVFSIAADITTPNPPEGYVRADTEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>MCF4115305.1 hypothetical protein JMK10_00315 [Rhodovulum sulfidophilum]AB33
MIEGTNTGRVRDENPPPLAPLSWSNWQAAIKGEGAIQTVEMRLYSDARFVGEAYGLGPYSFLNTVPRTRHRTMYELKPGI
VLRCDLQLRPYIGALTITDDTHYHGGTLFDEVTALASLLLGVRLKSGLIDREFGNDSDPLGKPRAHDASFEPFLPPLNEL
PQIPQLKRQCGLKDLDQLSTYPLLTNDAAIALVKAARLYQDALWLADTAPEMSWLLLVSAIETGANHWDGDTKTPVERLA
ISHGRLVSLLEESGAEALVPQIAKMMKGVIGATNKFLTFMEEFAPDAPVDRPSRGRIDFSSEKLSHALKRIYELRSRALH
AGIPFPFPMCRPPGVDEESVPEERPTGLGCGALGATWNVDDTPMLLHTFAYLTRGALLEWWKTLVPEGVEVQFPHFG
>MCF4115306.1 HNH endonuclease [Rhodovulum sulfidophilum]AB33
MIFNVVRQGSAFARNLEELFGDMRASSLCNPFPRFSNLHAFIEDVVTDILLEGIGTGRDEDCQILKDFLKHAGLPTDTLT
VIEERGLAEMWGEPLWVSAHENLVEEVFHILFRDVGLLSRFNQLTSGYIIRFGEYVDGTDTRFTKRGRLKRQHVPQIIKN
AIFHRDGGECRSCKRSLDRIVNPEVTERYDHIIPLAEGGANDVTNLQLLCEECNSAKSSRLDPVSPDYFRAYPLGASSYV
SDATPPRRGA
>MCF4115307.1 hypothetical protein JMK10_00325 [Rhodovulum sulfidophilum]AB33
MEIDIVSAFLTVISAGGGGAFIAFALFKRFGDAWLQAKFNEKLEAYRHDRAKELERLRAEIDGTLRARIRFQDKQFEACL
DIWNALKDAQSKLLSSISPLQQYSDIRRMSEEARTEYLSSLDLQKWQVSEILEDADVQRRFNQTMNLIRFNSATKAFSDF
DRVTRSYELFLEPKAFSLIRSIADTMHSSLVSKEISIDSEDPTLGRDAWKEYNEKCIPLIKELVAKFQEMLRVN
>MCF4115308.1 hypothetical protein JMK10_00330 [Rhodovulum sulfidophilum]AB33
MRPDEYWKNFNLGTELDISGRFLFNGLQAFHEMKHFAAEEDAFEFLYSVAVGVERLLKIAIILTEHDTAADQESFEKSLI
THSHQDLALRLREPQGLKFPARENEFIAILGRFYTSQRYGRYSLKSVFVPTQERDELVKFLEKHLEIKIDTSGWLTVTRN
ERKHRKFIGKVVSKIVNPVHKIIEEEARRLNIYTYEIDCQSKASKIFLSKKFDFEDEDILQAELMAYFLSSEARGPNAQL
IRDLIKPLSFDPALEGEYLAALRSDRKKIAVLDELESHYEDVTNFKERRDLLEASMSENLTYGEEVEDEGIEDFEIDNSE
DEDAK
>MCF4115309.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB33
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFTRIAASYGLVQSAAEERELVALTGRLCGA
>MCF4115310.1 hypothetical protein JMK10_00340 [Rhodovulum sulfidophilum]AB33
MKDRRLCFNSLPPGQVYGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVNYSVSKGGATAARELIIANRE
VRVGLV
>MCF4115311.1 DUF1203 domain-containing protein [Rhodovulum sulfidophilum]AB33
MNFQIKALPETEFVDLFGLTDAELAERQACRQVVTAKPGTPCRVSMADAEVGETVILLNYMHQPAKSPYQSTHAIFVREY
AKQAEIAINEVPEVIRSRMISIRLFDGNHMMVGADVVPGDMLSSVISKAFDKPEIGYIHLHNAKPGCFAASVHRVD
>MCF4115312.1 hypothetical protein JMK10_00355 [Rhodovulum sulfidophilum]AB33
MGAIDGMPLLLSAAELTAQRFGESVSELHTLMNQQGGQTVFVNGLRMATVQIEFSVVGVFSLFEARMQHKFPNGSFFKQL
RVHLIEAGQNQLATDVWHYYLAVNVLKHGAGQSYKELCKSPDLPFMIKKPGELFFEEGDVAEPEGLINVIEKDFFKSLIS
TLSRVHMLLDD
>MCF4115313.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB33
MFSQSIHLTIKVHFCIIAVYIMRIPICPDVTNILSRQIGKRCIMTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTG
AGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAVGDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAA
SSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAKRMGARIMATVSIDAKADLALANGADTVIIGRNADIAG
EARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAGGPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGV
MRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLLVI
>MCF4115314.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MCF4115315.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MPGAPEARQGGPPPGAGNGGPFLVSLFTRGQRWRYGLAALAWLGAAVFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWCREWPHDTWLADEDPAPETLAWCAAHGVQ
VSTRKERADYHRPAWPRRTRCKEGNLAFFYDTIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
AESWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
AMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVLDFGRSSGARRP
>MCF4115316.1 beta-mannosidase [Rhodovulum sulfidophilum]AB33
MRPDPVIAAPRLVAPRLAALGLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARNRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ETYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MCF4115317.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB33
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETCARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAEAEALSDAGPFLFCPLQVPNDSQITMFAGWVQSVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPAESEAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETLDGVRIDAAALARILASARS
>MCF4115318.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB33
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>MCF4115319.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MCF4115320.1 cation acetate symporter [Rhodovulum sulfidophilum]AB33
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTKLGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MCF4115321.1 DUF294 nucleotidyltransferase-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEVPAGIITVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDADSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MCF4115322.1 hypothetical protein JMK10_00405 [Rhodovulum sulfidophilum]AB33
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSVRTVMVLIDCAAPARADATDAALTDPSVAEWQPLGPADP
LLRAVCVPPE
>MCF4115323.1 response regulator [Rhodovulum sulfidophilum]AB33
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MCF4115324.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB33
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFIRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPAGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MCF4115325.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDVHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGARARDHAAAHYAQSVLHPRREA
FFRAVIEGRGWPGQ
>MCF4115326.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDADRNAIKRALRSIAIELAS
>MCF4115327.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MDSDQRQPAEAFPMPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>MCF4115328.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MCF4115329.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB33
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGELASA
>MCF4115330.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB33
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MCF4115331.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB33
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MCF4115332.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB33
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MCF4115333.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB33
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MCF4115334.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGDRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MCF4115335.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB33
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPVGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MCF4115336.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB33
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPDTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVAPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MCF4115337.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB33
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MCF4115338.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB33
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYETGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MCF4115339.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MCF4115340.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB33
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLGRLPDDLTGCRVLDAGCGAGPMTLELVKR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MCF4115341.1 PucC family protein [Rhodovulum sulfidophilum]AB33
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MCF4115342.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB33
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MCF4115343.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB33
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MCF4115344.1 pullulanase [Rhodovulum sulfidophilum]AB33
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MCF4115345.1 hypothetical protein JMK10_00520 [Rhodovulum sulfidophilum]AB33
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MCF4115346.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB33
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPTSPRLEPVY
>MCF4115347.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEGTRHVETVATAYLSFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MCF4115348.1 c-type cytochrome [Rhodovulum sulfidophilum]AB33
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MCF4115349.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNATGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIESFLAQHL
>MCF4115350.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB33
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLRRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDG
DALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSTAVQLVLAPRATQFPEE
EPDEDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKG
NRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTA
VSAALDA
>MCF4115351.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB33
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MCF4115352.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]AB33
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGLWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MCF4115353.1 phytoene desaturase [Rhodovulum sulfidophilum]AB33
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
VEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQSRYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MCF4115354.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB33
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MCF4115355.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB33
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAG
A
>MCF4115356.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB33
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALSSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETLVAQETGPTGVTVTLASGRRLC
ARLLVGCDGRRSGTAQRAGIRRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQATAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRLALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MCF4115357.1 amidase [Rhodovulum sulfidophilum]AB33
MASDWLGMSAGDLGRGIETGKIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
GGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLADEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MCF4115358.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB33
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELCAAIAGWVGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGATKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRSYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPCSIGRIKQLRSYAGAPLPLPLQRVAERAWSEETHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MCF4115359.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB33
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFVPEAYEEDYDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVMRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFETAPSVAEAAHPAPAPAIPVAEPRRVV
EQSVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRP
GPVVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLA
LGKDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPK
KAVVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVD
EMADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGM
GDMLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIV
IKDRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MCF4115360.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB33
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKTLVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MCF4115361.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB33
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MCF4115362.1 AEC family transporter [Rhodovulum sulfidophilum]AB33
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAPYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MCF4115363.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB33
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MCF4115364.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB33
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLKGAARDFYLLDGQAPRPGQVFRASKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGPHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVAMPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MCF4115365.1 hypothetical protein JMK10_00620 [Rhodovulum sulfidophilum]AB33
MAPARRKADIRHGERLYPAAIPQQRNLLKPPHPHQGRPGQGMCPGTVAGLRDSTPERALTADHAGGVVSGDDRSGRARGL
ARHPRIMMLEPVRKRWICPHPRLRLGAQETVTGRAADPSETIGRVAPGRATDPGAGTFIIGTFIIGIEGGSF
>MCF4115366.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB33
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIVAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MCF4115367.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MCF4115368.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB33
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRSDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGDPTAT
>MCF4115369.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB33
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDFLLNAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPQMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEEIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKSTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGATDQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MCF4115370.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB33
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLMAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MCF4115371.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB33
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MCF4115372.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB33
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MCF4115373.1 COQ9 family protein [Rhodovulum sulfidophilum]AB33
MTDTPRGMDSITQELLDAAMIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MCF4115374.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB33
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDRICALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MCF4115375.1 ribonuclease T [Rhodovulum sulfidophilum]AB33
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCR
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MCF4115376.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB33
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>MCF4115377.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB33
MAQADAAAGKRVFNQCKSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTA
MTFAGLKDPQDRANVITYLESVVE
>MCF4115378.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB33
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MCF4115379.1 hypothetical protein JMK10_00695 [Rhodovulum sulfidophilum]AB33
MRRGKTAYLDNVAIWFDADQNHIHIAVADPEYFHSTVGPDPASKRGHPHLFPTLSKALRDAGVSHPPIPENQNT
>MCF4115380.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB33
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
SGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYSPGRIE
FEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIIDIKPPE
VLAAEAAAEALPEVEEEWDPFEDDD
>MCF4115381.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB33
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MCF4115382.1 recombination mediator RecR [Rhodovulum sulfidophilum]AB33
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MCF4115383.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MPTPRSHPDSAACAAAARPFTTTPLMAPVLALFLALGAGPAPADEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVN
PDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQD
GTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQ
STKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWA
TGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAAS
GTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQ
RDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRS
PAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRL
HASGALR
>MCF4115384.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB33
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MCF4115385.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MCF4115386.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAQ
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MCF4115387.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB33
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGQRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MCF4115388.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MCF4115389.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MCF4115390.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB33
MWDYVKIAALGVVAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MCF4115391.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB33
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MCF4115392.1 cbb3-type cytochrome c oxidase subunit 3 [Rhodovulum sulfidophilum]AB33
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSGKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MCF4115393.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB33
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MCF4115394.1 FixH family protein [Rhodovulum sulfidophilum]AB33
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MCF4115395.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB33
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAIAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVGDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMQVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MCF4115396.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB33
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHP
>MCF4115397.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB33
MTAYALPPPPVPSLAIDGDTDRFPVRRIFCVGRNYAEHAREMGADGREPPFFFTNPADALVGDGANCPYPPATVALHHEA
ELVIALGQGGADIPAARALSHVWGYAPGNDLTRRDLQAEAKATRRPWDMAKGFDASAVCGALVPALRIGHPSHGRILCHV
EGQLRQDGDLSEMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVSRNQTCSVEIEGIGRVTTRFS
>MCF4115398.1 serine hydrolase [Rhodovulum sulfidophilum]AB33
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPATPEDTPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MCF4115399.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB33
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLITRLG
>MCF4115400.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB33
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MCF4115401.1 methyltransferase [Rhodovulum sulfidophilum]AB33
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIGGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MCF4115402.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MCF4115403.1 hypothetical protein JMK10_00820 [Rhodovulum sulfidophilum]AB33
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>MCF4115404.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB33
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MCF4115405.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQDYLDFARTNPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MCF4115406.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB33
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRTEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MCF4115407.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB33
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MCF4115408.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAASHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MCF4115409.1 arylesterase [Rhodovulum sulfidophilum]AB33
MVLALVLCAAAGTVRAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPE
IDGLILALGGNDLLRGIDPAASRANLDAILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLK
GLSDLPDRGAAMARYMQDDGIHPSAAGVKLIVEAMGPSVLELVDRAGAKGH
>MCF4115410.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGSRIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MCF4115411.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB33
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVRRDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLEQAIVGNGAVMERVLADRLGLAPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARARVL
>MCF4115412.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MKRKRFTEEQIISVLKESEAGAKTDDICRHHGISSATFSSWRKKYGGMEAGDAKRLSALEAENAKLK
>MCF4115413.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MRYKAKKRISENSGSPRTKPAEVRLDELMSAAERLFLSQGVEATTVNEIVEAASVAKGTFYHYFSSKNEILEALAKRYTE
RFLRSVQEAIDDCSPDDWEQRLRIWIHANIETYVKTYRTHDIVYTAHHHHNRANQAKSVILDQLMEIIEGGRLAGVWAPD
QPKIVALLIYSGVHGAADDIIASKTADCTSFAQNVSNACLYMLPRLTAPKN
>MCF4115414.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MPVSPQTFSRLSDVNLTHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERRLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYISALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPREMRR
>MCF4115415.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB33
MVRPFLERIRGKSGVYVTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQT
VHVIGRQEMEDRGAETVTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHIRYQPFGLERVETL
QGPASVLYGANSPGGVMNAISKRPTSEPRREVGLSFGSFDKAEARLDISGPLNADNTLRGRLVALRRDSGTQYDEVPDDT
TYFAPSLSWAPSDDTSLTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDV
WSLETRARYTRNELMTQTLSGMSLAPDMRRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEEYSLN
YGPAAGIDIYDPVHSAPFSATTPYASTDQTGEEIGLYAQSTITLNDRFVLDFGARQDWSDIDTDNRLAGTSTHQEDDAFT
YRIGATWLAGNGLAPYASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPL
NRIQTGEVTSRGLELSASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLEGASLGAG
LRYVGETYADASNTITVPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MCF4115416.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTPLSMPQGLRLLLLMLIMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQLLGEQDRTERFIRFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFIAAAGGRNIGADVVP
GAIGQMNPEAVIAADPDIYLAGGGSTVAPEGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLF
VLGVEEMARAFHPELFADLDPEASLDELNRRFLPFDLTGSFAVTPAVQGQ
>MCF4115417.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSTDAVSGAAAPAGGLFAAHDGAVRRRCVRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALSGMGDTDAAVEVIVWQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPYVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>MCF4115418.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPRPVDRKGLAVQLEVSGVSVRFGRRTVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRAERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQFEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNVFEVEAEVLRDGGHGVHINVLGRPRPA
>MCF4115419.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB33
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MCF4115420.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB33
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MCF4115421.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB33
MKDGAPQIELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCH
PYKRGATVFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQV
NLVKAICLHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVD
RAMRGEGAPSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGVPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVE
SIVIHTSHHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPE
WTRRYHSRDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLAD
IPEAGLGILNFTVAPEKLGAPRPRGLFDRS
>MCF4115422.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB33
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>MCF4115423.1 pseudoazurin [Rhodovulum sulfidophilum]AB33
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGSIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>MCF4115424.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDIAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGARILRFKPI
>MCF4115425.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAVLGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MCF4115426.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MCF4115427.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MCF4115428.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQNIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTRDILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MCF4115429.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSFDVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVALSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MCF4115430.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MSKKAILALGSAVLAICGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNSVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAENKIDFLTSDPTVSQMTAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MCF4115431.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLSQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSTL
>MCF4115432.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB33
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNIFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVIRD
>MCF4115433.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTLSRAPRGEAPPAAEDTSSRLPADSPPPVIVEATPLGVRAALLEMRARFGPSVPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRAMPGESLPDADKTSANMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MCF4115434.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB33
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MCF4115435.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB33
MKFTLSWLKEHLETEAALDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQARACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLGGGLRVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGETTGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLDE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MCF4115436.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLSQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLASGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKVRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRLLDEQPARR
>MCF4115437.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB33
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MCF4115438.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
QTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRAYNHAGCDT
>MCF4115439.1 hypothetical protein JMK10_01010 [Rhodovulum sulfidophilum]AB33
MGIRNAGTIGVAVAPHLDAVVISKKVSLSYQAGASAKEHEAIVKAAVRSAFDFWQEKASALRVRVGIMGCPGKELKILFK
VDFVDSGADLIVRVDNTPKPSDPDDELRSYVMGGTDMTFYMQAEVGCTMMHEIGHALGLNDECLYGSESEAEPELTVRGH
DMPDVTFTLPLLRDWTQEGDDGGKSYSFARPRIMGTYATRPFPATCITGAPMRQLRLLPMTGG
>MCF4115440.1 hypothetical protein JMK10_01015 [Rhodovulum sulfidophilum]AB33
MTHDCTSVPAVHAQTLQDGLLLELVSADCIPVDDGQPEAIYEKAAYLRVTNQSRGALTVRHNAGAAAHLAFGVASFAPVL
RPDREEVPNFGPLDPSRVRTEKAKLGPGDTLELRGRSSYVLRLTDAARRDAPELGQRRNGSWVTAYRVRYQYNFTLNGTK
TIRGDFLRDLEIRVP
>MCF4115441.1 hypothetical protein JMK10_01030 [Rhodovulum sulfidophilum]AB33
MNRRTILVATALLVFTGIAAMLWQQADQEIEASACNTAELGLSGDAPLELGAIFSRDCARRYVEETPDEAPRLIITLGYP
SLLFDYLTEREALQVISGAVNDGDRGFFAQDSEILARLNALPRPPEIEKIEDFLQFLPPGDAPSQSPDSAWRLSVLPIWD
DAKAAALFAQGCETVDCQASRTSCPGEVGLIDKLKLAQGDARLSDVAALCPISHEWILALRRAGIVDTFCTSTLQVNAAM
NDIEILERGCFPEDMQLMSYDALTPNDAAMFLRERFARQALAEIDTPSLDYVENYFPSAAAYLLRVEIAE
>MCF4115442.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB33
MTMPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAI
GCTVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFI
GFQFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNV
SDYSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNN
VVPPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLY
DAAGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MCF4115443.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB33
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MCF4115444.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIGGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MCF4115445.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB33
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVSTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREDVVIATKVLGPMGKGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDALVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGFLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MCF4115446.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGGALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MCF4115447.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MCF4115448.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB33
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGEVLVPLDEDAARAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRTLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAIAETGTAPAAMAPEARAEINDRVAVHLGGETVEVPLYARATLG
PGTRIKGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGRFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWPGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGLVGENWVEQADGRRERRRGNDEIAMEAGALFEIRTPGGGGWGRP
>MCF4115449.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTQPRPRGRPRAFHDKTDQNTVRALDRAMRLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILETQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPVAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTASTGGISPTEKSA
>MCF4115450.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB33
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
TGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>MCF4115451.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB33
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MCF4115452.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB33
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIAKAIDVAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKVEELACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MCF4115453.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB33
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGMLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQFMDAHVRPGTHLACMGTDTKGKQEIDPAILARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGLAVEVD
L
>MCF4115454.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPYAQAVALIEAPGTYRRSYDDEAHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGIDPHA
WLDPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVAGS
IAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTI
AACVTSTEG
>MCF4115455.1 transcriptional repressor [Rhodovulum sulfidophilum]AB33
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
QA
>MCF4115456.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTLVAARGLTVRYGGVAALTGVDFAIEGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHT
HGHAHGPKPGRGGAGHRTEPEAADA
>MCF4115457.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB33
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MCF4115458.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB33
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADASGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MCF4115459.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB33
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MCF4115460.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB33
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MCF4115461.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB33
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MCF4115462.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPAPPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPRLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MCF4115463.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB33
MSRKRAKKDDPAAKRLSQMTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRA
LLDHRAGALSFRAADIVLALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGV
AFYFSWAIGLVLLFAGPLIPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRG
RTMEVLRVAFLSSTVLELFSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADA
NAVARELAELEARDETTFLGLGAAAAPLATTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLA
GMAVPAEGEIRIGGTVLSPETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLN
TRLGETGVGVSGGEARRLIVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIA
IKPEHAA
>MCF4115464.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MCF4115465.1 glycerate kinase [Rhodovulum sulfidophilum]AB33
MRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLVITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRL
LEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLASGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLI
SDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQSFLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEA
ARGAGCAVEILGDALEGEARDLAAAHADLARTRQAAMAPGDPPLLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAE
GIDAIACDTDGVDGAAEVAGAVIGLSTLAEAGRLGSDPARALSTNDSHGFFAALDTQVVPGPTLTNVNDFRAILIRPQP
>MCF4115466.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB33
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MCF4115467.1 glycosyl transferase [Rhodovulum sulfidophilum]AB33
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLEAHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MCF4115468.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB33
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>MCF4115469.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB33
MSDPVSDASSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLDAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MCF4115470.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB33
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLSQH
>MCF4115471.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGGAEEI
FLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVADRLRQTGRLLGRETRAEALAHAFEQDLARLSQSGPPRP
LAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILAHPAL
RALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDAGTATAPD
>MCF4115472.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB33
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QYGGLGQLATLHIRGLNNGYIATRIDGMDFSDPTGIPPSLQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQDGNRESDGFDQDLILLSAEFDATEQLTLGFS
ALYSDSKTDYDNDATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYNAPGWGRSSLTGKRRTLSYLGSAD
LTEAARLSFGADWSEQEADLSSGNFNTESTAVFGELQYALSNAADLSFSLRHDDHSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQRFDRNYGNPDIKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIDSDKDTYVTKQVPGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSKGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSDGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MCF4115473.1 hypothetical protein JMK10_01200 [Rhodovulum sulfidophilum]AB33
MTEIDPLTAMRAKLKHRQEAHDRPGSGDIGGQLDALMAESSETIPPRDMTLGDGNGQETRRLVARPHLLRVGRARPAARA
TVPLPPDMQDDRAAPLIAAFQNRVPRFVAAAADLSITAARPACRVVPTEPGCPSMRCARSPAMKGPLLKAPPNTDRTAGA
APEGDDPVGACLARAAAGLRLCDGCIVEAVGDPDLTHRLTGFITLGLDAQASTAAGPKDRLRDPARASARRSAAGPGHPR
HRDRAAAGARLRTGRNRRSLPPRRPA
>MCF4115474.1 hypothetical protein JMK10_01205 [Rhodovulum sulfidophilum]AB33
MLEWNVLCLSGCERHKTALLDLPRAATSHETYDVVAQVDLHRDLVKQAADRQQACEATEFEAYVRRRIYRGPQADWLGGL
ELTHLHGACMTLGAAICGAPLQHFSTFGQDQERQFCVEGLRVLSAGPDSLWRCMEELKARSRSRRPYFSTDLGAFYTWLR
AARGRPELQDLLGCVHAFAVRNYTMKPNKRVLGRPVPGARRMSFDTARRQSGLGGALLKRLIGHVDGLSEAQSGALTETT
PEQLSRAIDFWSGLRNLKSTAAALSVLPTQVKGLIDKGILRSIRFGTALRYVYAEDVDRLLANVTALPEMPGAGAYLPLR
GHCRNHCIGLVRLITLWQDGKVDGLSRGADLTGLQAILVPQDVDIEARDIPLAHRDLTVLEAASYLKIGVGAIRALRDAG
YLGHATCLNADTNHRHTLITRSSIRDFETRFLTLGQLASASKVAPIHLARRLDREGVPTVRCGSRHVRAYERSQVAACGE
IMRRSRHG
>MCF4115475.1 hypothetical protein JMK10_01220 [Rhodovulum sulfidophilum]AB33
MPFTVTIQALLRAIPGCHAIAFVDLSARLALRSEAEEALPQDYYDALCIRSARLPGGQVSNVTQL
>MCF4115476.1 hypothetical protein JMK10_01225 [Rhodovulum sulfidophilum]AB33
MPARRGVPDHATEPRITHLGRKGEDSIRTNEWTSFRVLLCSDCQVFALRLRGVIGGMRDETGPVREALHHDPAKRGRNDL
MPMPAGCTGDRRKTVGALSRKTGVTPGDLDSARGFGRGRKRAG
>MCF4115477.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB33
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPFPAGELCEMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGSEPHP
>MCF4115478.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLSTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRIFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPQEAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAHIEGRLAGLRVDTIWLDAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MCF4115479.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB33
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MCF4115480.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB33
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MCF4115481.1 response regulator [Rhodovulum sulfidophilum]AB33
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVDALETQRLDLHSHFQVQELLCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MCF4115482.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MGADGSGGRLAEGFQLNPEAPPNSYIKNTPSPRGGGGETLEAKTARRQRLADLMSIDMLQKVQDNFSAAVGVAMVIVDPE
GEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGLVDFAAPIIMRGEYLGAVICGQVKLRPG
EMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASHIVEESYSSSVTQELYAKNLRLMEESKH
RAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFADMMRYILKKSGTQFVPLATEVEHVRNYL
FLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVEIRAYRDGQDVIVDITDNGDGISTERRI
EVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLPTGFDEATAQARQD
>MCF4115483.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB33
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIARGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPKIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MCF4115484.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB33
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MCF4115485.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB33
MDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGETSAVRMAMAAIE
AAAQPAAF
>MCF4115486.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB33
MSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPIDDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDE
ATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREVILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEK
TPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIICNSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLA
TLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVKTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGC
SFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQLEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDV
KVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENGNRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAG
LAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MCF4115487.1 heme-binding protein [Rhodovulum sulfidophilum]AB33
MMNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAA
LAPGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGI
SNE
>MCF4115488.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB33
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MCF4115489.1 hypothetical protein JMK10_01290 [Rhodovulum sulfidophilum]AB33
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEISALLTGALERGRRVVVARDGLCPASRDRKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>MCF4115490.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB33
MSTDRTLRDFAELIRSGDVLPADLRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIGDGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MCF4115491.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB33
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDMVRILRD
>MCF4115492.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB33
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MCF4115493.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB33
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MCF4115494.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB33
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MCF4115495.1 glycyl radical protein [Rhodovulum sulfidophilum]AB33
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDIDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MCF4115496.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB33
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MCF4115497.1 permease [Rhodovulum sulfidophilum]AB33
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MCF4115498.1 acetate kinase [Rhodovulum sulfidophilum]AB33
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPEHLL
TTPRGVSSRGYEQARPI
>MCF4115499.1 hypothetical protein JMK10_01345 [Rhodovulum sulfidophilum]AB33
MWIEDDDGRPGGRETRDQAQRWQIEVPVDGPHRQALTFRRARDGENPPRRSLEDRAVDLEGDVIEPRCKRTATAFRT
>MCF4115500.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB33
MQIRDLIPWARKEHSPEPKTRTETGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGME
MKDIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRR
IEVQGA
>MCF4115501.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB33
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MCF4115502.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB33
MLYPSTFAADPFALMRQMGRDLDRALGPRLGAGTAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>MCF4115503.1 hypothetical protein JMK10_01365 [Rhodovulum sulfidophilum]AB33
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>MCF4115504.1 hypothetical protein JMK10_01370 [Rhodovulum sulfidophilum]AB33
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGLALLGLVRAHPANAPVSPVLH
>MCF4115505.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB33
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MCF4115506.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB33
MTAELTVIPPSTEPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRR
AGLAEMLEGVTDLLISIPPGEGGCPALAALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAEQGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAASAILAALSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MCF4115507.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB33
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPTEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAALAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRHGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEAGALPLTLAGRFWQVAMTARLIAWTDQTVREDTSAKENAG
>MCF4115508.1 hypothetical protein JMK10_01390 [Rhodovulum sulfidophilum]AB33
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MCF4115509.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB33
MPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITETGLMN
CTGEATRNLANLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDAGDGDDDGASERIVRAMLALAESLQLS
TVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFEALIGA
>MCF4115510.1 hypothetical protein JMK10_01400 [Rhodovulum sulfidophilum]AB33
MSPQLRIAPAQQRLGADDLAPVGNVEFRLEHQPEAVLAKRLSQCAEHPQPPFAGKAQALLEMRNPVAAIRLGGIERHVGG
AQQVLGALGVTRIVAEPGAAGQQHPGSGHLIG
>MCF4115511.1 hypothetical protein JMK10_01405 [Rhodovulum sulfidophilum]AB33
MQKALGLFGGAVGDEEQEFVAAEPAEAGPLAHDVFQPPGEGRQDRIADLVAHAVIDVLEGVDVEKTQRQSLAHRVEPGQR
VAQPFQEARPVGEPGQRVAIGKVVGEAEGGMEIGVACHQGADIGRGPADGDDLAAVVAKRKFLNQKAAPVIRGGGMAGLI
AGRLARDQHLDIERARAQQPVEGAALLDAQGLGAVQIGAGGPVGEDQVAGQVEGMDQGRGRLAQHLVAMALVLLPVVGMT
VDQQHMHPAVLFGTGRKTGQMGVIGQIDPVAGPADMHRDRGGGALLGARRRRGEIGMQTASGGLVEHAIDGAVAKLLGRG
KAEHGGRGLVGLAHHPAPVEHNCG
>MCF4115512.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB33
MDTETDPRSCPFGYPQKDAAAIIGIGASAGGSAALETFFENCPTESGAAFVVIQDIPTKHESLTAGLLAQRTRMPVEMIE
ADTRPRPDHVYLNPPGTVMRIEKGVLRFTPCDEGQSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRDRGRPA
>MCF4115513.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MCF4115514.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB33
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAAERDGEEGKRAKYFSETPGAGG
>MCF4115515.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MCF4115516.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MSHPLIEARDLRVTFDIHRPSDLPWTPPAQLHAVNGVSFTLEPGQTLGIVGESGCGKSTLARALIRMLPASGQVIWEDGT
DLLTLSPRQMLKYRSQIQMIFQDPLASLNPRMTVGEIIAEPLRTHRPDMNAAERKEKVRSVMERVGLLPNQVNRYSHEFS
GGQCQRIGIARALVVEPKLLICDEPVSALDVSIQAQVICLLEELRRDLGLTIIFIAHDLSVVKHLSDEVMVLYLGRMMEK
ANSDELFADPRHPYTQALLSAVPIPDPKIEKGKKVIALDGELPSPMSPPSGCVFRTRCPHAQAICEASTPEEPYGTHQTS
CHFAGKTVAPA
>MCF4115517.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MALLDVKDLSVCFDTPEGDIHAVNSVSFSLENGETLGIVGESGSGKSQLNFALLGLLAKNGRTTGQALFDRQDLLSISEH
ELNRIRANRIAMVFQDPMTSLNPYMRISDQMAEVLMLHKGLSKRAAIAESVAMLDAVKIPDAKNRVRLYPHEFSGGMRQR
VMIAMSLLCHPEVLIADEPTTALDVTVQAQIMELLAELQREFGMATILITHDLGVVAGFCERAIVMYGGRIMEEAPVDPL
FETPTHPYTRGLLDAIPRVDHDQEALHAIPGNPPNMTGAPTGCPFAPRCALVNDRCRVETPALMEFAEGSARACFRPIEE
VAA
>MCF4115518.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MKSLAEATSREDVAGRSLWADARRRFFRNKAAMFGLLLLIFVTLFALFGNSIAQWSNEEIDFSVMGMVAEQGGPSLSNGH
YFGTDDLGRDLFARTVQGTQISLAVGLIGSAIAVVVGTIYGATAGYFGGRLDNFMMRAVDILLAIPYMFVLILLLVMYGR
SITMLFVGVGLISWLEMSRIVRGQTLTLKGREYIEAARAIGVPAPVIIRRHILPNLIGVVTVFATLLVPNMILTESFISF
LGLGVQEPMTSLGALISEGSGTISYGTLWQLAFPLLFFVFTLFGFFFIGDGLRDALDPKDR
>MCF4115519.1 oligopeptide ABC transporter permease OppB [Rhodovulum sulfidophilum]AB33
MIVYILKRLAIAIPTLLLLIIFSFLLMHAAPGGPFTQERELPAQVLANLNAKYGLDQPLWKQITGYIWGIVAHFDFGPSF
VYKDRTVNEIIAQGFPVTLTYGFVSFLVAVVAGVTLGAVAAVKHNTIIDYFAVGVSIGAQVLPNFVMAPILVIVFTLLLG
WLPGGGWRFSDPSYWIMPVIALSTSYMASIARIMRSSMLEVLNSNHIRTARAKGLPAHRVIMRHALKPALLPVISYLGPA
FVSMITGSVIVDIYFSTGGIGKAFVDSALNRDYAVMMGVTILVGALTILFNLVVDIIYGWIDPKIRY
>MCF4115520.1 IS481 family transposase [Rhodovulum sulfidophilum]AB33
MDGTPKATKPRARDAKTKIAQNRMSVLELAKELGNVAEACRPRGMERTSFYEWKRRFQTHGFEGLKDLPPIHKTHPQTTP
TETVERITALSLEHPAHGCNRFEALLALEGVRVSSITIQKILNGRQRAPPVRAADDGLGTRHDRWLALEEAHAGQAIEIT
AEQAAFLEKQNPCFRERHEESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLP
FYRALDLPVKAVLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEAL
QADLDAWLVHCNTERPHLGYRNMGRRPIETVMSLVSQEG
>MCF4115521.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKLTTALSALAILAATPAAFAADIPEGTVLSENQTYTFWLLDAIKSMDPQINTDVEGSDILRNLFEGLYNEDAKGDITPG
VALSHDLSDDGLIYTFHLRPEAVWSDGKPVTAGDFVYAWQRLADPATASEYAWYMELMQVVNASKITAGELPPSDLGVKA
INDHTLEVTIETPLPYFPQMLVHGSTFPVRQDVIEEFGSDWTKPENMVSNGAYTLSEHILGERAEMDKSKSYWDADKTVM
THLTALTINDVNQALTRYLAGELDRVDIPAGQYPRLKKEYPDEAISLPYSCSYIYMMNLSDKGPEALNDVRVRKALSYAM
NRDIVVNNILQGGQHASYNWTHWATAGFVMPEIDYAGWTQQERNEKAKELLTEAGYGPDHPLDLTLNYNTSEDHKKIAIA
AQQFFKPFGVNLTLNNMEWKVHTDKMQNQDFDLARYAWCGDYNEASTYLDLFTSYSGHNNGEFFNDEYDAIMIQSKTAED
PQPLYTQAEQILAAEMPIIPIYHYAQVDMISSDIKGLPTENVMQTWYGKDLYRVAE
>MCF4115522.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDT
>MCF4115523.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDR
>MCF4115524.1 hypothetical protein JMK10_01480 [Rhodovulum sulfidophilum]AB33
MAPLGFRLALVALAGALRLSLLLLTMLGHALAERLPVDARQGRAEAQG
>MCF4115525.1 hypothetical protein JMK10_01485 [Rhodovulum sulfidophilum]AB33
MEAARISSDLAIQVGLMVKAFFACRDRKRPGGLGHFADRQAGWAGFRCFRLRRRHKANAAEVSSRPARRLGPGARAVGGS
GVRKITLTWLPMHRFDPQEGLIYAEFRLAGLISAVFLNVCLCNDTVAANIRMARSDATEAGLRTSVDTAHSEGAGRLRPA
IPAGGLREASCNGSRSRPLPKDAPIMIHDAPLAILASESELSVQRGIDAVRRW
>MCF4115526.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKEDDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFT
NSEEDGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MCF4115527.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MAQTDTVNRRYVLAQRPTGAPDENTLRLETAEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYTLSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFARQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MCF4115528.1 hypothetical protein JMK10_01500 [Rhodovulum sulfidophilum]AB33
MTAATPFEGKVACVTGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKASRARSRTRSARPIAPRSKLAIAVLLL
>MCF4115529.1 hypothetical protein JMK10_01505 [Rhodovulum sulfidophilum]AB33
MSCSAVGPTGFGCGASAAGGGSRSRLRDCRGRGSDPSRSGRPIAEATARISRLQGMEGHARTADIRLAKYFPDRSFDLGA
DPAAAQGSAKVSA
>MCF4115530.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANGR
>MCF4115531.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB33
MAADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDIHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MCF4115532.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MTRTLFITGASSGIGAATARAAVGRGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVETFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MCF4115533.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFACIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MCF4115534.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB33
MSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMMLGYRHVRLPGPLA
RLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAISLFVAGVGMVEHD
GRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MCF4115535.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB33
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMSEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDVIQSWDLTQARFEELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPKRMGKYVREGHVQSELHWMKAELIANGLADS
>MCF4115536.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPARPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDTLADPVARDVWFDRAWRLFVEGAAPGRG
>MCF4115537.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB33
MDRGTLGRTTAALAAALGTAATAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFDD
QNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSAL
LYGPSSPGGVVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAPV
LVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLRS
KLRYGRIDADMRGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSAA
PLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAALL
YLFDNGAAPYVSYSTSLEPTSGVDAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTGK
IRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSSY
GDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MCF4115538.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIAEPGARLAGWASVPRLDLG
RAAWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQTARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPGQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGANLDPRRTLTALNDRFARPLPGPLWLSLDAA
>MCF4115539.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB33
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVAGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAANPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDTHYLPASPLETLLLGPKGFAASAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGRRGDARRDDHDD
>MCF4115540.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRVGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MCF4115541.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAEGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRAKLDEIPDCPPVA
VIRDADTPLPAGDIDLCAERATAATEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDVRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MCF4115542.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSAEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MCF4115543.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB33
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKTAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAETYQFTREAQDAYAIASLDRANAAINEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MCF4115544.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDNMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEIAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>MCF4115545.1 hypothetical protein JMK10_01585 [Rhodovulum sulfidophilum]AB33
MPGALSGPQDTDLPDQLDQSPGVTVIGGERLDEIAARWLGSPADWRWLAFVNDLADPLRLEPGTVLSLPPPGSGPGAPTT
GAVP
>MCF4115546.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB33
MPPIARVGDTHVCPVKGHGSNVIVTGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>MCF4115547.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB33
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGARPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGLRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNE
FRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDY
GKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAA
NIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>MCF4115548.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB33
MHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTERD
IDL
>MCF4115549.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB33
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRVSGKGDEQSL
QIAQLRYHY
>MCF4115550.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCGLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPAAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQRVLRDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVA
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFISRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MCF4115551.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVILGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MCF4115552.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB33
MMRSLLNTACVAALAFGSLAFAATPLEARDRSAGGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGDGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MCF4115553.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAALAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPALMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAVAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLISALPLVRRLAGTCPASEIPLKNMEIAE
>MCF4115554.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MGLQIETRQLAHAEPHEVAVLGPQPLTSSFGGRPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCIALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKRSFRAETGCAVYGFLQERRLGEARRLLMEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTR
>MCF4115555.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB33
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQIISAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPLALETLSARAGFVDALCGALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRG
>MCF4115556.1 isocitrate lyase [Rhodovulum sulfidophilum]AB33
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSCGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MCF4115557.1 malate synthase A [Rhodovulum sulfidophilum]AB33
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNSRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHPDYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMSGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTEWRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MCF4115558.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB33
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGAGFEDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVRPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MCF4115559.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB33
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVGMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MCF4115560.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MCF4115561.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MKDELQKAGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPSKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>MCF4115562.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTRLMGMAATAGLMAGAALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADLILSN
GLNLELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVRNASA
YKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVVFCES
TVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLSATTN
>MCF4115563.1 transcriptional repressor [Rhodovulum sulfidophilum]AB33
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MCF4115564.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB33
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDE
>MCF4115565.1 hypothetical protein JMK10_01685 [Rhodovulum sulfidophilum]AB33
MILGRRGLEVSNGGYRQMLTATAALTASIGLAAPPEHPALARDAEAIGANIRAMMTCLRGAFARLRPPDLDEVGLLASLR
GMLSGWQTQSGARLRLDSTLDEDGLSGAVALDLYRIVQECVTNAMRHGTPSRVDVALHAEGDLRARGRHGPKPPRTGSPG
TTARRAPAGWRDRPAQDPIIRPMAEDRDGRTARVRRGPRPRS
>MCF4115566.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MVGSYAISAGLDVDARAVMAVLEIPVLGTDRGYFLADELVVSSADSPTAAGALTGRHHLAFQARDRATVDAFYRAALDHG
GTDNGAPGIRAYHPQYYAAFVLDPDGNNIEAVYQGEAKRSAPSVTIEV
>MCF4115567.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALR
>MCF4115568.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB33
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAI
>MCF4115569.1 hypothetical protein JMK10_01710 [Rhodovulum sulfidophilum]AB33
MEKADRKTAREVFEYRLTMPDHPSSGEKNGPEAVFPSGGPAERMGRSVREVGGKCFHHDPRDQLRAQLAAVMAAENFARR
LKTLGGDMSREDICKIRISEPVRSLLVPIRQVPGPDC
>MCF4115570.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MADNVTIGLGGLAGVEFVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDGGSGSDTIIGSAGDDVIIGGKGNDNLSGG
AGGDILTGMAGADIFDFNVASHSNGANIDRITDFVLGEDLLDLSGIDANSGLAGDQDFDFIGTAAFSGTAGELRADLTAV
PGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MCF4115571.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MCF4115572.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB33
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>MCF4115573.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB33
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MCF4115574.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB33
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MCF4115575.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB33
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPERLEAFLKQHMASPTYAIGFLR
>MCF4115576.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB33
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MCF4115577.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB33
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVCFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MCF4115578.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB33
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MCF4115579.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB33
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTAIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSMTNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAALDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MCF4115580.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB33
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MCF4115581.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB33
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MCF4115582.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB33
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>MCF4115583.1 hypothetical protein JMK10_01790 [Rhodovulum sulfidophilum]AB33
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENAPTAPAPGAGKSPRPATEAKPAPETKPAAKPEPEAKTVPEPKPAPKAEPAAKAEPVAKAAPAPPPMPERKPAD
AVAPPSPPPAADPAPTATAAPTAPASPAARPVSSVGPASPVAAAPSASRPPRPEAPAGTAQPAAAPPRAGTERRASGSLR
PEPQPMRGLDLSAAARPSAGPEPIQILKLGGAVIAVVAAIAAGAILLPRDETPAPAPDATADLVAPSGADLSQAEAPDRQ
PPFDDAANNDPRAERSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQA
VRPPEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEP
MTVPAPGDTADGAEITAEGVPVYDVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDVTAAPGETDPRPSARPAPRT
AEASPPAVVPADPEVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTLDTDAAVTAALEDLADGEGEA
ASGLPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSG
RFVKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MCF4115584.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB33
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGNRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAE
>MCF4115585.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB33
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MCF4115586.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB33
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MCF4115587.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB33
MIAFRGLVWRLLPAERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTADAPARALVPLAVAADRIVDLRA
LPAPNPASIVWQDLRASGAPAPTWTFSDAARAEGAEGLLYPSRSRPELSHLVLFDPSPPLVQPAGPARPWP
>MCF4115588.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB33
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDTSLPLGYGAEVPQDA
>MCF4115589.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB33
MNNTLRGATAAICILFGAGTASAAVIDLGFVLDGSGSVSPYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGSSSYTVV
PPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYIADLFLDDGLGDTTLINITTDGSPNSQSLTENAALAANADGVDGI
SLEAVGSGVSSPYVLSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIEAKIGQVIEDTGATPA
WFHCPRRYAGPYLLPRGRRAVTRPVRSARKARARRPRPRRTTPPAPGSARHGWRAPFPEPHRARARTRRRRACAPRLGEG
GLVPRTVADHHRHDPGAVHDGALRRHLVGNGLLRDLLGLQPGGRHQPRHGRQNISKHRISSPPLAASRARGHVCHPPWRQ
L
>MCF4115590.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECQMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MCF4115591.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB33
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGNPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPLAVED
LVPGMEVDTAGAGAQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLLRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRRRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MCF4115592.1 hypothetical protein JMK10_01835 [Rhodovulum sulfidophilum]AB33
MRLGAPPAPAASGMPDAFVAAVAAVGVGARRLALVLTASGAALGAAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGKGDDADDWKAIAFLRFATELGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKGTWLRFGGIFGI
HNDRSIGLVIGSRIEF
>MCF4115593.1 ParA family protein [Rhodovulum sulfidophilum]AB33
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>MCF4115594.1 hypothetical protein JMK10_01845 [Rhodovulum sulfidophilum]AB33
MPAFTALAGHLAFHVGQADTCRVGGITARRQPGGFHGDRVTRNQTGIVKDSRGPEGW
>MCF4115595.1 YdcF family protein [Rhodovulum sulfidophilum]AB33
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWRAAPGTLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGPPGRRALALLREGAAIAKALALSVTGRP
>MCF4115596.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMI
EKTPNPDRARSFLYRLTPESAELIAAIREREVRTFAAFSDQFTEDELLAFRKIMEALYANMLAGENHDTQQEDGSPS
>MCF4115597.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB33
MGQQAMSFDKLAERQILKAQAEGALDHLEGEGKPLSVRAHEDAVGIGMRIMAEAGTLPREFELKKAVDEQFLILQATTGA
LERKAEMKKLADLTLRLEIEREARRSFFK
>MCF4115598.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB33
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MCF4115599.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MCF4115600.1 hypothetical protein JMK10_01875, partial [Rhodovulum sulfidophilum]AB33
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TATGRALGSEATASETTAAVEAEPEAVTEAGTGPDTGTGPKTGTEPATRAPETPRETTRETAARAPATDVPSPAPSPAPA
PVAPAPRAEPPAPPD
>MCF4115601.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB33
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRTAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHRELWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGIGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGAEAASRDGATGKGPGRATGGKGAQGKAPGKGSGKGTGKGSGQKPGQKSGRKPGQGTERQGPGGKGGGASGAETGALGA
ALLEAMKRR
>MCF4115602.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAGDALSSEF
APPVASPAPKPLTAPVARPAEDTAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQYGVE
QGLLTPPLRVLGALVLGVALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAAV
SLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGLLWL
HEPDARGLALAALALGLGAVLIPARSLRPVQGGPMTGQGLAGWAAPAFPTWIAAAGGALASGAGLVLMLDGASPAAAALG
YALLLLVFAGVALGLARAPAFEDLALLPGVAALVGLGLHAALDGPLCSAFRAGLDRLPESPAPTTVWWLVAGGAALSVIA
FLRLARQIGTDHRGLWALGAAVLLPAVILVLEFLWAPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETGLFA
ASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAIHGAGTLDVLLAH
LGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGGEGFETHWAQGLTATVWILAAFAQIWRLPHDPSL
LRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGAALLGRPGRPGARWLRPGL
GGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVFLID
MSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MCF4115603.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB33
MAPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTVREAMGILKAYGVVTVR
PKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIAEMREINDGLRRAQSSDEIAEI
DFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAYQYRMRSHLQAGLGNFD
P
>MCF4115604.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MCF4115605.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB33
MGSGLKLSHVVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>MCF4115606.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTGTNDGFVVFDRVQKSYDGEVLVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MCF4115607.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MCF4115608.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MCF4115609.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRRIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MCF4115610.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSQMDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQH
ALWNSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MCF4115611.1 host attachment family protein [Rhodovulum sulfidophilum]AB33
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDLDKDIVGVAAADLPRHFEDVIVF
>MCF4115612.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKKENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MCF4115613.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB33
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMAWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MCF4115614.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB33
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGPPADWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSPALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPALVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDALKALLGAAGGETTPGA
>MCF4115615.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB33
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARAGHRHYLATDIAAPVIRHRLGAIALDTIRYDEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLDDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGADRVLVTHGYTGPFRRWLAEQGYDA
GIVATAWEGETTEGDAE
>MCF4115616.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB33
MADVHVTEPIHPDALALLASAGLSVSCGWKDDDPAAGLATARAWILRTFAVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFEQLAPLELSGMRMLILGFGPIGQRVAQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILSLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MCF4115617.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB33
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MCF4115618.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB33
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MCF4115619.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB33
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVDEVERTVDVDAILAGVTDRTRMVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRTENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MCF4115620.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMGAVAAEIAPHLAPGATLTDVG
SVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAATARLKRFWEGMGANVEEMDPD
HHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDVFLTNKEATLEILGRFTEELF
ALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MCF4115621.1 extensin family protein [Rhodovulum sulfidophilum]AB33
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGAVPAEAVAVWPEARPATVLSRVMNGPRRARPEAAAGRGLDRSL
RPVPRPSDLQAKLAAAGPRSQPSAVSTPRRGVVCGDPAITGEMIAPIVARVAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGQ
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MCF4115622.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB33
MLTDLGALMLRYPSAETFRFGDNSDLCRALLSLVRRGKKVATCSALHEFQNGEPSPEIGRRDICLNWDATPALVIETVEL
IQCRFDEVTEEMALAEGEDDSLDGWRVAHRDYFERNGGFSLDMQIIWERVVLIEDFAKR
>MCF4115623.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MSRQPRRHFTAEFKEQAVARLSEPGASQTSVARELGVRPSQLKGWRLELAAAGSAEASWR
>MCF4115624.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB33
MFRHSQLETVKAWLAQPAHTAMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERR
VGSGSFVAEMTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKE
TGTLALLHGDPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAG
LECVPVRVDRQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACV
QGLDPNDRTIYIGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMTQLTLARFMEGGHFGAHVRTMRGMYAQR
LAVLSDLVRRHLSDFVDPRVPIGGLQMPCVLNCEISERAAIEAARRVGVELTGLSALHADGDGKAGFLMGFAAYTPAELE
VAVRKLATALQMVRMPA
>MCF4115625.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB33
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGISPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPATFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAYVVLNGTFPHRRAVETATGGSAAE
>MCF4115626.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIGVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAEAMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMEDAEIAM
DAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAAWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MCF4115627.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB33
MQDGLWVFGYGSLLWKPGFEVAEQRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MCF4115628.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB33
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MCF4115629.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]AB33
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVSERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRARNTEAETARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MCF4115630.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB33
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MCF4115631.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB33
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESARALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MCF4115632.1 endopeptidase La [Rhodovulum sulfidophilum]AB33
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGGRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MCF4115633.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB33
MNSGARAALMTAKEAALSDRVIEWAGAPVTSIRKGVQRAVNSACLKDVSPDVLRQTSAVHMADAGMPVSEISQYLGHSNV
LVTARFHAWDSPSQLRRAADVSDFTTLR
>MCF4115634.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MIPNLASSSASAGSSASAGRLPDKIVVASTKPCRLQNVIPHPLHYKELAVGWRVAKNTALLFLSSIWSLCWRGRLTPGWS
CKKHGAARSQPAPGEVLTLHLRQEIVMRVLAVLAALAAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQT
DSALDTLLESAGSLPLGTPAHLVDENPCAILVGLLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIE
TVDFTIGADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDR
IGVETVGAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDAEQVRAALRRATDSVPALSGIPAVADDAILPLPAYSDMDV
VGYPYMLEAWTRAFAEIAMAAVSAPAASR
>MCF4115635.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB33
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQYGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYESFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDEMNEVDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPVYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MCF4115636.1 hypothetical protein JMK10_02105 [Rhodovulum sulfidophilum]AB33
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCF4115637.1 hypothetical protein JMK10_02110 [Rhodovulum sulfidophilum]AB33
MLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MCF4115638.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQKAVMAEAKGRGYDTKALRRIIALRKRHAEDIAEEEAV
LQLYREALGM
>MCF4115639.1 hypothetical protein JMK10_02120 [Rhodovulum sulfidophilum]AB33
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MCF4115640.1 hypothetical protein JMK10_02125 [Rhodovulum sulfidophilum]AB33
MTLAASRLRPVDAAELPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHP
ELAQNDAAILWMDDWLVEQGCGYRGSTWVERALAAWSSHMFDVNRAARARE
>MCF4115641.1 hypothetical protein JMK10_02130 [Rhodovulum sulfidophilum]AB33
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRRIADLAGASA
>MCF4115642.1 hypothetical protein JMK10_02135 [Rhodovulum sulfidophilum]AB33
MTAALRSPLRTAPRSHRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMSDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPVPRRNRKGVIV
HDAVRFTPCNWDPTPARIAAARRAYLDWWGYLLAVQAALTGADLTRIEITPDMPPMRPWG
>MCF4115643.1 hypothetical protein JMK10_02140 [Rhodovulum sulfidophilum]AB33
MSEIEAIFLHNRIEGADPADRLSGVIGIYSYAARAEFDTSETERLEGLVALAGRDLRDAVTSQSGRASLRAAILQPLSNH
YRQWSNGKPDFKSDPAGRLGDAADQLDVMIDDAMAMLSLIQEALRDAASTAEGLAVRAHRHTEHWFHRIVVLFLGLAVAF
LVRAFAPFPLFTLHITNPPPPESLPYVHTSESIASDTALVYAILAIAGALAFAVVGQSGIDKSGDRARQARAYRNAVETL
DAVRLEILDLRSNGTSHLRSAFG
>MCF4115644.1 hypothetical protein JMK10_02145 [Rhodovulum sulfidophilum]AB33
MDDIEFHLTALLMLSLLFVSGIVSWMLFRHGDKEAFSAPSLSALKLSGRIASDMAHERAALWHLEREVAEARAAQKADAA
>MCF4115645.1 HNH endonuclease [Rhodovulum sulfidophilum]AB33
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>MCF4115646.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]AB33
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MCF4115647.1 terminase large subunit [Rhodovulum sulfidophilum]AB33
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQIYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSQNRLRADRVETVIVNVIPPWIV
LVALIGWIAPSPGEIGRRIGEAVTRRCRRARRATRSHALRRCSPATPRGDHAGCQPSLRFI
>MCF4115648.1 hypothetical protein JMK10_02165 [Rhodovulum sulfidophilum]AB33
MTEEFKVGDTVYVKNTQGRAMEIVELLEGKTVSIKAAVCKFPASDKFDVFNEDRLSHEGPTPLNVVYGSSRSTTR
>MCF4115649.1 hypothetical protein JMK10_02170 [Rhodovulum sulfidophilum]AB33
MTTKNQFTVLLSSGKRVTLTTDYKPLEARFTSPDGTWFALMQRDGVREAPNVRLEASESYPGLSHEETCEVTDTIFGDRG
FLSWIDPEAPEFRTP
>MCF4115650.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB33
MPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSASEDR
ELVALTGRLCGT
>MCF4115651.1 hypothetical protein JMK10_02180 [Rhodovulum sulfidophilum]AB33
MTEASNPHSQDPKSGKHVSSDFMIEQLVSIERVSLNVSQSVIVTTEDKLKLCLQKYVSDAERSKEWIAPLSLLVGLLLSL
VAADFRDAWLSASTWQAIFIISAALSLFWFLASLRRAFGNRTIDALINEIKSYSATDGTSRGDENGS
>MCF4115652.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MAVDLPKIASGIFEDSEHQPAHEFLLNTASKKSDITFLSDVDLSIILANELRRRGKFFAAIDIYTPLLKEHPEQDEMRTT
LLNNCGALYQDIGDLDQALSLYQESLHLSRAVLGSEHPSIATTLNNMAAVHEARGDLDQALSLYQESLHLSRAALGSEHP
SIATTLNNMAAVYEARGDLDQALSLYQESLHLSRAVLGSEHLSIPTTLNNMAAVYEARGDLDQALSLYQESLHLSRAALG
SEHPSIATTLNNMAAVYKARGDLDQALLLYQESLHLSRAALGSEHPSIATTLNNMAAVYEARGELDLALSLYQESSSIMM
RAFGNDHVDVASILNNQAGCLYRLGRLDESIETYKLALSVAKRYLGVESIGARKLQANLSVALSRKES
>MCF4115653.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB33
MARHPGPKNEAAQRLQMLLAGAQEVRRLFAQAKERLGVVDFGDMIARAEALLRARPEAVAAMMDGIDCVIVDEFQDTNPV
QFALLAHLIKAAPRVVLVGDGKQAIMGFQGADARLS
>MCF4115654.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB33
MTITTVSDANNIYRVTSASDLTASNITNLFNTGELGTRYTTNPFSAATIYIPQSSIFTDTYLGKSITPGSFTGVQFLLNG
GGASLLQAGRTYSLGDIWNLPEFQGKGYWNLTAEHGGSGIGSSRYTDFSYIFGTQNFVLDPSTQIIVDASGRVSLGSYEI
RLNQNNAGVSTDDFDFSGGGWGSDIFNYVHASDIDLNGKTVQLIYEGEGQKGNGYSAADLSSYLSSGGLNQGTLIEKFLA
WRYEIIPNLEKSGVIVNGKDAVIIFATEGWIRANLEVDQDFLRDPENLEKIVDLVGVENTRELIEKLTLCFAAGTPIATP
GGEVPIDALVPGVLVLAFDPSADLGRGALVPKRVVRLFYNETEEWLRLTWREGGEDCELTVTPGHRFLDTEGQFRRIDEI
IEDAAPTVVLADGTLARRAPPRQRTSHRTIVTSDAAFPRTPTPTGLGGSASRAFGLRTIASLPRTATTISPRT
>MCF4115655.1 hypothetical protein JMK10_02200 [Rhodovulum sulfidophilum]AB33
MTQYLKKSGRGFAFLIALVVATGIGFYCYPYLISRICWGDKSWTSNEDFVAALFKVKHPEIFADLVVEREDSGLFRAEGG
GALIRATPPKLNYPRFQLRGDRYSGLIAMEVPTQTGLGIYFFDSCGNFMGEIQ
>MCF4115656.1 hypothetical protein JMK10_02210 [Rhodovulum sulfidophilum]AB33
MRLFALASFALALSACVEGTRYENAITAARASGQPLVITRVATSQPNSAGGVDVSIDGINTSNKTVKYLDYTLRAYNAVG
DPVRGEIRRRNDASVRETGPIAPGGKTAPGVWSNMWYNYSITCARISSVTVIFMDNSSRKFTGQSINDLLAPGAYQRCN
>MCF4115657.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MANLTTRGIKAARAGKHDDGSGLRLVKASPTSGKWVFRYSHLGKRREMGLGSWPEVGLATARKERDRWAAELRSGQDPIN
LRDALRRAEREARDKHDPTFAELAQMVFEAKKAELRGDGDRGRWFSPLRVHVIPKIGRICISQLTAQDIRDAMSSIWQTK
PPTAEKAWQRTRLVLREGKLMGFECDPFTADAAQRLLGTVSHTTQHIQATPWQDMPALYARLNSGSPAHECLRFMMLTLV
RYMGCAGARANEIDGDVWTVPAERVKGQVGRTKDFRVPLPAAAREIVDEGKEVWGDLLFPGRSGAPITSRAIEKALDSIG
EAGRPHGFRASFRTWVQDTDACDYDVAETILGHTVGNRVERTYARSDLLERRRPVMDAWEQHVTSCAENVIKIKVG
>MCF4115658.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MTIRPILVSTVTLIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAGDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MCF4115659.1 DinB family protein [Rhodovulum sulfidophilum]AB33
MGQAVVTVGWCRLMARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSA
GFVADWSEYRSKRQITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLT
APTDLFLMPDLVG
>MCF4115660.1 oxidoreductase [Rhodovulum sulfidophilum]AB33
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MCF4115661.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MCF4115662.1 BCCT family transporter [Rhodovulum sulfidophilum]AB33
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MCF4115663.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB33
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGAMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MCF4115664.1 DNA photolyase family protein [Rhodovulum sulfidophilum]AB33
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGGAL
GVLRAVAAETGAAAIVWGRAYDPAGLTRDKAVEDGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPASGLIPRPDFWPASDEIEDWRMGAALGRGAAVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPGAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFFKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGPGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALTAYQAREG
>MCF4115665.1 cyclopropane-fatty-acyl-phospholipid synthase family protein [Rhodovulum sulfidophilum]AB33
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MCF4115666.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB33
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPQPGTEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDVVTVETAAGPVAAGIYARARSGRAPTEAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQIWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNLRPA
>MCF4115667.1 cysteine synthase A [Rhodovulum sulfidophilum]AB33
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHVIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MCF4115668.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB33
MLRSTVLPKTKIDPGGQTALISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERP
VSQGDWIEVGGVMGIVKDISVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEI
GESHPLVMVNPAPLVVFQGFGPDALEFELRVILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRP
AARTQAPGPFLPRQSAEPQPEPLDDLGGDADGDGGDGPR
>MCF4115669.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB33
MTDPLYRSDPYLREAAALVTAHADGGVLLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTDTVKGEAGAELLLAADGAVLPP
VGTELIQQLDWGRRYGHMRVHTALHLLSVVIPLPVSGGAIGAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGATQVDLQPCGGTHVARTGEISPVRIGKIEKKGRRNRRVTVLLSA
>MCF4115670.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB33
MTIMKRGSTYHLRKRVPRRYEGVEERKSIWVSLHTDSLTVAQQKAPIAWQHIVEGWEARLAGDTSDAEKRFEAAKNLAAV
RGFRYLPVARVAEMPRKELVQRMEAVIGKDGEPDLREAAALLGGVSEPPITVTRALELYWGLVADKTLGKSPDQLRRWEN
PRKKAVKNFVDVVGDKAIGDITGDDMLDFRQWWFERIQSEDLTPNSGNKDLIHLGDVLKTVNRMKRLGLVLPLSDLSFKE
GEAQQRPPFSESWIRDKLLAPGALDGLNKEARCILLAMVNTGARPSELAALTSDQIRLGAATPHISIEPVGRQLKTRNAR
RVIPLTGVSLKAMAQCPDGFPKYRTSSASLSATVNKYLRANRLLETPGHSLYGLRHSFEDRMLAAGIDERIRRDLFGHAL
DRERYGKGASLADLQRLIQRVAL
>MCF4115671.1 hypothetical protein JMK10_02295 [Rhodovulum sulfidophilum]AB33
MSPLRCPWYQQMELEELKRLREVAAKLVVADPVYAPIFERIESDIAELEAIAANDVVARARALIQSATR
>MCF4115672.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]AB33
MSQFNLNLPLDIPWRRIAVTEDMIDDKVGDRKFPLRWQSSISVFDYQPADDYQNYEGMIVSYLKVTCSITGFQPRGDEVG
LNHSSARIGSDKLEDGDLLIDPARWKDTRVVNAYKKAIDDYYGCYGAILEVAVSPKGNRDGFKKSEYPFFIDFEPKKREL
FEVVTETGETMSRSLSGLNVRKGSTTTESHEVLDIFGGVNVQASYAGTGGGVGVQGQWGTKDVNQTEYVDMRTTDAAREK
RETFSHATQLSQMYHQLNSYHIGTNRALFYILPRPHIVQLSSDNPEEIDRSTFVDGPRLLEGIQEFFLVVLRPKEMEDLC
VEAYLETAHIFQEKIPEYRRADNFVEEFVVEGSLNEKEGETERIENENEARSLLERVGDAAGAGTVGLFLGGPIGAALGA
LFASAWNEAFGDTLDKTTMTAITRTFSPSGTDVKFDLSRRAQVTCFPVGERKQYIGCQIFSEDMTEDQVRALGSVYSQKF
TENTFFVDTGTKREVGKATIRVEVPQLAREPVYVNGEKALFLTGRGVSTCAPRKPRDPKWPPMDDPVIVWEGPHFDPVPA
TVEPGVVVADPGMVGTGVRMTRRAANAMGDKIKRALLESATSSDRRPRGVVRFAESDFFARYVSKIIETSPSDKTSLEKL
DGLGGDLVAKIKKKGCRRLNRTDVLKADIGLLAGRLGLDLKEVIDLRRAALGLVTKKEAEKIEPPDPCRYVEVPNLVGLS
RAEADTALDRAGLTLGPITTVSDETPKGYVLAQHPDAKTEVPEGEFVAVELSSGRVRVPDVIGLDVGEAMVALRQAGFDC
VPEVELTKSEDKGQERRVLDIHPPERAFAYPNTRVRLLVGGCRTDDDDDVDKDVDKLVE
>MCF4115673.1 hypothetical protein JMK10_02305 [Rhodovulum sulfidophilum]AB33
MDIRFSFKGELMDRDGNLSQDRRASFSIIPMALAQSGRFDPDLWARVAGGLDLVIESVAHCDVYVENLLRSAGVLSFPQT
IGVLGALTEEAGTFPEWMEGPVVSYHFDFVKEGHTSSVWKTEIGLASGETRHFAVNVARDYIAGCDLRRSSRMLEVLAID
APDLTVAEPVVILERKVAVGPVTVTINRWIEGAEVHFLSEKTTDSPGLFEIYDFLCKEDLPGRIAGVRCRRLTPQESARA
AVRVVDIDRALKAEDIIRKCCGSPAVSVNEGDLVWTGNDLAIVALSPEPGGTSDLRV
>MCF4115674.1 DUF6531 domain-containing protein [Rhodovulum sulfidophilum]AB33
MAAGLAANPDKGNTQAVNGLIERARSLCPAGTAAMDATPPPDPQPTQPSETPASDRAPEERGDSPGEQGAPDAPPSIGQV
EADNPPGDDPPPEEEDQRPPQGEPDPNARERGQERTDGGDPVDLYSGQFRLDELDLAVPDTVMPLAFRRMYLSGPGTMGP
LGWNWDHNYNIYVRELADGRVALWRHLNEHWFVPNGPDFDSPRGMFERLTRGPGADYRLSSAGGLILVFARPAGWSELER
IPITRMEDRFGNALAFDYDGENRLAQVTETDTGYFLRLRYDACGLLSSVADHSGRRWLYEHDEVSFHLTCAIAPPTTDHP
EGTRRVYHYELYTAHSGLRHGIVRVSDHRDRTYVENVYDPDPSSWSFGRVREQLVGGHLFQFCYTQLQYVAPIDENMNIA
GLRVEVRNPDPALETYTFNFRGDLLDRRFRLVKDGSYRLVAWRYAYDTQGNSTETLAPDGSVEVFVFDEGNADPRARGNL
LRHELRASPAKPAPSRIVSRRAYLPELQLISEEIDEFGTRTRYRYDVNLTPSNPTNAGRLLLVELPDTTLPDGSLQSAEI
RMTYRANGQLETVTGADGSRMRLDYGGGANDLNRIIQRTVDEGRIGAVSTFTYDAAGYPETSTTPEGRTHRAITNAKGQV
EERSLPVVNGSAAVSVDHYDGEGALIARETPKGAYADPAVPGPRLIEEIERDLQGYPVRIVSAANTSERRETRLWRDFRG
LPLRVEQADGRVEEMVWDERGLLLRRTILGTDGTKLEEQRVYDRTGRLVSSVAVNGMETELEYDGFGRLSRERRSNGAEV
KTTWDGRNPTGAEITGPDGAGNIRVLSRMTAQYDERGRRIAEVRRAFVVDPAVGQDVRRTIFHDAADRPVGLVDARGNRT
EVRFDGLGRMEERRLPDGNRISFVYEDDGNLTEEHEHHLLPDGSLQEIVRSYEYDARGRKTASIHPDGSAMRVVFDDRDL
AIRQTDELGADIERTFNAHGELVARLYDPGGLNIVESWGRDSAGLVSTYTDPDGEVSTYLHDGIGRKRELSYPTGHRTRL
TWDAQGLPETERLATGAVFEYEHDAHGRLTRIRNTVSPVPVQSVGTLEFRYDGLDRMVRATAPGSIIERRFDSFSRLVSE
NNDGTILTAAYDDIVGEVTRTWPDGRREVLAHDATEGVARVTQVASGALGSAGGVLVDVTKSGPSRPGRLDYASGLQTEY
HFDDRKRAVEIASGGGEVGSFAGRIRYLYNARNQITGRDVSWLAMTTALWGRDARHRITEARLGFVAAVPRAVTQNDHDA
AMAVSATASVAATEIELFTYGASDQRLTAEMPGRPNQNLIYQEGHRPLNDGTDAYTFGAEGTLTSKGALQTRVDAFGRVI
EVSQGGVPVSTFAYDALGRPSSVLEAGRPVRNLQYFGAFPEQETEAGAAVRQFTLWPGSGQPIAIHDAGRTLFPHFDARA
SLVALTDGAGALVETCRYSSFGIPEIRDAAGAVLARSAFGVDPIFGGQRYVPAAGLYLSRRRLYDPALGSFWSMDPKGYV
DSPSLYVYAGQDPVDSIDPNGEAVPLIIAALVIAGALGGAGYSFWDAYHHPERYEGWTGGLRAFGNTVGGAVIGGATALV
GEAVLAQGGVGVFAEGSAVTLTTAQTFTLYGTASATSGAVGRYGFNGLFPEYIDPVSAETIAPDYVLGGGLPVVGNAVAP
YARQFAQGVMEFSSVAWESAGNGALRAGAREMWNRSVNGNWRAIGNTWRLLRNPNLKNRYTWRELFFNRRPTGSDAASSA
SIRAQYWSQTPNGLCADGKALHHWFFQNQNRLIPQGIKDSTFNLLEVPGPLNQWMGGNIGREWSFRAGILTILGLDFAAS
YLGTRAAVDAVTGDDGEPGSASTGSGVGDEARQPNDQVGSK
>MCF4115675.1 hypothetical protein JMK10_02320 [Rhodovulum sulfidophilum]AB33
MEWLYGEHGDQVYQPGFLKEQTKAITAWCEEQGISLNAKAKTKLLDTKYWVKLRNLLATATQIMSDVGTDETDDFNAFRK
AVNAAIKARKIKLGVTEKNAILNAVSWYDEKAKKVIAKKHKLTGADVADLTTHLGCAAEDLADFGWYRQTDGSYLTYEST
SDLRDAESVPLKDSIHRYFLAEVKPHVEEAWINLDSVKIGYEISFNKYFYRHKPLRSLEEVTQDILALEEKADGLIADIL
GVEVATKLEPAE
>MCF4115676.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB33
MNIAAYPKYESYNDSGIDGFGEIPAHWQVQRNFAIFRETKQPGATELPVLSVSIHSGVSREQLPDEENVRSIIKIEDRTA
YKRVAPNDIAYNMMRAWQGGIGRVHVDGMVSPAYVVAKPNEGVCASYIERQFRSPAYISSMDAASKGITDFRKRLYWEDF
RDLGTVLPPLPEQRAIAAFLDGKCATIDEAVRIKEEQIRLLAERRQILIQQAVTRGLTPDAPMKDSGIDWIGQIPAHWSL
AKLKFLTNKIVDGTHFTPEYLDEGIPFLRVTDLSQIKEGKIQWDGVRRISASAHKELSKRASAEFGDVLLSKNGTIGLTK
VIDWQDEFSFFVSLCLIKLRSELNSHYFEAFFNSPLVDQQLFFGSFRTSVTNLHLERIKELLIVVPPIKEQRELVEHIRE
LSSPLDEAITLKKSQITALREYKTSLINAAVTGKIKVV
>MCF4115677.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB33
MNYAVSNTKEIALEQAIERRLCGASSEELAAGAAAETGPFRIGQPSDFDATLALDRAKFWEFLETTQSKDLDKLRKNSPA
DWQAKITGQLDKLIKSKGLLHVLKKGLPVDNAHFTLMYPAPLASSAQKVHDNFAANIWSVTRQVHHSTANPNESVDMVVF
LNGLPLVTLELKNAWTHQTARYHGQKQYRERDAKQTLMTFGRVLVHMTADTDEVWMATKLAGASTFFLPFNKGHNEGAGN
PPNPNGHKTAYLWEEVLQPASLAGIIQHFVLLEGKKTDPLAKKTLIFPRYHQLNVVRQLLSHAAETGVGYSYLIQHSAGS
GKSNSITWAAYQLIETYPASLGLLGAKALDAPLFDSVIVVTDRRLLDKQLRDNIKDFSEVKNIVAPALKSSDLKAALENG
KKIIITTIQKFPFIIDGIADLGDKRFAVIIDEAHSGQSGIASDKMNQAMGGDPDEDDAQDKIVAAMQARKMRGNASYFAF
TATPKPITLEKFGEQQHDGRFRPFTCTA
>MCF4115678.1 hypothetical protein JMK10_02335 [Rhodovulum sulfidophilum]AB33
MKQAIEEGFILDVLANYTTYKGYYEIQKSIEDNPLFDTSKAQKKLRAYVERSQQTINTKAEIMVDDFIDNVVNPKKLRGK
GKGMIVTQNIEMAIRYYKAVQSELAKRGNPFKALIAFSGEKEVDGGKYTEADMNGVAEDKTRSEFDKDEYRLLVVANKYL
TGFDQPKLCAMYVDKKLQSVLAVQALSRLNRSSPKLGKRTEDLFVLDFFNSTEDIKAAFDPFFTVTTLSEATDVNVLHEL
KASLDDVGVYEWSEVEEFCTRFFDGEDAEKLSPLIDVAAERFNTGLELDDPEKIDFKIKAKQFVKIYGQMAAIMPFEVLA
WEKLFWFLKFLVPKLNIQDPNQDALDELLEAVDLSSYGLERTKLNHAIDLETSEAELEPQNPNPRGYREGEVQEDPLEEI
IRSFNERWFQGWGATPEEQRIKFLNIVESVQAHPDFEEKFDGNPDPYSRDLAFDKIMKEVMLKRRKEELELYKLHSQDEA
FRSSLYQSVKEALGKILG
>MCF4115679.1 hypothetical protein JMK10_02345 [Rhodovulum sulfidophilum]AB33
MDAFEFGVDRRSSFIAHRNWRTVETGWRLQDWHWTYILKLEVDGFWSGIIRPPRQEGVFIGRFSKSLVEARGDLFDAAER
MRQN
>MCF4115680.1 hypothetical protein JMK10_02350 [Rhodovulum sulfidophilum]AB33
MAERFHIAEWYGHPYMDIAPIDRVRLAQHRVGAHTMKKADTKRLAALQEKVVGAQLTPREQDRLDVLMR
>MCF4115681.1 hypothetical protein JMK10_02355 [Rhodovulum sulfidophilum]AB33
MRSFLLASLTLAMSTSAALADDYTFGDELLNWVNTEAATRSRELATADFQLRATNVRIRTVETSHLLFDQIDAALGRIHS
EIQAAEAELVQVDPLQAAIRREATADRHLAELMRIHQTLDANAALIAALTSPPDRAAFNRLGLQHVGRASVASSFMGMKA
VADSLQGQFGYVTALTIDENGRMEGDVDFQVTGSEYEQAADGIVLAFAEAYPKLAIIYGVLKLTLFSAEVEEFRDQKRKV
EEAVALLPGKFLSADAQFRIYSDASTSAQAEFEENFAALTKMSSELRQSVKQLFSLSVARANVARQSLTQGKLELIATSF
ARGQLRDAINERALIQTARELRSYHENLATREITYLESCGNAFGVAAAENWQDGLAEAEALYTEIGAEGRLAPLQTSITI
MRGQVAALLTDSSTEMAAAAAVPCPGVALVEKLSAPLATRPKLFVPDALITLAEQSLPAMATDPMKTKQLSAETTGLNFG
FGTCLMHRQGVTYYCGVPGDGAIGHNTRFPGNGRAPQRDVLGSSGDGGYRPVDRDYRAVTAEADQNLRDRTAAMRQELDA
LNAALPAWQSQNLAAAQQATAAIDTRQQEVTQTFTAYSVALGQEYDVLRNRLMQYVSAPSDLARMGALAGSLGGSDFSLR
SVPADRIMPDSPPITGVDAWDRVYANTDLGAKALARELRKFETDRAQVQARFAARTAQGQTDPVFPNEEDLEAAMNMTMT
TLAYANAFASPSQDVIDQLGLDQVQRLLDGHVIDAQRRRYHARGLLDYEAPRNLDGIGWQHIRPLVVADVASFMTCSAED
RDLENTPCNKFLHSSLQHIYNIGDFAPDTSRGYEQWMNANEMITFMETSEAWTSVGNAGRQADLNRAGLLASQGRAVVAT
WANEGGHGHVAIVLPGPPTGRSGLTKWKGLLLPDVANFAYGAPQTSNAETKITFAFGSKDPKTVIFYVRDYPD
>MCF4115682.1 ankyrin repeat domain-containing protein [Rhodovulum sulfidophilum]AB33
MGLLILAMSPVASWAQVSDSRQDLANALLAGDISALYAALDAGADVSTTFAPPDVPEMEFPTVMLAVVFDTPEAIPALLS
VGVERDLLIGLAPFACQMQSEALAWYLDQPEFDASACLVEAISNAAPGLRRWFRGLARSAVTGTPVQDDTAPADILSFDD
FEFEELERRSPAQSTAEALPRFVAALLAGGADPDRRVPRNDSIISREALPDTLTALQAAAFFAESVVFAQLEAAGGTVTH
ADRQDLLVGTARFGLANEVAALLATGLDPDAPDRGGFVAIASAAGAGKGADATVASLLAAGADPDRFGPAQKPALFAVTQ
AENPAGIAALAAAGSSLDLTHEGNWPLRMAVRAGSFAAVRALLDGGADPNKRMANGASVMHGLDEESTLFRGPQRILKTA
HADIAHLVFAAGFRDDPHKPVLASYKLQEPYALWFVETLISLGARVPLNRLREVVFDDRAIWVDAFLATGAGLDMSDPQM
ADFFRALLQARKVERAQDLLRLGLTPPQRPEVQAEDLLLALGVDGGLVRRMLAAGYRAEAEGQRSVLHKTLIEGGHGAFV
PEFLAAGLAVDDPVGVGAPGLVHRVASGEIAIATEAQRRGFAAFAAAGADIARRDGQGRAAEEVAQTRPEIYADFLQLLT
VLGLESTVPPLHRAVLARDRRLLRQAIATHPTRLNETNADGLTALSLALRLDYAPVANILLAAQAEIGVAPIDGLSDLDF
AHRPSVARQFRLRLLQRVITRMAQQGDLTAAEERLENFDRRLQDLPPVTWQAACNGACRGTGTLSANDSLGFLRTYARRE
GDRLLYDITLDDGTPARELSLCMRPGCSVMGFEISGRFNVPACPDPITWPATPCYPEIRFDTPNWKGSRIQISQNGKVLD
YTGDPIRLDRSAGPIEVFRLPAQARGFPNSVSFGIDVGPRTELPWIIGRAVQPPEPTGFGLSQRMVIYTQLYRWALEGDA
LVNDQTPLNRLQYRTLLTARELASLRLATSRHRQDILTELRVYARQMTKVNQSTTALRKLLLASSTLSADQLTALKLRLS
RLRDSYEPTSQEWQNVTRVLGVLEQSAIGTEAFRAALNAFEKEFLDLADDVITNYQGLLLEAAQLFTLKELETLLALSDV
ERARISQALLPGDILISPQALDGQGQDLRDLAGLEYRP
>MCF4115683.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
QTTLTPAQEAVAVALRKALLLPLDDLLAVVREFLTPHVSRSGLDRCLRRHGVGNLRALKPKDPKPAHGSFKADAPGYLHI
DIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAAT
GQHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDA
LKDWQRQRPELFRKRVYNHAGCDT
>MCF4115684.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MRGEELAHHGEQVVERQEERLAQRDRHRLLRRGQRRLKFANVKGAPLDLAIDRERHARIRYELSLRGLTFAEIARRAEVS
VSSVSAVSLGKSRSARIELMLAQALATRPEALFPDRYPANSGEGT
>MCF4115685.1 hypothetical protein JMK10_02380 [Rhodovulum sulfidophilum]AB33
MSQNVVDTIEQLENAILAALDLDAAALVRRLRELWGEVISENETLREEALKTSTLNKILKSEVARLKRQIAKSTKTQFGA
KSDQNPNKTSYDRSSCVDDQKPRMLKTTPTVIKKTARLAPVNLKQKK
>MCF4115686.1 IS66 family transposase [Rhodovulum sulfidophilum]AB33
MGTEDRRCPCGCGGGIVEIEENETLEVIPAQYYVAVREYPKYRCRLHDKIIGTTFEPRVFPKTTMSNTLMASSITMRFGW
QLPWHRQENIFLSKGIELSRSTLMRWSHRLANEALLPIYQLMEQELTANSERLFMDETTLPMLQPGKGQTKTSHLYALLR
DDRSFSGNKPPVVIYYPRNTRAMRHIHDILNGVSAILQTGSYAGYGRLGRHGTPVEQITPVKCWTHARRNFTDEYEFNKN
PDAKTVIRIIAELYKEEEKIRGKPPLIRVAHRQQFSVPILDRLRAFLIAQADRHLSKSKMGQAIRYVLRQWSDLTRFVDD
GRIDLDTNAVERMFKPTILLRKNALFLGGDEGAEAWGIHSSIIETCKLNGVNAELYLKWIFDQISKKLRRSEYEKLLPWN
APPEFRIPH
>MCF4115687.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB33
MDGPAKVTAHGRPAIIAERKANDVPRGLRRYLSLADFERHALYHLPLPIAGYVEGAVETGQALRNAEEAFRRIALVPRIL
RDVSDRNAQTTLFGTEYSVPFGVAPMGFSALAAFDGDVALARGAAASGSFAICSAASLTPLEHVAKEGGSRWFQCYVPGD
TARIEALLNRLRAASYDTLVVTADVPVTGNRENNARNGFDAPFRLTARLAWHFATHPRWTLGTLGRTLAKSGMPHFENMD
AERGPPLFSRNLTRSTIGRDRLTWENLSYIRDRWPGRLVIKGVLCTDDATRAAGIGADGIIVSSHGGRQLDGAIAPLEVL
PAIRATVPDLAVMLDGSIRRGTDVLKALAAGADFVFLGRPFLYAAAVAGEAGVAHAFQLLRQEVDISMALLGITGLDQLG
FLNRAQIFDVAGWAKSDANNCTALEAAALTAGGAAFE
>MCF4115688.1 RraA family protein [Rhodovulum sulfidophilum]AB33
MTLGFRIHRRKASIDAAIANRFADLPVANVSDSMSRMTAAGSRLRPFYEAGRTMAGPALTVKVRPGDNLMLHKALDMAEG
GDVIVVDAGGDLTNSIMGEIMAYIAQERNVAGIVIDGAIRDADEIRRCGLPVFAAGVTHRGPYKDGPGEINTTIAIDGMV
IRPGDLILGDGDGVLCVPLEEAETVLAATEAKQAAEQKDIAAIRAGTIDRGWVDETLSARGCEFAD
>MCF4115689.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB33
MIPRPVVHVLEPIHPAALEILGKSADLLGPETPFPSECDAVIVRARRLTAAEIAACPRLRVIGKHGAGLDAIDVAAAEAR
GIAVLSTPGANAESVADLAVGFSLALLRNIHGATLALKVGEPLDANERQGWDLNEISIGIFGLGAIGRATAARMVGGFGA
SVQAFDPGLGEAAWPQDVTRVASLKDLLQSSRLLIIHAPLVPGTRNAIDANALDLMPEGAFLVNCARGGIVDEPALAVAL
RSGRIAGAAADVFAEEPPAADNPLLACPGFLATPHLGGATNGALLRVGRAIVDQVLDRLSMSAAGADGASDPIMKEN
>MCF4115690.1 hypothetical protein JMK10_02410 [Rhodovulum sulfidophilum]AB33
MGESSRNVILIGYGEVGRAFASRIELSDTALRCVDPVAAGQHSARLVEATLPGQILPGTLVLSAVPSSAAPAVADELASR
SDEFLYIDLTSSPQELMRACATKFDGSQTAFVDGAIMGSVDLSGADAPIILSGSEAGRAATELTAVGLHAVALANSQPGD
ACGLKLLRTLMTKGIEALAVECFAAADRMGLSAEIRANLTDINARPFPDLLDAMVRTHVVHAPRRQHEVAAALEQAGSLG
LRAPVTEAVLDAYRRTAHRIDTEKPKPPTQVEQAVRWLAEDLAKVPA
>MCF4115691.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB33
MTKAVVLATTFGMAAVAGTATFAEYPEQPIEMIVAYSAGGGTDTAARTLAPFIEKYLGDDASISVINRPGAGGEIGFTAL
SQAEPDGYTIGFINTPNILTIPISRDTRYTMEDIQAVANVVYDPGAFNVLPDSDFTSLEELVAHAKENPGEVTYGTSGVG
GDDHLAALQFSRAAGIEMRHVPFSGAADVRAAALGGHIDMAVLNISEAIELVEQGKLVSLGQMGHERWHGAPDVPTFKEQ
GFDVVMGSDRGVGAPAGIPQEALDALQKAIAQTVGDPEFLDAAAKQMLPLNYQDAAEFQSYLEQLGANLQEIWNETPWVK
>MCF4115692.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB33
MNRHAIELVAAGLFAGLFAVLLSQGIGYPSRSSYMPVAASGIGLTMCLFWSVKAVRLLAAGEGENIYTTRADLVRFGLIL
GGGMAYIVGFIWLGFFTSILILVPAMSRALGYRNWVVIAATTLGFAIVLYAVFRLLLAVPLPPEALLTLFGA
>MCF4115693.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB33
MEILSTILHAAPGLLDLGVIVGMIVGTAVGIAVGALPGLSATMGIAVLIPLTFTMEPLVALGMIAGIYNGSMYGGSIPAI
LLRIPGTPAGIATVFDGHEMARQGKARLALDISLVSSSLGSAVSAVALLLLAPPLALIALKFSPANYFWLAVFGMTTIAI
MLAGNPAKGILSACFGLCLGIVGIDPISGNERFTFGTVEFLSGIHIVVLLTGLYAIPPAIDLMLGRNSIDTGNIDLGEKS
TGFRWASLIPTWGRSSGIGLVVGLIPALGGNIAALLAWQEERRYSKNKYNWGKGEAAGLAAPECANNADTAATLIPALTL
GIPGNAVAAVILGALLVHGLRPGPELFSADADITYGFMLTMLVTSGLMFLIGKLGARAYVNVLRVPRQLLGPIILALTVV
GVYAIHNSIFEVVLMLCFGLVGFAMERMAIPTAPAVLAVILGPIAEENLRRALLISGDDFSYLLRGPISIVLALLVLGAL
VSPWVPKVKAFGGRTLRESEDV
>MCF4115694.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSVSDDLHTELRRRLISGQYDPGAKLREEHVATEFGVSRTPVRVAIQRLVEEGLLEAAPNRGAVVSEWRDSDTEEIFELR
VLAEGQAAAWATRHITDAELERMDALNTQIAQAVESKHKGYLDEVQSANLAFHTALYEACGSARLRLFGTNLLEYPLVIG
GFFIYTDDDARESVRQHAEIVNALRTRNADWARAAVTSHLCAAIERFRKTRKASRNAAKALPRGNGSPVASAED
>MCF4115695.1 hypothetical protein JMK10_02435 [Rhodovulum sulfidophilum]AB33
MIDDVAPGTYAFGVRGRNARGIWSDWAGAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHA
GALSGASWQSSTGIGKAVSGDVTEATLPLKTGTYLARPHDAMGIPGPVSGIAVRAGPMAPSPAYYRPASS
>MCF4115696.1 hypothetical protein JMK10_02440 [Rhodovulum sulfidophilum]AB33
MSPRSVGSGAETGRQPDPDDSDDLAALEREPREVEAEYRIITETTPDTLTRSFGRFHAEVTPAEARLIIRDDGKDVIRLF
GRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVMAAVKLCWRLRLTNDPRRAERLLLGDPEAGQPPAEPR
ICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFREAVAELVDCAMKEGKVDV
>MCF4115697.1 hypothetical protein JMK10_02445 [Rhodovulum sulfidophilum]AB33
MMDSFQNFQTQHRKQVRLCLLHLPRKAAFVFSVVSRPGAANGRYRLIVLKNSGRG
>MCF4115698.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIRASMDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALR
>MCF4115699.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MPKPSPTRYRRTNWSEYNAALRQRGSLSVWFDPGTVWQAGKTGKRGRPETFSDAAVQVCLTLKV
>MCF4115700.1 hypothetical protein JMK10_02460 [Rhodovulum sulfidophilum]AB33
MIELIPATSRNTGSFDCETNANIKASLYFDRRNRRGGGFCNIGIVAWGIQYFPLDEFGWNYAAASEISKHVFCDR
>MCF4115701.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB33
MSGGSASVFVNGKPAGRIGDAISCGGAADAGSPNVSFGD
>MCF4115702.1 hypothetical protein JMK10_02475 [Rhodovulum sulfidophilum]AB33
MRLPLLTFAVAAAFAATSSPSSAQGALSEDQCFAVLGAMSKLELSMVGKVPLEDARAELSGLQSMLPESVSPRIDDLVAI
AEAARGIAVGDPAHPMATGEFQEASKSYREALGPYCPGFNLDY
>MCF4115703.1 hypothetical protein JMK10_02480 [Rhodovulum sulfidophilum]AB33
MMARRVSSGNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGATENRYAFNGVLETEATAAANLND
LSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIA
ADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHI
GEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDNPFVD
AWQFAWRPVSAPEPTLRSLTDTPEDMIDDVAPGTYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGA
VAMLRWDRHPSLDVRQGGRIEFRHATAQTGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRA
ASIIPTTTVATLAEAPGFAGTTTGCSAAGGVLAMAPGETRARYAFAGRIDLGTVQPVRLISDIELLISEARDLFWRPSGT
AMWTPPDARLWLGSTDAYGDVDLPVSVTDDAPAADPETARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVT
ALQAVFHPG
>MCF4115704.1 hypothetical protein JMK10_02490 [Rhodovulum sulfidophilum]AB33
MAEILTRSFGRFHAEVSSAEARLVIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKRVEDPADKAFREAVAE
LVDCAMKEEKVDGHHS
>MCF4115705.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MAITRDFAPRLMPAPQAAHYLGVSESTLRTLDLPRRVVGAKRLFDRLDLDAFADSLATEGAAAEVNTCHGKFGRRAS
>MCF4115706.1 hypothetical protein JMK10_02500 [Rhodovulum sulfidophilum]AB33
MSWQVRAASVVTLRHIQTIHKGGRIYRYLRAPGGKRVRLPDLPMDDPAFLAAYASALASAPKITRAKPGAIAMLIEAFLG
GRDYLSRSESYRRTIRRHAEAIKAQADDALARDLREQDIEADLSPLCPNAAADRLKAWRMICRWGKPTDTWREIHRSLSS
VSRFPRR
>MCF4115707.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB33
MGKTNGYLARDPSLAVKRKPIPKTIGHPAWTDAEIDRFRAHWALGSVQRLCFELVFWTGARISDAVKIGPGMAGRDGVLQ
FTQKKTGEPAFVPWTCPLPAYAVRMEDDRKLLFAALEARVERHMTFLATAYGTTRSEKALGHVISNAASKLGIAKSAHGL
RKSRAKLLAEAGATVHQIAAWTGHITLEEVEHYTREASRRAAVRGEQMKKPVNR
>MCF4115708.1 beta-lactamase family protein [Rhodovulum sulfidophilum]AB33
MTTDRYIFTHRVAASTSDIGQAVGAEIFPYWSFTKTVIAICALRMVQDGQIDLDRHLPGYDFSLRQVLGHTSGLPDYFSL
PAYRRAVAEDDKPWPATHLRDAAMAQGRLFAPGKGWSYSNVGYMLARDVIEDVAQQSFSSLVKQMVCDPLGLSSVKLAVA
RRDFERVHWAASGGYHPGWVYHGCLIGTAADAARILHALFMGELLNAPMLAEMQITHPLGGAIEGRPWTECGYALGLMSG
RCGEAGRVIGHSGGGPFSVNAVYHFPDLPRPITVASFTDGRNEGVAEFAAIDAALRY
>MCF4115709.1 YoaP domain-containing protein [Rhodovulum sulfidophilum]AB33
MSIVTLTPGSLSNEHICCAISDKKCVTGYKAKKRWLSDQYEHGYRFSRLDERGKVFIEYGPGEHTWMPVEAPDWMVMGCF
WISGRFKQQGHGKALLQTALDEARAAGLAGLVSVVGKKKMHFQSDGKWLLRQGFREVDETESGFSLLALGHEDDGAVGIP
RFSESAKRGLPSDTKGITVFYSERCPFTDFHIGSSLRETCKKRGLSATVVKLDSLDKAQNAPTPATIFSLFVDDRFVTTD
LSVCMDSRFDKIIEKAGEGKALGL
>MCF4115710.1 hypothetical protein JMK10_02520 [Rhodovulum sulfidophilum]AB33
MSDAERHSRENFYQNLIWVVDGLPFKKNFEINHILPSPDDGFAKDLAWFPPGVHGGLFYRRSEHPEAQGDGNSLVLMHQM
REIEDQVNASYRGHHQFIWKRPRITWFAAKCPVFLDFGDERLLQLILYDAERPTWCVRQISKRKFLHDVNTEASACSVGT
RFYPLPKN
>MCF4115711.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MTQSDDRIVLAAAGSGKTTTAVELACENTEKRTALITYTLNGRSELEARAYRGFGAIPPHVTISSWYSFVLTHFVRPYQN
HLHDRRVDTINFERAPITRRRFRKCQISPYFFSSPNRIWSDRATDFACKLIDETNGQPINRIQGVFDLIVVDEAQDLAGW
DLELIEYLLQSSVEVALIGDHRQATFSTNDNPKNKKFAGEKIIQKFKGWERSGFVHIEHQSHSYRCVQEICDFADQFFPD
CEPTASRNARITGHDGVFLIRQKDVERYFREFAPQTLQWSKAGGEKIGTPLNFGDSKGMTFERVLIYPHKNFRNFLKTGN
MDLAGQTKTKTYVAVTRARQSVAIVVPDNFTPKVGTIFQFQG
>MCF4115712.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MPIQRVVIKNYRALKDADVVFHEGVNVVVGDNEAGKSTLLEAINLALRGQLNRRAVQYELHPLLINVHSVSDFIESHQQG
RPTAPPEISIEVFFADTPEVAVLRGSNNSEKTDACGVSLTIGLDEAFHAEFKSYVADPEALNGVPIEYYKVTWQSFAGAS
LSAQAIPLKTALIDPSSISNSYAANKYVLEIVRDYLSKSQSVDLALAYRSMREEFQDDARIKAINDDLSTKQGVVSDKVL
SVAMDTTTRSSWETGVLPHLDNIPLTLAGKGEQNSVKIKLAIEAAESCDLFLMEEPENHLSHTNLGRLVSHLAERCEGKQ
LIVSTHSSFVLNKLGIDRVMMFNGESAVTLDDLPADTKSYFQRLPGHDTLRLILASRSILVEGPSDELIVQKGFRQKHGS
LPLEQGVEVISVGTSFKRFLDIARLLKLDVSIVRDNDGDPEGKKALFSDYEADDTIHIHIDGDASARTLEPQIVKANGLQ
KLNQMLGTVFATEAELSDHMEANKTDTALTLFGHADQLVIPGYISDAIR
>MCF4115713.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB33
PALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPLRYAWGH
GAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVHSAAEERELVALTGRL
CGA
>MCF4115714.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB33
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLHSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRGDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MCF4115715.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB33
MSTSTNSTKKPSKRNPKVVISADDLGHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MCF4115716.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB33
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALLFFVAFGAAISLFLGQ
GAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIGWRTTRILTRDSTYAIIPNSQI
ARQRIINYSAPRPQYRAQVAITLDHTTPVGRARELMLNALKNAKLIQQNPAPDVRVLAYEEGGITYALRFWLSRFDLDSD
CRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MCF4115717.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB33
MAKVPTARIDKLLSSMGYGSRKDIARIARAGEITLGATVLVDVTKRIPIMPDLPHRMTIYGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGVKLPDGLASGEWRLLSEEEVS
SIFQ
>MCF4115718.1 HNH endonuclease family protein [Rhodovulum sulfidophilum]AB33
MAFPPDAVRVASLTLKQITSSLRVHGRWFAPYTGQVITDAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPV
NASANRSKGARGPLEWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELVALTGRVCGA
>MCF4115719.1 hypothetical protein JMK10_02565 [Rhodovulum sulfidophilum]AB33
MTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNADPRQIAEAV
RQVSREEAQRVYARQRREGR
>MCF4115720.1 hypothetical protein JMK10_02570 [Rhodovulum sulfidophilum]AB33
MGHGPAAAACAAAAEEGSIRIAARDDGTYDLHVELPSARSYEDALSINMVIMKVLAYDLRPMERMEFELDEEAFFAEIER
LYGKGDTD
>MCF4115721.1 hypothetical protein JMK10_02575 [Rhodovulum sulfidophilum]AB33
MPKLKGSTAREIQIDMIGQVPPKALLLAIEAAEAGPQISDLEDAPLLENWFFIKREGDAIRAEGDLSGHPTISDPWVTTS
PVIGFYYEFGASKGWLRSFSRWYRLGAVCEAVGDIPGPEGAVGRALAATAARLETHRNIWREGAQRECITP
>MCF4115722.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB33
MIQSAKGKLATNALQGKYGKGFPADLVKRTRAMLTALDAAVAVEDLRFPPGNNLEELKRDRAGQHSVRINDQWRICFVWT
PKGPAEVEIVDYH
>MCF4115723.1 HigA family addiction module antitoxin [Rhodovulum sulfidophilum]AB33
MSLLHDPMHPGEVLKELYLDPLDIGAIGLARRLGVPRTRIERLVKGATSMTPDTALRLARVFNTTPEYWMNMQTNFDMHA
AIQQIDVSEIEPLVA
>MCF4115724.1 IS3 family transposase [Rhodovulum sulfidophilum]AB33
MAAWTWRSPSGSVGDFAMMPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHTRELLGWHLSKSGKATTASAALEHAL
IARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFETIQHAMRV
IGDWISFYNNRRPHQALAMRTPAEAFTLAA
>MCF4115725.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MSTLGDDLIQAMTEALAHAKGEGPAVVHAPIAPQEVREQAKLTQAQMAPLMGMSLSGYRKWEQGQRRVSGPAATLLRLIQ
KEPDVVKRALLS
>MCF4115726.1 hypothetical protein JMK10_02605 [Rhodovulum sulfidophilum]AB33
MTRDHLLLPPVYSFYRSNISPDIIESQAKVFKHLGIDLIQCLDDRVSHSDWLDRVFNEDRDLTVVCDIDAFPLSRAAYIR
FIERVRLGAVVGLEQVANHLDLSATYAGPMFLGCLSQIYQDLGRPSLAHTERMDVGQNLTIAAEKRGVTIEMIAPQFAIL
PKWPLADRGIFGIGTFYGSLDFFHLFESRKDSSIALFKAVSECVVGGKHDFARYLAEVAQTPIPKKRRKFWSF
>MCF4115727.1 hypothetical protein JMK10_02610 [Rhodovulum sulfidophilum]AB33
MANFLRLTRALKMRNVPNNGWITLGSFASGSFVPGGVNHLTEAQAKDALSDIYGAVTGAILRAAILAHAPDAVSPGWHTF
DMLRPGDGATGLIWSYDKAGSIQNVEKPEFEYGYEYALVFEAVATNRKRSALQISIRPEVTGTWSPFTSFPGAGFAPGDI
CSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVTTGAPEASALSAVRVRWAEGSTINELSRTGRVRLAAEFGITIARGV
ARAIDFAKGIIEDKQSGLPPAHSLRRTETVR
>MCF4115728.1 hypothetical protein JMK10_02615 [Rhodovulum sulfidophilum]AB33
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGDLSSGVTLPLGALRILVIRPELSER
>MCF4115729.1 hypothetical protein JMK10_02620 [Rhodovulum sulfidophilum]AB33
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARSPAARG
>MCF4115730.1 GTA-gp10 family protein [Rhodovulum sulfidophilum]AB33
MANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDILS
EDPGVLLRLFRAASPELAETEDDSEDGREDGPGKPLPAPAAG
>MCF4115731.1 hypothetical protein JMK10_02630 [Rhodovulum sulfidophilum]AB33
MSDDITEADIGHGARLGLQAEDGSFQDLAMVTRIKPVGWTRDEEEGTHLQSPGRYKQFLPGLKEQTPCEADLNWVPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MCF4115732.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB33
MEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARAT
TACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>MCF4115733.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB33
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRRAAEPLAERMRANAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPLLDRLREEMKAEIDKSVRRAEARAARAAARG
>MCF4115734.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB33
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LTCDGLSFGISGIRELAADPRFLELTCTARTDR
>MCF4115735.1 head-tail connector protein [Rhodovulum sulfidophilum]AB33
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPAGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>MCF4115736.1 hypothetical protein JMK10_02655 [Rhodovulum sulfidophilum]AB33
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAETPAPKRKGKPAPAPDPDPAP
>MCF4115737.1 phage major capsid protein [Rhodovulum sulfidophilum]AB33
MKIMMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAPAPVSSYGWSQ
ADAPVRKIIHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRL
RLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDR
QEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGGFTFA
>MCF4115738.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB33
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDELAAMLDRETWIGGQAALDQGFADSFLPADQLETAPGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MCF4115739.1 phage portal protein [Rhodovulum sulfidophilum]AB33
MIGRAMQGAVKGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRQSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVVPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGR
MLDAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAANELRA
QTALAPLTDLGKEQP
>MCF4115740.1 terminase large subunit [Rhodovulum sulfidophilum]AB33
MTGASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGAR
QVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLDALIASSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>MCF4115741.1 hypothetical protein JMK10_02680 [Rhodovulum sulfidophilum]AB33
MAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMVEGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPE
REAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MCF4115742.1 HNH endonuclease [Rhodovulum sulfidophilum]AB33
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MCF4115743.1 hypothetical protein JMK10_02690 [Rhodovulum sulfidophilum]AB33
MQDRAMMMDRQMQMQGQRKRPARRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELPDGWQPILRRN
RKGVIVQDRARYTPCVWSPTQSQIAAAHRAYLDWWGYLLEVQAALGAADLTRIRITRDMPPMTPWR
>MCF4115744.1 hypothetical protein JMK10_02695, partial [Rhodovulum sulfidophilum]AB33
YREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSFIPAKRDAT
GYRGLRFTDEFAVRMADRRDHGGAGAPVAEPF
>MCF4115745.1 hypothetical protein JMK10_02700, partial [Rhodovulum sulfidophilum]AB33
MTGDDLVFRAFSGEASGPKLARATLPVSAVAGRRGTIYVEIDRTAGTVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGW
RPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTV
TEDMLTGGIQVTARKPFAVRAASIIPTTTVATLAEAPGFAGTATGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRL
ISDIELLISEDRDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSLTDDAPETGRWGPWQSFDAADFSGRAFRFRAVL
GVESPDYTIGITGLTVTALQA
>MCF4115746.1 hypothetical protein JMK10_02705 [Rhodovulum sulfidophilum]AB33
MPESQALMAYDIGFAIHDGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLS
GLDPEVVALAELEEFQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPE
DQKKRFPGDQGFDLVQAIQNREDTWGRS
>MCF4115747.1 hypothetical protein JMK10_02710 [Rhodovulum sulfidophilum]AB33
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITLDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MCF4115748.1 hypothetical protein JMK10_02715 [Rhodovulum sulfidophilum]AB33
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVALADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MCF4115749.1 DUF2190 family protein [Rhodovulum sulfidophilum]AB33
MKNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKTAAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>MCF4115750.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB33
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGCPCEGEAIRAALEAHPGRVTVIV
SGFAASAASLMIMSAGRIEMTAGSFLMIHNPSRGLYGTAADLRKKADDLDKLARIYASVYAARSGRAVEDVMRMMDEETY
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEIPTM
TTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVTRAVQAERERARSIRSLAQPSMRAGLLSEAQVEAVIDEGVS
LAAAGNRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRKA
VADGFLSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEYE
QAMLEDQAEGLKLVRRGRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKALFHADHGNLA
AAAGQISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPNL
GASVSGGSDSAWYLVSSELPPISVAYLDGYETPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>MCF4115751.1 phage portal protein [Rhodovulum sulfidophilum]AB33
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRHALPGLQWQVMNAVFSDGEVLV
RRRARNLAFEPGLLLPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPAR
QILHVRRTERPGQMRGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQ
KVTPSEPPPLDGYAEFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEA
WQVAGASAGLPPAPRALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARDPAPDTTKE
EDIAHGGV
>MCF4115752.1 terminase small subunit [Rhodovulum sulfidophilum]AB33
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>MCF4115753.1 hypothetical protein JMK10_02740 [Rhodovulum sulfidophilum]AB33
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MCF4115754.1 hypothetical protein JMK10_02745 [Rhodovulum sulfidophilum]AB33
MTKGVPSIADVSSRHSREIAIGIVAKIGTTRSIDRKPAGQTAGSMFETACQCFVSESFARLEHLRPGVFAVEKGQSISQF
DQYSHLDELQALARANKELRTLLGADYLIKPDVVVIRHPESDENINDQGMLVDGSVARRTALRSANGAKATLHASISCKL
TIRSDRVQNTRSEALNLVRNRKGRLPHIVAVTAEPLPSRIAAIALGTGDMDCVYHFALPELVETLREQERESLELVETMI
EGQRLRDIADLPLDLVI
>MCF4115755.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB33
MRRNLTSVELCAGAGGQALGVEQAGFDHQACVEVDDWCRKTLNLNRPSWNVLEGTQCDLTTFDARPYAGVDLVAGGVPCP
PFSKAGKQLGAQDERDLFPAALRVVDEVRPKAVMLENVRGFLDAVFHDYRLKLKSQLKSMGYSFVEWHLFNACDFGVSQL
RPRVAIVAVHQNYADKFEWPKGGDLHPPTVGECLRDLMSANGWTGAEAWAAQADEIAPTIVGGSKKHGGPDLGPTRARRA
WEALGVNGKTIAEEAPAPGFEGMPRLTVRMVARLQGFPDDWAFAGRKTAAYRQVGNAFPPPVARAVARNIHAAITARRLH
AVA
>MCF4115756.1 hypothetical protein JMK10_02755 [Rhodovulum sulfidophilum]AB33
MQDRAMMMDRQMQMQGQRKHPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATMVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRAYDSAELPDGWQPIPRRN
RKGVIVQDRARYTPCVWEPSPARIAAARRAYLDWWGYLLEVQAALGAADLTRIRITRDMPPMTPWR
>MCF4115757.1 phage/plasmid primase, P4 family [Rhodovulum sulfidophilum]AB33
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPGDPGSAPGDGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCI
HFGQDLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAER
AEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFS
TVAAEGMSPVAELRVQPEHLRGDLLSKIMPVAYDRTATAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYG
GGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMI
RALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEG
GLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHP
HTGKSFIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>MCF4115758.1 hypothetical protein JMK10_02765 [Rhodovulum sulfidophilum]AB33
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTRELEPDPAELARRKAAREKEARQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRALLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDRPKGKAVIAHEGETLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MCF4115759.1 hypothetical protein JMK10_02770 [Rhodovulum sulfidophilum]AB33
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAYERWRRETGKA
>MCF4115760.1 hypothetical protein JMK10_02775 [Rhodovulum sulfidophilum]AB33
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>MCF4115761.1 hypothetical protein JMK10_02780 [Rhodovulum sulfidophilum]AB33
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MCF4115762.1 hypothetical protein JMK10_02785 [Rhodovulum sulfidophilum]AB33
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCF4115763.1 hypothetical protein JMK10_02790 [Rhodovulum sulfidophilum]AB33
MEQLIAEVRAYAEATNKSPEKVLREAIGASWGAWAAWQAGTSGPTMRSADRLRAFMTANPAPAKQEDTAC
>MCF4115764.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MQQETSPYFRPVSLCNLSSMGEIGDDFLAGLERIMDARGLRAAPLSEAAGLSKSFIRDLRRGKAASPKLDTAMKVARALG
ISVEEILAAANGSVAGVPTISIAGRVGAGAKVPVFEAYERGAGPQVECPVGLSPQGIAAVEIVGESMEPVYSAGDLLFYS
RPTHEGVPSEAIGRRCVCECERGFGWIKLVKLGSQPGYFHLIALNPDAENQHDVRLKWAAPVRLHWPADLAKRV
>MCF4115765.1 hypothetical protein JMK10_02800 [Rhodovulum sulfidophilum]AB33
MKTILTTAVLALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGGESS
DT
>MCF4115766.1 hypothetical protein JMK10_02805 [Rhodovulum sulfidophilum]AB33
MPRIPKIPELPATYGFGTWRDALLGLFIGLAFIGSAWGGLTLARIAKASL
>MCF4115767.1 hypothetical protein JMK10_02810 [Rhodovulum sulfidophilum]AB33
MAAILAIAPQIADRLAAEAAAARIEANTARVVAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MCF4115768.1 hypothetical protein JMK10_02815 [Rhodovulum sulfidophilum]AB33
MSVFDSIAPPPDALAAFVAEWRGASPEVRLAAIRGALHRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAT
RLCPFD
>MCF4115769.1 hypothetical protein JMK10_02820 [Rhodovulum sulfidophilum]AB33
MADESTAPDIAPDAEPEWILKFSIKGGDTVEWVAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>MCF4115770.1 hypothetical protein JMK10_02825 [Rhodovulum sulfidophilum]AB33
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRVRLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MCF4115771.1 hypothetical protein JMK10_02830 [Rhodovulum sulfidophilum]AB33
MAEILTRSFGRFEAEATPAKARLTIRRDGKDMMRLFGRDLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRDAIAE
LVDSVMKEGKPDA
>MCF4115772.1 hypothetical protein JMK10_02835 [Rhodovulum sulfidophilum]AB33
MNKHLRTDDRVRRLVSAVEACGKTVQRVIVRGREVELILLRDQDEIDEFEAMDLRR
>MCF4115773.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB33
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLDAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>MCF4115774.1 hypothetical protein JMK10_02850 [Rhodovulum sulfidophilum]AB33
MVENRLSWRRFCGPRPAQPGPREWARERHQGGRDHTEIWAIALAHMARKDMNTRRTVGYSKAKSHADGSKPVNRALPTFG
DTSLISIAP
>MCF4115775.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MCF4115776.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB33
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWSPLGWIGLGLTVWVYYFFRDPERMTPVRPGLMVSPADGIVSLLEP
AVPPVELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQTLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MCF4115777.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB33
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>MCF4115778.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB33
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MCF4115779.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MCF4115780.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB33
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPATGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MCF4115781.1 malate synthase G [Rhodovulum sulfidophilum]AB33
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPV
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
SPDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSIAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLSMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>MCF4115782.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB33
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVIAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MCF4115783.1 hypothetical protein JMK10_02895 [Rhodovulum sulfidophilum]AB33
MDKQTVFAVEALEVGARAAQARGLGLPCGSLWQGRPARPPGLGNDLRSRAETLCIADETGSQIKRKLGPGNMADLIHLAI
ATGPSTGSTGAKSRGRAAAT
>MCF4115784.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB33
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLARIGPLLDAAHARLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFLLSINDRPEIRDLFGAFVIEEVR
LTYSVSKSGATAARELIIANREVRVGLV
>MCF4115785.1 hypothetical protein JMK10_02915 [Rhodovulum sulfidophilum]AB33
MIWVFSIAADITTPNPPEGYVRAETEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSVWWDRR
>MCF4115786.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
MRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENIYVHEGSLGHEMLAIFDVTFP
>MCF4115787.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB33
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPPEAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>MCF4115788.1 hypothetical protein JMK10_02930 [Rhodovulum sulfidophilum]AB33
MKLKIRKAFGRVSLWLMLNVLVFAGLLGIDLSRLPKPSWWEDVVPLATSMLAGGLVSFFFYWLVVYEPERRKRHIIKRNL
SKMYARIKEEILYNVVFASRKGGRVDLVASPDIIKSLLTVEGFKAAFSDGREADEGFYAFENQMSDDTPEFREIVLNLEL
LAKQIEFILHNYTMDDEHLFDFFKGLELLLLRLRHSSPGYDESKPLCSFIYQLFSGWSQIEGYLGYSVVDKMIEDI
>MCF4115789.1 hypothetical protein JMK10_02935 [Rhodovulum sulfidophilum]AB33
MLVEVCGDQVEGQVALFGVEYRMRSNDVARWGREVPHPECDFGRVKDAVDLQKSLDRAEALWVRANEFCHAAQTLFGGHG
QGKLTSSLLLLGYCAELIAKKRLLERGVPEDSLSRQPYSHNILSMWQSDPKLWEEAEIVYLESGGRDDFLIHMCVLDYLC
GGRSKYSIRYNEYRAHYPEARYLLPVFLEIIKRERMRQEAWAPTLSVQEYDSRKFR
>MCF4115790.1 hypothetical protein JMK10_02940 [Rhodovulum sulfidophilum]AB33
MVVTTKTKFESVMDFSCVLTPRNIPLDSLSFINTKLISIEILANDLPVLADAHFKQEFKRSEDNPEVATYNSIFQSRIAS
SCESLCSSVYGAGEIAAKFIGPRFHPQMPNNFRGLKERLKAGDLKDYGLNPTLFDFEGHELILAARSETSHYSSVFVAMP
SSERRTLSFKTLSEDMQRVETSSIPLEIFVSSALASIENLKTLICIFFDNVVFPQLNLDIMIRGNVSRDSRGIPIVKNGL
LSPLPDISVRDHIIRCGLEHLL
>MCF4115791.1 hypothetical protein JMK10_02945 [Rhodovulum sulfidophilum]AB33
MRKWLLKRLMHFISWRSQREIQKLHDPNRGNPHNGSFIVRRSLKSDFGRQVARMHWSNRPFANRYDIVRISHKDNHIFVP
VLGLGEDESGHIARLGYDLRRKLNLPKDATVKEERFNLTIEKAGFWGQLYWYLSANDPAVKVPAWLAFWSVMLGLAGFLL
AILSLCI
>MCF4115792.1 hypothetical protein JMK10_02950 [Rhodovulum sulfidophilum]AB33
MQNNDWRNGFTLGLIIGATASVILLLIVSTVPVGGSNSTSDWLSSISSVLSVLISAIAVVLVAATLTATEETLKETKKIS
VNQTRAWLLVKSVEVSQSQQLDKISFRITLQNYGPSPATNIRSEIYIYNDPYPFLYARAWDDLTSDFAISNLPPGTDFYR
FYNDWPIEKSERRRTRVRIRFSYKILDGTVVEEFAEWVLVKDESELYVRPAMPVDFESRGIGPTLN
>MCF4115793.1 HNH endonuclease family protein, partial [Rhodovulum sulfidophilum]AB33
DLDIDHIVPLRYAWSHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLV
HSAAEERELVALTGRLCGT
>MCF4115794.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB33
MNEMRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHY
PQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGISPNSGPLFSLAKIGPLLDAAHTRLD
GVVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGA
>MCF4115795.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB33
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAITRRRA
>MCF4115796.1 lysozyme [Rhodovulum sulfidophilum]AB33
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEARLDRLIADP
LEDRIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWGGA
>MCF4115797.1 hypothetical protein JMK10_02975 [Rhodovulum sulfidophilum]AB33
MHLVPHWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MCF4115798.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB33
MKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIRFGLRNKGKSGGGRAIYFLMVNDDVAIMITA
YMKKEQSDLTTTQRKAILKMLEDLHDD
>MCF4115799.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>MCF4115800.1 hypothetical protein JMK10_02990 [Rhodovulum sulfidophilum]AB33
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRTEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCF4115801.1 hypothetical protein JMK10_02995 [Rhodovulum sulfidophilum]AB33
MLSINDRPEIRDLFGAFRIEEVRLNYSVSKGGATAARELIIANREVRVGLV
>MCF4115802.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB33
MNEMRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHY
PQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLARIGPLLDAAHARLD
GVVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGA
>MCF4115803.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB33
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCF4115804.1 lysozyme [Rhodovulum sulfidophilum]AB33
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
IEARIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKAGQLCHEGLDGVPA
EVPFRWGGA
>MCF4115805.1 hypothetical protein JMK10_03015 [Rhodovulum sulfidophilum]AB33
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCF4115806.1 hypothetical protein JMK10_03020 [Rhodovulum sulfidophilum]AB33
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MCF4115807.1 hypothetical protein JMK10_03025 [Rhodovulum sulfidophilum]AB33
MTQATYLLDTGHTKAQAFAMLQGALLALQSNNADAAEPVETAPGMFWLDTAARALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKEGSIQNVETPEFEDGYEY
ALVFEAVATNKSGSRLQISVRPEITGTWSPFTFFSGGNFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGLEDLAVTT
GASEASALSAVRVRWAEGGRINEVFRTGRVRLFKRREHLTG
>MCF4115808.1 IS66 family insertion sequence element accessory protein TnpB [Rhodovulum sulfidophilum]AB33
MANYVMTNFELDPFSDAFFVFRSKGRDKIKVLMWDGTGLVLIYKRIEGAGLAPPSREEQIRLV
>MCF4115809.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB33
MSGILPIAVKTVRDLSPSMMRLVFEIDGFERLRPTPHPDEWVSLWFPDATDALPRPLPRALAGPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGQLLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGDAAQLPCPAETFVSGRDYVWIAAEAAVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>MCF4115810.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTLFSCHDLERRDGRRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQDRPDGGRIDFMHRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>MCF4115811.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTRTIAAPVLLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLRARVIATPLAGAVILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALGLLGAAVLLSVCETLHLPGLSVAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPLGALAGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>MCF4115812.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTAGRPLSRRQLVAGASALAMMTGRGAHAEVPGPPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTAD
AGLRSWPNLEALRALRPDLVVALEGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGLD
AALAPPVPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPAR
LLHQSAIWQALPQQRAGRVGLLPPAWVFGGVPSAIRFARLLEAA
>MCF4115813.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB33
MTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPSEALQIMLGQ
SGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGANLRDVPQAVNVVTADQAEAQ
GARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYGQAT
PGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTWKLD
PGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQVLR
YSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALDYVS
MGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRELTGR
LGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNTSFN
TQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGGLRH
VGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MCF4115814.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB33
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAVGAAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRTRRDLTLHRGEAFFQVAPDPARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDSDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSQAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MCF4115815.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB33
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSTSGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MCF4115816.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB33
MAEEVSIKGKDAKAWNKRPDLVLYVNGIALGVVELKKSTVGVGEGIRQTLDNQRPELIQHFFTTVQITFAGNDSEGLRYA
PIQTPQPYWLAWKEDSEISARLDRDVIRMMAPARFLELIHDFTLFDAGIKKIARPNQYFAVKAAQERVAAREGGIIWQTQ
GSGKSLIMVMLARWIREAFPDGRILVVTDRKELDSQIEEVFGNTGDKVRRARPGNDLMAALAEP
>MCF4115817.1 hypothetical protein JMK10_03075 [Rhodovulum sulfidophilum]AB33
MQATTTALRYEMSNQIRNVFGDLWNGEWSCGGSRRGRPKMKCVSPETYCRIAQEIGIDPVDALFLGFAHAGFFTGNFRGG
AFVGRHDRALVGQD
>MCF4115818.1 hypothetical protein JMK10_03085 [Rhodovulum sulfidophilum]AB33
MKRKILIAVALIVAVVALLPAAFSVWRMKMLLPEGEVTLAGHEGGMVCSSDAYNAFVPLMSQAGEMGLSQMPFEGTAAEQ
RAILDRYAALGLTGPETVVTSVNLDDGKVYANTCAAERCTMAEMAAAEAMCWQDTRNCIYLAIRFRGQDHCVLAPAKDAP
>MCF4115819.1 hypothetical protein JMK10_03090 [Rhodovulum sulfidophilum]AB33
MTSDGYVRLRGDTLFMELENGIEMVLLHNRRNQPLQRLARRASCSPSSAMSCLESHSVTQDPSIMQQSPLKWSVEAKSQR
MRLKSA
>MCF4115820.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MGQVRHGCATTTHAIRAAIQRSQASNAELSRELGINPKTVAKWRKRQTVEDRKTGPKEPRSTVLSEDEEAV
>MCF4115821.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB33
MTDSASEPEASVLSRIAGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
DGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MCF4115822.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB33
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVAARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MCF4115823.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB33
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MCF4115824.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGI
IEALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGS
IYAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLGVLVLFALFPELVTWLPETLLPSLK
>MCF4115825.1 hypothetical protein JMK10_03130 [Rhodovulum sulfidophilum]AB33
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAAQFVDEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPVMERLMEGHPDLRWAPLHVAPAGAAFGAPQ
>MCF4115826.1 hypothetical protein JMK10_03135 [Rhodovulum sulfidophilum]AB33
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPERRLEIVSEIAEPASVALDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMSAYCLGPG
MLSGTPPGDARARIEPLPMPPALALRYAGYKTPTAEVLARIARAMEGREVEFAALYDRMGECASAAIAAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MCF4115827.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB33
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGTDAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGARENGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IQTRDFLRLGALSEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>MCF4115828.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB33
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPLEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGESYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MCF4115829.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB33
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MCF4115830.1 hypothetical protein JMK10_03155 [Rhodovulum sulfidophilum]AB33
MDRIEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MCF4115831.1 OmpA family protein [Rhodovulum sulfidophilum]AB33
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTETGA
RFDACAADTEDAAALIVAAAREAGAPEDTTCTLGLGAPSAEWGPAAASGIEALAQLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAGADDATEAALPDADAT
EEAATEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>MCF4115832.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB33
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAV
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MCF4115833.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB33
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEGRRLMFCDEALVGAAQVLGAAPKGPWAILIGPEGGFSETERTRLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MCF4115834.1 hypothetical protein JMK10_03175 [Rhodovulum sulfidophilum]AB33
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MCF4115835.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB33
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MCF4115836.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB33
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWEDVAAGALAPGLSIGEGIFCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVA
YWR
>MCF4115837.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB33
MNIERLLQEALGSGQARSQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGA
>MCF4115838.1 TIGR00366 family protein [Rhodovulum sulfidophilum]AB33
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MCF4115839.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB33
MATRAVSLRHLIRSTPVRQALVLVAVVALANLLSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGAHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPDTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERDKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MCF4115840.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MCF4115841.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB33
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPRAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MCF4115842.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB33
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MCF4115843.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGAGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEAGYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MCF4115844.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MSRLLALALALLPMTASADSHACSEGFAQIRPVVSEKVSADPTHQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDTAEARSEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGAACLGEGQTVGPMVAP
>MCF4115845.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIESRPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAAQQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MCF4115846.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB33
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLASGVMVVCALVFALR
RAATADTGIRRRA
>MCF4115847.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSEDGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MCF4115848.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB33
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDEVIERLPAGLRAIRYDMRGHGLSSCPAGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLIRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSRRYCQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MCF4115849.1 threonine/serine dehydratase [Rhodovulum sulfidophilum]AB33
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQADDEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLASGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEAMRAMAAAFERLRVVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>MCF4115850.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMANIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MCF4115851.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB33
MPITTCIFDAYGTLFDVSAAARRAAAEPDHDCLVGHWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLQDLAEIPSLVEALS
>MCF4115852.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MCF4115853.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB33
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MCF4115854.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB33
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MCF4115855.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB33
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEAGEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MCF4115856.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB33
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MCF4115857.1 transcriptional repressor [Rhodovulum sulfidophilum]AB33
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MCF4115858.1 hypothetical protein JMK10_03300 [Rhodovulum sulfidophilum]AB33
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHTGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MCF4115859.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB33
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSVE
>MCF4115860.1 hypothetical protein JMK10_03310 [Rhodovulum sulfidophilum]AB33
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>MCF4115861.1 PhoH family protein [Rhodovulum sulfidophilum]AB33
MGISALTPPPQTEDVHEMLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARL
ETGQPVEAGDIDGALRLGETASPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTY
IAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMR
GRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRH
PLVARIIEAYDADDAKT
>MCF4115862.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB33
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MCF4115863.1 hemolysin family protein [Rhodovulum sulfidophilum]AB33
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>MCF4115864.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB33
MRPARFRRVFDRPAWPTWAAFGLGLGFALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDARGRVLASLPLGRAGQITAPLPPALDETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MCF4115865.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB33
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MCF4115866.1 tRNA (guanine(46)-N(7))-methyltransferase TrmB [Rhodovulum sulfidophilum]AB33
MSDETRKSPDHTPDTESGAPTRAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRAPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>MCF4115867.1 amidohydrolase [Rhodovulum sulfidophilum]AB33
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRLWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MCF4115868.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB33
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGGATCATHL
DHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MCF4115869.1 GFA family protein [Rhodovulum sulfidophilum]AB33
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLLIEGEQCWFASSAGAQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHVFCADKGAYYEITDGLPQAPGLSEDIA
>MCF4115870.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB33
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MCF4115871.1 hypothetical protein JMK10_03365 [Rhodovulum sulfidophilum]AB33
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELWPGDLGNHLRRDIGLPPLPEPRAEPPRWM
>MCF4115872.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB33
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MCF4115873.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB33
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MCF4115874.1 lipopolysaccharide assembly protein LapA domain-containing protein [Rhodovulum sulfidophilum]AB33
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MCF4115875.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB33
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MCF4115876.1 hypothetical protein JMK10_03390 [Rhodovulum sulfidophilum]AB33
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAENNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MCF4115877.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB33
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDSEALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MCF4115878.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MCF4115879.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB33
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRGKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LSPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGAAPAAPKAPAGSTVPRPGQAEAATEYSRTPLQKLADRFR
>MCF4115880.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB33
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>MCF4115881.1 hypothetical protein JMK10_03415 [Rhodovulum sulfidophilum]AB33
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSGVPPVDPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>MCF4115882.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB33
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MCF4115883.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB33
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MCF4115884.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB33
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MCF4115885.1 nitroreductase [Rhodovulum sulfidophilum]AB33
MPDPRPEVLDFLLTRRSRPAKTLATPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADLVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MCF4115886.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MCF4115887.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]AB33
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MCF4115888.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB33
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAVAATRDHRGFLLNRGAGRPMVTLKLASSFDGRIATAAG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSVWQARGARLIEVATGAGGGLDPAALLPALGAAGLTRVFCEGGGSLAAALLGAGFVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>MCF4115889.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB33
MLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGSDTIRAGDTLGLTVFEN
VDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGV
GKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDFTALGA
TGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDF
AIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MCF4115890.1 riboflavin synthase [Rhodovulum sulfidophilum]AB33
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GGRINLERALKVGDELGGHIVSGHVDGVADIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MCF4115891.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB33
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MCF4115892.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB33
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MCF4115893.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB33
MTGARKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MCF4115894.1 hypothetical protein JMK10_03480 [Rhodovulum sulfidophilum]AB33
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MCF4115895.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB33
MPDPVSQPLSSSLAPGQLLARGACRHLRDLGFACVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MCF4115896.1 DUF6324 family protein [Rhodovulum sulfidophilum]AB33
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MCF4115897.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDY
SGAAEASITDRVALFDDLVSARARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MCF4115898.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB33
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MCF4115899.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMADGMPIRSSRWIV
RRWEGATCRAACAGACHPGGRPC
>MCF4115900.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB33
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MCF4115901.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB33
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MCF4115902.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGHATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATG
AQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVAPRPRTETAIPTAAPPPA
AGFEPPKRAVNDAGWQDF
>MCF4115903.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB33
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDNGQVWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEGVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MCF4115904.1 YcjX family protein [Rhodovulum sulfidophilum]AB33
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MCF4115905.1 YcjF family protein [Rhodovulum sulfidophilum]AB33
MTRRPVVFDLEDEEKVSARPARNAAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MCF4115906.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB33
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQHLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MCF4115907.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPVVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVGDVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAAGAKERFLGN
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MCF4115908.1 hypothetical protein JMK10_03555 [Rhodovulum sulfidophilum]AB33
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MCF4115909.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB33
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKAPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MCF4115910.1 DUF484 family protein [Rhodovulum sulfidophilum]AB33
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGNAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MCF4115911.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB33
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKALSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MCF4115912.1 primosomal protein N' [Rhodovulum sulfidophilum]AB33
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDAVPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQSLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEAKPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MCF4115913.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB33
MDIVQLVDRLGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MCF4115914.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MCF4115915.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB33
MPTYSALTTLTAKEAAEALAEAIEERLNPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>MCF4115916.1 adenylate kinase [Rhodovulum sulfidophilum]AB33
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWVLAGSLLGWGDPLV
PRFSHVVFLTLPPARRLAQLRRREHLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIRLD
ASAPPAALVETAIAALDQTVGAA
>MCF4115917.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB33
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MCF4115918.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB33
MTARLALVAALVAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGWLTYPDGAVYEGQFRADMPDGSGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPAAPNAPLPAD
>MCF4115919.1 NAD+ synthase [Rhodovulum sulfidophilum]AB33
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLARRPAFLADVAARLEALARDCAD
GPALGIGAPVVEGGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMATALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLERDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MCF4115920.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB33
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVQGQAAWAEQLEKMAGIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDQAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MCF4115921.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB33
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVAQGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>MCF4115922.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MCF4115923.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB33
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MCF4115924.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB33
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWPDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVRDEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MCF4115925.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB33
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPMLNDRDAPRY
PRAQLLDAAERNTVDAGLEARGVRQFLPR
>MCF4115926.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB33
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHDAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MCF4115927.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB33
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MCF4115928.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB33
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVDVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPSLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>MCF4115929.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDHDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPPA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MCF4115930.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQ
AAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLR
QMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDE
ISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPSCHIPRDCRPAS
>MCF4115931.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKRFASVAILAASAACLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGFDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MCF4115932.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB33
MSASREPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MCF4115933.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB33
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MCF4115934.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB33
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLAGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MCF4115935.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MCF4115936.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MAAPSETARSVPRSVHASAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLG
PGSQSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAIL
IALIFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVA
YAIMLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MCF4115937.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MCF4115938.1 ribokinase [Rhodovulum sulfidophilum]AB33
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAAASGSVEDALLDRASVLLLQMENDPAQIERLIRRCRPAKAMSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGDEGAELCWQGQEISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLEGAAV
>MCF4115939.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB33
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQEKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MCF4115940.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MCF4115941.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTMRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MCF4115942.1 hypothetical protein JMK10_03750 [Rhodovulum sulfidophilum]AB33
MDMETRNIGAAEFMPGRRKDDPQLPELMAPIPRRDKIDTLPADGA
>MCF4115943.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB33
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQALGR
>MCF4115944.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB33
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFSARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKIGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRIRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGVEAR
AYGT
>MCF4115945.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLADGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAESTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLSERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSRDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MCF4115946.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB33
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MCF4115947.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB33
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVIPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPDDALAEARARLDLPTDSAAMAGRIARFFTERR
>MCF4115948.1 glutamine synthetase family protein [Rhodovulum sulfidophilum]AB33
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MCF4115949.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIIGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MCF4115950.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MCF4115951.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MCF4115952.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQKVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MCF4115953.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB33
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MCF4115954.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB33
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEAPLPGDHPYLR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMAPFRAHVMAQDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTAPGHAG
>MCF4115955.1 CTP synthase [Rhodovulum sulfidophilum]AB33
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MCF4115956.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB33
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGTAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MCF4115957.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB33
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAVLLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MCF4115958.1 DUF6524 family protein [Rhodovulum sulfidophilum]AB33
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MCF4115959.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB33
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MCF4115960.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB33
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MCF4115961.1 hypothetical protein JMK10_03850 [Rhodovulum sulfidophilum]AB33
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLSAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPGAPPSSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDNHGATREPSPPDG
SPEAQKTEITASEEAPAPSSDDRNSRDRAADSETPPHPGAGTSPPSPPRARVLKLRRDDLSAPRPPDEDAEQSAPGLQPA
ETDEAGAAAAAPVRLTDPAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAQETEAKTGLATDPTGKDKASAEALRLDAPILPM
TEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDEAAAPQQAAGANRTA
>MCF4115962.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB33
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPGAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDMAVAALMPPVVVAASG
>MCF4115963.1 hypothetical protein JMK10_03860 [Rhodovulum sulfidophilum]AB33
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRVRPHGAAAIADIFARHDMTSISPREIDTMAEKLRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGDPTEWREAFLARLEAFQAAAHP
APTGPSTAESLVLARAT
>MCF4115964.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB33
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLLGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMKPGTPLTETERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MCF4115965.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MCF4115966.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNSRS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAVQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLYAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSMLYDAFGPDRVLVLSPVQPRRLAV
EGRAELEDAPIIYVHSKVSIFDGDAAVLSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALD
PWTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MCF4115967.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB33
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLSRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAAIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPPLPAPKPAETA
>MCF4115968.1 CsbD family protein [Rhodovulum sulfidophilum]AB33
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MCF4115969.1 hypothetical protein JMK10_03890 [Rhodovulum sulfidophilum]AB33
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>MCF4115970.1 hypothetical protein JMK10_03895 [Rhodovulum sulfidophilum]AB33
MPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLF
AFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTP
PALLPEDLRPVEES
>MCF4115971.1 histidine kinase [Rhodovulum sulfidophilum]AB33
MLRLHLRWQIVLCVGLMQLAALALAALVLFQKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSTTLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRELVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGPPARAVEGRGLTAMRDRVDALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MCF4115972.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB33
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRADGRPLPRAGATAILAPAGREGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MCF4115973.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTRETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MCF4115974.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTPASRGMDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSE
RPTALIFQNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAV
LLLDEPLSALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFV
GEMNRLPGRIEQAGGATARIATAGGSFVAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLI
VETPAAALTVQQVNAGAGSLPEGALRLGFSEAAGVILPEGETADDAA
>MCF4115975.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRIDVLALDRAAADGPGRLA
AIDAERAVLSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MCF4115976.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDERMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MCF4115977.1 hypothetical protein JMK10_03930 [Rhodovulum sulfidophilum]AB33
MKPVASREAIDGVQQMHRALHMALDALENRDEPERAAEILRQIDVAMVDWIEAARFMR
>MCF4115978.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB33
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAEGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGGETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>MCF4115979.1 SMC family ATPase [Rhodovulum sulfidophilum]AB33
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPFDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLVEARTAEAAATREAAASRAGLSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARHTSANRVLLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTREQCREVIAE
RESEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEARESASAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEALEGRTRPDLPELREVLAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MCF4115980.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB33
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPGI
AAILNQGDRVLALAVNTISGLARLPDSAVQPLAAGGAETPFFVGGFFHDGQLVNAVDPAALFALGGLPVAARFRRDERPR
NGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATLRTDDLQPPPALLGSGAGAIASLAIADDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAEPVPETIPASAPGAPSDPDAGEAPTLSPDSLIRDRRRYLTFQAGIAHAAPIEAV
IRIIEPPSAITPMMHRVPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MCF4115981.1 PAS domain-containing methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSKDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPACAAPPATQKAPAEIDSALASLRYDAEGHIQK
VSAPMCTLLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGEHTVLDIPHRHSGQGTVWTRSHLLPLTDAEGEFAG
ALEIATDITRDRRDLDRMRARHAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFAGSRRYDDF
WDRLSCGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATAARAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAAPNGQ
>MCF4115982.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB33
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MCF4115983.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB33
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MCF4115984.1 hypothetical protein JMK10_03965 [Rhodovulum sulfidophilum]AB33
MRAPRPFRHPAILPVLAALMILLPQLALPQNQGQNQRQNQGQNQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGNNT
VVEIFANTRTGTWTVTGTFAHGLTCLIASGEAYDPVAEPAGQAL
>MCF4115985.1 CoA ester lyase [Rhodovulum sulfidophilum]AB33
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MCF4115986.1 NnrU family protein [Rhodovulum sulfidophilum]AB33
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MCF4115987.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB33
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>MCF4115988.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB33
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MCF4115989.1 hypothetical protein JMK10_03990 [Rhodovulum sulfidophilum]AB33
MNRLASIGTFVGGAATMGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAARP
LDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGHAYLAFDGKDYRLGVGKFLSYESGADLCRLLLVRKV
EGGVYRLRWRCIPDHRDQL
>MCF4115990.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB33
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MCF4115991.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB33
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MCF4115992.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB33
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MCF4115993.1 hypothetical protein JMK10_04010 [Rhodovulum sulfidophilum]AB33
MERGISDSEALLRRSIPVFVNSFEQPSYLKRTLDWFRLNGFGHVTVIDQCSKYPPLLDYYGSDDFHSCAVLHRLPKNVGP
RLALDVLPACYAGRTFRIFTDPDLELPERPAPDFVSRLIEVALRYSVHKVGLALDISEPEKLHQRKVKLPGKEPALTVFE
WEQRFWKKPLEPDVYLADVDTTFHLYNPFFRLSLRNRTRLLRGKKPKLRGVRLAGEGFLARHLPWYLDDQFPVEEKAFFT
SRAERWSNWVNADAANE
>MCF4115994.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MNRDVRLCLPCPDPRPGKIWGDWFFAQSLARALERAGRGVRLATAKRRSGGVWMRAVPQRWPWQDEIDLVIRGGKAWPKL
GRRPLFIWLISRPDSLTDREISEAEHIFVASELYMAELERRGARAVSFLPQCTDPDLFSPDRAEKTLASEILFVGNRRKS
FPRAVVERALATGRSLSVWGRGWHDALPPGTLRGVEIPNAELGRHYASAGVVLNDHHPDMLAHGFVSNRVYDVLASGRPV
LTEDMLGLPEDLRPAVFAYSDGTFAERLGTALDDDRQDRSEIAAHVRSRHGFDNRVRSILEVIGHA
>MCF4115995.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB33
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MCF4115996.1 hypothetical protein JMK10_04025 [Rhodovulum sulfidophilum]AB33
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MCF4115997.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPTEPRPEPADAAERRAAPPVVCYPPESLPAPPMALYDGLRAGMTQVAQLEIPARDARAFRVPAGHVLRISCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALAAETGLAPDAAEPLVHDVLNVFMCTGFTRDSHRYFTKASPVRPSDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MCF4115998.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB33
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>MCF4115999.1 protein meaA [Rhodovulum sulfidophilum]AB33
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVGLISPEQVAAE
>MCF4116000.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB33
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MCF4116001.1 hypothetical protein JMK10_04050 [Rhodovulum sulfidophilum]AB33
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MCF4116002.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MRGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MCF4116003.1 autoinducer synthase [Rhodovulum sulfidophilum]AB33
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQQAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MCF4116004.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELRRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MCF4116005.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MIGRTILITGASSGIGRATAELFLDHGWRVGLLARRSDLLDEIAAGRKAALALPADVTDAAAVEAAFDTFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLGVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGQPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MCF4116006.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB33
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MCF4116007.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB33
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MCF4116008.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPTGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALWLVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MCF4116009.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLSTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MCF4116010.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MAGAALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLAKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRQVLLRTDKSPARPGRIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>MCF4116011.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTKIQKALAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGTEMKTGSFRLGLADDAVGYAMDDNNRDLVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MCF4116012.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGIFLCGDAQAVALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAE
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>MCF4116013.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB33
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLAMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAADLPAIGVSMFQVLRRSAPGPETDLLSLAAPRGLAYVQPLRAGKLGGARMIDPEAPPPLAEIGADGIAHV
TGFAARRLGTTFGTGWREAVPAEIAPAIAREAAALLGGGEVQPRPAPLYVRPADAAPPADPPPAILP
>MCF4116014.1 NifU family protein [Rhodovulum sulfidophilum]AB33
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MCF4116015.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MCF4116016.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB33
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MCF4116017.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>MCF4116018.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB33
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MCF4116019.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB33
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGKFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MCF4116020.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB33
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAEMGWPVGDALVWTVPLAGIAQMALVWTAATKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGVVSYFGLGHLLGAFRLSEFRRAMRRQR
>MCF4116021.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB33
MDQDIGSKALRDAVVQYLSEARQKGRTAIAAAFADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAV
FSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAESVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLG
GYMPLAKTLDSALWDDLFKGTAAEFIEAKLAERSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQL
VKLGFFTRDEFTGFVEAERFLWAVRCHLHLIANRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLT
RIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANL
RLIDDDVRNAPEAQRIFLDLLLKHGNPERSLRRMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIER
GELIEELPIASRILKDGVNRRVLYVALLLHDIGKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQ
KRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRA
LREALSGWDAKELRAEIGRHYGPYWQGLPTGTHVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGA
LALVGANVVDARTYTTKDGYATAAFWIQDGDGSPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSI
TFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFATSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREA
IVKGTERANK
>MCF4116022.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB33
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MCF4116023.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB33
MRQARKTANMNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAE
DTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPG
PSAMLAALVVAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKR
FEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLR
EKRDAGPEEAE
>MCF4116024.1 YraN family protein [Rhodovulum sulfidophilum]AB33
MSGTVSYHAGRAAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKKSRSFSSAAERVTRRQMNRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MCF4116025.1 glutathione synthase [Rhodovulum sulfidophilum]AB33
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRRGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERSDLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MCF4116026.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSVSAPTSRTRFAALSDQARACWLDPAEMEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
DGTTEAIAGAERQAYWTRIAELCRRLAGALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVEAVRDD
LPLGLLADVALNLLVTVDRWFAINASELAEGQEARLAERAFSLLMTPLLPPDYSGKTDT
>MCF4116027.1 hypothetical protein JMK10_04185 [Rhodovulum sulfidophilum]AB33
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGTFLGLALLATGGWLAVSQDTRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MCF4116028.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB33
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGMVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHGRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARARQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MCF4116029.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB33
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPAHFLEINGAVIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MCF4116030.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB33
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MCF4116031.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB33
MRHVARIAALAAALTATTAGAEEIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVQALAPKALVFEMLTPGQAAKVTP
GLRLDGVALGQALGWAESGWPDFAMYFPIFSAAPEAQIYGAALPRDEVRRSVTEGAAAVFGDAAGLYGLDTPLPAAELDQ
RIDDQREAHCNALPEHLLPGMVEAQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQ
IEGAATGLPPYDSWLVTGVAERDDPCAALTGG
>MCF4116032.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB33
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPTLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLMTAAGVETWPRLPKDEVAARLARRIAEALT
>MCF4116033.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB33
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MCF4116034.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB33
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRRLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAT
>MCF4116035.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB33
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTTGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFPGADVIIHFDPVR
>MCF4116036.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB33
MAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDR
DGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDE
IRE
>MCF4116037.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB33
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MCF4116038.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB33
MDDAADRRVTAIFLLAISVYFSAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAVIVALPYRWIIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGKAVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVGFLGLVALLVFTGLTYDRFKEGARRDVDFSLLPERLAAIEDSEGLPVIAEFYTAGNL
AAREPRRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MCF4116039.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB33
MTEAPAPRAAFLFLLTIAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKPAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPVLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVAKATLAELIPALLAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAVEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRRDGEIIGAMREQGYRGETPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MCF4116040.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGHYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MCF4116041.1 hypothetical protein JMK10_04255 [Rhodovulum sulfidophilum]AB33
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQARRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MCF4116042.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB33
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MCF4116043.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MPKRLTLPDSASLATPDAGGRLSAPSALRNAEAICATLERVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDTQR
RASIDAWAAEAALPNLRPALALDACQPGWAASHAGQDLIFASNILHLVSDAQAETLIAEAARALAPCGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRGKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>MCF4116044.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEGGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRIEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MCF4116045.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWAPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MCF4116046.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MCF4116047.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALTLYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVVICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MCF4116048.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCGRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>MCF4116049.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB33
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAEMPLSIRRALTETRSGRGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MCF4116050.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB33
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRIVAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARQAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAAAAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIHYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDSAAEAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHSVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFVGGRVFACGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRVLRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MCF4116051.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB33
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAEIPSGGADPQDRRGADSPPAFRPATADSLAAWYQAHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEGLT
RIETTETEIRLGAGVAIARLREVMRAQHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEDFFLDYRKQDLAPGEFVEAVTIPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVREGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRFWHESRNDPADIDELAP
>MCF4116052.1 glyoxalase [Rhodovulum sulfidophilum]AB33
MYPHALHHVQLAMPEGGEDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MCF4116053.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB33
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVTPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAGAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDHLESGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MCF4116054.1 hypothetical protein JMK10_04320 [Rhodovulum sulfidophilum]AB33
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTEAAEVAP
>MCF4116055.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MCF4116056.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB33
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MCF4116057.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MCF4116058.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB33
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQNVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAVPRDLPAASAQEDDLPPQLMAALAEIGVR
>MCF4116059.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB33
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFDGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEEGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSESSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEVRMVEGCKTCMSCGYSKCQ
>MCF4116060.1 hypothetical protein JMK10_04350 [Rhodovulum sulfidophilum]AB33
MNGRGDLIGAVFTRDADQIRPATKRLERAPVIRTEMAEPGSLGSRSHYPARTAQHLVAVLFRERHGDEVLVPAQLVFEVS
RHLWGHPVLKGPELAQLPLEAALEGKLVLVGISEAGIDKLDLCHGGPFWRVAPYPRAEALLEGDVGKNPAGFALRDAESA
PGRQRRPPGRSAAAAHHRPQIR
>MCF4116061.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB33
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPKT
>MCF4116062.1 hypothetical protein JMK10_04365 [Rhodovulum sulfidophilum]AB33
MDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGLHRLSLR
>MCF4116063.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB33
MISEDYRNPDSFHSLDKASLEDIHPSDRSGNADISPPEGESGFGETLLARGLFHVIERLLLVIIVAMTLTAVSFELLAIY
RLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAAAILLLSISALVIIW
AIGQQAARLHPS
>MCF4116064.1 hypothetical protein JMK10_04375 [Rhodovulum sulfidophilum]AB33
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPNRDIAQACLAALEL
>MCF4116065.1 hypothetical protein JMK10_04380 [Rhodovulum sulfidophilum]AB33
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MCF4116066.1 hypothetical protein JMK10_04385 [Rhodovulum sulfidophilum]AB33
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPWAETADLVTLGRDAARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFLLFQMLMVGGSGSDE
>MCF4116067.1 hypothetical protein JMK10_04390 [Rhodovulum sulfidophilum]AB33
MTVSIETAKRPAHAAHKSGTLSPREQGLVWDMEEHFWTSGADNARATTATNAVIVFPYPPGILQGDQIWTHLKQSTGWRS
VVMAERRVTRCQDIAILTYRVSAEKADVPIYKALCASTYLNDDDTWLRIFHQQTIVA
>MCF4116068.1 hypothetical protein JMK10_04395 [Rhodovulum sulfidophilum]AB33
MTPKQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MCF4116069.1 CsbD family protein [Rhodovulum sulfidophilum]AB33
MIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MCF4116070.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB33
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MCF4116071.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTAQAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKKGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MCF4116072.1 hypothetical protein JMK10_04415 [Rhodovulum sulfidophilum]AB33
MSTASEHAGQAALSICEALLLAMNDRGLLPEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MCF4116073.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB33
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDVKAGDRNLFGKWSGTEIKLDGEDLMIMKESD
ILGVMT
>MCF4116074.1 hypothetical protein JMK10_04440 [Rhodovulum sulfidophilum]AB33
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFQEAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>MCF4116075.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MGWLSDETGLEKCAANYVPLTPLSFLKRAMRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPGGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MCF4116076.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB33
MVFRIDFLGTRPVAEMVAAGGDAAGALPPVGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAHAAETHVERFVLLPARMLAGVMGIRRVAPPAEVCVVSIA
FDAPATVYANGAARVHCPSWQGEGTGSTNRPEDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLD
ALLRHAA
>MCF4116077.1 3-hydroxyacyl-CoA dehydrogenase NAD-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QAVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLARAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDTVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>MCF4116078.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MCF4116079.1 glutathione binding-like protein [Rhodovulum sulfidophilum]AB33
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARNPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MCF4116080.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPVGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGIQSLDLVGRKLGLNGGKAVMAFFDLVKTFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MCF4116081.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MCF4116082.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MCF4116083.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB33
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MCF4116084.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB33
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MCF4116085.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB33
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNQGLWLALLVAFVARGVTLGLRYPALEAAARSGQGR
>MCF4116086.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB33
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MCF4116087.1 cysteine-rich small domain-containing protein [Rhodovulum sulfidophilum]AB33
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAEDSGD
>MCF4116088.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MKTILVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVSQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>MCF4116089.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB33
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGAATGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MCF4116090.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]AB33
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGREAGTDPGLLAALARAAALCNDAV
LHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIVGIGA
VFFALIETEKQMRLAFRRGQHGN
>MCF4116091.1 lysophospholipase [Rhodovulum sulfidophilum]AB33
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQAAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLLVEQMRALPGNAPLMPEIEAMVATLEAGDRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLATAMPQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>MCF4116092.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQHPTDQRLASFLQGYRERNSLDF
>MCF4116093.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MCF4116094.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MCF4116095.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MCF4116096.1 HutD family protein [Rhodovulum sulfidophilum]AB33
MRHIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVASDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAVHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MCF4116097.1 urocanate hydratase [Rhodovulum sulfidophilum]AB33
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MCF4116098.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAIA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDIDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MCF4116099.1 CoA transferase [Rhodovulum sulfidophilum]AB33
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHANARGLVSELPHPRLGQAPVVGQPVRFDGQPPLAETGAPALGEATRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MCF4116100.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB33
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYADLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGKPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAKAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALEPELSS
>MCF4116101.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB33
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALGAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMDE
>MCF4116102.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB33
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTIEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MCF4116103.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB33
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWGQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MCF4116104.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MCF4116105.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVI
>MCF4116106.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGEAG
>MCF4116107.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>MCF4116108.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB33
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFTHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MCF4116109.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MRSHKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPPRA
RLMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAV
AAHLGHAEDPVADARAGAEAILAATLPVARQHGLPAARTGAPP
>MCF4116110.1 FAD/NAD(P)-binding protein [Rhodovulum sulfidophilum]AB33
MPKPTDRAGTRPAMPAPTSPRSCPLRLAIAGLGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNFAPGQSPLML
LNIPIRAVDIDPPGPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLAANLPEGVALSRHETAILRLERSGTGW
YLESAAGRFGPYDEVLLAPGQPRSAPDPQLARWQDHARRTGAAVLPAYPADRLLKAAEGWAGASVAIRGLGLSTLDVVRL
LTLGRGGRFEDGRYLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRAFEAALDRGLGAAPEAALEAISAAL
EPAARRVLEAAGADPGGVAAWLAAERAAPASQESRDAAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTA
SPETVAALIGFDEGLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPAL
ERLEEPVLAGLREAGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDR
AALGAARAASPG
>MCF4116111.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB33
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAHGAEARALIDILRNDSAREALIAELEQAAGRGSADQDRAAAPPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWGALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPEAQTEPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARATARGVQLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYRENVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRIINGEAQAAEQGA
>MCF4116112.1 putative zinc-binding peptidase [Rhodovulum sulfidophilum]AB33
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGRCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MCF4116113.1 c-type cytochrome [Rhodovulum sulfidophilum]AB33
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASIERRARELGPDSETAPD
LTDPGLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEI
WAVVAFLRQLPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDVPVAYC
AACHGADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDP
ERGAVLARRGDFARALPACGACHGGTAGASGLGVPRLAGQGAGFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAA
VATYLAGLPAGDPLVPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPV
GSMQQAAHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAGAGKLAEEGDPARGLPACLSCHGARPTAAVGLLPR
LDGQRARYLEDRLDYFAENAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>MCF4116114.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MCF4116115.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MSDRQIFSEFSDSPFPRDALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETSGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MCF4116116.1 ribosome-associated ATPase/putative transporter RbbA [Rhodovulum sulfidophilum]AB33
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRADMPGMSVLVATAYMEEADRFDWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVRDVGPPAEIVARRCAASLEEAFISCLEAELTPDQTATAAPVAAPQTETIPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGDGPAVGIENRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>MCF4116117.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MCF4116118.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB33
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGLAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MCF4116119.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB33
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>MCF4116120.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB33
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLRAAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>MCF4116121.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB33
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVARLEEAFAAFTGARFALAVASGGYALATALRALQV
GPCEPVLTNAFTLAPVPGAIASLGARPVLVEVTSDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AELPNVSGRMDALRAAILRPQLTELPDRVARWAELYRALEAGLRGCPGIALIDRSAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAERPQGFTSRYVHWGYVAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAIVVEEIAADRA
>MCF4116122.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
METNNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRGQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>MCF4116123.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB33
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFLRGIDVPEMRPVISSLTEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVRTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLTGLFRALTGRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPAAAVPSRT
>MCF4116124.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB33
MQAYRIARVVLLLGVAGGLSACQGAGFGLFKKDDTETRPVRAESSAAAAAEGEEAEAPEVFHVEEVGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGGRKAEPAE
ADAGGRFVQVATLDSADGAEATAARLDKAGLSAEIRAPDPGGRGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MCF4116125.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB33
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MCF4116126.1 dTMP kinase [Rhodovulum sulfidophilum]AB33
MDRAARFISFEGIDGSGKSTQARLLAERLRGQGCEVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLTDEALA
>MCF4116127.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB33
MSGTELPEPDRIEGAPHPRDTVHLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGPAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATSTPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MCF4116128.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB33
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERHAPVFYAAGTHPMSAAEEPMA
TLEELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSMRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAVHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MCF4116129.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLIERETAAGVTRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAAPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MCF4116130.1 AEC family transporter [Rhodovulum sulfidophilum]AB33
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MCF4116131.1 hypothetical protein JMK10_04735 [Rhodovulum sulfidophilum]AB33
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRALADGGLQPELLREIAAERCRLIEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGVSVLPYLEGQLGHHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>MCF4116132.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB33
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MCF4116133.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB33
MSKPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>MCF4116134.1 DUF6476 family protein [Rhodovulum sulfidophilum]AB33
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MCF4116135.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MCF4116136.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB33
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGVDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MCF4116137.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB33
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MCF4116138.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB33
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MCF4116139.1 hypothetical protein JMK10_04775 [Rhodovulum sulfidophilum]AB33
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MCF4116140.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB33
MPIYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MCF4116141.1 Cys-tRNA(Pro) deacylase [Rhodovulum sulfidophilum]AB33
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALSVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MCF4116142.1 aminotransferase [Rhodovulum sulfidophilum]AB33
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MCF4116143.1 PqiC family protein [Rhodovulum sulfidophilum]AB33
MKHRLLPAALVPLALALTACSGSPERYTVPDTAVDGPRLPIAWRSVAIRDVSLPTYAASEEIYSRSASGALTSTSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MCF4116144.1 MlaD family protein [Rhodovulum sulfidophilum]AB33
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALTIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAGADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MCF4116145.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB33
MEISGQVRTARDMGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQD
NTIIGGAVEIARHGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILS
SLVQLGAVVSISPGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MCF4116146.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB33
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MCF4116147.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB33
MFFLAVWLLSLTAPALAQKAGIGAWENSHYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIALSD
>MCF4116148.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB33
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MCF4116149.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB33
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSVVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MCF4116150.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MCF4116151.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB33
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLAFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERDKDMQETL
>MCF4116152.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFERKVVTVFQGIQRRPTEIGYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGSRSGPV
>MCF4116153.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB33
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAENWPFDYPADLAEDLSIYRTPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWAEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRTAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLGTPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGRALPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVDYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPDRYSVPCNRRAVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDAWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>MCF4116154.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB33
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANIERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGVALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLLREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MCF4116155.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB33
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MCF4116156.1 hypothetical protein JMK10_04860 [Rhodovulum sulfidophilum]AB33
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>MCF4116157.1 response regulator [Rhodovulum sulfidophilum]AB33
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MCF4116158.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB33
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLQVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQSEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>MCF4116159.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB33
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MCF4116160.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB33
MNAPSPSMTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFAEYDKYLKANIEAESEHF
ISALTTNVTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGVWADQVFEKTVGKRTEFHVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQ
TQQVLWRRLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MCF4116161.1 response regulator [Rhodovulum sulfidophilum]AB33
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MCF4116162.1 hypothetical protein JMK10_04890 [Rhodovulum sulfidophilum]AB33
MTRHDLQLVNDGPRLPEIMDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRAVMGGEEVRDAPHSGGHIDVF
>MCF4116163.1 CheB methylesterase domain-containing protein [Rhodovulum sulfidophilum]AB33
MRVMIADERTETRNRLAAAVEQMRAVSLGACVSNLSETYHIAERRPPQAVIVAEALARLAEFEVLLMLFKALEIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRSAQNASRKQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVQEAQDQEPLVPGRVLLAPGKTHHLEVGATGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAL
LENCSRRSAA
>MCF4116164.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB33
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAESGSTELKYGAM
AMELLVNELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKSDIGITLF
>MCF4116165.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGAGQVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYESAIPEA
RRRDEIGDLGRNLAAFRDKLAESERQAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSG
LVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAATVSVRPRTETAIPAAAPPPAAEFEPPKRAVNDAGWQDF
>MCF4116166.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB33
MLDGVMRRLIDPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMIALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MCF4116167.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB33
MLTAIVDYESGNLHSARKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEVTPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MCF4116168.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB33
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MCF4116169.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MCF4116170.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB33
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MCF4116171.1 transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRENLT
TAPPAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIEAVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGTELLRLDPGFCDRETREMRFRLPCREASAHV
LEGIERAGF
>MCF4116172.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB33
MTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTR
ENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRLARVDQTLRREEILRESRLEL
SAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLS
RIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEIVCRDQMLAAQKEWI
>MCF4116173.1 S8/S53 family peptidase [Rhodovulum sulfidophilum]AB33
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRHDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPTEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MCF4116174.1 trigger factor [Rhodovulum sulfidophilum]AB33
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMANEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MCF4116175.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB33
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MCF4116176.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB33
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MCF4116177.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB33
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MCF4116178.1 YceI family protein [Rhodovulum sulfidophilum]AB33
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKGAD
>MCF4116179.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB33
MRGLFNRPITKLSFAPPTPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERSDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>MCF4116180.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB33
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MCF4116181.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB33
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLVSPEAGYVTGATVHVNG
GMAMV
>MCF4116182.1 acyl carrier protein [Rhodovulum sulfidophilum]AB33
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MCF4116183.1 hypothetical protein JMK10_05010 [Rhodovulum sulfidophilum]AB33
MAVRSDQRMNPNFQIKTQEFMNLFAAPAMDLDRSGGSPWRRLLRNALANERSYDIQMVPPQLQSGNSEAIGAVYIATGFE
EAGQITTRTNANQSALFREKMRAAMRTGPSASRRLPCFLYFRRTFSPLSAI
>MCF4116184.1 transposase [Rhodovulum sulfidophilum]AB33
MSRQPRRHFTAEFKEQTAARLSEPGASQTSVARELGVRPSQLKGWRLELVAAGSAEAIRRQQAEAAELAELRREKRRLRE
EMEANAMR
>MCF4116185.1 hypothetical protein JMK10_05030 [Rhodovulum sulfidophilum]AB33
MPGVILVGACNDARQLAPAIMRPGRFDEIVEMPLPSVADIAGILRAHLKGALPAEELFRIAHEVTGLTPAAIDAGLRRAK
SEARHMSADMSGDLIRACLGLAETDTSLLQRIAIHEIGHAITARLLTGRPVIRVAIFSQGGCTERPLRISHQTRAPNSMM
S
>MCF4116186.1 hypothetical protein JMK10_05035 [Rhodovulum sulfidophilum]AB33
MYRAPASDLSPDPRAEFDDELTVLLAGRAAEALMLGDVSAGAGGGLDSDLALATWLAVQIDTEFGLGASGAACFGAADMH
ALSEADRQRARVRLEKAEHRAIQLLRSHMPLITKLADRLVNERELKGDELEEWLAPSLLRPPL
>MCF4116187.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB33
MGPRRAMTVMSVMRLLALIAFVLAGNAPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMRKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGTVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTSG
ARPREPHPPRTGKPPAPQPVIADTAGQDMVDLSPPETGPGGPYTPSGGRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLQAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSTAAAMDQAAKA
>MCF4116188.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB33
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MCF4116189.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB33
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPAEYASLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEQREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MCF4116190.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB33
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAAFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLDTELDAVR
SAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARADYDAAAATLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MCF4116191.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB33
MVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRALIMQAYTYHQAKDYE
TARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQSAILKFDLAFNHLAA
KEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNFQGTDWYADGYKLLQ
AKGLEPEAKGEGWLRSVYRQMIKGEWL
>MCF4116192.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB33
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFENAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MCF4116193.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MCF4116194.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB33
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MCF4116195.1 Sec-independent protein translocase protein TatB [Rhodovulum sulfidophilum]AB33
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDRTSDA
>MCF4116196.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB33
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>MCF4116197.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTGQTQEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFTHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MCF4116198.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB33
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MCF4116199.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB33
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MCF4116200.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB33
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLRVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MCF4116201.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MCF4116202.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MCF4116203.1 CvpA family protein [Rhodovulum sulfidophilum]AB33
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPSVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MCF4116204.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB33
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTITEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MCF4116205.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB33
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEEEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MCF4116206.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB33
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MCF4116207.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB33
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MCF4116208.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB33
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MCF4116209.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB33
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>MCF4116210.1 endonuclease [Rhodovulum sulfidophilum]AB33
MATIGYGVGLWALGAFVGGFGTFVVAGVVLTWAFCHTDAEFSAMVAKKREAMAAMKPYRDANAAIVVPNRPKPGGPKVAP
TVPKSTPKAAAAPAARVAPKADAAETSSPKPEAAPTAAQEKVGNGPAALSAPRAGGADDLKKIKGVGPKLEKQVNDLGIY
HYDQIASWTAADVAWMDENLEGFKGRVSRDDWVAQARALAKEG
>MCF4116211.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB33
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MCF4116212.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTAVISPLGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPAIGARMLTAFGYMQRLKSKAS
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MCF4116213.1 NADH-quinone oxidoreductase subunit NuoG [Rhodovulum sulfidophilum]AB33
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWDEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTFDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>MCF4116214.1 hypothetical protein JMK10_05195 [Rhodovulum sulfidophilum]AB33
MAGLALAVATGSAAGCSPLPGASAPGRTPAYLGAETVALKDGLVEVALRMRAPDGVGGLDDYGRCAVARHALDNGYGFAR
HLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>MCF4116215.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB33
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MCF4116216.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB33
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MCF4116217.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB33
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MCF4116218.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB33
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MCF4116219.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB33
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MCF4116220.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB33
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MCF4116221.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB33
MDNLLSIITFTPLIAALFLGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MCF4116222.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB33
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYIYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MCF4116223.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB33
MAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAALYSFVTSFALYATCLAYLDDRDAIT
LKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMPATLAEEIGEPVDPLEFLAFFAEHFD
HQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIETPGGRRAIAAADVFF
>MCF4116224.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB33
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MCF4116225.1 ribonuclease J [Rhodovulum sulfidophilum]AB33
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MCF4116226.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB33
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPAVQAAAPASPERSEEPRESARPPRSERRPERSERTERSESQDRNKPQPRHQSPRRSGGRGHRDEPVVGMGD
HMPAFLLRSFKPRTEAEPAAADEPVEQNAE
>MCF4116227.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB33
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MCF4116228.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB33
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGSRNMAPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFGTGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSVPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>MCF4116229.1 hypothetical protein JMK10_05270 [Rhodovulum sulfidophilum]AB33
MHGPSARLPLVRLMAVISVFLLCLMIGFSSLQFKQEKYIRGLPDEMETAREVFPELPPLSTDQSTVLQEDAASSIIEEPA
AVAVPRAQDLMTEYSFSEAGEGMTPTSQKPQANTSQGESDIATVIVGGAIHCAATSCLRGRNSSRPRAAASAARPQNCLR
YGVVGHCRDVDLILANLGTADIAYNKPDSMIRGKPGIISFVVDLSPQEVPSDAFDGLPGQIVRADVPVSRYISAELWGAE
DVFKISPAGPVRKQIFASSENRWDWTVKPLLGGAQVLKLKTYVHLTENGAPRGAIGWKTFEATIPVKVTTSDRIRDMAAE
IQPIHAIVLFVMSLAGGAWANLRRRKKTEPQEALTNGQAGKPFRPDAGEEA
>MCF4116230.1 hypothetical protein JMK10_05275 [Rhodovulum sulfidophilum]AB33
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPRAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVALNTWEAEKLAESIAFIQATMRD
AGTGPDKAV
>MCF4116231.1 type II toxin-antitoxin system death-on-curing family toxin [Rhodovulum sulfidophilum]AB33
MIESAISRPYSGYHRSIWRKAAALTQSMVGNHGFVDGNKRTALLLVETLIERSGYYLVLSGQDRFDDLIVGVASGEIDFD
ALVVWFEERVARR
>MCF4116232.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB33
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPRVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQV
>MCF4116233.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB33
MGNPQHLDWLLEGVEAWNARRKREDFVPDLSGMDIRGAFEKAGKLEEGRIPLLRAKLGGADLRGADLRGADLGEADLRGA
DLGEANLGEADLRGADLGEANLGEADLRGANLRGANLRGANLRGADLWGADLWGADLREADLGEADLRGANLRGANLGEA
NLGEADLRGANLWGANLGEADLRGANVQTVYSGVSTNDVGTPEYTNLSQTRALTQAQLDIMRGDTGTILPDGLHHPAHWP
DPEPPEPTRADSQEMRDSTTLPATRYTPPADFTTVGGKLDVRFTPTRPHPRQASSTPIDLRNRERTRAGLLELVKSLCRC
LRRYKREDRETSNRVRAAEQILATAQALADALKAEDETFLPTLLEDYIETLALGGCDDIEALEANDAALYRRVIKRGRQL
YGFYPELAELSDPANTRFIPDDFPYTVAELSAELHGIAFSDDGRIVFTEQTRTLIEAEEKALVPKGVDEEKTKLARLGAI
AGEMRREMSKYADKAQKVIDRTASFLKSYEKLQKIWEKIEPFIGFGNGS
>MCF4116234.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDAALPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MCF4116235.1 ParA family protein [Rhodovulum sulfidophilum]AB33
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>MCF4116236.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAAALDRGVAEAEGIALAEARTRREATIPARRYGSPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MCF4116237.1 hypothetical protein JMK10_05310 [Rhodovulum sulfidophilum]AB33
MPRRLLRVLHGGVRAKGAAPQAAGARAAPLPDDTPFGEDLARRAVAFLETTSGVWGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADAARFRRWLAAQSDASLSGQVPPTSRVSSAIPAISASPAASSRTTFVGTETAAHPAGKAV
TKPRTPAQSVALVAPPSRRMFWPTMNPA
>MCF4116238.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB33
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MCF4116239.1 aminopeptidase N [Rhodovulum sulfidophilum]AB33
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVTPEITAA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSEHYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRTALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEAAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
AIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDAVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MCF4116240.1 deoxyribodipyrimidine photo-lyase, partial [Rhodovulum sulfidophilum]AB33
MGVTILSFGRDLRVQDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAPLQVEI
GPPVEVLDRLAARWPVVRGLALGAQPPAEDWARRRGLPWRPVAAPRR
>MCF4116241.1 FAD-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
RRPAPPLGELTAPPGLVPGPIPEARDLGLGFDPCPGRPRGGRSAAERALAAALAGSDPDAALSAHLAWGALSAGEAARAA
RLAPEEPGARRLASWLARRARFQRVPAADPEPVAAPPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLA
AVGCGQFGLDPGACCRVLARLSADYDPRLHGAQFRAAAARRVDPLRWARAADPEGVFLRRWLPELADLPPDALHAPWTCP
AAARRLGRRYPHPLVAPGPGRPAGSRSASPAARRQDSRQLAFDL
>MCF4116242.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB33
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MCF4116243.1 cytochrome c [Rhodovulum sulfidophilum]AB33
MKRPFLIGVAGGAAVAAGLGGWLWLRSPGADVGSRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPPLIH
PIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>MCF4116244.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGRDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>MCF4116245.1 kynureninase [Rhodovulum sulfidophilum]AB33
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPDRRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDRALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRNPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MCF4116246.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB33
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALVFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MCF4116247.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB33
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHDMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGIGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MCF4116248.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB33
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLLGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MCF4116249.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATALVTPVVVLAVWLMIRQLRKGMEH
>MCF4116250.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB33
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAARRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKVVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MCF4116251.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB33
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLREFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEQGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>MCF4116252.1 hypothetical protein JMK10_05385 [Rhodovulum sulfidophilum]AB33
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MCF4116253.1 hypothetical protein JMK10_05390 [Rhodovulum sulfidophilum]AB33
MKQFDIVFADVGWQAELSSDERQAKWKKLTPGVPSEDRNKMDATIAAQVARIEDICLPQLRAAGRKRRDAGPSV
>MCF4116254.1 hypothetical protein JMK10_05395 [Rhodovulum sulfidophilum]AB33
MGWTHADWSALGSVLSGIGAIVGAFAVIWAARLGSRTFESWREQKISERQIDQAERILIATYDAERSLGDLRHAAANLFA
PGSAQRDLQDGAEALTSDAAKATAITRRTAKPRLLPAGHWPTACRPQKRCSTPTSNKPSES
>MCF4116255.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB33
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTEDDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MCF4116256.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB33
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MCF4116257.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB33
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVAAICSNDAK
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MCF4116258.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB33
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MCF4116259.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB33
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDEAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MCF4116260.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB33
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MCF4116261.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB33
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MCF4116262.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB33
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MCF4116263.1 transketolase [Rhodovulum sulfidophilum]AB33
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MCF4116264.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB33
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MCF4116265.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB33
MNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHYASEEQDTVAVLDPEGAYALA
IDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGNGTQEYLLDPDSKQFVLVAEA
IKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILTRGGVFLYPGDARKGYARGRL
RMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPDEEVNALFGNRGLFRV
>MCF4116266.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MCF4116267.1 heavy metal translocating P-type ATPase [Rhodovulum sulfidophilum]AB33
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIGHLLGLQPRSARVVTETGLEERPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFGKGDVLATAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAEAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MCF4116268.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB33
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRGRSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MCF4116269.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRDSFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLSASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MCF4116270.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MCF4116271.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB33
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWCLALLGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MCF4116272.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGDWQGPPRLIEVRPDGLSLNGQAMAPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVAGLMLVE
>MCF4116273.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MFEFGEDDRQRTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSAEGDLAFGAARGEAVF
AALAARPEAAGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>MCF4116274.1 hypothetical protein JMK10_05495 [Rhodovulum sulfidophilum]AB33
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEPPAMQAAPVDLPAPEVS
PESDPAATPERALAPVPALPKLAATQPEADLPEPPERPERIKAAPDPALALRPEPRPDRPREAVRSAPP
>MCF4116275.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB33
LKAGAGATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAA
LAAVRRAGRFPPAPEGLGAPRYSFTLPLRFEWQG
>MCF4116276.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB33
MTPEKLAYMANQIAIAFARLPRDEAEAAIAEHIDQFWDPRMRARLLVLAETPDTDLSDRVRGAAALIRRPATA
>MCF4116277.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB33
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEITHDP
>MCF4116278.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB33
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWDEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPADEVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MCF4116279.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB33
MSLTLYLPRDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLERAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIGGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDTAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MCF4116280.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB33
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDDIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MCF4116281.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MCF4116282.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB33
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAAPKREARG
>MCF4116283.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MCF4116284.1 HpcH/HpaI aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB33
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPGASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MCF4116285.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB33
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAVKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDHGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MCF4116286.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB33
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTRICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MCF4116287.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEANLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MCF4116288.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB33
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MCF4116289.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB33
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSATITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MCF4116290.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB33
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAARQALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MCF4116291.1 homocitrate synthase [Rhodovulum sulfidophilum]AB33
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAAFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTGVALDRLCGLSQTVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MCF4116292.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB33
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLRIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLV
EARKFDAKAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MCF4116293.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB33
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MCF4116294.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB33
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MCF4116295.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB33
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MCF4116296.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB33
MTDSEIPLKIAIATNDLEHLDAHFGSAAKLAVYEVTTASSRLVEVLEFDALTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MCF4116297.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB33
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVKAMVPE
TDPQQRNTDGRQVNLLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVRALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKAGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MCF4116298.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB33
MSDALKKTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTIEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRIMGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLIDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATGLRPAAPED
PAPGPVNDPKDFEDC
>MCF4116299.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB33
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MCF4116300.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLADATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDCDPPRQQAPSAPTPTP
SSPNGAASTEDDEVLAPPPPDAPAFDADPEQTAPEPSAARPPVAQAPTPAEMPSGSRQSPALDEGTPAPETAPDSMPPEA
EDLSSGMTEPAEAAPAAAPTVAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPARSRLLKHGLQRLLDADPDAASQAA
ERLARVVLSIETAARD
>MCF4116301.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB33
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MCF4116302.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB33
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MCF4116303.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB33
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MCF4116304.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB33
MAVPQNKVPRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MCF4116305.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTAPRSLRLAGRRGREPVDFVLTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVS
TRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDA
ELKPFAALARLRPSSDDAEGGGTPE
>MCF4116306.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB33
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MCF4116307.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB33
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MCF4116308.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGTDADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MCF4116309.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKPAASSDAGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MCF4116310.1 hypothetical protein JMK10_05680 [Rhodovulum sulfidophilum]AB33
MSPRQNRVTPLGAILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLTEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLEALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEDFPHLILGAAALPWRP
AGYGAPRARPAGKVTVLTPAPTVAALAAGYRPVLHPSAGLPA
>MCF4116311.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQERPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MCF4116312.1 porin family protein [Rhodovulum sulfidophilum]AB33
MTSYFAPAAIALGLTAAAAAPAMAGSYPPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSDEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MCF4116313.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB33
MRRRSSYGQPGSDWRRAGERNPTTEDALCAFCDALPGATRSQPFGPGVEVWKIGGKIFALMAPGSGRISVKCADPEFAAM
LIETGRAEKAPYLPRGGWISVGFGAQDADEMAHRLRESHATMRASLPRRVREGLD
>MCF4116314.1 hypothetical protein JMK10_05700 [Rhodovulum sulfidophilum]AB33
MSNYEDWLQDQPAPKKKQPALVVPPIHGVLPYAGDPNPLTRSDTVKRVSVSLDIVLKAFLTVFLHSSLKLFSCVSSVAN
>MCF4116315.1 hypothetical protein JMK10_05705 [Rhodovulum sulfidophilum]AB33
MIEVFPETAPARTSVASSSTTTDSRCSGVSGMDSTVSKILFPVRQLLVDEGRDRCIAELLWIASEFHDRSQPRHRLLAQG
CRVELLQDPGVEVGGLACDRFDQGGDGIHRRCLQSLDRRHQGRNRVAFLGKLGKIVA
>MCF4116316.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVRE
>MCF4116317.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB33
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELEPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MCF4116318.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB33
MHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEETQRPAIILAPNKTLAAQLYGEFKGFFPENAV
EYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDVIIVASVSCIYGLGSPELYMAMTLDLEAGKT
YDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSFFGDELESITEFDPLTGKKTDGFDKVRVYAN
SHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEMLEASGFCNGIENYSRYLTGRAPGEPPPTLF
EFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRPLKFEEWDAMRPQSVFVSATPSAWEMEQTGG
VFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTKRMAEDLTEYLHEQGIRVRYMHSDIDTIERI
EILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLIQTIGRAARNAEGRVIMYADRITGSMERALR
ETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEKPMHGGNLEAHLDGLRTSMRKAAENLEFEEA
ARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQRGGTRRRHS
>MCF4116319.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB33
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAPPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEVAAQFPGGVIAVFRNFENIFVELEGADRVRDFV
PDLAAIAGLGPVGLVITGREGPGGCADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLMAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>MCF4116320.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB33
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLERGDDWTAEAMQA
ALPDLLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYL
HDALAASEALDVGHGHGPVHHFHALWSDHPAM
>MCF4116321.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB33
MVIRANQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRELAEETGISAEPLRVFTAVDAFDREASGALRRHFILIAI
LCRWTGGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>MCF4116322.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MQTDEFQLYRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQGAVAGQGI
ALGWNRTVRGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MCF4116323.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGVASGVTRWVWVRSLCLALMWGCYYAGLPGLSFSIAAACYYTAP
IWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGLDALLPVVALPLLAGFLYALAAVITQGRCRDVPPISMALNLNL
VLVLAGAAHLAVLLWLGAGEEAGFLMSVWPGLGMRGWAFLIGLGVALAVITALVAFAYQRAPVPVIGLFDNGYLVFALIW
SVLLLGERPDLVDLLGIVLIGCGALLASRRLTGGGEDARSPRAQPRRV
>MCF4116324.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAVDPLARLTLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MCF4116325.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKDSSIEETGDARPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKP
>MCF4116326.1 cytochrome c [Rhodovulum sulfidophilum]AB33
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MCF4116327.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB33
MWQRRHDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLAVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MCF4116328.1 amidoligase family protein [Rhodovulum sulfidophilum]AB33
MDGITQLVPRDRFLPLRPRETHAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGTTAP
>MCF4116329.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB33
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MCF4116330.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB33
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MCF4116331.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MNLFNDLRALVIDCLDAMVAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MCF4116332.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB33
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGTAADPSQPVLAALNLADTPATDAAGGALFDRAEPAA
EPLAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MCF4116333.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB33
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDSSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDHPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARASIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKIAHG
>MCF4116334.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB33
MAEQGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MCF4116335.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB33
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MCF4116336.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB33
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>MCF4116337.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB33
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGPRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHGGRAWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MCF4116338.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB33
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISTDTAMWGAVID
RVEAKP
>MCF4116339.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MCF4116340.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MCF4116341.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MCF4116342.1 HNH endonuclease [Rhodovulum sulfidophilum]AB33
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MCF4116343.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB33
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MCF4116344.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB33
MDQPIPPSAKSTAISPGTEQNETAQAALPPVDKPAAPASAPLRSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIVHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>MCF4116345.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MCF4116346.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB33
MTSAQSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMARFWSRDWVPAAP
>MCF4116347.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB33
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMSKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>MCF4116348.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MCF4116349.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB33
MTETTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELELFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MCF4116350.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB33
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>MCF4116351.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLGANEFDDNARCNAFFSGLPGELADHFRAKLARGPGAFVKTASGFSDVAEAMERKLPRELQAIAVGQVSPRPGSPPRHR
SQ
>MCF4116352.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB33
MVRLASLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>MCF4116353.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MKIRYLHTMVRVKDLEASMAFSRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MCF4116354.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB33
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMDCIRRMLTGEAVTQENSGMSKGEWREFEAALKKD
>MCF4116355.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB33
MIAIILYLVTVLVFLALDALMLRQVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MCF4116356.1 cold-shock protein [Rhodovulum sulfidophilum]AB33
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MCF4116357.1 arsenate reductase [Rhodovulum sulfidophilum]AB33
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MCF4116358.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MGQITLTFPDGNQRDFEAGITPAEIAADISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
TDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETATLDAIVATLTA
EAKAPDLA
>MCF4116359.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYALEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAKGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGAFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWTA
IVPSVDGQIVNAQVNVGAGISAEKAKAFREKHTKEYEEEFGATLSRNGYLTAQICAASLDEAKEKVAAIWKERRGHVPVL
REVDSEPHDWPDPSFERDGICETPMWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMM
MQLAVVDQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTK
LWNATRFAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPL
LMDGTEAQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEI
RSARAQMNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAER
ARLEKTLSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MCF4116360.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB33
MERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLAAGDLRAAGIEA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLTLTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGSFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAESAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VEMSDLGFDEGRFRAPGSNLTPGLIEAAAMVRRAGRTDLLRHRADYSLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLRAAA
>MCF4116361.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB33
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFARRCGAHVPTHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MCF4116362.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAANRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MCF4116363.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB33
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNS
>MCF4116364.1 hypothetical protein JMK10_05960 [Rhodovulum sulfidophilum]AB33
MTEDARGAGDRAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVSAALDAVGVVELGEFGRDD
>MCF4116365.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB33
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MCF4116366.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA [Rhodovulum sulfidophilum]AB33
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPPGLRPGPALFEPDRRNSRGWDLAHGPHLAQIETARAPGRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLQEAGVPPECL
QLLPGDGRIGAMLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELNPGAPWELSSDLGPLIDAEAHAAIASHVAAARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERIAERLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAARETIAAAVRAAQPAHGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALKDIEGISGALWWGDAEAGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MCF4116367.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>MCF4116368.1 transposase [Rhodovulum sulfidophilum]AB33
MSRQPRRHFTAEFKEQAAARLSEPGASQTSVARELGVRPSQLKGWRLELAAAGSAEASWRQQAEANLAQLLAI
>MCF4116369.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MTDIQLYNTRTRRKERFEPLDPSNLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDPRPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEATLRKWRGLVAGMEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGAGDLAGLKASAGLLGLLGGKMTERGGEL
TADDFSEELGKFIKLRAEAKKAKDYAKADRIRDLLSRAGFSLKDTPDGTEVSIDMLRLAQFLPSSRHGEVRVYVMQPGTE
EYAETVSGVRKFLRRELSALT
>MCF4116370.1 citramalate synthase [Rhodovulum sulfidophilum]AB33
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDVLGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MCF4116371.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]AB33
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARRAGVPAQAVPAARAAWRTGAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>MCF4116372.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MTDTLPSPAASPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MCF4116373.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB33
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAAGIDFTALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MCF4116374.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB33
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MCF4116375.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB33
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEARARNPGLIYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPQGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALIVAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRTEMSCAAGPRRIRH
>MCF4116376.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB33
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PTLSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLKLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MCF4116377.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB33
MVRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRTLARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPAAPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRSGADDGDARGTRALREALADY
LASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDA
DPRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPEDLALIYVGSLSKLLS
PGIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDL
PAGGLALWMRSAQGRADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>MCF4116378.1 hypothetical protein JMK10_06045 [Rhodovulum sulfidophilum]AB33
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNEAPEAKSPEALATAAQRDFAA
GDTVICDGWVLARSEAEFALACLRDDTA
>MCF4116379.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB33
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMYMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MCF4116380.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB33
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELASKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MCF4116381.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB33
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTVALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MCF4116382.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB33
MWERLDAQAGRAATRPLAALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPITDVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHA
QVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLV
AARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQ
IVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGPRPETLDGSTAQLLDFIAAAG
>MCF4116383.1 hypothetical protein JMK10_06070 [Rhodovulum sulfidophilum]AB33
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLATP
APVDPRLRR
>MCF4116384.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB33
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPGTGWPHMAAMAALTLVYMAGGIPAAARALRALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGGTEEVAVADLTPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARI
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGAELGIAPAQIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MCF4116385.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB33
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERNETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MCF4116386.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB33
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTIQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MCF4116387.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB33
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MCF4116388.1 SIR2 family protein [Rhodovulum sulfidophilum]AB33
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSASGHAA
VIEGKLTRMETRFLDELGIERLDLPLAGLAEALATTA
>MCF4116389.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB33
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MCF4116390.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB33
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MCF4116391.1 hypothetical protein JMK10_06110 [Rhodovulum sulfidophilum]AB33
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELATPPPTERNSDVDR
>MCF4116392.1 4Fe-4S dicluster domain-containing protein [Rhodovulum sulfidophilum]AB33
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MCF4116393.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB33
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARNAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARAGLSAERA
>MCF4116394.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]AB33
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGASGNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPPAGRPPAAFAPEPQDERARLVD
AMERAGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>MCF4116395.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB33
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MCF4116396.1 hypothetical protein JMK10_06135 [Rhodovulum sulfidophilum]AB33
MRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFPLACCRMPGLDWEAADRWCDGALPTA
QAATAGALSPASLGAALAALPVLSGDAPEPGLWTAAPPAEEDRPVAQILTDLMGPIGAV
>MCF4116397.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAVEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAADCDRALEEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MCF4116398.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB33
MTPAASLREEARLVVLALQFVTRLPLPTDAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAVQVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAVTLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWV
>MCF4116399.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB33
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAIDRILTSPLMRCTRLAEHIGAARGLPVTADPRLIEID
FGAWEGIPWAEVPRDGLDHWAGHFYESCPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MCF4116400.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB33
MTAAAPFEIFLAALPGLEPLLAEEARAAGFATPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFANFDAGAWAAMKAPA
PALPAGVRFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>MCF4116401.1 TIM barrel protein [Rhodovulum sulfidophilum]AB33
MRTEHAVQADPERNVRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDAPRSAIRAALDETGLPMLSLNTRPGDLA
VGEFGLCALPGRAAEARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVP
GYALASTAEAVAMIERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQAASVPDRGPPDHGELDYGHVFGLLERL
GHAAPVGAEYRPDGPTGDSLGWMARFAASAG
>MCF4116402.1 sugar kinase [Rhodovulum sulfidophilum]AB33
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMATEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVPVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFADGAEP
>MCF4116403.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB33
MTDTPLLICGAAFTEDERARLSTAVSSVSVENPAALEGLAPGLRGRLRAVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATAETRRAMAELQLANIRAFLDGEPLPSPVN
>MCF4116404.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB33
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGKIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWEKIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSDPGREGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MCF4116405.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSRTTFISRGDLQKRFAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAENLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRAPWFFPRETGQIEAF
LIPDLRRNGLLVEEIGEVSRADLPSPRPAFTLDAAELAAIRGARVEDDLIELERLLVETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCTGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEAKG
>MCF4116406.1 DUF2235 domain-containing protein [Rhodovulum sulfidophilum]AB33
MDIDTAASAAAGQAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYQNALSNPALLYDLYKRGTKYDEP
NACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSRGAA
AARHFVNSIRAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGDE
YRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSREEAEAARNAELPDDLAELRQIFIREGWIS
PDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVEGALLDLPTKNEN
YSIPDALRPYEARIRSGSLAGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRVEYPNRPGLAV
>MCF4116407.1 hypothetical protein JMK10_06195 [Rhodovulum sulfidophilum]AB33
MTAPSSGFGLLCAGLLVFFCPAHAVEAAESLTLGFGSDSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGVWSLSAQWVELPTGKSWRASVDIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAER
VPSADKDWKAQTGYFPELPYVMKFSHQDYLAGLEAAKCPSPSGE
>MCF4116408.1 hypothetical protein JMK10_06200 [Rhodovulum sulfidophilum]AB33
MTGTGFDADIDAVLGPASDDLIPVPDAVIRRWTGRLPNALIRIWTTRGFASLAGGRLHLAGPARLAGLMSHIFANDPDLG
GDSHAIAYGDLGELVLWSERHGYGFLMPTLAALEVPNLTGPEAMPPDQQFIEYVLRMPPELIEAFDPEQQMVHARLVERL
GPLPAGMIYGATPVPPSAGGTPVENYVLAEVEDWLEAVYTEMRVSLVDWSRTSPQIRFIGDGLPGQSKGSGSR
>MCF4116409.1 hypothetical protein JMK10_06210 [Rhodovulum sulfidophilum]AB33
MRGKARTLKSGLIQIVAEILERLSREGVLDRDDAWEYLANAREAWRSPAEETAVAERLAADAEYRLRDELLDGEIF
>MCF4116410.1 hypothetical protein JMK10_06215 [Rhodovulum sulfidophilum]AB33
MSLDINNFPLVWMSYDEAPDHDHDEDFAALEVCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKAELQTLVL
AMIVIEPSAAKRLAFKTFGAVFSKFWGFPLKIAVTRKEAMDVAENLLSEGVVPATS
>MCF4116411.1 hypothetical protein JMK10_06220 [Rhodovulum sulfidophilum]AB33
MLALAARRATDWAMLVLGGLLFIMSTLAGVFDGLRDGGHLVGLELLAVTLPGMVALIFTLRHIRST
>MCF4116412.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB33
MYLDVRPDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLTHSV
FGSGEVECLSLFIDPPESANLPKDCCTITVSRFFRELLMRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGD
PRLKKLTDLLIAAPADHASVAEWASRVALSERSLSRLLAEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESA
SSFVTMFRKMVGKPPSRYLLERSRLR
>MCF4116413.1 cyanase [Rhodovulum sulfidophilum]AB33
MKDLTMSEDITKEDVTALIIRAKKKAGLTWEAIAEKIGMSAVWTHSAAMGMNAFTEEKAKALVALLDLPEEATDALVESP
TKVWQQTVPTDPCIYRLYEIVGVYGPTIKALIHEKFGDGIMSAIDFDMTVERVANPKGDRVKIEMSGKYLGYNAW
>MCF4116414.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MPDSVFVEKLVRITGVGIWRDHKPKSPDTDFARKTIIYGFNGSGKTSLSRIFSSFEANSLANGLDDRAKFQAKLSDGTIA
TDANLVHPLGNHLLVFNSDFISRNFQWEKGSALPIFHIDEENIDKVNELRQLEADLETASAEARAAETRLETAEKRYKAK
GTEIGGRVRDARGTGYTQQFNRGNVDREYSEKEFTEQDNLAGDKIDECRAIIRQSDPLPKIDLAFELPEGFLDELKTACD
LVQRDFSAQLSSDLTTHPNMLAWVAEGHRYHEENQLVSCLHCGNEISDQRRKTLAALFSKSWQEQTNAVTAAIEWCGRSR
SLLRGWLEGLPSQSAVQSTLAKGFGDAEKEFRAKVISTGKAINELQEALGERQRNPMANRTVPDNVIKLLGVDWSTGFVD
AKKRLLTVISEHNSINDHFRQRKDAAANALKAHVLFAEQASYRQLKRKTAEAEEHNLKAQDAEKELKEKAETLRNAIRKH
GIAANELNKLLHEYLGHNSIRLEPKDEGYQLVRADGSIAQNLSEGEKTALTFCFFLTQFEAEGRDKKRLVVVIDDPVSSL
DSNAQTYAFGLLKKHTKRVAQVILLTHNLKLMHMAKRAFFRGVNFAATVPQGLLFVDCRDDGKGSRESALVKMPSHLAKY
DSEYQYLFSIVFEASDKQSTDYLYLLPNAIRKLLEIFTAFAAPDKASFAEALFDDSGKIKGLDQAEMNQLERVCQIESHG
DIEAVNSLPALTVEESHRAANGAMKYIRERDRKHYDAMLRIVKKPVAA
>MCF4116415.1 plasmid recombination protein [Rhodovulum sulfidophilum]AB33
MKDVLDVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNENARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLVVHLDETTIHAHFTLRAYTNAG
LSMSEAAKRGTLSRLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRSVRELHHDLPGELESLRQRRAEEQKALV
QATNERGVQQTKLDAILVEIDELEAELDFAREELQSRQLELARLKTDEKAHQSELDALRASAEKTRRHLAELDAKAVEEE
KKEKRRRTYQLRLEKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREADLAHREHHQTQQAEVAQALAADLDARA
GEISLREGEVAAARTELVSEAEEVRAQKKELDASLQAIDHVVAAVKTGQIRVSDNGKITMDDPAPLLAAPKSLRERLMPG
ILRLVRKIDATEKQASLVEKMMRRMQRLFGRPDLPEDVEHEAREIEADWQGGHL
>MCF4116416.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]AB33
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>MCF4116417.1 hypothetical protein JMK10_06250 [Rhodovulum sulfidophilum]AB33
MATCAFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VERPSDLPLKRAAMLTRALIESESAEAFTGLYGLPGSHAHLFACTEGGVIGARARRTLAAHQAHLDAMAELGEFNDPGEG
WDEVAPEASSMPKPLACEH
>MCF4116418.1 hypothetical protein JMK10_06255, partial [Rhodovulum sulfidophilum]AB33
MNTHLPPFPDSTHDQPVPVGLPIQRHWQDVAEAKGFEITARVDDRYHLMLRCHSCGGAHRSKLYVLMTCQPLCPHCMDAR
WRKDAEAAGLIWLGRDPDGRHYGFYQAPCGHKLRRQFELVKRIAAGECAHPANLRRVLPPTLQLPPIDREIMLRLLGQTH
SATGKVDRTLITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSD
LAAW
>MCF4116419.1 site-specific integrase [Rhodovulum sulfidophilum]AB33
MGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLTLVRYMGCAGARAAEVDGDVWTV
PPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRVLKEDGRPHGFRSSFRMWVQDTD
ACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSAADG
>MCF4116420.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB33
MTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRIRKWLKVVS
>MCF4116421.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB33
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWTDDRINQVCHAIEAHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>MCF4116422.1 hypothetical protein JMK10_06285 [Rhodovulum sulfidophilum]AB33
MDIVKKVLSGICIPLILSGCMVDPVPSIDLMKGSGSVNRAVDGRTAFRYVVSADAYNGVVNAPDELRKQHEWLIGSYLGE
GGHCPNGYQITNASLDSAVGAYVYEGICR
>MCF4116423.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB33
MLNRELPPRAPGSFRVAVSHVPVNPSDLIPITGAYAHRISLPAVAGYEGVGRVVEAPDGLSHMVGRRVLPLRGEGTWQTH
VDCPAHHAVEVPDAVADLVAARAYINPMAAATMLRLWPVRGKVVLLSGAGSSCSEHLGRWAISQGAKLVMGIYRSENRKD
RLHRMGIEPISTANISAILTASAQADVAFDSLGGDIARCVLERMRGETDFVAYGLLTGKPVEFGAGVRATYHRFHMRDQF
PVLAGRGMQAAFAEIWPLLAEAPPSPPRVFPAREWRQALAEAEKPGGQKPILDLSSLA
>MCF4116424.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB33
AMSEIKRSSDGISQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSEHVE
SGVSLVNRTGEALTDIVERVSNIAELIGDIATGAQEQSVGLGEINVGVTELDKVTQQNAA
>MCF4116425.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB33
MKEHDIRPPRKGRRFPRTTGSRHDFGIAPNLLRRNFKASEPDRIWLADISHVPTDEGWLSLAAVKDTATMEIVGWSMSER
LKGSLAVDAMRMALQNPRPASALICHSNRGIQYASDDCRGPFRRHPGHCELEFSTIEWTKEEAP
>MCF4116426.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB33
MDETHAPDAKPLRNGTAQPRALPSARPPGAAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQV
FSLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRV
LFLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVE
FIRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPETTEALARLADAGIPLGAQTVLLRGINDTVETMRTL
CRGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLL
RNFEGRIYRYPDPGGRTGARD
>MCF4116427.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVLAIESGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGVHEIVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLVHRWMPRQHCFTPVCDDWGEAAATEGGVEGVFVAGDGAGIVGPRA
AELQGRISALRVAEILGRIDRSTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEADGQDRDETGLGSPLPSFGTALPGGV
PGILAETGESGGETVADAAGWLPVGGADDAPPAAPEAEKAATGSACHAGEA
>MCF4116428.1 hypothetical protein JMK10_06320 [Rhodovulum sulfidophilum]AB33
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPESRIEAAERGRAEAEAQVLRLREVRLEAQAVTWRENKR
LRERIAELETLLAGKASC
>MCF4116429.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQRHALAAQAANPFIA
RGLSEFRTALEATPGGFTPIIAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARMHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVATGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQVNARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTATKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MCF4116430.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB33
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMDFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MCF4116431.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB33
MERMEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVN
VGQALAARGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRIL
TRMEMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGSFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFL
VEAADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILA
GRFSTELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMAEKKPYLRKLV
TSAGMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MCF4116432.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB33
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLALLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAQEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MCF4116433.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB33
MAWTLDLALERRMPRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTVIVGTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MCF4116434.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB33
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MCF4116435.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB33
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MCF4116436.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB33
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MCF4116437.1 hypothetical protein JMK10_06380 [Rhodovulum sulfidophilum]AB33
MTVKLFATAAVLAGFSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MCF4116438.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB33
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDAPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>MCF4116439.1 acylphosphatase [Rhodovulum sulfidophilum]AB33
MTDRIAIRVRIAGRVQGVGFRAWTEAQAAALGLSGWVRNEADGAVLALLAGPEDRVAQMLDVLQEGPAPARVETVETTPG
DWPAEAGFRISR
>MCF4116440.1 hypothetical protein JMK10_06395 [Rhodovulum sulfidophilum]AB33
MLAGRPVDWDFLRQVILLPNGDWKAGPGRIAERISGLQAHYLAEKTPQAERIEFVPETARFRAVPVPASNPGLLEASLSQ
VSDALDDALANPSNGLSDRSREARVLRRTVAKYGNDPQRIEMDLTTVHAALPRQVVSQDLPPNEENLALQAACEEGARAV
RATHPEIAENRLILSQQAWKEMTPEDTAAIEMGLPVLTAISEDNLADQFREDIPELVNDAIGPVPDWAPKLPGADPATRI
FGRISRMSIILRSATGALDAVAARLGMTRAEVIGIFVSLVGLGITLIS
>MCF4116441.1 hypothetical protein JMK10_06400 [Rhodovulum sulfidophilum]AB33
MLREISLPVLRAILASGVKDKCQTPEVKSALENVEVEVERAANTARGSGAYPAASAAANAVQATASAAGSAFKAANAARD
ASNAARATHRSSVYAAADLDADILSIGDPKAVFFLSLWPLSLLPNGLAE
>MCF4116442.1 translation elongation factor 4 [Rhodovulum sulfidophilum]AB33
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGDRDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MCF4116443.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB33
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MCF4116444.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB33
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MCF4116445.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIRAALALALIATPLLAQQQWSPEGWTPDGWEVAPLEEMPRAEEMMDALGLGDTTLADRPLPLVSRPDPLELQEHRTETR
SAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIA
SSPALNPLDNARYDVWVLRCRSS
>MCF4116446.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB33
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRIRTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MCF4116447.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB33
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNPRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MCF4116448.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB33
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MCF4116449.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTPCPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRVAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGAGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MCF4116450.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB33
MADLSCDFAGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MCF4116451.1 hypothetical protein JMK10_06450 [Rhodovulum sulfidophilum]AB33
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MCF4116452.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPALEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFDGADRHLAMLFRRLLAP
>MCF4116453.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB33
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MCF4116454.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB33
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MCF4116455.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB33
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAESNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFSADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTYGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISATGQQSAIDYNVFEGKQVSGLPRYTLTRGRVAVADGEMKPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MCF4116456.1 hypothetical protein JMK10_06495 [Rhodovulum sulfidophilum]AB33
MAPDAVAATMRALGPGWPGEALAAGPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVAFEPG
>MCF4116457.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINLHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MCF4116458.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB33
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MCF4116459.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB33
MTDTALSSRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQQAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MCF4116460.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB33
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDATPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKS
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MCF4116461.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]AB33
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQLYSEWLLTEAREAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPGLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MCF4116462.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MKLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGRGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRIEIFTQAENRP
RQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MCF4116463.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVSDLIARLGLGPVAGLRPERLSIGQRQRTAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>MCF4116464.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB33
MSPFRLRPAVSAFAIVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHEAPDGPETRRYPAFQPLYVFARQEGWVEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MCF4116465.1 hypothetical protein JMK10_06540 [Rhodovulum sulfidophilum]AB33
MALKIRPDPRRPSGGYAELSAEAEALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPGAPPPAAPAEDPAP
EEQRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRHEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDDAANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEATRRLERLCPDLRA
ASDTLSRSAAEEYCRP
>MCF4116466.1 putative virulence factor [Rhodovulum sulfidophilum]AB33
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPENGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTSGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGQALQQTGNAEEVHAPLAALTPRETSIIDVKTLHGLDREAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAEQRVASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSAETGANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>MCF4116467.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB33
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEASGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MCF4116468.1 hypothetical protein JMK10_06555 [Rhodovulum sulfidophilum]AB33
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
VLPASAPAATENAPATGAAPADPIAPASARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSEVLQEGRLTR
QGESWTTTINYPGLP
>MCF4116469.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB33
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSASEAMARQADVPTDTPPDTDSSAPPAAGATVAPGPVPPEPAARAWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLDFLESA
ALTPATVTRPCQPQLLRPVAPPASAGPPAEAAAGVPDFNLRPSSDE
>MCF4116470.1 hypothetical protein JMK10_06565 [Rhodovulum sulfidophilum]AB33
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPAP
APEPAAPPDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRGAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGGASCVNFQPETGGRGEVRLRRRTEDQ
>MCF4116471.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB33
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENKLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>MCF4116472.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB33
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANVTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGATPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MCF4116473.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPRYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIADARDRLTEMSGHVHLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAALSDIVERVSHIAELIGGI
ATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARATRRAEPAPSPDNG
RMPTEPRKSAVNDGGWQDF
>MCF4116474.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MRLALAIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRRVEL
DSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEVDAEARPDFVSLEGY
LAGRVALRALQKAGPFATRSRMIEALDQLGTFDIGGLNFSYGPGDNQGLDEVFLTRIGADGAFEPLPKAAVDPKL
>MCF4116475.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASAGYRRD
>MCF4116476.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTARHIRLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MCF4116477.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MCF4116478.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIAGERASPEVYDRVHQELGLDRPLMVQFWFYLQDVLRGDFGTSLLTARP
VSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYSMPIFWLGLMGLLIFYGILGWVGGPG
RLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSER
AVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLY
KVFDPRAK
>MCF4116479.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIELNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MCF4116480.1 dipeptidase [Rhodovulum sulfidophilum]AB33
MDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDSYDLPL
PEPVPQDRALQVAMAQIATLERLQELGALKICRSAAELHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAICPHARN
LTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAGLPALR
RAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MCF4116481.1 ATPase [Rhodovulum sulfidophilum]AB33
MTLQAPKRSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYRLTEAGKACALDALSQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEELIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>MCF4116482.1 prepilin peptidase [Rhodovulum sulfidophilum]AB33
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWTWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRIPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSEI
>MCF4116483.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MCF4116484.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MRSTTRSRTQTSDPLRRGAVLAAVFCTACSASGTLSPAYRGLPAPADAAHPATAVDGLVVGHRLMAAGEYDLALKAYYRA
AAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
SNLRLAIAKTENPDYDLPRNQGTTFELVRRGEGRYLLLAPP
>MCF4116485.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB33
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQVSGADRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDSLQNADF
>MCF4116486.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB33
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETAFFLPAAIAVAVFLVVNVIFMRVMINI
KV
>MCF4116487.1 CpaF family protein [Rhodovulum sulfidophilum]AB33
MFSRYRKSEPGKVPPAPPQPQAKTPPEIPAEASAPALPALPIQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MCF4116488.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRHGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPTDILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLQLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDVGAAAAAAAQ
>MCF4116489.1 OmpA family protein [Rhodovulum sulfidophilum]AB33
MRTRLALLTLGTALALTGCSPQQREEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDPTAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>MCF4116490.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB33
MNFRIILAVALLGLATAPGVLRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNIFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MCF4116491.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB33
MRLIFGLVLLVGLGLAGCAVYLAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVVAKAFEVDHKTLL
GIEDAPDAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MCF4116492.1 hypothetical protein JMK10_06675 [Rhodovulum sulfidophilum]AB33
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>MCF4116493.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MCF4116494.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MQWKTADYAGWGRALRAHGRIARPERVSTLTRALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMAPEGPREVTPGADPALFRATM
GGQGQTGAILSTRLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLSTDLVRRLQLRSA
>MCF4116495.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGVIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MCF4116496.1 hypothetical protein JMK10_06695 [Rhodovulum sulfidophilum]AB33
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGSYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSTSGYANARVAKIV
ASLAAESDNGYVAAHGHRDNGPAAQTITDPRVAAIAAYNAANAD
>MCF4116497.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB33
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVAEDEIRAATEAHIVD
>MCF4116498.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB33
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MCF4116499.1 hypothetical protein JMK10_06710 [Rhodovulum sulfidophilum]AB33
MAARNLFGINTTLARLSASDPTSRTIVVGGDRLDMTAEGLVASRIDALADRRMTVIRTSCQRDATEGLSALTGGLRQYCA
N
>MCF4116500.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB33
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MCF4116501.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB33
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKATKAKTSDSAG
>MCF4116502.1 DNA-processing protein DprA [Rhodovulum sulfidophilum]AB33
MVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARK
LGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLARRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGID
RAAHIAAIETGTVAVQAGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSG
SLITARAALDQGREVLAVPGHPFDARASGCNLLIRDGAVLVRHPEDVLDALGPAPRPAAVAPAKPPPRMTEVPETPAEAR
RAAPPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MCF4116503.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB33
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MCF4116504.1 threonine synthase [Rhodovulum sulfidophilum]AB33
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLREMFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MCF4116505.1 insulinase family protein [Rhodovulum sulfidophilum]AB33
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAERGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MCF4116506.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MCF4116507.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPTPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
GASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>MCF4116508.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPASVIVTLDRMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLVETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVSDGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELTRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MCF4116509.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MCF4116510.1 hypothetical protein JMK10_06765 [Rhodovulum sulfidophilum]AB33
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>MCF4116511.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB33
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MCF4116512.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB33
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRETG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILQLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGGIFELQRP
>MCF4116513.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRA
RPD
>MCF4116514.1 CVNH domain-containing protein [Rhodovulum sulfidophilum]AB33
MKGFLVSSALVISATAAFAADPSSFQNARFNIAFHYTDDGGAEIAATCLTADGMPHDTSITMPGIGNDNGSLVIEGGSAS
FQKSCGSIMLHPSIDGVELTASCRKTDGSFEDASISIDGISNENGTLSD
>MCF4116515.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB33
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MCF4116516.1 aspartate kinase [Rhodovulum sulfidophilum]AB33
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MCF4116517.1 DUF1178 family protein [Rhodovulum sulfidophilum]AB33
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGSRDVSKALMAPSVATDRPESSGAPAPDEGSENAAAPAGRPL
STPADPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MCF4116518.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB33
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MCF4116519.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB33
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFPLTLSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVVLDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQHASPGA
>MCF4116520.1 hypothetical protein JMK10_06815 [Rhodovulum sulfidophilum]AB33
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MCF4116521.1 threonine dehydratase [Rhodovulum sulfidophilum]AB33
MAETQFSLDELEEAARLVHAGMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGSNIDSARFATVLG
GGVPDP
>MCF4116522.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB33
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGTSNGPGRAQQPTIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDHPVLLLGARLSARSAARWQ
RMPALARRLTGAIAFLSAQDPASMDRFATLGLPPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGPEQPVLLADTMGEMALWYALAGVSFIG
GSLIDKGGHTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAEGVAGADGLSAALAALDSAEQTRRAACAREVLAGLRA
EAPGPDTLIDALEGLMGAPAPTPPAEKEPGNG
>MCF4116523.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB33
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MCF4116524.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB33
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELSASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MCF4116525.1 hypothetical protein JMK10_06840 [Rhodovulum sulfidophilum]AB33
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRPVPARAMPVLLRGPLPQDPGAPALPVAREVA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAALRVMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MCF4116526.1 DUF6280 family protein [Rhodovulum sulfidophilum]AB33
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MCF4116527.1 elongation factor P [Rhodovulum sulfidophilum]AB33
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MCF4116528.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB33
MAERAALEALAGAAIVRSRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHATTGGAYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPVEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGAGYRGLVERCLATLGA
>MCF4116529.1 folate-binding protein [Rhodovulum sulfidophilum]AB33
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPSGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGTAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MCF4116530.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MAGGAQIFGWLWRGYLRRHSMTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLMAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEIAGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVASQLRS
RAGQAGMPALVDVVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHSVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDA
LLAQDGLYAGLYRLQFTAES
>MCF4116531.1 sulfur transferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRTVISLRGSNRPHSHWL
LEEEACAALGLQLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHAEGTPVAQARKMLSWR
FLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MCF4116532.1 hypothetical protein JMK10_06875 [Rhodovulum sulfidophilum]AB33
MIWQPQASGAFAMAATLALVAGAGARFVPSSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALA
GLGALHLRQSLPALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGA
CQIVLAARSRPKRFWRMSLNPAWPDRYAVAEIETPSGKQVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDF
NAAPWSRTLSQIHRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MCF4116533.1 SLC13 family permease [Rhodovulum sulfidophilum]AB33
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVEWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQSLGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MCF4116534.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MCF4116535.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAATAKTA
>MCF4116536.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MCF4116537.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB33
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRVMADCGTPTEAPAEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MCF4116538.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MCF4116539.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB33
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARNVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MCF4116540.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB33
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVASVLYVRWVDR
RAGPILAMPPKDGA
>MCF4116541.1 DMT family protein [Rhodovulum sulfidophilum]AB33
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLIAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MCF4116542.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB33
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MCF4116543.1 hypothetical protein JMK10_06930 [Rhodovulum sulfidophilum]AB33
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MCF4116544.1 DUF6497 family protein [Rhodovulum sulfidophilum]AB33
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAETGPEPAQVVITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MCF4116545.1 hypothetical protein JMK10_06940 [Rhodovulum sulfidophilum]AB33
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MCF4116546.1 hypothetical protein JMK10_06945 [Rhodovulum sulfidophilum]AB33
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MCF4116547.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB33
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDISTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>MCF4116548.1 restriction endonuclease [Rhodovulum sulfidophilum]AB33
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSVLFELTPEDRAEVLPSGRQGRMANRVHWARGYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPADPIASDATPEEILTSAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>MCF4116549.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MCF4116550.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB33
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MCF4116551.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB33
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLSAPKGSKRATAAE
>MCF4116552.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB33
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MCF4116553.1 endonuclease [Rhodovulum sulfidophilum]AB33
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGVPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSPDEEIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MCF4116554.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB33
MRHRLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MCF4116555.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB33
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MCF4116556.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB33
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTTPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MCF4116557.1 DnaA/Hda family protein [Rhodovulum sulfidophilum]AB33
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MCF4116558.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB33
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGERASNEDRD
>MCF4116559.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB33
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MCF4116560.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVKGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPEGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MCF4116561.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTAQENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MCF4116562.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYRLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGDVIWIQATYAAYVDENGQTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGNRSNRNAA
>MCF4116563.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB33
MCGGESRENAAGPGRGPADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFDAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RQRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRNSG
>MCF4116564.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPADPPIRRSTLPTARLLRARRLLPRSRVEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGRPLEQTLALSAAIRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGRGSTFTVTLPLPEAAAAAEAAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LEGVETAAGRQFDVILMDISMPRLDGVEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEIL
GEVPGAATQYKTAPAAMVPEPGRDAPADKPHRAAS
>MCF4116565.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLRRHDVTQPMELDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAEGLPPAPD
ACPVLPAIPAAPLDIGLALG
>MCF4116566.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB33
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMSAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MCF4116567.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB33
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARSPEAPDLFAG
PVPGKASYVLRARDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRAMPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MCF4116568.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB33
METRYSRLASRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPRGEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAGNPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MCF4116569.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB33
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFANLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MCF4116570.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB33
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MCF4116571.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]AB33
MSSLAALARATGILPGYRDLTGTERPTAPETAQALLAAMGLAAATEAEAAASLAALEAARAARHLPDWLVLDEGRAPALA
VPAAWRIELETGGVIEGRAEDPLPALPLGIHRLRVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKSAFAGL
DAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCAAPAVADFAAANGGAVAFHAWLQCLAETQLGAIR
EAAAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVQMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAM
FDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRRLGHIPPERAEALAAERAGQAQALGVRIGGAGIDALHAALAAS
PARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>MCF4116572.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB33
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>MCF4116573.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARRGSDAGQGMV
>MCF4116574.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWVFTLGIGFTVAYFLAFHIRSMTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVVLLITVLMVIGILLRFVDIRKEL
>MCF4116575.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MCF4116576.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVAENVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAARGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MCF4116577.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPR
TARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQA
MCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>MCF4116578.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MKLRRMTAEELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGAIGFEKRA
FLSAWATDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGGGAVAAALIETCGRVAHGAPVMIDVPEPSRWLAGHC
VGLGLAPVFGTARMYRGRAPQPGPVIAAVATLELG
>MCF4116579.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB33
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AELPPLLGLHRRGAAPVWLDAPEAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTTQQARAFDNHLVTVGAA
>MCF4116580.1 imelysin family protein [Rhodovulum sulfidophilum]AB33
MIRRTVLAFALALGATPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCNPGSEPLRTAWNEAFDAWLA
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALASAILADWQNGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
RASLGPALGVAAGFNSRDGD
>MCF4116581.1 c-type cytochrome [Rhodovulum sulfidophilum]AB33
MGSAAVAGPLTQAVTGPTLPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAGIEGYLNAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVTLSEGEGATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPSGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAHALSFQLIW
PHTDLLLHDMGEGLAGGGAGASGQEWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>MCF4116582.1 bacterioferritin [Rhodovulum sulfidophilum]AB33
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MCF4116583.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB33
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MCF4116584.1 peptidase [Rhodovulum sulfidophilum]AB33
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAKGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>MCF4116585.1 hypothetical protein JMK10_07140 [Rhodovulum sulfidophilum]AB33
MNADPNRRGSAAVGYLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>MCF4116586.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB33
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDDGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MCF4116587.1 glucokinase [Rhodovulum sulfidophilum]AB33
MTSLVADIGGTNTRVALAEGPCLMPDTVRRYRNAEHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWATAGAGTPRKLDGHGVLAALDTDPEALRAAETFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MCF4116588.1 GH1 family beta-glucosidase [Rhodovulum sulfidophilum]AB33
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGTPNTAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIDYAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAASDALVMGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MCF4116589.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHEIPFNDPAVVGAIEDYGWFARNDAYVEGGAQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MCF4116590.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MCF4116591.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB33
MAGHAGRKSGLVWAVHLSVATLVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVARDGSFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MCF4116592.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKEAGWRV
>MCF4116593.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB33
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAALTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTTGGGTIRAQVPTEPGDKGRKVRVGIRPEDMAATDGADYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MCF4116594.1 hypothetical protein JMK10_07185 [Rhodovulum sulfidophilum]AB33
MPRFMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGSDGMVANPLWTAEFSEPGFRSDLASS
LTRAGILTPGGANRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTLFDQTVTTSYTSPLGQAVRGIDRLRIASENAA
RDNIALLLRALGASAEGAPTGGPF
>MCF4116595.1 hypothetical protein JMK10_07190 [Rhodovulum sulfidophilum]AB33
MPMIRPFGPLALCAVLAACAHGADETAMVPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFRRRCAARGCC
RARWRPRGAMC
>MCF4116596.1 hypothetical protein JMK10_07195 [Rhodovulum sulfidophilum]AB33
MSGALAASGRYVLSAEIEDITQPLFGVDMQVGLTMRYRWQDRAGKTRWERRIVTRHTARLGEAFLGSERLHYANEGAARE
NIAAFLRALGAEARAGGVAGVA
>MCF4116597.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLIGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MCF4116598.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLTAPVAVPLVVSAADQAATEATHVSGADD
>MCF4116599.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB33
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MCF4116600.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB33
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFIFMMVAYGMKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGVTPLWGALSFPMAAFASLMLALAAALEGQAPAEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MCF4116601.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MQDAATCPHSAWIGELPGGLRRRFEPGTAIARPGDVDGYGEGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLMHGALNLIEDLAFRPVESRFARFLLNERALQNSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MCF4116602.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB33
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MCF4116603.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB33
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MCF4116604.1 hypothetical protein JMK10_07235 [Rhodovulum sulfidophilum]AB33
MKGRVVMKPSMACATCLTRIHDSQMHSQGPRTGRFAYGRGAIVRAIPFFGLRVGRREVSRERGTQDEGWMTVFPDQELSR
TDTRHGVLFPFHAEEGKLFAGAKPHLIP
>MCF4116605.1 sugar transferase [Rhodovulum sulfidophilum]AB33
MSIAVLQAPAAEAGAIPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERRGGQVGCWVQRAGLSGLPLLWSVLRGEMSLVGPRPATRADLARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIAAALLRRWRPGRPQPGLALLSGTVSLIVSSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>MCF4116606.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB33
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MCF4116607.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB33
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRSYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MCF4116608.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB33
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MCF4116609.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB33
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTLVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MCF4116610.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB33
MTLQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYEGPAAAAAGRLGLIVLRLSVDPSEPAGRFSLSAGGAGGDCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANAKSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MCF4116611.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB33
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGNAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALTSAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALIALRA
RVAGLYGG
>MCF4116612.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB33
MSDSLIDPADPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPKPAPKALPAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERT
>MCF4116613.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MDRNATPARTLSRQPPLVREAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQAPPCP
TA
>MCF4116614.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGKIETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MCF4116615.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB33
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEDGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVTHKLSDQFFTRFKEVVEGPEEAEEPAAEESAE
APKGKGWLGRMMTRKAEAE
>MCF4116616.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB33
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEADGCEVATIEGMAN
GDGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MCF4116617.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB33
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAAAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMKAALAADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATLDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALLEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MCF4116618.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB33
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDAAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGARVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGGPDYRAHLVRVLTGRAVARAS
>MCF4116619.1 hypothetical protein JMK10_07310 [Rhodovulum sulfidophilum]AB33
MTGFANEMSPASASSGPDSAAAATDATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAAEDEAEVGPDAPGLEAGMPEEAAETAPVGDADETAGMPDEIAADAAAEDELSDPGLPMPEEAED
EAAAETVFAEDDAADLDSAEGQDVDAPDTEASLADPTPEAGAEEELPNAPEPETGDETATGLADLSEEAGPGPDIGLGED
DILPDMPEAELEAEDDLAASDSPDIAALDETENESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEDDTDSSQAAIEAIEERIEAIAERLGD
VQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGQGEERQGNLDAVLDRLNATQESI
AAMVSQLLEGSSEAERRFGA
>MCF4116620.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB33
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTLVLADARTLAEAPGTAAYL
AGSGRVRPTQMRRDLERLVDGMTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTALALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRNRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFVPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGNRRPGASSVA
>MCF4116621.1 hypothetical protein JMK10_07320 [Rhodovulum sulfidophilum]AB33
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAKTAERAADAARAARDAAGTEAADLA
ETVERAKAAAETAQAERRDAEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAALERAATASAAADAAEARAAAQAQEIAEAEARQEALLAEGQEAETALTALREELEAA
TGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADTTEAAE
AAPPEPPAPAARAPGARPAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVS
LIRGLGRC
>MCF4116622.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB33
MSLFSRPFSGLQAGLLVIFTAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGDIDAFFYVAGAPTKLFQTPEIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQTGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTHEDATAGPGANEANALYRRRVCAAIGGC
>MCF4116623.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLDEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVAGPRQGARQGEGA
ALQIVLAGLPDLEPHLEQSHPSRLGLSRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECPAASLPRAPQTAPPGARPRPVAQPTPPDAAAVASIPP
SPISEPLSASSSVSVSGAVSAPGSPPAPPPHPRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLAG
AGAVPESRRAAPLSDRPQAAGTVPGAGSTETGSTEAGSAAERLARTRTRIEVAETRLADTLSELDRLAARLRDATQETGA
AEARRDAARDAAHRAEADFAQLQDRIAEAELRLDALDRRLAEGDADRLTGLQATAAPPAPKPGPKPRPDPAPAPVPATSP
LELDAAPADPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRVAAGEVAAAQ
VRLEDLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPAARFATALTAARLTPPARPSLLWWRIRAG
RSAPTDWQSIDPR
>MCF4116624.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MCF4116625.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPSGFFSAPTGFRPYALGDRPDLSGIDTLIHCAFSHLPGRYRGGEG
SDPEGFARTNLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDGFAP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISSRRGTELHGEDLAAAARILRDTGARGIFNASDILLERHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWSPGGIARLHATLPALCRPCPAG
>MCF4116626.1 glycosyl transferase [Rhodovulum sulfidophilum]AB33
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMAQLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKAERLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>MCF4116627.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB33
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGAKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MCF4116628.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MCF4116629.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB33
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPETLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDMMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLAPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MCF4116630.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB33
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MCF4116631.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]AB33
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MCF4116632.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB33
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGGVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREVEVNAVLSNAFAFGGLNAVLALR
KA
>MCF4116633.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB33
MMAAIAAPALAQEAPAQPEGNAAPAQVESTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERESCNMQQLMRDSD
DNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAEDLAAFKGGKEAS
VTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MCF4116634.1 hypothetical protein JMK10_07385 [Rhodovulum sulfidophilum]AB33
MTGLRGRSLRTATARLRHTVAVNRIPPGSSVSSKDLCRFDNTYLTFHCQSSFYPAFRAFGSGGSSSLMDWPHLRDAAFFI
ALRLHLAKSLHVDASRQTS
>MCF4116635.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB33
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MCF4116636.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB33
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRARRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALSSWLAERDAAEAAAEARGLAASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGRADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MCF4116637.1 hypothetical protein JMK10_07400 [Rhodovulum sulfidophilum]AB33
MSTSARTAALVAGALTWAVPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWRAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MCF4116638.1 shikimate kinase [Rhodovulum sulfidophilum]AB33
MGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANRE
AISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTR
PDVLEAA
>MCF4116639.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB33
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDAAFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MCF4116640.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB33
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MCF4116641.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB33
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MCF4116642.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB33
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGCARAVVLRD
FRHGNRVLRLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MCF4116643.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB33
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MCF4116644.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB33
MFKDESTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MCF4116645.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB33
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPYTDASLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MCF4116646.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB33
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVASEAGLWI
AALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MCF4116647.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB33
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTSARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALRDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MCF4116648.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB33
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPENLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPQPLAIGCFLSVGVALAVMLAVPKR
>MCF4116649.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB33
MVRLDIFADPICPWCLIGKRLLEAALAEHPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AVGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDPAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGAAPKAGLQ
>MCF4116650.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB33
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPEIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MCF4116651.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MCF4116652.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]AB33
MTRLLFILLALALASCSTVEGVGKDISAGARTVRNAL
>MCF4116653.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPAHGIAMYGAPALPAGFVALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALEHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRTGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MCF4116654.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB33
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGEECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MCF4116655.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB33
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MCF4116656.1 LysE/ArgO family amino acid transporter [Rhodovulum sulfidophilum]AB33
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARLAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MCF4116657.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB33
MFESKEPSAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>MCF4116658.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB33
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MCF4116659.1 translation elongation factor Ts [Rhodovulum sulfidophilum]AB33
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATATKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MCF4116660.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB33
MASADQRPRTTLAIRVLGLTILIAIGLGLLQNLLDPPADTAAALHLLPAAGSAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWIRIVGHPRIEHALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAEIANRNIRKSDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQGIATHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGRAIRRADKALYAAKIGGRNRVMSAAALYEAEAAVGPLARRTPPRLVS
>MCF4116661.1 hypothetical protein JMK10_07520 [Rhodovulum sulfidophilum]AB33
MFTPTASPAQPPLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVALLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPADLSTTYAILTLHLCLALQPFHRGAAMAVLVAAWTGIWWSTMTDL
FEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIATLHAVPETVSARLLI
APLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADERA
MRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNIEAALQRAE
SALYVAERRGGGTLVRVSDLAETGQGTEARNTPRDMGGAARPP
>MCF4116662.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWAKHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MCF4116663.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB33
MTRTGTGTGLTLAAALLACGAASADPEEGAYRSPEDFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLSKSAIA
ADETFTDYSYHNIGVPANTAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGVAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASPRAGGTDTDR
>MCF4116664.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB33
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MCF4116665.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB33
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MCF4116666.1 phosphate ABC transporter ATP-binding protein PstB [Rhodovulum sulfidophilum]AB33
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MCF4116667.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB33
MTDIPVSDARPERAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MCF4116668.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB33
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MCF4116669.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MCF4116670.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>MCF4116671.1 hypothetical protein JMK10_07570 [Rhodovulum sulfidophilum]AB33
MPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGM
TVQMIPRTRH
>MCF4116672.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB33
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEVGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>MCF4116673.1 guanylate kinase [Rhodovulum sulfidophilum]AB33
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MCF4116674.1 YicC family protein [Rhodovulum sulfidophilum]AB33
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRMSARDSGHGGLQI
DPVALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRTSEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIGETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKAAIDQMREQVQNVE
>MCF4116675.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB33
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGAGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MCF4116676.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB33
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAI
>MCF4116677.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MISFAGGIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MCF4116678.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAKIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MCF4116679.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGKLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>MCF4116680.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIGEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MCF4116681.1 hypothetical protein JMK10_07620 [Rhodovulum sulfidophilum]AB33
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEDDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVSVHGSCAESE
>MCF4116682.1 hypothetical protein JMK10_07625 [Rhodovulum sulfidophilum]AB33
MADDASTARAPLRRPAPDHCRPEGAAVAAARGGGGGKYPVFPAGRPVAATCIGTCQ
>MCF4116683.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MCF4116684.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MCF4116685.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVNPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPGLEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPDAWAAWRARSRH
>MCF4116686.1 hypothetical protein JMK10_07645 [Rhodovulum sulfidophilum]AB33
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MCF4116687.1 hypothetical protein JMK10_07650 [Rhodovulum sulfidophilum]AB33
MAGLLLALAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPVFGFERDLGVT
TASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLAAMRALEVPLISLTNLKVYASE
>MCF4116688.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB33
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLTERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSDAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MCF4116689.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB33
MNKTALTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICA
ADMGPANFVHGYRGASRPASNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARRFEFEEDD
RPAT
>MCF4116690.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB33
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVRAVLG
>MCF4116691.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB33
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MCF4116692.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB33
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHSDVVPV
ADQDWSTDPFALHEADGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
ISLIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQSRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLTGVLTA
>MCF4116693.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB33
MAGVHWLAADWGPASLRVWAMTGHEVQAEGASDLSMEHLGPADFEPALLALADSMLPPGEVTPVLVCGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGSVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTATDAQASML
>MCF4116694.1 galactose mutarotase [Rhodovulum sulfidophilum]AB33
MTSATDTALDTARSDGPATGRRLLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGPAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
ASYSIEDEGALEILLEGESGALTFCNLAPHGYWCLDGSGALDAHLLEIAAGTYLPVDAALIPLGGPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVSGIALDLSTTEPGLQVYDGGGIDTGPFPGHQGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MCF4116695.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB33
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MCF4116696.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MCF4116697.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MCF4116698.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MCF4116699.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIVKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MCF4116700.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB33
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIACRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MCF4116701.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB33
MARDQKMGPGHVPRPRMPDMSRPPPPTPRAGKSPMARAAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLAS
LGACDPDKDKP
>MCF4116702.1 xylulokinase [Rhodovulum sulfidophilum]AB33
MVFSLGLDLGTTGLRALLLDDEGQPAGSAGRSCAVAHPHPGWSEQDPADWIAALEGTMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFARIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLELPEGGELGAALGAARLGRVAATGAPPETVMTPPVIAATIAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>MCF4116703.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB33
MKPTLEDQAQTCPEALPERAFLEGVAAVLGCGQVALLCPDPAANGRLRVTAADPVDLEGRSFPAEWGLLGACRQDDLKKN
PGLTEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRQPGVFTDAQIPFLEHSARALVHALPDSPDARMAIAPARPVAAPE
ASPNAACGLCDSTAAAEGGQAALAGTIASIGTQFGASRCVLWQQRERAFRPVLIWKPPDTQTGPAQIPADAEMAAFLARR
IETFTSMRPVALEEEAALGPLGIGARLILPFRDGAELGGVLCIDRAAGQRPFAHRDVALLSCLTDAAGLLLCQQETRRLA
DAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRGSIRGRIDGLLGFRPEDCLPQATAEAIHALLDRAEARG
FAVLPELVHPPAPAAGPKIYTLSAATHAPAPAQASPGYVLVIRDVTEESAQRCERDRLGRIIEHMTREVFLTDSSHRLTW
ANRATEEHIGRPADRLAGLSPRQAFRAVWTDATRLDQVCEQLEADNGFAGEAAFLDHGGTKVWFDIAVTPLCDGSGGREG
WMWILSDITERRRDKDRLAQIAQKAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEAIL
RYGLAHGEYPGDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRLAA
MDLSRDAIAIAGADGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPGLMTGTALPALDARGNWRGEVWYRRPDGSR
VLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGIVG
PNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVALN
LLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSVDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSAVD
CGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDRNAAPAAPHGSRRRARPLSGRLDGHMVLVTDDNPDVLRVI
SAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHSGR
EFAAVLGKPISSADLLAAAEAAILDR
>MCF4116704.1 transposase [Rhodovulum sulfidophilum]AB33
MENRLFVDAVLWLARTASSRRDLPPEFGKWTALHARFRRWTISGIWESLFNRLSAGSGFEYVLIDGTICKVQGDATSANS
RLGFRRSGDRAAGLTTKILSVSMPLACRYGSFPPLGTGACCADHGLAGC
>MCF4116705.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB33
MRPHLRRYLEHLRRVPDDASDRAMQDLLDEARELVDALRIYVLSDHVSDAASAVQGKAGRSGGDTGLIGRPPVRGAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRPSDRMPSSEELRCLHRLARRLGEILNARGLRLAVGAAQGAAGHVARRTGLGAAP
SKDRAPAGIGADEGAQDQVAVVRARSGGERQAQMIERFVHDMANLVAVIDGSARMLSEEFGRSAHLHRILEANRQILAMM
ETLRAAGHHEIRHRWVDLGHLVRAAADLLQADWPEGIRLDLDLPGHEALALADPVQVSRIVLNLLCNARDGVARKAPGRA
PEGRVLLSLRRQCDRPGAEGCAWYEFCIVDDGIGMDADTRRNMFLPHFTRKGAAGTGLGIAFLDCQIRELGGRISVETAL
GQGTTIRILWPEVFK
>MCF4116706.1 hypothetical protein JMK10_07760 [Rhodovulum sulfidophilum]AB33
MKRFALGRTECGADRVEVTGQAGMLDRRKRPGPAFAMMIICIPAGWLTLIAALLLGCSLLAAVAAMIAAMWGLFVLGLVV
FLVRDALGRRRRGGGRREGDAVLE
>MCF4116707.1 response regulator [Rhodovulum sulfidophilum]AB33
MTDALILIIEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPRPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>MCF4116708.1 hypothetical protein JMK10_07780 [Rhodovulum sulfidophilum]AB33
MAYRLILPALLILLAGPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDAAAGSGDPYHWGQV
GSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWTSS
ALASATAATAFPNWAGTNDGAIGQSGGGSCPLGESTAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATEGEIIEASQ
VVLGADLFAAFDVAFPDVPEGVIWEQGGAFYGAYLGVTGSDLVFRAFSGEETGAEVARASIPVADFANRRGTIYVEISVA
DKSVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATA
AENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLD
SATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVT
GRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATT
DNPFVDTWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGMWSDWAWAGAAAVQGENAPPGAITGLSV
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVS
GIAVRAASIIPTTTVATLAEAPGFAGTATGCSAAGGVLAMAPGQTRASYAFAGRIDLGAVQPVRLISDIELLISEARDLF
WRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSLTDDAPETARWGPWQSFDAADFSGRAFRFRAVLTVESPDYTIGITGLT
VTALQAA
>MCF4116709.1 hypothetical protein JMK10_07785 [Rhodovulum sulfidophilum]AB33
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPAYASEFQAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYALHMGRNGLVRRPVLTAEAAWRID
>MCF4116710.1 hypothetical protein JMK10_07790 [Rhodovulum sulfidophilum]AB33
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQENRFPGDQGFGL
VQAIQNREDTWGRS
>MCF4116711.1 hypothetical protein JMK10_07795 [Rhodovulum sulfidophilum]AB33
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISAWIASLNGPAGSFELDMAAM
EYDGPHGMISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRVPFGSWALAGPETVLSVSQARVRTRTLQIREAL
>MCF4116712.1 hypothetical protein JMK10_07800 [Rhodovulum sulfidophilum]AB33
MPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAVLRDLGVRNREM
ALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAMTEALREGGLLR
RVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELVYRFGRLVTATG
GFGEALDLMKDVAAEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWTDFLGKFAELPDFVPGAKAMKEAADGA
ADGLTAAREAAAAAGDEAERLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATNLARIGDAAGGDGGTSAVTQA
TGQLADTAKTASDSFKTFFKDVAKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVT
QLFPSGGLPGFARGTDRAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNADPRQIAEAVRR
VSREEAQRVYARQRREGR
>MCF4116713.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]AB33
MLSPLAGTTVSVAVAVGQSVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>MCF4116714.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB33
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLMILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MCF4116715.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIENIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MCF4116716.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MCF4116717.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MCF4116718.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLETE
AEETAR
>MCF4116719.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MCF4116720.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>MCF4116721.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB33
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQARAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MCF4116722.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB33
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MCF4116723.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB33
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAETFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MCF4116724.1 hypothetical protein JMK10_07860 [Rhodovulum sulfidophilum]AB33
MTDPAAPDRTRRLCLALAPGLLLPGLFLTSSPPPAVAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>MCF4116725.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLSGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMMTRAGMLLDEVGLPRPGQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MCF4116726.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLSLGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHGHDEDGHDGHGHATDGHDHEALAAASADH
DHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEASFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATGDT
LAVFPAEILTGLYAMLGDAMRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGT
GILCGFGLGYVAADALSRSFALARGFPLPVAFTRADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MCF4116727.1 hypothetical protein JMK10_07875 [Rhodovulum sulfidophilum]AB33
MDTGWGAILLSYWVGGMIWGGAAVSFVALRSDEGSSEAEGHEYETSEYGASEYGGAEYEDAGPGALGARSRTARSRAPED
VEEADRCGHFF
>MCF4116728.1 cyclase family protein [Rhodovulum sulfidophilum]AB33
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>MCF4116729.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB33
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVMASESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MCF4116730.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB33
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVDGLS
VGQRVAYTTQTGACSTARVLAADRLVPLPDAIPDEIAASIMLKGLTAQYLMTSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MCF4116731.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB33
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGADLHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MCF4116732.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB33
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MCF4116733.1 hypothetical protein JMK10_07905 [Rhodovulum sulfidophilum]AB33
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPG
NRPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MCF4116734.1 virulence factor [Rhodovulum sulfidophilum]AB33
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MCF4116735.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB33
MADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEDMVATARRLTEEGFVPMPHFAARSIADRATLADWIA
RYAGEAGVREGLILAGGIPTPKAEFHSSMQLLETGLFDRAGFVRLHVAGHPEGSRDIDPDGSERNMMEALGWKQAFAART
DAEMAVVTQFAFEASPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYAIACGVGPSLAVLQRRARDVSKLVLPFTPDG
FLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MCF4116736.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB33
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MCF4116737.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB33
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MCF4116738.1 ASKHA domain-containing protein [Rhodovulum sulfidophilum]AB33
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGAFPKHGITVTEQALSPKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDPATRLCLVEVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPVGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MCF4116739.1 hypothetical protein JMK10_07935, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDTWADAKNPQNVS
>MCF4116740.1 DUF1851 domain-containing protein [Rhodovulum sulfidophilum]AB33
MADIEKNYRARAEKLGEPAARDPMPEAELAYCEGRLPPGLIRFMDELGYATFQQGGVTIAKPSILAPVLALVFKSDPDLR
HDDCTVVSYNPFGDLLVWSDRLKTFRISLAEGRISSQELAPTRFGPSLQRSKPAYPPDPNLIARSAVMVRPDDFDFLDYA
GQEMLARCIAMHGPIDLGECYGFFPALALAGVESPMRRVENIRRVPALEHFAFLAQAQPFYLTKVGPAGIEKVREIG
>MCF4116741.1 polymorphic toxin type 15 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRDNGAQRSARQDYALDLENQGFDDEEISEIMSSVDATHFLDIVAGDNPSAVGIGGSAKNRGIGRQWIREGRAEILGKPR
GVCDRKV
>MCF4116742.1 hypothetical protein JMK10_07965 [Rhodovulum sulfidophilum]AB33
MLIFSMLWNLLGCKEEGVALGVHCEASLQATTEYSSALAYGVDMSVPRVADVHPLREEDFFDVRIPDTTRTGLISNDAAG
DIYYTECRSELCNIDDALTALGKCKNNSGCKVSGFVKNKAFYPIYESDSDGGHICRSRVRP
>MCF4116743.1 hypothetical protein JMK10_07970 [Rhodovulum sulfidophilum]AB33
MQASVEADFFDYATKPVRAARAELSKQGFSEVKFKNTWGEVGYKGINAVCQTAEGFKFELQFHTSSF
>MCF4116744.1 hypothetical protein JMK10_07975 [Rhodovulum sulfidophilum]AB33
MKMRKFSIASSIFISSSIIFPSPLYLTKMGAMAQAVPCQGANLMIFEGHLKRVLNSVPLLEGGPVCKKGEYSSDMISAAR
LSPEINLPGVHFRDAVEAEEVPLEFLFENWLNIFDGISPEDLTIAIQYDSVGRASVSLIKLRSGAVFILISDAM
>MCF4116745.1 DedA family protein [Rhodovulum sulfidophilum]AB33
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MCF4116746.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB33
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAVSTGLAIY
HSGVERHWWAGPSSCTGSGPSLSEMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>MCF4116747.1 usg protein [Rhodovulum sulfidophilum]AB33
MSLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MCF4116748.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB33
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MCF4116749.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB33
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPGTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGVTNRLMSHPKISREDTEITSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPALPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MCF4116750.1 hypothetical protein JMK10_08015 [Rhodovulum sulfidophilum]AB33
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MCF4116751.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB33
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDSARSRPEWEAQIYDDLTWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGAAHAGRHMLEAQALIGAVGDVVLARRDLGTSYHLAVVVDDAFQEIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRGMVGL
>MCF4116752.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB33
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MCF4116753.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB33
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVLGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>MCF4116754.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGDWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MCF4116755.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEFLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MCF4116756.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MCF4116757.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIVDGVVDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIA
RRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLA
EMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MCF4116758.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB33
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MCF4116759.1 hypothetical protein JMK10_08060 [Rhodovulum sulfidophilum]AB33
MATQIQREPKPMLTELRSVLTRCRATLWQDAAGAAALMVLLIAGLHLPGLV
>MCF4116760.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB33
MSGRPDILFPLFGALDTLDGIGPKSARLLGQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGDHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGNGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGSGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDREAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDRVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLADDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MCF4116761.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB33
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLATEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLADAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGVRQLKNREGWGEKSATNLFAAIETRRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGAVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MCF4116762.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MCF4116763.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB33
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MCF4116764.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB33
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQREW
EVSVKVRSTRPPRGAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MCF4116765.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRPCLALVLVGTLLPPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MCF4116766.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB33
MAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDALITIDSPDFCLR
VARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEALAFRD
RHGIAREAPLCLALPGSRRGEVMRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAVLVTELTAAWPVAPLVIDPRGDPDGA
AGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQPGPI
AAALCLLLEDPTYRAPQIEAMRLTMERLGQGGERPGLQAARAVMDGLGAGR
>MCF4116767.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum sulfidophilum]AB33
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAH
RAGLAGIAVEAGGVLVLDPEETLARADALGLFLWVREP
>MCF4116768.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB33
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MCF4116769.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB33
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MCF4116770.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB33
MRRSLTAPVLAAMLGLAASGASAQEGRTVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQRREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGGEPSSDPAPETGGALLRPMPAPAPPRGATEGGD
>MCF4116771.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB33
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDTGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNARIKDEDLQRIIKSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLGRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MCF4116772.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB33
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSAFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLSLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASLGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MCF4116773.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB33
MQRRRITVFGATGSIGENTIDLLTRQGGAETYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRTALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTTIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MCF4116774.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB33
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGVWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIGTDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MCF4116775.1 polyprenyl diphosphate synthase [Rhodovulum sulfidophilum]AB33
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNELVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MCF4116776.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB33
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MCF4116777.1 UMP kinase [Rhodovulum sulfidophilum]AB33
MSDGSADQPKPAYNRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MCF4116778.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB33
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGSERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIDARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRCEMPLAEAIAAAKIASRQYAKRQRSWFRSRLGGWPRWPAG
>MCF4116779.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MCF4116780.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDAARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MCF4116781.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPATAPRFCGVLQGDWGYSTKFRQPVSGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMR
EGSALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQLLSDIGYAALNPRIRVA
>MCF4116782.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MERLSWTGALGPWLVPALETALVVLALAALAHPVALLAGGRIATGSEAARSGPGMAARVTGGLFRLSLGVLAALILAFLI
GGMLAPPEAKGTLGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDATDYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLLALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MCF4116783.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIVDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRAIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDVANRQS
GHEARCLRFEEIDWQSRASRPANAPQAEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGPAAQVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGDLCSRELPPMVELGPGHSILCHLPPETLGKMEPVFRSAAE
>MCF4116784.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB33
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MCF4116785.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB33
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MCF4116786.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB33
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGDLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPAFDGVRVESGLAGDAGFEAL
FPTDMVDTLNRASEDLSMLAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MCF4116787.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB33
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MCF4116788.1 hypothetical protein JMK10_08205 [Rhodovulum sulfidophilum]AB33
MKDGPDISPIIAARIDAPRRTSILTAHLAGRALAAAGITPAVASGHPPPQAEAAPIRPRKQNRHRHFAQARNAADRLRRP
ERGRHPHPTPAGAHAPAGAFQT
>MCF4116789.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB33
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHTSVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLLTEYYTPEVHKAAFALPGYVRRLMP
>MCF4116790.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MVTHRQLQSTPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MCF4116791.1 DUF6477 family protein [Rhodovulum sulfidophilum]AB33
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MCF4116792.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB33
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVADNTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MCF4116793.1 hypothetical protein JMK10_08230 [Rhodovulum sulfidophilum]AB33
MPRRLTAFLAMTALAFIGGLLTTPAPADGSRQQPDHGTRMAAAHGSAHHGSAEAHGAGPAASVPADGICRGFGPQAPRDI
SAPAGRNARIFNMAPPAARMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGD
TIEVHWVFSSCEVAPGKGLGACMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGNQVNGLHQPRALPAGTGTPVIYG
GSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLYEWAALGNVFEEDHSHGVRPLVTVEELLSQIR
>MCF4116794.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB33
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACVLRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MCF4116795.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB33
MGVTVTGWIEATPDRLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MCF4116796.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQIGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGAPPPAGRVND
>MCF4116797.1 hypothetical protein JMK10_08250 [Rhodovulum sulfidophilum]AB33
MKYAVGAAALAAVTTGPALAGGIERSVPSVGILFEQGNYVELGFSRFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADIAYPAGTGYPSLAGASADVDALGTTLMMRYEMPSNFSVIGGVRSLRTSGSVDLPQVASYRLNSS
TETDFGYLIGVAWEKPEIAARVALTYYSSITHDFTADESFRFPGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TEWSSFRITTPKYEGIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAILFGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSNSTRFDGNDGVGVGLRVGYYF
>MCF4116798.1 ATPase [Rhodovulum sulfidophilum]AB33
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIARAIDRAPARR
>MCF4116799.1 hypothetical protein JMK10_08260 [Rhodovulum sulfidophilum]AB33
MRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGATSDGRGAYAGVRAEGGQDVIFYVFC
ARDGERLLQLDGVGGEAGPNVLSLIIDGQGFPVTFGGSSEGGMLARLPPSAPVLGALQRGQMLEIRSDAGQGQGLGRFPL
EGAGDAISGALALCR
>MCF4116800.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB33
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTEPQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MCF4116801.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRGLGLGPAVLVGHSFGGAVALAWALDHPDRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>MCF4116802.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB33
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MCF4116803.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKEQKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MCF4116804.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MCF4116805.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MCF4116806.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MARVAFLGLGVMGHPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSAMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYGKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLNGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MCF4116807.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB33
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDSEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRALIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MCF4116808.1 hypothetical protein JMK10_08305 [Rhodovulum sulfidophilum]AB33
MTLLRNRALAPVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLGPGPEGAPGRVSGAGGASLF
AGRGGASLFATYPVRARQMAEPGTAAQVAPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIASGPGGAPKDG
>MCF4116809.1 GTPase HflX [Rhodovulum sulfidophilum]AB33
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>MCF4116810.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB33
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MCF4116811.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB33
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MCF4116812.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB33
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MCF4116813.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB33
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MCF4116814.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB33
MTHAKGLLALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDA
HTLVGYLAAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVI
QDWDNNEFRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSV
TAGGMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLDKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMR
KRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIE
SLREKGEPEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHCGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MCF4116815.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MCF4116816.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDAEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MCF4116817.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB33
MAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDWMARAARMVEEQGARIIDI
NMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRAEAAGVRMITIHGRTRCQF
YKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIGARIAGRPAPAVPEGAPLA
DMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALAAEGRAAA
>MCF4116818.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB33
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTIEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDENPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHAGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTQMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MCF4116819.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB33
MSLAINIATVFGVGRLRPAPGTWGSLAAMPAFWALDVTGGALLTVLATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSLGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MCF4116820.1 CinA family protein [Rhodovulum sulfidophilum]AB33
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLTETLDAHGAVSEQVAAE
MAAGALAYSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETITETVEFGALGRDRVRSATRDHALTLLLAAL
EPRPSAN
>MCF4116821.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB33
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGARP
>MCF4116822.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MCF4116823.1 SufE family protein [Rhodovulum sulfidophilum]AB33
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MCF4116824.1 hypothetical protein JMK10_08385 [Rhodovulum sulfidophilum]AB33
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MCF4116825.1 hypothetical protein JMK10_08390 [Rhodovulum sulfidophilum]AB33
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYLRDRN
KRLIARAYECRRPS
>MCF4116826.1 ribonuclease D [Rhodovulum sulfidophilum]AB33
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPETDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MCF4116827.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB33
MVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLSEARPDILCLAGFMRVLT
PGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPVLAGDTADSLAARVLVQE
HALYPAVLRRFATGDRTPLYLP
>MCF4116828.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB33
MSERKNDLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MCF4116829.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB33
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MCF4116830.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB33
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPTTA
>MCF4116831.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB33
MRRKLAAGNWKMNGLSGSLGEAVALAATHSAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLAAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MCF4116832.1 hypothetical protein JMK10_08425 [Rhodovulum sulfidophilum]AB33
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEAMSEEGRTSGVTGQDIPAPESQTDAEMPRSEGDTR
PEAGSKPDAGPETEAPGSGDGSVKAMAPEEETLSAPGAMKEAPAAEAPEAAPSDAAGADPDPETRDTGAATEGAAAPEAE
E
>MCF4116833.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB33
MGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVKEIKFRPNTDSHD
YEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGKVENMPKLEGRQMVMMIGPAK
>MCF4116834.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB33
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNSVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERARSFSDSIRVAVTEQTQAAQHISQHAVSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MCF4116835.1 molybdopterin-binding protein [Rhodovulum sulfidophilum]AB33
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVAEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHTVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRAA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>MCF4116836.1 XdhC family protein [Rhodovulum sulfidophilum]AB33
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPLGRALPEDLLADLVAARAARQAVACLVDTESWARRLAGPEDPALGQAIGARMR
ADRSGFEGTVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDA
RSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRRG
>MCF4116837.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB33
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILLFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAVGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>MCF4116838.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB33
MPLNWKIGGPLLGVVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAQGVTSTNAYLAKSDGALAAGAADLLT
YPMVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFAFAFGAFLTAFPTAMMLLKKEG
>MCF4116839.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB33
MADLPALDIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVASDRPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
VEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRVGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEELARAVSEA
RDTGERDRMLAAMRHSGPI
>MCF4116840.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB33
MAEEIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQV
TVPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELDILQARAPEAAETLSREIVAFVQKLRAEDLFK
KPGVAETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MCF4116841.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB33
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGTSYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSETQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYSIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MCF4116842.1 LysE family translocator [Rhodovulum sulfidophilum]AB33
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEVPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTLAGGGALIGMGALTASAARS
>MCF4116843.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB33
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLST
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESEAVSGHIAGITGARADLDRRLRRHRPADPA
>MCF4116844.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB33
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MCF4116845.1 dihydroorotase [Rhodovulum sulfidophilum]AB33
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATLGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTLSCLAEVFEREVALDRLEAFASLNGPAFYGRPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MCF4116846.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MCF4116847.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB33
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MCF4116848.1 alanine racemase [Rhodovulum sulfidophilum]AB33
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLPRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEAEPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MCF4116849.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MCF4116850.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MCF4116851.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB33
MRVLRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARILKRG
>MCF4116852.1 methionine synthase [Rhodovulum sulfidophilum]AB33
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVFALNEAGARLGRRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWVAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAEQAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKAGDAAAA
>MCF4116853.1 hypothetical protein JMK10_08530 [Rhodovulum sulfidophilum]AB33
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MCF4116854.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB33
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRSL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAETAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLARLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPSEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MCF4116855.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB33
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MCF4116856.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB33
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRNAHAAALATGADSEEAMRSVVRLLIEEFGAAL
>MCF4116857.1 hypothetical protein JMK10_08550 [Rhodovulum sulfidophilum]AB33
MSELTKIPQEEAATYLQRYTLHQGVPLADAAGFFGTTVATLESVYLHHHPSFQEATAKALDVWK
>MCF4116858.1 hypothetical protein JMK10_08555 [Rhodovulum sulfidophilum]AB33
MTCPLRTAEALDPISTPQGRAEARDRRRAILRDAARAARWLAWTSLGLLAIGLIGHVADKAIGQVIHDMHGSKVSQ
>MCF4116859.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGHRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGGRAPA
>MCF4116860.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB33
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVAVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMR
LRGQMHEISVPLPNGRLSPEDGPRLRTAFEAAYAARYTSPFEGAEIEVIALRARVSGPVPALGTGGAGGGATPGKGARPA
SLKGSRSCLFEQGRFETAIHDRYALGPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKRDADGTPMQVLLHPEGTARPIPGLFGGQ
PGGTASGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETVG
>MCF4116861.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDGLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIRNYVFTPVASNAIECWPLSLT
>MCF4116862.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMTRDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MCF4116863.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHVFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKISLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MCF4116864.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MVPPLLEIRDLHLRMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATCRIG
PGHEVACLDPVAEAADA
>MCF4116865.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MPEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGEDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRAGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MCF4116866.1 RidA family protein [Rhodovulum sulfidophilum]AB33
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MCF4116867.1 amidase [Rhodovulum sulfidophilum]AB33
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPASFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MCF4116868.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELDGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MCF4116869.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MCF4116870.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MCF4116871.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAAEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MCF4116872.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MCF4116873.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]AB33
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEET
>MCF4116874.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTASP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MCF4116875.1 CoA transferase [Rhodovulum sulfidophilum]AB33
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGETRRYGPVPALKPREA
>MCF4116876.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB33
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAESYIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MCF4116877.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMIDTELAGDGIAPELAVEIDSYSN
IKNLVAAGFGASVLPWHAVAPEAEAGRLAVSRIMAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGGSPPEADS
>MCF4116878.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQGGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVGAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETEIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMDRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MCF4116879.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLEGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIVLLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MCF4116880.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRVVFDGRDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLDRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>MCF4116881.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AAPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MCF4116882.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MCF4116883.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MPASKIPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVARLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>MCF4116884.1 hypothetical protein JMK10_08690 [Rhodovulum sulfidophilum]AB33
MPDGKGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MCF4116885.1 hypothetical protein JMK10_08700 [Rhodovulum sulfidophilum]AB33
MAQGINFPSITTVRTCAKAISDVVAVLGRGGTRHGTNTKGAGSNDVRALAFGKKFKLDQCLLSIFISGDGVVLAEVINPK
EAPQELADNEIRRCCLHVILYVAAREVLGWIISETTAVSSSVTVVFIGSLPC
>MCF4116886.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MDFAPSEEQRAIFDLAREFGAEHIAPHARSWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEKGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLAYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MCF4116887.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB33
MSDIDIRKQGRIGRITLTRPKALNALSYEMSLAIETALDAWAPDPEVAMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMSPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSADGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MCF4116888.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB33
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGHEVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMVGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MCF4116889.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSWLARAEGLGRIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAN
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLGRIAAADGIR
>MCF4116890.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MCF4116891.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB33
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEALARHYGFDKSTPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MCF4116892.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MCF4116893.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB33
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVRTDKGTEELTANAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKASVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGGEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEAKAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AGTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MCF4116894.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MCF4116895.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLCQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSAASGGSQTPG
>MCF4116896.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB33
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MCF4116897.1 DUF3971 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKIAL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTGGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAP
GAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGRLTLEARLGETPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGAVAVALDRVRVGNGLQLTGVRGQLSGTSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MCF4116898.1 peroxiredoxin [Rhodovulum sulfidophilum]AB33
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGTRVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGTGRIARIWRKVKVPGHAEEVLEAVRAL
>MCF4116899.1 DUF5930 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MCF4116900.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB33
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRTQQAPAA
GQAQQPRPQQGSAAAAPTAAGKPAEGAPKA
>MCF4116901.1 acetyltransferase [Rhodovulum sulfidophilum]AB33
MENLRPSTAKDMPRVLDIWRRAVDATHEFLAPEDRADIERELAAFLPTVPLCLAVDDADVPQGFMLLHQGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSTASAPSDT
>MCF4116902.1 superoxide dismutase [Rhodovulum sulfidophilum]AB33
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEDIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MCF4116903.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB33
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLTDAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLAAAAAAPPVGYFPAGG
>MCF4116904.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB33
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQARSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLKRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MCF4116905.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB33
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MCF4116906.1 hypothetical protein JMK10_08805 [Rhodovulum sulfidophilum]AB33
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MCF4116907.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB33
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MCF4116908.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB33
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSDRMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MCF4116909.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB33
MSVHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNM
DGTEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MCF4116910.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDDDTAPIETPCIRTCRVDRESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MCF4116911.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB33
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MCF4116912.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB33
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDAEDHWRAALAASDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDDEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MCF4116913.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB33
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGTRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLAQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPGHERRGEGFLMLPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGLDRSGIVAIQRRLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPDPGMAAAMAR
>MCF4116914.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB33
MKAVSVVLRAAVALWFGFGPGSAGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPTDTGASGPERPPAQT
ALWGLPEPENLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFAMELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSERLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MCF4116915.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB33
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MCF4116916.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB33
MMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPDELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAAAGVSRVIIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEDLFGLPG
RKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALAALPRAA
>MCF4116917.1 site-specific integrase [Rhodovulum sulfidophilum]AB33
MGSITTRKRKDGSHSYRARVRVMREGTVYHETKTFDRRPAATTWIKKREKELAKPGALEELNVSDPPLSKAIERYTEEAV
KEIGRTKAQVLRTIATYPIADLPCSTIKSKDIIEFLQSLPGQPQTVGNYASHLASIFAIARPMWDFRLNDREMRDAITVA
RRMGIISRSVQRNRRPTLDELDRLLAHFIDRRQRTPQAIPMHKVIVFALFSTRRQAEITRLTWDDFQKEHKRVLVRDMKH
PGEKLGNDTWVDLPEEAIRIIDSMRKSKAEIFPYSPDAITANFTRACKLLGIEDLHFHDLRHEGISRLFEMGWNIPHVAA
ISGHRSWVSLKRYTHIRETGDKYANWPGIQLAIGNT
>MCF4116918.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MRIKKVAIRNFRRLENVEIDFEETETVFVGSNNSGKTSAMVAKADACNWQTLSDARVFSMRLTYWRITCCRLRAVFRASL
HICRLFPGCAYSVSS
>MCF4116919.1 hypothetical protein JMK10_08870 [Rhodovulum sulfidophilum]AB33
MFDALVCGARIAVHHAWFRAFVTSSGTPDEIDHIYAMTTEGIRELGTQWSPILRSKGLSLRLTGVFCHQTPKAHYVHPFD
GPKSPELGDLLIVHEHKNTDPGGTIEITRRAVLVQAKMVDKGVPGGGKVDQYQEYLYEHWPAFELKGRGPGTVRFLSGQR
DFRPGIDPGRYGLIERTPHAGHKTIAPPYCCAFPWTYSEPRKPVRSAGGEDAGAFIANMLYDSGWLRGRVALIPPTPLAL
ASGTKNDHFDVTVEELLTLTAMKTLRFRRKSYMTGPRGYPVLVCFQKSYGVPGLLSDTGVGFAETDFEGKGIPPEEEAEP
DFDDGISVLLVETGGEGEARLD
>MCF4116920.1 hypothetical protein JMK10_08875 [Rhodovulum sulfidophilum]AB33
MDWVGATTDQQKMLHEIFKFSVTTILVGGAALLYGALQNRNDERQEQAAQAREAKAARRHRLEEFLREYTDAYNGIKFIR
RELRNALIPSADGAFEINAQRYAELLRELNQGQLKLEQYRRLLESKPAYLAFFGDEGAAWLSSAEKYLRHVTREYEYRRL
EKTEGTDENLTVPPDSRLFQYVVSRKNTYHDRTSVEEHFVPLEIFFRKMALNIEAQD
>MCF4116921.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MTDDPGHYDDLAARHVSIRRVLRLFAPYRAQIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVQSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIASDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALAMLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDFGFATLSQMLGVVSQEPYMLNASVAENLRFACPEATGAEMIAAAKVAQIHDHIAALPEG
YDTPVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTVRDADMIV
VMQHGRMVETGIHAALAAKGGVYAGLLAGA
>MCF4116922.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELTRDRFDLAEEVGAALNGLEADLTAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQTDD
>MCF4116923.1 response regulator [Rhodovulum sulfidophilum]AB33
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGVGYRLDMPHVR
>MCF4116924.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSVRKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAASGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MCF4116925.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MARRNILILSFLGLMAVTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLATAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMAAEEGLGP
VRIIRDRVGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGTQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGVAVSVEARPAET
>MCF4116926.1 hypothetical protein JMK10_08915 [Rhodovulum sulfidophilum]AB33
MSEGEIEEMHIGLKGPMNALFLKDLAKKTRGEGLTIELHGALAGLLRLATGAEALTQARMAGTRKGIVWKPLIVLEN
>MCF4116927.1 hypothetical protein JMK10_08920, partial [Rhodovulum sulfidophilum]AB33
DRHGDLVPAKAVVKLDQLAAENPQNVLGKLWEPGLRVLDDPFYARYREHLPAAAIRQDPDRDRERG
>MCF4116928.1 hypothetical protein JMK10_08925, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDSYPTASVTGMPSAV
>MCF4116929.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MCF4116930.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB33
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADRHWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFRAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPESVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRARETALAGGEGPVRTARDALVNVLEALPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGFRELFESALTQGMSRGDPEQRARWIAGREKARCCGARILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSVGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRAVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVAD
PTDVIQVFLNLLLNARDAICRRTPQACRGEIAVTAELAHGRALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFSVFWPEAGEEPHEDLCAAEPPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTTQPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MCF4116931.1 hypothetical protein JMK10_08950 [Rhodovulum sulfidophilum]AB33
MRPRFAEMIKMLGRRFDCVIVDCPPILVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGQPVHAAVLNGFER
RHARPGREEGYYGYG
>MCF4116932.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB33
MRGHDRLSLGSGADAAGRARSRSGGGAGLAAEAFRSLRTALRFGLIDAKRRSIAITGPTSDAGKSFVSLNLAVVMAQADQ
SVCLIDADMRRGELTRRLGLPDGLSGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPS
>MCF4116933.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB33
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MCF4116934.1 tryptophanase [Rhodovulum sulfidophilum]AB33
MPGVRFFSGESVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MCF4116935.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB33
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDADASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MCF4116936.1 YIP1 family protein [Rhodovulum sulfidophilum]AB33
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTAWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MCF4116937.1 YIP1 family protein [Rhodovulum sulfidophilum]AB33
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MCF4116938.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB33
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELVGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MCF4116939.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB33
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MCF4116940.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MCF4116941.1 hypothetical protein JMK10_09000 [Rhodovulum sulfidophilum]AB33
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLRDQDRFDKDRRDKEDRT
>MCF4116942.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB33
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAVPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MCF4116943.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB33
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MCF4116944.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MCF4116945.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MCF4116946.1 hypothetical protein JMK10_09025 [Rhodovulum sulfidophilum]AB33
MSAIEDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>MCF4116947.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB33
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEIGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MCF4116948.1 YitT family protein [Rhodovulum sulfidophilum]AB33
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYATGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MCF4116949.1 SMR family transporter [Rhodovulum sulfidophilum]AB33
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MCF4116950.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB33
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVKMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MCF4116951.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVEISE
>MCF4116952.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
ELAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MCF4116953.1 recombinase RecA [Rhodovulum sulfidophilum]AB33
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MCF4116954.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVE
RAGSGLFLWRFDSSAADGPEIALPMVRLDPAGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLL
QLRMADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSD
WLADAAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNL
LTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLR
MRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRL
SKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVL
LVEDEAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYA
EDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGQLDKGKLPEQVP
>MCF4116955.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB33
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALERLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAARLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVTDMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLDGTALGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRPTPADLARLTA
LQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>MCF4116956.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB33
MRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWATGMRAAAAAARAAGLPWV
LDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARALAERSWAVVAVTGPVDYV
TDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGAAGPGSFAVALIDALHAMT
PEMLERGARVSAA
>MCF4116957.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB33
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGFGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MCF4116958.1 hypothetical protein JMK10_09085 [Rhodovulum sulfidophilum]AB33
MRLRRLVLAAIPVLAALGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQVVGYGKAAFLFHMLRAELGEEDWQAGLRRFYSERHDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAATPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MCF4116959.1 siroheme synthase CysG [Rhodovulum sulfidophilum]AB33
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLCWVARPVEAVDLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEVLPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPTVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFIQGRLMMHGAEAATPVS
VVENAGRPGERILAATLGTLATEIASAELTGPAVILLGLAPRAAARSLPLLQEAAR
>MCF4116960.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAEAESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MCF4116961.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB33
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAVGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAGAALADIRTAFRAPGFRAGGTAIPSGSPAFRAWADTNLSD
HRREDHAIVIVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MCF4116962.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB33
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MCF4116963.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSTAILVTDAGFAPAGPAEDWLSPADLDGPARPDPVRVALAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>MCF4116964.1 divergent polysaccharide deacetylase family protein, partial [Rhodovulum sulfidophilum]AB33
LMHGPAAPEAAAAPVAVPEPAAPENPREAAPATPTDASPDGSAATSPESSSVAETPEAAAGPAPETDPETVPDTSPETAL
DSETVPEIAADRETGPEAEPAAAPETVPESSTAPEAGSEAPAVLPEVLPPPGPADPAMPGRAADPLRPDAPLPMIGEKAA
PVDAAPEATRPATPAMPGALALNAVPFRAPPGAPLLSLVLIDIGAQGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYRE
AGYEVAVLGSGLADLAPEAAAARLGEAFDRIDGGIALVTPEEGGFEGDRDLSGAVLGLLEASGHGLVTADKGPNDALRAA
EQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQNGQAVIVGHSHPETVTAIYAWALLSGPADAVLAPLSAVLRQPR
P
>MCF4116965.1 hypothetical protein JMK10_09120, partial [Rhodovulum sulfidophilum]AB33
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAP
>MCF4116966.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB33
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MCF4116967.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLSVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MCF4116968.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB33
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MCF4116969.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB33
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MCF4116970.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB33
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRMVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDSPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MCF4116971.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB33
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MCF4116972.1 ComEC family competence protein [Rhodovulum sulfidophilum]AB33
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAVVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAVLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLLPILVALALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFVRPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MCF4116973.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB33
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLTPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAVVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MCF4116974.1 citrate synthase [Rhodovulum sulfidophilum]AB33
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MCF4116975.1 hypothetical protein JMK10_09170 [Rhodovulum sulfidophilum]AB33
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MCF4116976.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB33
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFARQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MCF4116977.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB33
MPGRALTALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGE
>MCF4116978.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB33
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAARTVLPAALLAIALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGSYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MCF4116979.1 holin family protein [Rhodovulum sulfidophilum]AB33
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>MCF4116980.1 holin-associated N-acetylmuramidase [Rhodovulum sulfidophilum]AB33
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MCF4116981.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB33
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MCF4116982.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB33
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVINKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MCF4116983.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB33
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSTREDGWQDGDGPQS
QACLECGYDGGGWDLKYDPYSDPNNPYSDPNKISSDPNKTSTDLKLDFGKTLKTVYVWIRPTWGKGSVSYDDGSAGAPDL
APVPLPAGGLLLVSALGAALLLRRRGRKAA
>MCF4116984.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB33
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MCF4116985.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]AB33
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTVPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAQRLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQMRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGTLPAPALPGIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGRGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHD
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMEQGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEGDMEEVLARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDKRAALLA
EIRAGGAALDRAAE
>MCF4116986.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MCF4116987.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB33
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPTVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGHSAPLSDLTALYRSAFAEALG
>MCF4116988.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MCF4116989.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB33
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVDYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MCF4116990.1 hypothetical protein JMK10_09245 [Rhodovulum sulfidophilum]AB33
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFAPGAPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MCF4116991.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB33
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MCF4116992.1 hypothetical protein JMK10_09255 [Rhodovulum sulfidophilum]AB33
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MCF4116993.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB33
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MCF4116994.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB33
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MCF4116995.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGVE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MCF4116996.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB33
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MCF4116997.1 RDD family protein [Rhodovulum sulfidophilum]AB33
MSAMTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVT
LARGSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MCF4116998.1 arginyltransferase [Rhodovulum sulfidophilum]AB33
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MCF4116999.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAETASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTREL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MCF4117000.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB33
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVVFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFAEGEESAGKYLDRDSLGAGEEAYEGTH
>MCF4117001.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MDDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MCF4117002.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MCF4117003.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB33
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MCF4117004.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB33
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MCF4117005.1 sigma 54-interacting transcriptional regulator [Rhodovulum sulfidophilum]AB33
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVATEILSRTRKETAELRRLARNALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPQGQTVDQTGLRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPAPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MCF4117006.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB33
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MCF4117007.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB33
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MCF4117008.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB33
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MCF4117009.1 lysophospholipase [Rhodovulum sulfidophilum]AB33
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLARQGYTVFFPNFQTGFCSFPPRGLMTVAELLDEVFGDGLRPSQEKWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MCF4117010.1 hypothetical protein JMK10_09345 [Rhodovulum sulfidophilum]AB33
MRDDGEPGIDRAVDAAEKESQMPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPE
ILDARVPSGDVFLEVLAPLEPMDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRENLGDFYALAWRDPEGGWHRI
LDPLAMSLPFGVMAPAELYDVEAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVA
RELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRP
DELVDFAAQLHNFPGMPKKLILDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRV
DGAQDFKWWDASTQTLRHDDDYLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLT
FAHNTPFLYTFWLSKFWRIREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVAL
PGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEV
TEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYA
GRDSFDYLRPIAGRTLFTALRHGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSD
SMALVFSRHLPE
>MCF4117011.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB33
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADACAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGTHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVERPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MCF4117012.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB33
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIHFVAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAGDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MCF4117013.1 OadG family protein [Rhodovulum sulfidophilum]AB33
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRTARKTTAAAPETPIAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MCF4117014.1 hypothetical protein JMK10_09365 [Rhodovulum sulfidophilum]AB33
MKRLRITVDGTPYDVTVEEIETAPDRRQLPGLQCFLSSSHTWPLLLWRG
>MCF4117015.1 SMR family transporter [Rhodovulum sulfidophilum]AB33
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AVTPARIIAALLIISGIVTMKLASAD
>MCF4117016.1 hypothetical protein JMK10_09375 [Rhodovulum sulfidophilum]AB33
MNTGYLPFPPLRRGRAHEVCGPGAVFFALAQAARIGGPLLWVAESWQAERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIADRLENGGAGSNAAETRWHCAPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MCF4117017.1 DNA polymerase Y family protein [Rhodovulum sulfidophilum]AB33
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAAVSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPVAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>MCF4117018.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB33
MSGEPRDPLSNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERTEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQAGPEACTDAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEVPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVAPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLSGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRREVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>MCF4117019.1 hypothetical protein JMK10_09395 [Rhodovulum sulfidophilum]AB33
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEEPEESRA
>MCF4117020.1 hypothetical protein JMK10_09405 [Rhodovulum sulfidophilum]AB33
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MCF4117021.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB33
MTDSSQAMPVSSRLLPRTAGLGLLALTVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLVGSDGLALTLVLLASVAGLALALADPGKRAIPGRYWVAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MCF4117022.1 sulfurtransferase [Rhodovulum sulfidophilum]AB33
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRDLADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLTVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKVEGALIDARPESFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANRLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MCF4117023.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]AB33
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MCF4117024.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB33
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGAATLYLIRKG
>MCF4117025.1 Rne/Rng family ribonuclease [Rhodovulum sulfidophilum]AB33
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASVASDSASGEDGAGRNADEAEDREDHVAPAASDD
DAQPADGVPAAAAAAETEAAEAEDAAPAEDTEEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSAGIPGMDVVDLGDD
EESEDPAEEDNSAETRKSSSRRRRRSPRKKTDEADDTASSGDETGEDGPEEIHHDDQIESVAEEDVHEEIRPRKPRARRY
KIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMDVPEGAGLI
IRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRLAKDFMKMI
MPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETALKTNLEAAE
EVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEATTQPCPHCH
GTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLISPDFSIERF
KTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQGYEAGQDES
DDADSDGDTDAEATPEAVTAEAANEAAPAEDKLAEEKPRRSRRSRSRGRKTERPEAGVEARAEEPVAPKAEEPAALEAQV
PAEAAAPAAAAPVEAPAVEEALVEETAVEDVAVEAAEASPEMVELPEAELAAEAPVAEAAVEAEEKAAPEAEPAPKPETQ
PEPEPETAEASKDSAPKRQGWWSVGR
>MCF4117026.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB33
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MCF4117027.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MCF4117028.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB33
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADAALVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MCF4117029.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MCF4117030.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB33
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MCF4117031.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB33
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MCF4117032.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MCF4117033.1 betaine--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB33
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLRAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPVRAPRRRRRS
>MCF4117034.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB33
MFQSFGMTRPHASSTSPSTASPTAAVASAHPTPGRAAGGNPANRYDRLTVVAEDDGWDPGEAPPPLRTETRIERPRTAIT
RNSSPDLPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPY
QPIERTHRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTI
ERLAAAGVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCADRAERVMARLCEIHG
GKAYRSGWGHRMRGAGPHADMIAQRFRLVTARLGLAVTQTGLSTELFRVPPRSGDQLSLF
>MCF4117035.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MCF4117036.1 hypothetical protein JMK10_09485 [Rhodovulum sulfidophilum]AB33
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVALLVPLALLAVLGLRLLQRRP
>MCF4117037.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB33
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGELQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MCF4117038.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB33
MQARQPVMDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQA
LAVTTNCSIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MCF4117039.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB33
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRPPAWQG
>MCF4117040.1 hypothetical protein JMK10_09505 [Rhodovulum sulfidophilum]AB33
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MCF4117041.1 hypothetical protein JMK10_09510 [Rhodovulum sulfidophilum]AB33
MTWHDPLWQRIWPPARRVAFAIVARLWWRRPPEEIAARLEARPLREQVLIVGTVLVGLFLTSLLFAHAGIPGLLSYLLLV
ILLIR
>MCF4117042.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB33
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFAVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MCF4117043.1 COX15/CtaA family protein [Rhodovulum sulfidophilum]AB33
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFAP
PYGQLPPLDAAGWSGAFDRFAAAGGTADLAGFQRLYWWDWGVRQVGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWVMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGIAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MCF4117044.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB33
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MCF4117045.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB33
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYVAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDAATVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>MCF4117046.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB33
MPQIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDRREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
ADRKALALACEEAVRSAAPKL
>MCF4117047.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDATTLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MCF4117048.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MCF4117049.1 histidine phosphotransferase family protein [Rhodovulum sulfidophilum]AB33
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLEPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>MCF4117050.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB33
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFLS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MCF4117051.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB33
MASLIATRRLVVKIGSALLVDRSTGNLRADWLRGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MCF4117052.1 GTPase ObgE [Rhodovulum sulfidophilum]AB33
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCRTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MCF4117053.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVARMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>MCF4117054.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MCF4117055.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB33
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MCF4117056.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB33
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAAPAAGDDLKKLPGVGPAMEKKLHE
AGVTRFAQIAAWTDEQVAAMDTRLGLKGKIENDGWVALAKDLAGKA
>MCF4117057.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLRLVAATALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQEL
>MCF4117058.1 hypothetical protein JMK10_09605 [Rhodovulum sulfidophilum]AB33
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCF4117059.1 hypothetical protein JMK10_09610 [Rhodovulum sulfidophilum]AB33
MTAPVWLIRAKGFGFEIGGVDAVSMKVPPERKMSDRSRSGAARDRQSGENAASDGAPGGHGMRAHEVANSVERLAAALPS
VFQIEDKPWIAHCGGTKSRPGHSGGLAEGVNLGDQIFVRDFGFVGHGSEIRKFPNVTQALQ
>MCF4117060.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB33
MEREAITMLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLEVPFSSLFSEPEDHDLD
NEIMEAIRCLPTSERSRILAVVRAFSVDV
>MCF4117061.1 hypothetical protein JMK10_09620 [Rhodovulum sulfidophilum]AB33
MKTILTTAALALLAAPVLAATDTTEDQATAVSPASAPDCFSPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGSG
EGGESSDT
>MCF4117062.1 hypothetical protein JMK10_09625 [Rhodovulum sulfidophilum]AB33
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLMLARIAEASL
>MCF4117063.1 hypothetical protein JMK10_09630 [Rhodovulum sulfidophilum]AB33
MAAILTISPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALATQARAGGAA
>MCF4117064.1 hypothetical protein JMK10_09635 [Rhodovulum sulfidophilum]AB33
MSIMDSIAPPSDALAAFVAEWRGAAPEVRLAAIRGALRRHGIEIPVLPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>MCF4117065.1 hypothetical protein JMK10_09640 [Rhodovulum sulfidophilum]AB33
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGQAGKEAA
>MCF4117066.1 hypothetical protein JMK10_09645 [Rhodovulum sulfidophilum]AB33
MAETQWPREIWAAQSDPDDANGRHVFSVHATVLRFEGDSERDCAFHRYVDGDIVDSADRYHREMLTALRARAETAEAERD
RLRAEPERLREVEAEYRIITETTPDTLTRSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLVRSSLLGGSWTPDIERAL
RWGLDRIEAELGEDLRYRAGVMAAVNLCWRLRLANDPRRAEWLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRA
SAAFPKPVEDPADKAFRDAIAELVDSVMKEGKTDV
>MCF4117067.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB33
MEPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPDRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGNFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MCF4117068.1 hypothetical protein JMK10_09660 [Rhodovulum sulfidophilum]AB33
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTPAEGGRRSLLIEETGALKDISARAFRS
>MCF4117069.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB33
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAEVLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MCF4117070.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB33
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDIETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>MCF4117071.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB33
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MCF4117072.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB33
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWQ
>MCF4117073.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEASRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MCF4117074.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPMLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPETDGRIAAE
>MCF4117075.1 FAD-dependent tricarballylate dehydrogenase TcuA [Rhodovulum sulfidophilum]AB33
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGS
YPAAEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPVSRRTAFFRGGGQALSHALLRAAVHLGVR
IASGRIEALPPDWAEDRPLRLTVHTADGARRLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGHRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AESTARLPPLLYPPLTAETPADLARLCGIEPGGLVATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLLPGL
TFTRHGLAVDATARIRLADSGSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGRIAGAGAASLADHGVGQAGPATDKL
RQASAVPALQPAPPQPAAPAPEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGTGDLRHLAHLCHDCRSCHY
DCQYAPPHALAVTLPAALAEARAADYAARLPARLPQAVFLLCLIGLPLMALLAIPPERLFAAGATPGAFYEVIPHGLMAG
GAGLAFGGAALVLAIRLWRFWRQTPGPAAQPGIRPLARGLGAALRLTNLGADRSCDGPRGPTGPARRIFHHLLAGGFVLT
GLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLAL
LALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGPRR
>MCF4117076.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSAPAPPAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGVRAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MCF4117077.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB33
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARNQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MCF4117078.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB33
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPIDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFSRIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLADAGLPGAPAEDLTGDLAETLGRETLSWPLADYKAALAALPAPLRDALSEVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDLPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGGPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGIKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAVRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDTQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSAAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAATLTDLETPNAS
>MCF4117079.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB33
MPHDYEKDGAAIYLQSFATIRAEADLARFDPDEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGRAPILCDARMV
SEGVTRKRLPANNEILCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MCF4117080.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB33
MTMATVYGLGLGPGDPDLMTVRADRLLRSARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MCF4117081.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB33
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGAQP
LVYTPRSAPE
>MCF4117082.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB33
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVAGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVPDIAGAVAALAGPARRVFLAVGRMHLQAFAARPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTESDDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MCF4117083.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]AB33
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALVPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWRALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVADFAA
FLTGAGFGASRLHVLEALGGPRERIRETTPRAMDLTGIAHPVAVALELAGEGPAIPTASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERARRIAANAAALGVERLRIVTGRAPGALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MCF4117084.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB33
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MCF4117085.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB33
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MCF4117086.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB33
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAVEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWHRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIASATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGTRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALGRVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MCF4117087.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB33
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
AENA
>MCF4117088.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB33
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLDTEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRD
>MCF4117089.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPLFEIDGLVFGYPGRPAILQGAGLRLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREVAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MCF4117090.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB33
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLTMILAELAHALV
>MCF4117091.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB33
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAETGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LTAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MCF4117092.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB33
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRIAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MCF4117093.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTL
SQTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYN
VIAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVG
PDTEYEGKELSQDAVLWIRAFDLK
>MCF4117094.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB33
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MCF4117095.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB33
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MCF4117096.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB33
MTAGRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPDAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>MCF4117097.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MARGEEIAAENRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLSFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPES
>MCF4117098.1 di-heme-cytochrome C peroxidase [Rhodovulum sulfidophilum]AB33
MFTRSVIFSLLFSGAAAPVTAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLTWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFSRPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNAL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQQDDKFMAEFDDLRGAFPRSGDGSALETAAAPCAYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYNLEAVGMATEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MCF4117099.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVQQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDARPFVEVQRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MCF4117100.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MGNRSSEDAVVRLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRAGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLAAPEAGLT
LSAKRVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGLAEPSGRLPVTLPAAPGQTPLCHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGQSYTQIDYGPPRLSA
TEARPGERVSLSVTLTNTGARPAIETVQVYLSDPEARVTRPARRLVAFRQVDLAPGERREVTFEIGAEMARYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MCF4117101.1 hypothetical protein JMK10_09825 [Rhodovulum sulfidophilum]AB33
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALYDAVNWAA
HLRADGAVMWHRHPERPWTGNALPIRGWNEAMPVFVLGAGSGTFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGVQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPPHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFTAPYLDASA
>MCF4117102.1 glycoside hydrolase family 15 protein [Rhodovulum sulfidophilum]AB33
MSPRPDPDWIEARRRGAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASTRLASWDPEPDYFHHWTRDAAIALAAIPA
AMAAEPEAAAFWYQAVVDHIRFSLAISDPERRGPSVNPLKATATGAFRPYLRPDAELAALGGQAWLAEPRCAADGGPDLE
RWGRPQFDGPALRAAALIRLGELMPEAQGPEADRLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGAQH
LGRADLAEAAARLAGLIAGAADPVTGGWRESLEAAPGTLDAATVLALVQAGRMDGPFALTAPRSRATMAALETLFAGLYP
LNRGRAAPALGRWAGDVFFGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPS
SCLGLSWSAAAYLAAAAARDQALASR
>MCF4117103.1 hypothetical protein JMK10_09835 [Rhodovulum sulfidophilum]AB33
MDPASPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAEIGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MCF4117104.1 hypothetical protein JMK10_09840 [Rhodovulum sulfidophilum]AB33
MRILRLPIIGPGRIEAGGELKKRRDLIAPGKLSPSCIRREGLAMTNLPRVDASRAEGYNRALTETAAQGR
>MCF4117105.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIQTRCLLDDADGDVAALTFVADETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGAPDLLALTLCGGVAAERHWRP
ALVAARAARRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCALWK
>MCF4117106.1 hypothetical protein JMK10_09850 [Rhodovulum sulfidophilum]AB33
MKGLMENRATGLISHKNKAIQQENLSETARVAPFFGGVEAGGATVPLLFAMTSRLPNPRAAAPAEAEREPAWDGWCRDFD
I
>MCF4117107.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB33
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGSVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MCF4117108.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNEAARAYLDFLKSPE
ALAIIGKYGYGTED
>MCF4117109.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MCF4117110.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MCF4117111.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLAEAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAATKVADIADLGHPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGGRIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>MCF4117112.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MCF4117113.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAIDAGRLNERTPLPCCPSTTRPSLAF
>MCF4117114.1 ModD protein [Rhodovulum sulfidophilum]AB33
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGPAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATSAAALVRAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGTLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MCF4117115.1 NnrS family protein [Rhodovulum sulfidophilum]AB33
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWVIPAAIAFLGLADAAFLATALGYLTYPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKTLPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLSALGYAPALMLVLAFAWTPLGLALTGLAALLPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGALWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGKGHGHGCGCGGHGGGGGHGGGGGHGQHGGPGRGGGPFRMPEAS
>MCF4117116.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB33
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMERDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MCF4117117.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB33
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MCF4117118.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB33
MATPFMTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MCF4117119.1 urease subunit alpha [Rhodovulum sulfidophilum]AB33
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSVEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MCF4117120.1 lysozyme inhibitor LprI family protein [Rhodovulum sulfidophilum]AB33
MRHLEVTLAALLACGVVLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFR
DAACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MCF4117121.1 hypothetical protein JMK10_09930 [Rhodovulum sulfidophilum]AB33
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAADPAADPAVEAAAETATETVAEPVVDAPARTSGQPSAIEAAPAASNAPAGSTPV
TAPKRASEASPAPGSEPEPEPAMAAAAPAAATTSGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEG
DR
>MCF4117122.1 urease subunit beta [Rhodovulum sulfidophilum]AB33
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MCF4117123.1 urease subunit gamma [Rhodovulum sulfidophilum]AB33
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MCF4117124.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB33
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCHLERSLVAELVPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MCF4117125.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILKAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MCF4117126.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB33
MRLFSVLFFCLVAVTVVVSGPITGPALAQSGPAVPGQGQPSPIQNILQENRSLIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADADAGTANRQDLDQLKPNSGVRALIGAALVPYQLTDPDPAVR
SGALDAISRNGEAAHLGALRGAIESETDPDLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTR
AVTTGAPPEGENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLDDLNSDAARERAYA
ALAARGLVPPTATTEEVQAALDGHGFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAI
TFGVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIA
LQQLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGI
DPDRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTL
AAQTYMILFIILFIQIRPRGIVALRGRAAGD
>MCF4117127.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPDLAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRVLWLETGTSAPFAAARALYQSQGFEPCGPFGDYRIDPHSAFYTKRLAPQEASL
>MCF4117128.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB33
MKDSLFARNPSVLIFLGVLALFVAAVTLLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALVFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPARHGADLGPDD
GSFRDREASE
>MCF4117129.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB33
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLRLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MCF4117130.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB33
MLKTTGLTLHYGGSQILHGVDIEARTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLKDMAQRRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MCF4117131.1 hypothetical protein JMK10_09980 [Rhodovulum sulfidophilum]AB33
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>MCF4117132.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB33
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPALEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALVPSDRPVFDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAALLAEA
>MCF4117133.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB33
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGELCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGELAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MCF4117134.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MCF4117135.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MCF4117136.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MCF4117137.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB33
MKMPPDMPGQEVGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVPLPGGAALVNLSLGISLVDAVGSFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTVL
>MCF4117138.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MCF4117139.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]AB33
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLVVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>MCF4117140.1 HAD hydrolase-like protein [Rhodovulum sulfidophilum]AB33
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MCF4117141.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB33
MQYFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MCF4117142.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB33
MDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLIVVTAGRA
PETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARAW
RAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALD
LGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETGRSFALMI
LDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERRPVALPGG
AGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MCF4117143.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB33
MADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>MCF4117144.1 hypothetical protein JMK10_10045 [Rhodovulum sulfidophilum]AB33
MKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAAAGVFG
LWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MCF4117145.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB33
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALYEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MCF4117146.1 EF-hand domain-containing protein [Rhodovulum sulfidophilum]AB33
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGPGAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGD
GMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMMGQMGPGMGGACGGGPGGMGPRGAMQG
QGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADGDGSL
SQDEFEAAIRTFRGMMRQQGPAAQR
>MCF4117147.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MCF4117148.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB33
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MCF4117149.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]AB33
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVAAVLDNARRALPGLSDRPLPPEGDIVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVETHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGCEVATAEALLVHVSLKTRQAAEPGAELDRRMAEIARAHAALPRPAGVGRSVGQ
KPL
>MCF4117150.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB33
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSQQDRAATLANME
EVLETLDDLVKAGKIRHFGLSNETAWGMAQWLRLAEEKSLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MCF4117151.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAT
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MCF4117152.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEINERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IKGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MCF4117153.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MCF4117154.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB33
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MCF4117155.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB33
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MCF4117156.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFGSYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAEQAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MCF4117157.1 hypothetical protein JMK10_10110 [Rhodovulum sulfidophilum]AB33
MLREEMADVTLDHDTRTAEIERKTFDQAGPGRELTRGYERTQGARTAFLRKPAPGSYGRCGYRLLSQRKTPR
>MCF4117158.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHQMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MCF4117159.1 hypothetical protein JMK10_10120 [Rhodovulum sulfidophilum]AB33
MDAFSFPVWPEAPRGPLGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGLAE
AAAAPDIGRFAPLPRGRAAATLCNRHTGRLALDSLYGSVTPKAPGRIPAALVRLRTDADSPAPPGIAGSGGQDRNGRPTE
ASAQPAPDRTGASPFRIVRTKVGTEIGTEADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFAC
GEVRKHFQWLVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARPGDDWLARLG
SGRPLPGGLAVFPRLRENVPVPNARKRRLAERRLHRGLRLNLPSGQGCVAGMARLGVRIAPLSPVELAEGPGGAVLARAG
MIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWHPRDGVRPAGESVTTVAALIRA
AGMRA
>MCF4117160.1 hypothetical protein JMK10_10125 [Rhodovulum sulfidophilum]AB33
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MCF4117161.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB33
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MCF4117162.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB33
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLAMGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MCF4117163.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB33
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQNAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTDDPPED
>MCF4117164.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB33
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRVASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLIEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALPHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIVGGRLTYLAGEAAHRFVHRIHALDMAAE
>MCF4117165.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB33
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFAGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MCF4117166.1 hypothetical protein JMK10_10155 [Rhodovulum sulfidophilum]AB33
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MCF4117167.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MCF4117168.1 cytochrome C [Rhodovulum sulfidophilum]AB33
MREELCLILALALGGAGAGRAETQVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWSLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MCF4117169.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB33
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MCF4117170.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB33
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIEPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MCF4117171.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB33
MKTMRGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MCF4117172.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB33
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MCF4117173.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB33
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MCF4117174.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB33
MGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVG
PSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MCF4117175.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB33
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MCF4117176.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB33
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MCF4117177.1 hypothetical protein JMK10_10215 [Rhodovulum sulfidophilum]AB33
MTPGIRAWICAAGLALMAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRP
RFTPTFVLLRDGLEIDRLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>MCF4117178.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB33
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MCF4117179.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB33
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLTAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MCF4117180.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSETRRSPGRIVALDLARSAALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAVAAALVSLGTWAVFPASFVYFGILHAIAAASLLGLLLVRLPPLVPAMLALGMLLMPRPAPLPDLGWLDWT
GLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRF
APV
>MCF4117181.1 hypothetical protein JMK10_10235 [Rhodovulum sulfidophilum]AB33
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKATGARSM
H
>MCF4117182.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB33
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTAALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPASKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>MCF4117183.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB33
MGKCARAGRVIGWITGAAAAAGLFASVAASSAQAADCAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MCF4117184.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB33
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGS
>MCF4117185.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB33
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MCF4117186.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB33
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MCF4117187.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MCF4117188.1 aminotransferase [Rhodovulum sulfidophilum]AB33
MAASQPPRGGTAATFAPPVMQARRWLDGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSGAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNQKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFNSRDGAPHRLFVDPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMTALPGWELM
GAGAFFAWLRHPFDIGSEPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPDLQALFGRLAAFRP
>MCF4117189.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDAQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPSEDQIKAQYEATPAAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQAAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAAEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFRAAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRQ
AETARRLADKAEALKARIDDGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MCF4117190.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB33
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MCF4117191.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB33
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGPATDLEVDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQVAVTLDGLASGPLSLAHADLTGTGSIRPQD
PALEADIAFRATGIGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDFSRFAALAGRGVGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MCF4117192.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB33
MTDTRFFPSLAVLTAVFLASGPPPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAK
AGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRS
AERLRRTGAFRSVRLTEAETLGLGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGI
GGQDDGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGD
RKMTHLTFPVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASD
GVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGA
GLGLRYDTGIGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>MCF4117193.1 PucC family protein [Rhodovulum sulfidophilum]AB33
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>MCF4117194.1 light-harvesting protein [Rhodovulum sulfidophilum]AB33
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MCF4117195.1 light-harvesting protein [Rhodovulum sulfidophilum]AB33
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MCF4117196.1 hypothetical protein JMK10_10315 [Rhodovulum sulfidophilum]AB33
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MCF4117197.1 hypothetical protein JMK10_10320 [Rhodovulum sulfidophilum]AB33
MASAFSTPQSSRPAAPQEPARDASASRPAPRPTPADGYTFRDWASI
>MCF4117198.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB33
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MCF4117199.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB33
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPDIDPRGIDRTIWNKDIAAERG
A
>MCF4117200.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MCF4117201.1 MarC family protein [Rhodovulum sulfidophilum]AB33
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEEQPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MCF4117202.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB33
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MCF4117203.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB33
MTDEPRATDRNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRA
>MCF4117204.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB33
MGQALFYHLTRRPLEDTLPMLLDKALKHDMRVAVRGSDPDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALDRVCILFDGNDPAAVERARGQWRVLTGAGLAAQYWSEETGRWQKKAESRG
>MCF4117205.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MCF4117206.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB33
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDALKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MCF4117207.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB33
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAITLLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRTRQERPA
>MCF4117208.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB33
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MCF4117209.1 LPS assembly protein LptD [Rhodovulum sulfidophilum]AB33
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSLVGDVDYRRRFAPALLGGMASLGFSADALHRSSEEATDGPDFDS
YGDGMDMARLSIEADWRRDWTLGNGMVLGALGAITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGDDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MCF4117210.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIRKP
>MCF4117211.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB33
MTGLPIALSCGEPAGIGPEIVLRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSADLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAAAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MCF4117212.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB33
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRWTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAQRS
>MCF4117213.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRP
RKPRAVKPKGEAAEADQASGGEGKSGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>MCF4117214.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB33
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALGRRAAHEPVSYIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDISDAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGARARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MCF4117215.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB33
MVPLDKLEQIQRRFGYLEARLSEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MCF4117216.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKILPLVLLVLGLAAIGGAVWFRIVPDDPAVWHVDPLTATKPATPNAALIRPEGGDRAAPVYPVTPEALAEAFDATALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MCF4117217.1 agmatinase [Rhodovulum sulfidophilum]AB33
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPPRAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>MCF4117218.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB33
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEETHELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MCF4117219.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MCF4117220.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB33
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPDPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAAAIVFGSGLPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MCF4117221.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB33
MFKTSYAAAAAVMLIGGSASAATFSFTSSSYLDSNKQMTVDGLTLTAYAGIYADKPLSGANKDEILAADCSVSSTCSGYV
SQSGSGLGVAGNSFLFFPDSSFIDGTTFDDLLTLSFSQTVDFSKVDFSFWDDSDTFDLFVDGQLVAPEERSGETPFWLSG
LRGTSISFGADSIDDQFKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MCF4117222.1 YdiU family protein [Rhodovulum sulfidophilum]AB33
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLCAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQVRLA
RENTPQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQNVLERPFDSQTGADDLRAPPAAGEEVLQTFCGT
>MCF4117223.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB33
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHEGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MCF4117224.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB33
MSTAPLQPLAAFDIGPDGTTSPVAAPWPDATPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MCF4117225.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMAFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MCF4117226.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB33
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MCF4117227.1 hypothetical protein JMK10_10470 [Rhodovulum sulfidophilum]AB33
MTQEDIAPSQRETLSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MCF4117228.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB33
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATVAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MCF4117229.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB33
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPAERAVLAQALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAEIAGMHGQTLAHEPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVAGCSDADAAATLTAAVAAAVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MCF4117230.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGDGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGTDELAEGISVAQLLTRTGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MCF4117231.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB33
MRKLLVALLCTLAGPALATGLDIEIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MCF4117232.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB33
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MCF4117233.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB33
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVPADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MCF4117234.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB33
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERVRSVLGLIRADEIVVR
>MCF4117235.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB33
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MCF4117236.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB33
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAARAAQEAAPAADAGGKAASDGGSASDAAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVLDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTV
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MCF4117237.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB33
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPEAPKADAGDKAAPEGGSGRDSGTTAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEGSGPR
GRIVRADVEKASATPKAPAASAAPEASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHFYLRR
DIRLDALLEFRKTLNDQLGSRGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAVEGGLFTPVLMDA
ETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEIEVAT
VMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MCF4117238.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB33
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLADVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MCF4117239.1 hypothetical protein JMK10_10530 [Rhodovulum sulfidophilum]AB33
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNFDLPPEPSLDDTDYCRC
LAQVLGALATWRDWKAALSSPG
>MCF4117240.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB33
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTAPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWSMVGGAVAPSGAGIAFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MCF4117241.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB33
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSHGGGKGAPSRTKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRSMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFEISGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRKIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIGGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICSEAGVFDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVTIDAADLARTSELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQPAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAG
YTLNTTLERSAVIGITETPLHAAAPGRWDRGPALRVKLASGTLSSVREAHLLAGANLAAIGTGDAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGAGGDLTLSWIRRTRIDGDSWASVEVPLGEAREIYALRVMNAAGDELRAETVTAPGWTYTAAMQAADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>MCF4117242.1 NlpC/P60 family protein [Rhodovulum sulfidophilum]AB33
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEEAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MCF4117243.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGQAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>MCF4117244.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB33
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPADYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MCF4117245.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB33
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSSRPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MCF4117246.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB33
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MCF4117247.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB33
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLSLIERYEEGHFATRDVVALLLAGLRGGGWKGTTVDLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MCF4117248.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB33
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MCF4117249.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGGDGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MCF4117250.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB33
MSRVPILNRQLVLEVPVPVADGAGGFSETWAARGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGVPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGV
>MCF4117251.1 hypothetical protein JMK10_10590 [Rhodovulum sulfidophilum]AB33
MMLIEQTRAPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAIEARTGKALIVRSFSYELQGWRQSDRQVLPV
APVQAVTGIRVVDRNGTAVPMPPGRYRLVADTHAPQLRGTGGAMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>MCF4117252.1 phage major capsid protein [Rhodovulum sulfidophilum]AB33
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MCF4117253.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB33
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MCF4117254.1 hypothetical protein JMK10_10605 [Rhodovulum sulfidophilum]AB33
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MCF4117255.1 phage portal protein [Rhodovulum sulfidophilum]AB33
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MCF4117256.1 terminase family protein [Rhodovulum sulfidophilum]AB33
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRLQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMHGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>MCF4117257.1 hypothetical protein JMK10_10620 [Rhodovulum sulfidophilum]AB33
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>MCF4117258.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB33
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>MCF4117259.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB33
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MCF4117260.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB33
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MCF4117261.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB33
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIDASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLAAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MCF4117262.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB33
MDMHVERRSDDDPADVMRALIWGSGGMAQDRLALMRALAGGSLENADLIREVAGRHGNRMRDTHSTRTRELLAQMRRLME
AARNSKKEMTPGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVSFGRDPLPGQTLADVCRAEAEFVREVTRRHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPW
ARAFGAPEAVRRTRKTTAELRAMPIVETVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAE
CRARILHEQTLIATHDPEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVAEDPL
ASHGAVVHGADMAQSRSAAAGVPGAEAGVGDAPKTVSERKTSE
>MCF4117263.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB33
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MCF4117264.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMARLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MCF4117265.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISVELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MCF4117266.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB33
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MCF4117267.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB33
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACEPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHHVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
VDGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQHLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MCF4117268.1 hypothetical protein JMK10_10675 [Rhodovulum sulfidophilum]AB33
MTAFIQIATQSFRALAWAVCLALPPTSLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQRALSRDGTRLTLTS
LNPHANGWFLLEIERPGRQPESYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DGRLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARFNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDAATGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>MCF4117269.1 hypothetical protein JMK10_10680 [Rhodovulum sulfidophilum]AB33
MTRCLGLLALCIAVIASPAMSQPLSQANAQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRYERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICVAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSVSGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MCF4117270.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB33
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWVAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MCF4117271.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB33
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MCF4117272.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB33
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESVEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MCF4117273.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB33
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPKVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MCF4117274.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>MCF4117275.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]AB33
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAGTAPAAKEKPAPKPEASPA
AAP
>MCF4117276.1 transposase, partial [Rhodovulum sulfidophilum]AB33
PVTASAVTATIGSGHQFKSGREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVTNLPERADPWLT
KLLQKKPARLAAVAMANKTARIMWAVLTRNDPYRPHTA
>MCF4117277.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MPASVSLSSLSWSAPDGASLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRVSVTGSVAMMRQEALAHPEE
TVADLLGVQPALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVAPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLEEMDAIVELTSLGAARYGGSYSTFRQQRESARAAAAQDLAHA
QKLRAEAAHRAQQAAERKARKDSAGRKSRAKGDQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAHEKVEVLTP
IHMDIAPSGLPAGRMVLALDRVTAGYDPAAPILEDLSFTLTGPERVVIAGPNGSGKTTLLKLIIGALRPMAGEAQLCVPW
ALLDQHVGLLVPDRTLREVFRDRHPQASTQMAHAALARFGFRASDAQRLADGLSGGEKLRAGLACVLGGMPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIIPLKE
>MCF4117278.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB33
MMGPRQEAQPALFYEFFLDDHVPQDHLLRSVDRFVDLSSIRAYLAEFYSHTGRPSVDPELLIRMRLVGYCFGIRLERRVY
EEVHLNLAYRWFCRLDLSDRAPDHSTFSKNRHGRFRESELLRHLFEVTVARCIAEGLVSGKRMAVDASLIEADANKQNSM
PQEKWDAARIDPADAPRAVREYLDTLDEAAFGAASEVRPKLASHSAPASQWTEARKGPAFCSYSDNYLIDTDHGVIVDVA
ETRLIRQAEAGSTKTMLKRVKETFDLHPERLIADTAYGTGPMLGWLVERKIEPHIPVFVGPLRDGPKGLETNAAVAIQPG
KIDRSPRGKGHELTQFRRNYSDPNRGPTAKGVAKYRGLKLTCQSCPSKPRCCPNMDFRSITRDIAKTEQYDVSMKLRKKV
EMLFAHLKRILGLGRLRLRGPCGAKDEFLLAATAQNLKKLAKILPAPQQPKKA
>MCF4117279.1 hypothetical protein JMK10_10730 [Rhodovulum sulfidophilum]AB33
MKLLRLSGCLGLALVAAPATYLLSCAVFRDVPPGGYAYSGPLPAHEKSGLWAHVWTMAPILTLLDDFGHKEDALLLPFGH
LVISWEGIRYYELSGEGEIRLRDWQASLSPDLQFKPFRMADRGLRARLETWREQRHERLKNLKDIAGVSPEPGDGRVKFG
DHSLELPLGFDLDSSPNSYGLQISVKDVPPRERASLYIERLDSDAALRHFRYLNPEGEITVGDWNASRTADGLWKAHAEV
ICEGQRIGFSMVADRLDLAKKLVATAKTFADDGAGYGLIGGSYDVPAKSTTIVPDALMRDLADWLALEKLLSSFDSSPAL
QGMPRTEGLPQYLTAGLGASFVQIHEGETRLPLHGNWNELFSAPGEGLSVDAPDSRNMCRTSLLWPFLTGQGEDPLAVNF
TFTAGNPAACAEMIGYFRGFDPTPILNMPEVAVAKAVLPYVNAFDRVGSYQDDVYAWNSGGTALFHARGDLLFSVKGEIS
PEYREQGLYTQKDAGKLGLVDRQGVQVLSVVYDAFERFSPDMEYERYQPDKDRGLSYILVRRGEAYGIFDLSGRRWVLPV
GMDDVSPLRKWNMFSATKAGTSNLYDLDGAVIPGTLHVDAIFNHLQTYRPLDSEFIALEHPDGTWTVRQRGDEPLLDQRF
QSVTREDRMVGPVYHFKTTDGDEFALDEWLEPYPEGD
>MCF4117280.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSDTSLDIQASAERVADCLRDRIVKGECPPGARLVERRLSAELKVSRTPIREALKLLRADGLVEISLHRGAQVLAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRVAVR
ARRGRVMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MCF4117281.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB33
MTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPGLAGARELFDLPVV
GMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDIQQSLREDLIRLCNRAVREDGA
DVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPALTRQFACG
>MCF4117282.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>MCF4117283.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MSDPGHPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>MCF4117284.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MCF4117285.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB33
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPNEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIAAHCIHLTDDDIVRLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSESWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>MCF4117286.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB33
MKLSARNILAGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MCF4117287.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MCF4117288.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB33
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MCF4117289.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTETGEEAAFRVAAIPLSREQTVDALLATVEATLRAEGARLAGFRQGRGADGGIAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGADLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MCF4117290.1 energy transducer TonB [Rhodovulum sulfidophilum]AB33
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MCF4117291.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEESATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MCF4117292.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MCF4117293.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB33
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>MCF4117294.1 hypothetical protein JMK10_10820 [Rhodovulum sulfidophilum]AB33
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MCF4117295.1 hypothetical protein JMK10_10825 [Rhodovulum sulfidophilum]AB33
MLPSWIRGAVTLVPAATGTAELAEHPAVEPIILPEIAYRIWAPNRPPT
>MCF4117296.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB33
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MCF4117297.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB33
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGQIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MCF4117298.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB33
MVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRAFAGPAPDETAFRTAATAFG
YGAGWDTDHVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGPAGA
>MCF4117299.1 hypothetical protein JMK10_10850 [Rhodovulum sulfidophilum]AB33
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGAEP
PGAQGESHAGISDEQSFAAVTSRETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQAAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MCF4117300.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB33
MSDLTRLTIAEAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>MCF4117301.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB33
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MCF4117302.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB33
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MCF4117303.1 hypothetical protein JMK10_10870 [Rhodovulum sulfidophilum]AB33
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALEGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MCF4117304.1 ceramidase [Rhodovulum sulfidophilum]AB33
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYIFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MCF4117305.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB33
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MCF4117306.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB33
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MCF4117307.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB33
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>MCF4117308.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum sulfidophilum]AB33
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWTARKVARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARKDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MCF4117309.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB33
MTSDSSRHVAAQDIAEVEKVTATALPEPAQDLVAFDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAPGAGAATGV
>MCF4117310.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MCF4117311.1 DUF6338 family protein [Rhodovulum sulfidophilum]AB33
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MCF4117312.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB33
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MCF4117313.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB33
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTKTLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDAATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MCF4117314.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB33
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDIFGTRLAEVLAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLMTEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VLDTVGAGDSFNAGILGGLARAGALDRAALAEGLPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>MCF4117315.1 D-aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB33
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>MCF4117316.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]AB33
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIKEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAAHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAGGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACTAAGPF
EADALFDEIRSAGPYAGLTRPGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPSRRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRTLSRLPDPGRLLVETFAFEGRHHFCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHSAFAEWLAGNAVMKRSFRTSAVIAGLIERNLPGHRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDTAAARLMAEAGLA
>MCF4117317.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB33
MTGHDFTLAGARLTARASGALWWQDEALLVVADLHLGKAGRMARQGRALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPARAARRLSALMAGRRWIWIAGNHDPAPSAPGGSALAETRIGALHFRHIAIPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMRPEALAVLTGQKALAFPMRS
>MCF4117318.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB33
MNATLIDGKVFAASIRERVAAHVARLQAEHGLIPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPSVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGATEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MCF4117319.1 chorismate mutase [Rhodovulum sulfidophilum]AB33
MIAPDQCRSMDELRIQIDALDARLVALLTERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>MCF4117320.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB33
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIECLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MCF4117321.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB33
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MCF4117322.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB33
MQLTARAAPLAAALERACPGEAPLAVAVSGGGDSLALLLAAAARAEASGPEVSAVTVDHGLRPEAAAEARRVAAICATRG
IPHETLVWQGWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRGGGVT
WLRPFLDISRADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAA
RLVREEAGDLLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTLAALTRGPRATLHGCLLQRAGGRIRIGRE
PAAVAGLSCAPGSLWDGRWRLSGPEGAEGLEIRALGEAGLAACPDWRAAGLPRTTLIASPAVWHGGGLIAAPMAGQGKDW
SAAVNCSFTAYLLSH
>MCF4117323.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB33
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGAAGCN
>MCF4117324.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB33
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYAATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MCF4117325.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]AB33
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYRGQGSDPSWSPLQP
>MCF4117326.1 energy transducer TonB [Rhodovulum sulfidophilum]AB33
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEASEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAESPQPEADEAAPEEAATQTVTEAEEQPETGLAMAASPRPRTRPTRPAAPPPEDTAAAPEAPEEPAEP
ASEEDDLADAVADAVADAMSDPAATPEGTGGAGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEET
GKPDIGSIRMVSWSGGSETAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>MCF4117327.1 protein TolR [Rhodovulum sulfidophilum]AB33
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MCF4117328.1 protein TolQ [Rhodovulum sulfidophilum]AB33
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVVFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MCF4117329.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB33
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVVDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MCF4117330.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLSIFKGACEAVVGLAGHEMAGTDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLSRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MCF4117331.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB33
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MCF4117332.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB33
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIVPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MCF4117333.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB33
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MCF4117334.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB33
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MCF4117335.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MLIRNEVGSDATMIRRIVTEAMQLLPQATGTEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSTCKGAALVGDPGYYGRFGFRPYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MCF4117336.1 YjhX family toxin [Rhodovulum sulfidophilum]AB33
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MCF4117337.1 hypothetical protein JMK10_11045 [Rhodovulum sulfidophilum]AB33
MTTQPSSSSLTSKGGPFFATSKNPAPRSRRTRRSQGVKSPAMALPASSRTVEPSSRVMLCRSPRAPGYALHAVLCGGGHN
IRPILAHLRALIAEILRVILNAIAALIPTERPSETQRARPA
>MCF4117338.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB33
MKDMTNQTRAVPRAINWNRLQDDKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFIESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MCF4117339.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB33
MLDRVTDAKPAEPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHGIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAQLKQAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MCF4117340.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB33
MAGLVYFSSRSGNTARFVERLGLPAFRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MCF4117341.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB33
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MCF4117342.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB33
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFEATIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>MCF4117343.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MNDLSTIPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPATTEADLSELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGRVSVDV
>MCF4117344.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB33
MTKSKMANRSSPEVRARAVRMVFEHQGSYKTQADAIAAIAPKIGCIPQTLSGWVKQAEKDSGMRDSVTTEE
>MCF4117345.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MCF4117346.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB33
MLISALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEAV
LQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDHTRWRQP
LVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMG
AVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLKRIT
>MCF4117347.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB33
MRSPLQYLRSLFFVAQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMARLEETVETASDRLMAEAGF
TTGA
>MCF4117348.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB33
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MCF4117349.1 cysteine synthase A [Rhodovulum sulfidophilum]AB33
MAEDSIRKTIGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>MCF4117350.1 LysE family translocator [Rhodovulum sulfidophilum]AB33
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MCF4117351.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB33
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPRQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MCF4117352.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALNCLEDIEKRMGLPTVDPFR
QGAGRLADALDAI
>MCF4117353.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB33
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKKARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPEPLCFDEAGVHAPAAALW
G
>MCF4117354.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB33
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMHSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPHPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MCF4117355.1 hypothetical protein JMK10_11150 [Rhodovulum sulfidophilum]AB33
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRDGLVRAIERATDAATLALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPAARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGTAR
VERPSDHRPIWVEIGRPLTG
>MCF4117356.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB33
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPLAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSLDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEAAAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSASDD
YGVTTGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQVELAVEDALGQRG
VSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLTAE
TQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQAQS
GEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAFRD
LQEQFNPGQQGQGEGREGEGEQDRAEADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MCF4117357.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB33
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKIAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLAEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MCF4117358.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MCF4117359.1 hypothetical protein JMK10_11170 [Rhodovulum sulfidophilum]AB33
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MCF4117360.1 hypothetical protein JMK10_11175 [Rhodovulum sulfidophilum]AB33
MTCGARLAALLALLALSACARPHGGVAVSNEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>MCF4117361.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB33
MTKDQTDAKNQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGA
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALM
TVMKGLPLAYSKDMQEDKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHH
VTGTLVAMAEKKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRTQIARWKDRLG
>MCF4117362.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB33
MILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRAIPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREI
GRLMGEADWNSPGAKALLGRLIEGF
>MCF4117363.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB33
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRSAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGTIGNARAWCEIEAREGFSDYLWRFVDGAPLQNNFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>MCF4117364.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB33
MPDDSHENDVGSTEGAENPLPGAGAEHDRNVMEMVRAALRRRDIVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>MCF4117365.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MCF4117366.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB33
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIIKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MCF4117367.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYAFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLVFEETVWPRAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MCF4117368.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB33
MNLSSHLQELRKKHKALSDEVERAQQTPAADTIQVAELKKQKLKLKEQIERLSQA
>MCF4117369.1 methyltransferase [Rhodovulum sulfidophilum]AB33
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSTAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAAFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RNGAALSWPG
>MCF4117370.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MCF4117371.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB33
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTECTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MCF4117372.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MNIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLARISDGRSVFVAVTGSDAPIAFIELEEDGHI
DCFYCSPEFVGQGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLVKRREFERNAVRIHNYLMEKTLR
>MCF4117373.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB33
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLTLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGAGQ
GARVRLDKRLPAAAGIGGGSSDAAAALRGLAALWGCDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSAAGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYRL
>MCF4117374.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETTRGQ
WIIYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MCF4117375.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB33
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPEYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MCF4117376.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB33
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MCF4117377.1 hypothetical protein JMK10_11260 [Rhodovulum sulfidophilum]AB33
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSIAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MCF4117378.1 molybdopterin guanine dinucleotide synthesis [Rhodovulum sulfidophilum]AB33
MADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLDGERRAGRRALLGADFAFGYPAGFAEALTG
SASARAVWAWLAARLQDRPDNANNRFELADAINAVLPGGGPFWGCPAACAPRLADLTMTRPPEPGFARHRRVEHVLRDRG
GPGWAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMIGPEVAEALAARPGQIPDE
VQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MCF4117379.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB33
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPFGDLGPL
AGVLSGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVGLRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>MCF4117380.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB33
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MCF4117381.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB33
MDWSITETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MCF4117382.1 hypothetical protein JMK10_11285 [Rhodovulum sulfidophilum]AB33
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRM
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGVVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MCF4117383.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRALAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
ESCTRLAAHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAV
GHLNHLYLTGRATRRRRPDGAWLYRRSGAV
>MCF4117384.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB33
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGNGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MCF4117385.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB33
MSAELLRPDTRGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEVIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGRGRE
>MCF4117386.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB33
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MCF4117387.1 hypothetical protein JMK10_11310 [Rhodovulum sulfidophilum]AB33
MARLLFASRAAALMLAAFAATTTATAPAPVAAGTAARQEGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSANLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLQLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTL
VARSDMVPADGTPFALDRSALRITLLGQDRAIDIRGCDAAR
>MCF4117388.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MKPGWGARPVPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAG
IVQLLEPELRAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDLQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVIT
GPVAVDQLGRLTDELVDRLFAAGITLTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVR
TGVEKRSAASIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTP
SLPEGVRIDLIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLF
ALIITLGIVVDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIA
VLTASLLECFLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRGLMRLVIRGRYPVMAGCLLLLAVQVAAVIR
GDVPWRFFNAPEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKD
PDLLGAISLELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSR
FGEVSALEDSLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLERLQV
RSPQGVYLPLADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQE
RDFLADARLGFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLV
GTVDEYAERRALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAI
GQDVGQALRALRRALGRRGRRALPVLAALALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGL
VALAAWALSRPSRLPGAPDR
>MCF4117389.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAGRALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDESGALRPLPVTVTLDVYGANLTARGGLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAGPDAATEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MCF4117390.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB33
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MCF4117391.1 LysE family translocator [Rhodovulum sulfidophilum]AB33
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LVVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>MCF4117392.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB33
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAARPGPSAPVPPARPAAVDPVAVAQGAAAAATDLE
GLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFARIGLGRGDPAAERALYI
TNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLL
RTQLAKRDAWHDLLMLQARLREG
>MCF4117393.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB33
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MCF4117394.1 hypothetical protein JMK10_11345 [Rhodovulum sulfidophilum]AB33
MFDPKTEAPLEDGETLQIQFRADRSAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSVARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MCF4117395.1 dihydroorotase [Rhodovulum sulfidophilum]AB33
MRTVFSNARLIDPEAGTDRTGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAIILPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MCF4117396.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB33
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRSETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MCF4117397.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB33
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MCF4117398.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLARDHAAELHAAQLLDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPTLKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>MCF4117399.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB33
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MCF4117400.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB33
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MCF4117401.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB33
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGVGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AGPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEGEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLTGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DSAGRITGHGRALAALPLHPRLGHMLLSAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPTPVPPDRGALARIR
AEAKRLSGRARGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRRESRVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDEGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MCF4117402.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB33
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSACPIGRAAHEALPDPPAPPRGRGRR
>MCF4117403.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB33
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLSSDTCPFQMIRHGANVYATQFHPEADSAGFELRIQIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>MCF4117404.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB33
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MCF4117405.1 hypothetical protein JMK10_11400 [Rhodovulum sulfidophilum]AB33
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQTIEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRIG
>MCF4117406.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB33
MSLKTTLYASLIALVPALPAIAGDISVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETEMPMKGHM
AH
>MCF4117407.1 NAD-dependent deacylase [Rhodovulum sulfidophilum]AB33
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MCF4117408.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB33
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MCF4117409.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB33
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MCF4117410.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB33
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MCF4117411.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB33
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVTGFVDGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPDMAIKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MCF4117412.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB33
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MCF4117413.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB33
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MCF4117414.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB33
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MCF4117415.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWVAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRRVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDSGWCERLVGIEDERLALGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRTHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MCF4117416.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB33
MTLEILTSDALAPLRHGFFTRRGGASSGVFAALNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSVEVATIET
PTATPMRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDTFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MCF4117417.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB33
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRAQPDCSLLVGEP
GAKGDPLTHPRLTLQARAVFITRDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>MCF4117418.1 hypothetical protein JMK10_11465 [Rhodovulum sulfidophilum]AB33
MSRGIWRRSGWTFWWGFLALGERARIWALYGDGLRPMQRGLERSFERARNGRASAVNRPEVAAIHDGRKWITYNWDHTGL
LRPIERGPPGLRAGSCPNF
>MCF4117419.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEDASFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MCF4117420.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB33
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDV
AAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>MCF4117421.1 hypothetical protein JMK10_11480 [Rhodovulum sulfidophilum]AB33
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MCF4117422.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB33
MKTSKTFFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTKVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRA
RMLQHELLRRWAETYA
>MCF4117423.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB33
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMIDLSSSEIRARGDWARRG
>MCF4117424.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB33
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MCF4117425.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB33
MAHFTFFADESGHVTQEPGISDEVGPSQYLCMGGALIPKDREAEVTERLDEIQRKFKKKKFLHAADINHVQKIYLIREIL
ALDIDVFGVVSDKNTLGGFRTRSHGNPQQYHNRTALYLLNILGRHLRDRNIPGDAVEIVFERREHDYEQLQRYIKKVAGN
PTGDDVDSIPHISASSIKSRKKEDSHIFSVPDIIAHAVFSAFDRNRNNFGITESRYLRELLTSSLHESSGLELYLIQSSK
MKDICQPTSDLLREHGMFVKPRKPVQPSENLEATL
>MCF4117426.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB33
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRAEIAGR
>MCF4117427.1 hypothetical protein JMK10_11510 [Rhodovulum sulfidophilum]AB33
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>MCF4117428.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB33
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAGEASGMT
>MCF4117429.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB33
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKVEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLKMTLDGERQELHTPLAFIANSAYQLRQFNLEGTDALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAPA
>MCF4117430.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB33
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDRQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIDGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MCF4117431.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB33
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>MCF4117432.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB33
MSRQDHPSAQDRASVDPPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRNAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MCF4117433.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MQCAPGDAPEPKTDPEAEPEAGPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARSGAHRED
>MCF4117434.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB33
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MCF4117435.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB33
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLCDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDSVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLEKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTDPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MCF4117436.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB33
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MCF4117437.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]AB33
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIARIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
DLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHE
KTKSFPSGLVQSRYRIAA
>MCF4117438.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTRPRGRPPRADAPVSRDEMLTAALTLLDGEGVEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMTERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLPDRKRRLWLDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGAALDELLSCLGDEAALRAERG
>MCF4117439.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPDTAMWLTIRRDRCFVFPASGQDGDGRQI
>MCF4117440.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB33
MHRLALVLAFSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MCF4117441.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB33
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MCF4117442.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB33
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESATYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MCF4117443.1 hypothetical protein JMK10_11590 [Rhodovulum sulfidophilum]AB33
MIMPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWIYLRAESLPSEDRQGLFGGRSRALRNVLVFRRA
REAEAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MCF4117444.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIEA
>MCF4117445.1 J domain-containing protein [Rhodovulum sulfidophilum]AB33
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MCF4117446.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB33
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MCF4117447.1 hypothetical protein JMK10_11610 [Rhodovulum sulfidophilum]AB33
MRRPDAARSRPAAALAVLFLAAPAAFAQGADPAFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALRPTYLLLLQRHILDGERRARDQYVRLSGLCDDVGRASGLKGHRHAPR
>MCF4117448.1 hypothetical protein JMK10_11615 [Rhodovulum sulfidophilum]AB33
MTRVTLVAATGFATAFILATTPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALERRLSDCTGLLLGG
>MCF4117449.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB33
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRSLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPHEPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MCF4117450.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB33
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPKDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVTDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTPAELEGSRA
AHARDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDML
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARSSTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVTKRAGDGLSERARAWLAEATQPL
>MCF4117451.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MCF4117452.1 chloride channel protein [Rhodovulum sulfidophilum]AB33
MQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFTPDARVRSV
ADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAVAAAVSASF
NAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCGLVAVILMR
AIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVAVSMTMAGR
MGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGLAVMVAVSL
STALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPGAASPGACAELIGQGVMFEADTTLVEALPVF
EKWGHGFVPVVARVAAGREPEVLGALFHVDALRAYSRALATTAAEEHS
>MCF4117453.1 FAD-binding protein [Rhodovulum sulfidophilum]AB33
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYSGADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MCF4117454.1 putative lipid II flippase FtsW [Rhodovulum sulfidophilum]AB33
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MCF4117455.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB33
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MCF4117456.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB33
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MCF4117457.1 hypothetical protein JMK10_11660 [Rhodovulum sulfidophilum]AB33
MISCPVIAICGPAPLAGIPGLRNMRRTAPPVTAGLLLAAAAIPVPPATAQAAFGPGAALTGPPRVSAFRPVARPAGTGGA
PEALSRDRGAEGGEQ
>MCF4117458.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB33
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>MCF4117459.1 hypothetical protein JMK10_11670 [Rhodovulum sulfidophilum]AB33
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>MCF4117460.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB33
MTQMPGPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLTFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPE
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MCF4117461.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB33
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDVAFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRW
DESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>MCF4117462.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB33
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAVPAIWLADAERRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVIALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MCF4117463.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB33
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATSISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MCF4117464.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB33
MEIRVRLSINMRRLRQSKGWSQEEFAHEAGLHRTYVSDLERGARNPTITVVGKLAIALGVKVGELLDEPCETSA
>MCF4117465.1 hypothetical protein JMK10_11715 [Rhodovulum sulfidophilum]AB33
MGPLLRHLRGSYLDDDAFAGFRSILRDYFLEIWPLAPGDDLLGQVVTERRLHSLTSASKETGIGPAVLDDFLTEAGAFAP
GDARADARKTFDAKAWQNILDEIPTLVGPIALRRAIGATLAELNGLKADGVLVPRTNVATIKSPWRIADGQALLEELEAY
AQPVAPEEPGWETIQRVHKRLDLPVGEIIAAIRTGSLRLGQHPDVFGYHGLVVKISEVAAFKAKVAPKRKPSISQGEVTA
AAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAFEASYTTPSMLAAETAAHLNTIRAVLQNEGIQ
PFRPNGLDVGPVYLRNAVEPVVALLKSQGGK
>MCF4117466.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB33
MDLTYDLLLSTELTPHRYGAEYAAYEDGARDFFKLLHRLEKIPCFDLGWCFKDIALWAQEEAYIQESKSVSDAAGWADEE
GSVSTIDNGTKTLGSEKVYYGFDYSWGATGTRMNGQIKRPHPHYGLQLDHLITLVDAVTRWQRPQHLAFGPGGYLVHHHP
LDRARLGIRWIGWIPFAIAPAELPEAEIVRPMNGGTLIVTQSRLWQVGERHPDYSAEAIRRAQNVELRLNALGLLPTAPD
IMRGDWGQ
>MCF4117467.1 hypothetical protein JMK10_11725 [Rhodovulum sulfidophilum]AB33
MSFAFIVSPPLSEKSGSFAHHLHFFLQAAVLPAQLGQFRGLGLLPPDGLSRAGGRKFEPPALDLRRRHAELPRDAGLRSA
RLGQARNGLFLEFGGEVTAGLSAHVGSLSLGVR
>MCF4117468.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MQTTLTPAQEAVAVALRKALLLSLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKGPKPAHGSFKADEPGYLH
IDIKYLPQMADEDRRRYLFVAIDRATR
>MCF4117469.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB33
MCFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTRRRAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MCF4117470.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MCF4117471.1 adenosine deaminase [Rhodovulum sulfidophilum]AB33
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEEAA
AEGVIYLETFLAPDFCGGRDLSAWVEHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MCF4117472.1 phosphopentomutase [Rhodovulum sulfidophilum]AB33
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEGAPG
LDAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWVQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWVDLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MCF4117473.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB33
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MCF4117474.1 cytidine deaminase [Rhodovulum sulfidophilum]AB33
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MCF4117475.1 propionate-CoA ligase PrpE [Rhodovulum sulfidophilum]AB33
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLSHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MCF4117476.1 response regulator [Rhodovulum sulfidophilum]AB33
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGSLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLALIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MCF4117477.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSAPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLSLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRLPEDIGGAAKPIQIEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MCF4117478.1 NAD kinase [Rhodovulum sulfidophilum]AB33
MAGPTRIAFLASETASAEGALDRLTARYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MCF4117479.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB33
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAKEHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>MCF4117480.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLASDLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MCF4117481.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSDLAAGVHAAFRVILVLLLLLHVVAALMGQYIKKDGTLTRMLRP
EG
>MCF4117482.1 hypothetical protein JMK10_11800 [Rhodovulum sulfidophilum]AB33
MTLTKTFGKTLTIAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>MCF4117483.1 hypothetical protein JMK10_11805 [Rhodovulum sulfidophilum]AB33
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYVVLHCFL
TTHPEAARGTP
>MCF4117484.1 RidA family protein [Rhodovulum sulfidophilum]AB33
MARRLISTGSPFEARIGYSRAVVVDGWVFVAGTTGYDYASMTMPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPALSEAFARARPAATMISAGLMEPEMKIEIEATARLSA
>MCF4117485.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB33
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MCF4117486.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB33
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MCF4117487.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MCF4117488.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB33
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSAHFDGR
HATEHMVTIRLVEALSRAA
>MCF4117489.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB33
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>MCF4117490.1 ectoine synthase [Rhodovulum sulfidophilum]AB33
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVAELAD
>MCF4117491.1 aspartate kinase [Rhodovulum sulfidophilum]AB33
MTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDAL
NRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAQSAFVTAALL
RRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAII
HKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEGEAPR
VEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVENDLEARFPGATLTAR
NLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVEEDSRQEAMAA
>MCF4117492.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MRRFVPLAVTLGLLAGPAVASGPGDWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGSWAEELPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEINLAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPGDRARFEALDLGIATLSPAERGPALPEPHPSWATRLETDWAARYGMA
P
>MCF4117493.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGEMATARLGRRWIEGGTRRLAEPLLRATGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQPLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>MCF4117494.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRNPRRARIEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDTALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>MCF4117495.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB33
MHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MCF4117496.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB33
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>MCF4117497.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB33
MIPVRGVEGQKMAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVTVDPTRAGALDGVASLIVSPGIPHLY
PSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVVPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARLGG
>MCF4117498.1 hypothetical protein JMK10_11880 [Rhodovulum sulfidophilum]AB33
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MCF4117499.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB33
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLFHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MCF4117500.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB33
MSALWTAAEALEATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
ISFGSEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MCF4117501.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB33
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
DSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMAQAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQAILTVGRSEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MCF4117502.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB33
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTVANGGRLVRPTLRAGGGRLGARVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MCF4117503.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB33
MTAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWSAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAISPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MCF4117504.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB33
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPARDG
>MCF4117505.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MCF4117506.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB33
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKARQKIQAMARAEGVPLVEGARLLL
EAGGLGGKGGAALRKLIEAIWRWHDDVRAAAPSVVPDEAALIDDEAVPLETGRRAPTHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>MCF4117507.1 hypothetical protein JMK10_11930 [Rhodovulum sulfidophilum]AB33
MSRYRIILSGLALAALAACGTPERPETGVPKVVTPEMLPQAPETSTPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPIPST
>MCF4117508.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB33
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEEIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVQQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>MCF4117509.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB33
MTKTKNRPRLASWRDAETDSDKTDIIPVALVSLDDATGRRADLRQAGFPADWVDGYWPASDLRNADEAHLAEIADMEHFL
RTIGRKPLPGELGCALSHRRILEWLTRSEFPLILIFEDDALPADIRSIDVLPELLAPFLDHGRKGAAFLLHLGVKRRQRP
QNINRVLAGCGVGFWHRWILRDAGKDHNIWRTHAYVISREAARRTVAAETPIRTVADGFARRGQEGLHDHFLYSEPGLFL
QAPEAGSTIDPNGESRKANCKPKRKSWKKPEQPNAMGKIKIMDRLRRLSSKTFHL
>MCF4117510.1 NnrU family protein [Rhodovulum sulfidophilum]AB33
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRALFIPLWTPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAVAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALVTGRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>MCF4117511.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGKGGRIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAGTAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MCF4117512.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MVRQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGPDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MCF4117513.1 cold-shock protein [Rhodovulum sulfidophilum]AB33
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MCF4117514.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MGPERSAGRPTGKLAGKLVGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGIALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFR
TALAPVVERWIEDAERRGIDGAALVARARAAIAAHESR
>MCF4117515.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDAAASARGR
GNA
>MCF4117516.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMSKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVSMAETFRGVLPFFLAELFRVGLLLACPALVLWLPRVLGG
>MCF4117517.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB33
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRAA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDMALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVDPVAGPVAD
PVTAPAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MCF4117518.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB33
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRL
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MCF4117519.1 hypothetical protein JMK10_12000 [Rhodovulum sulfidophilum]AB33
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>MCF4117520.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]AB33
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPEGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MCF4117521.1 hypothetical protein JMK10_12010 [Rhodovulum sulfidophilum]AB33
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPAPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGWLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQVGSPPPRQGAGGLPELSCLLG
VHRYLATPAAPAHAELGLCLGRLVERHPGLGEAWAALALVRLDEARFGRNLRSGTDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVATREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAVAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MCF4117522.1 response regulator [Rhodovulum sulfidophilum]AB33
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESTGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MCF4117523.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB33
MPSVTILHATDYRYGTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MCF4117524.1 hypothetical protein JMK10_12025 [Rhodovulum sulfidophilum]AB33
MIDTPIDLDGHRSAAGQHDAEMRRRPVNTEPESGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MCF4117525.1 hypothetical protein JMK10_12030 [Rhodovulum sulfidophilum]AB33
MTTSIKTTAVFLRPFRLPSFNETLPEGEYEIETELPQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRRHAGPDGRRPAREAGNTGPGAEGRHAGIGK
>MCF4117526.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB33
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFGHTPPGWARVQAICDFVHTSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPGILTQFDVWTWDAEADPTEAVPVFRV
>MCF4117527.1 hypothetical protein JMK10_12040 [Rhodovulum sulfidophilum]AB33
MNGFIATAGLRIPGTSLWMAAMLAVGMVASLAFPALAQDGTGTVPENAVARNYDGGWDCIPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>MCF4117528.1 hypothetical protein JMK10_12045 [Rhodovulum sulfidophilum]AB33
MTETALCRQLTATRTGFQSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATQSGVPASDRGLARSCPV
APGVAASPRRPDVTGENA
>MCF4117529.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB33
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPRSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSRDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MCF4117530.1 cold-shock protein [Rhodovulum sulfidophilum]AB33
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MCF4117531.1 hypothetical protein JMK10_12060 [Rhodovulum sulfidophilum]AB33
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESHADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MCF4117532.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB33
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNHVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKGVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFYEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRQ
>MCF4117533.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB33
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSNLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MCF4117534.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPENPFANVVGWGNNFR
AADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPVLFVDFRTKMF
ENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGELIRAAGGDNL
GAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLRAVTAGRVHAI
WHPFYDNPYYFIALQRVAKWLHPEVFAELDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>MCF4117535.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTEPLVETPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLKVLSALWDADAPLSVRVILWDIRL
PVALAALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIH
RLSQKRGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWAL
TALRLGESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAAS
VLSKSLIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MCF4117536.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTGLLSLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGLVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADRAVVLHDRQVEANGSPVDILTPPLLGKVYGVEAR
METSSQGHPFLIVERSIRNPLGNDTGRD
>MCF4117537.1 hypothetical protein JMK10_12095, partial [Rhodovulum sulfidophilum]AB33
MAVMLRGATWILRKRVPARYGDVEPRKEIWLSLHTDSKAEAEAKAPAIWRAQVEAWEAHLAGASEDAEKRFQAALDLAGK
RGFSWLPLKEVTHLPRNDLLKRIEAIPAHDKHPNRQEAAAILGAVPAPEISVSRALELYWNFTRDRVAGKAPISFAAGAI
RASKPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKP
>MCF4117538.1 quinolinate phosphoribosyl transferase, partial [Rhodovulum sulfidophilum]AB33
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVNPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAEAA
LVLSDCRALGGRAAPGERIAGLRQAAPAGRVTVEVRD
>MCF4117539.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MRSTGIFSENEYRLRRLVRAGLVWLLAALVLMLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IQTLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIGK
MRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSRA
DLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQT
VSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIIAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAELAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDQGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MCF4117540.1 response regulator [Rhodovulum sulfidophilum]AB33
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MCF4117541.1 response regulator [Rhodovulum sulfidophilum]AB33
MTLSGGLHEKPDAPASKQKVERMAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLD
NSLPDGKGANFALELAAHRNWMKIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MCF4117542.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDVDPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MCF4117543.1 response regulator [Rhodovulum sulfidophilum]AB33
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MCF4117544.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB33
MPIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGREDNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPDFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MCF4117545.1 response regulator [Rhodovulum sulfidophilum]AB33
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MCF4117546.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB33
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLDVLERIKAGFDARATGGKRVSLADLIVLGGAAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDVASFEVLEPLADGFRNYQKGVCSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAAEFA
AAWAKVMNADRFDLV
>MCF4117547.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB33
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MCF4117548.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPATREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARSGDEAADILATNGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MCF4117549.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB33
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MCF4117550.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB33
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDS
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLARGARVLDVFAHVGGFALAALA
AGAQSALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MCF4117551.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB33
MPLHPVLEEVTQAIASRSAKTRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKNRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTVADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MCF4117552.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB33
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAARDWDAITALAREAAALPC
>MCF4117553.1 adenine deaminase [Rhodovulum sulfidophilum]AB33
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGEMVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAASAAAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MCF4117554.1 hypothetical protein JMK10_12180 [Rhodovulum sulfidophilum]AB33
MGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARGPAGFPEHGPRYFTTRFRFCAWALLYGSVIAGAFLV
VVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSLAAAVGIAAAFYTSDWERMLRERFQNNALIPRQAEQ
LFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQSELAQMRLERLARVEFMLWRMTQGDLPAEVAARLAE
HVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLAEAQQPDFRRRLGQAAGLDCEQDRIETFPVSRLDDVIPVLEDE
LRRIAEAEPVPTGWQGGGDGAAGQAIEALQEQVASLRALVPLCVTGLEVQRGRLRDLSARLEDLWYETLRFAICIGLAAP
YASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQSSDHAAGANPEGAELWQRVRMLLGGMKIAATERPL
WLILGGFFIGWPLLQGCYVGSALAHGRQIEGGFGRPGALRPLDYLISFVMIWSVLVPGVAALIYVLGFSAAFRDVYVGAL
AYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAVGVVVAEIWIGSVDPESDTPFNAGRFWNLLFLASALT
MVLIGAILLATSSKVSGKLQRMQGARLTPLRPAYPA
>MCF4117555.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSATCGYEEEGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAADAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLPRRMELPEAIAARFEAPDDSETETTASSLASFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSFWFLMEFQSKVRDGNPLK
>MCF4117556.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MLATISRRRLLTGTAALLGSTALWARAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWEGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPVGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRNEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MCF4117557.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MPRMIRIVLARIAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGTGGGSDRG
>MCF4117558.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MAKALLSRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSVSVGL
SAALVAVVLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSATGPSLGIVVLAIALGAWTGPARLARARVLS
LRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MCF4117559.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTPLLTLTALGIRYPGARPPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MCF4117560.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MSPLLDARHLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWGALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPDHVAWLLTEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
DILRRLIAAVPEIPAEKTLP
>MCF4117561.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB33
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVTAAAVAEALATDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGLEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSTGTGAVGARVIRL
NHTGPRARLDNVLGDLVRLGAALAAAGWPAPTGQALAAAETAFSETAKA
>MCF4117562.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB33
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSAPLHGVDADRIADRFETYLEEAITLKPGARAMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWKLAAMPGCWATIRSGTSPHPPRWG
>MCF4117563.1 hypothetical protein JMK10_12225 [Rhodovulum sulfidophilum]AB33
MLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMAGLLGRCPVRAGPPRRIRP
>MCF4117564.1 hypothetical protein JMK10_12230 [Rhodovulum sulfidophilum]AB33
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTAPVDWGLKVFEPNPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPPICFFTGPVLFGPEWRATPDCVKAA
APQSSAKA
>MCF4117565.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB33
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSAAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARTDGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAVGGLGGCPF
ARGAPGNVATERVAARLAAIGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MCF4117566.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB33
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEAGAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARAIEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFEGPARATVEIGETVLEARLAPEGWRIEGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGDHVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>MCF4117567.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB33
MRLRSAVLPTSDSFRANRAAHLEALREVAEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVSGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEDEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPETRFGLFRM
>MCF4117568.1 outer membrane beta-barrel protein [Rhodovulum sulfidophilum]AB33
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHLGVDYAVTD
HSAIRTDVRWIDLDTKVKSDSLGDLGTAHIDPLVFGVSYIWKF
>MCF4117569.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRLPLILAAALAVATPAMAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MCF4117570.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MVHRWAQERVRPMAAAIDRDNVFPAGLWREMGDLGLLGITVPEEYGGAGMSYLAHAIAIEEIARASASVSLSYGAHSNLC
VNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKYWITNGPDADTLVVYAKTDP
EAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVLMSGLDYERVVLAGIGTGIM
AACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQDAAACVLYASEEAMKQAHQA
VQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMA
>MCF4117571.1 CreA family protein [Rhodovulum sulfidophilum]AB33
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MCF4117572.1 hypothetical protein JMK10_12270 [Rhodovulum sulfidophilum]AB33
MTSKHPQKGKAWPSAYRRASDAALSFTRRVAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEGPARAAPLVPVARPAAFARPDAGPLSADGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDVDTAPEGNTLAQLRPLRRPLAAADPKRPRPRPAAIGNGTAATGPAASATADLVVAASDRPRSRPASA
AMASSAPDLAGLRPVSRPLVLSEAAPAAPAALRPSARPTARAEAASAASLVPSERAGRSMATVPVASPAPEAAETAPGLR
ASLRPQTRPAALARLARGALVPDGRQAVAPRAEPFVHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDR
DALIVQQALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRM
VDAIYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHP
IQPLSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MCF4117573.1 proteasome-type protease [Rhodovulum sulfidophilum]AB33
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDPYFERISTGWGEALKSALDSLPD
FEF
>MCF4117574.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB33
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGISRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MCF4117575.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB33
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYRRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MCF4117576.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB33
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MCF4117577.1 purine permease [Rhodovulum sulfidophilum]AB33
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSDAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVSAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGRD
>MCF4117578.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB33
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEGGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MCF4117579.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB33
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMSDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MCF4117580.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB33
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTESDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLWERPTAMDRDSFVARFD
GIFEQSPWIAEGAFGLELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENSADAEFAEACRQVERIALLRLKEILP
>MCF4117581.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB33
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MCF4117582.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MCF4117583.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB33
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWLGADLFLVDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGTIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPEAEAALPAPLA
RVVASAGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVQLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRALEALAGQM
>MCF4117584.1 NAD(P)H-hydrate epimerase, partial [Rhodovulum sulfidophilum]AB33
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAAR
>MCF4117585.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB33
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MCF4117586.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB33
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALDSLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MCF4117587.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB33
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMIGSTGGYLVGYALAALTLGTFARAGWDRSMGRMAVAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MCF4117588.1 DUF6314 family protein [Rhodovulum sulfidophilum]AB33
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFAPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVL
FEDGRFFHLISPGARAEARHDCAPDLYRVRYDFSAWPCWSSLWEVRGPRKNYAMESSYRPES
>MCF4117589.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB33
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MCF4117590.1 hypothetical protein JMK10_12360 [Rhodovulum sulfidophilum]AB33
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MCF4117591.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB33
MIKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEI
EQFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAAT
ILGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAE
LAEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEE
AEAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>MCF4117592.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]AB33
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARQEGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MCF4117593.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MCF4117594.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB33
MTVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKTAR
EIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIERY
TFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAEAA
MLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATCGF
FPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFFNV
VSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELGLN
RKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEGRI
SPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGDEK
WQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQVP
VREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSRDW
AAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGTEK
TVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MCF4117595.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB33
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPSTTSN
>MCF4117596.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB33
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MCF4117597.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MCF4117598.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB33
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MCF4117599.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB33
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MCF4117600.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MKLTDMTIPDGLPIDGYGPGFFRISGEIHEGGALVAEGTLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MCF4117601.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB33
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTRFAN
AER
>MCF4117602.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB33
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MCF4117603.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB33
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MCF4117604.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB33
MGLLLGKALRRGFKWRPDPGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAGTRDRAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFIAGWYKGSYAAHRTARAVRPNPGFNPGKKPDSRSLRSDV
AILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRACRVLVQSPGMAGLGCPVTEGISGAPVLQRAGQGWQ
VVGVISAALRGAGGIRSIAARPGAAFMAGQ
>MCF4117605.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB33
MTGKHARVVDWTSHLWRPDFKRFTGFGWIVRLVVALIVLALAIIAFGAAVLTLAQYVGALVLAQRFASVEGQYEAIRNAG
LVLAGLIGVPFLVWRSIIAQKQVKVAEQGLITDRLNNAVEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAQASLSELTDLTDVQTALTVLGRRAESRRRLETAAHYR
LSLSRCNLAKCDLSDADFSHAAFAGSNLNGAFLYRSRFRDCNFTSASMKRVQGYESIFEGAVFENANLSQAIFNRSRFLF
SPETQIGANFSQAQMEDSVVAFSGVRGPDRWALGANLAEATWKNAIIIGFESQRDTKFGFRTARTGTDTPPRPAAIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVVLIEPIIRPPDWPSEALSQTAFDRECARWRADPASYVPPQDRA
>MCF4117606.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPVGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MCF4117607.1 hypothetical protein JMK10_12445 [Rhodovulum sulfidophilum]AB33
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQISPFWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>MCF4117608.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB33
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQQTPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MCF4117609.1 PQQ-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB33
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MCF4117610.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MCF4117611.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVVAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>MCF4117612.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERRLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTITTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGRLDLPEIVWSEPAGPTPPGQAAENSKDGDGKGLRAAE
>MCF4117613.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVITVYVKFTFVVTDWRGKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPVLLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGQVV
ERGTHEALLAHGGRYTAMWQRQQAGEDGDIAAE
>MCF4117614.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MPERARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERNSDRPQAEEDAAVTSPAAAGQAADAANTEAQPSAAGDRS
EAVPPATPLFAPPAFDLVRVTPEGGALVSGRGGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDEPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRRSQSGAPSSATIGPPPADAAAILISDAGGVRLLEPPHPHEAPP
VSGLMLDAISYDAQGAVRLAGRGRPGAALRIYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGGVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDIPHVE
>MCF4117615.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB33
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MCF4117616.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB33
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSIRAGTSDTMRT
>MCF4117617.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB33
MKVSSRGEVDPFIVMDVMEAAARAESQGRSIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELEANMDVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MCF4117618.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB33
MGAMTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTV
MVHSGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLF
FAHTRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAAQSDPE
ADYWFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESR
QFGPAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVAT
AERYAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MCF4117619.1 thioredoxin domain-containing protein [Rhodovulum sulfidophilum]AB33
MKLVLSLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDSDVTLVSFVDYRAEGARRALDAAREAAASDGQLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEATQT
RLFDAGATLDAAALERLSAELGLDPAEVTTRMAGADITAKLAETRALAEALELGPAPAQVLKRTMVRGDVPAIALLRMVE
AIRRKK
>MCF4117620.1 DsbA family protein [Rhodovulum sulfidophilum]AB33
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIYEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MCF4117621.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB33
MSLNSVRPWRSIDRRKSRKIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MCF4117622.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAGGQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MCF4117623.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB33
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MCF4117624.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB33
MQLSNGPAEPKANRKTRAAAGPGSALTRAVGLGLALGLALGLGAALAASAAPVDGKGARKLVFKPDGAEVAVVDLPFLSE
ADRKTLVVVGAQQPYYGAIAVAPTEGLRSRATLAAANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQ
LSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIKGQGAASRALEACADQSGATDCRIAVEDR
>MCF4117625.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MCF4117626.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MQASDSPLPPAKGPIVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDITFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEVRGRGVGRALIEAVYALADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>MCF4117627.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKTFASHRATPPGRSNAAIARDFLDLAFRMESGRPLPYMTRFQEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRV
AADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYRRGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEEL
AQSIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYAPELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTP
RAWIDAIETALGPGASSSRRVAAARTAIEIARNQGWRDTRLAFSLFAFGRLSLNRNASESSLAAFLEAGKIYAANPVTRV
QSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAALLASMLLMRAEALDMLGRDAEAGATRRDALGWARYGFGSE
DEIRARIAEIAWLNPARSD
>MCF4117628.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB33
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFF
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MCF4117629.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB33
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MCF4117630.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB33
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MCF4117631.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB33
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MCF4117632.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB33
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MCF4117633.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB33
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAVGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSEAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MCF4117634.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MCF4117635.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB33
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWALDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGAIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MCF4117636.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB33
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAISRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MCF4117637.1 hypothetical protein JMK10_12610 [Rhodovulum sulfidophilum]AB33
MLSGQPFAVTADTNADAVDQSTAGVPFSGETAPRTVSSSLKPLGATNQATFAIALEPMAINGSSHFFRAHAGRGAMRLEI
LAQAHLNAWHSPV
>MCF4117638.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLMMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MCF4117639.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB33
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MCF4117640.1 hypothetical protein JMK10_12635 [Rhodovulum sulfidophilum]AB33
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MCF4117641.1 enoyl-CoA hydratase-related protein [Rhodovulum sulfidophilum]AB33
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLHDVLDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGTAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPFSAS
RARQTGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRLMPEFRALQALLQRLRAGTGPKGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEHALTARARDWAEAGPEPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSDRQVRFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSQVLLLG
ALDAADGMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIVAAAREVLAVGTLRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALADERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>MCF4117642.1 hypothetical protein JMK10_12645 [Rhodovulum sulfidophilum]AB33
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MCF4117643.1 TIGR01244 family sulfur transferase [Rhodovulum sulfidophilum]AB33
MAEDMNRNAKGLDLPPMMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPV
RHAPITPAMIAAQTEAMATLPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>MCF4117644.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB33
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAATLRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWACGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEEFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MCF4117645.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSASLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MCF4117646.1 hypothetical protein JMK10_12665 [Rhodovulum sulfidophilum]AB33
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPRETAE
PSREAP
>MCF4117647.1 response regulator [Rhodovulum sulfidophilum]AB33
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MCF4117648.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB33
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MCF4117649.1 substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MCF4117650.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MCF4117651.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAIMAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLENFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGRTGGPRRKDPEHRPHTPP
HVAE
>MCF4117652.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MCF4117653.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MCF4117654.1 GcrA family cell cycle regulator [Rhodovulum sulfidophilum]AB33
MTHECPAAAAPEPQDAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLTLMELTERTCKWPIGDPAT
DDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>MCF4117655.1 AsmA family protein [Rhodovulum sulfidophilum]AB33
MRWMIRGLLVVVVLVGLGGALLLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDQAESAPAPEAAPTTATDEPHQGALADFTLDRGR
ISDGALVYIDHGSDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGERTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRLDRASFRQDGNTISGDAEFV
PGAWPHLEARLSAGTLDLSPFVASGGGGAGKGGSGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDRGVLSNSDLRIAAPLVAAAGRGRVDI
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSIRLDAGAMAEERLKQERETLERKARERAADELGVKVDEGENLED
AAKRRLGEEAAKGLKNLFGD
>MCF4117656.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB33
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLDS
>MCF4117657.1 hypothetical protein JMK10_12725 [Rhodovulum sulfidophilum]AB33
MPKVNSVVRISFASGLIGLVFGSTGGKIDRILQGQNRIGWNMAEVIPAPPSSSCGF
>MCF4117658.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB33
MIHVTTTCPDTDTAKDIARDALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGATAWLDTETG
>MCF4117659.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB33
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MCF4117660.1 DUF6455 family protein [Rhodovulum sulfidophilum]AB33
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MCF4117661.1 hypothetical protein JMK10_12745 [Rhodovulum sulfidophilum]AB33
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>MCF4117662.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB33
MAVSGAHPEPVLADTSVSSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVARAAARR
HGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALAAYNAG
PAAVERHGGVPPYDETRTYVRRIWGS
>MCF4117663.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB33
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MCF4117664.1 lipoyl synthase [Rhodovulum sulfidophilum]AB33
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>MCF4117665.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGREDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MCF4117666.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB33
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MCF4117667.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB33
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MCF4117668.1 pyruvate kinase [Rhodovulum sulfidophilum]AB33
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MCF4117669.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB33
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>MCF4117670.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB33
MDDATRTEIEAAAFRRLRRHLMKDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYRDWKALH
QTEAGPEQKAAFEAAMAARPEPGKT
>MCF4117671.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB33
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>MCF4117672.1 hypothetical protein JMK10_12800, partial [Rhodovulum sulfidophilum]AB33
PAAGQAADAPPRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKAPEPAPSPEPEPDPAPAEP
SRGAARRDLLPDVEKITSTLSASTDRGAESIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQV
AAYVETVDAARAWLAGLVPADPVDREPGR
>MCF4117673.1 hypothetical protein JMK10_12805, partial [Rhodovulum sulfidophilum]AB33
SGMPKAAGIWAISSGTEADCGLGTMAWRKKSRGSALRRRSGLCRAPGCQTYRSVHLTFFPCCFGKGGARHGWNTESDENQ
PELIGRHMRTERKMKRKILIAVALT
>MCF4117674.1 hypothetical protein JMK10_12815 [Rhodovulum sulfidophilum]AB33
MRKLFGNAFSDERSYNIQMVLPQFQTGSSEVIAGVYTATNFDEADQIITRPNAALTQLFRDKLREAMQTPGANSMIQGTL
TLNFSVDFGQRANVIWIYSPMPNVYTPLRMLRDDGSLRQSGEFVGGMLNDAPRGRM
>MCF4117675.1 hypothetical protein JMK10_12820 [Rhodovulum sulfidophilum]AB33
MMLPKRTRDLLTLHPARRGLPRRAEYDTNPRTKYPFWWANEKSLGLQGNRHMQAILVTIPLFLACIFLGVINGFELYGDF
HNAPGNWHEYYHELLADKGEGYIDYRVSTDPDTYLQYFNDDELQLSEYLSYRYVRSGEYTNVFVADALTALVTVVGGLFF
LIATLRIRRAAPLIFDRENGLVRSWDSGGSYAIAWEDLRIGLHWSGILIFLPRVDDGRDKVMTLRYVLRSQNYSFAMNEE
RDLWPLLTRLCDYMEGGLAAASLETFENRPVPSLREQVKPPDFVTSSRDIATIRARTRALYGEELMAQ
>MCF4117676.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB33
MAIRVQETASVRLDEIYRYTRETWGEAQAETYITGLFAAFEKIETRGVHSRAVPAEFGVEGYFFRYERHFVYWRHLSNGD
IGIVTILHERMHQIDRFKEDFFG
>MCF4117677.1 addiction module antitoxin [Rhodovulum sulfidophilum]AB33
MSRTTTMTVRVSGALSEFVATNVGEDGAYENVSEYIRDLIRRDKERVEREAFDRLKAELNRAFAAPEDSYKPLTAAEVIA
RNRT
>MCF4117678.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKMRVKIGTFVPKMGIFVHPEDVPGDYRAAVAMALHAELGSTHRAIKSAMRWTGASERTVKYWFAGERGPSGEHLVSLAR
HSDVVLVVLLTMADRLVLEEGEG
>MCF4117679.1 recombinase family protein [Rhodovulum sulfidophilum]AB33
MAGQSGNTETGSTAVEQDVPAVAYVRMSTDHQRYSTENQLDVIRKYAETRGLTILRSFEDTGRSGLRLDGREALQNLMAE
VQSGQADFKAILVYDVSRWGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVF
AGQCRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREIA
EVLNGEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWVRAEGAFPAIVDKALFLRAREIVDA
RSRHFSDEELLDALRAILKRQGMLSGLIIDEADDLPSSSAYRSRFGSLLRAYRMIGYEPDRDYSYIEINRALRQAHPQVV
AEIIAGVTRHGGRAVQYPETDLLRVNDEFTVSIVLARCAATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLP
SIDMTFGKLKFAEQNGLALDAYRFDTLDFFYALASRARITEVA
>MCF4117680.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MPDDMEPIRQRQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEYDLVCGQGRLEAFIELKQ
DQIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRKRGYNDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKADAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVTSGPSS
>MCF4117681.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MKRAADKRPASVNHGFEADCVTLPIDVILPLRALGKSAKASRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPATGAVFDALRKMKTMRQIEAAELLVNANNYSVAYVKAILAGTPQAQLVDASKPKKVKGITPEAMARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYVGKLLGNARVVRYLMQTRPEFLSEFQTIAEMDSVMPADAE
>MCF4117682.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MVEEGGANLSGGQRQRIAIARALLADPRILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLD
QGRLLDMAPHETLLARCETYAALWRQQTEHIA
>MCF4117683.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB33
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAGSAALEAEIARIEAELGEQPSVGSPA
>MCF4117684.1 hypothetical protein JMK10_12880 [Rhodovulum sulfidophilum]AB33
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVWPVTDLRVPGRIAAEVELWCGPLATLALH
DDSAMQRRVAADWIARNVPDPGQRLAPAAGYRHDRVRLSKTRDVMVHKSAAKTRTPRRMSRASQPAKL
>MCF4117685.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB33
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MCF4117686.1 U32 family peptidase [Rhodovulum sulfidophilum]AB33
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSEVVIKR
ERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKAGELGV
GVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADMKALGV
THFRVMPHSCDMIAVTRLFDDVLAERIGVDEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MCF4117687.1 U32 family peptidase [Rhodovulum sulfidophilum]AB33
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MCF4117688.1 sterol-binding protein [Rhodovulum sulfidophilum]AB33
MTTAPQTPRLPGGSGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDF
KALNRRRALPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>MCF4117689.1 hypothetical protein JMK10_12905 [Rhodovulum sulfidophilum]AB33
MRLSICLAALAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIYLVH
PRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWARIHAQQVCRPLFNLPD
>MCF4117690.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB33
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRGG
>MCF4117691.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB33
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDESPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MCF4117692.1 DNA primase [Rhodovulum sulfidophilum]AB33
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVETLAREAGMPRPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLHTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGAGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATL
IVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKA
ALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFAD
LLGRINYGKGRT
>MCF4117693.1 hypothetical protein JMK10_12925 [Rhodovulum sulfidophilum]AB33
MPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGLFDNE
GREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRGERS
>MCF4117694.1 hypothetical protein JMK10_12930 [Rhodovulum sulfidophilum]AB33
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MCF4117695.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MCF4117696.1 hypothetical protein JMK10_12940 [Rhodovulum sulfidophilum]AB33
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLVRAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>MCF4117697.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB33
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIHRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MCF4117698.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSHPPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMTLGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTA
GKPASGSRAGKGVAEARNAGPDAQPSASIASAS
>MCF4117699.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MCF4117700.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB33
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MCF4117701.1 hypothetical protein JMK10_12965 [Rhodovulum sulfidophilum]AB33
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MCF4117702.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB33
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MCF4117703.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MIELDETDRRILRALSEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MCF4117704.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTIPLDDADRRLLRYLQGEPALSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MCF4117705.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB33
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MCF4117706.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB33
MRISAIDDQRGFFLAMMTMAHLSRDGQTLVGTLNHHRLGWVEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRAK
TIYIYHALLMAVITLVVMLLYHRPADLNTEWSDTPLLVPSRMIT
>MCF4117707.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWKVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVRE
>MCF4117708.1 hypothetical protein JMK10_13000, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDTYFTASSVSC
>MCF4117709.1 hypothetical protein JMK10_13005 [Rhodovulum sulfidophilum]AB33
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLASDTPDTRPDGRGAP
>MCF4117710.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB33
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTAVGDRYVVEAMRKC
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>MCF4117711.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB33
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGEHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALASGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MCF4117712.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB33
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>MCF4117713.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB33
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPAAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MCF4117714.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB33
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCRTHGAAAANALYLRFIQAYAIHVARLDPDLFEAEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGPYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MCF4117715.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB33
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAAAKAGMEDWREALTHVTFQSALGSQADRIGRIAALAREIAPKVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDETPTGSKDPFALRR
AALGVIRLVLGNVLRIKLLDVINSKALRFVENETYNTLAKEDVGWTTEELTYLNSEEFDELKTAHNAYQDAALSGDYLRL
IAVAKSRYLLSFFHDRLKVHLRAEGIRHDIIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNILSQAE
EKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEADDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIRRNRLN
LLHRIRATCGSVADLTRIDG
>MCF4117716.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB33
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQTAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MCF4117717.1 serine protease [Rhodovulum sulfidophilum]AB33
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTQPPTQPGPTTAAPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVALDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGTVLT
TTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFTPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSETGA
LPPAELSRRAADMTVPVSCWN
>MCF4117718.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB33
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RV
>MCF4117719.1 GTP cyclohydrolase FolE2 [Rhodovulum sulfidophilum]AB33
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLESFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVVASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>MCF4117720.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB33
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MCF4117721.1 TMCO4 family protein [Rhodovulum sulfidophilum]AB33
MPLIQVNAAGERPEPQGGAARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGMALARLIEALRARAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MCF4117722.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEY
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLDLVAARPGVQKGRALAAEKRADLSTDRKAQAMLFRRG
>MCF4117723.1 septation protein IspZ [Rhodovulum sulfidophilum]AB33
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MCF4117724.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MTDWIAAVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MCF4117725.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB33
MLDNLADEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MCF4117726.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB33
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEAEPEAEPETEARRDETVPEPEPSPAPAPEPEPAPTPAPEEPVPTPEPGPAPEPVPMPDPV
PEPQPAPAPVPDPEPLDIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDPAPVSSDAFRVDLPGAGAGDE
TGEEMGQETGADAPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRL
SVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQV
WGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDAT
TGQNALSQVEIFRKLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>MCF4117727.1 hypothetical protein JMK10_13095 [Rhodovulum sulfidophilum]AB33
MSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFEADGQICFRYDHDPEDPQCWSFFESGQGLM
ARFENDPDQTELIEVNQSREPLICSGPRVGA
>MCF4117728.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]AB33
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHVADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
AGRVRPELLQRRVETGREALARLDARLRAALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSQAAAEQ
AGALEIEFRDGRFATAGRPPRRSRKTDEPPEQGTLL
>MCF4117729.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB33
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MCF4117730.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB33
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAENGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>MCF4117731.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAGLMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGVFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEILGMALLLVSILMLVLLI
>MCF4117732.1 2Fe-2S iron-sulfur cluster-binding protein [Rhodovulum sulfidophilum]AB33
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLVVQLPEKQI
>MCF4117733.1 N-acetyltransferase family protein [Rhodovulum sulfidophilum]AB33
MTNQPAPPAPLTLGYCTQADLPGVQAIYAEAVRTGTASFELAPPDLPEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNMGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVQMQKPLGPGDTTPFDGLPGDRPQGQHSGGAAPDDPPNRP
>MCF4117734.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQNEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLKL
>MCF4117735.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB33
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVIAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MCF4117736.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIASVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLPPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MCF4117737.1 amidase [Rhodovulum sulfidophilum]AB33
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPGIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRARINMAEMARHYYR
YDRDGRDLLGAETRAAIDEGANMPARDYLAALDWPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MCF4117738.1 hypothetical protein JMK10_13150 [Rhodovulum sulfidophilum]AB33
MDRLLAAVAFIAFAGFVGILAAEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MCF4117739.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB33
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMNTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPDEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MCF4117740.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSDTKASPPATEGGAREAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGTAAEMHEAAANLLIALIAIHVAAVAL
HKFRWKSNILSRMM
>MCF4117741.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB33
MAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRYPGRMPGLWQGARPVLSHAQFMTLAARLGTRPGRLRLHAGMPPGG
GAGASTAALLAAIRCLARHALSAEEEAALCLSLEGATDPLMHPAPGRLLWAPRAARVLDRLPPEPAFEVVGGFCGKGQRT
DPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPVPLLELGRNLGALGLVVAHTGAAQGLLFAPGTAP
AGTEAALRTAGLGRVLRFRTGGGGR
>MCF4117742.1 adenosylcobinamide-phosphate synthase CbiB [Rhodovulum sulfidophilum]AB33
MSAAAMLVALAIEGVAGWPDRLHARIGHPVTWIGALIAALEARLNRSDDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MCF4117743.1 threonine-phosphate decarboxylase CobD [Rhodovulum sulfidophilum]AB33
MADGQDRGRDHGGDLSEAMARFGGTADDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAGETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGACPENVLVLRSFGKFYGLAGLRLGFVLGSKALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MCF4117744.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB33
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSAAEAFAGLSPEARAAWDSREAGRPTEAREWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAETGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPILMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRHIARDGSRAFYTGAIAEDIVAAVRGAEDNPGRLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPAKGLLDPGYLAGRAKLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLSIANRVEPGKRP
RSSMAPTIVMTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGH
>MCF4117745.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB33
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MCF4117746.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB33
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MCF4117747.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB33
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MCF4117748.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB33
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MCF4117749.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB33
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MCF4117750.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB33
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MCF4117751.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB33
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFTRAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPQVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>MCF4117752.1 SseB family protein [Rhodovulum sulfidophilum]AB33
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELEEGRVVLAFADEGR
LTDFTAAPSPYAAMPGRRLAAMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMATHLAR
LGLRIDLPAPEPMTEAPLIDPDAPPRLR
>MCF4117753.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB33
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDNETF
YDLSRISVLPMAFCFPGYDDAGADLPPPALCAETWHRAVFAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PRVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRAAEVLA
>MCF4117754.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB33
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MCF4117755.1 HNH endonuclease [Rhodovulum sulfidophilum]AB33
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDPPSAELAEGAELF
ERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPEGPAPSLPV
>MCF4117756.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB33
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEAP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MCF4117757.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB33
MAAEETTKNLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGVSQQKLDVLAAWRESPAFDDRERAALAGAHASRDA
GNPHRISGPVSRVDST
>MCF4117758.1 hypothetical protein JMK10_13270 [Rhodovulum sulfidophilum]AB33
MIRFLSKSCYLVFLAMLSVVAGVVLPVTLAFGAFALWDHDYLKGGALLCFTLFGLYITQFAFDVRKKIGRNRDEPAPDRP
GQD
>MCF4117759.1 ClpXP protease specificity-enhancing factor SspB [Rhodovulum sulfidophilum]AB33
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDKDEDEEDEASDLPEAEPHDNGTGNGDAQIVSLDKFRK
>MCF4117760.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB33
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MCF4117761.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB33
MTGGVVNLRQARKARERAAKKAKGDENAARFGRTGGQKAREELDATRARDALDGHRRTPDDEA
>MCF4117762.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIASERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDEH
>MCF4117763.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB33
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MCF4117764.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB33
MEKIILGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>MCF4117765.1 protease modulator HflC [Rhodovulum sulfidophilum]AB33
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAPGPAAD
>MCF4117766.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB33
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGGPKFTRTGVALAVLAA
GVAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVD
FQVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDK
ADPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPE
VTRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MCF4117767.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB33
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLTDPHTVRLADGTEKTARHILIASGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRGDHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MCF4117768.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB33
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGDMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MCF4117769.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRDRFAALLQTVIAGLREGR
>MCF4117770.1 hypothetical protein JMK10_13330 [Rhodovulum sulfidophilum]AB33
MTTIPTEKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MCF4117771.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB33
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MCF4117772.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB33
MSDVKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MCF4117773.1 phasin family protein [Rhodovulum sulfidophilum]AB33
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MCF4117774.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB33
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKVNAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKAT
>MCF4117775.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB33
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MCF4117776.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALSEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MCF4117777.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB33
MTGPRFTPLANSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEDTAPAIDPEDTRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGAFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MCF4117778.1 hypothetical protein JMK10_13370 [Rhodovulum sulfidophilum]AB33
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGTIWLALHIGAP
>MCF4117779.1 SLC13 family permease [Rhodovulum sulfidophilum]AB33
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MCF4117780.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB33
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MCF4117781.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB33
MIAEAKAALRAEAQARRAEAHDPERGAAALLRLEEVLAPQRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWVPDCALETGAFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGAVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>MCF4117782.1 magnesium transporter [Rhodovulum sulfidophilum]AB33
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MCF4117783.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB33
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGRVAEIGCGLTPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAHGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>MCF4117784.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB33
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
KSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MCF4117785.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MCF4117786.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB33
MRLFQLERIGEPPRLTETACPVPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGEGVDPGLAG
SRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATGKVVIAME
>MCF4117787.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MCF4117788.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MCF4117789.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB33
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MCF4117790.1 hypothetical protein JMK10_13430 [Rhodovulum sulfidophilum]AB33
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARSPHRF
>MCF4117791.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB33
MNVPTRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>MCF4117792.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB33
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHEGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTECTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MCF4117793.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB33
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MCF4117794.1 sigma-54 dependent transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGADLKALVATGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MCF4117795.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB33
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPVWLDWLDAHSAGKAAGAAV
>MCF4117796.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB33
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MCF4117797.1 hypothetical protein JMK10_13465 [Rhodovulum sulfidophilum]AB33
MTTALHIALGSAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPSQGRMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPTATAESLA
SGAAQENSPWLRHRDSSLLGGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRQGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MCF4117798.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB33
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFAALPEDWTCPTCDAPAAQFMVRDDPGAVDAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>MCF4117799.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB33
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLMRVAAACDRAAATGEGEVFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MCF4117800.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB33
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYRQGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MCF4117801.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB33
MCVGEPMRLNTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>MCF4117802.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB33
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSEALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADDTGRAG
>MCF4117803.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB33
MSSKDRTDIPIHIPTPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MCF4117804.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB33
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALQRRVWAGAATFMGAMIAGAALSW
AGVPILGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMVRGAAGGTLLASGAWLLAG
>MCF4117805.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB33
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MCF4117806.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB33
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MCF4117807.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB33
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAEVARPLV
MTSGNLSGAPQALGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPEVLALG
GQMKSAICFVKGGQALLSHHLGDLDEADSWDAFLCAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRLLTEYPLAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFREMMGDIEAGVPHPLISARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>MCF4117808.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB33
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALTGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMCPAPKIREGAGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MCF4117809.1 HupU protein [Rhodovulum sulfidophilum]AB33
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MCF4117810.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB33
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEVG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>MCF4117811.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB33
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
RAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGKV
VAETPRADARLDLPGRPTGVRRRHHVN
>MCF4117812.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVVLVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MCF4117813.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MCF4117814.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MCF4117815.1 BMP family protein [Rhodovulum sulfidophilum]AB33
MATTRDGIAIGRRGLLLGGAGAAAGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENTTN
TDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMTKT
GNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKGVL
AIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQKE
AAIKAGDFTVEINDKEPKSS
>MCF4117816.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MCF4117817.1 hypothetical protein JMK10_13570 [Rhodovulum sulfidophilum]AB33
MLIYCISQCMAALIDAPPDRA
>MCF4117818.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB33
MKDDQISPPRRGRRVPQTTDSRHALGIAPNLLRRNFHAEEPDRIWLADISYVPTDEGWLSLAAVKDMATMEIVGWSMSER
LKGSLAVDAMRMALQNRRPTSGLICHSDR
>MCF4117819.1 hypothetical protein JMK10_13580, partial [Rhodovulum sulfidophilum]AB33
RLTLPHHLHLFPEAAVLAAQLGQLSGLGLLPPARLCRARGRQPFNCDGVTSSSRATLVWLAPGSERRATACSSNTAVK
>MCF4117820.1 amidase [Rhodovulum sulfidophilum]AB33
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAIDPTVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFGVVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTPVVGGRTPWDAADFARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVAENVREGRRYGADDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPLQSYYHWLALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIAGIPDLAPSEPD
IPTLSAAAPLRTAPGFLDVP
>MCF4117821.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB33
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQERPNSLGPDRPCLMN
VCPALGHAGGRHFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFDQPRIDVSGTDRIVADDRIPDRICDALKAVAPVTV
TRKSILPYPFACPSGVLQESSRRAGMTEPTSAWGDAVAEQG
>MCF4117822.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MCF4117823.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB33
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVEARLAPTG
>MCF4117824.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPRENYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>MCF4117825.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MCF4117826.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MCF4117827.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MPTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>MCF4117828.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB33
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAAAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDQIVRTGTRPAKAFRQMSYMVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALRATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TQLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MCF4117829.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDDRGYLPGVRLLD
HTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAGGRAVLSALSDD
AAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVAGSLSEWTRDAF
VRHAAPVATEAARAINGSL
>MCF4117830.1 nitronate monooxygenase [Rhodovulum sulfidophilum]AB33
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDLEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVAALHEAGITLLATATNLEEARL
ISGAGLDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPAAYDAGKALHHVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>MCF4117831.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB33
MTKDMAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGA
VVWIFSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVST
LIRWFPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAA
ELPGGGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQF
WKLWVMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLG
TILYLSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAIT
SLRQMSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPDTVDPTPGLYNTTMYCMAALLVVAFF
ANLAIRPVRERHHHNEPELAAVPVE
>MCF4117832.1 monovalent cation:proton antiporter-2 (CPA2) family protein [Rhodovulum sulfidophilum]AB33
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MCF4117833.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB33
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSAARLVICDGRRMGALTPVAETAGAHIATLNTDGSGSFAVIAATKSATYPTVARAPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKATLRESYRDSFA
>MCF4117834.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB33
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MCF4117835.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB33
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLSVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASRS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>MCF4117836.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB33
MTADDAYAGLMAAAARSGHDAADLHAVASILALALSEAASPEDLPAHCGLDAGTLTELLGALFPAAPPEFRRGRGAAPRG
VEQDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAGPPAPAQVLKMR
>MCF4117837.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILASMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRGRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHPGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MCF4117838.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRDRGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>MCF4117839.1 hypothetical protein JMK10_13690 [Rhodovulum sulfidophilum]AB33
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MCF4117840.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB33
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRKALGTGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHATG
>MCF4117841.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MAPNALDRGQGRAPDAEARAWIGQRDGAFGPWIAGSLRPGADATAICSPASGAELARLADATSADLADARAAAATAQPLW
AALPGVERARKLNDWAAEIAAREACLTQLLALETGRPVRACRRGLSAALDALRQAAGSLLAGAADRLGHVPLGVVAPGLS
FGPSLGPSPDLSQDLSQDRIAPALAAGNAVILAPGPTDGKLAMLCLAEAAGTAGLPPGLLAVLSGAAGALSDLAQPPVAA
LRGPCLHMVLEDADLDAAADGIAGMLGDPPPGTAGHRLLVQEAVAERVHARLAGRMARLIIGDPLDPATDLGPLPGTALR
DRLTAALAETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMATGLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWS
ETLSTALDLATRLEAGTVCVNGTELEPAPDPLELWQRPAGLAPARPVARPVAAAPVPSAALTTARRAQSGWAGRSTAERA
AILTRAATRLAESAEAPAARLASAAGAAATASAGWAETPGRATLTRHRPLGVIAVLCPEICRQAAPVLAMASILGPVLAA
GNGALLCPGAGANAEAEALIAALEAGGMPKGLVGIVSGPRAALACALAARVDLDALWCFGAGDLPEDLPARAAATGKVLW
LSEDGASETWTGPGGASDLFRVAAGRRQTLRLSWGA
>MCF4117842.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB33
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDDNPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MCF4117843.1 hypothetical protein JMK10_13710 [Rhodovulum sulfidophilum]AB33
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MCF4117844.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB33
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPAGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MCF4117845.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB33
MSAPILRSLAELRALRAAWRAGGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGRALEAGAGAGEALAGARAAILDTGFDEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>MCF4117846.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB33
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>MCF4117847.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTALEADDVVFTLDRARGPNSTNAQKALFEGIESVAAPDPLTVTVTLARPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAEAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRH
DFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>MCF4117848.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB33
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDASQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAAMVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTSPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MCF4117849.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLAGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGFGPGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MCF4117850.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSTPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MCF4117851.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHS
PATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRTPPQRAVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTALRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MCF4117852.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETIPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEDE
AVAIANGTGYGLVAAVWTRDGARQMRMARNLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MCF4117853.1 hypothetical protein JMK10_13760 [Rhodovulum sulfidophilum]AB33
MAETVSVTELTPANLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
HPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEAAVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPGDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVSCPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLEDVLGGGRARS
>MCF4117854.1 P1 family peptidase [Rhodovulum sulfidophilum]AB33
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQKVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPCAEPRPEAAPGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>MCF4117855.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAAPGELDCPYGEHPRQRFDLFLPEAEPRGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVLEGPLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDAESAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLAQAESPLATALFDGL
>MCF4117856.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB33
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVEAHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MCF4117857.1 elongation factor G [Rhodovulum sulfidophilum]AB33
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQSSYLCEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYGAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRVAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MCF4117858.1 hypothetical protein JMK10_13785 [Rhodovulum sulfidophilum]AB33
MDLSPRFKKTLQSTWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGTAYAINAFLVGSIGGAIAVVVGKALQII
ARDGRQSR
>MCF4117859.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB33
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDSSQPEGTAV
>MCF4117860.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB33
MGPRRPLLHRSAGFRRGLGPRGLRLGVAVLAGLMVALAAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGGGGFCT
AALVAPDLVLTAAHCLFDGTTGGRLPLAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAI
RLPGIVPFGIGSQLGQGDAVGVVSYARDRSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSA
KAEMGSRKVALGTVIHDGLEVLRARLAADDPGDPLPRFGSGTTRSAGAKFLRP
>MCF4117861.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB33
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRTDEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKEAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>MCF4117862.1 FAD-binding protein [Rhodovulum sulfidophilum]AB33
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGMAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPLAGAALWRRVRDVEDFADRSGDVWRISVRPSDGPRAAQAARAEAAVYDCGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>MCF4117863.1 FAD-binding protein [Rhodovulum sulfidophilum]AB33
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MCF4117864.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB33
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGAPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKRGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGALDTVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MCF4117865.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB33
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDLPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGVRPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRADEAVPDDALGLRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIQVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MCF4117866.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB33
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLSHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGESAQGALLWIYRALERGR
>MCF4117867.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB33
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MCF4117868.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEGGRFYLVTPVE
KVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPDHEIRVSRDPETGEPTPYLHVRAGLEALIDRKSFYRLAE
IGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MCF4117869.1 DNA polymerase I [Rhodovulum sulfidophilum]AB33
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLRRVADGLGAEPPALPETSPASADPADGTAPA
ALPFEPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MCF4117870.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB33
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MCF4117871.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MCF4117872.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB33
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPAVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDTALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MCF4117873.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB33
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MCF4117874.1 DUF5928 domain-containing protein [Rhodovulum sulfidophilum]AB33
MATIAYLLLCCEGPAASVALAERLCAAGDLVALHVDRRARPADIAAIRAAVAGNPSVVLARPVRCDRGEWSRVQAVLNTA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDFQAVGGGGQMALRPILRQDVAAPRRRAGIRAAVTT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFSRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTF
ELVTGNGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIREESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MCF4117875.1 adenosine kinase [Rhodovulum sulfidophilum]AB33
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTDRAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDDALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MCF4117876.1 endonuclease III [Rhodovulum sulfidophilum]AB33
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MCF4117877.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB33
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLKIRWGWVDSPFGPALMMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRVG
>MCF4117878.1 OmpA family protein [Rhodovulum sulfidophilum]AB33
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MCF4117879.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB33
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSTAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MCF4117880.1 hypothetical protein JMK10_13895 [Rhodovulum sulfidophilum]AB33
MPGPSQSSSDRGPARWTVSARRPMPGEAKPASSPETRALFRPRTFSALLLGTGLVALLALTGVGPARRLLENHSEGIRAA
QHAAAIEAVMAEDPRRQRRQDLTGRARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVR
DELDFTTYWALYKRCRTHANLTNSVN
>MCF4117881.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB33
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MCF4117882.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB33
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MCF4117883.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB33
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MCF4117884.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB33
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>MCF4117885.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB33
MMDPAEKERLARLEARLAELKKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MCF4117886.1 metalloregulator ArsR/SmtB family transcription factor [Rhodovulum sulfidophilum]AB33
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MCF4117887.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLTRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRIAAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLRDG
>MCF4117888.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MCF4117889.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB33
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MCF4117890.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>MCF4117891.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MKITIDCPEIETERLILRGPKASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAAA
>MCF4117892.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MSVMPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSAEGAWRQLAAEIGHWALRGYGRWIVTESASGRTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETY
GAIGVYRHPAPEACH
>MCF4117893.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MCF4117894.1 chorismate mutase [Rhodovulum sulfidophilum]AB33
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MCF4117895.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB33
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MCF4117896.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB33
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTAQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MCF4117897.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB33
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MCF4117898.1 hypothetical protein JMK10_13985 [Rhodovulum sulfidophilum]AB33
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MCF4117899.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB33
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MCF4117900.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB33
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MCF4117901.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB33
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MCF4117902.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB33
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MCF4117903.1 hypothetical protein JMK10_14010 [Rhodovulum sulfidophilum]AB33
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MCF4117904.1 LysR substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>MCF4117905.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB33
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGARAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MCF4117906.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB33
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MCF4117907.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB33
MLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYLLDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTT
VVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKDLKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDTTD
ADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAACRMALVRPITDDPDMRDALDAAVATYF
>MCF4117908.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB33
MATLADYAELLEDLDAPQRETLEQAWPEAVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWANWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFETREGIRPHIAEYFLHL
PDAYDDWEGIPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHRPTEDG
SMTARFGRIARALLDPAAPARDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGPAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
IMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGKVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVARTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MCF4117909.1 hypothetical protein JMK10_14040 [Rhodovulum sulfidophilum]AB33
MLGDDPGAGVQLVQRQPALDGISGRDDAGAQRVAIEMRIDRTSSNDGSQRRGHAGAGRYDGDGVPLGQIPFGRVEIAAAR
KDDLPGAKPGAEARLPKPRGTAQRHPAQIARAAGFGRVQIAMGVEPEDAGAGMMPRDDGQGDKRGGTAAGCRDRDGAARQ
NGVDPRLKLAEGRPRGGKLCSPAGVQRGLARAEGDRDSAALAGEGRTDGLCAPAMPRALRLPTRP
>MCF4117910.1 c-type cytochrome [Rhodovulum sulfidophilum]AB33
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPASDATEAADAPA
AEEAAAEEPAAEAADAPAAEDAVEDAAATQEAVAAAPAAEEAAAEEPVAEEPAAEAAEAPAAEAAAPTEEAAAAAPAAEE
DTAEEPAAAEEPAAEDAAAADDAVEAPAVDTPEAVASAMTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAP
ESVEELFGNIAAAATEETTEETEEPAAEEPAAEEPAAEAPAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDT
REAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEEPAAEEPAAEEPAAVEEPAAAPAAVVTGDAAKGEKAFIQCATC
HSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGL
MTYNARDPQEVKDVYAYISKLSEE
>MCF4117911.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEIARASGKSPMALAR
VLINRPR
>MCF4117912.1 FAD:protein FMN transferase [Rhodovulum sulfidophilum]AB33
MPVAGVEAEMSVRRPDSDLMRLNRARGGIWVDRPEGLVTVLRTGLAIVRGSGEACEIGFGDATAA
>MCF4117913.1 hypothetical protein JMK10_14065 [Rhodovulum sulfidophilum]AB33
MTRISLPLLAACLALGLSGSAVAQSAGASLIGAAPTGPDPSRLMAGQTGSGACLAGSARHESHRGAWHRGDDHHGRSGRY
RDDDWRQDRSRDRSAACSRDCDRRSGGGQALRAPAPGTAPANGFFDNGTAPRALSN
>MCF4117914.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGSFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRHDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MCF4117915.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRNGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRTEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRQVLE
IVAGELERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGPEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MCF4117916.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB33
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>MCF4117917.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB33
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAAGALADEMGLISAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARIGITV
TDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEQIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPKPVMRGLAARRDAGAFTPPLIAAMGPSAQYAKLLAAGQPGTA
ESSAKLSEPEARARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTDDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGIERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MCF4117918.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB33
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPIAFAAIWQDWERDGHSLTTCAIVTTWANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>MCF4117919.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB33
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MCF4117920.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB33
MTRAYLGVETSATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATSADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCSILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MCF4117921.1 site-specific integrase [Rhodovulum sulfidophilum]AB33
MRQPVWGVQLKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGGADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIAFYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSA
LPAFASGWAVELSQVKDALQATSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>MCF4117922.1 hypothetical protein JMK10_14115 [Rhodovulum sulfidophilum]AB33
MAEILTRSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLVRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLGWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMREGKVDGEAWGGMPDAHA
>MCF4117923.1 hypothetical protein JMK10_14120 [Rhodovulum sulfidophilum]AB33
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAAQWGENARKEAA
>MCF4117924.1 hypothetical protein JMK10_14125 [Rhodovulum sulfidophilum]AB33
MSIMDAVAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGGDEAEAAQNWMEAAI
RLCPFD
>MCF4117925.1 hypothetical protein JMK10_14135 [Rhodovulum sulfidophilum]AB33
MSRLLKKPYALRHIATATPQGRTRPRIGSETERKLGLTLVLTVLMGTTTVATGTLGWMIYCRAAEDIPKIDFWEAFYRSL
QALTLADSYVPATVADTPLLFIARFTGFLTTLSAFIALVLGLLGAEVAIFAERCRRNHVVIFSDDGFVLSYFLSLNEKRR
KNITIFTRPEDEPALRDAHCPGLRVFPMPSSDTPIFGKPAEAVFADRNSIRNFELARRLRPRLKGASLTLRIEHAELSGL
KCGLPDELMSARVVSRNQITAEALIGSVDFGGIAEIRGNIAPHIAIIGFGSCAISIVEEIALRNHRPGQCQPVISVLDCA
PAEARRRLLMLRPGLLAALDIEFVPFDGLICNTEGGLETLERVERRSITSVVVATGQDELNMAIGLRLAQVQRQQLICKA
PIFVRNSRSETVSPEPLRDLTGGLYLFGGGQFDSESLAMQRISEHVARAIHEAWLQSQPAEDRGNKTWEKTTPRNRASSR
RAALSGIELLRAAGLAPEPGEGFCGFRSFRPHVERRINEQGHVAALAKTEHDRWMAEKLCDGYTRAPDGKRDDERRLHPL
LMPFHDLSQENQKKDCDQISTILNGSAARFDRRPESPCWRLRLRIGVTGCLQPSPETLKKLETIFQQLTELSLPVPISEA
TLEVVSPNAPGFDRIAATAILGQYRKATKRRGQLLLLQAIRAEALDGLAADQVNPKDASDQRHSLLAAAGRHVREVDLRP
AGMSDVDMLSADRLGVQLEHASQEMNRLCDLIVFGVRDRSAKHSRDLLELRRSKGRPSLVI
>MCF4117926.1 toll/interleukin-1 receptor domain-containing protein [Rhodovulum sulfidophilum]AB33
MSGNVFISYRRSLCADTAHLIAMHLRQYVPRARPYLDVEAIDPGTNFVDAIQSQLSKTRAVLVLIPLGWTTVKDASGATR
LRQDGDHVRREVETALKRRVPIIPVLLDGARMPTAEELPASLTDLALWNAIEISSDLSAVDLYKLTEAVRPKLPGRLVSW
LLAAIEVPVGTYLLPYFLFCCLMLFAAHLLDIHFIRMPANEYRDWPSDLGFFLALNWTIILFILWPFMLALIQRAMREAQ
DFFAAIKEKSLVIFVDADGKGQPRSPDVIWDQILTRTSIFIVALIFLSIALAASNWYKYVAQWPVESFPIVEFHKVSTGI
DWQVAWGLSPDFAPKALSIRIFSLICYELYNIGWILKFAVLIFAFILIAEIDDLSLGRGTYRSERLRFLDNGPGVTELVN
LRSLLALVALTSGVAMFIMAIRNQFLPPGCGALALRDGTELTAHCRSTIGTLATSFRIIADEAGALFSGDGLLGSQLTAQ
FAAESYNTWTLGPVFETLMTLILFGYVALRLIAVVRSGASNADRSEALQAVEKRMLLRSCLTIGVMVLACVSMIYPVFSL
LFVLSLALVLICRAY
>MCF4117927.1 hypothetical protein JMK10_14145 [Rhodovulum sulfidophilum]AB33
MSVRPLLLLFCVALPTCTDPSEAIYLTGDAVPSWKFSATVPEAYRTTSLNIVGGKAFTVERDGLPGEPITASEASAKLGI
SRRVIAIHGTMYDPAGKGRANPHLTIYQVMRSKIAGRVRLTGIGWEAGGLGIESFRDAWAMGRMSVYGLAIENSTVVAER
LSEVLARPERHFDFICHSIGCDIVRQLVRRGAAAPDHVLMLSPDTDYADMARWARDTNTPVLHVTASTDGVLRFSQFASR
NRDFLPPQEVGPYRSILLEVDHIFPGRSRWSTDYVNPRRYLDHMATLETPRLWEMYLDFLDSPSSR
>MCF4117928.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MGSTPTTRLSQAQFAAAIGLSERALRRYERGERELPQATRLAVIERFKFDPLSTEVGAAKVMLSPMATAAIREPRDFWVS
LRHEQKVFREKNYTRLGQIILTWRDHAYFTATTYFAMKHLSLALDIPFGIEVHGIDWMLLASAATILLLISSVVAEMPVF
KVARHFLRMGKRSL
>MCF4117929.1 hypothetical protein JMK10_14160 [Rhodovulum sulfidophilum]AB33
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEALAEKFLARFKGGRA
>MCF4117930.1 hypothetical protein JMK10_14165 [Rhodovulum sulfidophilum]AB33
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MCF4117931.1 site-specific integrase [Rhodovulum sulfidophilum]AB33
MVDRGGVLTFRQSKTRDPAYIPWSCPLPAWATTLADEREQMHRAIAATPGGQMTYLATARGQTRSSKALGTLIREAARAA
GIEKSAHGLRKARAVALAEAGATTHQIAA
>MCF4117932.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB33
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTSALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTVRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAVLPGEDGIPN
>MCF4117933.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MAPMKTDLCIIGAGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIASVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGEVIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVVVIEAKRALGREDPEAAALVLDRLRAEGVELFEHAEVRRVTGRAG
AIAVETADGVLEGSHLLVAAGRQPALERLDLPAAGVEADAAGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGSTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTTGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGTILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MCF4117934.1 VTT domain-containing protein [Rhodovulum sulfidophilum]AB33
MSRTRQQWPRRRGLARYLLLAAIAAVALIGALTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLATLAALPIAIRVAR
RKG
>MCF4117935.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB33
MKRTYQPSNLVRKKRHGFRARMATKAGRKILTARRARGRKSLCA
>MCF4117936.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB33
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MCF4117937.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB33
MSPLARMLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKR
>MCF4117938.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB33
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMRVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIPPGEPPDG
>MCF4117939.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB33
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSALGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MCF4117940.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB33
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGQKLRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MCF4117941.1 ribosome biogenesis GTP-binding protein YihA/YsxC [Rhodovulum sulfidophilum]AB33
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MCF4117942.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MCF4117943.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB33
MRRQTAMNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVL
HQLFAAGMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAG
GMIPKTETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MCF4117944.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB33
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLETPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MCF4117945.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MCF4117946.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACTFYRGLGFVEISRRPDDDEGLPFETLRLRREA
>MCF4117947.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGIELTSDLKHIDQVRSEVGMVFQQF
NLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQRVAIARALCMRPNIMLFDEPTSA
LDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAFFNAPRSDRTRLFLSQILGH
>MCF4117948.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSDTRSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALCGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MCF4117949.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGFR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRTNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MCF4117950.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MCF4117951.1 ATPase [Rhodovulum sulfidophilum]AB33
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDRVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAVAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARAAL
>MCF4117952.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB33
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPARAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MCF4117953.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB33
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLIMARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MCF4117954.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB33
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MCF4117955.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]AB33
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MCF4117956.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB33
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGHRGVLRFRV
>MCF4117957.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB33
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MCF4117958.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MCF4117959.1 hypothetical protein JMK10_14315 [Rhodovulum sulfidophilum]AB33
MRPMHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYAA
>MCF4117960.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB33
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>MCF4117961.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB33
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIETDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MCF4117962.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB33
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MCF4117963.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB33
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MCF4117964.1 adenylate kinase [Rhodovulum sulfidophilum]AB33
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MCF4117965.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB33
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MCF4117966.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB33
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MCF4117967.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB33
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MCF4117968.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB33
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MCF4117969.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB33
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MCF4117970.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB33
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MCF4117971.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB33
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MCF4117972.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB33
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MCF4117973.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB33
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MCF4117974.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB33
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MCF4117975.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB33
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MCF4117976.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB33
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MCF4117977.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB33
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MCF4117978.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB33
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MCF4117979.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB33
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MCF4117980.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB33
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MCF4117981.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB33
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MCF4117982.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB33
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MCF4117983.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB33
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MCF4117984.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB33
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MCF4117985.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB33
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MCF4117986.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB33
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MCF4117987.1 elongation factor Tu [Rhodovulum sulfidophilum]AB33
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCF4117988.1 elongation factor G [Rhodovulum sulfidophilum]AB33
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MCF4117989.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB33
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MCF4117990.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB33
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MCF4117991.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB33
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MCF4117992.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB33
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MCF4117993.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB33
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MCF4117994.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB33
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MCF4117995.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB33
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MCF4117996.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB33
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLSATDVEGAMQIILGSARSMGIEVKG
>MCF4117997.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB33
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MCF4117998.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB33
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>MCF4117999.1 elongation factor Tu [Rhodovulum sulfidophilum]AB33
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MCF4118000.1 hypothetical protein JMK10_14535 [Rhodovulum sulfidophilum]AB33
MRGLFTTLRLLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGAASDEASAPASIPGAEVVTTPLDDPLDAPPGPSAAKPDEAPSRA
N
>MCF4118001.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB33
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWARPHARAMSERDYVSPLPSAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MCF4118002.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MCF4118003.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB33
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MCF4118004.1 FAD-binding protein [Rhodovulum sulfidophilum]AB33
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHAKAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MCF4118005.1 DUF6473 family protein [Rhodovulum sulfidophilum]AB33
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MCF4118006.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB33
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EQTYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGATPVPTR
>MCF4118007.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB33
MHDRPAAEPPHDARELSYARTFPDPFRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWGQALDVMGIPVATSPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPVVGAPIGRDEIEPWVRDPRGFMAWLRARTLALT
>MCF4118008.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB33
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>MCF4118009.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB33
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MCF4118010.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB33
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVPAMRTGTGA
>MCF4118011.1 serine kinase [Rhodovulum sulfidophilum]AB33
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPEAIRGLIEARRVGLL
RAAAVASAPVVLAVDLDTSETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MCF4118012.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB33
MPGAEPVRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLVADMFEAQIRRDDPLERLASNSLDLDAMLNGLELAQGAEVFVFDTAGNLVGHARGLVRADWPVEEYEG
DSWITVITDALYRAWLGGVSLFGQEERSDVEGDPQRRLADQVAITLTDGQQVATGIDSSGHTTFSVTAQILRDRQVVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTDRPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARRDDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MCF4118013.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MCF4118014.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB33
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MCF4118015.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB33
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETIFAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>MCF4118016.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB33
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MCF4118017.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB33
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKLP
>MCF4118018.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB33
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLSGLADSFGLEA
PPKRIEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MCF4118019.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVLVNNASIFEYDTI
RTATRESWDRHLGSNLRAPFVLMQGLAAGVTDPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLAKMGLWALTRTAA
QALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDGGQHLGWRTPDVL
GVE
>MCF4118020.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB33
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MCF4118021.1 hypothetical protein JMK10_14640 [Rhodovulum sulfidophilum]AB33
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>MCF4118022.1 S49 family peptidase [Rhodovulum sulfidophilum]AB33
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKSED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>MCF4118023.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB33
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MCF4118024.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB33
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAERADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MCF4118025.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB33
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MCF4118026.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB33
MSRLFLEDFSDHEAGPQIAPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARARIGADFEKTLQELSFGYHEARIHVL
EALEPLLSVMVERVLPELARGGLAPKVVEIAREMAETEAERPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRGALNDFMTTEEEARRHG
>MCF4118027.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB33
MWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSSQRDALR
MTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVRPSAAVT
VAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSRLSAAGEDRAEILKARLERLLSARLGPGRSIVE
VSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNYEVSQTE
REILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDAGGSGPQ
SSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGMEDDLGL
PAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQDKA
>MCF4118028.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB33
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>MCF4118029.1 hypothetical protein JMK10_14680 [Rhodovulum sulfidophilum]AB33
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MCF4118030.1 hypothetical protein JMK10_14685 [Rhodovulum sulfidophilum]AB33
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MCF4118031.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB33
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MCF4118032.1 hypothetical protein JMK10_14695 [Rhodovulum sulfidophilum]AB33
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETEAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPTAPAEPVRPDAPPAVDI
AAQSPSPSPESPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPVQPDPSPAETVSNAQDALPDSGQRAEDSGQAETQIAEDHTPSDWSNMRVETSMDREFDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRPPGDLLAEKRRALLDMRDGTDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVTR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDALALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAAKVLQPLAPKGTPRERLVRARLALAQGNAGEAKQYIAGIDTPEANSLRALISQRQGDLKSAADYLGAVGN
AEAQSAMAWRARDWSGVEALGDPNQRAFVKTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDRPGTQP
>MCF4118033.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB33
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQQEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDQLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MCF4118034.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB33
MTLELAPALEIWRPLAWASFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MCF4118035.1 flagellar type III secretion system protein FlhB [Rhodovulum sulfidophilum]AB33
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLVIPALAALASVLAQRSLVVAPEKLMPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAVAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MCF4118036.1 hypothetical protein JMK10_14715 [Rhodovulum sulfidophilum]AB33
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDDDIATRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MCF4118037.1 hypothetical protein JMK10_14730 [Rhodovulum sulfidophilum]AB33
MLLPFALASLVAQGVMPAKAGDGTVSLIICTGDSFVEMVFDPVTMEPVSENKGRDEREDAPGHCAWAAAHPVCAEPVATE
MKAPFSQALTVLSPPCQTVLRVAAATGLPPSTGPPYSV
>MCF4118038.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVAEQRLAPS
EIIATALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVVTVRGKPGRRVFWRDLHAVSGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQAQIPETAPPEAGTPAVGLDAAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLLDMGYADYGPLGRWLEFGINTHMGQTFGVLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFTGLFVLLGVGGVLFPLTGMSLLAMLVLDLTWQRVTARRAI
>MCF4118039.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB33
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MCF4118040.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MCF4118041.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB33
MRERMEPWIRAAGASLDRLFGAVGAAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCVIER
RPVTVHRDQHFLARNGALGCIAAPIHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILA
VSGLEHNPAALVAVTADDLAIGASHSARLALGIKGNLAKAPVPASDLLSIPGVESLEEAERAVLTRALARTGGNVSAAAR
ILGISRATFHRKLGHRKSGAKRPEAATQDPAAPCRIPATDAPSLPRDGG
>MCF4118042.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB33
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPSDPIDYSASQGQAEDGSHMMADGHAADAASAAGHGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MCF4118043.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB33
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MCF4118044.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB33
MRLLVLLAVLGGVLPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MCF4118045.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB33
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEVQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MCF4118046.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB33
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLVDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVAADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MCF4118047.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB33
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MCF4118048.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB33
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MCF4118049.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB33
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MCF4118050.1 FlgB family protein [Rhodovulum sulfidophilum]AB33
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MCF4118051.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB33
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MCF4118052.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGAAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGQIVTAEGYTVASIADTSLLRGSDGEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKLVDREAAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGVGYSSGQIALRLLGG
>MCF4118053.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB33
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLREQ
>MCF4118054.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB33
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MCF4118055.1 flagellin [Rhodovulum sulfidophilum]AB33
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NASIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MCF4118056.1 hypothetical protein JMK10_14835 [Rhodovulum sulfidophilum]AB33
MTPIDMIADLLEREYQALRHSDFAALRALADEKEQLVVRLQMPSEGDREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MCF4118057.1 rod-binding protein [Rhodovulum sulfidophilum]AB33
MLPSSPTPIGPTSPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQAMEMAR
AGGIGLAESIFESLKERMDDPD
>MCF4118058.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB33
MQVPFPIDTLGASASSRPDRPASSAGTADPDGSDFRSAFDDTRPSDRNETAREAARRDTAKTSAASDRAEETPSSAPPDA
RKNSEDSAEEIDETAETKAGSDTVKNDPADASDAIIAELPAMAGFSTTPQPGTGAVTKTQARPTETAAAGAGTTAASVDS
DMARTTSVPLTADPRQQSVESQPNAALPASSPMADARPVIATGGTTAQQTAAQQAEDTGPQSDTAPSGSKDAKAAAASSS
TAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDSTTNRSSPEIADAPPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAVAARAIASDDPASDPKGDQKGRASTHRENTSATPTAPTAPHAMAAQPDATASAPPIAGTAIDIQTAIHGSRGDP
TAATDLGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVN
ISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANTTSPRTAGGGL
DLRL
>MCF4118059.1 hypothetical protein JMK10_14850 [Rhodovulum sulfidophilum]AB33
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEGAAPVAVKYDGSTQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFKSGSIVNSNDVSALRDPV
>MCF4118060.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB33
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWMQPLLWMGAGAALTWIGAGLALLLS
>MCF4118061.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB33
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MCF4118062.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB33
MPELPEVETVRRGLTPAMEGRRIVATRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILADLSTGETLILHLGMSGRV
LISGLALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLAPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIAALVPAIRTVLSEAIEAGGSSLKDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>MCF4118063.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB33
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMICDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MCF4118064.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB33
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MCF4118065.1 chromosomal replication initiator protein DnaA [Rhodovulum sulfidophilum]AB33
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPEAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVISDGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MCF4118066.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB33
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MCF4118067.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB33
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLNG
PRSGHEIETWAMPGGNRQVRLDGKAAAQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGARAQYLEVRETDGTSQIEGMDGPCPRSA
>MCF4118068.1 hypothetical protein JMK10_14895 [Rhodovulum sulfidophilum]AB33
MAPGRCLRHRTLAQSFPDRIGIDAARAVTLRTGAEPLKPPQEVFRGAYSGDYADTDGHVRELPHTPFRPLYAEGRLTASC
PPAS
>MCF4118069.1 hypothetical protein JMK10_14900 [Rhodovulum sulfidophilum]AB33
MRYAGADLPLFLTHGPVRLAITGRTLSGGSAAGVAMGEAFSPPLTIFALLRPAASAFFLTMGTLLNRQAGYSTAADRRLT
RPGIAVGFFSGMTAHRHPTDFPFHMSLLPASSSSAALGAST
>MCF4118070.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB33
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQPAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MCF4118071.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB33
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEERRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALAGSAPGAAAMPAA
>MCF4118072.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB33
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALVGHPGLTLQPTEFRYRVSFYMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MCF4118073.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB33
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MCF4118074.1 LrgB family protein [Rhodovulum sulfidophilum]AB33
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRIVSG
>MCF4118075.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB33
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMVAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MCF4118076.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLDDLRAMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTAEGPEQD
>MCF4118077.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB33
MLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGARFQ
PDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISS
LATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDPTDALAST
AAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFDNFR
VIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAV
GMIPDGYASMAVLRRLR
>MCF4118078.1 ribonuclease R [Rhodovulum sulfidophilum]AB33
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGAREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLHRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>MCF4118079.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB33
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MCF4118080.1 hypothetical protein JMK10_14955 [Rhodovulum sulfidophilum]AB33
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MCF4118081.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB33
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MCF4118082.1 LOG family protein [Rhodovulum sulfidophilum]AB33
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIETWTPPS
>MCF4118083.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MTSIAETAGRLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALLLWAAVAATGRRLPRAPRVWAAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGT
NALAQLAVLGGALSYACAAVFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MCF4118084.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB33
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MCF4118085.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB33
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADQGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MCF4118086.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB33
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEARVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MCF4118087.1 asparaginase [Rhodovulum sulfidophilum]AB33
MTGAVGMVEVLRGGMVESRHRGHAAICDGTGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVEPDHP
VQRAVRTAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAAFAAARPDAGDARTRAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALAPDHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>MCF4118088.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB33
MTDPLIERRARLLGPNVPTFYDEPVHIVRGESVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVNETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MCF4118089.1 phosphotransferase [Rhodovulum sulfidophilum]AB33
MTEAETLSLAEEAIAHWEGCTAPRLLSHRENAVFAIALSDGRRGVLRLHRRGYQSTDAIRSELWWMQALAGAGVAVPRPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFVELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MCF4118090.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB33
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MCF4118091.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB33
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MCF4118092.1 hypothetical protein JMK10_15015 [Rhodovulum sulfidophilum]AB33
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARTRGRQILTRIAARRELRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MCF4118093.1 hypothetical protein JMK10_15020 [Rhodovulum sulfidophilum]AB33
MITMVDLLGVMAVGASADPDDSTRSHAADGTRAGDGPAPDRSTEDLMAVMDLHAALTEAGPAIDGMSRADELLFSWLSGG
PDRMDADDLPFPADHVHDKDLPVAETCLADAALGAGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLRLGHLSLVPDTMLSDALAARA
>MCF4118094.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB33
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MCF4118095.1 hypothetical protein JMK10_15030 [Rhodovulum sulfidophilum]AB33
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MCF4118096.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB33
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIVSLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MCF4118097.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB33
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEILKIGPYQGGHGCLTIPFSRGVCGAAAR
NGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MCF4118098.1 LysE family transporter [Rhodovulum sulfidophilum]AB33
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIARQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MCF4118099.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MRSELILSTYNNPRSLALCLESVACQRVAPDSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
VSSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSGNRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAVAEGCGGKA
>MCF4118100.1 peroxiredoxin [Rhodovulum sulfidophilum]AB33
MSLRINDIAPNFTAETTDGPIDFHEWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHQKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MCF4118101.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB33
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQAKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MCF4118102.1 hypothetical protein JMK10_15065 [Rhodovulum sulfidophilum]AB33
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MCF4118103.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB33
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLGADGLA
>MCF4118104.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB33
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLMGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LVFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARDPHNHLCLSD
HRVV
>MCF4118105.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]AB33
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGFAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVSLAAILGLLALRFRSSRGRVAT
>MCF4118106.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB33
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWAVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MCF4118107.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB33
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MCF4118108.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MCF4118109.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB33
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRRGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTGMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQAEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGIQLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MCF4118110.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB33
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAQDPRAAALAIQAELASPEAGRA
>MCF4118111.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB33
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGQWDFPGGAREGRESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKARLAEYLAARPGG
>MCF4118112.1 hypothetical protein JMK10_15115 [Rhodovulum sulfidophilum]AB33
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MCF4118113.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB33
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MCF4118114.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB33
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQATGGDCDCHCGCGGSGAAADAGPADRAAAPDQEGRSWYRTGRGRFVLATGALLAAGWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILAAAEARGLDLPQARGARSLPGRGAEAEVAGAAIWVGAPAHAPEGIGAGQDMAAAVADIEERGGSAVLVVAEGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>MCF4118115.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MCF4118116.1 CoA transferase [Rhodovulum sulfidophilum]AB33
MGKDMGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKA
PAALDAVKRLIATADVVMENFRPGTMEKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSL
EAGPVAIGTVPIDHHAAALTAGGIVAALFERERTGVARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSP
APYGIHAVKDGHVMISMCKPADLAGPLNLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAAGVWHTPVEDY
DALPENPQVKHLGAFVEAETRGGAPMVMLAHPVRYDGEAPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTD
RMRG
>MCF4118117.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB33
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEIGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDQGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MCF4118118.1 hypothetical protein JMK10_15145 [Rhodovulum sulfidophilum]AB33
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>MCF4118119.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYASATRFGERLAPGILVAGICTSVLTAELVGTLGI
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKVDASLKFPRKKKVTA
>MCF4118120.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB33
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPDTTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVVFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MCF4118121.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB33
MAAHPHGGLHAATICPMHADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDAATRAKDTDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>MCF4118122.1 hypothetical protein JMK10_15165 [Rhodovulum sulfidophilum]AB33
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MCF4118123.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LAELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MCF4118124.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB33
MEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSSDLARVLDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPL
PVADYVPLPADALVGTAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGIGLRGRVGHPEIHAAFGRIAAAA
RARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGGTALLAALRGPVGS
>MCF4118125.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>MCF4118126.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGIFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPTVSLWLPALMMN
>MCF4118127.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>MCF4118128.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB33
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEETGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>MCF4118129.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MCF4118130.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MSLYYEDIEIGARFATASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRHESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MCF4118131.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MCF4118132.1 hypothetical protein JMK10_15215 [Rhodovulum sulfidophilum]AB33
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPKNSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPKDVIVYFFDRDPGDAFHGGVASA
>MCF4118133.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB33
MKFRGSYTVCVTAFDGEGRIDLPAMRSYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFSETLDGDAAKGREIYVRCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQDELRRILDDLGLLAEA
>MCF4118134.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MCF4118135.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MCF4118136.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKRGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MCF4118137.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB33
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPRVLYEGAQEILFEEVDA
>MCF4118138.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEAPGSGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYMRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDTDRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKAAWIKRLGPDRVFEMYGSGENTGQTVLAGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPARSC
>MCF4118139.1 hypothetical protein JMK10_15260 [Rhodovulum sulfidophilum]AB33
MHQKKWFIGAAFTAVLATGVWLSLGKDGMDRNQTCQVMSADEWSAFMTDREGIVQPEARNPVAVNFHLDPGFEVPQGSVL
EIGLGTAPMPETITPEFNYSVEYLGPFRNELHIAVSRKTAAQPQVQVLPTFILITSARRAVCSWYGDRSITIEASDKPIE
IGVELLDHRITDGNGLPAAYRLSRL
>MCF4118140.1 YeiH family protein [Rhodovulum sulfidophilum]AB33
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEAGLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWIFISLFSLALILFLA
>MCF4118141.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIQSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELT
>MCF4118142.1 hypothetical protein JMK10_15275 [Rhodovulum sulfidophilum]AB33
MNRSKNAQSSFDIRSRAKLVFIADTGLKHNQATMRNPFVDTFQTIMQVLQQYLLIAAV
>MCF4118143.1 hypothetical protein JMK10_15285 [Rhodovulum sulfidophilum]AB33
MSRAVNEGEVCAAMTGMRLRRFTWRSPDVWIIQKEKGEHSQMSSRIDHKDEPGLYRDAVFQEVRQQISFVGSAPESSHAF
LGDWVCRLQSINAEPLEYRSFFEDGRSPGKMVDGTSESPNDQWKLNEDGSFSEIAFIEVMPEFDMDEPSFDEQRYHVLFR
DKDTFVLFNGDGSLIKFYERVFD
>MCF4118144.1 hypothetical protein JMK10_15290 [Rhodovulum sulfidophilum]AB33
MLQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPMMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARNHSDEASQSRNGHWHQKIHGYEDRHPDLVGMVR
DTLIDDGYTLEQPFLHVRPYSGSREAALAALATPDYIPVYVLLGVGAVLLVVSFGKRISARQARDAANGAA
>MCF4118145.1 hypothetical protein JMK10_15300 [Rhodovulum sulfidophilum]AB33
MMRVAAMICLVLCPLIAAPVLALTGRPFQTATTLLVVGSMSDLPDILRRAGGRPIGPTRAPFAMLAVADDHPKNFPERLK
TEGAWLVLDGAIAAQLCGV
>MCF4118146.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB33
MSNSTLSSLEIAQAKGLRLIGYLNVLLTPVPAVGAWLAGLAPWPFLAVSVAIAAITIGLQRLGGGIARIAVSLGAMGQLP
LLTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALIAASVIVIVHHTLLTLFLPTLIYPSSGLLVDLGRLALHGAVWVAE
TAGLFYLLRMQLSQRDQIEQEAVRLSDALKSSQELQLNLAKKDVEQRNVMEQFSVALSKLAKGDLATRIETVFPDQFEPL
RNEFNSAVNSLSVAMTSVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARQVAVTTAE
MRADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSD
AAREISALINESARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIVDLKYTMGELDQLTQQNAAMFE
ETSAATTALTDATNFLSEVVAEFQNASEQHDQTQLLRNIA
>MCF4118147.1 hypothetical protein JMK10_15315 [Rhodovulum sulfidophilum]AB33
MKIVGSPTFIENIYVHEGSLGHEMLAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALL
KSKR
>MCF4118148.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKATRQKSRPSFADHVYNTLYGRISNGDYPPDEKLPSETTLAAEIGVSRPVLRDALERLRAEGLIVSRQGAGNFVRAHQS
RTLGYGRIETIADIQRCYEFRLTIEPQAARFAAERRNDEALANLSNALDLMRAATGSMLHREDADFTFHIAVAHAANNTF
FEATLRALHEQISAGMKMHGQSLLREGGAGLERVLHEHQSIFDAILASDGEVAANRMTAHVRHSQERLFGGASIDLRMPA
KK
>MCF4118149.1 hypothetical protein JMK10_15330 [Rhodovulum sulfidophilum]AB33
MTPPRLLIVADDLTGALDSAGEAASLGIGTRVFLSPAALAAARECTLPPVVAVTTGSRDGTVAAAAAAMHNVCACLSWLR
PERVMKKVDSRLKGHVAVECAILADALHRRQIIAAPALPDMGRVQRHGRLTGAGIETPLDIAARFSGLSPHVPDITDAAQ
MKEAAELDGLPVGARSLAAALVAQLWPDATRQGTPPLPGPAVLAIGSRDPITLAQVERLDLPLYLAPDGRLPLDPPRPPC
VMQMVSGGMDRSAAEAGADFAEGLTKMIMRDAVGTLIACGGETAAAILARLGVDRAEVFGLALPGIAVVRAALPGSRVLT
IVTKSGGFGAADMLAQLVNLVDNRPTPTEVRKYRTRE
>MCF4118150.1 exo-alpha-sialidase [Rhodovulum sulfidophilum]AB33
MTEVMADTAFPATDLPTPRVQNHASFLHELPDGTVLCAWFGGTIEGKSDISILMSRFDGRNWSNPVQLSDDPARSEQNPV
LFTAPDGRLWLIYTAQPGGRQNEAEVRFRISDDGGQSWTEPCALWSQKGIFVRQPVIVADDGAWLLPGFRCRVEEGVAWT
GENDDSVVMVSHDEGVSWKVYEVPGSLGCVHMNIVPLADGGIAAFYRSRWADHIWRSHSADGVRWSAPEPAGLPNNNSSI
QAVRLDDGRIAMVYNHSSREDAEGRRVSLYDEIEEDGAAPAARPGRAFWGAPRAPLSLALSADGGQSWPDRIDLAFSDGY
CLSNNSADQVNRELSYPSILQDRNGRVHVTWTHFRQSIRHMIVPLDEQHG
>MCF4118151.1 TRAP transporter fused permease subunit [Rhodovulum sulfidophilum]AB33
MRKISNFDTWWRALQAVLSVFYVAFLVAQFFHPASPLAAASFHVFMATALVFAWTPLAWEGRARYAARIIDIAGVALSLM
VVALYAGEIFRLERRFEMIDPVLPVDILLHVLGLALIFEAVRRSVGWSLLAVVLIFLAYAYLGPWFPSLMQFPGFSLPTQ
AELIGMKTDGIFGVTASAAINFVFYFVLFGSVFTITGGGQLFIDLAMRATARLKGGAAKMSLVGSALFGMVSGSAIANTT
STGVLTIPIMTRSGYSKEQAAATEAIASTGGQLMPPIMGVAAFVMADMLGIPYITIAAAALIPAAAFYFALYIIVDLRAR
KSGVGDVAPELLEIPPVIPRLHLLAAPVAMIATLIAGYSAPYAALVGTAIALVAPVLRRSTRYNLSQLFETVLDTARQMA
WISAPLAAVGVVMVVATQSNLALKFVSLLSDMGTDNLYLSLLLAIFGCIIMGMGLPTVAAYIIGSLVFVPALMDLGVDRL
AANLFVLYYCVLSMVTPPVALCSYAAAGIAKSDANRTGLVAFGYSLVIFLVPFGFIKDPAVLWQGSAFQIATGAAGMLLA
TFCWAVFLIGWLRGNLSLPERGGFALASLVLVITPTLTAGWVISVTLTCLLLVWRFALRPRLVTA
>MCF4118152.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB33
MRHIRTFATATTLAVLPLAAFAAPVDLRLITMEPGGSWYSYGSTFSEIIQGSEGENELNVEVLPRGGGMTNPVAVSQGAA
DLGFVSASAAIWARDGIGEEFEGREANNALAIVGGLQLAYTTIAVRRDYVEKSGLTTFDEMVASDNPPRFVLKPAGSQVP
ILANYMFEALGSSLEDMRDRGAITQISTAQIAQMLRDGTADVYIENAPVGQATMSEVTLTTPMVFVPASDTVLDHMSELG
APAANMPEGSYPGQEGAYRTSMTPTILIANADMDEEVAYQLTRALVEQREKIAEAFPALAGWDPEKGAQPDQAVIELHPG
AARYYRERGWIE
>MCF4118153.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB33
MLDQPLEILQPGCVRNGAGQAVRAASWLRDRGLTRPVVIADAFNATRLNVLGLDGAACVSVRPEPDLFDLNQAVTAARAA
RPDVVIGFGGGSAMDVAKLVAVLQDPVTTFDDISGPGRAGPRRAALMQIPTTAGTGSEAGTRALITEPGTLRKIATESLH
MLADMVILDPGLTVSLPGPVTAATGVDALAHCVEAFTSRRAHPVIDHYALEGIRLIGRFLPRALADGDDLEARAALLLAS
FYGGVCLGPVNTTAGHAVAYPLGTRHHLPHGLANALIFPHVLAANQGACPDKTALVAAALDLEQGRPLLQAAHDFCAGLG
LQMRLRDHGVPEDDLPEMAAEAHAIRRLLDWNPRDLSREDILALYRAAY
>MCF4118154.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB33
MTSAEPRRAYVATVTCFNDDETLNLDQSRAQVRRQVEAGNDILCAGTNGDFTALLFDEKLSLIEAVLAEAAGRARVMVNV
GAPSTFETVRLARAAADLGVDCVSVITPYFIACTQEGLRRHFEMVADAVDVPVYLYDIPARTQNHIEPDTALTLARHGNI
CGIKDSGGSQKTLEEYLEVSRQVEGFGVWSGPDHLVLWALKNGAAGAISGLGNVAPHLLAGIVRAFNAGDMEAAEAAQAR
FGALRTDLYALGYPPAVAKRALYLTDPGVGASRQPALMPDAAQDAAIRDILDRHDLAATV
>MCF4118155.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB33
MTNPLIAITMGDPSGVGAEVTLRAAADLPADQRAGLIVIGDRAVLERARDALGLALELGDGPGGLRLRHVPVEGLPDRFG
VLSSSCGEASFQYIRTAVEMAQAGEVSCIVTAPINKEALNAAGHHYDGHTGLLAHLTESRGSWMLLASERLNVIHVSTHV
ALKDAITRATPERILETIRTGHSHLKRMGIEAPRIAVAGINPHCGESGLFGTEDDAQVAPAVAAAQAEGIDVQGPISADT
VYHRAYQGAFDLVVAQYHDQGHIPIKLVAFDTAVNVSLGLPIDRASVDHGTAFDIAGTGKANHVNMLSALSYARNLAQAK
RHA
>MCF4118156.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MPEPRHAIVTGASSGIGLAICNRLLADGRKVTGLSRRAPEATLGSAFTHRPVDLLDEDAVAAALPDLPAPDALIHAAGVL
RVGDHASMSRAEGSQMWRLHVDCAAQLIQHFAPRMPQNGRIVLIGSRVATGAKGKALYAASKAAVTGLARSVAAELAPKG
ITVNIVAPAATDTPMLRDPARQGVGPAYPPIGRFVLPEEVAGTAAFLLSDAAASITGQTLVICGGASL
>MCF4118157.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MGTASGPLRALGAVVALGSALMSALAHIFIRKLSQTEPTTAIVFWFIITSALLSLLIIPYGWVLPAPVTLALLIGIGVIG
GLGQICLTAAYSHADASVVAPFEYSSMIFAIAIGWSFFGEIPSRTVLSGAARDPGRRADQLERTQAERDAQDDCGRLGDR
>MCF4118158.1 IS5 family transposase [Rhodovulum sulfidophilum]AB33
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPVAYGPHKTLYNRWKRWSDKGIFAKMMAGL
VAEHGEKQTVMIEVSRRTPCVRVSLRKYLKAHRTSSSLGVKKGGRGRLIGRTKGFEGLRNGPGDRFARKRNTKLHAICDS
QGRPLNLFVTAGQVSDYIGARALCDSLPNVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRRYKRRNRI
EIMFGRLKDWRRVATRYDRCPKLFLSAIAFAAIVIYWL
>MCF4118159.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRTIIREEMQSGGDALPWADRTAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPRHVATAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEITE
LPRADTARRAEFIAAHLGSGLITSK
>MCF4118160.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB33
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPVDSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MCF4118161.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB33
MSTIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLVFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MCF4118162.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MCF4118163.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB33
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGIEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MCF4118164.1 MAPEG family protein [Rhodovulum sulfidophilum]AB33
MTPELTALALAILVQALQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MCF4118165.1 MAPEG family protein [Rhodovulum sulfidophilum]AB33
MTPELAALAATAFIHLAAVLWSQRALEADVGREDNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MCF4118166.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB33
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPAAGVLKE
VLAAEGTTVEAGGQLAVLSSGEGAAASATDDKPAAEASKGSSGRDVEDAPSAKKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MCF4118167.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB33
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSEASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MCF4118168.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB33
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFTLAVFVPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MCF4118169.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB33
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MCF4118170.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB33
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MCF4118171.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]AB33
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAIWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPAIARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>MCF4118172.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB33
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGGPRGAGKGAGKPP
AKARARRRPRNKNRAAA
>MCF4118173.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB33
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MCF4118174.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAVAEKIGDR
KAIVAGALLYALGLVLSAFSIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVILASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MCF4118175.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB33
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>MCF4118176.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB33
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITCYEIVEARD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGHSFAGRKIEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MCF4118177.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEIIRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MCF4118178.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB33
MTTEPRLARWSLIGVVLALVGILLFAPLATVFAEALAGGGAAALAALGSPDARAAIGLTLTVAVLSVPLNAAIGVAAAWA
IARFEFRSKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVARELIPVMI
EQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEMLYNEYLSIA
AFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MCF4118179.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB33
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MCF4118180.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPATTPLRRSWHPFRWRNGILTVLAAFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWREAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MCF4118181.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTADW
RESFIEVVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>MCF4118182.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGAIEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MCF4118183.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MDKPAAFDPMPGRVDRLAPGLRRILAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVTH
SHLDHSGLARPLAEATGAPVFAFGDSGAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGN
HLCLAWSGLDPEGAVLFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVTTLAAHRRAR
GARLLALLSEAPATPAALARTIYTDTPPALLPAATRNVLAHLIELRDKSLAVAEDGAVTEAVWRLV
>MCF4118184.1 hypothetical protein JMK10_15520 [Rhodovulum sulfidophilum]AB33
MLDAITDGKLTPAQAKAWLTSVVRSELDRIERQRMISRMDPVGSSEEGQRLDWATARAWRSWRSYAMGWCNEASNRYGLV
TVKYVHAYCLFRLHLPWAFETPEPEHSAQIEAVLAGPGDESKRMKGLADRLKEMTTIREHNA
>MCF4118185.1 hypothetical protein JMK10_15525 [Rhodovulum sulfidophilum]AB33
MTRDRAIAWGARASATALLAALFLVAGNKIGASQPYDVALATEAAKGWPILLNLSGNGKSLPQQIVQGGADDPVPGGGRQ
MLVSFPAADDLAFDIHWRELRSGRSYEAQVRLTTSDLANQLAFIHDGINLPLILRFGAHGAVSIYTLSAQRLNLNVRLAD
SVAPIAAEDYPRIASVCAQRTPAPAVARDPVNEFGRSFDVAFDVKRYQKERALPPPTSHCPDPQH
>MCF4118186.1 hypothetical protein JMK10_15535 [Rhodovulum sulfidophilum]AB33
MDENLQVERLDSLIRGTWSSRSISAHNQITDIRALIGLLGGDFLSLDADAVEIETIVAIAMGVEDEFLTATDMKLIGQHL
EQMKAELGEIRQVRT
>MCF4118187.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB33
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCDTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGADQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MCF4118188.1 hypothetical protein JMK10_15550 [Rhodovulum sulfidophilum]AB33
MTRYADKIARIRAGSYRKGDYMIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNM
AALREAGVFDGSAVQPAFRANETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFR
REARAAGVRHFLEVFNPNVPGAVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGA
GATHRDTFELIAQSERHGARLALFGRKINQAEDQCALIAWMRRVADGKVSPSEAVRGYHADLARRGLQPDRALDDDLKIT
AESLHFDAACAPV
>MCF4118189.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB33
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHLSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEPYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPDALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHTFDPQSGQSLRKD
>MCF4118190.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB33
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHALARHARRYGEDVQFFVLSLRFMPPVAIAIPFIVIYLDLGIYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLFGALVFTFVLVWNELLLALTLAAQNATLPVVAASITSLGKEVPWGVI
NAATVVLVLPPLVFIGLLMGLLNTMVRSGPK
>MCF4118191.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVLLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIVTTVAFTIIWKAGKKWAK
>MCF4118192.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFGEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IERPTTLEEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGVKATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCARAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDAYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDNLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMRAN
>MCF4118193.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB33
MSAPVLIAIDAGGTAVKVVAFDLSGTEIAAEAADVPTQHHPDGRVERDLDIFWAGTVSALRRLAADCAGREILGVGCTGF
GNGIFLVDAQGEATRPGIVSVDHRAQPLVDTLCASQAAREIAAVTGNRIWGGQTLMQIARLAQTEPEIMACTRWALACKD
VIRFRLTGAALTDPSDASGGGLMDLAGGDYARDVLERLGFGAHLHRLPPIVPSDAVAGRISRAAAEATGLPEGTPVAGSM
MDVAACALGAGAVDAPVLTMIAGTWSINSLECAGPPGDEAPILNLLYRGGKRLVAEGSPSSAANLGWFLDRALGRRVGVD
EANALVAACPASQDRCQFLPYVFGPEPRRGGFVDLGASDDLGTMLRAIYEGVAFQARRHAEDAVALAGQPFPGTIRLAGG
AAKSPVWTQIFADICQRPVEAVRATEVGALGAAICASVAAGAYGDLGEAAARMTGVARRHEPDRELAALYDRRFCTFRRL
DAGLAALMTA
>MCF4118194.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB33
MISPHTLHPRPATQRDESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHFVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPKGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEEDRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCAPGELDLPLSQAARLIGRYGALARKVAPLCRGHGAMPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRRMDELAAERQAALSEPRLMGSRAGPTQ
G
>MCF4118195.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MPHTVNPAHKRLKMELRLRGKSIASVARELEVLRSTVTLVSQGLRRSSKIEKALADAVGTTPAELFPNRYPAEESSAARK
T
>MCF4118196.1 Tn7 transposase TnsA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MKKNLIYRGPEPSHATRVPARRSKGSLRGSMVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSD
GRPARHIFDFLITKTDGERIAVAIKPMQRVMKLNFASELEAASAAASKSLADRVLLVTDQHIDRVAAAEAARTLAWSRPS
LTEATA
>MCF4118197.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB33
MTLRFRFSKSDMITTAGVAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVEV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTRESYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWVRAYQSASGSPLALIPETHRSGNRTRIWCPRSEALMNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAM
VVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSSNGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNF
EMGRRWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQIFEDKTPLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQA
TIASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLLAGRTFFDTVDRGDYPSEMLACLCDDDLIKILLTYIVDIYHNQ
PHGSLNGETPNAAWKRLVSEHGTPPIPDGLTLRKAFGRPMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQ
DIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAVRHAHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTD
GEVGRADAALRYPLRSDAQLLGRVPPSNDLLNDAISITPPHDKDESEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>MCF4118198.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAITHLLAQEGQRL
ADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELDS
VTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCERANLEPEDDVLELS
HGERVVHAAANQFGIAIVLILDAIEDAYLQGQETLNRQNFIRAYHRRTSCDAEFNPFVVPDFMRIDARQVFSRENRT
>MCF4118199.1 TniQ family protein [Rhodovulum sulfidophilum]AB33
MFSTVKPLPLNVKYHHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRNTPALA
SPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTSG
FSPPEPQIANDQDLLFEHYLKNRIEKGPGNTWLDRLPFHVAAQTCEGFGLLLTLGPKTRRETATPAQWAAAGTAGFSVLR
RGPDAFRQKLKDIQQAHPVDNTLYRTRYRVFFEWLRHRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHSL
STARSRYGMSGWKLARRLASMGLAERKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGLV
EKYFDEKNASPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRDRIPTERVVEIILRNRLPLHAAAPATARFPDFRL
SLAELREVIATDHQGTIRPTRAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHISVVELAAQ
NRRLPGVEAVIQLDRGAKPLPLGPRANMIFRRSDVL
>MCF4118200.1 hypothetical protein JMK10_15620 [Rhodovulum sulfidophilum]AB33
MAAYIADTLCDHPTFGRVKFQKLLHLCEAHLEFQEVAGNYHRDAAGPFDTQMMRSVHSQIEKQGWIAPVKGDKGWTYARG
EKVNGYRDHFDRYFGDRKEALEDLLALIAPMKTQQAEIVSTAFAAWNDLLLEPTDDHAAGRLHLGQEGPRRQGQALYP
>MCF4118201.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB33
MTRQVAFTSVKKAPGGKAKRCILDVTLAVNGLPFATAELKNNIGFSPQRADDAKKQYMRDRDERDLMFKFKERALVHFAV
DPDEVWMTTRLKGGETFFLPFNKGRNRGAGNPPVEGNWKTAYLWDEVLARDSLLDILQRFMHLEVKEKKVATDRGPKTVR
KETMIFPRYHQLDAVRKLVAHAKEHGAGRNYLVQHSAGSGKSNSIAWLAHRLAGLHDAADAKIFHSIIVVTDRLVLDQQL
QNTIYQFEHKTGVVEKIDENTQQLARAISNGVPIIISTIQKFPFIAQALRTLEDKGEELTLTTAGKRYAVIVDEAHSSQT
GETASALRGMLNKDGIEAAIAAQLSDVEDENLTDEAKRAILRDTLRRGKQPNLSFFALARELYERIRAGRRH
>MCF4118202.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MEIRGTAEIIKFRLRTEAGLTIKELASRLGRNPSTISLVIGGHRRSLPVITEIARLLGEDPEELASLLAQPEGEASMT
>MCF4118203.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MVGKLDESLLQDVGPFRRLDRGQIREVLDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGNAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVARYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGKEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLELIGEGR
>MCF4118204.1 hypothetical protein JMK10_15645 [Rhodovulum sulfidophilum]AB33
MRHPVALPLAAAPTARAASAAPLDVKMPDRGNAGGSVFKSVFARTKPDDTSRVAPTGTGPGIDGMLPAGRAAVVGAQGRK
VEPGVTRAGLSGTKGPTPVATGMAPPRIGGPALPHRGRTAGLFGDLLAQVEQ
>MCF4118205.1 NnrS family protein [Rhodovulum sulfidophilum]AB33
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGVLALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHLEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLVLWSLAPGLPGLSAAL
AGLAGLHLARLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPAQGLDGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>MCF4118206.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLASILGLPGYRITRGGIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MCF4118207.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB33
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MCF4118208.1 hypothetical protein JMK10_15665 [Rhodovulum sulfidophilum]AB33
MLILDGRVEENTAQAFVRAHLPGGYADDFLLTPLGVQNAAGPLADQGVNGFAALVGLDGLQALRPDVIVMTGESDAVQRQ
LAEALARHPDLAGSVPALANHALVSLPAYYDSAVVDYPLILGRWAAAFTSLIEG
>MCF4118209.1 hypothetical protein JMK10_15670 [Rhodovulum sulfidophilum]AB33
MRRFSVTPEPPGLLMRSVLFAALMIAALVSRGDAQPVYPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEEAGIAADPGGKITVIDFT
AGLEAAIRQIGTVLGCEAQAEDLIAARRAQLDAVMAGLPLGTGPA
>MCF4118210.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]AB33
MMTTSPDTAAAIRADLAEHPGATLEDAAVRTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILE
AKGPLPEGRVAHGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPAQLAAF
DALRARLAQGQMAGTSATSVGMTEAPELP
>MCF4118211.1 hypothetical protein JMK10_15680 [Rhodovulum sulfidophilum]AB33
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVAEIPAVVSVRRSDDALRYDCETRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MCF4118212.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB33
MNTQRIRHFLSTTALVSVAGLSLVPAGWAQEVNTTSNWIGDSSGRYDDERNWDNGFNGTDLVIDGDDVEVNATDSLVSID
SHSTGGQNSDPKSLRISGGATLNARGSGPDTAALEIGQTGGEPISAVTVTGEGSALHTSGGSYIGSGENTTGLLSVVNGG
SFLADRGIVLGRGEESTGGIEVDDSSLTVGRDAYLLLAQGEGSSGTVTLKNGSIATLDSIVVMGRNSDTTAEFNILSGSE
ATSNDGVVVGEAGDSNATVTVDGEGSTYISNGRFDLGLGSGATGKLVIANKAEATFNDDLRVGLKGDGLIEVHTGGKVTA
NTDVHIGGTEGIFSGGQGRLTIDGEGSSFTVNDKGLFIGFSTPGTESNPSGSVTVSNGGTLTLKAEATEPPGNVTVIPDS
TERAGNLTLGYGDGTYGSLDVKGAGSSVAVGGDLYAGAFSTRVSDDASFVVDGKTYMGTDGGVLGYFNVSGGDVTLNDET
YIGDGGTVIMAIDQGGTVSANSAVFLGRANGTGRISVKGDESKLDMSGSRLAVGYEGIGEQQSTNGQVYILEGGAVSVGE
LMIGELSGSIGQISVSGTGINGNNEQIASRLDVTGNATIGGAGTGYLQVDTGAVADIGGSLILGDTGSGTVYVRSSDIMT
RLDVGEDVVVAAGAQSQGILDLYSSSAMSVGGDFTVAKGDESEGVVSLGSSNSSIDIGGGLAIGVNDGSNGTVRVFGGAT
VSVGTEHGEGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYDRARAGRVNAGTLAFGGGNGSLVFSIIDTDYTFGLDVTGG
GAIEAYNGTVSLTGDYSQYDGDTNIHGGTLSVDTGTFTHSAIKVMDGATLAGSGTVSDVTLQDGSTVAPGGAGISTLTVS
GGDLSFADGASYAVTVSSDGSSDLLAVKSTEEDEAPGIAVNNIGGAGGTVTLGGSSSLSVSRLASDTAGDFKVNTWYTIL
TADQGISGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARNAARAVGSMDEDNPLYEKVLFLEEG
DVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNATSYGAEAGSFFRDPEVWGQAYGSWSK
LDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQMALRMGASYSWD
DVSADRTVTVGGVRQDLEADYWARTAQAFVELGYRTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGIT
TVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGY
EGTLSENSQSHGLQATYSIRF
>MCF4118213.1 replication initiation protein RepC [Rhodovulum sulfidophilum]AB33
MDRTRDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPLIVFPSNAALSERAHGMAEST
LRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEARAAAEALRRLREELTLLKRDA
VKLAVYGRESGLPGDWEGIEGRLLDIHRQMRRRLDRAELETLKAVLSGLLSEILVLLVETENPSGSDGEIGRHYQNSNPD
LNESEPCQEMAKGAGVPCSETVAMTGTGLELEAGVDTRTDSGSEPATDPGSSPSVASIRSAGSKTPDLSAIPGGTDGPPV
LPLALVLKACPDILDYASSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAITVAAILQRVSEIQSPGGYLRA
LSRKAAQGGFSPGPMVMALLRPMAA
>MCF4118214.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB33
MARKDLLKGLMDPGKPAPSTEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MCF4118215.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB33
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MCF4118216.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MDGQALGPLQDTSRQDTSPQDAPPTRRRRVSPWGILRPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGQLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELERHADLPVAAPEGAPALSFEDVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MCF4118217.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MNATAKAGAAPRKAGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGTASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGQLAQAGRHRALIGQGGRYARMWAAQGARKRWSVAG
>MCF4118218.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTRSDPGPFTAQISAQISGQIPADDPAPGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MCF4118219.1 hypothetical protein JMK10_15725 [Rhodovulum sulfidophilum]AB33
MRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGLQFEVVE
DVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRTCTAFAREGAADRPLDALLS
>MCF4118220.1 hypothetical protein JMK10_15730 [Rhodovulum sulfidophilum]AB33
MSRTVPIRARGVGQIVGHRMADQGQPRGAGGQDQHDAQRQLVRQVPGRGGAAVNDRADPVRACGPAEAQVGTAPAGPHQK
PAILVEAVEPRQLGPPGQRLGQGDGYCARFQMIGQ
>MCF4118221.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB33
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVEQARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVWRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRRRG
>MCF4118222.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPIAFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>MCF4118223.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVAKARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLARATGREAE
AEALLTGFAETLDATRAALTLPEGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQHGQVYGLGKNSFRIDYYSAREVVDGVARQFGGA
>MCF4118224.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MDDFTPWPEDLAHRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLQPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHCAHEMRAYVEQLEPALLVGSRAHPLFTEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPEAHNYLLSSPGALEVFAPGSGLPDPGTVRPQGKRMDREKGEGGRVMRAAKSPAKRRETA
AHRPGRAWLPARRMSERREGSTGKISFSVRYKAATCDRVAQT
>MCF4118225.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB33
MVQRRVARLFGGASIVALCAISPTSTKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPSSGAVAFFGGTVPRIAFNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRNKRRASLMASGAVAPDLAARIALDYSERDNYIDYVNPDFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATEPFSDYDSTVDQNPSWKQFTNTTILDLRQEFDNGTTLTNQS
QFSSLYTRRTASPETAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFGERWTLSGSLRYQRDRVQRSGFSNRARENLDYDETFDEWLPKLSLSYDVNDATTIGAMVSKGYNPGGVTLGLVSGEW
VTFEPETSTDYEIFARTRLLDDRLGLSANLFYTDFRNMQRYVTTEIVDRLYNSVTVNAGKANSYGLELGFDYEASPTLQL
RGSLGLLSTEIEKYSSLNRDYSGNEFGRAPEQTLSLAADWKIRPDLTLSGNVRYSGSYFSDDDNKASTFVDSYTVASTRI
TYDLQDNLQLYGYVNNLFDEDAVTYIRNSKSKAGADEATLVEPREIGIGVKVTF
>MCF4118226.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MCF4118227.1 hypothetical protein JMK10_15775 [Rhodovulum sulfidophilum]AB33
MFVTMRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSPGH
>MCF4118228.1 SLC13 family permease [Rhodovulum sulfidophilum]AB33
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRHLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MCF4118229.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB33
MHDHAPSDSSHPPRNDSGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGPHGHDHGHAHGAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>MCF4118230.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB33
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MCF4118231.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MCF4118232.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MCF4118233.1 FtsX-like permease family protein [Rhodovulum sulfidophilum]AB33
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPADSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLATA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRLAEWLSPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARG
EGVIVNEQLWRRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVAALRSAI
EDDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPQDWLWLGALALIAAALAAAWPAWRLARLAPVHLLKV
FADER
>MCF4118234.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHLSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTADPGADPLSAARLGASGT
GFAYDLDLVATGPLVLQGAHGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAKTQLDGRSIPTLWQIRLPAHGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MCF4118235.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MSPRPHLVLIGGGHAHALVLRGQPLPSGLSVTLIDPSPKAAYSGMLPGFVAGHYPRAALEIDLVRLARAAGARLVIGRAE
GLDRARRHVLVAGQASVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGRSAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGPEGVTLATGETIQAAFVI
GAAGARPQGWLAETGLELTDGFVTVDKTLRSVNDPRIFAAGDCVHLSHGPRPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRR
>MCF4118236.1 YdcF family protein [Rhodovulum sulfidophilum]AB33
MGGDVFFVASRLGWALLRPDTLILVSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPAIEG
RPVAGIVVLGGGEEPAISVAHGEPTVNEAGDRFLTALALARRFPEAPVLFTGGSGRIRPAAIPEANVAAALLLRAGLDPS
RLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPGFRASPGLPENLGLLT
LTLHEALGFAVYRASGLAADPLPEGCLAG
>MCF4118237.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGGLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MCF4118238.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLLARTRARLAREAAAAPPPPG
>MCF4118239.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB33
RVLRGRTALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLG
RDPGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEADEI
GLKLGDEITVNILGRDITATVTSFREVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAI
RIKDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGT
VAILAGGVAGWAVMRFVMEGEYRFEPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MCF4118240.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]AB33
SAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEEDARAVQE
EHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMCQPP
GKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTMSRM
DRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MCF4118241.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB33
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MCF4118242.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB33
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFSGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWVRLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MCF4118243.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB33
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRVLFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MCF4118244.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB33
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKREGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWSREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLIDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MCF4118245.1 peptide deformylase [Rhodovulum sulfidophilum]AB33
MSIRPILIHPDPRLKTVADAVPDISDALQKIAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVPRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>MCF4118246.1 peptide deformylase [Rhodovulum sulfidophilum]AB33
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MCF4118247.1 peptide deformylase [Rhodovulum sulfidophilum]AB33
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGAPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAGRCG
>MCF4118248.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB33
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTQTGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSTMGARLVVAALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTVACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>MCF4118249.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB33
MELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRDRQQERAEIARQAATLVPP
GATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVIGPDTVDFLRRFHVGRAFI
GASAVSCHGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDASLPRELGGAISKGGARVL
>MCF4118250.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MIAGTAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYADIWEPFIEHLEEATGKDVRFFAVQ
SNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKDSGIDSMEDLAGKRVAHTSPTSNS
GNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERGLYDPEEVRIVWESKPFPTTSFTY
AHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGVQYTPEGLAAE
>MCF4118251.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTEEAMDE
IYSGIPSQDRAADAAAAPRLAT
>MCF4118252.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB33
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MCF4118253.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB33
MTEQDLTTRPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MCF4118254.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]AB33
MRQGAEVLLPDAAEAGGRDAAWAFAAYQAIRPRLPNAQAGGAAREVASLSEAAGDVDLVLLDAYGVLNVGETPIPGAAAR
IAALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLETLAGDTRHWGIMLGDEHGSEDLGDLRVSFL
GDDPGPYARVDGFLLIGASGWNEARQSLLARALAARPRPVFCGNPDLVAPREDGLSLEPGYWAHRLADATGQAPDFCGKP
FPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>MCF4118255.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB33
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MCF4118256.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRAEEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYGTDARLDAVIDRARAVCPVLAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MCF4118257.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB33
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MCF4118258.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDSAATSFFWTGITGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGGIVVAAGLFTAWRERVRARRAAGSGPS
>MCF4118259.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB33
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIATGDDPSAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEADEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>MCF4118260.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB33
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVGKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRILGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAQGGRGCISVTANVAPRLCAEFQEATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTRDRIDAALRHAGLLN
>MCF4118261.1 TrmO family methyltransferase [Rhodovulum sulfidophilum]AB33
MGPDALRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPVIVLYWM
DRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDADTGQVEVDALDCYDGTPLIDIKPWLPSIDLPPGET
G
>MCF4118262.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB33
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHNLWLLLGDANHVPHDPPVMSESIEVTVE
>MCF4118263.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB33
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MCF4118264.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB33
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTAPPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPIEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADATMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MCF4118265.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB33
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPMVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGI
>MCF4118266.1 ammonium transporter [Rhodovulum sulfidophilum]AB33
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQCTLI
TAMMMVIWVFWGYSFAFGDSTSPFWGGLSKLFLSGVTPDSTAATFTDAVIPEYVFIAFQMTFAVITPALIVGAFAERMKF
SAVLLFILLWATFAYFPIAHMVWAAPTQFDAENNPLDGGFLFNLGAMDFAGGTVVHINAGIAALIGAIMVGPRIGLGKEN
MAPHSMTLTMVGASMLWIGWFGFNAGSNLEANGIVGLPFINTFVATAAAILSWSAVEALTRGKASMLGAASGMVAGLVAI
TPACGNLGPMGAILLGLIVSPICYFFVASVKQKFGYDDALDVFGVHGVGGIVGALGTGLLGGSMFGGTGDEDYSTIGQTI
IQAEAVLVTIVWCGVVSLIAYKIVDMIVGLRVDTDSERQGLDLTSHGESAYHS
>MCF4118267.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB33
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MCF4118268.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB33
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRAQEGVPPHPLPMLVPQEPSSAVAAREGGDRGGNVAENILRSVLGAFTGRN
>MCF4118269.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMIPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTDAFQGYIARKYGRRFREFIGGEIKVDRARQVKTFYEVKSTAQLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MCF4118270.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB33
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>MCF4118271.1 RidA family protein [Rhodovulum sulfidophilum]AB33
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MCF4118272.1 phosphodiesterase [Rhodovulum sulfidophilum]AB33
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLEQVLDEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSMAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKALGAAILCWTVHSPAEERIARSV
AANVTFEGYVPAHPVPPAA
>MCF4118273.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTAIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDASGIFAVAPLYAKSHSQGEY
VFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSVHVTFCTEAEAEAGRE
IGLLHRVTQQFHWENRGYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDAFWRFYQDTGARKWGM
PYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYRAIDFAIAQGLDTVEA
GAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEEEQQ
>MCF4118274.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB33
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MCF4118275.1 peroxiredoxin [Rhodovulum sulfidophilum]AB33
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDRLTAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MCF4118276.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MCF4118277.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB33
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRHYGETAISILEAP
>MCF4118278.1 hypothetical protein JMK10_16040 [Rhodovulum sulfidophilum]AB33
MTEPLPRDADAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGATAAARSR
APRLAAWLGARRILLPTDVATAAERAVVVDLLELPWKGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MCF4118279.1 lysophospholipase [Rhodovulum sulfidophilum]AB33
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>MCF4118280.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB33
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITDLVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MCF4118281.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB33
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MCF4118282.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAEAETGMARLGQTPLFMVRPGEGALDDTL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MCF4118283.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB33
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MCF4118284.1 OmpA family protein [Rhodovulum sulfidophilum]AB33
MKTRRPLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLGG
RSTLQVIDPLKADLIAGGYRIAFQCAATGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEGL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MCF4118285.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MCF4118286.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]AB33
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDDWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VVKARSGRTREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAEAPRRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLNLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGTRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPESPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MCF4118287.1 DUF6478 family protein [Rhodovulum sulfidophilum]AB33
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAAERLDIPDLTALPGRAWRLRRRRDRAIHGADARRAAFHAAAATARL
PLGSDWGFRPAPFADRVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSRAGEGAPFGLALEVSGFDGGFLSVVF
ELPSHAVEGLGRHHLIRLDAALGTEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIILSRRPRAEA
>MCF4118288.1 hypothetical protein JMK10_16090 [Rhodovulum sulfidophilum]AB33
MPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPKDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SLDRGPGLAKGLRSDTWRAVFEANGRIVTAAATGFASRPIGDQAARALLQDLAGRSRAATESLPDPTMAHP
>MCF4118289.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB33
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAALGQFVRVLRAVALLYLVLWIVLPSGPEKVAHRPVGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MCF4118290.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB33
MRSPLFEAYIEPARLYPEAWRLIVGLLVVLLVYVGVFSTMLVAAYPVLGPMAYFGWIMGLATPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGTARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MCF4118291.1 acetyl-CoA carboxylase, carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB33
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MCF4118292.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB33
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDEHG
LLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVEAAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLDAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MCF4118293.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB33
MSETLKDLYDARAAGGDLCPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPGELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MCF4118294.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MIWAGLLVLMLLAAWPLAEALRRPMGAQARSEAPGEIAALPRGRTHLVWEGPAEGPVLVLLHGLTIGSHMLDRLAGGLAY
SGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGELTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGAVVLRRMARAADRAYGLPGTLNAAQGAETRYRGFLPAVLLSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>MCF4118295.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSVFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MCF4118296.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB33
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIVPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVVEGVLDAADLADGPLAHA
>MCF4118297.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB33
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MCF4118298.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB33
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGRVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MCF4118299.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB33
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MCF4118300.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTATTDRIHKKRKFDQGLEGAREAFLRDGFKPASVAPILHRAGVSKASLYTGFPDKRLLFSEVMQRECDRLTGAARHEID
LSTPAETVLKTAPRHISSVLLSGFYQAVFRICAANAASRVSARPSTAPRRCDCATTRHGDLVIGHEASAADRVVALCKVD
PYTRRVFRRGSDGNEVEIVG
>MCF4118301.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB33
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQKTANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MCF4118302.1 cytochrome c [Rhodovulum sulfidophilum]AB33
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MCF4118303.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MCF4118304.1 C40 family peptidase [Rhodovulum sulfidophilum]AB33
MSGPAGRDRRETPANDRVAAARLRGVIEAPRYAEPECWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSAPDLKAPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVRAD
>MCF4118305.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB33
MCPRFADPAAPSRPLFVVDEAALETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLSGYRFDRYRTQSAAPRAGFKAPAGVDAARLEAMAAGEVLTRDLINTPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALKLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MCF4118306.1 hypothetical protein JMK10_16180 [Rhodovulum sulfidophilum]AB33
MTLLREAAGQRCGDRRVRKVSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGD
CIDLTGQIRALGDAMGMISLSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MCF4118307.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB33
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MCF4118308.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETSPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARDRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPVEGPTEGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASIVAGEVLRMT
TGRGAIAAAAPPLRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVRIAVENLTDETWP
LRLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MCF4118309.1 hypothetical protein JMK10_16195 [Rhodovulum sulfidophilum]AB33
MDSVPAFPFVGPALGLRHPVRFGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQVARCQLQSGPS
GGGSRRAERISVRDASVASDRSPAPRAPQKRAVNDEGWQDF
>MCF4118310.1 site-specific integrase [Rhodovulum sulfidophilum]AB33
MAEPQRPYTPDMLAEDGTIRSEMGCLRSALLWAQKSRLILQVPAVELPPVPAPRDRYLTLDEVDRLLAGAVEPHIRLAML
LMLTTAGRKGAVLDLTWDRVDVKNRMIRLATADISARKKRALVPINDTLMAALQEARQAAVSDYVVEWGGRRVASIKTGF
NAAVARAGIAHCTPHDLRRSAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPDYLRHAAGSLEFGKPKLVQRTKVQ
SSRGRVGN
>MCF4118311.1 hypothetical protein JMK10_16215 [Rhodovulum sulfidophilum]AB33
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MCF4118312.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB33
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLAKGTTVLTNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MCF4118313.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB33
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVSSQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MCF4118314.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB33
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MCF4118315.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB33
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MCF4118316.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB33
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MCF4118317.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB33
MTRDVTRDTISRYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRETLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPVGSFFTLRQGRIARITTYYNLADWLGQVR
>MCF4118318.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB33
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLCRRYSAFCSVLRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHGLQFWIREL
>MCF4118319.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB33
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASTPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MCF4118320.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB33
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MCF4118321.1 Maf family protein [Rhodovulum sulfidophilum]AB33
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAAASDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MCF4118322.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB33
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMEGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFDARGVLEAIDALSGPETLPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MCF4118323.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB33
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWMTGGYALPGDPADPTEPDDDPPPSPSWRH
>MCF4118324.1 hypothetical protein JMK10_16285 [Rhodovulum sulfidophilum]AB33
MGNDGGEYNPVQGWLTRLSAKVDALTLAKISGHRDLSILLNAYYRETAADIAKKLG
>MCF4118325.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MAARAARALGRCTRIGCAACATSAGRRAWPSSSSSEGNGRLVERPREPQLIVIDQSRLDRIEEMLREALKRPEPPKREWG
TVSEAARHYRVTDSTVRRWISDGRVEARGVGKARRVRLD
>MCF4118326.1 hypothetical protein JMK10_16300 [Rhodovulum sulfidophilum]AB33
MPSEILTRSFGRFHAEATPAEARLTIRRDGKDMIRLFGRDLIYRSGATGGQTSG
>MCF4118327.1 hypothetical protein JMK10_16305 [Rhodovulum sulfidophilum]AB33
MGLLLLPECGQVGTIGGDDRGHDGRAARALALAVPLTAKWEGKRNPAY
>MCF4118328.1 hypothetical protein JMK10_16310 [Rhodovulum sulfidophilum]AB33
MSISIPPSCKTKNWPTYSKPVKAPLVCRVKKNFDEAMRRARLLRAAPPWLSDEDKAAILAIYQETDVLERLTGVPHEVDL
IVQLVGKNKAGYQVSSGIHVPWNLRGIACKMNRIRGD
>MCF4118329.1 hypothetical protein JMK10_16320 [Rhodovulum sulfidophilum]AB33
MTVLRTDAVDPVYLAVFLNSPLGQWQIERHIKGSSGQVELYPNDIARIMIWDAPDDVQQAVREAILSAFDEERRANDLLA
AAKRAVEIAIEEGEPGTMAFLDKAEEAI
>MCF4118330.1 hypothetical protein JMK10_16325 [Rhodovulum sulfidophilum]AB33
MARLPNNARLWKERAEIDYIGPFVKGWAAFNAWFREEAGSRRDRTGIEYVKTHANPVRSEIIPLLRPRENGPDGRPRRDT
EDAQELKLLIADLHRFLENYQIEVAREDDVLERITFTSVAIRQRVQLPQFTVSRAITFTVNRQNGQWISTVTNRGGQVTA
TITQEDYDEADLIVHPQYVGLSQTMQGHLRGLYQVCCPRPMSNLLVGTERPIVAGDFEFRCTSEELFFGLVEVIYALRNS
LLHGELQPDERAFRAYEPAYRIVMRFLSCVR
>MCF4118331.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB33
MIRCLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDIVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MCF4118332.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB33
MSLISMGDLAQGLGLRIHNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIESIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MCF4118333.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB33
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGLSDNADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVQTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKVAGIVPVHEIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MCF4118334.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB33
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MCF4118335.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB33
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTKILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MCF4118336.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]AB33
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAI
>MCF4118337.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB33
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDVLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MCF4118338.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB33
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MCF4118339.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB33
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MCF4118340.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB33
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MCF4118341.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB33
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>MCF4118342.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB33
MPRPTPPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIETACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MCF4118343.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MRFLTGAALFCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGAQVT
RIALSGSPALADMLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDLAVGLSQAALLGLLTGEIADRSGPGGPEAPVTVHL
PGQAGQGLRQLPEARVLGGRSPVASARRHGRAAAVATAVAADPTGLGLARVSALGDAVQVSLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRAAATA
ADFDRVRLEVAGFGDLLPVMCDGGGSKAGPEQSRDRPSGDWARWLNRRVEVWLR
>MCF4118344.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB33
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVMDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLAAAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MCF4118345.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB33
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTTEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MCF4118346.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB33
MRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGVRYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVL
DCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAEAAGVPEARVFTASTGVIGEPLPHERITAVLGDLT
ERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDE
TFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALRGVMLDLAQQVVKDGEGATKFVEVAVTGAASPADA
RKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRV
DLGLGKGSSTVWTCDFTKRYIEINADYRS
>MCF4118347.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB33
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MCF4118348.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB33
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MCF4118349.1 RNA-binding protein [Rhodovulum sulfidophilum]AB33
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MCF4118350.1 transcription termination factor NusA [Rhodovulum sulfidophilum]AB33
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MCF4118351.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB33
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MCF4118352.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MHVNARFWDRLAPRYARMQLRNPEAYEKKLAMTRAWLGPGAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIDNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVIAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MCF4118353.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB33
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARVWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>MCF4118354.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB33
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLQIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MCF4118355.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MCF4118356.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB33
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAGDPTLAALRQEAAALGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPVSQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MCF4118357.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB33
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MCF4118358.1 double zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB33
MRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLYRGRAR
GLVLAFKHGDRTDLARAASGWMLRAGRPILVPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLVRLRAT
RPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MCF4118359.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATVGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>MCF4118360.1 ferrochelatase [Rhodovulum sulfidophilum]AB33
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MCF4118361.1 hypothetical protein JMK10_16490 [Rhodovulum sulfidophilum]AB33
MKKLALAAAFAATASTAFAGGYAEPVIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MCF4118362.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB33
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MCF4118363.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB33
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDTAVPDA
>MCF4118364.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB33
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDREMEDIYAMVRDGTVI
DIFP
>MCF4118365.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB33
MSHLVERLSLRGEGLTGDGLTVALALPGEEVEGAPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MCF4118366.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRCGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MCF4118367.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB33
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACATNSAGIETLSCERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHLEAALGLAPDPIRRLAVLGGEDVAGRLRLGKAEARRLGRLVEGAAAGEGPAVLAYRAGPEVARDAVLLRSA
SLGADLPEGLGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MCF4118368.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB33
MPSDPFDALTAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MCF4118369.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB33
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAEADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MCF4118370.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB33
MIRRYGETVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQSR
>MCF4118371.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB33
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALDICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSSDQNIALEPAPGGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LECLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTF
FAGRDEFPDDVSAVLFEFG
>MCF4118372.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB33
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MCF4118373.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB33
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLACAAEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLEGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MCF4118374.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB33
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MCF4118375.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB33
MAEGAKARAAEAETAVFAGGCFWCVEADFESVPGVSGVISGYTGGDVEDPSYRQVARGGTGHVEAVEITYDPAVISYEKL
VSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKAEAGQALGAPVATEIRPAATFWPAEAYHQDYYRSRAL
ILTRFGPKTKAEAYKLYRKACGRDERARALWGDAAPFAGS
>MCF4118376.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB33
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MCF4118377.1 PhoP regulatory network YrbL family protein [Rhodovulum sulfidophilum]AB33
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQPGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMIQRKVFEEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MCF4118378.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB33
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MCF4118379.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB33
MAEPEKTEFDDVATETAAETETPEITPEDVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MCF4118380.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB33
MNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDGLLEV
RDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHVENRL
FHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGRANLL
SDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIGPTRL
NYGRIVPIVDYTAQLVGKLIADRGKG
>MCF4118381.1 ribonuclease PH [Rhodovulum sulfidophilum]AB33
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MCF4118382.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB33
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALGGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>MCF4118383.1 radical SAM family heme chaperone HemW [Rhodovulum sulfidophilum]AB33
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCQTAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLKRYERIANSHIDGSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MCF4118384.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB33
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGATTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGGED
>MCF4118385.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MCF4118386.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB33
MTIAVGEFPDVSRETSERLANYAALLRKWNPAINLVSRTTLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIAEEYAPDLQVTLIESDQRKATFLRTVARELGLRRAEVIDARIEAADPQEADLLSARALAPLDRLLGFAERHLSPGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MCF4118387.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB33
MFHVKHRAFDVLVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQRDGRIVGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDGFCLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSQVEARQ
VACGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVRSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
SVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGERRRTSFEAKMERLSAGRAR
LEAMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDSELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLDGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MCF4118388.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB33
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVSALLSALGCIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESTDEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPSPEDIVLRG
KADLADDAGKGVSGLTGEGVAALVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVETLLDEIFSRFCLGK
>MCF4118389.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB33
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MCF4118390.1 CopD family protein [Rhodovulum sulfidophilum]AB33
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MCF4118391.1 Maf family protein [Rhodovulum sulfidophilum]AB33
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVFAKAETREEARGQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MCF4118392.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB33
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MCF4118393.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB33
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHRDAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MCF4118394.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB33
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTEAWRPRPRPTPLPSRLTEEEATAHRAFVETMGDDALWK
SFD
>MCF4118395.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB33
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MCF4118396.1 FxsA family protein [Rhodovulum sulfidophilum]AB33
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MCF4118397.1 Tim44/TimA family putative adaptor protein [Rhodovulum sulfidophilum]AB33
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELTLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MCF4118398.1 elongation factor P [Rhodovulum sulfidophilum]AB33
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MCF4118399.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB33
MTDTPWWNPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQNCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MCF4118400.1 hypothetical protein JMK10_16685 [Rhodovulum sulfidophilum]AB33
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFPTLVPVSTVTGGD
RAGRIAAAKGRKLALEARLESCG
>MCF4118401.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB33
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELTLALLPGG
>MCF4118402.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB33
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRSR
>MCF4118403.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB33
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMLSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEQVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MCF4118404.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB33
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAEDI
ARKAMAIAADICVYTNGNLTVESITR
>MCF4118405.1 thioredoxin [Rhodovulum sulfidophilum]AB33
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MCF4118406.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB33
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGAEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGTVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPETALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPLAPAETEDVRARGT
WMHLLLEHLPGTDPTDRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPPRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>MCF4118407.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB33
MFEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRVLHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPA
AIWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATD
ALTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFG
RALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTRWAEGHEDGRKAWAAWLAEALKGTDRAG
TEPLSTHVARHRQLAEILAAGPETEGSGALWLEEAGLQARAAQDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEP
HPGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIR
TAEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDRRPEQLSVTAVE
RLIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGQPLDPDPDRAQADLMAIADKVLATEAPWPAARALW
RARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLL
LEACIAERGGFKEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYD
LLSRFGEWDETDPPEPEDVG
>MCF4118408.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB33
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLAGRPGLTVLRETD
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLAGAWDPAQMDGLLLLIPPERATGHSGKGDFLIGPDGRLRRG
PGAIYSGAGILKTEALVEIPERIFSLNRLWDGMLAEGRLCGILHPGGWCDVGHPDGIAEAEALLAGQGDV
>MCF4118409.1 phosphotransferase [Rhodovulum sulfidophilum]AB33
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPDGLAPYGPAEMAELGCLPFRWYLPGQGLAAPEE
EIAAVRAGLETLLDEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGARM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALTGLRETLLRLLPPP
EPDGLDRIASRCAPRR
>MCF4118410.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB33
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>MCF4118411.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB33
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWNCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MCF4118412.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB33
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MCF4118413.1 SCO family protein [Rhodovulum sulfidophilum]AB33
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDHARTRP
>MCF4118414.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MCF4118415.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTQPGHRPPRLRAFIGWLRQAAGPQAGI
>MCF4118416.1 HD family hydrolase [Rhodovulum sulfidophilum]AB33
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MCF4118417.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB33
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MCF4118418.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB33
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMIVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MCF4118419.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB33
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MCF4118420.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB33
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIVLGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFLRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MCF4118421.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB33
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MCF4118422.1 YciI family protein [Rhodovulum sulfidophilum]AB33
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVADKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MCF4118423.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB33
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIAEIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MCF4118424.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB33
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MCF4118425.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB33
MTQHPPLLLLTRPRLQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPSGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MCF4118426.1 hypothetical protein JMK10_16815 [Rhodovulum sulfidophilum]AB33
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDSLAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MCF4118427.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB33
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVPLTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPAAAGPAGLGGASDMLPLLVGGGFQKSAE
>MCF4118428.1 hypothetical protein JMK10_16835 [Rhodovulum sulfidophilum]AB33
MAYDTDPALTTVGIDLDISSGELDFRVNDVPVFDPQSPLKTDARITTQLSLNEAFSRGQNTINLAFRPLSSDGLAPGLHT
RFRFWEAGSPPAVFEGDGYALDISLAPSPANPDQMSLIASPSKDQPLIMFSKPVRIAAVGDADGWATWQIQADVRLDLPQ
EAWRGGQRLQASGALRQELVREYRELHAELASGEETARDALRPFLHRLAQSIGASDEEYYDAGYRQLLSGEASFSLQAFD
VAETEVELFGEGKLAALLPIPITFENSETSQRAKLFVYFWKDQDGTWQLIH
>MCF4118429.1 hypothetical protein JMK10_16845 [Rhodovulum sulfidophilum]AB33
MMLHTNNTPFAAIGFEQWKPDGTPMACIAARCSLVLHEGTVHYAGTQALVLADEYKEGRGHA
>MCF4118430.1 hypothetical protein JMK10_16850 [Rhodovulum sulfidophilum]AB33
MSNWAIAVGIGLGHLLFGMPPDETAAFGEIYGEATSQADEASASGSVIDVLLEQMPASPERDELVASLRAESAGKVSQSL
GDGRVVLSFMDGRLQEITLGAEARNVQFEGLLLFVAPEREVVEDLALRDPGARIAEDDIRYPALGIALYGFAELTAQRGI
SFPPVPNPERAVVLYQPDKAAALDAPYQLLTKFLK
>MCF4118431.1 hypothetical protein JMK10_16855 [Rhodovulum sulfidophilum]AB33
MIIAQAQSIAADGDAKTEEDSQESTAAGVTAGNVRITKRAEKDLGPCAALACPAPVGRYAGGAHVCTSQPVGDGLDSHHT
PAKANSYLDPQLGPAIQMDPADHALTASYRKPRTAAYMRAQKSLVDNANFMGALMMDVADIRSKFGDKYDAAIAQMTTYA
ACLKQNGIVR
>MCF4118432.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MDAMATARQRGAEIEVFSDPLLNTSPAAGGLSQMEAVERRLAEIGVGMHRIPKLHSKIVTVDEDLLCAGSFNWLSADRKG
QYARHETSFVYRGKHLEDEIQTLRNGLMQRAG
>MCF4118433.1 site-specific integrase [Rhodovulum sulfidophilum]AB33
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRARRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGQVDGPFTAAAPEWAEPSDRVHLFSAL
REQADRHAVWMVTAQGRPKSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMRAGTDPEPKSSNSSDRVPTWMRK
>MCF4118434.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVE
KGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MCF4118435.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB33
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MCF4118436.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MCF4118437.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB33
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPGSASG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLLAVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPILGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRGVSIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNG
>MCF4118438.1 hypothetical protein JMK10_16895 [Rhodovulum sulfidophilum]AB33
MHIRTGLLCLLLCLVPLRLAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVLYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTALAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTEGAIARI
WRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRLAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGFHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MCF4118439.1 hypothetical protein JMK10_16900 [Rhodovulum sulfidophilum]AB33
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MCF4118440.1 ribonuclease HII [Rhodovulum sulfidophilum]AB33
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MCF4118441.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB33
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MCF4118442.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPGAQSIEIDDPKLEKLSGDARNAAEVKAAVEGGDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MCF4118443.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB33
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETVPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MCF4118444.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MCF4118445.1 DsbA family protein [Rhodovulum sulfidophilum]AB33
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MCF4118446.1 CoA transferase [Rhodovulum sulfidophilum]AB33
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGAREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSEVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTPPGRLGNTHPNLAPYQ
VFDCIDGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALSDATRTRSKADLLAACEAQGVPAGPI
NRMDEVFDDPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQHGAEIRAGLSEPSPAPAGRTPRR
>MCF4118447.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB33
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALARDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGVRRADLLLSVGPEPAQRQFTESWGGQVSVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSAR
>MCF4118448.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB33
MTANRAERDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDATPDWPARARGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MCF4118449.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MCF4118450.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB33
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPT
LDPGHWAGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MCF4118451.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB33
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALSVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGTLDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MCF4118452.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPKGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MCF4118453.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTSIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MCF4118454.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB33
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGARLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MCF4118455.1 HNH endonuclease [Rhodovulum sulfidophilum]AB33
MTRPPICPLCDRPIPPGTRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETELARDFASIEALRAHPGLTKFLAWM
ARRPPGFHSRTPGPRRRR
>MCF4118456.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]AB33
MGNENEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPISHAGPRPLDEAISTAGGLGWKALDSDLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MCF4118457.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB33
MYRVIGSGNSRARRVLWMLEELGLSYDHVPALPQTEDVVTINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MCF4118458.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB33
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAVLLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MCF4118459.1 LPS assembly lipoprotein LptE [Rhodovulum sulfidophilum]AB33
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MCF4118460.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB33
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MCF4118461.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTISSFSRVALIAVTTAGLSGCGGGWFGGSSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFNGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MCF4118462.1 porin [Rhodovulum sulfidophilum]AB33
MKKVLFATTALVASAGFAAADITFSGQAEMGVVGGGKDVPGVSAYTGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDGEDGNDQMDSNGNVELDNEAVFISGDFGTLTLGEIDGAVDARLTEVNNAIGQYSIGDDETVHAGFQGSYGDGEYD
NQILRYDYAFGDFGFSASMELNDDRQERSNAADSADNGYALALSYNTEMGGVGLGFGLGYQYLEVSRDDGWLPGNLTNFA
EAAFNAGGPDRRWAAGTEVDIIAATVSADFNNGFTAGFEYSNYDPSGNNKDVDHYAIGLGYSVNALSLGVNYGKFDTNFE
DADGYALTAAYDLGGGAAIVAGYSDSDVDDFDGDFETYSLGVVMNF
>MCF4118463.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGDAEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPVLLSALEARLAPEKTSAKGTRRAPLGSAPPKAAEAVVAELRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAAEVLESALAAGHDRAIIRVRLAEAQA
KQGRTETARTGFDAAIATEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATCKVTPDDPLLAEME
ALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMTAFEGTDFSVRKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGARIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWREKLPG
GFHEIRYEDLIADPEAEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDA
IGGENGA
>MCF4118464.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB33
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFIAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MCF4118465.1 GTP-binding protein [Rhodovulum sulfidophilum]AB33
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIFETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPDLWSGLPDPFPQWGEAA
>MCF4118466.1 DUF6525 family protein [Rhodovulum sulfidophilum]AB33
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MCF4118467.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>MCF4118468.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MPAAVPSDAPAPAPQPQPTGLTRPLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTVWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>MCF4118469.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB33
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MCF4118470.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MSRLGVAPDALSGGSMACVSPLTGERIADISPASVADAAAAIAAAKTAFRDWRMVPAPRRGELVRLLGEELRAAKDDLGR
LVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAVWAWNAALALV
CGNPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMGRIVGPKVAAR
FGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSVGNPLETDALV
GPLIDGAAYRAMREALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRYSDFDAVLEAH
NAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMRRATNTINYSR
ELPLAQGVVFDI
>MCF4118471.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSTGRKTRGADRKSADMPDFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANV
GMTVFIGITAPRHETAWLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEEL
KFTTAVPSTYL
>MCF4118472.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVAPAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLDASGVSPVETARGIALAPSDCAGAVLEFRQR
>MCF4118473.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALAEDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQKSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIRPEDMAALALHVAGMNPKVAIHEITLAPVQRAAR
>MCF4118474.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MCF4118475.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MCF4118476.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTKPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MCF4118477.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFKGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MCF4118478.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB33
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLRREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAAAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MCF4118479.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATATGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHKLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MCF4118480.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB33
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>MCF4118481.1 M20 family metallopeptidase [Rhodovulum sulfidophilum]AB33
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MCF4118482.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MCF4118483.1 hypothetical protein JMK10_17120 [Rhodovulum sulfidophilum]AB33
MQISSNIDGGQRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSLDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MCF4118484.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MCF4118485.1 hypothetical protein JMK10_17130 [Rhodovulum sulfidophilum]AB33
MNRGPVFGQPGFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPASRSAAPLRRIALI
MGRSHARDAAPLWVPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWNDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLAVPPDPAAWVAAIERLAEAPEEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLLGVPAEPG
>MCF4118486.1 glyoxalase [Rhodovulum sulfidophilum]AB33
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPHGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPA
DLARPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MCF4118487.1 hypothetical protein JMK10_17140 [Rhodovulum sulfidophilum]AB33
MQDELAEIIQRVRVLEASGAPEPALELLAHALARRPDDLALRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEDPETDLARAQSLLDEDPEAALQLSEAVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLAPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAASGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICTRLLDRQGPDTSLLHLQARASLALGRTAQAETSLR
QLLALDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSARARRDVELIRDLDLTGRHDTARRLLDATLRMARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPSGPLAWHLARDRSHGQL
EWTRRAERAGAIWHWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQTLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>MCF4118488.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB33
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCRAGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLGGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MCF4118489.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MRFLIWHDVRSGREIRVPLYRAHDYVLGGLRAALSLILFPFRHGTDLIGYFLKGDSAAGDRLERALLPQLAAADHPPDAA
TGLFGAGAMPPLTEPVDIILPVYNAADVLALCLERIAANTPEPHRLMLIDDASPDPRARPLLEDFVRRHPQARLLVNPQN
LGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDAAIASVTPLSNDAEIFDVPVECRARPLGPGEAEAADRA
AARLNWRSALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFGAEKA
ERVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTENGAGLV
VRDAPGPDRLQVELYCREGVTRSVLDASDLAAMLAGLDARHLVYSNLVAAEDPLGLMERALSWLAPGDRLSVLFHDFLPL
CPSYTLIGNKGRFCGLPGPETCQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADDLIVFSEDSRSQLIRVWPDLAGRIE
LQPHRPQHLPRRVAPPKGGSLTVGVLGAIGHNKGAGILRDLAERAAPDLGIVVIGKIDPAFAHRRIRVHGAYGRDEIADL
AEKYRIRCWLIPSIWPETFCYTAHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGEALDRHLRRHLGASAAMPAA
RLA
>MCF4118490.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB33
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDQGGAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMVPGPVSFP
LVLFRDGPGEVSADRIQQALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSP
AISAWHFLEAALRQDPVLAHVGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKSSAMLDPCFGLARVAA
LRDAAAHVGRRDGPRMTEAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYAQACEHIAAAGYERLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLH
GDEMRWTRMSRAGYDFCEARYSRRAVAAKLNALLDGVPA
>MCF4118491.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFARGPETGAGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHV
LKPAERAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPG
YNVAYWNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQL
PYAFFWNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPKGRREAFEFTCYCA
VCGGRHPMVTSFMYSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFS
RLTGSEYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYP
STIRAELAPDGQIVHHLPAEIHGNPVDEKGGALCFRYFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MCF4118492.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPRREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQSPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPARSLDAINVSSGRATAIAEILETLTRI
TGHTPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MCF4118493.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB33
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MCF4118494.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKSALICPGPGRSGTSLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYENNFDVDADDADALRFEFSPRYTTVTAPSWHK
TVVERIRNSVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERYSAKQRCLSAPYRRTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGFHVPNSRRGAEIPKFSKSKGHPRYYYSQDHDICIRNRKGREAYLSA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFSAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDK
VFPYAEPDFDLLNDASPELKKASLSDV
>MCF4118495.1 hypothetical protein JMK10_17185 [Rhodovulum sulfidophilum]AB33
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARGLIGPRDVVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWEHIARRSEWRLYDRARLVEGNVIADFVTISGLPLEPSRVEVDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRTLREMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MCF4118496.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYARYR
>MCF4118497.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MCF4118498.1 hypothetical protein JMK10_17200 [Rhodovulum sulfidophilum]AB33
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>MCF4118499.1 hypothetical protein JMK10_17205 [Rhodovulum sulfidophilum]AB33
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAGLNATIKRFAFASIEARADGRIAFIANDLGLSESFGRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MCF4118500.1 HAD-IIIA family hydrolase [Rhodovulum sulfidophilum]AB33
MPTLTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEEFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLTDLAATQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPVLINGGVYCFSRGIVEHLVEDGSFEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVPALAVRSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>MCF4118501.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB33
MTPPTETPASGPARSAVPFEVGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGTCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIVPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAEARGLNADGLAANLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADATLTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETRASSTA
>MCF4118502.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MCF4118503.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB33
MQDEIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLDQHWRVVHSDPAPAHQPDGLIVAVRD
>MCF4118504.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB33
MSSWYLGLSTSGHDPALALVDEAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYASESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLAGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLTRPPGAPVTDAADLAAAGQAAYAVWADQVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGHSAEAAAGLLARGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAETDLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
S
>MCF4118505.1 acyl carrier protein [Rhodovulum sulfidophilum]AB33
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MCF4118506.1 hypothetical protein JMK10_17240 [Rhodovulum sulfidophilum]AB33
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALASLEASRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPGLVSFPAFLGHRADRLADPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDAGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGEAAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRTALTRLASAPAPDLIADY
AEPLFRGVAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQAVIGEILAGLGPPATEGLPGTPLLTRLMEEDLP
ETDPEDLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELERLISLCASPKYIYRMARGPARIGEIE
IRTDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRA
>MCF4118507.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGDREVFTGTRLGTEAGALAETFRTWLGPPPRTLVLALPAGTDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPARLPAPAPGRAPE
GAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRDPTTWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRSEAVFA
CYGMAEMTLFAAGLPGTRDGSGGVAPCGLTPDLAAGLAIVDPKTGARRPDGAEGEIWLSGASVGAGYIGPPEHGAGSFGA
RLDGHAGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETR
TARLPPDAEGLARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>MCF4118508.1 B12-binding domain-containing radical SAM protein [Rhodovulum sulfidophilum]AB33
MRIYLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIVSVAAWLPWGTDIRICEEVVQEVDLGAEVDPVGLSINVSQIAR
GLDLARAFRRRGVPVVLGSAHVSLAPEIFRGQADCLVIGEGETAAPDVAADLLAGALTPEYRCGKADMAAMPLPRRDLYP
NDRAIAGVVQTSRGCPFDGTFCDVIRYVGRKQRHKPPEKVLAEPDQLYRLGYREVSLSDDNFTVYRKRPRALLVALIGWN
GSAGRDPVRFSTRISIDAARDADLPALCHRAGLRQVFVGLETSAPAALVEANKRQNLHVGLIGECRKLVAAGLTIRGGLI
AGFDHDDLGCFERQFAFAQALPVVGFNVSARVAPYATPLCAEMKRAGRSVDADTQRGSAAGARLTNMLPAQMTHEELAEG
RAWLKAALLAADAALVRFEAYARTLAPPSQDMGRTAWVKSGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPETGYD
LTSTLTLDLSECARAANRAEAPLEAAQ
>MCF4118509.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB33
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MCF4118510.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB33
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MCF4118511.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB33
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MCF4118512.1 FeoC-like transcriptional regulator [Rhodovulum sulfidophilum]AB33
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MCF4118513.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB33
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQYNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCDTPKEARSAEDYNACIKGGYGSRYYSDLRNRLGMLVSGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDNYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSRLKNSLTNEGTNEYQSISLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPEYGWQ
PHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MCF4118514.1 hypothetical protein JMK10_17280 [Rhodovulum sulfidophilum]AB33
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRADTLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MCF4118515.1 glycine betaine/L-proline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MCF4118516.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB33
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASAWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MCF4118517.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MCF4118518.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MCF4118519.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>MCF4118520.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGEKFGD
ILTRIQAELN
>MCF4118521.1 hypothetical protein JMK10_17320 [Rhodovulum sulfidophilum]AB33
MLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKERD
LHDAVLGLPRPVDEGDEAPAGAADEGGIDGFLF
>MCF4118522.1 hypothetical protein JMK10_17325 [Rhodovulum sulfidophilum]AB33
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MCF4118523.1 pilus assembly protein TadG-related protein [Rhodovulum sulfidophilum]AB33
MHQRDGGLLRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGVTARFDIDTIFLQFTGIESLTSGASGVAREHVPDSEISLVLDISGSMGRE
QRMAMMRPAARGFIRSVLGKDPTRISINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHISNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAVNGNGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATIELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>MCF4118524.1 pilus assembly protein [Rhodovulum sulfidophilum]AB33
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCREVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGGGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>MCF4118525.1 pilus assembly protein [Rhodovulum sulfidophilum]AB33
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MCF4118526.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB33
MTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTP
QGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKD
ASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRF
GEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPG
SSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDKRWALFAVD
DMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTESLPIIDDLGTPAYMTRSEKARTY
ELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARIKGLELEAAYSLPSGHYVDLNADIARGEITTPG
VPDDWEGTPADRIRMTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDY
TPHLATRPAPGRTFKLTLARTF
>MCF4118527.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB33
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLVLDPRSPVEPALIRPEAEATLRAQWYRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGDVDHTGPWGEIVATLPGLEVAA
>MCF4118528.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPETITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MCF4118529.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALVAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MCF4118530.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MCF4118531.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB33
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MCF4118532.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MCF4118533.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPAAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MCF4118534.1 TonB family protein [Rhodovulum sulfidophilum]AB33
MRGGLEVLAFGGLALVLHLAVWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPEVLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQAQADTPRPVERPDPKPEPTPAPKPQPASQQPV
RAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MCF4118535.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB33
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSAEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAALIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>MCF4118536.1 hypothetical protein JMK10_17400 [Rhodovulum sulfidophilum]AB33
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPTETAAESAAETAVDMTAESAAQNAEESAPGTASETAAPETPADPPVAEATPEAPEAQPAETKADTAADTPTDAPAEPQ
ADTPADTEAEEEARDAASAEVETEVFYTFTWAPRRRPGGHSWVIAA
>MCF4118537.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MANTLRFLNLALAVFSGAALIAGQGIADSGRAEDLLEELQRPDLPNWQRVEDALWSEWSKSGSAAMDLLLRRGRDAIEAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLELNPRHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>MCF4118538.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MCF4118539.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MDRAPLYADVADGPEDGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRALGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNEGLDVASAVFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MCF4118540.1 DUF1150 domain-containing protein [Rhodovulum sulfidophilum]AB33
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MCF4118541.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB33
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MCF4118542.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB33
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MCF4118543.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB33
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MCF4118544.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB33
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQTRIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MCF4118545.1 phage holin family protein [Rhodovulum sulfidophilum]AB33
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGVGLILWAMSLRPRQPE
RTAPSADPYTPFIHMAEGFAAGLEAGRAARRPGSSDRARD
>MCF4118546.1 DUF883 family protein [Rhodovulum sulfidophilum]AB33
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MCF4118547.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MCF4118548.1 response regulator [Rhodovulum sulfidophilum]AB33
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGSEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MCF4118549.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB33
MEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MCF4118550.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB33
MRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDPDGALAAHLSEKPHHD
GRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLNDADDIAMTDPVTLAG
LSSKRPA
>MCF4118551.1 histidine kinase [Rhodovulum sulfidophilum]AB33
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHVSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPSEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>MCF4118552.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB33
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>MCF4118553.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB33
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTGIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MCF4118554.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MSGGTLRLSVASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQDLY
RPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVETGRIDATEFSLPSV
DVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVGLPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVELHR
WPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MCF4118555.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB33
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGRLYERGALVDAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLASHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFIDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLFSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGGALQGGRGVA
>MCF4118556.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB33
MSRPVQGSPREAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPGAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GIERDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRIGTACSAAGTGHLSPPRAVLPRAAELAG
FAEWSLDPDCGRIRVADGMLAMLGHAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGLRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEVARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPRKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRVAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTKVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MCF4118557.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB33
MLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPYHAI
ALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQS
FGRPFYPLHVSDRPNWPAIEYLSWLPELMRERRRKRAAGALIERLKARATPFNLIAMQLEVDYQIRASSDYPDLLTFLDE
TMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALRMGI
PVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MCF4118558.1 hypothetical protein JMK10_17510 [Rhodovulum sulfidophilum]AB33
MAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAVTTDTRPELPVPVPAPGSFLRYAAYDVAYHLANVLFGPV
FYPRYRHYALDSPWAEWRGWVGKGLRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGTGRSQAEELAAVMAS
FAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARVAGIGDRVAVFTGGRVEALYPKLAGIVTINSTVGLSALLAGVPVKV
LGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIAGERPQ
>MCF4118559.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMCARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MCF4118560.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB33
MPGTRDTLDRLRALHVGTPRNVAAPKPAASGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHALEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>MCF4118561.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MISRQTSGSEILTDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPERVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDSAQAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPAADRPWLAAVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLADLARSWLTLAETAP
ADLGARIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGATAETALRDAPVAFVYAGNGAMWAGAARTLIE
RDPTFRTAFNDIAHAFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRAQIEALIATERIAAEISAENAPDSVTVSGSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYEAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSARAEARDAGTIARAALAAGGATDRARILGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGIVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATAARPAPVTAPEAMGEAEPLYAGLRA
AGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIV
CARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLAGDGAATALRAAKALCGTTETAS
DADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPEVAPGASAELK
SALAAAAGEDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPL
RFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGL
DTASAPASGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEEDDPLGAARIFRALPNTD
GTLWIAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETG
PRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGIQ
AGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAAL
QVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVEL
GKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHV
GKIVLRAPQEHGAPRPAAAPIRGGWLVVGGTRGFGLETARWLAAQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVAD
ATALDAALTRIRSAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQALDRLTRTDALDHFWVFSSIAARFGNP
AQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALHRLGRALAAGACGPTLT
VAPMDWSRMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLE
LMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIR
TLSQGRTGGR
>MCF4118562.1 hypothetical protein JMK10_17530 [Rhodovulum sulfidophilum]AB33
MGWLLWAGLALTQRHGIGCRPEVEYERPKPKLKTCPIGCFHIDITEIRWGEGQSHLFVAIAKARKTLSSGVTGRPKIWRP
RNSSEIPSRRRHIALIDQEIGMPVVRMTMAKGVQLTNRPQDRRAMAQFPGSGREETHVEHRLEYNHLELPEKQSKRLFFK
RRSDREVEPLGRGR
>MCF4118563.1 hypothetical protein JMK10_17535 [Rhodovulum sulfidophilum]AB33
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGEVTATPVDLPTIPF
AAIYAKRRRSDPALRWLMGRTKQLLAPQDGSCSI
>MCF4118564.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLAGALACLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLSPAQGLSLVVALVLAQRFIEPMTELAGYGEVLRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDAGAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MCF4118565.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSGAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVAAPGEGVTPDGNRLCFEAVGYAYEDGTETLSSIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRSDATREEVTAAARTAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAKGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRI
AETGTHEALLARNGRYAMLWAQSGSQLPAPTQDPEIAR
>MCF4118566.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEDDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRRTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MCF4118567.1 hypothetical protein JMK10_17555 [Rhodovulum sulfidophilum]AB33
MDDWDSALPAFASGWTAELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNFIAESARTAGIRKSAHGLRKSRLTAIAEAG
GTAHAIMAWGSHQNLQ
>MCF4118568.1 hypothetical protein JMK10_17560 [Rhodovulum sulfidophilum]AB33
MRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHIALINEVDPLHPVILCAEGRLMDGMHRVVKAIAEGRTHV
PAVRFFRTPDPDFVNVPLDELPYPDEVV
>MCF4118569.1 hypothetical protein JMK10_17565 [Rhodovulum sulfidophilum]AB33
MKKSYKPESEDRKYFKRILSERIHEEYKDVNPAEWLYMHDGGAFEEQVAYMAVNWDEARALVDALENTHLDDDYLPTKQY
SLGHLMDAYARSERFDDKSGDPYEIVRSQKTRAEILARLAEIAHFDLGDDPDEWRRWFKAWDEDDFFPPVR
>MCF4118570.1 hypothetical protein JMK10_17605 [Rhodovulum sulfidophilum]AB33
MATMAPAAPLLLGGPPGWIAFGLVGLATLGGGYLIYENSRSKTESGPATGAQTDTGRKSCDRPWSVRIHAQGNVIGGRGS
ATLGAPPILKTTAPVTVAEGLALSASTFALLSRGQAKALASAQMQANKWISQRPPGGYLGQKSFYGVGGQRGNDRFDVDS
YGCSNNFIV
>MCF4118571.1 hypothetical protein JMK10_17610 [Rhodovulum sulfidophilum]AB33
MDLVQILEHPLFPFSDFRTNDASFLMLELYWAAVAREALGDDVAARVEPLQETDRDTENWGDPLMLDFWIPDLRRGAKVE
LLENTEGLPLCRESDDKINCFPSIVVYSNRRGITGPDDEIDQVCFRADMGDVARSVISHVLRMFLIEKTTPDAIEPWYGE
FVLRTGEGPSKAQLAAWHASLEDEE
>MCF4118572.1 hypothetical protein JMK10_17615 [Rhodovulum sulfidophilum]AB33
MRNDVPQLWESAESFRRLVQVDTSLDGIAAAFDLENDDAQYRVFTEEEGIACVVVYFTGLYQLGVWVRPNLRGLRRSRAW
VGQAILELNVRPIFSVVKNHNDASLALFSSLGFRKLHQLPSKGADVVLTFDRL
>MCF4118573.1 APC family permease [Rhodovulum sulfidophilum]AB33
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASFGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRLQPEIYARLGQAFD
>MCF4118574.1 tyramine oxidase subunit B [Rhodovulum sulfidophilum]AB33
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPIVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDALGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MCF4118575.1 RidA family protein [Rhodovulum sulfidophilum]AB33
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTREVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTAFRGASNGAQKITLEG
>MCF4118576.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MEPLADLPVSTLDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLKAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLARGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
DGRITPFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>MCF4118577.1 hypothetical protein JMK10_17645, partial [Rhodovulum sulfidophilum]AB33
AEGEGLTIELHGALAGLLRLATGAEALTQATMAGSTKGDRLESIDIIGELVFVAGARNRRNFPELSCAV
>MCF4118578.1 hypothetical protein JMK10_17650, partial [Rhodovulum sulfidophilum]AB33
AKPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKPQSRKAAKNFITLIGDKPISAISGDDMLAFRGWWLDRIDDEGLSAN
SANKDLIHLGDILKTVNKKKRLGLVLPLSDLSLKEGKARPRLPFSSTWSRG
>MCF4118579.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPLIEATLGSWQSAGHLGDMLREMRRSFAEAIRQKPAVLLIDEIDAAGSRQGEDRHNANYRANVINALLTEIDQLTRAEG
VILIAATNHPDAIDPAILRPGRFDLHLSLPLPTQAQIRHMLQRTLPEERTEDLSALALAFSGQTPAAIDARLRAARAAAR
RTGGQLMARALRATLPRRKAGPGGP
>MCF4118580.1 recombinase family protein [Rhodovulum sulfidophilum]AB33
MIRAAAYARYSTELQTDKSIDDQLRICGEEAKRRGLKIVENYSDAAESGQTLIRSGIQKLLLDAMERKFDVVVSEALDRI
SRDQADVASVFKKLRFMGIQIITISEGLVDEMHIGLKGTMNALYIKEIRAKTKRGLEGRILEGKSAGGKCYGYDVIRTLD
EKGELVAGERAINEDEARIVQRIFADYLRGKSPKKIAYELNAEGIPGPSGKAWGSSTIYGNRHRGTGILNNELYIGQLVW
NKLTYQKHPDTGKRISRLNPESEWKRVEVEHLGIIDQATWQKVKEHQGELDKKPRFQDKKRPPNLFSFLLKCGECGGGMS
IVGPRRYGCSTARNKGTCNCRTTISQDVLEEKVIGALRTRLMNPEMTKVFCEEYTAHINRLRMEHNANLIGYRKELAKVE
REMENFLQLVAQGTQASFLAEKANSLQARKDELVELLEATEEAPVYVHPNMAMRYAEAIEGLLANLNDPAHRPESAQLIR
GLVDKIVLTPNAERTELVVDLYGDLAGILQVSDSRNSTGVSLKPRDRLKTEERKEIEQVKSVADSPETDSEPRMVASKVQ
MVAGVGFEPTTFRL
>MCF4118581.1 hypothetical protein JMK10_17670 [Rhodovulum sulfidophilum]AB33
MDAVDWQKATEDQRARLYRVAKAVMDSVELAPAEFYRAALNGQIVDPVSTGGNFSRGKIGRRNAAMIHSWIESNYLDIAL
RVAPELFTRPARGDWLTLLEDRVRYDALSLLRFSSLGLVRPAGRHPIEERPVRLGEKFAFVLTSEIEGHAFAFQEVRGLW
HLFSLSEDPADAVTRCGRGRHEFPRKTDGSPLALVEADTDGLHSFVFVVVEDIDTLAETVSGLRGLALRPEQLGELATML
AALDAGQYALHRINIQFVR
>MCF4118582.1 hypothetical protein JMK10_17675 [Rhodovulum sulfidophilum]AB33
MTDQEARLRHALAAALDRYNERVGSPFPADVRLEIVESDAFFAQVSMASKAVVVDVSTGVVDRIDAVWNSALEISAGLPE
GDRIDLLGNPSHTVDMSLRWLMQHELNHYANGHFSLTGGAALLEAGSDTGYGLVSHASPVNTPLAELTGEELALAPLCLE
LQTDHDSTEIVLGAYSSENWVLFRYYATCIMVVILIIEHEERSSDDDRRTHPWAATRLFMLLGHLVELPYIPAIKRAHHE
GLESIPADYYPPEAEIKRYQSEVVSRVLGRSQIFAEVIGLQNLWDDLGGYDGLFEDIRRAMIGDTDDHSAFTTRGAQQWA
ELKPLNNHLLEMIRPIGLPE
>MCF4118583.1 PaeR7I family type II restriction endonuclease [Rhodovulum sulfidophilum]AB33
MTAPHALQPAFPGFCPVPEAVEMLATEGGIEERGAIYTKREVVDFILDLTGYTADASLTYYRLLEPSFGDGDFLLPAIDR
LLESDASRDVLSYSTLAQRYDLLCKRLVQEWLYSSATFLASPRDAACDGRYRHLSDLTSLKTFVIEFAGHISAVAESKRF
VS
>MCF4118584.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MKIEAVILENFRRYRGRNRILISEFTTIIGRNDAGKSTILEALDIFFGGSTKLDKDDLSRGADGDEIKIGVVFSGFPEEL
TIDRGAITTLANEHLLNEGGQLEIHKTYNTRPARVTTKVSACALHPSLGVVSNLLALKNTDLKALVRERDLAAACDLNNN
PSMRRALYDAHAHELAPILTDVSLTEGDGAGLWKAIERYLPIYTLFKSDRVSTDQDPEAQNPMKAAVARAVADLSDELED
MADRVRTMVEETARRTIEQMQASYPDMRLANELTPKFQEPKWSSIFKIDLSADDGIPLNKRGSGVRRLILMSFFQSEANR
LRAERDAKGENTVPIIYAVEEPETSQHPDNQARIVEALQAVVAAGDQVLITTHNPSLAELLPIESIRFVDDEPDTDHVRV
RIADDTVLAEVVETLGVLPASVPSTGIKVAVLTEGKTDIDALLNLYDVLTASGDIEPFDLNAVFWAMGGGSTVKDWIERK
YLDKLNIPQVVIVDSDRDGKSAPESRKIKELMAMIVDPKETTFFSTNKREIENYLHPDVLVRVSNGTLSFDAAWDMDYDR
LPTRLGDVITAARKKGKIEFEPVTKDGEPMHKLETSSGHCKRVITSYLFANMTADEIKERSISDDGTCEVTKWLEAIGQH
VK
>MCF4118585.1 topoisomerase DNA-binding C4 zinc finger domain-containing protein [Rhodovulum sulfidophilum]AB33
MQDIVIGKDHFSVVELIGKGGEGEVYAIKGRSGQAVKIYNANLRSKRESKVRAMVGEGLAVKTDLIAYPGEIVTDRAGNF
LGFVMRLVSGYRPLHELYSPKSRMRLFPKADYRFLIHAASNVARAVGKVHQTGCVIGDLNHSGILVAPDATVALIDADSF
QFRLNGTSYPCVVGVPDFTPPELHGKNLATVERTTAHDNFGLAVAIFHLLFMGKHPYAGLRKGSETSMGEDISQNRFAYS
LLRQKQTQTKPPPGALTLDLFPDDIRSAFESAFGLTPNARPSARDWIQTLSKLESSLNRCSKVKTHHFPSAAKACVWCKL
SAQSGLDLFPDHSAVAPNIPTDSKGTEQAIREIAAFRFPATNDLLPTVTVRGISPALSEARSGKRGRMLLGLLMMGGAVA
GFVFAVPAWFVWIGLAFWGWAMVSDREVSTASFVQAFKDADEKVQRELNDFVQRNGLVEVVKVRGDLDDAIAAYKGHDNA
LAREVMKLKSNREARQRQAFLDQFSVRRANISGIGPAKTATLISFGIETAADVNQSSVLRVPGFGEVMTGKLMAWRRGHE
SRFRYDRTPNAQDVADERVLRGRFMAEKAKLESTIRNGLGTLRNARAKIEALPARAKNDPALLNALKARAQAERDLIELS
ASVPPSTVSLSLVSPSRQQPKPQTYTTAPQQNKPRAYGVPSCPRCGSAMRQRSGRYGRFWGCSRYPSCRGTRKI
>MCF4118586.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB33
MVWRWVAASKIGTSHIRNGDRLQDAYAVSVVGDDYLLAIVSDGAGSAKFGAYGAWMVCRTLSVLARDWFRDTADTPNDDV
VADWIDTIRDRITGISERRGSTPRQFAATLVAVITTPQEVLTLHIGDSAAVGRRSGEWDVLCWPENGEYASTTFFVTDDP
EPRLNIQRFAADYDAFALFSDGIGDLALSHKDQSASPQFFNPMLRPVDSTPDAGCLRELSSKLGSYLSGASICERTDDDK
TLILISGA
>MCF4118587.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB33
MDEFEQEPFVDAVLQENPEPRCPVLLLLDTSYSMSGAPISQLNEGLATLREELLSDSLASKRVELAMVTFGPVETRCDFA
TVDHFYPETLEVGGATPMGEAIVTGLEMLRARKDHIRANGLKIFRPWVFLITDGAPTDSWEDAKRRVHEGEERKEFMFYA
VGVEDADMNVLGQIATRQPLKLKGLAFKELFQWLSSSLSAVSQSNPGDAVPLANPTAPDGWAVAE
>MCF4118588.1 ssDNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MKKDVYQKVTDKIVADLEKGELTWLKPWSAGNMDGRIIKPLRHNGVPYNGINILMLWGAALEGGFLSPYWMTYKQAKEMG
AHVRKGERGNLVVYANTITITKTEEQDDGSEEERSIPFMKGYSVFNVEQVEGLPEHYYVKPEPVIDPAERNEYADAFFTA
TGADIRHAGNSAHYAGGSDHVQMPVFESFHSPEAYYATLAHELTHWTKHESRLARDFGRKRWGDEGYAREELVAELGAAF
LCADLALTPEPGEDHAAYIQSWLKVLKDDKRAIFSAAAHAQRAADYLHGLQPVIDEEDSKQGVAA
>MCF4118589.1 type II toxin-antitoxin system HipA family toxin [Rhodovulum sulfidophilum]AB33
MGRRRSFAPLNVFLNTRLVGQLLREKSGAISFAYDASWLDWEHRMPISLSLPLREDRFLGGEAIPVFDNLLPDNPTIRRR
VAERVGAAGTDAFSLLSEIGRDCVGALQFLPEGEEPQSQDRLTGEPVDEAQIEAILNDLDRTPLGIRRESEFRISVAGAQ
EKTALLFHDGQWIEPSGTTPTTHIIKPQIGRLPNGMDLSNSVENEYFCLKLMQAFGLRAAEAEITTFGERKALVVERFDR
LWTKDGRLIRLPQEDMCQALSVPSTQKYQNEGGPGIVEIMDILRGSDEPTQDRLDFFKANILFWLIGATDGHAKNFSIGL
LPGGRFRLTPFYDVMTVQPTFDAGEIQRKDFRLAMRLGKSRHYRVLDIVGRHFRETGLQAGLSRQAIDDVFAEIRQTADV
AIAATVADLPRSFPEEIAASVQAAISKRLEQLTDKS
>MCF4118590.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MNQLARTPKDIGHAIREARKAKGFTQKDLAAKSGVWQETISKIENGVASTKLETLFDLFAALDLEIQVQPRSKGAQRGLE
DIF
>MCF4118591.1 hypothetical protein JMK10_17720 [Rhodovulum sulfidophilum]AB33
MADTLNTSSKPENTAPAASVRDRTPEARPDCVVWEHRLLWRDYVIKIIHTCGWCRQQGVDHLSITCLAPDRAPLPITETG
YKSHFLAEFEIAKAGGAVPYVEAWLNQEASTPEWHQQEQASRQMTLF
>MCF4118592.1 hypothetical protein JMK10_17725 [Rhodovulum sulfidophilum]AB33
MVTTSRIIFLKRRKALLCYPVGMDHKDYMHALRHKTPNHPYYEPEGRSYPNVSGVEELIFLPASTWAYADFLEANTDIRI
ADWVIDADELNRDDYTIAHILWFWLWENECDRFRNGLSTPNDMPPMGYEGWADEFHEKNG
>MCF4118593.1 hypothetical protein JMK10_17730 [Rhodovulum sulfidophilum]AB33
MPEKTPKNPFNLEAGSSLPPRENTALRDKDNGSHDMPPPSWVRKPAPNLAPTGMAGIRRNLPSKSQTTPEKPRFTLGEGG
KLKGLFKPIAAKAPDKGHGHDI
>MCF4118594.1 hypothetical protein JMK10_17735 [Rhodovulum sulfidophilum]AB33
MEHHVCNRLLGAEVTLLLSPEDFMKAAKLASMPLTDANVESIWSCITESRDLYADYAVAVAGILQTLLDEFAYEALFMNP
PPDFDNPDDEIPF
>MCF4118595.1 type IV secretory system conjugative DNA transfer family protein [Rhodovulum sulfidophilum]AB33
MKRFKLKRRVTLAVLAGTTVLAAGEAVAQSLFGNSSYGYGYGGRDLTLYLMMVRIATMGTSAALGFGIGWFLSPKARQFR
KVAALVALAVGGAIAVFNNGSLGWSMTTLLSAIGFFAALGYWLGTAVKALGEVPSTFGSAKWADAEELAERGLFNKDGLR
LGTFFNGEEDEAIAYKGDRHLLTVAPTRSGKGTTQIIVNLLSYPGSALVIDPKGENAKITARARRDMGQDVKIVDPWNIV
NDPEFEIARFNPLDWLEAGDVDITENAMLLADALIMQGSHGDRFWAEEAKGLLQGVILYVATDEREAGQRHLPRVRDLLL
LDGDNLKMLFERMLESPHHVVASTGARFLQRDEKLLSNVMASAQAETHFLDSARLRESLSASDFRFEDLKTEKMSVYLVA
PVDRLHAFGRWFRLMVQQAITVNARNIEVQPDKPILFLLDELAAFGRLTMIEQAYGLMAGFGMQLWGIIQDVGQLKTNYG
EGWETFIGNSGVLQYFGSVDRTTAEYFSALCGVTTVWNFSSAVSNAVGTSSGSGGLSSSESTTSSDTRAAAQRKLAYPDE
LMRMHDSKQLLFIGKANPIIARRVPWFEDPELKAKGVDIRAKAATTSLSTPWKPTVMQQFETEDLPWNTTFATDFSAPK
>MCF4118596.1 relaxase [Rhodovulum sulfidophilum]AB33
MILKGSQRAGATQLSAHLLNERDNDHVELLELRGFVAEDLTGALREAQAISKATQCKQHMFSLSLNPPKEAVASEADFIN
AADRAEKALGLDGQPRAIVIHEKEGRRHAHVVWSRIDADTMTAINLPHFKNRLTALSKELYLDFGWRLPEGLKTLGGKSP
LNFTLDEWQQARRLKLDPREIKDAFRDAWAQSDSLAAMGNALAERGYFIARGDRRGFVALNIEGEVFALPKWIGVKTKEV
RARFGAADGLPSVNEARAAIRSRLTTKLKAFIQEVNARHERDLAPPMQAKAEMIKAHRKERQNLKDRQEDRWQAEAWERS
ERYRKGLKGLLDKVTGKARVIRQENEAHTLACAKRDREQRDRLAFAQMKDRQELQKQIDALRRKHVANRRLLARDITRYL
RTSERSPETEADRSPRDRQREATPHRTRRRDRGPRFEL
>MCF4118597.1 MobC family plasmid mobilization relaxosome protein [Rhodovulum sulfidophilum]AB33
MTDRPFGKREAPFSLRLSFEEKAKLKQQAGGMPLASYIKSLVFAADAPKYRKRRQAAEADEKLLAEVLAALGASRIGNNL
NQLAKSANSGTLYFDDETKADIKRACEDVRAMRVLLMRALGLQDSNKPRPPESTSQSFARAANTKTTLPPKSRFTL
>MCF4118598.1 recombinase family protein [Rhodovulum sulfidophilum]AB33
MTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADEAMSGASQLRPDFQRMQQAAMRGSFDVIVA
EALDRLSRDQEHIAGLHKRMRYLGVEIVTKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVKAGKSAGGISYGYR
LDRQPLPDGSFTTGDRVIDAAEAAIIRRIFMEYDRGRSARTIATGLNRDGIPAPRSGGKGKGTWSFSTISGNWKRGTGIL
NNELYIGKLVWNRQRFVKDPDTGKRQARPNPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERAADPDAPQIER
GHRPRYLLSGLLTCGCCGSGYIMISDSRLGCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAEFHLEM
EKDRVEAEAGRVEAERALSKVTKEIDNIVTAITEGMFHPSMKAKMDALEAQKAAFEAKLAALPAPSPVVLHPGLAKVYAA
KVSDLAAALNDPESRPEAVEILRGLIEKIVLSPDADAANGHVIELYGELGSILSLCGSGMCQNANARGVSAGVRQVTMVA
GVRNHLNLPEGSEAKVSTKKQGFDLLFNAYDITDVHLRSQTA
>MCF4118599.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]AB33
TAGVPLIEATLGSWQSAGHLGDMLREMRRSFAEAIRQKPAVLFIDEIDAAGSRQGEDRHNANYRANVINALLTEIDQLTR
AEGVILIAATNHPDAIDPAILRPGRFDLHLSLPLPTQAQIRHMLQRALPEERAEDLAALALAFSGQTPAAIDARLRAARA
AARRAGGQLTARALRATLPAAEPGRAAPDRRIAVHECGHAIVASLLGAVPVRRMQLSSEGGSTSRASAIHEGTAPEFENE
LTILLAGRAAERLILGSISAGAGGSPDSDIAAATQLQLQFDRAFGLGIHGSAWLGTADMKLLSDDDCTRLRVKLEQFERR
ARALLAPHRALLERLADHLLANRDLDETALAPWLSELAAGAAPAAPS
>MCF4118600.1 hypothetical protein JMK10_17765, partial [Rhodovulum sulfidophilum]AB33
MFLVGDDIIEAISPAEVDYTNPQAILDALRVDRDTREQAGPTAHLYHISADLVVSELSVPDCSNVRGFAKVSQDAFGCSR
ARNKGSAICTNMRTIKRVDLERRVLDALEHHLMDPGLVEAFCKEYTAERNRLQDAALAGRGNLEKELARVRGSHAKLVDA
IVAGIPAEQVKDRMLALDA
>MCF4118601.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MTGLAIHNLSAGYKRRPVIENLSLSSVAPGSMVGLLGPNASGKSTLLRAIAGLGAGSGRVELNGVDLAAADHKTRVETIG
YLPQSLPPASPLLAYEAVLAACRAVRALDTPTAEQTVENAFSALGISHLALERMDRLSGGQRQMVGLAQVTVRNPKLLLL
DEPTSALDLKWQLAVINAVRDLLRETGAIAMIAIHDINLAIRSCDQLAVLSEGSLIAFGPPEEVISSPVISRAYGVPARI
EHCAAGIPLVLVDRIEDGS
>MCF4118602.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB33
MLGLLVVAFICDVFTGPAALSPGVVITGLLDAAGLPSSMHYILFNVRLPYAVMAILVGASLGLAGAEMQTVLNNPLASPF
TLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVLAQTQANGADSVVLFGIALVFAINSVVALLQF
LADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTALRAGEAQAESLGIDTKRLRLTVMLRASLLAA
VAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIASKMVIPGVIIPLGIVTSIVGVPLFLSLLIAR
ERHA
>MCF4118603.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB33
MTSRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAAPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTRLDYDDLTDPRWRDRMFIRSADHMFNTGLIAAYLARYGQEKTEA
WLAGIAANNPLGNGGDRNAARAIAEGRALIGVANSYYFGEMRAGVGGSEQKAWSESLRAIVPTFDDGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPVSERVAPNPIIRKAGELRPDTRPFPAIAAFSETAEAYARNRPWNQIRM
KDPLL
>MCF4118604.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MDTITRRGFVCGAMALAAPGLARANPGIVVRDLLGREVRLVRPAQRVVLGQGRFLSMIGMVHPDPIAILAGWADDLNRTF
PNEAEAWSSRFPALKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDSDGSTSFIRSLTQAGLTVAVVDFAQDPL
KDTVPSLRILSQLLGQETRGEDTISFYQATLKRITGAFGDRSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGGHSI
AADVLPKAVGPINLEYMLTRQPDVYVATGGLKGDAAGGISIGANVTEAQARESLIRIVSDPGIAELNAVRNKRAYAVWHG
LNETPLHLVALEALAGWLNPGIKGVFDARQTLAAFRKRFPLLPQDGVYTVALDLSA
>MCF4118605.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB33
MGHFRASALVLIASLNLMSTASETRAQDDVVVLPPVVLASEGEDSDSYVAETSRAATKTATPLIETPQAISVVTEAELET
RQVQSVGAAIRYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSKGRFAGLGRPEPFGLERIEVLKGPSSVLYGQN
APGGLVNLVSKKPTSEAIREINTSVGTFGRRQGSFDFGGEIDAEGKFQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTP
TSDTTFTLLGSYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDKFIRTSRSIGYEFEHHFDDIWTVRQNLRFD
RQDADYRYVSYSGAALAGTTMPRKRSFVDQSLESFAVDNQAEAEFTTGRVSHDLMVGLDYRYIDSAFRFGTAAASSLDIE
NPVYGAPVSMPPTTRSEETDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAEN
GLAPYASYSTSFEPTPGSDFAGEAFKPTTGEQFEIGVKYQPVGFDGFVTLSTYELTQQNVTTTDPVNTRFDVQTGETRVR
GIELEGVAALSDSLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGVRYVGGRFGDAA
NRMDLPATTLVDASLRYDFENLSPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MCF4118606.1 transposase [Rhodovulum sulfidophilum]AB33
MKRRGSLTIWFDPEMTWEAKPTDKRGRQPTCSDAAVQTCLTRAFLPPFQGATGVAGTVFRISFMSGTCSRSARSRESRAT
DSLSGVGAVSVDAGCVVRRCSNTALPPPVSGRTLRPGGA
>MCF4118607.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB33
MRALIAALLLAGCGGLPVALGPSVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCF4118608.1 glycoside hydrolase family protein [Rhodovulum sulfidophilum]AB33
MFADRLAEVEAGLDRLIADPVEDRIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGL
LIRRNKARQLCHEGLDGIPADAPFRWGGA
>MCF4118609.1 hypothetical protein JMK10_17810 [Rhodovulum sulfidophilum]AB33
MAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICWASAAFPKPVEAPADKAFREAVA
ELVDCAMKEGKPDA
>MCF4118610.1 hypothetical protein JMK10_17815 [Rhodovulum sulfidophilum]AB33
MTDMSQGYRIKPLVWGEWAHVMSCHTWNELFAMRTAKSVLGPYYIGRKRILSRRGFGEHMSDDWWVEAPRQNCLLGPFKN
DIEARTAAQADYEARIAPAIEPTGEMARLREENERLREGRYDA
>MCF4118611.1 hypothetical protein JMK10_17820 [Rhodovulum sulfidophilum]AB33
MMLDVFRTLWAIAGAFGFAALARIGWECGGRIIRALTHTDPLVNEAKVRGGPRIRWFTDRTGQIVHIERVEGRDDG
>MCF4118612.1 cadherin-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
ATGAEDSAIALELAADLIQPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIPPSGFTGDFELQ
IAAIASDPEGGVATTNQLLPVTVLAEEPSRPPSSQVIELNGLISLEDTAVALELGQAFLEATGFSNLTFATISGLPEGTM
LSAGDLQPDGSYLVSAADLEGLLLTPPSDADDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITITGASSDDVSVIPF
TIGGGLSDVDGSETLTRFVSGFPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDVAVW
NQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLFDLAGFASIAVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLT
YTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALSLAINGALVDTDGSETLSFAVLGLP
EGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDSSGQLTFDVRANSLEDEGNAASTTETITINILPVTDDASLIVQAAA
GHEDQPIPLNITLSAGDADGSENVTTIVISGLPDGAVLSAGTALGAGAHAVLPEDLAGLTITPPANFSGQFDLQVTAALQ
DGTADPVTVSSSLTVTAAPVADAPVLNVTDALGLPGEPVDLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVW
SLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPERAPIATEVVVDIAPGFTVDSTASLSRIVV
TLADDPLFAEDTLALSDETASDPVISDALSGGALSLRFENDGRQAILEGDAPAELFEQLVRGLQIHTSSDQGSRTVSIDV
YDTAGELLPLDSVNLTLNPNDPAASTDPGDLFAADTSFDAETDTTSLDWGAGSDALDPPTTDDPAPYQEMST
>MCF4118613.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB33
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGEAALEKIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFDLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MCF4118614.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB33
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKEHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLESA
>MCF4118615.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILNLESGLFLCLSYTG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVRYRDRGLTQRVIARL
>MCF4118616.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB33
MIVFLTVLTVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVSKAPAPQEMKAAMASLHGA
GRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQGGVGLISRTPVFLEDGSYW
GILSLVLDAESVFAQAGILTLQNNLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPGLVWQIAATPREGWTQSLG
HLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIIVVDDSGDIVELNAAAETMFGKPTAQAKSMPV
AEMFQVETVLANTSVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENALRKSEERFRNITSQVPGV
IYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGEDWQFEGRFLRGDETRWWRA
FSRPQRSVDDPDGTVIFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVILSANAAAAQIFQYRAEELV
GQNVSMLMPDAIASRTERYLDSETVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTLAGCGSTYTGVLRDITDRVAAER
ELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLLLSETQSARHRKWINTLRR
SGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISPSPTLIGDPMRLQQILLNL
TTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTRRFGGTGLGLAISARLAEA
MDGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGPAHDRALNLLIAEDNETNRLLLNDALEMCGHSVTTVEN
GAEAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQAEDGNGPPIILLTADALSRKSFEKKNVFAAVLTKPIDWGQLFSAL
NEFARRDGEASADAQQHDKPSNFIGASKNNSDPGEEESSTEPPTLSLEWLDVLRQTIPPDRVNSIFASLIEKLDLQSRDL
RARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESRDVAHQSPLLERFDIEISSARRALKTFIETQSKPFS
>MCF4118617.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTDITPSDALGPSHAVLPTEDRRSDTVWTETTSFADRIPKPIAILLLGVIILVVWHLAATVGVVSTIILPTPLQTANELV
VVGTNLLTGGYMLGALWITFLEVLLGFLLATVIGVTLGVIVGETSFGERAVMPYLVALDTMPKIAFAPLFVAWLGFGIES
KLALATFMATFPIIVGTAAGIMSAERNAVMLFRTMGATRWQALTMMKIPTGLPHIFTGLKIASLAVMAGAITAEFLGGGK
GFGELIRVSASQLDTARVFAFIIYLSLVGVLMYGTVRLGERRLVFWQSSKSRSTE
>MCF4118618.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MIAELRKLDEGAAPAAPPIYELQGVGKVYGNGLEALRSVDLTLPRASFSSVIGSSGCGKSTLMKIMAGLTSPSKGSVYLA
ERPVLGSREDIGMMFQQATLFPWRTTLDNILLPIQIRGGRKAANAKRDDAIDLMKLVGLGGFEDAYPTELSGGMAQRAAI
CRMLITEPAVLLLDEPFSALDEIVRDFMNMELQRICMEREATAFLVTHSIGEAVLLSDTVYVMAPRPGRVVRAVQIDLPR
PRTLDMMNSQKFGDYVSEIRNLLGEEMNP
>MCF4118619.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MRLHSCLKLTSFIVGAAAWGGVATAQDLEQVTVVVPNPSAILYMPIAVAMGEGYFEAEGLDVEVEAVNGSGAVLQALVSG
QGDIGNPGAGPFLQARNRDVPVKFIYRLNPNSSYGIVVPEDSDYQSPEDLRGLTIGVGTADGAEAAFARTIFSEAGMQGG
EDYEILVVGDGGQATAGFLREDIDAYVAATNDAAILNGRGMPVRNITPAEFRVYFGNGLAAMESWLEENEETVLAFGRAL
VRGAEFAAQPDNIEAVIDHAAAQNPQEGEDRDFARNLVEQIIIRQTPFEPERGWGYQDLDAWQAWQDSLVSSGELDEPIE
DLEAVYTNEYIDPWNEAVQK
>MCF4118620.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MPEDGGAAARPVVRRTRVTAASVVSRKIRADILSGVLTPGERLKVDALCARYEATINPTREALNRLVSEGLVEVADQRGF
SVTPVSLSHWRDLVHTRCLAEGTALREAITQRTEQWEDEIVLSLHRLRKTPRFLPGNSKDANPEWEPVHRRFHDALIATC
GSELLLKFCHDLGDMASRYRHIAAIAPSARTTYNDEHQDIANACLEGDIDGAVSQLTEHYRVTLGVVEEYLRTLDEGPED
GRT
>MCF4118621.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB33
MQLLSFARDGIPVVGVMNEGIVHALDDLVPGAPSSMIDVIAGGDDLASQIADAIEDAQAGLGGLEELDLLPVVPNPGKVV
CLGLNYAEHAKEGGRDVPTQMTLFLRANSSMAAHGETIPAPEVSDKIDYEAELAIIIGKRAKRVDVENALDFVYGYAPFN
DISVRDYQRRSSQWTAGKNFDRTGPLGPVLATKDELPRGAAGLSIRSILNGNVMQDGTTSDMIFDVARIVADVSECMTLE
PGDVIVTGTPSGVGFARKPPVFMKAGDRIEIEIEGLPRLVNTMG
>MCF4118622.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MTGSRPLKPPAQAHSGPVIFDRGIPDILGYLTLCSLPVPRHVATAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTETEA
TCAVMFETYIALGYEIIELPRTDIARRADFVCEQLAI
>MCF4118623.1 phage terminase family protein [Rhodovulum sulfidophilum]AB33
MRRFRTTYLQVAKKNGKTTDTAVPMLYTQLFDGEAAPQGFCTATTRDQAGLRSRTG
>MCF4118624.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MLTIENLSLYQGPHRVLANVRLSLRPGRPLALIGESGAGKSSLALALMRLFGGRAEGRILFEGEDVMGFGRARLGRYRGG
EAALVRQSLGDALNPQMRVAAQVADAMEAQGTAPGTARERALRLLDGQGVGHLADRWPAGLSGGEIQRVLIAMALANGPR
LLVFDEPTAALDPATRTHVLSAIAREAPDRMVLLVTHDLDAAEEIGADTAVLYGGRLLEHGPPPAVLRRPRHPYTRGLIR
GRVAAHRGKDLQGIPGQYRPCDRGCVFANRCVQALPFCHDGAHPELEEEGKHRVACLRCGIVPVLRVRGLSRSHGARPVL
KGVDLTLYSGETLALHGASGSGKSTLARILAGLDRADAGEVAHDRTRPDQASAISLVPQHPRQSLPLHFTVAEALAEPLR
FRPGLSREDIRTRVEAGLSEVQLPAAPPFTLRPCAELSGGELQRLAIARALIRDPAVLIADEATSALDLSVQAKIVRLLL
NLQERRGLAMLFISHDHALCQRIADRMAHLENGVLLD
>MCF4118625.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MGAGRFLPLIAFAFLAALCGVLFPLTDAAMTGAPLVPPGWPHLLGTSPLGQDNLIRALRAAPASIGIGLVAGGGTVLVAL
VYGYAVASAPGWAGRVMLRISDLMLALPDMVLMMLIASYARPGPAGLALILIAFSWPSDIRPVAAMVRRERARDSFYLAQ
SFGAGAGYLLRRHALPPMLPVLAAMAVMNSRRAVMHAAGLAFLGLANPAIPSWGSMLAEALTQLQHPGILWLVAPPALFL
TGFVLVLGRIGLAAERDRSAPETTETAPC
>MCF4118626.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTPAPVTAAPIPAAAQVLGRLAEYALTLGLLILLNYTALWALPGDPLMVLYDDLATGLNDAATQDRLREMHGLGHGYLEG
LIRYAGRLAQGDLGHSIFHARPVAEVILPVLPWTALLVVSTAILSLALGPLLGIELALRDRHRASKPVLAGLAVLDGIPG
FVKAIAILLVFSVWLGWLPVSGAESLIPAGTTPARALDIAHHAAAPILTLVASDLARFVYFGRAAGLRVIRRPMMAVAQG
KSIRGAPLRLRYILANATPELIARTAMMLNGLLIGTVFVETVFAYPGLGGLLFEAVYTRDQALAQAILLPVGALVLTINL
LADLAILAMVRRG
>MCF4118627.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTGLRTALALLAGLLPGLFASVPGSAEPGDRPFIIADATGNWGQPSPYLHMRRGPGYLLTSFLFDTLMWKDTNGELQPAL
ARRIEPLDGGLTYRITLAEGAAWHDGRPVTAEDVAFTFGYVERFPLMFGALDAIAGAEPEGADRVLVRLRHPMPSFLPMV
AGAMPILPRHVFEGIETPFEFTGPAALTGSGPYLLDRYDPAKGRYIFRSNPGYYGGPPAIDRIALVRMSPIAAIAGLKSG
EVDLATSVPVTAAEDLRQAGLALARHSSGHPVRLRFNHRTPRFAGRAVRQAIAHGLDRRRMAETAYLGEAEIWSAGLLAS
LTEGGTERYPYDPVRARALLAGAGWHPPVAPLRLLAPQSLDPITRLVAAQLAEIGVETRIVLLDQASFEGRIAAGDFDLA
MVTSSMLGDPDRMRLTVMGTRSNQDGYDADPALTAALMAQSREANPARRAELLAEAAGLYADALPSYPLVAARTLAAGRP
GRPPVYTPGGVAPGIPSILNKQAFTE
>MCF4118628.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB33
MPRPVAKRTALLLPNPSRLREIDGSADLVLMKPSYLGGGDCPGAHRHARGQFLFPRHGRFRVCIEGQSWLASSSQAVWIP
AGALHCVRPLEDTEIHNAYLCPDICRTLPGEPTAMGVSPLLAELIAFGLTPAACCRGPDCGRVANDQGEAEARRLQQVVA
DQIRRAGDRPGLHVPTSEDVRLAPVLRRVMDNPADNRPLEDWAETAHLSSRTLSRLFLRETGMTFGQWRQRVRIIEAISR
LGEGQPVLTVALDLGYASQSAFTAMFRKMTGRTPSEIRARRRGA
>MCF4118629.1 hypothetical protein JMK10_17920 [Rhodovulum sulfidophilum]AB33
MTERVAFDPANILPVTSSANRSKGSRGPLDWLPPDRSFFCQYVLRFRRVAASYGLGFTIAKKEGLAALIRGVGCERSRRW
PGLARLLPEVDI
>MCF4118630.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB33
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDETRVAAPFAGTAIVAMTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>MCF4118631.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
AIGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGTDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLLVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERLEDRWLE
FGESGLVLAAASLLGACANSLLLRRGSPPRGLVGYGVLLLAIGALVLSLLASGPAFVIGMAVVALAYAMAIPNILAEALQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLPRK
>MCF4118632.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB33
MSRLAVLVDGDNISGCHAERILSIASRQGSPTVVRVYTNARRTSEWHDACGFRMIHAGTGKNASDVLLVIDAMELALSGG
IDQFVIASSDGDFTHLAYRLREHGAMVTGVGEGKAPSGFRGACSDFVLIDPGPSIRLVRSAPPVADLDLKIRAIIAAAST
KGAGMRLAALGASMHSKHGIRIGALPEQTWRAYLAARPHLYDLGPRGPDCMVRFKPEGFPAAA
>MCF4118633.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB33
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFEQGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>MCF4118634.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB33
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MCF4118635.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB33
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MCF4118636.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTSLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MCF4118637.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB33
MVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAAFTGDVVVGQGQMRLAAGRMLV
VYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRGTGSMEGRVR
TVLTPSDKP
>MCF4118638.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB33
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNPGRSEASNIQARLDLPDGSSAEIKARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MCF4118639.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB33
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MCF4118640.1 ribonuclease D [Rhodovulum sulfidophilum]AB33
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAILEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MCF4118641.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB33
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEAARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MCF4118642.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB33
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGAKAATETDMAVLRDGAIAAGFTFVAALAALAAMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MCF4118643.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGSEAADSILDFLAQPAQVAAE
>MCF4118644.1 GFA family protein [Rhodovulum sulfidophilum]AB33
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MCF4118645.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB33
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGSQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSPPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MCF4118646.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB33
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLIPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MCF4118647.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB33
MVKRRGLGYHPGMAKPTKSAGTKRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLARRLRRAARRGALAVLALVALVLIAP
SLVNPPTTPTMMSERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKN
VYLWQGRSWPRKALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKD
RDPNHLSPTLLRRADQVEEGAATILADGRSDCFDH
>MCF4118648.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB33
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MCF4118649.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB33
MGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDPLAALDRPDRAAISVYA
QNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRNLGNWFFLGVIFTTVELPV
DAPETGHCGNCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPELRPLLGNRIYGCDDCLGICPWNKFAVAATET
KYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRDAVARLSEDADPVVAEAARWAV
ARLSRV
>MCF4118650.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLIGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MCF4118651.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB33
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEAFVRA
>MCF4118652.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGS
>MCF4118653.1 response regulator [Rhodovulum sulfidophilum]AB33
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MCF4118654.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB33
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAEGTASLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MCF4118655.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB33
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MCF4118656.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB33
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MCF4118657.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB33
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGARLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MCF4118658.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MCF4118659.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB33
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMSEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MCF4118660.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB33
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MCF4118661.1 DeoR/GlpR family DNA-binding transcription regulator [Rhodovulum sulfidophilum]AB33
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETWPGL
>MCF4118662.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB33
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHRAMLDRIARLRAGQAA
>MCF4118663.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPDECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MCF4118664.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MCF4118665.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MCF4118666.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALISELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRLRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAPPETATETPHA
>MCF4118667.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB33
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATHAE
IVSIDRRPAGKFDPRLARLTERVADDFGLARMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MCF4118668.1 phosphotransferase [Rhodovulum sulfidophilum]AB33
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASVLTAGGVFLKVMHPEMREGFDLDAAMTLARQAGEAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEPPVLAGAMAALKALHATPALTNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRTGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDVGTLLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MCF4118669.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB33
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MCF4118670.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB33
MPRYSATAGGERFVFDSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALERGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MCF4118671.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB33
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHALVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIDAARKLGRTGVALKDESGTRPA
GALAP
>MCF4118672.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB33
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLDDIRRQSGIACLFITHDLRLVNRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPSEIPTAPVEADAAPSPIPVP
>MCF4118673.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPERLRGRVVAS
ILQNPRSGFNPLRTMRDHMRETCRALDRPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAPFLF
ADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRMLVAA
HLALYGKELPA
>MCF4118674.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB33
MSLELNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFVEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MCF4118675.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB33
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLMVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MCF4118676.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MLSRRSLLALPFYGACLTTPVTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYTFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQALYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MCF4118677.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MCF4118678.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILIGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQASD
WQPALGIWAVPALLGCLIWWRVTDPRASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVLAGLVVSYWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MCF4118679.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
ARLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSET
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQANLCVI
EGAAHISNADSPDDFTARLLRFLSSQPE
>MCF4118680.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB33
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYRPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRTIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLDRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVRLHPRRPGDREA
>MCF4118681.1 hypothetical protein JMK10_18200 [Rhodovulum sulfidophilum]AB33
MLRILALALSLALSACDSPGMDYAGIPPVMVEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCVIRPDT
LSGDPAMAYAKLTCTGS
>MCF4118682.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB33
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWEAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MCF4118683.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB33
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTTPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MCF4118684.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MSDHKLLGIAGSLRKGSYNRMLLREAARVFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTWGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MCF4118685.1 acyl dehydratase [Rhodovulum sulfidophilum]AB33
MSEPADTSGAGEDAPKEAVGKSQVATDVLDPTRIVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHI
GGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPAQKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPD
PDRGRPRPPAPVAPETWEDAVELTFTPTLLFRYSALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTI
RHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPGAL
>MCF4118686.1 ribonuclease HI [Rhodovulum sulfidophilum]AB33
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MCF4118687.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB33
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIASLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARAIRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MCF4118688.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLFLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MCF4118689.1 LysE family translocator [Rhodovulum sulfidophilum]AB33
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MCF4118690.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB33
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MCF4118691.1 DedA family protein [Rhodovulum sulfidophilum]AB33
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>MCF4118692.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB33
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSETAQND
>MCF4118693.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB33
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>MCF4118694.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB33
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MCF4118695.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB33
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MCF4118696.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB33
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>MCF4118697.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB33
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>MCF4118698.1 GTPase Era [Rhodovulum sulfidophilum]AB33
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MCF4118699.1 bacterioferritin [Rhodovulum sulfidophilum]AB33
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MCF4118700.1 ribonuclease III [Rhodovulum sulfidophilum]AB33
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>MCF4118701.1 signal peptidase I [Rhodovulum sulfidophilum]AB33
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSDPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MCF4118702.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB33
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAERTKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRHAAPPTR
>MCF4118703.1 alkene reductase [Rhodovulum sulfidophilum]AB33
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPANGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVAGEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGSYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MCF4118704.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB33
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEELAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MCF4118705.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB33
MSMESARSEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPKDPAETLSWTEFQGRITQAANLFRGLG
IGPGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRRKSPGHYHADVLDFHRALAAEPADRLTFEDPEKDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDDLPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDH
>MCF4118706.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPEHPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MCF4118707.1 DUF4172 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAAAVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMHRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWDFNALQPLWRDFRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MCF4118708.1 hypothetical protein JMK10_18335 [Rhodovulum sulfidophilum]AB33
MTVPFLRPILVLACLAAIAGHPAVAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRLLGRSTKGLER
DVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARREAEMAALEDE
VAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQYYGVFVVMAEL
QVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERILDRQKARSAEA
MEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVGNS
>MCF4118709.1 hypothetical protein JMK10_18340 [Rhodovulum sulfidophilum]AB33
MSPTIPAGLDLAGLEDVTASRHGAGQMAAPDPALGHDMGAMVLGSAFEPGQDGAAGKDARRTDP
>MCF4118710.1 hypothetical protein JMK10_18345 [Rhodovulum sulfidophilum]AB33
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRLGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MCF4118711.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB33
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MCF4118712.1 heme-binding protein [Rhodovulum sulfidophilum]AB33
MLSRATKVIAAFAGFLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTDTAKGAKIAMTVPVLQTQEGSREMIFILPDTLTLDSAPAPTAPRVSLARIPPRRVAVVRYSGSMSNRA
SAEETRLRDWMTSKELTPTGPAEVAGYNPPWTLPSYRRNEVLIPVKKD
>MCF4118713.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB33
MKLYVITAVLFLFIDAAMLSLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVFLVAAPALRDAVPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVKIMMRLQG
>MCF4118714.1 hypothetical protein JMK10_18380 [Rhodovulum sulfidophilum]AB33
MGLRCAHWQPGKRRWRFRKGGFSGEFGSDYSSEDFIRRYEAALEGHRTLGGVGAGHAKAGGVGLLVSKWYRSQDFSKNRA
TALRSRQWQSKKVGPCYPLAAAM
>MCF4118715.1 hypothetical protein JMK10_18385 [Rhodovulum sulfidophilum]AB33
MPELKQVSIVPAFTRDGRLLNENGFDEESGIFLDLQVSVDVPENPTRRDVRAALRQLWLPMSQFPFEHKSDKAHALEVDN
LH
>MCF4118716.1 phospholipase D-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MPKRESSKAGSELFIVDNSADEWRAIRYLRDWCQLSKSIDIATGYFEIGALLALGDEWQKVDKIRILMGDEVSKRTKRAF
EAGLQEIALRLDKSIEQEKEKNPFLRNVPAIVDAIQSGKIECRVYRKDKFHAKAYITHARLEVVGSSALVGSSNFTVPGL
TQNIELNVQITGTPVAVLQEWYEERWEEAEDVSIEVLKTLERHTRNYSPFDIYARSMQLYFSGHEETATEWEKNSSRLYP
ILAKYQRDGYGALLKRAGKYGGAFLCDGVGLGKTFIGLMLIERFVQYENKNVALFVPKSAKSPVWERELRNRLPDVFKGF
SRLKIFSHTDLMREKMQEELEQVRAQADVIIIDEAHHFRNTGTRGEEGAKRKSRYWHLYDLVGGKELYMLTATPINNSLL
DFQHMVELFSRHRADHFRKNLIHDLDGDGFADMFAQTIAYGMLAARISRPMGIIADNLADMVPKTNPFLKELFGNFLKIG
GRDKRTGLDFDELGIRDIVDVLNDADMEAVLRDFGDRNPKEDPIIHFYELFLKEYDPQKRMQRGVFYTPRPVVNFIVRGV
DEILRTEFQLPLGLADTSTWAEVAARNDRITIPAHVQPDAPFVQILDPATGTGTFLVEVIDLKGVRFV
>MCF4118717.1 hypothetical protein JMK10_18400 [Rhodovulum sulfidophilum]AB33
MTGHKTLALVQHYTAAAEREGLADSAFEKLLARPNGEQNLANLPDWFANIDTKSLKVKGN
>MCF4118718.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB33
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVELETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>MCF4118719.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB33
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVARHLAAQTGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>MCF4118720.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIALLDHLSIDRPVPVLGHSFGGVVACHLAAARPDR
VSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQNSIRRVADGWTLNFEPAEFLLSERAVNGDHRGV
WLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHIDAPAEFARHLRAFLEGSCS
>MCF4118721.1 hypothetical protein JMK10_18425 [Rhodovulum sulfidophilum]AB33
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MCF4118722.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB33
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MCF4118723.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MCF4118724.1 cytochrome c1 [Rhodovulum sulfidophilum]AB33
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MCF4118725.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MLNLEGLAIRQGNFVLEADLTVVPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>MCF4118726.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB33
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSGALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDMACLGLAALFLILPLAMVALRGLPGLAGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLAGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPQLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MCF4118727.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB33
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIIEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAATETGLFAPHDQHPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQSAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MCF4118728.1 chorismate synthase [Rhodovulum sulfidophilum]AB33
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAIDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVATLSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MCF4118729.1 hypothetical protein JMK10_18465 [Rhodovulum sulfidophilum]AB33
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MCF4118730.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB33
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MCF4118731.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB33
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKSDRPKSDRPRSERSRPDARPDR
APRPPRPAPAEAATGASTGTAAPWGRPDAPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEADAPKPKAPRREA
DAAPVERPRKPRPGAERSGPRSEAGGPRPKEGCKDGWKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGPKTGPKTG
AKGGARDWPKDKRPAASDAAPAERRRADAADTSKRFERPGAPKGKGAKPAGGGKRGAPKSGRSSGNAPPRRPR
>MCF4118732.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB33
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARAGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MCF4118733.1 hypothetical protein JMK10_18485 [Rhodovulum sulfidophilum]AB33
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MCF4118734.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB33
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPGRLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVAVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MCF4118735.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MCF4118736.1 hypothetical protein JMK10_18500 [Rhodovulum sulfidophilum]AB33
MTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGKPVMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVTVDFSYVSCRAGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>MCF4118737.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB33
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MCF4118738.1 thioredoxin [Rhodovulum sulfidophilum]AB33
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MCF4118739.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB33
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MCF4118740.1 Trm112 family protein [Rhodovulum sulfidophilum]AB33
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MCF4118741.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB33
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAAGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MCF4118742.1 phytoene desaturase family protein [Rhodovulum sulfidophilum]AB33
MAGSAGKIGVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFTFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MCF4118743.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB33
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MCF4118744.1 acetylserotonin O-methyltransferase [Rhodovulum sulfidophilum]AB33
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRTHRPFIASVVVGCKPGAT
>MCF4118745.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB33
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MCF4118746.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB33
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MCF4118747.1 hypothetical protein JMK10_18555 [Rhodovulum sulfidophilum]AB33
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAVAPARELEDA
>MCF4118748.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB33
MTEEVKYDEAHTAEVIEGTPREAGTPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGPAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MCF4118749.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB33
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLEADLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MCF4118750.1 protein PufQ [Rhodovulum sulfidophilum]AB33
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MCF4118751.1 light-harvesting protein [Rhodovulum sulfidophilum]AB33
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MCF4118752.1 light-harvesting protein [Rhodovulum sulfidophilum]AB33
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MCF4118753.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB33
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MCF4118754.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB33
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MCF4118755.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB33
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVIAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MCF4118756.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB33
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVSE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MCF4118757.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>MCF4118758.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB33
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPAEARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWIAAEPRDITAALRAMWEGRE
>MCF4118759.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB33
MSGVVILGAARTAIGTFGGSLSGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQQRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLVPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MCF4118760.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]AB33
MRTLLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPATRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASTPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRNFARPGESQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MCF4118761.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]AB33
MALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFNARSSACF
PKARAEAPTPYAGAVSARIVATDPATLAAAPTRAAELDFLRDRDLAGARAQAGKLPQDHPVDGATLDELRRAAASARAAN
RPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASINAYLRGGTPALRARALDVMAGALEDLGR
GRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDPGLAVTVE
DRRLCVEGLSHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSGRLDLTLY
RMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLDEALAGQPAGVYALSAAIPGEDP
YEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTRGRAGAAP
AMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSR
PDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASAKVLVEDFLPERIDFELGLPEAPIDPAAPPL
LSVEARYLFGAPGADLPIEGEVQLAAAAGLPDYPGFVFGRYDTEIAPAMAMIVGAGRTDAAGRAQIGLTMPALRAEGKPV
EARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGLPENTPLHWALNRVETRYQWYR
VDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDMLELSLDK
PAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGHNPARALG
LAHATVDPGPHRLSAAFEVPAEAEPRQPLDIALKVDGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQRKLGMGL
RDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGADGIAHARLDIPAFNGTLRLMAVAWSPTGV
GQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELTRGGKTALSIPIA
AGAPGVQHVKVALSTPDGKQLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMLPGTGRATLALGPVARLDAA
GLLASLDRYPYGCTEQVTSQALPLLYLDQMAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDFWLDAYVT
DFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTKAGAFATPLAAGQL
GAALAAYGDPTRADRMFARAARMMAGRMGRDEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAATDRPLST
QEASWMLLATHELIDRPGTGAGGEGFTLNGAPLTGPLVRLLTPGDGPAVLGNDSGRPETLTVTSFGVPEVPEPASGNGYA
ISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEVRHSEA
RQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MCF4118762.1 response regulator [Rhodovulum sulfidophilum]AB33
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGVPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGTG
>MCF4118763.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB33
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEAAHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQAEPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MCF4118764.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB33
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MCF4118765.1 YggT family protein [Rhodovulum sulfidophilum]AB33
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MCF4118766.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB33
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>MCF4118767.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSALYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALLITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYALSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPISIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MCF4118768.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB33
MGTCLAVLLAVSLAVPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCNRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MCF4118769.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB33
MTRLLPGIFAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLGVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MCF4118770.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB33
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MCF4118771.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB33
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLSLGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYPLNDFVDA
>MCF4118772.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB33
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MCF4118773.1 universal stress protein [Rhodovulum sulfidophilum]AB33
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAVAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MCF4118774.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQALR
MGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTL
DDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPIIV
SERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAWV
EEATGIMNDAIAAQ
>MCF4118775.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MCF4118776.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MRKFLGGRTPEEWLGAILMTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPT
KLRLCMLTLADLLWLGFNAVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPAD
ARIGD
>MCF4118777.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGNWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MCF4118778.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB33
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGATRILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEDEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MCF4118779.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MCF4118780.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB33
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPETL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAAKDRMQARFEQLIDCWQSARQAKAA
>MCF4118781.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB33
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEQKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>MCF4118782.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKPDIDLFGVFVPTLLVLALGAYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MCF4118783.1 FUSC family protein [Rhodovulum sulfidophilum]AB33
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDEPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MCF4118784.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB33
MSKGPETNTDSEPGRELEGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MCF4118785.1 hypothetical protein JMK10_18750 [Rhodovulum sulfidophilum]AB33
MPLWRATTPIERENIGARLSEIWPDLRDGRLDQEPITPTSYNHWLDTRLSSLTDPNWLAGQPLFAAMSFCNLLGAELRRV
QDLPSDDREAKATGFHFAPRGALLHRSREGFTL
>MCF4118786.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSLDPARPADPEGFGPVPPWWQMRARHAGTYDRAWQDTHHPLLPGDFDYRFYQVAPPGLQLAGYLAPGMPVEGEGLLPGA
EPFRFRLPDLMPFARFSFTDGREVTARLNLDGLHLDLREGVAFDLTWRAWIPSCPAFYRIDLELGRWDEVMAVGLPVPGA
EGLEIA
>MCF4118787.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB33
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGWRA
>MCF4118788.1 lysozyme [Rhodovulum sulfidophilum]AB33
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECGAMFAGRLAEVEAGLDRLIADP
LEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
EVPFRWGGA
>MCF4118789.1 hypothetical protein JMK10_18775 [Rhodovulum sulfidophilum]AB33
MHLVPQWRALIRRAWSIRLILIAGLLSGVEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MCF4118790.1 hypothetical protein JMK10_18780 [Rhodovulum sulfidophilum]AB33
MARVLGYALTYASFDGWDWFRLLAMVRLTARERASLAYAALRSLEPEQAEMTAAMVLRAAGAPMPPFLRGMEEARF
>MCF4118791.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRHPGWIALRTVAVMM
NILMAFYAFTAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDETPDATTLIGATVIAASGSILFLREGRAQVSGNQPALHATDRAGVAPGPVLPGVEETPE
>MCF4118792.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB33
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>MCF4118793.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB33
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHASPPVFDGSEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MCF4118794.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB33
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MCF4118795.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB33
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MCF4118796.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB33
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFAEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MCF4118797.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB33
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAEPLTDTVSDDPLPE
>MCF4118798.1 heme-binding protein [Rhodovulum sulfidophilum]AB33
MRLSAFPTGLVLAAALFASSLARAETYRGYPEVPYSIERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MCF4118799.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB33
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MCF4118800.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB33
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MCF4118801.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB33
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MCF4118802.1 peptidase M23 [Rhodovulum sulfidophilum]AB33
MPGPFFGPFSSGQALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLSHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MCF4118803.1 S41 family peptidase [Rhodovulum sulfidophilum]AB33
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MCF4118804.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB33
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVDIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MCF4118805.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB33
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSSGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEELTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALADRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGADTPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MCF4118806.1 xylose isomerase [Rhodovulum sulfidophilum]AB33
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMETTGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGILGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLNGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MCF4118807.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQGVDAL
LILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNADFLRA
GQQEVLQPAIDAGKIRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSGQDGD
HAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELADGTPMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLTTVTDAGW
IGVEALCQGVTDGPAPCN
>MCF4118808.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB33
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVLLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTLIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MCF4118809.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MCF4118810.1 hypothetical protein JMK10_18885 [Rhodovulum sulfidophilum]AB33
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCRLGLRGLAICGPALAALVL
LARRPQH
>MCF4118811.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB33
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGCYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>MCF4118812.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB33
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>MCF4118813.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB33
MGRIILVTGGARSGKSSHAEARVRAMPGAPIYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MCF4118814.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MCF4118815.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MCF4118816.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB33
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MCF4118817.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB33
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARILHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MCF4118818.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB33
MPTVRPTAHRFLTSILFAAATSFAAAPFALADEASAPALAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGKTPAQFFHLGTYFREPVKIFAVEDGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVTGAYRMVL
GDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIKGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEME
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MCF4118819.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB33
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILTAGADTL
LGFNEPDLARQAGVSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDGLDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGDDRLSGGAAAELMLGGAGDDLLTGGGADTLCGGAGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHAAVGWTLGADLEDLTLGGGALEGNGNGLGNRLSGNTADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGAGDDLYAVDTSSDRILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGF
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGAGADRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHGLWVGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLGTVGALIDDLQIV
>MCF4118820.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB33
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGVMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPKLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>MCF4118821.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB33
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MCF4118822.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB33
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MCF4118823.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB33
MTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGWSPRN
PPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEILQE
TLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPAWIM
KYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGTILSIA
AATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVRRYLM
GKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMT
>MCF4118824.1 hypothetical protein JMK10_18960 [Rhodovulum sulfidophilum]AB33
MKSLGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYEDIRRATAPETFEKLTT
GDYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAAAV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILDAYARGLQRLVSKDTGMIALFLGTAGFLAAKAMRGRLLP
FDKAVLAALGFVLLHFLAFPSGFVRHYFVAACLCLILWARLIDGWSARRHHRSPDDAERQAAS
>MCF4118825.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYDPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGITCLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTCDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVTKARVVAGRADERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MCF4118826.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MCF4118827.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MCF4118828.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVVLAWTARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MCF4118829.1 hypothetical protein JMK10_18985 [Rhodovulum sulfidophilum]AB33
MSHRTRIGGFCIDCRTEDPGPALAFRSAASGREGALVEDVRSGWLRGPPAAPQVILQAVGHDPRVPLDIEAECVRPTGLG
AVEVTRVRDRVVRQAPGGHRFCPVLPEGDFPKDAMEVD
>MCF4118830.1 hypothetical protein JMK10_18990 [Rhodovulum sulfidophilum]AB33
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MCF4118831.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MCF4118832.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MCF4118833.1 hypothetical protein JMK10_19005 [Rhodovulum sulfidophilum]AB33
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MCF4118834.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGDEGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAIETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>MCF4118835.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB33
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MCF4118836.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKELAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>MCF4118837.1 DUF3833 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MCF4118838.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGGLAAAAALAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLVAIALL
AATPLNRETIG
>MCF4118839.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRRSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MCF4118840.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MPIDSAGGRRRIAVIGGGISGMGASHLLAETARVTLFEAEGRLGGHARTVLAGRNGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQDILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLETALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MCF4118841.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB33
MTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRID
VLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIR
LALDRLRHEMT
>MCF4118842.1 ChrR family anti-sigma-E factor [Rhodovulum sulfidophilum]AB33
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHVTAPEPDALADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATARLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MCF4118843.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB33
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEELGADQDEMMPRLPGAAE
>MCF4118844.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB33
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGAHRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYERLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLTVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MCF4118845.1 insulinase family protein [Rhodovulum sulfidophilum]AB33
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MCF4118846.1 insulinase family protein [Rhodovulum sulfidophilum]AB33
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MCF4118847.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MCF4118848.1 signal peptidase II [Rhodovulum sulfidophilum]AB33
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGINFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MCF4118849.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB33
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MCF4118850.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB33
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAACCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MCF4118851.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARARRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAVALAAATGGVALPTGSVRISGPVQVSALPGYGEGAWWVQDAAAALPARLLAAWPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGGDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGAAVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPGLSPILFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MCF4118852.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MCF4118853.1 YrhK family protein [Rhodovulum sulfidophilum]AB33
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MCF4118854.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB33
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MCF4118855.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB33
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>MCF4118856.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB33
MAMRIRAALLLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAARGETLAFA
MNAGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRAYLADPPDCRYATQSGPMLVIDGA
LHSRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPSLGRHDAGLPMGPI
VGAVVPAGD
>MCF4118857.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB33
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFAGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MCF4118858.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB33
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMNTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MCF4118859.1 hypothetical protein JMK10_19140 [Rhodovulum sulfidophilum]AB33
MQAFRLPAAMDAVRIDPATVERQAIRAGRPGGQHQNNTSSAIRARWTSADGKVYAVVVRDNRSQHQNRRLALERLAALAA
AEKAEADAAREGETWALHGQLQRGEPRRIFEGRWFKELK
>MCF4118860.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB33
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MCF4118861.1 VWA-like domain-containing protein [Rhodovulum sulfidophilum]AB33
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTKVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALGPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPSGAPFGRVLSLAR
>MCF4118862.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTVAGESPHTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAEEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MCF4118863.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB33
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVAPEMPPEARCEAG
>MCF4118864.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB33
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MCF4118865.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB33
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFEDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQAAAA
>MCF4118866.1 hypothetical protein JMK10_19200 [Rhodovulum sulfidophilum]AB33
MSYHVEALCDRRRFGSAARKQIAMYLANKASDDGAGIWCSKVDVLVSQGRSVAEAVRSIGVAVVNANIREDLQRAAHRFF
DSLAAFAHQAFPPRQQTFYDPDWHPIQTMGPLEGIRYFNDAFSSEQQYMLERGFGLN
>MCF4118867.1 hypothetical protein JMK10_19205 [Rhodovulum sulfidophilum]AB33
MIYREADDRRRVRLYGSLGLAVAVTSLFLFVAWVGFGSVTHIVGVLCGGGIVCVGLILNTWVVRSPRLHLVLTTCIAIAG
SPVSIVLAWYATRGFGLASAWSDLTFAAILLVIIALSVAETRQADLAAFERELYKRGGLRRVSDDQIEFRLRGAPQNGPY
GAYFRPFKAVKWFEIAFSISLGTVTLIVAPFAFTSVSEPIQALWVFPVMFIGVGWLLRIALTGVVVNWRLLSFLRRNSAQ
>MCF4118868.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB33
MGALFKATNRPLRRAQVLAFFERLPPCPIGIEACASSHHWGRELTKLGHTVRLMPPMYVKPYVKRGKSDAVDAEAICEAV
TRPT
>MCF4118869.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB33
ELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTAAL
LMGLLAVLVF
>MCF4118870.1 hypothetical protein JMK10_19225, partial [Rhodovulum sulfidophilum]AB33
GAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTANADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATL
GAD
>MCF4118871.1 hypothetical protein JMK10_19240 [Rhodovulum sulfidophilum]AB33
MIPLTFLPALDDAAIIELARMFLARKLMAEDRRGTLSPMVNAPLAQCQVLASSTAEQLHDWLPRLIERFESEMADRSADP
SLSRHLAQMPDPTARHNLILQYFLPFALPAKIYQHYAEHLIGAAAGLRPDTGPLYPTAPSGGKIVLPRPFLSSIYDQLLT
GRHSLLHLEARRSGQTDTAASDRAITAFLQSLAEEEVSSPGTLFHERTLPMEAFAASQAYAHMMELGFSRAEMEAAFAPW
VLIG
>MCF4118872.1 hypothetical protein JMK10_19250 [Rhodovulum sulfidophilum]AB33
MGGETLNATLEVIAANAVSLMCRGLSVSTSWFCSWRAAAPKRAERRAAREALLAGIGAIFGASHRRHGAPRSCH
>MCF4118873.1 hypothetical protein JMK10_19265, partial [Rhodovulum sulfidophilum]AB33
AEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGTSTADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLG
ADSRSVTAPLAVTVTPVADPPRLEVAPATGAEDSAIAL
>MCF4118874.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB33
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKL
>MCF4118875.1 hypothetical protein JMK10_19275 [Rhodovulum sulfidophilum]AB33
MNKLIELKVCGPEAQEAVKAKALRYLPMLPVLLNLLPYYLCVYFERERLSDLWNVARPAMLGFNAFIAFMFFFSIALYYY
LYFSKRAEAVVVGLLLFSTVPMHLMALGVSVFILKSFAFTAITLLATLFAASNFRKANKAIDDEALHRYAQGVIINDDGR
LKYCHGVDFEDSLLAIKSVGRGRYVMECALAIPMILLMLLVWPVVFTDDKFQNNIPVITLFWFIFVVFGVMLRGVALSQA
WLLYRVLRLVRSP
>MCF4118876.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>MCF4118877.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB33
MILTISTVTFLPPMAKAQEQVSPEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGT
NLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITAKPSRVQEG
YLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQK
IEALPNLIMLKPYDRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGE
FWNIDEAREKVFNQDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLS
AGLRQNWTESSYDGAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGAT
NDTVEVGFATAFADGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEI
TSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLG
LTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MCF4118878.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MGHAFGEAGGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQGGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHLLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPLRIESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKMNRKG
>MCF4118879.1 hypothetical protein JMK10_19295, partial [Rhodovulum sulfidophilum]AB33
MSGLESHSATRDPSIMQQSAEEAQAGGDRREGLTIELHGALAGLLRLATGAEALTQATMAGSTKGDRLEGI
>MCF4118880.1 hypothetical protein JMK10_19300 [Rhodovulum sulfidophilum]AB33
MTLRSFGQIMPLQGGMLFLAGYGSPEEDGVRDLVRQIDDEKIIENMKEGRRILQKVTAHDFGYSLHDWHNFLINDKKHSG
HYMRASTWVGVERAVKAELRNPDRARLEALADQM
>MCF4118881.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
YNFARRPKTPSGLTPYEYVCKICTSEPDRFILDPIHQMPGLNA
>MCF4118882.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDT
>MCF4118883.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MKRKRFTEEQIMSVLKESEAGAKTDDICRHHGISSATFSSWRKKYGGMEAGDAKRLSALEAENAKLK
>MCF4118884.1 hypothetical protein JMK10_19350, partial [Rhodovulum sulfidophilum]AB33
DDGINPLPTNKEGADWLNAVMGDWMARNGYPGAGSEEEFFRNWLTRNAAGVALVGLGAIEMFGGVTVAIGSGGLAAVGGV
ALTVVGFDTLSQGAKMLWTPDRHASERGWIGDLVHDTATHFGGEETAQGFDRGWAVTQILAGFGAPIVIRYATTKATRVA
ASGNNIRPIVRGQLDEARLGIAEVKGHKFGQGVVGDYSPLPSGRGGLFDIGGVGRFRAAPFESDVRVFLRMRNASIARMS
RNHQAAAGGLPSQRPVLSEADARALVDEATQHLGLQNASRYVDEVLVTAEESSYFTVGPGGQRILAISASQVNSGGQFEK
LVTAAHELNHARAFHILSTRTGLSPQRFVREHFAHPPSSPAYVREEIIAESRAHVAVRNALERSGAKIDPSELAASQRYI
DIHRNALSHYERTGSWHRDFLRYYGL
>MCF4118885.1 hypothetical protein JMK10_19355 [Rhodovulum sulfidophilum]AB33
MTRPIYIESLRRMVAPFQYALLERLRDLYPSSRLDVDDAGFLRSPKLGGASDLVSFHEFLERNRSQELRMGRCNWLDNLG
KPPVDGGLEDAQAWVDEAVKTVNEQLRQIEMFED
>MCF4118886.1 hypothetical protein JMK10_19360 [Rhodovulum sulfidophilum]AB33
MRKKKKRSDERKHFEGLLEDRYWEVLDGRDPVKHWDLSEENQSDNIIRHYGRNWSEAEALVATLEDTHLDESYSPDKRYS
VEHYMDIITRNTRLRDNSGDPNEIVRSEQTRAEILARLSELAHLDFGDDPDEWRRWFKAFDEDDFFPPVR
>MCF4118887.1 hypothetical protein JMK10_19365 [Rhodovulum sulfidophilum]AB33
MAHTKMSRIAAFFTEAEALVSALEDSHLDDEFSTSKTYEVVFETPAGPSRLALAEGRKIEKYRNVPLPKIKFWNDCATSP
AMTLEMIQMSGETGWKFGKQSRH
>MCF4118888.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
VLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCDK
>MCF4118889.1 hypothetical protein JMK10_19375 [Rhodovulum sulfidophilum]AB33
MTIASFGRITPLQGDMLLLVGFGPSSRDGIRDLEIPVEQNEILENIRKGREELVRSTGQDFSHSLQSWHNFLMSSGEFKR
KYTHPYGWRNVERAVKAELRKPERARLEALADQM
>MCF4118890.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
QTTLTPAQEAVAVALRKALLLPLDDLLAVVREFLTPHVSRSGLDRCLRRHGVGNLRALKPKDPKPAHGSFKADAPGYLHI
DIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAAT
GQHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDA
LKDWQRQRPELFRKRAYNHAGCDI
>MCF4118891.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
ICEANGIEHRLAKPNHPWTNGQVERMNRTIKDATVKRHHYDSHGQLRSHLADFLDAYNFARRPKTPSGLTPYEYVCKICT
SEPDRFILDPIHQMPGL
>MCF4118892.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB33
MHICKPLLVSLGLSTALVAPAMAQDATAKNVILLITDGAGIETWRAASYYRFGGLGHEVYDDFDVQVFASTHPLTTERQP
TMTDEGAVTFDPAELWNAEADSSVYEGNIADYPAYFAGYAYSRADYTDSAAAGTALASGHKTYNSALNWSNNDTRMKHIG
EYAVESGRALGSISSVEWTHATPAAFLAHNRSRNNYEEIAQEITDGGLATVVMGTGHPYFNGNGERVEAPSDKDFRYVGG
RDTWNRLVSGETAYKHIETRADFEALANGTLDMGGKDRLIGTAQNVKTLQFNRDGVAMGDLLENVPDLPTMTKGALNVLS
QDEDGFFLMIEGGAVDWAAHANNLPRIIEEQIDFNKSVEAVVDWVEANSSWDETLVMVTTDHGNGLLEGPDSDKVAYSPV
INQGAGALPLVRWHDDTHTRELVPVYAMGAGAEYLLDVAKPAPGLATYGVSEDSRVYVDNTDVFGAALHAFGLTEALD
>MCF4118893.1 hypothetical protein JMK10_19400 [Rhodovulum sulfidophilum]AB33
MMIGKLHLLGAILGFMAAMPALADDIGSLPATAGGHAQGRAARRPRKRPFIPAAACTQAAKVRRADEADSRVTLP
>MCF4118894.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB33
MKALVIIDMQIEMQHRIEAGRDCVNADAPIRIATLAGAFRQQGLPVIHVRHRDGNPKSPLHADSVGYSPMPCAEAIEGEA
VFVKQTSSVFASTDLAAHLQNEGITELVVTGAVAGFCVNSTVRSGADLGFNMTVVRDAVIGFDLPAAGQTAQVIFDVTMA
HLEADFALLVDASAVMAE
>MCF4118895.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MCISIIAAEGARLVLGARRADLLERTVNEISADGGEADFIVGDVEESGYAEELVKRAEERFGGLDGAFNNAGTTGDMGPI
PDMDESNWHKVMAVNLNSGFYAAKYQIPAMRKRGGGSIVFTSSFVGHTIGLPGMGAYAAAKAGLIGMTQVLAAEHGPENI
RVNALLPGGTMTPMAGEDAAVHEVVRDFHALKRMADPSEIAQAALFLLSDHASFVTGTAMIADGGNSINKL
>MCF4118896.1 hypothetical protein JMK10_19415 [Rhodovulum sulfidophilum]AB33
MTADLTELFSWIKANPGAAATISAAIIAVCGVIFSAFSAFVTGRRSVYISSVTAERSKWIEKLRSNIAELLQVCAAINNE
TQTGLAYDEKRNKADGLISLISLQLNPADEDGIDKNLIAHLRILVEATEKSGDEFRKEEKKFVRHSQFMLKEEWEKVKTE
ARGWIATLWNKVRGKKCARKCAYKRFVREELKWASKDQ
>MCF4118897.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB33
MRALLAALLLTGCGGLPGPLGPNLAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MCF4118898.1 lysozyme [Rhodovulum sulfidophilum]AB33
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDRLIADP
LEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>MCF4118899.1 hypothetical protein JMK10_19445 [Rhodovulum sulfidophilum]AB33
MSAERFRLAAEALPAPQARIFWDLAAASTRLRDEISKAPDLITPSRRLVFFYLPKMSELSLRWARLAARDPFKPGTPADQ
ADFQAYLDILQGAVSSCRARRDDELAQSMEAFRIQLERLAK
>MCF4118900.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]AB33
MTPERLFGAMAFRHPWRSYQARILADLEAHLDDRKLHVVAAPGAGKTVLGLEIIRRIGLRCLVLAPSLLVRDQWIERLKS
DFVQDRLPDLAGLVSTDLTADVPLRVSTYQGVHQKRNETFPAFDLLCLDEAHHLRRSWWHTLTGMADRHDCVTLSLTATP
PYDAAAREWANYDALCGPIDAEIPAPELVKSGDLCPHQDLVFAAVTRHAADYVRNREEEAGSLDMLRNDPEMLAMIEALP
WIADCRGHAAEILEAAELFSAMLIYLHDAGRPLPSYARRLLQIRQGDIPPQSWDWLQVLCDGLKARLPSSTLQALTRMGA
LRNDRILLPPPKFADRIEILRDDDARLEACLEIHALERAARGPDLRMAILVDRIGRLSLASEAPATGFNAVHLLRRLTAD
GGCSDAAIMTGQVVVLPRALAEGLAAQPLPDRPDHVLIEGRDFDAAIARANAAFHAGDVGVIVGTQAFLGQGWDAPGLNS
LVLGTNLASFVAVNQLRGRALRIDRRTPGKCSNIWHIAIVPDEHVSGEDLEALQRRFACFARIDREALEIRSWFAPEASC
TAQNEKARRLAATHGDLARDWNSALQIGEDIGGRLMQETGIARRQSQVILPRSSGLASLWRRLFDRPVPEHEIRRTLGRM
GHLVLESLRQLGDIGTARDITPYVLEGPEGHRIGLDRATRYEETLFHETLRQVLDPVNNPRYLIVVPAGFLRGRAQLFAV
PPRFDGNKRRAEIFWKNWQAMLGRGQLVYTRTVAGRGLLQSARLRTSRNRTTHNLQWK
>MCF4118901.1 transposase, partial [Rhodovulum sulfidophilum]AB33
YRRADGPPNLLVDSTGIRFLGDGEWQARKHGVQGSRQWRKLHLAMDTATSDIRAVEFTPSREGDSPVQPDLLDQIPQDED
IGTVTADGAYDTRRCHSAIIVRGATAI
>MCF4118902.1 hypothetical protein JMK10_19470 [Rhodovulum sulfidophilum]AB33
MAPAALPLTFAGPPGWAVLGVVGLGTLLWYGATRERAPAVPRTETDTQTKTCDRPWTVRVHAQGNDCGGTSSSTIGAPPI
VKTSAPVTRAEGIALSNATWALLNKRQQAIRVQSKTKLERYINSNPPLGQRSFPASDRSGGKRMDIDNYGCSPNFLA
>MCF4118903.1 hypothetical protein JMK10_19475 [Rhodovulum sulfidophilum]AB33
MDRSALEALPNFPFFRFRSSEAEFLLLELYWPAVIREAIGPEAGALVVPLAEADQDSQNFGTPVLLSFWIPRIGRGLRVL
HNDPPDGESRSESQLFASAAIRQQPPGWELPTDGQSAPAVDRMEELVVIADTDPAVADAVAEAARLFLLKDISLADMQAY
CDELEEEWLAK
>MCF4118904.1 hypothetical protein JMK10_19480 [Rhodovulum sulfidophilum]AB33
MAGEIGDGAPNLWPAGWYHPEVLTTAQTPAELREWLWSGLDARIRSFAWWASASESEGFLLLYHQSVAQLGFWLSPGLRG
RGWGKVALRRALTQLPNDANTVVLAEIAKENTVAYRTVGGKDEYTLWKRVPAKWEAY
>MCF4118905.1 hypothetical protein JMK10_19485, partial [Rhodovulum sulfidophilum]AB33
MADIPKRQHYLDFDVQGASWVLRVNGVDLWSRGSTGLYSSSLPVNDLVNKGENTVSLVHFPTRKLDPETGAFLLEHHDHF
GAEIRLEAIARDGSREEIHLLSVRYEVDEGPLKRLPQPLAGGEFVTETAHLKTEGDLRGTFSPVEDGGILVLGSGESDLA
ETLTARFTVDDDLPSDFFWEDKAVPLQDTREMRAGLRRAYQDFYKLVEQGRGAEILELARPLWARAGTTLAGGKSAEDYI
GGKDGLRRFSRNPGD
>MCF4118906.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIRASMDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALR
>MCF4118907.1 hypothetical protein JMK10_19500, partial [Rhodovulum sulfidophilum]AB33
ISPRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYGRQRGDAADDNAALAEAYEARFGSRPAVLDRPVAEAQCAVL
DFARSLQARPGPLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPDGRLRFGLSLPEGAAAAPQ
LLLAVADRKGVVEGK
>MCF4118908.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
AATGRHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTP
IDALKDWQRQRPELFRKRVYNHAGCDN
>MCF4118909.1 hypothetical protein JMK10_19510 [Rhodovulum sulfidophilum]AB33
MLGFYQKELQDFLDLVCGITIENPSRGDKAVDIYCGAIQTPAYIARLKVALKQVSRTAGLMGAMSTRTALAVDGVTVDID
YIEPQRVRVRFRNFEPRKTFVHGPVVSYSTVDIEASYPNFDGGTWTSTLTIEGSDI
>MCF4118910.1 hypothetical protein JMK10_19515 [Rhodovulum sulfidophilum]AB33
MSVVPKLSWTQRMHRRGWWRLGRANPHEPLNSPDQIRGLHRLIRVIDDDTIELRNFMSSIRWLWLFTAILIIGGWVWSGP
ITMNVPPLPKPLLGLVAPEYYGEWIVNMVEQKHRDGVRTEEPRRSEWLASEAQAAREEWKTGIVFLILFAVPPLYWLFAP
GPRGVRVDRRRKLVYGWKGFRFYCIKIHDFDLIEIDAYYTTRRGPEGEKYGHLVWGLPRADRPEKIGDFLLGRGPTPNWH
QFTLMHNAAASFLWHKEDPDWLVKRKTTPRGRNNWIDWLAAIASFHLIPAIWPPSTERRLQQFDVKSRE
>MCF4118911.1 hypothetical protein JMK10_19520 [Rhodovulum sulfidophilum]AB33
MSKKHEDIVSENLLYAFVDFGSSLVDPPNCFIVPSAEVAAVVKGSHALWLATPGKRGQQRNDSNMRRFLPDYSKVGLDIG
RPLGWLDPYREAWHLAEARS
>MCF4118912.1 hypothetical protein JMK10_19525, partial [Rhodovulum sulfidophilum]AB33
ASSSPACEERSASSPSIPDLAQKRSCHEQGRPTRGYVIIRDGTDTLYKLILVAIFAFLSLIGFMPGLRGHSLSMAAQYPA
TL
>MCF4118913.1 transposase, partial [Rhodovulum sulfidophilum]AB33
KGIIEDTQSGFPEFAQDVLRVLSRQLVELHNRLRWYEITMPIQARLSRQAQLLQTIPGVGPVTASAVTATIGSGHQFKSG
REFAAWLGLTPRNHSSGGKERL
>MCF4118914.1 transposase, partial [Rhodovulum sulfidophilum]AB33
LAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKLPRCVVGMEACLSAHFVSRRLRDMGFDPRIIPAIYVKPF
NKGQKNDYNDAEAIAEASLRPNLRTVTEKSQD
>MCF4118915.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB33
MQGIRVARKTVAKLMKDQDIRPLCKGRRFPRTTDSRHNFGIAPNLLRRNFKASEPDRIWLADVSHVPTDEGWLSLAAVKD
TATMEIVGWSMSERLKGSLAVDAMRMALQNRRPTSGLICHSDR
>MCF4118916.1 hypothetical protein JMK10_19545, partial [Rhodovulum sulfidophilum]AB33
MATARRTMRPEDRTYPGRKGLPRGPRSARFGAAARQEQQLALTESPRHMRLTACSTAWAAMNSSFAF
>MCF4118917.1 UDP-N-acetylenolpyruvoylglucosamine reductase, partial [Rhodovulum sulfidophilum]AB33
PGGVKLPAGKLLDLCGFRGRRRGGAAFSEINALILVNAGGANLRDVDALAARAQDAVRLRFGVDLVQEPSRVGN
>MCF4118918.1 NUDIX domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVK
>MCF4118919.1 hypothetical protein JMK10_19560, partial [Rhodovulum sulfidophilum]AB33
LHRVDQKWIAEKRRALGFASHKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSDRPRPA
VELTDAEGLVRARSAADRVGTKTGYSSHEMKTFFDDGWEDSS
>MCF4118920.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIQTIFFNPLDAQFGVFPRQSLPAPIAAKLAQSGNGALFALIDAARFGDAEALVDAGGQCLFELDEENSLGDVAPYLLAL
DDAPDLLRGLFTRSAQANALWGKEVGVLLRSQSGIAQLRRHLRRFTQISGEDGKPRFLRFYDPVVMRHILTALSADEARI
ARWFWHGDNRIVESWIVPQERMDGVLFAQMPDRLPRPIPPFRIDASYQAIFDAIMTERLARKVSGAVRLSVGNPCGLAAE
AWERLMLDATALSLACGCVTPRAIGYIASVAVLRNTLPSAREIADWVPAAGHPAQEGQQAKAFYQAQQDHFERWPQARPA
LLTPEI
>MCF4118921.1 hypothetical protein JMK10_19570 [Rhodovulum sulfidophilum]AB33
MISPKTSYEQTETEGLEGLSASAQGSDACVPCENPYLIAFYPLRIAWADLLGEVDDGFTYPDSLSKANGGNGFVPRRLRK
SKANAGNGFTLRRLRKGYLYIRDTAAAVWSVFEFTPDETATGGKFQRLEFDCEAENGPWIKASEAPVDLPYLPDSADEIE
LCYASHLWSPQTFARAEADTDGFRAHVMTRLTLSAPADGTFSAPLADLARHAEEFSGRGIVNPHEDWTALSDQPLVPLSA
DAVIRRGAMMGAKSKTGPVLVALHDPEGVAAEICMCHANRVGIRTRYLEVNSYAILSGQASKVLQNAGRARLDEGGLGWL
ETRNLNKWISSIRPERDVVLDEIEARLASYDDALEGILNAWRKFFDMGRSAPLSTPGSLQTHSLQFDPDDSLGSDIAGRI
RFAQISVAAITGSKAGIEELRKTVFAPEAWGEAQNPVANAVKLVTGSLSLASLGAQYAKEIRDAASSLMTDISMPLSLEI
VTVGRVDMLKEINRFSSGIVQHRIERVVSPVSDVQRELARQSRGSQSTKMISRGHQLNTVVTPLNVYKIDGVVHVAADRA
FDMFGTAGAGFTIFGNILNIVSLSGTSGPSMARGQSGRFANDPGIGIAMNSVEALTKAFEISRTVGTAGTPVTRSYSVNG
QLDRAKFAKLVKNVNGADDLVRVMVNDGKMVQTGTLAASESRLVKVVGHVGSAIGVATAAMDALNAREAYQRGDTVALGS
YTASAVGGLVLGSMVVMTVPLAGQIMAVVLLIIGGVLAFFVDDRVTKWLKNSYWGTSPNYLYWYNISRPSLADNMNGLPV
GHQSQAEAIARQDPDYYDPRFMKRELQEFHQIVYWPRNATDPASMRAVRDVGMWPFNRRTTQTESTKKYFEVSFHLPNFI
DGISQFDGRIFAYIQMSRIYNGASDLQAIEVTDQFKSSLKLTGPDVVTGSFMINAPDNTDGNTLNNIYWDVTRVKIVEGW
SYEPTSDIAIPMNYDDPLFSEEYSEDGLGGKNSIDILG
>MCF4118922.1 hypothetical protein JMK10_19575 [Rhodovulum sulfidophilum]AB33
MFPSDMFLINIVVFVPLALFGFALSFRRRARNKRERAAAENVGELREHRGSDHLFCDYAEWQAGAEPTGMKRKIAPRITP
LLCDASEDKLVLRAGYHVMMRRLAITLALIVLGGGMAKFAITDAVSYVQRGHHFTKYIEDPDGETRSVYVDHDATPWNYV
LKKINQASLAYENRGTDLAGVASTTLELIAREFSQLGFYGSILGFILMLLSKAPAPIVIDRKRRLVYTWYRHRFWAAPWD
KVRITRVEGHTRHTALAFALHDTKGKGGTRWFILSGAPAWGEKDDPRDRLLPDARTFSRWEGMRLWISEWVAGQRDPPPK
EQTRRFALLHLLAPRMREVPKKGIEDWPKL
>MCF4118923.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB33
MYSINGFFKRSQNLAYDAITARAEYGRILTLASILKRYNSDFADFAFNNEDAQRRYAEIGDEILKTDEPSSDLLAELEIL
GSQKTIPVEGNEDQHFKTIWETNQSINSKYGSRLLFIELKGHQTYAAKIQVTIDFQSARFGGVEINLPMKGDTDFWYQHW
TTMRDIMFAAMEIWEFDWIVAQPTMYVGLQKNLFVDRRSFGWMGWTPQDLPRGVNSALARMEPHKSGTFMLLQERMMNMK
APDIEACNKAEAYLLDHGALALL
>MCF4118924.1 immunity 52 family protein [Rhodovulum sulfidophilum]AB33
MDTELSARGQALADQMLLQDEPSEEDLAELDRLSASPNTTFLFDEPKNFLNSMIAAHQRKTVDDPEAPISLSVRTDGTYE
GEIERVVYCNGRDFGSVVLQMPMHDNTDFWYQNWTVMRDIMFAVMDIWKVDWIVAQPTMYVGLQKNLFHDRRSFGWMGWT
PQPLTNSASTAIARSESYRGGTFMLLQERMMNMKPPDIETCNRAEAYLLDRGALALL
>MCF4118925.1 cold-shock protein [Rhodovulum sulfidophilum]AB33
MANGTVKWFNSTKGFSFIQLDDGDKDVFLHISAVERAGISRLEGGQKVTFDIESGRDGRELASNLELA
>MCF4118926.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATATPRIRAAIRASMDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALR
>MCF4118927.1 hypothetical protein JMK10_19605, partial [Rhodovulum sulfidophilum]AB33
TTTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNNGSITAEDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLEN
DLRDTLRTDEDGVTRIVASLDGAGNDVEN
>MCF4118928.1 hypothetical protein JMK10_19610, partial [Rhodovulum sulfidophilum]AB33
TLGADSRSVTAPLAVTVTPVADPPRLEVAPATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSW
SLGP
>MCF4118929.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MPKPSPTRHRRTNWSEYNATLRQRASLSVWFDPGTVWQAGKTGKRGRPETFSDAAIQTCLTLK
>MCF4118930.1 hypothetical protein JMK10_19630 [Rhodovulum sulfidophilum]AB33
MPVSRPMNYAHLISKNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMFTGPFVLAP
ILRKFLETHEPGVHRFLPVRILTEKSENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDSKYWGGGLPS
EDPDDPCAFHGDKVQRRHVWRYAIGVTEDRFNSEYACSMEFWKFYRSHRMLGWGSDKICTVT
>MCF4118931.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAV
>MCF4118932.1 hypothetical protein JMK10_19645 [Rhodovulum sulfidophilum]AB33
MFSDIRAADEAISLNAVVRDISALDEKAQLIGDVANIVGIEGTDDEYRRFAMAL
>MCF4118933.1 hypothetical protein JMK10_19650 [Rhodovulum sulfidophilum]AB33
MSYPFLPGGIRLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFEWYDADG
EYYTHYVDLVCRLRDGRGIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALAQVGKQMLVEAFVPKVRQADIAALSQARLDRSSIGFWPPGFSASANGMPTTWSFFQIA
GRLSSKPCRHMRTRCRAAS
>MCF4118934.1 hypothetical protein JMK10_19655 [Rhodovulum sulfidophilum]AB33
MNVEKYCHLKVENTAVLGGVEKLAILFSQNLSGILETGGMCLSDLEAGICENSAPETPHSRRSGQVGPVSFMGNSRICG
>MCF4118935.1 hypothetical protein JMK10_19660 [Rhodovulum sulfidophilum]AB33
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAAADMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDGHIQWEANCDGEGGSKLLDVLNRLPVAGLELHRTFGTFCGHWLEEGFNGADEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARGGAS
>MCF4118936.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB33
MADATIGLSDLAGRCLARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDPRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALHLEGGTTIYNRAGAKMTSEYNVITAVSGVGYLE
NDGSLTSTNTTYNQTAAAAFYKSGTVVNSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKGHYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMSSSDAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSEDEDLKGFGSLTMAGNAWTLSGGVQADALTVTSGTLTLTGTDLSFGSVDLAGASTLIVNG
NFNSSGEMTVASGSRLGGSGTFGEIAVQSGGILSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDNVTSDYAYLDPSLVYDRVNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEREGYTSRAATGA
DMVRAADAPEIWVEGFGAWNRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEDGGAAALAGQSQDMSTLFTTLGTRGSAQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>MCF4118937.1 DUF2207 domain-containing protein [Rhodovulum sulfidophilum]AB33
MLFPFRILPALFLILLSAAPLQAAERIRSFISEITIDGDGGLQVTETLDVQAEGQRIRHGIFRDLPLTKDGIRWGGFDLA
EATMDGAPVDTRIQRQDGMIRIYLGDEDTVVSPGEHRFRLRYDVDRQVRFFDDHDELYWNITGNAWDFRIDRAAARIRLP
DGAVATDVETFTGPLGSREQDAFEQIEDGGGTVYVMADGALDWHEGLTTAIAFPTGIVTRPSVIDRILFTFRDRPADMIA
LFGTLLLGAALRLIWRRKGKDAPLGRIRERSTPPEGISPALAQYIRANGGGTNSAMVAATINLGVKGFVVISQSDTTWSI
TRTGKANDGTLPVGEAAILAHLDGLEGPLVISPDNRKAVLALLDVFSAAMRDEHGETFHISHANWIMLAGVGGYGLAFAI
MWQALAGQTWLMHVIPALPLAIPLLTALFGGTLRDVALMVGIALGISCLMWLILGALAGALGLLSGAGLIALPVIFALFA
ARIGLTTATGRAHKIEIEGFRRYLSAARLKGRSRRNARHQFEAFLPYAIALGVEKQFAGAYEDALTRSISRGRVPTHVWM
PAWYHGTNINGGPFGGGISAACEAMTSGVNACTTSGSGSGSSGFSGGGFSGGGGGGGGGGGGKPEVAVVLRCQAGPRRST
TL
>MCF4118938.1 hypothetical protein JMK10_19680 [Rhodovulum sulfidophilum]AB33
MNHGDALALVTPNGRGLALSDRINWAIFPDGTLRVAGKPARILRAISRPDPFTRSFTVTFPDLPVPEEAPQ
>MCF4118939.1 hypothetical protein JMK10_19685 [Rhodovulum sulfidophilum]AB33
MIRTTALLLCLATPAFAQLADGVQKDFYDDGTLAREITRSGGELDGPWRLYYPSGQLEEEQFYVAGRIDGVERKFHENGQ
LASKIHWTRGERDGAFQNYDRDGNLTMQGAYVMGAAVGPHIEFWPSGERRALRNFDNGRELGLSRRWSRDGVLTREAEYS
DEGDFIRERRWKDGTLISVREPVQVDGHGPGEKLKEYEGNFTETDIRAEGYRLTTRHLKDELIERSEVIDGQMQGLYIST
DPIQGDVTRVTYVDNQPDGLFTRTWNGKVLDRGMYDHGKRVGQWRREQTSPFVDLENYDAKGRLDGEQRTLGLDGKVRMR
VTYVAGTLDGPYESVGPEGEVLELGQYDMGQKTGPWQEIARNLEDLHSGTYVEDKRDGRWTITNAEGHPAEILHYDIGEE
DGLHYLFAPRWRGGRGSGMARRCP
>MCF4118940.1 hypothetical protein JMK10_19690 [Rhodovulum sulfidophilum]AB33
MDEVQAWRDGVRDGYTTYYQGGRPVLHDLWQDGALARTDLPVDAQ
>MCF4118941.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
GMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRK
>MCF4118942.1 IS3 family transposase [Rhodovulum sulfidophilum]AB33
MSERLKGSLAVDAMRMALQNRRPTSGLICHSDRGIQYASGDYRQLLDAWKTTASMSRKDDGLNNAPMESFFGSLRNELVH
RPRFRSRRDAKAALFEDIAIF
>MCF4118943.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
YLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQH
EFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKD
WQRQRPELFRKRVYNHAGCDS
>MCF4118944.1 hypothetical protein JMK10_19715 [Rhodovulum sulfidophilum]AB33
MSYLPLTDKLRQGDIVLVRGENLASKGIRAATRGQFSHAMICVDPPTMIEAVPGYVRNLSLSRCYIKNIKNIRVLRYPDK
SIAVKAATEASLWLDMPYSILAAICSVKSMPRKDSDSGVFCSRLVAEAYRKAGGDFVDGQPTSKITPAMIDAEPNLQDVT
ASLFEPAPIYYNLDALSALDVDVLPWVADELSQTRRNCAEGVLPAIREYEDALLTKEKLIPSFMRIVDLLVSGKELSRHD
AAGERKHLAAIDRAFNISISESGLEEKYHTLISIQDKESTDLIADSLQATPRFDIASIEQGIANSDRIDRRAYAAEIIGE
IADNLDFCGLKKYSGLEKSIVACMRRNQEAAKEAVRRRTGR
>MCF4118945.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
GMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKAKTPIDALKDWQRQRPELFRKRAYNHAGCDMYPL
>MCF4118946.1 hypothetical protein JMK10_19730, partial [Rhodovulum sulfidophilum]AB33
SDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLSSSGSIGGDLDVSEGEARIDGSVTGAVDVSGGSLEAGR
DSALKSGLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSDGLDLADGSVGNTGTIGGAVTVGGGELTNGGTLSDDVSVSG
GVLSSSGSIGGDLDVSEGEARVDGSVSGAVDVSGGSLEAGRDSALKGGLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVS
DGLDLADGTVGNTGTIGGAVTVGGGELTNGGTLSDDVSVSGGVLSSSGSIGGDLDVSEGEARVDGSVSGAVDVSGGSLEA
GKDSALKGGLDVSGGSAETAGTVSGGVSVTGGRYDNSGSVSGGLDLADGSVGNTGTIGGAVTVGGGELTNGGTLSGDVSV
SGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSRVGSGGVLVSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDG
NIETAGGKDTALNLTDDGGFTNNGSITAED
>MCF4118947.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
LLPLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKDPRPAHGSFKAYAPGYLHIDIKYLPQ
>MCF4118948.1 hypothetical protein JMK10_19745 [Rhodovulum sulfidophilum]AB33
MADTPLDLKTVCIGPYDASIPVAFDIQYESVVLEGFALTSRGSADQVDLESEAEDLRQRLQRGITDEAGATRTLRWSETW
ADARVLASDRSYDLPAPDPEGYDVTAFVRHRKGVFQLEGYVSFAREEAALDVLRTVVETVRSGSGPGFCIDGGHYPGPLG
SGSVSAVLRDPDVPRYAITVTITAGAHAPGAFAVERNLSPRARPREVGSAPGFEVRIVSDAVSDYEDEAMIRFTARAGYP
AEPGEPHLNIAVTLSKDSTSANAPPYDVATSVAIWNTLLDSLQRRAQ
>MCF4118949.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MTEQLFVGFHHFAMRTPDLQRSITFYEALGFRQVHEWTLPDYGIDRAVMMQAADTKSWIEIFDLKAGIPMQGRGAKVGQA
IATGALAHICLTVNDLEKACARIVEVGATHLHGPENLGLGQPEVSVQNAIFEGPAGEVIELLQHVRFPSDLPEAV
>MCF4118950.1 hypothetical protein JMK10_19760, partial [Rhodovulum sulfidophilum]AB33
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYAR
>MCF4118951.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
HEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQ
>MCF4118952.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIRASMDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALR
>MCF4118953.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MNILIITAHPDPTSLTHSLSSVATDQLKLDGHKVRVSDLYAMNWKSAVDHDDFPALPASERLKVGPASKQAYSTGSLTED
VVQEQEKLLWADAVIIAFPLWWFSMPAILKGWVERTLSYGFGYGRGAHTDTHWGDRYGEGLMAGKRAMLCVMIGGWEPHY
SPRGVNGPVDDILFPMNHGVLYYPGFTVLPSFLVYRSDRLDEAGYNIAAERMRGRMKNLFTAEPIPYRMQNGGDYLIPSM
QLRPELNPRITGFAAHLKPTDEENS
>MCF4118954.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MNAFAVDRLTGLSAFVRTADLGSFAAAGRVMGVSPSAVGKAVTKLEDQLQVRLIQRTTRKLSLTDEGRIFHERCRRILDD
MEDAYESLQRTRAAPRGKIRVSAPVIAHHLLMPLMPDFTERYPEIEFDLDFSDRVVDLIDESIDVAIRSGPLPDNRFMVR
RLPPFRLLLCASPKYLEQHGFPQTIGDLASHRGIGFRFPNSGKLFEQTVQNPEQHLDLNLPHVMTCNSLEAVREAVIRGV
GMGCLPDFLARAPLSTKAIVPLLIDDLEVFGQLNLIWPSNRHLSPKVRAFVDFIVEKLFTENE
>MCF4118955.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIRASMDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALR
>MCF4118956.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MTSSTPLGDRRITFDQLRGFILIAEASGFQHAATRLGRSQSAITQSLKRLEDIVGCRLVERRQGRVVGLTPDGERFLPAA
IEIVARASEAVSAMQKPQITGQIVLGVPDDFQIFDLHGAVSRASNLNPSLRIEVRSALSSDILQMFDRGDLELAIVKRVA
TDPIVQKSKASCLLRKEPLHWIANEKRSLESLNDLPLAIFPEGCSYRRAALEAVASIGKNAYSAYTSASYENIRSAVSAG
LAIGVLPRSALSKDHVILSDEEGFPSLPDVHLIMIQATRCTMVNQLAEFLQYSAVHP
>MCF4118957.1 DMT family transporter [Rhodovulum sulfidophilum]AB33
MQRLIFSAQIVIFSLIWSSAFIAGSVAIKDFDPFTLLVLRFALSALVLLPFGWVGHSLFDVEVVRHGLILGLLNNAVYLG
LSFSALRLIRPEVVIVIISSAPFVTTFVATRLGLEPLSKRIIGGIMLGFVGVLVISGIATSEPPNIWGLLLATFGMLAFV
AGTIIFRKKSSGLPILQTNFWQSVAGAVALLPLAAVSGHPIGAPSGQAFFALLYLVFVVTIGGMALWLLLIRTSGASSAS
SYHLLNPFFGVLLAHLVLGEAVRTTDFIGAVLIGIGLILTTTKSGKSHVRKQPHLGRHVR
>MCF4118958.1 DUF1284 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTVRLRPHHLLCILTHVGEGYSPAFTANLAVIIGRIGAGEDVVIVDGPDEICAPLLDGSEPHCHRKSVVARDRAAADDIG
ELLALPLEPGTRLSLDEAVIQRFRREFAAGRIRSACGGCDWNPLCSSVAEGGYPGAFL
>MCF4118959.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB33
MTASTTAPAGAALNPLGLQNRPLAWKIGAVILGTVLLAASSYIEVPMFPVPVTLQTFAVALVGALYGWRLGGITISAWLI
EGASGLPVLAGGAAGAHHFVGPTAGYLFAFPVAGMIMGWLAERGWTGQRVGLAFVAMLTANLVCLTVGAAWLTTLVGAEQ
AIVAGVMPFLLGAVLKSALGAMVLKLICGRMTRKGG
>MCF4118960.1 hypothetical protein JMK10_19820 [Rhodovulum sulfidophilum]AB33
MDRTNTKTVRKQYHSRQVGSDRHVWDVHRLMRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHVALINEVDP
LHPVILCAEGRLMDGMHRVVKAIAEGRTHVPAVRFSRTPDPDFVNVPLDELPYPDEVV
>MCF4118961.1 HigA family addiction module antitoxin [Rhodovulum sulfidophilum]AB33
MSRNPNRCPTHPGELLREDAIPATGKSKSEIERMLGLSRQHLHDVLAERKPVSSEVAVRLAKLFGNAPLVWIRMQGPMTH
GTPPAKSMCRRFQH
>MCF4118962.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]AB33
MARRRHRSRGHEPPGLRFSQPSGHTPTRYTVHVNRPWCITFEFRDGDAYVLDYEQYH
>MCF4118963.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB33
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWIVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTESP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGVFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSKGLELSFD
GQAARHLRLGAAFGYADATFVDYPDSQIGDAGGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MCF4118964.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB33
MNGLRPESPDLQKRLAEEIARPQGLIAGIDALDPGIAGAVLLRARFRPDRYRPELFRELGLDRPEQLARAVPKRCCEYLA
GRVLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDAILKLCCT
PADRALIAAAPDRTALRATLLFSAKEALYKALYPVFRKVAPFEATELTALPSDGLLHLRLTAELHPSLPAGRVFALRYLT
WAAAAQDSGQGHGDRQVLTWILHEPASVRLGPET
>MCF4118965.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELDWYR
PEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVPPANGRTVCPAAEGP
AGRSGRDGPQ
>MCF4118966.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAIPVFVATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFKVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVAEMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLEDGRIAERGRHD
ELLAADGLYARLWSHRAQAAGWQIAG
>MCF4118967.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MPQTDTPTEAVGASQPAGAKPDFFSSLKLLMRYGQGNGTVIAVSAVLATAAVALELVPVWAIWRAVTALAADEAGAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVESGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPEG
YETRLGEGAASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGPTPEKRSVPRMETAQ
>MCF4118968.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MAGKVTRRILTVAVLATVAGGVALSFRPSPELVDLAEVARAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHERGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEAGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARMILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLVDGMPVAER
QAE
>MCF4118969.1 ABC transporter permease [Rhodovulum sulfidophilum]AB33
MSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPGI
ARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLNG
GRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRYG
SLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAML
IALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPPG
YGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDHSDIGVTLTRA
VGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEAR
PGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIAI
KTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLALP
LGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAAVAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>MCF4118970.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSDGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKRP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MCF4118971.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MLQNHKTEEIAPGLVLNLFNASFSEPFSIEMEHEPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAAC
PCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRENCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALSSRPQVAMHPA
>MCF4118972.1 MFS transporter [Rhodovulum sulfidophilum]AB33
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGPAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYHAAAMADWQMVVVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAIKAP
>MCF4118973.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB33
MAGDEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVQGSDAAGVVLRVGSQITNCKPGDEVCV
HPGVVNDHAPECHEDDLLSPQIRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGPNGARMH
LGESVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPHERGIARLRGRIR
AAAGDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGL
INPVLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPKDGIRDPGLRRAAGIDPFLQKLMVS
>MCF4118974.1 hypothetical protein JMK10_19890 [Rhodovulum sulfidophilum]AB33
MSRQPCRHFTAEFKEQAVAVERLAAGAGGRGLALNPGAVIPEPHAQGQIEILIVDEAERL
>MCF4118975.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MNQSHAIDAFGALAHDTRLQIFRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAVNGLVRFLLEDCCGGDED
ACAGLELPRT
>MCF4118976.1 hypothetical protein JMK10_19915 [Rhodovulum sulfidophilum]AB33
MVLYDQDFETPSSYQNDGGDLNIYRSVNENYGGQPAGFSFAQAFTVETLNVSGSHRRGGTAAFGSGWSDPAGIGGNFSIG
MLSDRQNDLLGLSFDVGLFDFFNVSIDVSSIDLSTFGGPYVPEDGLAPIFRFSLFDNPGGGRRLAAGPCSTASILSARHH
RERSSIGRPACSASARQETQTAMSRFKSTCCRGDMLRLIISF
>MCF4118977.1 hypothetical protein JMK10_19925 [Rhodovulum sulfidophilum]AB33
MSTTSSPDPFNALVEALDLPPVKDGPLSGARFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAESLPRLDAVVRVLLHSQTTPVTAPRRLLVLSDAVELALPAVQQQLRAALDEITRRTGLVAEPIRF
AELVGEDVALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLARSERLFQQINAALPP
GTMICFPTTPTAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEGCPVGMSFAAGHYQDESLLVALSEL
LGPQGS
>MCF4118978.1 colicin immunity domain-containing protein [Rhodovulum sulfidophilum]AB33
MEVQKYITLLSGFLSGEVSAPNFETRYIRTFKGKTSLVDESSFRALNDLFFDGIRIAPIPSLRDDDDPDEGGLRSRVKEA
LEVLAKNKILP
>MCF4118979.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVW
>MCF4118980.1 transposase, partial [Rhodovulum sulfidophilum]AB33
PAHALKRRGSLTIWFDPEMTWEAKPTGKRGRQPTCSDAAVQTCLTMKVLLGMVDIGAPLVRAKMSTRQ
>MCF4118981.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
FARRLKTINGLTPYEYICKIWTSEPDRFILNPINEMPGLNN
>MCF4118982.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB33
MDAIVAGIPAEQVKDRMLALDARRRESEAALSSAPASGPVRFHPSMALTYRDRVGALIRGLGDAAGMEEAKEALRALVDR
IVLTPAAEGEGLTIELHGALAGLLRLATGAEALTQATMAGSTKGDRLE
>MCF4118983.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB33
MPSSRLTRHRRTNWSEYNAALRQRASLSVWFDPGTVWQAGKTGKRGRP
>MCF4118984.1 hypothetical protein JMK10_19965, partial [Rhodovulum sulfidophilum]AB33
MEEEEGAKRGQQRDIGEGRSEVRKGQRGTAIEGLSQRGEVKAGGQRGKGAGEGTPLEEVLGKKEGGRKKKGEGGEEEEEG
RKEEEEGEVEGKEGKKKEEKEEEEKGERGEKEERG
>MCF4118985.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
GMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRK
>MCF4118986.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB33
VSEITPQDIKGALAPIWRTKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPAL
>MCF4118987.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAILASTDPAWMVAERYGISEQTVWKWRSRDDVHDRSHTPHSLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVRE
>MCF4118988.1 hypothetical protein JMK10_19985 [Rhodovulum sulfidophilum]AB33
MRSRDDYIDRYHKQYAQWYDNNRDLIERSDTSLIEEHLPHTKMSRIAAFFTEAEALVSALEDSHLDEGFSTSKTYEVVFE
TPVGPSRLALAVGRKIEKFQQYFATQNQILERLCDITSDDFGNDPDEWRHWLEIWKADPPLMYYR
>MCF4118989.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB33
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKL
>MCF4118990.1 hypothetical protein JMK10_20000 [Rhodovulum sulfidophilum]AB33
MPASRPMNYARLISNNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMSTGPFVLAP
ILREFLETHEPGGHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDGRKYWGGGLPS
QDPDEPCAFHGDEVQRRHVWRYAIGITEDRFRSRYACSVEFWKFYRSHRMLGWGSDKICTVT
>MCF4118991.1 hypothetical protein JMK10_20005, partial [Rhodovulum sulfidophilum]AB33
MSDSFPFLNAPVINTQTVGIHLITYQNHHVISSEAFDGATFMKALAKAGLWNQRDYHLSRLLKNSGLAALRGTCFIATTA
GTETAMRGSDKVTGSLFSYVD
>MCF4118992.1 hypothetical protein JMK10_20010, partial [Rhodovulum sulfidophilum]AB33
SEDHKYFEGILAERIHEEYKDVDPAEWLYTHDGGPLQEQITYMAVNWDEARALVDALENTHLDDDYLPTKQYLLAHFMDV
YARNKRFNNKSGDPYEIVSSQKTRAEILARLAEIAHLDLGDDPDEWRRWFKAWDEDDVFPPVR
>MCF4118993.1 site-specific integrase [Rhodovulum sulfidophilum]AB33
MPSFLVPAFLIYIAFTPERSGDYIIAKSPTEPLGPRQVQAAIAEVRAAIGVMHGKSRLVPHGSRYTAAKQLADAGCSVQM
IQAVTGHSSLAMALKYSAGADRTRLAKQAQDARDRSLEEQEQRQDETETCETDCEILSQPPIRKRRKGKNDKQFQNGAGG
GTRTPTPKAPEPKSPEVRATSVPWRQKFSNTKQEQVMKPENTLQTLFPNPAAWSMCSERRCLAPRKP
>MCF4118994.1 DUF2268 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTWTIHVANTSGRLDGLVSPIRAAIERAQARAEAVTEPVDLDVVIQAWPGRVIAHLGHAGYAPTGDMIQLTFDPANSNCA
QNLGEPLERTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQATSDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLAARPKETPAKLIHAEAASFRDNLKSTFG
>MCF4118995.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB33
MMHDQSADLRAEALELAQKVHSGQVDKLGNPYIEHVCAVASSVAHLGPEFEIVGLLHDSLEDCADRNLVSMDILIGLFGP
DIADAVAAMTKQPHENYETQYLPRVMSHPIAAEVKRADVAHNRSRLHLLDSETRSRLEAKYRSFSERYRSDLNFIYR
>MCF4118996.1 transposase, partial [Rhodovulum sulfidophilum]AB33
PGASQTSVARELGVRPSQLKGWRLELAAAGSAEASWRQQAEAAELAELRRENRRLREEVEVMRKGEP
>MCF4118997.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB33
MTKPSPARYRTRNWSSNNPSLKQRASLDIWFDPDLEWHAEPDGR
>MCF4118998.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGGDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLTPHVSRSGLDRCL
>MCF4118999.1 hypothetical protein JMK10_20070, partial [Rhodovulum sulfidophilum]AB33
ATGAEDSAIALELAADLIQPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGELSLEVAATA
TLGADSRSVTAPL
>MCF4119000.1 hypothetical protein JMK10_20075, partial [Rhodovulum sulfidophilum]AB33
AEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLDVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPE
GAALSAGTANADASWSLGP
>MCF4119001.1 transposase, partial [Rhodovulum sulfidophilum]AB33
AVEFTSSDIGGAPMLREMLDQEIGSVTADGAHDTRKCHDAIASRGAHAVIPPCKNAELWKPDSTGAITRNEALCASRRLG
RRIWRKWSGYHRRSRAETKRHGMKLLGQRLM
>MCF4119002.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
REFLTPHVSRSGLDRCLRRHGLGNLRALKPKGPKPAHGSFKAYAPGYLHIDIKYLPQMADEDRRRYLFVAIDRATR
>MCF4119003.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
QTTLTPAQEAVAVALRKALLLPLDDLLAVVREFLTPHVSRSGLDRCLRRHGVGNLRALKPKDPKPAHGSFKADAPGYLHI
DIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLDRAAPMKITRVLTDNGKAFTDRLFGLRKRAAT
GQHEFDLLCTD
>MCF4119004.1 hypothetical protein JMK10_20095, partial [Rhodovulum sulfidophilum]AB33
SRELGINPKTVAKWRKRQTVEDRKTGPKEPRSTVLSEDEEAVVVAFRRHTLLPLDDCLHALQPTIPHLTRSSLHRCLQRH
GISRLPDMDGDKPKRQRFKRYPIGPRQRVSNRWRPRRLDPHRHRR
>MCF4119005.1 hypothetical protein JMK10_20100 [Rhodovulum sulfidophilum]AB33
MRKCTKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MCF4119006.1 transposase, partial [Rhodovulum sulfidophilum]AB33
IIPAIYVKPFNKGQKNDYNDAEAIAEASLRPNLRTVTEKSQDQLDLQALHRVRARLVSRRTATINQIRAFLIE
>MCF4119007.1 hypothetical protein JMK10_20125 [Rhodovulum sulfidophilum]AB33
MKTFAYTKESLEDFLTQKDCLLYGVNNLREQEEAISLLHEKVKYGSQPFSFSVFQKNGREMCKPSDIQTAILVKKVNHDF
ARLTKSRVQSRGEIIWALRALCAEGQAMTLIRLDIKKFFQSVNTDELQECAAQGVKSTYALRRIIEQYLDWARDNVRGVP
TGISLSSSLTEYYLKERLDCDALATPGVHFYRRYVDDIIMVCSPDFKPGHYVQEMQRLLPDGLTLNNDREKKSILKLHHP
RDEGSFNYLGYNFKVGAKVNSRNASSRVVTLDIAPSKVKARKIRFVKTLLQFLRDGREDDLRRRFLLLNSGYTFWDPSRG
REMSAGLCNSYSEIDNPSESLKSLQGFYRSCMLNPNFQLYHRIRLSHLSKATRRMIVSFDLERHFFERKHFRFSSEELQH
LSSCWKT
>MCF4119008.1 RNA-directed DNA polymerase [Rhodovulum sulfidophilum]AB33
MTKPKAIIVQKGDWKRGLLSETTPAEIPILISNDGFYLNLRCGNFPHLLSVLVDSFVKPAETKRPTVPFNYKISKDEDSL
RRLSLPHPRSQLEVIAFYEKYHPLITYYCNRGNFSIRRPYKLASHYYLDGGDQNAFAYRTQTIEIAGKDKYAKHPVSVFS
YRSFRRLYQFFESSKFRDLEMKYSFMASLDVSRCFDSIYTHSIAWATKSKLEAKRATTVETFGGAFDRLMQQMNHNETNG
IIIGPEVSRIFAEVIFDRIDIEVESTLRLASTKAGREGYVRGKHYDIFRYVDNIYIFYNGDRVRRDVTCAIEKFLDDYKM
GLNRGKSDIKKRPFFTKKSMAISEARSIRDTYFDAVIETVWLNGHRASGVKLECGAPPTLQDFSNSLRRACFLADSDYSS
MAGFLIATLRSRMQRVLTGREEFEAHLTVNDQASAADKKSLYQRKLASYISSCLDMCMHMYTLAPSVQSSLDVATILVLS
AEALEEMDVDHFLNMQERLQLWVSKLMRSSAIVALMENDSVVPIEVLNVLCALTAFNYNARHIEDIISNSIAFHEKSNYF
EAITIIFVLSRAGGSEGAIREAFLAAKNTILKNVDLGSCSETAHMFLDLLSCPHVARVERRKLYRSVVESFNKVMQGPEQ
SSPSLPNKATNAEIDEMLEHMEKNPWFVEWGKIDLLRLIEKKRLRSGYS
>MCF4119009.1 hypothetical protein JMK10_20135 [Rhodovulum sulfidophilum]AB33
MRGIDVKRGQGRVAEWDARRSSAMLRRRRSVPSPKLTKARQTDFARAATRSAYRPALSGHSPAGPTLQSSLPEPIIHSGR
SILNGPMGVDVWDFRPVSLCEIDDRANGLPVNPLKAMKKALADACGISSCRTRAAMKIAVLLRLLEVSVRTFSDELEYFR
SLLKSSAAGTILVKPSQGDVARQCEAVIGTAWTFMFSSPFWALELYGGRQ
>MCF4119010.1 DUF5623 domain-containing protein [Rhodovulum sulfidophilum]AB33
MNIDALTPTTIEGVKRLANKLKKANGLQQSAALDRAAAQAGFRDFREAHLVLSAPSIVVRITGHFREDGKRKTLVTHVQL
GRGIRSFLRPQDLRVSERFHNMSIVADDHIQGHFGRADETYVRHCMAKTARALQFMDATELKPSTAKIYPRRTYSPEHRL
PGQDHAITWRDPRTKALVMMDEPYGYINRRAEERADWASRNGYVIQRLEWGGTYCPEGQSVCDLVSHAEKGVPIGKILEK
LKKAAPGFRESAAAWTLHDGIYDEPTPNEINEREAKSTAKDGSGRFGHRAAARHGTSLTYGNGQKRPAGALPLERHAEIG
LILRKAGLVVSERRGAGNAIVSLRSMLEDWANAETNGKLSNEELFALYYGDAIQGRLGLSLQACGCGD
>MCF4119011.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB33
MVHDQSADLRTEALELAQKVHSGQVDKLGNPYIEHVCAVASSVAHLGPEFEIVGLLHDSLEDCADRNLVSMDILIGLFGP
DIADAVTAMSRRSRWDRPMTAVSPKAAGRPVPRIGRTAQVWTTNGRYRL
>MCF4119012.1 hypothetical protein JMK10_20150 [Rhodovulum sulfidophilum]AB33
MTETAKFWTREDVARLLNDIDYEAAKEKKRVLNYYRDENNEYATLEVAVFIVLEWVQDDVKENVKSSTVRGTERMGWLWD
AFNARKRREEYGDLGDHCLISEGEARETLREMGLDLEEGKRYLVDSFTKVNGYAPVMLPVDPRWENHRDAERKRLGLPSK
E
>MCF4119013.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDT
>MCF4119014.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRTDTGHYDWLQASKREITADEHALRIKVIAGVEPLDGQFGVLAPKSVPDKLHTPLFGQPEPNPAEIAPEADISAAPSLG
TFAVLDAARLPSLPEILSASGLEYACLFKGGAADELQDVAPWIVRLEEESRFTRSLFTQGDAPWAMWNQAPGIYLRSRDG
LDDVRNHLRKFIKARDDEGTWFYLRLYDPRIMRAFLQGAPRFAHRILARPFSWSNLTILTCFEGSAQIASPAENVPADMR
PIRIGSEEKAVFRHLTFEARAAALMARLDKSNATSMSTDPNVRLAQKSAIISAFHRMYDYGFQQPLQQDRWGLWELFYGA
GFEMNDPTLKRICDTSDAPSGVRFAAFQRRLEEIYS
>MCF4119015.1 hypothetical protein JMK10_20165, partial [Rhodovulum sulfidophilum]AB33
MATVATGPVSAREREYYTDMPCAEGQGCGGEGVVLPFDQGNVAIDEMFGFTDVEDLPLSDEVLPVIFDGALLTEDGLLDC
FARHYPERAGFLLQLLSDEGDLALGYRLEFLDDATQAAPMREALRSAQDRYNEVAARQQQLRGSVRSQLMMGGHPGAEMT
EGQDLENEAITLRNRIRDLETQLSRLGRWDIDDSARVIRVYTTINRNVERAPLAEYVPGGDDGINPLPTNKEGADWLNAV
MGDWMARNGYPGAGSEEEFFR
>MCF4119016.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
YNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MCF4119017.1 hypothetical protein JMK10_20175 [Rhodovulum sulfidophilum]AB33
MGNAEFKHAQLPAAAILLALPCLLALTLSKVAGPFSWDDGAITLAYGRTLFASGEFALNALSPRTEGTSSLLYALLNGGV
IHALDLGFHQAIDASRLISALFLGATAALLFSILQKYVAVFHAFIISVLYCLLPVNYIEVFNGMEMLAFGFLLLLYLHLL
QNAPRLALFVLPFVILVRIEAGFYLVFVLGLAFLLDGTESRSRYLQHLLATALLLFSLEIFRHFYFGSLIPNTVVAKTNP
PYSLGGMAGLDKKISGFGLFLSYYFTPTILAFEFFRSRRAEASVLPNFILIFAFGLFALLSGRNWGYDARMTLALLPPTL
VALASADCGIRRDGSARFVVPVLAMMLTLISHTIAATGSMGDFLASVRNGKEYTDLKRQDTSNLDIKAPYSHGMYGVTPE
NYRITGEAVQALGEILGVSPVTFASPDVGGLGLCSDRVSVIDTAMLTNPDLARRGYRFFGDYISRVRPDIIETHGMWSKN
TRIYDEGFFNETYRPVIFRNTLLHVRNDHIRDLSSKDLLDEVDLQGLDWKAVRYGSQPIDQEYVLSRGKLMSIRARPQQM
NGQVGPT
>MCF4119018.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDFAQQKTVRSVERTLQILELMNRVQVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKAEL
RAAADACEKGEPYM
>MCF4119019.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLPWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MCF4119020.1 hypothetical protein JMK10_20200 [Rhodovulum sulfidophilum]AB33
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETAMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAECANPEVPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVTVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSKKDGWVLNAADYPLAQTEIE
>MCF4119021.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSENAENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMP
ALGDIAD
>MCF4119022.1 VOC family protein [Rhodovulum sulfidophilum]AB33
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVTAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLIMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRSSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MCF4119023.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB33
MSLSAETFLAAQDLVLRFWAVVDEVDDRPGAELFTPGGALVIESFRAEGTAELSRYFAARRTLSTERQRATRHLCTNLRV
LPAEGVRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGVPA
>MCF4119024.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB33
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGIDIAGHGPQGGPHDPRAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTKDAVAQPDDRLRAALPGALYRRIAGPGHVALTADARFRDAAVAFLTD
>MCF4119025.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB33
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AMSLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MCF4119026.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB33
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRGDDKFAEIDVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MCF4119027.1 transporter [Rhodovulum sulfidophilum]AB33
MKTTYTLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQHLSSDRLDIDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDTPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGFYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MCF4119028.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB33
MSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAIVNITTGGGLGMSMEARIAPA
LQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLSETGTRFEFECYDTGHLYNLA
HFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPLVTMGAILGGHVRVGLEDNLY
IAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MCF4119029.1 aldolase/citrate lyase family protein [Rhodovulum sulfidophilum]AB33
MRAGFRARLRAPEPILGTFLKIPSTQPAEILGSLGFDFVVIDEEHAPLNPETTDAILLACRVHRMAGLVRVRQPGDILRA
LDSGADGVLVPHVTSAAVAREVVKLSRYAGARGLSPTTRAGAFGGVPVADHMAAQDARSAVIAMIEDAEALDRIDEIVAT
EGLDAIFIGRADLGASMGEAAEDGGLDRAVAHLLTAAKSAALPALALATDRADAAEMRALGATGFLKGSDQGFLRSAAKA
ARIRLFQ
>MCF4119030.1 hypothetical protein JMK10_20250 [Rhodovulum sulfidophilum]AB33
MKEITTLAEMKAYLHKHGIEDGSVYTHGGLGGGEIDGIEEIDGVWHTYFSERGSKNGYCAWPDEASAVAYVLQRAIALAK
QYRMWRD
>MCF4119031.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MKRKRFTEEQIMSVLKESEAGAKTDDICRHHGISSATFSSWRKKYGGMEAGDAK
>MCF4119032.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB33
NEALCASRRLGRRIWRKWSGYHRRSRAETKRHGMKLLGQRLMAREPDRQVAELQVRVAVMNAFTALGIPVTEPVE
>MCF4119033.1 hypothetical protein JMK10_20270 [Rhodovulum sulfidophilum]AB33
MEEEMKPRVVKGSLLVGGAVIFVLLAVSAVTIGVYAANYLVNAFEIISRYGAEDGISVIFQELLSNVIVDYGIGFGRGAV
SEGELRSIMALISGMAATVLALLIYPILWLRFARISLAWLQEGFWVFTKDEPDQDSIGSLPDPVDVQSILEEQEVSYDCV
TRAEKRFLGSNAKYIPSVFHEYARENAHPILSFAASVTRLAFWATLTGACLLGLFAFLGNEARIPLPAVPEIAREILGHY
VVKAGFWIGVLFAASVVFAVFDGRFAKTLVPNSAPAAKRKLDTIRELTAIKPPTQFASIFKSELEVKLKDVGCTPWGLDN
TRETFADQSSFLLNIFVEGKSKRKAGYAEPAAKRRLMTATAAVVLGAAILLFGLLPDSVIGVLNGDRFSLLDALVSPLYL
VTVLTVGNIIVRKGSRAFKQAVSILNVGWFETPVVIARLDGTVNTQRASTGKAVSDSTGAELRFQQSDFDARMVSATLES
FAENVTSPRSIWAFSSDRQSDALLAVVSELLREEGSKSAIQAASRTIADTETVRDATELRRAELRLQVESARKELELLEA
PSADETERDDKNDKRN
>MCF4119034.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MAWEATRYRRTNWSEYNAALRQRGSLSVWFDPGTVWQAGKTGKRGRPETFSDAAVQVCLTLKV
>MCF4119035.1 hypothetical protein JMK10_20285, partial [Rhodovulum sulfidophilum]AB33
MSAQLTPPGRERVEVIERPVDANAAIRAVDDRSMSLIHRGEVDEPTLLSARAPDAVGGPPAETMEVWRAEETTTMSVSDF
GPMPSLSSSAPVSGASFGTIALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTSADGAVFANQDVTAPLAVT
VTPVTDAPRLEVAPATGAEDSAIALDLAADLIRPAPGETLTLTVSGLPEGAALSAGTST
>MCF4119036.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRHADFHRFTNDEKLIAEQERLLNAQIGV
RISQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MCF4119037.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWEAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKGLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADARPSMRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILALPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEADEKDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHSRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MCF4119038.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB33
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGLVIIVPALGAIALA
VAAAPANRSAREALARAMSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MCF4119039.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWKVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLA
>MCF4119040.1 hypothetical protein JMK10_20310, partial [Rhodovulum sulfidophilum]AB33
LHRVDQKWIAEKRRALGFASHKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSDRPRSA
VELTDAEGLVRARSAADRVGTKTGYSSHEMKTFFDDGWEDSG
>MCF4119041.1 ImmA/IrrE family metallo-endopeptidase [Rhodovulum sulfidophilum]AB33
MFEPNWASPPGDTISRLAAAGNVSVHDLAERVGLEEDVFSGIMEGRIEIGDEIAAALSSELGASSQFWIQRYNQFLNDKA
RTLGSEATQALSTWGQSFPAKALRQLGWLPKGSRGQRLSKDILDFFGCDTIRDWNERYSSGIGQVAFRTSFAFETDEMAT
LAWLRIGEIQAESLALANFSANSFKKHLYDLKKFCALKRPELFFPKLQKACAEHGVGLVSSRAPIGCRASGATWSAAKGN
PIILLSFRYLTEDHFWFTFFHETAHVILHGTDHISVDGSDPSPLGASAIEDEADAFARDALVPTDLRGEMLNAIPTRAHA
RRIARKAGVTPGIIVGQLQKAGTLQPHQFNDLKRRYKWGESTRLPVLSQPRKYT
>MCF4119042.1 hypothetical protein JMK10_20320 [Rhodovulum sulfidophilum]AB33
MSGIHKDRINEFVKKIGQIDAQFGPLPGISTAERRSCWAQQIVSSLRRISYTDTLLMRRVNPARVDPHSSIFDPVRGALY
FQSNGQLDEAVWLTFVLTHFGKHAVDEWKLAANVYGSFGVGPVWSFAQYAADPAGFENMLAANSGRLADAGISGSFSNHR
KFQSKKPQALAKTFRTYYEWQTESGSFRDRIIATHANVGQEPQAAFDALYRSMKGVFGFGGGRLGRFDFLTMLGKLQLAP
IAPGSVYLDKATGPLSGARLLFFNDRNRHVTGRALEPRVDALDEILAVGKQVIEDSLCNWQKSPDAYVYFRG
>MCF4119043.1 thymidylate synthase [Rhodovulum sulfidophilum]AB33
MFHASEESIDDLLRAVFKQLLTGRGNFEVDSSKGRSTEVFGALLELRNPRARLSRSFSKAKAFSPLGELFWYLAGSDSVD
FIKHYIPNYPKLIKDEAKANGAYGPRIFGEMASNKRDGISEWDRVIRTLRERSGSRNALIQIYANSDAKPRNGDKPCTCT
IQFAVRNGQLLMHTHMRSNDAFFGLPHDIFTFTMLQEIAARELSVGLGRYTHSVASLHLYHDSAETEERPANRSTAGAEA
YYREGFHDVSPMPEMPSGNPWPSIEKVKVAEQQIRAGNIDHTAPSELDPYWRDFIELFRIHKLFEGMRQRGDDLQAERSE
LRRVVKIMKDISPSYRLYIIGRLERKQSPIRDLFENVG
>MCF4119044.1 hypothetical protein JMK10_20330 [Rhodovulum sulfidophilum]AB33
MKYRISLLVMAVVCGGSESSATEMSWLEVDTLESRLAGSDHTEVPVSELLPEDRILCAVGSYAFDLPEGYDTAKEDLENA
GLLPVAEGNGLLFSVDEERHLHSAFALSVWPDPVILDVAEPLCIPAASAQIDLRKDTRSLIIKLERRE
>MCF4119045.1 class I SAM-dependent methyltransferase, partial [Rhodovulum sulfidophilum]AB33
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVPGGRFVFSVEHPACTANP
IGWHRSSDGVPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESY
>MCF4119046.1 UDP-N-acetylmuramate dehydrogenase, partial [Rhodovulum sulfidophilum]AB33
YGGVLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRRLQRVGGGVRVTARAGETWDDIVRWTVG
QGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTEDWTQRRLAAAECGFGYRHSRFKEDPGRFLVTGITLY
LPAAWRPVLSHDGLSHEGLSRGGLSGGASLTGAAQVMGAVLARRGERLPDWRLTGNAGSFFHNPVVPVAAAARIPDVCGH
PAPGGVKLPAGKLLDLCGFRGRRRGGAAFSEINALILVNAGGAN
>MCF4119047.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB33
LDLQALHRVRARLVSRRTATINQIRAFLIEQGIAVRSGFRALRNSFEAILEQRRDEISARMRSILIGLYGDWLWLDDRIG
AVSTEIEEISRTEENCANIMSIPGIGPMISTAMVAAVGRGDAFDRGRDFAAWVGLVPRQFSTGGRTILGRITKRGSRYLR
MLFVQAAKVIMMRPHRWQAFSFGAWLERAVSRMPRNKAAIALANKLARTALSILRHGTRFDTPRDLAMETI
>MCF4119048.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMETGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>MCF4119049.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MCF4119050.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB33
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MCF4119051.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB33
MNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMREQGRITALGWRSRACTLGMASLGLVTEVA
VGQCRAEVAAAGAALWDLLQGQEPIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MCF4119052.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB33
NEALCASRRLGRRIWRKWSGYHRRSRAETKRHGMKLLGQRLMAREPDRQVAELQVRVAVMNAFTALGIPVTEPVE
>MCF4119053.1 RidA family protein [Rhodovulum sulfidophilum]AB33
MDTREPIYPAASARHALYDQHGYSPAMRSGDLLFVSGQVGSREDGSPEETYPEQIERAFKNLEAVLDAAGCGFDDIIDVT
SFHTDPDAQLPDFMSVKERYFPSRPFPAWTAVGVTWLAGFDLEVKVVARIPGK
>MCF4119054.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MPKPSPTRHRRTNWSEYNAALRQRASLSVWFDPGTVWQAGKTGKRGRPETFSDAAVQVWLTLEVLFSMQSRRQKTLVESL
IRMAGLDWPVPDYSTLCRRQARIGVQIPYRRSGMPLTLLV
>MCF4119055.1 hypothetical protein JMK10_20395 [Rhodovulum sulfidophilum]AB33
MKIFAKAVSFSLLLFFAAACKAESVTQNFKYNLKTEEGWPAIAFIESPSFSAALKEYDAQPWVRNGGYEDADASLPVKNI
LKNTPGTSRVHFKITWYEVVTGRVYSSSLVVDMRELKLDPITSDFGVLIFRISADGIVQAVTYDESYPPRDGPRIAIKLA
EDCGAPASLEDEQKITNLQRILTDPVVEESFSYRLPANKFPTHCN
>MCF4119056.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
QTTLTPAQEAVAVALRKALLLPLDDLLAVVREFLTPHVSRSGLDRCLRRHGVGNLRALKPKDPKPAHGSFKADAPGYLHI
DIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAAT
GQHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDA
LKDWQRQRPELFGKRVYNHAGCDT
>MCF4119057.1 hypothetical protein JMK10_20410, partial [Rhodovulum sulfidophilum]AB33
MPPLEHRIPHARAGKDRHWQPRWPHNEYRTIAGSGGKVKTQADAIAAIAPKIGCIPQTLSGWVKQAEKDSGMRDSVTTEE
>MCF4119058.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
AVAVALRKALLLPLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKADAPGYLHIDIKYLPQMA
D
>MCF4119059.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MRGSDKVTGSLFSYVDLEERIPARHPLRKIRSVVKDALRSLDAEFDRLYAGEGRPSIAPERLIRASLLQVLYSIRSERQL
>MCF4119060.1 hypothetical protein JMK10_20425, partial [Rhodovulum sulfidophilum]AB33
VSRQVQRGLNLREEIERPKFLERLPVYRSLADQVTVIQGTPEESAKAIFVQLRGVGRPIADIF
>MCF4119061.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
NSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDR
>MCF4119062.1 hypothetical protein JMK10_20440 [Rhodovulum sulfidophilum]AB33
MKIFAKFVSFSLLLFFVAACKAESVTQNFKYNLKTEEGWPVVAFIQSPSFGPIFADYEEKAWVQNGGYTDADASLPVRNI
LNSARDTTHVHFKITWYEVVTEKVYSSSLDVDMRDLKLDPITSDFGILIFRISADGMVQAVTYDEIYPSSDKPRVAIELT
ESCGKQDIISDEKKKSNMQFMLRNSEVKGWFSHRLSEMDIPKHCN
>MCF4119063.1 hypothetical protein JMK10_20460 [Rhodovulum sulfidophilum]AB33
MTDLSACGPLGLKAPRGPDEELTQSGNPIRQMPKALLSATALAATVTYWMCVLPPNSYQSLP
>MCF4119064.1 hypothetical protein JMK10_20465 [Rhodovulum sulfidophilum]AB33
MNSKFIIATGAIIVLGGAAFFVINGKEEPIYPTLLDNLPKSSFAVEQTMPEDLSAWVAQTPLSNPWRPQEDASRGQIVFT
NEDDIFPFLGGWETDFPHLMDDDFLDNVHLTFKDPEYGESIAMAAILKEPQEVFLGSNYSSFVNPVFSGVDIMNPQRVSA
RLSGIGINFDNGTQKESILWVSRSPAPEDMMLLFNQNGGLVYAVAIGCNRAEVPPCLEKIKDIRQELGLSGLADADIAAE
NVDFQGSDNSSALVKSSAVYVYLDPRPDDPMKRFSGAGALRIPFLNDWQTKEGDGVYTFSKQGEAGPATIRISHQEISLS
SEGELSELTSQYPDYVVYKKTSNSIGVGADTYILAKESQMDERVEGQAVTSLKSGELIIFDYSYPIGSADFSSEIKKAMH
YSYYGRDW
>MCF4119065.1 DUF2268 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIQLTFDPANSNCAQNLGEPLERTIVHELHHALRWRGPGYGRTLGEVLVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQ
AASDAAAATGQSGMGNFRRKA
>MCF4119066.1 hypothetical protein JMK10_20475, partial [Rhodovulum sulfidophilum]AB33
DDGINPLPTNKEGADWLNAVMGDWMARNGYPGAGSEEEFFRNWLTRNAAGVALVGLGAIEMFGGVTVAIGSGGLAAVGGV
ALTVVGFDTLSQGAKMLWTPDRHSSERGWIGDLVHDTAMRFGGEETAQAFDRGWAVTQILAGLGAPVVIRYAATRATRVA
ASGKNIRPIVRGQLDEARLGIAEVKGHRFGDGLVGDYAVLPSGRGAIIDFPGVGRMRLPTLDSDMRVLLRLRRTTKAAIQ
SRFARLTRHQGPGIVNDQASAIKLLEKAADHCGVDLWRYVDEVQYGHPKIRAFKLPNFDVVGGSRIIRIPSNLSQTNKYM
QLKTAAHEINHARMYEKLIARHGPIRGHEIWRSEGQDFRLYAREEVIVERAATLMIRSVFEGKVSGANLRRLTTTLDDSA
SYIAYYRRRM
>MCF4119067.1 hypothetical protein JMK10_20480 [Rhodovulum sulfidophilum]AB33
MTTRAFGQVVPLQIFMLMLAGYGPSEDLGFRDIEKKVGYDDQVTAMIEGLKQLQDETGRNLGFSLSGWHEFLMKDQVLSE
QYMHPYAWKGVRQAILAEINNSDREALETEAEKRFPEVSTAKLL
>MCF4119068.1 hypothetical protein JMK10_20485 [Rhodovulum sulfidophilum]AB33
MIAPHTTVHHENGNMAGNNFWYENWNGGPGPKITSDREIEIWEQRFEMLTRSLSTSPWREKCRLSLAQYFKAFSQPNLED
SFLEGWRLFEEISGSRGEKINDKVKRAANIYKKSTQQRIVGKHLKVRRNSLTHGHKIEASDEEMLAFQMLHFLAPLLEHY
ILNGFRFSKQDELWEFLDLPEGRSERQAMENDLNNKLKLIRKAAIFRQDKT
>MCF4119069.1 hypothetical protein JMK10_20490 [Rhodovulum sulfidophilum]AB33
MAFWSKEFSHEEVNFILGKIKEIREVKSSGEVTLRDGDCEGWVSILISSISLKFESNAIRRRAVRQAIFNPSLPEDFNEN
QFCRAVCKASGTMQGKNLKKYRVAFPIWNRPRFLRSTRKIGRITLNFSPSTLAPQLQTNRARKRRAKERE
>MCF4119070.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB33
MAKRQAVGFLMTERGFSERRACRIVGLARSVQQYQLMPKDDAAAIKRMKELASENRRYGYLRLHAMLRREG
>MCF4119071.1 transposase, partial [Rhodovulum sulfidophilum]AB33
DICRHHGISSATFSSWRKKYGGMEAGDAKRLSALEAENAKLKRIVADQMLGMSAMKDLLQKHW
>MCF4119072.1 transposase, partial [Rhodovulum sulfidophilum]AB33
ALKRRGSLTIWFDPEMTWEAKPTDKRGRQPTCSDAAVQTCLTMKVLLGMVDIGAPLVRAKMSTRQMAGFVESLLQLAGLD
WSVPDFSTLSRRQKTLAVNTPYRGSEGPLHLLIDNEALTAIGPRTMP
>MCF4119073.1 hypothetical protein JMK10_20510, partial [Rhodovulum sulfidophilum]AB33
AVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENDGRLELGADLSFTGVGQVSNSGTVEIGANGRLQAERIGN
AGRLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDQSGDEPIRNAGRIVTTDGGD
DTITLGGANPNVLENLASGSVEIGDSDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTNDGMLKAGSVTSAGSL
TNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTVTAGSLTGLSVSGGSASLEGGSLSGDLE
VSGGAADVDVAVGGTADVTGGRLTIGADGSVAQLTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAVTGGRTENTGT
ISGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDLALGGGLGIDAGGKFDLRSGTVTMAAD
TDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGARAEIDGTIAGAVENDGEIALGGTIDGTLGN
DGTVTVAAGDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETDGRLALGENATVSGDMVTSYGTVTLADGSRLEADLV
SSGRLTASGSATVDGDLTLSDGAVLSLSDGTTGDRLDVTGDARLNGTIGMDIDLTDGAQSADAIYIDGVASGNVLLAFND
LTAGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAGGDGWGLISGANPAFGGLSSGLALTQSLIGSVVNR
PTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGWNLSFGTIFGL
NDGSIKQPVYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAAAGAYGERLGVDD
QSYDSTGHTVSGTVGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDADDGVLKFDPINNEVGFASVTLSRSRV
LPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQAGAARQMDASV
RVDSRFGDDLDGWGVTAQMRFQF
>MCF4119074.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB33
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MCF4119075.1 type IVB secretion system protein IcmH/DotU [Rhodovulum sulfidophilum]AB33
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQNPSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MCF4119076.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]AB33
MRRALRAVGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRR
AEALEDSLMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGIEGFG
GTRNCDWWFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVR
TRLAELHETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDR
MTEEPDGAARIAIFGLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPA
FLSGKGRSYFLHDLLKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYR
DAARNELARTVIDDSDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALEN
RLPQLIADDDTAAIYRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLHAMLDLDGDRRIT
IGIDPEIVRKARDAIVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFF
LDELTHARSRLKDDRWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVD
SPLARLVEEIGRQTRLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAV
SEDSQRAQVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLG
RMLSAVEAEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTR
GPDGLEPIPGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGE
LSWPGPGSGVSLALFPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELS
QFSCPVSVEARP
>MCF4119077.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB33
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MCF4119078.1 protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]AB33
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAK
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MCF4119079.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB33
MTGRDEPRKEGQDGTGPDRTMVSSPPPSPSSAEEGAAPDRTRLSVPPDAPGDAGDERTAFMAPGGGEDATRISVSSAPSG
PDASPAAEEVRVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQL
ADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPG
GAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAE
RRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGLTLPPGLGRPGAARAAGA
>MCF4119080.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]AB33
LQKKPARLAAVAMANKTARIMWAVLTRNDPYRPHTA
>MCF4119081.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
ARRPKTPSGLTPYEYVCKICTSEPDRFILDPIHQMPGLNT
>MCF4119082.1 hypothetical protein JMK10_20565 [Rhodovulum sulfidophilum]AB33
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNVPNNGWITLGSFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNRKRSALQISVRPEVTGTWSPFTSFPGADFAPGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGLEDLAVPT
GAPEASALSAVRVRWAEGSTINELFRTGRVRLFKRREHLTG
>MCF4119083.1 autotransporter-associated beta strand repeat-containing protein, partial [Rhodovulum sulfidophilum]AB33
MAAGLTLGAAAAGADTFHWTGTAEDGFWATPENWADAMGDPIEGDAPGLDGMPAGIVLGQAATGPIGLETGRATLSALEL
TDNSGTALTDGTLAFSLPEGASGTAARLTVAGSGDFMDESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAAGDSEIT
LSGSNSQTGGTVIEAGTVAATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGP
ASSFGLGISGSGGLAVSDGADLTLGAANSYEGGTVVSGGALSVMTGGSLGSGDVSVADGSLLTYGAALGADQTVTLGNGG
LWTLAGDETVGRLDGTGTADLGGNRLDIALPVTETLAFAGSLKGGADSLLALTGGGEYMLTGSLSDYRGGFRVEAGRLGL
SDAGGALNDNALTLAGGTLVADLDNAFGGTITTEAGSASTITAAAGTTLSLTGGMALAGDLSFSAEGEDAEIGLKMASVT
LQEGVSLGFDRALFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVGIARLTGSGRILTDSGDAVLGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVTGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFANSGTVSGATSVEGGDLSNTGSLKDVSVSGGSLSSSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGRF
GDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNNGSITAED
>MCF4119084.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB33
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPATGPDSRPEPRGEARIESGAEMRDGTAGETPSPSAPLSAAVPQPVPSHRLSPVMARSGAAAVAVAP
DRIAPVGTGAGAGTGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMAASEA
GMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLLIDN
NGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRARIGRRADEVFSSGRRTALGSAALALAGFD
LR
>MCF4119085.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVHLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MCF4119086.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB33
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MCF4119087.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB33
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MCF4119088.1 hypothetical protein JMK10_20600 [Rhodovulum sulfidophilum]AB33
MIRIPRFVPVLTALALTSAGTALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVS
QLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MCF4119089.1 hypothetical protein JMK10_20605 [Rhodovulum sulfidophilum]AB33
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVATPVAGARIAGPAPADPTLPVFRRRTVPAIP
AGATEAARPDPALPVPAAPRGSALLPQRDGPRLVSIEAPRPAPGHGPRIGVRLAPRFDAAADMAPPPRPPFRQDVAAGAG
LPEQVDSENYLIGVYR
>MCF4119090.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MCF4119091.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKAL
>MCF4119092.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
HDRSHTPHRLQTTLTPAQEAVAVALRKALLLSLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKGP
>MCF4119093.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
SLDDLLAVVREFLTPHVSRSGLDRCL
>MCF4119094.1 hypothetical protein JMK10_20635 [Rhodovulum sulfidophilum]AB33
MVSKHLKSILFLAFALTALTSNFINMPVSGEGNSMSSSHNKAGLKFYFGRIIIDIKAADGAVPRVDVETVGPYEELALED
EFFRGRKNANGQLVYLETWERDPEGQVGLDTLIDDKPLGEYHIALSQGEFTSQVPRFFMLSGTEWQEVSPGETEGETRFI
RLRLLPAFAGEPAEPYAEILNQRLERKTYYSYDATGALTEITLQERSTGFESQAIPLIR
>MCF4119095.1 hypothetical protein JMK10_20640 [Rhodovulum sulfidophilum]AB33
MTETSVYDPPEDLADVSAEANCEADISILIREPKSTSTDTNTPSGAQWAGVKELGVELKGAGIRIYAETSASGVASFSAV
PCGNYQVNLMQKQFKVENLSNRTIAVSSGRKLGSEFEIEVRRQLLTVEMLRLPTLYIAGAKAGMGKSVDADQDPYGHHWV
KIYKDAFSARLERPMESYGWWPIEPASADKLWDGVKGSLNGFPIHSRFENRDPYHKNYFRDDKKLEEAFLPYVTNGCTAD
EYKNKLRAKAKSYAGISGGTWSWRGNGAGYHCKTFQTYLMRESYLWRRLGVGIGGWGWSANT
>MCF4119096.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB33
MHDTDYWLDLHGEVARSDDASRLNVHSLQNLNPLDDQFGVWPKVTVPEALEPFLFTNSGEEFSAHTSLKTYALLDAAKIE
NLIETLENSNLDHACLFRGKALETVGHLGPWLVCLGQNDQFTRRLFTESKQKWGLWGKRPGIFIRSTCRLQELCDHLRRF
TYVQTAAGRRMIFRFWDTECAGALLSAYFDSGLFRLFENIHSIIIIDDSRADIYQAPVCQSRKPFRLTHAGTQRYLALRQ
EKLCDQIAKAFSNIPEFRESAPNAIREAVGYYVSYGVSFGFRDGPDLFRLALGISLTKCPETTMEEVRAIYSNSFLTESE
RRAAIIAHVAPHIDAAKRRHAEGLQ
>MCF4119097.1 hypothetical protein JMK10_20655 [Rhodovulum sulfidophilum]AB33
MFGGVTVAIGCGGLAAVGGVALTVVGFDTLSQGAKMLLTSDRHSSERGWIDDLVHDTAMRFGGEETAQAFDRGRAVTQIL
AGLDAPVVIRYATTRATRVAASGKNIRRACCTKR
>MCF4119098.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
GMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKR
>MCF4119099.1 hypothetical protein JMK10_20680 [Rhodovulum sulfidophilum]AB33
MRVNLRMALLNPKMFNLYVKEWHGRRVCEGYKAGVAALVAGGIVVLMLNDAEFAASMAPLVKWGMIAVPAGFSIYSIMAI
FFPSALFWLTHQHEDVKRALADKRHQ
>MCF4119100.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB33
NEALCASRRLGRRIWRKWSGYHRRSRAETKRHGMKLLGQRLMAREPDRQVAELQVRVAVMNAFTALGIPVTVPVE
>MCF4119101.1 DUF2169 domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
IGFEQWKPDGTPMACIAARCSLVLHEGTVHYAGTQALVLADEFAGDPHREPMLKAGDLVPFRPGADITVIGSAHARESAR
EFEPAIRGGPLTKRLRLTGPRHWVHDGHWRLSEPEPVTEVPLSWRLTSGGRIVGDPDGDADPRNPIGAGIVHPLYTSEKL
EIPAPQISSAEHPMSLDPARPADPEGFGPVPPWWQMRARHAGTYDR
>MCF4119102.1 hypothetical protein JMK10_20695 [Rhodovulum sulfidophilum]AB33
MKDNDIRPPRKGRRFPRTTDSRHNFGIAPNLLRRNFKASEPDRIWLADVSHVPTDEGWLSLAAVKDMATMEIVGWSMSER
LKGSLAVDAMRMALQNRRPTSGLIG
>MCF4119103.1 hypothetical protein JMK10_20700, partial [Rhodovulum sulfidophilum]AB33
NAKLEFIAAHAVEHAVSLMCRGLSVSASCCSWRAAAPKRAERRAAREAFPAGIGAVFGASHRRHGAPRSCH
>MCF4119104.1 hypothetical protein JMK10_20705, partial [Rhodovulum sulfidophilum]AB33
SMETSPHLCQRSAAHHHLEELGVMNTFSSFTGDDDDAITGRRQVISRDRHLGSFLSKNSGEILHTGARGIPADFITD
>MCF4119105.1 hypothetical protein JMK10_20715, partial [Rhodovulum sulfidophilum]AB33
MSGTSILMGHGMAQPLWASLRYSGQKDDLITWSVPEEISGQAALYAHDRGPAWLSPAESQVRMFAAEHPEGQTLVLHAET
APRELPHRDLTGFCDSRASGTVSGALGGRLDFPAFLGLAAWGAVVSGLKSPA
>MCF4119106.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB33
MAAVLAPGSADAQSVIARWIAEHAPFAVVEAKPVALESWSQTGFGNWDLLAALPELTAEVPVRLVAQDHVSVQTDGQSWL
RIEAPAELGFLEEDFGQFPRRSVPKRLEPLFWTGPEKNFAVIDAAAFPALPERLSASDMRHGCLFEGKAEQELGETAPWL
VELAPDQRIVRDLFAGTAREGRDPVRPAAVFLSSGDTFSDLRAHLRQFVRLKSSDGGWARFRFWEGPYPFGLIEAVARNE
LPEFTRFFA
>MCF4119107.1 hypothetical protein JMK10_20725 [Rhodovulum sulfidophilum]AB33
MNFSDKIEADQDCLPCQHGNLFLSDMSAEMQSRLRFSGAVNGKTTETLPVGRVFQRENSADSTINQLDFSLGGQTINGRS
GGAAPRALTILESLAFGHPGRPAGLTEEVSDEVRASGAVNDDRAGDRRHDVISAFSKSMRGPDPDATLYRLARQIPAGAA
PRVIAQRTLSHVSGDQSSGEGGVRQNHMFCNTAHRGLREATVFARPARNRTWYPISERSGSTAVLP
>MCF4119108.1 YqiJ family protein [Rhodovulum sulfidophilum]AB33
MTGTYGFFGVFLSPQLVPFTTALVLLAGMLVLELGFALMGGTLLGMGGSPDGPDLPEMDLPDPGALGLDPGIDPGEFELA
DPDGFSGASPADGGTGALGGVAALLGLGKMPLMIWLASVFMAFGVAGVAIQTAAYGLWAGLLPGGLVAIPSAALAILFTR
SFGAVFARLLPRTETQSVRARHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPT
GSFRLISLDN
>MCF4119109.1 flotillin [Rhodovulum sulfidophilum]AB33
MSSFAIPVIMGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEG
ALITQDRMRVDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQ
NAVSEDLTKNGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSKMEGEREKISI
EQDEEQARIEQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQA
RASADTARAEAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARL
RAEAQKAEMLAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGT
ETAAGPESPVNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEDVPVNGAAARGGPAEKAGSLAQ
>MCF4119110.1 hypothetical protein JMK10_20745 [Rhodovulum sulfidophilum]AB33
MIAVIMRIIGGVLALFIDDAVTKWLKNAYWGTSHSYLYWKDISRSALSEAMQDLPQGHRSQVESIQRQDPEFYEPRFMER
ELQEFHQIIYWPRNARASGSADCHPRQGVRFLQANNDPYGKRGKILLGQFSSGQLYRRPVPV
>MCF4119111.1 hypothetical protein JMK10_20750 [Rhodovulum sulfidophilum]AB33
MGKYFSVSFRLANYIDGLSQFDGKIFTYVQTERKHSGGIEFKQIDVTDRCKESLELTGQDVVSGHFMINAPQNADANFMN
DVYWYVTRVKIAEGWTYEPTADIAIPMNYSDPIFDDNYSEDGLSGKNSIDILGGAMFPSDLFLLSVVVYLPLTIVGFFLI
LRRRSRNRREREAASKIGNTRQHRGGEHMLCDYAEWQSGVAGPQPLRKVAPRIAPILKSVTKDRVVLQAGYHVIIRRSAI
TFALVFTVYAMSKFAITDMVNYAKDRHFFIDYVQDSDGHDRSVFIEHKPSMWNYLLTKINRIEIAYRPKNVENAGGYISK
TGDLIGREFPPIAFFGSFLAFLVMLLFKSPAPIVVDRKRRLVYTWHRGRIWAARWDDVAITRVEGHLRHTALAFALHDTK
GKGGTRWFILSGAPAWGEKDDPRDRLLSDARDFNRWQGMRLWLHEWVEGRREPSQEDLSRRFAVMHLLVPRQRKIPEVAM
RQLDGK
>MCF4119112.1 hypothetical protein JMK10_20755 [Rhodovulum sulfidophilum]AB33
MEMALQQTATAPESYIAIPPDYSAALFGGTYSEDELGGKNSIEILG
>MCF4119113.1 hypothetical protein JMK10_20760 [Rhodovulum sulfidophilum]AB33
MSPTDLILRNVAVYLPLALIAFYLTWRRKSRNKREHESALKSGNIRQHRGDEHMFCDYAEWQSGISGPQPLRKVAPRIAP
ILKSATQDRVSLQAGYHVILRRAIITFALMVIIGGMALPAIRDVGSYISYDNSLIYFVENAQGDTERISIKTEPSFFGYF
HKKWNDASLFFDPDSARSPGEFFDSVRAYIIFMFAELAFYGSFFAFLVMLLFKAPAPIVVDRKRRLVYTWHRGRIWAARW
DDVAITRVEGHLRHTALAFALHDTKGKGGTRWFILSGAPAWGEKDDPRDRLLSDARDFNRWQGMRLWLHEWVEGRREPSQ
ADLSRRFAVMHLLVPRQRKIPEAAIRQLDGM
>MCF4119114.1 hypothetical protein JMK10_20765 [Rhodovulum sulfidophilum]AB33
MEMLLRQTATEPESYIAIPPDYSAALFGGAYSEDELDGKNSIEILG
>MCF4119115.1 recombinase [Rhodovulum sulfidophilum]AB33
MEEAKETRLAFVDRIELAPAPESDGLTIDLHGALAALFRLATGSEGPDANAKSRAPGRDKSGRH
>MCF4119116.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWRRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MCF4119117.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB33
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPRASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MCF4119118.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MCF4119119.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYANFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEKQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVEEAIARHAGTGTMKRPIEIAADL
>MCF4119120.1 AMP-binding protein [Rhodovulum sulfidophilum]AB33
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIAKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MCF4119121.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB33
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDTAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALGFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MCF4119122.1 LuxR C-terminal-related transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRSSVMKKLGVQNAAELVAKMIVQN
>MCF4119123.1 hypothetical protein JMK10_20815 [Rhodovulum sulfidophilum]AB33
MPTPRRAAIREIDGPRDAPSDGDPELRGQASEHVDQLGALSNHEIPNGGFSILQRKDCWRRTLSDWLFFSMAGRAMLINK
VDKHSCAAASTLRCWPR
>MCF4119124.1 transposase, partial [Rhodovulum sulfidophilum]AB33
PASRSRNAEVDFRGQKRMNARHASMTDADALLYRKSPGTGAMPCFIGHALMENRSGLSVQGDLTHTDGRAERKAALDMMH
RHSPGSTRQLTLGADKAYDAAGFVADCRRACITPHVAQTARFSAVDGRTTRHKGYALPQKHRKRIEELFGWSKTVGGAAQ
ALYRGEERGRSRFILKLAAANLARLLAI
>MCF4119125.1 hypothetical protein JMK10_20825, partial [Rhodovulum sulfidophilum]AB33
TLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTV
SGLPEGAALSAG
>MCF4119126.1 MFS transporter, partial [Rhodovulum sulfidophilum]AB33
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIG
>MCF4119127.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRCYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLGDVEAVLARLTS
>MCF4119128.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSLDPARPADPEGFGPVPPWWQMRARHAGTYDRVWAISRAAKAAAVTRAESPAKSPRGMPSSTFIVRQVWMAASLQVG
>MCF4119129.1 hypothetical protein JMK10_20860, partial [Rhodovulum sulfidophilum]AB33
ASSGDCIIIVSGERGERVHHAELLKMMMRSRSLAEVRRRFHGSRSNLLKTLAHFGYDFDMLLREQFQEGHRDAQLARLHR
VDQKWIAEKRRALGFASHKGRPRVERSAEDVAQALHAAG
>MCF4119130.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB33
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARSPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGALPSGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTGSRDPYDGAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RSDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGENSRKASSSKAGSANSIPSDPALAA
H
>MCF4119131.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB33
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAAPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAKTGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MCF4119132.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQALPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHS
>MCF4119133.1 hypothetical protein JMK10_20890 [Rhodovulum sulfidophilum]AB33
MREFLHRWRGEQQGLAARLEGREWQPDRPDAGHVREDQSVHGGGRDSSDESTETPLERTRAAARFTSAIELSQKLEFGVT
GLDLVPKSGSPDLLLKLGGAHTTLGIGVTGRLDILDTVATCVLTPASAKLLKETRAKIADGKVVNGTVEAFLELSSNGQV
GFAIDGTSGITIPADPDVDAELDLASLQTMSGEVTIGGKAEIKLHIEGKVWGLAAKAGLRGTIHTSWTWAARIRDGKRER
SHAFEGLKVSGEAYVEIGEEGDGGEGSKTYQSGGSVFSGKASGEYQADDVFSAVQENIAKANEQYATRQGMQPAEGEKDD
YTLWKPVPAKWVAYGSAASSRSDPDLLPDWRRCHGR
>MCF4119134.1 hypothetical protein JMK10_20895 [Rhodovulum sulfidophilum]AB33
MADNPKRQHYLGFDAQGAFWVLRVNGVDLWTQSSTGLYSSSLPVNHMLKKGENTVSLVHVATRKLDPKTGESLLEHHDHF
GAEIRLRAIARDGSREEIHLLSVRYEVDGGPLKRLPQPLAGGEFVTETAHLKTEGDLRGTFSPVEDGAVLVLGSGESDPA
ETLTVRFTVDDDLPGDFFWEDKAVPLQDTPEMRAGLRRAYQDIHGLFEEGRFRAYLDIVRPVWARAGQTIAGGKSAEEFV
GGEQHLREKYRRNRDDGSTLSPLLISADPGGDSLEFMADHRLVRIRPDPLRWNFPPEAHRNDRRVPAVFFRDADGAWYLA
DIVMN
>MCF4119135.1 hypothetical protein JMK10_20900, partial [Rhodovulum sulfidophilum]AB33
MTTLFGALFPPSGWRTYLPRRFVLILTFCLTGNAAMADVPNRQHYLDFDMQGAVWVLRVNGVDLWTQADNALYSSSLPIN
DLLKKGENSLSLIYLPMRRLDPETRSPVLEHHRGFKAEVRLQAIEPQGGREEIHLLSVGYDENGDIIRLTSPVSGSGFIS
ETSHLATADGQVGSWFPVSKSPQIVNAGGQSAPAETLTARFTVDDDLPGDFFWEDKAVPLQDTREMRAGLRRAYQDFYKL
VEQGRGYEILELARPLWARAGTTLAGGKSAEDYIGGKDGLRRFSRNPGD
>MCF4119136.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB33
RKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSDLAAWKRGEAEWRELSHSILFSGAPGTGKSVLARAIAATAGVP
LIEATLGSWQSAGHLGDMLREMRRSFAEAIRQKPAVL
>MCF4119137.1 integrase core domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
GMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQCQRPELFRKRVYNHAGCDRFPQ
>MCF4119138.1 hypothetical protein JMK10_20915 [Rhodovulum sulfidophilum]AB33
MIALKDGSPAAVMSDGPKKKDDLTPAEEVSISDSLAEAIKVNRDAFIEAHTDTEDLAETVKSTALTGAVQAGAIWSSGLG
TFAADLNDTYLASISGRAARRYLPHMPSFKDWVRIHREFVGEILSTDFEIKTWRGKSTSFFQERRLSGRISPRSVTRKRG
SASSMRCLKA
>MCF4119139.1 hypothetical protein JMK10_20920 [Rhodovulum sulfidophilum]AB33
MNFSDKIEADQDCLPCQHGNLFLSDMSAEMQSRLRFSGAVNGKTTKTLPVGRVFQLENSADRTINQLDFSLGGETMTVIP
DLSYDPVTAPEDLKCAIAVPDELPSEREPEYYYPNGSGALAAVRTQAFNSASDVQALRRSDPTEYAKLMSAFDRMNFAYN
ISDHPILNTSELIREIGSVQPRLKMRLRDHDLSARAQDILA
>MCF4119140.1 cytochrome b/b6 domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
SAATGFLGGAEAIRWHIGGGLAALALVIARIVWGFTGPTHARFRDFLPSPAAVLGHLRSAAPRHLGHNPLGALMVLALIG
SILLIGLSGLILLGGLFKTGPLAFWSFEAGRAWHMLHEVAAWAVFGLVALHLGGVAFESRRSR
>MCF4119141.1 hypothetical protein JMK10_20935, partial [Rhodovulum sulfidophilum]AB33
VSRQVQRGLNLREEIERPKFLERLPVYRSLADQVTVIQGTPEKSAKAIFVQLRGVGRPIADIF
>MCF4119142.1 hypothetical protein JMK10_20940, partial [Rhodovulum sulfidophilum]AB33
PGGVKLPAGKLLDLCGFRGRRRGGAAFSEINALILVNAGGANRRFRDPQAAEAGASNGGYRQRAPESVAPGAQRALKICA
SGHSTAKRQSPLRPALQTLAA
>MCF4119143.1 hypothetical protein JMK10_20945, partial [Rhodovulum sulfidophilum]AB33
AVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENEGRLELGTGLSFTGVGKVSNSGTVAIGANGRLQAERIGN
SGTLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDASGDEPIRNAGRIVTTDSGD
DTITLGGSNPNLLENLASGSLEIGDSDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTNDGMLKAGSVTSAGSL
TNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSL
>MCF4119144.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTYFGSLDADLRIEEIEGVMPLDHQHDVWPLKTVPDLLFDHVFGQPLASEPDATYLKTYAVLDAAKVFGLREILEAGGLN
FRCLFKGEAEEDYEDAAPYLVELKDQDAFARLLFTYLPELPEDLTSRHMWHKAPGIYLRSRSSFNDVWTHFRKFIRIQDR
NGKWYYFRFWEGRMLGRLLASEKPDDAFIKGFVSHARIDIYSYIYQIEGGKVFVAHKTRRMPPGTSVTRIRYESISSALQ
EPSWDNFIRRLTEEFHKEFKQVAVTRDDAWLADMCNFARRDGFKIELAIYNYVRSAHLAEARNISFYKILNSLRGKYPTY
SDLEISNLLWAAVQPVGHK
>MCF4119145.1 hypothetical protein JMK10_20965 [Rhodovulum sulfidophilum]AB33
MTDTSNTQPNMSASSVAGATTQECNLNHIPLFPVRYALTDEALVNASNGKGPGPVPVTINDVDNVTFELTRVRAGFINIY
VEIGIGEGSDRENKWHVFYHSTQYGDENSSLPRLDTEKKKQGGTAYYFYKYEWDEGTPESAWSILTEDSSGNKVQSYPYP
FVAIGTSTAWVAYSEERWPAHYFKRAQSDPAFRERLMTKVVITKTPQAEGKYAPLIDLPNLARSFDVNRTSASTYNFGNS
IRHTPIKAQNWGYVANGPCARERGYTVLVNDATAAAQDLCAELTLTQHSRALLAQENAYPLTTGAIVKGLQEQEALRMNA
STWLPWGETRPHIVEFDSVYSKLLDDDRAARDELTKKELALFDAWKSLIDQTEIGTSGDMLALHAEEFEKATDADKSEVA
GYGLFDVSNLVGPFASCEHDLTITYFDAVLFEESGASGEGATRMKELIRKVGAAFGAATGFAQERDFFYLASWDLSVETF
SARLNKRNGRYYFNGNLVGLHRSQVLTFTTESEARATMQRMYAEGHYAGRPVGSLPRSEAGNVVTTLQDGGYPTARKQAV
YSIPTRQVSVAEAPPSDWYRRANQLSGSWGVSRSVGAGFAMATSSLALADAVSKWNEARSYNDVKDWMFHPAVVSIAALT
DIYAQALEIRTVARTLVQSSAVAARLFGNMPGLRTVAVAQCASTGGASRFTRAFGSKATGLIIGAYFSSKDLSDGWNNSD
NNLIISGGLGLTSTAISAYLVYGAVSGPVGWFMLAASALAAVGAAAYGYFKLNNYEIWVRNGFWGGDMEIDYWGKRREDI
VGRIEQTISLAHPDLANYNTISTAYTEELKYFFEQTLAVAVTNDSAGDRAINIHCQGLQTAVNLNQLDLDVVLDGIFNGD
VNGAKLIRHLTLGADYTLEFVKLGQAKVTIYESVFQRYVIAPHYELRGNFIRVGATFKHTDGKRPSGSGSFPYDKASL
>MCF4119146.1 hypothetical protein JMK10_20970 [Rhodovulum sulfidophilum]AB33
MDKSSSDRFDYSAAKWNRLSRSIKRVDDGTVEIRNPTNSVGKLIINLLILFQVGLFCANAFIRSGELVHPHRPSSFDTLR
QMIYQDYLWITDPDAYLESRYQNYLEDWEDPNSIRSSFPLRSKDEYVEGFLSSFGPTAKMRFDDTLRRLGFGPLFIFLVL
FLPLRIFMPDSHGIRLDARRRVAYVRDWFGNSIKRFFGMADLRPRKKREEVDVLERLHFTTRLHAEYAVTRRLLKVNKIY
KLLYPFRKPAMVYLSEKGHEYGYTQRFPLGSYPMRKNQPEEIQQFIEDFLAHPEPGEWTKNLRYRYPLPGDLIVWLIRAN
LWKFGGYKKANAEDKVDACLKELDT
>MCF4119147.1 hypothetical protein JMK10_20980 [Rhodovulum sulfidophilum]AB33
MRRSYEPESEDHKYFKRILSERIHEEYKDVDPAEWLYMHDGGAFEERVAYMAVNWDEARALVDALENTHLDDDYLPTKQY
PLAHLIDIHSSNRRFSNKSGDPYEIVRSQKTRAEILARLAEIAHFDLGDDPDEWRRWFKAWDEDDFFPPVR
>MCF4119148.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
LYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAGCDS
>MCF4119149.1 hypothetical protein JMK10_20990, partial [Rhodovulum sulfidophilum]AB33
PRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLAALPRAEGLPEPSVIVGLLNPDTEDLPVWSDLATRTRLRQD
DPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGIDGLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAED
V
>MCF4119150.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
QTTLTPAQEAVAVALRKALLLPLDDLLAVVREFLTPHVSRSGLDRCLRRHGVGNLRALKPKDPRPAHGSFKADAPGYLHI
DIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAAT
GQHEFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQ
>MCF4119151.1 hypothetical protein JMK10_21005, partial [Rhodovulum sulfidophilum]AB33
MDRNIFLIGPGGIGKTSSGRDLAELLGREFIDLDEKFMSGPGHIGQYISEHGYAKYVRENSNLFFEHINQSAEPLVAALS
SGFLIAEVEIETVQKNRFAVKNGHSVLLLPHADPDECADIIVSRQVQRGLNLREEIERPKFLERLPVYRSLADQVTVIQG
TPE
>MCF4119152.1 hypothetical protein JMK10_21010, partial [Rhodovulum sulfidophilum]AB33
EILELARPLWARAGTTLAGGKSAEDYIGGKDGLRRFSRNPGDGSTLVPLGISDDPTGDSLEFMADHRLVRIRPDPLRWRF
PPERNRNDMRSPLVFFRDAEGGWHLGDIVRN
>MCF4119153.1 hypothetical protein JMK10_21030 [Rhodovulum sulfidophilum]AB33
MNKLVSEIMGWISPRGRADLGENDADEIAQITPEQAKEVDEIRSFVDTDFYLKTYPDVAQAGVDPVVHYCLWGWQEGRDP
APDFSTLFYLKTHGDVAAAEVNPFWHFLVAGEKEGREIRPAGHEAAADLQDSEPTVETFSEEEQPVGDMEDLRDAFDGEF
YLARYPDVRVIGIDPLVHYWTIGWQEGRDPAFDFSTRHYIETNPDIAARVHLMNPFWHYVMAGRAEGRAGRHPGGYRAER
LRHTEPLEKDVEHWIRKTEPGPLMGASDIKELIVAQCPEASCPLHIAIGHDNYLKVSGGVQICIHREEQLSNANGANYLN
VHPWQPLPRLAHLDEDPDPIMVLILNGTEIGRTRISDLIKAVSQSRDDLGPIRVVIHHLLGHLPERVTELVAATGKRDCW
LWLHDFFTICTSYSLQRNGVSFCGAPGEDSNACALCRFGQERATHLPRMRAMFDALDIHAVAPSQVTMDMWVARSGLKAA
SQVVQPHMKISWHKRSEPINAPEPETITIGFLGTPAAHKGWDVFVALSRHLRANKRYRFVYFGSALSPLSSISHVPVHVS
ADAPDAMIEAVARERCDLVLHWASWPETFSFSTFEAFVGGAWVITNPGSGNVAAKVTSLKRGAVIESEEALLDFFDNGSA
ERMVARLRAERAEKSVHHKLSDMILQQWSAKEQQQKGSKS
>MCF4119154.1 hypothetical protein JMK10_21035 [Rhodovulum sulfidophilum]AB33
MTIHAFTSCSYSYLNRARVLSSSLRRQHPDWVIWLVITDKEPEGFTFDLAQEDYDCILTAEELFGDETERWLFGHDIVEA
CTAVKGRACVRILEEAGCDKLFYFDPDIALFNPMSDVVDLLDTHSIVLTPHQIDPDPMSDKVAIRDNEITSLAYGVFNLG
FVAIANDDEGRRFAQWWDDRLHDWCHDRLDIGLFVDQKWCNLVPCFFDRVKVLRDPGYNVASWNLSQRVMRYDDQGTALI
NDRPLRFYHFTKLGPVGDTMTQRYAQDNIEIYELWWWYRTAVAEASSREIPKGWWFYGVFDNGETIPKSVRELYRDRQDL
RAAFTSPLRTGEGSFYEWLQSNTELMGVNEERGFVPV
>MCF4119155.1 hypothetical protein JMK10_21040 [Rhodovulum sulfidophilum]AB33
MNKSSRLVQHEIFDLKTWEELRTFLDGLDSTDPFQAAIGYYAKSWPAPKDDDAAFEPTMFLSEDLTATYLYSCPVIFEGT
NNWAQKSFLSRAECDEKLQDVVHCCARLRGENPDARFCLILIPEKDFLISRSFLREDRYDAMLGAVEALRAKLVSFDIPV
LFEQPIQNIEKYLSLSDYEYPDSHLHPRNYILFFARALGALGFDWERVAPSVKMEKQQVYLDLSEKFKDGVDRAYESHEA
KISGGEVTRISGSETFESPLGQTRQEFENSKPVFDEDLLLLGDSHSSIYTQRRLTYLFANVFRRTTFAWNPSGIRPEPTV
GDFRNIVLEISSRFVF
>MCF4119156.1 Stf0 family sulfotransferase [Rhodovulum sulfidophilum]AB33
MQNRKIMRIWEKNFHETEIAQTFDGAVYYDGTGPVFDTPLAVLLFSNRSGSNLLAEHLINSGSFCGLGEVLNYDFVNSVK
QKHGTPSFPKYLESIARDNARDGEIFGVKASIEQLAMLLRWKIPEMFSGIKIINIERHDLVEQAVSMSIAMQTKSWSSEI
ATDVEPVFDFEQIAQYFENFACNLADRRAFLDLLKVPSRTLNYHAVVSEPSLVVNECCRLFGVTPRRSLPSETMLKKQGT
ERNAHFAAQFRKVVLEQGMTL
>MCF4119157.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB33
MTMTNLALDTCYGAIHVPGWPGDLIVRSLNQLGEWCICETILAAALLRPNETLWDAGAYLGTFSLGVSLLTRPARVVAIE
ANPDLTALLAKNLALLPCPAELVASGLAGRPGWLVPFSEDPNNHGATAYLQSDAQPADHPQIPCQTLPALRALHDDYDFL
KLDLEGMELDALRADFTHIRDRRPVIWAECNESPASLQLLGAMKWLGYDVLYLAFPAFRSANYRGSRDLIYPMAYEAALV
AGPTDRLEALSKTAPALVPGEDILCRHVQTSYDLRRALFDTPRWARKDWTEMSRAELIARLGRTEMQTPLGAFLK
>MCF4119158.1 hypothetical protein JMK10_21055 [Rhodovulum sulfidophilum]AB33
MKAARTQSRTTTLNGNSSKVAPRGCFVDLDKDKLRGGSYTSSKAAGWLCGWAIQSAEVVVLEQSCGGGAFWETAAHRLRE
VGGMPAKIGPNLTGVEIILT
>MCF4119159.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLTPHVSRSGLDRCL
>MCF4119160.1 hypothetical protein JMK10_21070 [Rhodovulum sulfidophilum]AB33
MAGEIALSNTAILMDLSITSGAVDIRVEDVPLFDPAAPIAASQTIDTKLSINQAFHSGENTMTFRFRFTPSSDPVVNPSL
NVAIGAYTGTSWPSIGEGRPLVSDFKIRPASTPDGGHLLEVKEHHSEQEALRAGELVHISGDGTPESWNTYRLIFKVDLP
LPEFAWQQGQSLSATPDTEQSLTAEYQRLFHVLAQKDRALYRQALRPFLRNMAAAQGLDTESYAAMSIDPVLGPESDYDP
VSYSAAGSRVELFGGGAWRLLSQFL
>MCF4119161.1 hypothetical protein JMK10_21075 [Rhodovulum sulfidophilum]AB33
MQIISRIYADGKFGAIEETFLFSGNVASRLESHLSTVSEGEGKLKAKVEWNGVKVNYKFQTQAKLFGFSAGAKRAQGEIP
VFGPEIIYEITLWFRSYYFSFNLQGKCHGRRDCPEQHCDPNGSFHHLGRSRYPCGRRAPF
>MCF4119162.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
YLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLDRAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQH
EFDLLCTDLGIEHRLAPPMRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKD
WQRQRPELFRKRVYNHAGCDSYPKSCRGTDEPAQILR
>MCF4119163.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]AB33
PQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEF
DLLCTDLGIEHRLAPPMRPQT
>MCF4119164.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRTAL
>MCF4119165.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB33
MAAKAGVNRVTVAELETGRKQGSAQTLKKIADALGVTVDDLI
>MCF4119166.1 WD40 repeat domain-containing protein [Rhodovulum sulfidophilum]AB33
MKKLFTLLVAISLASAVRAEPIVRFETTTTINDARDFSPDGNLLASTVSQDGMTYLEVRETATGELVTRSPEPVHGTFHP
GWYHDGSGLYTDALSRESILHWNGKSWEMMDVDGLRYGGTAGGRGNLSPDSTKLSLHTYAGDIAVVSLENGQLQDVEISE
RRSHVAAWSPDGRYLATGHDGVVILLDAETFREQRRYEGLSSKVYKTAVVNSLKWSPSGRFLAIGSLYGAGYLVEPDNAE
GGVIALRNGVDYASDLRWVPEAKPSWRNLWRKQRDILTYRGTKYGTNSENAEQKEDSRDYQIWYDPDAGEVLNKIELDCT
WQKGWSTSVQTVSESGAVVFHCSKPDREREVVVNSVIVIDPDGETQEHELPLPTDAIEVSQDGRFAATRESEANSPTISL
WCFGGILRGK
>MCF4119167.1 hypothetical protein JMK10_21115 [Rhodovulum sulfidophilum]AB33
MGNNRLVSTGNNQQETIGGSLNRTVGGQLGSLFGAVGAVAAAGGQDALAGSEAVGSKAVTTFAASFAAAGAAIEAAAGSA
RTRFDAAGNHRAVGGAEQAARTDSIASLLSDVMPIGGVMMTMVEKFRSDTIGLARTEQIGAYKTTSVGHTMTVNVGQEFL
INCGKSKFVMDAEGNVTIIGTKFNFTASDHVQINGKVIDLN
>MCF4119168.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]AB33
MAIPKEGSRDTSEGLIVSCTPDVCKTPVGSSLVPIPYTITAVQGDDANTAATVRMTGLRAHNTGSMTTCCTGDEPGTGTG
VRSGTVGAICEPKGHSGSVRIEGKWAVPHTDEWWMNKRNTVGKLTYVQSTEAWGPTPAVERAQDPKLEAPE
>MCF4119169.1 hypothetical protein JMK10_21125 [Rhodovulum sulfidophilum]AB33
MNRIARLGGVAIRRAGGIVTGVLWPSALGDGTLFGAIALQLEEDQVRWVRDVSMATGVDNLSVGQELVDRLADWEQANPG
AAPPKSLYDEVIAQAQSIAADGDAETEEDNQESTAAGVTAGNVRITATLEETLGECAALACPPPVDGYGGGAHGCTKKPG
GDQLDSHHMPAASASPLPREMGPAIRMEPVDHRMTSSYGVGAVGPTGILAQNGQVLAAFNLDAAEVEARFPGKYTASIAQ
ARTYAECLRNAGMIR
>MCF4119170.1 hypothetical protein JMK10_21130 [Rhodovulum sulfidophilum]AB33
MSDNWEILPESGLGPLRFGMSEAEARPIAQPLYGVIEAEGPVGLQSNDEAYRVLLETMGEEAAREAIGTLEKSGVDLQPS
RRISFVSGLMLDFVQDGLDSIMCHSAAFPLHVGGKPFFGVDPLPALRLLQQLNGEPPFVKGPDCYFSNIEVTAFECLLLM
PGGGFRATREGTEEAGQKTIGWQRKQRTPPEDLKSHVRLDLAT
>MCF4119171.1 hypothetical protein JMK10_21135 [Rhodovulum sulfidophilum]AB33
MDHKTFYRGAALDRHRFAALANSDGSYSPNRPFSSSTHVVEFDLRTGAWQEIAHRKWFGVGVARWPGAGAAGAAGFMVLS
QQGDVLEHGEETRDSRLTDGPLAWMVSIDCVSGGLYAIGSTGCHFRYSTDGTWAPMSPEAYDPHYLQLDIVERGMRILGL
QSLDEYDALTPDQEDWLSGKQVRLETPFFGIDGPSPNDLYLAGQNGALMQFDGEHFHDIDPGERSSLVSVLCIGEDVLVS
GSSRGSVVLRGNARKGFTPIFRAPQKEVAIYGMTLFDGMPHFGDLGEETGGVYRLEDGVMRRLPGVNAPVVHVEAIDGVL
WTLEQKAVNLFDGASWSRFESPFA
>MCF4119172.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]AB33
MPKPSPTRHRRTNWSEYNAALRQRASLSVWFDPGT
>MCF4119173.1 hypothetical protein JMK10_21150 [Rhodovulum sulfidophilum]AB33
MGEYPKTACLDTDMATMTRLVHRVLPGDWWPELKDFRCNRSDFGPLTSAWARIPPGEIAPAAVALQETGSDMSWLLADLP
RIYPGLLDGLDPNKQRYARFRVEQTMYVISLVALESGDILFFMFDQGA
>MCF4119174.1 hypothetical protein JMK10_21155 [Rhodovulum sulfidophilum]AB33
MNDALLGTMMEFGEAKPFDIVGSGRIRSIFLKYASDKEERDELVLRESKGR
>MCF4119175.1 nucleotidyltransferase [Rhodovulum sulfidophilum]AB33
MEFPLANTRPVDQLLEDLVEELQVPPGRYEQAERSYKSLGEWLHRPDSTVRDDSPDVYVQGSFRLGTAIRPASDEEDYDI
DMVCRLDYEKSALTQAELKRRVGVEVKAYARRYGMSKPEDGRRCWTLVYADGAQFHMDVLPAVPDFEKRRYLSEAGPALA
RLGATALAITDKKHDCFRQEGGRWPRSNPKGYALWFRDRMGQAFRRRALNEARRMQASVEDVPAWRVCTPLQGAIQILKR
HRDLMFSDRPDDKPISILITTLAAHAYNQEERLSDALFSILQGMDRYITRRNGVDWVENPADPEENFADKWEEHSERRDA
FYEWLQQARGDFASAHQALTADGVGAVLSERMGQGLVERALGRRNPAKKPGATARLVRAANLLLTPAYMRKPRWPQAAEG
RVNISAATFTQQGFRPQSFVSNGAPLPRNCSLRFEADTTVTGRFKVYWQVVNTGREAEDADCLRGGFSPDAAVRDGLTHS
ESTLYRGQHSIECFIVKNGKLAVRSGQFIVNIG
>MCF4119176.1 SAVED domain-containing protein [Rhodovulum sulfidophilum]AB33
MSFWRKHGDRFFDGLITYVFRTPSWPSRLLRAGGTLIVAGLGVGGLAGDLSWIDADRVVRLAMQADGGGLSVHWSQITVF
LGILLAAAGGVLGVIDHIADRRQLRKQSVVVLEHRGLHQTIDTPLASAVPKRLKGRIDVLPVDHRQSTSTSQISSPEDAL
SQIAGLRQQLRQKRDAAGPGDVKMVYGGMAPVPQTFLTGMMVGNEAGLTVMDWDRFAERWREPDGVDDGDRFTVAGLEEL
QDKTTEVALAVAVSFPSDEDGIRATLGDMPLIRPRHWHVTAQKPRTSLSPGRDFDA
>MCF4119177.1 superoxide dismutase [Rhodovulum sulfidophilum]AB33
MAFDLPALNFAHSALEDRGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTAL
LGLDVWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MCF4119178.1 transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSTDNLEKEGRPPRSAAERILMALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEK
GQSRFPDTHAALTVEILRSISDVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDG
GLLLVENHCPICAAASFCQGFCRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MCF4119179.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB33
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHSVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>MCF4119180.1 hypothetical protein JMK10_21185, partial [Rhodovulum sulfidophilum]AB33
MRAPPAPLVPQFDLSGRNTLGLRSRASYGGGLADEGEMIAAAQFADRVGLPFHLLGGGSNCLLAEEIDA
>MCF4119181.1 transposase, partial [Rhodovulum sulfidophilum]AB33
RQRASLSVWFDPGTVWQAGKTGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESLIRMAGLDWPAPDYSTLCRRQA
RIGVQIPYRR
>MCF4119182.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
ISEQTVWKWRGRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLLPLDDLLAVVREFLTPHVSRSG
>MCF4119183.1 DUF2345 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTTVGKDMAERVAGNHDMTVADSQSVYDAGRVDLTAEQAMTLTSDKTQEIYAGEAIVLNCGGASLVITEKGRHRDIRSAL
LRKSALVLTVPFPVAVQGTASISALPRAEARFMNEPCRAIGPSDNGE
>MCF4119184.1 hypothetical protein JMK10_21205 [Rhodovulum sulfidophilum]AB33
MSLLAAAVLAWPTTVSAESCANVLASPPVELILTSEIYRYLNRLDAAECRHDQPTALETILDSAAAVNITSYVLLEGRLG
DGGEPISSQLIAGFLEDYEQAQAGLDFNAMLVLADMAYYSCKGDENCVGAALIDWTGKLYRRGNAACIYGLNGPCENPPD
IPFLHSKFLEVQGFTEEERDVFVCARYLDCEK
>MCF4119185.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB33
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVRETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALTGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGVYEIIPGFVLAWLAIVVVSLATKDRGEF
RSTISAPAE
>MCF4119186.1 hypothetical protein JMK10_21240 [Rhodovulum sulfidophilum]AB33
MPLCATSPPGIIVGGTLAYHNALEHQEQIREIMMHRFREGEVTDAQFRDVFGDIIDSANLKNTGIFDHDANTDIKVLLYF
DRWSCGGILFAILGLLIGFLNIIHWLSLTGIMIFLPKLASKFFIIDD
>MCF4119187.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]AB33
MPKPSPTRHRRTNWSEYNAALRQRASLSVWFDPGTVWQAGKTGKRGRPETFSDAAVQVWLTLKVLFSMLSRRQKTLVESL
IRMAGLDWPVPDYSTLCRRQARIGVQIRYRRSGMPSALLVDSTGIKFRGDGEWLARKHGPSRRRQWRKVHIAMDTETCNI
RAVEFTSSRQGNSPLLCPTCC
>MCF4119188.1 hypothetical protein JMK10_21250, partial [Rhodovulum sulfidophilum]AB33
TSAIGSERPSGRPEGPRAMMGRRRSAPSPLRTMTPTDSQIKNAVGAARMRMLIVTLIGAAVAGCIPQSRRAQIDVGGGAS
VALIVSPMFGWHSDWHRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHESGLYVLHEGQAGCIIFSVSPPKVVNDPAISCD
KSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFIGADKQPEAEPSDIL
>MCF4119189.1 cell division protein FtsH, partial [Rhodovulum sulfidophilum]AB33
MIAKLEHEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTHSATGKVDRMLITPLLPENDAL
ATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSDLAAW
>MCF4119190.1 terminase small subunit [Rhodovulum sulfidophilum]AB33
MALTAKQRRFVEEYLVDLNATQAAIRAGYSETTARQTGAENLTKPVIAAAIAEAQAQRSERTQLDADWMLRRLAAEVTAD
LADILDEAGAIRPVKDWPLIWRQGLVSGLDVNETLVEGEKVGQTVKIKLSERIKRLELIGKHVSVQAFRDQVNTTGAISL
TVNQEDAEL
>MCF4119191.1 hypothetical protein JMK10_21265 [Rhodovulum sulfidophilum]AB33
MTDTVRLLVKSDGLDLGVYDQDGRRIEGVLDLAVEREHEGLTFITMTVIAGKPRGAQIIGGIAPPPSEK
>MCF4119192.1 hypothetical protein JMK10_21270 [Rhodovulum sulfidophilum]AB33
MARLEAGLMGDAKFFDGIGELRITYGPGYRVYFVQQGETIIILLCGGDKGSQRRDIEKAKTMAKEL
>MCF4119193.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB33
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTVLG
VTKALGLTLKVEASA
>MCF4119194.1 hypothetical protein JMK10_21280 [Rhodovulum sulfidophilum]AB33
MRTIYPDIGSRWVYKRLKPFVMDTWTWFRSKSVFVQCLLVVPVTCALAFTLLVGNMGLALMGTAIALNSVVVGGARRTDY
DDLWEGRCNHPSGQASDTLNEMRIHALGECRISYSA
>MCF4119195.1 transposase, partial [Rhodovulum sulfidophilum]AB33
QIPEDEESATVTADGAYDTRRCHTAIIERGADAVIPIRRNARAWKEDCPAALGRNEILRAMRHLGRALWKKWAGDHVRSR
VEAQMNRLKLFGEQIMSREPDRQTAEIQIRIIRHCRSDQWRDMAHS
>MCF4119196.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MDDLTSAVGLTRGALYHHFGNKTGLFAAVVDQIDAEMAARAHSLAEDEVTLWQALLAEGSAYIEMALDREVQRIVLRDGP
AVLGDPARWPSQNRCLDATRDAVRQLLADGVLRPVDIEAASRLLNGAAFNAALWIASCDNQAGMLPKAQEAFRILAEGLL
AQEFRTANRGTGE
>MCF4119197.1 hypothetical protein JMK10_21330 [Rhodovulum sulfidophilum]AB33
MERAADWTAEKAGEAADWASEAAHDTAEWASESAHDVADWAVETAEGVEDWPNETADDIREGWNFLQNRAAKAVPEGWL
>MCF4119198.1 hypothetical protein JMK10_21335 [Rhodovulum sulfidophilum]AB33
MSVLRNLLSVRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALLQLNDPLDMFRPETVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAE
CVPYLRPVSLAAEPVDLLPPPNLAVTFLEYGMVVLILVFGPGFWIAAITDDLSERGLASSLIWFVMVALFLASRRSVART
LLLARAMALYKPAADWTVASSVDTKVRS
>MCF4119199.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB33
MDGTPKGTKPKARNAKTKVAQTIQGVGPVILRRRLGNALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTE
LLCLSGRHPAVPGGPRCLEVMVFCRSDLGRGDYPARAEFVYGEWLREAFEAGESPVPERDPEYSLVLAQARQEAIALCGP
PGNEVPPEHVRQAMRDVLPELLDGLHGDARNVLLTLARMWHTARTGKFVTKDAAATWAIARLPGPEAMTLDHARGAYLGE
LAEDWRSRADAARQVAGRMAEYVRRSL
>MCF4119200.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB33
MLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPVVLLSHGHNGGP
LSHRELATQLARAGFIVIAPAHMGDTAGQPPGASQDRILKNRPAQAIAALDAALQNERLAPHADPARIGMIGYSAGGYTG
LILAGAKPDFDHAAAYCAKEGRDDTGSCGEAKFIGMSETLATWSVPSEPRLKALVLLDPLAVMFDATGLADVGIPVLLFR
PQEDIYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPEDIAAEAAMVCNDPPGIDRPAIHRSLEDDVIAFLNETL
>MCF4119201.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MCF4119202.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB33
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDKELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MCF4119203.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTEIVPADSYGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRERLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDLCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MCF4119204.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MCF4119205.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRGPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MCF4119206.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB33
MTRPTTGRPSSVKSSKLIRVSMLAPFVLILTLALRGAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWA
LSKWAMLTAIAAVGMKTDLKRILSVPPQSVVLIFLETLFIAGVVLAGVMVLL
>MCF4119207.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB33
MHRDHGRDGQPASDYASERASRRRASGRRRPATGDRRPGKIRRTGGEAGLIRGSDTGLEPARSRPRADRTPEERPSAGRH
RLGLAEAALAFGPVEYFWLAIFGLSLIAALSTRDFLKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALI
GLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAFSTLMRHKLNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRR
APAYGQGNPGGIVATESANNATVGGGFIPTLVLGIPGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLL
MLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIGSFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAE
EGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLLSFVYPFLPALTRTLRRRGTAPPAPSDKRDPADPAAILRDLAGIGV
MAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCGLAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFAT
AGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVIIVFTIGFREALSVPLPGGLIF
>MCF4119208.1 aldolase [Rhodovulum sulfidophilum]AB33
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MCF4119209.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB33
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATIRGAPGAIAAQVTGTPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQLDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MCF4119210.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB33
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MCF4119211.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB33
MRPARLAVLAVRLADRVLAAVEALLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRIAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MCF4119212.1 cyclase family protein [Rhodovulum sulfidophilum]AB33
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGRREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MCF4119213.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDDDMRALLIETAQEGARRQRALNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>MCF4119214.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB33
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAAAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLHDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MCF4119215.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAATPNH
>MCF4119216.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB33
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRNYLPADYRAATRPWTIAAAIHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALAVAAARPNIRIKVSGLGVPGEAWTA
EAQREVILTCIESFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MCF4119217.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB33
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRENPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MCF4119218.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB33
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGGGLVLRGARAAGGLPALLDLPSNGEIRRG
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MCF4119219.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB33
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRGG
>MCF4119220.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB33
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSETRFEVRDPADGAVLGNVAAMSADQSRAAIDSAQAAFPGWAATLPQDRS
AILRRWFELVTAAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPYSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGAKLACGGARLPLGPLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MCF4119221.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGG
QTASTRSS
>MCF4119222.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCEDPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLSCLIVDDDAISRFVTVEHLRRLG
AEPVEAASIRTALDHVVDREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGEEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPADDLGLWRRRLMPLLDTAPARASGLAKAHPC
>MCF4119223.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVASWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MCF4119224.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]AB33
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MCF4119225.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB33
MTAQTRRPPTHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTCRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
VGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>MCF4119226.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB33
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLIEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTHDTSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MCF4119227.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB33
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVETRLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAAVRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MCF4119228.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB33
MSGAVPAEAALSRRSLLRGKLDGGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRISARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSVLALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAHAPVVRTRPAPCWDRMSTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWHAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MCF4119229.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]AB33
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRNRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
PLDDLLAVVREFLTPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLQRAAPMKITRVLTDNGKAFTDRLFGLRKRAATGRHEFDLLCTDLGIEHRLAPP
MRPQTNGMVERFNGRIEEVLQSHRFHSGEDLEQTILRYVHLYNSQLPQ
>MCF4119230.1 Ig-like domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
TGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATAT
LGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNTDGSWT
LGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTATGAEDSAIALELAADLIQPAPGETLTLTVSGLPE
GAALSAGTPNADGSWTLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVASATGAE
DSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTETADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGAD
SRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTANADGSWSLGPD
ELDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVASATGAEDSAIALELAADLIRPAPGET
LTLTVSGLPEGAALSAGTA
>MCF4119231.1 transposase, partial [Rhodovulum sulfidophilum]AB33
MPKPSPTRHRRTNWSEYNAALRQRGSLSVWFDPGTVWQAGKTGKRGRPETFSDAAVQVCLTLKV
>MCF4119232.1 replication initiation protein [Rhodovulum sulfidophilum]AB33
MGATKQKSYDRFNTFRQRVLDPAVDAINDYGTVTVRMTPEKRGRSVHAVRFDWRWEDLQT
>MCF4119233.1 ParD-like family protein [Rhodovulum sulfidophilum]AB33
MAQSVKLSDDVMALVRREAELQSRSVAGLLTHWVRLGRAIEQSGTYDHARVTAAIDGRLDTVDLLEDKVIAWLDPFTEKC
PSHL
>MCF4119234.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB33
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEDV
>MCF4119235.1 hypothetical protein JMK10_21550 [Rhodovulum sulfidophilum]AB33
MRRRRTYRLTGGLATAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSVDSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHSLAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MCF4119236.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB33
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGPASPYDGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>MCF4119237.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB33
MPAPIRLVATAALLSASLMLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNR
QQAYSQYLRLAEQYPDDLEVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAA
RAEALLAEQPDNALLHVTLLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKAAEALLREMVSKFPKD
KENKAALIRFYLAQKDLDGAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPETARAAIDEAIAERPDPLPFQVIGAGLD
FEAGRRDQAISTLETILNGAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAA
IAGLRTALDHAPNDSQAMTLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAP
DNSDLLNTLGRLYLQMQDYGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALI
RARLATGDVDAALAQAQELRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQALLMSDPNRPGIWLELSNLQMRQGDRAAA
AASIGKGLEQTPDDPRLLWAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFR
DTKVPAMQDTYGWIALRRGESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKTVEIAGPADRRPQIEE
SRAQIEALATAVPAEN
>MCF4119238.1 sugar transferase [Rhodovulum sulfidophilum]AB33
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEIYDRDMSLRTDLDVLFKTVSVVVRATGC
>MCF4119239.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLTTTRAYILHRLKHAGGSGEEFSASAIRHIHEEARGIPRMVNK
LCDLALVYASSADAPTVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MCF4119240.1 chain length-determining protein [Rhodovulum sulfidophilum]AB33
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRRGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFTERRSPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLKTLQEEIDTTNSEIDKLQEAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPISTIPYMKPPKERGARLRRRNR
KVPPPSGSIMPG
>MCF4119241.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB33
MEKLQAALEKARQTRAVRSSTVPTRQQLRITPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GGNVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAEATRHAQFDA
CEREIAEHTNVLGVVLNAYRQTAAES
>MCF4119242.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB33
MVATYARLLKARGHEVTVVSRPWPRRTLLNRLRGALRGLPLRPHPSSPLFEALGDRHRVLDRRRPVAAADVPDGDAVVAT
WWETAEWVAALPVSKGRKFYLLQDVELFDHLPVDRVRATYALPLHKLAVSGYIRDRVRKEQPGAEIGLLPNAVDHALFTA
PPRDRGRPFTVGFLYSSAPRKRAELAFATVEAARVRLPDLQVLAFGSKGDPSEIPPGIVYRRAPPQQEIPKLYAACDLWL
FTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMDPAEWRAMSDAAHATAAAHSW
EAATDRLLRYLGEEARS
>MCF4119243.1 hypothetical protein JMK10_21590 [Rhodovulum sulfidophilum]AB33
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRIWATGTSAT
GIVALF
>MCF4119244.1 hypothetical protein JMK10_21595 [Rhodovulum sulfidophilum]AB33
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGAVDAAPATLTVASFTLDGEDRQSGLA
GLAWSSAGETAWGRAGVLRLQTRAESSGGVVLSAPVTARLGDAPRAFSAADWSVDETGVRIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPSGGTPVTRDSAASPVVVALNFQAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLSALETGPVCLVRPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGST
HKVISADAGTDLQYIETGTQSGAAAPVTAASPAVRIGDAAPTSYSPQTSTSALAWWDASDEATITHEAGTVSQLADKIGT
VHLIGSGTTGVGASKINGRNTVVMDGLSDVLTAHGLIYPASGDWVMTIVAVIGTVNNITDGLIDGRGGDSSINIVSYKND
AFNGHLLVSDISSHFATPPYSGLHVVQIVADLTDTGTLKVLIDGEEVASVSYDTPIQTDLNRFFRFGESKHLGGQFCEVF
IDSDKNVQAATYTYAARKWGLS
>MCF4119245.1 hypothetical protein JMK10_21600 [Rhodovulum sulfidophilum]AB33
MAEFGIKGPLVGSTVSAQIRTRSTGRALLDIDQTNWGVIPEEPTPPVGATLEVDVDLGVVHPIPFSAFGGNVVSASIVEQ
PEAVPVHVSVLDGNILINSVDWPEVRQDTTRKKDENGKDIFTLYAGSDQDDVTFNPLTYMVNKKEKSAPGFSFTFRVLVT
RSGEDPVTVKVTATPVAHLTLSGWSAGRGYKLAVDENDATLLEPGERHADIYVSLSAAAYSKDDVISEIGSWLEVGQVEH
YIATQLTPGGGNVSGHEVAYNPMTYYGSQAKPFLPDAVKGIVSELLNSHGFDTVYLHYERGYDYSAVPKAFAAFPGGQGI
LHPNAILAWGEGDQPVMYRTFINGSVKKHGLILRDMAFTFPSEVGGGGVSDLLVENCTSLAKIYLYGQHLGEVPRVTVRN
CILPQAFDPSEVKDGFWPGNYRPSNLKPGGGCNGIIIQGNFIAWGGAGPEYLNTLGPDGVPSKDDTYGYEQIGSDPRWGL
NGFATPGPNLLTHPIYFDSFTRHILFRDNFVFGSGGSLIQLRGGAVMRQCAFTYGNQAFMFGQGTFDNYAPTQFPDRADG
HRSLGQDVVITHAGFMDGPNAGNAMNWGLQVSAPLVPLERCLVLHDLNPNDPSDASRLTSDWNGDLHNRADGLVYARGSY
GSGAPFEHWKGRERDIAISWGEQTYNPDGLDLSDVNDATIFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPEIQALVRDF
IAFMQAPLGIAPAWRTSAGPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGH
VHAVNGRLNVSAAPTCTGGGAITTDESGQVWIGGYVGTAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAY
GEASMTIRSGRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAAL
VLDLTGVTAGSHVLIAADSVTGSFGSVSGAIDPGLDATVAVSATSVSLTVTAGSGRIVLA
>MCF4119246.1 sulfotransferase family protein [Rhodovulum sulfidophilum]AB33
MPAMPSASPFIPPILETRTIFVHVPKAAGTSVKIEFYGRPEGGHRRIIEFAAHDPGRTDDFFKFSFVRNPWDRLLSAHAY
LTDGRKATGRDRRFANEVLALHPGFEAFVLALEDPGFRRQVMAYDHFRAQTYWLCMPGARDHAMDYLGRFERFDEDMETL
RHRLGRPGRPTVRARPSHHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>MCF4119247.1 hypothetical protein JMK10_21610 [Rhodovulum sulfidophilum]AB33
MIDGGTRSMTVSRRIVRTLCLYIAPPAFPSSVLHNRRLFRWEFAARRGLQQRDNDDEFRAEVMHNGATSLVRVPDMSLPS
FHRFANFVGRRILPFSNGRVVSPPGAIGHHERRCIVVATPMRSGTHVMIDLLLNNLPAYRNRPLYIDLDQHLRRGEMPVD
PQAGYVVKTHYPFTMPGGKFPEDRLMGLFENSLVITIQRDQAEILRSLARWHAATSDQILSRFGDGFDRFNAFWPGRDRM
AIDHRTLFDRDAMQMLIRQIAERTGTEPARRFVPPPARDATQRIYLMKATTRLLGARAPRINTTIFTLK
>MCF4119248.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MTANVRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLM
ALRRPGALPGVLRLAWKTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHG
PADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPGRYRRDPAPATGPATARELLFVGRLA
AVKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVP
VVLMEAMAAGLPVVATRIAGIPELVEDGVSGRVVDPGSAAALTAAIGAVLADPEAAARMGAAGRERVCAGFDARAEALRL
ATLFRDGAAAGEDR
>MCF4119249.1 hypothetical protein JMK10_21620 [Rhodovulum sulfidophilum]AB33
MVWVLAPLLIRLNGLAVIAVFLVLAGLWHGGLLRYEGALIYPKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLA
GAGTVFAGLVLGAAMMPATDEILGKAARFVGVAFGAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIAGAGLMIVAL
GWPGVATGIVLTPTIALFAVAGSILLKDAISAARMDFIYAPPRSLAHRPTRPSERSPARPQVRAAQG
>MCF4119250.1 acyltransferase family protein [Rhodovulum sulfidophilum]AB33
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEVNSVIPLIRMPLLFFCAGRARFGTSACCRWSGCWRRC
>MCF4119251.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB33
LTAADRLQQVAPEVAAALLARLDGSAGARAAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPER
AEAVLKLGLERVAAALYA
>MCF4119252.1 acyltransferase [Rhodovulum sulfidophilum]AB33
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSVLSIDGAFYLLPYFLFGTLCHRHADQLLQHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRR
>MCF4119253.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MTPTAIAYLVPEFPGQTHAFFWREILALEEAGLRVRTLSTRSPAPGACPHDFAAAAAARTVYLFPPPLAAVARLAGRPVR
TLRALAYVLGLSETPWRRRLALVGLIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARARFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDADRFHPPASARPGGEALEVVTVARLNHTKGHVHLLNAMAR
LRTEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMATGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTVGR
>MCF4119254.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB33
MSNRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPRHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTIEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQIGAPEEIAYRQGWIDRAALLAHAAFFGKTRYGTFLARLAEEG
>MCF4119255.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB33
MLLVFGSTGQVATELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAAM
AWACAKKGIPFVHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTMLR
LGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSAY
PTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLAQVLSDLEAAKA
>MCF4119256.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB33
MRLSYFILSVYSALLRIITPNSGITKLTFNPFTNWLFANVTAKSSSMLRTRTSDGVPIEVDITDHDGRILWMCGSNDFKV
SRVANALLSQNMDFLDIGANYGTIGFSAACRMKPGDTVHLFEPQPRLSGQLRKAIEASGLDAVIKLHEVALYDRDVKIPF
SVPLQHSGKGSLVNSAPANESLTVQARSTASYVEPLIGDRPFGVKIDVEGAEAVILPDLIALKDQMRFCIFEGSSNQEAL
YEMFNSSGFLVFGLCRTVLKVNLSFVSSREELHSFHDFLAIRLSTRPTQKRMTLDNLVKCVRSPS
>MCF4119257.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB33
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGQPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLGHEGVGVRMGCFLENASGKGN
>MCF4119258.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB33
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSAKDSTAPPLAEFDSPFIWTRT
>MCF4119259.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB33
MQHAIWPDRVLVVDLDGTLIRSDMLYESLWGACRADWTAGFAVAAALPRGRASVKRLLAGRAPLDPAALPYDAAVLERVR
SWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQICGLLIFALALIATMG
>MCF4119260.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB33
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRFALRSLGALLHAASLPFIWILARRLGGPRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGAAALPARRRVLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKEFWIPLTTPGRLVSQMRDAYPYPALLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLPHYQPSEPERLAAFFDRIDPAETELILGR
QNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDRIAA
RGRLIAEAKGAWWRAELYERTGPE
>MCF4119261.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB33
MRILKTLAASVALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSSGKTTCYDPSGSAGALTEDLRAFDKNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLNFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKALKA
>MCF4119262.1 replication initiation protein [Rhodovulum sulfidophilum]AB33
MRSVVWEIGAALDEARIPLGHRDAVWLSIPTRRVRGADARNDNAHLKVTLARLAGVYLTGEHKGDEWGAVILAEWHLEQG
GTMARLFIPPSAVAAIQTPRTFAKIEARAAHSLTGHGRQLYVLLADKKNMQQSHWTYTVAEMRALMGCEDKKTYQVWAQF
DKWVLQPALKQVNDFGTVSVKMTAKRLGRTVEWIRFDWNWKDPHEAGGYQSRIEAEAPVGGAAIGSVIGAP
>MCF4119263.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB33
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDEPGPEEDPASAA
AGDETGNVAAGGSGATGRNASDGDAFDAAHADAVALPDTTTEPGSFVASAPSEGSALSPTIVKFASLLGVDPWSLVSSDG
GSGSGSGGQTPPDDGVGSPPPGDGGPDDGDPGDGPDDGPGEGPGGDPGGEPPDQGPDEGPDGSGTSVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVSGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLNAVAGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYDDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGFSMFN
SKNILLSDLTITGDSLIIKTADGFTLRNSSVYDIWREAPANDGDTWAQHLNRVSGFFLTQSDGVLVENNVFDHNGWQDGY
DYARSVEAGQPPSMYSHNIYMTATNGDVTLRDNIIMRAASYGAQFRMGGVVEDNVFIDNNGAINPAKGGSDASGNYSLVL
GNVVTSGGNKTVDDSEGALSQGINVQGWDESLVDNIITHLADPNNAADQAEKEKGHFALAINGSLYYNDTVIYNWTGAKN
ADKAGEIEANVGGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGDATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILNDESDGSGMTHYQEILEALQADYGAPITDPIAAPP
TGASASILDW
>MCF4119264.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB33
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALHAVCRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIALAALRLPRLRHSQGHGIAGKP
>MCF4119265.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB33
MRVVFVQHGNYAEAYRRMCAGEAETYRDQFRSVSLVAGLAAAGPVVTVALGDAHHDAQLAPNLRSIGLPRADIDRAGSLL
DDLAPDRLVCRTPHTRLLAAAAARGIATLPCFADMMRPPSPLGLWRHWRLRKALRARTVPCVANHSLNASRSLVEAGLVS
ADHVVPWDWSRLVPNPDPKPGMPDPQNPTILFAGKMTVEKGLGDVLAAMSVLAGQGLNARLTVAGGGDVRPWQAEAARLG
LAERVDFLGLVPNTEIRHRMRAYDIVVVPSRHDYPEGLPNTIYEGLASRSVLMLSDHPAFRGRVEPGRHCLMFRAGNPAA
LGAEIRKLCAAPELYAHLSRQAPEALDSLYVGLAWGDLVTYFLDDPANLTGWVERHSLCALGLSG
>MCF4119266.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB33
MSIFNEAFALRRQSRAFPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVARDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MCF4119267.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB33
MRKPTVLVIAEAANPEWVSVPLIGWSLASALGEVAETHLVTQIRNREAILRAGLVEGRDFTAIDTEHLMRPVWKLASLLR
MGKGKGWTTTTAIAALAYPYFEHLVWQRFGAGIQAGQFDIVHRVTPLTPTTVSPLAARTAAAGVPFVLGPLNGGVPWPRG
FDAARRREREWLSYVRGAYRMFPGRRRMLTATAAVLAGSHHTASEIPDACADRVVYLPENAIDPARFNRLAAQDISGPLR
AVFIGRLVPYKGPDMAIEATAPLLASGQLQLDMIGDGPMQAELEAQVAALGLGGSVRFHGRLDHARVQDVAAAANLLLFP
SIREFGGGVVLEAMSLGVVPLVVDYAGPGELVTTETGYKVPIGPRAEIVRDLRARLEALTEDPSELPQLGRAARDRVLTG
FTWAAKAHQVGEVYDWVLGRRPDKPAFAF
>MCF4119268.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB33
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARMTRGEGFSVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQKVELVPGSELIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVATLAPPMGFDPDGAAADEMIEELR
RSEARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWIWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MCF4119269.1 hypothetical protein JMK10_21735 [Rhodovulum sulfidophilum]AB33
MVPPMLALWSWVIVTVILFRVLRPAGALVACLLGAYLLLPTRTSFDLPLMPTLNKHSLPAIVATVMTATVAAGVQRPRPA
GAEGAGRILPGWFPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLAMAVTLLPFLLGRKMLADE
TGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFRPSAWIQHLRGNGYRPLVFLEHGLRLGIFLTMATLVACGLSR
IDRRRRIVCLLAAAWLFGTLVLSKNLGALAIGLLLVPVALFLSTRLQIVAAAVLAGTVLFYPLLRSADLIPVDQVVGLFE
KYSSANRIGSLNYRLKNEDILLDKAMQRPALGWSTFARNRVFDPKTGRDISVTDGVWVIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADMIPNSSLTPISWLIAGTLAGRLEQARAPAAATAGPPSDPPARNRPPRLRGGQA
AEEEPPLPAMRATPYTRQTTLHSRSRRG
>MCF4119270.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB33
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAEPEAGLFAPRILRDSGEIQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTTAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MCF4119271.1 sulfotransferase [Rhodovulum sulfidophilum]AB33
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLRADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MCF4119272.1 glycosyltransferase [Rhodovulum sulfidophilum]AB33
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>MCF4119273.1 capsular polysaccharide synthesis protein [Rhodovulum sulfidophilum]AB33
MAEIRSRGGEPMTPRAPDTIPKIVWIYWAQGLDEAPPVVQRCIASWRAANPDWDLRVLDRDAAGALVDLSDLPAALPRRH
EADFLRLRLLERFGGIWADATVFCHRPLEDWLPLLAGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWARQYGEYLIAR
RRPPGPYFMVMYAFQFAVSRSPELMREWRCCSGLWAVPSFRLMAALDGQVGAEEAAVESLRRGLPVSKLNWKKPFDQVRF
DTILGAAGIKRDVG
>MCF4119274.1 hypothetical protein JMK10_21760 [Rhodovulum sulfidophilum]AB33
MTIINRIELDTYDLRMACLAYNSGRAEASTVRAELDRLVQRVAGSEHPVLITDEAFFGPHVGQDGETRLFPRAHEVTQMM
VEAFAPHPVEILLYTRDEFSWLKSVHNQSVKQDRYAGSFEEFLAEIGGGADLDAVATRIAATIGPEQVRVFRLEDDRHHP
FGSGGALLDHVGIPREVQQDLKRASGINQSLDARHLRIMRRLNGLALPDFLYSRLRRGVLRLQRRARS
>MCF4119275.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB33
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGMMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFAMNQADRA
ILGKFITLDQLGVYTIAFFFGNLPILLSRATLGKILGPLYRMRHPSKSEANRRNVLKARRLAVGGLVAMTVPLAYGGGLL
IELLYDPRYVLAGPMVVLFAFALPPQLVSVAYGGILLAVGDSRRQFYLTALTAGLQVALMLVGVMTVGVVGVILAPALAA
MLIYPLRSRYLNLYNADDPVSDMMLLAVSLVLNGYACWLHKDGLLQLLS
>MCF4119276.1 hypothetical protein JMK10_21770 [Rhodovulum sulfidophilum]AB33
MSRIAFYRLAGLVGLLFAAGTLYRLFPIVTGQPALSEFFMTEDGYLMLTIARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGALLVRALAARILDPGRQAPALPWIAALLWYLSPLLLLHMMNGLETGLYSAA
VLAVLLMFLRLLRREGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARIVPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGIF
TRASRPVRMMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWAGSAAIGL
CVLLLGRLLMPGVQDQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MCF4119277.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB33
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
SAGATPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIEEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVTDGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>MCF4119278.1 replication initiator protein A [Rhodovulum sulfidophilum]AB33
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGVIERDTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MCF4119279.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MCF4119280.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MARRKRLSPITGPAEDTGPVPPGPMPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLAARLGATLAKAQPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLG
>MCF4119281.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB33
MSVGEDLARIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLTLEVLLMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLAVGATGAVVNLAVLSGLQLAGLAAWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMLFNFLGNRYIVFRKRYIRD
>MCF4119282.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MKCGTSTVSAYLEDHPEVFMLPGQEPNFFSHDKVHDRGAEWYERLFDGAAGARRIGEGSNDYASGLMYPDTAARIAAYSP
EMRLIYMVRDPVARLASAWVQNRVDQGDQVPPTLERAVREMPDLYLGQSLYWHNLQLYRTHFPDDRIFIGFMEDLKTDRF
AFFARLCGFLGIEPMNEIPRGHINPSRGKAVPGQLYSALNALPGIGRLKALAPKGLRSTVKTRLLSRRIGETPEIPAALR
RELTERLGPDTRAFLAHCGRPTDFWGL
>MCF4119283.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB33
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MCF4119284.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB33
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRSFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRERFLFLTFEAFRDDPRATLRRITGFLGLDPLPETAFGGGAAARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLTERFHPQIPRLEQLTGLSLASWQAGLG
>MCF4119285.1 phosphomannomutase, partial [Rhodovulum sulfidophilum]AB33
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLVACPAGSRVLVGRDLRASSPRIAEDAIAAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVATPAPAAGQGARSFAPEAGEAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGTLTARALGAGAVCTPVSSNSLVMRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGLLAPLMTRDAMLPLVTVLAAARAAGGGVAGLVAALPARHTAADQ
>MCF4119286.1 hypothetical protein JMK10_21820, partial [Rhodovulum sulfidophilum]AB33
LDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALDLAADLIRPLAADLI
RPAPGETLTLTVSGLPEGAALSAGTATADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVA
PVTDPPRLEVASATGAEDSAIALELAADLIQPAPGETLTLTVSGLPEGAALSAG
>MCF4119287.1 lytic transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB33
RRRRRLVRPVLLGLLALALATAGWRLTRDRPETPPAIATGDDLAMVPEVEPDAETPAAPDPSLALRGLPRDPMVLRLSAG
PSAPARTLPGPPGFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARRSRALAQARRSGSAPGDLALGL
LPEAARHPFFADSLLRIGPGADLATALTGAGLGAEAASAATGALPTLADPPRLAALRLRPGGTRSGTGPEPEAELLQLSL
YGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTAPKAPPRLLDAVYGAALGAGLGPDLTGELIVLLAQRMDLGRPAA
PDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPTGGHACAGTGSLAGATAGIDDDAAVETLVARIVHVESGGRAD
AKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARENAAYLAARGHGLTPGRLYLAH
FLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGSAAPAVVSPEIRRYRETVDAILATG
>MCF4119288.1 hypothetical protein JMK10_21830 [Rhodovulum sulfidophilum]AB33
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGSG
PGSAARAAQAQARDTASLWVMREVMRRL
>MCF4119289.1 type VI secretion system ATPase TssH [Rhodovulum sulfidophilum]AB33
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVETCCAMLRGILGPMEAHHGVRISDEAVV
SAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRA
EAGQDLARLEELHDEQKALVEQILGLRARIAGVADGTAAEDMAGEEMAAEAGTEGGAAGEDKEPLDIDALRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MCF4119290.1 type VI secretion system baseplate subunit TssG [Rhodovulum sulfidophilum]AB33
MTGESFSDRRAAEAAAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPA
FRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTESRLGLGAASLGRDAHLGARA
RTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDN
PEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MCF4119291.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB33
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIRGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRMTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRSVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MCF4119292.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB33
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MCF4119293.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB33
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MCF4119294.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB33
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MCF4119295.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB33
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPESGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQQHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MCF4119296.1 type VI secretion system ImpA family N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAGSDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARAESTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MCF4119297.1 type VI secretion system-associated FHA domain protein TagH [Rhodovulum sulfidophilum]AB33
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLVPGDRFRVGPYVIAVAEGSDGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVAAGTGAVSGAVSGALSGGPAPRRQPSGVPPVAPEPQPFHPPGRDPAAAQAAPSPAGPDRDEAF
LRAFCEGAGLDPDLAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEV
LFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALA
GKGENGMLDAFLEAFSEAYARAQGEMPD
>MCF4119298.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB33
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVDGSDVAFCDGRPVARIGSRTDHGGQITTGSE
LKTC
>MCF4119299.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB33
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAVFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MCF4119300.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB33
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MCF4119301.1 AAA family ATPase [Rhodovulum sulfidophilum]AB33
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MCF4119302.1 replication initiation protein [Rhodovulum sulfidophilum]AB33
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MCF4119303.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB33
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>MCF4119304.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB33
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEASGIEATGIGR
AEVRPRDVRF
>MCF4119305.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB33
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLIAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPRLGWR
>MCF4119306.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB33
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MCF4119307.1 ATP-binding protein [Rhodovulum sulfidophilum]AB33
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGASGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATARMRAVARARVLATAPEDMTAPNEAPDA
>MCF4119308.1 c-type cytochrome [Rhodovulum sulfidophilum]AB33
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWEYGQDTF
QKACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>MCF4119309.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB33
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTAGEAAAQPLHDPATARI
>MCF4119310.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB33
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWNNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MCF4119311.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB33
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MCF4119312.1 hypothetical protein JMK10_21950 [Rhodovulum sulfidophilum]AB33
MTYKTAGYGLILALAANVAGAETLTFAPAEGSERSYRVEISVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGAPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDATGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGTGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEVPPEELT
VRVDRYAEAPAASREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAPEEVAPEGLESGALRLPLAPAQAAHCTASLVPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRQHFYGLGSREVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDIADDMTVAEL
TEQLRFVDAEGVPLALNAPGGGALSPDDSIREAMFPDGTLQVAGPPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>MCF4119313.1 hypothetical protein JMK10_21955 [Rhodovulum sulfidophilum]AB33
MIRGTATALALLLAVPGLAAPETGAPPAEAGVAADGQAADVRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYI
LTGRIDNDVSRVTYVDNQPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTAIHEVYDPEGRLDGTRREIGANGQLR
RLETYVHGTLDGPWEERDREGRLLSGGAYSEGQKTGPWREGGPHGEEYWQGSYVAGLRNGPWERFDAQGYRLERVRYEDG
TRDGLRYLFRPDGAVGEVQSWKNGERDGYTTRYEDGLPVGRDLWRDGRPVATGLSPEAE
>MCF4119314.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGMAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>MCF4119315.1 hypothetical protein JMK10_21965 [Rhodovulum sulfidophilum]AB33
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVIIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MCF4119316.1 short-chain fatty acyl-CoA regulator family protein [Rhodovulum sulfidophilum]AB33
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNETDGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MCF4119317.1 LysE family translocator [Rhodovulum sulfidophilum]AB33
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRTTGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLTRSLT
>MCF4119318.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB33
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAAQLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MCF4119319.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHEVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MCF4119320.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB33
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPAPDPEAPASAPAPAPAPAAMAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIERLIASAPP
QTTAETTPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRTQVNEGREGAARL
SVNDFIVKAAARALARLPEANVIWRGDEIWQLSDIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGTLR
PEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVDGALGAQLLAEIR
QGLEDPMSLLL
>MCF4119321.1 thiamine pyrophosphate-dependent enzyme [Rhodovulum sulfidophilum]AB33
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAGAIRAAM
AAQGLPLAAE
>MCF4119322.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRATFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMANAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MCF4119323.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB33
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFAEMTDAAWRRTLSINLDGVFYLLRRAVPHLRDGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLGRLGQAQEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MCF4119324.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MGRDLPDDIAARLGRRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MCF4119325.1 GFA family protein [Rhodovulum sulfidophilum]AB33
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLAGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>MCF4119326.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB33
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAAGLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSEISDVLIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALTE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MCF4119327.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB33
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLAHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MCF4119328.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB33
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMRVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPGGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQG
KAEDLAARVARAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTGFHAGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPKPTQQD
>MCF4119329.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB33
MTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVS
DYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPDMIAARRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>MCF4119330.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB33
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGKITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MCF4119331.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB33
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDIDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MCF4119332.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB33
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MCF4119333.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB33
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MCF4119334.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB33
MTGVLSVTAPLPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGATASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAEMDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLNSAD
>MCF4119335.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MCF4119336.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB33
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAAMPITARGGGTG
TNGQSLSRGVIVDTRRHMTRMLDVDAAAGWADVEPGMVLDDLNEQLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSRAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFSSFRDALASALPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGPARPVAFVEDCVV
PPENLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGIKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTGRPL
ADRLMLLAERESVRVQALVPLLRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGASDLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGGPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MCF4119337.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGREAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVAAAFLGQLETGAEAK
>MCF4119338.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB33
MDLFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAI
LLRIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAV
FLGEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQP
FLKTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPT
VTLGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIIC
LSIVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALL
VLTTVLPPVWKHIRARRAREA
>MCF4119339.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB33
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFVSPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MCF4119340.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB33
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFQDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MCF4119341.1 RraA family protein [Rhodovulum sulfidophilum]AB33
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIAKGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MCF4119342.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB33
MNRADPQTAARPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPV
QGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWD
DNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQTSEAM
KARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVR
LINDTEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEE
ACLKLRAAVARLTPAKEGPSA
>MCF4119343.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>MCF4119344.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB33
MLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMDLYEARAAIECEAAK
LAARRADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIHFVRLIDLRTLSQRD
GPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MCF4119345.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB33
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPGRDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAARKKKLPYFT
>MCF4119346.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB33
MKILTLTRPMLRRTLLSRAVLAAAALALPLDAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVT
GAQSGIGTLRLMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAARSA
PGTLKIANVGTGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEER
DPKFPDVPTFRDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVKASQA
KAFALIDELVAEGVLQK
>MCF4119347.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB33
MIGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRTRRAEASGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYAISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>MCF4119348.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB33
MVTDLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFFTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>MCF4119349.1 hypothetical protein JMK10_22135 [Rhodovulum sulfidophilum]AB33
MVGLPSRPWAQGSKGPQNNYTLSCFARNATVELYVNGAPTALHTSLKDMAWTFFVPDFLRDGANRIDIAYEPLNPEERNY
TPNPDVAIQAELAQGREEPAILFNASYDMEEGRLAPRETEIFSGIPVRRDAGSISRVGAGSEEPFVIRSGKGNATRPEYT
RILGVEFQIDDPSLRDVAWAGTEPLTDTPEMREALWQAMAQLYQAVERKDRAAFVEIARPYLSRLAYILGKPDAEAAAAM
ILESAPWASDKVASLRPLMSRQEARDAALLFGSDRRLVCFADYQVAALDHDGDFLSLLPVYFARQPSDPFRVCFS
>MCF4119350.1 hypothetical protein JMK10_22140 [Rhodovulum sulfidophilum]AB33
MTGAPQNNYTLSCFAENATVELFINGAPTALHASLEKMVWSWPVPDFLRDGTNRIDIAYEPINVAERNYTPNPDVRIQME
LKQEGMAAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGNISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQVDD
PSLRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDE
AAGMRPLLSRDEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPLLVCFSRDMA
>MCF4119351.1 hypothetical protein JMK10_22145 [Rhodovulum sulfidophilum]AB33
MAGTTMNANEALLWALGSDMPKPPMMLNTLTMYPPMIEAETSPGRRRMLQQQLDQAVEQANGLRAQEEAEVFDLGNGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPETRAEEAAREGSPLISFIEDIQDAMNGLAG
RTRSPDAPRAPQQDDFGSSIGIELKLGLKIGQLELKGKEASPDLALTLSGCEVTYGLAVTGKMDLLDLFLSRFPQGPEIR
DRLADPENAVSAKAECSIEVGGEGDLSYGLGDIGSLTIGNSDNWEASLEEVEQTFTAQAKITGTITASARLDADVWFFKA
HASAGAEVSTGWHFGGRVVRGAGGSRKTERLYYFEGIILRAYAKVTLDSGGKTEVTDDYFGDATQATTASTSSSKATTAL
ASSEIEVPLMEPEGEEDGWA
>MCF4119352.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB33
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALSPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MCF4119353.1 hypothetical protein JMK10_22155 [Rhodovulum sulfidophilum]AB33
MASAATATDGTPAARLLPAVLEEIAGRGGGAGAAVAHLELLPPGPAEDG
>MCF4119354.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB33
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIVPA
>MCF4119355.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB33
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTLMSLEASVALRDLG
ASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAATHWNYADRLRQRFPRVEVDAD
AIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLTGQMAGHGAGPSSMKDVLSWM
GERLDQPLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMKTVAFRAGFRTDEQMRKAFRR
RFSLSPRDYRARFATAGT
>MCF4119356.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB33
MIIDEARELKQCTQVASGPEGLAAIHQSGIAATLWERAPLDRFQAWIDALPPEQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHIDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQELGTAYIH
>MCF4119357.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB33
MKITEEEIAQALVTWGNGKIAISRAFEEGGIEAARQVASANLDAYYGYTLGPVLFKPTMASGEQTFRPTKPGALAYFCGH
SEEYPLDNGFAIMGWRACEHITSASFIQGDIAMWMGWIKLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSSLPYQPPED
GA
>MCF4119358.1 hypothetical protein JMK10_22190 [Rhodovulum sulfidophilum]AB33
MKEAFARSGLPMIFSIYHGSAGDPVRLVEAPETDEVEVATEAVRTPSGQSVVSGRAPAAFDPGRRRLKDRSQGSGR
>MCF4119359.1 hypothetical protein JMK10_22195 [Rhodovulum sulfidophilum]AB33
MRLMLAIIGALALFAIITWLATGAQSVALFHWAAMQQRAVQEAMAGSLQAIRAGDPLAMAGLCLLAATYGFLHAVGPGHG
KVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAISGGSASLTEDTLADISRWAIAAIGALMLWQGGRR
LWRLHRPPDETHHHHHGEGCSCGHAHGPTVEQVASLGSAREAAALILSIAIRPCTGALVLLTIAFGLRIPLSGILATLAM
GAGAAALNAIAIFGGNAIGRMSALETRLGLAAAPGISGAALRIAGGLIIIVLTLGFGL
>MCF4119360.1 DUF1007 family protein [Rhodovulum sulfidophilum]AB33
MFIDASAGFRFDDDRRLAKLRIVWLYDAFTTLNLYVQLGLDADGDGKLDEDDLEKIARGETDWPPDYPGDTYLFQNEAPV
ALGRPQHGTARMIGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAPGSMPRECRTRLIPFTPDAADAAT
QKLLASLSVEQLPSNPDIGARFADELRLTCD
>MCF4119361.1 hypothetical protein JMK10_22205, partial [Rhodovulum sulfidophilum]AB33
MPIHEHWQATAEAKGFEITARVDDRYHLMLRCNSCGGAHRSKLHVLMTSQPLCPHCMDARRRKDAEAAGLIWLGRDPDDR
HYGFYQAPCGHKLRRQFELVKRIAAGECAHRCERCQHEKEEAEARARGWSLIGPAPTKGPGYRRYRHACGHEQTIARANM
QSGRFNCANCGEGWSTAPSFIYCMRFALPGLAPLVKLGFSRNPDSRLHWQLKRSPDIEGTILRSVAIRNGHTAQSLEKKM
HAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLEPTILELLDELGRSRQPGKGAGARERQPRKACGRDRGRDPGGAGKGP
DAGARC
>MBL3607187.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRDAREEIRRWRSHYNTKRPHSALGYL
>MBL3607188.1 hypothetical protein JMM60_00010 [Rhodovulum sulfidophilum]AB35
MSIDIKIIPGTEASIPDPPRPKRSGDTDPRQYFPMRPMTGEQRNALRRAAEELSGALSGFWMHRVPGKRQAAINMDHYLT
GAGQDREFSPGNVDDLFDTLTESSTKRHYSLEQGFLDKIREDLVRGGGWHNPALQFTELRFQFPQLGRAMVRVIEQRWHE
LVLCRRLILGCFRRPRSARC
>MBL3607189.1 hypothetical protein JMM60_00015 [Rhodovulum sulfidophilum]AB35
MEVYYRAYIYDRYNWDVERDSGMTIGKTTFIPNEIEWLIDQDLLTDQNMPEFRRWQPDYVTAVPDDPSTDVDEGGYMVND
ALLGTMMEFGEAQSFDIVGSGRIRSVFLNYASEKEGSDEPLPSESKER
>MBL3607190.1 hypothetical protein JMM60_00020 [Rhodovulum sulfidophilum]AB35
MKRKVLVPAFGGLLLLLAVAVGYRIASTGERAMGEYPKTACLDTDMATMTRLVHRVLPGDWRPELKDFRCNRSNFGPLTS
AWARVLPGEIVPEAVALQETGSDMSWLLADLPRIYPGLLDGLDPNKQRYARFRVEQTMYVITLVALESGDFLFFMFDGGA
>MBL3607191.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MRRLLSLLLLSLTLLTCAPVAQTPQSDAPALPYTRAAFGSGWTDPDGDCLDTRDELLAALSTVPVRLAPSDCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3607192.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]AB35
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MBL3607193.1 ribonuclease E/G [Rhodovulum sulfidophilum]AB35
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
ESVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFAARGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MBL3607194.1 septum formation inhibitor Maf [Rhodovulum sulfidophilum]AB35
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MBL3607195.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]AB35
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MBL3607196.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB35
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPSG
ILAEGALNAPGWVHAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>MBL3607197.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MSLEIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFADSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPDDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>MBL3607198.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB35
MTRDVTRDTIARYFAAFNAGDAEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRESLTDLVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MBL3607199.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]AB35
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MBL3607200.1 UPF0262 family protein [Rhodovulum sulfidophilum]AB35
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MBL3607201.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB35
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MBL3607202.1 DUF2948 family protein [Rhodovulum sulfidophilum]AB35
MTEDARFEDGAETPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVSSQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MBL3607203.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB35
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLRNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGISRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MBL3607204.1 hypothetical protein JMM60_00100 [Rhodovulum sulfidophilum]AB35
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>MBL3607205.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]AB35
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTAPTARALALMAAIERGLGADDEVVRGYLA
KAIGAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPAAAGPAGLGGASDMLPLLVGGGFQKSAE
>MBL3607206.1 hypothetical protein JMM60_00120 [Rhodovulum sulfidophilum]AB35
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETLTEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGS
DVSLAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MBL3607207.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]AB35
MTQHPPLLLLTRPRLQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTFLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MBL3607208.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]AB35
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARTSGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MBL3607209.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB35
MTGIGIAGAGAFGTALGVVLAQSGRRATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MBL3607210.1 YciI family protein [Rhodovulum sulfidophilum]AB35
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MBL3607211.1 EVE domain-containing protein [Rhodovulum sulfidophilum]AB35
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVTPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>MBL3607212.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAQARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGTRVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIVLGNLTLRVLATPGHTLASVSYVAGDAS
FVADTFLRPEAGTARADFPGGSASVLYDSLGRLLSLPDETRLFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MBL3607213.1 DUF2853 family protein [Rhodovulum sulfidophilum]AB35
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MBL3607214.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB35
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIREAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTANDTEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MBL3607215.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]AB35
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFHFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIICIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MBL3607216.1 HD family hydrolase [Rhodovulum sulfidophilum]AB35
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MBL3607217.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRASEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MBL3607218.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MBL3607219.1 SCO family protein [Rhodovulum sulfidophilum]AB35
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARTRP
>MBL3607220.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]AB35
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFNIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MBL3607221.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB35
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MBL3607222.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]AB35
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>MBL3607223.1 phosphotransferase [Rhodovulum sulfidophilum]AB35
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEDLAPYGPAEMAELGCLPFRWYLPGQGLSAPED
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPGVGARM
RARYVAATGTDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLREMLLRFLPPP
EPDRLDRIASRCAPRR
>MBL3607224.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB35
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETE
ALLDTGGGLRNALPVLGEAPVFTLNSDAVWTGPNPLCTLANAWAPAKMDGLLLLIPPERATGHSGKGDFLIGPDGRLRRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLSKGRLYGILHCGGWCDVGHPGGIAEAEALLAGQGDV
>MBL3607225.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]AB35
MFEDPVPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPASGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAKGHEDGRKAWAAWLAEALDGTDRVGT
EPLSTHVARHRQLADILAAGPETEGSGALWLEEAGLQARAALDLLEAEAEAGGEMTPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDSRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMAIAYEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERPGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>MBL3607226.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]AB35
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGIETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGAEEGLLSRLKS
ALAGGGKTDQTAAAKLGALNLGGVDRALLLGLEDILLTGSGAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRTIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHSAQRTVTIRDQIYT
LEDGMPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPDTALPDWALRDAPRPDRPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>MBL3607227.1 thioredoxin [Rhodovulum sulfidophilum]AB35
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MBL3607228.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]AB35
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGAI
ARKAMAIAADICVYTNGNLTVESITR
>MBL3607229.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]AB35
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MBL3607230.1 Smr/MutS family protein [Rhodovulum sulfidophilum]AB35
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTTPAPVPAAPSPLKPFRLGAKAAAAVSPTPSAPPTI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>MBL3607231.1 MltA domain-containing protein [Rhodovulum sulfidophilum]AB35
MRGFGAAVCLALALGGGASVQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
SLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MBL3607232.1 hypothetical protein JMM60_00250 [Rhodovulum sulfidophilum]AB35
MSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFPTLVPVSMVTGGDRAGRIAAAKGRKLALEARLESCG
>MBL3607233.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]AB35
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEDFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTARMLQLACEAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MBL3607234.1 elongation factor P [Rhodovulum sulfidophilum]AB35
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MBL3607235.1 Tim44 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MBL3607236.1 FxsA family protein [Rhodovulum sulfidophilum]AB35
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MBL3607237.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]AB35
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MBL3607238.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]AB35
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGGETEAWRPRPRPTPLPSRLTEEEAAAHRAFVETMGDDAL
WKSFD
>MBL3607239.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]AB35
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MBL3607240.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB35
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLRAARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MBL3607241.1 Maf family protein [Rhodovulum sulfidophilum]AB35
MSDRVILASGSAIRRQLLTRAGLVFEAMPGRVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKSPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MBL3607242.1 CopD family protein [Rhodovulum sulfidophilum]AB35
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MBL3607243.1 transcription termination factor Rho [Rhodovulum sulfidophilum]AB35
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MBL3607244.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]AB35
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLADADGVPLDEALVLCFAKGASFTGEDVVEFQC
HGSPATVAALLSALGRIEGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWRDAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLAPGPEDIVLRG
KADLADGAAHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVENLLDEIFSRFCLGK
>MBL3607245.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]AB35
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQRDGRIAGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDEFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHVEARQ
IACGITHTNEQTHDIIRKNLSRSAMYGGHIGGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQG
DVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGLEIGCVGERRRTSFESKMERLSAGRAR
LEAMSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVNFEDLIPLDPELEEVDHESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MBL3607246.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]AB35
MIISAEEFSDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIVEEQAPGLRVTLIESDQRKATFLRTVIRELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLASGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MBL3607247.1 ParA family protein [Rhodovulum sulfidophilum]AB35
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MBL3607248.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]AB35
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGED
>MBL3607249.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB35
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAEVGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEISNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVERQGTGDLSRSTVAPADQGA
EYLMMGLRLVQGLSLRRYERIANSQIDGSKITELSDLGLIETEADHLRTTAAGRAVLNAVIRALLPD
>MBL3607250.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]AB35
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAQATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>MBL3607251.1 ribonuclease PH [Rhodovulum sulfidophilum]AB35
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MBL3607252.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]AB35
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>MBL3607253.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]AB35
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MBL3607254.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]AB35
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLDLTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEGLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MBL3607255.1 hypothetical protein JMM60_00365 [Rhodovulum sulfidophilum]AB35
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLREMVQRKVFQEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPVRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MBL3607256.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]AB35
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MBL3607257.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB35
MAMSLKTIKPVLLICALVLGYMAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGNVEDPSYRQVARGG
TGHVEAVEITYDPALVSYEKLVSLFFRSVDPTDAGGQFCDRGETYTTAIFVSDPAERRVAEQAKADAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MBL3607258.1 DUF1508 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTYQLYKDANGFWRWTLFAANGRKIANSGEGYHNKSDAVSAINLVKGSSTAPVQEKIRAY
>MBL3607259.1 argininosuccinate synthase [Rhodovulum sulfidophilum]AB35
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MBL3607260.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]AB35
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAGADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLCAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MBL3607261.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]AB35
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MBL3607262.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB35
MLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEFCRAFRALPRESYGYFILLTS
KSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSL
VPERHRRFGASEVSLLLRPCGQVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGG
QYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFE
GCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>MBL3607263.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB35
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPDYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQSR
>MBL3607264.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]AB35
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHQYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAEAYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MBL3607265.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]AB35
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPGPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MBL3607266.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]AB35
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAEAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACAANSAGIETLSRERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVMIHLEAALGLAPDPIRRLAALGGEDVAGRLRLGKAEARRLWRLAEGAAAGEGPAVLAYRVGPEEARDSVLLRAA
SLGADLPEGLGAEIARGAHARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>MBL3607267.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGQLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MBL3607268.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB35
MSHLVERLSLRGEGVTGDGLTVALALPGEEVEGAPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPSASRRRAVLAGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAAILL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MBL3607269.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB35
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSQYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVI
DIFP
>MBL3607270.1 CAP domain-containing protein [Rhodovulum sulfidophilum]AB35
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>MBL3607271.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB35
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALGWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MBL3607272.1 hypothetical protein JMM60_00450 [Rhodovulum sulfidophilum]AB35
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MBL3607273.1 ferrochelatase [Rhodovulum sulfidophilum]AB35
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MBL3607274.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPGARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>MBL3607275.1 ComF family protein [Rhodovulum sulfidophilum]AB35
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILVPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMTAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MBL3607276.1 glutaredoxin 3 [Rhodovulum sulfidophilum]AB35
MQTVEIYTTSTCGYCHAAKRLLDGKGVCYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MBL3607277.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]AB35
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAGDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIAPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MBL3607278.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAASFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MBL3607279.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]AB35
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLQIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MBL3607280.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]AB35
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIGRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRDV
QRLAVALGL
>MBL3607281.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSSAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MBL3607282.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]AB35
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEEDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MBL3607283.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]AB35
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MBL3607284.1 RNA-binding protein [Rhodovulum sulfidophilum]AB35
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKTKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MBL3607285.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]AB35
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETRQREEDERQREAERQRRREEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSVGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MBL3607286.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]AB35
MKIVLVAAVALIDADGRVLLAQRPPGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MBL3607287.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]AB35
MAKDKKKKKVETEEPGKKKKKKARIKSLKREVERMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAGEAGV
RYRGRPDVMLARLAPGTTIAGVFTRSATRSAPVLDCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAE
AAGVPEARIFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVAESYAEEVGAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MBL3607288.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB35
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MBL3607289.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]AB35
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>MBL3607290.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MRFLTGAVLLCAALFLSATRPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGPGAQ
VTRIALSGSPALADMLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVM
ADREILPEEIDRAREAGLGDLSAPFRRRIVALDGIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPVTV
HLPGHAGQGLRQLPEARVLGGRSPVASARRHGRAAAVATAVAADPTGLGLARVSALGDAVQVPLADGCGTRLLASHQSVK
TGDYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRL
VATLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFSEGSGGSEASAVRARREAEAVRDAIRAAA
TAADYDRVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRPSGDWARRLNRRVEVWLR
>MBL3607291.1 DNA repair protein RadC [Rhodovulum sulfidophilum]AB35
MPRPTPPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIETACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MBL3607292.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]AB35
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>MBL3607293.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]AB35
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAVQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MBL3607294.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]AB35
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLTLWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGPARLVHHGIDRVRGGSSTMIEGGGRINLTLRVVD
>MBL3607295.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB35
MDYAQLETVMRKTALLAGTRIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>MBL3607296.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]AB35
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MBL3607297.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB35
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLR
SKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVA
AMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAI
AQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>MBL3607298.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB35
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFATYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNIVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYKS
>MBL3607299.1 PTS sugar transporter subunit IIA [Rhodovulum sulfidophilum]AB35
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MBL3607300.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]AB35
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MBL3607301.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MBL3607302.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]AB35
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNTIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>MBL3607303.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]AB35
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIEARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MBL3607304.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]AB35
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MBL3607305.1 ribonuclease D [Rhodovulum sulfidophilum]AB35
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAPALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MBL3607306.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]AB35
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MBL3607307.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]AB35
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MBL3607308.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MBL3607309.1 GFA family protein [Rhodovulum sulfidophilum]AB35
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MBL3607310.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]AB35
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEEAAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MBL3607311.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]AB35
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MBL3607312.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]AB35
MAKPTKSTGTKRSGTRNAGAKAAGKKPARRDSVPLPLARRLRRAARRGALAVLALVALVLIAPSLVNPPTTPTMMSERMR
LGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRKAFEAV
LTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLRRADQV
EEGAATILADGRSDCFDH
>MBL3607313.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB35
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MBL3607314.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]AB35
MKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDP
LAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRRLG
NWFFLGVIFTTVELPADAPEPGHCGNCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPALRPLLGNRIYGCDDC
LGSCPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGAVARL
LEDADPVVAEAARWAVARLSRG
>MBL3607315.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLIGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MBL3607316.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB35
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPEMGVAAAQNPVRMAIAAWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEAFVRA
>MBL3607317.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MBL3607318.1 response regulator [Rhodovulum sulfidophilum]AB35
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MBL3607319.1 histone deacetylase family protein [Rhodovulum sulfidophilum]AB35
MTTAFLTHPDGLDHATPPGHAECADRLRAVTRALTTEGFAGLLREEAPLADEAELLRAHPQGYIDAVKAAIPAEGTASLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEGARAMGFCLFSNIAIAAKYALGRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAANNVLNLPLTPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MBL3607320.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]AB35
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MBL3607321.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB35
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MBL3607322.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB35
MNNRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MBL3607323.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFENAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MBL3607324.1 AMP nucleosidase [Rhodovulum sulfidophilum]AB35
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEGLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTRLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MBL3607325.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]AB35
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MBL3607326.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPDL
>MBL3607327.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB35
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>MBL3607328.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPDECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MBL3607329.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MBL3607330.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTSTDMPLAMTGPETGRRLSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MBL3607331.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGAGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENAPPETATETPHA
>MBL3607332.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB35
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLEWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MBL3607333.1 phosphotransferase [Rhodovulum sulfidophilum]AB35
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMREGFDLDAAMTLARQAGAAG
VGPRVLWSDAGQGAIAMEALTEAGGWRRAMQKDLQEPPVLAGAMATLKALHATPALANRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGVVLLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKAQTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MBL3607334.1 phosphotransferase family protein [Rhodovulum sulfidophilum]AB35
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MBL3607335.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]AB35
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRGWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRTGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAPALPDPAALGKRMGILT
>MBL3607336.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]AB35
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHPLVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPA
GVLAP
>MBL3607337.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]AB35
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFQGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPSEIPTAPVEADVAPSPITVP
>MBL3607338.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MLTIEGLGVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVHAGNLEVSGQVCLDGNPVPPDRLRGRVVAS
ILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAPFLF
ADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRMLVAA
HLALYGKELPA
>MBL3607339.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]AB35
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MBL3607340.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]AB35
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MBL3607341.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]AB35
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRTDGRVVPWLAR
SWTVSEDGREYSFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATQAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MBL3607342.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVGSHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MBL3607343.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIA
>MBL3607344.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MGIWAVPALLGGLIWWRVTDPRARVSEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAGLMLG
VVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGDNASA
AGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MBL3607345.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MACYEVKGRRNYYMEFGQGRPILLSHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
TRLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPDDFTARLLRFLSSQPE
>MBL3607346.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]AB35
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRAIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVVDLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>MBL3607347.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MLGAPEARQGGRPPGAGNGGPFLVSLFTRGQRWRYGLAALAWLGAAIFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWCREWPHDTWLADEDPAPETLAWCAAHGVQ
VSTRKGRADYHRPAWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
ADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLAWSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
ALLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVLDFGRSSGARRP
>MBL3607348.1 beta-mannosidase [Rhodovulum sulfidophilum]AB35
MRPDPAIAAPSLVAPRLAALSLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ATYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGQEDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MBL3607349.1 hypothetical protein JMM60_00840 [Rhodovulum sulfidophilum]AB35
MLLGVAVSGLAGAAPAEGVREGVRSEQAIVGASTMRWLVPEPKSKPSRSSKSGRKAAALALDRRLGRGSHICSASGFGQR
PRCVAR
>MBL3607350.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB35
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALSDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPAESEAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETLDGVRIDAAALARILASARS
>MBL3607351.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB35
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRIVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLRKG
>MBL3607352.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARDRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPVEGPTEGKVTVGYTVNTAR
WMPVYDIRLDRAESRVMIERGALVSQETGESWTGVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASVVRGDRMRLA
LARGAIAAAAPPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPLELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVRIAVENLTGETWP
LRLLDWVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MBL3607353.1 carbonic anhydrase [Rhodovulum sulfidophilum]AB35
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MBL3607354.1 hypothetical protein JMM60_00865 [Rhodovulum sulfidophilum]AB35
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMIS
LSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MBL3607355.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]AB35
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAGYRFARYRTQSAAPRASFKVPAGVDAARLEAMAAGEVLTRDLINTPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALTYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLKL
>MBL3607356.1 C40 family peptidase [Rhodovulum sulfidophilum]AB35
MSGPAGLDRRETPANDRVAAARLRGVVEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGVAFGWAA
RDGFVGYVAEAALAADGPAPTHRLAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERALGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVGAD
>MBL3607357.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MBL3607358.1 cytochrome c [Rhodovulum sulfidophilum]AB35
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MBL3607359.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB35
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MBL3607360.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTATTDRIHKKRKFDQGLEGAREAFLRDGFKPASVAPILRRAGVSKATLYSDVPDKRRLFSEVMQRECDRLTGAARHEID
LSTPAETVLKTAARHISPALLSEFYQAVFRICAANTASRISARPATAPPRCGCSAIRHRNLAIGDEASAADRVVALCKVD
PYTRRRFRRGSDFKKAEIVGGSRARWRCSLRALAPTAGAQSSRRTRSWLPTCLVSKRLSSRTRSESLRLP
>MBL3607361.1 rubrerythrin family protein [Rhodovulum sulfidophilum]AB35
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWVIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MBL3607362.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]AB35
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTEI
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MBL3607363.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]AB35
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTKANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>MBL3607364.1 HAD family phosphatase [Rhodovulum sulfidophilum]AB35
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGPAVAALAARHPDWAAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPAPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAADLADGPLAHA
>MBL3607365.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGADTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLVEAYRSAFPEAEFMIWSRSGHSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLADYYDLVAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MBL3607366.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MIWAGLLVLMLLAAWPLAEALRRPMGARARSEAPGEIAALPRGRTHLVWEGPADGPVLVLLHGLTIGSHMLDRLAGGLAD
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGDLTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGGVVLRRMARAADRAYGLPGTLIAAQRAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>MBL3607367.1 AFG1 family ATPase [Rhodovulum sulfidophilum]AB35
MSETLKDLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGREVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MBL3607368.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]AB35
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVVHVAGTNGKGSTLTMIRAGLEAAGAQVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLGECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLDAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MBL3607369.1 acetyl-CoA carboxylase carboxyltransferase subunit beta [Rhodovulum sulfidophilum]AB35
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MBL3607370.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB35
MRSPLFEAYIEPARLYPEIWRLVVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MBL3607371.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB35
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAAIGQFIRVLRAVALLYLVLWIVLPAGPEKVAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALLFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>MBL3607372.1 hypothetical protein JMM60_00955 [Rhodovulum sulfidophilum]AB35
MPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPEDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFASRPIGDRAARALLQDLAGRSRAATESLPDPTMAQP
>MBL3607373.1 hypothetical protein JMM60_00960 [Rhodovulum sulfidophilum]AB35
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAAERLDIPDLAALPGRAWRLRHRRDRAIHGADARRAAFHAAAATARL
PLGSDWGFRPAPFADRVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVAKSHGEEGAPFGLALEVSGFDGGFLSVVF
ELPSRAVEGLRRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>MBL3607374.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPHRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVARADITLNLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIEQGARLAATL
>MBL3607375.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALETGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MBL3607376.1 OmpA family protein [Rhodovulum sulfidophilum]AB35
MSARRPLLTLALLWSGLLLWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKAELIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFTALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MBL3607377.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]AB35
MVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVVSSINRCWYCQVAHG
ATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWDIAAVAGFFNMTNRV
ASASGMEPNPDYHGSHR
>MBL3607378.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFDPEAIAGAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTVWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MBL3607379.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]AB35
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MBL3607380.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]AB35
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MBL3607381.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAWSLTLARA
GYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREAREDPRIAATI
GIAAANDSITATEPPNLLMINGAWEPRLAEAPLEALRLADPEAQLGETVGDPATGTGRRALLAPDVEHIGVIWSPTALRE
TRAWLDATFGRTSGGQVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLVLAPFRTQF
LPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIRGLIIAAM
AVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGRATNRPAG
VGLGLGLFLAWALGVTFPMFQAV
>MBL3607382.1 hypothetical protein JMM60_01005 [Rhodovulum sulfidophilum]AB35
MTEPLPRDADAALVDAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAA
AARSRAPRLAGWLGTRRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARA
LGDYGGTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLA
ITLPLIGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MBL3607383.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]AB35
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAGAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>MBL3607384.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDETAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRGRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREATGLVRLLGETRVSGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>MBL3607385.1 peroxiredoxin [Rhodovulum sulfidophilum]AB35
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MBL3607386.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]AB35
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MBL3607387.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MRADHVEAEQVEIEVMTSIDRIEATEWDACACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDASGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRDYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>MBL3607388.1 phosphodiesterase [Rhodovulum sulfidophilum]AB35
MSPLPPAFLTAPLAHRALHDRTAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLDEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPAA
>MBL3607389.1 RidA family protein [Rhodovulum sulfidophilum]AB35
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MBL3607390.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]AB35
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRVVDFAMNPLRPLADSEERNVMAGTRVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>MBL3607391.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASQLIDRVIGDINRVINSGKSEAQMFPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTQAFQGYIARKYGRRFREFIGGEIKVNEARQVKTFYEVKTTALLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MBL3607392.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]AB35
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MBL3607393.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB35
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MBL3607394.1 ammonium transporter [Rhodovulum sulfidophilum]AB35
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MBL3607395.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]AB35
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLISVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRDKSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSENNIPKVAEAMLAAGL
>MBL3607396.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]AB35
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>MBL3607397.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]AB35
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MBL3607398.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]AB35
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>MBL3607399.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MAAGDLGPADGPALRVIGRARTRWGPDDCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPVIVLYWMDRARRDLLVQ
APRHVDGPRGSFALRSPNRPNTISQSTVRITALDTDTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGETG
>MBL3607400.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB35
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQKATLAGDYAKALDLQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>MBL3607401.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]AB35
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDSAAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGNPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>MBL3607402.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVLAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MBL3607403.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]AB35
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGGKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MBL3607404.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEIEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVSHADGTV
AVGSTSEREFDDPYGTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MBL3607405.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]AB35
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MBL3607406.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]AB35
MAGGGDGAAVHPRAGPPGRDRLGLAAAAHPVRQGAEVLLPDAAEAGGRDAAWAFAAYQAIRSRLPDAQAGGAAREVASLS
EAAEDVDLVLLDAYGVLNVGETPIPGAAARIGALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLE
TLAGDTRHWGIMLGDAHGREDLGDLRVSFLGDDPGTYARVDGFLLIGASGWNEARQSLLAQALAARPRPVFCGNPDLVAP
REDGLSLEPGYWAHRLADATGQAPDFCGKPFPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGA
LKSLSCQPCCREAGIHPDFVMTSI
>MBL3607407.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB35
MTEQDLTTGPTPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MBL3607408.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]AB35
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MBL3607409.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>MBL3607410.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MMHMEESMFDTTFRGLAAASAIAMIAGAAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYAD
IWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKD
SGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERG
LYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGV
QYTPEGLAAE
>MBL3607411.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCHGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGARVL
>MBL3607412.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]AB35
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSTMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARTVAARMVEDSAAPGKVLDGLTIACGEGAVEIIEAQRQGKRPMSAAEILRGFPLPERLD
>MBL3607413.1 peptide deformylase [Rhodovulum sulfidophilum]AB35
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAIRLANPEIV
AVSDDLSAHDEASPCLPGIDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>MBL3607414.1 peptide deformylase [Rhodovulum sulfidophilum]AB35
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MBL3607415.1 peptide deformylase [Rhodovulum sulfidophilum]AB35
MSIRPILIHPDPRLKTVADAVPDISDALQKIAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQFIT
RKMVKLKRARSRS
>MBL3607416.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB35
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTRDELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGENFLRFNIATPRARISEAVERLQKAFADLQ
>MBL3607417.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB35
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MBL3607418.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB35
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAARNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MBL3607419.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB35
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MBL3607420.1 chromosome segregation protein SMC [Rhodovulum sulfidophilum]AB35
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEPPL
PEGTAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELERAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAREADHAAREAERRAGEA
REARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEEDARA
VQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MBL3607421.1 hypothetical protein JMM60_01200 [Rhodovulum sulfidophilum]AB35
MLRLLALALSLALSACDSPGMDYAGIPPVMVEVDGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>MBL3607422.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB35
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MBL3607423.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB35
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQNKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTTPKPTPGAVRMEEVVDWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MBL3607424.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MBL3607425.1 acyl dehydratase [Rhodovulum sulfidophilum]AB35
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRPRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>MBL3607426.1 ribonuclease HI [Rhodovulum sulfidophilum]AB35
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MBL3607427.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVSALDACPEMAAAARAR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MBL3607428.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MBL3607429.1 LysE family translocator [Rhodovulum sulfidophilum]AB35
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MBL3607430.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]AB35
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MBL3607431.1 DedA family protein [Rhodovulum sulfidophilum]AB35
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYGRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>MBL3607432.1 NYN domain-containing protein [Rhodovulum sulfidophilum]AB35
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MBL3607433.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]AB35
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIACISPFAGPWAGVSALVKSYPSP
>MBL3607434.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]AB35
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MBL3607435.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]AB35
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MBL3607436.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]AB35
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFLALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKVEDRG
>MBL3607437.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]AB35
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADAAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAG
MRRRMEAARG
>MBL3607438.1 GTPase Era [Rhodovulum sulfidophilum]AB35
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLVEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MBL3607439.1 bacterioferritin [Rhodovulum sulfidophilum]AB35
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGTGE
D
>MBL3607440.1 ribonuclease III [Rhodovulum sulfidophilum]AB35
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETAREMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKSLHRSPS
>MBL3607441.1 signal peptidase I [Rhodovulum sulfidophilum]AB35
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MBL3607442.1 holo-ACP synthase [Rhodovulum sulfidophilum]AB35
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>MBL3607443.1 alkene reductase [Rhodovulum sulfidophilum]AB35
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSELQ
VERWRKVTDAVHGAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAKGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MBL3607444.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB35
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGDYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPTMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAVA
>MBL3607445.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]AB35
MSMESARNEWQAIAAEAPWNERDRPKTIYSFIARTAATFPDRPAVSFQIFSGPKDPAETLSWTEFQGRITQAANLFRGLG
IGPGDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDDLPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDH
>MBL3607446.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MPPAPQPQDDRARSKRIGALAALWPFLAPYRQMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPEHPDPLPELARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MBL3607447.1 hypothetical protein JMM60_01330 [Rhodovulum sulfidophilum]AB35
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRKTLLAFVLFYVGLSVAAVWIAPGFGRVALSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMDRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGEKADLAFYYADPSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWDFTALQPLWRDYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MBL3607448.1 hypothetical protein JMM60_01335 [Rhodovulum sulfidophilum]AB35
MTVPFLRPILASAGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEAAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MBL3607449.1 hypothetical protein JMM60_01340 [Rhodovulum sulfidophilum]AB35
MPPTTPAGLDLAGLDEVTASRHRAGQVAAPDPALGHDMGALVLGSAFEPGQDRAAGKDARRTDP
>MBL3607450.1 hypothetical protein JMM60_01345 [Rhodovulum sulfidophilum]AB35
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MBL3607451.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB35
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MBL3607452.1 phosphoserine transaminase [Rhodovulum sulfidophilum]AB35
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRLPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MBL3607453.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB35
MAPKVLVSDKLSETAVQIFRDRGIDVDFMPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MBL3607454.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]AB35
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>MBL3607455.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRA
AVLGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MBL3607456.1 hypothetical protein JMM60_01375 [Rhodovulum sulfidophilum]AB35
MTSEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARADAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALGPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGQVLSLAR
>MBL3607457.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRGRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVEEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MBL3607458.1 hypothetical protein JMM60_01385 [Rhodovulum sulfidophilum]AB35
MSSREIPLFSWWSAARKDNFATTDRAWAAAPGTSIEAHDGYTMYRIEGALFAPDDPQPGGTVRVSRFYSPSRGDNFLTTD
PRHLPGDILAPDYHHSRHEGYLYDPKRPQPRGTVPIFSWWNSDRGDNFATSNPDWSMPVGEIEWAGEHVSNGPVREGYRL
YRLEGFAKTFDLDTLDDFVRDRMKVCYKLIIDIHEDNNRDDPRLDLVVASFGGYYQIEAHTTGTLANHSGLDIGSGGSIL
PLPGEDVRNTYRGCFDVEHPANGADPHLALAIRAVDEDNSSDENRGKDLNYFKRGIRNALERATSGGVILTEPILQSAAG
EELIDRFGRDDDDKIGVAVAVITDCYRQSVAVCRTAPLGNNEGVREDFPGSLPHILLVRQYTLEGDGARYLLDIVISVDH
FSE
>MBL3607459.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]AB35
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMALLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAARHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>MBL3607460.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]AB35
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTHLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MBL3607461.1 phosphodiester glycosidase family protein [Rhodovulum sulfidophilum]AB35
MRIRAALRLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFAMN
AGMYHPDRRPVGLYLENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAAVIETRAYLADPPECRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPIVG
AVVPAGD
>MBL3607462.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]AB35
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>MBL3607463.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]AB35
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSDRGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MBL3607464.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB35
MQMEMQHRIGAGRDCVNADAPERIAALAAAFRGKGLPVVHIRHVDADPRSPLAVDAEGCRPMACAEAQGGEPVFVKRTSS
AFASTDLAAWLHENRISELVVTGAVAGFCVNSTVRNGADLGFDMTVVRDAVIGFDLPGPGLSARGIFDVTMAHLEADFAR
LIDTPGILAMLG
>MBL3607465.1 sulfotransferase [Rhodovulum sulfidophilum]AB35
MTGKPFRSYVICTVPRSGSTLLCGLLAATGVAGDPDSYFHAPSLEGWLTDHDLKRADFASDRDAVRAVFEAALMRGKGDT
TMFGLRMQRGSFDFFMEQLKLLVPGEMSDAERIEAAFGPTLFIHLSRPDRLDQAISRLRAEQTGLWHRNADGSELERLAP
PQEPRYDAAAIRRHMAAQEALDAAWEGWFRQERLNPLRITYDALSTGPQQVLAQVLSALGLDPAQARSVLPPTAKLADAL
SREWRCRFEGET
>MBL3607466.1 YrhK family protein [Rhodovulum sulfidophilum]AB35
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MBL3607467.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MBL3607468.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLEGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALLPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAVALAAATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERLLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGAAVKPLFPLQSTLIDRALSLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIAFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>MBL3607469.1 heparinase II/III family protein [Rhodovulum sulfidophilum]AB35
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAACCDRLHLA
LARHTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
IESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMDRAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MBL3607470.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]AB35
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MBL3607471.1 signal peptidase II [Rhodovulum sulfidophilum]AB35
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MBL3607472.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MBL3607473.1 insulinase family protein [Rhodovulum sulfidophilum]AB35
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVKEMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MBL3607474.1 insulinase family protein [Rhodovulum sulfidophilum]AB35
MIRAVFSSLAFVLLAALPLRAEVEIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATAISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MBL3607475.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]AB35
MISPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEIAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MBL3607476.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]AB35
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRLAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MBL3607477.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB35
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
EETHMRAPEPDAASDPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MBL3607478.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB35
MLHGSHASQKPDEAGALPPYLGFDEGPVSTAEARVVTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKS
GADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETE
QLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>MBL3607479.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLDVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAAEVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYA
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MBL3607480.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MBL3607481.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTEAPFAAFALGFGLLAAVAAVAMWRDWSLPAAPETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMAQIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGEAASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>MBL3607482.1 DUF3833 family protein [Rhodovulum sulfidophilum]AB35
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MBL3607483.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPM
TAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRGTG
VKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYFPLFGRKS
>MBL3607484.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]AB35
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MBL3607485.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMARGDHVAVIGRNRPAHYWAMVA
AQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWLHDIGD
EGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAWVGDFI
FSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGERFGMP
RYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYRTGEVL
IYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVKIGESG
EVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFFPDILE
AVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFLVLHKE
LDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAAE
>MBL3607486.1 hypothetical protein JMM60_01525 [Rhodovulum sulfidophilum]AB35
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MBL3607487.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MBL3607488.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSEEFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MBL3607489.1 hypothetical protein JMM60_01540 [Rhodovulum sulfidophilum]AB35
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MBL3607490.1 hypothetical protein JMM60_01545 [Rhodovulum sulfidophilum]AB35
MSHRTRIGGFCIDCRTEDSGPALAFRSAALGRDGALVEDVRSARPSGPPAAPQVILHDPRVPLDIEAECAWPTGLGAVEV
TRVRDRVVRQAPSGPRFCPVPPEGEFPKDAMEVD
>MBL3607491.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MBL3607492.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAADKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>MBL3607493.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MBL3607494.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYDPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MBL3607495.1 hypothetical protein JMM60_01570 [Rhodovulum sulfidophilum]AB35
MKTVGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GDYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWTAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCQRHPRPALLLHGRVPRLWIAAMLGVGAATVVGLNAFSGHYGYLRIFDFTLVS
GPQPYPAEMEETLGMTDILDAYARGLQRLVSKDTGMIALFIGTAGFLAAKAMRGRLLPFDKAVLAALGFVLLHFLAFPSG
FVRHYFVAACLCLILWARLIDGWSARRQRRSPDDAERQAAS
>MBL3607496.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAG
WSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNP
EILQETLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIV
PAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGT
ILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAV
RRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVY
KVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAA
PPAMGAPDAGLPPLCPAPGTYVFMT
>MBL3607497.1 type B 50S ribosomal protein L36 [Rhodovulum sulfidophilum]AB35
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MBL3607498.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB35
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MBL3607499.1 threonine/serine exporter family protein [Rhodovulum sulfidophilum]AB35
MILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLGWSL
EAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLRVAF
TIGAIGAGLTIVRSLFRRSDFV
>MBL3607500.1 hypothetical protein JMM60_01605 [Rhodovulum sulfidophilum]AB35
MSIVHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGAETL
LGFNEPDLARQAGMSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRSMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGGDGDDRLGGGAAAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGTGDDLYAVDTSSDRILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTVALEGTGNGL
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGDAGEDRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLKDGLWAGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLGTVGALIDDLQIV
>MBL3607501.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]AB35
MLADRAAALAARPHVPTPVHQPDVLEKIDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVEDGTAREVVYS
TDYFDMPEDSPAHALKPDAGFAGFRLMRPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYL
EPGPDGRTIVNALLDGPSVTGAYRMVLGDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHD
TDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEI
PTDDEIFDNIVAFWNPETKPQAGDEMEFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDG
LTRKDAILPQVSAPEGVEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MBL3607502.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB35
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKARTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGAPALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPHGEATGNLEVREKAHAARILHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARAI
>MBL3607503.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]AB35
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MBL3607504.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MBL3607505.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MBL3607506.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]AB35
MGRIILVTGGARSGKSSHAEARVRAMPGAPIYIATSEPQDDEMRDRVARHRAARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>MBL3607507.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]AB35
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>MBL3607508.1 Nramp family divalent metal transporter [Rhodovulum sulfidophilum]AB35
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGDYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>MBL3607509.1 hypothetical protein JMM60_01650 [Rhodovulum sulfidophilum]AB35
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MBL3607510.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIEGRPATISNPRD
ARRYTIETIYQTLALADNLDAASNLFLGRELTTPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRLDEVSTDDIL
AMIIAGKTPAHLAA
>MBL3607511.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB35
MDNAQTRGDARARKSILDSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDATALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MBL3607512.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MQGRMLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIADAAQWTSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVSDGPAPCN
>MBL3607513.1 xylose isomerase [Rhodovulum sulfidophilum]AB35
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVVLAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYQGWQAPEAQAMLKGQ
RSLDQIAEGVLAGEREPEPRSGRQEYLEGLVNRFV
>MBL3607514.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSDGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVETLTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWRAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPDGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MBL3607515.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]AB35
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVDIATEHPEFEAWTWIDPEALVAHIVPFKRALYERVMAELAPRI
PSQEGAA
>MBL3607516.1 S41 family peptidase [Rhodovulum sulfidophilum]AB35
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MBL3607517.1 peptidase M23 [Rhodovulum sulfidophilum]AB35
MPGPFSGPFSSGPALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETVVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GTPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MBL3607518.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]AB35
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGAQLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MBL3607519.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]AB35
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MBL3607520.1 ribosome silencing factor [Rhodovulum sulfidophilum]AB35
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MBL3607521.1 heme-binding protein [Rhodovulum sulfidophilum]AB35
MRLSAFPTGLVLAAALLAGSLARAETYRGYPEVPYSIERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MBL3607522.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB35
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLTAEPLPDTVSDDPLPEKEP
>MBL3607523.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]AB35
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGKLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MBL3607524.1 DUF308 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MBL3607525.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]AB35
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQLITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MBL3607526.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]AB35
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LGLAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MBL3607527.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]AB35
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTAQMGDAILAALDASL
>MBL3607528.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MAASTVRGAGFALAGFAVYSGHDAVVKGLGAHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRRPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDETPDATTLIGATVIAASGSILFLREGRAQVSGNQPALHATDRAGVAPGPVLPGVEESPE
>MBL3607529.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MPRPSKGARLYQRKDTGQWVIIDGTKQRRTGTTDRREAEAIFAGYIIDRGRPTGPSEPDQMMIADVLDIYGRERAPSTAD
PERIANAIMPLLDFWGELPVSSITGGSCRRYGADRRIYRGTPRERPAGLGTVRRELGCLAAALRYCAGEGYLTRAPEVKL
PEKRAPRDRWLTRAEAARLLRAARSHPKSRHLAPFILVALHTGTRKEAILALRFAPHTAGGWIDTERGVLYRKAEDMRET
KKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHTAVTWAMHKGVPLADAAGF
FGTTVATLESVYLHHHPSFQEATAKALDGWK
>MBL3607530.1 hypothetical protein JMM60_01760 [Rhodovulum sulfidophilum]AB35
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPRGRSWPDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MBL3607531.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSEEAETDATYRVTAGELRQFIERFERLESERKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MBL3607532.1 hypothetical protein JMM60_01770 [Rhodovulum sulfidophilum]AB35
MATFCQYISAEPPSSLSRSMSLFQTRSRRGVPMLSSSSARSAMWITRLAPPFVRCLAIPDQGGLRAHGAPDRRLLPAIKG
AEVALPAHPVGDRSVGLFLLAPQVQVIVAALSARGPLGLKAPRVPDDPAHLARIRALPCCICAEWGLPQLSPTQAHHCIH
GRFSARRAPDCMAIPLCEGHHQGLLDGSKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MBL3607533.1 hypothetical protein JMM60_01775 [Rhodovulum sulfidophilum]AB35
MACAAGCGRARSNRFRADRVETVIVNDIPAWIVLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBL3607534.1 winged helix DNA-binding protein [Rhodovulum sulfidophilum]AB35
MSKGPETNTDSEPGRELEGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRSELLAELDRQDLIATIRILRSLSAVLD
ASEERQKGR
>MBL3607535.1 FUSC family protein [Rhodovulum sulfidophilum]AB35
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFILIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPDLNFSDRGTLA
>MBL3607536.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQVKS
>MBL3607537.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB35
MIYWMRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDILFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGIELAAGMTASVSLVTR
>MBL3607538.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MFNRLTPATECDHVVPKVQGGTDDEGNLQAICADCRKAKTEREAAEGQGRRLRPSFGEDGWPIGPE
>MBL3607539.1 hypothetical protein JMM60_01805 [Rhodovulum sulfidophilum]AB35
MTGTGFDAEIDAVLGPASDDFIPVPDAVLRRWTGRLPNALIRIWTTRGFASLARGRLHLADPARLAGLMSHIFENDPDLG
EGTHAIAYGDLGELVLWSERHGYGFLVPTLAALEVQNLTGPEAMPPDQQFIEYVLRMPPELIEAFDPEQQMVHARLVERL
GPLPAGMIYGTTPVPPPAGGTPVENYVLAELEDWLEAVYTELRVSLVDWSRTSPQIRFIGDGLPGQSKGSGSR
>MBL3607540.1 hypothetical protein JMM60_01810 [Rhodovulum sulfidophilum]AB35
MTAPSSGFGLLCAGLLVFFCPAHAVEAAESLTLGFGSDSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGVWSLSAQWVELPTGKSWRASVDIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAER
VPSADKDWKAQTGYFPELPYVMKFSHQDYLAGLEAAKCPSPSGE
>MBL3607541.1 DUF2235 domain-containing protein [Rhodovulum sulfidophilum]AB35
MDIDTAASAAAGKAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYRNALSNPALLYDLYKRGTKYDEP
NACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVFGFSRGAA
AARHFVNSIRAGRAVYDPLGFGDYEETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIHLRRDQVTHRIYHLTAGDE
YRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSRGEAEAARNAELPDDLAELRQIFIREGWIS
PDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVEGALLDLPTKNEN
YSIPEALRPYEPRIRSGSLAGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRVEYPNRPGLAV
>MBL3607542.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSRTTFISRDDLQKRLAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAETLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRSPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSREDLPSPRPAFTLDAAELAAIRGARVEDDLIEMERLLVETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEAKG
>MBL3607543.1 hypothetical protein JMM60_01825 [Rhodovulum sulfidophilum]AB35
MLPELLSQVPADVEIGTVSSDGGCDMHKCHHAIVYRGTHAFGPEAVMSSRPPRKKARLWKPSTGGAIVRTEAIRVSEDLG
RAIRRKWNGYHRRSRAETKMHGVKLRGRSLMARDLDQPSPDVRFALPC
>MBL3607544.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEVSGGGVLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGAHLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPAGDKDGPGSTPSGD
>MBL3607545.1 DUF3830 family protein [Rhodovulum sulfidophilum]AB35
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQEILFEEVDA
>MBL3607546.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKRGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGGFTPTEA
AAVSGFYGLLVGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
ILFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MBL3607547.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MBL3607548.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKLTNLALCLVLGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILDDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPTVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MBL3607549.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]AB35
MKFRGSYTVCVTAFDDEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMAMIGRPMGDPRPPRLPLPQDRQDELRRILDDLGLLAEA
>MBL3607550.1 hypothetical protein JMM60_01860 [Rhodovulum sulfidophilum]AB35
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
KAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>MBL3607551.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGIALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPCIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MBL3607552.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVLPMVAGDEVHVEMAFTDQRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MBL3607553.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MBL3607554.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB35
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQDKMHHGCDYTPYEGMSVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>MBL3607555.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>MBL3607556.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFREAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MBL3607557.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLPVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>MBL3607558.1 aldolase [Rhodovulum sulfidophilum]AB35
MGSIRSCVFANTHLHFTVGLAGPKHEPCSSRAAGSPQGIISVQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDM
EHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLP
VADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGMGLRGRVGHPGIHAAFGRIAAAAR
ARGLAFGAMGLPPELVESHALALGASILVATNETNLIVEGGAALLAALRGPTGS
>MBL3607559.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MBL3607560.1 hypothetical protein JMM60_01910 [Rhodovulum sulfidophilum]AB35
MTEPRQTHMVFVDIDPEEDAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>MBL3607561.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB35
MAAHPHGGLHAATICPMRADGALDLDSLGAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPELIVALDAATRAKDTDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAVALAPCLEPGDD
>MBL3607562.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB35
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPDTTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFFAQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MBL3607563.1 acyl dehydratase [Rhodovulum sulfidophilum]AB35
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAATRFGERLAPGILVAGICTSVLTAELVGTLGI
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>MBL3607564.1 hypothetical protein JMM60_01930 [Rhodovulum sulfidophilum]AB35
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>MBL3607565.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB35
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPDGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MBL3607566.1 CoA transferase [Rhodovulum sulfidophilum]AB35
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEAGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVRDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>MBL3607567.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MLTIGKLGKAAGVKVPTIRYYEQIGLLAPPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MBL3607568.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB35
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQATGGDCDCHCGCGGSGAAADVGAADRAAAPDREGRSWYRTGRGRFVLATGALLAASWAVGLVLPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILAAAEARGLDLPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIGAGQEMAAAVAEIEERGGSAVLVVAEGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>MBL3607569.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]AB35
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MBL3607570.1 hypothetical protein JMM60_01960 [Rhodovulum sulfidophilum]AB35
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MBL3607571.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB35
MTTSTRDEPFGGAKLALLTGCGLVSILRDDVPHIAWPGHWDFAGGAREGQESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRPVWFFVARIGADEIARIRFGDEGQGWAVMPVADYLANPKGIGQLKARLAEYLAARPGG
>MBL3607572.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]AB35
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDAGLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGPA
>MBL3607573.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]AB35
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSRMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERVLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTGMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MBL3607574.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRTDLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MBL3607575.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]AB35
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MBL3607576.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]AB35
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWTVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>MBL3607577.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]AB35
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLTLHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVAP
>MBL3607578.1 hypothetical protein JMM60_02000, partial [Rhodovulum sulfidophilum]AB35
MTGFRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQTIEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRAR
>MBL3607579.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]AB35
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MBL3607580.1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB35
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPACAHLLASDTCPFQMIRHGTNVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>MBL3607581.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]AB35
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVRA
>MBL3607582.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]AB35
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETEGGLLVFLPGEGEIRRCAAALEGRLPE
DCLIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAQTPVPPDRGALARIR
AEAKRLAGRAPGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDICEWSRREARVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAGLPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGTEAPGIELRLQELFGVTEHPTVGPKRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MBL3607583.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]AB35
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLEPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MBL3607584.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB35
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MBL3607585.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLSRDHAAELHAAQLLDGAIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIPPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFAMGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>MBL3607586.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]AB35
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLSPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MBL3607587.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]AB35
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
ILLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MBL3607588.1 dihydroorotase [Rhodovulum sulfidophilum]AB35
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVDAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MBL3607589.1 hypothetical protein JMM60_02055 [Rhodovulum sulfidophilum]AB35
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MBL3607590.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]AB35
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MBL3607591.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]AB35
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAA
TDLEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFARIGLGRGDPAAER
ALYITNVLPWRPPQNRDPEVGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHP
AYLLRTQLAKRDAWHDLLMLQARLRGG
>MBL3607592.1 LysE family translocator [Rhodovulum sulfidophilum]AB35
MMGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIR
WAGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGG
LLVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALALRLALLQKG
>MBL3607593.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]AB35
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRRILRDERAEIAEQLRAWCADPEIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MBL3607594.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAERRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAVADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGELLVLDAGDRLVSVPVTLLRREGDRVIIRAPEFAG
REAVAERSPLLGAGIKVRPLRSGAVEPDADNTTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVE
RLETRMGG
>MBL3607595.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFRQGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPGILLAVLPPLGAVSAAAAGLILFMAGGGLVALAAWALS
RPSRLPGAPDR
>MBL3607596.1 hypothetical protein JMM60_02090 [Rhodovulum sulfidophilum]AB35
MLAAFAATTTATAPAPVAAGTAARQDGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSANL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDAGPAEPIRAA
LASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDMVPADGTP
FALDRSALRITLLGQDRAIDIRGCDAAR
>MBL3607597.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]AB35
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MBL3607598.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]AB35
MSAELLRPDAEGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAETFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPAQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRLLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGQSAP
>MBL3607599.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB35
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANCVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWAAAE
ALREATEWMLTQEMTDRFAGAVPFLRAWARVLGAHLHLKAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MBL3607600.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MRLPLPSPLEHVNVFALDEGQGWTLVDTGLSTGRSRGIWAALLAGPLGGRPVERVILTHHHPDHVGLAGWFQAEAGAELW
TSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRALAEGDRIRTGGRDWDVRL
GDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWLESCTRLAAYAREDHLVLPGHKLPFTGLPTRL
VQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAVGHLNHLYLTGRATRRRRADGAWLYRRSGAG
>MBL3607601.1 hypothetical protein JMM60_02115 [Rhodovulum sulfidophilum]AB35
MFRFLIACLLPLFLLGCGAQSVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRLIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MBL3607602.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]AB35
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>MBL3607603.1 AzlC family ABC transporter permease [Rhodovulum sulfidophilum]AB35
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MBL3607604.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]AB35
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAAGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLTVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>MBL3607605.1 molybdopterin guanine dinucleotide synthesis [Rhodovulum sulfidophilum]AB35
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRALLGADFAFGYPAGFAEALTGSASARAVWAWLAARLEDRSDNANN
RFELADAINAALPGGGPFWGCPAACAPQLADLTMTRPPEPGFARHRRVEHVLRDRSGPGRAVKSVWQLYGAGAVGSQVLV
GLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMIGPEVAEALAARSGQIPDEVQVRLMAGAVLAAEDTDALLGVPP
VPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MBL3607606.1 hypothetical protein JMM60_02140 [Rhodovulum sulfidophilum]AB35
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTPGGDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGQPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MBL3607607.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]AB35
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MBL3607608.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]AB35
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MBL3607609.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB35
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>MBL3607610.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]AB35
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAGAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSASGLADWLAGQRNDLEPPARDEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYSL
>MBL3607611.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLTRISDGRSVFVAVTGSDAPIAFIELEEDGHI
DCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLRQGFTLVKRREFERNAVRIHNYLMEKTLR
>MBL3607612.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB35
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MBL3607613.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MBL3607614.1 methyltransferase [Rhodovulum sulfidophilum]AB35
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLRPGGRL
IAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RHGVALSWPG
>MBL3607615.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB35
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>MBL3607616.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MPRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MBL3607617.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]AB35
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MBL3607618.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTMSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MBL3607619.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB35
MPDDSHENDVGSTEGAENPLARAGAENDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQTQRRTA
>MBL3607620.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]AB35
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>MBL3607621.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]AB35
MIASGPAAKRPPHIALERVWVLASVWSFVIGWPPSEGNMILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHA
EPRALPDAVLLDETDAERSLDEYRGRWVVLNFWGTWCPPCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPRAIDRFFDD
KQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIGRLMGEADWNSPGAKALLGRLIEGS
>MBL3607622.1 argininosuccinate lyase [Rhodovulum sulfidophilum]AB35
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAAAS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MBL3607623.1 hypothetical protein JMM60_02225 [Rhodovulum sulfidophilum]AB35
MTRGARLAAVPALLALLALSACARPHGGVAVSNEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGL
RPRGAPVRVILGTGGVGLGF
>MBL3607624.1 hypothetical protein JMM60_02230 [Rhodovulum sulfidophilum]AB35
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>MBL3607625.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MBL3607626.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]AB35
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPLEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MBL3607627.1 TIGR02302 family protein [Rhodovulum sulfidophilum]AB35
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALGSGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAASAGTDAMARSFEVVRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAGMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQILRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AESQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQKDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGERDRADPGQGGEGGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>MBL3607628.1 hypothetical protein JMM60_02250 [Rhodovulum sulfidophilum]AB35
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRDGLVRAVERATDAATRALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWHDPARRQEFVVAALLARRRISAEGFRLRAYLDALIAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGAGAAR
VDRPSDHRPIWVEIGRPQTG
>MBL3607629.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]AB35
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKSGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVARRLREIYIDEAVKTAI
>MBL3607630.1 dipeptide epimerase [Rhodovulum sulfidophilum]AB35
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>MBL3607631.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]AB35
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAGGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>MBL3607632.1 L-malyl-CoA/beta-methylmalyl-CoA lyase [Rhodovulum sulfidophilum]AB35
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGTKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MBL3607633.1 LysE family translocator [Rhodovulum sulfidophilum]AB35
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVMLTWFG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPTAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MBL3607634.1 cysteine synthase A [Rhodovulum sulfidophilum]AB35
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>MBL3607635.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]AB35
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MBL3607636.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB35
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPHGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMTEAGF
TTGA
>MBL3607637.1 cell division protein FtsX [Rhodovulum sulfidophilum]AB35
MLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMGTQSEAV
LQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDHTRWRQP
LVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALGTLAGMG
AVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLKRIT
>MBL3607638.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MBL3607639.1 zinc-ribbon domain-containing protein [Rhodovulum sulfidophilum]AB35
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGAAPRDPLAAFAAPRAPEPVAPGPEGADAPPAAGQAADVP
PRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKNPEPAPSPEPEPDPAPAEPSRSAARRDLL
PDVEKITSTLSASTDRGAASIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAA
RAWLAGLVPADPLDREPGR
>MBL3607640.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB35
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>MBL3607641.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]AB35
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREAFYGMPYKDWKALH
QTEAAPEQKAAFEAAMAARPEPGNT
>MBL3607642.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]AB35
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARTLAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>MBL3607643.1 pyruvate kinase [Rhodovulum sulfidophilum]AB35
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MBL3607644.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]AB35
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MBL3607645.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]AB35
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MBL3607646.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGVGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>MBL3607647.1 lipoyl synthase [Rhodovulum sulfidophilum]AB35
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFSAYEKAAYGKGFLMVSATPLTRSSYHAGEDFARMRMAREARLAQG
>MBL3607648.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB35
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MBL3607649.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB35
MALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRGEFVDVAR
AAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFRSWRLALA
AYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>MBL3607650.1 hypothetical protein JMM60_02360 [Rhodovulum sulfidophilum]AB35
MFSIEHDFDATVITLVDEGPEHLREDVTITAVEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>MBL3607651.1 hypothetical protein JMM60_02365 [Rhodovulum sulfidophilum]AB35
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MBL3607652.1 hypothetical protein JMM60_02370 [Rhodovulum sulfidophilum]AB35
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MBL3607653.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]AB35
MIHVTTTCPDTDTAKAIARDALGQRLAACANILPGVLSLFHWQGRIEEETEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDADTTPGATAWLDTETG
>MBL3607654.1 hypothetical protein JMM60_02380 [Rhodovulum sulfidophilum]AB35
MQKVNSVVRISFVGGLIGLVFGSTGGKVDTILQGQNRMGWNVAEVIPAPPSSCCGLSLVATPGLWTMSSGYLFIMENPR
>MBL3607655.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]AB35
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVRELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>MBL3607656.1 AsmA family protein [Rhodovulum sulfidophilum]AB35
MRWMIRGLLVVVVLVGLGGALLLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPQATPTSATDEPRHGALADFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEGRGRVDI
GARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSIRLDAGAMAEERLKQERETLERKARERAADELGVKADEGESLED
AAKRRLGEEAAKGLKNLFGD
>MBL3607657.1 GcrA cell cycle regulator [Rhodovulum sulfidophilum]AB35
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAASGAAPAAKEKPAPKPEASP
AAATAQAPAAQAPVPPESRPAAAAPEPQDAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLTLMEL
TERTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>MBL3607658.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGSAFLSA
LGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGLGVCTL
ATALVMALCWHWFRTGYRMKA
>MBL3607659.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]AB35
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAEDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MBL3607660.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]AB35
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MBL3607661.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]AB35
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MBL3607662.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB35
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGHTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MBL3607663.1 hypothetical protein JMM60_02425 [Rhodovulum sulfidophilum]AB35
MTRRLGLLALCAAVIASPAMSQTLSQANAQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSVSGAVGRMRTAHNAKYKGSAGWSYGPAFRSGVCAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MBL3607664.1 hypothetical protein JMM60_02430 [Rhodovulum sulfidophilum]AB35
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLELARPGRQPESYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQVLAGADPGAVDRLMGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDTATGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>MBL3607665.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB35
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MBL3607666.1 H-NS histone family protein [Rhodovulum sulfidophilum]AB35
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>MBL3607667.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVHDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MBL3607668.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>MBL3607669.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB35
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MBL3607670.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLMEAARNSKKEMTPGQLVA
DYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIEPPEGVELRPDKRPYVI
IDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVSFGRDPLPGQTLADVCRAEAEFVREVTRRHPAAAKPVVMGNCQGGWA
TLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAIQPMLWSDLGGGRFDGANLVMNFELLNPSRNYFRKY
YDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKAIRAPIIVFASQGDNIT
PPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGRGE
DREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTRRLHPLRGQRTAMSSVN
PLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTRKT
TAELRAMPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFAALTAECRARILHEQTLIATHD
PEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPLASHGAVVHGSDMAQSR
SAAAGVPGAEAGVGDAPKTVSERKTSE
>MBL3607671.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]AB35
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MBL3607672.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]AB35
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MBL3607673.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB35
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDYALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MBL3607674.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB35
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHATKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVAVDDILAATSAALIVPDDVAEMVLD
>MBL3607675.1 DNA-packaging protein [Rhodovulum sulfidophilum]AB35
MRNPVPTEESRHSTLTRRALKSGADWIACAPPETQTAFLEGMDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGS
GKTRAGAEWVRSQVEGARPLDEGRARRVALVGETIDEAREVMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFS
AHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGGDPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANL
AASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLEALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRM
QGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRMVAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEP
VAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVDALVWAINDLMISPAAHWRRPRVRGL
>MBL3607676.1 phage portal protein [Rhodovulum sulfidophilum]AB35
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MBL3607677.1 hypothetical protein JMM60_02495 [Rhodovulum sulfidophilum]AB35
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MBL3607678.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB35
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MBL3607679.1 phage major capsid protein [Rhodovulum sulfidophilum]AB35
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MBL3607680.1 hypothetical protein JMM60_02510 [Rhodovulum sulfidophilum]AB35
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIVRSFSYELQGWRQSDRQVLPV
APVRVVTEIRLVDRNGIAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTHRWRPLRLTPGAPR
>MBL3607681.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB35
MSRVPILNRQLVLEVPVPVADGAGGFSETWAARGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPVAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>MBL3607682.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MBL3607683.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]AB35
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MBL3607684.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB35
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MBL3607685.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]AB35
MGFDWGTLMRVGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MBL3607686.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB35
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSSRPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MBL3607687.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]AB35
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MBL3607688.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDEACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVTAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>MBL3607689.1 C40 family peptidase [Rhodovulum sulfidophilum]AB35
MIDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MBL3607690.1 glycoside hydrolase/phage tail family protein [Rhodovulum sulfidophilum]AB35
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSHGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRSMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIYPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEEEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
SWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAEPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVSDLDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVLQPAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAVEDAGYTLNTTLE
RSAVIGITETPLHAAAPGRWDRGPALRVKLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAELVEAGTYDLRM
RLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLRPYAPCHLR
SRKGPGADLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPGWTYTAAMQVADGAVAPFVVEV
AQLSDQFGPGPYRRIEIDG
>MBL3607691.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]AB35
MANTANLSLPLLQAAQAQKHVIVNEALIRLDALVQLRLQSLTVPAPPLGGADGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLAGWRAFVVDAGTDMRWTGGGWTVVGGAVAPSGAGIGFRVLEFDHPVAAGGVQDTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MBL3607692.1 hypothetical protein JMM60_02570 [Rhodovulum sulfidophilum]AB35
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDADYCRC
LAQVLGALATWRDWKAALSAPG
>MBL3607693.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]AB35
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLADVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MBL3607694.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]AB35
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPTPAPEAPQADAGDKAAPEGGTGGGSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHF
YLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAVEGGLFTPV
LMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEI
EVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MBL3607695.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]AB35
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPDAAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTV
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MBL3607696.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]AB35
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGVCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MBL3607697.1 septum formation initiator family protein [Rhodovulum sulfidophilum]AB35
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MBL3607698.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB35
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVPADASPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MBL3607699.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB35
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MBL3607700.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB35
MRKLLVALLCTLAGPALATGLDIQIAGEGANGTVHVELMDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MBL3607701.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRTGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MBL3607702.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]AB35
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLARALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGARLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRVGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVADCADADAAATLTAAVAATVAVGVGHCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MBL3607703.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB35
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRPSGTAIYYLLAEGQRSHWHRVDADEIWLYHAGDPLELSLAATEAGP
ARDLVLGPDLTAGARPQAVVPAGHWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MBL3607704.1 hypothetical protein JMM60_02630 [Rhodovulum sulfidophilum]AB35
MTQEDTAPSQREALSSDDIVSRILGFTLFCMGLSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MBL3607705.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]AB35
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MBL3607706.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MBL3607707.1 zinc transporter ZntB [Rhodovulum sulfidophilum]AB35
MSTAPLQPLAAFDIGPDGSTRPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MBL3607708.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB35
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MBL3607709.1 YdiU family protein [Rhodovulum sulfidophilum]AB35
MTLSIRFDNSYARLPERFYSRQLPQPVRAPRLIALNSALAEALGLDPAALASEDGIRMLAGNRMPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEAATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSRTGADDLRAPPAAGEEVLQTFCGT
>MBL3607710.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB35
MLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDLSVYQGSYGLGVAGFLDGPY
IDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFIDGELVSPEERSGPNPYPLSGLSGTSISFGADAWNDSYKLASI
TVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MBL3607711.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB35
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLCAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MBL3607712.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MBL3607713.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]AB35
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEEAQELVEARETLSDAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEEAPDQTGR
>MBL3607714.1 agmatinase [Rhodovulum sulfidophilum]AB35
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAGDGA
>MBL3607715.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKILPLLLLVLGLAAIGGAVWFHTVSDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALSEAFDATALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MBL3607716.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]AB35
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MBL3607717.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]AB35
MSAATGSVLLAGAVARLRKAGIPDPSRDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALGRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDVSAAALSVARGNAGRLGV
SAARFLQSDWYEAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGARARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MBL3607718.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPASGGEGKSGEGKSGGRKSGGTKSDDGKRGDASAEAQPGPDPQREAPAAE
>MBL3607719.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]AB35
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MBL3607720.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB35
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MBL3607721.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>MBL3607722.1 LPS-assembly protein LptD [Rhodovulum sulfidophilum]AB35
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPIFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMASLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGGITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MBL3607723.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]AB35
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSISGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MBL3607724.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]AB35
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>MBL3607725.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]AB35
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MBL3607726.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPHGGAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MBL3607727.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]AB35
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPDETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEESGRWQKKAESGG
>MBL3607728.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB35
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLRLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MBL3607729.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]AB35
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAGRVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MBL3607730.1 MarC family protein [Rhodovulum sulfidophilum]AB35
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MBL3607731.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GIPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERMLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MBL3607732.1 alanine:cation symporter family protein [Rhodovulum sulfidophilum]AB35
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSTHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPKGIDRTIWNKDIAAERD
A
>MBL3607733.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]AB35
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MBL3607734.1 hypothetical protein JMM60_02780 [Rhodovulum sulfidophilum]AB35
MASAFSTPQSSRPAAPQEPARDASASRPAPHPTPADGYTFRDWASI
>MBL3607735.1 hypothetical protein JMM60_02785 [Rhodovulum sulfidophilum]AB35
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MBL3607736.1 light-harvesting protein [Rhodovulum sulfidophilum]AB35
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MBL3607737.1 light-harvesting protein [Rhodovulum sulfidophilum]AB35
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWLGDYYSGSFEAASLVSNATTLLS
>MBL3607738.1 PucC family protein [Rhodovulum sulfidophilum]AB35
MSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAP
FRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTVQTV
GLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVRARQ
RLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRV
LSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQA
TSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIVVGYRLMLSRAFGIENAPD
>MBL3607739.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB35
MTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVLYARGYYGPEVHV
SLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELPDGFAPGKPAEAATVRAAAKAGVDGWRAAGHA
KAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRSAERLRRTGAFRS
VRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGEDLSL
SARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFPVSL
TWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFFSGG
GGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTGIGP
IRFDVAAPVDGDTGDGVQFYIGIGQAF
>MBL3607740.1 translocation/assembly module TamB domain-containing protein [Rhodovulum sulfidophilum]AB35
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEAELALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLGPLVAEPLRPFFGPATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALEADIAFRATGLGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLKAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGG
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPDIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MBL3607741.1 anthranilate synthase component I [Rhodovulum sulfidophilum]AB35
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MBL3607742.1 SurA N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARTAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPKTYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKARYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMNEAQTAMDKIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVVSDWRR
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MBL3607743.1 aminotransferase [Rhodovulum sulfidophilum]AB35
MAASQPPRGGTAATFAPPVMQARRWLDGVSFLADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSDPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MBL3607744.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MBL3607745.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]AB35
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MBL3607746.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]AB35
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MBL3607747.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]AB35
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MBL3607748.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]AB35
MGKCARAGRVIGWITRAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MBL3607749.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]AB35
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYAVFDCANPCGKKGRRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>MBL3607750.1 hypothetical protein JMM60_02865 [Rhodovulum sulfidophilum]AB35
MRRERPLQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKT
TGARSMH
>MBL3607751.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAVFHFSYDLEMFGHLPPGTVLTGGFRLLSVGVAAAFLALAGASLHLAHGQGLHPRAFLRRLLRIAAAAALVSLGTWAVF
PASFVYFGILHAIAAASLLGLVLVRLPPLVPGMLALGMLLMPRPAPLPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLA
GMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRFAPV
>MBL3607752.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB35
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLTAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
SGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MBL3607753.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MBL3607754.1 hypothetical protein JMM60_02885 [Rhodovulum sulfidophilum]AB35
MAGQPARADLELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>MBL3607755.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB35
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MBL3607756.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB35
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRETFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MBL3607757.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]AB35
MRGMGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGKIRPLMTAGQIEDVVAYLMTLTQ
>MBL3607758.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]AB35
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MBL3607759.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]AB35
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MBL3607760.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]AB35
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MBL3607761.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]AB35
MIARRDFLQAALAASAIWGASGMGDWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGSVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIEEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MBL3607762.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]AB35
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQAARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MBL3607763.1 c-type cytochrome [Rhodovulum sulfidophilum]AB35
MSKFRNLSAAALLLTLAVPAQAGDFGLGRPALLEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRETTELPLFSQPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>MBL3607764.1 cytochrome C [Rhodovulum sulfidophilum]AB35
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPGAQASIGPPLDGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MBL3607765.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSEDGVKVGASYRVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MBL3607766.1 hypothetical protein JMM60_02945 [Rhodovulum sulfidophilum]AB35
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MBL3607767.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB35
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MBL3607768.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB35
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMAAPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MBL3607769.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]AB35
MPPTALWSSIAATLRNEIAAGSYRPGDKLPSEADLARRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPTED
>MBL3607770.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]AB35
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MBL3607771.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]AB35
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSCRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MBL3607772.1 hypothetical protein JMM60_02975 [Rhodovulum sulfidophilum]AB35
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MBL3607773.1 hypothetical protein JMM60_02980 [Rhodovulum sulfidophilum]AB35
MDAFSFPVWPEVPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAEMPAIHACFARVIAADIAEGVGLAE
AAAAPDIGRFAPLPRGRAAATLCNRHTGRLALDSLYGGVTPEAPGRTPAALVRLRTDADSPAPLGIAGPGGQDRNGRPEA
EAGASPFRIVRTKVEAEIGAEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGAPAFAFACGEVR
KHFQWLVVNDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAAFGCAETMARSGDDWLARLGSGRP
LPGGLAVFPRLIDDRVSLPDRRARGANARLDTWFAPDLLCPGEKLPVPSARRCRLAERRLHRGLRLNLPSGQGCVAGMAR
LGVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSD
HGRWHPRDGARPAGEPITTVAALIRAAGMRA
>MBL3607774.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MTTLTCISPIDGSVLAEREALSSETARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MBL3607775.1 hypothetical protein JMM60_02990 [Rhodovulum sulfidophilum]AB35
MLREEMADVTLDHDTRTAEIERKTFDQAGPGRELTCGYERAQGARTAFLRKPAPGSYGRCGYRLLSQRKTPR
>MBL3607776.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPDRLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MBL3607777.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB35
MSFPLKPLVAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>MBL3607778.1 TRAP transporter permease [Rhodovulum sulfidophilum]AB35
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLAPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MBL3607779.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MBL3607780.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDETWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MBL3607781.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAT
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MBL3607782.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB35
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MBL3607783.1 thioesterase family protein [Rhodovulum sulfidophilum]AB35
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPGAAARVASVLDNARRALPGLSDRRLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
DRAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIVPGLDLPRTHLTEMPEATEALARIVADQAGAQAGGRPLEELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAALPRPAGVGRSVGQ
KPL
>MBL3607784.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB35
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATAPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MBL3607785.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]AB35
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MBL3607786.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB35
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDESPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MBL3607787.1 hypothetical protein JMM60_03070 [Rhodovulum sulfidophilum]AB35
MTEPRMKDEALEALFEAARQDRTEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARIRRGVPALLLAAIGGWPALAGVAA
AGVFGLWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MBL3607788.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]AB35
MADPAETAGPRRGRNRFSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAEMVRKLMLDRLSAMSLDERSAFADRLERVLRHGP
PGRNRCEAPPHAP
>MBL3607789.1 diguanylate cyclase [Rhodovulum sulfidophilum]AB35
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRQLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MBL3607790.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]AB35
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MBL3607791.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB35
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVRRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGLAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MBL3607792.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]AB35
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRHWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGGEAMERQLAALKGAASRADFELARRGRALADDRNSLAMTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>MBL3607793.1 heme NO-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MBL3607794.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB35
MKMPPDMPGQGAMQEPGPALSGAALDRLMPMHLWIGASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELL
QMQGGALKFTLNSRPEIALKGLVVTLPGGAAFVNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRR
LALRLNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDNHGHGMGDAVLRMVAAVLRSH
FRSRDVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIAL
YESKRRGRGRATFYDDWQRRRHGPGDTAF
>MBL3607795.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIEEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLATQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MBL3607796.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MBL3607797.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MBL3607798.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]AB35
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLTSEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLREEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MBL3607799.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB35
MAGFDFAAPGRIVFGRRRAAEVLPALLGWGRRILLVRGGSVVFADRLAADLADAGAVVCQIRGRGEPDLPMLEAALAEAR
AFAPEAVVAVGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPVLTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLTPLPGMDPAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>MBL3607800.1 hypothetical protein JMM60_03135 [Rhodovulum sulfidophilum]AB35
MLGLVLVGMAVGYPCAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSTG
>MBL3607801.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]AB35
MLKTTGLTLHYGGSQILHGIDIEARTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRAERMVPDEIYELFPVLRDMAERRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>MBL3607802.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]AB35
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLRLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQSARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>MBL3607803.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]AB35
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGTGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSGFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPARHGADPGPDD
GSFRDREAGE
>MBL3607804.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MALCITPADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPDLAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRVLWLETGTSAPFAAARALYESQGFKPCGPFGDYRNDPHSAFYTRRLAPQEASL
>MBL3607805.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]AB35
MRLFSVLFACLFAVAVVVAGPITGPALAQSGPAVPGQGQPSPIQNILHENRSLIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTANRQDLDQLKPNSGVRALIAAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLRALRGAIASETDPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAV
TAGAPPEGENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLKDLNSEAARERAYAAL
AARGLVPPTATTEEVQAALDAHSFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQIVPDYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEIRAVTQNPRMAASMGIDP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAA
QTYMILFIILFIQIRPRGIVALRGRAAGD
>MBL3607806.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPGSAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>MBL3607807.1 urease accessory protein UreD [Rhodovulum sulfidophilum]AB35
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAG
AGSHLRLTTQAAERAYRAQPGETGQVTNRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLRAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MBL3607808.1 urease subunit gamma [Rhodovulum sulfidophilum]AB35
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MBL3607809.1 urease subunit beta [Rhodovulum sulfidophilum]AB35
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MBL3607810.1 hypothetical protein JMM60_03185 [Rhodovulum sulfidophilum]AB35
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAAETAADPVADTATETVAEPVVDAPARTSGQPSVVAAAPAASNAPAGSPPVTAPK
RASEAGPAPGSEPEPEPAMAAAAPAAATASGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>MBL3607811.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRHLEVTLAALLACGGLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYGGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MBL3607812.1 urease subunit alpha [Rhodovulum sulfidophilum]AB35
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSVEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MBL3607813.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MBL3607814.1 urease accessory protein UreE [Rhodovulum sulfidophilum]AB35
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHGHDHSH
DHPHDHSHSHGHGHSHDHGHPHHHDHGHGHGAGGCCGGSGQGGCGCGGHGHGGASEGGNRGGGGCGHGH
>MBL3607815.1 urease accessory protein UreF [Rhodovulum sulfidophilum]AB35
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGTALQDWLEDILRFGAGRSDTIFLKAAHEARLEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>MBL3607816.1 urease accessory protein UreG [Rhodovulum sulfidophilum]AB35
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>MBL3607817.1 NnrS family protein [Rhodovulum sulfidophilum]AB35
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGPGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWAIPAAIAFLGLADAAFLATALGYLNSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWHGLSALGYAPALMLVLAFAWAPLGLALTGLAALVSLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKTGFALLWGAVWLRLAAPAIPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGKGHGHGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>MBL3607818.1 ModD protein [Rhodovulum sulfidophilum]AB35
MQPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGLATGAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MBL3607819.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWTELDALRRGRGMTALIVTHDPSEARALADRSVAIDAGRLNERTPLPCSPSTTRPSLAF
>MBL3607820.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MRGLAILLWAPLVLIVATILGALVSLVSQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MBL3607821.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MRLSIAFVPILGLGLSAAAPAETLHVYSGAGLRPAVEPLAQAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAAAKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>MBL3607822.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARTR
>MBL3607823.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MBL3607824.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>MBL3607825.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB35
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MBL3607826.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB35
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPSGAGAPDLLALTLCGGVAAERHWRP
ALVAARAARRPVLVPVPAARFGAWLDLTGGCAVRLACDPAALEAWWRALDRPFPLERGLTGGVCALWK
>MBL3607827.1 hypothetical protein JMM60_03270 [Rhodovulum sulfidophilum]AB35
MRILRLSIIGPGRIGPGGGLKRRRGHVAPATLSPGCIRREGLALTDLASVDASRAEVYHRALTETAAQGR
>MBL3607828.1 hypothetical protein JMM60_03275 [Rhodovulum sulfidophilum]AB35
MDPASPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLVHGRNGAPDQLQIAVIAEAYLARGWRVVAPELPHSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAEIGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVSCPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MBL3607829.1 hypothetical protein JMM60_03280 [Rhodovulum sulfidophilum]AB35
MRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAIAAEPEPEPEAFWRQAVVD
HIRFSLAISDPNRRGPEFNPLKTTATGAFRPYLRPDAELAALGGQAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALI
RLGELMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEDPARRSSFTLIAQWDALELGARHLGRADLAEAAARLAGLIA
GAADPVSGGWRESLEAAPGTLDAATVLALVQAGRMDGPFALTAARSRTTMAALETLFAGLYPLNRGRAAPALGRWAGDVF
FGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEGLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAA
RDQALASR
>MBL3607830.1 beta-glucosidase [Rhodovulum sulfidophilum]AB35
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALFGAVNWAA
HLRADGAVMWHHHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKAHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSLAYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFSAPYLDASA
>MBL3607831.1 glycoside hydrolase family 3 C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRTGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLKAPEAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAAPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSA
TEARPGERISLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFCQVELAPGEEREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MBL3607832.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB35
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAATLVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGALANAWISAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFIEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>MBL3607833.1 hypothetical protein JMM60_03300 [Rhodovulum sulfidophilum]AB35
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTPNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDEATFDAFADK
VAGGTGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKPGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHSTWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNTL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAEPCKYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MBL3607834.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB35
MARGEEIAAENRLGPQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPERVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPRRAPES
>MBL3607835.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB35
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTEAERARVRGVIVTKFRGDPGVFAPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGGGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVSGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLGGIGADLSPDAMAGDPVERALDRLAEEIEADLDLDEL
LTLAR
>MBL3607836.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB35
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLAPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>MBL3607837.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]AB35
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MBL3607838.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]AB35
MFHGNLVTAALALTLVPGVAAAHFQLAYTEQSLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>MBL3607839.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]AB35
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>MBL3607840.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]AB35
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAETGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LAAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MBL3607841.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]AB35
MSEILTADRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMIMAELAHALV
>MBL3607842.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPLFEIDGLVFGYPGRPAILQGTGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPEGLRLQSGRLVPA
>MBL3607843.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]AB35
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MBL3607844.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB35
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAAMLTEGPGSAAPGLILFGPLVEE
PENA
>MBL3607845.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]AB35
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGSSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAACTGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIASATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGTRHKMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILDQP
DAALARVTDANGTEVAETGSRRGLVTGSFFHMIAEDPR
>MBL3607846.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]AB35
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MBL3607847.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]AB35
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MBL3607848.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]AB35
MSETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALLPDLAAERIEWPVPFAAGLPVLQGLRGRRVVVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVAEFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARDMDLEGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERARRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MBL3607849.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]AB35
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVVALAGPPRRVFLAVGRMHLEAFAAQPQHRYLLRLVDRPN
APLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MBL3607850.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]AB35
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGPRP
LVYTPRSAPE
>MBL3607851.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]AB35
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MBL3607852.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]AB35
MPHDYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MBL3607853.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]AB35
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLA
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCTVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFSRIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLAQAGLPGAPAEDLTGDLAEILGRETLSWPLAEYEAALAALPPPLRDALSEVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSEACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAATEAGSGFDTAPSVAAESAALLGALQGG
PVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTAGEDF
AMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPYAGRP
ETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLLLAVD
YARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAATLDHM
AAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>MBL3607854.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]AB35
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MBL3607855.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSAPAPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>MBL3607856.1 FAD-dependent tricarballylate dehydrogenase TcuA [Rhodovulum sulfidophilum]AB35
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLCGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGG
YPAAEFAADIERLVPSDNGLAGVLARGSADLGSWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLCLIVQTADGPRSLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AEGTARLPPLLYPPLTAENPADLARLCGIEPGGLVATLNALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLAEGGSAHRVFAAGASMAGALLGQGYLSGTALAIGGVFGRIAGAGAASLADHGVGQAGPATDKL
RQASAVPALQPAPPQPAAPAPEPEPEPWDEAARALSICNTCGFCTGLCAVFPAARLRPALGTGDLRHLAHLCHDCRSCHY
DCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIPHALMAG
GAGLAFGGAALVLAVRLWRFWRQTTGPAAQPGIRPLARGLGAALRLTNLGGTRGCDGPRGPTGPARRIFHHLLAGGFVLT
GLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLAL
LALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGPRR
>MBL3607857.1 5'-nucleotidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGQTAIVQAYAYGRYLGRIDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPETDGRIAAE
>MBL3607858.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGADLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MBL3607859.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]AB35
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGREDWE
>MBL3607860.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB35
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MBL3607861.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]AB35
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPDGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFVTAMADRKQA
>MBL3607862.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]AB35
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSETELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MBL3607863.1 hypothetical protein JMM60_03450 [Rhodovulum sulfidophilum]AB35
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MBL3607864.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]AB35
MEPEWLELKELSPYEETVSAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPDRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MBL3607865.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB35
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MBL3607866.1 DinB family protein [Rhodovulum sulfidophilum]AB35
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MBL3607867.1 oxidoreductase [Rhodovulum sulfidophilum]AB35
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MBL3607868.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MBL3607869.1 BCCT family transporter [Rhodovulum sulfidophilum]AB35
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMGFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGVDATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MBL3607870.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB35
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEVREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPREAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPRQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MBL3607871.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]AB35
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGAAL
GVLRAVAAETGAAAIVWGRAYDPAGLTRDKAVEDGLDGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGASVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSSHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMGWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGQGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>MBL3607872.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNAFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MBL3607873.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB35
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLADGEGFPLILPEPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHEEVTVETAAGPVAAGIYARARSGRAPTGAWDPDVWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRVQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQIWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MBL3607874.1 cysteine synthase A [Rhodovulum sulfidophilum]AB35
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPRGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MBL3607875.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]AB35
MAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSIMTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQAPGPFLPRQSAEPQPEPLDDLGGDAD
GDGGDGPR
>MBL3607876.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]AB35
MTDPLYRSDPYLREAAALVTAHADGGVVLSAPLFYPRGGGQPGDCGRLVWEGGEMVVADTVKGEAGAELLLAPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVVRTGEIGPVRIGKIEKKGRRNRRVTVLLGA
>MBL3607877.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNLIEPHRFTPLEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAESLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMGMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MBL3607878.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MSRHSASRPVPGRIALFVLSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLDEADLARPVSADLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGAEINLGVSGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTLLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASSFRTTSMDLGTGSLTPVDWSGNALPMAPETTWGLGLSHQGEVWRARGSLHGSGSYWFDPGNTLKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MBL3607879.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MVSPERSSGAARLLQTLEGPIRYALLDWALESGVFGLCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>MBL3607880.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MRLLPLFLAMLPLPALAEEILLSGPPIWESAPLIALAEDQPIEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDLPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MBL3607881.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVAKVLGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MBL3607882.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MTLFAADTIGLHYPGRPGPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRIPIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILARRDRDGFALVEISHDPARRIMPEARAISFP
>MBL3607883.1 hypothetical protein JMM60_03560 [Rhodovulum sulfidophilum]AB35
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>MBL3607884.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLRLVAATALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQDL
>MBL3607885.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]AB35
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAEAAPAAGDDLKKLPGVGPAMEKKL
HEAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIENDGWVALAKDLAGKA
>MBL3607886.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]AB35
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MBL3607887.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MBL3607888.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MRGAADGFRIETPRLVLRAFRPADLDALIRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPTFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAAVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>MBL3607889.1 GTPase ObgE [Rhodovulum sulfidophilum]AB35
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MBL3607890.1 glutamate 5-kinase [Rhodovulum sulfidophilum]AB35
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MBL3607891.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB35
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKDLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDSILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYMVEGDGTLRA
>MBL3607892.1 histidine phosphotransferase [Rhodovulum sulfidophilum]AB35
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALAELGRSLSLGHDETSLTLAF
>MBL3607893.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MBL3607894.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDSATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAGA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MBL3607895.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]AB35
MPRIGAAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSCAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEEAVRSAAPKL
>MBL3607896.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB35
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>MBL3607897.1 RNA methyltransferase [Rhodovulum sulfidophilum]AB35
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MBL3607898.1 COX15/CtaA family protein [Rhodovulum sulfidophilum]AB35
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWVMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGIAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MBL3607899.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]AB35
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIVGGLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MBL3607900.1 hypothetical protein JMM60_03660 [Rhodovulum sulfidophilum]AB35
MTWHDPLWQRIWPPARRVAFAIVARLWWRRPPEEIAARLEARPLREQVLIVATVLAGLFLTSLLFAHAGILGLLSFLLLV
ILLIR
>MBL3607901.1 hypothetical protein JMM60_03665 [Rhodovulum sulfidophilum]AB35
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>MBL3607902.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB35
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETREGIGAFLEKRAPAWQG
>MBL3607903.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB35
MDASALTAFLRSAFPQIGEEFVVEEVVPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MBL3607904.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPAPGPHLWRKGVSHARTRPRPSSCRRADGCRPDNLARQPAASQRRCPPRAAGAAGRAGVASVAEAAVNAPDDHRLTETG
LPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTILVAYADCGTGGDL
QRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATVYFGNYRRLVYLAQ
TEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MBL3607905.1 B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MBL3607906.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]AB35
MTRPHASSTSSPTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSSPD
LPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPYQPIERT
HRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLAAA
GVPVRAMVAPVIPGLTDPELEAILSRTRDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCEIHGGKAYRS
GWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>MBL3607907.1 betaine--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB35
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGVSSASDG
TGEGESPARAPRRRRRS
>MBL3607908.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MBL3607909.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]AB35
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MBL3607910.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]AB35
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MBL3607911.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICARQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MBL3607912.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]AB35
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGERIEIPVAHHDGNYVADADLVARLKDE
DRIAFTYAEPVNGANADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>MBL3607913.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB35
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>MBL3607914.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MBL3607915.1 Rne/Rng family ribonuclease [Rhodovulum sulfidophilum]AB35
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDDGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAERNADEAEDRGDHVAPAASDD
DAAPTDAEPADGVQSADGETRPAETEAAEAEDAAPAEDAEEDATDRAGKGDEPPTTVMAMAAHSDDPVETREPSAGIPGM
DVVDLGDDEESEDPAEEDSSAETRKSSSRRRRRSPRKKTDEADDTASSAEETGEDGPEEIHHDDQIESVAEEDVHEEIRP
RKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMD
VPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRL
AKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETAL
KTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEAT
TQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLIS
PDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQG
YEAGQDESDDADSDGDTDAEAPEAVTAESSNEAAPAEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEEPVGPKAEEP
AALEAQVPAEAAAPAVAAPVEAPAVEEAVVEEAAVEDVAVEAAEASPETVELPEAELAAEAPVAEAAVEAEEKAAPEAEP
APKPETQPEPEPETAEASKDSAPKRQGWWSVGR
>MBL3607916.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]AB35
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGAATLYLIRKG
>MBL3607917.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]AB35
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MBL3607918.1 sulfurtransferase [Rhodovulum sulfidophilum]AB35
MTRHAPSAAFALAILAGPALSAPDFGPLIEPRELADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGDSDFGAAARVYWTLKSSGVSALAILNGGMTGWNAAGLRVETGPALA
PAPSDIEVSFSHDWLATTEDVEAIVAGKAGGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MBL3607919.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB35
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRAIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MBL3607920.1 hypothetical protein JMM60_03760 [Rhodovulum sulfidophilum]AB35
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MBL3607921.1 hypothetical protein JMM60_03770 [Rhodovulum sulfidophilum]AB35
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEGTE
ESRA
>MBL3607922.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]AB35
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEAAQGLILIALPQAGPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEIRPVCINHSAWDNSLERRTDGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGLPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLNHPLAGTIAAPQPCADDAPRAPRIATAARHPREQAKRLFPSRDFH
>MBL3607923.1 DNA polymerase Y family protein [Rhodovulum sulfidophilum]AB35
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRARVERIHCLNLAADSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGETEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPLAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLDALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMALETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>MBL3607924.1 hypothetical protein JMM60_03785 [Rhodovulum sulfidophilum]AB35
MITGSLPFPPLRRGRAHEVCGPGSVFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGTVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIAEGAGSNAAETRWHCAPVFDAVFDAAGSTLQRWSLIK
NKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MBL3607925.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB35
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>MBL3607926.1 DUF4445 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGSFPKHGITVTEEALSAKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWQIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MBL3607927.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]AB35
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MBL3607928.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]AB35
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMKAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MBL3607929.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]AB35
MALLNFRKCDRATGRPAGQTSGQTADQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLVLAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMTVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>MBL3607930.1 virulence factor [Rhodovulum sulfidophilum]AB35
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSAPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>MBL3607931.1 hypothetical protein JMM60_03820 [Rhodovulum sulfidophilum]AB35
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGRGAGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPGN
RPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MBL3607932.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB35
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MBL3607933.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]AB35
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADQLVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MBL3607934.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB35
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
LGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAHYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MBL3607935.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB35
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALAGQPAVLETTWAQVKAVIATESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MBL3607936.1 cyclase family protein [Rhodovulum sulfidophilum]AB35
MCDICVMTAVKGRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFEE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAGDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>MBL3607937.1 hypothetical protein JMM60_03850 [Rhodovulum sulfidophilum]AB35
MPIVFVVTSIMGGVFSATVVSLIMETGWGAILLSYWVGGMIWGGAAVSFVALRSDEDSSGSEDHEYETSEYGASEYGGAE
YEDAGPGALGARSRTARSRAPEDVEEADRCGHFF
>MBL3607938.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDHDHDGHDEDGHDGHATDGHDHDALAAASADHDHDH
DHDHDHDHDHDHDHDHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATG
DTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLF
GTGILCGFGLGYVAADALSRSFALARGFPLPVAFTPADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>MBL3607939.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGTLLDEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MBL3607940.1 hypothetical protein JMM60_03865 [Rhodovulum sulfidophilum]AB35
MPGLFLTPTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPPLKAESDFFVLTAIPMALCPFCS
TDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRTV
>MBL3607941.1 alkaline phosphatase [Rhodovulum sulfidophilum]AB35
MRTLLSALAATTLLAGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEAEIAVTVNGKPYAETFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKAKNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPATQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MBL3607942.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB35
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSESGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MBL3607943.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]AB35
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MBL3607944.1 Tm-1-like ATP-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSIADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAARETAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARSTVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>MBL3607945.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEATFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MBL3607946.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>MBL3607947.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MBL3607948.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MBL3607949.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIENIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MBL3607950.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]AB35
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRQVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MBL3607951.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit, partial [Rhodovulum sulfidophilum]AB35
SAAPAAPGAVLSPLAGTTVSVAVAVGQSVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>MBL3607952.1 HAMP domain-containing protein, partial [Rhodovulum sulfidophilum]AB35
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDILAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIRAAL
AEMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPRYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIVDARDRLTELTGHVYLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIASAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEA
>MBL3607953.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MRLALVIAPALVIAPALVIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGQGMRLGLLAAFEEAN
RAGGVHGRKVELDSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDN
VTNIRASYDAETEAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAH
PDAVVMVAAYKPVAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEVDA
EARPDFVSLEGYLAGRVALRALQKAGPFANRGRMREALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTRIGADGAFEPLPP
AAVDPKL
>MBL3607954.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVEEMRAMTPSHPYT
RALLQASTGYRRD
>MBL3607955.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MBL3607956.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTDMTGLRAWLLTDTPQSRIQARMASLYQGWLTFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MBL3607957.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MBL3607958.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDKTIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDRKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDLEHAKTLLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MBL3607959.1 dipeptidase [Rhodovulum sulfidophilum]AB35
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMAQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGNTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRQAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MBL3607960.1 ATPase [Rhodovulum sulfidophilum]AB35
MTLQAPKLSGPPAPRSLAEMRLPVVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALTQSEYYGAMPVPLDVYAEQVRSQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIMHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>MBL3607961.1 prepilin peptidase [Rhodovulum sulfidophilum]AB35
MTTALWFLPFATPIALWAALSDLRTMTIPNRAVLALVTVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMAFALGPALILYLGLAAIGAM
PSAI
>MBL3607962.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB35
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGRGLLEQAIETHPQHFEAAVQARRALEAQG
>MBL3607963.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB35
MRSTTRSRTQTSDRLRRGAVLVALLCTACSASGTLSPAYRGQPAPAGTAHPATAVDGLVVGHRLMAAGEYDLALKAYYRA
AAKHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
SNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>MBL3607964.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB35
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQISGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>MBL3607965.1 type II secretion system F family protein [Rhodovulum sulfidophilum]AB35
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTAGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVAREVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAIAVAVLLVVNVIFMRVMINI
KV
>MBL3607966.1 CpaF family protein [Rhodovulum sulfidophilum]AB35
MFSRYRKSEPGKGAPAPPQPKAKTPPEVPAKASAPVLPALPIQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASERLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MBL3607967.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANISAIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRARRLADSLDIEIALMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDVGTAAAAAAQ
>MBL3607968.1 OmpA family protein [Rhodovulum sulfidophilum]AB35
MRARLVFLTLGTVLALSGCSPQQRDEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRTAQSALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLARRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>MBL3607969.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]AB35
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNLFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MBL3607970.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]AB35
MRLIFGLVLLVGLGLAGCAVYLAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTRGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAIDQIAHDDTTSPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGATDDVVAKAFEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MBL3607971.1 hypothetical protein JMM60_04020 [Rhodovulum sulfidophilum]AB35
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSD
>MBL3607972.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MBL3607973.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MQWKTADYAGWGRALRAHGRIARPERVSTLTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEAE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRGGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MBL3607974.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB35
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRILGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MBL3607975.1 hypothetical protein JMM60_04040 [Rhodovulum sulfidophilum]AB35
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANAHVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTIANPRVAAIAAYNAANAD
>MBL3607976.1 CoA transferase subunit B [Rhodovulum sulfidophilum]AB35
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MBL3607977.1 CoA transferase subunit A [Rhodovulum sulfidophilum]AB35
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGKHEKRIEQRTTRAA
>MBL3607978.1 hypothetical protein JMM60_04055 [Rhodovulum sulfidophilum]AB35
MSGVYSEPSRNSASKGGLSHQTLDELEAVRSLISSELAVLRTTVDEMFAADLDRNLALVIPDGDLSGTEWSSVTRGTRDA
MAARNLFGINTTLASLSASDPTSRTIVVDGGRLDMTPEDLVAGSIDALAYRRMTVIRTSCQRDATEGLSALT
>MBL3607979.1 L,D-transpeptidase [Rhodovulum sulfidophilum]AB35
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MBL3607980.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]AB35
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDTEDGDDRRLPQIAQGEPARPASADRFAADYATLAGTGGAARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MBL3607981.1 DNA-protecting protein DprA [Rhodovulum sulfidophilum]AB35
MRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARKLGAVALLHGDPSYPPALHDLADA
PPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQAGGIDVP
YPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVLAVPGHPF
DARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAAAPVRPPPRMTEVPETPAEARRAAPPDTAALHARILDRLGPSPL
AEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MBL3607982.1 metalloprotease TldD [Rhodovulum sulfidophilum]AB35
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAAVKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MBL3607983.1 threonine synthase [Rhodovulum sulfidophilum]AB35
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAISADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRITIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MBL3607984.1 insulinase family protein [Rhodovulum sulfidophilum]AB35
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MBL3607985.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MBL3607986.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTALPDPAIPHVLEGWAKGGEAADHHLDLGEMMVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>MBL3607987.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPELRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLRGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MBL3607988.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MBL3607989.1 hypothetical protein JMM60_04110 [Rhodovulum sulfidophilum]AB35
MGKKGGKKDSQLVLRLDKEQRDEFVALCKMLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>MBL3607990.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]AB35
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MBL3607991.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB35
MFYRPEDGHGLPHDPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILRLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>MBL3607992.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MRQAVAVFGTIEHDIPFCHFPRHYLVLGAGPAGRESGVIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVA
ELCLTARDAEGILAAAIRYWPIRIGEAEALLLGPVAVHPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGF
SRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRARPD
>MBL3607993.1 hypothetical protein JMM60_04130 [Rhodovulum sulfidophilum]AB35
MANRLTKTGSPRTARFRNPHPISVGQCPVFVADSVDGNLRILEEAVGLAAARSQVHPVGGRVKHDTAAAFLEARAAPAMT
SEPLSLPIPGMAIEVSFGMPSAVRQVAAISAPPSSV
>MBL3607994.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]AB35
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRIALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKLEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MBL3607995.1 aspartate kinase [Rhodovulum sulfidophilum]AB35
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MBL3607996.1 DUF1178 family protein [Rhodovulum sulfidophilum]AB35
MIRYALTCADGHRFESWFQSASAFDALLKSGHVSCSLCGSRDVSKALMAPSVATDRPEGSGAPAPDEGSENAAAPAGRPL
STPTGPAEQALTALRKRIEQNSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MBL3607997.1 glutathione peroxidase [Rhodovulum sulfidophilum]AB35
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>MBL3607998.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]AB35
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELHEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQARLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MBL3607999.1 hypothetical protein JMM60_04160 [Rhodovulum sulfidophilum]AB35
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MBL3608000.1 threonine dehydratase [Rhodovulum sulfidophilum]AB35
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATALG
GGVPDP
>MBL3608001.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB35
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGAANGPGRVQQPAIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASMDRFATLGLPPERRGPVIDLKAFAPAARPDADDLKALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHALRSNGGLPGSERPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFTAVYGALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRA
EAPGPDTLIDALEGLMGAPAPTPPAEKEPGNG
>MBL3608002.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]AB35
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MBL3608003.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]AB35
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MBL3608004.1 hypothetical protein JMM60_04185 [Rhodovulum sulfidophilum]AB35
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRSAPARAMPVLLRGPLPQEPGAPALPVAREVA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>MBL3608005.1 elongation factor P [Rhodovulum sulfidophilum]AB35
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MBL3608006.1 elongation factor P [Rhodovulum sulfidophilum]AB35
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MBL3608007.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]AB35
MAEQAALAALAGAAIVRRRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGMPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHGTTGGTYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFCERYGAPAPGWPARRAVYQLW
PALVHLRLFGAGYRGLVERCLATLGA
>MBL3608008.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]AB35
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEAPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGLEGTAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MBL3608009.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIMVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGGAGADLALSELRDLFSVVTQDAPMFDESLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREEGRHDQ
LLARDGLYAGLYRLQFTAES
>MBL3608010.1 tyrosine-protein phosphatase [Rhodovulum sulfidophilum]AB35
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGSNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDMFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGAPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MBL3608011.1 hypothetical protein JMM60_04220 [Rhodovulum sulfidophilum]AB35
MAATLALVAGAGARFVPGSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAAALVALAGLGALHLRQSLP
ALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETASGKQVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQI
HRDTGMATARRPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAEFGSNHRGLLAEIALP
>MBL3608012.1 SLC13 family permease [Rhodovulum sulfidophilum]AB35
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGFSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MBL3608013.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MBL3608014.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB35
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>MBL3608015.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MBL3608016.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]AB35
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLTRMEEDVRAMADCGTLAEAAIRAVRRD
AAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACVGRLQLRLQRF
GSCLDRHLIDEEDIVLPILLRHGATLTD
>MBL3608017.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MBL3608018.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB35
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MBL3608019.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB35
MSTHPRVRFLDRTTPPHVITLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYAMTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAMVAVLYVRWVDR
RAGPILAMPHKDGA
>MBL3608020.1 DMT family protein [Rhodovulum sulfidophilum]AB35
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MBL3608021.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB35
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFEHDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MBL3608022.1 hypothetical protein JMM60_04275 [Rhodovulum sulfidophilum]AB35
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MBL3608023.1 acetolactate synthase [Rhodovulum sulfidophilum]AB35
MILRAVLLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPSQVVITLMDRPVPFGQSEPEATQFFEAYRPEAGRCIWEGF
>MBL3608024.1 hypothetical protein JMM60_04285 [Rhodovulum sulfidophilum]AB35
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MBL3608025.1 hypothetical protein JMM60_04290 [Rhodovulum sulfidophilum]AB35
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MBL3608026.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]AB35
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>MBL3608027.1 hypothetical protein JMM60_04300 [Rhodovulum sulfidophilum]AB35
MTQLPSKKLDIVTVVFSGELALLRLQARSIAREFHASALGDIFVIINDHEEAACAEAVEAMRGDYGPFAGKLKVVRPDEL
LSDCPTLRARLERFYLTHLRGVGRKLRGAGGGWRGNGGWGMQQALKLMAARLGASPYLLVLDAKNQFVAPVSGSDFVAGD
GRPRSRVVETEEKQQGWIRASFAKLDLPVPALPAKAPPTVTPVVFARDDLRSALAMIEEKLGPIELFFARRRGKATEFML
VYAALDQGRGLWWELHAEGLPASFSLFSGGSVGRLPELVAAARCGDCKMIGTHSRLLAAMTETVRKDLVEFWRERGLIRS
DSEIEALFHA
>MBL3608028.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
EDLAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MBL3608029.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]AB35
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MBL3608030.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB35
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>MBL3608031.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]AB35
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MBL3608032.1 endonuclease [Rhodovulum sulfidophilum]AB35
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEEIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARAPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MBL3608033.1 AAA+ family ATPase [Rhodovulum sulfidophilum]AB35
MRHRLALIPLLALLLTAAPASAQDRGGAGDDGGMSEGLGLLGEGMQLFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MBL3608034.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]AB35
MDGQAEERPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MBL3608035.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]AB35
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MBL3608036.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]AB35
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDNGRGD
>MBL3608037.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB35
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTRPEAASEERASNEDRD
>MBL3608038.1 proline--tRNA ligase [Rhodovulum sulfidophilum]AB35
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRSHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MBL3608039.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVVLGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MBL3608040.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANQPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MBL3608041.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB35
MAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNFWKALAAGKSFTDQFPRVHKNG
EVIWIQATYAAYVDENGKTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSNLPDIEILGKAYNTAVAQLASA
LSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKEVEASASNAQNTAEAGGKIVED
AVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRALAQRASDAAGEIKGLVHESSE
SVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQQNAAMVEESTAASQVLASDAQ
DLGRQVSLFQTEEGPRFNASGHRPNRNAA
>MBL3608042.1 DNA polymerase IV [Rhodovulum sulfidophilum]AB35
MCGGESRENAAGPGRGPADARSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDESSRNSG
>MBL3608043.1 response regulator [Rhodovulum sulfidophilum]AB35
MPADPPIRRSTLSTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHAAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYARDEVLGRPLEQTLALSAAVRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGVEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEIL
GEVPGASTQCKTTPAAMVPEPERDAPADKPHRAAS
>MBL3608044.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTQFPKRILVTGGAGFIGAHLCRSLLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLELDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAEGLPPAPD
ACPVLPAIPAAPLDIGLALG
>MBL3608045.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]AB35
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDEAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRGAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MBL3608046.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB35
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAPDLFAG
PVPGKAPYVLRARDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYREVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MBL3608047.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB35
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MBL3608048.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]AB35
MSLNVLSVASECVPLVKTGGLAGVAGALPGALKAEGVEMRVLIPGYPGVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAERHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MBL3608049.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]AB35
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQGDLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGSFGMPAEAVAVFVLEEEPPV
>MBL3608050.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]AB35
MSSLAALARASGILPGYRDLTGTERSTAPETAQALLAAMGLAAATEAEAASSLDALEAARAARHLPDWLVLDEGRAPALA
VPAAWRIELETGGVIEGRAEDPLPALPLGIHRLSVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGL
DAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCAAPAVADFAAANGGAVAFHAWLQFLAETQLGAIR
EAGAAAGMAQGLYLDLAVGTHPAGAETWADPELFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVQMPRAALLSVARIEAAREGAVIVGEDLGNVPEGLRDDLAASGLLGCRLAM
FDPEIASWPEPVLGSFGSHDLPPFAAWGVGRDIDWHRRLGHIPPERAEALAAERAGQAQALGVRIGGVGIDALHAALAAS
PARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVSAGR
>MBL3608051.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB35
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGYLRTRLPVPVIDGVEAAARFVSVL
>MBL3608052.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARQGSDAGQGMV
>MBL3608053.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAIVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLGIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MBL3608054.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB35
MTKATRTGLSRRRLLTGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFSERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MBL3608055.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKIKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAASGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MBL3608056.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSGCPGRAKTGEDEENAVTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQL
AHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQF
HIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPV
PVPLTLREALTGE
>MBL3608057.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MKLRRMTAGELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGRGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWATDTETRRTLVCRAAGEVAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>MBL3608058.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]AB35
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPTDWHMNSIRHLALGPGGTVAFAMQWQGPR
AEMPPLLGLHRRGTAPVWLDAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTTQQARAFDNHLVTVGAA
>MBL3608059.1 imelysin family protein [Rhodovulum sulfidophilum]AB35
MIRRTVLAFALALGAAPLASPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLE
VSHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCA
LIRAEARDIHALASAILADWQDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAES
RRSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEES
RASLGPALGVAAGFNSRDGD
>MBL3608060.1 c-type cytochrome [Rhodovulum sulfidophilum]AB35
MGSAAVAGPLTQAVTGPGLPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLTAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAIPLSEGESAALRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPEGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGAGLAGGGAGASGQEWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>MBL3608061.1 bacterioferritin [Rhodovulum sulfidophilum]AB35
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MBL3608062.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB35
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MBL3608063.1 peptidase [Rhodovulum sulfidophilum]AB35
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKTKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>MBL3608064.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]AB35
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>MBL3608065.1 glucokinase [Rhodovulum sulfidophilum]AB35
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWASAGAGRPGATDARAVMAALDTDPEALRAAETFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGPMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>MBL3608066.1 beta-glucosidase [Rhodovulum sulfidophilum]AB35
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEEARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPRGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDAIVMGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MBL3608067.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGQSWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVGHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>MBL3608068.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVVGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MBL3608069.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB35
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFVPGESAPLRGGGRLTVAPDGSFTAEAEAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>MBL3608070.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSKDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKALRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEAEVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSLAPRTWLPIPETHIAMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKEAGWRV
>MBL3608071.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB35
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLEGITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISDTGETTEVRLTAGGGTIRAQVPTEPGDKGRKVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MBL3608072.1 hypothetical protein JMM60_04530 [Rhodovulum sulfidophilum]AB35
MPRSMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGSDGMVDNPLWTAEFSEPGFRSDLASS
LTRAGILTPGGANRLNADVESVTQPQTGTKVQVTMVVHYTIHDATGRTLFDQTVTTSYTSPLGQAGRGIDRLRIASENAA
KDNIALLLHALGASAESAPTGGPF
>MBL3608073.1 hypothetical protein JMM60_04535 [Rhodovulum sulfidophilum]AB35
MPMIRPFGPLALCAVLAACAHGADETAMVPASIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKACRARCRPR
GAMC
>MBL3608074.1 hypothetical protein JMM60_04540 [Rhodovulum sulfidophilum]AB35
MQAGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGSERLRYANEGAARENIAAFLRALGAEARAGGVAGVS
>MBL3608075.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MBL3608076.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLSAPVAVPLVVSAADQAATEATHVSGADD
>MBL3608077.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB35
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIIGAVPTSMGATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSQTMSRWGPALDERGIERITFVPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MBL3608078.1 tellurium resistance protein [Rhodovulum sulfidophilum]AB35
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMFFLFMMVAYGLKLWRRPKVVAEDLRVL
PGRAGLSAAALSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGLSPLWGALSFPMAAFASLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MBL3608079.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQDAATCPHSAWIGELPGGLRRRFEPGAAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MBL3608080.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]AB35
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESKSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MBL3608081.1 IMP dehydrogenase [Rhodovulum sulfidophilum]AB35
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MBL3608082.1 sugar transferase [Rhodovulum sulfidophilum]AB35
MSIAVLQAPAAEAGAISTDLLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERCGGPVALWVRCAGLSGLPLLWSVLRGEMSLVGPRPATRAELARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGLIASPRVDLGLIGAALMRRWRPGRPQPGLALLSGTVPLKLSFRSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>MBL3608083.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MBL3608084.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB35
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPSEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MBL3608085.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB35
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFLSRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MBL3608086.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB35
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSTRPAPAE
>MBL3608087.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MTLQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAERLGLVVLRLSVDPSEPAGRFSLKAGGAGGECDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVATSAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRIADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MBL3608088.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]AB35
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDASELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALTSAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVVRAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGG
>MBL3608089.1 PAS-domain containing protein [Rhodovulum sulfidophilum]AB35
MSDSLIDPADPPERQAEKLREIAEVLMRRVEQATDDGGAAYAQFRRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHFEQRALARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLGETAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERT
>MBL3608090.1 FIST C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MNRNATPARTLSRQPPLVRDAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVSVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVQRINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGHDPEQVPPCP
TA
>MBL3608091.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MBL3608092.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]AB35
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEESAE
APKGKGWLGRMMTRKAEAE
>MBL3608093.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]AB35
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEADGCEVATIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MBL3608094.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB35
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAEAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPIAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALEADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MBL3608095.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]AB35
MYAFEFDRPTTLDAAVAALGQEEAQALAGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAATYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREITAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGARVAVTGAAEEGVFRWGDAEEVLSADFRPEAVSELTVAAEGMIGDL
HGSPYYRAHLVRVLTGRAVAGAS
>MBL3608096.1 hypothetical protein JMM60_04650 [Rhodovulum sulfidophilum]AB35
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPSAEDEAEIAPDDPGIDPGLEAGLPEEAAEAAPVGDADETAGMPDEIAADAAAEDELSDPGLPMPE
EAEDEAAAETVVAEDDAADLDSAEGQDVDAPDTEASLADPTPEAGAEEELPNAPEPETGDETATGLADLSEEAGPGPDIG
LGEDGILPDTPEAEAAVEDDLAATDSSDIAALEETGNESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDLG
DADPGESLGTRIATIEAAMARVEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEEDTDSSQAAIEAIEERIEAIAE
RLGDVQSSHSGEIAALLERIERLAEAQPEGNVSADDIAARAIEIDALSSLVTALSEQLMAGQGEKRQGNLDAVLDRLNAT
QESIAAMVSQLLEGSSAAERRFGA
>MBL3608097.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB35
MTRLDVDRRFLLLTAAGYMTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDELTLVLADARTLAEAPGTAAYL
AGSGRVRPTQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLEIGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRILAGDAVSAATRLATGFQVRMYPDWSGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDSHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAINRAGFSIPKVSFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAAEDFCARLAAGRFGDRRPGASSVA
>MBL3608098.1 hypothetical protein JMM60_04660 [Rhodovulum sulfidophilum]AB35
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
QLEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAETAERAADEARAARDAAGTEAADLA
ETVERAKAAAETAQAERRETEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAARERAATASAAADAAEARTAAQAQEIAEAEARYEALLAEGQETETALAALRDELEAA
TASRDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADMTEAAE
AVPPEPPVPAARAPGARPAFRAGPAPSAEAVSRAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVS
LIRGLGRC
>MBL3608099.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB35
MSLFSRPFSGLQAGLLVIFTAIAGLAPAVPVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQSGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>MBL3608100.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPRQGSRQGEGA
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSTVRLQPMTAAETADYIRSRIVAAEGDADALFDAGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQDSGDALCLLECPAPSLPRAPQTAPPGARPRPVAQPPPPDAAAVPSIPP
PPISAPLSASSSVSVSGAVSAPGPSPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLAG
AGPVPESRRPARLPDRSQAAETVPGAESAQTNSTETGAAAERLARTRTRIEAAETRLADTLSELERLAARLRDATKETGA
AEARRDAARDAAHRAEADFAQLQDRIAEAELRLDALDRRLDEGGADRLTGLQATAAAPTPKPGPKPRPDPAPAPVPATSP
LELDAAPPDPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQ
VRLEDLPEAPADPDRAMARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPATRFATALTAARLAPPARPSLLWWRIRAG
RSAPTEWQRIDPR
>MBL3608101.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]AB35
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>MBL3608102.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFTRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGDDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASMGWRPGGIARLHATLPALCRPCPAG
>MBL3608103.1 glycosyl transferase [Rhodovulum sulfidophilum]AB35
MTDGLRPARPAGSPNAYVTLVTNADFALGAKALLRSLKRTDGRASDICVLHTGGVAEADLAPLVDLGARLVETDLLPTSD
AFNAAHARDRLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMTRLDTPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKADRLKLLIDLWRAHAEGAAIPDTTTLPGPPAP
>MBL3608104.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB35
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MBL3608105.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MBL3608106.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB35
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MBL3608107.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]AB35
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RVAMAGLTRMMDPGPEIGPDIHPTAIVDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVEIGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MBL3608108.1 acyl carrier protein [Rhodovulum sulfidophilum]AB35
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MBL3608109.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]AB35
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLALR
KA
>MBL3608110.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]AB35
MTMREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVESTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MBL3608111.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB35
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MBL3608112.1 tyrosine recombinase [Rhodovulum sulfidophilum]AB35
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITGYLVACEAEGLARTTRARRLSAI
RQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALTAWLAERDAAEEAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>MBL3608113.1 hypothetical protein JMM60_04735 [Rhodovulum sulfidophilum]AB35
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRKPPPTITPVPGAEPITVMPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIEEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MBL3608114.1 shikimate kinase [Rhodovulum sulfidophilum]AB35
MLLCLFLVCSRVSRFGPIITGISPEFTPFRGRNRQQWREVAQVGTQLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSD
AEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRH
KDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTRPDVLEAA
>MBL3608115.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]AB35
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>MBL3608116.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB35
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MBL3608117.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]AB35
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MBL3608118.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB35
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLRLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQTERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MBL3608119.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB35
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDRRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MBL3608120.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]AB35
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MBL3608121.1 porphobilinogen synthase [Rhodovulum sulfidophilum]AB35
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPSPDISLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MBL3608122.1 component of SufBCD complex [Rhodovulum sulfidophilum]AB35
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTMLVGVNARRYLAVASEAGLWI
AALGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MBL3608123.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]AB35
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEPAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPALMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELKGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MBL3608124.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]AB35
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPKR
>MBL3608125.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]AB35
MVRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AVGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>MBL3608126.1 acyl--CoA ligase [Rhodovulum sulfidophilum]AB35
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISNRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEATLAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MBL3608127.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENYQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSIE
>MBL3608128.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]AB35
MTRLLFILLALALASCSTVEGVGKDISAGARTVRNAL
>MBL3608129.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPAHGIAMYGAPALPAGFVALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRTGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGQHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRGRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVRVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>MBL3608130.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]AB35
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTSAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MBL3608131.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]AB35
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDSDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MBL3608132.1 amino acid transporter [Rhodovulum sulfidophilum]AB35
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARLAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MBL3608133.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]AB35
MFESKEPSAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>MBL3608134.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]AB35
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MBL3608135.1 elongation factor Ts [Rhodovulum sulfidophilum]AB35
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MBL3608136.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]AB35
MASADQRPRKTLAIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFALFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWVLIVGHPRIEHALESTGLKGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLAIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAEIANRNIREGDLLVRWGGEEFLLVMASSAEVLLMQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGRAIRRADTALYAAKIGGRNRVMSAAALCEAEAAVGPLARRTPPRLVS
>MBL3608137.1 hypothetical protein JMM60_04855 [Rhodovulum sulfidophilum]AB35
MFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYIMVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGG
GVVLLAGLRLIDGLLPGGPYLSEAVPLWPGRSPGPADLSTTYAILTLHLCLALQPFHRGAAMAVLVAAWAGIWWSTMTDL
FEATIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIAALHAVPETVSARLLI
APLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADERA
MRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLEQKLRPQPDLPVAAIGISMSAFDEPNLEAALQRAE
SALYVAERRGGGTLVRVSDLAETGQGAEARNSPRDMGGAARPP
>MBL3608138.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MBL3608139.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]AB35
MKRTGTGTGLTLAAALLACGAASADPEEGAYGSAEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANTAARAANGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASARTEGTDTDR
>MBL3608140.1 phosphate regulon transcriptional regulator PhoB [Rhodovulum sulfidophilum]AB35
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSEKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MBL3608141.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]AB35
MKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSAG
DLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDLE
VDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MBL3608142.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MBL3608143.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]AB35
MTDIPVSDARPERAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIEIHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MBL3608144.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]AB35
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTHREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MBL3608145.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MBL3608146.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]AB35
MNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGRDATYDVTASPLEGVAAGGVVLSFTDISD
LEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPG
ARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLEMTRSERELAFR
GPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSAPGKGSTFSVTLPTV
>MBL3608147.1 hypothetical protein JMM60_04905 [Rhodovulum sulfidophilum]AB35
MGNTGTDRSAQMAPGVDRNGMALLIGFDRVDQPQRGMPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLA
QQLQLGGYRGLYVVVTPVLPNTEIVRREIAALCPGMTVQMIPRTRH
>MBL3608148.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]AB35
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRAGLTAG
>MBL3608149.1 guanylate kinase [Rhodovulum sulfidophilum]AB35
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MBL3608150.1 YicC family protein [Rhodovulum sulfidophilum]AB35
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVALRLVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLSDSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRLAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKAAIDQMREQVQNVE
>MBL3608151.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETARPARRPDLAEGDAESRRPSLTVIQGGVVEPAC
>MBL3608152.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]AB35
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MBL3608153.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MISFAGAIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQSETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGRRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MBL3608154.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGRLLAGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MBL3608155.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGKLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>MBL3608156.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MBL3608157.1 hypothetical protein JMM60_04955 [Rhodovulum sulfidophilum]AB35
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>MBL3608158.1 hypothetical protein JMM60_04960 [Rhodovulum sulfidophilum]AB35
MADDASTARAPLRRPAPDHCRPEGAAAAAARGGGGGKYPVFPAGRPVAATCIGTCQ
>MBL3608159.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MBL3608160.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MBL3608161.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MHGRDKLLECIGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRSEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPDAWAAWRARSGH
>MBL3608162.1 hypothetical protein JMM60_04980 [Rhodovulum sulfidophilum]AB35
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAEYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MBL3608163.1 D-galactarate dehydratase [Rhodovulum sulfidophilum]AB35
MAGLLLVLAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATVPAGLDEASAPVFGFERDLGVT
TASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYVSE
>MBL3608164.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]AB35
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MBL3608165.1 hypothetical protein JMM60_04995 [Rhodovulum sulfidophilum]AB35
MNKTALTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWIFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICA
ADMGPANFVHGYRGASRPGSNRVPQWVLVDGFGDRYAITARSYSRRIRLRGMDSRFRKGKKVRGLRWCSDKRQFEFADDD
RPAT
>MBL3608166.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB35
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVLG
>MBL3608167.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]AB35
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MBL3608168.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB35
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELAARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>MBL3608169.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3608170.1 transglycosylase domain-containing protein, partial [Rhodovulum sulfidophilum]AB35
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGGVKP
>MBL3608171.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]AB35
MARSAALMALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSSACFPKARAEAPTPYAGAVSARIVATDPATLATAPARAAELDFLRDRDLAEARAQAGKLPQDHPVDGATLDELRRAA
ASASAANRPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALGVMAG
ALEDLGRGRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDMVKAGTDYAPFVQLPDP
GLAVTVEDRRLCVEGLNHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSD
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYALNA
AIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRGGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLP
LTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPEAPI
DPTAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMTMIEGAGRTDAAGRAQIGLTLPAL
KAEGKPVEARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVE
TRYQWYRVDGDWKWEPITSRERISEGETRPENGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDM
LELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGH
NPARALGLAHATVDPGPHRLSAAFEVPAEAEPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQ
RKLGMGLRDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGEDGIAHARLDIPAFNGTLRLMAV
AWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELARGGKT
ALSIPITAGTPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGP
VARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRADLADRLERAVTEVLANQSPSGGFGLWAPGSGDF
WLDAYVTDFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTKAGAFAT
PLAAGQLGAALAAYGDPTRADRMFARAARMMAARMGRAEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAA
TDRPLSTQEASWMLLATHELIDRPGTGAGGGGFTLNGAPLTGPLVRLLAPGDGPAVLGNDSGRPETLTVTSFGVPEMPGP
AGGNGYAISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSEDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTA
EVRHSEARQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MBL3608172.1 response regulator [Rhodovulum sulfidophilum]AB35
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAIGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGMG
>MBL3608173.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]AB35
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>MBL3608174.1 DNA helicase RecQ [Rhodovulum sulfidophilum]AB35
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMDPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MBL3608175.1 YggT family protein [Rhodovulum sulfidophilum]AB35
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>MBL3608176.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB35
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRSGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAERPWPPMTD
>MBL3608177.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSVLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPSTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MBL3608178.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]AB35
MGTCLAVLLAVSLAVPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGAQAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRADRESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MBL3608179.1 queuosine precursor transporter [Rhodovulum sulfidophilum]AB35
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLDPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MBL3608180.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB35
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MBL3608181.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]AB35
MFVVTLLTSPAQPMLERGTVESLRDAWGGGAAVWLAPGIAAEFPVDSLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAQVIDKVLAERISFMPGGHMLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGLGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>MBL3608182.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]AB35
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGQLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MBL3608183.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQ
GRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRS
FAPTDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALAD
LVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MBL3608184.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MLKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>MBL3608185.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MBL3608186.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>MBL3608187.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGEPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLGLPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MBL3608188.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB35
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQKADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGATRILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MBL3608189.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MBL3608190.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]AB35
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVAAWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSTVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDDAAKDRMQARFEQLIDCWQSARQAKAA
>MBL3608191.1 hypothetical protein JMM60_05140 [Rhodovulum sulfidophilum]AB35
MTDAGVGAPDVSRGAFGALYDRVEHFYRQDRSFDVFRALLRDHVIRIWPLAVGDMVLGQEVEARQVHSLLTASEETGITT
ALLDSLLTEAGVFRQDETRSPSGKIFDAEVHSGLLREIATQVGPNAMCEAMDATLSEFRALVEEGVLELRSRLPKIKNP
>MBL3608192.1 hypothetical protein JMM60_05145 [Rhodovulum sulfidophilum]AB35
MAAAAFARSIGLRDYSAFTAVIEGSHIAATHIKSPKTARLQWLMSDAEIADFRNRFVTPTMTTQETGRHRNTIFAVFSGA
GVKPFQPDGPEAGPIYLREVAMRVTSNHLKKR
>MBL3608193.1 hypothetical protein JMM60_05160 [Rhodovulum sulfidophilum]AB35
MSEVYQNNYITGTWFTGQAGLGVLSGDFTTFNGTITETGETFTALYYGAGINLSPLPGSAGGGAFTFNGTLEDFLGWSFG
VTASAGINASYSTNTSLHSLITYGASSTLDIGITTGYTKLVDELDLRPYESTDFWRSAISAVESSDIDDSQKSDLLDKLV
MARDLPAWREGTYDEFDFGYQQDTMDFEFVAQSLEDADPFSSSILGDVGIVMDYWDTGIPEGLIWGNISRDNFEASMEAT
DFKQGTGADWFEAALRYADFVGYITDFD
>MBL3608194.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB35
MRVLLAALLLAGCGGLPAPLGPNIAANIQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWLAPSPGEIGRRIGEAVTRRRA
>MBL3608195.1 lysozyme [Rhodovulum sulfidophilum]AB35
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRALFADRLAEVEAGLDRLIADP
VEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DAPFRWDGA
>MBL3608196.1 hypothetical protein JMM60_05175 [Rhodovulum sulfidophilum]AB35
MHLVPQWRALIRRAWSIRLILIAGLLSGIEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3608197.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB35
MNSKHRKTLLAVFTDPVSGTIEWTSIERLLVAAGAQVIEGNGSRVRFHKDGVIASFHRPHPSKEAKRYQVRDARDFLIQI
GVTP
>MBL3608198.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB35
MKNVMSYKDYSARVEYDDEDGIFAGRIAGIEDVVGFHAESVTELKAAFQEAVDDYLEICAQTGKAPQKPYSGRVMFRVSP
EVHRKAALAAELAGVSLNQWAEDVLRKAAS
>MBL3608199.1 hypothetical protein JMM60_05190 [Rhodovulum sulfidophilum]AB35
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3608200.1 hypothetical protein JMM60_05195 [Rhodovulum sulfidophilum]AB35
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPVAIAEGAPGAPVVAAGWHPFDKVSVGDAATGKVWSYDEDGQTSDLITPAF
EAGYEYMLYWDRISWNDDSAATADVQVRYSGDFFQGLFSIKLGQLGQVRWNIGYVKTVLPPGIQTSIHTFEGGTADGRGA
YSDPIDFVVDQQTTLYTHVAYGRVTATAFRIVVPNRKALRSGAVYLYRRREFISG
>MBL3608201.1 hypothetical protein JMM60_05200 [Rhodovulum sulfidophilum]AB35
MPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDVEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARSGSFWAKWCARNPFYANMFLRVY
EGVAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDVVIEAAREADLSDR
FGNTETRYLCIGSEIIGYTGYSGAEGVWTLSGVTRAALGTKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPAEF
VDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLFGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPDFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFRTTP
RYLTATLADGALRIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDEKLNGFWWADEDGLMPDGSEGYLWQ
>MBL3608202.1 hypothetical protein JMM60_05205 [Rhodovulum sulfidophilum]AB35
MAVTYTLGHAAASPYPMTHARILWDRLTGTVSATSEVEGFEAELANTVETNSWWKSASINSSWRLDFGGPALVDAIGVAA
HNLGSTENAYRVERLTEDQQENILPYSESFGLWTYKARVAVSMGFPAPDRTNSATRLIEDLNTGGHYVQQDFDTVEGRTY
TFSVYYKPIPGRGLRLALVNAGYPALALVNFDDSGAILSLNDKVSNATSVDVGEGWFRVSISAPAQVTGVAAARVLILNG
NYGSAYTGDGSSFVNIFGAQLQWKDGPPSSYLRTTSAPVTSFWEAMSDAWTWPEDDGAILELFEPGEETGIGISVSKECR
IGVVYTGKALEMPRMGYTNLGPTDLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEP
FFIAARPEGYPTDCAYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>MBL3608203.1 phage tail length tape measure family protein [Rhodovulum sulfidophilum]AB35
MSKVASVEAIISGEAGGLKASIAEAVGLVGKFKNDAEKSARAIERAYAQQEKSVDRLRKSLDPLYASSKRYESALAQLDK
ALKHGVISQAEYNRTLGLAEKAYLEGGKQAAAAGGALGVLGNMSDQTRYRVQNMGYQVQDIAVQLQMGAKASSVFAAQGS
QIASMFGPVGAVVGTLAAVGLPLLSMAFTSAAKDGRAFSEVLDDLESSVAALDAVTRSYSAKGLVDLKERYGEVNAEILT
LIERQKQVAIADAVRDADAAAQGFADQLERISDLVARAEYQFSPIEKLNEEFGLTLGTAQQLKIAFDQLAAAKTFDGQAD
AMARILSLMEGTKLETDEVFKELVRAEGAMRQLAASAPQAGWMSGAIAEVKTLATALWDAAKARAAAEGAANTDAAGNPI
QPGVSRTSRPRAAPPGTGGVEWGTPPQSGGGGGGANKVQTDLDALRQSLMTQEELQIASYDRQRETLLQARQQELIDQQE
YDALIEQTRQQHQDRMAQIDAYRYGNGLQMTEAFLGDMASAFATGGDKMVKISRIFGAAQALISTYVGAAEALKLPFPEN
IAAAAKVIATGMSFVSAIKSGSKSAAGAGRASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRL
NLDWQGAAG
>MBL3608204.1 hypothetical protein JMM60_05215 [Rhodovulum sulfidophilum]AB35
MTWAAFERQAYQAARDWGVQPSEFWAMSPAEWWAEADAKIRESRAAAGGPRVKWTAEEIERVKRGGRA
>MBL3608205.1 hypothetical protein JMM60_05220 [Rhodovulum sulfidophilum]AB35
MTAHLAGEEIDLAATFKAASEIGQKIADPLLIAREIAVTAMLESQGVERDPKFRFTVDNIAPILLIGARAAGDTRDLAAM
QEIVFDAGFFAAAAVARDYINLLCIPQTEESAPGEDAPAGE
>MBL3608206.1 hypothetical protein JMM60_05225 [Rhodovulum sulfidophilum]AB35
MATVGFSGRKLTIEWDGTIIKGTKNKTASFSREGIDITSDDDQGFQTFLAEPGVISAEWSVEGITGDETLIAACLAGAPY
TTPPATINLPTGGTVEITMFLSQLEITGNTDGAFEFSATMMSSGIPVYTPAGA
>MBL3608207.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSFETVAQTAIFAALDGALSCPVYDTPPALPEGMPESGFPYVVIGDDTLVADEADDVIGAQATATIHFWSRAPGNKQVKA
LMGEAFGRLHRAALTAPGFKLLDCLREFSTVSVGPDGKTRHGVQRYRIIMHKE
>MBL3608208.1 hypothetical protein JMM60_05235 [Rhodovulum sulfidophilum]AB35
MKVKVELRGFEALQDMLRDLLADGEDALLETIRDLADETAEIARREMKAAAGAAPAGSYPHQQSGRLADSVTATHEARKS
RVGSDEIHGYHLEFGTESMEARPWLVPSFEEATAKAEQKLAAKLQEKAG
>MBL3608209.1 phage head closure protein [Rhodovulum sulfidophilum]AB35
MARGLKVTALDQRVAIERVSRMPDGMGGTTESWAPIAKVWAQVVPVRGAEKREAMRISPEARMKVRIHWQGDAAGQPFCT
PADRLVWRGRTYNIESAVPWGDRERFIEIGISEGVS
>MBL3608210.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB35
MTAIPVLVTPPSAPVVSLEDAKMHLRIDHADQDAMIEGLVLAATAHLDGWRGVLGRAIMPQVWQETHVGPGPYLLAMPDV
SEVSASAGGVIRVETTALGPVVTLAEPVEGVTLSYTCGLPAAQRRLAEVAVKLYIAHLYDGSDPSPAFGVMVEALRWRAV
>MBL3608211.1 hypothetical protein JMM60_05250 [Rhodovulum sulfidophilum]AB35
MPKFRVLRQHLGERMYREGEMRDAAASEVAHLVAAGVLEPVAPEIIPAPDPKRRRARKETGE
>MBL3608212.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]AB35
MEHSDFALELKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGL
WGKGRLVLDVPKAREIHALMKAGVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMDDVVN
KLRAGDRLTEREFELMAKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>MBL3608213.1 phage portal protein [Rhodovulum sulfidophilum]AB35
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALAAALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADMHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERDGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHVRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQPISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>MBL3608214.1 terminase large subunit [Rhodovulum sulfidophilum]AB35
MTTRPTPTSTDPATAYALDVAAGRIAAGPHVRDACRRHLRDLEEGPERGLIWDVAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRSDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVEDDTTFSYVCALDEGDDPFTDPDCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHSLDLEDFAGQRCCAGLDLSAKADLTAKALIFEDGFAEDGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAIIGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGAATARSVGEKGGNMDDFLAALEAS
>MBL3608215.1 hypothetical protein JMM60_05275 [Rhodovulum sulfidophilum]AB35
MANPRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMGVNALAQFRLCLSAMGGTPSDRSKVAAPEEPDDDPADAYFN
>MBL3608216.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MSGSTGSESFGVPAAAGWRNRPSASERGYGRGWKALRKRVMQRDSWLCQPCLRRGRVTPATECDHVVPKAQGGTDDEGNL
QAICADCHKAKTEREAAEAQGRRLRPSFGEDGWPIGPE
>MBL3608217.1 hypothetical protein JMM60_05285 [Rhodovulum sulfidophilum]AB35
MADTLSLHIKSDGVDMGFYDQHGRRVEGVTTLEARMEVDGLTHITMTVVSGTPARKGEKDEAHVRLHWI
>MBL3608218.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSDMVTIPRDEYERLREAAEDLEDILAYDRAKADLAAGRDELVPAEFADRIIDGESPVRVYRDLRGLTQAALAEKAGINR
VIVAEMETGRKQGSAQTLKKIADALGVTVDDLI
>MBL3608219.1 putative addiction module antidote protein [Rhodovulum sulfidophilum]AB35
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTKALGLTLKVEARP
>MBL3608220.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB35
MTIRFVPPKRRPDYLGAIKTGLTAVADAAAQNPYTAPVRIVELIEALRGTKTATPENLAWSWWTQTITLAAAEFVISVRR
NHLLDGDKDRATATFLEAALPDEPTATFDHNALLHPSSHQAFTDARRAVPGFTLDLTGLAVLPEGHGQAYYEQEFDRCLH
RAAAYVFSSNFDALKPLETLVVGPAALEMQKDMAWARHYDWITRKFRMEPVFSPEGDVKTPLCELYLRLRCYWHEELPQE
KENEPPRFRAHVQDLHETATDWLADMTDRHHLRLIAGGPGSGKSSFAKAFAAETIASGTHRVLFVELQHMHLTSDLEADI
GTYLKRRYSPSGAAGSPGFPENALDWIKHGSQPTLLIFDGLDEMSFIEPRADELTRSFIQNASRMLGRLNSDGTPVRALI
LGRNLAIQRGMEATALPRTLLLNVAPIRELALEDLELRSADARHMEDRKTKVEVPDLEDLPKNLTGDQRKDYWERWCRSQ
DLHAPLPEGITHDDLNDLNVEPLLLHLFILSDYCGERWHEAAENRNRVYEDILRKIQKRNLKKPNASAVPAYTEGQFFLL
MECLGLAAWRGGGRGSDEATFDKLREVHAAHKFRKERVPLPQDLDSVVLLTHARRTDGLDPGFEFIHKSFGEYLAGRGLM
SEATRLHRRFTQDEDPVEEGRLAQDWARMIFDAKLTEEVIRFTRDEARLLLEKGQDLSETKASVEAVLNWVLLNGMPVHE
IGEPGSYRQLETRQRSAEAALFLVASAMVGALQDEARNNDAEPVRALQVTWGATGARDIIDRLQATYGRLNRLLFAGGNF
SGAHLRAADLIGANLKGADLSGANLIGAHLIGADLGGAYLGGAYLGGAYLIEAHLIGANLKGADLIGAYLIGADLSGAYL
GGANLGGANLMGADLSGADLSGADLSGADLKGAYLDKSTNLKRCTFAATRFRLVDLSVASGIDSEVVKSSFGVRAGFGLV
HLPPGISYPDHWHVADEAEKDSEDLQNAFQADYEIWLRQRRQSR
>MBL3608221.1 hypothetical protein JMM60_05305 [Rhodovulum sulfidophilum]AB35
MGKGSKTRARAVKLAKKAELAGVPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGYLGHLDHWQQATIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>MBL3608222.1 hypothetical protein JMM60_05310 [Rhodovulum sulfidophilum]AB35
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>MBL3608223.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]AB35
MAGSVNKVILIGHLGRDPEARTFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRENGGGGSGAGGYGQGPSGGPAGGYGGPDLDDEIPF
>MBL3608224.1 hypothetical protein JMM60_05320 [Rhodovulum sulfidophilum]AB35
MTRVLRSLRVAPAEREAAAMIATQLSRPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKW
WKSADNPQRRKRPLEGDIAERCRIEMRAVRATRVRARSGWAGTDAPEDRERCSPEAAARAMRATGFSPAEDFTGPKRFGA
TETGQSATDEQRGAA
>MBL3608225.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MSVRIMAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCSERKVRQIIGALEERGYLTIYRNAGPKGCNV
FFVRSTPAQRAPLHDVHPPAQRAPLHDMHPCTPCTQPLHSVHHPPAQRAPEPSENHQEPSEREADASRASAPSSEIEDAI
TLFNETAERVGLARVQKLTPARRQALKARLREVGGVDGWREAMRRVEASDFLSGRSRDPTHSWRCNFDFLVKQANFTKLM
EGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRARRA
>MBL3608226.1 hypothetical protein JMM60_05330 [Rhodovulum sulfidophilum]AB35
MKDRSAIGRRNRAKGAELEREVAAALLGLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRMQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAPEVKGVEA
>MBL3608227.1 hypothetical protein JMM60_05335 [Rhodovulum sulfidophilum]AB35
MSNSIHVSVRDGRAHIDLPLDEVHGLRVSMRPRLAGEPESNAAKAIREAFDKALARAQIRAGRV
>MBL3608228.1 hypothetical protein JMM60_05340 [Rhodovulum sulfidophilum]AB35
MLHAPKVRAARAPLKEKAFPMDKRLFMHMARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVVALQK
ATGDIAFANFLRRANEHCGAVPAVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAASLKTG
TTA
>MBL3608229.1 hypothetical protein JMM60_05345 [Rhodovulum sulfidophilum]AB35
MEESVEITSFRYQDRSDKGLPPVMMVKFRTNTQGAIERTAESAEGHVAIDLAPSADYATMEREALMEVARYLRQVADYAE
SSARKR
>MBL3608230.1 hypothetical protein JMM60_05350 [Rhodovulum sulfidophilum]AB35
MGYLIATVILVQAAQAVAVVRLVRKTTALSREQDSDSLVARINTALNMGYRLRADDSA
>MBL3608231.1 phage repressor protein [Rhodovulum sulfidophilum]AB35
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRAGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>MBL3608232.1 hypothetical protein JMM60_05360 [Rhodovulum sulfidophilum]AB35
MIKYSSGNNALVDSILAWFRYTLTSGGHCNLRDGYERVATGGFCEVWFSGDTLSVYQQAPPKDRARIDRIIDNLSERGPT
GLNDQMFKSEGKFSNGQAGGSKTAVYALKSYQLRVYAFWGSGKKGQLICPEACIKKQNKADNKQLQRVAKESGKLKWL
>MBL3608233.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MALNTNLLGPKADDEREEFAIEGLVFEVQCALQAALDESKVSHKELAKRLKMTPARVSQIFSSKGANLTLKTIARIQHAI
GEEFELRRKSDRNEIEKQRYALSIFNSASKGGNFWRETTANKDYNIRAKLAA
>MBL3608234.1 hypothetical protein JMM60_05370 [Rhodovulum sulfidophilum]AB35
MMGPLEVQKGVNSEEIDDQGFEFDADLYREVSCAAKLREIRLLDSSYSIKVELFDDFDKAIEMRHSFSGSLEECALDKDV
GVASGCFTWGAEVKYKRKKSLKLSAKYLVRYSELEGCDENHIFAFFTKVGRFATYPYFRALFSNLTSESGLILPPLPALN
ERVD
>MBL3608235.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDIQTLRGPFLALHHLPGVDAFFTFYYDETNNIRRLLLTPDGMNIRRPNSFVLGGILHYGAPRPIDLKPLRDALQLQPT
VTELKLKHIGKGGFLDLLSSPRLKTFLRWTSDEDFLIHYQVTDLLYWSIVDIIDSILAEADAPHLLMAHMMLKDSLYALL
RNGVDATAELFGRYSYPHVGRARRVAFIAELLNLLEAREDELPHFEFYMLKGVLQIAQRLERLPYLEDEEPNVLIDGFGS
FFLNRLCLFNKSQHILDDEKQVETYLSGLDLTDRGAPLRHFRFANSKSEPGIQLSDPVAGLLGKLFSYVKQTSTSQITVD
LEQLSDQQRSTLALLARLLDRSTAASPAFAQHIISKADRRHAALLLMGDILAF
>MBL3608236.1 hypothetical protein JMM60_05380 [Rhodovulum sulfidophilum]AB35
MERPEWHAQLLSADLEVKMNRALAAFALLSAGVLSACQTTQVGGDGGSSSKYSRVVARDLQGGFMPNETLEFWPAVVPGE
PVSAARVGIDPVSGGQYTYFSRGKSELLLPSGETWILGCRKDTIRGTTLCNMNFEPMDQGLIMNVTTSGAVRSICVGGHD
FPGRRALVRIDQHPAISSDSNGCFHGGSAQRVASQLNGAQVLQTEAVKWPYDSGIQRQFALSGSYPAAKRLFRYALNADS
TLFASPGE
>MBL3608237.1 hypothetical protein JMM60_05385 [Rhodovulum sulfidophilum]AB35
MLALNGPHWLVMADFGPLGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>MBL3608238.1 hypothetical protein JMM60_05390 [Rhodovulum sulfidophilum]AB35
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWVN
>MBL3608239.1 ERF family protein [Rhodovulum sulfidophilum]AB35
MGELTKIQQDEAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YASKKSGDRTNYAYETLDAIAREVDPILAQHGLSYRFRSRQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAPSLDDLGAVWMHETPVLKDIKS
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MBL3608240.1 hypothetical protein JMM60_05400 [Rhodovulum sulfidophilum]AB35
MATEIKAAEKAVSTAREAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRLE
AEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRR
HHKDRVIAGVRVWEEKEAY
>MBL3608241.1 hypothetical protein JMM60_05405 [Rhodovulum sulfidophilum]AB35
MPAADPLPAALEDLRASILSTLDAGEGSKMRRLLDMRPVHQALTDVERLIRRAEEYRQ
>MBL3608242.1 hypothetical protein JMM60_05410 [Rhodovulum sulfidophilum]AB35
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MBL3608243.1 hypothetical protein JMM60_05415 [Rhodovulum sulfidophilum]AB35
MQNPPAILIQKTPSGLMPYGPHSGPMLDDLVMGQVLTAKPRKGRTIPRNAAYWAGLHTAVENAEAWPTTRHLHDDLKRLC
GYVDVYHNPLTGRDEVRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>MBL3608244.1 hypothetical protein JMM60_05420 [Rhodovulum sulfidophilum]AB35
MTDLSARGPLGLKAPRVPDDPGHLDRIRSLPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MBL3608245.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSEEAQTDATYRVTAGELRQFIERFERLEGEKKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MBL3608246.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB35
MADGSSLLFDFAAERPAEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHEANHPETLHLNSNIWDADPL
SVTGGRPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMT
YELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRSAADCIDWSLP
CPSIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPS
LTRFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIITPHLLSLKGSARRDGAVSAPHPTVLAGGGHSAVVAPVLTYAQ
QGGGSRSAGAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRD
AREPMSTILKEGSHQTPVAAWFAKYYGTGDGARMGAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRVHGAW
DGGAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDEPTFRPFSKDVQISCCGNSVCPPVAAAI
IAANCKHLAEKQRETA
>MBL3608247.1 site-specific integrase [Rhodovulum sulfidophilum]AB35
MRDYRIGRLKGRHVVIWTDDEGKRRRYRLEANTAREAEREARDLILRLDAPPAGMTVAQVWGAYRAEMGDRRQGEKMDFA
AKVILPAFGHLSVDQITVADCRGYIAKRRTAGRKDGTIRSELGCLRSAGLWARKVRLIDAVPPIEMPPTPAPRERYLSRD
EVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFTSRTIRLAANDLGPRKGRATVPINDTLMAALQDAQRAAV
SDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPEHLRR
AAGSLEFGAPKLVQRTRVQTPKGRVSL
>MBL3608248.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPVFSPENAAVARPLRLGLPGHSRLTDATSPRRTRRPVTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKT
RARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSLSNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEML
SWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDGEPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRA
RKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMTRALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAG
FNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MBL3608249.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB35
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MBL3608250.1 lipid-A-disaccharide synthase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MBL3608251.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB35
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRSAAAPG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVLGAFAPVASLGGHPLLERYLGRADMSTTILDIAEADGESAIMADNRDLLA
DLFYTGRDRDVSIYALPPAGRAPNHYALRHALPDDLEGDVLYVAGGIPPACAEGVTPLADFAPETGAYRGKRIRIFRLPA
SCWNG
>MBL3608252.1 hypothetical protein JMM60_05465 [Rhodovulum sulfidophilum]AB35
MHIRTGLLCLLLCLVPLRAAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTAIAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTEGAIARI
WRNFDWSREITVSAAATRDPNGRTLTFTWALLQGDPARVRIEPLDPEGSRARIRVAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MBL3608253.1 hypothetical protein JMM60_05470 [Rhodovulum sulfidophilum]AB35
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACNSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MBL3608254.1 ribonuclease HII [Rhodovulum sulfidophilum]AB35
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MBL3608255.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]AB35
MTRTKGATELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MBL3608256.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MBL3608257.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]AB35
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCTPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MBL3608258.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLTTGAHAPLLEMQKED
IREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAVPPPDPGTVAVASDLTVEVHDEGLRAALQDLGTRVLSRP
KR
>MBL3608259.1 DsbA family protein [Rhodovulum sulfidophilum]AB35
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MBL3608260.1 CoA transferase [Rhodovulum sulfidophilum]AB35
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGASEAAYFHACNRGKRSVTADFRT
PEGQALVRALVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALSEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFDDPQIRHRGLVVENDGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAELSAPSPAPAGRTPRR
>MBL3608261.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]AB35
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARDVAVH
VVSRGHGGRLTGPVLVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVPVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSAR
>MBL3608262.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]AB35
MTANRAERDAEPGGRSDPGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARAPGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSTETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MBL3608263.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MBL3608264.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]AB35
MPARDLALLTTAALEAGKLARRYWCRDPRTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPT
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSHG
VVAGAPLLHAEILSRLA
>MBL3608265.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]AB35
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MASRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATPRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGARDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MBL3608266.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLTIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVTSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>MBL3608267.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MBL3608268.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB35
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRIEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MBL3608269.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETDLARDFASIEALRAHPGLAKFLAWV
ARRPPGFHSRTPGPRRRR
>MBL3608270.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]AB35
MGNQNEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWHWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVGLRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPISHAGPRPLDEAISTAGGLGWEALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MBL3608271.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB35
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MBL3608272.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]AB35
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADTAALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLTQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLIDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MBL3608273.1 hypothetical protein JMM60_05570 [Rhodovulum sulfidophilum]AB35
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGPAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MBL3608274.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALEGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPARRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MBL3608275.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAELQQERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MBL3608276.1 porin [Rhodovulum sulfidophilum]AB35
MKKVLFATTALVASAGFAAADITFSGSAEMGIVGGGKNAPGVSSFTGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKRLTEVYNAIGQYSIGDEETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDRTGGDNADNGYALGLSYNTDMGGVGIGFGLGYQYLEATAGGWAPGNLDDYTGLTWAAGTEV
DIIAATVSADFNNGFTAGLEYSNFDPDGPSGTSYGDIDHYSIGLGYSINALSLGVSYGKYDADNFIGDADGYALTAAYDL
GGGATIVAAYSDSDVDNASSNDDFETYSLGVVMNF
>MBL3608277.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB35
MLPLSQTETRRRLDAAQRLQRAGRTEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPGNTRFLKAARKAGLPPALLSALEARLAPEKAPAKGTRRAPLGSAPPKAAEAVVAELRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGLTADARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEVALACLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAEAQA
KQGRTETARAGFDAAIAAEPGFALAYSLRGMLLQTLGEFAEAEADFRQAIALEPRNGEHYRTMLATCKVTPDDPLLAEME
ALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSARKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGGRIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWRDKLPG
GFHEIRYEDLIADPETEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDA
IGGENGA
>MBL3608278.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB35
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MBL3608279.1 GTP-binding protein [Rhodovulum sulfidophilum]AB35
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGLLDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPDLWSGLPDPFPQWGEAA
>MBL3608280.1 hypothetical protein JMM60_05605 [Rhodovulum sulfidophilum]AB35
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>MBL3608281.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPDELDRALATIRKIQANLAAMDR
>MBL3608282.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRASLPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLT
RDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLTDGGWTDILLLKLGMA
MVCLFLVFLLPLPHGERTRSIRGLDLISFSLIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTA
PLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAACALVMKLDRVPAIHV
AALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGL
FRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQATVSAYNDVFALISALA
LCALAALLGHIARDWLRARMARRVPADG
>MBL3608283.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB35
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MBL3608284.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGNPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>MBL3608285.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>MBL3608286.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAVKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGELGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVAAAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASEVSPVETARGIALAPSDCAGAVLEFRQR
>MBL3608287.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALADELGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MBL3608288.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MBL3608289.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSVILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MBL3608290.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MBL3608291.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MBL3608292.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB35
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLRREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPAAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DHSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MBL3608293.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MTDPVTFPPSLWADTAPERVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEELRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MBL3608294.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]AB35
MNPISEPGAKSMKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAIL
PNWTKEDALSIEPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFR
YRMKKD
>MBL3608295.1 amidohydrolase [Rhodovulum sulfidophilum]AB35
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLAESRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVASGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MBL3608296.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWNIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MBL3608297.1 hypothetical protein JMM60_05690 [Rhodovulum sulfidophilum]AB35
MQISSNIDGGQRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAQEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MBL3608298.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRVSWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MBL3608299.1 hypothetical protein JMM60_05700 [Rhodovulum sulfidophilum]AB35
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGEALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPAPRSAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRTALGLTVSGNLDLPAPVRSHPRVDILTARGWADYLGWLRIARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLAVPPDPAAWVAAIERLAEAPDEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLRGVPAEPG
>MBL3608300.1 glyoxalase [Rhodovulum sulfidophilum]AB35
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPS
DLPRPQAWLEFDVENIAIATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MBL3608301.1 hypothetical protein JMM60_05710 [Rhodovulum sulfidophilum]AB35
MQDELAEIIQRVRVLEASGASGPALEMLAHALARRPDDLSLRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEAGETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEEPETDLARAQSLLDEDPEEALQLSEAVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALHGPEAALALLPDAPLAPARLIARGNGLLRLGRAEEADAAFAAALETGGLLPAAASGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGADTSLLHLQARASLALGRTAQAETSLR
QLLTLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSTRARRDVELIRDLDLTGRHDAARRLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPTGPLAWHLARDRSHGQR
EWTRRAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPATDNL
GRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQPLW
RDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLHAMLWRWLLFTPLSGKLRYTPAAKASTA
>MBL3608302.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>MBL3608303.1 CatB-related O-acetyltransferase [Rhodovulum sulfidophilum]AB35
MSSITVSIGNLTRKGIEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHNYRFANGKPPTRAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIETMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGT
GAP
>MBL3608304.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MATSRLAAMRRVLKTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHP
PDAATGLFGTSPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDFVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDAAIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRSALGDAPVGVGFCMAMARPWLDLLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRANNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNG
AALVVRDAPDPDRLQVELYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEACQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLAQHAAPDLGIVVIGRIDPAFAHHRIRVHGAYRREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVT
LPPALPA
>MBL3608305.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDQGIAGGSSGEMPALEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMVPGPVSFP
LVLFRDGPGEVPADRIQQALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSP
AISAWHFLEAALRQDPVLAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKPSAMLDPCFGLARVAA
LRDAAAHVGRRDGPRMTEAILRLAAPLARFGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYTQACEHIAAAGYERLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVISLH
GDEMRWTRMSRAGYDFCEARYSRRVVAAKLNALLDGVPA
>MBL3608306.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFARGPEAGAGTAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPA
ERAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVA
YWNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAF
FWNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGG
RHPMVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTG
SEYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIR
AELAPDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MBL3608307.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPVRSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MBL3608308.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]AB35
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVISVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MBL3608309.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKSALICPGPGRSGTTLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYERNFDVDGDDADALRFEFSPRYTTVTAPSWHK
TVVERIRNGVDNPFVIFTIREPVSRSISAYRHFLHPYARFGKERHLAEQRCLSDPYRKNFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGLHVPNTRRGAEIPQSSKAKGHPRYYYSQDHDICIRNREGREAYLPA
GQFYICNERGHEIISDMDPEVAASCMDAQKLWTREFRAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDK
VFPCAEPDFDLLNDALPELKKASLSEM
>MBL3608310.1 hypothetical protein JMM60_05755 [Rhodovulum sulfidophilum]AB35
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARGLIGPRDIVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVVADFVTIAGLPLDPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRILREMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MBL3608311.1 hypothetical protein JMM60_05760 [Rhodovulum sulfidophilum]AB35
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGGANFIELDKHRGFRKAPAFNAALVRQVLRAHPDM
RCFSCHNFVPTVHRCPDFPALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLALKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>MBL3608312.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNSCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MBL3608313.1 hypothetical protein JMM60_05770 [Rhodovulum sulfidophilum]AB35
MIRRLILHIGRHKTGTSAVQRYLAGHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAVEARRRAEAADG
WRARLAAAAEAGHTLVLSSEAFQNCGDFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>MBL3608314.1 hypothetical protein JMM60_05775 [Rhodovulum sulfidophilum]AB35
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFDRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALSHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>MBL3608315.1 HAD-IIIA family hydrolase [Rhodovulum sulfidophilum]AB35
MPALTVPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIDELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLDDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPALINGGVYCFSRGIVEHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRWRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVPALAVRSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGPP
>MBL3608316.1 AGE family epimerase/isomerase [Rhodovulum sulfidophilum]AB35
MTPPTETPASGSARSAVPFEAGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEVVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQVAPGAENAVEPGHQYEWGWLLLRWGALRDRAEARRAGLGLIDLAETRGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRAEAALTEAKAVEACQGLMRFLQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPVAKEETRASSTA
>MBL3608317.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MEETLERTELERLFAEAGIDYDFYSKKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVRDPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MBL3608318.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]AB35
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLGRHWRVVHSDPEPAHQPDGLIVALRD
>MBL3608319.1 carbamoyl transferase [Rhodovulum sulfidophilum]AB35
MSSWYLGLSTSGHDPTLALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASIKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPMRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLAGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARTPGAPVTDAADLAAAGQAAYALLADRVLAAIAEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLDETDLAEWFERPQPSPYMSMTLPWRPGVRDRVPA
VVHEDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
S
>MBL3608320.1 acyl carrier protein [Rhodovulum sulfidophilum]AB35
MTTTLTSPAPEVVDFLTVGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLEAR
>MBL3608321.1 cytochrome P450 [Rhodovulum sulfidophilum]AB35
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPRFTVSQLTAHLDEIVARGGPRFPHLAARRATAPFFAAPALAAWTPVAERAI
AAALASLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALGRIDAALGELLDHLSTAP
VPGLEPGLVSFPAFLGHRADRLADPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQAAARPGWTDTWLDRAISL
YPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRGPDGSAHLSFGAGPHKCPGAPLSRMFLARAIPALARRF
PRLALHRDGVRFHVTPLVQYPVTLPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRMEPYLNALAARSGRDLGL
ARLVARNAMFFMSGPRHAAIRRAMADSLGGNRLACWQPLIEAETRNALTRLASAPAPDLIADYAEPLFRGIAGPVLGLAP
ADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPGTPLLTRLMEEDLPETGPEDLKALVLVMYGA
SFNMAHTLGNILRHLLSLPPEDRRGAADPAWIDAELEGLISLCASPKYIYRMARGPARIGEIEIRPDETLRLQLLSIDRG
IGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCRLGPSGKDRA
>MBL3608322.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MIPPPPNPLAAALLRAFETRASAEQIAVRTRHGDREVFTGTRLGTEAGALAETFRAWLGPPPRTLVLALPAGPDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLAPARLPAPAPGRAPE
GAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRNPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGDGTGGVAPCGLTPDLAAGLAIVDPETGARRPDGVEGEIWLCGASVGAGYIGPPEHGAGSFGA
RLDGHAGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMATALFMPDPETSGRAVLIAETR
TARLPPDAEALARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWQAGEMAQCLP
>MBL3608323.1 hypothetical protein JMM60_05820 [Rhodovulum sulfidophilum]AB35
MRIYLIAPAPDDKTDTAAETGMAGVKTPFTLSAAAGIVSVAAWLPLGTDIRICDEVGQQVDLGAAVNPVGLSINVSQVAR
GLDLARAFRRRNLPVMLGGAHVSLAPEILRGRADCLVIGAFETAAPDVAADLLAGALKPEYRCGKADMATMPLPRRDLSP
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAEPDQLYRLGDREVSLSDDNFTVSRKRTRALPEALIGWN
GSAGRDPVRFSTRISRDADLLALCNRAGLRQVFVGLEASAPAALAEANKRQNLHVDLIGECRKLVAAGLTIRRGLIVGFD
HDDLGCFERQFAFAQALPVVGFNVSAPVAPYATPLYAEMKRAGRSVDADTHRVSAAGARLTNMLPAQMTREELAEGRARL
KAALLAPDAALVRFEAYARTSGPPSQDIGRTAWVMPGARRHPLHELLPLMMKDKGTRRVILAVREMIAERPETGYDLTST
LTLDLSDCARAANRAEAPLEAAQ
>MBL3608324.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]AB35
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAVGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>MBL3608325.1 FeoA domain-containing protein [Rhodovulum sulfidophilum]AB35
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MBL3608326.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]AB35
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>MBL3608327.1 hypothetical protein JMM60_05840 [Rhodovulum sulfidophilum]AB35
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MBL3608328.1 Plug domain-containing protein [Rhodovulum sulfidophilum]AB35
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGNPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYSSTELSREDSAPNMYAFYG
LHSQTQFVPSAMVESVEVYDSNVSAEYGGFQGGVVDYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGDNPNGTAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTSKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTEQNEFYSWYGSYFSEKRGKSFYT
DAFDDWCDTPKAARSAEDYYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGPVMHL
GGPDYICPAGDPACLPDQYLKNLHTQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDALPRGVRYRRDHDDTTGEVGDWEFITDFGSYSYNQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSTKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDKDGTYENPDYGSH
SHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MBL3608329.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB35
MSARPIAGRALRPGLCLAAAGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPAEPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MBL3608330.1 betaine/proline/choline family ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNAPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MBL3608331.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASIWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MBL3608332.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MBL3608333.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MBL3608334.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVDRLPDRAQRIATALALVIAVAFLI
SLAWVGQTYMTMQSFQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARPAAGEPVE
>MBL3608335.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKISVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>MBL3608336.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MDPEKTDEIGPGKLCLAHELGLRDAAGIRDRLLAALNGEGAVVVDTSPATGMHAAILQILAAAARDAARQGRSFTLIAPP
GGACATAFERAGLDLPGQAPAA
>MBL3608337.1 response regulator [Rhodovulum sulfidophilum]AB35
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNRIDAVITDLNMPRLNGLDFIRKYRSHGASAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>MBL3608338.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB35
MTQSADPAETFRQEARDLLDGLEQTLLDLEQDPGDGALVDASFRALHTLKGSGAMFGYDEVADFVHEFETAFDRVRKGKA
AISPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGAGAASGEAAAAAEASAESVRLRFRLPPDAIAFGTD
PLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPAQIDDVFMFVRDGMELTLEPLRPPKAAEEISD
TAAPADAARRGREAEGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGEDLNLKAVVEELERLSSGLRDTTMGIR
MVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEAPGARGHAGKPARGRVRL
SAAHTGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKRTIEG
LRGSIELTSTPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPAAPEGRETGRNFLNIRGRLVPFLRLR
ELFSTRAERAEHQKVVIVSAGEARVGMVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFGQAY
ESRLRGEQLERVA
>MBL3608339.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB35
MSGAGKDSAPAAMRALTIGLRGEVFALPAETVSEILDMGPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPTLVGIIADKVHDVTEISEASVEEAPKVGMRWPAEFLRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FATDERTVK
>MBL3608340.1 MCP four helix bundle domain-containing protein [Rhodovulum sulfidophilum]AB35
MKLSLRAKLSLAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLAGYLENSGRILRYSRSNQKDLAGRQMSDSLGLFDTVTSDLT
QLVAFNSTGAKSASAEGDIAYATSQKVVFGVIALALLIGIGTAVFLIRNITRALGGEPDYARAVIREIAGGNLEVEVATR
AGDSDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMASTAE
ELESQSGQLQQVIGYFRLALDDLAGRTGQHHAGALRGGRADSSPVEEAIRKTVRHSAPARGAATGGFTLDMGGDDEIDGQ
FLRNGAA
>MBL3608341.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB35
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAPADFLGMIDVRGQSVPVMDLRRRLALPAAEDSHSTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDTGSMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>MBL3608342.1 chemotaxis protein CheR [Rhodovulum sulfidophilum]AB35
MQTGRAENGDRIDDKSFSRIAALVNRQTGIRLPPSKRTMVEARLRRRMRACGKPDLAAYCRFLFDEGGIERETLHLIDVV
TTNKTDFFREPDHFRFLAGPGLEAMLARRGRPCRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVLGTDISTAVLA
RARMAIYPTGFAAPVPEPMRRRYFMAARDPARQELRVVPELRARVSFARLNLMDAHYGVDADFDAIFLRNVLIYFEREVQ
IAVVGRLIRHIRPGGFLFLGHSESSVGSELPLRQLAPATFQVL
>MBL3608343.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]AB35
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIADDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARLRPQRARRMQVE
KKLSADAVLPARAGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLDGICAMTVRE
AGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLTGMGEDGAQGLWE
MREAGAATFAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQFGAGK
>MBL3608344.1 hypothetical protein JMM60_05925 [Rhodovulum sulfidophilum]AB35
MSAVPVQLRLVEPSAPPAAEPPVAETPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGRGLMAGARLLSDISDA
HRDMALEFEGEAFLSGVAQIGLLRDEVGRVLEGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAGIG
SDQNDLNAFTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEH
AGKSAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAAEQLRATHEDFTEELAQF
VAALEAMRVDADAVLRAGTERAGRTLAASGEALAALVRDLQSIGPLLEDDARNRESARRLAERAADAMQKMMSRIDVLER
TEHDVRLLGLNMAIRCSGLGDRASGLRVIAKELGGIAAETSAAALRIRALLVGAQQTVADTRRRAAEGRGVEGDPAVAAG
QLETVLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQ
KERDLHDAILGLPRPADEGDEAPAGAADEGEIDGFLF
>MBL3608345.1 hypothetical protein JMM60_05930 [Rhodovulum sulfidophilum]AB35
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MBL3608346.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB35
MHQRGDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIESLTSGASGVAREYAPDSEISLVLDISGSMGRD
QRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFEEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHVSNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAANANGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAFDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDPETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>MBL3608347.1 pilus assembly protein [Rhodovulum sulfidophilum]AB35
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCRDVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAI
>MBL3608348.1 pilus assembly protein [Rhodovulum sulfidophilum]AB35
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACEADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MBL3608349.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]AB35
MLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGA
SVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASS
TIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRFGEAREHYVKLSYSDTSSDQKDVPYDTFGA
VGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPGSSSCETTFCGIPFPPGGFAATNADHRYET
TKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDKRWALFAVDDMSFGGLTLTPALRYETQDIGGDSYADYD
NDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSEKARTYELGFSYDRGTVFADGDDLALKLTAYHTTV
WDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGEITTPGVPDDWEGTPADRIRMTLGRKWGETLDLSW
EVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDYTPHLATRPAPGRTFKLTLARTF
>MBL3608350.1 hemin-degrading factor [Rhodovulum sulfidophilum]AB35
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLVLDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPHVRPLAPFCLRGLLNAL
VDEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGDVDHTGPWGEIVATLPGLEVAA
>MBL3608351.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MBL3608352.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MBL3608353.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MLEATGITVRLGSREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MBL3608354.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB35
MDLTHKTAAIAEFLDRGGPAIWAIAVLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPAAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MBL3608355.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPATLELNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MBL3608356.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MRLSMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEVPREAPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MBL3608357.1 TonB family protein [Rhodovulum sulfidophilum]AB35
MRGGLEVLAFGGLALVLHLAVWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPELLPELTDPAPRRPDLPRLAALAAPEPPPEPERHPDPRPEVRQARADTPRPVERPDPKPDPKPEPKPAPASQQPV
RAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGAL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MBL3608358.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]AB35
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSAEEIAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>MBL3608359.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB35
MTEMTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRD
GTLNVASNCIDRHLKTRGDQDAIVFVPDEPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAA
>MBL3608360.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRDAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3608361.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]AB35
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRADMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKTDIDITLF
>MBL3608362.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]AB35
MRVMIADERKETRNRLAAAVGQMRAVSLGACVSNLSETYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTSQNASRKQSDSEMTFQHGRLVLLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>MBL3608363.1 hypothetical protein JMM60_06020 [Rhodovulum sulfidophilum]AB35
MTRHDLQLVNDGPRLPEIMDVFGHELQHAAELLRRYEKAVLERQVSQPVRQGGASELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIDRLRLDQLRAVMGGAEVRDAPHSGGHIDVF
>MBL3608364.1 response regulator [Rhodovulum sulfidophilum]AB35
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MBL3608365.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]AB35
MTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRIAALNLNGFAEYDKYLKANIEAESEHFISALTTN
VTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPMLNIRILATDIDPFVLRRAE
AAVYSDEEAKIPPGVWADQVFEKAGGKRTEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQTQQTLWR
RLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MBL3608366.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB35
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MBL3608367.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]AB35
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQIEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
TTMG
>MBL3608368.1 response regulator [Rhodovulum sulfidophilum]AB35
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MBL3608369.1 hypothetical protein JMM60_06050 [Rhodovulum sulfidophilum]AB35
MSRAYVAGTRGIGMESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTF
SVADASPAFSEGLSLLGLHDMILGTAEAQQ
>MBL3608370.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB35
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFN
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MBL3608371.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB35
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVLIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVAPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MBL3608372.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB35
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPELVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRSPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRTAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGTEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKADAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVHPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDCLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVDYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>MBL3608373.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>MBL3608374.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB35
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>MBL3608375.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB35
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MBL3608376.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB35
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSVVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MBL3608377.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]AB35
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSPTAIAAE
>MBL3608378.1 hypothetical protein JMM60_06095 [Rhodovulum sulfidophilum]AB35
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>MBL3608379.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB35
MTAPSPTEPDLSAPELSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAAT
LTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETL
RPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MBL3608380.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB35
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTRDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MBL3608381.1 MCE family protein [Rhodovulum sulfidophilum]AB35
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHSGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRVSALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVIGNANATLASARSAADDISTAARDLPDLLARAQR
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MBL3608382.1 membrane integrity-associated transporter subunit PqiC [Rhodovulum sulfidophilum]AB35
MKHRLLPAALVPLALALTACSGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFGLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MBL3608383.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB35
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYERGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MBL3608384.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]AB35
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALNVPEIVLNGGRRGLMVALAPADALAVAGAQPADLCAERG
>MBL3608385.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]AB35
MPIYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MBL3608386.1 hypothetical protein JMM60_06135 [Rhodovulum sulfidophilum]AB35
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MBL3608387.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]AB35
MTGSELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MBL3608388.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]AB35
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVAAPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFATT
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVREGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MBL3608389.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]AB35
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVAIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MBL3608390.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRNKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MBL3608391.1 hypothetical protein JMM60_06160 [Rhodovulum sulfidophilum]AB35
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MBL3608392.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB35
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVAPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLEG
>MBL3608393.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]AB35
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MBL3608394.1 hypothetical protein JMM60_06175 [Rhodovulum sulfidophilum]AB35
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRASHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGVGVLPYLESQLGHHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>MBL3608395.1 AEC family transporter [Rhodovulum sulfidophilum]AB35
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MBL3608396.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MBL3608397.1 TatD family hydrolase [Rhodovulum sulfidophilum]AB35
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MBL3608398.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]AB35
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MBL3608399.1 dTMP kinase [Rhodovulum sulfidophilum]AB35
MDRSARFISFEGIDGSGKSTQARLLAERLRDAGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLTDEALA
>MBL3608400.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]AB35
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MBL3608401.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB35
MQAYRIARVVLLLGAAGGLSACQGAGFGLFKKDDTETMPVPAESAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWVA
HPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGGRKAEPAGA
DAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MBL3608402.1 DUF3883 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSNGPWTDEENDLIVADYFAMLADDIAGRRYSKAEHRRALLPLLNDRSEGSVEFKHQNISAVLKALGEDWIPGYKPAFNF
QMTLVDAVARRLTPPPDWLGRLPGPRPANGMREAAQLWIGPPPTLSNQPPPQELDQMLRIARKFDVAGRDERNRALGRAG
EERVLAHEQATLKAAGRDDLARKVRWVSEEDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHITSNELAVADERRAE
WCLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>MBL3608403.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB35
MTDKPMRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGKPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRT
LDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRD
EADNSEAERDALNRVTTSGPCDACGGGRLNPAALSCRIAGRNIADCAGMEVGDLLEFIRGIDVPEMRPVISSLIEKLESM
IDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDL
IAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLNHMPRRPSGWIAVRNQSMFNLHDLSVDIPLGVM
TVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKG
RGTVKTDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARALFRRHGAISDALARLEQVGLAYMQIGQ
RLSTLSGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLIGLFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGA
GRRGGNIIYQGGPAGLIADSLSVTGPYLARAFGCGPAAAVPSRT
>MBL3608404.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MVSKGASSGGGNGVDARFLKKYDFHMETKNLDELEGALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMS
ERLGVARPQLSKALRVLKDLGLVDQFPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKA
VRGLQTEVNGND
>MBL3608405.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]AB35
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGEPVLTNAFTLAPVPGAIASLGARPVLAEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AELPNVSGRMDALRAAILRPQLTELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAERPQGFTSRYVHWGYAASEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAIVVEEIVADRA
>MBL3608406.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB35
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGQIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPGLEPEALMADYAELDGLVAKLLPAA
>MBL3608407.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]AB35
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARARALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALAIGRARQQVKPGLARRLMDRLRAEKAKRKG
>MBL3608408.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]AB35
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRALRDELGARGIGFESDTDTETVAHLTQTYLDEGLAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MBL3608409.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGHGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MBL3608410.1 ribosome-associated ATPase/putative transporter RbbA [Rhodovulum sulfidophilum]AB35
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIEMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELTPDQTASAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMTRGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>MBL3608411.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MSDRQIFSEFSDSPFPRNALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>MBL3608412.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MBL3608413.1 c-type cytochrome [Rhodovulum sulfidophilum]AB35
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVERRAREVEPAPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGSGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDMPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPAGDPLVPARPRVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAGAGKLAEEGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIASRLTGDERAALADWFAARPPLAK
>MBL3608414.1 putative zinc-binding metallopeptidase [Rhodovulum sulfidophilum]AB35
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSDRGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MBL3608415.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB35
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAPGAEARALIDILRNDNAREALIAELEQAAGRGSADQDRAAAVPSEA
DGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPGTEDAPGPQPASETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAA
LLLAGIVSGALARAAARGVRLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRV
TGALSAVLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAG
VLGLAIGFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFS
YYVCDMGVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILK
RLFDERNIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEPGA
>MBL3608416.1 FAD/NAD(P)-binding protein [Rhodovulum sulfidophilum]AB35
MPKPTDRAGTRPAMPAPTSPRSRPLRLAIAGLGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNFAPGQSPLML
LNIPIRAVDIDPPGPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLAATLPEGVALTRHETAILRLERSGTGW
YLESAAGRFGPYDEVLLAPGQPRSAPDPQLARWQDHARRMGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRL
LTLGRGGRFEDGRYLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRALEAALERALGAAPEAALEAISAAL
EPAARRVLEAAGADPGGVAGWLAAERAAPASQETRDPAELLREGLAMARGTRPPATGYAIGQIWRHWQNRLRRAVNPGTA
SPETVAALIGFDEGLKRYSYGPPAETAEELSILIEAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPAL
ERLEEPALAGLRDAGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDR
AALGAARAASPG
>MBL3608417.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLHHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVA
AYLGHAEDPVADARAGAEAILAATLPVARQGGLPSARTGAPP
>MBL3608418.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB35
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MBL3608419.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB35
MRRRPGRPASRPRPLPARHRPPPAGRNVRKLPLSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGK
IDAAIARVESVLLATGVLLMALNTVANVVGRYLFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRA
RKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTA
VLEGYDDDETEI
>MBL3608420.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFITLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MBL3608421.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MBL3608422.1 UTRA domain-containing protein [Rhodovulum sulfidophilum]AB35
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGLAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MBL3608423.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]AB35
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAGGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAETGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGERSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>MBL3608424.1 imidazolonepropionase [Rhodovulum sulfidophilum]AB35
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGADYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MBL3608425.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]AB35
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDSATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIFEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MBL3608426.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]AB35
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYADLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWTAAPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>MBL3608427.1 CoA transferase [Rhodovulum sulfidophilum]AB35
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPLREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAANDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATARGLVSALPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MBL3608428.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGTFVHAQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLASRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MBL3608429.1 urocanate hydratase [Rhodovulum sulfidophilum]AB35
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKAVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MBL3608430.1 HutD family protein [Rhodovulum sulfidophilum]AB35
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSVPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MBL3608431.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MBL3608432.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MBL3608433.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MMLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MBL3608434.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MBL3608435.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MRLFALLSLFCPAVALAGPVQIEGPAGPLEAEALTAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDSAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>MBL3608436.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]AB35
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGREAGTSAGTDPGLLAALARAAALC
NDAVLHEEDGVWRVEGDPMEGALLALAGKIGAPGVDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCAD
RMALGGGTAPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSA
GIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTG
DGVNDAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFA
GMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHD
PALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIV
GIGVVFFALIETEKQMRLAFRRGQHGT
>MBL3608437.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB35
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGATSGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MBL3608438.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MKTILVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVPRLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRRRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRSATADVLAVPPGAA
>MBL3608439.1 hypothetical protein JMM60_06405 [Rhodovulum sulfidophilum]AB35
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAGDSGD
>MBL3608440.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]AB35
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MBL3608441.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB35
MTEAVVRPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDIAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MBL3608442.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB35
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MBL3608443.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB35
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MBL3608444.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MBL3608445.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MBL3608446.1 acyl-CoA dehydrogenase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPAGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFELVKAFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MBL3608447.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB35
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQETIRWLSGRVKAALQTLERVLLDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MBL3608448.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVVMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRATTSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MBL3608449.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB35
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDEKGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGQITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGPGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>MBL3608450.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB35
MVFRIDFLGTRPVSELVAAAGDAAGALPPVGLARGFRAGTRVVTREGCRPVELLEPGDCVLTVERGSQPVRRIERGCLWR
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIEAARAAESHAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PATVYANGAARVHCPSWQGEGTGSTDRPEDLRPEMPCCGITPGLEEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MBL3608451.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MBL3608452.1 hypothetical protein JMM60_06470 [Rhodovulum sulfidophilum]AB35
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRTRPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERVGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAEMLARFREAGLSSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>MBL3608453.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB35
MRFPRYCQAVTVALALCAGGTGAARADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PARRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>MBL3608454.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MBL3608455.1 adenosine deaminase [Rhodovulum sulfidophilum]AB35
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVEHLEAIREAAERAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MBL3608456.1 phosphopentomutase [Rhodovulum sulfidophilum]AB35
MTRAFLVVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGPLKLPHLDALGLGAAIRLASGEGAPG
LGAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILYRLG
AEHMRTGWPILYTSSDSVFQIAAHEELFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTAETGFTRTAHRHDYAMAPPA
PTLCDWVQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDPAGYARA
LEWFDSALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MBL3608457.1 thymidine phosphorylase [Rhodovulum sulfidophilum]AB35
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASEADAEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MBL3608458.1 cytidine deaminase [Rhodovulum sulfidophilum]AB35
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MBL3608459.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]AB35
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MBL3608460.1 response regulator [Rhodovulum sulfidophilum]AB35
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLVLIDIEMPRLSGIDVIR
RLRTAEGDDPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLIEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>MBL3608461.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRLPEDIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MBL3608462.1 NAD kinase [Rhodovulum sulfidophilum]AB35
MAGPTRIAFLASETASAEGALDRLTARYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPAKRPVMTEGDSRGAGVVSKVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MBL3608463.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]AB35
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>MBL3608464.1 hypothetical protein JMM60_06530 [Rhodovulum sulfidophilum]AB35
MPGGKPDHHAGAGRSEGAVSAPGRGCLARVVLRLEMLWRRGAVSGAKGDECGTPDNLQPEGALTVRRRAM
>MBL3608465.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MLATQTHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRELDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFDGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MBL3608466.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSDLAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>MBL3608467.1 hypothetical protein JMM60_06545 [Rhodovulum sulfidophilum]AB35
MAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEPPEAALAPQPPAG
LSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>MBL3608468.1 hypothetical protein JMM60_06550 [Rhodovulum sulfidophilum]AB35
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
TTHPEAARGTP
>MBL3608469.1 RidA family protein [Rhodovulum sulfidophilum]AB35
MARRLISTGSPFEARIGYSRAVVVDGWVFVAGTTGYDYATMTMPDRVEAQYANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPVLSEAFARARPAATMISAGLMEPGMKIEIEVTARLSA
>MBL3608470.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]AB35
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIISQRGKGSAIGFGADVKENDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MBL3608471.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]AB35
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MBL3608472.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MBL3608473.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]AB35
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLDRDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>MBL3608474.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]AB35
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMKQFRKGLDILDAAVEACVPFAMAAE
>MBL3608475.1 ectoine synthase [Rhodovulum sulfidophilum]AB35
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACSFNPPVTGTEVHREDGSYAPVEELAD
>MBL3608476.1 aspartate kinase [Rhodovulum sulfidophilum]AB35
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>MBL3608477.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MRRFVPLAVTLGLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWTFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDVLGYGTVLAMDKLAPKDRARLEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARYGMA
P
>MBL3608478.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGSRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELAAARLGRRWAEGGTRRLAEPMLRAAGLGLAVLAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>MBL3608479.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MKGLRLQDIAIARGAEPLIAVDVHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGRKVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARVEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDATLRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>MBL3608480.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]AB35
MHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMTRAVALGLKPVGLSFHVGSQPRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>MBL3608481.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]AB35
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEVAALTASARMLRETSDALGL
>MBL3608482.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]AB35
MIPVRGVEGQKMAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVEPTRAGALDGVASLIVSPGIPHLY
PGPNRAIAAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLAPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGV
>MBL3608483.1 hypothetical protein JMM60_06625 [Rhodovulum sulfidophilum]AB35
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MBL3608484.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]AB35
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAACAHPADLSYN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MBL3608485.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]AB35
MSALWTATEALAATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPRAADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETSPVLAAGAAGRASAD
IRFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MBL3608486.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]AB35
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRQTRPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRSEEAELRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFTALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MBL3608487.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB35
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MBL3608488.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]AB35
MTVADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MBL3608489.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]AB35
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPARDG
>MBL3608490.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPSPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSAHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>MBL3608491.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB35
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
EAGGLGGKGATELRKLVDGIARWHEATLGPLVRGAVDDEFAVIDDEVGVSVAEFRRGYPEIGHVELAERILDESGYTAMW
QADKTPEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQR
AMDETGLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAA
VSGIEARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIA
FDKAGAKKVVARFVVAAASADSVPF
>MBL3608492.1 hypothetical protein JMM60_06675 [Rhodovulum sulfidophilum]AB35
MSRYLIILSGLALAALAACGTPERPETGVPKRITPEMLPQAPEASAPACTAEMAARFHQPEAGIFQIGAGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>MBL3608493.1 pyruvate carboxylase [Rhodovulum sulfidophilum]AB35
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEEIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVRQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGVDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>MBL3608494.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]AB35
MIPVALVSLDDATERRAALRQAGFPADWVEGYWPASDLRNADEAHLSEIADMEHFLRTMGRKPLPGELGCALSHRRILEW
LTRSEFPLILIFEDDALPADPRSIDVLPELLAPFLDHGRKGAAFLLHLGVRRRQRPQNINRVLAGCGVGFWHRWILRDAG
KDHNIWCTHAYVISREAARRTVAAETPIRNVADGFARRGQEGLHDHFLYSEPGLFLPAPEAGSMINPNGEIRRANRKKRK
SWKKPEQPNAMGKLKIMDRLRRLSSETFHL
>MBL3608495.1 NnrU family protein [Rhodovulum sulfidophilum]AB35
MGGWDEFAAAYALFLLSHALPVRPGVQAGLRRRFGRRGYLATYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGSPNPLSFGGAGNARFDPERPGIVGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALVTGRWRPSGPPPLWRLLLGLALWAGLLAVHRPVIGVSPLPF
>MBL3608496.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLGGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDHTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
RAVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLARTAQALVDRMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDYNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFVSA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MBL3608497.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGEQVAAGDLIVQLDDEAERIALDRAYLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLALGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MBL3608498.1 cold-shock protein [Rhodovulum sulfidophilum]AB35
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MBL3608499.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MGPERSAGRPTGKLAGKLAGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDRHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEGFR
TALAPVVQRWIEDAERRGIDGAALVARARAAIAAHESR
>MBL3608500.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB35
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQQTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLISLALLALAAAATLAEDAATARGRG
NA
>MBL3608501.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MPDPMMLGLIGLGALVLLITGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>MBL3608502.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB35
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALNVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQVPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPLVVRLAGSRAA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDMALLPWLLPPLGVAAMLVAAMLGQAARRDHRRVPLPVVDPVVDPVAD
PVTAPAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MBL3608503.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]AB35
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MBL3608504.1 hypothetical protein JMM60_06745 [Rhodovulum sulfidophilum]AB35
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLVRLMRPLQLG
>MBL3608505.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]AB35
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVASEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MBL3608506.1 hypothetical protein JMM60_06755 [Rhodovulum sulfidophilum]AB35
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDVARAAETADYLLRGRLIW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAAERDAVGHILRRLGAAHRMGPDQVGSPPPRQSAGGLPELSCLMG
VHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRSGPDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGPDAVAAREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MBL3608507.1 response regulator [Rhodovulum sulfidophilum]AB35
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MBL3608508.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB35
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>MBL3608509.1 hypothetical protein JMM60_06770 [Rhodovulum sulfidophilum]AB35
MIDAPIDLDGHRSAAGQHDAEMRRRPLNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MBL3608510.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB35
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPTGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSTVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>MBL3608511.1 hypothetical protein JMM60_06785 [Rhodovulum sulfidophilum]AB35
MNGFIATVGLRIPGTSPWMAAMLAVGMVASLAFPALAQDGTGAVPANAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGGCVLGR
>MBL3608512.1 hypothetical protein JMM60_06790 [Rhodovulum sulfidophilum]AB35
MPAADCDPDSFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDIARACPVAPGIAA
SPRRPDVTGENA
>MBL3608513.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB35
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGRDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGRVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MBL3608514.1 cold-shock protein [Rhodovulum sulfidophilum]AB35
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MBL3608515.1 hypothetical protein JMM60_06805 [Rhodovulum sulfidophilum]AB35
MSINGSTRQANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAISALHEIIDAREDRRTDERRKDTQNGVNVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESQADDAPGAPEGAALLGFRGATANEEETGNWVLHPELRQAVRQVL
>MBL3608516.1 hypothetical protein JMM60_06810 [Rhodovulum sulfidophilum]AB35
MAGGGRRLWRKVHIGVYEQTLESRAIKVTGSNVGDAPTLPELLNRVRADVEIGRDTADGGDDTHKCHQAIADRGTRAFGH
SFEPEALLPSRPPRGTAKPWKPATAGAIALTEALSVSE
>MBL3608517.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3608518.1 integrase arm-type DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB35
MLGGMLTVGEIKAGRYGDAGGLSLIKTSQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITE
RKEERAATKAQRDKTDPTFAEMA
>MBL3608519.1 DedA family protein [Rhodovulum sulfidophilum]AB35
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASLIARGIRFFLVAALLWKFG
APVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MBL3608520.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]AB35
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMMTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>MBL3608521.1 usg protein [Rhodovulum sulfidophilum]AB35
MRLSETELMLRGYGLTTAEFYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIDGPLHSVRFTHRKRISSGDWR
NVVAEFRLN
>MBL3608522.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]AB35
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDAIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGSGIS
IAALMKVDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MBL3608523.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]AB35
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGITNRLMDHPKIRREDTEITSLPEKGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEEERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MBL3608524.1 hypothetical protein JMM60_06860 [Rhodovulum sulfidophilum]AB35
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>MBL3608525.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]AB35
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQEIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMVGL
>MBL3608526.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB35
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MBL3608527.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB35
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPAAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEASASCA
>MBL3608528.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MBL3608529.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MBL3608530.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MBL3608531.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRR
ISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLT
QTDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>MBL3608532.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]AB35
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MBL3608533.1 hypothetical protein JMM60_06905 [Rhodovulum sulfidophilum]AB35
MATQIQREPKPMLTELRSVLTRCRATLWQDAAGAAALMVLLIAGLHLPGLV
>MBL3608534.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]AB35
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLIGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHGRGEYLAKILPEGARRIVSGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAGDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIGILTGRDKGKDREAKLAALASGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARKLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MBL3608535.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]AB35
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLAGAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGIQQLKNREGWGEKSATNLFAAIETRRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MBL3608536.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MBL3608537.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]AB35
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MBL3608538.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]AB35
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAQVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MBL3608539.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVAGIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MBL3608540.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]AB35
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAE
VVRLSPDALITIDSPDFCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIARETPLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTEL
TAAWPVAPLVIDPRGDPDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNI
VSDTFAVPEFLGANCQPGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>MBL3608541.1 UDP-2,3-diacylglucosamine diphosphatase LpxI [Rhodovulum sulfidophilum]AB35
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAWHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLQPPPGVPTAAQPSEADRRDAARAAAI
VVALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLEPEETLARADALGLFLWVREP
>MBL3608542.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]AB35
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKP
>MBL3608543.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]AB35
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MBL3608544.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]AB35
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDQKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGDEPSSDPAPETGGALLRPMPAPAPPRGATEGGD
>MBL3608545.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]AB35
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLGRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MBL3608546.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]AB35
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKRIRAFSQLQDLVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MBL3608547.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]AB35
MQRRRITVFGATGSIGENTIDLLTRQGGAETYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MBL3608548.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]AB35
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGDFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MBL3608549.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]AB35
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKETNALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNELVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MBL3608550.1 ribosome recycling factor [Rhodovulum sulfidophilum]AB35
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MBL3608551.1 UMP kinase [Rhodovulum sulfidophilum]AB35
MSDGSADQPKPAYNRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MBL3608552.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]AB35
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPLGAAQPVVIEAGRDWLNARIEARFERMMAEGALEEV
RANLPRWDPALLSARAIGAPDLVAYLRGEMPLAEAVAAAKTASRQYAKRQRSWFRSRLGNWPRWPAG
>MBL3608553.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGITRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>MBL3608554.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGEATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MBL3608555.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>MBL3608556.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MERLSWTGALGPWLVPALEAALVVLALATLAHPVAALAGGRIAPGSEAARFRPGKAARVTGGLFRLSLGAVAVVILAFLI
GWMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWIFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTAHGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLLALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MBL3608557.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPILHRRASRAEARALAEAMVADVGLPDPARILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFERMRHPYTQALFRSIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDPTTRQS
GHETRCLRFEEIDWQSRATRPANAPQGEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANESVSFEARTAETLAIVGE
SGCGKSTLARVLLGLETATAGKVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGPASAVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGELPSAMNPPPGCP
FQTRCRWAQRVPGNLCSRELPPMVELGPGHSILCHLPPETLGEMEPVFRSAAE
>MBL3608558.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]AB35
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MBL3608559.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]AB35
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MBL3608560.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]AB35
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRIGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDAGFEAL
FPTDMVETLNRASEDLSMLAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>MBL3608561.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]AB35
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MBL3608562.1 hypothetical protein JMM60_07050 [Rhodovulum sulfidophilum]AB35
MKDGPDISPIIAAWIDAPRRASILTAHLAGRPLAAAGITPAVGSGHLPRQAEAGLIRPRKQNRHRHFAQARNAADRQRRP
ERGRHLHPTPADAHAPAGAFQT
>MBL3608563.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]AB35
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPRFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASAEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQKKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>MBL3608564.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGNP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MBL3608565.1 hypothetical protein JMM60_07065 [Rhodovulum sulfidophilum]AB35
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MBL3608566.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]AB35
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHAAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MBL3608567.1 cadmium carbonic anhydrase [Rhodovulum sulfidophilum]AB35
MAAADPAAHGSAHHGSAGAHGAGPAASVPADGICRGFGPQAPRDISAPAGRNGRIFNMAPPAARMNLCNIHTHTNAEHAG
PGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVE
AQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLY
EWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>MBL3608568.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]AB35
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPEEDRIDLLKGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MBL3608569.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB35
MGVTVTGWIEATPDRLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRQGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MBL3608570.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQIGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRSQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVIIGAAMILVANFLNLRGESRQARHARRKTGAPPPAGRVND
>MBL3608571.1 hypothetical protein JMM60_07095 [Rhodovulum sulfidophilum]AB35
MKYAVGAAALAAVTTGPALAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLASGDMLPGFNGASLAFKQDL
GDNATVALILDEPIGADVSYDSTNNYPLGSPTTTLDGANADVNATGVTALLRYELPSNVSLIGGLRAIRTSGTVSLPGVG
AYSLNSSTETDFGYILGIAWEKPEIAARVVLTYSSAIDHSFDTVETAGSSSFSNDLDVTVPESLTLEFQTGVAVDTLIFG
SARWVDWTSFDITPDLYTGSVVPGGSLVDYDHDVITYNLGVGRKFNENWSAAILVGYEKHEGTYTGNLGPTDGFRSIGLA
ATYTTGKVKVTGGIRYVEIGDAKTEFGPTRTRFKGNDGVGVGLRVGYYF
>MBL3608572.1 ATPase [Rhodovulum sulfidophilum]AB35
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRPGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRITAEEVAALRGPEDFTDLIAEAIDRAPARR
>MBL3608573.1 hypothetical protein JMM60_07105 [Rhodovulum sulfidophilum]AB35
MRGWKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCIWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGA
TSDGHGAYAGVRAEGGQDVIFYVFCARGGERLLQLDGVGGEAGPNVLSLIIDGQGFPVTFGGGHDAGMLARLPPSAPVLG
ALQRGQTLEIRSGAGQGQGLGRFPLEGAGAAISGALALCR
>MBL3608574.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]AB35
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVRKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDDDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MBL3608575.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLHRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRGLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPQGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLRATA
>MBL3608576.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB35
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKRDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MBL3608577.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQ
SYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MBL3608578.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MBL3608579.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MBL3608580.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MBL3608581.1 penicillin acylase family protein [Rhodovulum sulfidophilum]AB35
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHEVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MBL3608582.1 hypothetical protein JMM60_07150 [Rhodovulum sulfidophilum]AB35
MTLLRNRALAPVLAFGFWLVLVCFLRVAAAEPVSLIGAGGLLQREGPSGPLLTQMRGPLLGPGPEGGPGRVSGASGASLF
AGRGGASLFATYPVRPRQVAEPGTAAQFAPLRPGGGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAPKDG
>MBL3608583.1 GTPase HflX [Rhodovulum sulfidophilum]AB35
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEGVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>MBL3608584.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]AB35
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MBL3608585.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB35
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MBL3608586.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]AB35
MSRRRSRPPPIDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRDADLIRRATDALDVQGIA
GHASYPDVLERAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPERE
VAEAALQRLAAPAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQ
IYVFAHVEDLNRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGL
DINLLAEANIKRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHG
RVRGVYSIGDAEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVER
LLQVSIDFF
>MBL3608587.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQTDGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MBL3608588.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB35
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQTNDLRRIV
DEFSKFARMPEPDRKPVDLTALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIESLREKGE
PEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAH
RGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MBL3608589.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MBL3608590.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB35
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MBL3608591.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]AB35
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASSALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
AEGRAAA
>MBL3608592.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]AB35
MTVTAIIVAAGRGTRVGGDKPKQYQYLAGRPVLARTIEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWKGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAVYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MBL3608593.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]AB35
MSLALNIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGVVLTALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MBL3608594.1 CinA family protein [Rhodovulum sulfidophilum]AB35
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLTETLQAHGAVSEQVAAE
MASGALAHSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETITETVEFGAIGRDRVRAATRDHALTLLLAAL
DPRPSAG
>MBL3608595.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]AB35
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDYGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>MBL3608596.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MAERPYVIDELLSAKTIAARVESLATEITAHFADTEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGDSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MBL3608597.1 SufE family protein [Rhodovulum sulfidophilum]AB35
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MBL3608598.1 hypothetical protein JMM60_07230 [Rhodovulum sulfidophilum]AB35
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRTLVVRGAQNQRQSRR
>MBL3608599.1 hypothetical protein JMM60_07235 [Rhodovulum sulfidophilum]AB35
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETPPEYLPCRDLEQALSMSDARMRRLNSRNMSSEATYLRD
RNKRLIARAYECRRPS
>MBL3608600.1 ribonuclease D [Rhodovulum sulfidophilum]AB35
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MBL3608601.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]AB35
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLA
EARPDILCLAGFMRVLTPDFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADGLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>MBL3608602.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]AB35
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MBL3608603.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB35
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MBL3608604.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB35
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MBL3608605.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]AB35
MRRKLAAGNWKMNGLSGSLGEAVALAATHSAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGASYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAAEGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MBL3608606.1 hypothetical protein JMM60_07270 [Rhodovulum sulfidophilum]AB35
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGPAAEEAMPEAMPEAMPEEGRAPGGTGQDAPAAESQSDAEMPRSE
GDTRPDTGPEAGSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAMQEAPAAEAPEAAPSDAAGAEPDPEMRDAGAAAK
GAVVPEAEE
>MBL3608607.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]AB35
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>MBL3608608.1 globin-coupled sensor protein [Rhodovulum sulfidophilum]AB35
MAENRKRSARLHAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNSVGRNAFFRRRDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDAAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MBL3608609.1 molybdopterin-binding protein [Rhodovulum sulfidophilum]AB35
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEITALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEPAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRVVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>MBL3608610.1 XdhC family protein [Rhodovulum sulfidophilum]AB35
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALDALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPVGRSLPEDLLADLVAARAARRAVACLVDTESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGTVFVGLHNPPLRLIVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDA
RSAVVTLTHDAKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVTRLEAAGLAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRCG
>MBL3608611.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB35
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>MBL3608612.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB35
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGYMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MBL3608613.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB35
MADLPALDIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEVAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDMPDPETGEEIEIDATGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>MBL3608614.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB35
MLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQVTVPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREVVAFVQKLRAEDLFKKPGVSETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MBL3608615.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB35
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHDGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MBL3608616.1 LysE family translocator [Rhodovulum sulfidophilum]AB35
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLTSATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRHDAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRVQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MBL3608617.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]AB35
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>MBL3608618.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB35
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MBL3608619.1 dihydroorotase [Rhodovulum sulfidophilum]AB35
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLEKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVHSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTLSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MBL3608620.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKHQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>MBL3608621.1 replicative DNA helicase [Rhodovulum sulfidophilum]AB35
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNDIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MBL3608622.1 alanine racemase [Rhodovulum sulfidophilum]AB35
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGDRRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MBL3608623.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVLAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MBL3608624.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLTVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MBL3608625.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]AB35
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRS
>MBL3608626.1 methionine synthase [Rhodovulum sulfidophilum]AB35
MTQTAFSPTRLALSSVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPEV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKAGDAAAA
>MBL3608627.1 hypothetical protein JMM60_07375 [Rhodovulum sulfidophilum]AB35
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MBL3608628.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]AB35
MSFASRLTRAPLAHEPDRAAEAADRFATQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLTGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADAETAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPDEVAETLTTDYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVDRWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MBL3608629.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]AB35
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAETADFTQ
>MBL3608630.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]AB35
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRKAHAAALATGADSAEAMRSVVRLLIEEFGADL
>MBL3608631.1 hypothetical protein JMM60_07395 [Rhodovulum sulfidophilum]AB35
MPELVPVQAPVPLPEADGLLLAGLVEFDARAAEGVSSWLKRRRASFGGLDCVSSWS
>MBL3608632.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGATDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MBL3608633.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB35
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVGMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEAEWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSTEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MBL3608634.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]AB35
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MBL3608635.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMSLLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MBL3608636.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MBL3608637.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]AB35
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MBL3608638.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB35
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MBL3608639.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB35
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVRTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AKTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MBL3608640.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MBL3608641.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]AB35
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEAKGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAADAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPHPARPRKIARLRKDISLFKVLASSWALLLGILLLMVG
NGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSFISAVLILYPAWTDPLAWTIGR
VLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFILFIIPSVLVSISFAPILLSVSP
TPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVATIYLGGLLCQYPIGWLSDRID
RRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPEDMAAASGGMLFLNGVGAIVGPL
VTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAVELAQEFAIDAAQDDQDSASSG
GSQTPG
>MBL3608642.1 hypothetical protein JMM60_07450 [Rhodovulum sulfidophilum]AB35
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFESPAAFPGGALDIKIAL
DPFEAEIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSETLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAP
GAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGQLTLRASLGETPAVERLSLEAPGLSAEGQVSLRPGGGLDTAQFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAIALDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGDGLSFSDVEAQFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MBL3608643.1 peroxiredoxin [Rhodovulum sulfidophilum]AB35
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MBL3608644.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB35
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MBL3608645.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB35
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPTASGKPAEGAPKA
>MBL3608646.1 acetyltransferase [Rhodovulum sulfidophilum]AB35
MENLRPSTPKDMPRVIDIWRRAVDATHEFLAPEDRAAIERELAAFLPTVPLCLAVDDADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAASAA
>MBL3608647.1 superoxide dismutase [Rhodovulum sulfidophilum]AB35
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKPVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MBL3608648.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]AB35
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMETIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>MBL3608649.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]AB35
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPAEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAAG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTEGRVTSSYYSPTLKRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MBL3608650.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]AB35
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MBL3608651.1 hypothetical protein JMM60_07495 [Rhodovulum sulfidophilum]AB35
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>MBL3608652.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]AB35
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MBL3608653.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]AB35
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MBL3608654.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]AB35
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MBL3608655.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMVELPARRGRISPDAAALGALRRKRG
>MBL3608656.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]AB35
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MBL3608657.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]AB35
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAASDVPRDIRLDGQWLPAVVLRVEDQQMRLGIEGVEDGEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEETPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MBL3608658.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB35
MSACRRLAALLVLLILVLRAGLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGSRPGPQHQAEFGAPGAYFGESALREAAAVGRRIAAREAPALAAAERATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LASRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLGQHGWVAGRDWGFEVRLPVRVSCTLEGPDQGRSIADWEALGVTRVSGRPFPGHERRGEGFLMLPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGIDRSGIVAIQRWLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPDPGMAAAMAR
>MBL3608659.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB35
MKAVSVVLRAAVALWFGLGPGSVGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPADTGTGEAVRPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MBL3608660.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB35
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MBL3608661.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]AB35
MNAEPVKKGVSDVRRASRLSVAPMMDWTDRHCRYFHRLMSCSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGS
DPAELAEATRLCCAAGYDEVNLNVGCPSDRVQSGTFGAVLMKSPGLVGDCLAAMRAASSVEVTVKCRIGVDDQEPREVLP
SFLETVAAAGVGRVTIHARKAWLQGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIG
RAAYHDPAAILLGADEELFGLPGRKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQG
AGLEVLDAALEALPRAA
>MBL3608662.1 hypothetical protein JMM60_07550 [Rhodovulum sulfidophilum]AB35
MGTIMQRRKKDGATSYTAVIRKKKGGKVVLTLTETFKSETAAERWIRKTERALSQLVCPQKSCPS
>MBL3608663.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3608664.1 hypothetical protein JMM60_07560 [Rhodovulum sulfidophilum]AB35
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3608665.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB35
MDSIALPHDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHEANHPETLHLNSNIWDADPLSVTGG
RHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWV
KRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPCPSIF
DSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLEAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPSLTRFN
GGATGADLREPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQGGGN
RSAEAPHHTICASKKDQNSLLAATMIHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDARAPM
STILKEGCHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGEF
VTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDGDAPTFRPFSKDVQISCCGNSVCPPVAAAIIAANC
PHLAASRQAEEAHDAV
>MBL3608666.1 hypothetical protein JMM60_07570 [Rhodovulum sulfidophilum]AB35
MPSETFTRSFGRFEAEATPAEARLIIRDDGKDVIRLFGRDLIRSSLLGGSWAPDIECALRWGLDRIEAELGEDLRYRAGV
MAAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRASDAFPKPVEDPADKAFREAVA
ELVDCAMREGKVDG
>MBL3608667.1 phage Gp37/Gp68 family protein [Rhodovulum sulfidophilum]AB35
MGENSKIEWCAHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSAANWRKPLAWHKAAAAAGERHRVFCASL
ADVFDNDRSITSGWRGDLWHLFHRTPNLDWLLLTKRTQNIARYLRPEEYGDLPKWGDGWPNVWLGTTVENQEEADRRIPQ
LLAMPAAVRFVSAEPLLGPVDLTPHLCPKQWSCDFGAESGGGSARGTIPKLDWVIVGGESGPRARPMHPDWVRGLRDQCQ
AAGVAFFFKQWGEWGPPKPYPIPAQPGEMTRFTVATSSDSKRVGATVWRVGRGLERQSEFMDRKGKRAAGRMLDGRTWDG
MPEVMREGRADA
>MBL3608668.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MMGDTPQPIYFRPRDAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKS
>MBL3608669.1 LysE family transporter [Rhodovulum sulfidophilum]AB35
MAALGLFDAAPAPLSVLEPPGGPYLAWLSIKGWRTAITGKGKGKGGEIVPAPGGGPRADFLHGLIVAVTNPKVALLWATL
STFVGGATTAVPLLLLFAAVSTILAAAIYGTYAVVFAARPTRYLLHPFQPDRGRHVRRRIRSARHCDDRLRGARNSAGTD
SHAKRSERQKTAVRVGAWLHAASCTKVRSRPLSADVGHRNGTDAEAVDVVFYQPVRCLAQPQHLPLDLGPAVFCRFDFPA
HRRCRSQGRSRRGPTHQDQTLEAVLGADPASAGWGGGIRHGSQFPGWNHRPPRARCPTLVPPWGTSRIYRLNSDD
>MBL3608670.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPNGESRGLLTFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNIFGAWDLSARLTYSR
NKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNALGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYETFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPIYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>MBL3608671.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MIPNLASSSASAGRLPDKIVVASTKPCRPQNVIPHPLHCKELAVGWRVAKNTSLLFLSSTWGLCWRGRLTPGWSCKKHRS
ARSQPAPGEVLTLHLRQEIVMRVLAVLAALAAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDT
LLESAGSLPLGTPAHLVDENPCAILVALLETEAPRIVVESSAPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTI
GADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLARSMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETV
GAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRRATASVPALSGIPAVAADAILPLPAYSDMDVVGYPYT
LEAWTRAFSEIAMAAVSAPAASR
>MBL3608672.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MNILIITAHPDPTSLTHSLSSVATDQLKRDGHKVRVSDLYAINWKSAVDHDDFPALPASERLKVGPASKQAYSTGSLTED
VVQEQEKLLWADAVIIAFPLWWFSMPAILKGWVERTLSYGFGYGRGEHTDTHWGDRYGEGLMAGKRAMLCVMIGGWEPHY
GPRGVNGPVDDILFPMNHGVLYYPGFTVLPSFLVYRSDRLDEAGYNIAAERIRDRMKNLFTAEPIPYRMQNGGDYLIPSM
QLRPELNPGITGFAAHLKPTDEETS
>MBL3608673.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNAFAVDRLTGLSAFVRTADLGSFAAAGRVMGVSPSAVGKAVTKLEDQLQVRLIQRTTRKLSLTDEGRIFHERCRRILDD
MEDAYESLQRTRAAPRGKIRVSAPVIAHHLLMPLMPDFTERYPEIEFDLDFSDRVVDLIDEGIDVAIRSGPLPDNRFMVR
RLPPFRLLLCASPKYLEQHGFPKTIGDLASHRGIGFRFPNSGKLFEQNMQNPEQHLDLNLSHVMTCNSLEAVREAVIRGV
GMGCMPDFLARAPLSTKAIVPLLMEDLKVFGQFNLIWPSGRHLSPKVRAFVDFIVEKLFTENE
>MBL3608674.1 cache domain-containing protein [Rhodovulum sulfidophilum]AB35
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEVRGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGRKLFQEMRKVALRDGAGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYESAIPEA
RRRDEIGDLGRNLAAFRDKLAESERQAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSG
LVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPAAEFEPPKRAINDAGWQDF
>MBL3608675.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]AB35
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MBL3608676.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]AB35
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAIREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MBL3608677.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB35
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPSDDRLRELD
MGEWTGLRKDVLIAEKAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDAAPPRLEAYNLGEFAPDTDVAD
>MBL3608678.1 DASS family sodium-coupled anion symporter [Rhodovulum sulfidophilum]AB35
MPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRIGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVSVFTWFKLLGYGL
>MBL3608679.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLADLDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLATVRTATLADLSQDVFLMKPPPSASRSFLLDRIQGDESSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMALRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGAPGRPSHPPSGKA
HRKA
>MBL3608680.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MSGQAVLLGRGFYWQDMTAGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMVYEPLRLMQGR
>MBL3608681.1 CoA ester lyase [Rhodovulum sulfidophilum]AB35
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALREPRGANRLWVRVNPLESSDFEADLDTALE
GGADGIVLPKAESGDCIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARTRGE
DGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEAA
RRIVEAFEADPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MBL3608682.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB35
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>MBL3608683.1 CoA transferase [Rhodovulum sulfidophilum]AB35
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSITLDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATKRSQHVGEMYEILGQEMPKRATDTWIETFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEARGVLGRMAGSDK
EEA
>MBL3608684.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB35
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MBL3608685.1 cupin domain-containing protein [Rhodovulum sulfidophilum]AB35
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MBL3608686.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMIPPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MBL3608687.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB35
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWVFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>MBL3608688.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREDDRVIYLEALESRKGVRYSARPGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MBL3608689.1 hypothetical protein JMM60_07705 [Rhodovulum sulfidophilum]AB35
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGTKPKG
>MBL3608690.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]AB35
MPDPVSQPLPPPLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGVILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSVWCP
>MBL3608691.1 hypothetical protein JMM60_07715 [Rhodovulum sulfidophilum]AB35
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MBL3608692.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]AB35
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MBL3608693.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]AB35
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVTHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRDQALRRADPADMDKGGGAAAAALHLIALARRWSGESK
GVGFRPSGGIQIAEGSDRA
>MBL3608694.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]AB35
MHDIGEPNYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLKIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MBL3608695.1 riboflavin synthase [Rhodovulum sulfidophilum]AB35
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MBL3608696.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB35
MKTLLARGARTLVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMV
TRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGD
RILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MBL3608697.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB35
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHAFLRAAGIAVETGVMAEAATRDHRGFLLNRCAGRPMVTLKLASSFDGRIATASG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLSALGAAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>MBL3608698.1 transcriptional repressor NrdR [Rhodovulum sulfidophilum]AB35
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MBL3608699.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MBL3608700.1 nitroreductase [Rhodovulum sulfidophilum]AB35
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREVLTRILTAAARSPDHGKLEPWRFIVLERPALTRLAELVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MBL3608701.1 EI24 domain-containing protein [Rhodovulum sulfidophilum]AB35
MILSAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MBL3608702.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]AB35
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEPGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MBL3608703.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]AB35
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MBL3608704.1 hypothetical protein JMM60_07780 [Rhodovulum sulfidophilum]AB35
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPSADPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREEEAMLR
>MBL3608705.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB35
MYLTMNRFKVKPGSEEAFEAVWKTRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLA
>MBL3608706.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]AB35
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LPPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPAASKAPAGSAAPRPSQAEAATEDSRTPLQKLADRFR
>MBL3608707.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MBL3608708.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]AB35
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MBL3608709.1 hypothetical protein JMM60_07805 [Rhodovulum sulfidophilum]AB35
MRGLLGLIALLAVAGLGLAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MBL3608710.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]AB35
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLAALTDYARVADQILVDARPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MBL3608711.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MBL3608712.1 integration host factor subunit beta [Rhodovulum sulfidophilum]AB35
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MBL3608713.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]AB35
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MBL3608714.1 hypothetical protein JMM60_07830 [Rhodovulum sulfidophilum]AB35
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLLAAIAALFDARGRSGELRPGDLGNHLRRDIGLPPLPEPWSEPPRWM
>MBL3608715.1 (d)CMP kinase [Rhodovulum sulfidophilum]AB35
MSFTVAIDGPAAAGKGTISRAVAVHFGFAHLDTGLLYRAVGARMLDGLDPVDAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MBL3608716.1 GFA family protein [Rhodovulum sulfidophilum]AB35
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGAQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MBL3608717.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]AB35
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAEVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPG
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGGATCATHL
DHRIAMSFLCAGLAAQRQVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MBL3608718.1 amidohydrolase [Rhodovulum sulfidophilum]AB35
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RQYPGSARFVVLPMDLAFCGYGPVPVGIEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>MBL3608719.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]AB35
MSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVEWDENPDRVPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRSWGDWISTRYEQKALREGRV
PHYLTFRRR
>MBL3608720.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB35
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLTEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MBL3608721.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]AB35
MRLARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGETPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGFWGWAREAARVSAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLKQISRAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>MBL3608722.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]AB35
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>MBL3608723.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]AB35
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPGAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MBL3608724.1 PhoH family protein [Rhodovulum sulfidophilum]AB35
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GETAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MBL3608725.1 hypothetical protein JMM60_07885 [Rhodovulum sulfidophilum]AB35
MPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILTFVGIGVLVLIACGVWYLV
RTIKGLLRFNSRRPIDNPTTWLI
>MBL3608726.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]AB35
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAEGYLRLIDRIRAARPDILMSGDFIVGFPGESE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSVE
>MBL3608727.1 hypothetical protein JMM60_07895 [Rhodovulum sulfidophilum]AB35
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSHASEERIHRVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MBL3608728.1 transcriptional repressor [Rhodovulum sulfidophilum]AB35
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MBL3608729.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]AB35
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MBL3608730.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]AB35
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEAGEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MBL3608731.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]AB35
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGKLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MBL3608732.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]AB35
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MBL3608733.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETEQGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>MBL3608734.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]AB35
MPITTCIFDAYGTLFDVSAAARRAATEPDHACLAGLWTEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGRRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MBL3608735.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>MBL3608736.1 threonine/serine dehydratase [Rhodovulum sulfidophilum]AB35
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLTSGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGEAA
>MBL3608737.1 hypothetical protein JMM60_07945 [Rhodovulum sulfidophilum]AB35
MAERARGVNRRDAGSGYHRDIVRNDPGGRRIGHAITCCSGADLLKG
>MBL3608738.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]AB35
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LEALAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLARWFSRRYRQ
SSDCTLWQNMLNRQPIEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MBL3608739.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDRAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>MBL3608740.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]AB35
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERVAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCAQVFALR
RAATADTGIRRRA
>MBL3608741.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MLITSLRGIRILGALPLLFASAPAGADQRLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGAAVVGAGSQYLFPGREVRPLETAK
>MBL3608742.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MSRLLALALALLPMTASADSHACSEGSAQIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLERAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGTACLGEGQTVGPMVAP
>MBL3608743.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKNLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLTARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPADYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MBL3608744.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]AB35
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MBL3608745.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]AB35
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MBL3608746.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MBL3608747.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB35
MTTRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGPHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDDIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEDERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>MBL3608748.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB35
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPGAVIEMWGGGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MBL3608749.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB35
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWRDWQQ
NRPSGTEADPLHLPPPPVDSGFDMAEERDSTGQDFRLAVLRAMILAANSDGHIDGDEHRRIRDRIEALGLGAEEKAALFD
SFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGA
>MBL3608750.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB35
MGIEEMQRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFGSAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVA
YWR
>MBL3608751.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]AB35
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MBL3608752.1 hypothetical protein JMM60_08025 [Rhodovulum sulfidophilum]AB35
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MBL3608753.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]AB35
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTDLQKLSALLDA
WPEGRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MBL3608754.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]AB35
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAI
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MBL3608755.1 OmpA family protein [Rhodovulum sulfidophilum]AB35
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALHARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAASGIEALAQLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIGDSAPDEAAAEDAEGTEAPEAEVDGATEQAPPDADVT
EEAVTEDDESGEAAPAAAEDETPAEAGAEDRTDGQD
>MBL3608756.1 hypothetical protein JMM60_08045 [Rhodovulum sulfidophilum]AB35
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MBL3608757.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB35
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAALASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPTRFRRATLVVLA
VAGLNLIRKGLMG
>MBL3608758.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB35
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQQAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIRDQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPDTTDYKGLSMFLAEKTPGTEDAPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MBL3608759.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]AB35
MTDRARAIFDAVLPARLPDPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAFAERFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IKARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPVIAEL
FPDAAIVEPFGPAAQR
>MBL3608760.1 hypothetical protein JMM60_08065 [Rhodovulum sulfidophilum]AB35
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIEVSPLPERRLEIVSEIAEPVSVEIDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLGGGMTAYCLGTG
MLSGTPPGDARARIEPLPMPPALALRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAVAAIAAARAQDWTVFGA
ALDRYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MBL3608761.1 hypothetical protein JMM60_08070 [Rhodovulum sulfidophilum]AB35
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLSRIGVVPEAAARFVEEIELVGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPEGAAFGAPQ
>MBL3608762.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB35
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYETMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MBL3608763.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB35
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>MBL3608764.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB35
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMQSQIALMKELRLL
>MBL3608765.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]AB35
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MBL3608766.1 heme utilization protein [Rhodovulum sulfidophilum]AB35
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTASIVALTTAQAAELSSRQISALSSIQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTSDLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGGSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSAQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQIAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAKLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSSAMLGELSSTQMAALT
TAQVGALSTLAMKGLGATQTAGLTTAQLAKLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLDTSAMRGLGVDQVVGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAAMTTAQVGALSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSSQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTYQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGVSSAQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDAQTEAFTSTQLAAMSTAQLNALFL
>MBL3608767.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]AB35
MPQTAFPPSGGPTPPAGFLSGNGGAKDLPPDLDTLTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAWAAW
FNLSVLLNAADDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKR
LDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARN
VPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGA
LGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPEAETTSYAPAPLR
IEGCYQANDGRAPELPEVSRASEGLSEDRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIDDTPESVAALSERWQA
AGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATD
PEDYLRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFTRRFEAALISVLKRP
>MBL3608768.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPADAFPAENWRELRLDIDASVMPDIVASITDMQVLSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>MBL3608769.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MSPVAQDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVESGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MBL3608770.1 peptidase domain-containing ABC transporter [Rhodovulum sulfidophilum]AB35
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAVVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLTRCETYAALWRQQT
EHIA
>MBL3608771.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]AB35
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MBL3608772.1 U32 family peptidase [Rhodovulum sulfidophilum]AB35
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVDEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MBL3608773.1 U32 family peptidase [Rhodovulum sulfidophilum]AB35
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MBL3608774.1 sterol-binding protein [Rhodovulum sulfidophilum]AB35
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>MBL3608775.1 hypothetical protein JMM60_08140 [Rhodovulum sulfidophilum]AB35
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSRVGSNWTRIHAQQVCRPLFNLPD
>MBL3608776.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]AB35
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQVFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGA
ALRRDG
>MBL3608777.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]AB35
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MBL3608778.1 DNA primase [Rhodovulum sulfidophilum]AB35
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGGGGGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILA
TLIVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHE
KAALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAF
ADLLGRINYGKGRT
>MBL3608779.1 hypothetical protein JMM60_08160 [Rhodovulum sulfidophilum]AB35
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDEGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>MBL3608780.1 hypothetical protein JMM60_08165 [Rhodovulum sulfidophilum]AB35
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MBL3608781.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MBL3608782.1 hypothetical protein JMM60_08175 [Rhodovulum sulfidophilum]AB35
MARLPLCLAAAVLPMLAACAEFPEIDAAERAASGPTLVPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>MBL3608783.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]AB35
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MBL3608784.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MEIRLADLLIAEGLVPPDEIDATLCRLHDTGRADFDSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEE
LRADLPAGLQPAVMVICREAELQEALAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSALGLATLAAPLAVLM
LLTLWTMLWMALGSGLKLAAAVAQIRALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDI
CLVTEADDLDTRAMLEAVRLPPWMRALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPE
VACLQGVLDFYNARANWLARCFAAEYAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLA
RHGYRTEFLDSVTEEEANCSAWPWVRQRSRWLKGYAMTWTTHSRRPGLLLRQLGPRATLGMQVLFLGSLTQFVFAPLLWS
FWLLPLGLPHPLAASLGPAGLWLVFKLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRP
FYWDKTRHGLGERDAPPRTTENRTAGRPAPESPAGKGAAEARNAGPDAQPSASIASAS
>MBL3608785.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MBL3608786.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]AB35
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MBL3608787.1 hypothetical protein JMM60_08200 [Rhodovulum sulfidophilum]AB35
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MBL3608788.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]AB35
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MBL3608789.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MBL3608790.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MBL3608791.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB35
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MBL3608792.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3608793.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3608794.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MRLHRGRLIDHIQLVVRDLGASERFYRAVMAVLEIPVLGTDRGYFLADELVVSSADSPTAAGALTGRHHLAFQARDRATV
DAFYRAALDHGGTDNGAPGIRAYHPQYYAAFVLDPDGNNIEAVYQGEAKRSAPSVTIEV
>MBL3608795.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGIEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWIVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYVYGGTFTIPAGYGERSRAKIESETLAAYFD
GAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAGYKP
AGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSKGLELSFD
GQAARHLRLGAAFGYADATFVDYPDSQIGDASGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAENTL
PQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>MBL3608796.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]AB35
MNGLRPESPDLQKRLAEEIARPQGLIAGIDALEPGIPGAVLLRARFRPGRYRPELFRELDLDRPEQLARAMPKRCCEYLA
GRLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSADICACLALHMAGKPVHPGVDVETVADARNLDAILKLCCT
PVDRALIAADPDRTALRATLLFSAKEALYKALYPVFREVAPFEAAELTASPSDGLLHLRLTAELHPSLPAGRVFALRYLT
WTATAQDSGQEHGDRQVLTWILHEPQQPGPKPKT
>MBL3608797.1 TetR/AcrR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELDWYR
PKDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGAGGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALCVQPANGRTVCPAAEGP
AGRSGRDGPQ
>MBL3608798.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAIPVFVATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLTQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVGAGRVSI
GGANVADMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIILLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLAADGLYARLWSHRAQAAGWQIAG
>MBL3608799.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPQTDTPPEAVGASQPVGAKPDFFSSLKLMMRYGQGNGTVIAVSAVLATTAVALELVPVWAIWRAVTALAADEASAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGQRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPQG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGAPHEKHSVPRMETAQ
>MBL3608800.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]AB35
MYLETTGGPQAGELIPAYGENAVAIVGMALRVPGADTVPAFWSMLREGRDGVVELGPSDLERSGLDPALIDCPGYVARAA
VLSDPDCFDYALFGLSRREAEGIDPQHRLFLQCLWSAFEDSGRDPRHIRELCGVFASARLSMRLMRGGSDFASPNAAGLM
QTLIGADKDYLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRD
GICRPFDAEASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPGVEGQIAVLTEALAAAGAAPE
SLCHVETHGTGTGLGDPVEASALAGAFGPMEGRRVALGSVKANTGHLDAAAGVVSLIKAAIALQHAEIPPLAHFKSPHPD
LALDGTGFYIPLRPEPMTGPGPLRAGVSSFGFGGTNAHAVLERWAGPGDAASAEETPGGKGTAESRDAGPAVLPLAAPDP
EALSALKEAFRARLFGEPEDDARAVARSAAARPHVSDPGLHRRAAVIAPQPGDLAAGLSGEGPALVLEGEALAEPAPVFV
FSGQGSQRPGVSAELFDRSAAYREMLQRCAAVADPVWPPGDLVGQVLSAGEERLGEPEITQPVIYAAQVASAAYWQALGV
EPAAVLGQSFGEFAAAVVAGVMTPETGMRMILARTTAIAALPQTGAMASVHGDEVALRRALAECDGAGIAAVNGPGLFVI
SGLREAVEQIAARLDAEGVSVRPLRIAHALHGALMDPALAAFGAAIEELPVEAPRLPFFSSALGRRFGPDERPDAAYWVQ
HMRQPVRFAEAAAALGDAFAGPYLDLGMDASAVKLLARNGLPEAYCIPTLDPQLPAGIRAATSAAWVWMAGVPLDWSGLQ
GGAPQNLPGIPGYPFAKTRLPAPASAPSGALTGPALHRAAQAAGAAALRGAQIVTAEAFGRGRAALEHLARLYLCDALSR
VDGGSAVPRFRPFVRRVSAMLEAEGHGLSAAEPGEIAAAEARARATAGDSPGITGALEAVGRALPDILTGARDPLEVLHS
AGTVDQAFAIYSETPTARFFNPVVREAFRALLEGFGTGRALSVAEIGAGTGATAARLLPLLRPEIDRYLFTDIGPAFVEA
ARQTFVEYGQAEYAVLDIGQDPEGQGMAPGTADIAVAVNVLHAAPDIDAALAHTAALLAPGGFLILDELTSADCLSELST
GLLIPSVTDARREGQPFMTPEGWRAALEAAGFEDIRILPDPGGPLDLAGEHVILARKAGELVVHEEPRPMLIEGGLRCYA
WQWLPGEAAPWVEDPADLVLGLPGEGLPAGAVPAGTAEDIRSAVAEMAGSGGAGPLRLLDLRALQAGEEGPDPADTACLR
LLDLVTALEGGPRVQVTLVLRNGALGLDEDAVDPVQTALMGLARVIAIGHPELDLRICDTGDLRPDAALARLRPDAAISA
LRAGEMRVPRIAERPMPGAAPFRAGPADAALIFGGAGGIGQKLALWLAGMGCGRIFIAGRAPAATPLPDALAPIAARITR
LQADARNPAAMDRMEADLAEAAPDLSLIFHCAALTEAADLPEDPRAAFSEILAPKTRGAAALDRLSRRFPVRQFVLFSSS
VSMAPTYGLPHYAAANAYLDGLAARRRSEGLPGLSVSWGAWSDAGVVAREGEAGRLEKGGLRGVASDLAFGLLARAMGGN
GTPAHIGLIDMDWKVFLRAFGEGNAPDIYAGLAAAPAAPRDDGAPQLDQALRRAVADASGAEAPRLVLPLVAEAVGAALG
REGAALDPDVQLTELGLDSLMFLDCVSKMSRDWGVKVSPNAMFRDFTLKGIARHFAAAMREGAADLPVQIGHDAARRHDP
FPLSDVQEAYWIGRAADMDLGAVACHGYSEIDCPDLDLRRLEAAWNAVLVAHDMLRAVVGPDGRQRVLPMAETGPYRIRR
EDLTDLSEPDRQATLQEIRQSLSHKVTDASCWPLFEIRATEIGPGLTRLHFSLDNIVADGRSIGLVLQQWMEAYGQAEPH
VEAPAIGFRDYMIALSEWRCGPDHAAARDYWQGRLDDLPPAPALPLDARAEPGPFRRLSLSLPSEDWARLRGLAAETAGL
TPSGLLLACYAEALSRYSGQSRLTVNVPTFNRQPLHPDINEVVGEFTSMILLGLDLGGPAFADRARAVQARLFEDQRHDG
YSGIQVMRDLARRAGDPAAARMPVVFTSTFGLTASLDGTYSGGADRIAALGTEVFTISQTPQVLLDCHVHDRDGRLNVHW
DYRSGRLPAAVVEPMFEAFSALIWRLAEGPGAWAEADPMPLPAGQAALWQAFNRTAAPALLPPPEETLTSGFLRSLADRP
EALALAAGGQRLDYAGLAARAGQWLAALKGVGAVPGTRVAISLPKGAEQIAACLAVVLSGAAYVPVSPGQPALRRQAILE
HAAPVAVIADDGGTGQNRDGHGGCRGEGRADVPVLTPAEAAAHAPAPLTDSARAEDLAYIVFTSGSTGTPKGVAVRHRAA
LATLRDVQKRFALSPTDRVFGVSDLGFDLSVFDIFATFAAGAALVLPDPCDRPDPTAWAAAMQAGGATVWNSAPAVMEIA
LCEPQGMDALRLVMLSGDWIPLNLPGRIRAAAPAAEIHSLGGATEAGIWSVGYPLSEGIPEGWSSVPYGRPLANQSLHVL
DARMRPCPPLVPGDLYIGGTALADGYWQSPEQTAAAFLQGSDGGLLYRTGDIARLHPSGVIEFLGRSGSQLKINGRRVET
GEIEAAFLALPGVTRAIVAARPAERGAAEGPSGRGVALVAWVLGDGLDPVALRAALARRLPPELLPGHIAILARLPVTPN
GKIDMRALPDCMCDDMPGPVSGTVPAAGQEDGLAARLCAALGVRPEDRHRNLFELGVTSLAMARAVAGLRAEGLSLQLAD
IYAAQDLETLAARLTGPQQAAPDKACRQDEMALWCAAQEIAMTPEARREVKARNAAGIAGGRSDDVPLPQVFDPGGFDLR
YSCRSFRPGAPSQEMLGAWLAAARLGMQEDMPVGGWGSAGAAFPLDLWSLMPEGEGYRWWLYRPAVHALRPGRMADLTPQ
DLSPMNGWVSEAHGLLAVAADMSRLAPLYGGDAARLALLEAGAASQTLELSAAAAGLGCCQLGDIDRVRTARSFGAGEGV
FVLNAMAFGLPDPDARATRRSRIAPIPAQAGAPPCAMLIGGADHGDLAFGDLRAALPAGWTVLATPEREPALPPVAWAAG
IDTGTLPGDLLLVGHSLGGLHAWALAERLEAEGRPARAVAVIDARPFDAELVAQSGGPLQLFAMLNGSAARAESLEALWH
RLPAGHPARAGGLSAFARRHAQFAEEIAACTGYAPALLAATPAILLAAGDNNPARIADGWRALGLVLELLPGDHLSCLCG
AGAGRIAACLRAAASGNGKETET
>MBL3608801.1 thioesterase [Rhodovulum sulfidophilum]AB35
MTSTDWLIRGPGRTEARLRLFLFPFAGGGASIYRGWAEAAPGDVEVIRVQPPGRENRAAEPALDSVEALAKGFIGAALPA
MDRPFALFGHSLGSMVAFRAAALLRERPQGARLCRLFVSGARPPHLPDPEPIHGLPDPAFREALRARGGTPDAILDDAGM
FSFFAPTLRRDLRAAETWFDPDAPAPGVPLVVLNGRGDRVVKAESAGVWARYASTEPGLHEFDGGHFFVQARGAEVREAV
FAELSRGPGPRDYSACRSATGIPSASPGGG
>MBL3608802.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MAGKVTRRILKVAVLATVAGGVALSFRPSPELVDLAEVTRAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLEGPDPGTPVVLYPPPGLADGMPVAER
QAE
>MBL3608803.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MVSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPG
IARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLLRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLN
GGRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRY
GSLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAM
LIALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPP
AYGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDRSDIGVTLTR
AVGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGRITLSQAAARMLEA
RPGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIA
IKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLAL
PLGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>MBL3608804.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLVVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKQP
RVLFCDEPTGALDSRTGTAVLGVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>MBL3608805.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MLQNHKTEEIAPGLVLNLFNASFSEPFSIEMEHEPCIVLSVVIDGSVTFNSPVRAHAHSRNVICCSSDRRMTVCSQIAAC
SCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYNHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHTA
>MBL3608806.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MSESGSGLSATKATGPQPMLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWA
PLMDRYQPFGGPAYRGWLIGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNA
VQTAGGLIGALVGAGGAVLAYEQVGWQATLWGLAALTLLPSILILQMRSGKQQEETPAEKVTYGLIWRFLLRPGTPRWLA
VLVVAEFGLGAQIALVNPMLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFQRFTRRAALIGALLLSAALSVPIAFYH
AAAMADWQMVVVLALYYTGWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGAC
SCLLAAILAKGKGAIKAP
>MBL3608807.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB35
MTLLSNAFPKAAGLGPQIEALLADPAAKPEAFAALPLPTAMRALVIDARDEARTMALPEAERDPAQTLRLREVPLPPMAG
DEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVLGSDAAGVVLRVGSQVTNCKPGDEVCVHPG
VVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGSNGARMHLGE
SVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPHERGIARLRGRIRAAA
GDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHP
VLTDTGQLADGIGLVRRLRDNLHIGKIAMLCQAAAPRDGIRDPGLRRAAGVDPFLQKLMVS
>MBL3608808.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]AB35
MTLSEHRRALLDKLLAEAGEPVRKSAPPSPTAVPDIENRHAPFPLTDIQLAYWLGRDAQTELGGVASHGYQELAHQELDI
ERYRSAWNRIIARHGMLRAVILPDGTQQVLAEVPPFGIAVEDYRESSSDTAEAARLATRQRMSHRVFDPLEWPSMEIAVT
RMPGGHDIVHMSADALFGDIYSSFVIFHELRQFYDNAGAVLPPLDFTFRDYVLWLKDCETGPGFQAARAYWEAKAPTLPP
APQFPPQPATRPAPPRPEGFRRLRFALPPAAWSALRAAGRQAGASPSALMLTLFSELLARFAGDEAFTLNVTTFNRADIH
PQVRLIAGDFTQTMLFAVRTPARGPLEERLRALQADFAQDFEHRAFGGVRTLREMNRQGGGGAGRALMPVVFTSGLGAGD
LAEAIPRESRDFVRRVHEITQTPQVTLDHQVFEENGALVVQWDHQPSAFPPGLPETMMEVYRTGLGRLAEDPGLWRCDRL
FEPPAVQLSKRARVNATAAPVPPARLEEGFLRQAGLQPNASALICGETETTYAGLLAQAQGWAAALDAAKAGDFVAVSAR
DPVMRVAGVLGTVLSGRAYVPIEPDWPAERRHSVASAAGIAHAVTDAPGSWNGIAVPLAPAAPDRYSAARSRAPGDRAYT
IFTSGSTGVPKGVVLDHAAAWNTISSINTRIGIAPCDRLLGVSALGFDLSVYDIFGPLAAGAALVLPPAEQDRDVPAWLR
LMRTHRVTIWNSAPALFDLLLGARDADQALALLHHVLLSGDWIPPDMTKRLFAAAPGARLLAMGGATEAAIWSVAHEFST
APGNVAAIPYGTPLPNQSLHVRDGAMQPVPDWVPGDLYIGGAGLAREYLADPGKTAAAFAADPLTGARLYRTGDLARYRE
DGVLEFMGRRDTQVKIGGRRVELGEIEAVLARDGRVERAVVRLCPGKGVTAWLRATPGKTLPDPDTLARHAARYLPAHMV
PAHFLAVRRWPVSANGKLDIKALPQPADAPAEALPEPAAGSAEARLLTLLSEELGRPPGEIGVTQGFFDLGATSVTLIAL
HRRIAEEFGTELPVTLLFRLANIRALAAHLEGGADSAALREAAETRARLRRSHAARRRGGQAQSPQGRA
>MBL3608809.1 acyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MTETTGKIAIVGMAGRFPRCPDVAAFWSALVGGDVPLEDFSRDELDGVPPGIAEHPDFVAQGFCLEGIDLFDAQFFGYSA
AEASRLDPQQRIFLETCWHAMEDAGQAPGDSPDRRTGVYAAANFDTYGAERPSGASLADPETYLRGVLAGDKDYLAARVA
HRLDLHGPAISMQTACSSSLVAAATAVTDLLTCGCDLAIAGGVGIRSRQKVGYLRREEGALAAPGGCRPFDAAASGMIDG
SGAAAVVLRRLEDALADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQAQAIAMALDMAGIGGDQIGFVETHGTGTPIGD
PIEYAALVEALGARPGARRLLGALKANFGHMSAAAGVAGLIKAALALHHGLVPPHPRFDRPNPRCGMEPAGFHVNTAPEA
WPRGSAPRHAGVSSFGIGGTNAHLVLEEAPEAPSASATDNALHLYPVSARTPGALADHAARLAACGETGGPGMARMLCRR
AALPVRRCVAARSGADAAGALATAPSQQAPADPRHVFAFSGIGRAAPSTGRGLFAALPAFRAAIAEINDLAMDLAGIRIA
PFFHSGGPLESRDPGALMLAHFALQTGLASAYREAGAAPEAMIGHSLGEYAAACLAGVFTLPQAVRIVAERAALLAETAP
GAMCVVPAETGEEIAAAGRGICIAGWTTPGHVTLAGPRDEMETLRQELRARKVPAVPLAAARAGHSALLDPILPRFRAVF
DGMTLGQPDLPFISNLTGDWADPQEVARPEYWVRQLREPVRFAQGAARLAEWGATSYLDIGPGGGLAPLLTRHPDLQPET
VISALPDHNAAQDEETGFHESLARLWCLGAAEKAPRARLGGAAEVQPASLPGYAFQRQSYWLPPSAVADATDELPLLPFE
DWLHQPQWAQYRPLPAETPRPHAIRAEPGDTLAAALAQALPAQFVTGDMDAGSLADHTAIWDLRTLRRTAGPPELDAALA
ARKDLAELIRALARTGKPLRLIVPTQGLARVTGGETLAPEYALLQGIVLSAAHENPHLSCETVDLDPEDDPLSALCDLGA
AAPAETPMDALLAVRMGQLWRQELRPVPGRPFPAALAPKGRFVLAGGDGGIARTLAEALAEASPGAHLALIVRPHPDRAA
ERAAFAGNLQNRVGASLSWHAADLADAAATEAALRAAANAACGAADRAEDEAQDGRAHGIDGIVLAAGVAGGGLIEAELP
EGAQSNTGPKAGLLAAVEKVFAGTPLGFLAMCSSVGASFGATGQADNMGANRVFDLYAQSDRLPLCRRKIAIGWDYWRDT
GMIRILGPRHKALTGEEIRHGMTAKEGAAWFLRCLGAPLPVPVISTLPTDWIRTALARRLGEAMAVYERAAPAAGAQVRA
PRPPLGTPFAAPEGALETLLARVWAETLGFEEIGRGDSFLELGGDSLAALPMLARIRDALDCELPVSALYRSLSVAGCAA
HLRAADPGDIELRARLYLHVQMLDEDALAGALAADASGPAQREPHR
>MBL3608810.1 hypothetical protein JMM60_08340 [Rhodovulum sulfidophilum]AB35
MTPQTLIETCLARGIRLWTDGTGALRFSALPGAMDDALKAQLSENRGTLAAHLSGRTDLPLNALQRAYLAGQAAEDLDLG
GIAPLYYLELAGERLDADRLDAALAEMTAVHAVLGMSLAGTADGSPVLRPVEGPVPRIARIACATPAERAALQARMMEGP
QDPERFPLFDLRLSRLAGTPDHLHILIDLTLLDAHSGALFISELLARSRGAAPRPLAVTAAGLRALEKESADDRAWWQAR
LADLPEAPALPLKQPLHELRRPRFARVEGILSAPGWQTLRDRAQEHGITPSACLGTVLAETLGIWAGSGEDCLLSLTLFQ
RPGTHPDRDAVLGDFTNLLPLACPVRAETPLAHMRQVQERFWQAAAHAGCSGTEILAALARHRNRPGRAAAPVVFTSLLG
RGSAGPVSLIPEGMTQCAALSQTPQVALDCQVHEDRGALRISWDHAADLFDTNGLAEAFSAHLGRLEALAAAPDWTALPP
ASFRTPAAAPDAPRLGRMPAATRPAFEAALDAGRIAECWAEVLPGFDGRRDIGFFEAGGSSLLAVRLQAALSRAAGRDVP
IHIVFDHPTVLAQAAAFSPKPQPPARAASRRRFRQMAQSRGSTTRG
>MBL3608811.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]AB35
MEDLTYRNDLFAQTLLGNLLEHARINGGKTAFSFYGGPGAPEATLDFAGLEQSVARMTAALSRRGLQERPVMLVYPAGIE
FAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCMPAAAIGPAKTLGGLDFGQTVPHVLAHEDLMAEDPGDFSL
ADAAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGFDLSSWICGHSAAEPIRREVVECFLERFAPCG
LRPETMRSAYGMAETVAVVTGGRLTGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDS
VAKGYQGHARGVEDTFRAETADGDGPFLRSGDLGFLDQGDLFVTGRLKDVIILNGENIWPQDIETVAQAADPALRSDGGT
AFDAADDAGRTRIVLVQEVRAAKEDLPDIAARIRTALAGRMGLARLDEIVFIRSGAVEKTSSGKVMRSRMKTRWQAGDLE
VLARDRLPETAGECGHEDVLAALGLGPEALESPASLTALGADSLRCASGAEALRRRYGLDMALSDLALTTGIELADLLRN
RPQEDPGPTEPDAAAAAPQGPAAPTPLQRAYLAGRAAQGLDCALYLETGCPADLPHARLEDAWARLVARHDALRMIVTPE
DRIEILSQPPGSHEIPRIYLSSAAERRGIEAQMRRRTAPLAHWPLYGICRSTLPGEPTDRLHLCLDMIAFDAPSILKLLL
ELGRLIRDPETPLPPVEGNLTQSLAALAGNPVLRQDTPRLPELPVLPGAARPDFVHLERNLDPGIAEAFRQTAANWSVSP
AVLLAAAYAEVCRRWSGGAAETTLNLTSVVPEPAPDGAIAPLADRTRTIWLKAAAGDGPDLRRRAQVLARRMLDRLERSG
TDLGDLSGGVPLVLTSLLDAVPPRLSPLRRIEGLGPVLSRVSQTPHVWIDAQAFDDAEGMVLSWDYDRTRFPEGLAAAMF
GAWTGLIQRLARDPDAAASAPLPLPEAQSLGRAAVNHRPMPEPQALLSDAVFAEARRRPGAAALICGEASISFAGLSAEA
DRIADLLLARGLPPGGIVAIDLPRSPLQIACVLGVLAAGGVYLPCDPGWPEARIADILENAGAFARLGRRAAAAGDGGTI
RIDPEAQDGARLQAAPPYTPHPRGPGDVAYLIYTSGSTGRPKGVAVSHRAALTTIDDICDRFGIGPGDRGMAISSLAFDL
SVFDIFGCLGRGAALVLPPEGAQRDPQTLLALAETHRTTIWNSVPAILQMAAEFADETDRALPRNLRLGLISGDWIPRDL
PTRVAALAPGMRLMGLGGATEAAIWSNIFDTADTPCDWPSVPYGLPLRNQGYRVLDNTGLDCPDWVEGDLMITGGGLAEG
YWNDPTRSAAAFPSDPQTGTRYYCTGDRARYRPGAVLEFLGRRNQQVKIGGFRVELGEIEAVLSGLDGVRRGIALLRGAG
ESASLVAAVLPDPSGPVPDPADLGAALSDRLPGYMLPRQIRLIETLPLSPNGKIDRKALAALFETCCPAEAAPGPRSPAP
RTRASGAWALLAGLLPPGTPLHEDRPLIELGLSSLEIIRLATGLTARTGRPVNAADLARASGLGAIEAMLGGIAGPASPA
PPADPIEAWCISQAGATLCDAAKRGAFKAGHVLDLATARLPDLRFGARPLPAAFDRRYSCRSFRPEPVGDADLGVWLSAA
CLAIRGNRLAGQWGSAGASFPLELHLLRPGADGGWQWWRHDPARHGLSRGTAARTGPAGFSPMNGQWLAGAAGLLVCAAD
MARIAPLYGTDAPRMVWIECGAAMQALELSAAEAGIGCCQIGDLDRASATRSIGLADGCFALHALAFGRPEPGTRSARAS
EIRPLTDSVEEGSL
>MBL3608812.1 hypothetical protein JMM60_08360 [Rhodovulum sulfidophilum]AB35
MAKQAGFWSVDDRLAEISAGGETRLSMTIFKDQSLEEAIEIMESAMKSNPSLRVLHEENLSEATQRRTTESGFLRDSRDP
LSYRKIEQLRRRAEKLH
>MBL3608813.1 hypothetical protein JMM60_08370 [Rhodovulum sulfidophilum]AB35
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGDRNPLTRSDTVKRVSTALATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDAMVVCT
DDYTRAYRDNLRRIWDYLQVKDDEADALVEDAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>MBL3608814.1 transposase family protein [Rhodovulum sulfidophilum]AB35
MTSQPLYNIPRGSILQLDGRELTVSDREESGYAVECKETGECFTLSLERVETAIRNRDCEVIKPAAVEKRKALLEYTGGL
ECVEQLSEDDQRIVQARLALVIAQDELRAEGVKLTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQG
RTLASYRDVYHRFEQNPVVLADRDRMKGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATKVFHRSPREMAQEIN
FPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEAPQEL
ADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTKEKVRYGCKQDPAPPVRLGLALADNGTATRNAE
VYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSRPGELTGYDPKASAELSHDQLYGTITRYFVDEY
PFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQATTTSEGVRAFNIPFNSTALQNLAAGTEKEVTVH
LDPDDLREVYVTAEGVKKVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRATESGFFPDSRDPL
SYQKIEQLRRRADKLHQVEARPPRLHRRHRCSRAAHEQGAHVGCGAGTPRRCGTVQTAVPIDASQGKRTSATVRRTDGCG
PREGVHFGARP
>MBL3608815.1 ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTNPFIIPSLANLNADLAQRHFPLARGEKLQQTFAQLFSRHLGRLHSGKAFEARSLLLTGLSGSGKTAEISDMLNRFNET
AVLLPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKARKTQFEIWDLVIKQAKLQGVIGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYETLNEIVGSYAISAG
LDVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVARREGVVEWSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>MBL3608816.1 hypothetical protein JMM60_08385 [Rhodovulum sulfidophilum]AB35
MQLIDKVKSVLKSDDVLPTLSVFPEIDQEKLRRDLDLDAQGEQRGKRNLPAADTKLADNVEANIISRIEALRRTGLENYE
NSRQIYNERLSRAGGLRKDVEFVAHNASADYLTAVRGWRAAMTGSTERLYETFQHRKDFRERHSLKRPAKRFEGWLKLGL
VTVIFVGAEAALNAVMFSRGNEQGLAGGLLTALIFSAVNVIGSLMLGIAACGLNHSASARKLFGFLAFLIWVILAAALNL
TVAHFRDLIDAEIGWSEAVRMAIPALQSDPFGLTSMDSWFLLAIGSLISIVAFLKGWNTFDPLPGYSRVERDLQLARAQH
QEDFDEAVEELTIKREKAIDELRDADQQVRDGISQAIDALYGHSTLNSHLKSFLAQCDTKLAYLLAVYRDANISVRTEPK
PPSFSISHAFPTFETAVIADESRRAAAETEADKVTAAVDAAVREIFQSFRTAVEEFALPEEVQQGQTTASVGPRSEEAA
>MBL3608817.1 hypothetical protein JMM60_08390 [Rhodovulum sulfidophilum]AB35
MAWLEEEIDAAPRGTQFTMGVVSEDHANWGATEPLCKPQTGASANSLTQNARLIDDRYHELFLAPLNARLESMVSASGAD
RSPIMESLQALVSDSAGFVTFKGDRRIVIVSDLLQHSATLSFYRGGDWESFRSSPDFQRIGTTLNGAEVQIYQIPRPTEG
VRDPAILDDFWVNYFERQGSHRPLVKRLGDL
>MBL3608818.1 hypothetical protein JMM60_08395 [Rhodovulum sulfidophilum]AB35
MARRAKRIYGTKGDARSEALPLIVAFLAGTTGSILLKIVTINPFAGAVWAISVLLAYALYAYNATQLRLDAETIGDNCYY
LGFLFTLTSLAVTLYFVVQTPTSQRADVIPQVISGFGVALASTIGGVFLRVLMLQFKVDMESRERQERQYLNETSRRFRA
ELGMSLDQIKAFSTESLQQSAEREVRMREAFDKLLSDMQGELLKSAADFGPALRESVKIQTQSSLEMVTSSAREASDVAA
RSIEAAMSEMTSVVTEIASHNSATADRIRQSIEALTTSTEILVTGADEIVQRVSQTQQAATQVTEAFTREVNDGTDGMTR
AMKNARSRLENGARRFAEATNRAEVSLELGVERIGQSFEATAVRVSEAGGRLVSSLEATQLGTESKHEMSNGSGPSSASD
VAK
>MBL3608819.1 thermonuclease family protein [Rhodovulum sulfidophilum]AB35
MGLTVAEAFILLSFILLLLFTWWQADTEKRSLRLADSVGEMSEDQKVEIISGLTDGTFEIARALRAAGIGLQDQQAIEDT
EKYSRFMREEDMQRLMNGAVELPPGTLLKLGEVVEITPETRLRVALDKLLQPEEPAITASRRLAEAAAAEEGLVDLLDRE
LGERIRAEGGDILADGTIILPQKVLFEAGSDTITNPDFLREFCAPWVRTLRTSFLDISDLKIEGHASSEGRLNQTPQQAY
LYNLDLSQRRAQNALQVCLSSLKDPSVMNWARGRLSATGYSSARLIENEDGSENREASRRVEFSMAMNREKLLDEIRGDL
ASAESRVSLPKPAPLANLGPDEELGTRGIPRVVDGDTLVIGDRRWRLSGIDAPEKDQSCPMLGGGVTACGKIASKALTDL
IGSRDVRCEEIEKDRYGRSVGVCYLSDVDLGREMVRRGLARAYLKYSTAYAAEEEAAKTEKIGFWAGEFQDPAEYRHSR
>MBL3608820.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MNAPYRLPDEFETDRYHLRRVNLDDAQAIFDSYASDAEVTRFLGWTPHQSVAETTAFLKIAAAEWDSGKGFPLVAFDRRQ
PAELVGMFHPHLIGHRVSYGYVLRASAWGQGCASEVMGRLVDHALSHPSIHRAEAFCDVEHPASARVMEKAGMVREGILR
RYFRHPNISDIPRDCFIYSKVH
>MBL3608821.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKATRQKSRPSFADHVYNTLYGRISNGDYPPDEKLPSETTLAAEIGVSRPVLRDALERLRAEGLIVSRQGAGNFVRAHQS
RTLGYGRIETIADIQRCYEFRLTIEPQAARFAAERRNDEALANLSNALDLMRAATGSMLHREDADFTFHIAVAHAANNTF
FEATLRALHEQISAGMKMHGQSLLREGGAGLERVLHEHQSIFDAILASDGEAAANRMTAHVRHSQERLFGGASIDLRMPA
KK
>MBL3608822.1 hypothetical protein JMM60_08420 [Rhodovulum sulfidophilum]AB35
MTPPRLLIVADDLTGALDSAGEAASLGIGTRVFLSPAALAAARECTLPPVVAVTTGSRDGTVAAAAAAMHNVCACLSWLR
PERVMKKVDSRLKGHVAVECAILADALHRRKIIAAPALPDMGRVQRHGRLTGAGIETPLDIAARFSGLSPHVPDITDAAQ
MKEAAELDGLPVGARSLAAALVAQLWPDATRQGTPPLPGPAVLAIGSRDPITLAQVERLDLPLYLAPDGRLPLDPPRPPC
VMQMVSGGMDRSAAEAGADFAEGLTKMIMRDPVGTLIACGGETAAAILARLGVDRAEVFGLALPGIAVVRAALPGSRVLT
IVTKSGGFGAADMLAQLVNLVDNRPTPTEVRKYRTRE
>MBL3608823.1 exo-alpha-sialidase [Rhodovulum sulfidophilum]AB35
MTEVMADTAFPATDLPTPRVQNHASFLHELPDGTVLCAWFGGTIEGKSDISILMSRFDGRNWSNPVQLSDDPARSEQNPV
LFTAPDGRLWLIYTAQPGGRQNEAEVRFRISDDGGQSWTEPCALWSQKGIFVRQPIIVADDGAWLLPGFRCRVEEGVAWT
GENDDSVVMVSHDEGVSWKVYEVPGSLGCVHMNIVPLADGGIAAFYRSRWADHIWRSHSADGVRWSAPEPAGLPNNNSSI
QAVRLDDGRIAMVYNHSSREDAEGRRVSLYDEIEEDGAAPAARPGRAFWGAPRAPLSLALSADGGQSWPDRIDLAFSDGY
CLSNNSADQVNRELSYPSILQDRNGRVHVTWTHFRQSIRHMIVPLDEQHG
>MBL3608824.1 TRAP transporter fused permease subunit [Rhodovulum sulfidophilum]AB35
MRKISNFDTWWRALRAVLSVFYVAFLVAQFFHPASPLAAASFHVFMATALVFAWTPLAWEGRARYAARIIDIAGVALSLM
VVALYAGEIFRLERRFEMIDPVLPVDILLHVLGLALIFEAVRRSVGWSLLAVVLIFLAYAYLGPWFPGLMQFPGFSLPTQ
AELIGMKTDGIFGVTASAAINFVFYFVLFGSVFTITGGGQLFIDLAMRATARLKGGAAKMSLVGSALFGMVSGSAIANTT
STGVLTIPIMTRSGYSKEQAAATEAIASTGGQLMPPIMGVAAFVMADMLGIPYITIAAAALIPAAAFYFALYIIVDLRAR
KSGVGDVAPELLEIPPVIPRLHLLAAPVAMIATLIAGYSAPYAALVGTAIALVAPVLRRSTRYNLSQLFETVLDTARQMA
WISAPLAAVGVVMVVATQSNLALKFVSLLSDMGTDNLYLSLLLAIFGCIIMGMGLPTVAAYIIGSLVFVPALMDLGVDRL
AANLFVLYYCVLSMVTPPVALCSYAAAGIAKSDANRTGLVAFGYSLVIFLVPFGFIKDPAVLWQGSAFQIATGAAGMLLA
TFCWAVFLIGWLRGNLSLPERGGFALASLALVITPTLTAGWVISVTLTCLLLVWRFALRPRLVTA
>MBL3608825.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB35
MRHIRTFATATTLAVLPLAAFAAPVDLRLITMEPGGSWYSYGSTFSEIIQGSEGENELNVEVLPRGGGMTNPVAVSQGAA
DLGFVSASAAIWARDGIGEEFEGREANNALAIVGGLQLAYTTIAVRRDYVEKSGLTTFDEMVASDNPPRFVLKPAGSQVP
ILANYMFEALGSSLEDMRDRGAITQISTAQIAQMLRDGTADVYIENAPVGQATMSEVTLTTPMVFVPASDTVLDHMSELG
APAANMPEGSYPGQEGAYRTSMTPTILIANADMDEEVAYQLTRALVEQREKIAEAFPALAGWDPEKGAQPDQAVIELHPG
AARYYRERGWIE
>MBL3608826.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB35
MLDQPLEILQPGCVRNGAGQAVRAASWLRDRGLTRPVVIADAFNATRLNVLGLDGAACVSVRPEPDLFDLNQAVTAARAA
RPDVVIGFGGGSAMDVAKLVAVLQDPVTTFDDISGPGRAGPRRAALMQIPTTAGTGSEAGTRALITEPGTLRKIATESLH
MLADMVILDPGLTVSLPGPVTAATGVDALAHCVEAFTSRRAHPVIDHYALEGIRLIGRFLPRALADGDDLEARAALLLAS
FYGGVCLGPVNTTAGHAVAYPLGTRHHLPHGLANALIFPHVLAANQGACPDKTALVAAALDLEQGRPLLQAAHDFCAGLG
LQMRLRDHGVPEDDLPEMAAEAHAIRRLLDWNPRDLSREDILALYRAAY
>MBL3608827.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB35
MTSAEPRRAYVATVTCFNDDETLNLDQSRAQVRRQVEAGNDILCAGTNGDFTALLFDEKLSLIEAVLAEAAGRARVMVNV
GAPSTFETVRLARAAADLGVDCVSVITPYFIACTQEGLRRHFEMVADAVDVPVYLYDIPARTQNHIEPDTALTLARHGNI
CGIKDSGGSQKTLEEYLEVSRQVEGFGVWSGPDHLVLWALKNGAAGAISGLGNVAPHLLAGIVRAFNAGDMEAAEAAQAR
FGALRTDLYALGYPPAVAKRALYLTDPGVGASRQPALMPDAAQDAAIRDILDRHDLAATV
>MBL3608828.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]AB35
MTNPLIAITMGDPSGVGAEVTLRAAADLPADQRAGLIVIGDRAVLERARDALGLALELGDGPGGLRLRHVPVEGLPDRFG
VLSPSCGEASFQYIRTAVEMAQAGEVSCIVTAPINKEALNAAGHHYDGHTGLLAHLTESRGSWMLLASERLNVIHVSTHV
ALKDAITRATPERILETIRTGHSHLKRMGIEAPRIAVAGINPHCGESGLFGTEDDAQVAPAVAAAQAEGIDVQGPISADT
VYHRAYQGAFDLVVAQYHDQGHIPIKLVAFDTAVNVSLGLPIDRASVDHGTAFDIAGTGKANHVNMLSALSYARNLAQAK
RHA
>MBL3608829.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MPEPRHAIVTGASSGIGLAICNRLLADGRKVTGLSRRAPEATLGSAFTHRPVDLLDEDAVAAALPDLPAPDALIHAAGVL
RVGDHASMSRAEGSQMWRLHVDCAAQLIQHFAPRMPQNGRIVLIGSRVATGAKGKALYAASKAAVTGLARSIAAELAPKG
ITVNIVAPAATDTPMLRDPARQGVGPAYPPIGRFVLPEEVAGTAAFLLSDAAASVTGQTLVICGGASL
>MBL3608830.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MMVVMSPQLTDMGTASGPLRALGAVVALGSALMSALAHIFIRKLSQTEPTTAIVFWFIITSALLSLLIIPYGWVLPAPVT
LALLIGIGVIGGLGQICLTAAYSHADASVVAPFEYSSMIFAIAIGWSFFGEIPSRTVLSGAARDPGRRADQLERTQAERD
AQDDCGRLGDR
>MBL3608831.1 IS5 family transposase [Rhodovulum sulfidophilum]AB35
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPAAYGPHKTLYNRWKRWSDKGIFAKMMAGL
VAEHGEKQTVMIDATYLKAHRTASSLGGQKGGRGRLIGRTKGGMNTKLHAICDSQGRPLNLFVTAGQVSDYIGARALCDS
LPNVDWLLGDRGYDADWFREALQDKGIRACIPGRKQRKTPVKYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPKLFLS
AIAFAAIVIYWL
>MBL3608832.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRAAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEITE
LPRADTARRAEFIAAHLGSGLITSK
>MBL3608833.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB35
MANWYSADLHFGHHRIIDFCKRPFASTAEMNAALIANFQACVAHDDDVWILGDFAFGRADDTAQFESWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIQDGEHSLVLCHYPMITWNGARRGALQLFGHVHDQWAGSRNSINVGVDQWDFRPIQIGE
IAKRAARMPVNKHWADVEHGNELP
>MBL3608834.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]AB35
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGQAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVAKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MBL3608835.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVDDWIVYYEPVKAGPRGYFAVAKISRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDQPPAELAEGAELF
ERPVLERLIRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPEGPAPSLPA
>MBL3608836.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]AB35
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MBL3608837.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]AB35
MTVTPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVRGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MBL3608838.1 SseB family protein [Rhodovulum sulfidophilum]AB35
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELEEGRVVLAFADEGR
LTDFTAAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALIPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMATHLAR
LGLRIDLPAPEPMTETPLIDPDAPPRLR
>MBL3608839.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]AB35
MVRILFSAPPGLWAEYRAPLTRALDEAGIKAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRDICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRNPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEPLLFRVDRARGY
>MBL3608840.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]AB35
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MBL3608841.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]AB35
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGLEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MBL3608842.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]AB35
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MBL3608843.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]AB35
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>MBL3608844.1 rod shape-determining protein [Rhodovulum sulfidophilum]AB35
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MBL3608845.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB35
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIIFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MBL3608846.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB35
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATVAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVASDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVATVRGAEDNPGLLSIVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADSDFVPVPAKGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGRPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAILAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>MBL3608847.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]AB35
MADGHDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLCTAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVGRAVETVAGAEALAGAGLAVIVNPNNPDGRRLAPEALRTIAATV
GLLVVDESFADPHPELSLLPGACPENVLVLRSFGKFYGLAGLRLGFVLGSDALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MBL3608848.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]AB35
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRPDDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLATLVWIFGG
>MBL3608849.1 propanediol utilization protein [Rhodovulum sulfidophilum]AB35
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRRPGRMPGIWQGKRPVLSHAQFIT
LAARLGTRPGRLRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
GRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATPDPAGRARLATESARRCHGLRGGPDPVPLLELGRSLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGGRR
>MBL3608850.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPAATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGALAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>MBL3608851.1 PQQ-dependent sugar dehydrogenase [Rhodovulum sulfidophilum]AB35
MKTTLIGAAIWVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEEVMPAVETVAHAA
DLGMTFYTGHMFPEEYHGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MBL3608852.1 hypothetical protein JMM60_08580 [Rhodovulum sulfidophilum]AB35
MDRLLAAVAFIAFAGFVGILALEVPHPDLWAVIGITLALVATDLVLAARNRRD
>MBL3608853.1 amidase [Rhodovulum sulfidophilum]AB35
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGTPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRAAIDKGANMPARDYLAALDRPKVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>MBL3608854.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB35
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>MBL3608855.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB35
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MBL3608856.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGRFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>MBL3608857.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTNQPTPPAPLTLGDCTQADLPGVQVIYAEAVRTGTASFELAPPDLSEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDTAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDDLPGDRPQGQHSGGSGPDDPPNRP
>MBL3608858.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>MBL3608859.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASDDALMRALLALSCVTMMQTLAMAAWMVWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>MBL3608860.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]AB35
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTEAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAQEKAYAM
IDRIDWPEGFYRRDIGWRAL
>MBL3608861.1 hypothetical protein JMM60_08625 [Rhodovulum sulfidophilum]AB35
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELCELGLYAARIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MBL3608862.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]AB35
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
ARRVRPELLQRRVETGREALARLDARLRAALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRTPRRSRKTDEPPEQGTLL
>MBL3608863.1 hypothetical protein JMM60_08635 [Rhodovulum sulfidophilum]AB35
MAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFEADGQI
CFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>MBL3608864.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]AB35
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEAEPEPEPETEARRDETGPEPEPSPAPAPEPEPEPAPTPAPEEPAPTPEPVPMPDPVPEPQ
PAPAPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDMAPASSDAPRRGFFGRVFGRSEQKA
SEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRLSVDEIKELLAQEIARIMEPVARPMPLYPKK
PQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAE
AEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFRNLADVSGLVMTKLDGTA
KGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>MBL3608865.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]AB35
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASTGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MBL3608866.1 EamA family transporter [Rhodovulum sulfidophilum]AB35
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MBL3608867.1 septation protein IspZ [Rhodovulum sulfidophilum]AB35
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVALAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MBL3608868.1 glutathione S-transferase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQSLDDKPHMARWLDLVAARPRVQKGRALAAERKADLSTDRKAQAMLFRRG
>MBL3608869.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MPLIQVNAAGERPEPQGGAVRLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGRALARLIEAIRVRAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MBL3608870.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]AB35
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETKAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MBL3608871.1 GTP cyclohydrolase I FolE2 [Rhodovulum sulfidophilum]AB35
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKVRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGTTFEADSLDPKLFSTLVHGR
>MBL3608872.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB35
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MBL3608873.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB35
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVPTPQPDPATAAPAAAAPVALPDETPLEARRSESRLDRQARMEIQ
TALKWERVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYKAQIARLGMTPVDEPEAGIRIEMPMGLV
RFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLTGG
MVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVLTTT
NGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLADL
KGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGALP
PAELSRRAADMTVPVSCWN
>MBL3608874.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB35
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTEKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MBL3608875.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB35
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFQSALGSQADKIGRVAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEASALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDETPTGSKDPFALRR
AALGVIRLVLGNVLRIKLLDVINSKALRFVENETYNTLAKEDVGWTTEELTYLNSEEFDELKTAHNAYQDAALSGDYLRL
IAVAKSRYLLSFFHDRLKVHLRAEGIRHDIIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNILSQAE
EKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIRRNRLN
LLHRIRATCGSVADLTRIDG
>MBL3608876.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]AB35
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGASLRPKHGRY
>MBL3608877.1 cell wall hydrolase [Rhodovulum sulfidophilum]AB35
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRFPRTASIGQHLFYRQPAAVAAN
>MBL3608878.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]AB35
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGSRPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGENVPEHPARGLDLRYVSPGAAGTAI
>MBL3608879.1 dihydropteroate synthase [Rhodovulum sulfidophilum]AB35
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVPEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPELAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALASGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>MBL3608880.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]AB35
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTAVGDRYVVEAMRKC
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGKVVEAVEQVA
>MBL3608881.1 hypothetical protein JMM60_08725 [Rhodovulum sulfidophilum]AB35
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLAADTPDTRPDGRGAP
>MBL3608882.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]AB35
MGPPDEGRPGHLSALRLINFIVDLYIITWLLAAGTGDRNPAVRAAARGLRWLASFRPLVFLGQHSLQVFSFHVFLVYAAM
FADISEAPRLLRGIVMLASPVCFLLPAYLHARYRDRSQRLRLSGTNP
>MBL3608883.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3608884.1 hypothetical protein JMM60_08745 [Rhodovulum sulfidophilum]AB35
MNKRIELKVCEPEAQKAVKAKALRYLPMLPVLLNLLPYSLCVYFEREHLSDLWNVARPAMLGFNAFIAFMFFFSIALYYY
LYFSKRAEAVIVGLLLFSTVPMHLMALGVSVFILKSFAFTAITLLATLFAASNFRKANKAIDDEALHRYAQGVIINDDGR
LKYCHGVDFEDSLLAVKSVGRGRYVMECALAIPMILLMLLVWPVVFTDDNFQNNIPVSTLFWFMFVVFGVMLRGVALSQA
WLLYRVLRLVRSPEWDLK
>MBL3608885.1 hypothetical protein JMM60_08750 [Rhodovulum sulfidophilum]AB35
MVECNDPLQRCFEGNLFRVNMPHSKVAIEGAVDGDFTGPLPNGEIFKLNKSLAQTVNKLEVKVGNKTFPIVDDLGGSNIT
RPEQVGFAISEISAVDDSHGGSSSSENEEILVLQVPPSLLATAPELGDHDVDTASEDVLLWIATAIVTSLELIDESAGLA
GLYAWSEGYVDLQLTGTDSSPVLAELANLIRHNDIRNGLRAVLRGGAGLFKIGMNAAGFIFIAFRQSRKMGIFVAGAAAA
LVRSRANTIIAGIKGALSRSATSVRGIPMAGFVIVGVVDFMEWYADPEARGDWVNLISVLAVDATALTISTLAGGIVATV
AAGIASTTFSASVIGVLTIAGAGIIAGLAVGMAVTALANKIGLSEKVEEGLQALGQGAETAIKYVVEVVERIADFATHAS
PGDGQITGPTDYLMEVDRGIIDYINSRISLSRR
>MBL3608886.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRQQDDDYWVNLSDTFAAVGDAGDEERSVVMEEICGVVPLDAQFGVWPKRTTPETLYQPLFGVTKTQRDPNTPLNTYAIL
DAVKFAGGASDFTESGAPSRCLFKGEAAEQLRDVTPYLLGLSDDAELTRRLMTHLPDKPSALTSLHMWGVDPGIYIRSEL
EFDEIWSQFRKFTRIWGARHGWLYFRFWEARVLRKLLERLSNKSKHWIWRMFEGVDSFVLIHTGRAFRASVSQSYCEASR
GVKICAEDIFDDLRAVQHSIFCEDLALKLGDENALSFCAYEGGDLVSRISRLSMSANSYGLKDRKSVERYILSCHILGKP
AEVVPEVDSILRGKQHELDRSQRLLNFALEYLENISG
>MBL3608887.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MTKIKFIDARFADPDENEFALKRRFEWQLRKLRALQDGVSPKVPGDFEDELRWNEDLIAMPLSEKDRNKVLRRARRVMGA
RAKASGLSHLSSDDRRALEAFRGGADLVGIASEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRVGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLRVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTK
GQAYGLAEGLLPLLERSSAVAWKCPYYQVGFDMSWISWLLTSNSLSTLPAPFLSRLEILRLAGPGKGDLISFAEREGARR
GLSEAALGAICEVIDQVAEAHELNLRHVYRMLSRAEAMASSPLSH
>MBL3608888.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]AB35
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDTELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSESSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCRTCMSCGYSKCQ
>MBL3608889.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]AB35
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAGELLDGGSLYWVFKGMILARQGVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADTAPRDLPAARAQEDDLPPQLMAALAEIGVR
>MBL3608890.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MBL3608891.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]AB35
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MBL3608892.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPVDPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARCETGAETCARLRELVAGSAMGGQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MBL3608893.1 hypothetical protein JMM60_08790 [Rhodovulum sulfidophilum]AB35
MDRELTILDNRIARLSGELDGLSRDIARQGKEIGRFRRQVAATLARAAERDRTEAAEVAP
>MBL3608894.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]AB35
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERVHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMSGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MBL3608895.1 glyoxalase [Rhodovulum sulfidophilum]AB35
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MBL3608896.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]AB35
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWME
EDANFFLAEIPSGGADPQDRRGADSPPAFRPATADALAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLT
RIEITETEIRLGAGVTIARLREMMRAQHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDDLRCYKLSKRRDQDISAVLGCFNLTVRSGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIKAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPADIDELAP
>MBL3608897.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]AB35
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRILAMDLSAVRAAPGVAAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAAMAIAGAAH
RIEGAIEVGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARTTGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRINYYDSAAEAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTEALARSADYAARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>MBL3608898.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]AB35
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MBL3608899.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAGVAMV
FQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIMDEPT
SVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATPARAG
GTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGALGPSL
RRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSGGNLQ
KFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRPARGL
SLEEIGLMMGGAHGMEVAHVAE
>MBL3608900.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRIIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVAAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVMICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MBL3608901.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MBL3608902.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MBL3608903.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRARGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MBL3608904.1 DUF938 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAKRLTLPDSASLATPGAGGRLSAPSALRNAEAICATLERVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDPQR
RASIDAWAAEAALPNLRPALSLDACQPGWAASHAAQDLIFASNILHLVSDAQAETLIAEAARALAPGGVLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVAERGTAAGLQLEAQISMPANNLTIIFRQPYVIAQRNH
>MBL3608905.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB35
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MBL3608906.1 hypothetical protein JMM60_08855 [Rhodovulum sulfidophilum]AB35
MRRPPLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MBL3608907.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVITAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEARAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPDLAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>MBL3608908.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB35
MTEAPASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKPAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIWLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPEGLRHVAKATLAELIPALLALALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALGILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEVIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MBL3608909.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB35
MDDAADRRVTAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLVFMGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIAWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRSKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRVGLVGFLGLVALLVFTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAGNL
AAREPLRPVAPYLPFAARRFDGKTVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLARP
VAQP
>MBL3608910.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB35
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDLIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEDEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MBL3608911.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]AB35
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPK
TAIWGVDPDEIRE
>MBL3608912.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]AB35
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHAIGARLKHAILDEFPGADVIIHFDPVR
>MBL3608913.1 HesA/MoeB/ThiF family protein [Rhodovulum sulfidophilum]AB35
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMIALHPRSGCPDCGAA
>MBL3608914.1 dUTP diphosphatase [Rhodovulum sulfidophilum]AB35
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPEIRDEGMTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MBL3608915.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]AB35
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLMAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PDGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPVLDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALA
>MBL3608916.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]AB35
MGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQAAKVTPGLRLDGVALGQALGWAESGWPDF
AMYFPIFSAAPEAQIYGAALPRDEVRRSVTEGAAAVFGDTAGLYGLDTPLPAAELDQRIDDQREAHCNALPEHLLPGMVE
AQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQIEGAATGAPPYDYWLVTGVAERD
DPCAALTGG
>MBL3608917.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]AB35
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MBL3608918.1 glutathione S-transferase [Rhodovulum sulfidophilum]AB35
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAVCPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MBL3608919.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]AB35
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSALVAKRVAAARALQNARFEHAPRVRVNAEAEGALLEEIAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MBL3608920.1 hypothetical protein JMM60_08925 [Rhodovulum sulfidophilum]AB35
MIKTRGLAALLVLSTLNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSSTLATMEWIGTFLGLALLATGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>MBL3608921.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSVSAPTSRTRFAALSDQARACWLDPAEMEFCEHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
DGTTEAIAGAERQAYWPRIAELCRRLAGALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRGQIERVLASGQSVGAVRDD
LPLGLLADVALNLLVTVDRWFAINASELAEGEEARLAERAFSLLMTPLLPPDYFGKTDT
>MBL3608922.1 glutathione synthase [Rhodovulum sulfidophilum]AB35
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWEAIEARRAG
>MBL3608923.1 YraN family protein [Rhodovulum sulfidophilum]AB35
MSGTVSYHAGRSAEDCVARGYEGRGRAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MBL3608924.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]AB35
MNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRGVYQAALLREKRDAGPEE
AE
>MBL3608925.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]AB35
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MBL3608926.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]AB35
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTALEAELTRLMDQDIGSKALRDAVVQYLSEARQKGRSAIAAA
FADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSCWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>MBL3608927.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]AB35
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQTDVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLASEGLRYPAL
AGLVALGVVSYFGLGHLLGAFRLSEFRRAMRRQR
>MBL3608928.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB35
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGAQGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MBL3608929.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]AB35
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MBL3608930.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>MBL3608931.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]AB35
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MBL3608932.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPIPVTIVPGGLSKERLEAVC
>MBL3608933.1 NifU family protein [Rhodovulum sulfidophilum]AB35
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHVGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MBL3608934.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]AB35
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLSAIGVSMFQVLRRSAPGPETDLLSIEAPRGLAYVRPLRAGKLGVARMIDPEAPPPLAEIGADGIAHV
TGFAARRLGTAFGTGWHEAVPAEIASAIAREAAALLSGSEVQPRPAPLYVRPADAAPPADPPPVILP
>MBL3608935.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTPALLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>MBL3608936.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTKMQKAMAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGNYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAVMASETNIVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLAVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>MBL3608937.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MAGAALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AKLAERMVGRKVLLRTDKSPARPGRVVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGEELDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>MBL3608938.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MBL3608939.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAVTLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MBL3608940.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB35
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPAELYSIADRVR
>MBL3608941.1 TIGR02186 family protein [Rhodovulum sulfidophilum]AB35
MSRRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MBL3608942.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MTGRTILVTGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAAAVEAAFDAFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGQPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MBL3608943.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MBL3608944.1 autoinducer synthase [Rhodovulum sulfidophilum]AB35
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGHNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MBL3608945.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MBL3608946.1 hypothetical protein JMM60_09055 [Rhodovulum sulfidophilum]AB35
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>MBL3608947.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]AB35
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MBL3608948.1 protein meaA [Rhodovulum sulfidophilum]AB35
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLSLYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>MBL3608949.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]AB35
MSLHIGAQPGEIAETVLLPGDPLRAEWAAKTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVSKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSDDRQSGFGKMVEIALEAAFS
>MBL3608950.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPTEPRPEPADAAERRAAPPVVCYPPECLPAPPMALYDGLRAGMTRVAQLEIPARDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPPLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALVAETGLAPDAAEPHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPAPGALDGWTPPEPAPYDRSHGL
>MBL3608951.1 hypothetical protein JMM60_09080 [Rhodovulum sulfidophilum]AB35
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MBL3608952.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]AB35
MVQLTLPKNSTVRKGKTWPKPEGATNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MBL3608953.1 hypothetical protein JMM60_09090 [Rhodovulum sulfidophilum]AB35
MTVVANMATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEAPLEEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVD
DDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQIAT
CAAIMHAEDFPPFEFMRDSQKFVDVRLARWCFERSITPIALPKTAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKV
KGRGLPPKPCASQT
>MBL3608954.1 hypothetical protein JMM60_09095 [Rhodovulum sulfidophilum]AB35
MTRDVRFCRPCPDPHSDEIRGDMSFAQTPEPVGHGARAVSVLSQRSEPDFVASARAENALAFGMLAASEIFFAGNRRKSF
LGVVADASCVEAVDSAHVFLVELGYVPADVKCAGPTVSFSRKPGWMSTDEVCARIETYEGKQVRQ
>MBL3608955.1 hypothetical protein JMM60_09100 [Rhodovulum sulfidophilum]AB35
MIVGTMATYPPRQRSMLAAVARIAPQLDVLNVVLNEYVSVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPENYVTDSIAAMQALGPGRLVGSYYGAVYRKPQLRNKTLSGLNRYRKELFRRRGQVRDSLKVDAGLQQAIVVDELG
TGVMISRPEYLPDFESVRSAQKFIDVRMARWCFEKGITQVCLPRPAGYLGLVEHEETIYTGFTTKRHPAVTREIQEYALR
NPLAGQHFQCGGDSRGNF
>MBL3608956.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]AB35
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALDRFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MBL3608957.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]AB35
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MBL3608958.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]AB35
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MBL3608959.1 hypothetical protein JMM60_09120 [Rhodovulum sulfidophilum]AB35
MGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAARPLDDATAVIAHVSFGVF
DLPVLETWEVEASDGRVIPLTVLRGGSGHADLAFDGKDYRLGVGKFLSYESGADLCRLLLVKKVDGGVYRLRWRCIPDHR
DQL
>MBL3608960.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB35
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>MBL3608961.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]AB35
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>MBL3608962.1 hypothetical protein JMM60_09135 [Rhodovulum sulfidophilum]AB35
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MBL3608963.1 CoA ester lyase [Rhodovulum sulfidophilum]AB35
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MBL3608964.1 hypothetical protein JMM60_09145 [Rhodovulum sulfidophilum]AB35
MPQNQGQNQRQNQGQNQNQNQAVGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTFANGLTC
LIASGEAYDPVAEPPGQAL
>MBL3608965.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]AB35
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>MBL3608966.1 malate dehydrogenase [Rhodovulum sulfidophilum]AB35
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MBL3608967.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB35
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPACAAPPATQKAPAEVDSALASLRYDAEGHIQQ
VSAPMCTLLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAG
ALEIATDITRERRDLDRMRARQAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFTGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAATGEVQSVLFVGHDMTEARKAETAAEGRLGALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITETKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVALERATATRAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAAPDGQ
>MBL3608968.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]AB35
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAQTGAPPGI
AAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPGALFALGGLPIAARFRRDERPR
NGSGGEGRAYLTFRSGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATFRTDDLQPPPSLLGSGAGAIASLAIAEDGAQTYVIGVEQLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAEPVPETIPASAPGAPSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAI
IRIIEPPSAITPMMHPVPGVLGFFSVGGQATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MBL3608969.1 SMC family ATPase [Rhodovulum sulfidophilum]AB35
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGARRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGVVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAETAATREAVASRAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASGRMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSVDDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALRDVLAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MBL3608970.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]AB35
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILGDAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVARGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>MBL3608971.1 hypothetical protein JMM60_09180 [Rhodovulum sulfidophilum]AB35
MKPVASREAIDGVQQMHRALHMALDALENRNEPERAAEILRQIDVAMVDWIEVARFMR
>MBL3608972.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDERMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MBL3608973.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTRLRRSFGAPLAMLPVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAALEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MBL3608974.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLEMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPASAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPSGLGLGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGSLPEGLLRLGFSEAAGVILPEGETADDAA
>MBL3608975.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB35
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFNRETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MBL3608976.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB35
MTIARRPLLVGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRPDGRPLPRAGATAILAPAGRQGPAFALFSNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>MBL3608977.1 hypothetical protein JMM60_09210 [Rhodovulum sulfidophilum]AB35
MLRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSTTLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRELVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADHAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGALQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDQPGQAEILC
LTVEDDGVGLPARAVEGGGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MBL3608978.1 hypothetical protein JMM60_09215 [Rhodovulum sulfidophilum]AB35
MQGLGDDLQSRAETLCITGKTGSQIKRKLGPRGMTDLFHLAIATGPSTGSTGAKSRGRAAAT
>MBL3608979.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB35
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFPGETNVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRSIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>MBL3608980.1 malate synthase G [Rhodovulum sulfidophilum]AB35
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPV
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
APDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKAEGARNSVAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>MBL3608981.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]AB35
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
IVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFAQVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>MBL3608982.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPDWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MBL3608983.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB35
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MBL3608984.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]AB35
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGDE
>MBL3608985.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]AB35
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPTRPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MBL3608986.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>MBL3608987.1 hypothetical protein JMM60_09260 [Rhodovulum sulfidophilum]AB35
MSGRVGDDLAAGDGALRGNGNVAGVAEGRERAVDRIAAIRVAFASEYQAVRRVFMFFRAMFASAIAQISVWSHPP
>MBL3608988.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLDAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>MBL3608989.1 hypothetical protein JMM60_09275 [Rhodovulum sulfidophilum]AB35
MNKHLRTDDRVRRLVSAVEACGKTVQRVIVRGREVELILLRDQDEIDEFEAMDLRR
>MBL3608990.1 hypothetical protein JMM60_09280 [Rhodovulum sulfidophilum]AB35
MPSETFTRSFGRFHAEVTPAEARLIIRDDGKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGV
MAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFREAVA
ELVDCAMKEGKPDV
>MBL3608991.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]AB35
MDSIALPHEAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSVTGG
RPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWV
KRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIVWPAPTHGDPASPAVRKGRLQPWRSAADCIDWSLPCPSIF
DSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLAQPLRTITGANRGEKALVAPSLTRFN
GGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAVSAPHPTVLAGGGHSAVVAPILTYAQQGGGN
RSAEDPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAREPM
STILKEGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGAF
VTLEVDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDDPTFRPFSKDVQISCCGNSVCPPVAAAIIAANC
PHLAASRQEQEAHDAV
>MBL3608992.1 hypothetical protein JMM60_09290 [Rhodovulum sulfidophilum]AB35
MAAILTIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFDRAERLQGRAVTLGALAAQARAGGAA
>MBL3608993.1 hypothetical protein JMM60_09295 [Rhodovulum sulfidophilum]AB35
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MBL3608994.1 hypothetical protein JMM60_09300 [Rhodovulum sulfidophilum]AB35
MKLLSTTTAALALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDRAASEPSEGG
EGEGGESSDT
>MBL3608995.1 hypothetical protein JMM60_09305 [Rhodovulum sulfidophilum]AB35
MSGLTAVALLGATLIAFVMMLVGLAMMLFRPGRRKRGLTIFLATPVIWVWVMVAMVSWSSTQAGFDGFMDQNEARSAGID
DPVEWAAIRAERDAEEERIAAEAAAAAAAEERRKGFHCLSGRDGAHPAFKRIVKNSMREPDSFEHVKTGVGPVTDGWHTI
RMVYRARNGFGGMNVGEAVGRYRNDDCSVEVLSLE
>MBL3608996.1 hypothetical protein JMM60_09310 [Rhodovulum sulfidophilum]AB35
MTDLDQAERLRLARRRAGFREASDATERFGWKYPTYAAHENGSRGFKSRAAEYARAFKVDLSWLLTGQVAPAARETDGRV
TGMTEPEVQALRPGQKHYPIDLDHAARILAPESSRPAFFLLSRDLPEMSLRSGDLLVCDLHPPTDPGPGSIVLVQIVDEA
TGAAETVARRLYPPYLTGDPAHNARPLRFDPVSMSIMGRVVASFRYCG
>MBL3608997.1 hypothetical protein JMM60_09315 [Rhodovulum sulfidophilum]AB35
MDDIFAIWQSLAEMARDMGEKYPTVAAWKRRGIPARRDADVIAAARRRGVDLTYEQIGLARAAFLAPEREEGTAC
>MBL3608998.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB35
EALIPARSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAD
VPFRWEGA
>MBL3608999.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB35
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRWIGEAVTRRRA
>MBL3609000.1 hypothetical protein JMM60_09330 [Rhodovulum sulfidophilum]AB35
MKRHRAKQAHAERSRRSQTGGAVPLTADHFNGHFCNAFLNETLLSSWAGSRRKIIAYQRDERRRRPTPALEKPLLKTVAK
TRLAMRTVSFPKAT
>MBL3609001.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB35
MTKALILVDVQNEYFDGGKLPLPDMDEALTHIEALLTCFRSNRAPIFHIQHFALTADGPFTLGSPGAELHDRVKPQLTMQ
PPEIVIPKYYTNAFRMTWLAAALQGSGVSEVVVVGAMVQNCIDATVRGADDFGFKVTVASDACAAAPITLKDGRVIEAAT
VHDLFLEALNNVADVLPTTEVIAVIEQERDHAADHVSWGG
>MBL3609002.1 hypothetical protein JMM60_09340 [Rhodovulum sulfidophilum]AB35
MTKSNSLRTNSRPRQIVRNSLQVNVIAIVDVARAIFSETLDDAVIFVDNSVTPEGKPSPGRGTTALKTQCLEGMVINWIV
YPVGPYGVPVPVSIADITFDEPICVKLQSYGSIVTAHSPNVIPGVTPSYDYWAGMVRPEVEPNTYGYRIEFQIGTQRMGI
STPAVEISTIPAPLQASGDRGKAQYVLG
>MBL3609003.1 hypothetical protein JMM60_09345 [Rhodovulum sulfidophilum]AB35
MGEVDTATARSGSDANAKRVITVIGLVDVVGALAEDALGRDLYLFDDNKAGGSSGHGTSCLRTCADAEDLVVWEVMPLEC
EAFARIDDVLIDEKYAPYIDLESGVYDPSSVVYWAGRILKPLPPEGIPYRLAFRLGSRPEPLIAEASSLLLAATPEDEAG
LPPEPGTEIAETASDAKPAPSAAAASKASASKKSPATSEADDVGSSKGARK
>MBL3609004.1 hypothetical protein JMM60_09350 [Rhodovulum sulfidophilum]AB35
MGQQLGIVAMVDIAAAIEANDLRGHLWLVDNGRWAGSTGEGTGNLASALDVTDSALAGAPILNWFQIGIGSIPITVPQTF
FLHDEDRKALAQTALSAKHRSRFSARLRNILGEEINIRNSPRKMAASTEPTRALPHAGQGFLEPGRARFRNTRKSRVTRT
DDQDLIHYPDPVIARIDGEAVEKKVIFPAQYGSPQLFSDGLYWSASVNPAMLGVYSYTLWITLYYARRDKDGEVTDHSVT
LPHDAWISVSTGAIRSGFSNSTLDIIPA
>MBL3609005.1 hypothetical protein JMM60_09355 [Rhodovulum sulfidophilum]AB35
MQPVNILMTVDSITALSLGTLTGNLYLTDDAWCSQGKGTEALKTACQRGQTVNWRVLAVDVQSPAVIVDIRFLDDAATLN
NSVGTSSEKAIDPDTSRYIRPFWQTWSGIIPCNLQPGLYHYHLAFQIGAGPNSVLFTTSPALQLTA
>MBL3609006.1 hypothetical protein JMM60_09360 [Rhodovulum sulfidophilum]AB35
MSTDTALRPVADTNTIAGLIAADELQPGSPAAIRGLESFLSKIRRAEQLTGRRFAEFAPDLQDALILRRLQQMIGTLQSN
PSWAARLAAAGITGAVRDFDQWQSIPLTDKTVMRDLYMGERQGLAVPLSFGGFEIVASGGTSSGQPVETVYSLHELQDTY
EFAGEFMGRYQLAPFFDEDAPKWVMTTLADYNLWSSGTMVGGVLQKIPGTNYLGIGPVTKDVFGHLMRYIGPKAFMSITA
SVAALPELGSELSDDARRSLRVALYGSGVLNARHREELKAAYPNVSILSYFAATQAEAIALQLDPASPWLATVPGLHLVE
IVGPDGRWVKDGEEGELVVTRLHAHEAPLPRLLIGDRVIRRPGVAGAGLNTMQFEYVGRSGDVIHLGDTQFSAKRVLDGL
GHGLAAIGIDLNRAAREVQFVNDRRNRRLTLLVAADEPEIINRQVGLIGAHGTYQMFGDALIRSLSLFNQGEANFHYLAK
TGYHLELRFVPPGAPEINRTAVGKTPLLCDKQQ
>MBL3609007.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB35
MLSRLLPDRDMSEIPENFLPIESIGIEDIDNLFESKCFSRHASQAIDQLITYLGDRSTRGLALTDPAGIRAAVTRLTLGG
QTSDTAEHDRKLAEIVDLYLQTGIQVYSPGYMGRQFSGPFPVTAVVDMVSAIATQPASFYEAGALPCVVERVMSEEFNRF
LGFPSDRFTMFTTSGGSLANLTALLAARGRRYPQAWGEGMGETDCCPAIAVSSDVHYSITRAAGILGIGENRLVRLPLDH
ARRITPAGAREALDAAAARGLDVFCIVANAGSTSFGAIDPLDELADMAAERGIWLHVDGSHGGSLIVSDRLRPRLAGLNR
ADSLTLDAHKTMFVPAACTLLFYRDRDQATAAFRQEASYVFENTSDVYSEYNSADRNFECTKRPMIMSLWALWAMYGRTA
IAEKLEALCDMTRKAHGILSVAPDFVPLHLPETNILCFRYLPNEQLSPKALGALQTEIRSRVRARGRFFISKVDIDGVSA
LRLVLMNHRITTDHIRQMLDEVRAVALTIREEFPQSEEI
>MBL3609008.1 TniQ family protein [Rhodovulum sulfidophilum]AB35
MRHDAFEPASSLLSRLAARNGAGSVQRFCGDIAFPIDPLFRGEKVAIEQLAQLAGCDLSALERVSIRHLGKGHFRLRDEF
ASLQSFQRTRIRVCPECIRSEMPSAAEPWRVPRRLQWKFSSIRSCPEHGCMLVSLPPEKFSKDARDFSAQLRKHYGWILD
QPVIYADHSPFEEYLTNRILKGRGERLLDRLELNVVSRACEVLGLRIAKGSDASLAGHREADWMSFGALGYEVLKGGPLA
LSDCLAAMAREDGVDGRFFGRVFGAWATWLKSLSLGDEFEPLRDVVRRHIFDHFSVRRGVLVLGVPSEGMASPNAQKPFS
LKGFAKRNAEDLVRRGLAKRNADGSIVPMGFVTQRMLAAYERERRFFPARKGSRAKVVVEAHGAGAAEAAGEAHLSISAA
AQGLRVTAKTVVYLVENGLLYGVDAPELYRRGTTVVTAGSLAQFRGSFISLGELADVARRPQGALSMRLRNADVALLAMP
YGLSRIYWREDVDTYVAAEQ
>MBL3609009.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MVTPQKDHESIARRIGAANLLALRASTGLSQAQFAAAIGLSERALRRYERGERELPQATRLAVIERFKFDLLATDRLPTE
VGAAKVMLSPMPTAAIREPRDFWASLRQEQKVFREKNYTRLGQIILTSRDHAYFTATTYFAMKHLSFALDIPFGIEVHGI
DWMFLASAATILLLISSVMGEMPVFRVARHFLRMGKRSL
>MBL3609010.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MRTPAKADLDAHERLKAELRIRGTSLAQISRELGVSDSALTLVGKRMCRSQRIEEALALAVGKAPEDLFPASREGDATMT
>MBL3609011.1 hypothetical protein JMM60_09385 [Rhodovulum sulfidophilum]AB35
MYDEDFGGPYVPPERTRATRMFPARSRASARGFVLAKLRSGAAWRQLIFESHLERTCLLVLLSQPGVVDIWDQPPQIT
>MBL3609012.1 hypothetical protein JMM60_09390 [Rhodovulum sulfidophilum]AB35
MVERNGFDREFALIRAQTAKHFADHALLVTDSSFSAAEVRNAELLHMFRQVEDAEADEAVQQVLRGMNCEMSLGQVVAAT
CLQGRAFRAGFKAIFDGVVFTDQSRSITESSMLSLPEAQ
>MBL3609013.1 transposase family protein [Rhodovulum sulfidophilum]AB35
MPVRLRISKADALIVGGTVHVVCGVSDSTLELRPLDGSSDLLCFSHADVKRMIDECKASIEYGYFSGAQAARRALASNWL
ISRMDAAEKAQVFRKQLYAECFLEAEANGEVNRSNDPCVVFLPRLGKRVEAKILEQIRLGGDAAELGKLLSMKHPGRTAL
MAWVRDWEKTRDPMCFVKKSRFNGANAKRVSSQVESAIQTAIKTYLHPGRVLIPHVAEEANRVIRELNRSLALSDQPPER
EVSESTVRRRIADLDQFEVCAAREGVAKAKNKLGPYGQGVEIEAPLQRIEMDEWQIDLIAMLEEAGIDVRDPKFDDLRTG
RFWVCVAIDAATRVILAIKMARTPSHETALATLWLAMRNKSEISRQLGCKKEWSQHGHIFNVAVDNGASFVNPEFKAALA
DLWIGYEVLPAGVPKLRGRIERVFRTLGTMFMPLLTGRTFSNPQERGDYPSDKCVVHTADSIVEVMVRFVVDAYHHRAHR
GLEYATPAGLCRGRRSGADGRGPARQNLRAVRRRQLCPERSGGHPVCAGRKGHPLRRHARGRLCRRAGGPRTASRVGRVP
RSLRCRGLQRRTVRRRNAAFHPDRPPNNAACHSGGHSHPLKPSYGAPTSCSTMR
>MBL3609014.1 hypothetical protein JMM60_09400 [Rhodovulum sulfidophilum]AB35
MSRQLDALSHLQARPTAALERVFAIALQAQHDAIDPEDPTTMAPTITGIDGDIATFVATMRDLSSFAQQGTGTAAIFVVR
RRIYGDMQTDLSARIGQWDRRLVEFDAAIAAVDADAGADEELKFAALTLAERLIATEATNPLSALSQTYRDDLVDNRRHA
FVAQRDTLAALGNLATLSGLHNGLDAERGAVADFDPEPLDLSGHATKLVTLSADMLRRAATVSEEIIARLTEFDADVPEA
DAASDPRTRLEG
>MBL3609015.1 IS3 family transposase [Rhodovulum sulfidophilum]AB35
MKKSRFTEAQIMGVLHQAEGGMPVPELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLSMQADLL
REALGKKLTRPAQRRELAEKAVATKGVSIALACRAFGVSETCFRYSPKRDDENEMIAELLVGLTNAHKTWGFGLCFLHLR
NVKGHVWNHKRVHRIYCELELNLRIKPRRRLKREKPEELAVPPSLPSIPRIDGFTLRPPNLVWSMDFMVDRLADGRQVRL
LNVLDDFNREGLGIEVYFSLPAERVVRSLNQIIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNACV
ERYDRTVRHEWLDLHIFDTIEEVQQIATEWLWTYNNERPNMGIGGVTPAMKLKMAA
>MBL3609016.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]AB35
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MBL3609017.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]AB35
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAGLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MBL3609018.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]AB35
MAGLVYFSSRSGNTARFVERLGLPAVRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MBL3609019.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]AB35
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MBL3609020.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]AB35
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGAAPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
ASVALAAE
>MBL3609021.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPATTEADLTELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIEAGYILACCSNPIGKVSVDV
>MBL3609022.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRSILLRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEIARASGKSPMALAR
VLIDRPR
>MBL3609023.1 c-type cytochrome [Rhodovulum sulfidophilum]AB35
MTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEELFGNIAAAATEETTEETEEPAAEEPAAEGAAAE
APAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDTREAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEE
PAAEEPAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTL
EGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>MBL3609024.1 arginase family protein [Rhodovulum sulfidophilum]AB35
MTRPTAYTVFQGRVGDRNALGMAGAQAIGAALTRQSGTVPFPFGTSQPALNAGWRTELAAARPALGRLQARIDAVLAGGA
VSVAATGRYAASLATLPVVARHHPGACILWLDAHGDLNTPETSGSGYLGGMALSGPAGLWKTGLGAGLCPGQIVLAGRRD
LDPAERYLTLRHAIPVIPPGAGMAAALRYVIAGRPVHVHLDCDALRPGIVPTGYAVERGLSLDELNACARAIAEHRLLGL
EIAEFEAAWKEGIARAPIGGARAPASGLSHARKRNPAPADGRDGALARVAGGQPPDDDYSSESFEI
>MBL3609025.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB35
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDIGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHRPTEDG
SMTARFGRIARALLDPAAPARDEIADWAREAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGQQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>MBL3609026.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]AB35
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>MBL3609027.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]AB35
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MBL3609028.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]AB35
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MBL3609029.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>MBL3609030.1 hypothetical protein JMM60_09485 [Rhodovulum sulfidophilum]AB35
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MBL3609031.1 division plane positioning ATPase MipZ [Rhodovulum sulfidophilum]AB35
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MBL3609032.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]AB35
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MBL3609033.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]AB35
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MBL3609034.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]AB35
MDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARIITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRNV
DDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAADGLTVLCGRFEGVDERVLEEY
GVEEVSLGDFVLTGGEIAAEAMLDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVER
WRREMAERLTEARRPDLWAAYRRGTD
>MBL3609035.1 hypothetical protein JMM60_09510 [Rhodovulum sulfidophilum]AB35
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MBL3609036.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]AB35
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MBL3609037.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]AB35
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWETRAAGLIVEER
>MBL3609038.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]AB35
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MBL3609039.1 chorismate mutase [Rhodovulum sulfidophilum]AB35
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MBL3609040.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRIEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MBL3609041.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MPVIPGLTTERLALRGPELRDFEALRAFYASERSGFVGGPKSAEGAWRQLATEIGHWALRGYGRWIVTERAGGRTVGMVG
LWNPEGWPEPEVAWDLFEGCEGKGYATEAARAARDHAYGALGWPTAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPVPEACR
>MBL3609042.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MKITIDCPEIETERLILRGPRASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAIA
>MBL3609043.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>MBL3609044.1 signal recognition particle protein [Rhodovulum sulfidophilum]AB35
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>MBL3609045.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MBL3609046.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGVAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRILAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLKDG
>MBL3609047.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MBL3609048.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]AB35
MMDPAEKERLARLEARLAELKKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MBL3609049.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]AB35
MHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKMVEDVSGREGLKYFP
YIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLALRPILAMIEVISYF
VRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCVYLRDALHPHH
>MBL3609050.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]AB35
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MBL3609051.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]AB35
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MBL3609052.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]AB35
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MBL3609053.1 hypothetical protein JMM60_09600 [Rhodovulum sulfidophilum]AB35
MPGEAKPASSPETRALFRPRTFSALLLGTGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQDLT
GRARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANLTN
SVN
>MBL3609054.1 FCD domain-containing protein [Rhodovulum sulfidophilum]AB35
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRHMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MBL3609055.1 OmpA family protein [Rhodovulum sulfidophilum]AB35
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLPPRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MBL3609056.1 bifunctional helix-turn-helix domain-containing protein/methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]AB35
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARALMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKTAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRAG
>MBL3609057.1 endonuclease III [Rhodovulum sulfidophilum]AB35
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQCHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>MBL3609058.1 adenosine kinase [Rhodovulum sulfidophilum]AB35
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MBL3609059.1 glycosyl transferase [Rhodovulum sulfidophilum]AB35
MATIAYLLLCREGPSATVALAERLSAAGDLVALHVDRRARPADTAAIRAAVAGNPSVVLARSVRCDRGEWSRVQAVLNAA
RAALATFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDFQAMGGGGQMAWRPICRQDVAAPWRRAGIRAALAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVLRFSRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTF
GLVAENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRGRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MBL3609060.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]AB35
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MBL3609061.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB35
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MBL3609062.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MBL3609063.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]AB35
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MBL3609064.1 DNA polymerase I [Rhodovulum sulfidophilum]AB35
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAGTPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPAIPETSPAAADPADGTAPA
ALPFDPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLSAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MBL3609065.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGR
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPGHEIRVSRDPETGEPMPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MBL3609066.1 MoxR family ATPase [Rhodovulum sulfidophilum]AB35
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IDTVARETVRVEAAA
>MBL3609067.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]AB35
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MBL3609068.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEAGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAEARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRADEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIAVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MBL3609069.1 hypothetical protein JMM60_09680 [Rhodovulum sulfidophilum]AB35
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAAMAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGAAQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MBL3609070.1 FAD-binding protein [Rhodovulum sulfidophilum]AB35
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MBL3609071.1 FAD-binding protein [Rhodovulum sulfidophilum]AB35
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLMLKGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARVESDPLAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVEEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>MBL3609072.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]AB35
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVAREMGCCGALTHHMGRAEEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKIKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>MBL3609073.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB35
MAVLAGLMVALTAGSGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGGGGFCTAALVAPDLVLTAAHCLFDGTTGGRLP
LAGLEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVDRVRHDLALLQLDRAIRLPGLVPFGIASQPGRGDAVGVVSYA
RDRSAVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGSRKVALGTVIHDGLEVLRARL
AADEPGGAMPRFGSGTARSAGAKFLRP
>MBL3609074.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB35
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>MBL3609075.1 hypothetical protein JMM60_09710 [Rhodovulum sulfidophilum]AB35
MQSTWSWYLAQSTFVRARLLVPIVCGLLMTVLIGNMGLALMGTAYAINAFLAGSIGGAIAVAVGKALQIIAREGRQSR
>MBL3609076.1 elongation factor G [Rhodovulum sulfidophilum]AB35
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDYLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDAGGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRGPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEPLAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYDAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MBL3609077.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB35
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MBL3609078.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMRFD
KSFWSHMAKSALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAALGAAA
DRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAALTV
DPGHHHFNVIDGLAQADSPLATALFDGL
>MBL3609079.1 P1 family peptidase [Rhodovulum sulfidophilum]AB35
MRPGPRNLVTDVAGLRVGQAGDALVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPSAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFEALRLGHAAAICLARAIARGVYLARPAPGDPR
PCWQDRFGA
>MBL3609080.1 hypothetical protein JMM60_09735 [Rhodovulum sulfidophilum]AB35
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVTVIAPLLLNLARPLSQARILLDG
RLVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEASVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPDDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGGRLTMPGSDDIDAPLKALLEDVLGGGKARS
>MBL3609081.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARHLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARSLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>MBL3609082.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPVLRQVSLGIGRREIVGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRRRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHS
PATVPPPPGPPLLEVRDAVRTYPGSRRGLIGRAPPQRAVDRVSFAIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDETLLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MBL3609083.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MBL3609084.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGHGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>MBL3609085.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB35
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAALVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MBL3609086.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MGPERKGDRRMRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEG
LTRFAPDGTVAPGLAASWEANEAATVYTFHLREGVRFHDGTALEAEDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPL
TVTVTLARPDGAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDP
NAAFAAMMAGDVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFG
YGTPIGTHFAPHHPDYVDLTDLSRHDPKKARALLAEAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWA
QWLDQIFRRHDFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQ
LAKTGVANAKLEGLWENAPTQANDLTAVHWTD
>MBL3609087.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]AB35
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
SHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>MBL3609088.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]AB35
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPTPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPIEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALATAGQALEAGAGAGEALAGARAAILAAGFAEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>MBL3609089.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]AB35
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETRGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MBL3609090.1 hypothetical protein JMM60_09785 [Rhodovulum sulfidophilum]AB35
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MBL3609091.1 DUF1523 family protein [Rhodovulum sulfidophilum]AB35
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MBL3609092.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MAPNALDRGPGRAPDAEARAWIGQHDGAFGPWIAGSLRAGPDATAICSPASGSELARLTDASPADLADARTAAATAQPLW
AALPGVERGRKLYDWAAEIAARETCLTQLLALETGRPVRACRRGLSAGLDALRQAAGSLLAGAADRPGHAPLGVVAPGPS
FGPSFGLSLGRIAPALAAGNAVILAPGPADGKLAMLCLAEAAGTAGLPPGLLAVLPGAAGKLSDLAQPPVATLRGPCLHL
VLEDADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLILGDPLDPATDLGPLPGTALRDRLTAALA
ETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMETGLPGPVLLSLTFRTPAEAIRLANAPPPAPAASLWSETLSAALD
LATTLEAGTVCVNGTDLDPAPDPLELWQRPAGLATARAVARPVAAAAVPSAALTTARRAQPGWAGRSTTERAAILNRAAT
RLAESAEAAAARLASAAGAAATASAAWTETPGRATLTRHRPLGVIGVLCPEICRQAAPVPAMTSILGPVLAAGNGALLHP
GNAAEAEAEALIAALEAAGMPKGLVGIISGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSEGGTSE
TWTGPGGASDLFRVAAGRRQTLRLSWGA
>MBL3609093.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]AB35
MTRRENKTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDLTTLS
GDDTPGRVRQLCAKARAPLGADLRKALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRLAEIE
ASVAAGASEIDIVISRRHVLLADWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTSTGKE
PVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPRWQEPDLFRFGASSLLGAIERRLDEI
AFGAGSTPRRHATG
>MBL3609094.1 hypothetical protein JMM60_09805 [Rhodovulum sulfidophilum]AB35
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MBL3609095.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRDRGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>MBL3609096.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANSAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGCAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTRDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPPPGPPVMATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MBL3609097.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]AB35
MTADDAYAGLMAAAARSSHDAADLHAVASILALALSEATSPEELPAHCGLDAGALAELLGTLFPAAPSEFRRGRGAAPRG
VEEDSVRALLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAAPPAPAQVLKMR
>MBL3609098.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB35
MGLDADLAIERQHPLGSQIAALPLRLDRNGHLGVLMVTSRGTGRWVVPKGWTMEGHSPWRAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>MBL3609099.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]AB35
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MBL3609100.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]AB35
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>MBL3609101.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB35
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADTIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELSRRLQADLEHAFAETLLHEAPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MBL3609102.1 transposase [Rhodovulum sulfidophilum]AB35
MAPGSPWKNGYCESVDARFRNELLNGEAFCCLREARSPTEEWRRACNTKRPNTALGYRPQRQKASFQWTMRQPCKNNRTG
PVRRGCSARHL
>MBL3609103.1 IS3 family transposase [Rhodovulum sulfidophilum]AB35
MMMPKEGFFGPLKNEPGQRTRFRSRREVRAALFEDVAIFHNRRRCHSSSGDRTSEQARIDMTDEMAAE
>MBL3609104.1 sulfotransferase [Rhodovulum sulfidophilum]AB35
MSIRKPNFLIIGAQKAGSTWIYDVLRKHQKVFLPRRIELLFFNKVGYQSPSRMEAYLENFRDATERHQWVGEKTPGYFWS
SRAKHYKDQPPSGHNLEIPQSVARVLGRDLRLILSLRHPVSRAISAYGHHGARGRIKGHEYLCDTVGRLGIGDIGFYDKH
LDAWEEEFDPAAITTLIFEEEIAARPEAGLHALCQSLDIDPDGFQDLSLKPSNKGKDRKYLEDRIDTGVDGLQPVRPADV
DHLLELYRPTITALKGRFGARLDAWDRETAAFEEFARKHIHLAAAPDPAKVSAPATLDNLHKQMGSAGLDIRADAFRFAP
GNLSFEPPARVSAAVFHGRSMLGAFSYAVDGHIYQTKIGRYCSIARAVNIGQFNHPTNWLSTSPFQYERGFRINSGSDFP
WKEEYDADMPTKQAEQAVRKAVIRQTTIGHDVWIGHGVTIIAGVTIGHGAVIGAGAVVTRDVAPYSIVGGVPARPIGTRF
DDATVARLLEAQWWDFAPWQLRHLDFTDIDRALDGIEEMRRQDVPVYAPGVIAVPEV
>MBL3609105.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MSEFRDIIGASISNLRHLWTSRELGRQWTGNIDRILDGIIEGWVKNTGSDHPVRIDIMLDDAPIATNVVADRHRKDVEDA
GIGSGRFGFTCPVPADRPLEGARLEVRLAATRKILLTKRVTPQMLPAKPGSIREVSPTDHPKQDPVVKCEGRLENLTDDC
LRGWASDTLSRGRLFEVEVLVDGVFLTRIRNDRPRGDLARHGKSKGLGGFELKLFLFELEPGPHSVTVVLPDGQKLTKTV
TSTGNRRGYPLNIGATQIAISETAVIVPIYNAAEDVETCIRRLVEHTPPELEVVLIDDASPDPRIAEILADAVSLPGFRI
LRNESNLGFTRTINRGLEEIGQKHAILLNSDARVTPGWAQGMLRAAGSRPRVATVTAMSDRAGAFSAPNIGNDNRLPDGV
DEITYARAFRRRSLGVYPVVPTGNGFCMFVNRACIDEIGPLDAEAFPRGYGEENDFCMRAGRAGWTHLIDDRTYVFHDRS
KSFGETKTDLMTAGRRIVDERYPEYKLAIRVFGAGPDLMMARYRAAQALADCSRPDAGLPVILYVVATQTGGTPQTNMDL
MAEVSDEMAPWLLHCDSRKMTLSRLDGSRMTEIRSHELAEPVDPLTHRSGEYDAVLQDWLDIANPRVVHIRHLAWHSLSL
PALAKAWGSRVVFSFHDFYTLCPTVKLLDECNVFCGGTCTKTSGDCAIELWDPKSMPRIKGTWVHVWRQRFAEVLRDCDA
YVTTSESARELILRHLHLDPRRFFVIPHGRSFTEMEKLREHPSHGKPVRILVPGNISTAKGREVIKALLEHDSAGLLEFH
ILGKISDPEELAHHKRLVMHGTYKRNEFSRRVARIRPHLGAVLSIWDETYCHTLTELWSAGVPAIVFDFPTVATRTRASG
AGWVVPHGDIPRLYERLLAISFDEEEQRRADMAIMRWQKGHGVGRTTKVMSTAYREVYRNASAQQLDRPVIAVVCPASPE
QDRANASTEIRIWQRTINGAGRKCLFVRMTPDSLMANLRDGIVDGVILQRDVIPATMVAPLLNEMRRSGISHILDIDDDL
LAVPSDKDPTGKYAAYRPALEALIDSAAMVTTSTEPLRRKLMARNPHTLLLPNRISERLWRGSIPPRKKDDTVRALYMGT
ATHREDFNMIVPALEALMEADPGFRVSIIGIQGDALPSWAERIAVPDNEKSYARFVPWLKSISGRFDFGLAPLTDDPFNL
FKSNLKALDYGALGLPVLASDIPVYRSVRGRIPGLRLVKSRPGSWTHALTDMVAEVRSGAIDRAGIRATTMEGYGMAATL
GDFDDLLLSIARPGDMDRLAAHPEPADDNIQHLKSIA
>MBL3609106.1 MarR family transcriptional regulator, partial [Rhodovulum sulfidophilum]AB35
MTVIPQPTLYNQTMLDDDDFVASFVARRDTLETMCRRLKSVGPEDHGQHQILIGTRGMGKTSLLRRLAIEVKRDHDLSDR
FVPLMFREEQYNVLRLRDFWRNCAESLAEWAESQGRDDLAEHLDDVVFSSSWDSDDGAAEQFEAEMQALGKRAVLLIDNL
DLILDALKDEDRWTLRASLQARGGPILVGAATQSLKEGADRDAAFYEFFQPYYLEPLELQETETCMRALANQRGEVGRRV
LRVMHTDPARLRVLHRLTGGNPRVLALTYRLLETEDSHSAMADLERLLDEVTPYYKARVEEYQTPLQRAVIDAIALHWDP
VTTGQLSDITGVPTTTLSPQLTRLRKDGLIERVETSGSYAGHQVVERFLNIWYLMRHGTRRTRQRMRWLVAFLSSFYCKD
ELEEIGRTARATGRFDLWTRDYVHAFEQATQIAPARERLSLQSAGPRPDDTIAADHPASPEAKEAKEMSDKGVSLGRDGE
DAAALEMFEEVIAHYSDSPDPQVKKQVARAMLNKGARLGQASDPAAEIETYDALIARHDDSDALPLQELVARAMLNKGVT
LGQASDPAAEIETYDALIARYGDSDALPLQELVARAMLNKGVTLGQASDPAAEIETYDALIARYGDSDALPLQELVARAM
LNKGARLGQASDPAAEIETYDALIARYGDSDALPLQELVAWAMLSKGA
>MBL3609107.1 AAA-like domain-containing protein [Rhodovulum sulfidophilum]AB35
MQRQAKATQMSGISDPSQPLATPSQRGGERAFAAPRTNGSDAQKAIITEFLGQARLSLTSKLDRFIQLRINSRRDKFMSG
RKNERDILKRKLKAGQNIHMPAPRRIGKTWTINRLAEDMRREGWLIVELDVQGMSAPDKFARRLCQKIQNQLPTPSGLHA
AFKNRLHALIGGNWGTDPINVIGQVDPVSFLDALLEALAKEDKQSAIFVDEIAYFVLRFAERNEGDAKDFFYELRNLQAE
YSNIRWLFTGSIGLNFVAERFGLGGAFVDLTTFILEPFDEAEARSFLRDPATQMGFNHQFHASDEDLKVLFEELGWLAPY
YLKLVGNEVRPSGPEQDGRLTAKQEDLQDAMEKLLEPTRKSEFAVWREHIDKNLPQTDRDLARGVLGPLSAAADGETLDT
LQAAMVPATPKAVRDILDILQSDGLIDLTKGTKGRYRFRSGLIRRYWQQYEAD
>MBL3609108.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]AB35
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKG
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MBL3609109.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]AB35
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGGDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALTAARAAGAEQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MBL3609110.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]AB35
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>MBL3609111.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGADRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>MBL3609112.1 quinolinate phosphoribosyl transferase [Rhodovulum sulfidophilum]AB35
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGMVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAADPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAEAA
LVLSDCRALGGRAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPDWPGEALAA
GPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVVFEPG
>MBL3609113.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MRSTGIVSENEYRLRRLVRAGLVWLLAALVLMLLGQPPEARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIA
EIRNLTGLRIEPRRYDDRQSLIAAQITGESQLMFATARLPALEATHVFTEPIARAHVHLFVLTENANRPDYIAPVGKRIG
KIRQYAGSDPSNLLTGNRTVFFDEPATMLLKLLSGEIDAALMSEDWLMGLARSVRLDHRIAAVGPPVLEFDRVIAIHNSR
ADLLEPLNRAIATLEADGTLSALRQQWLIEADPPPPDILTVGVVNLPPFSEVREDGTMTGFSVEVMRDLGEILGIELRFQ
TVSAEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDTFDGLSGLRVGTWRAGVANTVAKRNASD
IRHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQ
RYQDLRAAWLGTAPFWTDRRILLTLGGFWLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSA
AKAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTAGGEIFRWSSFALPGNTILV
MVLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDM
HEILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPCLTGNPRQLHQLIQNLIS
NAIKFRLPGTTPEIDIETVAAPQGMVAFAVSDQGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIM
VQSTPGAGSRFTVFLKEKQGDKHTDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGSH
>MBL3609114.1 response regulator [Rhodovulum sulfidophilum]AB35
MVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERICEDLPGHLRNSVVVILTSSECAA
DMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MBL3609115.1 response regulator [Rhodovulum sulfidophilum]AB35
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MBL3609116.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]AB35
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGDGLPNIRIVARRLDNGDVLFEIADRGVGVPEQYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MBL3609117.1 response regulator [Rhodovulum sulfidophilum]AB35
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>MBL3609118.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB35
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRENNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGSEVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGDDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLVAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>MBL3609119.1 response regulator [Rhodovulum sulfidophilum]AB35
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MBL3609120.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]AB35
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGRGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLERIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDIASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRTSGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAADFA
AAWAKVMNADRFDLV
>MBL3609121.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB35
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MBL3609122.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRIIYAETPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARNGDEAADILATNGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MBL3609123.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB35
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAGPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MBL3609124.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]AB35
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDT
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFAHVGGFALAALA
AGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAESAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MBL3609125.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]AB35
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTAAAPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MBL3609126.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]AB35
MTPNAASEITEEICRRAPIIPVLVIEDAALARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGAVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>MBL3609127.1 adenine deaminase [Rhodovulum sulfidophilum]AB35
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLSD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLAAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAELVLSGGRVASAAAFAAREVVAPVGRGSVKAPKVTAASFRAASNAAETHVIGIMPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIGSTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MBL3609128.1 hypothetical protein JMM60_09995 [Rhodovulum sulfidophilum]AB35
MRAMPVGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARGPAGFPEHGPRYFTTRFRFCAWALLYGSVIA
GAFLVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSLAAAVGIAAAFYTSDWERMLRERFQNNALIP
RQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQAELAQMRLERLARVEFMLWRMTQGDLPEEVA
ARLAEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLAEAQRPDFRRRLGQAAGLDCEQDRIETFPVSRLDDVIP
VLEDELRRIAEAEPVPTGWQGEGDGAAGQAIEALQEQVASLRALVPLCVTGLEVQRGRLRDLGTRLEDLWCETLRFAICI
GLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQSSDHAAGANLEGAELWQRVRMLLGGMKIAA
TERPLWLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPGALRPLDYLISFVMIWSVLVPGVAALIYVLGFSAAFRDV
YVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIRESVIFLLLVAVGVVVAEIWIGSVDPESDTPFNAGRFWSLLFL
ASALTMVLIGAILLATSSKVSGKLQRMQGARLTPLRPAYPA
>MBL3609129.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSATCGYEEKGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAAEAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGSEGIDVLVGDHH
ILAWYWQHLDKLHRRMELPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYTVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSLWFLMEFQSKVRDGNPLK
>MBL3609130.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MLATISRRSLLTGTAALLGSTALWARAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWAGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPIGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAGEGHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MBL3609131.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MPRMMRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGENYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDLG
>MBL3609132.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MAGSIPGSAQAGEATLAKALLGRPEALLGAAILLALILVAVFAPLIAPGDPLAIAGAPLIPPFTDPALPLGTDRLGRDLL
AELIHGARTSISVGLSAALVAVVLGMSVGTAAGFAGGLTEAMLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALG
AWTGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNAITWG
AMIAEGRNQLRSASYLSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MBL3609133.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]AB35
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALATDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTAQALAAAETAFSETAKA
>MBL3609134.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB35
MRPPRTLLLDLDDTLLTAYRQPERTWASIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGLAPLPRGAAARIARLDAMA
GLLGRCPARAGPPRRIRP
>MBL3609135.1 hypothetical protein JMM60_10035 [Rhodovulum sulfidophilum]AB35
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTVPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFAGPVLFGPEWRATPDCVKAD
APQPSVKA
>MBL3609136.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]AB35
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYGISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAVGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MBL3609137.1 ATP-grasp domain-containing protein [Rhodovulum sulfidophilum]AB35
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADHIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMERAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARAIEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAAPAGPLAGFT
LWAPLRRRVTLRRDGEEVMGTLLFEGPARATVEIGQTVLDARLAPEGWRIEGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>MBL3609138.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]AB35
MRLRSAVLPTSDSFRANRAAHLEALREVAEAAALAAAGGREAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MBL3609139.1 OmpW family protein [Rhodovulum sulfidophilum]AB35
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGAESHVGDNARPTITFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNSSSVTPFLGAGLNYTTFWDTDSALGDVDIEDSWGLALHAGLDYAIDERHS
IRTDVRWIDIDSDVKLNGGKIGTAHIDPWVFGVSYIWKF
>MBL3609140.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRLPLILAAALAVATPAMAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MBL3609141.1 isovaleryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB35
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEEQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEIMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>MBL3609142.1 CreA family protein [Rhodovulum sulfidophilum]AB35
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MBL3609143.1 hypothetical protein JMM60_10075 [Rhodovulum sulfidophilum]AB35
MTSKHPQKGKAWPSAYRRASDAALSFTRRVAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGPLSADGLGSVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADAAPAGDTLAQLRPLRRPLAAADSKRPRPRPAAIGNSAAATGPAAASDRPRSRPALASAVMASSAP
DLSGLRPVSRPLALAEVEPAAPDALRPSTRPTARAGAASAASLVPSESAGHSMATVPVVPPAAKAAETAPGLRASLRPQT
RPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDRDALIVQQ
ALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDAIYGQ
ARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQPLSTV
HGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>MBL3609144.1 proteasome-type protease [Rhodovulum sulfidophilum]AB35
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADAGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQAPYFERISTGWGEALKSALDSLPD
FEF
>MBL3609145.1 transglutaminase family protein [Rhodovulum sulfidophilum]AB35
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MBL3609146.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]AB35
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MBL3609147.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]AB35
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MBL3609148.1 purine permease [Rhodovulum sulfidophilum]AB35
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSDAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGRIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MBL3609149.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]AB35
MLEAMPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGRPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEEGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MBL3609150.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]AB35
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHRMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MBL3609151.1 allantoinase PuuE [Rhodovulum sulfidophilum]AB35
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGIAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLWERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGLHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MBL3609152.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]AB35
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MBL3609153.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MBL3609154.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]AB35
MFNLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLVDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RIVASAGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>MBL3609155.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MKKLELPYLDTITVKGRTYHYFRKGKTRVRLKAAPGSDAFLREYWHLRRGQSSAASRTTWDLLIASYYQSSKYKRLSKGT
AANYRRHCEAIREKNGARDVRSFRRKHAIEARDALQDTWSKANERVAVLSILMRHAVDLEWIDRNPVVDVEKLTGGEYEP
WPEDKRLAFEAACEEHSVERITYELAISTGQRLGDCISMKWDDFDGEYMNLVQEKTSAQIQVYCPTRLQRFLETVPRNGT
YILAKNRTQHMGKRQVQKRVEDIRKAIGVLSGQGRLVPHGWRYTAATQLADAGVDMRDIQAVTGHKTLSMVQKYTAQANP
KAASRRA
>MBL3609156.1 hypothetical protein JMM60_10145 [Rhodovulum sulfidophilum]AB35
MSRRTPLLAVKEATAARMLDMRTNEFRNLVQIGALPQPIDLAGQVLRWRVSDLEAILTGTVPDEGFET
>MBL3609157.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MAQPSSQSPLPKKNGAKRPQWWAFAQDCIARLRATETNIVDLERRAAAGNALMAYDGGDSPKPPARRAASGMQSAAVTMG
RVSSASHLPPEEWDAIAADGGDPFATAANGSTRAAIPLPLRDVILVARLAATFRNAEGWEACLQPGALTVVVGLEPPLSL
GKLLTGAMLPNGWSTQSRAPRSAPHPVLQLPDRPVMEKELERLLHHPAPILLPVGRQEHLPAPFGTGETGERVLVLEKVN
ADILLFALGVSHSATGRIDEESVRAMLPDDESLASLEAGHLAMACRAPTAQGVAKRISLMTKAAPAGVVARERSGPAIID
GATPVHEAVRNIVADLAAWQAGELDWSEMSRSLLIHGAPGTGKTYLARQLAEAADIALVEGSCADWQAQGHLGHMLAAMI
KCFDEAAAKAPCVLFVDEIDAVGSRFGGDQHGMSYRVQVVNGFLQQIDRLARTPGVILIGACNQISSRLDPAITRPGRFD
QTVRMPLPSIGDISRILGKLLADKLSESAIDTLARAAVGKPSAELDAALRAATADARRQRLPMSSDLLRRHLGIDQPNPE
LLRRIAVHEAGHALAAELLVPGSVVKLSLSDRDGWTERRSTFAEFTVEEIETELLILMSGCAAERLVLGDISGGAGEDRE
SDLALATSLVLQMDRELGLGCNGDGWLRPSEMQRLTEQEKQRVRAKLGRRNARHMHCSDRERTLL
>MBL3609158.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB35
MAHPAHTSLKSAPVRPHVHIGASRTKLYLPRGSRNQAPESWTRAYPGPIKAEWRALAQYKGFDLVRRIRDKSHVALRCHT
CGALTAQKLFTLRTAQPACAGCRHRAVLAIAQKAGLAFQGYDPEYHKLGIYHAPCGHTVRRQFGQIERIANGHCKLRCET
CHSGKEAEEAADRGWQLQGSDPEGNPNYRIYRHGCGHRQRVARANMQSGRFQCTACGEGWATAPSNLYAIRMELPTGLKV
VKLGFSRDPQSRLRHQLLLQPGIQAELLQTVPQPTGHTALCCEKALNRALKKSHPDAIIPHAQFQDWLSVKTEVYGIEIE
PLILTRLNEIR
>MBL3609159.1 hypothetical protein JMM60_10160 [Rhodovulum sulfidophilum]AB35
MDLFSWNGSGPEERRVSQMLARGRQQFDEVCALDMLNPVEAVASPEACSEYEPFAA
>MBL3609160.1 hypothetical protein JMM60_10165 [Rhodovulum sulfidophilum]AB35
MTRHDLACGPQFSGGLAAERPVEVARETLQRNIAGAGGRRVDDGAAETGGMLPSLFCQLQPVVEARVRPKAVLDVALSFD
RSGKGCEQVREVARDGRMTGE
>MBL3609161.1 hypothetical protein JMM60_10170 [Rhodovulum sulfidophilum]AB35
MAKMGRPKLDTEPVTIRMDRQMLKAIDDYRRVQDDLPSRPEVVRRVMTEWLATRAEDEVEGDRSA
>MBL3609162.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB35
MAGEDAADLFDLGAVRPDEEFTQCYSGECRVNLLPTLYRLNHAISNATDLSAPLGMILEVMRAGMRMDRGAVSLLDRRWG
RVSIHDSFGLTEEEERRGVYALGEGITGKVVESGKVIKSARSELSS
>MBL3609163.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MTLAASETLRPHEECVPVPDAFDAGLWFIGGIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>MBL3609164.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MMPLRLTALMAGGLVMGLAALTAAAETRTITDATGRQIEVPAAPRRVFAAGPPAATLLYTLKPDAMVGWPRAPGAEDMPF
LRPGTRDLPALGRLTGKGDTVNLEVLLTARPDLIVDYGTVNATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPEDRRPSVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAAAPDIEAEV
ARFYTLFYGVTPDRAALDGLLGAGHPGE
>MBL3609165.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MLALGLAGALAAGAMLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAGYQTVFRNPLVAPD
ILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIGLVMAIALALRGMGQVLVVVLCGMAVAALAGAGISLVKLLADP
DDQLPAITFWLMGSLAGIKQADVAAALPAIIAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSATLVTAAAV
SVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPLFLWLLARGGRTW
AE
>MBL3609166.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MGRVTPLVEACGLAVGHGGRALLEEVSLGLHRGRILCLLGPNGVGKTTLFRTLLGLMPPLGGEVFLGGRRLAELGRAEVA
QRLAYVPQTLTTPFAWRAVDLVLMGAAVRLGPLARPGRAEIARAEAALALLGIDDLGPVEITRLSGGQRQMVQIARAIAQ
GAEAVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPTAEVMTAARMTRLY
DIPVRRDALPGGRLHFSGPSARDDGGPVAGATAGQNV
>MBL3609167.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MPLLLRVVGTSCLVSCGFGLTALAQQSSDGLDEVFALGEIVVRSSDETTQGGTSSTISAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNDGYYLSRDYTPTDVQGAGRRDYSDTEDSRLNL
KFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLKGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLELGSDIGERNTLTSAFHYRYDRHRDIQLSRPDINSIPDPTET
SRERTLSFALEDRFQLREDLSLVGGLSFDRAEVLSASRTSTDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVETALFYSEIEDTIQSLNVGVGLSQNQNVGDGTYAGFEIGA
RTDLTDRLALSANYTYLDRDITDPVRPGLKATDTPRHSAYLRLDWQATESLSIAPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRTFFLTTAYTF
>MBL3609168.1 hypothetical protein JMM60_10205 [Rhodovulum sulfidophilum]AB35
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRASLRKPLRRL
DLALPRPRRRGGAAVRRSRL
>MBL3609169.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]AB35
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>MBL3609170.1 hypothetical protein JMM60_10220 [Rhodovulum sulfidophilum]AB35
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPESRIEAAERGRTEAEAQVLRLMDERDRRLEEQAVTWRQ
GKRLRQKIEELETVLAGMAT
>MBL3609171.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEIVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGIFVAGDGAGIVGPRA
AELQGRISALRVAEILGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEVDGLDRDETGPGSPLPAFGTALPGGV
PGILAETGESGGETVADAAGWLPVGGADDAPPDAPEAEKTATGSACHAGEA
>MBL3609172.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]AB35
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MBL3609173.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>MBL3609174.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB35
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPELAVSVSSDVVAGIGEYRRTVTAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRIALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTEGPDEGITVERSAEMR
LRGQMHEISVPLPEGRLSPEDGPRLRAAFEAAYAARYTSPFEGAEIEVIALRARVSGPAPALGAGGAGGGATPGKGARPA
SLKGTRSCLFEQGRFETAIHDRYALVPGDRIAGPAIIEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTARMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPQGEPLEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQ
PGGKASGRVLDPSGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPADERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETVG
>MBL3609175.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MPNSPQAPTRRHVLALAGAGLAAGTIPASLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGAPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFIRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAFQRAV
VADAPDIFGVLEKRKLGLRASIQNYVFTPVASNAIECWPLSLT
>MBL3609176.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MBL3609177.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSARHVFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MBL3609178.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MAPPLLEIRDLHLRMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVAQTCSHVAVMY
AGNVVETGPVAEVLEHPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHEVACLDPVAEAADA
>MBL3609179.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPEPLLEIRGLTRSYRPRRSLLVRSPEVVALDDVSLSVGQGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLERRGRRERAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MBL3609180.1 RidA family protein [Rhodovulum sulfidophilum]AB35
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLADAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MBL3609181.1 amidase [Rhodovulum sulfidophilum]AB35
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGILARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MBL3609182.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MBL3609183.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MBL3609184.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTVIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MBL3609185.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MBL3609186.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MBL3609187.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]AB35
MGETLTEDARPETASARHWGWLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEET
>MBL3609188.1 MaoC family dehydratase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLKQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKRACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MBL3609189.1 CoA transferase [Rhodovulum sulfidophilum]AB35
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MBL3609190.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB35
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAESYIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MBL3609191.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRDRYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMTALDGVPLVLPSRAHGLRRMIDTELAGDGIAPELAVEIDSYSN
IKNLVAAGFGASVLPWHAVAPEAEAGRLVVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGGSPPEADS
>MBL3609192.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETEIRHAAQAALDTAVAAGVLTETRAFDYVR
REIYEDFEAFMDRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MBL3609193.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLEGKDIGRLPAHEVPRRGIGY
IPQGRRLFSDLTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MBL3609194.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLSRVGLTGRADSAAGDLSYGHQRLLELAMGLAQAPRVL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>MBL3609195.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPWGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MBL3609196.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MBL3609197.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MPASKIPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPELFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>MBL3609198.1 integrase [Rhodovulum sulfidophilum]AB35
MPRRAAGARLYWRERSDGQSVWEIRDTGGIRISTGARCRADAEAQLAAYIERKNRPTGPVAADELSVSMCLAIYAEEHAA
HISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSICPISPGTIRRELNVLQAAINYCHGEGYLITAP
KVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFTLHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MBL3609199.1 hypothetical protein JMM60_10375 [Rhodovulum sulfidophilum]AB35
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGADAVPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTAGGATDG
>MBL3609200.1 hypothetical protein JMM60_10380 [Rhodovulum sulfidophilum]AB35
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVA
PTNAPAEAHPDERAAWPDLPEAARRAIMWRLLDEGAALFSACWHAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3609201.1 hypothetical protein JMM60_10385 [Rhodovulum sulfidophilum]AB35
MADETIARDIARDAEPEWILKFSIKGGDTLEWIAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>MBL3609202.1 hypothetical protein JMM60_10390 [Rhodovulum sulfidophilum]AB35
MSIMEAIAPPPDALAEFVAEWRGAWPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>MBL3609203.1 hypothetical protein JMM60_10395 [Rhodovulum sulfidophilum]AB35
MAAILTIAPQIADRLATEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3609204.1 hypothetical protein JMM60_10400 [Rhodovulum sulfidophilum]AB35
MLEEVGFADPDFQQRQHPHQMSRDIQQRIAIVAARVELIADTPTTALDATTVAQIFAIIPAVKIRLEGATILASMARTSL
NGSAPALPFSMLARSRPYPSPRSRAIRCVPTPGS
>MBL3609205.1 hypothetical protein JMM60_10405 [Rhodovulum sulfidophilum]AB35
MLKSTAISDAGITKQTLYGVEKNQFPRATYGRAIERDVRPGRGLQRAMRVAQRGPKVAPGGAG
>MBL3609206.1 ester cyclase [Rhodovulum sulfidophilum]AB35
MPDISFNIAVLVCAPPMIAGRLTFDETQAGQLFGMAVNGTRIRFDENVF
>MBL3609207.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]AB35
MIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYATGLVEAWIGIGLFLGALVNWIVVAPR
LREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQFGVWLTLGVVLAYTV
VGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGFISLLAWGLGYFGQPH
IIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLFPGLITGFFLAALLAA
IMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVANAWAGFGAAFGPLVI
LSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGVYEIIPGFVLAWLAIYVVSLATKDRGEFRSTISAPAE
>MBL3609208.1 hypothetical protein JMM60_10430 [Rhodovulum sulfidophilum]AB35
MEEAKETRRAFVDRIELAPAPESDGLTIDLHGALAALLRLATGGEGTDAN
>MBL3609209.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMDVNVTGTFRVSQHIARGMAARGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWRRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MBL3609210.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MBL3609211.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MBL3609212.1 C4-dicarboxylate TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSNGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVEEAIARHAGTGTMKRPIEIAADL
>MBL3609213.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRPDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MBL3609214.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]AB35
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMPHPPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MBL3609215.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB35
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MBL3609216.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB35
MTADCKDIAALYVTEHDRLERQIGRRVGCRNTASDLVHDIFLRLWERATDRNGDSRAYLTRCARNAAIDHIRAERTRSDA
AGSILAEQYGQAPARPEEILAARQDLRSLDQVLADLPKRTRHIFILNRVHGGTLSEIASVMGVSRRTAPLLRTKPAPSRP
VRISGRIRR
>MBL3609217.1 hypothetical protein JMM60_10485 [Rhodovulum sulfidophilum]AB35
MPPEQGQSINGRSGGAAPRALTILESLALGHPSRPAGLTEEVSDEVRASGAVNDDRTGDRHHDVISAFSKSMRGPDPDAT
RHRLARQIPAGADPRVIAQRTLSHVSGDQSSGEGDVRQNRMFCNTAHRGLRETTVFAWPARNRTWHPISERSGSTAALP
>MBL3609218.1 DUF1449 family protein [Rhodovulum sulfidophilum]AB35
MTGTYGFFGVFLSPQLVPFTTALVLLAGMLVLELGFALMGGTLLGMGGSPDGPDLLETDLPDPGALGLDPGIDPGEFELA
DPDGFSGASPADGGTGALGGVAALLGLGKMPLMIWLASVFMAFGIAGVAIQTAAYGLWAGLLPGGLVAIPSAALAILFTR
SFGAVFARLLPRTETQSVRARHLGRRMGVVTQGTASRGRPAEVRVRDRYGNTHYLRAEPLRDEDSIPAGCEVLVMRHRPT
GSFRLISLDN
>MBL3609219.1 flotillin [Rhodovulum sulfidophilum]AB35
MGAFVAFLLLIGLVLARLYKRATREVSLVRTGAGGKRIVLDGGCVVIPLLHEVSRVNMRTLRLEVRRSGEGALITQDRMR
VDVGVEFYVCVAPTEDGIAKAAQTLGDRTFETEGLREMIEGKLIDGLRSVAARMTMDGLHENRADFVQEVQNAVSEDLTK
NGLSLESVSLTALDQTPFEDLDENNAFNAEGMKILAEVIANSKKRRAEIEKDADVAVARSRMEGEREKISIEQDEEQARI
EQNQRLARMRAEQEAQIAADQEKSSEEKERARIVREQAIRAAEIASARELEVAEQDRQITVSRKSEEESQARASADTARA
EAIGAEESVKTAREVAEAERAKQIALIGAAREAEERATEIRVAALAEKEAAADRAAALREQAQAEADAARLRAEAQKAEM
LAEAEGRRAMVESENGLNQSVIDMKIALARLEAFPAILAEAVRPVEKIDGIRIHQVTGLGSASFGHGAPGTETAAGPESP
VNQALNGLMGMAVQMPALRRLGEQAGLSMDAGLTGLVDAALSDSVPGHEDVPVNGAAARGGPAEKAGSLAQ
>MBL3609220.1 transposase [Rhodovulum sulfidophilum]AB35
MRACHGAATLTVESYNCRLRDEYLNEHQFANLRDARDLISAWR
>MBL3609221.1 OFA family MFS transporter [Rhodovulum sulfidophilum]AB35
MAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWTPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEVFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>MBL3609222.1 nitronate monooxygenase [Rhodovulum sulfidophilum]AB35
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDVEGASRMIAETRQRTLRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLVLLLKMRPAVVSFHFGLPLPEAVAALHEAGITLLATATNLEEARL
IAGAGLDGIVAQGIEAGGHRGVFDCTVHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGATAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPAAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>MBL3609223.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MQIRLSSRAALMASALVAPVCIAPRAALAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDSDGPLIAGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTYPDFDYDFASLNGRL
KLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNTSDYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEADY
DFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALFGEATW
RFASDWALTGGLRLQQDRIEIEGKTSYVVDERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKEY
YEFDPETALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASST
LRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALA
NMRLSYRPRDGVEYFAYVNNVFDNRAALSVSTNDAAEIAEPRELGLGLRVTF
>MBL3609224.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRRTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MBL3609225.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTTQPNGPAGPSTPPITRLLAPIRAQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRKSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPAPGEGVTPDGNRLCFEAVGYAYEDGTETLSGIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRPDATREEVSAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETIIGADRIVVLQDGRI
AETGPHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>MBL3609226.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MIRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDVAAALPWLAALLAGALACLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGQVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDDIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGAPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MBL3609227.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB35
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPASAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLQQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MBL3609228.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB35
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHALLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>MBL3609229.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MITVTDLSKTYGDKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDSYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEERLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MBL3609230.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MPVPSLATRLGLPSALAALIFGAAAPAQAETAASTPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYKEISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGPRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>MBL3609231.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]AB35
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDCIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MBL3609232.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDGSRLVGTVLVLIGAVVVQWPALSR
>MBL3609233.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTARHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMDRTKQLLPPQGRSFPI
>MBL3609234.1 hypothetical protein JMM60_10575 [Rhodovulum sulfidophilum]AB35
MGWLLWAGLALTQRHGIGCRPEVEYERPKPRLKTCPIGCFHIDITEIRSGEGQSHLFVAIAKARKTLSSGITGRPKRWRP
RYASEIPSRRCHIALIDQEIGMPFVRMTMAKGVQLTNRPQDRRAMAQFPGSSREETRVKHQPHIQPIAFAAKTQDFFQAP
VRSRG
>MBL3609235.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MISRQTSGSEILTDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDSAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPAADRPWLAAVNSFGFGGANAHAVIRQPRPDENIPVAAAGELPPALLLSAANETTLANLARSWLTLAETAP
ADLGARIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIE
RDPTFRSAFNDIADAFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSTRAEARDAGTIARAALAAGGAADRARILGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVILPATAMVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGVVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRA
AGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIV
CARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLTGDGAATALRAAKALCGTTETAS
DADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPEVAPGASAELK
SALAAAAGEDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPL
RFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFSLMTRRHRDADALDRLEHALHAAGL
DTASAPASGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEEGDPLAAARIFRALPDTD
GTLWIAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVAPERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETG
PRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQ
AGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAAL
QVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVEL
GKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHV
GKIVLRAPQEHGAPRPAAPPIRGGWLVVGGTRGFGLETARWLATQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVAD
AAALDAALTRIRAAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQALDRLTRTDALDHFWVFSSIAARFGNP
AQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTATALDRLGRALSAGACGPTLT
VAPMDWSRMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLE
LMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIR
TLSQGRTGGR
>MBL3609236.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB35
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEETGIAPAQVDLLMGTLSKTFCSCGGFLAGSEAVIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDVIDAAVASAAARIREVGGARF
>MBL3609237.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNHGGIEPAVQAERVIAVNLTATIHAVQALLPAMHARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MBL3609238.1 hypothetical protein JMM60_10595 [Rhodovulum sulfidophilum]AB35
MLGDGRKYHVNAVSAAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAY
DVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWIGKGLRARFRARQTEAALARIAAHAGPVFLVPLQLDTDFQIRDHGT
GRSQAEELAAVMASFAAHAPVGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>MBL3609239.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]AB35
MFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLERWRRFVFRLIEREGVTDILYYADRLPY
HAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEALAEGVEAPDMRNLYPFGFGVEAFNEVSFAL
LQSFGRPFYPLHVSDRPNWPAIEYLSWLPELMRERRRKRAAGALIERLKTEATPFNLIAMQLEVDYQIRASSDYPDLLTF
LDETMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALR
MGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MBL3609240.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MSRPVQGSPREAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GIGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAEPRGGAVLVQVDPVAPSRVGTACSAAGTGHLSPPGAVLPRAAELVG
FAEWSLDPDCGRIRVAEGMLAMLGHAPDGGEIDSAWLRARVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGLRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIIRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEVTRAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFAREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MBL3609241.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB35
MENDLRQPVAQRLRDSGARRGRIASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLA
VNEIEIALDAHALLARRRVQVTDFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGR
LYERGALADAEAAMQDSVRVAEADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRV
SRPLLAISAAMRRLNRGEDAAILPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDD
LGRVAVSNRALAEIFDLSPADCAPGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTETWQLMAGGSVSVIIQ
PTPDGWMMIAEDITERVSHEANIRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIG
DALLRQVAARLSWAVRDADTVARFGGDEFAVIQRGCVQPEGARGLGERIIALLFSPFEIEGNSLRIGGSVGVALAPGDGD
CVADVLRNADLALYAAKAAGRGQCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWID
PVRGRVSPAEFVPMAEELGLIVPLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVE
ITEGVLLDHGPEVLGTLDALHEMGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASL
DIGVTAEGVETAEQLASVAAAGCIEAQGFYLGRPGAAEIIAGLAGGALQGGRGVA
>MBL3609242.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MPNILPPAPIPLRPALAACCLLILLLGAMLAPGRAEAHPTGAPSANMQGGISGPDQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVGTGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MBL3609243.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB35
MARTEDFSQDSIGRIREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIA
LIAGQMLVRRRHLWAPDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLNFLVTPPLVAVLQLLCILAGLAMPFLELV
PFSSSLLGLTVVTLSVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MBL3609244.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]AB35
MTRIVVFCLSAAALLGVAACETVEGAGKDIQSAGGAISQEAREAQN
>MBL3609245.1 histidine kinase [Rhodovulum sulfidophilum]AB35
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSDGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPAAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPEEEAASGGVSEGT
>MBL3609246.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB35
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>MBL3609247.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]AB35
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MBL3609248.1 response regulator [Rhodovulum sulfidophilum]AB35
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MBL3609249.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MBL3609250.1 DUF883 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MBL3609251.1 hypothetical protein JMM60_10660 [Rhodovulum sulfidophilum]AB35
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARKPGSSDRARD
>MBL3609252.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]AB35
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLVVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MBL3609253.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]AB35
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIVAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MBL3609254.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]AB35
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MBL3609255.1 Hsp20 family protein [Rhodovulum sulfidophilum]AB35
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MBL3609256.1 DUF1150 family protein [Rhodovulum sulfidophilum]AB35
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MBL3609257.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGIWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRSLGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALNEGLDVASAAFSAPMWGIRLGPVA
APLVWTLSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAIYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MBL3609258.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MBL3609259.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB35
MANTLRFLNLALAVFSGAALIAGQGIADSSRAEDLLEELQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDAIDAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>MBL3609260.1 disulfide oxidoreductase [Rhodovulum sulfidophilum]AB35
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALEA
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISGAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRMVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPTETAAESAADTAVDMTAGSAAQNAEESAPGTASETAAPETPADPPVAEAPREAPEAQPAETKADTAADTPTEPQADTP
AGTEAGKEAPDAASAEVETEVFYTFTWAPRRRPGGRPRGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRH
DGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>MBL3609261.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MBL3609262.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB35
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MBL3609263.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MBL3609264.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MDTETDPRSCPFGSPPKEAAAIIGIGASAGGSAALETFFENCPAESGTAFVVIQDIPTKHESRTADLLAQRTRMSVEMIE
TDTRVRPDHVYLNPPGAVMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRGASAIHAAGGLV
LIQHPGDPHFDGTPMSLRRAGIVDAELPVTDLARRALAHRQRPPQIPFGSVPTTEDARPDARNGALSEEIEAILQTLEEA
TGTDFRRYKSSTLLRRIGRRMQLLGQPDLQSYVRLMQSAPGEVAALTRELLISVTRFFRDEDAFRVIEDSVTPRIVETLP
PGRTARVWVAGCSTGEEAYSIAILLHEAFHKAGRQPMVKVFATDINPDSLQFASAGSYPASVGAEIGTERLKRYFHTDGD
RLQVTNTLRQSLVFARHDLLCNPPFTRMDLVSCRNTLIYFRQDAQKDALLRLQYAIRKSGYLFLGSSETLSGLQNGFQPV
DARHKVFVRVAARPSARFDLSALKSSPPFDQGQKARHLSADKEIRPSMQASAPRSRGPLRESPGPEDSPKGTGQVDLVTA
QARIDSLESDLEAAIQELEASNEELQSVNEELIASIEALQGSNHELQSVNEEINTVNAEYQEKMALMNRLDAELNSMIQS
AGVATVFLDEALLITRFTPEACSVFKLRESDIGRPLGDIAHKLKYPALQEDIRDTIRTGVSLEREAAAEDGALYRVRIIP
YAIRSSGHRGAVVTLRDVTVHRDLARLQGAIDALPEHVAALDVDGTILLPNKA
>MBL3609265.1 hypothetical protein JMM60_10730 [Rhodovulum sulfidophilum]AB35
MRLVRASGDVATGHCGPGENDHESCLTQRQDLPGPFAPEIRRLILRAHERLRSALDGGQPLFSMEYPCHAPTGQR
>MBL3609266.1 EAL domain-containing protein [Rhodovulum sulfidophilum]AB35
MGRHDAPAPLPAAEDGRTSDIGQASPRPSGQSFELEIQAFTRQLAACGPDTSATRSDRLDLIQVELDLQNRELLEAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFATTDRLCNRSVYRMLDETARSRLHAYLAAPPSGTEEGPAT
AIPVHVGRPRDGGYLSYDAHLARLPACSEEDGRVHMLLVDRHSDDRQEHERHCHQMLSESTSTLIHAFDLTGNLIFANRA
ASAYLDGAETLSVEQRCAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTDVS
TLMAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMSHEIGDAILSA
FARRLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDLLR
AADMALYSAKSNGRDRISHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRHRIIGAEALLRWRDPQLGDI
SPAEFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITE
TGLMNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDARDGNGDGASERIVRAMLALAE
SLQLSTVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFETLIGA
>MBL3609267.1 hypothetical protein JMM60_10740 [Rhodovulum sulfidophilum]AB35
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MBL3609268.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]AB35
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPTEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVATDCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVDRSLADCG
LARRFEDLAAPLLAQWQEAGLMTVEAGALPLTLAGRFWQVAMTARLIAWTDQAVREDTSAKENAG
>MBL3609269.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB35
MTAELTVIPPSTEPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRR
AALADMLEGVTDLLISIPPGEGGCPALSALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAAGAILAAMSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MBL3609270.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]AB35
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MBL3609271.1 hypothetical protein JMM60_10760 [Rhodovulum sulfidophilum]AB35
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGAGRRPMASH
RPAHREVGGDENAFAQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGLALLGLVRAHPANAPVSSPVLH
>MBL3609272.1 hypothetical protein JMM60_10765 [Rhodovulum sulfidophilum]AB35
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>MBL3609273.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB35
MLYPSTFAADPFALMRQMGRDLDRALGPRPGAGAAAFPAVNVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAA
>MBL3609274.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB35
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPERLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>MBL3609275.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]AB35
MQIRDLIPWARKEHSPEPKTRTGEDNPIATLQHDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSVELPGMEMK
DIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRRIE
VQGA
>MBL3609276.1 acetate kinase [Rhodovulum sulfidophilum]AB35
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>MBL3609277.1 permease [Rhodovulum sulfidophilum]AB35
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MBL3609278.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]AB35
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>MBL3609279.1 glycyl radical protein [Rhodovulum sulfidophilum]AB35
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDIDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MBL3609280.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]AB35
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MBL3609281.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]AB35
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MBL3609282.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]AB35
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MBL3609283.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB35
MTEQSLGLIETIGLAAAVEAADSAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLA
SDDTPNAPAETPTEAAPAAGAETAPETGPETQPQTDTPAETETPAETSSEATAEAAPSETAADASGETTAAGAGTSNAAR
RNRRRSTPARKPGRSGK
>MBL3609284.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]AB35
METGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEET
VILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLPE
TAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>MBL3609285.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]AB35
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MBL3609286.1 hypothetical protein JMM60_10835 [Rhodovulum sulfidophilum]AB35
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLGRHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>MBL3609287.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]AB35
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MBL3609288.1 heme-binding protein [Rhodovulum sulfidophilum]AB35
MNRGETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>MBL3609289.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]AB35
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSTDGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MBL3609290.1 BMC domain-containing protein [Rhodovulum sulfidophilum]AB35
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>MBL3609291.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]AB35
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MBL3609292.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]AB35
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MBL3609293.1 PocR ligand-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIIDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>MBL3609294.1 response regulator [Rhodovulum sulfidophilum]AB35
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MBL3609295.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]AB35
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MBL3609296.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]AB35
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MBL3609297.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MILDDQTEVTAFLRAQKRGPDPLCEIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRGAEAGDLTEADAECLARTVAAMHARAPVRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRTFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFDLAREL
LTPAQGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTLWLDAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MBL3609298.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB35
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPGLAIASAAPRWISAPAIGAEPHP
>MBL3609299.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3609300.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB35
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGG
>MBL3609301.1 type VI secretion system baseplate subunit TssG [Rhodovulum sulfidophilum]AB35
MTGESFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPA
FRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTETRLGLGAASLGRDAHLGARA
RTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDN
PEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MBL3609302.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]AB35
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIRGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MBL3609303.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]AB35
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MBL3609304.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]AB35
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MBL3609305.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]AB35
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MBL3609306.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]AB35
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGSGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MBL3609307.1 type VI secretion system ImpA family N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPARELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEAGPGDPAPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MBL3609308.1 type VI secretion system-associated FHA domain protein TagH [Rhodovulum sulfidophilum]AB35
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLAPGDRFRVGPYVIAVAEGSEGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVSGAPVPAGTGAVSGAVSGALSGGPAPRRQPSGAPPVAPEPQPFHPPGRDPAAAQAAPAPAGPDRDEAF
LRAFCEGAGLDPDLAKGADAEALARELGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEV
LFLVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALA
GKGENGMLDAFLEAFSEAYARAQGEMPD
>MBL3609309.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB35
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVDGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MBL3609310.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB35
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVS
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEDYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MBL3609311.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MBL3609312.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MBL3609313.1 replication initiation protein [Rhodovulum sulfidophilum]AB35
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MBL3609314.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]AB35
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVPDFEPTGVPIENPF
>MBL3609315.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]AB35
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLLAFPAPEIEASGIEATGIGR
AEVRPRDVRF
>MBL3609316.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MKKIGFLSFGHWSPAPSSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MBL3609317.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MBL3609318.1 response regulator [Rhodovulum sulfidophilum]AB35
MPPPPAPSSGPPCWPADILTDLLSGASDALVDAILRLGAANGFTDQTSSMRAAWVESIEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNRLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGDAGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>MBL3609319.1 c-type cytochrome [Rhodovulum sulfidophilum]AB35
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDEETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDPTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGAPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWAYGQDTF
QTACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKETVQ
>MBL3609320.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB35
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>MBL3609321.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]AB35
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWNNLAENCELMVFWGANPLNNSEISWQVADHG
SFSGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MBL3609322.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MBL3609323.1 hypothetical protein JMM60_11020 [Rhodovulum sulfidophilum]AB35
MTYKTAGYGLILALAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTAERVFLRYEGADFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSEDLEAATELRADLDWYPVAPFVMSLVPDATGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGTGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEVPAASREMRFLTEEGRRLDPDTAPERRPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPAT
EGAETLVFVRRAAEDADVLELQTGDGQRRHFYGLGSREVTLSCDATLAWTEAGVQPPSDRPWRIDPAALDIADDMTVAEV
TEQLRFVDAQGVPLALSAPGGGALSPDDSIREAIFPDGTLRVAGPPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>MBL3609324.1 hypothetical protein JMM60_11025 [Rhodovulum sulfidophilum]AB35
MIRGTATALGLLLAVPGLAAPETGAPPAEAGVAADGQAADIRTEHWPSGNLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGRIQGRYI
LTGRIDNDVSRVTYVDNKPHGLFIRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGMNGQLR
RLETYVHGTLDGPWEERDREGRLLSGGAYSEGEKTGPWREGGPHGEAYWQGSYVAGLRNGPWERLDAQGYRLERARYEDG
TRDGLRYLFRPDGAVGEVQSWKDGERDGTTTRYEHGLPVGRDLWRDGRPVATGLPPEAE
>MBL3609325.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGVAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>MBL3609326.1 hypothetical protein JMM60_11035 [Rhodovulum sulfidophilum]AB35
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVIIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MBL3609327.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MBL3609328.1 LysE family translocator [Rhodovulum sulfidophilum]AB35
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRTTGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLA
>MBL3609329.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MBL3609330.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQRNRYHHISWLGGIELFEAAFSTQPFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASEGTVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MBL3609331.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]AB35
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPAPDPETPASAPAPASAPAAMAPAMGPAAEPDRPCASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIERLIASAPT
QATAETTAGPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRTQVNEGREGAA
RLSVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGT
LRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVDGALGAQLLAE
IRQGLEDPMSLLL
>MBL3609332.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDANAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>MBL3609333.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLSARAIPLDVTDRPAVEALAATLDGL
DVLVSNAGVAGRATFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMANAQLARPGGAEWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>MBL3609334.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAEGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHVVPSAGIYLAEPFAEMTDAAWRRTLSINLDGVFYLLRRAVPHLREGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLKRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>MBL3609335.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MGRDLPDDIAARLGQRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>MBL3609336.1 GFA family protein [Rhodovulum sulfidophilum]AB35
MSGVHEGGCLCGAVRFRVTGDFGHFFLCHCARCRHDSGSAFAATLFSGAARLDWLAGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGNPGIAPEAHICWADRAVWEDALEHAPRIAGLPGAE
>MBL3609337.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB35
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAAGLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALAE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>MBL3609338.1 GMC family oxidoreductase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSREGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>MBL3609339.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]AB35
MRNSMITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVA
LCDRLIGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPRGMDACLLGAGGAGAAIAFALAEAGVRRLTIVN
RSQDKAEDLAARVAQAYPEVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHTGQVVADAIMDPVETRLLAAARA
AGARVHPGLPMLRQQIRLMAEHLGALPRPPQQD
>MBL3609340.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]AB35
MTMTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSALPVTCD
VSDYAALCAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMS
SVAGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVA
EAALWLTDAESSFVTGQTIDVAGGLLMT
>MBL3609341.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>MBL3609342.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB35
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDIDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>MBL3609343.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>MBL3609344.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>MBL3609345.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB35
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLQPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIFDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>MBL3609346.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>MBL3609347.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MTDQSPPALTTALRAAGFRGEVETDRALRNAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDVDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSLAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVSRIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIRALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGRARPVAFVEDCVV
PPGNLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTRRPL
ADRLILLAERESVRVQALAPFMRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRFRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGATQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>MBL3609348.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLTQTELRRDPFGLACGAAHRLAGREAVALSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVATAFLGQLERGAEAI
>MBL3609349.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB35
MFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQPFL
KTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVT
LGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLS
IVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALLVL
TTVLPPVWKHIRARRAREA
>MBL3609350.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB35
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAVRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>MBL3609351.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB35
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>MBL3609352.1 RraA family protein [Rhodovulum sulfidophilum]AB35
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>MBL3609353.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB35
MNRADPQTDARPAPDPVSRRMRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPV
QGIPALREAICQKFHLDNDLDYRASEVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWD
DNFRLRPEALEAAITENTRWLILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQVSEAM
KARTLTANGVSKAWCMTGWRVGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVR
LINETEGLSCHAPDGAFYLFVNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEE
ACLKLRAAVARLTPAKEGPSA
>MBL3609354.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPLGPDQGA
>MBL3609355.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTKKSACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQELDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>MBL3609356.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]AB35
MTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGRPAVLEAPSPGVT
HCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRVATSGRPAPVHIR
VPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQDLAELLQIPVATT
TPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDIAEAHVGNNFPLK
VGMVGDARATLAYMAETIRAEHPALDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALLPPGAIVTAEPGV
AAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSGKNITVILTRNDT
YGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDADIEPALRAAIAHEGASFIEIRVPSQDRIVPFVPSW
VRAARKKKLPYFT
>MBL3609357.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB35
MRRTMLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTLR
LMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAAKSAPGTLKIANVG
TGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPEVPTF
RDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQEAAEKSAMGAHWMDAEATAAYVKASQAKAFALIDELV
AEGVLQK
>MBL3609358.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB35
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRARRAEGSGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYAISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>MBL3609359.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB35
MVADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGVFVWFLRLRPALRDRQSARESGEGE
>MBL3609360.1 hypothetical protein JMM60_11215 [Rhodovulum sulfidophilum]AB35
MDVIQPVMGRRDHDDPPARGPRADLKSLVEVIHEGGEASKAHKSKFIQNLSCDRLYGLCSEEMKMWLDIERSRCGKLDFH
SFVIAAQKRLPELGIHPSAWEEAVGLLGEDAAMLCVLITDAKVADPEVTILSAGGYLRGMVRAHRTGSLNIMGSLIGLNE
RSRRRK
>MBL3609361.1 hypothetical protein JMM60_11220 [Rhodovulum sulfidophilum]AB35
MRELLPTEAGKADQGDDGFRPPSVEMKDTGELFFDYRPNAGGTGDTGAARNSSTGR
>MBL3609362.1 hypothetical protein JMM60_11230 [Rhodovulum sulfidophilum]AB35
MCKNTDLARYPLVTQLAFGSVDYCADLGCARSELLLASCLAGIAPPLDGVTTDLTDPGVLAEDACHARQLGMGDKMCIPP
AQVAAVRMALHPTDAEVDWARRVMAAGDGAVTLDGEMVDTPVRLRAAAVLRSLSTGEPR
>MBL3609363.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MRWFETEGAVLRYDIRHGTGPYLVLLHEMGGSIESWDRVLPHLSADQGVIRPEMRGMGQSQKISRTSSFAQIATDVAALL
DHLGIDGPVILAGCAVGGAVALRFALDYPQRCLGVAPLDPALNVADGGHAAVLALADRMAAAGMGPMEPILLDRTYPERY
RQRHPDHFAAVRGRWYANDPVSFAHFFRMLAASDLRDELGDLRCPVWYGSGQYDVLRPPEYVRDLAERTPGARVCDLDAG
HHVADHAPQEVAQMLTELVSEVSAAHRC
>MBL3609364.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MSAKHEDAEAGSDLRRSDFVSAVGRAMSVLECFTSDEAIRQRGRLTLTDAAKLTNLSRGTARRLLLTLAEIHYVDTDGKF
FWLTPKLVNLSRGFLMPLGVGEGSAAILKELTGKLDESASVGILDGEDIVYIERVEVRRIYSSRIVNGTRLPAACSSIGR
VLLASLSDSDLHNWMRSYPLRRLTEKTITDPDAFWEEIRAIRTRGYAIIDEELEIGIRSIAVPIQSPNGRTMAALNGSTI
SARHSVEDLREAFLPELLDASRKLSGTMGW
>MBL3609365.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]AB35
MINKFSQDIAEALADVPDAATVLLGGFGAVGQANLLIEGLLETGVSDLTIVANNAGYGKIGLARLLREGRVRKLICSYPR
IVGSTIFEELYGAGKLELELVPQGTLAERMRAAGAGIPAFFTPTGAHTLLSEGKEIRDYNGLPHVLEQALHGDVALIEAW
EADRWGNLTYRDAGRNFNPVCAMAAKLTVAQTQHVRELGELNPEHIVTPGIFVDRIVHIPCGDPVG
>MBL3609366.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]AB35
MTQTNWTPLDRNAIAKRVAQDIPEGWYVNLGIGVPTLVADNVPADREVVFHAENGILGIGPAPEPDKVNPWLINAGKQHV
TLMQGGAYFHHADSFAMIRGRHLDLCVLGAYEVSASGDLANWARSSTDTAPAVGGAMDLAIGAKRVWVAMQHVTKDGTPR
LVESCTYPLTSMSCVKRIFTDLAVIDVTPQGFAVREIIDGLGFDELQSMTGAPLIRQNAA
>MBL3609367.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB35
MTTDIETRLKLLEDRAEIAQLRAAYCHVLDHRDWDALVQMFTEDGEFNGLAHARGRAEIHQFFAGFVDGMAEGFWHFCTN
PTIAIDKDTATGRISMQYLSVKKGVSYVSAGHYDDRLERVDGVWKFRERKISFYYHAPLSEGFVGKPTYIHIDGTPRVPQ
PA
>MBL3609368.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MIQTRQIGRARVTRLLEYSAPTHDPAFLFPDLAQADLDAMAAKLAPHHFVPAMNRLVITIQMWVVQIDDKVIVIDTGVGN
GKPRTAPRMKNLNIRVGEWLEAAGAGFDKVTHVVQTHLHADHTGWNTVLQDGKWVPTFPNARYLMPRGDYEYWTDAIAKA
PDIAMDNSWEDSVLPVVEAGVVDFIDADAGQILGCLTVEPVPGHTPGMLSYRLQSEGEEGLFCADVFHSPVQIYDPQINT
AYCVLQDVARETRARVLSEAAERGTLIMPMHFGVPYCGYIRRDGDGYRLEPADWPDLTLPG
>MBL3609369.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]AB35
MNILHWSPRSPYVRKVMVAIHEKGLLDSIETVRTLADPMFPPRDFFATNPLAKIPTLERDGASPIWDSRVILEWADLSSE
SGPRLFPVDPETRLQALTDEALGTGMLETGMALLIERHMRAADRQDARVFDVCAAKFGACLDYLEANAARLAARDFDAGH
LSIGVALCYLDFRFGDLQWREGRPGLAAWHDGFAARPSVLATTFRDDPRPTE
>MBL3609370.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]AB35
MLADSAKRLSEDTLMPILAREAADKPLSKPVMLEIYGHLAEFGITAARLHEDFGGSGLSMLDYGLIMEQLPPAIALSLLS
HDGSTVRFNAGADEAVRDAYLPDFREGRKIVCTANSEPNAGSDSNTISTKLEIEGDRAFITGTKMWITNASVCDCMIVSC
SAGNDERGRPVPQRVLVDLSQSKVGLAETPLAGLKQGHLCEVTFDRTEVPLSHLIGSPGDAGKYMTIVWNANRPLIGLMA
LNIARRAYDMALAHVTDRKQFGSPLAAKQLVQQDLSDMEAAITSARLTCLMALATLDTGARSNGISAMAKRLATENANRV
VHTAMQLCGGMGVTEELGLAQLWADARVFQVPDGTQGILALIHGRDITGTAAWR
>MBL3609371.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB35
MTVNMSTADHITVLELDDAPALNALTPEGLMDLRRALRAAQDDDAVRVIILTGAGERAFCTGANLKKTFPPKNGFARNHL
LGREAEALDGGYTRLLDLSDLQIWKPMIAAVNGYCLGGGLELALQCDLRIASTSASFALPEVKVASVPAVGGAQALLRAI
PSAHAMKMALTGDRIDAQTALDIGLVSDLTDPEALLPEARAIAARIAANGPLAVQMVKKLSQETAHLSPPEFMAQSNTAW
GLLRDSADRIEGRTAFGEKRAPNFTGN
>MBL3609372.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MSDKVAIVTGGAQGIGLGITRALLDKGHRVAVWDRDAAALAALPEGVFGQEVDVTNGAGVSAAHAAVTARWEAPSILINN
AGIARDKRIVNMKESDWDAVLNVNLKSQFLCCKAVIPAMVDAGFGRIVNIASRAWLGGFGQANYSASKGGVVSLTRTLAI
EYARKGITVNAVAPGIVETPLMASYTDEQRARLEATVPMGRMGQPDDISKAVAFFADAANAYVTGQLLYVCGGRSLSSPS
V
>MBL3609373.1 thiolase family protein [Rhodovulum sulfidophilum]AB35
MRDVIISGIGMTAFGKFMDRNLKSLSEEAVSLALADAGIAPAQVDQVIFGNAAAGVVTGQEMIRAQSSLRNTGLDGVPMF
NVENACASSSSAFHLGWLMIASGQAECVLVMGSEKLTHEDKAVSFGAFSRAVDLEEPLPEGYQAGSGSLFMDLYAVKARK
WLEKTGGAPEDFGRVVVKSRHAGSLNPVAQFRKETTLDEVMASRMISDPLTLFMCSSIGDGAAAIVLTSPEFAKKLDTPD
IRVRASAVVSAKAHGERDLVAVIASRKAYEMSGIGPEDLDVIELHDASAPAELIHYENLGLCAPGGAIEMIRNGDTAIGG
RVPVNPSGGLLSRGHPIGATGAGQIIELVQHLRGTAGARQRDGAKVALAENNGGQLAGDSAVAVVTILSL
>MBL3609374.1 PaaI family thioesterase [Rhodovulum sulfidophilum]AB35
MHGGVIASLLDAACGLPVRFIAPETDLVRAVTLTLSVSYIAAPKGPRVRATGRITGGGHRLVFSSGEVRDTDGRLIATAT
GSFKRLAPAAPGPTSKEPT
>MBL3609375.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTDLTDAYIVAPLRTPIGKFGGALRPLTADALMVHVVHALLARTGIPAGTLDDVIVSQSYASSEAPCIGRYGALAAGLPI
EVPGYTLDRRCGSGLQAVINAAMSVQTGQADAVMVVGVESMSNIEYYSTDMRWGSRAGSVTLHDRLDRGRVRSQPQARFG
VISGMPETADTLAREYDITRDQADAFAVRSHANAHAAWENGLFEAEVIPVDVPGSKGAVTTFERDEGIRPETTMDTLSGL
RVIREGGVCTAGNSSQQNDAAAGCLVVSGAYLEQHGLTPMARLKGWGVAGCDPARMGIGPVPATQKALARGGLTLDQMDL
IELNEAFASQALAALKGLGVADMDRVNVNGSGISLGHPIGATGVRILTTLLHEMDRRDARFGLETMCIGGGMGLAAVFER
P
>MBL3609376.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MEWALILLTFFSALLLLMLTGINVFVAFLTVNLTATALLIGERGFGLFVNSVTDSVSNGGYATIPLFILMGEILFRSGSV
DVLFDSVDRLVGRVRGRLYAVVIVIATIFGALSGTAVAVSAMLGRSAMPTMEARGYSPRLSATVILAGASLAPIIPPSLL
AIIIGSLADVSIAGLLIAGIIPGIIISIMTGAYVTTSVMRNPELAPPQSDDDEKDRGSALGAVLRMMPFMFIIFMVMGMI
MLGIATPGESAATGVVGSVLVAILYKRASAQMLISALASATRLSVMIMVIVASSTLFSQLVAFTGASRALVAWATDLGLS
PMVMFFILMALPLVLCMFIDQIAFLLMAVPLYEPLVSALGYDPIWFWTIFLINLTVGGVTPPFGYTLFALSAAAPNISVG
QVFRASYPVLVIFLLAMLLLTFVPGIVTWLPSVI
>MBL3609377.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MIRERAHSRQVGGIVDLLVRICFLISCTSLVIILMITIFEITMRYFFDSPTKWVSDSVRYLLAFMIMFGLPDVTRRNEHV
SISLFLDKLRLDHPLRRLLFVISACVCLFVTYLAVDIALTQFSRNLYTQGTWRIPRVWITGSVATGFSVAALAFATLAIW
PKRKE
>MBL3609378.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB35
MTIKAFAFACGATALTALPAAATDLRLLSSWPDNQAYTENVALPLAEKVSELSDGALTISVVGPDVVPAFEQLEPVQAGV
FDMLFTHPAYHIGTASIGLGVEGTRADPTLRRSSGIIDTLDEYYQTLGLKALAVAPVGSVAFNFILREPITGDPSLGGRK
IRGTQTYNPVIEGTGGSPGIMPMTDIYSSLQTGVIDGAGTTLTGIAEQKWYEVSNYLSRPKFGTVGLFIFMNIDSWDSLS
PEEQDILTRAAMEIELESTDRFDTLAAEEEAFLIEQGMELTEFSAADAEQVEQVFSDGAWATARITGGDLAEKMHQQAEE
AGLLQ
>MBL3609379.1 hypothetical protein JMM60_11315 [Rhodovulum sulfidophilum]AB35
MAKIMKDDQISPPRRGRRVPRTTDSRHNLGIAPNLLRRNFRAEEPDRIWLADISYEPTDEGWLYLAAIKHIP
>MBL3609380.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB35
MISPHTLHSRPATQRDESATRLDALAEPEVLILGGGVNGVATLRELALNDVSCVLIDTGDFCAGASGASSRMAHGGLRYL
EGREFRLVAESARERNRLVAHAGHLVSPLEIVVPLEHFVTGFGRAILRFLGLSNRNGPISLLALEGGLLVYEIFGRREHP
LPSHSTFLRRAGFPNGLRRSTRAVTSYFDGQITQPEGLVLEMLGEALDQGPHVAALNHVSWQAENGAIHLSDRLGTGSWT
LRPKVIINATGAWIDRVNAGLGGQTRYLRGIKGAHLVLHNPELFERMGGRAFYFDDGTGRMVISLPVDSNVLVGTTEVET
SDPDDRRVAGDEIDYLIRAMDGLFTDIAVDRTQIVSVTSGIRPLRRGGQGSATSAARDHALEEDRFPGCPAPVLSLVGGK
WTTFRSFGEQSADRALALLGRTRSISTAARGYPGAAPCAPGELDLPLSQAARLIGRYGALARKVAPLCRGYGATPLAGAP
DWCRGEIRWAIRARGAATLEDLVLRRTRLSFGAGLRPETLDDLVALLSEETGRPMDELAAERQAALREPRLMGTRAGPAQ
G
>MBL3609381.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB35
MLIAIDAGGTAVKVVAFDLSGTEIAAEAADVPTQHHPDGRVERDLDIFWAGTVSALRRLAADCAGREILGVGCTGFGNGI
FLVDAQGEATRPGIVSVDHRAQPLVDTLCASQAAREIAAVTGNRIWGGQTLMQIARLAQTEPEIMACTRWALACKDVIRF
RLTGAALTDPSDASGGGLMDLAGGDYARDVLERLGFGAHLHRLPPIVPSDAVAGRISRAAAEATGLPEGTPVAGSMMDVA
ACALGAGAVDAPVLTMIAGTWSINSLECAGPPGDEAPILNLLYRGGKRLVAEGSPSSAANLGWFLDRALGRRVGVDEANA
LVAACPASQDRCQFLPYVFGPEPRRGGFVDLGASDDLGTMLRAIYEGVAFQARRHAEDAVALAGQPFPGTIRLAGGAAKS
PVWTQIFADICQRPVEAVRATEVGALGAAICASVAAGAYGDLGEAAARMTGVARRHEPDRELAALYDRRFCTFRRLDAGL
AALMTA
>MBL3609382.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB35
MRKTTLLLTTALCAAAGLARAQDQDMSCKGKLEALNVIGQGMPAVTALDAYLPEFGEKWDTEVKVTMLGENERRAKARLD
ASTGAGAYQVLYIDEANLAEYVSADWVYPLADVVPESYDIADFRTDLSNVATVDGVQYFAPFVGGGDVMMYRKDLLEAAE
IERPTTLEEMVTAIKTLDEADNGAHGWSARGQRGAGMNVWRWTPFFRAMGGEWLDGDMPAFNSEAGVKATELYIELMQSA
PPGVATFNWSDSVEAFRGGQVAILIESDVFGPWMEDPAKSSVVGKVGYAPPPDPLPSAGWAHGWAVSRTGAADDCARAIA
GDFVGWATSKEMEQRRLEAGIASDIGRVSTLQSDAYKALVPAEYIDALLATGDKTNLLIMKSPVWPEIGDSLGLTLEELF
AGTRDDVQEALDEAAFFAEDSLMRAN
>MBL3609383.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTRKRFVTLSLVPAIGLLGTLALVSVAGAVWFSLMNRTLRSADYDFVGTYNFLRLLRDRRFLNALEISALWEIVTVVGTL
ALAVVLAVLIFETVKKPLWRNLLCFAFLVPVLLPRVAAAFIWRFLYSPSLGVINYLCGLVGIGPVEFLADPSLALISVAV
VDIWQWGLFFTVILLKLLETLPRDPIEAALLDRARTWEIHAYVTLPMLKGPLISLALVKAVESLRSFDLIFVMTGGGPGT
ATETLDLYAYQMGINMGGRISYASAMSILLLIVTTVAFTIIWKAGKKWAK
>MBL3609384.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]AB35
MGKVISAIGVRVLLAVLIVVALGPILWTVLGAFKELRDIVTPVPKLIFDPTLDNFATILRNPTIRDGLLHSAIVVSVSVL
IGAVLGIPAAHALARHARRYGDDVQFFVLSLRFMPPVAIAIPFIVIYLDLGLYDTLFGLILVYLITTISTVIWLAVPAFE
RVPQNIEEAAAMEGCGPAEIFWRFSLPVAAPSLFGALVFTFVLVWNELLLALTLAAQNATLPVVAASITSLGKEVPWGVI
NAATVVLVLPPLVFIGLLMGLLNTMVRSGPK
>MBL3609385.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]AB35
MANISCTDILKSYGAHPVIEGLNLDIPDHEFVVFLGPSGCGKSTMLRMIAGLEEVTGGRIVIGGTDVTDLPPGDRGVAMV
FQSYALYPHLSVADNITFGLRRQGISRTEIAPRLAHVSQMLGLEHYLDRKPKNLSGGQQQRVAMARAMIKTPKVFLFDEP
LSNLDAKLREKLRTEIRKMHLQLKTTTIFVTHDQLEAMTIADRIVLMRDGRIEQMGTPDEIFERPATRFVADFIGTPAMN
FLHATMEDGHVARAGSIALHLSPAAFPALRPGQQVELGLRPARMDLCPEGTPDALTGTVVLVENMGAEGQVITDVGGHEM
SFTTSAFRGLAIGDRVSFAIAPEYIHAFDPQSGQSLRKD
>MBL3609386.1 hypothetical protein JMM60_11350 [Rhodovulum sulfidophilum]AB35
MTRYADKIARIRAGSYRKGDYMIADAKDSDVTGGIMTTGARRDSDGRPLGPRSRPEFLQQIEQIVRQDAVDIMLTSAGNM
AALREAGVFDGSAVQPAFRANETTCVWGNVRGADYAARPSRPYRGADLDFAPADLCLYSITFNNDTEADARALEAYAAFR
REARAAGVRHFLEVFNPNVPGAVAPEQTGAFVTDCILRVLASLTPPERPEFLKVVYNGPDHMAALATHEPGMVVGVLGGA
GATHRDTFELIAQSERHGARLALFGRKINQAEDQCALIAWMRRVADGEVSPSDAVRGYHADLARRGLQPDRALDDDLKIT
AESLHFDAACAPV
>MBL3609387.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MVRANHPSDRIVAEIAWLYYIKGLNQAEIAKRMTLSRPTVITYLRLARERQIVGVKISGLHFRINDLADALCDTFGLKSA
YVVPEAETTLETAYQVCEAGAQFLPDFVAPGDMLGVSWGQTVSFVSERVPWWPVQGLVVRQLIGSLANPLLPTCESCTTE
IARRLSAQCINLNAPAVCSDAELAARLRAEPIIAQQLDRLRDCNKAIYSLSPCTFDTHVVQFNLATETDISDYRAKGAVG
IVAGRFIDPEGAPVLGDLDQRMIGADQESLRAMEGLLVVTGLPKLEATRAALRGGYVDHVVLDTALAEELTRARTA
>MBL3609388.1 WGR domain-containing protein [Rhodovulum sulfidophilum]AB35
MHLTRTDPDSNLYRFYRMEIVQGLFGDWGLVRNWGRIDSAGQLRTDWFMPAANSTPDGTLSILMRTGMRLARRTHEKVAA
TFGSPRRTLRVRQARIAASL
>MBL3609389.1 hypothetical protein JMM60_11370 [Rhodovulum sulfidophilum]AB35
MKPTAQTVVAQPGPSLPERGRSDAGRRHFLATAMGMAALSGGAARLLAGPATGAAPTNAYSLICMGHHAVLEVYLNGAPT
ILHASPEDLVFSFPATELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRT
VFSGRPVQPDLGTISRPRPEAERPFTIWFGDGKPSREFTRIVPVGFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMAR
LHGAVERRDRDGFVEIARPYLARMARIWGKPDAGAAADTILAKAPWASERAAGMVPLLDRQEARSATLAFGSDRRLVEFS
DRRVAATDAGGEVLSALPLYFARRPGQAARPRKLPRPTSCPGRSLRCGGGAAVTSYGTGPNAPENAYRLSCLCCWSISRG
S
>MBL3609390.1 hypothetical protein JMM60_11375 [Rhodovulum sulfidophilum]AB35
MADDMQHSYGLSCMARNATVELFVNGAPTALHASLEDMVWSWPVRDFLRDGTNRIDIAYEPINPAERNYTPNPDVAIQME
LSRGRLPAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQIDD
PALRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVAWASDE
AAGMRPLLSREEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>MBL3609391.1 hypothetical protein JMM60_11380 [Rhodovulum sulfidophilum]AB35
MAGTTMNANEALLWAVGSDMPKPPMMLNTLTMYPPMIEAESSPGRRRMLQQQLDQAVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPSMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPETRAEEAAREGSPLITFIEDIQDAMNGLAG
RTRSPDALRAPQQDDFGSSIGIELKLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGTLDLLDLFLSRFPKGPEIR
RRLADPENAMTAEARCSITVTGSGDLSYGIGDIADLTIGNSGDWEARMEDIEQTFAATAKITGKITAYASLDADVWFFEA
HASAGAEVSTGWHFGGRVVREAGGSRKTERLYYFEGIILRAHAKVTLSHEGKSEISDDYFGDATQATTASKSGTKATTVL
ASSETEVPLMDPEGEEDGWT
>MBL3609392.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSTELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFTRFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>MBL3609393.1 hypothetical protein JMM60_11390, partial [Rhodovulum sulfidophilum]AB35
GAARAAGAGQGAGPAPDPAPEPPRDRAALRLIGGLAAVFLALLGAAGWYGWTAGLIGPGKAPEGGLEARLPPRQEAGRAG
FLAAWQSGPCSYLTRVETGPRAGVVERYGRQRGDAATDNAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPG
PLPVLSATPEQVASGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPDGRLRFGLSLPEGASAAPQLLLAVAATRPL
ASAATATDGTPAARLLPAVLEEIAGRGGGAGVAVAHLELLPPEPAEDG
>MBL3609394.1 hypothetical protein JMM60_11395, partial [Rhodovulum sulfidophilum]AB35
PGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELVDNRRNRG
>MBL3609395.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MBL3609396.1 cation acetate symporter [Rhodovulum sulfidophilum]AB35
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>MBL3609397.1 cyclic nucleotide-binding/CBS domain-containing protein [Rhodovulum sulfidophilum]AB35
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGELPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWREYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MBL3609398.1 hypothetical protein JMM60_11415 [Rhodovulum sulfidophilum]AB35
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVAEWQPLGPADP
LLRAVCVPPE
>MBL3609399.1 response regulator [Rhodovulum sulfidophilum]AB35
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MBL3609400.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPPDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MBL3609401.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MPSVLFAHENFPAQFGGIAGYLAARRWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFAPDLVVAHSGWGSGSFARAVWPEARFVPYIEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTGFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLITYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIAHGIAAVLAEPAASRAMGGRARDHAAAHYAQSVLHPRREA
FFRAVIERRGLPGQ
>MBL3609402.1 hypothetical protein JMM60_11435 [Rhodovulum sulfidophilum]AB35
MEPVDLAAMIHPFRGQARRRADPAKAGPDDRQSLDALDFATPLTEA
>MBL3609403.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRSALELDPIRKIALLLGTLPDGDRNAIKRALRSIEIELAS
>MBL3609404.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLRDSLA
>MBL3609405.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MBL3609406.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]AB35
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGALASA
>MBL3609407.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]AB35
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MBL3609408.1 BCD family MFS transporter [Rhodovulum sulfidophilum]AB35
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MBL3609409.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]AB35
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWGDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MBL3609410.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]AB35
MLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEARLELFAQDRDISGAVELNHAD
GAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLTEATRDAFVFIGTKSGR
VVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSRVRIKLHPVAFRAAGEPLILC
RLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKGRSLGDYLVRGSVDLRVLVEN
ATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVSDDAMRSVMELVGSANLKDIV
AETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MBL3609411.1 cobalamin-dependent protein [Rhodovulum sulfidophilum]AB35
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGDRSIGTRALATLRRRGIAP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MBL3609412.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]AB35
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MBL3609413.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]AB35
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MBL3609414.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]AB35
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>MBL3609415.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]AB35
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVRLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PADVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDDETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MBL3609416.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MBL3609417.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]AB35
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MBL3609418.1 PucC family protein [Rhodovulum sulfidophilum]AB35
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MBL3609419.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]AB35
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDDAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MBL3609420.1 PH domain-containing protein [Rhodovulum sulfidophilum]AB35
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MBL3609421.1 pullulanase [Rhodovulum sulfidophilum]AB35
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MBL3609422.1 hypothetical protein JMM60_11535 [Rhodovulum sulfidophilum]AB35
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MBL3609423.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]AB35
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDTARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MBL3609424.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]AB35
MATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWGW
VELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNLF
LGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVGAPHDKVGFGLLTTITALALLEHWLMVL
PLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MBL3609425.1 c-type cytochrome [Rhodovulum sulfidophilum]AB35
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MBL3609426.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]AB35
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>MBL3609427.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]AB35
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAM
DGDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFP
EEEPDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKR
KGNRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAM
TRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRG
MTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLS
TAVSAALDA
>MBL3609428.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]AB35
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MBL3609429.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]AB35
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MBL3609430.1 phytoene desaturase [Rhodovulum sulfidophilum]AB35
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MBL3609431.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]AB35
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MBL3609432.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]AB35
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAGA
>MBL3609433.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB35
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSAETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>MBL3609434.1 amidase [Rhodovulum sulfidophilum]AB35
MASDWLGMSAGDLGRGIETGKIDPIDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPVSW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MBL3609435.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB35
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWIGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGVTKAGATKSGARPVILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVSERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRSPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>MBL3609436.1 DNA translocase FtsK 4TM domain-containing protein [Rhodovulum sulfidophilum]AB35
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCELHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVMRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFETAPSVAEAAPAAPAIPVAEPRRVVEQ
SVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGP
VVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALG
KDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKA
VVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEM
ADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGD
MLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIK
DRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MBL3609437.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]AB35
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHEEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MBL3609438.1 lytic transglycosylase [Rhodovulum sulfidophilum]AB35
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MBL3609439.1 AEC family transporter [Rhodovulum sulfidophilum]AB35
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLMLAVLL
>MBL3609440.1 heat shock protein HspQ [Rhodovulum sulfidophilum]AB35
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MBL3609441.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]AB35
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIIAL
NGSGRAPQGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLKGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEEVRA
ALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MBL3609442.1 alanine dehydrogenase [Rhodovulum sulfidophilum]AB35
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRTDLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MBL3609443.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MBL3609444.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB35
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGNPTAT
>MBL3609445.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]AB35
MVAFRPRVKAICPAGRGHGHSGVASHLRARRPVGLHAGASLIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRP
IDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGEPHPVIAAMNAIGYDAATLGNHDFNYGLDF
LLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSVTDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDII
SAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHG
KPAVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIATRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRT
EIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGLPLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYP
NMVRAVRISGAELRGWLERSAGIFNRIRPGAADQLLLDPDFPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIAD
LSWNGRAVTDGMEFVIATNSFRAAGGGGFPGTGPDAVILEAPVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFD
TGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MBL3609446.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]AB35
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGSPKF
AIELSDWVPAEMPETLGLFLDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MBL3609447.1 SRPBCC family protein [Rhodovulum sulfidophilum]AB35
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEGLTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MBL3609448.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]AB35
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MBL3609449.1 COQ9 family protein [Rhodovulum sulfidophilum]AB35
MTDTPRGMDSITQELLDAAVIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLHAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MBL3609450.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]AB35
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKLGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MBL3609451.1 ribonuclease T [Rhodovulum sulfidophilum]AB35
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCR
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>MBL3609452.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]AB35
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTGQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDDDEEEDDDPRR
>MBL3609453.1 cytochrome c family protein [Rhodovulum sulfidophilum]AB35
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>MBL3609454.1 prephenate dehydratase [Rhodovulum sulfidophilum]AB35
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGAAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLDVL
PRHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MBL3609455.1 hypothetical protein JMM60_11705 [Rhodovulum sulfidophilum]AB35
MRHGKTAYLDNVAIWFDADQNHIHIAVADPEYFHSTVGPDPASKRGHPHLFPTLFKALRDAGVSHPPIPENQNT
>MBL3609456.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]AB35
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGDNGAGVHGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>MBL3609457.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]AB35
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MBL3609458.1 recombination protein RecR [Rhodovulum sulfidophilum]AB35
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MBL3609459.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MAPVLALFLALGAGPAPAEETATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVNPDAPKGGEISIWAPGTFDSFNQYSR
MGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYR
RLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVY
RRNPDFWGADQPFNIGRHNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWATGYDFPGVERGDVVREAIPDGSVGT
RLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEIL
TEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRL
ERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHA
LDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRLHASGALR
>MBL3609460.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]AB35
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGSGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MBL3609461.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MBL3609462.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MBL3609463.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]AB35
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGQRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MBL3609464.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MBL3609465.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MBL3609466.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]AB35
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MBL3609467.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]AB35
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MBL3609468.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]AB35
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>MBL3609469.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]AB35
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MBL3609470.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]AB35
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MBL3609471.1 FixH family protein [Rhodovulum sulfidophilum]AB35
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVGG
>MBL3609472.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB35
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGTGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAVPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MBL3609473.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]AB35
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MBL3609474.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB35
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGANCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALLPALRIGHPSCGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVGRNQTCSVEIEGIGRVTTRVS
>MBL3609475.1 serine hydrolase [Rhodovulum sulfidophilum]AB35
MTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGL
RAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARH
IVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAE
VAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVS
TAKAELTAAPAASAEALAASILPRARPGRPSSPETPEDTPFGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYW
GINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MBL3609476.1 HAD family hydrolase [Rhodovulum sulfidophilum]AB35
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELLPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAARAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>MBL3609477.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]AB35
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MBL3609478.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGAFAAALVVLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MBL3609479.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MBL3609480.1 hypothetical protein JMM60_11830 [Rhodovulum sulfidophilum]AB35
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARTLADCAARYPAQAEAPAGAKK
>MBL3609481.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]AB35
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRIFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MBL3609482.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MALPSRDHSVSDLRLRAVDAAIALMQSRGDADFAMAELAAAAGLTEARLAVAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDKARDLAFL
LWTTLHGVVVLALDTDDAANADARWEKVAATVARLTELICAASDA
>MBL3609483.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]AB35
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MBL3609484.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]AB35
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MBL3609485.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MTEAHLDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGG
AYCDGALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGST
RGLCLGLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRL
QEATGGAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEV
LDAVIAQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESVTVGHLGDGNLHYTVW
ASSGSADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MBL3609486.1 arylesterase [Rhodovulum sulfidophilum]AB35
MPCRISTGPALPASVSVTSLSERIGSAIAHCLRCLPFPRYGAAGRTLNLGASLVLALALCAAAGTARAGVTLAALGDSLT
QGYGLPQEEGFVPQLEAWLNAHGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLIVALGGNDLLRGIDPAASRANLDA
IMTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLSDLPDRGAAMARYMQDDGIHPSAAGV
TLIVEAMGPSVLELVDRTEAKGH
>MBL3609487.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGSRIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MBL3609488.1 ABC transporter permease, partial [Rhodovulum sulfidophilum]AB35
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVALDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAGLRRIARAAARARALD
>MBL3609489.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3609490.1 hypothetical protein JMM60_11880 [Rhodovulum sulfidophilum]AB35
MNCMKLLGHKFMARGFDRQTAELQVRIDTGAAVLDGVDLEMELAGMARKGCS
>MBL3609491.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]AB35
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGKKTATCSALRDIQNGEPMPTIGRRDIALNWDGTPALVIETVEL
VQCRFDEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDALGTAAA
>MBL3609492.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]AB35
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>MBL3609493.1 tryptophanase [Rhodovulum sulfidophilum]AB35
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVTEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLGETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>MBL3609494.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB35
MYDVNAIRVDFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MBL3609495.1 YIP1 family protein [Rhodovulum sulfidophilum]AB35
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MBL3609496.1 YIP1 family protein [Rhodovulum sulfidophilum]AB35
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MBL3609497.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]AB35
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MBL3609498.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]AB35
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MBL3609499.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MBL3609500.1 hypothetical protein JMM60_11935 [Rhodovulum sulfidophilum]AB35
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLRDQDRRDKEDRT
>MBL3609501.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]AB35
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MBL3609502.1 cysteine desulfurase [Rhodovulum sulfidophilum]AB35
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRLPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MBL3609503.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MBL3609504.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MBL3609505.1 hypothetical protein JMM60_11960 [Rhodovulum sulfidophilum]AB35
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GG
>MBL3609506.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]AB35
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MBL3609507.1 YitT family protein [Rhodovulum sulfidophilum]AB35
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MBL3609508.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]AB35
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MBL3609509.1 translational GTPase TypA [Rhodovulum sulfidophilum]AB35
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MBL3609510.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPDYQAALDHA
RGASERELMVVEISE
>MBL3609511.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEGGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MBL3609512.1 recombinase RecA [Rhodovulum sulfidophilum]AB35
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MBL3609513.1 response regulator [Rhodovulum sulfidophilum]AB35
MPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAGLLRILGRPVSDIPSDRLRRLCACT
PGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGS
GLFLWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHEAVAALLAGASDETEEVVVETPEGPSRRRLLQLRM
ADGGREFYILPQGPASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLAD
AAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAI
SGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHA
EALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIF
EPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVLLVED
EAPVRSFAARAMRMRGHTVLEAESGEEALEKLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSF
GEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGQLDKGKLPEQVP
>MBL3609514.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB35
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVYDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLVPEERAPGPALADLAEPVACDCPEALEGLLRESLGADFRPVMERLRQRAPVFLRVNIRLGDPA
SVAVRLAGEGIETRAHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVQCLGGTALGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLDRLTA
LQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLRSERRLTPLDGGDGFYAAVMRRPG
>MBL3609515.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]AB35
MHPPADHPIRTPAEHLAAMRDRTPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLVQALSINIGTPSPGWA
TGMRAAAAAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAETAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>MBL3609516.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]AB35
MIRARLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGFGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MBL3609517.1 hypothetical protein JMM60_12020 [Rhodovulum sulfidophilum]AB35
MRLRRLVLAAIPVLAALGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPYGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVAVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRRFYRERYDRVAAWHHLRA
GFEAASGGDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAARPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MBL3609518.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]AB35
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSDLRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGTLATEIASTELTGPAVILLGLAPRAAARSLPLLQEAAR
>MBL3609519.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAETESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MBL3609520.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]AB35
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPPGSPAFRAWADTNLSD
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>MBL3609521.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB35
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIDRHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MBL3609522.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSTAILVTDAGFAPAGPAQDWLSPADLDGPARPDPVRVALTPETDPDLLGPHLAQIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRSAAGRQGYLARLRRAVA
>MBL3609523.1 divergent polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB35
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPSAPEPDSVPAPVAAPAARPEISAAP
EAGPATDIELPPGSEFNRSRPGTEARPPETEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPAAEDPPPAARAMHGPSAPEAAAAPVAVPEPAAPENPREAAPATPTDASPAMPADTSPDGSAATSPESSPE
AAAGPAPETDPETVPETAPETALDSATVPEIAADPETGPEAKPEVVPEAETAPEAGSEAPAVLPEVLPPPGPADPAMPGR
AAGPLRPDAPLPMIGEQAAPVDAAPEAARPATPTMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLTFPFPVT
FVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGEAFDRIDGSIALVTPEGDGFEGDRDLTGAVLGLLEA
SGHGLVTADKGPNDALRAAEQAGLREAGIFRTLDDAGQDAETIQRMLNRAVLEARQNGHAVIVGHSHPETVTAIYAWALL
SGPADAVLAPLSAVLRQSRP
>MBL3609524.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]AB35
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MBL3609525.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MSDSLKPLIGLAADRPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MBL3609526.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]AB35
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MBL3609527.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]AB35
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MBL3609528.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]AB35
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGATLRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVDANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MBL3609529.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]AB35
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MBL3609530.1 ComEC/Rec2 family competence protein [Rhodovulum sulfidophilum]AB35
MPARAMSALLTAVEVRRGHLFPWTPVFLSLGIGLYFTRAAEPPVWALWAFAGAAAVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVMLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWILCV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWSGRARALGLLPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARTLAGARLWAQ
>MBL3609531.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB35
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKKIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MBL3609532.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]AB35
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MBL3609533.1 hypothetical protein JMM60_12100 [Rhodovulum sulfidophilum]AB35
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MBL3609534.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB35
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MBL3609535.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]AB35
MPMPRRALTALVLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIE
AGDSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>MBL3609536.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]AB35
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGHGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MBL3609537.1 holin family protein [Rhodovulum sulfidophilum]AB35
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>MBL3609538.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB35
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MBL3609539.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]AB35
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MBL3609540.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]AB35
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLNLPDLMKIEEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MBL3609541.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB35
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLGLSFSLDDAAAGYTNWGGYIKWSSREDGRQDWDGPSG
TCLECGYYGGGWALSHWANKTSTDLKLDFGKTLKTVYVWIRPTYGKGSVSYEDGSAGAPDIAPVPLPAGGLLLVSALGAA
LLLRKRGRKAA
>MBL3609542.1 glutamate racemase [Rhodovulum sulfidophilum]AB35
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDGFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGA
ETMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MBL3609543.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]AB35
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPEIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIKLNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVDKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADDRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEILARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDKRAALLA
EIRAGGAALDTAAE
>MBL3609544.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MBL3609545.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]AB35
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREARMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRHWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLERLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPTVDLEVERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MBL3609546.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKFPD
>MBL3609547.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]AB35
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVEYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MBL3609548.1 hypothetical protein JMM60_12175 [Rhodovulum sulfidophilum]AB35
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTATLVVSDPAPDTHFAPGAPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MBL3609549.1 cell division protein ZapA [Rhodovulum sulfidophilum]AB35
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MBL3609550.1 hypothetical protein JMM60_12185 [Rhodovulum sulfidophilum]AB35
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MBL3609551.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]AB35
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MBL3609552.1 CBS domain-containing protein [Rhodovulum sulfidophilum]AB35
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MBL3609553.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAYPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MBL3609554.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB35
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QNLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGPDV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MBL3609555.1 RDD family protein [Rhodovulum sulfidophilum]AB35
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>MBL3609556.1 arginyltransferase [Rhodovulum sulfidophilum]AB35
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAIGGRHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MBL3609557.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB35
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAAVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPVSGGILLGFTLLGLALVTARGVVPSARPVPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MBL3609558.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]AB35
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTAIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>MBL3609559.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MBL3609560.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MBL3609561.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]AB35
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMEIAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MBL3609562.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]AB35
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MBL3609563.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARNALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDRPVDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVTENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPVPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MBL3609564.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]AB35
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTVARELIAEDVEGIVISLLHSYKNPTHERRVRDIIEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGGIGAQYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAS
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MBL3609565.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB35
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFEDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MBL3609566.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]AB35
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MBL3609567.1 hypothetical protein JMM60_12270 [Rhodovulum sulfidophilum]AB35
MSMLLSDLRTTFGYLVQDGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPGTPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>MBL3609568.1 hypothetical protein JMM60_12275 [Rhodovulum sulfidophilum]AB35
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPDGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>MBL3609569.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]AB35
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWETDDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPSDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDLGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDARHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MBL3609570.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]AB35
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDTKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEEQRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MBL3609571.1 OadG family protein [Rhodovulum sulfidophilum]AB35
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRTARKTTAAPPEAPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MBL3609572.1 hypothetical protein JMM60_12300 [Rhodovulum sulfidophilum]AB35
MALIRAHAYHALKTAQQLALLMAVSLSLSPFRLLLSNGQYDWISTSGELRKR
>MBL3609573.1 hypothetical protein JMM60_12305 [Rhodovulum sulfidophilum]AB35
MTTDKAMTPSEACDLLQRMFAVFMDPNTKQDDLAESLTPDYVQRVDGKQFDYNEFLLRHQALQGTISSGSVNFEHFATDG
FSGATVHIAEAVKRNGERIRLRVIAYYQFCGNRISLVDKLTQLLDGDQEDRDLGSRTVPA
>MBL3609574.1 hypothetical protein JMM60_12310 [Rhodovulum sulfidophilum]AB35
MSIWRALRTWGHLNAPTIGDELNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLMMYFVVLSWWEQNILWDNIQI
WLNSEAYFREGYLRRIELGRTSALEKDFPEFYKGMMEMHGDRWIGGAIFLALPTFFFIAACIWPRYRPIRFNRKLGIAYT
WSWGRFFLSRSDPSLGLGRGVGDFDLMLRRFTIVRAGVGSRQSHSIGALVLRLRHHRWTRYKESWTLGVFPPACFYQNSQ
ISIAISDFLTNPVRPDWCEALELQPSPLSWAHRLALRIVNFSLLPAWWPRRTQKMIRRHLEIRAAEEKAAAEAREALRRR
ANGMD
>MBL3609575.1 hypothetical protein JMM60_12315 [Rhodovulum sulfidophilum]AB35
MTDPAPLSETRAADELTSACDEDIRPIFPVRHALTEEALFNIARDGTSPGEPGAIGAQGSYELRRLRQGYVYIYARNGHP
DRLSSDSKGTWLVFRYVSQGQDDSSSDLRSDTRIPEGRYQFYKMTWVDGGAGGRWEVTDRRRYPYAFVNKQVSEIEIAYS
EERWPGHLLLMAELDAGLRARLMTKVNIVAETTEQSAPLSRLGEHVAEFMPEAEANPEGNAIRYTAFQPEAVSAVVQCAN
SRENGRLVAVKDHLGELLDIQAAHLAKSESLKTFSAEYQYPLLIGMGVENLKPHIDQDGNWFNKPPLDPELKTVLDKLRG
EKQDLENEIRALVNAYWQVAGRRGHCALLEELEVVLDGLDEVKADDSKARRTDYVFFVLGKIFQTLGTSADGSASLTVAF
EGRATDRSKEWARIFSQAANAMATAVPEVLTRYRTHMNLTFAVTSKELAMSWVRRESGLVTRETVERILGVQTVSRPVNP
NNVDDVLKEIFASVGLTGQRPRSLEMSGLTAFFDGGGLRPDQLIAVPFYEITGTGTLTARGETFSNAYRASDLADKGGSM
VLGLYSAFVAANNWNTISPSITRAGAVAQDPRVQIASALLDAMAGLNAMHQVPNAAIYARDVGQQVFDRLFKAGSGRFFG
PANAAAQLRDGAQGTSRNLLRYATLGNLAGAVGVVLAGMQAFEGFKADDLAKSYGNAAIAMGGLILIAFSETGVGAVIGG
LMIIAGVVATFFSDDSATYWARHSFWGSSGKYWEGDRDPLPDRIKDAKQVSDQDSNIRNYFEQELNAYQDLASFLKIENA
ASSDMRFEIHCPSIRSVADLSKLSATVRFIPPGLGIGGGGLSGPLVPASPRFISSGLVHLQLAEKPGRDGDRISELRVDA
SYPKLTGGKFTDRLSIKVRNL
>MBL3609576.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MIKSPSRHAATDSPVRAVHKTALDTSFVSFAPLDPQFGIWPIRTIPQPLEQAIWPDGETTGRKLFALLDAPKFADLPLLL
AGEGLPHRCLFRGDASQVWGGVAPWLVELTRGSGLLRNLMTRSDRPQHLWDARPGIFICGDLDLEALWRHLRRFTQMPGP
DGGRIFFRFWDPKILPLLLQGIDSDQQWLRAFGTVGEVPLTFVTPQPAGTVLHRVSPELCGPRSRTPDRLPDAVVELLRE
QRWSEFQIRLCQQLHKQHPQAIEPLSEEELREFSNQGYARGFRIEKANFNYVLAAALCLRSGRDLLRITHSIPDWRQLTE
LDRSYALVAACKVEMEAS
>MBL3609577.1 hypothetical protein JMM60_12325 [Rhodovulum sulfidophilum]AB35
MNTDSGLEQSRELAENMDHWLDFIDRDLSDQEVPLSLRPLQALMMLFREGAIEVNMGDERIDDPKNLGKSVEKLWFRVLF
DAVEYWYVERYGAPAMKSGGNASLKGAQMIREVPFAISVPANRNVLEEEGELAWMYFEDGLGEGEDPTAWIVDGPDLSNL
ENEARETADAEAKRTAEILRAIEFRRVTFPSDGDHEVHKPIQSTLTYLSQAAHRMVSGQRPEIGPAWFDLQMANEAALKA
VIRNDTGKQPHIHPLDDLLRRAQQHGVVFESFRISGWPRLSDISYWRYGQGSPLGVARLYSAYQMSLELVSACMSQIKPG
MGSGFGVLIRYTPWRTKSALGEYRE
>MBL3609578.1 hypothetical protein JMM60_12330 [Rhodovulum sulfidophilum]AB35
MDWQPRQTLARLQISMTGGGGGNQRGRRQSFGRDAALPQVRSETGLTDAAFVMNGTYERMLIFAQSLSDAQLSRNSQQIH
TSFKLNNLFI
>MBL3609579.1 acylphosphatase [Rhodovulum sulfidophilum]AB35
MTDRIAVRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLAGPEDRVARMLDALQEGPAPARVATVETTPD
DWPAEAGFRISR
>MBL3609580.1 hemolysin III family protein [Rhodovulum sulfidophilum]AB35
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIREDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTA
>MBL3609581.1 hypothetical protein JMM60_12345 [Rhodovulum sulfidophilum]AB35
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MBL3609582.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]AB35
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFTDVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWREGTLFVKKSAPQKTPLEVYAALIAGEDWVDTAAPIENEEQ
WERRPALEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLGGKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPM
YEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDLACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFP
SLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPMNQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MBL3609583.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]AB35
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSAPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>MBL3609584.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]AB35
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSPVKACGGGDQQMEEV
>MBL3609585.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]AB35
MPRRGRLWGELVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTAIV
GTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVILHAVAGWILFTGGLGVLFHAGNAVRPF
>MBL3609586.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]AB35
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETARILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MBL3609587.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]AB35
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVNVGQ
ALAARGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILAGRF
STELTDVFELKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLAEHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MBL3609588.1 ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]AB35
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>MBL3609589.1 hypothetical protein JMM60_12385 [Rhodovulum sulfidophilum]AB35
MDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>MBL3609590.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]AB35
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLSLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGIAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>MBL3609591.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB35
MPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQQHALAAQAANPSIARALSEF
RASLEAAPDGFAPVLAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVIYSVVKE
ADFGEDVGTGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGKLSAMVT
MASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVDFADWTL
VVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEIGAMGRD
LSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLIGAVQIN
ARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEATGAMSE
IQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQVETGVS
LVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADKLLTLVA
RFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>MBL3609592.1 hypothetical protein JMM60_12400 [Rhodovulum sulfidophilum]AB35
MAAGHRNAELGFRLPIKTPHRHGFPREHLLAPRLMLTAFFEQVQNSFLESLKDRMRDELRNEAVLRNLAYADGVIAVWVI
YAKIARLHFFREW
>MBL3609593.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVKISLHRGAQVLAYTAEE
AENLFDLIAAIESLAAERLAGRIGVEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MBL3609594.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB35
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLSNVQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MBL3609595.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQMR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAEERARLREATTSIAESLKERVDPEVI
DLVLEQAAQ
>MBL3609596.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MSDPGHPSPGPAAAGTLAMLRRAVDLTDALSRWLIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGQAQDLLQRASALAGLLLMAVVFVTALGAAADKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>MBL3609597.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALTETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MBL3609598.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB35
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGGGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHEDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIAAHCIHLTDDDIVRLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAALPR
>MBL3609599.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB35
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>MBL3609600.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MGAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALTGIERKERLLLLYWMDGAR
RDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MBL3609601.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]AB35
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MBL3609602.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGARVAGFRQCRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCAAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MBL3609603.1 energy transducer TonB [Rhodovulum sulfidophilum]AB35
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVVPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MBL3609604.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MBL3609605.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLVEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MBL3609606.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB35
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>MBL3609607.1 hypothetical protein JMM60_12475 [Rhodovulum sulfidophilum]AB35
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGELGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MBL3609608.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]AB35
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MBL3609609.1 DUF533 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMTRPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLAEALHLGRAARQRIHKAMRLPQVLA
>MBL3609610.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]AB35
MATASPATGTPRRSALPNARDVTPLWRPSPNCGARRVGARPDMVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRV
FQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWD
PGPRFDWRRLARQGLAVWPEVRGSAGPAPEETAFRKAATAFGYGAGWETGHVLDALRQRFRPRARGPLAAADMAVIADLA
RRFPVDPGPAGA
>MBL3609611.1 hypothetical protein JMM60_12500 [Rhodovulum sulfidophilum]AB35
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRP
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MBL3609612.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]AB35
MSDLTRLTIAEAREALRKGETTSVALTEAFLAEIEGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSVDIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGDLLNTAHVLE
RAAGFVSKPAKWW
>MBL3609613.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]AB35
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVSGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MBL3609614.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]AB35
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MBL3609615.1 hypothetical protein JMM60_12520 [Rhodovulum sulfidophilum]AB35
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MBL3609616.1 hypothetical protein JMM60_12525 [Rhodovulum sulfidophilum]AB35
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYIFVANRAYWGLGLWSSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MBL3609617.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]AB35
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MBL3609618.1 nucleoside deaminase [Rhodovulum sulfidophilum]AB35
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCASAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MBL3609619.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]AB35
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEIEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>MBL3609620.1 5-bromo-4-chloroindolyl phosphate hydrolysis family protein [Rhodovulum sulfidophilum]AB35
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWTARKVARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLTFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MBL3609621.1 toxic anion resistance protein [Rhodovulum sulfidophilum]AB35
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVAFDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAQGAGAATGV
>MBL3609622.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAVDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGNASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MBL3609623.1 hypothetical protein JMM60_12560 [Rhodovulum sulfidophilum]AB35
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHTRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MBL3609624.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]AB35
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFESEGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAAATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MBL3609625.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]AB35
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MBL3609626.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB35
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALTASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASLRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALDRTTLAEALPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>MBL3609627.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]AB35
MRALVQRVSEAAVRVDGTTIGEIGPGLLVLVCAMAGDSEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>MBL3609628.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]AB35
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHDTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRPGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRTLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHSAFAKWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>MBL3609629.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]AB35
MTGHDFTLAGARLTARASGALWWQDESLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPDPAVRRLSALMAGRHWIWIAGNHDPAPVAPGGSALAETRIGPLHFRHIATPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMGPEALAVLTGQKALAFPMRS
>MBL3609630.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]AB35
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPSVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MBL3609631.1 chorismate mutase [Rhodovulum sulfidophilum]AB35
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGKEPR
>MBL3609632.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]AB35
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MBL3609633.1 ATP-dependent zinc metalloprotease FtsH [Rhodovulum sulfidophilum]AB35
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MBL3609634.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]AB35
MAAALERACPGEAPLAVAVSGGGDSLALLLAAAARAEASGPEVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGN
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRAKALEATLAALTRGPRATLHGCLLQRAKGQIRIGREPAAVAGLSC
APGTLWDGRWRLSGPEGAEGQERLEIRALGEAGLAACPDWRAAGLPRTTLIASPAVWRGGGLIAAPMAGHGKDWSAAVNC
SFTAYLLSH
>MBL3609635.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]AB35
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGPTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQATSAMGTAGCN
>MBL3609636.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]AB35
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MBL3609637.1 Tol-Pal system protein TolB [Rhodovulum sulfidophilum]AB35
MLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGQRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MBL3609638.1 energy transducer TonB [Rhodovulum sulfidophilum]AB35
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEAAEPDPAPEALEPPAEADVAETVTAPEAPDIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAESPQPEADEAAPEEAATQTVTEAEEQPETGLAMAASPRPRTRPNRPAAPPPEETAAAPEAPEAPAEP
ASEEDDLADAVADAVADAMSDPAATPEGTGGVGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEET
GKPDIGSIRMVSWSGGSETAARQTYESARRAIVMCGSSGFPLPVDKYDQWRQIEMTFDPGKMRIR
>MBL3609639.1 protein TolR [Rhodovulum sulfidophilum]AB35
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MBL3609640.1 protein TolQ [Rhodovulum sulfidophilum]AB35
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVVFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MBL3609641.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB35
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MBL3609642.1 hypothetical protein JMM60_12655 [Rhodovulum sulfidophilum]AB35
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLARRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIAQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MBL3609643.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]AB35
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MBL3609644.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]AB35
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MBL3609645.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]AB35
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MBL3609646.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MBL3609647.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGVGSALMAEAIRRLRSTCKGAALVGDPGYYGRFGFRPYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MBL3609648.1 YjhX family toxin [Rhodovulum sulfidophilum]AB35
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MBL3609649.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB35
MSVGPARNRIENPFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVMLLTALTTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAGLIAGALAVGPATVLALAAGNAAVAKAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGTNYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRHLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMD
RAGRALRLAMGSAFLWCLGVALTGVFAGAPLGGLFSEDPAITEAVAAILRPMTALYAITGPVLVLALHVQAMGYPLRTAA
LTLIKPWLLTPALLVVMNALWGIEGLWFAFPVADAILLVLAMTLVLRTRPIAPVPAPCL
>MBL3609650.1 hypothetical protein JMM60_12695 [Rhodovulum sulfidophilum]AB35
MTQPSLGTVKTQAKALRQALQAQGTAISHAQALELIARQYGARDWNTLHARLGQRNAPAELALGTKVTGHYLGQTYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVIIAPS
>MBL3609651.1 hypothetical protein JMM60_12700 [Rhodovulum sulfidophilum]AB35
MGRAARKARRPLDHFEPIDRQVIRLSVEAKRLLADKGRDADRGRKA
>MBL3609652.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB35
MILYAVTAILFLLIDAVMLTLVMEPLFTRHIGTAMRDGLMIAPASLFYLAYVAGLVFLVSAPALRDRAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMILLRLRG
>MBL3609653.1 hypothetical protein JMM60_12710 [Rhodovulum sulfidophilum]AB35
MWHGLPRHSPRPKCPRAWGIHVREGRVQSKMHRMKAALVASWLADSTPISASDFEPWRVHSLLQRRWVSAFDIGGRLGIG
ALKTEWDTAACPSGRVALPPGMSTTSSPDPFNTLVEALDLPPVKDGPLNGTRFTVKDNIDIAGHRTSFGSLAWRDTHPAP
VHNALCVDQLLAAGAHCVGKAVADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRV
PASLCGIWGMRPSLHRISEAGVLPFMPSVSTVGILAASLPLLEAVARVLLHSQTTPVTAPRRLLVLSDAVELALPAVQQQ
LRAALDEIARRTGLVAEPIRFAELVGEDAALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQHFDRIA
ALESLARSERLFEQINAALPPGTIICFPTAPTVAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTAEGCPV
GMSFAAGHYQDESLLMALSEMLGPQGS
>MBL3609654.1 transposase [Rhodovulum sulfidophilum]AB35
MRRLVRASDDCRRPMTIPGGGPLAALAFRVAIDDPFRFRRARDFGGWLRLVSRRYRSGEGLLRYWALRLSSPFHRRFQAP
TSISALPRAEQRFMNEPCRAIGPSDNGE
>MBL3609655.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MTARFSRTRHDLAEFLRRKRASVQPEDVGLPRTARRRTPGLRREEVATVAGIGLSWYTWLEQGREISVSAHLLENVARAL
WMTPEERQHLYLLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDRLFAFSDYPAGSRNMLWM
YFADHRLSRRVQDWPRQAPQIVASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMADRGPVA
FDHTTLIVDQDRHLRLVYYAAVERGEAGRKPMGGCSIDHAAE
>MBL3609656.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MSGARKPCRHGSSSNRITSPIVTSYGMSDRLHDVAEGAVTMTVPARRTLGATPLFALLLGGFITIFDLFVVNVALPSIRA
DLRASLAGIGWVLAGYELAFGVTLIAGGRLGDRYGRRKVFMLGMAGFTLASVLCGLAVTTQSLIVARLLQGATAGIMFPQ
IYAMLRVLLDAEGRRRAFGLLGMALGFAAIAGQVLGGWIVTADIADLGWRMIFLINLPVGIIGLLCARRLPETGQADAAR
TDWAGTLLATIALILLLFPLLEGAHSGWPFWTWGSFIASAAALTLFVAWERRGEVQGGTPAVDPALFTNRSFAAGSIIVL
LVYSTSTSFFLGFALLVQEGLGLSAFAAGTLFAPASVAFIAASMTAPRMVARFGDRAIAGGAGIYLFGTAAVALTALSGA
HEAWLIPSLILFGFGQGLSMTPLLNFVLGFTAEREAGMAGGIISTMQQLGGAIGVAMISILFGQILGEAGYARAFAGGLT
YNIAALLFSALGISLLIRREAREAREA
>MBL3609657.1 hypothetical protein JMM60_12730 [Rhodovulum sulfidophilum]AB35
MKAARKDTNAHWTLSYSKAKANADDGKPIDLAIPTFGYAVRGRLSNRTAFMRRASWSSWLRRASRPFLPERMIPTVETGP
EIIVFKRISLS
>MBL3609658.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSGTCAHVDVVHSAIAAGNAARSPMVASWSRSARLYGLDPANRKPPHRLTAAEFANVRERMEPWSRAAGASLDQLFGAVG
AAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCAIERRPVTVHRDQHFLARNGALGCIAAP
IHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRSFAHARILAVSGLEHNPAALVAVTADDLAIGAS
HSARVALGIKGNLAKAPVPASDLLSVPGVESLEEAERAVLARALARTGGNVSAAARILGISRATFHRKLGHRKSGARRPE
AVTQDPAAPCRIPATDAPSFPRGGG
>MBL3609659.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>MBL3609660.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]AB35
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>MBL3609661.1 hypothetical protein JMM60_12755 [Rhodovulum sulfidophilum]AB35
MKGMCLQGIIRGKPHKTTVPDKKSPCPLDKVNRKFRAPAPNMLWVSDFDLPPDIRAIANWNFPPLNG
>MBL3609662.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3609663.1 drug:proton antiporter, partial [Rhodovulum sulfidophilum]AB35
LARALRGRTALRLALGAVGGPGGETASVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLAR
LGRDPGVSRVETAPMLRGVLTRINGRPAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEAD
EIGLKLGDEITVNILGRDITATVTSFRDVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNIT
AIRIKDALDRVAEVLSGLAAAIAYGASATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAA
GTVAILAGGVAGWAVMRFVMEGEYRFEPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MBL3609664.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTSTDPPLGPALLTLATGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGTLGILLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLVARTRARLAREAAAAPPPPG
>MBL3609665.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGGLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPSAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MBL3609666.1 YdcF family protein [Rhodovulum sulfidophilum]AB35
MGGDAFFVASRLGWALLRPDTLILVSFGFGLLLLWRGWFGAGRAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPVIEG
RPVAGIVVLGGGEEPAISVARGEPTVNEAGDRFLAALALSRRFPEAPVLFTGGSGRIHPAAIPEANVAAALLLRAGLDPS
RLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPGFRASPGLPENLGLLT
LTLHEALGFAVYRASGLAADPLPEGCLAG
>MBL3609667.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MSPGPQLVLIGGGHAHALVLRGQPLPSDISVTLIDPSPKAAYSGMLPGFIAGHYPRAALEIDLARLARAAGARFVIGRAE
GLDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGRSAPRVAVIGAGVAG
VELALAARYRLARNGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGITLRTGGRIARIGPESVALATGETIPAAFVI
GAAGARPQGWLAKTGLGLTDGFVTVDRTLRSVSDPRVFAAGDCAHLSHAPRPKAGVFAVREAPILRQNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFQDLPPAGRP
>MBL3609668.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGRQYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGAQGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>MBL3609669.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLRR
AGWMVSPVLEGRWSHRGVPLRVLGVDPFTLPAGSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAAP
GMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLEEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAVG
LFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVSG
SLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVGG
FVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAW
LDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARGE
GVIVNEQLWRRADLHLGDPVTLPGGAIRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAIE
DDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELL
RAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGQAAAWPAWRLARLAPVHLLKVF
ADER
>MBL3609670.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASERRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MBL3609671.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>MBL3609672.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]AB35
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>MBL3609673.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]AB35
MHDHAPSDSSHPPRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGHAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRGFGWVWL
DPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPRPAA
EYRGRLAHLGRLSHVTIEVEAV
>MBL3609674.1 sodium-coupled transporter [Rhodovulum sulfidophilum]AB35
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRLLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MBL3609675.1 hypothetical protein JMM60_12825 [Rhodovulum sulfidophilum]AB35
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSARH
>MBL3609676.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MBL3609677.1 hypothetical protein JMM60_12840 [Rhodovulum sulfidophilum]AB35
MLLHLADPRVGRPQALEWGRFRSAICSTKSGAVEAIEGMAASGAVIPYRRPMLMTADPADPDQTLTPLDENPLALEN
>MBL3609678.1 M10 family metallopeptidase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSVLDGGDGHDQIHGCSDYDILHGGNGNDTIYGYHYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTQLGQDRIYGGTGNDTLVITAPYYPIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASVYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFKGGKGADTLLGGSGNDTITGGGGKDTIEGGAGNDRLEGGYGNDRIDAGTGNDLLIGGAWDDVLNGGSG
NDTFLYWAGANGYDMVDGGAGAADRILTTADNVTIGLRGLAGVEIVDAGGHVGVVLQGSAEHNLLDFSGTTLSGIEHIDG
GSGRDTIIGSAGDDVIIGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGLAGDQDFDFI
GTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MBL3609679.1 N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>MBL3609680.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB35
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVSITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALEAPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAGGGMPDMGGMGGMM
>MBL3609681.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB35
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MBL3609682.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]AB35
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MBL3609683.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]AB35
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVALEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>MBL3609684.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB35
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MBL3609685.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]AB35
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGTPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MBL3609686.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]AB35
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MBL3609687.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]AB35
MHFASDNTSPVPPQILDALIAANHGYAMPYGTDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALRVSIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGASPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>MBL3609688.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]AB35
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRSEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLQAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MBL3609689.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]AB35
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILGTPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MBL3609690.1 cation:proton antiporter [Rhodovulum sulfidophilum]AB35
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>MBL3609691.1 hypothetical protein JMM60_12915 [Rhodovulum sulfidophilum]AB35
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAEDKPAAPAPGARKSPRPATEAKPVPQTKPAAEAKPEPEAKTVPEARPAPKAEPAAKANTAPPPVPERKPAAAEAV
APPSPPPAADPAPTATAAPAAPASPAARPVSSVPASSVAAALSAARPPRPEAPAGTGQPAAAPPRAGTERRASGSLRPEP
QPMRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPRDETPAPDPDATAGLVAPSGADLSQAEAPDRQPPF
DAAAHDEPRAEESGSAPLAGTATGTGTPTSPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRP
PEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTV
PAPGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETEPRSSARPAPRTAEA
SPPAVVPADPAVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTLDTDAAVTAALEDLADGEGEAASD
LPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSTDRRALLRLPSGRFV
KVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MBL3609692.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]AB35
MRLVPLAPLALAVSALIAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSVVEQGANQPRPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAE
>MBL3609693.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]AB35
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVAAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADAAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MBL3609694.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]AB35
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAKEAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MBL3609695.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]AB35
MIAFRGLVWRLLPAERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTADAPARALVPLAVAADRIVDLRA
LPAPNPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>MBL3609696.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]AB35
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAETGLDEGKDISLPLGYGAEVPQDA
>MBL3609697.1 hypothetical protein JMM60_12945 [Rhodovulum sulfidophilum]AB35
MFRYVLAAVAGLMTVPGLQAQEVAQQTVSAEMPPQCAVVDNSRIVSVVVCEGPRDEAAFAEAGRAACGVRRPCGAWFWPS
REAAPETAPANHDGLTQAQVVSSYGVWVAERGLFVRIERAE
>MBL3609698.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB35
MTMNTTLRGATAAICIVFGAGTASAAVIDLGFVLDGSGSVSSYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGTSSYT
VVPPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIEAKIDQVIDDTGGD
TGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>MBL3609699.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECQMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MBL3609700.1 Hint domain-containing protein [Rhodovulum sulfidophilum]AB35
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGSPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGARPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGSEAAF
APATGFVDGTALIALRVMRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MBL3609701.1 hypothetical protein JMM60_12965 [Rhodovulum sulfidophilum]AB35
MRLGAPPAPAASGMPDAIVAAVGAGARRLVLALTASGAALGTAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWGYNS
LYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWIPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTTPDG
NGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAVSRRIGKGTWLRLGGIFGIHND
RSIGLVIGSRIEF
>MBL3609702.1 ParA family protein [Rhodovulum sulfidophilum]AB35
MAGTIITIAQQKGGSGKTTLAANLAVAFLRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRVADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>MBL3609703.1 YdcF family protein [Rhodovulum sulfidophilum]AB35
MSRAFLVLGAAMREAGRPGPALIRRAEHAAALWRAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGPPGRRALALLREGAAIAKALALSTTGRP
>MBL3609704.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDVKRQFVARELKALLEAGMIEKTPNPDRARSFLYRLTPESAELI
GAIREREVLTFAAFSDQFTEDELLAFRKIMEALYANMLAGENRDAQQEDGSPS
>MBL3609705.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSFDKLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGTLPREFELKKAVDKQFLVLQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>MBL3609706.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]AB35
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RSHPRRFAELCKSFEPVMYEVAASYD
>MBL3609707.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MBL3609708.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQIAQAAEDIRDHKNIVIRIGTVTSLVRP
YLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARPLRQMTAVAAVPPGHPLAGRAVCTPDD
LAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIVDEISIRAARANAGAALVAIPFRPEIG
VGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>MBL3609709.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKRFASVAILAASAACLPSVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGSAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MBL3609710.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]AB35
MSASREPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MBL3609711.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB35
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIQLYLELLARYGTGAA
A
>MBL3609712.1 nucleoside hydrolase [Rhodovulum sulfidophilum]AB35
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPQPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>MBL3609713.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGALAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MBL3609714.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MAAPSETARSVHTDAAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MBL3609715.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MBL3609716.1 ribokinase [Rhodovulum sulfidophilum]AB35
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDRASVLLLQMENDPAQIERLIRRCRPAKAMSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMANWLGCASEPRALALASGAGILRTLGGEGAELCWQGQEISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>MBL3609717.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]AB35
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGELKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MBL3609718.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MBL3609719.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MBL3609720.1 hypothetical protein JMM60_13065 [Rhodovulum sulfidophilum]AB35
MNAPHRDVRLAVRGLDQILARGAAEVAQAFCLSVRMLRKWLAGFREGGHGRCRTAKILRAKRARACGGASAF
>MBL3609721.1 hypothetical protein JMM60_13070 [Rhodovulum sulfidophilum]AB35
MAITESADHVDRYDKIEMIAFKKLERVSRQNLAGGAGRAAVCTARPSYRPLQPCRFFGARAQL
>MBL3609722.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB35
MNDHDAENADEEFHENGSRPLGRAPDISIYRIDALTKNARNTWLVLLGILAFTGITLMGVEHIDFYGIDRATKLPLFNVE
VAPRYFFVAAPILTAAFYIHFHLHLIRLWDALEAAENRIGDRPLGDAVMPWLVTDAVLHLRNRWRSDNCATPRVLDRPAA
ALNLALTWGFGLIVLGLLWWLSMPARTFWMTAIACAAFLAAAGAGLSSLESLFDRMNPGHRAWQTWPSTPVVLIVIASLA
FSSSYLRTAGPPGQLAPIDMTGLALVEKPPGWLPRDIALRESRANWCKREGMRCGRDGLSQDQRDAFEGEFRLRREAALS
ELRKPQWHQPGNHKPDFRAAQLSGTFLAGADLGWAQLSGANLRGAQLEGADLSGAQLDGAELMRAQLEGANLSGARLTGA
FLTGAQLQGAQLREAQLERADLIGAQLTGAKLREARMDNAKLSAAQMKGATLVEARMNDAILVEARLEKANLFGAQLERA
DLSWAQLAEADLRNARLNGADLRSAQLKRVKLLQVQMERANLSRSFLTGAPTESLLLQLTNLAAAENNGGAVRFADLRGA
VFDEETDFRNAFMDGSVQVSDGFRQQMADPCQWHADTLSDEEFFGRWRGWIEATGGASSDWPLVAPSGWLEVRAIPPPEG
CVWKTGSMATGAGAKD
>MBL3609723.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]AB35
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQALGR
>MBL3609724.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB35
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGGQVQVFGLAADNARAFWNWGFLDELPGEPRRDLPKTRAMLMRACDARLPAHLPRAELDRIAGMLVAAAEAVKGEEAR
AYGT
>MBL3609725.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRGELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MBL3609726.1 glutamine synthetase [Rhodovulum sulfidophilum]AB35
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MBL3609727.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB35
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFAAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVIPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MBL3609728.1 glutamine synthetase [Rhodovulum sulfidophilum]AB35
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MBL3609729.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MBL3609730.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MBL3609731.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MBL3609732.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MBL3609733.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]AB35
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MBL3609734.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]AB35
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLPGDHPYLR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERTALETAMAPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVGFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTVPGHAG
>MBL3609735.1 CTP synthase [Rhodovulum sulfidophilum]AB35
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MBL3609736.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]AB35
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MBL3609737.1 hypothetical protein JMM60_13155 [Rhodovulum sulfidophilum]AB35
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MBL3609738.1 hypothetical protein JMM60_13160 [Rhodovulum sulfidophilum]AB35
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MBL3609739.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]AB35
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MBL3609740.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]AB35
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MBL3609741.1 hypothetical protein JMM60_13175 [Rhodovulum sulfidophilum]AB35
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLSAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSSALEGRASSPAPGAPAPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDTHGATREPFPPDG
PPEARKTEITASEEAAAPSLDDRESRDRATDSETPPHPGAGTAPPSPPRARVLKLRRDDLSAPRPPDEDAEQSAPGLGPA
ETDEAGAAAAAPGRLNDPAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAPATEARTGRATDPSCKDKASAEALRLDAPILPM
TEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGATRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDDAAAPPQAAGANRTA
>MBL3609742.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]AB35
MTTHIVHHSDKITLLGGATVDPVHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPVVVAVSG
>MBL3609743.1 hypothetical protein JMM60_13185 [Rhodovulum sulfidophilum]AB35
MDSFAKRAPAKLPVNQIAAARFGLQTLILQPLALTMGQIRRQATRGPTRARPHRIWPGPV
>MBL3609744.1 hypothetical protein JMM60_13190 [Rhodovulum sulfidophilum]AB35
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKDIAETGEMGPRARPHGAAAIADIFARHDMTSISPREIDTMAEQLRDAG
FDNFDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAN
>MBL3609745.1 PRC-barrel domain-containing protein [Rhodovulum sulfidophilum]AB35
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLVTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MBL3609746.1 PLDc N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MBL3609747.1 phospholipase [Rhodovulum sulfidophilum]AB35
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
EADRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVAAAAQHLDGFLDIVAGRRAPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRRLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGGVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MBL3609748.1 AI-2E family transporter [Rhodovulum sulfidophilum]AB35
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPVPSADEPPLPAPKPAETA
>MBL3609749.1 CsbD family protein [Rhodovulum sulfidophilum]AB35
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MBL3609750.1 hypothetical protein JMM60_13220 [Rhodovulum sulfidophilum]AB35
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>MBL3609751.1 hypothetical protein JMM60_13225, partial [Rhodovulum sulfidophilum]AB35
EPPVSAPPTPRREPTAPATPVADADAAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGI
EMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDM
RRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEES
>MBL3609752.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGILRCDIGAIATEASRNA
>MBL3609753.1 BMP family protein [Rhodovulum sulfidophilum]AB35
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAARAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFIVEINDKEPKSS
>MBL3609754.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARAQIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MBL3609755.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MBL3609756.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFASFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MBL3609757.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB35
MAEFDLLIVDGNLPDGQVGDIGISKDRIAAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGNV
VSETPRADARLDLPGRPTGVRRRHHVN
>MBL3609758.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]AB35
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFETYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPAGTGACFRLDLPLAGDRP
>MBL3609759.1 HupU protein [Rhodovulum sulfidophilum]AB35
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDVLARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MBL3609760.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB35
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVVRFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQSGGVTRAPGPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALAGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMRSVPKIRDGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MBL3609761.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]AB35
MVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVLNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRFDA
VPETFAITASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFAMCPSCRA
EYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRAKR
RPAKPFALMLREADLTAVCTPSAADLARLRDPAAPIVLVLGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLVMT
SGNLSGAPQAVGNDEARAMLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALGGQ
MKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAIADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHAHL
AACLAENGWPCAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAGLA
DSADRWLADRPLAALRAAARAGLNAPASSSAGRLFDAVAAALGLCAGRQSYEGEAAMRLEALAEGCPADRPYRFAGLDPA
PAFRAMMGDIEAGVPHPLISARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRETPA
NDGGLALGQAVIAAAGELPQMESF
>MBL3609762.1 hydrogenase small subunit [Rhodovulum sulfidophilum]AB35
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MBL3609763.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]AB35
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MBL3609764.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]AB35
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGAALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MBL3609765.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]AB35
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MBL3609766.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]AB35
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADDTGRAG
>MBL3609767.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB35
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IETREPTLPPHLQAALAAGAAQG
>MBL3609768.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]AB35
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MBL3609769.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]AB35
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLMRVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARTACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MBL3609770.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]AB35
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEAPAVPTRRAVISGGLATEAPGE
>MBL3609771.1 hypothetical protein JMM60_13345 [Rhodovulum sulfidophilum]AB35
MTTALHIALGAAGPRIVPPAPVPVEGLLLNRKVEEAAALMPRIFGLCRAAQSLGARAALGLPVRPEDRAALADEILREHL
MRFFVFWPRRLGLPSTPLPSQGRMAEAVFGPVARCPAPGSLDDWLASGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRQGPVLVPTARGICALSARVREGRG
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MBL3609772.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]AB35
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MBL3609773.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]AB35
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHTHDHHAHHHHGDLHYGEGAAGVSVPGMSQSRLIEIETDILSK
NDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKGCHL
DAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPHCDV
DLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MBL3609774.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MBL3609775.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]AB35
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MBL3609776.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]AB35
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MBL3609777.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]AB35
MNVPNRVRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEVALLRRIAATMATEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEGEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTAFGGARIVDMLVGEQLPRIC
>MBL3609778.1 hypothetical protein JMM60_13380 [Rhodovulum sulfidophilum]AB35
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGAGPPHRF
>MBL3609779.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]AB35
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRD
>MBL3609780.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTQVSTNIRAARDVGRAGLAKRVFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MBL3609781.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MBL3609782.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]AB35
MRLFQLERIGEPPRLTETACPVPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFHPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLELLRRRKATGKVVIAME
>MBL3609783.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MBL3609784.1 histidinol-phosphatase [Rhodovulum sulfidophilum]AB35
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIALADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MBL3609785.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]AB35
MGHVLIRGAELIVTMDDDRRELAGTDLRLRDGRVAEIGCGLTPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAHGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGHIVTHDLGAAVTAQTRIARRLAGL
>MBL3609786.1 magnesium transporter [Rhodovulum sulfidophilum]AB35
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MBL3609787.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]AB35
MIAEAKAALRTEAQARRAEAHDPERGAAARSRLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWVPDCALETGPFGVSVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRARGPVLAVGLAYAAQEM
PYLPAEPTDLPLDAIVTETEVILP
>MBL3609788.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]AB35
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MBL3609789.1 SLC13 family permease [Rhodovulum sulfidophilum]AB35
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MBL3609790.1 hypothetical protein JMM60_13440 [Rhodovulum sulfidophilum]AB35
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>MBL3609791.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB35
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCIMVGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDTRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MBL3609792.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWAKAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGVLTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MBL3609793.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]AB35
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MBL3609794.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]AB35
MSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNP
LWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLTPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLE
NLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIHYSPTTETVHATPIMIFPPWINKFYILDLTPQKS
LIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKVNAVGYCIAGTTLALTLALLQKRGDSSI
RSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYW
NGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQ
SGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRWDAWLKRRSGRQVPAREPGADGRPLLGDAPGTY
VMGKKAT
>MBL3609795.1 phasin family protein [Rhodovulum sulfidophilum]AB35
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MBL3609796.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]AB35
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLAKMNG
>MBL3609797.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]AB35
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPGTYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGFAAVVGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MBL3609798.1 hypothetical protein JMM60_13480 [Rhodovulum sulfidophilum]AB35
MTTIPTQKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>MBL3609799.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRDRFAALLQTVIAGLREGR
>MBL3609800.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]AB35
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVCNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MBL3609801.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]AB35
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MBL3609802.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]AB35
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGGPKFTRTGVALAVLAA
GVAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVD
FQVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDK
ADPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPE
VTRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MBL3609803.1 protease modulator HflC [Rhodovulum sulfidophilum]AB35
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>MBL3609804.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]AB35
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAEARRLIGLAAITLGTGLVWLAQSLWG
>MBL3609805.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]AB35
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MBL3609806.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALATEIDESRGMDVGLASALRVHVLTHFRRRQDER
>MBL3609807.1 DUF4169 family protein [Rhodovulum sulfidophilum]AB35
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTRGQKAREELDATRARDALDGHRRTPDDEA
>MBL3609808.1 class II fumarate hydratase [Rhodovulum sulfidophilum]AB35
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IEGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MBL3609809.1 hypothetical protein JMM60_13535 [Rhodovulum sulfidophilum]AB35
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDEASDLPETEPHDNDTGNGDAQIVSLDKFRK
>MBL3609810.1 hypothetical protein JMM60_13555 [Rhodovulum sulfidophilum]AB35
MALLQHRSPEVSRSDRQEAEAQAAGFAVLSQGEAAFRQALRDLARSSGGTQIAPRQTFGKLYVALDDYLTDSAFDPFRTM
LRDCILETWPVAAGERVLGEVLPARRLHNPRTAANEIGVSTKLVEQIMTDAGALPAADPRPFALRTFDAAEYAWLLAEIP
TLVGRGDMLAAMGATEAQLRTLREEKIIRPLTKHPRVKAPWRLVDGLALVAELHALMQPDPADGSGWDGLQFAKRRTGLP
VGAMLNAIRERRMRVARDPGQSGYRSFMVLKAEVDSLTGARPHVRRRDETAAAGQPASVFANSIGMRRRGWYPVLHQAGH
APAFWNRHPVTRRAVLYVSEDDKAKFHRRFLTPATMQSEFGLHRQTCTARLRAAGVRPFSPGGVDFGPLYLRQEAEPVLQ
KAVGLGQG
>MBL3609811.1 TniQ family protein [Rhodovulum sulfidophilum]AB35
MPFPLPLRPLPAPRETVLSYLSRFAAMNAAEMSDFSIDLGHQIRRFLDLETAALDCLAEAAGLEPAIRDELASWTGVPAG
DVRMAFRGEAFVSRALRNPVMRGCPLCLQEDAQATPGHPERLMAMRGDWLLRSVNICCRHHHPLVPLW
>MBL3609812.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]AB35
MIVIHHNPDCSTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETESPAREIGLLEKDVPEDALI
DAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLLDRLPAGPLFKEDGQMVIDENGNRI
>MBL3609813.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]AB35
MGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQPKGLLVTLV
VNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLLQVSVNDLIMVVAFA
PIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRVLGTEKAISAFTARIKPVSMAGLVATVAILFGLQGDTILSR
PGVIALISVPILIQSYAIFALAYGAAWLLEVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVVGVLVEVPVM
LSLVAFANRTRARFPEAERGA
>MBL3609814.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPRT
>MBL3609815.1 hypothetical protein JMM60_13580 [Rhodovulum sulfidophilum]AB35
MLAHERILQSPIADMARTEPRFVDHLRERFVEPMSMARHEHDHRETDDYAEESIRAVMLLGEVRAPKSTETDVTGKQPMP
PRSKGEKEPCMDRPAQRGGVEVRERSGIWEVRVDGKFRGDYHQKEHALAAAGPHRLSLR
>MBL3609816.1 phosphate-starvation-inducible PsiE family protein [Rhodovulum sulfidophilum]AB35
MTLTAVSFELLAIYRLGEISLADILLMFLYLEVIGMVSVYYARRNSVFVYPIFIAITAVGRLVVLQGKEMEPVNILIEAA
AILLLSISALVIIWAIGQQAARLHPS
>MBL3609817.1 hypothetical protein JMM60_13590 [Rhodovulum sulfidophilum]AB35
MNMPEWLKPGIYGALIGAVFVGVVGFTWGGWVTGGTANDRAMAMSRDDVVASMVPVCLDMARSDPSRTDKLATIRAASSY
QRRDALMDAGLATMPGTDAPDRDIAQACLAALEL
>MBL3609818.1 hypothetical protein JMM60_13595 [Rhodovulum sulfidophilum]AB35
MNVRSSRSTLTFSNPFTLPGYPGELPAGDYALLVEEELLQGLSFEAYRRTATYLTVRGRGRHAGRSELRAISDSDLKEAL
NRDQAATEDRKNSSDAALSPQEDSK
>MBL3609819.1 hypothetical protein JMM60_13600 [Rhodovulum sulfidophilum]AB35
MAQPDVLNPHPPEFERFLYASVGEDRNGYVVTVLSTLARLGLDPGAKTADLVTLGRDVARTRLGILLARSRDVPALASDY
GRVARDLSQLLPDGQTSGSLKRVASTVADGRPGTNGAIWAVLAIIFMLFQMLMVGGSGSGE
>MBL3609820.1 hypothetical protein JMM60_13605 [Rhodovulum sulfidophilum]AB35
MEEHFWTSGADNARTTTANNTVMIFPYPTGILQGDQIWTHLRERTGWRSVVMAERRVMRCRDIAIITYRVSAEKADVPIY
KALCASTYLNDDDTWLRIFHQQTMVA
>MBL3609821.1 hypothetical protein JMM60_13610 [Rhodovulum sulfidophilum]AB35
MTPEQTKTADKMKSVKATWDKAPAGPKKDAALKHYQAAEKAHAAKNDAETNKELDAATHALA
>MBL3609822.1 CsbD family protein [Rhodovulum sulfidophilum]AB35
MDKDRVIGSAKVVKGKAKVAVGMAIGDAKLEAEGEADKIEGKIQNAVGGINDTIRDA
>MBL3609823.1 hypothetical protein JMM60_13620 [Rhodovulum sulfidophilum]AB35
MSRHLLLILIGVLAVCLIGAGYLYYQERQSGIDIEISGDGVTIEGN
>MBL3609824.1 DUF3309 family protein [Rhodovulum sulfidophilum]AB35
MSLGTILIIILVIFLLGGFSGRFGGYGYGFGHAGTGVLGTILIIVVILMLLGRI
>MBL3609825.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKSVELSPLTRKLSAFVALSDVELAVLERLHQRRRSFVAGRDMVHQGQTTPAAYILSAGWVCSYKLQADGTRQIVDFQVP
GDFLGLRSVLLRTSDHSFEPIVTIEAAEVLTNDLLDAFAQTPRLATAILWAASRDEAMVVEHLVGIGRRDADARMAHFLL
ELGSRLALVGMGSKEGFDCPVTQYHLADTLGLSAVHVNRVLRQLRESGLVTFRDGHVTFHDYGGLVELAEFDPAYLDQTG
PLLA
>MBL3609826.1 hypothetical protein JMM60_13635 [Rhodovulum sulfidophilum]AB35
MSTASEHAGQAALSICEALLLAMNDRGLLTEHEIVGVLRDAAATHENAVGTDHETENHRAVADLINAIIAGGNSVRRL
>MBL3609827.1 co-chaperone GroES [Rhodovulum sulfidophilum]AB35
MSFIPLHDRVPVRRIEGDAKTSGGLIIPDTAKEKPQEGEIVAVGAGAKDEDGDRVAMDVKAGDRILFGKWSGTEIKLDGE
DLMIMKESDILGVMT
>MBL3609828.1 chaperonin GroEL [Rhodovulum sulfidophilum]AB35
MSAKDVRFSTDARDRMLKGINTLANAVKITLGPKGRNVILDKSWGAPRITKDGVTVAKEIELSDHFENMGAQMVKEVAQR
TNDEAGDGTTTATVLAHAIVREGMKSVAAGMNPMDLKRGIDKAVAAVVAEIKTMSRPVGDSDEIAKVGAISANGEVAIGR
QIADAMAKVGNEGVITVEENKGLETEAEVVEGMQFDRGYLSPYFVTNAQKMVVELDDCAILLHEKKLTSLASMVPLLEAV
IQADKQLLIVAEDIEGEALATLVVNTLRGGLKVAAVKAPGFGDRRKAMMEDIAVLTGGQVISAEMGTKLENVTMDMLGSA
KKVAITKDDTTIIDGAGDKDAIAARVTQIRAQIEETTSDYDKEKLQERLAKLAGGIAVIRVGGATEIEVKERKDRVDDAL
NATRAAVQEGVVPGGGVALVHAGKVLATLKGENSDQDAGIKIVRRAIQAPLRQIATNAGVDGSVVVGKVIENDSPSFGFD
AQAEEYGDMLKAGVIDPTKVVRIALENAASIAGLLITTEAMVAQKPEKAGAGSEMSDMGGMM
>MBL3609829.1 IS5 family transposase [Rhodovulum sulfidophilum]AB35
MPKQPAIPGLRDAMKKKVARREQFLAEMDAVVPWGRLLALIAPHYPKAGSKGGRPPMSLETMLRVYFLQNWYALSDPMAE
ETLYDSEAMRRFAGIELGDDRIPDETTILNFRHLPERHGLTEAIFADVNAHLADKGITLRSGTLVDATIINAPSSTKNKA
GARDPEMSSTKKGNTWHFGMKAHVGVDAESGTVHSLETSTAKVHDSRIWDKVLHGEESSVWADKGYVSAKREAAFVAVGG
AWGVMRKAPKGGKLHPEDETINRIIAMVRARVEHPFRVLKRQFGYVKTRYRGLAKNRAQLLTLFALGNLFLVRRRLMA
>MBL3609830.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVAD
IANDSVGQALASADLPKSVHLKRSAGPSRDG
>MBL3609831.1 type II toxin-antitoxin system HipA family toxin [Rhodovulum sulfidophilum]AB35
MADFEVHVDLNGRLHPVGLARSNRVRGGETILFEYDPAWLKDAERFSLEPALPVTRGAFAPPAGLSTFGSIGDSAPDTWG
RRLMQRSERRSAERDRRAVRTLTESDYLLGVADETRLGALRFRRVGEEPFLAPIRAGVPALIELGRLLQVTERILRDEET
DEDLQLIFAPGSSLGGARPKASVIDPHGHLSIAKFPKETDEYSMETWEEIALRLAGQAGIVTPHHELIDVAGKKVMLSRR
FDREGAVRIPFLSAMAMMGAKDGERGSYPEIVDALAEHGAQGKTDAQALYRRVVFSVLISNVDDHLRNHGFLWRGRAGWS
LSPAYDLNPVPTDIKARVLTTNIDLDEGTCSLDLLEEASEYFALTLAQARAIIKEVATVTATWRETARSVGARSAEINRM
ASAFEHEDLRRALAL
>MBL3609832.1 hypothetical protein JMM60_13665 [Rhodovulum sulfidophilum]AB35
MATKGEMVRALAQRFDLNPNKVDAMAREMGRAGLLTPGGRGRAATDMQGADVFHLTLPLALGLETKDAPEAVRELSQLQL
VRGNLFLDDHIQWEANCDAGGGSKLLDALNRLPVGGLELHRTFGAFCGHWLEEGFNGTDEGFNSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARSGAS
>MBL3609833.1 hypothetical protein JMM60_13670 [Rhodovulum sulfidophilum]AB35
MNVEKYYHLKIENTAVLGGVEQLAILFSQNLSGILETGGMCLSDLEAGVCENSAPQTPLSRRAGQVGPVSLMGNSRICG
>MBL3609834.1 hypothetical protein JMM60_13675 [Rhodovulum sulfidophilum]AB35
MSYPFLPGGICLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFEWYDADG
EYYTHYVDLVCRLGDGRRIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADKAAAEVIGMMRGVETIGALRDRIGMEGTGLRAVVRHIGSGHLQLLRQEKISETSQVIRVVALH
>MBL3609835.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB35
MELNFNIDNVRYAFGKLDRVHINGMACKVIYHSEEGYVFGADDSEALAHSYSHEQLSRLGAQGRIRVELGYYDPASARKR
LVQSASFIDDLPFKTRVRLSKKDAYCEAILELRRDGLIKMTDEGLDANMALIKGKALAYAGKHTRVGDRKLDISGNFDEA
PSPRTLRRWLEAKEELGLVGLADAMHRRGNRTRVMGPEEIGLLMTEVRKYLSPEKPTIKMIHEGVQIAFDKRNAERVKVG
LGVLTTPSRETVRRAVRELDPFQVTLAREGEAAARKKYRPVFEGLYLARPLQRVEIDEWQIDLITLMKSSGMYDLLTDEE
RAALGLDKKKARWWITAAICCTTRCILSMVLSREPGGEAATQAVQMIMTNKGKWADAVGALTAWDMHGRPELIVTDGGAA
FKSERFRFACADLAIATEIAINGVPEVRGTIERVFKTFVLDLMPRLSGRTFSNILEKGDSDPTKRAALTVDDLTFALVRW
VVDIYHNTPHRGLDGETPIACWRRLSTQWGVMPPPDMHTARTVFGQHKTATLDKTGITILKVRYHSEKLAAWLRREGSCT
VNVRWHPKDIGAVSVQLGDRWHEVPSVDASLEGVSAQTWLTATRTVRAGNPKSNRLDLPAVRQGIKAIEERNEAAMASAS
LNLEDWSAEAFDRAEKNVLAGVEFHERASGPQNDSELGRAIRHHVEPSDAAPPAQRTEAERAGSAPKTQTTLNIEED
>MBL3609836.1 TniB family NTP-binding protein [Rhodovulum sulfidophilum]AB35
MSHHAQTARTLEHLRSLHVGSDMDAELMSQLARLLKRDDDGELSPEPIRFTRTNETRGIMVVGGAGSGKSHLVHRALMKF
PVLAEGEYGRPRFLECSVPSPATLKSMVLEMLEKSGYGTVSPTRQVWSLVQILRERMRVTGTVVLWIDEAHDLFCADRNL
ILRALKSLMQGDDAVIVVLSGTEELAQVIRTDPQVQRRFSTVAFAALVPELHGDLFQQIVGDYCHRAGLGAPVEADLVGR
VFHGARYRFGRAIELIVRAIEVALHAEASDLTIDHFARAWAMHEGCPADQNMFYAEQYRLLRLDQASEDAPRVSTRRRG
>MBL3609837.1 TniQ family protein [Rhodovulum sulfidophilum]AB35
MAMLFPHLPFHPDETPLSWAARSAAFHTGGHLVPFLNDLGIDLWSLKRGEECALARLCSISGQERAPVAHNAVTALGDRQ
YALRGERFAAEFLTGPVTRFCPSCLAEDAAGAARPATRWRRRLIWTLSVVRVCPVHQLPLLSHRGGNWDDGAHELQELPW
EKDALAVGPKASLRPSPLQVYVVARLAGASGPAWLDGQGIEQAVRATEMLGAVIAFGSGQKASNMTESMWDEAGRAGWAV
VSEGEAAIRTTFMDLLKHAETNPGSMHPKTAYGMLYAWMSASRLTKDPGPIRPLLREHILDTVPLTKGQILLGSPVESPR
VSSVAKIAAAELVHPMTLRNLLADQGVISASDREVPCGHIFLRYDDARPSIRMLKHAVPVTRLPELLGASRPMVAALLEI
GALTRLAEVEAASSKMSKAVDGLEMAAFLERMQVRLLEVAEKPTTMVTLAKAAEKGRVKLSVILSMLLQGRLQRVCRLAD
VAGLAAVLVDPQEIKSKLALPRPGMSGELALIILGFDPSRGRRVFCHPEAAPLIASQPYGEDVWVSPAALENFRQKYVTK
KRLPLVMDARPLAIEKLLRERRVKPIWDPREFGAAIYEKADLPKV
>MBL3609838.1 hypothetical protein JMM60_13695 [Rhodovulum sulfidophilum]AB35
MSVLRSLWSVRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALLQLNDPLDMFRPEAVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAE
DVPYLRPVSLAAEPVDLLPPPNLAVTFLEYGMVVLILVFGPGFWIAAITDDLSERGLASSLIWFVMVALFLASRRSVART
LLLARAMALYTPAAGRPAAGSLDTRIRS
>MBL3609839.1 hypothetical protein JMM60_13700 [Rhodovulum sulfidophilum]AB35
MGNAGFKHAQLPAAAILLALPCLLALTLSRVAGLFSWDDGAITLAYGRTLFASGEFALNALSPRTEGTSSLLYALLNGGV
IHALDLGFHQAIDASRLISALFLGATAALLFSILQKYVAIAHAFIISALYCLLPVNYIEVFNGMEMLAFGFLLLLYLHLL
QNAPRLALFVLPFVILVRIEAGFYLVFVLGLAFLLGGTESRSRYLQHLVATVLLLFGLEIFRHFYFGSLVPNTVVAKTNP
PYSKGEMAGLEKKIAGFGLFLSYYFAPIILAFEFFRARRAEASALPNFLLIFAFGLFALLSGKNWGYDARMTLALLPPTL
VALASVDCDIRRDGSARFVAPVLAMMLTLISHTIAATGSMGDFLASVRNGKEYTDLKRQDTSNLDIKAPYNYGMYGVTPE
NYRITGEAVQALGEILGVSSVTFASPDVGGLGLCCDRVSVIDTAMLTNPDLARHGYRFFGEYIARVRPDIIETHGMWSKN
TRIYDEGFFNETYRPVIFRNTLLHVRNDHIRDLSSKGLLDEVDLQGLDWKAVRYGSQPIDQEYVLSRGKLMSVRARPHPM
NGQVGPT
>MBL3609840.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]AB35
MKLVSRPLQAFLSDPFRKHPRALALQDDTIAGSGGAHARIHLSEIAASPVVQRGRVSPRLILDLGNQSFVIIPGIQEAPA
KAFAQAVETAWSGYNLAQLSKENGAIASLMTAIEGLKAPARYPAACLVAPAASQAADLDARVLKKLKPAALGEETMARLA
PITELARNPEQLRDAAIAAFVDQQLTDWKEFFDTVESMPLTPEQRLSVVVDEDATLVLAGAGSGKTSVITAKAAYLVKAG
IRQPHELLLLAFAKDAATEMSERIEARCGVPIMARTFHALAYEIIGTVEGEKPPLAPTATDDKAFLQLIKDILRDIVSRM
ADIAGTVVGWFAGFFEDIPNAWDYDSAHKWYSEVESRNLRSLKGDTVASFEELMIANWLYLNGIAYEYEPTYEHKLGGTG
RRAYTPDFRLTESGVYLEHFGVRKTTRKDGSEELTTAPFIDRDAYLESMAWKRQVHAEHETILIETYSWENEDGRLLEAL
AEKVAPHVTHRPRPALEIYDSVTSLGVVDGFTSLIATFLRHFKNGGYHLDDCETKAATLKMGKRGEAFLKIFGAVYREYQ
DRLGERIDFEDMVNRATALVESGRYDSPFRHILVDEFQDISTGRARLIQALKNQHAEASIFAVGDDWQSIYRFAGSDIHI
MRDFGREFGGVFAAHSGVHRTVDLGRTFRSVDKIALAARRFVLCNPAQITKTVVPAGEAEHPAIRIAWTRRESGDQVLNE
TLKALAAEPAPPGRKATVLLLGRYRFIEPDMHNLRRRHSNLTITFKTIHASKGLEADHVILLGADSARMGFPSMIVDDPL
LALVSPEAEPFANAEERRVMYVAMTRARSTVTILASEARPSTFVTELMKDPAYDVATPREAQERTHTCGQCGGRLLFLPG
GEGPGWYRCEHIKHCGNRMPPCPACGTGLPVRKEPKGEKICGECEAVQEPCPECTDGWLVERKGRYGTFLGCVRFPDCTG
KSKKERQVGKRTSGELDAGKRQRPLGKPGRR
>MBL3609841.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB35
APAAQAQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERAETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPT
PEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGSLINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEE
EDLDPDQERIEIPAFLRRQAN
>MBL3609842.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]AB35
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFENAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MBL3609843.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]AB35
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>MBL3609844.1 DNA repair protein RecN [Rhodovulum sulfidophilum]AB35
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHTVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETELDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHDALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQTTEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARADYDAAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MBL3609845.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]AB35
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGTGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEAREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MBL3609846.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]AB35
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MBL3609847.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]AB35
MGPRRAMTVMSVMRLLALIAFVLAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMSKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGTVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTSG
ARPREPHPPRTSKPPAPQPVIADTAGQDRIDLTPPETGPSGPYPPGGDRYVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGASAAAMDHAAKA
>MBL3609848.1 bifunctional ADP-dependent NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]AB35
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>MBL3609849.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]AB35
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MBL3609850.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]AB35
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALDSLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MBL3609851.1 biotin transporter BioY [Rhodovulum sulfidophilum]AB35
MAYALTQKVLVDNIMPRNGAQRMVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MBL3609852.1 hypothetical protein JMM60_13770 [Rhodovulum sulfidophilum]AB35
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAGGLEVL
FEDGRFFHFISPGARPEARHDCAPDLYRVCYDFSAWPCWSSCWEVRGPRKNYAMESSYRPES
>MBL3609853.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]AB35
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALRPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MBL3609854.1 hypothetical protein JMM60_13780 [Rhodovulum sulfidophilum]AB35
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>MBL3609855.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]AB35
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATILGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>MBL3609856.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB35
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MBL3609857.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MBL3609858.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]AB35
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPTPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MBL3609859.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]AB35
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAAALADGKVKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAIRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>MBL3609860.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]AB35
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MBL3609861.1 heme ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MBL3609862.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]AB35
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MBL3609863.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]AB35
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLADRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MBL3609864.1 Mth938-like domain-containing protein [Rhodovulum sulfidophilum]AB35
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGVALVAEGKLLPWQGPGDEAPLMALESRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MBL3609865.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]AB35
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSGVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>MBL3609866.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]AB35
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MBL3609867.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]AB35
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MBL3609868.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB35
MGLLLGKALRRGFKWRPDPGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAGTRERAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGNARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFHPGKKPDSRSLRSDV
AILLLETPITGIAPLPLALPERIGPEVTVIGYRRDRPNALSRVRACRVLVQSPGMAGLGCPVTEGISGAPVLQRAGRGWQ
VVGVISAALRGAGGIRSIAARPGAAFLAGQ
>MBL3609869.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB35
MTANRARLVNWASHLWRPDFKRFTGFGWIVRLVVALIVLALAIIAFGAAVLTLAQYVGALVLAQRFASVEGQYEAIRNAG
LVLAGLIGVPFLVWRSIVAQKQVKVAEQGLITDRLNKAVEGLGAEKTVKRRLTHPDGTTEIEETTEPNIEVRIGAIYALE
RISRDSDRDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAKASLSELTDLTDVQTALTVLGRRAESRRRLETAARYR
LSLSRCNLAKCDLSGADFSHAAFAGSNLNDAFLYRSRFRDCNFTSASMKRVQGHDSIFEGAVFENANLSQAIFNRSRVLF
SPETQIGANFSQAQMEDSVVAFSGVRGADRWALGANFAEASWKNAIIIGFESQRDTNFGFRTARTGTDTPPGPATIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVILIGPIIRPPHWPSEALSPAAFDRECARWRADPASYVAPQDRA
>MBL3609870.1 serine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MBL3609871.1 hypothetical protein JMM60_13865 [Rhodovulum sulfidophilum]AB35
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPFWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>MBL3609872.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]AB35
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQQTPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MBL3609873.1 PQQ-binding-like beta-propeller repeat protein [Rhodovulum sulfidophilum]AB35
MQAEAGQGRTAIKDGPRIKGTATVKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPA
PQAVADMPQLGGNPEHLTPHAALSAQPARIWSTSIGAGNSRRYRITAPPVVVGGVIYTLDARSQASAVSADGKVLWKADL
RPEGKRGKDVSGGGLAYGDGRLFATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGR
VQWQIPGTPAPAAMLGGAAPAVTERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYA
GNQSGRSVALDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYG
PILAGGRIWLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MBL3609874.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB35
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEISPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MBL3609875.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>MBL3609876.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGLMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWSEPPGPTPPGQAAEDSKDGDGKELRAAE
>MBL3609877.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]AB35
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALASLLLAKVVSVGTPFLYKAAVDSLTGEARNDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDRAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKGYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGQVVERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>MBL3609878.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MPERARKAPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDDRQSDGPQAEQDAAVTSPAAAGQAPDAANPEAQTPAADDRS
EAVPPAMPVFAPPAFDLVRVTPEGNALVSGRAGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDDPRRISLEMLGA
DGRRTASEATVILAPNRSVSTATGPAGGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAGGVRLLEPPNSHEAPP
VSGLTLDAISYDAQGAVRLAGRGRPGAALRIYIDNAPLSETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGGVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>MBL3609879.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB35
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MBL3609880.1 EamA family transporter RarD [Rhodovulum sulfidophilum]AB35
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSVLQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQGLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFVLIWTALALYSAESLRLDRASRRSSIRAGTSDTMRT
>MBL3609881.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB35
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILDKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MBL3609882.1 M48 family metalloprotease [Rhodovulum sulfidophilum]AB35
MIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLQDSSLNAFVLDSQTVMVHSGLLLRL
ESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAHTRAEEAS
ADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAVQSDTQADYWFARARG
KLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFGPAVQAYA
RAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAERYAVAGRM
KTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MBL3609883.1 DsbA family protein [Rhodovulum sulfidophilum]AB35
MKLVLSLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQT
RLFDAGARLDAAALDRISAELGLDPAEVTTRMAGSDITAKLAETRALTEALELGPAPAQVLRRTMVRGDVPAIALLRMVE
AIRRKK
>MBL3609884.1 thioredoxin domain-containing protein [Rhodovulum sulfidophilum]AB35
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MBL3609885.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]AB35
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MBL3609886.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]AB35
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDSAVATALAEAGAVAQRPGLVREPSAAENGSVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MBL3609887.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]AB35
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTVHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MBL3609888.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]AB35
MGLALGLALGLGAALAASAAPVVDGKGARKLVFKPDGAEVAVVDLPFLSEADRKTLVVVGAQQPYYGAIAVAPTEGLRSR
ATLAAANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGR
WAVIKGQGAASRALEACADQSGATDCRIAVEDR
>MBL3609889.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MBL3609890.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MVTDLLVRPLRPEDVASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVGLVHFIFHRHCWKPE
NVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKYVRG
>MBL3609891.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSRHGARIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPRLLARLNPRGERIGVSGPLSPTPRAWIDAIETALGPGASSSRRVAAARTAVEIARNQGWRDTR
LAFSLFAFGRLSLNRNASDASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGGQPESAIALIDGHLADVRSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>MBL3609892.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB35
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEEIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>MBL3609893.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]AB35
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITADSATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MBL3609894.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]AB35
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMIESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MBL3609895.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]AB35
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MBL3609896.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]AB35
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNETAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MBL3609897.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]AB35
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MBL3609898.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETTWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MBL3609899.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]AB35
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFGAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLSVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MBL3609900.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]AB35
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MBL3609901.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MBL3609902.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB35
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>MBL3609903.1 hypothetical protein JMM60_14040 [Rhodovulum sulfidophilum]AB35
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>MBL3609904.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]AB35
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGAVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPAAGPGCELALACHYRVATRAAALSLPDIALGLPPQAGTTSRLPRLTDPVTALEMMLSARSLSAS
RARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGPGPDGAVRARRALLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEHVLTVRARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSERQTRFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQSGGEDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIAAAAREVLAVGALRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>MBL3609905.1 hypothetical protein JMM60_14050 [Rhodovulum sulfidophilum]AB35
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MBL3609906.1 TIGR01244 family phosphatase [Rhodovulum sulfidophilum]AB35
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MAALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATGR
>MBL3609907.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB35
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAATLRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLAVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEEFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MBL3609908.1 sodium:solute symporter [Rhodovulum sulfidophilum]AB35
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMVRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>MBL3609909.1 hypothetical protein JMM60_14070 [Rhodovulum sulfidophilum]AB35
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSGEAP
>MBL3609910.1 response regulator [Rhodovulum sulfidophilum]AB35
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MBL3609911.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPNPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTFAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MBL3609912.1 substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MBL3609913.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGGMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MBL3609914.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MBL3609915.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MBL3609916.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MBL3609917.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]AB35
MTEHIYPPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDDPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAA
>MBL3609918.1 recombinase family protein, partial [Rhodovulum sulfidophilum]AB35
MVLHPGLADVYAAKISDLAAALNDPESRPEAVEILRGLIEKIVLSPDADAANGHVIELYGELGSILSLCGNGMCQNANAR
>MBL3609919.1 hypothetical protein JMM60_14125 [Rhodovulum sulfidophilum]AB35
MILWRYAMMAGAIWALAGGGAAAPLPKGEGLKVIRKECTRCHPLRNIVNSDGFTAPQWRDFIVRMTDLENRPENLDAVVA
YLAEHFPPYAPDD
>MBL3609920.1 DUF839 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTRITFLLATTALLATPAFADSFEFSSVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPVGKKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVADAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYSFGHPTEVTVTEDGNATAAKHYA
MGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDAVKKII
DDKPGFFDIFEAADPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRLEPRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMGRETKYDIGGPDSVQVAENKCGAVYQLSMAPDVAIGSDFVLQDMAPLVEGTPTEYGADSEFAGNTCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMTSGTLTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>MBL3609921.1 hypothetical protein JMM60_14135 [Rhodovulum sulfidophilum]AB35
MRRLSSALAALLAAAPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAHPPAAWDENGDGAWAGYVPDCYYDFDAEGFD
RAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTAEGSYDPTIYKVNLAIAEALIKRADVPLDPVDETRLG
VDLDRDGTLGSATQVTFDWAPLKGRDMSWVGAAKGELLAAGLFPVGTEFLHTVRYIDVSFGEAAMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLDAADAHAGGWYHWSQKSLAGTPDPIRADGRRELLTYLQENGAGDEFCNNAEVKARFIASDGSVKPEAAAALRDD
ITSLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVDQNQPTGIEIPVGASHW
>MBL3609922.1 hypothetical protein JMM60_14140 [Rhodovulum sulfidophilum]AB35
MASRRPPAARWPGIRPQREANRPFAWRQSEASHPASSDPSEASPKSRFCSPRLNLDQIEEGNDLTPPFDTDGLLPVITTD
ADSGKVLMMGAVTRSIETGRAHCWSRSRQCLCHGRTTSGLVQHIVETRIDDDQDADWLRVRTDGDANCHVGDRSCFHRSG
PMGRPGLLACTESTKEFYGDVPTPRGSDADRRWMERALPLARRRIWPPLRSAASLSMTKRGRQRQRPSLAIGPITRRWCA
DGRARNCTVYVMLEPCSNWGRTPPCAEAIIATGMARVVVAMMQAP
>MBL3609923.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETNGTTELEFRENATFEPHSHDHGHKHAEAGHDHDHDHEHAEDHDHDHEGHHHHGH
DPHAWLDPENAKAWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRGKHFIVFHDAYHYFENRFDFP
ASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLGADLAIGADLYPHLLRNLS
SSLTDCLE
>MBL3609924.1 transcriptional repressor [Rhodovulum sulfidophilum]AB35
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAVRRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFAPSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>MBL3609925.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRISRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVRPAQIAQALAEAGVAGLERRQISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYR
QIEQVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>MBL3609926.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAWAVIGGVRASYSFDTP
TGPTIVCVVAVLFTLSLSVSRMVRQH
>MBL3609927.1 hypothetical protein JMM60_14165 [Rhodovulum sulfidophilum]AB35
MLIIDRDSRNGSCGLRWGRGSVGEVVKEAFARSGLPMIFNTYHGSAGVPVRLVEARETDGVEVATEAVRTPSCQTLVPGR
ALAAFDPGKRRLKDRSQGAGR
>MBL3609928.1 hypothetical protein JMM60_14170 [Rhodovulum sulfidophilum]AB35
MRLMLAIIGALALFAIITWLATGTQSVALFHWAAMQQRAVQEAMAGSLQAIRAGNPLALAGLCLLAATYGFLHAVGPGHG
KVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAMSGGSASLTEDTLADISRWAIAAIGALMLWQGGRR
LWRLHRPPDATQHHHHGEGCSCGHAHGPTVEQVTSLGSTREAAALILSIAIRPCTGALVLLTIAFGLRIPLAGILATLAM
GAGTAALNAIAIFGGNAIGRMSALETRLGLAAAPGISGAALRIAGGLIIIVLPLGFGL
>MBL3609929.1 DUF1007 family protein [Rhodovulum sulfidophilum]AB35
MRLTVAFILLFLPQIALAHPHVFIDASAGFRFDDDGRLAKLRIVWLYDAFTTLNLYVQLGLDADGDGKLDADDLEKIARG
ETDWPPDYPGDTYLFQNEAPVALGRPQHGTARMIGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAPGS
MPRECQTRLIPFTPDAADAATQKLLASLSVEQLPSNPDIGARFADELRLTCD
>MBL3609930.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB35
MGMCQRDLRQEKKDEGNGQSHGAPLEGPAGLLKPRFREPGADGRNPATAGPAGSSLAITLPHPASKALRGARIWSAQPDL
ATPIGVGCKICDRRASPRRAFPMTGRPVRPDPGVSRLAPYSGA
>MBL3609931.1 hypothetical protein JMM60_14185 [Rhodovulum sulfidophilum]AB35
MSDQSALQTAKVLWHLQRIKRLVRDRLGRGSAQLVSVRGTVCLDPGYPGPATEIRVVNLALMQTRFVIHKPADQVSAADV
STLL
>MBL3609932.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]AB35
MQRALGLARGVRGQVWPNPPVGCVVVRQGQVLSEAATHPGGRLHAERAALEQAVDAEGATLYVTLEPCCHWGQTPPCTDA
IVAAGFTRVVCAMKDSDPRVNGGGFARLKDAGIMLSVGLCAREAGLVMSGFLHRVRTGQPELCILAGPAYAIPDGVDALL
VTVDGRVAVRTRTQQDLTVPDSEYPITGDLLTVLGRMGLTSVAVPARDPIAAILRRDTAALAPSDRI
>MBL3609933.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB35
MEFHERRSIEQIEEGTELAPKFGPDGLLPCITTDAASGEVLMLGWMNAEAFRLTIETGEAHYFSRARQVLWHKGATSGLV
QKVVEARIDDDQDALWLRVAVASSGASCHVGYRSCFYRAVPHGDEAGRLLTFREDHKIFDPVAMYGDAPNPTLL
>MBL3609934.1 GTP-binding protein [Rhodovulum sulfidophilum]AB35
MAWDDDRLPVTLLTGFLGAGKTTLLNHLTRDPEAGRIAVIMNEFGDVGLDHDLIEEATEETILLQSGCLCCALLGDLAET
LGALEERRRAGEVDFDRVVIETSGIADPAPIIHTLAADRLLAQTFRLDGVVTLADAATGMGTLDRQFEAVQQVAMADVLI
LSKTDLADAVTLARFETRLAGINAGATRIHARHGRVPPGTLFGLSAMRLGADAPEIDGWLGLMEQTAKVDPLAGLSGLKP
PSDTPAAFSPAAPIRQGRHDQRIVSASIEVSKPIPAEVFDLWLDTLIAFKGPNVLRMKGLLHVEGLQYPFVFHGVQHIFD
APVPFKAWSGDNTTSRVVVIARDMEEGELKASLGMLLLQPTKDHAAPGGLMAETTEMPF
>MBL3609935.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB35
MCGSCCQRNQTGTLRGPVRQSLVATGAVWLLKLPVRVYRLLWSPWVGHACRFQPTCSAYAIEALEGHGPLRGTWLTLSRL
IRCHPWGGAGYDPVPPPPAPTYQRKTPE
>MBL3609936.1 TGS domain-containing protein [Rhodovulum sulfidophilum]AB35
MIHVHLPDGAARPLAPSSSAADLASTISPSLARRTVAALIDGTLCDLSAPLPDGASVELLSRDDPRALELVRHDLAHVLA
EAVQALWPGTKTAIGPAIEHGFYYDFERDMPFTPEDLPAIEKKMREIIAAKAPFTGILIEHHAGHLPLWLAPVQVVVATV
TGAADGWAVEVAQTLKAAGLRVEADLRNEKIGYKVREHALTKTPVQIALGGHEAEERTVTIRRHGAPDTRTLSLEDAVQM
LLTEARAPGAAEPVQSE
>MBL3609937.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]AB35
MKITEEEIAQALVTWGNGKIAISRAFEEGGIEAARQVALTNLDAYYGYTLGPVLFKPTMASGEQTFRPTKPGALAYFCGH
SEEYPLDNGFAIMGWRACEHITSASFIQGDIAMWMGWIRLTNKDGSVTTVDKSFGYKKDETGTLRIVLHHSSLPYQPPED
GA
>MBL3609938.1 DUF1826 domain-containing protein [Rhodovulum sulfidophilum]AB35
MIIDEARELKQCTQVASGPEGLAAIHQSGTAATLWERAPLDRFQAWIDALPPEQLPRTRIILRPEAVCNALIEVTRFYGT
PECPERNMLIEDASALAAIFADVMDCNYLQLRLDVIQTNACRKFHIDAVTARLICTYRGTGTQYGLSTTGDDPATVLTVP
TGSPIVLRGTRWPEDPPSGLLHRSPPIAGTGETRLLLVLDPVEDPEQERGTVYIH
>MBL3609939.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MLEQTEGADQRRQIALVVYPGFKTLEATGPLSVLGYASQHLAAAGRPGGYDVVIAAPEAGPVPSDTLMSLEASVALRDLG
ASDTVLIAGAARIEDALVRETALVAWCRDSGPKVPRCAALCTGSFFLAEAGLLDGKRAATHWNYADRLRQRFPRVEVDAD
AIFVQAGRFWTSAGVTAAIDLTLAFVEQDYGRDIALAVARDMVMYLKRPGGQSQFSTLLTGQMAGHGAGPSSMKDVLSWM
GERLDQPLTLDGIATAHGMSIRSLSRAFAAEIGASPMATLESLRCDTAKALLLDTDLPMKTVAFRAGFRTDEQMRKAFRR
RFSLSPRDYRARFATAGT
>MBL3609940.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB35
MKIRAAVAWEANRPLEIEEIDLDGPKEGEVLIRIVTTSLCHTDMFTLSGADPEGLFPAVLGHEAVGIVEELGAGVTSVKP
GDHVIPLYTPEDPNCPYIKSGKTNLCQTIRKTQGAGVMPDGTSRFSYKGRKIHHYMGTSTFAEYTVLPEIAVAKISKDAP
LAKASVMGCAIPTGMGAVRNTAKVEAGATVAVFGLGAVGMAAIQGAKMRGASRIIGIDTNPNKFELARSLGAMETINPAD
FTQPIQDVIVEITNGGVDYSFECIGNVNVMRAALECCHKGWGECTVIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVLGR
SELPGMVDEWLRGDFDVDPYITHNMTHEQINTAFDLLHAGKSIRSVIHFQPNETMLNNNLPGVIAPA
>MBL3609941.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MELVLRPEDLIDCLPQLVDIADLYKNEIGFWPRSALEDAVRRGRLLTAMSKSEGRKEAVGFIVFGGVFPNGRIQAIAVHP
LYLRQGVAQFLLDNVVARMEAEGYLAISAKPAEDLEAAQEFYQKNRFSRVRTQRGGASRKRMIVVRERILGSPSLLRDMT
RTPSNPFLTFPEKRSNLWVIDVNVLLDLVKARRTQYDLALKVFSAALEGRIKIAVTSEFTIELSRATTTLQDDPLLALAS
ALPRLRQKAGPSIKYLSQDIHELIFKKNKPSQAGTPQALSDCSHLAECISGNATAFVTSDGVLLRSRRIVRETWGVEIVS
LEDFHDAILSTDPIDDFKSMIGMDFWLRSVDARAAWKVYKELDLNCSAETFFDAEVSRISGYYLAALDDDGSAIGILASS
TPASLGDARSLLLLVDHERPNAELVAETLLGNCVEAIGRYGFNLLNLVDVPGQIIVRKVALQAGFVPNVAENRLNKATAG
APVTPSSFPILLERSRFVFGAEILKQLPEDFEAFDEIFSEDRSRFRSIENLISPTLIVANNRKVSIQPIARSFADELLGT
SRQTSLLEQFEGAFRSNKTYVSSGRSKNFFNEDQIILFYESSRTGGRGAIVAAARVDSVVTQVKKEMGQSDMKRTVVETV
DRFSASEEVTLINFSLLLRFPEPVNLKELRNMGASGAQNLQTATVISTAVAQRIFDLGWSGGR
>MBL3609942.1 DUF429 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTLFLGYDPGGKGKNGVAAIQVVSDAPKVVDKATVRDAAEALSWLEVHARTAAAIGIDTLLAWSPKGGRACDTALRRKYG
GNSIVAQNSLYSSMTLNGAIVAKRLGLPVYESHPKLLLRVSSGIAIREVYQDAVANSGADHEGDAIVAAWSAAMGHNRKW
TVDLYSDLEDDIELVVPGARYPWFETL
>MBL3609943.1 transposase [Rhodovulum sulfidophilum]AB35
MSKRRNHDAGFKARVALEAVKGERNVSELAAEYGVHPTMSHQWKKALLEGASDIFERGGKKKAEVDGETVRSLHTKIGEL
AVANDFVTKAQALNRQVGRGMIERSHPTLSVGEQCRLLSI
>MBL3609944.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MGHAFGEARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHMLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPLRIESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNELNRKG
>MBL3609945.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MAKAQEQVSSEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGTNLSTIYIRGVGSM
YPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVQEGYLRSEIGQEGQYL
LEGAVGGPLSETLSGRVALRYSGSEHWVENRQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQKIEALPNLIMLKPY
DRYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGEFWNIDEAREKVFN
QDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLSAGLRQNWTESSYD
GAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSDPYHGATNDTVEVGFATAFA
DGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVN
SGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLGLTQGQTEYYVAVE
NLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>MBL3609946.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MADDLRCEGGTDVLGTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>MBL3609947.1 IS5 family transposase [Rhodovulum sulfidophilum]AB35
MSDLFWLNDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTVYNRWKRWSDRGVFARIMAGL
AAEHGEETTVMIDATHLKAHRTASSLGVKKGGGGRLIGRTKGGMNTKLHAICDSQGRPIDLFLTAGPVSDYIGARALVSG
LPKVKWLLGDRGYDADWFREALQDKQIRPCIPGRKKCKTPVRYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFS
AIALAATVIFWL
>MBL3609948.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPDAVFRQRTDMGDAGQIADFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRHSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLSSPRGRTV
SGQAVSVCGDCQMLT
>MBL3609949.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPLMTAAEFADLTLVRMLNEGQAARLAAE
RSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLITMLWLKAGPIINFDIGVEAGLPAEQQ
SAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDSRRRIIS
>MBL3609950.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWNIFTTSDPLPGPDQPL
ETLANSVTGGTCSL
>MBL3609951.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MBL3609952.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRYLRPPPESHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVQENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARSRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIIIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>MBL3609953.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB35
MTETVAIIGAGLIGRSWSALFARGGFEVRVWDPDREVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTIEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLAGRARCLVAHPVNPPHLIPVVELCPAPWTAVE
ALDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MBL3609954.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB35
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MBL3609955.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]AB35
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGNLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPIGPWLVTPDEAGDPQDLGLWLCVNGERVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVELGVDGLGIQRQVCVADI
>MBL3609956.1 hypothetical protein JMM60_14335 [Rhodovulum sulfidophilum]AB35
MSRRPVVETDDIFPERTVAELSGAEFLAHQSQDPADVAKAIRSADMAVVQFAPDDDAEVITGMAEGGALIRYGIGFGNID
VTAANDRGLPASHVPSCCIDEVAGPSVSAPLRKPPALAPSARAGGGDGMADTAMMRGGMTEAQLEGFRPAIPIGSQATWG
ALDAPTVFLLSSRARDNTGARLHVNGSQSMV
>MBL3609957.1 DUF4111 domain-containing protein [Rhodovulum sulfidophilum]AB35
MGILRRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTELLCRSGRHPAVPGGPRCLEVLVFCRFD
LARGDYPARAEFVYGEWLREAFEAGESPVPERDPEYSLVLAQARQEAIALCGPPRNELLPEVPPEHVRQAMRDALPDLLD
GLHGDARNVLLTLARMWYTVRTGKFVTKDTAATWAIARLPGPDAMTLDHARGAYLGELADDWQSRAGAARQVAGRMAEYV
RRSL
>MBL3609958.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB35
MFRALRLAAFAMLAIIGPWGPALAAPYHAGVARSAFTTASGQASAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHMGDAAGQPPGASQDRILKNRPAQAIAALDAALRNERLAPHADPARIG
MIGYSAGGYTGLILAGAKPDFDHAAAYCAKEGRDDTGSCGEAKFIGMSEALATWSAPSEPRLKALVLLDPLAVMFDATGL
ADVGTPVLLFRPQKDVYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPEDIAGKAAMVCNDPPGIDRPAIHRSVED
DVIAFLNETL
>MBL3609959.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MBL3609960.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEKRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>MBL3609961.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRERLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MBL3609962.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MDAPLISRKLARLARFAAIGSGLLLMASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MBL3609963.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGVVPGIVLAAIFSMTILVLCILRPSLDGDRSPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLNWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MBL3609964.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]AB35
MPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLRIGVALLG
ARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSERNLSFTV
FGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVLILTLALR
GAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAPAQALLWALSKWAMLTAIAAVGMKTDLRRILSVPPQSVVLIFL
ETLFIAGVVLAGVMVLL
>MBL3609965.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB35
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGNLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRALRRRGTALPAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETVLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>MBL3609966.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB35
MTKFTLYAAAGAIAAALFAATASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMGADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKESPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MBL3609967.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVVSYAAQAGSGKVTGAACPVALRSGARVDIDARN
GFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGTNPIAFAA
PRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGRPTTDPRAALGGTMVPAGDAKGAALALVVEILAATLTG
ANRSDEASSFFEAEGAPPGVGQTILAFDVARAPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVPGHLMEEL
STLPS
>MBL3609968.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB35
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKATMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLAGADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>MBL3609969.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB35
MTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPNVAAVVVI
GIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDTTTGLSSC
PTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKGNILGGLT
TIEEKALGNLEKIGRSSTYIDAMGPAVAPEKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPIVPVIKIS
GNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>MBL3609970.1 UxaA family hydrolase [Rhodovulum sulfidophilum]AB35
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MBL3609971.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MBL3609972.1 aldolase [Rhodovulum sulfidophilum]AB35
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADIDEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRS
>MBL3609973.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]AB35
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MBL3609974.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB35
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPVIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MBL3609975.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MRPARLAVLAVRVADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MBL3609976.1 cyclase family protein [Rhodovulum sulfidophilum]AB35
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDSGCREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMA
>MBL3609977.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTLNRRSFIAAAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDP
TMINSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNS
RRPVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAF
TAAPLVTNAAKLDAMDEDMRALLIETAQEGARRQRALNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEE
FGPELIEQINAAA
>MBL3609978.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]AB35
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTIRCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTPRPTHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MBL3609979.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAAASNH
>MBL3609980.1 amidohydrolase family protein [Rhodovulum sulfidophilum]AB35
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAATRPWTIAAAVHMEAEWTPEDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MBL3609981.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB35
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKGMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MBL3609982.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB35
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRG
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLALAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>MBL3609983.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB35
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRAG
>MBL3609984.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]AB35
MTGNTIADRTRLSDRGLLRDRSRIGGDWVGSETRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQTAFPGWAGTLPQDRS
AILRRWFELVTAAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEAALTKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MBL3609985.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MSEVLPFCKIKLQYLLEMVTDHDLDDNALRVALYLALAHADHETGESRPSFETIGAAIGKHAKSVKRALNKVEAAGYMTV
ERGTNKGKSSRYRPTKAAMRRATERRREGDKVVPLSRAKGGQSCPQSGTDLSGKGGQDRPPNREQEPRKEQGRASAPDLP
DERQSGGTRPDLVFVPRGICFVRDWDARLAQEGMTTLERSLPLSPHEHHLGFWLPARTPAPVGSAEWQAQLRVLRDVIRQ
SQDGTCPAPSAPLIASFAPRQMQRASRLG
>MBL3609986.1 hypothetical protein JMM60_14500 [Rhodovulum sulfidophilum]AB35
MRSEKTARRDRPTSLRLARDALSEVTAAELLTAVKAYALHSAGHTQSKVSFSDNWFRLGKWRPFVEAARAEAHRPQEIAE
RQLSDAADAIREQKDWMYRHLPEGRVFQAVQRGLITREEAQAAGFLR
>MBL3609987.1 plasmid recombination protein [Rhodovulum sulfidophilum]AB35
MSGPQFFHLQSFSRKANPAGQSVEQVLAEAARVPRFSTHVPAPRPPRVVAGLHPARIKERHDAMVEAGRISVTLADGSTK
ERGIRKDRHTLLTCVASHPLLSSQVEADAEARQKYETWVEYNLAHFRRMFGDKLMGVVEHLDEEHPHLHAFVLPTDDPTC
SARDLNPAWAAKSEAEAAAREAGHDAKAAVKLGNKAYKARARELQDEYHREVGIAAALTRLGPKRERLSRAEWRARKAAA
EQDALLLREMEDRVSALAIHEEELSATEEEITARLAEQLEHAALLDAEAAAKRQSASTESDALLEAARRDREAAVARLAT
AEAEARRLENRARKKAEEDTAVADAYLLDTKRKARQVRLDAERKMEEVRSQADAFRRDGVREAFELARKLMIGVLTGEVV
PAPTGEGWTIHDERLKRRVGELGVASSLDRILQIVSRCWELIKRHLKPAAAEAELSDLVEDQPPAGRDPLHQSERGIEP
>MBL3609988.1 hypothetical protein JMM60_14510 [Rhodovulum sulfidophilum]AB35
MTRELDARIEELRARRNITIRKAEAELAEMQAELDRQMTAFRKEVAAEANRIGGLMQVTGRRVVAAEKRQAKLEADLAIL
SKESGLLLRRHRRLGLGILLGSVLLGSTFISLALWGAPLWPF
>MBL3609989.1 hypothetical protein JMM60_14515 [Rhodovulum sulfidophilum]AB35
MSCDDFLSAVEQAEAGPSSGDIDGAPMIDNWYLVWRDSDAIRADGDVSGHPEISDPRVTTSPVLGFQYDFDLEAGWLRTM
SRWYRLGRLRAVPVASPDPQAKRREALDAAQDLLRRHREAWRNQIVSGGRPVATDLPETNTAGVDGPNEPLGPVTGLFI
>MBL3609990.1 hypothetical protein JMM60_14520 [Rhodovulum sulfidophilum]AB35
MSEVGGKYLFGTWLSATEIANLAICTDVSEQGDPWTAEAKDAVYKLLKPTISPHISSRSRGGTGRKRSLDQAYQLLLLDL
ATHGMDAPAAVMRKLLTIWALETFGRSTALSGFDDGQVLDAVLEELELTK
>MBL3609991.1 YegP family protein [Rhodovulum sulfidophilum]AB35
MFEILRANAGGYFWRLKGTNGETLCHSEVYTSKQSAQAGVNAAKRVAPLAQVHDRT
>MBL3609992.1 hypothetical protein JMM60_14530 [Rhodovulum sulfidophilum]AB35
MSKRARPSGLKITERDAALIRGMIERGDRHHDIAAFFGLNQGRIAEVKDGKRFPKVPPASSDELPPRGPYLTPKAAWTEN
RLVS
>MBL3609993.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB35
MRKHVDITSTPFTQARLADVADVFSGIGVSREETAERPGERMPVIGVRDLQDGDVAPRAALDTVGFSAPSKALTYAVRTG
DVLVTGRGTVLKFGLVSTETAGAIASANIIVVRPGPEVTGGALFAILSSEVFRPKIEVLRRGATTLLSLSPKDLAKLEIN
LPSRDEQERIAALVNESQIAYRAALEAADIRRTLARRFVDARLFGGTQNT
>MBL3609994.1 SAM-dependent DNA methyltransferase [Rhodovulum sulfidophilum]AB35
MTKLTRAELENHLWRSADILRGSIDSSDYKIYIFGFLFLKRLSDRFEEEAKQAIRQGLPEDVAYSDPDEHEFFLVERARW
SSIKKLTTGIGDHLNKACAAIEDANPSIEGVLANIDFNSESRLGDAKNREGVLSRLIDHFSRIDLSNASLSEPDMLGRAY
EYLIDKFADDAGKKGGEFYTPHHVVRLIVELLDPKPGMRISDPTCGSGGMLVQVAEHVAKLEGKRLGEALNITLHGQEKN
LGTWAIAKMNLLLHGLRDARIEKGDTIRNPRLLDQDGNLFLYDRVIANPPFSLDSWGADDVKGDTEKKGHNRFIYGIPPK
NMGDLAFVQHMVATLNAKGVCGVVMPHGVLFRGSGDGRIRKAMLEADLFEAIVGLPENMFAGTGIPATVLILNKAKAPER
KGKVLFIHGAKEFEERPKKNILGEGNITRVVDAFVAWKDEERFCRVVNMDEIAENDFNLNISRYIDTLEPEKPIDVPAEL
AKLWHAERARDEAAARMNALFKEMGYVG
>MBL3609995.1 restriction endonuclease subunit S [Rhodovulum sulfidophilum]AB35
MSAELPDGWTAARFRDVMRLEDRREPIAPIRSYRLLGVRWYGNGAFLREERLGDELSAQHIYRVQPGDVIYNRLFAWKGS
FALVGDDLADCYVSNEFPLFAARLDRVDPQFLLRVLQHPRTSERADAFSTGTTSISRNRLSEDDFLHFPLALPPLAEQRA
IAEALGSVEAAIAKTEALIAALAESRVELTRDFQGSEEHSKWPARPIGSLIRKCQYGLSIPLDGDGSVPVLRMPDIRDGR
VNLDVSTLKSTDVSTTEVTSCEIKEGDILFNRTNSQALVGKTGIVRSTPCAQIVFASYLIRLVVNSDINAFWLNAVLNLP
RTQERLKALATPGVSQWNINSKTLKRFEVAVPPKANQDQFANLYESIEAALETERTKLTAMNEARYALAQELLSGRIRLP
DSLIVRHRDNAGQAA
>MBL3609996.1 type I restriction endonuclease subunit R [Rhodovulum sulfidophilum]AB35
MSQANDQFERDWVEEPAADLLRVLFDYKSLAPDEVRHLREGLSTEPVLTVRLAECLKRLNPWLDEDAVRRTVAAVTRVSA
VDVMEANEVAYTALTYGVTAAHAESGRRQDRNVRFFDFDDPSANTFEFARQVAIKGPRKEIIPDLIVYVNGLPIAVIECK
SPSLADPMGEAIRQFRRYESRDEFSGLGAPRLFETAQISIALARDTAKFGTTLTPVRHWAEWKDPYPLTLDALSAQLGRT
PTGQDILLAGLLAPANLLDVLRNFVIFETIDGRRIKRIARYQQFVAVGKAIERIRTAVTPQRRGGVIHHTQGSGKSLTMV
FLATKLRRLREAENPTLVIVTDRTDLDDQITGQFQRSGFANPIQAESGATLRSALSGGAGTTVLTTVHKFHSAVPKGSPI
ISAARNVFVMVDEAHRTQYGALAARMRAGLPNACMIAFTGTPIDKTDRNTREVFGDYLHRYLIDQAVKDGATVPIFYEMR
DAQLRIDGRDLERDVRAAFPELSDEEFQKLKRGMRLHEKLAGAKVRVEAVAKDILSHYRSTIEPNGFKAQIVTVSRDVAV
SYVEALRNLGAPECALIMSTSNNDSARLQAHHLSKSERDTLIGRFKKRDDPLRILVVCDMLLTGFDAPVEQVLYLDAPLR
EHTLLQAIARVNRTAEGKTYGLVVDYWGDNRRIADALDMFSDEDGITSALRPLSEKIQLLESRHRAAIRLFEGLHSHDDA
ECVELLRPDDIRAKFELDFLRFSEAMDMVLPDPKALEDPYPSDLKWLSRIRVLARRAYHEEPFDPKDYGAKVGEIITNHL
SVTGVEQLLVKFDILDPAFRPHLDRLRSGAAKAAEIEHAIRHEIHVHRDENPAAYASLWEQLEGIVNDKREARVSAASAL
SQLEAIVGKAADIRSGAACSSGGLSGTAAAILPFIDPDLPETERSQSAAGITEALEAYAEVIDWQQKEDVQRQMRRSIKV
RLRSLGLDAQKVEATTAKIMDVARARYVG
>MBL3609997.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB35
MTDAARHSIVFGGEEFAFLIERTTRRKTVAISVGFDGVRVLAPSDLDDDSVLGIVRRKGPWLLRKQAMYRELGGQPIAKE
FVSGETFHYLGCQYRLKLIPDETAVMTRIIAKGSNLVAPVLPNTHKSIQRAAVRSGLKQWYRTHAAQHFPARARMIANTL
GIPTPTLKVVDQSKRWGSCDARGCIRLNWRLVMAPMPLIDYVVAHEACHILEHNHSRRFWRSLETIMPDFEDRLRRLDRM
GHHFTW
>MBL3609998.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAFKFTPVDPDEYARAFEEEEEAQSQEEALAAALAVEPHANLERFRKKRGFTKTEMAEMMDITPRSYYAYESGKRSIPTE
ALVRLNMYTGVDLNEILTGRPSSEGYERVVSTTIWMLRVLLTDYKGIPLSRQEKIINETIGYAQERGLMIDKRLVDEVVA
SEMVYKFHPENIPAPPDPEAYEDSQFEQYERDEATWQKHVDEGLDGRRWPR
>MBL3609999.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRDAREEIRRWRSHYNTKRPHSALGYL
>MBL3610000.1 transposase, partial [Rhodovulum sulfidophilum]AB35
PEFIAKAVRDWIDAVGAKTAFIEPASPCENGYCESFNSKLRDGLLNGEIFYSLAKARVVIEAWRVHYNTARPHSSLGYRP
PAPEAIRWPSKRNGSPPQLAPTLAPRPIMH
>MBL3610001.1 hypothetical protein JMM60_14575 [Rhodovulum sulfidophilum]AB35
MLRSEAQEPLPQDHYDALCLRGARLLGGQAAAASTEAFGIDQPPREAVLMRDDEIELFLREPRDPDEALCALVGPDTEVE
AALSQMRMAIAEIVEIATCTTRHDTRRGEGG
>MBL3610002.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MTRSSFCLGLGLAALAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSGTPTALQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQEGNRESDGFDQDLILLSAEFDVTEQLTLGFS
ALYSDSKSDYDDNATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYNSPSWGRSSFTGKRRTLSYLGSTD
LTEAARLSFGADWSEQEADLSSGNVDTESRAVFGELQYALSDAADLSLSLRHDDYSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQLFDSAYGNPDLKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIGYDDVTYVTKQVSGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSEGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSSGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MBL3610003.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MWACVPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPERLRQTGRLLGREARAEALARDFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDAGTATAPD
>MBL3610004.1 cobyric acid synthase [Rhodovulum sulfidophilum]AB35
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPDGLEGPPGVTEGLGLLDVETVMHADKTLTRIEARHAATGAAFSGYEIHIGATDGPDR
ARPFAHIDDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLPAS
>MBL3610005.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]AB35
MSDPVSDAPSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLDLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLEAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>MBL3610006.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB35
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFKGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>MBL3610007.1 glycosyl transferase [Rhodovulum sulfidophilum]AB35
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MBL3610008.1 sugar phosphorylase [Rhodovulum sulfidophilum]AB35
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>MBL3610009.1 glycerate kinase [Rhodovulum sulfidophilum]AB35
MTLQAPAPPSAPLAASPAEPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAAAHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPSTLAEAGRLGSDPARALS
TNDSHDFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>MBL3610010.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MBL3610011.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]AB35
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>MBL3610012.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAPAAEPALPVATAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MBL3610013.1 cytochrome ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]AB35
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MBL3610014.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]AB35
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MBL3610015.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]AB35
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MBL3610016.1 SLAC1 anion channel family protein [Rhodovulum sulfidophilum]AB35
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSIAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYAETSGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MBL3610017.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB35
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MBL3610018.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTLVAARGLTVRYGGGAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGRAGHKTEPEAADA
>MBL3610019.1 transcriptional repressor [Rhodovulum sulfidophilum]AB35
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>MBL3610020.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDGEAHDHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGIDP
HAWLDPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVA
GSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYADAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLAR
TIAACVTGTEG
>MBL3610021.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]AB35
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGR
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGMLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAEFGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAEFIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>MBL3610022.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]AB35
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>MBL3610023.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]AB35
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDACRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>MBL3610024.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]AB35
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADSGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>MBL3610025.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTQPRPRGRPRAFHDKTDQNTVRTLDRAMGLLTALSETKGLTLSELAALSNQSTATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILETQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSAQRIFPGRRL
>MBL3610026.1 hydantoinase B/oxoprolinase family protein [Rhodovulum sulfidophilum]AB35
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDATRAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGMPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAIAETGAAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVRADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGLVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>MBL3610027.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MBL3610028.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDDRLTGLRASVLSLWRAHGRQTPIAGLLLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MBL3610029.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB35
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVSTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDRDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVALSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>MBL3610030.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]AB35
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPED
>MBL3610031.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLTEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRVPAGTLSSMLGGGSRRS
>MBL3610032.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]AB35
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEAMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MBL3610033.1 NCS1 family transporter [Rhodovulum sulfidophilum]AB35
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLVPAGLSYYLLMLWLPSARRFRDD
>MBL3610034.1 glycine zipper family protein [Rhodovulum sulfidophilum]AB35
MRYLLVVSLAALSLTACAPVQPLSEYKPVVDPAQTSSRKFDRDLGECRQIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>MBL3610035.1 transposase [Rhodovulum sulfidophilum]AB35
MPRPALLGHRKKTGSGHDKAPERRGVPGIRGDPGCRWRAVRREIRGHRQRFSESAAELCLTLGMPFEPPLRQGAGLGKSH
TPQRMAGFDLWGPDCSPPCRRQARSVVDIPHAGVGKRPHIVGDSPGMRRRRDSEWPVRKPGPRVAVNGARSISLRRVALA
PSL
>MBL3610036.1 class II aldolase/adducin family protein [Rhodovulum sulfidophilum]AB35
MTSMTDEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDTEMVRFLRSHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMLPTPRQGNEALEALVPHLHAAL
PGLAFADPRGADPLAALSGQAGVAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQI
MLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MBL3610037.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]AB35
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIVPLFE
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>MBL3610038.1 carbohydrate kinase [Rhodovulum sulfidophilum]AB35
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MBL3610039.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]AB35
MSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPQIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLVGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADDV
MARLGLTRRTGTGDLPIGGGAGYPADPDAWCAEQAAASGLSQARVATLLARYGTLAGALAPSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADLALRRTVVALAGGLDATALEALADRLATARGWSAARRAEELHCFRVKLATDHGADPERIGLHRKGE
VAAQ
>MBL3610040.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVTGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MBL3610041.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MBL3610042.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFVALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAEMLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPRVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MBL3610043.1 substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
DGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMRIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>MBL3610044.1 hypothetical protein JMM60_14790 [Rhodovulum sulfidophilum]AB35
MIGQGIRGVQLLRALQFLDRFDDGLAERYPETRRREGFIRRALDEFATEAAQ
>MBL3610045.1 transposase family protein [Rhodovulum sulfidophilum]AB35
MIESTRQHMASTADRRIAALIRDADRQVNDKRIEPPWQREGLKAREKQRNMGRLRLSDGACIGRWPEYRDHVWSGDLVHC
RIDDGHAFRPLDILDEHSKERLAIEADRKLTSTNVIDARTDRFILRAVPAFIRPDNGPEFVVRAGREWVAAVGAKTACIV
PGSPRKNGYCESVDARFRNELLNGQAFCCLREARILLEEWRRPRNTKRPNTALGYRPQRRKASFQWAGRQPCKNN
>MBL3610046.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB35
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGLSPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVTTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPATFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMLGVGGAFWGLVIGLVAYAVLNGTFPHRRAVETATSGSAAE
>MBL3610047.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB35
MFRHSQLETVKAWLAHPAHTAMPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERR
VGSGSFVAEMTEFAPGHRRSRRDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKE
TGTLALLHGDPQGAEPLRRAIADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAG
LECVPVRVDRQGILVEPILATPNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACV
QGLDPNDRTIYTGTFTKSLFPGLRIGYVVLPPQLVQPMTVARTLLDGHTASMAQLTLARFMEGGHFGAHIRTMRGIYAQR
LAVLSDLVRRHLSDFVDPRVPIGGLQMPCVLTCEISERAAIEAARRVGVELTGLSALHAAGDGKAGFLMGFAAYTPAELE
GAVRKLATALQMVRMPA
>MBL3610048.1 hypothetical protein JMM60_14820 [Rhodovulum sulfidophilum]AB35
MTGLQAWRDAPARMEQGHIAMDTGTGDIRATEFTSSRLGDSAFLGKTLARIVS
>MBL3610049.1 glycosyl hydrolase [Rhodovulum sulfidophilum]AB35
MSGAAPAEAALSRRNLLRGKLAEGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGTAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMSTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWQALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWGAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MBL3610050.1 P-loop NTPase [Rhodovulum sulfidophilum]AB35
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDEGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAALRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>MBL3610051.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]AB35
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLIEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYLDEYPEQDLVVQLARTSERFYVRLRWVDPTRDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMSPDAAPAPGN
>MBL3610052.1 molecular chaperone TorD family protein [Rhodovulum sulfidophilum]AB35
MTAQTCRPPIHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
TGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYCSAEARSDAAP
DAAAHQNLWG
>MBL3610053.1 selenate reductase subunit beta [Rhodovulum sulfidophilum]AB35
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALATLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MBL3610054.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMETLTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVRWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MBL3610055.1 response regulator [Rhodovulum sulfidophilum]AB35
MCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPTDAIAGLSCLIVDDDAISRFVTVEHLRRLG
AEPAEAASIRTALDRVAGREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSAPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>MBL3610056.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDADEETGD
QTASTRSS
>MBL3610057.1 hypothetical protein JMM60_14870 [Rhodovulum sulfidophilum]AB35
MAGQQEKPEDIAPKLRQIEVLDGQSLSMADAVRQIGISRHTCLSVAETV
>MBL3610058.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGSFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVALTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MBL3610059.1 sensor histidine kinase N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSPLGEGALPTELRPIVGSINDLLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETSDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTAAEPSDLRPVLE
IVAGDLERLCRTGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGTEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MBL3610060.1 Hsp70 family protein [Rhodovulum sulfidophilum]AB35
MSSPSAMLAVDFGTSNSAAAVLDRGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGSRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGAQLGHELAFEVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMALVEAEARAVCPGAAIRRS
EAFTAVVDGLALATADA
>MBL3610061.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB35
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFEAAGALAEEMGLISAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARVGITV
NDLFRTALKASARRPADWQSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYVQIETGADDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYAKLLAAGQPGTA
ESSAKLSEPEAKARLSGEGAGRLMAKTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTDDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MBL3610062.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]AB35
MCGRFAITMPAEAMAEPFEAVPGNDLPCGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPSDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYIARSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADDGVLQLHRVGTAVNSTRADGPELIESI
>MBL3610063.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]AB35
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MBL3610064.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]AB35
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARRDVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMERLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MBL3610065.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MSWQVRAASVVTLRHIQTIHKGGRVYRYLRAPGGKRVRLPDLPMDDPAFLAAYASALASAPKITRAKPGTIAMLIEAFLG
GRDYLSRSESYRRTIRRHAEAIKAQADDALARDLREQDIEADLSPLCPNAAADRLKAWRMICRWGKTNGYLARDPSLAVK
RKPIPKTIGHPAWTDAEIDRFRAHWALGSVQRLCFELVFWTGARISDAVKIGPGMAGRDGVLQFTQKKTGEPAFVPWTCP
LPAYAVRMEDDRKLLFAALEARAERHMTFLATAYGTTRSEKALGHVISNAASKLGIAKSAHGLRKSRAKLLAEAGATVHQ
IAAWTGHITLEEVEHYTREASRRAAVRGEQMKKPVNR
>MBL3610066.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MAITRDFAPRLMPAPQAAHYLGVSESTLRTLDLPRRVVGAKRLFDRLDLDAFADSLATEGAAAEVNTCHGKFGRRAS
>MBL3610067.1 hypothetical protein JMM60_14925 [Rhodovulum sulfidophilum]AB35
MAEILTRSFGRFNAEVTPAEARLIIRDDGKDMIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRASDAFPKRVEDPADKAFREAVAE
LVDCAMKEGKVDGHHS
>MBL3610068.1 hypothetical protein JMM60_14930 [Rhodovulum sulfidophilum]AB35
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PSNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGEDARKEAA
>MBL3610069.1 hypothetical protein JMM60_14935 [Rhodovulum sulfidophilum]AB35
MSIMDAIAPPPDALAESVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAT
RLCPFD
>MBL3610070.1 hypothetical protein JMM60_14940 [Rhodovulum sulfidophilum]AB35
MVAILTIAPQIADRLATEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3610071.1 hypothetical protein JMM60_14945 [Rhodovulum sulfidophilum]AB35
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSACGGLVLARIAEASL
>MBL3610072.1 hypothetical protein JMM60_14950 [Rhodovulum sulfidophilum]AB35
MKTILTPTALALLAAPALAATETTEDLRAIRQPSSDSQGCFAPIPGTNAFQRTHAPGCIYYVAPTGNDRDRAASEPSEGG
EGGESSDT
>MBL3610073.1 BrnT family toxin [Rhodovulum sulfidophilum]AB35
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>MBL3610074.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]AB35
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>MBL3610075.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDSGQMIAERLKALIETRGTNNRAVALAAGMGPTGVRDIISRKTKNPTYANLLKIADVLGVDVQEITGGAHERPTIAIAG
KVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECEDGF
GWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRI
>MBL3610076.1 hypothetical protein JMM60_14970 [Rhodovulum sulfidophilum]AB35
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3610077.1 hypothetical protein JMM60_14975 [Rhodovulum sulfidophilum]AB35
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRA
>MBL3610078.1 hypothetical protein JMM60_14980 [Rhodovulum sulfidophilum]AB35
MKLHNVTDIRVAHFPEGPMATPARSISGKPEANGPIWPEHVIAHIAVEVFDDVIPDGEGPREASFVVEFKCPSTETLATI
ERLALRQLASDLAALSEDVARAAEAE
>MBL3610079.1 hypothetical protein JMM60_14985 [Rhodovulum sulfidophilum]AB35
MTAPGSDFVQMGLAITAAAMSARQEPLGLRAQLTLARAALKTPDADLRAAVSRFLDVHDQNPAAAGDVLMRVIQDRCTAA
PTRHAWQDRADLDG
>MBL3610080.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB35
DLRRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVGLGKTHLMHAIAWDLLHR
APEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQNKQIVISADRAP
GEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRITTNVRVLEGALTRLFAFA
SLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIAMYLAKQLTQRSLPEIGR
RFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MBL3610081.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]AB35
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MBL3610082.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]AB35
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLSW
PGSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALLRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALS
AGRERDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEIAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGARAQYLEVRETDGTSQIERMDGLCPRSA
>MBL3610083.1 hypothetical protein JMM60_15005 [Rhodovulum sulfidophilum]AB35
MVRKIAEAASRSSAKIVSGGQNASPIAHRHARGRAFRKRAPGDRQPDRPVRQEEGQIRARITHQIEVAAVMMRAGRRR
>MBL3610084.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]AB35
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAR
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MBL3610085.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]AB35
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MBL3610086.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]AB35
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCADRGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEEMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MBL3610087.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB35
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIVATGRNSQYLPGIELGDTLRATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MBL3610088.1 LrgB family protein [Rhodovulum sulfidophilum]AB35
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MBL3610089.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]AB35
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MBL3610090.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRRRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLADLRTMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTATDREPD
>MBL3610091.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]AB35
MRQSPRPEIRSAVVAALARAGTPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEDARFQPDVIRRDRNQSEFVTP
IWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISSLATLAYEGRRAAFFEA
QLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWG
VEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFYNFRVIERYNPADAYVIGVG
HLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMSVLRRL
R
>MBL3610092.1 ribonuclease R [Rhodovulum sulfidophilum]AB35
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGAKDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFILAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>MBL3610093.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]AB35
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRIDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MBL3610094.1 hypothetical protein JMM60_15060 [Rhodovulum sulfidophilum]AB35
MRKPGPRPASTSSCVTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVT
GYGTLAERRDQGHEIGSEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MBL3610095.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]AB35
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MBL3610096.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]AB35
MHDDARRPLRDAFRDIESARETPETSQTGSPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>MBL3610097.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPPAPRAWAAFLGMGLLNNVIPFSLIVAGQ
HSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGTNALAQLAVLGGALSYACAA
VFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGALVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MBL3610098.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]AB35
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MBL3610099.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB35
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MBL3610100.1 hypothetical protein JMM60_15090 [Rhodovulum sulfidophilum]AB35
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALSVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MBL3610101.1 asparaginase [Rhodovulum sulfidophilum]AB35
MTGAVGMVEVLRGGMVESRHRGHAAICDGSGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLSRHLGAGPDYVEPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTLTGLARAMAAFAAARPDAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVHLGALDPEHPAARKRMVGPIVNWRGIE
TGAMRLAPGFA
>MBL3610102.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]AB35
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLRQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MBL3610103.1 phosphotransferase [Rhodovulum sulfidophilum]AB35
MTEAETLSLAEEAIAHWEGCTTPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGSGVAVPCPE
PTRDGALLAHLEDGRVASVLSWIAGTPLASGAGTLDGAAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSTYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYASERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MBL3610104.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEISALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MBL3610105.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]AB35
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MBL3610106.1 hypothetical protein JMM60_15120 [Rhodovulum sulfidophilum]AB35
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MBL3610107.1 hypothetical protein JMM60_15125 [Rhodovulum sulfidophilum]AB35
MITMVDLLGVMAVGASADPDDSTRSHVDGTRAGDGPAPDHATDDLMAVMDLHAALAEAGPAIDGMSRADELLFSWLSGGP
DSMDADDLPFPADHDHDKDLQVAETCLVDAALGAGDETFSVQDLFEDGASLPTVIDDYDQTADTLFVVYDSTTHPAPVLS
IDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>MBL3610108.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]AB35
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MBL3610109.1 hypothetical protein JMM60_15135 [Rhodovulum sulfidophilum]AB35
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MBL3610110.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]AB35
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEDQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MBL3610111.1 GAF domain-containing protein [Rhodovulum sulfidophilum]AB35
MRIDYDALSQTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MBL3610112.1 LysE family transporter [Rhodovulum sulfidophilum]AB35
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMTHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLVGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIAQQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MBL3610113.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVMRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGKAGAEGCGGKA
>MBL3610114.1 peroxiredoxin [Rhodovulum sulfidophilum]AB35
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MBL3610115.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]AB35
MDSYAPPDTPLEILHHDHELLAVNKPPGLLSVPGKGPELADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYIARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MBL3610116.1 hypothetical protein JMM60_15170 [Rhodovulum sulfidophilum]AB35
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MBL3610117.1 DUF1491 family protein [Rhodovulum sulfidophilum]AB35
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLGADGLA
>MBL3610118.1 DNA repair protein RecO [Rhodovulum sulfidophilum]AB35
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LVFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARA
PG
>MBL3610119.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]AB35
MDELRQKYLGAIADAADEPTLEELRLQAVGKKGEVSLRMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGMGIDRIAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MBL3610120.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MFQSREAAGRILAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGVVVDGAAREVLFE
ADSLAAAGLSQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLATGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYTDFAPVGDDEAVRLLDELLARR
>MBL3610121.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]AB35
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETQSHACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLKVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGEATGCTEATVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GVVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPSDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MBL3610122.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MKLQSQLRGDALHIVVDEDRIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MBL3610123.1 ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTLSRAPRGEAPPAAEDTSSRQPADNPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRAMPGESLPDADRTGADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>MBL3610124.1 class A beta-lactamase [Rhodovulum sulfidophilum]AB35
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>MBL3610125.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSTL
>MBL3610126.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MSKKAILALGSAVLAVSGVALQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGTDSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMTAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MBL3610127.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MBL3610128.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILGMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MBL3610129.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MTARSSLEAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDTGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>MBL3610130.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPQRTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MBL3610131.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPAATVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MBL3610132.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDETAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PVDGARILRFKPI
>MBL3610133.1 pseudoazurin [Rhodovulum sulfidophilum]AB35
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>MBL3610134.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB35
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>MBL3610135.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]AB35
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVTSARAQALCHPYKRGAT
VFGMPRDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>MBL3610136.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]AB35
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELSAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPTDQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>MBL3610137.1 methylisocitrate lyase [Rhodovulum sulfidophilum]AB35
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQAKAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>MBL3610138.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPRPVDSKGLPVQLEVSGVSVRFGRRIVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
PPASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRGERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKDGGVYASGRTRDCLTAENI
RNVFEVEAEVLRDGGHGVHINVLGRPRPA
>MBL3610139.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSTDAVSGAVAPAGGLFAAHDGAVRRRCVRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALSGMGDTDAAVEVIVWQVR
LPTAILAVLVGASLSLAGAEMQTILRNPLASPFTLGLSSAASFGAALVIVLGVALPYVPDRFAVPAMAFAFAFGTVLVIQ
LIGNRRSMPPGVLILFGIVMVFGFNALVAVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARAL
TVLELGRERAESLGVSFARLRFGSLLRASLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFAS
IAAKLILPGVLLPIGIVTTLVGLPVFLLLLLRQWSR
>MBL3610140.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTPLSMPQGLRLLLLMLVMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKR
YSPETYDALREAVPAIEDVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVP
SLRILGQLLGEQDRTERFIGFYEAHMGRISERLAGLQDYPEVFFHLNPGGGACCYTSGPGNMSDFITAAGGRNIGADVVP
GAIGQMNPEAVIAADPDIYLAGGGSTVAPDGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLF
VLGVEEMARAFHPELFADFDPEASLDEINRRFLPFDLTGSFAVTPAVQGQ
>MBL3610141.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB35
MTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQTVHVIGRQEMEDRGAEK
VTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHVRYQPFGLERVETLQGPASVLYGANSPGGV
MNAISKRPTSEPRREVGLSFGSFDKAEARLDVSGPLNADNTLRGRLVALRRDSGTQYDEVPDDTTYFAPSLTWAPSDDTS
LTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQTNLGLEFNHRFTDVWSLEARARYTRNELMT
QTLSGMSLAPDMRTLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYYLNYGTAAGIDIYDPVHSA
PFSATTPYASTDQTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLAGTSTHQKDDAFTYRIGATWLAGNGLAPY
ASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPLNRIQTGEVTSRGLELS
ASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLEGASLGAGLRYVGETYADASNTIT
VPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>MBL3610142.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
MPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERRLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFQRMFGQSFGEYIAALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPSEMRR
>MBL3610143.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MEPLADLPVSTLDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLKAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLARGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
DGRITPFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>MBL3610144.1 RidA family protein [Rhodovulum sulfidophilum]AB35
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTRQVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTALRGASNGAQKTTLEG
>MBL3610145.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]AB35
MNAATRIDFLYLSESDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPLVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDAPGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MBL3610146.1 APC family permease [Rhodovulum sulfidophilum]AB35
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASLGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRLQPEIYARLGQAFD
>MBL3610147.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MFLGSVCKPPDNSGHCKPRQKSDSLRQSRRIGRNCRNKSPMSTPLPGMLSVRALIFGPILEYFADDPGSLEALLAREKLS
PEILADPYAAIPLQSYLSIIEAAADLAGDPLFGARLGFSLRPGNLAPIGLRAVQTGTIRGALSAFVRWSGALQSATQSSL
ESEDGNLVFTYRITAPVVAPSRQDTEFSLAGICRLIRGAFDPRWRPSEIRLNHPPIPEKTRLEALFRAPVVYAHPTNAIV
FSAAAAERVHRTEDPDMIALIERHLQDLTAGASRSENIVDQVEALIDLYLGVRPVDLRTIAAALRMPPRSLQRRLAEEGQ
SLSALLRRHRQRRARSLLAEKGMSVEAVATALGYSDGTSFWRAFRSWTGDAPSLGRETRCR
>MBL3610148.1 hypothetical protein JMM60_15330 [Rhodovulum sulfidophilum]AB35
MSKPDPIHDRRTNRKTHNEALKKRRSPMIWFDRDIAWFGGKAGRL
>MBL3610149.1 transposase [Rhodovulum sulfidophilum]AB35
MFSDAAIQFSFMMKVLFGLPRRQTMGMSSRWQGWTGRSPTSRP
>MBL3610150.1 transposase [Rhodovulum sulfidophilum]AB35
MTRIVGANIARSTWRWTKPQVTSAPSSSPGREGDSPDQVPADQKLGTVTGDGGCDTRPCHTPILEHGGVAPKLRKWIEAM
GAKTACIEPGSHRENACRESFNARFRNEMLHRKVYSSLREAQITHRAVTSHHTHTALGYSPRRRRASWTSTGGQ
>MBL3610151.1 hypothetical protein JMM60_15350 [Rhodovulum sulfidophilum]AB35
MTEQVVVLSRALAEGLAAQPLPGRPDHVLIEGRDFDAAIARANAAFHAGDITVIAGTQAFLGQEWDAAGLNSLVLGTNLA
SFVAIIQAHR
>MBL3610152.1 hypothetical protein JMM60_15355 [Rhodovulum sulfidophilum]AB35
MDPGLAEAFCKEYTAERNRLQDVALAGRGNLEKELARVRGDHAKLVDAIVAGIPAERVKDRMLALDARRRELEAALSSVS
ATRPVRVHP
>MBL3610153.1 pseudouridine synthase [Rhodovulum sulfidophilum]AB35
MAKVPTARIDKLLSSMGYGSRKDIARIARAGGITLGATVLVDVTKRIPIMPDLPHRMTICGEALDPLAPMVILLNKPVGM
TCSHNDDGALVYDLLPNRWRLREPRLSTVGRLDKQTSGLLLLTDDGDLLHHATSPKRRVKKTYRVKLARPLKGIEGDLFA
SGRMMLENEDKPLAPAELEVVSTTEALLSIAEGRYHQVRRMFAATGNHVLELHRGSLGGLKLPDGLASGEWRLLSEEEVS
SIFQ
>MBL3610154.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]AB35
MNTKFHARRLVWPAVFSILCAGLILFSSHIAVLVGTDDTLSTSITALAYFAFAWLASRVVSAALDAASPRNRPFPRLLRD
LIAALLFFVAFGAAISLFLGQGAIGALAGSGLILAMLGFAIRNVVADTLSGIALGIEGPFRIGDWIDIDSLARGKVIEIG
WRTTRILTRDSTYAIIPNSQIARQRIINYSAPRPQYRAQVAITLDHTMPVGRARELMLNALKNAKLIQQNPAPDVRVLAY
EEGGITYALRFWLSRFDLDSDCRDEVYSLVDDALRNKGYLAPHRRIELVRAKSSSF
>MBL3610155.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]AB35
MSTSTNSTKKPSKRNPKVVISADDLAHLEELAGNMMRRQPELADRLLEEIGRARIVAPAKVRDNVVTMGSTVTYRDEMSG
QENTVTLAYPEEADITNLCISVVTPIGVALLGLSEGASFYWDTRDDQRRTLTVLEVTQPPENTKD
>MBL3610156.1 NADP-specific glutamate dehydrogenase [Rhodovulum sulfidophilum]AB35
MNAIDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVIARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVQINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDREIMRYCQSFMVELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKEIELEGRCCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLVKQIKEVKRGRIKDYVALRRDGSHYVENGSIWDVPCELAL
PCATQNELHGSDAKKLIENGVIAVAEGANMPSTPEAVRLFQSAGVLFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHDSCHDTAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>MBL3610157.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB35
MFTIILLAAAIMVGIILLFLQGDRMRDSFDEDVRRFEELVQTLDELEISFLKARRAEKDFLLRQDVGNIDRHAEAMTLLN
ERSAHARILARDTGGEVTGLLDGVDRLIKAYATGFASLVESHRLLGFNEDDGLQGALRAAVHEIEMVLKEASTPEMQVKM
LMMRRHEKDFIMRVDPKYRDRLNARVEEFRAFPADYYVDESQRLRIDNLLERYQKSFNAFVEETLREQRLQQDLSAAYSE
VEPLVSRLHEVSRKRKNEVSYAATVATAAAHERVLTLSAAGLVVFVLLALSVSMAISRPLKTVSAALRKIMDGDFSHALR
PSWIAEANAISTAVEVFRSDLAEKEQLSRDISSVIDACAAGDFSRRLPDPGANSSSADIVRGVNAIGDSAQKGLGDVLTA
LDTLSSGDLSVAMPVGHQGVFLDISRALESVVSNLAGIVLQLSRSSETLNRTARKIADSADNASQRGQNSAASLEETAAA
LQTLEHNVRGATENAKSAERHVTTARERAEATRSVADSAVDSIRKIEQSSQSIGQITDMIEDVAFQTNLLALNAGVEAAR
AGEAGRGFAVVASEVRALAKRATEAAGEINSLIRSSEGHVVDGVRHVSETVDALSSIQEAVVHVYDKVTEISATAVEQAT
SITEINTAVGSLDHDVQKNAAILDETATAGQELTTEADTLVELVRKFKLPTQERSGIHPFAAE
>MBL3610158.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]AB35
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MBL3610159.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]AB35
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MBL3610160.1 twin-arginine translocase subunit TatB [Rhodovulum sulfidophilum]AB35
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDKTSDA
>MBL3610161.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]AB35
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDNDEDEPEEGPATEPEPRS
>MBL3610162.1 ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTGQTQDPRFGPEAADSLKRIAEALERRFPAPAAAPDFASAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MBL3610163.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]AB35
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGETVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MBL3610164.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]AB35
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MBL3610165.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]AB35
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDEDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MBL3610166.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MBL3610167.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESSIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MBL3610168.1 CvpA family protein [Rhodovulum sulfidophilum]AB35
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MBL3610169.1 DNA repair protein RadA [Rhodovulum sulfidophilum]AB35
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTIVEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MBL3610170.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]AB35
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFGAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGSRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MBL3610171.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]AB35
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MBL3610172.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]AB35
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>MBL3610173.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]AB35
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MBL3610174.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]AB35
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLGDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>MBL3610175.1 NADH-quinone oxidoreductase subunit NuoE [Rhodovulum sulfidophilum]AB35
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>MBL3610176.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]AB35
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEKTALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQVCEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MBL3610177.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTAVISPLGRAAALAAGLGLAATVSAAGAESRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAT
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MBL3610178.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]AB35
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPLAAE
>MBL3610179.1 hypothetical protein JMM60_15505 [Rhodovulum sulfidophilum]AB35
MRAPDGVGGLDDYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPT
V
>MBL3610180.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]AB35
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MBL3610181.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]AB35
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MBL3610182.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB35
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVIAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MBL3610183.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]AB35
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MBL3610184.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]AB35
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MBL3610185.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]AB35
MEKIILFAPLIGALLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MBL3610186.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]AB35
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MBL3610187.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]AB35
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MBL3610188.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]AB35
MRSLRPRPLSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAP
GCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAM
IEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDE
DGQLVIETPGGRRAIAAADVFF
>MBL3610189.1 type III pantothenate kinase [Rhodovulum sulfidophilum]AB35
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTIACMQSGVFWGYIGLVREICDRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MBL3610190.1 ribonuclease J [Rhodovulum sulfidophilum]AB35
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MBL3610191.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB35
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGSEDRGNRSRRNKRHE
GDAEAAAAPAVQAAPESPERSEEPRESARPPRNERRPERSERTERSESQDRNKPQSRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPAAADEPVEQNAE
>MBL3610192.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB35
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MBL3610193.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]AB35
MKNSMFLLSAAALTVAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVEGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSIPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTVSKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>MBL3610194.1 hypothetical protein JMM60_15580 [Rhodovulum sulfidophilum]AB35
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRIFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MBL3610195.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]AB35
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MBL3610196.1 pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]AB35
MGNPEHLKWLLEGVEAWNARRKREDFVPDLSEMDIRAAFEKTGKLEEGRIPLLRANLREADLGGADLGRADLREANLGGA
NLRGANLRGTNLRETNLKGANLEGANLGGANLRGVNLRGVNLRGANLGGADLGGAHLREAKLGGAYFGEADVRTVYSGVG
TNDVGTPEYTNLSQARALTQAQLDTMRGDTGTILPDGLHHPAHWPDPEPPQVSIESDAPPPLPEGVAAEDVAEKDGRLFL
VNIAPPPRSDLETIHGDLREDLAALLASGAFDNISKGLGTALSRYAGIVDCAYADLDQVRFGVQTKALRLKLDTHRQDLS
DAAPEKTGDLEAALLSAELIAARLPDWQTFLKETADERSPVAEHEKEITEAIESAAEEMREDPAHFAPALPERVSEYLNT
ATIEGYLAATALLNNLTFATMAAVRRFTRDVGNETRKQAVSSLAKGVVAALGATLMKFVGILPAEFDWVLPWLRYIPTLF
G
>MBL3610197.1 universal stress protein [Rhodovulum sulfidophilum]AB35
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDMIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPDLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MBL3610198.1 ParA family protein [Rhodovulum sulfidophilum]AB35
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTARG
>MBL3610199.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MBL3610200.1 hypothetical protein JMM60_15610 [Rhodovulum sulfidophilum]AB35
MLRRLLRGLGGGARAKGAAPQAAGARAALLPDDTPFGEDLARRAVAFLEATSAVRGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADGARFRRWLAAQSDASLSGQIPSDIPGFERDPGNQRITRSFVEDYLRRHENGGASGRQGG
>MBL3610201.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB35
MKERIDPLIEERAPWLFADHPWSAPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAALEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MBL3610202.1 aminopeptidase N [Rhodovulum sulfidophilum]AB35
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVIPEITSA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGPGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
GLYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAATRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MBL3610203.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]AB35
MGVTILSFGRDLRGQDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPVVRGLALGAQPPFEAWARRRGLSWRPVAAPRRPAPPLGELTAPPGLEPGPIPEARDLGLGFDPCP
GRPRGGRSEAERALAAALAGGDPDAALSAHLAWGALSAGEAARAARLAPEEPGARRLVSWLARRTRFQRVPAADPAPVAA
PPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADHDPRLHGAQFR
AAAARRVDPLRWGRAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGPGRPAGSRSASPASRRQ
DSRQLAFDL
>MBL3610204.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB35
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MBL3610205.1 cytochrome c [Rhodovulum sulfidophilum]AB35
MKRPFLIGVAGGAAVAVGLGGWLWLRHPGADVEAGGSRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWGFGDMAPVPSVSTADIASVVRFVREVQRANGIR
>MBL3610206.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGRDGYLDFAYVSPDWTGRGIGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>MBL3610207.1 kynureninase [Rhodovulum sulfidophilum]AB35
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDRALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLELASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MBL3610208.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]AB35
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MBL3610209.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]AB35
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MBL3610210.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]AB35
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMALAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MBL3610211.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>MBL3610212.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]AB35
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEISGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPGSGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MBL3610213.1 amidohydrolase [Rhodovulum sulfidophilum]AB35
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGASWFVELVETRLAAG
>MBL3610214.1 hypothetical protein JMM60_15680 [Rhodovulum sulfidophilum]AB35
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWR
>MBL3610215.1 hypothetical protein JMM60_15685 [Rhodovulum sulfidophilum]AB35
MGWTHADWSALGSVLSGIGTIVGAFAVIWAARLGSGTFESWREQKISERRIDQAERILIATYDAERSLGDLRHAAANLFA
RGSAQRDLQDGAEALTSEAAKAYRYYETHRETASLARRSLADCLPTAKALFDADLEQAIGELMKQFDIVFADVGWRAELS
PDERQAKWKKPTPGVPSEDRNTMDATIAAQVARIEDICLPQLRAAGRKRRDDRPSV
>MBL3610216.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB35
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLREAARLPEADLLRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPNVEALVRACWGKPADRVFDVIAAGDEVASKKPDPGIY
RLALDRLGLPARECLAFEDSHIGLQSARAAGLGVVITPSSYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MBL3610217.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]AB35
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MBL3610218.1 thioredoxin family protein [Rhodovulum sulfidophilum]AB35
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGVAAICSNDAK
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKQAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MBL3610219.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]AB35
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MBL3610220.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]AB35
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MBL3610221.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]AB35
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>MBL3610222.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]AB35
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGTELARLGDIYVNDAFSCCHRLHASTTAAI
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MBL3610223.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB35
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MBL3610224.1 transketolase [Rhodovulum sulfidophilum]AB35
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWPDRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIENARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSGDAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSDKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MBL3610225.1 phosphoribulokinase [Rhodovulum sulfidophilum]AB35
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MBL3610226.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]AB35
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>MBL3610227.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MBL3610228.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]AB35
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAIKGVGFGVGQTEIALAVGGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTENGLEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFGKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAEAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAVAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MBL3610229.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]AB35
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKERASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MBL3610230.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPALLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MBL3610231.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MBL3610232.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB35
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQQGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MBL3610233.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGTGAWQGPPRLIEVRPDGLSLNGQAMVPKEI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MBL3610234.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MFTFGEDDRQRIRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSAAGDLAFGAARGEAVF
AALVARPEAAGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>MBL3610235.1 hypothetical protein JMM60_15785, partial [Rhodovulum sulfidophilum]AB35
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEAPAMQAAPVDLPAPEVS
PESDPAAMPERALAPVPALPKLAAILPEADLPDPPERPERIGAEPDPALALRPEPRPDRPTEAVRSAPPSEARAAQVARG
GSAAAEAGAGATGGA
>MBL3610236.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3610237.1 IS6 family transposase [Rhodovulum sulfidophilum]AB35
MWNCCVSTGPGDSIGVRQVWSPAISCDPFKGHRFPQDVIPLAVRCYCRFPLSYQDVTDLLAERGITMDRATVFRWVQKIG
PEIARRAYNHRSWCGLNWHVDETYVRVGGKWRYLWRAVDQNGQFIDFRLTARRDVKAAKAFLKQAIERVRLYRPVSICTD
EAPGYRKVIEDLNHRFEPCCTKPLVDSPRESSVIAGWPEQTDTADL
>MBL3610238.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]AB35
MSSRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLGGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPRHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEEDCDV
>MBL3610239.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]AB35
MSLLIFGSTGQVARELRARAPGARFLSRAEGDLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFVHLSTDYVFDGTGDAPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQLKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLARVLSDLEAVKA
>MBL3610240.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]AB35
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLALVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGQPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>MBL3610241.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]AB35
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAEFDSPFIWTRT
>MBL3610242.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]AB35
MQHAIRPDRVLVVDLDGTLIRSDMLYESLWGACRADWTAGLAVAATLPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
NWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPVLLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGNMHDDPVVYAAKDRVSQICGLLIFALALIATMG
>MBL3610243.1 glycosyltransferase family 39 protein [Rhodovulum sulfidophilum]AB35
MAPGSAAPPAGDRGTEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRVALRSLGALLHAASLPFIWILARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALSA
LAAAERAGASDLPARRRVLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPA
VLPMLHHAETTLKNFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPVALALLGL
VEPVFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLAHYQPSEPERLAAFFDRIDPAETELI
LGRQNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDR
IAARGRLIAEAKGAWWRAELYERTGPE
>MBL3610244.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB35
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSSGKTTCYDPSGSADALTEDLRAFDKNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGVGASYSAIVNAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKIYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAVKA
>MBL3610245.1 hypothetical protein JMM60_15840 [Rhodovulum sulfidophilum]AB35
MIAILLTAMAVAGVGIAFGFVDGALQAFVAAPLCLIALLWRGGSNSGLVRAGETAFGVYLVHPAVFLLL
>MBL3610246.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSMRSALRRITPLPLRTPLLRRFAPHADPWQPQVLDCRAIFIHVPKTAGSSIKAELYGKPMEGHRRISEFQDFDPKRTAE
TFKFCFVRNPWDRALSAFSYLKQGKGVSRVDREFTAVHLDEIDNFAAFLAALERPAYRREVMRFIHFRPQIWWTRLPGAA
GHSMDFVGRFERVEADMQIVRDRLGLPEQPLGNARSSSHGRYTEAYNSAERDLIAELYAEDVRIFGYAFGG
>MBL3610247.1 hypothetical protein JMM60_15870 [Rhodovulum sulfidophilum]AB35
MLGEFLAPQIGVLEEAAASGDPVLAYVAIWAILHAVPFSQLPPNRTHLLFYEDCLPDPEGEMTRLHDHSGHGPEWCTLPQ
DVIDRPSASSKPGEVGARHKSPYGAWKTRASAAQIEGALGLGALYDSEGRPDRATLAGFRIGGA
>MBL3610248.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MTDPAPQLSWGLCISTYNRLDVLADCIACALDQTRPAVEIVVVDASDDWVAGRERIAGMIAAAGRDIPLRYVPAQKKSLP
AQRNQGVAQASADILFLIDDDSFMHPGCAAEIMAIYEADSEGVLVSIAATKSDLDPRAALAGGPAAAHEMRKEQQRAVAG
SRLKRFVWREILMQSVAANFVDFDLPDRRFAGEIPAALSDRVRPAPYIPGCQMTARREMLLEEPFEGALLSYAAVEDRDA
SYRFGRHGLIVQALAAPLHHSEVQMSRLKRRQVTAMHLLNVAFITRKNTRAPLSHLGAVWIMTLRRLLAEFLKDAATKRW
DFPQLQGVLIAMRHLPDLCRRKEPQLSAWYEGLQREILAKS
>MBL3610249.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]AB35
MKRFLQLVMAFSGAAGLFGGSSAGALVLRGIATSDEEVEKAGPEAPPSGAETAELAAQSAEADDIGMEEPGTGEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPETTTEPGSFVASAPSEGSALSPAIVKFASLLGVDPWSLVSSDG
GSGSGSGFQTPPDDGVGGPPPVDGGGGDGDPGDGPDDGPGEGPGGDPGGEPPDQGPDEGQDGSGTAVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVTGPGFGNVTVNPDLSLALVLTGETQTGSLSFDYAVTHADGTVTTHGASLSAVAGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHESVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYDDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGFSMFN
SQNILLSDLTITGDSLIIKTADGFTLRNSSVYDIWREAPANDGDTWAQNLNRVSGFFLTKSEGVLVENNVFDHNGWEDGY
DYARSAEDGQPPSMYSHDIYMTDTNSDVTLRDNIIMRAASYGAQFRMGGVVEDNIFIDNNGAINPAAGEAGAGNYSLVLG
NVVTSAGYKTVDHSEGALSQGIRAQAQDVSLVDNIIAHLADPNNAEEQVEKVKGQFALVNKGTLYYNDTVIYNWTGTKNA
DEADEINTNVDGLDRAILDETTIQNFAADLLGKSTATIADLADYLRAQADGALDDVVDADLIIAFFRTGFGMDTGLRADE
AVLRFAPDDRGDGVRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSMTTAIEDLDLGDGGRLSVAQGRLDVEGTLAVGS
SWGGQVTVDGAGQFWTEGYGDSDLLSISVMGGRFANTGVFLGNADLTVGENGQAILATDGAGFLLQAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>MBL3610250.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]AB35
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALHAVFRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIALAALRLPRLRHSQGHGIAGKP
>MBL3610251.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB35
MRVVFVQHGNYAEAYRRMCAGEAETYRDQFRSVSLVAGLAAAGPVVTVALGDAHHDAQLAPNLRSVGLPRADIDRAGSLL
DDLAPDRLVCRTPHTRLLAAAAARGIATLPCFADMMRPPSPLGLWRHWRLRNALRARTVPCVANHSLNASRSLVEAGLVS
AGHVVPWDWSRLVPNPDPKPGMPDPQNPTILFAGKMTVEKGLGDVLAAMSVLAGQGLNARLTVAGGGDVRPWQAEAARLG
LAERVDFLGLVPNTEIRHRMRAYDIVVVPSRHDYPEGLPNTIYEGLASRSVLMLSDHPAFRGRVEPGRHCLMFRAGNPAA
LGAEIRKLCAAPELYAHLSRQAPEALNSLYVGLAWGDLVTYFLDDPANLTGWVERHSLCALGLSG
>MBL3610252.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]AB35
MSIFNEAFALRRQSRAFPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVVRDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>MBL3610253.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]AB35
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFAVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQRVELVPGSELIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELR
RSGARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIASEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>MBL3610254.1 hypothetical protein JMM60_15910 [Rhodovulum sulfidophilum]AB35
MLALWSWVIVTVILFRVLRPAGALVACLLGAYLLLPTRTSFDLPLMPTLNKHSLPAIVATVMTATVAAGVQRPRPAGAEG
AGRILPGWFPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLAMAVTLLPFLLGRKMLADETGRR
VLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFRPSAWIQHLRGNGYRPLVFLEHGLRLGIFLTMATLVACGLSRIDRR
RRIVCLLAAAWLFGTLVLSKNLGALAIGLLLVPVALFLSTRLQIVAAAVLAGTVLFYPLLRSADLIPVDQVVGLFEKYSS
ANRIGSLNYRLKNEDILLDKAMQRPALGWSTFARNRVFDPETGRDISVTDGVWVIVIGESGLIGYMAQFGLLTVPILLLV
RRPRQVEPSTALLALALVANLADMIPNSSLTPISWLIAGTLAGRLEQARAPAAATAGPTTTDPPRPPRLRGGQAAEEEPP
LPTMRATPYTRQTTLHSRSRRG
>MBL3610255.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB35
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCSTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRTEMTAAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>MBL3610256.1 sulfotransferase [Rhodovulum sulfidophilum]AB35
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGPERILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPDDPALGLCYPFLAP
>MBL3610257.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARDCGGDAM
MRLEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLETEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>MBL3610258.1 hypothetical protein JMM60_15930 [Rhodovulum sulfidophilum]AB35
MPFASALRRRVRQGLGTALWALRDLPGAPTFESFARRLDRMNRAHVAEIRSRGGEPMTPRAPDTIPKIVWIYWAQGLDEA
PPVVQRCIASWRAANPGWDLRVLDRDAAGALVDLSDLPAALPRRHEADFLRLRLLERFGGIWADATVFCHRPLEDWLPLL
AGSGFFVFRDPGPDRWLSTWFIAAAPGHPLIAAWARQYGEYLIARRRPPGPYFMVMYAFQFAVSRSPELMREWRCCSGLW
AVPSFRLMAVLDGQVGAEEAAVESLRRGLPVSKLNWKKPFDQVRFDAILGAAGVKRDVG
>MBL3610259.1 hypothetical protein JMM60_15935 [Rhodovulum sulfidophilum]AB35
MTIINRIELDTYDLRMACLAYNSGRAEASTVRAELDRLVQRVAGSEHPVLITDEAFFGPHVGQDGETRLFPRAHEVTQMM
VEAFAPHPVEILLYTRDEFSWLKSVHNQSVKQDRYAGSFEEFLAEIGGGADLDAVAARIAATIGPEQVRVFRLEDDHHHP
FGSGGALLDHVGIPREVQQDLKRASGINQSLDARHLRIMRRLNGLALPDFLYSRLRRGVLRLQRRARS
>MBL3610260.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]AB35
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMSGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFLSTIAGFAMNQADRA
ILGKFITLDQLGVYTIAFFFGNLPILLSRATLGKILGPLYRMRHPSKSEANRRNVIKARRLAVGGLVAMTVPLAYGGGLL
IELLYDPRYVLAGPMVVLFAFALPPQLVSVAYGGILLAVGDSRRQFYLTALTAGLQVALMLVGVVTVGVVGVILAPALAA
MLIYPLRSRYLNLYNADDPVSDMMLLAVSLVLNGYACWLHKDGLLQLLS
>MBL3610261.1 hypothetical protein JMM60_15945 [Rhodovulum sulfidophilum]AB35
MSRIAFYRLAGLVSLLFAAGTLYRLFPIVTGQPALSEFFMTEDGYLMLTIARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGALLVRALAARILDPESQTPALPWIAALLWYLSPLLLLHTMNGLETGLYSAA
VLAVLLMFLRLLRREGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARILPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVIVLASAVSLVVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGSAAIGL
CVLLLGRLLMPGVQEQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRREGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAEAFELIEHRKSPSLAVMRRRVLHDPG
>MBL3610262.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB35
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGATPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLKGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIIRYQDIYDRS
>MBL3610263.1 replication initiator protein A [Rhodovulum sulfidophilum]AB35
MEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFDADILIFCISQLMAAL
NAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDSWEIVRRTRAGRMVSV
SVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASPVRVFRAMVREILRED
RLPEYRLVEEPGDILCVLRRDGLIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAASGRPRIRQPDRAFLA
WVEKRRTED
>MBL3610264.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPLGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>MBL3610265.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MARRKRLSPITGPAEDTGPVPPGPIPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEVIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVRGLFGNAPPARRSKILSFVALHRALGTVLRFPTAIPEKLGLAIVAGL
KADPKLADRLGAALAKAKPADAEAERRLIERALRKAPAAAAPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLE
>MBL3610266.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB35
MSVGEDLARIRINTGISVIVPTYREAENIPHLLVELDRLRREYDVTLEVLFMDDDSRDGSVEAVAASGCDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIEFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLAVGATGAVVNLAVLSGLQLAGLAAWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>MBL3610267.1 sulfotransferase [Rhodovulum sulfidophilum]AB35
MKCGTSTVSAYLEDHPEVFMLPGQEPNFFSHDKVHDRGAEWYERLFDGAAGARRIGEGSNDYASGLMYPDTAARIAAYSP
EMRLIYMVRDPVARLASAWVQNRVDQGDQVPPTLERAVREMPDLYLGQSLYWHNLQLYRTHFPDDRIFIGFMEDLKTDRF
AFFARLCGFLGIEPMNEIPRGHINPSRGKAVPGQLYSALNALPGIGRLKALAPKGLRSTVKTRLLSRRIGETPEIPAALR
RELTERLGPDTRAFLAHCGRPTDFWGL
>MBL3610268.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB35
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MBL3610269.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRDRFLFLTFEAFRDDPRATLRRITGFLGLDPLPEAAFGGGAAARNVSRAHFDQLEAAAG
AQRLRGRVGPLWALRRLLPDPLRAALRRRVLPAGAGRAHEPPPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAERLC
>MBL3610270.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB35
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDAGHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQSMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPEAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLQGLHPYG
>MBL3610271.1 phosphomannomutase [Rhodovulum sulfidophilum]AB35
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLVACPAGPRVLVGRDLRASSPRIAEDAIAAIRAAWREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPMATPAPAAGQEGARSFAPEAGAAYVARYVQAF
GDAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADR
PMLTDAAGRVVPGDILGAITARALGAGAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEAN
GGFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGGVAGLVAALPARHTAADRLQQVAPEAAAALLARLDASAGAR
DAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPDRAAAVLKLGLERVAMVLVNSSLL
>MBL3610272.1 hypothetical protein JMM60_16000 [Rhodovulum sulfidophilum]AB35
MPSTAEILGKAARFAGVAFGAALAAEIALFAVAGSVALKAMLRAARMEVFYAPPRLLAHRSARPAQG
>MBL3610273.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MPLSRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGPVARALLMA
LRRPGALPGVLRLAWKTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPGRYRRDPAPATGPATARELLFVGRLAA
VKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGARVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSATALTAAIGAVLADPETAARMGAAGRERVCAGFDVRAEALRLA
TLFRDGAAVGEDR
>MBL3610274.1 hypothetical protein JMM60_16020 [Rhodovulum sulfidophilum]AB35
MDNIIAHLADPNNAEEQVEKVKGQFALVNKGTLYYNDTVIYNWTGTKNADEADEINTNVDGLDRAILDETTIQNFAADLL
GKSTATIADLADYLRAQADGALDDVVDADLIIAFFRTGFGMDTGLRADEAVLRFAPDDRGDGVRWDNRLNWSTDDLPGTQ
DGDSVDLGGNWVSYGSMTTAIEDLDLGDGGRLSVAQGRLDVEGTLAVGSSWGGQVTVDGAGQFWTEGYGDSDLLSISVMG
GRFANTGVFLGNADLTVGENGQAILATDGAGFLLQAGRTLTVMGDDAKVGFDGEGGLALLRLDDDATLKFVAEDGAMGTI
GEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGRFGDLDFTGLGENRNATVTIDYASDQVRLTLS
ASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPPTGASASILDW
>MBL3610275.1 acyltransferase [Rhodovulum sulfidophilum]AB35
MPIEALRVLAVLLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLAGI
TLRTSVLSIDGAFYLLPYFLFGTLCHRHADQLLRHRTWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GIRRSRRPKPAAARSAADTQSS
>MBL3610276.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MTPTAIAYLVPEFPGQTHAFFWREIQALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLASVARLAGRPVR
TLRALAYVLGLSETPWRRRLALLGLIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARARFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDADRFCPPASARPGGEALEVVTVARLNHTKGHVHLLNAMAR
LRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAMATGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTSDAVA
>MBL3610277.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB35
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEAF
>MBL3610278.1 hypothetical protein JMM60_16050 [Rhodovulum sulfidophilum]AB35
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSVDSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGATV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRPPARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>MBL3610279.1 polysaccharide export protein [Rhodovulum sulfidophilum]AB35
MLYFKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGLASPYEGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKALSRGAVLAKDIRLLDGDVILVPERRLFE
>MBL3610280.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]AB35
MLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAARAEALLAEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKAAEALLREMVAKFPKDKENKAALIRFYLAQKNLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAITERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSDLLNTLGRLYLQMQD
YGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTAEALSYLEEIAGTADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDPNRPGIWLELSNLQMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKAVEIAGPADRRPQIDEARAQIEALATAAPAEN
>MBL3610281.1 sugar transferase [Rhodovulum sulfidophilum]AB35
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRVVDLTLVLLSAPFSVPLIALLALLVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEVYDRDMSLRTDLDVLFKTVSVVVRATGC
>MBL3610282.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLPTTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>MBL3610283.1 chain length-determining protein [Rhodovulum sulfidophilum]AB35
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPQVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRTPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVTEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQGAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPKERGSRLRRRNR
KEPPPSGSIMPG
>MBL3610284.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]AB35
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GENVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDT
CEREIAEHTNVLGVVLNAYRQADAKG
>MBL3610285.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB35
MTCRGACRVVKITFVIAVASLAGGNRVVATYARLLKARGHEVTVVSRPWPRRTLLNRLRRALRGQPIRPHPSSPLFEALG
DRHRVLDRRRPVAAADVPDGDAVVATWWETAEWVAALPVSKGRKFYLLQDVELFDHLPVDRVRATYALPLHKLAVSGYIR
DRVRKEQPGAEIGLLPNAVDHALFTAPPRHRGRPFTVGFLYSSAPRKRAELAFATVEAARVRLPDLQVLAFGSKGDPSEI
PPGIVYRRAPPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIE
TISRMDPAEWRAMSDAAHATAAAHSWEAATDRLLGYLGEEARS
>MBL3610286.1 hypothetical protein JMM60_16090 [Rhodovulum sulfidophilum]AB35
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>MBL3610287.1 hypothetical protein JMM60_16095 [Rhodovulum sulfidophilum]AB35
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVEVSLGTVDAAPATLTVASFTLDGEDRQSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDAPRAFSAADWSVDETGVRIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPSGGTPVTRDSAVSPVVVALNFQAQDNGDGTFGITYADGARST
VEFVLSQPTVYAGSFNLDLAALETGPICLVQPALSGTPAVGAALSATPFLWVYPEALGALSVSSGWRRNETVLAGESGST
HTVTAADAGTDLQYIETGTQSGAAAPVTAASPSVRIGEAAAVLSGVSGTRSAAGQITVTLSTDWGEGTIFYVVTGGAAPS
AAQIAAGTGADGTPLAVPYRGSMPVVAAGPQTLTISGLAEPISATVHLVQQTGSGVQSVPVSTARIASPVTSGYSPQSSA
SALAWWDASDEATITHAAGAVSQIADKIGTAHLTGTGTTGVGASDVNGLNTIVMDGTSDYLATAGVYPFPADGNWVLTII
ADIGAVNDYMDSLFSAEFGSVNAYLRASSSVYFAGKLYVGAANQAVSPQIGAGLHTVQIVADKENNVARCFVDGEEVFTL
AYPTAVDSPVVQFFRFGTSKNLGGKFLEVFIDSDTGTQAGALAFATKKWAL
>MBL3610288.1 hypothetical protein JMM60_16100 [Rhodovulum sulfidophilum]AB35
MAKMKFKGIPVGEKVTMTVRDSAGNTLVTAQSPAWAQSTTPAEVPGQVNTAADLGIVSSIPFNAIAANIEAVEVLTQPSY
GHVSVVGTSVLVNTVDVPEIRAVTTEPVVLRTPENPLSKMVNNLVKSTDPITFTLRVTQAGQSPQDVTVVCRIDAHLSLS
GWSCGRGMKLAVDNNDETVLEPGEKHFDLYVSLSPAAYTRADIMTEIGGNTISGKVDDYIVAQLTPGGATISGVTIAYDP
INYYGSQAKPVRPIAAAGLVTELLEEHGFDTVHIHYERGYDYSTDRGAANFGKAGLLHPNAVLAWGEGAKPIVPRARFNG
NTKKHGMVFRGVQFPLGQGLGGSGGTNVIVENCLVPAMIYFYGQDAFGYPARFTVRNSILPHSFAVEDVRDGTPDYWAGD
YRPACIKPGGGSNGIIIEGNFLALGAFAPDFALDNGADGLPGPDDVYPFIDVGSDSRWGLNGFSTPGPNLLAHPMYCDTY
TRHIQIRKNFIFGSGGSLIQLRGGAVMYDCAFTWGNQTFSVGPGTFNNYSSEVFDDRNDGHKSWLHDVVLTHAGYHDGPQ
AGNALSEGIVVGSALTSLDRVVILHDIDPNNPADADRLVSSWNGASHGRKSGFKYSAAYEAGGKFENYHGRERDLVCANW
GSVENPDYNPGSLDLSNINNATLFRWYDAQRGNAPDTTTDPLDIYWWLRGHEGPEIKALVRSFVTFMQAPLGIVPTWRTS
ASGCSFVPDLAEDGCRWDNTNNWGRDLIPGSFAGDTAALNGHKVFYQLDTLTVAGLDLGAGGHLHAVNGRLNVSAAPVCT
GSGAITVDESGQVWVNGYTDTDPLTVTVKGGRFANTGTFSGPADIHVDGSTDPYGKAEFLCAYGAASMTVTSGRKMEIVG
SGPRVGFDGTGGTQARLSFESGAVLSFVAKEGRLATIREFRSGVNGTATPDVVSTVALGGAALMLDLTGVAVGSHVLVSV
DNVIGTFGSITGKIDPRLDATVTVTAKGVSLSIGSGSGQIRLT
>MBL3610289.1 DUF2029 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLLLGLQVAMVGYRLDFYQYDFRAFYIAANLFAVGGEPYSFEELVRVSKGLGLSDNNHPFLYHPLTLFIFEPLSDLSYRA
AYSLWLFLQVSSLAIIAWVCIRFFKIPAPWLLPMMAVGLNGAIAANLRAGQLTLMTLAMILLASAMVMRNRAAAATVFIV
LCAIPKLWVTPALGLLLNRISSGRMVLVASGALAILAALGLSYYLAPDDFRKFLTVAERFSGGSEPGGASNGSSRNMLAS
LAGTAGFDAAQFKLIWVLWIVSVLGISLLAWTRLLRDGATPYPELFSLVLLSICLVMPRMATYQWTIAIPAVAHIAATRP
YPVGIPLTAIAVMPTLYIGRYCLDRPIEARADTFLEIAFYFANLWSVLGAWLILCVSVLLLGSRGRRRENYPVSAVSISS
EPLAQRPR
>MBL3610290.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3610291.1 hypothetical protein JMM60_16120 [Rhodovulum sulfidophilum]AB35
MQAVNHAITDAASDARHLRNLIERDLGAEPRTHANPSHTIKYPLNPCLHAAQHKVENALQRLKRLQRIARHCKKTKDAVM
GFVHLAATLAWLR
>MBL3610292.1 transposase [Rhodovulum sulfidophilum]AB35
MLLPPTDKRGRQPRYGGSAIQTCLTAKLLFGVAVGKKTGFVERLLRLIHPDWRGPDFSRLGWRQKILPVIIPCHGSKGAP
RLLIDSTGIKVEGGWAFHPFRAETIPAIMSETPLTPPAWRGETSSMAQGP
>MBL3610293.1 glycerate kinase [Rhodovulum sulfidophilum]AB35
MTASPEVLLRSLFDAAVTAADPMRCLPALLPPRPERRRLVIGAGKAAARMAEAVEQSWGPCEGLVITRDGYERPCRGIEI
VSAAHPVPDTRGREATRRMLDLLEGLGEYDAVLALISGGASALLVAPAGRVTLEEKRAINAALLASGAPIEAMNTVRKHL
SAVKGGRLAAAAWPARMTALVISDVPGDELAAIASGPTVGDRSTPAEARAILDRHGIAVPTSVAELLDGPSGGIAPDDAR
LARCETRLVAAPSQSLAAAAAAGRRAGCRVEILGDAIEGEARDVAAEQARLARARQAALRPGDAPLLLLSGGECTVSRRG
EGSGGPNAEFALALALALREQPGIDAIACDTDGVDGAAEVAGAIVGPRTLERARRAGRSPEAALAANDAHGFFAAVGGQV
VTGPTLTNVNDFRAILVRA
>MBL3610294.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]AB35
MVSSSDEFEAGHGRRRPDGAVSRVVGGLNQFVGLAVAQFYIVVVAVTVWEVFARYVLGSPTRWAFEVVIIFCSCAWMLSA
GYVTLFGRHISITVLQDLAPPRTRDLLSKLAMIVGIFALTLFIDDNMMRALGAITSGERSGASFNSPLPMVLKCALTIGS
MLYLSQLLLNLHRATLAPLGRLIIAIVAAAVALRFAANALEHFGLLEPLVAPFQSFVTSATSPLNPQQYVDARSYDLGIV
TLLMVGALLVLMMSGIPLGIVTLVVSIVSALFFFGPNGIYIVSSNAFGLGEQYAMIAVPLFVLMATILERAGIARDLFDG
MAVFAGNLRGGVALQTTVVAVVLAAMSGVMGGEIVMLGLVALPQMLRLGYDSRLAAGIICAAGSLATLIPPSIVMIIYGL
SANVGIGDLFLASFVPGLMLAVMYAAFVLIRCALNPSLAPTVSELAAKSGRRIELSRSQKAAVALCILLVIGVMGSIYGG
IATVTEAAGVGVLGALLIAAVRFQMNWRMLQSALVGTMSNVGSIFWLVIGAVSFVGIYNLIGGTRYMQAMFDALDMNPIL
LVLMMMLVLAILGTFMEWISITFLTIPVFVPVIRDLAPELGLSPADAALWFGVLYAMNVQVSFLSPPFGPACFWLKSVAP
REVSLQQIFAGVLPFIGLQLIAIAVVVLFPQIPLFLTWF
>MBL3610295.1 TRAP transporter substrate-binding protein DctP [Rhodovulum sulfidophilum]AB35
MKLKHLLAGAVIAVAAGPAAAQTLQIQASGNSGSFVDLFYKDWAERFNRMTGEGRTQIEILPFQAVVPYRETLDAIGAGI
LAGDMQAVSYFAGRDQAFSIIGDLISGYDTPDQVSMFCQYGGGKEVLQEAYDSIMPGQLHVVGCAAFTREALVSAVEING
VDDLKGLNIRAPEGLATAVFEAAGASPVPLPYSEVFSALEQGVIDAADASSYADNARTGVHEVAPYPLYPGIHSMAVLQL
VIGQRQWEAMSEADQLALETWYTAMMTSMARASFIEDERVKAEELASGTVTVIDWPQEERDKLRAIAVGAWEAAAAQSDL
AEKALETHRSFMKKIGLLD
>MBL3610296.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MIKKIDIPSIRDSVYMQMREMILDGVWAPGTRIDLNQLAAEFGVSKTPLNEAIQMLIREGILAVKPRSGTFVSALDLDEI
LETFDFRLILEKGAAEAILANASAPILRGLETLNDRMAEIAENPGSLEDYRRMLRLDDEFHQKIMFLSGNAQLIEHYEQL
SARLMLMRMIGTFSPKDYKATISDHRAILAALRSGEWEAFSAASAMHVANAKAKVRRGLGSASTK
>MBL3610297.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]AB35
MAQWYFDEDGDLSVLAGKTVGVFGYGNQGRSQALNMRDAGIDVIVGSRSDASAEKSQEDGFETLPLAEAARKADILFVLV
PDEVMPAVYAEHIAPNLVPGNVVNFASGYNVHFKKIVPQDDVDVIMLAPRMVGQGVRDTVVAGVGFPSLVAVHQDATGHA
WSTLIALAKAIGSTRMGVIESSFEEETVADLFNEHFGFLHAVRQGVEVLVEKGVSYEAAILELYASGEMREIGQYFVDHG
LFDQLKLHSRTSAFGQLAWARPSPEAEQASKDHLRNVIDRIKDGTFASKWQEVQEGGMKEFEAAEAELQQQPFWQEELKL
YKRLGRI
>MBL3610298.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MRNLAKFHINGTWVSPRGTDLHPLIDPASEEKIADVPMGDGRDVDAAVAAAKAAFPAWSVTPVARRAAMLRRLLALYIEA
YDELAELMTREMGTPIGFSKAAQAAVGQMHLEAAIAALEAETFEELRGTTMISKEPIGVCALITPWNWPMNQLVVKAAPA
LAAGCTMVAKPSEYAPLSAVRFAELVDAAGFPPGVYNHVLGAGTVVGDALSRHRDVDMVSITGSTRAGIAVAKAAADTVK
RVAQELGGKSANIILPDADLEKTVTAGVNECFINVGQACRAPTRMLVPMERMEEAKAIARKAAEAHDVGHPMGSAALGPV
VNAAQFRHIQSLIEAGIAEGATLVTGGPGRPEGLDRGYYVRPTVFGDVRNTMTIAQQEIFGPVLAIIGYASEEEAIEIAN
DTVYGLSAYVQSADLDRARTVARRLRVGSVWINGAAWDARAPFGGYKQSGNGREHGEWGLHDYLEIKSVAGYA
>MBL3610299.1 hypothetical protein JMM60_16160 [Rhodovulum sulfidophilum]AB35
MTVGPIWRKLGVAKARFYSGKKIRAGMGGEALCDIDGGMARHRNMPHRGLPKTHRGNHAPLPYPDEWRRSSRGEQGCFLA
VGGGRLLAC
>MBL3610300.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MAGWRMLAIICLGVVGVLSTWFSATAIVPELIRVWQLTPGQAAWLTNAVQLGFVAGALGASLVNLPDILPMHRLMTGAAL
LAALSNAALLVVGPEGAMIARFVTGVALAGVYPPALKLMATWFVKGRGLALGVLIGALTFGSSMPHLVRAVADGVDWHVV
VWATSATALGGALVFGLLVREGPNPFGRATFNPRQSLAVFTDRPLLLANIGYFGHMWELYAMWAWILAFAAASNVEPFPF
GSPSMLSFLVVASGVIGCLAGGWLSDRIGRCLTCAGMMIVSGACAALIGFYFDGPPLVLALLALLWGVTVIGDSAQFSVS
VTELAESAFVGTALALQMGIGFGLTVVSIWALPLFAEWIGGWQWAFLFLLPGPLIGTCAMLALRRCPEAAALAHGAR
>MBL3610301.1 MaoC family dehydratase [Rhodovulum sulfidophilum]AB35
MSDKNGWAGTVNGMPREGQSAERSRTTRMEDIHAFTDMTGDRNPVHYDEELAKKTSFGKLIVQGGVTTGILNACVAQDLP
GPGTVFLNTNLNFRKAVGVGETITGRVEVVKVREDKPLCTLKVMITDAGGAVCVEGEATTYTMPLEGL
>MBL3610302.1 OB-fold domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDLSTLKVPGPTVIALTAPFWEAAAEGRLVIQRCGACGDAVFYPREICPHCWADALSWEEASGAGRLKTFSTIWKPGHP
GWIPAAPYVVGLVELAEGPTMLSHILGEAPEIGMDLTLAPTNTGGRVLPCFRPKRG
>MBL3610303.1 thiolase family protein [Rhodovulum sulfidophilum]AB35
MRPHAAIVGAGSLAPQRRTEGASTLGMLARAAKAALDDAQMEKAEIDGLLVGPQVGETPQHVPATVSEYLGLEPVMSNVV
DLGGASGPGMVWRAAAAIQAGMCETVLCVIGNHRNPEAPRSPNRNPIREFDVPFGASGANVSYALLKQAHMARHGTTDED
FALIAHWARANAQNCPEAIFHGSPASVEEVLASPMIASPLHLFEIVMPVAGAEAVIVTAAGKAKGRRAAWLLGAGEKITH
RAVSQAPSLTSGPLKPAMERAFGQAGVSVDRMSLLSLYDCYTIMVATTLEDAGLCPPGGFGEFMRAHDFGPGGDMALNTH
GGQLGYGQPDLAGGMTHVTEAVRQLRGSARGRQIADPEFALVTGNGATMSEAVALVLGAEA
>MBL3610304.1 acetoacetate--CoA ligase [Rhodovulum sulfidophilum]AB35
MDRSVLWRPEGEALRDSALARFSRDCGIDPGDYETLHAWSIADPGAFWSRLWDFAGVKGERGPVALERDPAAPMTGARFF
PEARLNIAETLLAGAHPERAVLELDETGARAELSADALKAEVARVARGLREAGVMPGDRVGVVLPNRIGCLVTHLASLAV
GAVWTSCSPDFGLAGILDRIGQVSPRVMFVQPRIRYGGKDIDLAGRLGDLAGRIDGLETLVTIGEGEVKAPMPVIAWDDF
GSEGPLEFEPRAFDDPCYILYTSGTTGAPKAIVHRTGGVLLQQLKEHMLHGDLRPGDSFLWYTNTAWMMYHWAIAGMGCG
ATTVLYDGAPILRARDGLDCSPLWKAVEAETLTHLGISPKYLSSVMEQGYRPGEAHDLSSLRWLMSAGSPVSPQQYDWIY
DAISPDMGFASISGGTEIMGCFLLGSPLHPVRRGQLTVKGLGMAVNVFDERGAPVLGRPGELVCTEPFPSMPRTFWGPDG
DARYRKSYFSERAEIWTHGDHATFHPDGTAVIHGRSDCTLNPGGVRIGTADIYNVCAQFPELEDFIVFGRPVEGDEEIVL
CIKMTEGARADADLARAIRSKLRSECSPRHVPGAIYCVGDIPMTVNGKRVEGAARSVVSGKAVANRGSLANAGCLDEYAA
LSERTAL
>MBL3610305.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]AB35
MLYRLGGACSTFTRAFIPNPFIFAIILTGLTALLAILMTPTGPAEAVGLWYDGFWNLLTFAMQMTVILLFGYVLASSPPV
GRAIDRIARLPKSATQAIVMITGLAVIFGALSWGLGLIIGAISARRISQNCLERGIKVHYPLAAAAGFSGLIIFNCGLSA
SAPLLINTPGHFLEADIGLLNLNETILSAYNILTLLAYLAIIPFVYAAMQPPEHERQLVAPDAAPAAETPDAGGAASLTR
DGDTTLAARLENSRILSWLVVFMGLGYILWHFATKGFDLNLNLVNFTLLILGMAAHGSPISYVRAVDEAIGACGQIVLQF
PFYAGIMGIMSGSGLIAIFANGLVSISNEFTFPFLTMLSAAVINLFVPSAGGQWAVQGPVLIQAAQDMGADIGQTVIAFG
YGDQLTNGLQPMWMLPLLGVTRLRAGDILGYTAVMMLFSLVIFGAGVTLLPLIF
>MBL3610306.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKTAADLFARKGYGGVGTAELCAATGYGKGALYHHIRSKEDLLLDIMTVYLRELLADAEAILAQEAEAEARIQGLSLSLM
RAVVQDNAQMTVCFREVHALSPDHRRGVLRLHGDYFRLWERMMNEARDAGQLRSVDADEIKGLLGMYFYSFLWIGPGREG
DIEALAAKFSDLVLGACRRD
>MBL3610307.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTEAAYIVAARRAPIGRLCGAYTGMAAARLGAQVMRAVIDDAGIDPAIIDEVIAGQVLQGGAGQNPARQAAIYAGIPDHV
PAMTVNKVCGAGQKSIHLASQSIRAGDAHVILASGQDSMTEAPHLLPGVRTGRKMGDMTAKDMMIVDGLWDVFNDIHMGR
TVESLAGRYQITREEQDRFALASQQKALAAREAGRFEAEITPITIPDRKGDRSVQRDEQPRETTLERLSGMAPAFDREGT
ITPGNASGLNDGASAVLVVSETKLRELGLKPMARIASYAAAALDPMDMGLGPVEASRKALEKAGWAAQDLDRMEINEAFA
AQSLAVNREMDWDPAAINVNGGAIALGHPLAASGNRIVTTLVHEMARSGTRKGLASLCIGGGMGVAICLERA
>MBL3610308.1 hypothetical protein JMM60_16210 [Rhodovulum sulfidophilum]AB35
MPCGAKIKKKLEISLLHADAVRPTFPLASEGDGTSGPTGVKGVASHQNKQRMFTRKGGHRRVDQLHRTMIRRTYMQSASL
LQSLQRGADDARREVITFPVTPLISVELFWPTQRRVAALQGEADSVEFALGNASRALRRWGSGPMCRDR
>MBL3610309.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MBL3610310.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASSPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPGGLGLLLQDVSGAGPDRRHAGMCARAMEEMSVPAV
VTDASCRIAWVNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRAREIALAGGEGSVRTARDALVNVLEALPDGFACFDAEDRLVICNARFREMLPMADTPI
VPGLGFRELFESALTQGMPLGDPEQRARWIAGRETARCCSARILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRTVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGDDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPREPMLAVAD
PTDVIQVFLNLLLNARDAICRRTPRACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGSGLGLSIVEGAVTENGGAIGLQSRRGCGSRFIVFWPEAGEEPHEDLCAAGSPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTAQPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>MBL3610311.1 polysaccharide biosynthesis tyrosine autokinase [Rhodovulum sulfidophilum]AB35
MTEPYPRSTTPPAATLWQAVPQQEDDLDLSTLFATLWAARGAMLKGVAAALVLAVAMLLFSTPGYRATALLQLEERSSQL
MLPTDMADLLKTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAGIVLT
QLAVPPDWVGLELTAIRTGPESFRLTDPDGRVHDGRVGVPLRLSEPGFVIEIGQLDGEIGRGFRIVQVSVADTVMRLRRM
LGVVEKGSDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIRKQLPEAVERVRQAELKLNRYREQA
QAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLEAEVGALPETQREVLNLTQ
ELELAREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGLTLLAALGLGAAAGLSSRLLAQALRRGIRAPE
EIEALGLPVFATVPLVRDMPRQRPGAPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLN
LAAVMAQADQSVCLIDADMRRGQLARRLGLPDGLSGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMVMRPRF
AEMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHARP
GREEGYYGYGYEAAVRRD
>MBL3610312.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB35
MKLRILTVCTGNICRSPVAAALLQALRPDAGLASAGLAAEPGRAADPLTAEVALDLEIDLSGHCARRFSAAMGRETDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGAIGIPDPYGKPRAWHESVVDAILRATESWAERL
>MBL3610313.1 polysaccharide biosynthesis/export family protein [Rhodovulum sulfidophilum]AB35
MFFALALCGALSGCATGFVRFPVTEEGQSKLPADVQVIRLDSSNIASFSQPARPPQPTTLPPARDWDYRIGEGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYRVDLDGFLTAGIARNNPLLIAGDTVAVPRRRAEEA
YILGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREEGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MBL3610314.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MTKVRVLLAHNNYTVQGGAEVFFHEVARVLEARGHEVALFSAAEDGLEAPHADLFPEAADYRHGSIAARAVRLPAMIYNT
RARDAFARMIETFRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKHLCPNYKLFHHGRVCTECRGGRFHRALVNR
CCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWGPGRVDIDFLRNPFDVDAHRVAPNVGEYILYFG
RLIDEKGLDLLFDAAAEAPEVPVVVVGDGPDRARLEARAAELANLRLVGPAWGADLARWLESARAVAVPSIWHENFPYVI
LQAFAASTPVIATRRGGMPELVEAGPHGWICEAGDAAALAERMRAACRLPAAEIARMGAAACAYAEREFADDAIYRRLLE
IYRRAGA
>MBL3610315.1 hypothetical protein JMM60_16250 [Rhodovulum sulfidophilum]AB35
MIPLAITCAAVPAFVLAGASGPRQGLFLLVALFPLLPYYFAIPIGGGGAGFAAARLGAYALCAMILVQLALAPGGWQPAF
RALLRQSWILWLAAGLALARLVSTLAHQPLGALYYWADELVLLGTVFLLSVRTFLDLPQIERLGRLLAAAALLQVVLVLV
ETALGHHLLSGLVDIEVSTVGAEVLDGRIRDGLHRAQALFDNPLSLAEYLLYMALAVVFLRDLRRPRRRAGTWALLGLIG
LAILQTRARFPVLLMGGSLIVFWLLALSARLAPGPRLLLRAGLLAGGSAVAVVAWGFVTRPDRLLALFGGDAASDASLVS
RGLQYALISESILSQSGGLLGEGYRSDLIERLGLKLDSFYLRLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLALAA
DEQRALVRLHLFFLFFFIQAAFAKLFLSMVFNNYLLALVAGALVAVQARMASVPPRQSG
>MBL3610316.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB35
MDILMIMNGLGIGGAELQFLELARCLARRHRVRLICLQGDAALGHGAQSGGIDTLRFCYRGRVRVRAAGQLAAAVRTARR
LPADVVLTTSFIGNAVGLAAAAGTGRRLVSLQTVSACKRYRRADRAILRRFDLLIAGCEDIRQFLLSHGQDPQRLRTVNN
WVDFSARRQTASAAATRARFGLPETGALVGCIGRMHVQKGQEFLIRAFRSLSAAETGATLVLVGDGPRMDEMRQEAAGDP
RIVFTGTIGGDDYTNLLAAFDIYVQPSRFEGLPRTLLDAMYLGRPVIATGVNGNRDAIRDGGNGLLVPPCEPAALAAALG
RMLDDPALAARLGARAAEDARSGFAMETQTARIEEILCAR
>MBL3610317.1 sulfotransferase [Rhodovulum sulfidophilum]AB35
MRGITLKQPVFVVGHPRSGTTLLATVLGRHSLLAMPPETQYLIEQAPLDGHRLGAEDLDAILANPRIADLGLDRDAVQAA
FGATDRSFGAAFAVLLDIYRRQCGKPRAGEKSPMHLVHAERLLEWFPDARILCIERNGADVIASLMRMPWSHRIIRRHGY
DWLQSLRRGRALEARHPAQAMRVRYERLTAAPEAEIRRICAFCGLPFEPSMLSPGAAGTVPDWERGWKADAARPIAPARG
GGAAGLGRWQRAELAAICNRELRAAGYPPVAAPTLLRLLARLTVWPYHPALRPVFARIRAFVRRRTARWTS
>MBL3610318.1 polysaccharide biosynthesis C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MTEPRDMTGASDRPALARLLGGAGLAFVLRAFGAACAFALNVAIGRLLGAEGAGLYFLALSLASVGAVVSRLGLDHALLR
FVSRGAARRDWPGVRGAFALGLGLSLAAGLGLALGLGLAAPRIAAGLFGQPDLAGPLRAIAPSICGFGAMLVIAESLKGL
GRVRDAMLVSGVLYPVVALALIWPLAGMFGPSGAALAYALGTGLAALYGLRAWRRAVPAEPLGRSLAAGPLWRSARSLWV
MSLVNSALLPWAPLFLLGIWGGAEEAGLLGAALRISVLVTFFLAAVNTVAAPAFAALETRGDREGLHRTASRLALAVLLA
SSPVLAAMLVWPGRVMGLFGPDFVAGAPVLAILALGQAVNAATGSVGYLLMMTGHERDMRNAALLAAAVMAVAAFGLIPA
FGAVGAALAGALAIAAANLTNAWQVRRRLGFWVLPR
>MBL3610319.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]AB35
MRILVLGGSGFIGSHVVDALLARGHRVRVFDRSPERFRPTPAGVDFMPGDLSDSAALAEALAGSEMVFHLISTTVPATAN
LDPGADIRGNLLATQRLLELMRAQGPRRLLYLSSGGTVYGVPQHLPVPEAHPLDPISSYGIVKVAIEQFIRMEARLHELQ
AVILRPSNPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLARLCVAAAETGASGTFNAGAGEGRSI
REILDLIGEVSTLEVTPEIRPGRNIDIPRVVLDIAAARQAIGWQPEIALCEGLAETWAWTCAELAPTPPHRLVGPAPLHR
VGAAE
>MBL3610320.1 sulfotransferase [Rhodovulum sulfidophilum]AB35
MVAQIDRAYLGARPGRAWPRLLAYGLFEGRPLTTRGRWINPAVFATARLLCRLPALGPVEAPAFILGTGRSGTTALGVTL
SLHREVGFLNEPKALWASLSETEDLIGSYHRGPARYRLGAADADPALCRGARRIYAGYLRAAGARRIVDKYPEMIFRTGF
LRAVFPDARFLFLSRGGAATAVSMTSWSRRHGRSVSGEHHDWWGADGRKWRLLTEQIVPEHPDLAAHAEAMAGLDLAGRA
AVEWIVTMREGLALCAADPRGTLHLPYESLCAAPALWAAELERFLGLAPDPGFPALAATRLRPPAPSPAPPPLPDWLRGP
FQATEAALARHRPPCPTSSGKPS
>MBL3610321.1 DUF1972 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSTARIAILGTVGVPAAYGGFETLAENLVRHRETLKTPPDLTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVIADNAAIAR
HVSTRYGRACHTIPYGGDHARATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRALK
ARYGTHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLI
RAVNTLARRPDAARQTGARMREIAERRYRWAEIGAAYFALLDPAGAREQDVPAPDQPGNRAA
>MBL3610322.1 hypothetical protein JMM60_16285 [Rhodovulum sulfidophilum]AB35
MSGRPVRSGAAQVRPVLARVLRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQEEIEGSG
RYLAGVIVSAEDFAGLPLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLAEPAGPADLEIALCRLAARG
>MBL3610323.1 hypothetical protein JMM60_16290 [Rhodovulum sulfidophilum]AB35
MKRFALGRTECGADRIEVAGQAGMSDRRKRPGPAFAMMIICVPAGWLTLIAALLLGGSLLAAVAAMIAVMWGLFVLGLVV
FLVRDALGRRRRGGEADRREGDTVLE
>MBL3610324.1 hypothetical protein JMM60_16295 [Rhodovulum sulfidophilum]AB35
MKKIVRQAYGDMVFDFYKNLRFRICSGVLFLAQCPTVAMDRAIRGAQQVAIRMRPSLPEWIASSGRKTAETTWA
>MBL3610325.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB35
MRPHLRRYLEHLRRVPDDASDGAVQDMLDGARQLVDGSRIYVMLDLAPGAASALEGKPGRNWGDTGLIGRSPVRVAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRLSGRMPSSDELRCLHRLARRLGEILNARGLRPGVGAAQGAACRSALRHGLGTAP
CKDGGTAGARADEDGRSRRPAPAGGGVPPGAERQAQMIEKFVHDMANLVAVIDGSARMLIEELGGSAHLKRILEANRQIL
AIMETLRGTGRHEIRHRWVDLGRLLRAAADLVQAEWPEGIGLDLDLPGQETLALADPVQVSRIVLNLLCNARDAVARKTP
GRAPEGRVRLSLRRQCDRPGAEDRAWYEFCIVDDGIGMDADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVE
TAPGRGTAICILWPEIFQ
>MBL3610326.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]AB35
MFPVFLLSSFCCAALLLARPRALSPARRDDVAAVQAAHRRPTQRSGGIAVFLALAAGAATLPANLVQTYAALIASALPLF
LVGLLEDIGQPMTPLRRLAAATASSLLATVLLGLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFLIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSIILLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFLSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGLYALLFALTYLLGIRLLKRPRRGAIADGPFVPGARI
>MBL3610327.1 PAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MKPTPEDQAQTCPEALPERAFLEGVAAVLGCGQVALLCPDPAANGRLRVSAADPVGLEGRSFPAEWGLLGAWRQDDLRES
ARETEMAALLPGMSSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSARALVHALPGSPDARMAIAPARPVAAPE
MSLNAACGLYDSALPSSVDGGQAALAGTIASIGTQFGASRCVLWQQRERAFRPVLIWKPPDTQTGPAQIPADAEMAAFLA
RRIETFTSMRPVALEDEAALGRLGIGARLILPFRNDTELGGVLYIDRATGQRPFARRDIAALSCLTDTVGLLVREQETRR
LAAAERALLEGERNRMRAVFDLLPDTVIELDAERRYTHIHSHSRGSVRGRIDGLLGVRPEDCLPPATAEAIHALLDRAEA
AGFAALPELVHPPVPAAGPKIYTLSAATHAPAPAQGSPAYVLLIRDVTEESAQRRERDRLGRVVEHMTREVFLTDCSHRL
TWANRATEEHIGRPVDRLAGLSPRQAFGAVWSDATRLDRVCAQLEADNGFAGEIAFLDHGGTKVWFDIAVTPLCDGSGAR
EGWMWILSDITERRRDKDRLAQIARRAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEA
ILRYGLAHGEYPSDSRNDEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRL
AAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGEVWYRRPDG
SRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGI
VGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVA
LNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSVDPARAYCLLEVEDDGPGLDADARSRVFAPRLFSPSA
VDCGSGLAILPSIVGKNGGAIALTSDGSSGARFSVFWPLDSDRNAAPAAPDGSRRRSRPLSGRLDGHMVLVTDDNPDVLR
VISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHS
GREFAAVLGKPISSADLLAAAEAAILDR
>MBL3610328.1 xylulokinase [Rhodovulum sulfidophilum]AB35
MVFSLGLDLGTTGLRALLLDDEGQPAGSAERPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFDRIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLEVPEGGELGAALGAARLGRVAATGAAPETVMTPPAIAAILAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>MBL3610329.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAREEKTGPGHVPRPRMPDMSRPPPPTPRAGKSPIAREAAAAGPLGLGADVSAFLDAGVPCQLHREAMRRHWHSDPMLAS
LGACDPDKDKP
>MBL3610330.1 mannonate dehydratase [Rhodovulum sulfidophilum]AB35
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MBL3610331.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIARGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>MBL3610332.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MBL3610333.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MPKTERFIETVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MBL3610334.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAIPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MBL3610335.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]AB35
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAS
>MBL3610336.1 galactose mutarotase [Rhodovulum sulfidophilum]AB35
MTSATDTALDTARSDDPATGRRPLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGVGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
TSYSIEDDGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPVDAALIPLGAPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTRPFPGHHGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGKTCRQLSRFHPRRIGAPGPR
>MBL3610337.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]AB35
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLVCGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTDPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFQAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>MBL3610338.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]AB35
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSDRPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATCDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELKIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWDLRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>MBL3610339.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]AB35
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWSKYGEMPLAWKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>MBL3610340.1 sugar kinase [Rhodovulum sulfidophilum]AB35
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLWAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVRVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPDLFADGAEP
>MBL3610341.1 TIM barrel protein [Rhodovulum sulfidophilum]AB35
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDAPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAASPG
>MBL3610342.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]AB35
MTAAAPFEIFLAALPGLEPLLAEEARAAGFAAPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACDFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFDAEAWAAMKAPA
PAIPAEARFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGV
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPLVAHGGLKVRLFRTAPLP
>MBL3610343.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]AB35
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEADEVLAALPVVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MBL3610344.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]AB35
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMTIAWATGGALMLGLWIGAGLAAALTVLALTVAATLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWV
>MBL3610345.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]AB35
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAVEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALDEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MBL3610346.1 DUF2094 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVPSGDAPEPGLWVANPPDEEDRPVAQILTDLMGP
IGAV
>MBL3610347.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]AB35
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MBL3610348.1 sigma 54-interacting transcriptional regulator, partial [Rhodovulum sulfidophilum]AB35
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAIGNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAD
>MBL3610349.1 energy transducer TonB, partial [Rhodovulum sulfidophilum]AB35
ATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRR
AGRFPPAPEGLGAPRYSFTLPLRFEWKG
>MBL3610350.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]AB35
MTPEKLAYMANQIAIAFARLPAEEAEAAIAEHIDQFWDPRMRARLLVLAETPDTDLSDRVRGAAALIRRPATA
>MBL3610351.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]AB35
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLSLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAVAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MBL3610352.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]AB35
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVSEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MBL3610353.1 formate dehydrogenase [Rhodovulum sulfidophilum]AB35
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLMLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MBL3610354.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]AB35
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTAERLERLAREGSA
>MBL3610355.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVASARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MBL3610356.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]AB35
MIRRGPKKELTLGRARSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
STRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAVPKREARG
>MBL3610357.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDSLQKQLGLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMAELPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MBL3610358.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]AB35
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MBL3610359.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]AB35
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAVKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKETPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MBL3610360.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB35
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MBL3610361.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MBL3610362.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]AB35
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEETKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MBL3610363.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB35
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MBL3610364.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]AB35
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAARDALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MBL3610365.1 homocitrate synthase [Rhodovulum sulfidophilum]AB35
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGAVLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAAQAGFEVSVGAEDASRANIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MBL3610366.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB35
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLV
EARKFDAKAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MBL3610367.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB35
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MBL3610368.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]AB35
MTITATTRGGTEYIPEFLMAIDQGRCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MBL3610369.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]AB35
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MBL3610370.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]AB35
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>MBL3610371.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]AB35
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVAALVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLETGARKGGANLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MBL3610372.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]AB35
MSDALKKTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAPEDLMDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDAPRDAPRPATGLRPAVAPE
DPAPGPVNDPKDFEDC
>MBL3610373.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]AB35
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MBL3610374.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLADATDPDIEAPMALDAQAEAAEILPIRRRPAPEPDEAILPGPDSGPPRQQAPSAPTPTP
SSPNGAASTDDEEVLAPPSPDATALDPAPEQIAPEPSEARPPVAQDPTPARLRQSPALDEGTPAPETAPDSMPPEAEDLS
SGMTEPTEAAPAAAPTAAPPEQPPIPQPLGADLPGTDPADDDPAFVPTGLPARSRLLKHGLQRLLDADPDAASQAAERLA
RVVLSIETAARD
>MBL3610375.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]AB35
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MBL3610376.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]AB35
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MBL3610377.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]AB35
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MBL3610378.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]AB35
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MBL3610379.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTTPRSLRLAGRRGREPVDFVLTPAPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVS
TRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDA
ELKPFAALARLRPSRDDAEGGGTPE
>MBL3610380.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]AB35
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MBL3610381.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]AB35
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MBL3610382.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MLSLRKGCYAARLAETPADILAAQRLRYRAFRATAAHPEGTDADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MBL3610383.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPDMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MDGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKSSGGRSKPAASAEAGAGTKKAPGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MBL3610384.1 hypothetical protein JMM60_16600 [Rhodovulum sulfidophilum]AB35
MSPRQNRVTPLGEILADPARGLFMGNRGRLHDAEGRLGRARWRHKAWICCLVEFRGHRRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDASFVLLEEAPHLILGAAALPWRP
AGYGAPRARPDGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>MBL3610385.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQQGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MBL3610386.1 porin family protein [Rhodovulum sulfidophilum]AB35
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVNTDSGASDDSSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFVNSSGTQSGSVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGV
DYQMTQNWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MBL3610387.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]AB35
MTDDTLCAFCDALPGATRSQPFGPGIEVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGRAEKAPYLPRGGWISVG
FEAQNADEMAHRLRESHATVRASLPRRVREGLD
>MBL3610388.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDPRPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAVEGHVMFRVRS
YEDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEATLRKWRGLVAGIEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGAGDLAGLKASAGLLGLLGGKMTERGGEL
TADDFSEELGKFIKLRAEAKKAKDYAKADRIRDLLSRAGFSLKDTPDGTEVSIDMLRLAQFLPSSRHGEVRVYVMQPGTE
EYAETVSGVRKFLRRELSALT
>MBL3610389.1 citramalate synthase [Rhodovulum sulfidophilum]AB35
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARCREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGREDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPTRALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALSKALRKDLGPYQAYIDDMKLVDFK
VRITNGGTDAVTRVIIDSADAEGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MBL3610390.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]AB35
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLVRLASARREGVPAQAVPAARAAWRTRAILSRAAAEPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>MBL3610391.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MTDTLPSPAASPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MBL3610392.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]AB35
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MBL3610393.1 dienelactone hydrolase family protein [Rhodovulum sulfidophilum]AB35
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>MBL3610394.1 pyridoxal kinase [Rhodovulum sulfidophilum]AB35
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALILAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRTEMSCAAGRRRIRH
>MBL3610395.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB35
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDSLTLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MBL3610396.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]AB35
MRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTFV
AEDLPQTMTAPPAAPVLAEPAVRRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADYL
ASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDAD
PRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAVRAPDDLALIYVGSLSKLLSP
GIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLP
AGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>MBL3610397.1 hypothetical protein JMM60_16665 [Rhodovulum sulfidophilum]AB35
MKRRHLILGGLGLGAAGYMGTILTGLAKPCGTGRPRLATLAGPRRIARALLRQGYIGRNKAPDAKSPEALATAAQRDFVA
GDTVICDGWVLARSEAEFALACLRDDTA
>MBL3610398.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]AB35
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVMAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRSRRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MBL3610399.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB35
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MBL3610400.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]AB35
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MBL3610401.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]AB35
MQRSIGRSNDVTLSTIWERLDAQAGRVATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPI
ADVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMA
ARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLR
ANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQ
LIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIKAARAIAAKAGFQGDELERQARHRVFPGNRPS
TTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGARHETLDGSTAQLLDFIAAAG
>MBL3610402.1 hypothetical protein JMM60_16690 [Rhodovulum sulfidophilum]AB35
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MBL3610403.1 hypothetical protein JMM60_16695 [Rhodovulum sulfidophilum]AB35
MATRTLYLIALSVFGFVSAAILRVFAGVGRADEPAGVHARHPEIAGDGLDEAVIGGRDGP
>MBL3610404.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]AB35
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHMAALALVYVAGGIPAAARALRALWTERALDIDLLMVIAALA
AAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGGTEEVAVADLAPGDIVILRPGARVPVD
GTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEWFGQ
RYTIAVLAGAVLAFAAFLWLGLGWHGALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARVDSF
AFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDEGVL
WAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTGDRR
AVAERIGADLGIAPAEIHAELRPEDKLRIVAELTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVALLSE
DLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MBL3610405.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]AB35
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MBL3610406.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]AB35
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYRPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MBL3610407.1 nitrogenase iron protein [Rhodovulum sulfidophilum]AB35
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESRQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MBL3610408.1 SIR2 family protein [Rhodovulum sulfidophilum]AB35
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRAAGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGKGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPT
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGMLTRMETRFLEELGIERLDLPLAGLAEALATTA
>MBL3610409.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]AB35
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MBL3610410.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]AB35
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSHAIVGMRR
DELVSLDTPAKETPA
>MBL3610411.1 hypothetical protein JMM60_16735 [Rhodovulum sulfidophilum]AB35
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELATPPPAERNSDVDR
>MBL3610412.1 4Fe-4S binding protein [Rhodovulum sulfidophilum]AB35
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MBL3610413.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]AB35
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MBL3610414.1 nif-specific transcriptional activator NifA, partial [Rhodovulum sulfidophilum]AB35
PAGFGKPLVAPPAGRPPAAFAPEPQDERARLVDAMERAGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>MBL3610415.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB35
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
MEADHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVGLGAGLRVTLSGDPVPGTG
>MBL3610416.1 type II toxin-antitoxin system prevent-host-death family antitoxin [Rhodovulum sulfidophilum]AB35
MHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTERD
IDL
>MBL3610417.1 Txe/YoeB family addiction module toxin [Rhodovulum sulfidophilum]AB35
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKAATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYSVSGKGDEQSL
QIAQLRYHY
>MBL3610418.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCALM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPTAIFLVLLARDPLLALATAVSAVVALPVFLTTSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFITRLPRGYETEAGEG
GTALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MBL3610419.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVILGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGVRIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MDEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MBL3610420.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MMRSLLNTACVAALAFGSLAFAARPLEARDRSADGELDLGTIFVRGAKRPQEALSFPGAVAEADASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGAPFSWSAGGSDQGYQAQMRGQVQLGEGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTDLSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MBL3610421.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
AGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVYATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPALMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRRLAGTCPASEIPLKNMEIAE
>MBL3610422.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDIALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>MBL3610423.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]AB35
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFDAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRV
>MBL3610424.1 isocitrate lyase [Rhodovulum sulfidophilum]AB35
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGKISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MBL3610425.1 malate synthase A [Rhodovulum sulfidophilum]AB35
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFVAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEETQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHPDYVLPDRAEVIMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVALAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MBL3610426.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
TAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEDMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGAGFEDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MBL3610427.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB35
MMLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVA
TGFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGVISVCVSLVLVVKWKDLMLY
AFDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCALAMLGGTYA
SFFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>MBL3610428.1 metal ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVTIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MBL3610429.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MKDELQKTGAARPDATDPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFSDDERPLVQYGERTRKAERSQ
>MBL3610430.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTIARTGKGWSMSLKMTRLMGVAATAGLMAGPALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTP
RDIVRAQDADLILSNGLNLELWFQQFLDHLGEVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAE
HDPRNAATYVRNASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVI
DGVRQNHVPVVFCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>MBL3610431.1 transcriptional repressor [Rhodovulum sulfidophilum]AB35
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MBL3610432.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]AB35
MTTEDTSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELCAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVHKYAWMLEEAIKDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>MBL3610433.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRLTAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNARLIEMATQQVEQRVAGALL
RLIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGILASRRRHVTVTDPRRLELIGEGR
>MBL3610434.1 NnrS family protein [Rhodovulum sulfidophilum]AB35
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMVLDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLALWSLAPGLPGLCAAF
AGLAGLHLLRLARWRGGRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLDGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>MBL3610435.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGEIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MBL3610436.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]AB35
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MBL3610437.1 hypothetical protein JMM60_16865 [Rhodovulum sulfidophilum]AB35
MRRFSVTPEPPGLLMRSVLFAALMIAALVSRGDAQPVYPGMAPPERVSAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEKTGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGSVPALANHALVSLPAYYDSAVVDYPLILGRWAAAFTSLIEG
>MBL3610438.1 hypothetical protein JMM60_16875 [Rhodovulum sulfidophilum]AB35
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCKTRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MBL3610439.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]AB35
MAADFNSVFGDPNVGPRTITISGGGTLNAVSENWAVVALGWTAGDTESIMTVTGEGSKLHTSALGSQAEGAGWANIAYKD
GTTGVLYIQDGGTFEAEADIAVAYGEDTTARIDVDAGFLETKGNANLRLGWIRSKGEVNLRNSSTATLSGTIFVGEGDGS
IGLIEVDDSRLTAGDGAELQLAYAVGSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETNGST
ATFTVDGDGSTYISNGAFDLGYASGATGKLVVGNRAEATFNDDLLVGLMGNGAIEVNTGGKVTANTDVHIGGTEGERKGG
KGSLIIDGAGSSFTVNDNGLFIGFSTAGTTSNPSGSVTVSNGGTLTLKAEAPEPRGNQTQMPEARESTGDLTLGYGEGTY
GVLAVRDNGSRVAVGGDLYAGYSGTGAIEVSGGASLAVDGTAYLGHGEGSIGTILVNGVGSELDMSDSLLAVGYDSVGDA
TDGLNGGSVTIFGGASATVGELSVGHEAGGGGTVGVFGSGTDGDESTVASRLTVRDDATVGRGGKGVLIAQLGASVDIGG
GLAIGVNDGSNGTMRVSRGATVSVGTEDGEGNYDGTISVAQNSGSTGTLIIGGDRTAGGDYERADAGRVNAGTLAFGNGT
GSLVFSVTDTDYTFGLDVSGGGAIEAYNGTVSLTGDYSQYDGDTNIHGGTLSVDTGTFTHSAITVMDDATLAGSGTVSDV
TLQDGSTVAPGGAGISTLTVSGGDLSFADGASYAVTVSSDGSSDLLAVKSTEENEAPGIAVNNIGGAGGTVTLGGSSSLS
VSRLASDTAGDFKVNTWYTILTADQGISGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARNAAR
AVGSMDEDNPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPVAGAAPAAVTRNATSYGA
EAGSFFRDPEVWGQAYGSWSKLDGSDGASGMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDANSYQLG
VYTARSFGQMALRMGASYSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEIDSF
TETGGSAALSVDGDDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVSGSALDRNQ
AVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>MBL3610440.1 replication initiation protein RepC [Rhodovulum sulfidophilum]AB35
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREELTLLKRDTVKLTVYGRESGLPGDWTGIEVRLLDIHRQIRRRLDRAELETLKGALSGLLHEVRVLLVET
ENPSGSDGEIGRHYQNSNPDLNESEPCQEMAKEAGVPCSETAAITGTDPGSSPSVASIGSAGSKTPDLSAIPGGTDAPPV
LPLALVLKACPDILDYASSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAITVAAILQRVSEIQSPGGYLRA
LSRKAAQGGFSPGPMVMALLRPMAA
>MBL3610441.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]AB35
MARKDLLKGLMDPGKPAPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDSERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>MBL3610442.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]AB35
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MBL3610443.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MDGQALGPRQDTSRQDTSPQDAPPARRRRVSPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGQLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELERRADLPVASPEGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLKARGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>MBL3610444.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MNATAKAGAAPRKSGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGTASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIDGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPDASDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>MBL3610445.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTRPDPGPFTAQISADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNLLPAQSGQV
LLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADLAGRDVDAL
SGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIVMAEGALVA
EGSPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MBL3610446.1 hypothetical protein JMM60_16920 [Rhodovulum sulfidophilum]AB35
MGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRSGTGLAAAPDRSAAPADRVPLSLAQASLWKIYEALGF
GPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPDGVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAA
HDFDLARELPVRLRFIRTGEGQLLSFLFHHIVLDEWSVNLMMDELARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPD
PRALDHWLDALRDAPQPCPIRRPDAPPLHRDPDAADGAANDAGGAWCEIALEPHVSDGLYALSKACAASLFNTVYAAISV
ALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHLTPRALIGTVRDMINGSLPHCEIPIDLVEERLSDG
TAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGLQFEVVEDVIGGKRGLRMMMSYRHAHYSADDIA
ELVAAVTRTCTAFAREGAADRPLDALLS
>MBL3610447.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]AB35
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRRRG
>MBL3610448.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MVWGRTRSASTITAPARSSTASPASSAGPEPVACTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHL
LVREQRLPRALLALVVGAALGAAGAMMQTLTRNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAA
VFALGGMARTRDPVRLVLAGAALSIVLLTLTRLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVAFGALAALALA
RPLDALALGQDFGQSLGADPRRIWLAAAGVIVVLSGVATAAAGPITFVGLSAPHLARHIVGPGHRGLLLASMILGGALVG
IADLAGRVIGGPTQIDVGIMAALIGGPVFVALARRMRMNAL
>MBL3610449.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAVARARGVDKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLAQATGREAE
AEALLTGFAETLDATRAALTLPAGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGITRQFGGA
>MBL3610450.1 condensation protein [Rhodovulum sulfidophilum]AB35
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLERDPLAALWLLRVGPYRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGPGPFLPFARYLEEETVYRAGPRHDRDRAHWAEVLRDIPDLVVLPKGAEDYAPAPVAAAPGLPAGLDGQLQ
RAARAAGMGWPDLLTLLSAAWIARNRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRHGETLGAYLARSGRA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLINVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVAAAARTLVPFLARACAPGARDRPLADLLADAPAGPAPCHTPRTARPIASLQEKT
>MBL3610451.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MYDLTPMQAASWVNGHAGAKAAQGPSAHLYVELDRRDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFL
LRYNLRRLGTLDCQLALERIREDQSHQRLALERGEAVAFSLSLLPGDGSRLHVDLDMIAADPSCFPDLMDDLARLYEDGP
GCDLPPAGDFATHLGVRRSDPARPEHEAAARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERLDPVRTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLPALAGRVQADLAGAIGHS
AHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPRGSILSDRARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKAFMDRLCALSDAAPAPRSWPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAA
HPALGLRIDASAGRQYLARRPGLPLLTRDLRSAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPPARPASAPLPLPQPVPPAERAADAAYWADALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTALGFAILEVLARFTPDLRVCAGLPTAPALDREDLGNRSSFIAIDHDATSGTARERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLDPATVKAILDASLRALETMALTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALHRGRGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSG
EDLPGRPCLRPGDLPRPGGALPDAAMLRLRSLDTGPGYYLFTSGTTGSPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAEHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIGSEIVSAAEDMTASGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTMGDCLSLGYLEARGLSQEGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALFQAMVVDLAPGDGRETTLAALYAARDGQPPGASELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAAR
ALALSPAAPCPDRLGREVLDIYLRQTGPDPEATIDSPLIELGLLPEHLIPVAAALNARFGTALRPSRLIPARTARQAAQL
IPTRSEPEDLG
>MBL3610452.1 (2,3-dihydroxybenzoyl)adenylate synthase [Rhodovulum sulfidophilum]AB35
MDDFTPWPEDLARRYRERGYWRGLPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMQAYVEQLDPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPAPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWLEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPDLLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDREGRPCAPGQTGRLWVRGPYTFRGYFRSP
EHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>MBL3610453.1 isochorismatase [Rhodovulum sulfidophilum]AB35
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MBL3610454.1 chromosomal replication initiator protein DnaA, partial [Rhodovulum sulfidophilum]AB35
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPDAAAAPARRAAA
>MBL3610455.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]AB35
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MBL3610456.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]AB35
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MBL3610457.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]AB35
MPELPEVETVRRGLTPAMEGRRIVATRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARVATLVPVIRTVLSEAVEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>MBL3610458.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]AB35
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>MBL3610459.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]AB35
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RWRSWMQPLLWMGAGAALTWIGAGLALLLS
>MBL3610460.1 hypothetical protein JMM60_16990 [Rhodovulum sulfidophilum]AB35
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILTEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIVEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MBL3610461.1 flagellar hook-length control protein FliK [Rhodovulum sulfidophilum]AB35
MQVPFPIDTLGASASSRPDRSASNAGAADPDGSDFRSAFDDTRPSDRNETAREAARRDTPRTSAASDRAEETPSSAPPGA
RKNSEDSAEEIDETAATKAGSDTVKNDPAAASDAIIAELPAMAGFSTAPQPGTGAATKTQALPTETAAAGAGTTAASAGS
DMARTTSVPLTADPRQQLAESQPNAALPASSPMADARPVIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLPGTSPEALQADNKEGATLNSATPKDSTTNRSSPEIADATPEAVAPKEGSTGQTASRQGDGMLQGREAA
QSQAVAARTIASDDPATDPKGDQKGHASAHRENTSATPTTPTAPHATAAQPDATASAPPIAGTAIDIQTAIDGSRGDPTA
ATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNIS
ADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPTPNEEGTETGLLSANRTSPRTAGGGLDL
RL
>MBL3610462.1 rod-binding protein [Rhodovulum sulfidophilum]AB35
MLPSSPTSIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSSELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDLD
>MBL3610463.1 hypothetical protein JMM60_17005 [Rhodovulum sulfidophilum]AB35
MTSIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQRPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MBL3610464.1 flagellin [Rhodovulum sulfidophilum]AB35
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVESTIGAAQFNGVNLIDSGTGTSVVGSIDRSGGTVTANSITI
DAQNLNTGAAATAAGQLAAGTTSGTNLVVVGNNNDGAVSIASGAGESFALSAVAQDETVTVTLGDQNFSYTVTADDVASG
NDANEIALSNLRDLINAAGITGVTALYDPVNAAGELVVDNQGADDINMTVRVRADGAGALAGLNGFSITGGTALADIETM
INSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MBL3610465.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]AB35
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MBL3610466.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]AB35
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MBL3610467.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGAAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDKLIKLYMIRSEANTGAGYSSGQIALRLLGG
>MBL3610468.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]AB35
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDKGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAIWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MBL3610469.1 FlgB family protein [Rhodovulum sulfidophilum]AB35
MFEKLEIFRMASALAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MBL3610470.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]AB35
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MBL3610471.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]AB35
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MBL3610472.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]AB35
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MBL3610473.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB35
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MBL3610474.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]AB35
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MBL3610475.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]AB35
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MBL3610476.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]AB35
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MBL3610477.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB35
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDPTDHSASQGQAEDGSHMMADGHAAGTPSAAGHGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MBL3610478.1 hypothetical protein JMM60_17085 [Rhodovulum sulfidophilum]AB35
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEEAIAELDDEAQRAAIDNDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGREEAIRGLFDRKHR
>MBL3610479.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]AB35
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVILPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MBL3610480.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]AB35
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLTDWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLIILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MBL3610481.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]AB35
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RRLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MBL3610482.1 hypothetical protein JMM60_17105 [Rhodovulum sulfidophilum]AB35
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETDAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPPAPAEPVRPDAPSAVDI
AAQSPSPSPEPPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGPAETVSNAQDALPDSGQRAEDSGQAETQIAEDHTPSDWRNMRVETSMDRGLDTLSDDSTLAADGTRCLSDD
NFDVIGWGGDRTPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDALALAESLAFERRATAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLSELARSGADEEFMREVYLGALTLPALSADTEARLAVADR
LTAMGFQDRAATVLQPVAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEADSLRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGIESSGDPNQRAFVQSRRDREPADLTIEPSLAVARDALGTSEIMRERLRALLDQPSTQP
>MBL3610483.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]AB35
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MBL3610484.1 hypothetical protein JMM60_17115 [Rhodovulum sulfidophilum]AB35
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTGPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>MBL3610485.1 hypothetical protein JMM60_17120 [Rhodovulum sulfidophilum]AB35
MALISDILLIAGALGATLYCYVLARRLRRFNDLENGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQPPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MBL3610486.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]AB35
MAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMIISLGP
ESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDLLITEF
VLN
>MBL3610487.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]AB35
MQQLLSMWTGLSPRRRVVVAIATVVMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MBL3610488.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]AB35
MSRLFLEDFSDHGAGPQIDPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLARKVVEIAREMAETEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPGLGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MBL3610489.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]AB35
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MBL3610490.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]AB35
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQVGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MBL3610491.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]AB35
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MBL3610492.1 S49 family peptidase [Rhodovulum sulfidophilum]AB35
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>MBL3610493.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]AB35
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARRHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MBL3610494.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MVTGAAQRLGRAMALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVL
VNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLA
KMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDG
GQHLGWRTPDVLGVE
>MBL3610495.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]AB35
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSSRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTVKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDSMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MBL3610496.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]AB35
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MBL3610497.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]AB35
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MBL3610498.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]AB35
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEAMKRFGLLDCLVIHRH
GSLIPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>MBL3610499.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]AB35
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDLLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPSKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MBL3610500.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MBL3610501.1 sensor histidine kinase [Rhodovulum sulfidophilum]AB35
MPGAEPVRDSKRCADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLIAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLVADMFEAQIRRNDPLDPLAGNGLDLDVMLNGLELAQGAEVFVFDTAGNLVGHARGLVRTDWAVEEYEG
DSWITVITDALYRAWLGGVSLFGQEEGSDADGDPQRRLTDQVAITLTDGLQVATGVDSSGHTTFSVTAQILRDRQVVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNAPSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MBL3610502.1 HPr kinase/phosphatase C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTIVTRTGSGLLASAPEAIRGLIEARRVGLL
RAEAVASAPVVLAVDLDSPETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MBL3610503.1 RNase adapter RapZ [Rhodovulum sulfidophilum]AB35
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHSAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEALAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MBL3610504.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]AB35
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRTAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MBL3610505.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]AB35
MPPPRRWRPGANISTVSTQAACEDPLTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLL
MLAASKGTAIEVSTHGPEALKLADALERLVATRFGEDM
>MBL3610506.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]AB35
MHGQSAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLVRDFEARGVPRGQAFWRQALDVMGIRVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVAEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>MBL3610507.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]AB35
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EATYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MBL3610508.1 hypothetical protein JMM60_17235 [Rhodovulum sulfidophilum]AB35
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MBL3610509.1 FAD-binding protein [Rhodovulum sulfidophilum]AB35
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MBL3610510.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]AB35
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAADDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTTEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MBL3610511.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLTLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRANSIPHFERWIDWQNSARADQYRNSLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MBL3610512.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]AB35
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWARPHARAMSERDYVSPLPVAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MBL3610513.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB35
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MBL3610514.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]AB35
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFRVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETDMPMKGHM
AH
>MBL3610515.1 NAD-dependent deacylase [Rhodovulum sulfidophilum]AB35
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MBL3610516.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]AB35
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MBL3610517.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]AB35
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALADYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNPPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDVPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>MBL3610518.1 tRNA-binding protein [Rhodovulum sulfidophilum]AB35
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MBL3610519.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]AB35
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPYPSEWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAVDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATVRGKELGA
>MBL3610520.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]AB35
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MBL3610521.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]AB35
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MBL3610522.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]AB35
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINGE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRVAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MBL3610523.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MTGTPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDTGWCERLVGLDGARLSLGLSAPLPLAALEHRLADTKPGDIVETCAVAEAITAGLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MBL3610524.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]AB35
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQHGLALGVLTADCQPVLFADRGAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MBL3610525.1 pyridoxamine 5'-phosphate oxidase family protein [Rhodovulum sulfidophilum]AB35
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFATCDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>MBL3610526.1 hypothetical protein JMM60_17330 [Rhodovulum sulfidophilum]AB35
MDNVSLGPHRPAAADGARATGPESRKLSQLLSDHHDLAALDSHVAASPDIPDGPELRAALRARIAARQAEQTGTAQSLDA
FSTARPGIRAKAGNAGGNPGSRTKSTGTRGPGSRNAVAA
>MBL3610527.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRTPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIENALARG
>MBL3610528.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]AB35
MPGKAPTPIAPLPPRQYSAPQQDPTEAALTDTETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQD
RIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERA
ARARHMVL
>MBL3610529.1 hypothetical protein JMM60_17345 [Rhodovulum sulfidophilum]AB35
MIPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MBL3610530.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]AB35
MKTSKTSFTRRLFLGGLLAAPASSALGAPLDRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIPAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPKDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPQGGRAWLTRA
RMLQHELLRRWAETYA
>MBL3610531.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]AB35
MRAGFPKARAGMRVGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MBL3610532.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]AB35
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MBL3610533.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAHFTFFADESGHVTQEPGISDEVGPSQYLCMGGALIPKARESEVAERLDEIQRKFKKKKFLHAADINHVQKIYLIREIL
ALDIDIFGVVSDKNTLGGFRTRSRGNPQQYYNRTALYLLNILGRHLRDRNIPGDAVEIVFERREHDYEQLQRYIKKVAGN
PTGDDVDSIPHISASSIKARKKEDSHIFSVPDIIAHAVFSAFDRNRNNFGITESRYLRELLTSSLHESSGLKLYLIQSSK
MKDICQPTSDLLREHGMFVKPRKPVQPSENLEATL
>MBL3610534.1 hypothetical protein JMM60_17370 [Rhodovulum sulfidophilum]AB35
MIPAPNLLPSFDRGLPDDLRRRAEILPVGPAAGFNGKRYGWVKRQRPGTDAETGEHRDFDAGHPCGE
>MBL3610535.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]AB35
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRVEIAGR
>MBL3610536.1 hypothetical protein JMM60_17380 [Rhodovulum sulfidophilum]AB35
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>MBL3610537.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]AB35
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIMRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAEEASGMT
>MBL3610538.1 NAD(+)/NADH kinase [Rhodovulum sulfidophilum]AB35
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGKRQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPETPA
>MBL3610539.1 metallophosphoesterase [Rhodovulum sulfidophilum]AB35
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MBL3610540.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]AB35
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSAMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPAGGGGAGH
>MBL3610541.1 HlyD family secretion protein [Rhodovulum sulfidophilum]AB35
MSRQDLPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MBL3610542.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQCAPGDAPEPKTDPEAEPEAEPPAEDIAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRHLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARPGAHRED
>MBL3610543.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILVENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MBL3610544.1 hypothetical protein JMM60_17420 [Rhodovulum sulfidophilum]AB35
MRKSPSTPCGFRALHSERGTRDNAQKAQKAQKAQKAQKAQKFEHKRYTNENIH
>MBL3610545.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]AB35
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDKVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGDGSASAASRDYVIRLDRSGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDRLIATLRQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPAPE
>MBL3610546.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MBL3610547.1 dihydrofolate reductase [Rhodovulum sulfidophilum]AB35
MITGHVFIATSLDGFIARDDGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
DLPEELGNKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADMVITTVPVLLGEGRRLFGSLAGDIRLQHE
KTKSFPSGLVQSRYRIAA
>MBL3610548.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTRQRGRPPRADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLSDRKRLLWLDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGAALDELLSRLGDEAALRAESG
>MBL3610549.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPDTAMWLTIRRDRCFVFPASGQDGDGRQI
>MBL3610550.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]AB35
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MBL3610551.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]AB35
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGARVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MBL3610552.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]AB35
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGTPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MBL3610553.1 DUF4177 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWIYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARE
AEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MBL3610554.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>MBL3610555.1 J domain-containing protein [Rhodovulum sulfidophilum]AB35
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MBL3610556.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]AB35
MMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQV
AARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKL
TLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKT
INHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQTVAEFYQRLFDEELPESAAS
MSLG
>MBL3610557.1 hypothetical protein JMM60_17485 [Rhodovulum sulfidophilum]AB35
MRRPDAARSRPAAALAVLFLAAPAAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALRPTYLLLLQRYILDGERRARDQYVRLSGLCDDVGRAFGLKGHRHAPR
>MBL3610558.1 hypothetical protein JMM60_17490 [Rhodovulum sulfidophilum]AB35
MTRVTLVAATGFATALILATAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAARARAALARRLSDCTGLLLGG
>MBL3610559.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]AB35
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MBL3610560.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]AB35
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETRPGDWLKAALPQGGAVGIDPWLHTPRDLDALNGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARSSTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLTFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAKRAGDGLSERARAWLAEATQPL
>MBL3610561.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MBL3610562.1 chloride channel protein [Rhodovulum sulfidophilum]AB35
MRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFT
PDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAV
AAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCG
LVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVA
VSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGL
AVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPGAASPGACAELIGQGVMFEADTT
LVEALPVFEKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MBL3610563.1 FAD-binding protein [Rhodovulum sulfidophilum]AB35
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQTESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MBL3610564.1 cell division protein FtsW [Rhodovulum sulfidophilum]AB35
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MBL3610565.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]AB35
MNAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MBL3610566.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]AB35
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREDNLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLAE
>MBL3610567.1 hypothetical protein JMM60_17535 [Rhodovulum sulfidophilum]AB35
MVSCPVIAICGPAPLAGIPGLRRAAPPVTARLLAAAVIPAPAQAAFGPGAALTGPLHISAFQPVERPVGPGGAPEALSRD
RGAEGGEQ
>MBL3610568.1 DUF2484 family protein [Rhodovulum sulfidophilum]AB35
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFLTYQSGPLWGLIALAAGASTLRWPLFYLGRWLNRRRR
STGE
>MBL3610569.1 hypothetical protein JMM60_17545 [Rhodovulum sulfidophilum]AB35
MTGPTLLLAYGSWAAGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSSVLLPWGAVALV
SAVLYALGAWIGGGDG
>MBL3610570.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB35
MTQMREPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPE
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MBL3610571.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]AB35
MGNTEGRRTGPGKPISTRDGTFPHHEAAEVAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQ
DLPGQLISAAPDVVFNALHGRWGEDGCVQGLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSA
RHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLVESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKY
VQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGIS
FGRLCRWLVEDASCDR
>MBL3610572.1 cell division protein FtsQ/DivIB [Rhodovulum sulfidophilum]AB35
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MBL3610573.1 cell division protein FtsA [Rhodovulum sulfidophilum]AB35
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MBL3610574.1 cell division protein FtsZ, partial [Rhodovulum sulfidophilum]AB35
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRP
>MBL3610575.1 type VI secretion system tip protein VgrG, partial [Rhodovulum sulfidophilum]AB35
IVGLGAGLRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQT
ATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNP
VPYDLPANKTVSTFKSDTHQGAGYNEFRFEDEKDREEVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTI
SVGNDHRETIGQDMYYTVGRNQQEDYGKDHIHRVGNIHKQSVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLM
AFEKFQIKGPGGKITIDGSGITLEAANIRLKGNVSVGGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>MBL3610576.1 PAAR domain-containing protein [Rhodovulum sulfidophilum]AB35
MPPIARVGDTHVCPVKGHGTNVIVSGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTM
>MBL3610577.1 IS3 family transposase [Rhodovulum sulfidophilum]AB35
MRKSRFIEAQIIGMIKEQEAGLPTSELCRKHGLSPATFYKLKAKYGGMDLSDAKRLKQLEDENAKLKRLLADAMLDNVVL
KDLPGKAMTTPMQRRDAVRRAMKDHPISQRRACVLIGVDPKTVRRERPADNPEIREEMHKIAEKRRRFGYRRVGIMLERK
GMVMNEKKLYRIYREEGLSVRRRRGRKRARGSRTPMPVPLRPNQRWSLDFLSDTFGACRKFRILAVNDDCCRENLALIAD
TSISGTRVARELDALVRIYGKPTCIVSDNGTEFTSKAILKWANDNGVEWHYIAPGKPQQNGYIESFNGSLRDECLNEEIF
DSLADARRRLALWRYDYNNVRPHSSLGNKTPAEARRALEQAEGSAPGALAQPETDHYQPQGLSL
>MBL3610578.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MIWPFLFKNKALLLSAIVAGIIKFTTPLLVIGLTASVVDTVTARDAPGVEITGELLLSIFKVIAVVTIFWLPSAYLRQYL
CDTLSVRAAVELRAQMFANLLNQPYQKRMQFRAGDIGTRLLGDVQQIAGLIGDGLVYFWIDLCSVMIACVFILAEDLWVG
GLAIAILPVYYLALGHYRQKIRQHSTKVQNDLGAVSAHVQERVQAIQVIQDLGAVDFERTQLQPRLEKARQSFLARSRTK
SFSVMVSSFLTQVPSFVVLGVGGYAVLSGQLSVGSFTAIALYVRQIFWPLDNLSNFNVKLAMAQGSMDRLSEIWDTQDHT
IRTREPIRRKALTVESLEFQLVSGGYGDPVLRHVSFKANRGDWIAVVGKSGTGKTTLTRLLMRWIPPMTGRILINGQDIN
TISLDTWRARVGYVSQDNLLFSGTLIENIAYTDHAPNYDRAWQACRDARISDFIEDLPNKLDHELKEFGTTLSAGQLQRL
CLARALYRAPDVLILDEVTANLDSETEVSIYEMVRAAARDKIVLTVAHRPAVLSFATHRLLLDNQESHFSLMTPDPPPNG
SLHVRAEHNT
>MBL3610579.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]AB35
MASIIKKHTEFSEKLLKMAPVHAVSLKLLANVPAMMRAAPLPYPVSPEVFQSVAPALFKRRIDSLYYLQFDRNAEPQQQY
RNVFEQQNRAFETVRDAARDLDCDVCVYKGLNYLFRVFDRDPINMMHDVDLVVRRADVPRIKQALRGLGYVQGDLVENTL
EIVPRTQEFLESYDTEGYELYAFTKVLDFPAHPALNNARGPVYKTSDAMKIAVSFDIHLSPSLDLGAQLIWDHAVHVTAA
AAACTDLTVQVWLSALRYYIEVALNRRRRNIRELAYITAALSHPRLDWELFVALTHTHGTHPPIWYTLAFLDHVAELSIP
DWVLMSLHPTKGDRTFDFGWQYPKLFGLLDELPKDELRSGLARGNG
>MBL3610580.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MLDQNAFSNSHPPYLACGYIGIEGPGCSGKTTLLKSLIARHPTLAQVPEYYELNNCQPFAPPSTVRTPAIQRDVLALLLH
LEERRQDIVREAARQRLLAVSDRTFLSCIAYDYARSHVEADIDWRKTERRFSQAEFQPPALILYLTTPDNVRSHYADKIG
IRKKSMTRHPVFLEMHRAYFEHHVSRRIKTRFVSVQRADAILSSLSELVGS
>MBL3610581.1 hypothetical protein JMM60_17610 [Rhodovulum sulfidophilum]AB35
MKNILPSSERVFLIGPGGVGKTTTGRVLAPRLGYAFSDLDDYFCETVENIRSFISRFGYRDYVIQNARCFHEMISACDTD
AVIALSSGFLIVETAADVVQANREAVLSLGPTVLLVPSYNHDTAADIVARRQAGRGFNLIEDKERKKFLERIPVYEPFAD
IVETSQDAPAEIAERVAQKLSKLPRPTPPSAPKERPHVGSERVFK
>MBL3610582.1 hypothetical protein JMM60_17615 [Rhodovulum sulfidophilum]AB35
MTDGLPSADKPYYSTQPVPGFDPHFDTHDLSVLQLAGSKRWRIGRQPHPEARQVVKSRPEDAPNHWDRDFLLRQSATMFL
PRGTWHMAETAEAPSLHMTVSYRYDNVHDYLVWLAKNAYRCDALRKRLRTFTSQSDDINGALTVTLANALREMSKLDFSP
QAMEQSKILPSKSSDHPANEKYPSLL
>MBL3610583.1 hypothetical protein JMM60_17620 [Rhodovulum sulfidophilum]AB35
MNVDRILGLDPRLLAPEEVSEPILADPDPARFGALFGMDDLRALIATVCSPLIGHKRPYLRVVKEKKSVQEKVYGQFAKL
GGERVAAQVDPKKLRAVLDSGATLNINFLEELHPTMRGFADETA
>MBL3610584.1 polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]AB35
MSLDMFTQQVQALRAFQSAMQGVGAYPIHISFDDGYESFVDTAWPILQDTTLPVTMFVLPGLVGGSARWLDGDPPSLLGW
PQLQALSAEGLGIGSHLMTHTHLGKMSLKILSAEAIRSKLSLEDALGLAVDKVAVPYGYCTPDQARLLRDVGYKEVHIVD
GPWFRQTQYPDGVIARQEMRGDIPFEGRFQILRRNLYHECRSDSRP
>MBL3610585.1 phosphotransferase [Rhodovulum sulfidophilum]AB35
MNIPAASLAMPVLRQRDTSLQVWRVNKHGTLVAGFADTVITVTPEASRSNRRSEAILDALQPCAPDIALHPLSTTAVNGS
VVTVFPRGLALEPSTETYTEALALLKRLHCVQVSPLLPALSNDFLAKGRYCPDTAWAALFEPTVVRLRDDIRCAIADERR
RATEAFTCGAFANHPACLIHGDVQIENMIQLNGALRLIDWEDARLDHPLMDIAQFFFANSVPQTDVKSLMAAYSPELQVS
DLRLFSFLNFLWTTLFMQNHRALMDAARRWALQHDLPPILQGLCQDTLASFEENTP
>MBL3610586.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB35
MKLRDHILTHDNAYRGLLMPIVSKLLGKPPNLSIIIPFYKADNTIRETVTCLIAAADYARTYGGIGTAALRIVVDGCAPP
DLFGISCPPGISVSLDHHPFNLGRGAARNTGLFRAEGDLTFFVDADIWIDPHALFHHVCLHRQFDQTLTPAITFGLFRTF
KIRGKDTRHLKRADLTPSNGIVDFRTLCDFKEAYLCRPEDSVFVGRRFEILADTDALNAWPLEGWHGPWTLPEMCLGGLF
CVKTKEAQAVGGLDATFNGYGYEETSLVAKLLVATGCKVVPEQSCENLHIDIEDEGQSRAMKDELLRQSYRKYHAVFLEH
EFQRPMTVAE
>MBL3610587.1 glycosyltransferase [Rhodovulum sulfidophilum]AB35
MSHIFLIASLFLVIGVAANLWRFWRSVAYLKTATEFGSTVPDPSARRDQKIIVIIPALSEQDRLPHTIAHFSSAMAPWRS
GEIVICTTAREPAQPGSGPSTYELVNGIIQANPQQNLRLIHDARHTGSMAHQINFAVQELRQRGLLGNRDFIAIYNADSR
PHPCTFQWVQAQIDANTSHEAFQQSAIFLRNFNLLKGTLAKANALYQSFWTLSHEIPRLLNQSQGSEFKQRYANAHCVGH
GLFISIELFEELGGLPEDTLTEDLFLGFKVRASGTSISPVPYLEYADAPSNFRSAFRQKRVWFWGPMLYPYYLLQVLRTG
KLSPQDIARASAIALQGWLSSWRWLAAGPVVLFSLAGIVFAASSFGMLVAFLAVAGFALSAPLCVLYAAHFDLRSRDLHY
RWSDIAAIALSSIPQIIAHSAAGFLALREGLFWAVTGRLPRKTRTE
>MBL3610588.1 phosphotransferase [Rhodovulum sulfidophilum]AB35
MSIEVFRLRDRGHSMILFQGVAIHRIKGHDPSFEKRDSLAHSLDPEMRNYLVEEPLGGIELDDGMVIVEREGTALDVDNS
AHLTCLGKTLAALHYLPTKQFDSQLFANDLLKHGRYCEQRVWQALITPRLQRLFSQDASDYLFQALAFPSNLKNQQLSLI
HGGLHDRNMLFFGGTLKLIDWSSARFDHPLIDVAQFILSSALTQTQATRLARAYAPKMSLVMLAPFIRLNMVWNMLHMPT
HPTYRRSHEIWLAEYPNFRTALQQVGLVL
>MBL3610589.1 hypothetical protein JMM60_17650 [Rhodovulum sulfidophilum]AB35
MSTGSDAYIKHFLSDRRISAIEVEPTSIVIRLLLKSEAMDCAISEVGLSAWVHIQAALLRKSAFVLTVAFPVAVQATASI
SALARAEKRFMNEPCRAIGPSDNGE
>MBL3610590.1 acyl-CoA dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>MBL3610591.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB35
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEECAGAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMHASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MBL3610592.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSAEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAVTINLGGSFNMMRLAAEAMAGNEGAERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MBL3610593.1 AMP-binding protein [Rhodovulum sulfidophilum]AB35
MKLDRIARRDYADAHARFSIENEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRALSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
LIRDADTPLSAGDIDLCAARATAPAEFVPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MBL3610594.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVAFRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MBL3610595.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB35
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVQGRIRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRSRSPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAARSGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPERFAASAAGRFAEALAARPEARVWVGAEHALVHEA
RRIAAALPPERKEIGTYWRRGRRGDARRDDHDD
>MBL3610596.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MVGRRGFLTGGAAALAAPRLARAGAGIEVRDVLGNRVALPAPPERIVLLDATDLISMAALIAEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPAGDKLDRAMG
FWGAVLDRPQAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSTATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGSTLAALNDRFASPLPGPLWLSLDAT
>MBL3610597.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB35
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGDPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAVRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MBL3610598.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
TDFVADQLIAALVLGPSNAALMGDDTLADPAARDAWFDRAWRLFVEGAAPGRG
>MBL3610599.1 RNA ligase family protein [Rhodovulum sulfidophilum]AB35
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGIFPYLA
ESERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFGELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGLADS
>MBL3610600.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]AB35
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MBL3610601.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MPGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHLARGGLVIVAALMF
FTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVLPVLAALFYAVLML
SARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPVGDLWAFGCIALFGTLGMTLITQAFRMAPAVVIAPLDYTALL
WATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MBL3610602.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLNALATELGAAALALPGDATDPTAQEEAVARTVENFGALDAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MBL3610603.1 PIN domain-containing protein [Rhodovulum sulfidophilum]AB35
MAADFFDTNVILYLLDDGPKADRAEALLAQGGMISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELSVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MBL3610604.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLALSRHPRADEVLSGLRRFRGRLASEDRLSRDAANGR
>MBL3610605.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPERVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLCATGLELAPGDLQECPYTLADGE
VAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVE
>MBL3610606.1 hypothetical protein JMM60_17740 [Rhodovulum sulfidophilum]AB35
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACDADGPEVSRRS
>MBL3610607.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MRNENDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKASAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
DIWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIRDAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MBL3610608.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MBL3610609.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MBL3610610.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]AB35
MTVSYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIAAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPGLIAALPPVNAENAAAAWRDYAEVILCGSREEIAAISDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>MBL3610611.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRDRGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>MBL3610612.1 alcohol dehydrogenase catalytic domain-containing protein [Rhodovulum sulfidophilum]AB35
MKALIYTGPRLLELRELPDPESGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPAAGRRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTGPGTGPGGVDLVVDGVGFGATRA
AASAALRPGGAMVHIGLGDADPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEAAPKIALLPDG
>MBL3610613.1 hypothetical protein JMM60_17775 [Rhodovulum sulfidophilum]AB35
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMVLSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGAIGEVMGEAMAAIERLAPRLGKDPEALAETVFEAILDD
GYGAFDDVVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAARAIAGRNRSLDRILRDVADAEGDVD
SWLARYTPEQLTFSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDVALVRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKSAFWERLRTG
>MBL3610614.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MAQTDTVNRRYVLAQRPKGAPDENTLRLETAEVPSPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MBL3610615.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVAGRTVTGFT
NSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGDDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MBL3610616.1 hypothetical protein JMM60_17790 [Rhodovulum sulfidophilum]AB35
MYLSDLQEGAIDAGFRLAGLISVLLLKVCLCNDTVAANIRMARSDASEAGLRTSVDTTHSEGAGRLRPAIPAGGLRKASG
NGSRSGRSRRTRRS
>MBL3610617.1 hypothetical protein JMM60_17795 [Rhodovulum sulfidophilum]AB35
MIHDAPLAILASESELSVQRGLDALFPDKTVVMIAQRLSTVEGVTGRWCRRTVGGRIRAAMPNFSAVRAATGGCGRRRCG
PDIRGRAATRQGARFARSRQMSGELRPCRVVR
>MBL3610618.1 hypothetical protein JMM60_17800 [Rhodovulum sulfidophilum]AB35
MPELHLGAARSVSEFKQDDPADPMNDPSRAASFTSSSAPDPTRTKRRFATAEERSYLRRFNRVRRLRRLIFATAFVWPGL
GIGVLAWIGIEARALDGYVVSALVFLTLCVLVGVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDST
NIFTLGRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSI
AREMRAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSTVTRIVGTYGGGAEIPAEALAARGLDDLR
PDPEFGNRLLHAGPVSFRTVSLSRGADPFLMRDEEIVAVNRIGRVFPYKVVGMASAEPALIADYRDQLMKRARSLSAVIP
DLPDRIAALSDTLIASQLRAMSFGSPPDSDFVEAVLPRPTIRTPRRSSFLISLEPSCLMQDFLCGQRDPAEAYENPVFIS
GPRGIVLRDGADLDRLAEAHDRLRAMEAETWPSIAMAVCAISVLLSVLCIFAWAEANRRIRRWYRSGGPVR
>MBL3610619.1 hypothetical protein JMM60_17805 [Rhodovulum sulfidophilum]AB35
MSLTAAAICLVERNTLPSFRGWHAPEGAEVVHTIPLDGTADVFPWIP
>MBL3610620.1 TonB-dependent receptor [Rhodovulum sulfidophilum]AB35
MLQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATVPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VAFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>MBL3610621.1 isochorismate synthase [Rhodovulum sulfidophilum]AB35
MTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDADDDGALIGGALPFDKARPDCLWQ
VAGGHGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGL
MARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDDPEEDARNANALARSEKDRREH
GLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAARLIRDLEP
VARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDAALSDPSL
HNQPNG
>MBL3610622.1 isochorismatase family protein [Rhodovulum sulfidophilum]AB35
MALPEIASYPLPAPDALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRGPDHQDILPELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATRDALATLPAEAACA
>MBL3610623.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAAAIEALAECPRAAAWLPCDLRDPEAVGAMVAEAETRAGP
LSLGLHAAGVLATGSLLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGARRVIAGDPGSYRAGIPLGKLATPEDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>MBL3610624.1 4'-phosphopantetheinyl transferase superfamily protein, partial [Rhodovulum sulfidophilum]AB35
AAASAALTGMPCLAGRGADGAPLWPAGLTGSISHSGGQALALVGPSARRAGLGVDIEGPLSPRVAAEIAPVALTPEERAC
FGTDPVWVGLIFSAKESLFKALSPRIGRRFDFDAARLLPGGATRPPLLCLTCDLAPGWEAGRRIEPVLITHEQGVMTAVA
LQPRKVAPPST
>MBL3610625.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB35
MHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQLMEVMRFQITSRREFERLRA
CDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNNGPLFSLARIGPLLDAAHTRLDGVVFENLPWQEVLARYDGPQAL
FYLDPPYWGGEEDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVRLNYSVSKSGATAARELIIA
NREVRVGLV
>MBL3610626.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLADLSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVQSAAEERELVALTGRLCGA
>MBL3610627.1 hypothetical protein JMM60_17850 [Rhodovulum sulfidophilum]AB35
MSKPTKMTTKAAARIQSADAAKTGGQTAKGSFGARAQSVAAKAENSSNSKK
>MBL3610628.1 ankyrin repeat domain-containing protein [Rhodovulum sulfidophilum]AB35
MVYDLTPIPQPCEIVAFLIRAMSHIDDANEAALKKALQRLRQGKPLSPDASNDLLTNHLRDFYDANGNQDWGATDFLPML
QGYTQLCLQLDCAALPSEIVREVFDRVAFGCFQDLFRNTLPSTGVSAREVLGNPEKATQILWQSRVKDFGLTRLAGEIES
RPGLHRGGENWVASISRWSKGDNNVQINTILALMKHWDRRFARALMVGRLYQRYCNLSLVDCRKHIPGYEIPLTLDAIQS
AIASTMEAPAIRESCDLSEAQLKSVNDIVRLTDPRRKKAKGDISTIDALFEGLEKSLNGQPRLSGLAFYRGIYLAQLGRL
ADALDAFDRAANWFKFRSAVQMKCCLHYVLNISRMLGRRRLYAKWEGFCVGLGLDVDIPDAKLAMARDFPELFPEATSIL
KSHPIENYLIDLPCWENRPVDLRAPNRIIKGYGPTATPQLALFAHLGQVDKVKQLLDAGADPNMLDKNAGSALLNALQGG
DDACFWALLPVTSLEVINRRTNGGKSALLVAVSLGKVDLVKGLLAQGADTEVRGARHQTALFEAIGQFADPNAPVQTAIQ
ARLANANLPAFLRRTTSPFSAEEGLAQSVSSHSPGELEILLELGKYLLKGDSPPTREILRFLLESGADVNAVVGEEQLTP
FLYAAEIGNP
>MBL3610629.1 hypothetical protein JMM60_17860 [Rhodovulum sulfidophilum]AB35
MTTILNEGRIGQFLSKAGFPMSQRVFVEEYETPRHAEEHATLHELALSLHRGNLALILSGTLEASEERKQMVRVASTHLL
SGINTLVSILSLTEKLSLKVKEAIALSRVFYETALVAAFTCVGGPERARRAELYSVYKTFRNQTQAHQAGGFVLRVSRVA
RISRKDPQIVAALEMFGGSSRIRPCFEENREEMTESVTSFDARAGLLFGGVEGMIHEVSSEIIHGSFHGYALFDSLHNGK
SEMEDKLLAHHEMVLFAVSLSIAALSRVIGRSFDMEDTMGELERSCISSLLPYVPDDMAAQLRALYPD
>MBL3610630.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB35
MTEVTEGNPALGSLALSWQTAEYSAEDGLGPMGSLHEAGDSLVAVARLEEGGGATILGSGVMVGPGLLLTATHVLDEFPI
DGPGPVFLTFLPNGCRAWLPRDQMTVTGPSQFDERRTIKSDITLVSCTLNSEAHDGAPLMLAPMEIALPLVGDRLWAMGF
RHQGMDDRSALVTPFVSSGLVTAAFPHGRGERMASPCFEVDMDTLGGMSGGPVVNADGRLVGIVSSSLEGGPSHITLIWE
AIRFRVAGATPKLTANKTVSLLGAQALGFAKLKGHVERDPFGDVTLKLSEAEGALFAASVSPSVVEAAKPRVLDENQLEA
FLDSWGADLEDAALESAIHVLGQVSVDKAREFLQDDCIPQKYLDAIEGFSVEDCDGVEDLTVTATEEIDEDSFRLDYYFD
VGTLIWTVEIDEAFVRDNTEGLDEHFYNARREHGIVRMEAYQRRYFRGSAIFRRGAEVFSDAAITLSALKPRRRGKMRQP
GVAAEVDGP
>MBL3610631.1 hypothetical protein JMM60_17870 [Rhodovulum sulfidophilum]AB35
MPKKIEKDAAADEALTKIRKRLNKALVGFSSDFPADLNPWDMESSRPAAELFPVPELVLFAFRNILGWRWSGVGEKVRWT
VYGSVLGEPVGFELRKFGFTILRAKDSKLPYDRIVGQVGAAMRQIEDLLAPFAIEQTRSGNVLIVNRFGEFESRYRYFRD
KAHKAFAKADKPAEIPKPKGKKKKKGEPEFPVGMIAAMLNHQHAAQTEGYYLTTAMIEAFFSALEHRLILLLAFRGLQLN
PGGLEDFLKKSWDEKLKTVLPLTDNHQAGVTLGKLRRIKERLRNPFSHGGVENDGGSLFFHLPGIGAVPANFSNFANSPR
FSFVPIKVDNFDECCSVFDSVHDMLSTGPLAFPHRFVDAGVDPSFDAETLSEYAGVMAKGADAVEQWIERWGHMWTTHAN
MDY
>MBL3610632.1 hypothetical protein JMM60_17880 [Rhodovulum sulfidophilum]AB35
MTGTDPVPDLPDYASEYEAAKGPVSFGFGSIEAVVDARLERLPITMARRSDWVMGDAAGGGDRQDRS
>MBL3610633.1 hypothetical protein JMM60_17885 [Rhodovulum sulfidophilum]AB35
MAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTDGSRKRSARAARYFVPKPGQLSPGVWKRQGKRL
TKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MBL3610634.1 hypothetical protein JMM60_17890 [Rhodovulum sulfidophilum]AB35
MSDINPYLEHSKRLGDSARSCLGLAKRIAPRSGYSGVHDAPQGSWNLGTLYKNQRKPLEEWWVIRDSNS
>MBL3610635.1 endopeptidase La [Rhodovulum sulfidophilum]AB35
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEAGCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MBL3610636.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]AB35
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHVARAEGDIEPL
>MBL3610637.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]AB35
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MBL3610638.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]AB35
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDTARARGEALEGELAELEGSH
DRLEAALASTRQEVDARAEAARLAAARREALEALVADLRARNAEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MBL3610639.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]AB35
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MBL3610640.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB35
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MBL3610641.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRFLLSLALLAALAWSGYWALAARGIERGLADWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAEAMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAI
KAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVQRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MBL3610642.1 extensin family protein [Rhodovulum sulfidophilum]AB35
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGALPAEAVAVRPAARPATVLARVMDGSRRARPEAVTGRGLDRSL
RPVPRPSDLLAKLAAAGLGRQPSAVSTPRRGVVCGDPAIAGEMIAPIVSRVAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MBL3610643.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]AB35
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MBL3610644.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]AB35
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVTRCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MBL3610645.1 TIGR00645 family protein [Rhodovulum sulfidophilum]AB35
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MBL3610646.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]AB35
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MBL3610647.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]AB35
MADVHVTEPIHPDALALLASAGLSVSCGWKDADPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMLLLALTRQAVAMDRVARAGFAGFERLAPLELSGMRMLILGFGPIGQRVAQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MBL3610648.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]AB35
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGETRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRAAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGYDA
GIVATAWEGETTEGGEE
>MBL3610649.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]AB35
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVCDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGAERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPETLGAPGDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGQFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRKKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAIWDGDRLVPVTKAYSGLTDAEFRAITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MBL3610650.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]AB35
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINEIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MBL3610651.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MBL3610652.1 host attachment protein [Rhodovulum sulfidophilum]AB35
MKPFKTLVLVVNEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDLDKDIVGVAAADLPRHFEDVIVF
>MBL3610653.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATCLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MBL3610654.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGEMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGDVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRRIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MBL3610655.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MBL3610656.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]AB35
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPADLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MBL3610657.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MBL3610658.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]AB35
MGSGLKLSHLVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>MBL3610659.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFQLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGQWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>MBL3610660.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MREEDGTPPGIGSEVDRTPQTGAAHSGAASPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTV
REAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARLARADIAEMREI
NDGLRRAQSSDEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAY
QYRMRSHLQAGLGNFDP
>MBL3610661.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]AB35
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAADALS
PELAPPVASPAPEPLTAPVARRGEDGAEDAPPVEAAPKAPPAEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQY
GVEQGLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGM
AAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGSLGL
LWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGGALASGAGLVLMLDGASPAAA
AFGYALLLLVFSGVALGLARAPAFEDLALLPGVAALVGLGLHAALDAPLYSAFRAGLDRLPESPAPTTVWWLVAGGAALS
VIAFLRLARQIGTDHRGVWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETG
LFAASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGIDWALHGAGTLDVL
LAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGGEGFETHWAQGLTATVWILAAFAQIWRLPHD
PSLLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAVVFGAGAALLGRPGRPGARWLR
PGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVF
LIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>MBL3610662.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]AB35
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRTAAPEALAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGTDAASRDGATGKGPGRGAGGKGAHGTASGKGSGKGTGKGSGQKSGRKPGQGTERQGTGGGKGGGALGAETGALGAALL
EAMKRR
>MBL3610663.1 hypothetical protein JMM60_18040, partial [Rhodovulum sulfidophilum]AB35
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TASGLALGSEAMASETTATIEAVTEAGTGPEFGTGPQTGTETEAPAPAPETPRETVDETTRETAARAPATDVPSPAPSPA
PAPVAPAPRAEPPAPPAPRPAPPA
>MBL3610664.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3610665.1 hypothetical protein JMM60_18050 [Rhodovulum sulfidophilum]AB35
MTIANFGMIVPLQMGMLMLAGYKLTRENGMTEMLRCNEASGAIITMQEGRRILEKITEHDFGHSLGDWHNFLINDKKHSE
HYMRSSTWIGVERAVKAELRNPDRARLEALADQI
>MBL3610666.1 hypothetical protein JMM60_18060 [Rhodovulum sulfidophilum]AB35
MPDWMPDARPRLRPAEWQQNQRRAYGRAADSVELPDGWQPIPRRNRKGVIVQNHARSPPCVWEPTPARIAAARRAYLDWW
GYLLELQAALGAADLARIRITRDMPPMTPWR
>MBL3610667.1 hypothetical protein JMM60_18065 [Rhodovulum sulfidophilum]AB35
MSPRLTAMPPRLASPAPRIGPTQGDARAQDRERERVKPWRAWYRTARWSKLRRKILARAGHVCEQTGGPLLGRAPERACS
DARQRCRRSASSHHVPRQASTCFRSVSIRIVLVNLYSQESKSEAAAARIPEKGLSGVKPISATSLPKFRKQLAPPFSTDR
NMAERSPRNGLSAAKAERSGTILRKMTPKRKAAAKGCH
>MBL3610668.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDD
RGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAG
GRAVLSALSDDAAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGMPLGAIHVA
GSLSEWTRDAFVRHAAPVAAEAARAINGSL
>MBL3610669.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]AB35
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPLSRGAEMAAAARGVNLGISGALDVAAELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQSEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALITADAQNAAIGLMVDPAAASAAHATGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALRATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TQLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>MBL3610670.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MPTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDDMIQSPVPVFWNITKDGE
>MBL3610671.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAVMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MBL3610672.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MBL3610673.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFSKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALETAPGTKGE
TA
>MBL3610674.1 amidohydrolase [Rhodovulum sulfidophilum]AB35
MTVLPRIQDFAAELTAIFEDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNIFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>MBL3610675.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSEGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDADEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MBL3610676.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]AB35
MSAALSRTMEIRKHVVETNRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDHDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLADFGMDLEAAFAQPRIDVSGTDRIVADDRLPGRICDALKAVAPVTV
TRKSILPYPFACPSGVLQEGSKRSGMTEPTSAWGDAVAEQG
>MBL3610677.1 amidase [Rhodovulum sulfidophilum]AB35
MIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPLAIKDMNDVAGLPTTYGS
QIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSGGSAVALACGFAPLASGS
DLGGSLRTPAAYCGVVGFRPGFGVVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDARDPFTPVVGERTPWDAAD
FARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEETMPDCTGADRIFSVLRAVMFQATHARFLDET
PDLVGALVADNVREGRRYSATDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAFPAEIDDQPLQSYYHWLA
LAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAVIVGIHDLAPCSPDIARLSTAPPLRTAPGFL
DVP
>MBL3610678.1 IS5 family transposase [Rhodovulum sulfidophilum]AB35
MPKPSPTRHRRTNWSEYNAALRQRGSLSVWFDPDTVWLAGKTGKRGRPETFSDAAVQVCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDYSTLCRRQARIGVQVPYRRSGKPLNLLVDSTGIKFRGDGEWLARKHGSSRRRQWRKIHIAMDTETGDI
RAVEFTSSRQGDSPLLPDLLSQIPEGEEIATVTADGAYDTRRCHAAIIERGADAIIPIRRNGSAWKEDCPAAIARNEILR
ATRHLGRALWKKWAGYHVRSRVEAQMNCLKLFGERIMSRDPDRQTAEIQIRIIRHCRSDQWRDMAHS
>MBL3610679.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]AB35
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLHVLERDNASGEIRDPRAYLIRSARNLALNALAVQRRNAD
MDEMPEIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPEPA
>MBL3610680.1 FecR domain-containing protein [Rhodovulum sulfidophilum]AB35
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAAGGAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRTRRDLTLHRGEAFFQVAPDPARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDSDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSRAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>MBL3610681.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB35
MQGMTGRLAALAALGSMLAASASAEEAQQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQI
MLGQSGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQ
AEAQGARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLY
GQATPGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLT
WKFDPGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFN
QVLRYSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETAL
DYVSMGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRE
LTGRLGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVN
TSFNTQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGG
GLRHVGQTYGDNANQFGVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>MBL3610682.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MAMMTGRGASAEAPGRPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTADAGLRSWPNLEALRALRPD
LVVALEGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREATGRRLLAGLDAALAPPIPGQRPVLIVKF
ADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPARLLHQSAIWQALPQQRAGR
VGLLPPAWVFGGVPSAIRFARLLEAA
>MBL3610683.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
MTRTIAAPVLLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLGARVIATPLAGAVILLLADGVTQMLGRALSGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALVLLGAAVLLSVFETLHLPGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPLGALAGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>MBL3610684.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTLFSCHALERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMGRPIGGWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>MBL3610685.1 siderophore-interacting protein [Rhodovulum sulfidophilum]AB35
MSGILPIAVKTVRDLSPSMMRLVFEVDGFERLRPTPHPDEWVSLWFPDETGALPRPLPRALAGPSGGRLPRARSRPYSLR
RINPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGQLLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGDAAQLPCPAEAFVPGRDYVWIAAEASVVAGLKRHFLGQGTTARDLVAIGYWIRG
RSRR
>MBL3610686.1 peptide chain release factor-like protein [Rhodovulum sulfidophilum]AB35
MSDREALLLSSGNGPGECRQAVGHLLSWLSTKATQYGVDLDVSTRDAAHGPASAVVVLSGARAGDLVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAATDAVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTSEDGKVYAVAVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWVLHGQLQRGEPRRIFEGRQFKEVK
>MBL3610687.1 RNA ligase RtcB family protein [Rhodovulum sulfidophilum]AB35
MGTPISGERSAARARISKFYNRATWIDGRAEEQLEQVAGWPGIMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGC
GMALFRLDLPRRRFKLDKAARRLAVLEDGADPEQALAALDDAGLTGAIGPEALGTIGGGNHFCEVQVVDAVFDPSRTDLR
KDELCLLVHSGSRGRGAGIFQGLDDSWKQGFAAESDAAARYLALHDAAICWARVNRSLIASTASEALGSEARLICDAVHN
HVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLLEVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTR
FGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSGSGLATAVARLLPLVTFKTTGVAI
>MBL3610688.1 RNA polymerase sigma factor SigJ [Rhodovulum sulfidophilum]AB35
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLPRIDRPTRWLSTVVMRLCLDHLRSARVSRETY
VGAWLPDPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGRLVDKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRRFPA
GACPPLRWINGSPGFVSVEGGVLQTTALSIRRGRIEAIWIVRNPDKLRHVCLQM
>MBL3610689.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]AB35
MTPRMNYYKAAPDAMKAMRAAEETIKDLSLPESLRELVKMRVSQINGCAFCLDLHAPAARQAGLSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDSDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQVHTLREARDAAG
>MBL3610690.1 hypothetical protein JMM60_18185 [Rhodovulum sulfidophilum]AB35
MSMSNATPVSAEMPARRPIAAREASIPAFCRNMSPSPKVFWSGGRRRTSDAEASTFPRAGLTTWFGLIERGALHVCETVL
IEGAGGVALFCLQIARAHDVRTIVVSGSAEKGAGGPVTVMASPETCVPADRRPIMHWHSNRITRGGQLRTLRALNTLLLV
SQISILSRLVSIDKERRQR
>MBL3610691.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MPASVSLSSLSWSAPDGTPLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRIGMRGSVAMMRQEALEHPEE
TVADLLGVQSALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLDEMDAIVELTSLGAAKYGGNYSAFRQQRESARAAAAQDLAHA
QKVRTEAAHRAQQAAERKARKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLTLDRVTAGYDPAAPIFEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGLKGSTPAL
ASLGRSACHGIPSSTARPRGGTKRPWKAARSSGNKSAAERWS
>MBL3610692.1 hypothetical protein JMM60_18195 [Rhodovulum sulfidophilum]AB35
MGEPVLERKVHSVRTAARELGMDPRRLRKLLVDARTARPHLDRINARVSAKDFQDALSMSRSQFDLLRKEGNFRAAIEGG
DHKPLWDVRAAHRHLESLLSGAEPIYLPMHAWDNIPTTAQSLKASPGTILKRLEVGRVRRIGRHMDQDEIERLLFRYQYR
GLRPPVLSDTRCRHATCK
>MBL3610693.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIASGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTGSRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIRDALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQIYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEVDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDNSRKASSSKAGSANSIPSDPALAA
H
>MBL3610694.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAQDRAVPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPAPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVT
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>MBL3610695.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTRDAKKQNRERRHEIMDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATD
QTQPHTERMARVISSSYDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFE
HLLFGPIVTLSMSREMFATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>MBL3610696.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPTSGRVSVTGSVAMMRQEALAHPEE
TVADLLGVQSALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIIASHDRELLDEMDAIVELTSLGAARYGGNYSAFRQHRENARAAAAQDLAHA
QKVRAEAGHRAQQAAERKARKDSAGRKSRARGDQPKILMDAAKGRAEASGGAGARLRDVRRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLTLDRVTAGYDPAAPILEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGEAQLCVPW
ALLDQHVGLLAPDRTLREVFRDRHPQASTQMAHAALARFGFRAGDAQRLADGLSGGEKLRAGLACVLGGTPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIMSLKG
>MBL3610697.1 EamA family transporter [Rhodovulum sulfidophilum]AB35
MPRPLDLLLTALAPTVWGSTYIVTTELLPEGYPITAAMLRALPAGLLLLLLVRSLPHGRWILRALVLGSLNFSLFWWLLF
VSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLIASIVGVVGVGLLVLTPEATLDTMGIVAALGGATSMALGTV
LTKAWQPPVSPLTFTAWQLTAGGLLLLPAAFLFEPPLPPLSASNVAGFVYLGLLGGAITYILWFRGIALLGPSAVSPLGR
LSPVAAVLLGWVILNQTLSPLQIVGMVLALASAWFGQKGERTPTLVAQPAQQTQGTPDSAERAVTACASLRSRLRP
>MBL3610698.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MLDISELARPSGLSAATIRYYEEIGLIRSSGRRGLKRLFEKKVGTRLALISLGRTAGVSLSEIRGLVGTEGRPDLGRSTL
SRQADRLDEQIKELTVFRDGIRHIAACSAENHLDCPRFKRIMRIALMRGP
>MBL3610699.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MPHPYTAPAKTALPKLAFPVLASVQAVLIFTITLIAAPLPPIDEEFGLATADLVLLQVACGLPYSGLLLLGGALSDRFGG
PSLFRMGLWGFGLSSLGAALSSSFEMLVTMRALQGVAAAMVAPAAVAHVAALYPDPEKFDGATARWGGISVLGAAAGTVL
SGVLTTWISWRWMFAPSCLTMFVALSLRSSLLPVVRGRMQAGRLDFLGALLALTALMSGELRAQHGE
>MBL3610700.1 hypothetical protein JMM60_18235 [Rhodovulum sulfidophilum]AB35
MRVIAMICLILGPLIAAPVLALTGRPIQTATTLLVVGPMNGLPDILHRAGGRPIGPTRAPFALLAVADDHPESFPERLKA
EGAWLVLDGAIAAQLCGV
>MBL3610701.1 chemotaxis protein [Rhodovulum sulfidophilum]AB35
MADSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTIGLQRRGGGMARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVIVHHALLTFFLPTLIYPSSGLLVDLGRLALHGTVWVAET
GGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQLNLTQKEAEQLNVMEQFSAALTKLAKGDLATRIETVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARRVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQSIASTVGTHSQGIADLKHTMGELDQLTQQNAAMFEE
TSAATTALTDATNLLSEIVAEFQNASEPDDSAPLFRQIA
>MBL3610702.1 penicillin-binding protein 1C, partial [Rhodovulum sulfidophilum]AB35
EAGVLKPETAALAARSPVPETRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVA
DHQSGEILAEIGSPDYTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGP
LPVRAALQASLNIPAVALTEALGPARLLARLKRAGARPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWR
IGAAPVAEGAPVLPPEAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFG
ADRAAPLLFDAFARFGPPEALPPPPPGTLIATNSALPAPLRHFARPGASQGADPLRLAFPPDGADLALDGATLTVKLAGG
TPPFTLLADGRPIATGLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MBL3610703.1 beta-ketothiolase BktB [Rhodovulum sulfidophilum]AB35
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLEPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MBL3610704.1 FAD-dependent monooxygenase [Rhodovulum sulfidophilum]AB35
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPAEARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MBL3610705.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALALALALARGR
>MBL3610706.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]AB35
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDLESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDARIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVSE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MBL3610707.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]AB35
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MBL3610708.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]AB35
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MBL3610709.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]AB35
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MBL3610710.1 light-harvesting protein [Rhodovulum sulfidophilum]AB35
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MBL3610711.1 light-harvesting protein [Rhodovulum sulfidophilum]AB35
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MBL3610712.1 protein pufQ [Rhodovulum sulfidophilum]AB35
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIGRAWSQARIITPMIFSA
>MBL3610713.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]AB35
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLHCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MBL3610714.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]AB35
MTEEVKYDEAHTAEVIEGTPREAGTPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLSNIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MBL3610715.1 hypothetical protein JMM60_18310 [Rhodovulum sulfidophilum]AB35
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAAAPARELEDA
>MBL3610716.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]AB35
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MBL3610717.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]AB35
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MBL3610718.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]AB35
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAESPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPDADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKIFATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVDMPRTHRPFIASVVVGGKPGAT
>MBL3610719.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]AB35
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARGAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>MBL3610720.1 phytoene desaturase [Rhodovulum sulfidophilum]AB35
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSMSPRTAMPGGISTA
>MBL3610721.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]AB35
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWSFPT
>MBL3610722.1 Trm112 family protein [Rhodovulum sulfidophilum]AB35
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>MBL3610723.1 LON peptidase substrate-binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MBL3610724.1 thioredoxin [Rhodovulum sulfidophilum]AB35
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MBL3610725.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]AB35
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MBL3610726.1 hypothetical protein JMM60_18365 [Rhodovulum sulfidophilum]AB35
MTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGQPLMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYTEVTVDFSYVSCRTGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>MBL3610727.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MSSLKKILLVDDDIDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MBL3610728.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]AB35
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLEEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MBL3610729.1 hypothetical protein JMM60_18380 [Rhodovulum sulfidophilum]AB35
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MBL3610730.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]AB35
MPTACDLVLTPTHLRFAGRRFPCSIGRGGITADKREGDAATPRGLHRIVGMLYRPDRLLPPAPWASPIGPAELWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MBL3610731.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB35
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRFHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKSDRPKADRSKSDRPRSERSRQD
ARPDRAPRPPRPAPAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRPKPEFEARPTPSPTPGPERREVLSAEAEAPKPRA
PRREADAAPVERPRKPRPGAERSGPRSEAGGPRPKEGRKDGWKDARKDDRKDGRKDDRKDGRKDGWKDGPARGPKTGPKT
GPKGGARDWPKDKRPAASDAAPAERRRADAADTSKRFERPGAPKGKGAKPTGGGKRGAPKSGRSSGNAPPRRPR
>MBL3610732.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]AB35
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MBL3610733.1 hypothetical protein JMM60_18400 [Rhodovulum sulfidophilum]AB35
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>MBL3610734.1 chorismate synthase [Rhodovulum sulfidophilum]AB35
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MBL3610735.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]AB35
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEETCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDHDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MBL3610736.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]AB35
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDTACLGLAALFLILPLAMVTLRGLPGLADLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLDGLAGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MBL3610737.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLSAAGNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGFGDRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARTIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>MBL3610738.1 cytochrome c1 [Rhodovulum sulfidophilum]AB35
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MBL3610739.1 cytochrome b N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLAGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MBL3610740.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]AB35
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MBL3610741.1 hypothetical protein JMM60_18440 [Rhodovulum sulfidophilum]AB35
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRNEDAMDELDEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MBL3610742.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MRRHSFEHDGLVFSFLDAGGEGQPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAINGDHRGVWLQSRCPALVVSGSESRICDPAELQAMAQSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEDSCA
>MBL3610743.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]AB35
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRAAGEAQVAQHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAG
>MBL3610744.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]AB35
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAPDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGLLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>MBL3610745.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MGSGLKRSRQYPGATSYFDRHGKRRWRFRKGGFSAELGIDYGSEDFIRRYEAALEGHRTRGGVGAGRAKPGSVGLLVSKW
YRSQDFLALEASTQRVYRGVVESFRQQHGDKPVHLMQLRHVQDLLAAKADTPAAANNLRKRLIQLLDYAITLEWRTDNPA
RATKPYKVATEGFHTWTEAEEIAKFIQTHPEGTEAHRVMTLMAYTGAARVDAVQLGPWNIKDGRFQYRRQKTKKSNGRLI
SIPVHPDLAAVLAKLPSDRPYISTRRGTARTAAGLGNLMQRWTREADLPACSSHGLRKACARRLAEAGATTNQIASVTGH
KTLALVQHYTAAAEREGLADSAFEKLLARPNGERNLANLPDWFANIDTKSLKGKEK
>MBL3610746.1 hypothetical protein JMM60_18470 [Rhodovulum sulfidophilum]AB35
MAAEKARITQSELTRYLKAYRDAGIPIGRSEISRDGTVVIYTATPKAQEEDNPWDQA
>MBL3610747.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEGQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3610748.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB35
PGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3610749.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]AB35
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MBL3610750.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]AB35
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MBL3610751.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]AB35
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MBL3610752.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]AB35
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MBL3610753.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]AB35
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MBL3610754.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]AB35
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MBL3610755.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]AB35
MGKAKNPRRVADNEAMAKVRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRISEDVKKCLQSAIANAEFNHRLDIDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MBL3610756.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]AB35
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGSLGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MBL3610757.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]AB35
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MBL3610758.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]AB35
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MBL3610759.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]AB35
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MBL3610760.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]AB35
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MBL3610761.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]AB35
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MBL3610762.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]AB35
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MBL3610763.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]AB35
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MBL3610764.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]AB35
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MBL3610765.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]AB35
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MBL3610766.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]AB35
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MBL3610767.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]AB35
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MBL3610768.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]AB35
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MBL3610769.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]AB35
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAIKGFEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MBL3610770.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]AB35
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MBL3610771.1 adenylate kinase [Rhodovulum sulfidophilum]AB35
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGNAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MBL3610772.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]AB35
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MBL3610773.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]AB35
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MBL3610774.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]AB35
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MBL3610775.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]AB35
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSVED
>MBL3610776.1 hypothetical protein JMM60_18620 [Rhodovulum sulfidophilum]AB35
MRPMHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYAA
>MBL3610777.1 autoinducer binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MBL3610778.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]AB35
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MBL3610779.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB35
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLSGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MBL3610780.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]AB35
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MBL3610781.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]AB35
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTILVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MBL3610782.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]AB35
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MBL3610783.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]AB35
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAVEALDALLAVDGMELGIATGKSRRGLDAILASHELGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>MBL3610784.1 ATPase [Rhodovulum sulfidophilum]AB35
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPSESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>MBL3610785.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MBL3610786.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]AB35
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MBL3610787.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSDAPSHDTAFVRDAMLPPAPAPASSAGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTVSSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVLYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGCAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASAQLQAVLPLGIEPVSSRSFGGFMLSVTIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MBL3610788.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSDPVIDPSRPAVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSDRTRLFLSQILGH
>MBL3610789.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]AB35
MTQSDILIRAPRPGDHARLSAIWYTASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPMGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>MBL3610790.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MBL3610791.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]AB35
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MBL3610792.1 acetylglutamate kinase [Rhodovulum sulfidophilum]AB35
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MBL3610793.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MBL3610794.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]AB35
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MBL3610795.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]AB35
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAAQLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGQKLRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MBL3610796.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]AB35
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MBL3610797.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]AB35
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGEPPGG
>MBL3610798.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]AB35
MSPLSRLIALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKH
>MBL3610799.1 ribonuclease P protein component [Rhodovulum sulfidophilum]AB35
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MBL3610800.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]AB35
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MBL3610801.1 TVP38/TMEM64 family protein [Rhodovulum sulfidophilum]AB35
MSRTRPQRPRRRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>MBL3610802.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MAPMKTDLCIIGGGAAGLSLAAGAARMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVLPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGEVIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AITVETADGLLEGSHLLVAAGRQPALERLDLPAAGVEADAAGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGSTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MBL3610803.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB35
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYADAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MBL3610804.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAASRPLRLPPGTVGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTAR
LPAYAECYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAETGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKP
>MBL3610805.1 hypothetical protein JMM60_18770 [Rhodovulum sulfidophilum]AB35
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MBL3610806.1 hypothetical protein JMM60_18775 [Rhodovulum sulfidophilum]AB35
MAETFTRSFGRFHAEVSPAEARLVIRDDCKDVIRLFGRDLVRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLTNDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKPVEEPADKAFREAVAE
LVDCAMKEGKVDGRHEDTAGPNALWKAV
>MBL3610807.1 hypothetical protein JMM60_18780 [Rhodovulum sulfidophilum]AB35
MAEIQWPREIWAAQSDPDDANGRHVFSVHATIPRFEGDSERDCAFHRYVDGDIVDSADRYRREMLTALRARAEAAEAECD
RLRAEVDQLREGARRYRWLRSRDLETIHTGGVFAGKTPENIALNLEDLDRAIDFASHHEDRSDG
>MBL3610808.1 hypothetical protein JMM60_18785 [Rhodovulum sulfidophilum]AB35
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3610809.1 hypothetical protein JMM60_18790 [Rhodovulum sulfidophilum]AB35
MSIMEAIAPPPDALAEFVAEWRRASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>MBL3610810.1 hypothetical protein JMM60_18795 [Rhodovulum sulfidophilum]AB35
MAAILAIAPQIADRLAAEAAVARAQANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3610811.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3610812.1 hypothetical protein JMM60_18805 [Rhodovulum sulfidophilum]AB35
MATTPYLLQRGSTWSWRRRVPEFSTKTRHWQLSLRTTDRSIACIIARRLNHECDRMLDAITDGRLTPAQAKAWLTSVVRS
ELDRIERQRMISRMDPVGSSEEDRRLDWATARAWSHLASKGLHPELSDHDRRTVLKEGSSETDIASLETMLGVLSRDVLS
EAGVNKMLRTARESIQAATGETLNPAAETILSLYGNCCWPERPLPGPRPTVGKIQAWSKRAPLRGKSSTAPRPRSSKRAS
LFPSRRKPL
>MBL3610813.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MMDEPAAFDPMPGRVDRLAPGVRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSGAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMG
NHLCLAWSGLDAEGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRA
RGARLLELLSEAPATPAALARAIYTDTSPALLPAATRNVLAHLIELRDKSLAVAEGGAVTEAVWRLV
>MBL3610814.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]AB35
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDRGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLHLRPGTLVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MBL3610815.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTADW
RESFLEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>MBL3610816.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRSWRPFRWRNGILTVLATFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEA
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDIARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MBL3610817.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]AB35
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MBL3610818.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]AB35
MAESAFPRREPVTTEPRLARWSLIGAVLALVGILLFAPLATVFAEALAAGGAAALASLGSPDARAAIGLTLTVAALSVPL
NAAIGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFP
FVARELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMI
EMLYNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MBL3610819.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEIIRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MBL3610820.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]AB35
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVEAQD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDVIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAKAMLEALRGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>MBL3610821.1 nitroreductase family protein [Rhodovulum sulfidophilum]AB35
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>MBL3610822.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFIVFAGVILASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFIMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>MBL3610823.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]AB35
MAGGWARDGAVNDQIDASIEDELNRMKAERAPQGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>MBL3610824.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB35
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>MBL3610825.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]AB35
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAIWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVTLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAEVLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPV
>MBL3610826.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]AB35
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MBL3610827.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]AB35
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MBL3610828.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]AB35
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MBL3610829.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]AB35
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSVASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MBL3610830.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]AB35
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPAAGVLKE
ILAAEGATVEAGGQLAVLSSGEGAAASATDDKPAAETSKASSGKDVEDAPSARKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPASSRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>MBL3610831.1 MAPEG family protein [Rhodovulum sulfidophilum]AB35
MPPELAALAATAFIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MBL3610832.1 MAPEG family protein [Rhodovulum sulfidophilum]AB35
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSDQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MBL3610833.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]AB35
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MBL3610834.1 hypothetical protein JMM60_18920 [Rhodovulum sulfidophilum]AB35
MRNTLKTFGSVAALGVATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVVFGSAAVSNLAAWGDSNVGNERWNATISGLTQIEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MBL3610835.1 hypothetical protein JMM60_18925 [Rhodovulum sulfidophilum]AB35
MTMQMALFASATGLVLAVSGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTISRVNSAPNTAGGALDTTATTDL
GDSGVTVTRDVSGGALFNGEPTVVNGLPNLKVSFGIAYGGR
>MBL3610836.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MBL3610837.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]AB35
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAWGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MBL3610838.1 TIGR02300 family protein [Rhodovulum sulfidophilum]AB35
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MBL3610839.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEVQSGGDALPWADRAAYAERMLERDLRAHRAAQALSGPV
IFDRGIPDILGYLTLCNLPVPPHVATAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>MBL3610840.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPEPRRLLPVSIIPFPDRSIQTIRYCMAIAQSSSPLAQLLVHCRRFADANAGPDGSAPTPARGLSVVRALHPGELMVAVQ
KPVIAMLLQGRKRVTTLGASFEYAPGEAMVIAADIPTVSRIAHASIAEPYYALVLELDPAILRALRPAVSVRSGKAPPVR
VEPIDAEVIDASLRLARLLDRPEALSVLADGLLRELHYWLLMGVHGPAIAALGVPDSHAGRIARAVDILRREYARPIRVE
ELAQAAAMSEPAFHKHFRAITTLSPLQFQKQLRLIEARRLMLSEGAKIAQAAHMVGYASVTQFTREYGRLFDAPPGRDIR
IANAVA
>MBL3610841.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MSKIALVTGANRGLGRNTALAIAERGGDVIVTYRSNAGQAQEIVTLIHEMGRQAVALPLDVADTASFPAFVESLHSELRN
IWGRDSFDHLVNNAGHGEFALIEETTEAQFDGLFAVHVKGVFFLAQTLLPLLADGGRIVNFSSGLTRISFPGFAAYSAAK
AAVEMLTVYMAREFGARGITVNTVAPGAIETDFGGGLVRDNAEVNAQFAGMTALGRVGLPDDIGPMIASLLREDNRWVTA
QRIEVSGGQTI
>MBL3610842.1 hypothetical protein JMM60_18965 [Rhodovulum sulfidophilum]AB35
MRMLIVTLIGAAVAGCIPQSRRAQIDVGGGASVALIVSPMFGWHSDWHRKLSIKAPKGSLEIDLFEDTGWWRGSNLYRHE
SGLYVLHEGQAGCIIFSVSPPKVVNDPAISCDKSNQTVPGGTVKADTSSQGFPASRFYRDFQYIGQFVETPHGQKPISFI
GADKQPEAEPSDIL
>MBL3610843.1 hypothetical protein JMM60_18970 [Rhodovulum sulfidophilum]AB35
MSNFIFDDSKRFSGNCTAFVESVKDIDPEMAEILEANWAKLLPVVRDGERVSKARTTFNEAIAVALDEILTRDAETEGE
>MBL3610844.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MMPRYFLRRLKVEGFRGVNNQGNPLDIRFKPDAVNSVFAVNGIGKSSIFESLYYTVHGTIPKLDDLKNHERPQDYYCNRF
HSGNKAMIEVELEPDDGGAVVSVKVERDAAGNRTVTSPSGHADPEGFLGTLNEAFALLDYRTFSRFIEESPLERGRTFSA
LLGLSEYSDCRQALQAVSDTRVMNTDLEMKVLATQIAGTQRAVQQALAALRSTFEKVTGKPLEDVDRLDQYATEVAQALG
NVELLKEHFDGKTLEKIDFDAIKEAIKTAEGGAKRKELETAITDITALETLAAHDAAAIGEEQKKIKTLIAERDALLTAT
RGDLFEKLYSAAQDVVESDVWPHDGQCPLCESELKTSISTHIKHQLTQYAETAAKAKELGELWEGSAWRDCLSDHEVAKA
LGVDAADRILARLDSRMKSGEVTETEAAAAVTRTSELVALVPGSLEKAQKKKIDLEAELPASLVQLTEQVEYGRQFKDAL
DNYKQGRVEEAEQQGRLDIREKWKTFISKASSRFSAAEAAMSKAKINDIDAEYKSMYKDIMQVGDVVPDLQRAGDKEDLN
VELSDFHGQRKLSARALLSESYRNALAISVFLAAAMKHSGAPRFVVLDDVTSSFDAGHQFYLMELIRTKLQYSQNADGLQ
FIILSHDGLLEKYFDTKGGTAAWHHNKLQGSPPMGDILHQAQGTDRLKTRITTLLSAGQISEAEPIVRQYLEYKLQQIIR
KVNIPVPLDFAIKDTSKMVSNCLDAIKEAIDLHQRAGSLVLEAQQVQDVLNSHVPVIISNWVSHYATGGSSSFSAPVLNG
IIVSIDDLADCFKYDDTSVSPKQRKWYKSLSRR
>MBL3610845.1 hypothetical protein JMM60_18980 [Rhodovulum sulfidophilum]AB35
MAVPRNYLASSGDCIIIVSGERGERVHHAELLEMMMRSRSLAEVRRRFHGSRSNLLKTLAHFGYDFDMLLREQFQEGHRD
AQLARLHRVDQKWIAEKRRALGFASHKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSD
RPRPAVELTDAEGLVRARSAADRVGTKTGYSSHEMKTFFDDGWEASS
>MBL3610846.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MITVSMPHTVNPAHERLKMELRLRGKSIASVARELEVPRSTVTLVSQGLRRSSKIEKALADAVGTTPAELFPDRYPAEES
SAARKT
>MBL3610847.1 TnsA endonuclease N-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSDGRPARHIFDFLITKTDGERIAVAIKPMQRV
MKLNFASELEAVSAAASKSLADRVLLVTDQHIDRVAAAEAARTLAWSRPSLTEVTA
>MBL3610848.1 transposase family protein [Rhodovulum sulfidophilum]AB35
MTLRFRFSKSDMITTAGVAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVEV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTRESYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWVRAYQSASGSPLALIPETHRSGNRTRIWCPRSEALMNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAM
VVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSSNGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNF
EMGRRWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQIFEDKTPLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQA
TVASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLLAGRTFFDTVDRGDYPSEMLACLCDDDLIKILLTYIVDIYHNQ
PHGSLNGETPNAAWKRLVSEHGTPPVPDGLTLRKAFGRPMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQ
DIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAVRHAHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTD
VEVGRADAALRYPLRSDAQRLGRVPPSNDLLNDAISITPPRGKDKSEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>MBL3610849.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]AB35
MMKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAISHLLAQEGQR
LADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELD
SVTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTV
>MBL3610850.1 hypothetical protein JMM60_19005 [Rhodovulum sulfidophilum]AB35
MKTIKPTQAVATILSRYQRRRNCQVPVTVTDVYADTIARVCGDDVDLDPVERGLIHLKRQKVISGGRLVTLLARHQREIR
PE
>MBL3610851.1 ETC complex I subunit [Rhodovulum sulfidophilum]AB35
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MBL3610852.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]AB35
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>MBL3610853.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]AB35
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEVAAQFPGGVIAAFRNFENVFVELEGADRVRDFV
PDLAAIAGLGPVGLVVTGREGPGGRADFVLRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>MBL3610854.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]AB35
MMIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGM
IANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMRA
ALPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYL
HDALAASAALDVGHGHGPVHHFHALWSDHPAM
>MBL3610855.1 NUDIX hydrolase [Rhodovulum sulfidophilum]AB35
MPAKGQDRNAFLPLPAAAYEAALPSHSIPERPIPAAIAVVIRAKQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRE
LAEETGIFAEPLRVFTAVDAFDREASGALRRHFILIAILCRWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAA
QAAMLMQEMQS
>MBL3610856.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MQTDDLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MBL3610857.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MICLRSSSRQAPGLFPGIGAISVAVLLLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGVASGVTRWV
WVRSLCLALMWGCYYAGLPGLSFSIAAACYYTAPIWMAVLSFFLLGTGMGARGGWAVLLGFAGVLTILRPGLDALSPVVA
LPLLAGFLYALAAVITQGRCRDVPPISMALNLNLVLVLAGAAHLAVLLWLGAGDEAGVLMSVWPGLGMHGWVLLIGLGVA
LAVITALVAFAYQRAPVPVIGLFDNGYLVFALVWSVLLLGERPDLVDLLGTVLIGCGALLASRRPTGGGEDAWSPRAQPR
RV
>MBL3610858.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MBL3610859.1 cytochrome b/b6 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLIWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYRKWKGENLVTPMITGRKKIRKKP
>MBL3610860.1 cytochrome c [Rhodovulum sulfidophilum]AB35
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>MBL3610861.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]AB35
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MBL3610862.1 amidoligase family protein [Rhodovulum sulfidophilum]AB35
MDGITQLVPRDRFLPLRPRETHAGAPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>MBL3610863.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]AB35
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MBL3610864.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]AB35
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MBL3610865.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAAAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MBL3610866.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]AB35
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGASADPSQPVLAALNLADTPATDAAGGALFDRAEPTA
EPVAPEVEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MBL3610867.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]AB35
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPKMAARSMYLRARLIACELSELGIDVDCAPVADIARPETHEILKNRCYCTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTAGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARAAIAAGCDAVLHCNGDMNEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKIAHG
>MBL3610868.1 segregation/condensation protein A [Rhodovulum sulfidophilum]AB35
MAEQGTDPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MBL3610869.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]AB35
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>MBL3610870.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]AB35
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>MBL3610871.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]AB35
MQKDWPDILGGLVLATLGATAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHGGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MBL3610872.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]AB35
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMKSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>MBL3610873.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MBL3610874.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MBL3610875.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQQLGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MBL3610876.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MBL3610877.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]AB35
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MBL3610878.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]AB35
MDQPIPPSEKSAATPPGTEEKETAQAAPPPVDKPAASVSAPLRSTPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTARIAHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>MBL3610879.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>MBL3610880.1 MATE family efflux transporter [Rhodovulum sulfidophilum]AB35
MTSAQSLSLPAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKFGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPGSPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMARFWSRDWVPAAP
>MBL3610881.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]AB35
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLKAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLN
>MBL3610882.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MBL3610883.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]AB35
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPEVFAPLVAELA
ARPAPS
>MBL3610884.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSNVSYNLKKLVEKGYMH
HQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQIRYIY
>MBL3610885.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLGANKFDDNARCKAFFCSLPGELVDHFCAEMARDPGAFVETASGFSDVAETMERKLPRKLQTMAVGQVSPRPGSPPRAT
DLSRCSGSDPTSSAPSA
>MBL3610886.1 hypothetical protein JMM60_19185 [Rhodovulum sulfidophilum]AB35
MIDLHLGSDTNGQRIDRDLAGHALPRLRSVIRGAVGIQIERRLPEGATFGQQSFAPYRWRCSAPPDADRSGATCRPLRPV
PPGYLITAQERISLWSSMPLHSKIASATGAEGMCGKAACT
>MBL3610887.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]AB35
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>MBL3610888.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MKIRYLHTMVRVKDLQASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MBL3610889.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]AB35
MPVTEDQLAEIEAQRAETAPTRRVVAPGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMDCIRRMLKGEAVTQETSGMSKGEWREFEAVLAPAGER
>MBL3610890.1 hypothetical protein JMM60_19210 [Rhodovulum sulfidophilum]AB35
MDIPKASENIYQQQYQMGRFVKEYFPERVAVNDLGWVSFKNDLYVLDLWGLGSEEARKLRNNDVWKPDDLASISRRHSVV
FAMSYREWIPDVPKNWEHVATLETSQITSASPFVFFYLLDLTKRKEMENALERFSETLPEGATLHMVSREANPL
>MBL3610891.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPEDSRSNRP
>MBL3610892.1 TolC family protein [Rhodovulum sulfidophilum]AB35
MTIRTSFAAVIGCSLLWVAGCGGPETPADQRLDALRDDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRNTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLADIGLDDDTE
SASLRSERNSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MBL3610893.1 biotin/lipoyl-binding protein [Rhodovulum sulfidophilum]AB35
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VAHPLPVRFDYAAQLADLASGTISVFFTLDAPAVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MBL3610894.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]AB35
MTTDAPRRLAPLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTR
DWEFGDTGLGRDTVLTFGIDGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSLTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MBL3610895.1 hypothetical protein JMM60_19250 [Rhodovulum sulfidophilum]AB35
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTAILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFSVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEVDTGDDATATLGL
VGLTVESFTTALFSVVVTEADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLE
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAGDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFTNIADTFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQENDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDIASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLDWVNSELSQAWEGAALELTEDGALVFVLPEATSTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGE
MTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSKTEDTGLNLLFGSYRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEVEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGSLALTATGYDTALSYDTIAFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDLTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDISLPIVGDSIGVGVTFFEEFRMLVLEDALEYASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFDVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTVFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGVFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGVEARFVAQIEVGYDLGGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGVTVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDG
DILEALGYIFYGEASFGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDIFIEAFSSGDVTAIEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVADGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTILGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASDMGDDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIRGDSTAADGNDTITVGNDDGTSS
VDDLKDIVIGSLGDDTLAAGDGGLVVLGDGGTITTDPTALNALRTYVPLGPDPSDDDVAADLKARNLISALAASVVSTPN
EDDGDDIVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQITTGSGSDVI
VGGEGSDKIRAGVGDNAILGDNGTLTRDDTGDTLSLSLESSYLRTDGDDLVFTGSGYDAAVLGGGDDTAELGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGNGSNAVIGDNGHLKIDEDGIELTSADPSVGGN
DKITTGSGNDAVLAGVGSDTVNAGNGRNAVIGDNGHLKIDEAGIELTSADPSVGGNDKITTGSGNDAVLAGVGSDTVDAG
NGSNAVIGDNGHLKIDEAGIELTSSDPSLGGNDKITTGSGNDAVLAGVGSDTVDAGNGGNAVIGDNGHLKIDEAGIELTS
VDPSLGGDDKITTGSGNDVVLAGLGSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDDDVVIGGTG
ADTIVLGDGDNRALGDSGYYRSQGELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAALGDGDNRAIGDSGRIVWSATEI
GTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQVVARRVVTKDVAHGGGDVLTTG
KGDDVVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGAGADIVMGSQGNDRIEVGEGED
VALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAMAG
QSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTNFA
YRTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRA
QQDDSIGSPLDLILEEMDAANEGRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQALEA
AIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MBL3610896.1 DUF3467 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDEKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>MBL3610897.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSVALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDPIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MBL3610898.1 hypothetical protein JMM60_19265 [Rhodovulum sulfidophilum]AB35
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGSEELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALLLGIRSDWAIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGSRPREPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPISGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSAREIAGLTLTAPADGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AARFREAQMADRSGI
>MBL3610899.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]AB35
MKDKGIRPPREGRRLPRTTGSRHNFGIAPNLLRRTFKASEPDRIWLADISHVPTDEGWLSLAAVRDMTTMEIVGWSMSER
LKGSLAVYAMRMALRNRRPAPICHSDRGIQYASGDYR
>MBL3610900.1 7-cyano-7-deazaguanine synthase QueC [Rhodovulum sulfidophilum]AB35
MKTLVICSGGLDSVSLAHITANEHQLTRLVSFDYGQRHRKEVDFAEAASRRLGVPFHLIDMRGIGAVLSGSALTDDIDVP
DGHYAEETMRITVVPNRNAIMLSIGFGIAVAQGDEAVATAVHGGDHFIYPDCRPAFTRAFDAMQQAALDGYAEIRLHTPF
VEHSKAEIVRQGARHGTPFAQTWSCYKGGEVHCGRCGTCVERREAFHLAGVSDPTVYADPDYWTEALAARGQS
>MBL3610901.1 6-carboxytetrahydropterin synthase QueD [Rhodovulum sulfidophilum]AB35
MFRIRKEFHFSASHQLPHLPEDHQCARLHGHNYILVVELAAETLNADGFVRDYHDLKPLKTYVDDHFDHRHLNDVMEGPS
TAENMARHFYDWCAARWPETSAVLVSETPKTWAEYRP
>MBL3610902.1 7-carboxy-7-deazaguanine synthase QueE [Rhodovulum sulfidophilum]AB35
MTLRIAEIFGPTIQGEGALIGEPTVFVRAGGCDYRCSWCDSLHAVESRYRHSWATMTSETVWEQVRRLSGDRPLTVSLSG
GNPAIQDFGSLIAMGRAAGYRFACETQGSVARPWFADLDTLVLSPKPPSSGEEVDWDAFDACRNLGVGARQQVMKIVIFD
ETDYQWARDVHARHSDLPLYLQPGNTEVNPAAPVDLQALADRLGWLIGKALADGWFAPRILPQLHVLIWGNKRGV
>MBL3610903.1 NADPH-dependent 7-cyano-7-deazaguanine reductase QueF [Rhodovulum sulfidophilum]AB35
MSEDIYSNLKQLGGATRIPTSPEEAELERVANPQADVTYNVRFTAPEFTSLCPMTGQPDFAHLVIDYVPGLWLIESKSLK
LFLTSYRNHGAFHEDCTISIARRLVEFLDPQWLRIGGYWYPRGGIPIDVFWQTGPLPKGAWIPDQAVPPSRGRG
>MBL3610904.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MASVRDFLESSPVATAAATLDLGGGRCVTVWENRNDRVSCEAPRGHAFSLYLAGGTGTRRLDGAGASGWPGAVCVFPDGQ
PSEWEITTPHRFAHLYLPDDRLRADFARTHDCDARRLDVPEITFADMPHLAAPLAALARAASAGDVLLADTALSEIVAQL
GARKVPLRGGLSPHILRRIDEWIEAHLDEAIRLSDFAALAALSPFHLHRMFRASRGIPLHAWITERRIDRAKSLLRGTDP
VLEVALACGFSSQSHFTRTFKSGTGTTPAAWRTAIKG
>MBL3610905.1 DMT family transporter [Rhodovulum sulfidophilum]AB35
MTTPVLFAATILIWGTTWIAIAAQVGAVPVAVSVFYRFALAGVLMLAVLAALDRLRSPAVWRFVVVQALCLFCLNFLGLY
TATSLVPSGLVSVIFSLASIFNAVNARIFFGDRISRQTVLAGALGVAGLACLFWPDIDITAGASTLRGIGWAVLGTLIFS
WGNMASRQNTHLGITPMTANAWGMGIGALCLLAILFATGQPLVLPRGGIYWTALVYLSVIGSIIGFTTYLMLVGRIGSAK
AGYATVLFPIVALTLSTLFEGYEWTALSILGVILAGLGNVVMFRRR
>MBL3610906.1 IS1182 family transposase [Rhodovulum sulfidophilum]AB35
MAGFIDGIDRDQVTLFPDRLEDWIGEDHLVRVVDLFVEELDLPALDFERCVPARTGRPGYHPAVLLKLFIYGYLNRIPSS
RRLEREAGRNVELMWLMGRLAPDHKTIADFRRDNGSAIRRTCAQFVELCRRIGVLRGACVAIDGSKFKAVNNRDRNFTKN
KIASRLAHLEADVLRYVDDMARIDRQEEGEARADKVAHLARRYGRIRQEIARLKAMEQALTESPDGQISLTDPDARAMAT
SALHSGMVGYNVQTAVDTETHLIVAHDVTNQGFDRDQLSPMAAAARKALRRDDLHAIADKGYFSGSQILACHQAGITTTV
PRPETSGNRGKGIYVKADFAYDPARDAYLCPAGEELTYRYTREEDGLRVGRYWTNECQHCPIKQRCTTGKERRITRWEHE
HLVDAMRGRLCGEADPMTLRRCTVEHPFGTLKAWMGHAHFLTRRLKNVSTEMALNVLAYNIKRVVALIGIRGLMRAIAA
>MBL3610907.1 ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTYETPVYFSIEEVYRYIANMNREVIGRLEGENKPKLSDGTLINDRKDHYFDISCTFVPPSTANATKATVGSFNGEFNRF
VSRLETKLSDKRLRFLLQTTKADGSYFKTDDFEHIMKQFIGYLNQANVTIVDLSGIPFEVLSITVILVSRLIFDFCFHYS
KLRQGQEVLNDVPVMIVCEEAHNYIPQRDDAAYRSSRKSLERIAKEGRKYGLSLMVVSQRPSEVSETIFAQCNNFLALRL
TNDTDQNYVKRLFPDNSNGITNILPNLAPGECVVVGDAVLLPAVVQMSLPNPEPQPRSVCFHKEWQEPWRKFTFGDVIAR
WRRE
>MBL3610908.1 ATP-binding protein [Rhodovulum sulfidophilum]AB35
MSTNSIGQVLSCSPEAIIVLVDGLQVFEGRKAALQVGRYLRIAQGNNDYTVATIQNVRGILTNDADGKPKWQFHIQCQAV
GTLVDDRTFERASVLLPVPTEPAFPAEKDTLDKLFAEDANYQFPLGMLSLNKATPLRVHGDRFFSKHITIVGSTGSGKSC
AVARILHDVVGIADGANSNLNKQNNSHVVIFDIHDEHTDAFTLAEEQSFTLNRLDIDTLRLPYWLMNSEELESMFTESNE
QNSHNQVSQFKQAVILKKDETQPGN
>MBL3610909.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3610910.1 methyl-accepting chemotaxis protein, partial [Rhodovulum sulfidophilum]AB35
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSALGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMGEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDAKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAR
>MBL3610911.1 hypothetical protein JMM60_19345 [Rhodovulum sulfidophilum]AB35
MGLLPEAGARLYWSAIGAATVPLLALALWQVARVTAIDGPARLLRACWVTLGVSIGGTAGALYVGQPSVLVALGICLVHL
GLRDSRAAVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARTKGLLAGLVLLAAAALTLVDPKVFSDYLHALKVHAGSAA
SKLARAELLYGLPGLLDWGQSHPRGIAILAVALVTSAAAGRALARRRPAQCDWSIPMLAGACLAGAFVSAHKGYDFAIYA
LVLALAARLPRTVQALLLVPVLLIWRPALLDLLPVPGTANHVVLLDVVLACSAGFLLLYGLGQRARSQQSRAAAPVVPRI
>MBL3610912.1 hypothetical protein JMM60_19350 [Rhodovulum sulfidophilum]AB35
MPSESAFLPRHRQIFFTFLSIFLVMLGCGVTIWKVVFADGWSRHLDTAWLIAGTDCLFKGMSP
>MBL3610913.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]AB35
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MBL3610914.1 YcjX family protein [Rhodovulum sulfidophilum]AB35
MTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPDNTVPRFDYE
AHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAEWAAETLGRL
DRRPGSDGFVAALAGIDPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPLPVPGGSTPR
GSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAWLTRFLTGKR
VEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVRGTLMSTGRQ
AALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MBL3610915.1 TIGR01620 family protein [Rhodovulum sulfidophilum]AB35
MTRRPVVFDLEDEEKVSARPARNSAPRPDPFSDPQEDEPPRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAERRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGGVGSIRLGRAGMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MBL3610916.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]AB35
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MBL3610917.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGK
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MBL3610918.1 hypothetical protein JMM60_19385 [Rhodovulum sulfidophilum]AB35
MNISMTSSALTGLGAARQSPTPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRSSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MBL3610919.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]AB35
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKGPDAPLFRGARGGALNPRLVARAMEDA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MBL3610920.1 DUF484 family protein [Rhodovulum sulfidophilum]AB35
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLEDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MBL3610921.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]AB35
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MBL3610922.1 primosomal protein N' [Rhodovulum sulfidophilum]AB35
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDAVPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGVSRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGIWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MBL3610923.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]AB35
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MBL3610924.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MBL3610925.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]AB35
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPVLAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAT
>MBL3610926.1 adenylate kinase [Rhodovulum sulfidophilum]AB35
MRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDPLV
SWFSHVVFLTLPPAQRLAQLRRREHLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPAIRLD
ASAPPAALVETAIAALDQTVGAA
>MBL3610927.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]AB35
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTHTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>MBL3610928.1 hypothetical protein JMM60_19435 [Rhodovulum sulfidophilum]AB35
MLAFEWNFLRKLRTGIGEPIYENFVMKMLKITKIKARPFQFLGSVGKYWAGRICRATLRLFAARGLFLLRGFGFRGIFFS
VFGARARGCLRRRN
>MBL3610929.1 radical SAM protein [Rhodovulum sulfidophilum]AB35
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYGSVLRHATAVSGARVVRDLRRK
VVAARSPASARAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCSVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGSGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDRYPNRIVPMMTGRGCGWGVCT
FCSDVQTTSGRTFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLGTGLMDHENETFRSAGHRSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>MBL3610930.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]AB35
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAIYEGQFRADMPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDIYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPAAPNAPLPAD
>MBL3610931.1 NAD+ synthase [Rhodovulum sulfidophilum]AB35
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYDDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMATALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
MLDRILEGLVDEARSVEDLVAEGLDRDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MBL3610932.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]AB35
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDQAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MBL3610933.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]AB35
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVAWGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>MBL3610934.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]AB35
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPDRFAAVSE
AAMIPADKAQFFFTPTVVNTGAELVLFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFLEDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLSADFANHYVWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MBL3610935.1 metallopeptidase family protein [Rhodovulum sulfidophilum]AB35
MTDPTRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MBL3610936.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]AB35
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MBL3610937.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRDAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3610938.1 bifunctional DNA-binding transcriptional regulator/O6-methylguanine-DNA methyltransferase Ada [Rhodovulum sulfidophilum]AB35
MIETTIEQDARWNSVAARDAGADGNFVYAVKTTGIYCRPSCPSRTAKPQNVRFYETPAEAEAAGFRPCQRCNPNGQSLAE
VNATLVAEACRLIEASDEMPKLDELAARIGMSPYYFHRQFKAITGLTPKQWAAAHRSRRVRAELTDQTANVTGAIYGAGF
NSNSRFYEQSNKVLGMTPTAYKNGGKDAEIRFAVAQSSLGAILVAQSAKGICAITLGDDPDELVRGLQDLFPKANLIGGD
AGFENLVARVVGFVEAPQIGLDLPLDIRGTAFQERVWQALRQIPPGQTASYAEIARRIGEPKAVRAVAQACGANKIAVAI
PCHRVVRNDGALSGYRWGVERKKALLEKEAQP
>MBL3610939.1 2OG-Fe(II) oxygenase [Rhodovulum sulfidophilum]AB35
MSGKDYIPKPSAVTSARNRLDKYDWETLAGEMNGYGCAVLPGILTQKECADLAALYPREEHFRSHIHMARHGFGKGEYRY
YKYPLPDLIGGLRTALYPHLADIANGWNERLGGDQLYPKEHADFLRQCHEAGQVRPTPLLLQYVPGDFNCLHQDLYGDLA
FPIQVAFLLSEPGRDFTGGEFVLTEQRPRMQSRAEVVPMRQGDAVAFAVHNRPVRGTKGDYRVTLRHGVSRVRSGMRHTV
GIIFHDAR
>MBL3610940.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]AB35
MFLLEGKVAVVTGASSGIGRAVARMFAEHGAAVVLVARRQARLDEVVDEIRSKGGRAYASAGDIGLAEAHERAVADAIRE
FGGLDIAINNAGTVGPAKPLAEIAPEDWQHTLTINLTAAYLGARSQIPAMLERGGGSIVFTSSFVGTSVGLPGMAAYGAS
KAGLMGLVKGITADYAARGIRANALLPGGTDTEMAGDQSQKDWAAGLHAMKRIAQPEELASVALFLASPMASFVTGSALF
ADGGNSAVK
>MBL3610941.1 hypothetical protein JMM60_19505 [Rhodovulum sulfidophilum]AB35
MAAAGKYGRLRIGIHALIPDSFLAGLVAQYRAEHPGSEVEVTEGTGCDAVMQLREDRLNVAFVIGKLELPGCHTRPKRTE
PLVAVLPDGHALPDNRQPLGPIWSARPSLFVMAAPACRCRTISFCASQGAGLSRRSCAST
>MBL3610942.1 hypothetical protein JMM60_19510 [Rhodovulum sulfidophilum]AB35
MAGQGFGIAIVGAATALLPTTGVIFLPFTDEAEPVAFTAVWSAFATPKTCSTSRAG
>MBL3610943.1 TrbC/VIRB2 family protein [Rhodovulum sulfidophilum]AB35
MIRTPMRGYRFAAAAASTLAIGLMLAPAAHASGSSMPSEQPLQQILQSIEGPFAKTIAVIIIFTGLSFAFGASSFFPSFF
SLDDGRCGIPIGTIPNLSS
>MBL3610944.1 hypothetical protein JMM60_19535 [Rhodovulum sulfidophilum]AB35
MPLDAKNFPLVWMSYDEEPDHDHDDDFEALEACFGRGAPFVILTDNAPAEDHEHSQEEKRRTALWMKTHKAELRALVLAM
IVIEPSATKRLAFRSFGVAFAKFWGHPLRLASSREEAMEIAGKLLSERAGSATA
>MBL3610945.1 hypothetical protein JMM60_19540 [Rhodovulum sulfidophilum]AB35
MIDNTPVKLAFAWLIPAVGAAIFVTIQCFSYLNGYVSSGGTMQAMTFGPVALWGVSIFYGGWVVPPLLALAGRRATDWAM
LVLGGLLFLMSTLAGVSDGLRDGGHLVGLELLAVTLPGAVALIMSWRHIRSN
>MBL3610946.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MYLDVRRDWLSHVDEVPRALVAASAVANLGALEQSPRHHHKKAQLLFTVRGVINCEVEDAVWIVPPQCAVWIPGGLLHTV
FGSGEVECISLFIDPPEAPNLPTECCTVTVSNFLRQLLMRANALPDLYDIDGPDGRIVSVIFDELAVAPVEDLRLPIPGD
PRLKKLTDLLIAAPADHATVAEWASRIALSERSLSRLLAKEVGMSFGRWRRQLHIVLALRQLSTGQTVQAVAMDLGYESA
SSFVTMFRKMVGKPPSRYLLERRRPVLHDRREG
>MBL3610947.1 SUMF1/EgtB/PvdO family nonheme iron enzyme [Rhodovulum sulfidophilum]AB35
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEAREAL
PPDTDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIEEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGSRLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTKDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MBL3610948.1 ABC transporter permease [Rhodovulum sulfidophilum]AB35
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGRGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLAARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MBL3610949.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MGAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLDPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGREAA
>MBL3610950.1 VWA domain-containing protein [Rhodovulum sulfidophilum]AB35
MSPFRLRPALSAFAIVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHEAPDGPETSRYPAFQPLYVFARQEGWIEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>MBL3610951.1 hypothetical protein JMM60_19575 [Rhodovulum sulfidophilum]AB35
MALKIRPDPRRPSGGYAELSAEARALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAETSTEATADTKGLLTGKLPDPGPEAPPPAAPAEDPAP
EEKRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEATRRLERLCPDLRA
ASDTLSRSAAEEYCRP
>MBL3610952.1 hypothetical protein JMM60_19580 [Rhodovulum sulfidophilum]AB35
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPENGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGSADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVVDRAAFFAILW
GGHGALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDREAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSTEARANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>MBL3610953.1 virulence factor SrfB [Rhodovulum sulfidophilum]AB35
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRLRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MBL3610954.1 hypothetical protein JMM60_19590 [Rhodovulum sulfidophilum]AB35
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
TLPASAPVATESAPETGAAPVEPVAAANARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTSGPDSFRLLIRDAGSDVLQEGSLTR
QGESWTTTINYPGLP
>MBL3610955.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB35
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRGAHVAATLG
RFLPLAAAPPLSATEAMARRADVPTDTPPETDGSPSPAAGATVAPGPVPPEPAARAWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRSPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDLANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLDFLESA
ALTPATVTRPCQPQLLRPVAPPASAGTQAEAAAGVPDFNLRPSSNE
>MBL3610956.1 hypothetical protein JMM60_19600 [Rhodovulum sulfidophilum]AB35
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAEAAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPTP
APEPAAPPDRAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGGASCVNFQPETGGRGEVRLRRRTEDQ
>MBL3610957.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB35
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGAGVPSFNLQ
>MBL3610958.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB35
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKQTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKTRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGATPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MBL3610959.1 hypothetical protein JMM60_19615, partial [Rhodovulum sulfidophilum]AB35
AFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAALSDIVERVSH
IAELIGGIATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARATRRAE
PAPSPDDARMPTEPRKSAVNDGGWQDF
>MBL3610960.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDFAQQKTVRSVERTLQILELMNRVPVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKAEL
RAAADACEKGEPYM
>MBL3610961.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>MBL3610962.1 hypothetical protein JMM60_19630 [Rhodovulum sulfidophilum]AB35
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMIRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETAMGTVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMIVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVAVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSKKDGWVLNAADYPLAQTEIE
>MBL3610963.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSENTENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLE
ALRYQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVE
EGLFQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPTLPPIAHDTIVIASMP
ALGDIAD
>MBL3610964.1 VOC family protein [Rhodovulum sulfidophilum]AB35
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVTAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>MBL3610965.1 nuclear transport factor 2 family protein [Rhodovulum sulfidophilum]AB35
MSMSAETFLTAQDLVLRFWAVVDEVDDRPGAELFTPDGVLVIESFRAEGTAELSRYFAARRTLSTEQQRATRHLCTNLRV
LPGAGIRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGVPA
>MBL3610966.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]AB35
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPRAYADLASDLAAKLPTGLHGAIGFSLGTK
LLLELEARKPGAYGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTNDAVAQPDDRLRAALPGALYRQVDGPGHVALTADARFRDAAVAFLTD
>MBL3610967.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]AB35
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AISLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGARVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>MBL3610968.1 flavin reductase family protein [Rhodovulum sulfidophilum]AB35
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFETASHFAVN
ILAHDQIELSNHFARRGDDKFAEIDVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>MBL3610969.1 transporter [Rhodovulum sulfidophilum]AB35
MKTTYPLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVAMIYYQRLSSDRLDVDGDDVPGSTFKADIAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDTPETGTTLGLSLFATAPTGNYDPTSIGIGEGTW
SITPQVGLIQGLGNGFYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>MBL3610970.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]AB35
MTSKKTIISCAVTGSIHTPSMSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAI
VNITTGGGLGMSMEARIAPALQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLS
ETGTRFEFECYDTGHLYNLAHFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPL
VTMGAILGGHVRVGLEDNLYIAKGQLAKSNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>MBL3610971.1 hypothetical protein JMM60_19680 [Rhodovulum sulfidophilum]AB35
MEVTAKGVAALIDETVLEYVREARTNCLPDEFLLLNAIPPILRRIASGVAHPVADSSGGDLPADLAKLEARVTELEAELS
ALRARSPQCVFSKALCEAAGKSLGDRKR
>MBL3610972.1 hypothetical protein JMM60_19685 [Rhodovulum sulfidophilum]AB35
MQITDRKSAEAWLKDQPHPVQVVFAARCTPRALPAIMLVSNAVLRESALPVLRATLTSAVAGICPTPAAMRSDADAAAEA
KAAPPVCRRRRPFRRNLLRRRRCHFEWRGQADGSVTPAALPEGLARQYEKLRSFWKEGAPVWTFWQNWYEDMLAGRPVDW
DFLRQVVLLPDEDCKAGPARIASLIRGNSYRLTFEACPPGRA
>MBL3610973.1 elongation factor 4 [Rhodovulum sulfidophilum]AB35
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGDRDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
ADFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MBL3610974.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]AB35
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MBL3610975.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]AB35
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MBL3610976.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]AB35
MDALGLGDTTLADRPLPLVSRPDPLELQEHRTETRSAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLD
ECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>MBL3610977.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]AB35
MMDAERLTPLTLLRAYAMGIFPMAESRHDQRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>MBL3610978.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]AB35
MFDKILIANRGEIALRVIRACREMGIHSVAVHPTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESAPEL
>MBL3610979.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]AB35
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MBL3610980.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MANSPLSPGVVPGRLKSEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEDACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRATPTGRRVAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVINGKALGRDMTLDTLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGTGLDLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MBL3610981.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]AB35
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREIATVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>MBL3610982.1 hypothetical protein JMM60_19735 [Rhodovulum sulfidophilum]AB35
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>MBL3610983.1 TetR family transcriptional regulator C-terminal domain-containing protein [Rhodovulum sulfidophilum]AB35
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MBL3610984.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]AB35
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITKKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MBL3610985.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]AB35
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMSVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEAGARKMHAYYELHIEQGPILEAEGREIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIESRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MBL3610986.1 dihydropyrimidinase [Rhodovulum sulfidophilum]AB35
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLSEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQQSAIDYNVFEGKQVRGLPRYTLSRGRVALADGEVTPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MBL3610987.1 hypothetical protein JMM60_19770 [Rhodovulum sulfidophilum]AB35
MKSLLPILTVRLTILGLWSGAAVALKARWTLDQAARAGREMTVGQIVSGKTRQERPKLPAPHQVGAELWKTTGGMELEGW
AFSKSSLIYHGWGALSATLLGFALGAGILLVVGASITERWIEA
>MBL3610988.1 hypothetical protein JMM60_19785 [Rhodovulum sulfidophilum]AB35
MIDWMPSALTAGSNGALGPDDYRRMVDTLLSGGADPVIAWESEGIWPDAISDAALNGIAKGRGFTGLSRDACEGGPSVLI
GRGNVIY
>MBL3610989.1 hypothetical protein JMM60_19790 [Rhodovulum sulfidophilum]AB35
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>MBL3610990.1 hypothetical protein JMM60_19795, partial [Rhodovulum sulfidophilum]AB35
PGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELIDNRRNKD
>MBL3610991.1 hypothetical protein JMM60_19800, partial [Rhodovulum sulfidophilum]AB35
TGIQMAMAKKPKAKTRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGE
TLVWTEAQYRRDEAAGSGDPYHWGQVGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDL
FPSGAPQIRVRCRGKRVYDPREWTSSALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETAAPWTGGAIAARFYFGRRY
PGGLDPEAGLSPDLTATRGEILEASRMERGADLFAAFDVALPDAPEGVIWEQGGAVYGAYLGVTGDDLVFRAFSGEASGP
KLARATLPVSAVAGRRGTIYVEIDRTAGTVALWFKGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAE
EQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLTGGIQVTARKPFE
EQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAA
WPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTISCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSA
PSMTEELYETRGGGGVKTRVRLAATTDNPFVETWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIW
SDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVT
EATLPLKSGTYLARPYDAMGTPGPVSGVAVRAASIIPTTTVAILAEAPGFAGTATGCHAAGGVLAMAPGETRASYAFAGR
IDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPENARWGPWQSFDAADF
SGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>MBL3610992.1 hypothetical protein JMM60_19805 [Rhodovulum sulfidophilum]AB35
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTAARALKMRNIANNGWITLGSLAGEAFTPAG
VLQLTLAQATDPTGTEFGALSGQILKAVVEAFAPPQIRPRVYSYHLLDTSVPTGVMDLTDASCAVIRFAMNPNGLRPGEG
LQIRLSTDGGASWNAWTELVFYASRGPATLQGQVYISFDDIEAAWRRTMMVSYGNSTATWGHEASSVSGSIDLVGRPTCM
QIRLGRNRNGSFAAGTVEIFSGPTDSFVIGRDVS
>MBL3610993.1 hypothetical protein JMM60_19810 [Rhodovulum sulfidophilum]AB35
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3610994.1 hypothetical protein JMM60_19815 [Rhodovulum sulfidophilum]AB35
MHLVPQWRALIRRAWSIRLILVAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3610995.1 lysozyme [Rhodovulum sulfidophilum]AB35
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
EAPFRWEGA
>MBL3610996.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB35
MRALLAALLLAGCGGLPGPLGPNIAANIQTGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVTRRRA
>MBL3610997.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB35
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFAVQPGCGPRFSLARIGPLLDAAHARLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVR
LNYSVSKGGATAARELIIANREVRVGLV
>MBL3610998.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVQLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVRSAAEERELVALTGRLCGA
>MBL3610999.1 hypothetical protein JMM60_19840 [Rhodovulum sulfidophilum]AB35
MTLRSFGQIMPLQGGMLFLAGYGSPEEDGVRDLVRQIDDEKIIENMKEGRRILQKVTTHDFGYSLHDWHNFLINDKKHSG
HYMRASTWAGVERAVKAELRNPDRARLEALADQM
>MBL3611000.1 hypothetical protein JMM60_19845 [Rhodovulum sulfidophilum]AB35
MATVATGPVSAREREYYTDMPCAEGQGCGGEGVVLPFDQGNVALDEMFGFTDVEDLPLSDEVLPVIFDGALLTEDGLLDC
FARHYPERAGFLLQLLSDEGDLALGYRLEFLDDATQAAPMREALRSAQDRYNEVAARQQQLRGSVRSQLMMGGHPGAEMT
EGQDLENEAITLRNRIRDLETQLSRLGRWDIDDSARVIRVYTTINSNVERAPLAEYVPGGDDGINPLPTNRDGADWLNAV
MGDWMARNGYPGAGSEEEFFRNWLTRNAAGVALVGLGAIEMFGGVTVAIGSGGLAAVGGVALTVVGFDTLSQGAKMLWTP
DRHSSERGWIGDLVHDTAMRFGGEETAQAFDRGWAVTQILAGLGAPVVIRYAATRATRVAASGKNIRPIVRGQLDEARLG
IAEVKGHRFGDGLVGDYAVLPSGRGAIIDFPGVGRMRLPTLDSDMRVLLRLRRTTKAAIQSRFARLTRHQGPRVVRDQST
SRELVEKAADHSGVDLARFVDEVRYGPSVDGELARFSVEGGQRIITITNRLPQENKYMQLKVAAHELNHARIYDKFIRRM
GPIRGHEEYWGAHRKFGKPLYAREEVIVEKAAQMMIRSVFEGRMTGANLRRLTHALDDSENYIAGWRELM
>MBL3611001.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MRTDTGHYDWLQASKREITADEHAPRIEVIAGVEPLDGQFGVLAPKSVPDKLHTPLFGQPEPNPAEIALGVDISAAPSLG
TFAVLDAARLPNLPEILSASGLEYACLFKGGAADELQDVAPWIVRLEDESRFTRNIFTQGDAPWAMWGQAPGIYLRSRDG
LDDVRNHLRKFIRARDDEGTWFYLRLYDPRIMRAFLQGAPRFAHRLLARPFPWSNLTILTCFEDSAQIASPAENVPADMR
PIRIGSEEKAVFRHLTFEARAAALMARLGKSNATSMSTDPNVRLAQKSAIISAFHRMYDYGFQQPLQQDRWGLWELFYGA
GFEMNDPILKRICDTSDAPSGVRFAAFQRRLEEIYS
>MBL3611002.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]AB35
MNTWRPASGIRFKALGLHWRGNRLLASEVYEDSGRLKGVRPLGGTVEFGETAQTAVIREFQEELGITVKIVGSPTFIENI
YVHEGSLGHEMLAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALLKSKR
>MBL3611003.1 tyrosinase family protein [Rhodovulum sulfidophilum]AB35
MTGTISTNRRTVLKGGAVLLAVPFLARSAAGQASHLRVSMTSEEGIAHLRTYRKAVAAMWALEPSDPHNWFRYAMIHLMD
CPHGNWWFFVWHRPYVAHLERIVRIYGEDENFAMPYWDWTADPFVPDTFFASSTYPDNALDPTSTHYPDWDSFESAYHDP
IEAFWNGLSDAQKQQETLRGFPDFESFWTTGVQPNFTAAPANGRSKTLAAPALTPPASDAVTLPIIEAGLAPEIFTTVVA
TDDARTGFNSPESQNHNQGVGAAIIEGQPHNKVHNNLGSVAGGWMPSLLSSVDPIFFMHHCNVDRLWDVWTTKERNAGRT
ALPTAEEAPRFDPEAFLFYIDDAGQPAPSTAGASMAIEPWGYAYTPGSGSASAAGLQSKRGIAPNAIALANKDFGLNEGA
TTSLSLPEGFAAAGKEETRQFAQVTFKPPRELKGLSFDVFLSPVGEMPELSEDGPGFAGSFEFFGMLHGHDHDFTAVIDV
TDAVARLREAGTLRESGAIDVTLAASGTALKGRMLESAPLEGVLKSVVFESF
>MBL3611004.1 hypothetical protein JMM60_19865 [Rhodovulum sulfidophilum]AB35
MVLFWAAATTVLAAGGGTGMGPSAIEVAPGAGALVLAVRTGPLPAGAELVLETSGGRRIGSVSPFGATAATSSAVQTHLV
PVPAGTLPEGRIEIRAKLVLHGFERAATAREFLGAAIIGH
>MBL3611005.1 hypothetical protein JMM60_19870 [Rhodovulum sulfidophilum]AB35
MSRPIPPSYETKKWSAYNFARRLKTLGGLTPYEYICKIRTSEPDRFILNPIHQMPGLNT
>MBL3611006.1 amidohydrolase [Rhodovulum sulfidophilum]AB35
MEEHELYGCPCCSGTIGCLFRVNETVRDLKEQAATGDDSFRNRDLDRASIGRRNFIRTGAAAASLAALMPKEGRTQAIST
EETTIFTNAKVLTVDDAFSEAEAIAIRGNRILAVGSNEEVRTVAGKNAAVIDMQGKTVLPGFIDAHAHVISGAIADDVME
YVGMNSYATVDDVLQQIAQRASETPAGEWLVFRNFDPAVQEGAETLTFSDLDPISSEHPIFVLNASGHIAYANSKAFEVS
GITNDVSDPPGGEFVRDAEGNLTGMMKNNVAFIQIAENYPEMTKVEPVDALLRLLENWAQHGLTTVSELSLGVLCQSPGD
VQIMTEAAQSGRMKARIRAYPFYTLGAEAWDRADVMQGNGNALARIAGYKLVADGSNQGFTGWQREPYLGSDNRGLRYME
PDEMTAAALERAGKGWHLAIHGNGDAAIDNILDTFQALVDAGVDMSRVRPRIEHCSILHDDQIARMKKLGVSASFLIGHV
YYWGIAMRDKVFGEEKAQLLDRCRSAEKAGIRFTLHSDFMVTDPNPLHMIEMAVTRRTWKEPDYVLAPQETISVETAIRA
MTSEAAWQLFSDHELGSLEPGKLADLVIMEQDPRDVRQDEIKNIRILETWMDGRQVYSA
>MBL3611007.1 hypothetical protein JMM60_19885 [Rhodovulum sulfidophilum]AB35
MTDATGSSAGACDSRPGSMGTSPTVLSVNSTARTSLVASSMTRWTYHESLDPNEYSRLLNENGFDALAFIAERIAPVPGI
ASGLAGELAAGQGIEIDLTMPDGKGGRKYITPHVLKHTAITWTVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAV
EAMDRRK
>MBL3611008.1 hypothetical protein JMM60_19890 [Rhodovulum sulfidophilum]AB35
MKLLGQKLISRDFDRQTAEIQVRIAILNRFTDLGIPVTQPVGESQAGKERIRSSGISCNKAIIRRKA
>MBL3611009.1 hypothetical protein JMM60_19895 [Rhodovulum sulfidophilum]AB35
MRHLFFAVLACFSISSPCFAIESGEDDANTPEANATVSLSGCSGTLISPIVVITSGHCFDDTTGATNFWRPKPAGHVDFP
HPCARNWQQPTRWYNLGRPVQVRFGNDSRGWSFVAQAAQYSVVGCVDVMLLRLTNPVPPTTAIPATVATRFTLGARKAEA
VGWGSINLEELYARAASTSSRGWTLIGHANLVTGMAASDGFLFAATEGNSLWRRPASNVNSDWTRIGGASDVTAMAAFGG
MLYAATSRNELWTRQANDDLATWQRIGHANNVVAMAAWNGKLFAATGDNGLWVREAVDREQDWRRIGSARNVLSMTAVSG
ELFATSREDVLWKRRADETDRDWINVDKALRVRAMTAWGGTLYGAQRRASDDSDTRSPAIIRQRASGLLRGTQDCVGLPI
PAAWTGTPYRCVTLEDGAAIKGGDSGGSIFSADSDDGSRALLGVTQGGYGRYVATNFNANSGTAVGSGDVGRWIETMANP
ARPTVRRR
>MBL3611010.1 hypothetical protein JMM60_19905 [Rhodovulum sulfidophilum]AB35
MTHVSAAENAATEAWLAGLNGMAGTFEMGPVDYEGPHGAISTDPVVAVAANARAQALVLQLARAGDRALPGDYLKRARFA
RDPVSTCCPSAPPRTARKARAGRSTGCRRIRASAVSMCCGSGGSPQATGLCSPLRRSGNWWR
>MBL3611011.1 hypothetical protein JMM60_19910 [Rhodovulum sulfidophilum]AB35
MSVVPKLSWDQRMHRRGWWRLGRANPHEPLNSPDQIRGLHRLIRVIDDDTIELRNFMSSIRWLWLFTAILIIGGWVWSGP
MTMNVPPLPKPLLGLVAPEYYGEWIVNMVEQKHRDGVRTEEPRRSEWLASEAQSAREEWKTGIVFLVLFAVPPLYWLFAP
GPRGVRVDRRRKLVYGWKGFRFYCIKIHDFDLTEIDAHYTTRRGPEGEKYGHLVWGLPRADRPEKIGDFLLGRGPTPNWH
QFTLMHNAAASFLWHKEDPDWLVKRKTTPRGRNNWIDWLAAIASFHLIPAIWPPSTERRLQQFDMKSRE
>MBL3611012.1 hypothetical protein JMM60_19915 [Rhodovulum sulfidophilum]AB35
MTDLDVDQPVAFCDPSVIALFPVRFALSADTLDRIAAGATTIATPQDKDSLSDHELRRIRAGYVYIFGDNDTWRVYRYLA
DPHNDENSTLDFDDAERRPDAHHQFYELTWTNGANSKWRQNGTPTSYLTVSSTVSKVWIAYSEERWPARMLELLQSNLGL
RAKVMREVDLSAPETPWSFKLDGLSSKVSEFMPSAETDPDANQMRYTQLSAESAASLDYLCERNRETARVIVLRDDLGEL
LDVGALHCQLAGTIQRLADEHYYATSMGDCVDMIRPQVDEAMDHWYKALNSHPLNPEFDTLRKQIADEMDAQETRAGGMI
VLMANIFARDGDFSPQTEIDVALNGISKVKDDKTGEAWAYCWFLLGRSWQFSAITKTGYKVMGEVFDQKGEEKTAEWFNI
MSKLLEATQEAEFTLSARNLRHFNFAVSSQAYVMAQRWTQSEAGIIYLQKLAKPLGQMVNIRGIPAKDVAGVVRQQFSAL
NIPMGTTTFNAATGHFASPGTQLLHVPVVEGTASAHITSSGAQHFQALHDADNVLKGAGLMLGLATTYAALKHLSDPATL
AATGAGAFAQNTKVQLISELVGLAGALSDVKKMTRIANFGQIRADGLRALFRDGVRFNLGNANVLNMRLGVNGGAINLAR
LATFANVALMVGTAIAMSKSYEAFVRGDNSAALGNAMVGAGSLVLIGVDITVGTGGWAAVVGLVLIAVGTTITLVADDEL
TKWLRGSFWGEGYYVYWDDPRGNFSQQLETSKKLADKIPEYTEYYQKELQDFLDLVCGITIENPSRGDKAVDIYCGAIQT
PADIARLKVALKQVSRTAGLMGAMSSRTALAVDGVTVDIDYIVPQRVRVRFRNFEPRQTSVYGPVVSYSTVDIEASYPNF
GGGTWTSTLTIEGSDI
>MBL3611013.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLLKTDIQPTSQGGGSADGQAPGLSDELFRELFGLTTDAEGQPASGSDLRCYAVLDAACAPFLLTGLLETSDLTFQSLFQ
GSTQEEVQEYAPYLVELDPENSFCARLFMSSDKMGLWESEPGIFLRSHVDFQTLRTHLRKFTRVRDQSGAWYYFRFWDPA
IMRAYISARMEVRDTESAHKIATLFRDIIKRIVVSDMSGTSRFEMEAPSQPPYVPFILEQSDFDIFAGVRWQRYKAKLLR
ILRRDHGGDFNIDPEQVDALSEQAYLRNFRTEIAAYNYVRSSLLCDQTDIDFEAILSHTSGGTPTEHARHLWKALTHKA
>MBL3611014.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]AB35
MPVNPSDLIPITGAYAHRISLPAVAGYEGVGRVVEAPDGLSHMVGRRVLPLRGEGTWQTLVDCPAHHAVEVPEAVPYLVA
ARAYINPMAAATMLRLWPVRDKVVLISGAGSSCSEHLGRWAISQGAKLVMGIYRSENRKDRLHRMGIEPISTANISAILT
ASAQADVAFDALGGDIARCVLERMRGGTDFVAYGLLTGKPVNIGAGVRATYHRFHMRDHFPVLAGRGMQAAFAEIWPLLA
EAPPSPPRVFPAREWRQAFAEVEKPGGQKPILDLSSLA
>MBL3611015.1 hypothetical protein JMM60_19930 [Rhodovulum sulfidophilum]AB35
MTWTIHVANASGRLDGLVSPIRAAIERAQARAEAVTEPVDLDVVIQAWPGRVIAHLGHAGYAPTGDMIQLTFDPANSNCA
QNLGEPLERTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQAASDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLAARPKETPAKLIHAEAASFRDTLKSTFG
>MBL3611016.1 glycoside hydrolase family protein, partial [Rhodovulum sulfidophilum]AB35
EALIPARSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPAD
VPFRWGGA
>MBL3611017.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB35
MRALLAALLLAGCGGLPVPLGPNIAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRRRRA
>MBL3611018.1 hypothetical protein JMM60_19950 [Rhodovulum sulfidophilum]AB35
MKKLAGPNITFSDALREVYSGISCDIERARYANAIPDADEIEEQYCIGANNANLFEFPRVTSTRDDPDPAVRNGLRKSDL
TKLYTQFFVPQKKPGRLIYDRIKVSAKGKCPFCGGVGQVRTLDHYLPKANFPLVSVLPANLIPSCGDCNFDKSNHFPYQR
NKQTLNPYYDSDHFFVQQWIFARVVPSSPVVLDFFVDPPAGWSEEDRERVVAHFQDYDLAERFAIEAAADLPETITTRRT
TLSALTPGEFSEHLTEKARNQALPVNNWRRVMFLALSQDEWFCSREF
>MBL3611019.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MRFTLIQRNGHTPTEGKNVAYLRIDKWNDYSFVTMFQVTLFDSSGVQHELGSVKIGFKGQTEATSTHSTLASHFQELSDS
YFSVGADVDYYIILVRDVPQGTRDAFLNGLRDIAYSSAALELAQGESVFDVSLMRGMDINTVTDQYRRVLAGDAPLTDYA
FRFTLDTSERRAGYQVDFKVTSISKPQTNIHAIIGRNGVGKTTLLNAMTQAITEPQNSHGRFEREEWFEYEPIGKGYFGG
VISVSFSAFDPFNPPKEQPDPSKGTCYSYVGLKGYADEGGALLKSQTELAEELVESLSFCLSEKARASRWREAILNLESD
DNFAEMNLLQLEDLEGDLFNDRVCKLFRRMSSGHAIVLLTITKLVARVNEKTLVLFDEPESHLHPPLLSALVRSLSRLLT
SRNAIAVLATHSPVVLQEVPKSCVWKISRVGLAANASRPDVETFGENVGVLTREVFGLEVSKSGFNRLLHDEAKTAESYD
DALWGFDDQIGMEGRAILRALMHNLGKC
>MBL3611020.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MPIYLNAIALQFYKGIGPEMQYVAPFSEMNFFIGANNSGKSIILNFISQHLPFREGVAVSTSMGSNADIYRGSTTGNYMA
AVGVPATVMASRLKQKLQKASIGRTNYLETVKEILSRLSLNDHLWMVPNNRTDASDFLHQPDIEDAATWVNKRAWHELWS
ALTSREGGGLNQHWIPEALNHIANFSQVSLPESMLIPAKRELGPKDEAFDDLTGKGLINHLAELQNPDHHERERRKTFDH
INEFIREVTGKPDAELEVPSGRQHLLVHMDDKVLPLSSLGTGIHEVILIAAFCTIHQERIMCIEEPEIHLHPVLQRKLVR
YLKEHTTNQYFIATHSAAFIDTPGASVFHVHNDGSQTYIKSAILKSDQRRVVDELGYRASDIVQANAVVWVEGPSDRIYI
RHWLHALAPEMIEGIHYSILFYGGGLIKHLSADDDAVEEFIRLRQLNRNLAIVIDSDKSIPQARLKPAAQRLLDEMQDSE
CVVWITKGREIENYVEPAVLQEALKACHPTIYRNPDKVGQYDHAFYFVRKNGKKSEGDVYTKGDKVGAALRVCEKPADLS
ILDLKARIGELAAMIRRANGVS
>MBL3611021.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MLAALYGPEAPRHVYLLVDGTLRAEVAGLFDLDVIEAPARSLFQGEAEETMGEAGPWLVDMSISDPREPGDVSILQDLLA
RHWPAGYSILVSTDAPFEAIRRHLRRFIQLPILEDGRSLTFRFWDPRVLGPFLATITQDRSRARRMTMTDEGTSIVYMLP
VSADATGGTSAVAVRIVPDKTLEAEPLRPMRLRYADFDTLARSRESARRDRMTDRLRADFAPELADRPATDVRATVDAAL
DRFGAFGFQDHAHLHFFAAWSLFYGPDFEQDDPMGELEEILRSDAPETERFRAFRRRFETFTKQRVT
>MBL3611022.1 hypothetical protein JMM60_19970 [Rhodovulum sulfidophilum]AB35
MAEVPDPAEVAARSERSARAEATPPHGVCATCRGMVLVRARYDDYWRTPLTLQDLRVTDMNGVVFDGDIRTQGLLNFGTA
DGEVSDTDIAALRDYLGSAEAADAQRGPLLVETIPDPAAAPQVADLERQILSDLRVFASRMETAIQPWIDDWERSGWFGA
LETFLGGLRDGAAAWVDGESEFWAGMWEWVSGLPDMLGEAWDDLSAGVRALWDNRHRIVELLQSLAEGAVDAFERGFAAL
LDALDGLPGIEELVELLRSLVIRSAEWAGAMIEVVRQTDVLRALTATALGVLVLIPPNFWAEVAGTGVGYLIPEAIIAIL
FLIVAAFTGGTGGAGLAARLVIFANNVGQRMRAAGQAGGAIVDMLDFLGGLVSKLTELVRKVMRNRRERATGQTDREVPI
VRSVRRHDVPCFDLPRGADPAEFDRQLREQMDAINQMTADDMAYAHYVLDQARAEHARQMAAGLRPAGSSFTDILRDNGA
QRSARQDYALDLENQGFDDEEISEIMSSVDATHFLDIVAGGNPSDVGIGGSAENRGIGRQWIREGRAESLGQTARGMRQD
GLADRRMNVNLERCR
>MBL3611023.1 DUF1851 domain-containing protein [Rhodovulum sulfidophilum]AB35
MADIEKNYRARAEKLGEPTAREPMPEAELAYCEGRLPPRLIRFMEELGYATFQQGGVTIAKPSALAPVLALVFKSDPDLR
HDDCTVVSYNPFGDLLVWSDRLKTFRISLAEGRISSQELAPTQFGPSLQRPKPASPPDPNLIARSAVMVRPDDFDFLDYA
GQEMLARCIAMHGPIDLGECYGFFPALALAGVESPMRRVENIRRVPALEHFAFLAQAQPFYLTKVGPAGVEKVREIG
>MBL3611024.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MAPEGTAEFDREYWEILTGKRMQAKTSWNALMDDYRTSDRWLGLKPRTRQDYDKVMAYLREKIGTRDVKALTRADVIAAQ
KANAHRTRFANYIPQMLVILCEHAIDLGWLANNPAKGVRALKTPERRRKEHLPWPDWAVEKFRSEAEELPRLIFEIGVGS
VQRPGDWVGFRWGDYNGESLTLRQNKTDKSMVLPCTPQLKAALDRAKDALGAVPIAGRPILMKRDGNPVSYRYMAQIMLK
ERRRLGLEAYDLHALRYRGVQELALHGCTDDEIAAYSGHATKAMIEKYAGEARQIMRARQAAEKRR
>MBL3611025.1 hypothetical protein JMM60_19985 [Rhodovulum sulfidophilum]AB35
MPRTVPIFASERNAARLLDMKQAEFRALVEAGHLPRGREIAPGLIRWPVEDLRRIASGEAAEGMGDVSW
>MBL3611026.1 hypothetical protein JMM60_19990 [Rhodovulum sulfidophilum]AB35
MRQSHLLKITEGTRNELDGGRRRGVLPIAQGDNFGFPDDEAVFSWADFTLSDALRMRVYFDLTRSGLKAQDVKSFVGNGF
ARVEHGQVQRPFDFHNPGPKPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQG
FDQRETLSLQFYNLSFARQKVLDAAREINLPELDDLNGGKA
>MBL3611027.1 hypothetical protein JMM60_19995 [Rhodovulum sulfidophilum]AB35
MKRRTFFAAAPLAVLPGSGVALADAPQLDQGSAVDPLVTLYREWLSARREWRELADLPGNENWDDPRSLAAEARENDAED
MMLALKPASLEGIAALTALAWSLVSPGNLDAEGFEAAAQSYDCRVIASIWRACTGLDGYPVT
>MBL3611028.1 hypothetical protein JMM60_20000 [Rhodovulum sulfidophilum]AB35
MPNPFPAAVTALPAARLYEIHDCLALALDATERPGRYTQSEREARSYLRTALRHTLRLMEARA
>MBL3611029.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MTPAQCRMARSGLSMGVRELAEAAGVSTNTITRLEKGEALKPRTLEAIQSALESAGVEFIPENGGGPGVRLKK
>MBL3611030.1 DUF4236 domain-containing protein [Rhodovulum sulfidophilum]AB35
MPGVRLNVSGSGVSTSIGGRGATVNLSKRGVRSTLSVPGTGLSWSSQKGWSEGSRSSPADEIEQLRVTASKTMDAVAKAA
EKVDALGVRIDRAIVALNGGRGITASKVQTFEKRMLTEEQKLSEIEEKVQENCLFLEAIDERLRAMKFGMFSAGKKRHRD
GVADAVASCAVETRKISDQIAETHHAMSAKLTEVQEALEANGPFNTIGNSAKPRTIS
>MBL3611031.1 Mu-like prophage major head subunit gpT family protein [Rhodovulum sulfidophilum]AB35
MIAEDIRGAFASNPAQHSAPTGRRGAGIARAEGTPSGVPASGSASAARNGQPSARHLAQMRGAAFKAGLSAEFADLMAET
GVSAAQAEAVASGLAEFQKVSAPFVQGEQLDHAALMSIAKRAAMAGLALPETDAAAITKEIARVAANEAMALMASNEPPI
RPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQRHAVMWGGAMGADDFKTALAI
ASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETYGKIFTLTRQAI
VNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHADHGNLAETGAALSIGSLSLARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>MBL3611032.1 hypothetical protein JMM60_20020 [Rhodovulum sulfidophilum]AB35
MNARFLRAKAKPATSAEVIADLIEIERLIRIVCTREGNPLTLRAADELAKTHRRIRNLRYRIESEAGL
>MBL3611033.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MTDEPKMGTDSAVEGAVSHLYGNRARLKPRALALLSATTWAADLSPCLARPYLVKGWLDQSALSVLYGPSNSGKSFLALD
LAHHVAKGRSWGNRRVNKGRVLYIAAEGGGGFANRVAALDDPEFFVLSVPITLTGTDSAAGPLTEVLQHLSAVGGAGFDM
IVIDTMARVMGGRDENAAPDIADLVRNLDLIRRVTGAHVMLVHHTGKDTGRGARGHSSLRAAIDTEIELSRDDLGQITAE
VTKQRDGPTGYRFCYQLRQVELGLDQDGDPVTTCLVDPAVPAEAGRAGVSEAARKALSLLNRLIEDRGEIHRKPQYPSHA
GVSFDLWRDACMAEGELSSSENRDTRKRAFNRCREELETAREIVVRDDLVWVVQ
>MBL3611034.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB35
MTETIHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLDRHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGTADDLRREAGMLDKISETYAQAYARATGHPVERIRAWMAAETWMTADEALALNFCDSLF
GDEEAFQSEPVAAFDYTRFKAAPPELVRLAARNGWTGNAA
>MBL3611035.1 hypothetical protein JMM60_20035 [Rhodovulum sulfidophilum]AB35
MLGAALTLAEFDAWAVASAVWAARLSARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASLANR
AELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>MBL3611036.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSETLDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>MBL3611037.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MBL3611038.1 DUF1641 domain-containing protein [Rhodovulum sulfidophilum]AB35
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MBL3611039.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]AB35
MTVAMNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMREQGRITALGWRSRACTLGMASLGLV
TEVAVGQCRAEVAAAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>MBL3611040.1 transposase [Rhodovulum sulfidophilum]AB35
MKRSRFTEEQIIAILKQQESGVATADVFREHGISSATFYKWKAKFGGLEVSDARRLKALEDENAKLKKMLAEQMLDNTIL
KDVASRKW
>MBL3611041.1 IS3 family transposase [Rhodovulum sulfidophilum]AB35
MKQVAAERRRFGYRRVHVMLEHQGWQVNQKKLRSLYREEKLQVRKRGGRKRALAARRPMLVPERPNERWSLDFVSDAFTD
GRRFRVLAIVDDFSRECLALVVVTCSPEQSAV
>MBL3611042.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYL
>MBL3611043.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MRYKAKKRPSEISGSPRTKPAEVRLDELMSAAEKLFLSQGVEATTVNEIVESANVAKGTFYHYFSSKNEILEALAKRYTE
RFLESVQKAIDGCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGIWAPN
QPRIVALLIYSGVHGATDDIIASKTTDCTSFARNVSDACLHMLPRITAPKK
>MBL3611044.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTGLLSLSEVSVSFGKRPILQDISFGPLESGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDEELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDVLTPTLLGKVYGVEAR
METSSQGHPFLIVERSIRNPLGEEHD
>MBL3611045.1 iron ABC transporter permease [Rhodovulum sulfidophilum]AB35
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPVNAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MBL3611046.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MQESYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAVTRPIRRLLLGNGPLAYVMAVLQPEAPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYETGYWLSLEGGAS
>MBL3611047.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]AB35
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEASHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGVKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQAAMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFSEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MBL3611048.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGSAICATADSLAT
LIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFLVNLPLGIVALG
LGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEIRTARPVLPVDLL
RQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMNRVMIAGYVLLG
GSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIALLGTIMSARAV
ASLKSVLAQSGVDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLVAAGVVALSSRRQ
>MBL3611049.1 hypothetical protein JMM60_20130 [Rhodovulum sulfidophilum]AB35
MAAISGEPAPTMQPLDSYIATRSDEAFHQAEFEANIDDYYFTLDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDS
EEGMKAWARSHSDEASQSRNGHWHQQVHGYEDRHPDLVGMVRDTLIDDGYTLEQPFLHVRPYSGSREAALAALATPDYVP
VYVLLGVGAVLLVVSFGKRISARQARDVTDGAA
>MBL3611050.1 HD domain-containing protein [Rhodovulum sulfidophilum]AB35
MQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRHMASRLAAA
KARDVLTGMAWSDDRINQVCHAIEAHSFSACITPASLEAKILQDADRLDAIGFIGVARCFYIAGVRKASICDAVDPAAND
RPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>MBL3611051.1 DUF262 domain-containing protein [Rhodovulum sulfidophilum]AB35
MAYVQTSALKNATIMLLYAERDEIKLDPEYQRSGGVWTMNKRRLLIDSILNDYDIPKLYFHDLGDGSMHEEGKSYAVIDG
RQRLETIWSFMDGGFTLSDDFEYQRDPEISMAGFTYEDIAKKFPKIRIKFDSFVLPIVLVSVTDDDIDLIEDMFSRLNEA
VPLNAAEKRNAIGGDLVAAINEVSRHKYFSEKVKFNDARYKHREVAARLLLLEDSLQERGSLIDTKREYLDGLATRLKSG
NKEKVEELKRNVIATLDVMASTFSKKDDLLMAQGIQAVYYLLFRSAKKYGASESVDRAGLIKFRKSLSENRELAASDYEK
ASFELLEFDRLNQQGTNDANSIKERYSTLCKHFEISPDPLIAT
>MBL3611052.1 FRG domain-containing protein [Rhodovulum sulfidophilum]AB35
MTGSISSIGELIEAIRTEKGREEGTIWFRGQSDSSWKLLPGLLRQKNRMSETSLLARFKQSAALLALTKPGNSFDWVFLM
QHYGMPTRLLDWSENPLVAMYFAVTGGDPDTDAAVWMLRPNKLNTNAHISDKDEPDYIPSFDDEEVQGYSTERVRIDKRM
QLFPIATIATRNNARIQAQLGTFTIHHNEPVPIEEVGSGDQCVRLIIPSAAKQKIREELSLLGINQLSLFPEIASISETL
KEVM
>MBL3611053.1 hypothetical protein JMM60_20155 [Rhodovulum sulfidophilum]AB35
MPASRPMNYAHLISSNINDGSSVGMTWLPEMPLELFRSIYLGQATLEEFPKDQALLIRKLVKGKVPEVIGMSTGPFVLAP
ILREFLETHEPGGHQFFPVRILTEKPENGATEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDDRKYWGGGLPS
QDPDEPCAFHGDKVQRRHVWRYAIGVTEDRFKSRYACSMEFWQFYRSHRMLGWGSDKICTVT
>MBL3611054.1 hypothetical protein JMM60_20160 [Rhodovulum sulfidophilum]AB35
MSDSFPFLNAPVINAQTDGAHLIIYQNHHVISSEAFDRSTFMKALAKAGLWNQRDYHLNGIQLVSKIDGQFVTQMDPAIR
QQIVGGAAHTGGHTKYNASQKFILDLFDEEYDDLLLENADWDGYGSENAWLEAQSKKIYGYVGFLKAELVNPNSILKLHS
ADRSVSDLKSGQIWDKFSKVFFDPEMLEFTSQVTEHPAYQIGTNGSYSGPQGMVDPTKAGTLDANLDQLDASHGMGNAFD
TSAYSATTDVITALETGPLGIDPNPPSAFHKVSGSLFESMIENGANKFIIAAAFVPLQGILADHAEAHTNGDQVLALMEL
GGSLTKEDFRQIAVSATAELGISVALGPVGAAHKVFQLLLSGEDVMSVVKLYELRHPENETIEWMADQVREIESSGVWQQ
YKDGVQSIEDLIDFLISSDLEGYANIGTWEADPKTGQELRVTEYGDGTHFEETRSPDDPGNILQRNQFEDDVLVASTTYK
ADGSVQTTLFDVHDSQPWDNQTFVTDSAGNFVQKTENYGRLTVTTDADGVVESTIDGRSIDGARNLSSLVNSGEADLAIA
MGGPSLNDLGNSPQGATYDPYDTDWSNFFDYANPVLQYLDIGLSYSGYLYDFPGIGLDIYNDYFYWGGPDSIHWAGFDSL
HGWTPESTGCSSDAGVVTVDSSGVIHLGTICIPADPIVLDLDGDGIELISGSSSPVFFDQDGDGFRERTGWTGPDDGFLV
IDLAQNQSTGADGKITHRKEMQFALWHQDAETDLEGLALAFDSNNDGVFDSNDARFSEFRVWRDANQNGETDAGELQTLS
DAGIQSINLASDQQAYQLNGNNVRGETTYSRTDGTSAIAADVALTFDPFGILVTDTTNQEYLPKPLTTGQVIVSEESVVP
LVNFWSMAYALYSNQLHISTSSNGIVPIGDGHWISELPHVQELPSFRTVLADVIFGSTLVYGLDYIFSLFGSPIVYEDGA
EIYYFRAPETSSGEDIALHQCPGVDFSGAQGGDGSDHFHSAQNQSVALAGGDGNDTLEGGSNNDVLMGGDGADLLKGGGG
DDVFFFDGHDTVVGGDGFDVAIAEGAIGVTLDLGQTSIEAVYGDIGDDHFYTSTNLGSLMSGNAGNDQLYGGSGSDTLLG
GPGEDVLQGGAGDDTLGGGTGSDIFVFRDGFGDDVILDFDLSQIGEKVDLSLVSTISDFSDLRASHLRQSGNDTIIEDGN
GNIITLNNVDMSNLVVDDFLF
>MBL3611055.1 transposase family protein, partial [Rhodovulum sulfidophilum]AB35
QSPPPAFEPPRAHPAGVSQTVSRGPKPEQSELITAESTGSRSVDTSLSGLRVTRELTAIMARRGRPRTIVSDNGTELTSM
AVLRWCQKTRIDWHYIAPGKPMQNGFIESFNGSFRDELLNETLFSTLAEAREKITAWKEDYNRHRPHSSLGNLTPQEFAV
KSSLETRAA
>MBL3611056.1 hypothetical protein JMM60_20180 [Rhodovulum sulfidophilum]AB35
MTGSAGSNGRPLPWLPIFWGVLVLAQITSCGPELWYNPWSIIQDDGRHFVAWLRQMSDPALFPDDPIATYFLALTPELFK
ALHLPAVWLGIDVGAWNLLVVSPLSIALFLAAANTFAARMQLARPERHVLVLLLLAAVYSDVTSGLPRGFGPTIVLGLLG
LFMARRRIALGIAMAAGANIYPIAALVGGGAIGFNAVLRSMSVRRIDRNDVILVLIAAAAGIVGLSPFLASTDGAGTTFT
LAEARDIPIFGPGGRTSFFRDSWVDMLLCSSQRSGLLPTCAGGPGWPPLVLTAAVFIMGVLLLRRRDVPRDVGTALISLA
LSGLVLTALAYVFAFKGHLPGRYSRLSLEQVYAFSWVFAVTSGVVWAARRRGLAERRLFSGLVVVLLAAALVGTRPSAEF
IRDPAPLISAALRSQPPETVVVGFSRYVDSVPALTGRKVFASLELTVPYKKPYYYRIEQKMADMGALYRGPVSSGWRALL
DRSGIDFFILDSEASARARQWYVSFPVLKGSREQSVFVSNPDAVRSCTFEAQGSLKMISASCFADRALE
>MBL3611057.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]AB35
MKRLVSVLVSLAFLAVVYSLLDVDAIIGALRRTDPGMLGLSLILLVGLIFVSALRLSILSRTGGLPLGRRKAIQATFAAN
ALNMFLPGKLGDILKASLMAEDDSAQLAKATSLGIWEKISDLAALFLMASVPLALTSPSSWAWLPLGLLGLCGLAALLAP
RILQLPFGALRATRPLARDWGAVVRSLRSRPGSLTLCLALTALLWLGHLVQISLMAASLGVSGDVSFWAHFMALMPIAIV
AGLIPLTFAGVGTRDAAIVMLIGAQAGPETAAALGVLFWLRYLVPGLIGSPLLPRFLRTAAAHRARFAK
>MBL3611058.1 hypothetical protein JMM60_20190 [Rhodovulum sulfidophilum]AB35
MTGSHPLRKRLERLGTRSLPKLLTLQDRNPHSPTYGCFDRNFWHLRITDFPSGMAQEFVLPLALAYSNRLEGNDFFGDPM
IREWVRAGISYAARSAHPDGSCDDYYPFEKAAGAAAFSLYACIEAIPAAGLDPAPFLPFLTQRAEWLARHQESGRLSNHE
ALIANALYRLSALVGEPRFAELGRRRLDRLLTWQSEEGWFFEYQGCDPGYLSLTIANLAELAELRPELPLKAPLLRAIGF
LHSLQPPDGWLGGEWTSRNTNNFFPHGFELLGKTIPEALDINTRAVGAMDPAPEYDDDHIIGHHCWSYIKTALSWRDTRP
EPSVSPDRDVVFPEAGLSLLRKGPMTLLTAEKKGGAFRLYRGDRLIHADTGVSLQLRRGDRTRTYVCHLWSDDNEIERCP
ASVTVSGAMGRAKSSQMTPLKNLVLRSLMLTLGRFNPDLIRAILQRLLITGKPRSGLRFARHLALDDSGLTVRDRIEGGG
EIVDCGIGPAQTSIYTVMSRIYHPVQRQPWCDLSAEIMPGSALRLDHTRRIGEAE
>MBL3611059.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]AB35
MSTNVDSRIVVQIPCYNEEATLEATIAEIRKATAAFRNCLILVVDDGSTDGTVEVARKAKADFIARHSSNRGLARAYMTG
LAASLNLGADIIVNTDADNQYRAAGIPALVRAISEEQADVAVGARPIEQTEHFSRLKRRLQRLGTRVVRGLSGTDVRDAT
SGFRAITREAALRLNTFSDYTYTLETLIQAGRSGLRVTSVDIETNPPTRPSRLMRSMRQYVLRSIGDMLRISTIYSPLRS
YLTVAAPPLAVAIFLGLRYVFLVSFVDPSRSHAPSLILAGILTGLAFLLCGLGIIGEIMTVNRRILEELRINQRRQLAES
GSLGGRVDFNLIEISHGTSK
>MBL3611060.1 PepSY domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDAIHGAKAPAASARSGPVSSLYRAVWRWHFYAGLLILPFLITLSITGAIYLFREEVDQLVHADFMTVTPVTEQRLAPS
EIIAAALAAEPGRAVKYTDPATDTRSAEVTVQPETGGRMAVYVNPYSGKVLEVRGDRSTFAWTVRYLHSFRYFGATPRKV
IEIVGGWSILMVLTGIYLWWPRGQGGGVITVRGKPGRRVFWRDLHAVGGIVVGGFLVFLAITGMPWSSVWGAKVNQWANG
NNFGYPSGVRVDVPMSGTRLDDVAKTAWSLEQARIPETAPPAAGMTPLGLDAAVAEFDRLGLHRGYTVALPSGPTGVYSG
SVYPDDLSQQRVVHLDQYTGKPLIDMGYADYGPLGRWLEFGINTHMGQTFGVLNQIVLVLVCAGIVALSVSAAVMWWKRR
PSGSLGVPPLPSDKKVFVGLFVLLGIGGILFPLTGMSLVAMLVLDLAWQRFRAAHAT
>MBL3611061.1 hypothetical protein JMM60_20205 [Rhodovulum sulfidophilum]AB35
MRLIAVWAMLLPFALASLVAQGVMPGKASDGTLTLIICSGDSFVEMVVDPVTMEPVSDNQDRDDQRAASGYCAWAAAHPV
CAEPVAVAIHGPVSQARAVLRPPSPTILRVAAATGLPPSTGPPYSV
>MBL3611062.1 ClbS/DfsB family four-helix bundle protein [Rhodovulum sulfidophilum]AB35
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>MBL3611063.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]AB35
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAA
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>MBL3611064.1 TRAP transporter large permease [Rhodovulum sulfidophilum]AB35
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLIYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>MBL3611065.1 TRAP transporter small permease [Rhodovulum sulfidophilum]AB35
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FMPSLLSARLRWGLRAVMAVPILAFLAVMAWYGWDFAERMGPQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MBL3611066.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]AB35
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSID
RNVASIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATLEYARQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>MBL3611067.1 hypothetical protein JMM60_20245 [Rhodovulum sulfidophilum]AB35
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAVPGASFDRVAQVDEYCV
LLPKGGATIEWNGSVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNADGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>MBL3611068.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLAQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLIAFTEATITDPDWLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>MBL3611069.1 hypothetical protein JMM60_20255 [Rhodovulum sulfidophilum]AB35
MPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHHPDLTTRVFSGI
ALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDILDVCA
ATGLALASGHVHVSETKKIFAEARKHGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTEQLGE
YIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>MBL3611070.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]AB35
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLADEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>MBL3611071.1 aldolase [Rhodovulum sulfidophilum]AB35
MSFRDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVRFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEACKHAGCAVGLFVGDAAAIPAWVERGVGVFVCGSDQALLRKGAA
GIMAAR
>MBL3611072.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611073.1 hypothetical protein JMM60_20300 [Rhodovulum sulfidophilum]AB35
MKLTRQPLTFVLSPRQMSDATAALALLDALPPVRMLPRNNGCDADWFR
>MBL3611074.1 acyl carrier protein [Rhodovulum sulfidophilum]AB35
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MBL3611075.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]AB35
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGA
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MBL3611076.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]AB35
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MBL3611077.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]AB35
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALSHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRSDPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>MBL3611078.1 YceI family protein [Rhodovulum sulfidophilum]AB35
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MBL3611079.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]AB35
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MBL3611080.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]AB35
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MBL3611081.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]AB35
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>MBL3611082.1 trigger factor [Rhodovulum sulfidophilum]AB35
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MBL3611083.1 S8 family serine peptidase [Rhodovulum sulfidophilum]AB35
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVDGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GALATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MBL3611084.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]AB35
MPRGQRACAGGDRTGRFLRGENVTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRL
ARVDQTMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPA
HASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQ
KEWI
>MBL3611085.1 transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRENLT
TAPPAAADALAPPDAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGERAAAQALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGF
>MBL3611086.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]AB35
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>MBL3611087.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MBL3611088.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]AB35
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MBL3611089.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]AB35
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGISTGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MBL3611090.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]AB35
MLDGVMRRLIAPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMVAFGAPGLALVPLLAGGVADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLCFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>MBL3611091.1 hypothetical protein JMM60_20395, partial [Rhodovulum sulfidophilum]AB35
SEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAM
VEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVAPRPRTETAIPTAAPPPAAGFEPPKRAVNDAGWQDF
>MBL3611092.1 integrase arm-type DNA-binding domain-containing protein, partial [Rhodovulum sulfidophilum]AB35
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDKTDPTFAEMA
>MBL3611093.1 Lrp/AsnC ligand binding domain-containing protein [Rhodovulum sulfidophilum]AB35
MRVFMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGVVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFAT
VPEP
>MBL3611094.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA [Rhodovulum sulfidophilum]AB35
MQDDAVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRNPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERAKDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAAPRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWEGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMVRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPAGLRPGPALFEPDRRNSRGWDLAHGPHLAQIEAARAPSRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGIAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELNPGAPWELSSDLGPLIDAECHAAIASHVATARAEGRVIWEGRAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAVNATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPEAVAAAVRTTQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVTVEGLLEPATLKDIEGISGALWWGEAETGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MBL3611095.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]AB35
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAAAPSSPVPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGIYRATSVP
RIRRRR
>MBL3611096.1 hypothetical protein JMM60_20425 [Rhodovulum sulfidophilum]AB35
MTEDARGAGERAPLRLRRFLNDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAVGVVELGEFGRDD
>MBL3611097.1 inositol monophosphatase [Rhodovulum sulfidophilum]AB35
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MBL3611098.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MBL3611099.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]AB35
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGVLPIEKWAGVRRFARRCGAHVPTHVDEAFETAIRDGREELLG
KAMATELCTDLMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MBL3611100.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]AB35
MERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAIDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADTRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAESAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAERAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VELSDLSFDEGRFRAPGSNLTPGLIEAAAMARRTGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRASDLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLQAAA
>MBL3611101.1 valine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIAQFDGLDRYEARKAIVADAEARGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MBL3611102.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]AB35
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADNYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>MBL3611103.1 arsenate reductase [Rhodovulum sulfidophilum]AB35
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLTALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MBL3611104.1 cold-shock protein [Rhodovulum sulfidophilum]AB35
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MBL3611105.1 DUF2177 family protein [Rhodovulum sulfidophilum]AB35
MIAVILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MBL3611106.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611107.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB35
PGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3611108.1 LysE family translocator [Rhodovulum sulfidophilum]AB35
MSFAILSALLGFAFVTTVTPGPNNLMLMASGANFGFRRTLPHMIGIVGGMSVMALLVGGAGLMALFDAVPALNLVLKVIS
AGYLLWLAVKIATAAPLEERGADSRPMTFLQAATFQWVNPKAWAMCLSAVTLYAPDRSLLSVAIVAAAFTLVCFPAISVW
AWLETVVRQWLSNATRLRAFNITMAASLVASIYPVLGLAA
>MBL3611109.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]AB35
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>MBL3611110.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]AB35
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MBL3611111.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]AB35
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>MBL3611112.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]AB35
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MBL3611113.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]AB35
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIVGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MBL3611114.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]AB35
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGDAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MBL3611115.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]AB35
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MBL3611116.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]AB35
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVVEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDTETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MBL3611117.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]AB35
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MBL3611118.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]AB35
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MBL3611119.1 elongation factor G [Rhodovulum sulfidophilum]AB35
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MBL3611120.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB35
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAY
>MBL3611121.1 hypothetical protein JMM60_20560 [Rhodovulum sulfidophilum]AB35
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPYDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKSGSRLQISVRPEITGTWSPFTFFSGGNFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMENLAVPT
GASEASALSAVRVRWAEGNRINEVFRTGRVRLFKRREHLTG
>MBL3611122.1 hypothetical protein JMM60_20565 [Rhodovulum sulfidophilum]AB35
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARANTAALDRETARLAEEIRALEARWQRQRTEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3611123.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>MBL3611124.1 hypothetical protein JMM60_20575 [Rhodovulum sulfidophilum]AB35
MHFGLLRLKLYAIGAIFGLPKLRQWRIYLDMKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIR
FGLRNKGKSGGGRAIYFLMVNDDVAIMITAYMKKEQSDLTTTQRKAILKMLEDLHDD
>MBL3611125.1 hypothetical protein JMM60_20580 [Rhodovulum sulfidophilum]AB35
MHLVPHWRALIRRAWSIRLILIAGLLSGIEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3611126.1 lysozyme [Rhodovulum sulfidophilum]AB35
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDLLIADP
LEDRIPDRSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
EVPFRWGGA
>MBL3611127.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB35
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGKAVRGRRA
>MBL3611128.1 DNA adenine methylase [Rhodovulum sulfidophilum]AB35
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRVEGAFLLSINDRPEIRDLFGAFLIEEVR
LNYSVSKSGATAARELIIANREVRVGLV
>MBL3611129.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVITEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVHSAAEERELVALTGRLCGA
>MBL3611130.1 DCL family protein [Rhodovulum sulfidophilum]AB35
MAGRSKPVDLATRSFATQGEATAFFKAMLNRYRPGEQVNEEDALDIAALLERHTEYTAKVGKGVSHFEVMMTEHGTQCFR
IVRTDGSGTDFSYRNCITQRPPSRKQEVSQAFRRAVRFDLYNARDAFFATYGDENGNATCAVTGEPITRENAHMDHRPPM
TFEVIVTTFLCSRGLSLDSVPLTTGRDDQVSPEVADQTICEEFRAYHSSVARLDLVRNTVNLAQASQHRLKDGRASLT
>MBL3611131.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MRGSTALPEWWCLAMYLAHLSRKLRGLELIEGIHLANEGSYDAIGTSLDNLKQLNFIFGPNGSGKTTISRIIEGSGDFPD
CQITWANDRPLETLVYNKDFVENNFDAESSIKGIYTFGENVEVANEIRRLKGEYDAIKNKIDNLQKNLSGEDGVSGKKKE
RDVLEAQLVEDVWAAKKKLSELSAAFKGLNNNKKGFCERYLTEVRENDATLRDVSALREDAATVFSGELTKASTLPDQDS
SSISILEGSAILSRKIIGKEDVDIAALIKKIGNSDWVQQGRKYFDQLEGQCPFCQQKTDTAFRQQLEAYFDETYIADLAT
IDKLRDDYADATEQLLNAYSMPDIIESRYLDRELFKKDVAALRLALHGNMERISAKRKEPSAPVTLTDTIPLLSAVNAHI
AAANKKIKENNDTIENLSARKEALISQVWRRLLEETKVIYDKFKDETAGLDKAILSIGEKISEEKEKLSKRRCEIEKNER
NIASIKPTIDEINKLLGSFGFTNFHLVESSASGFYEVKRADGSDAKRTLSEGEKSFITFLYFYHLVGGSFSASGGTNDKV
VVFDDPVSSLDADILFIVCNLIKAVVSEMRSGTSAIKQVFILTHNIYFHKEVTFEKRRRDADKKDKTFWVVRKTSQRSML
MEFSENPIKSSYELLWREVRQKPPSDTTIQNVTRRILEHYFKFYGGIDPEDIIEKFDGKDKMICSSLLSWVNDGSHFATD
DLYMACELGQVERYLKVFQKIFEESGHGGHFRMMMGDDYATLSVDETHNTDVASETFRILENA
>MBL3611132.1 DUF3800 domain-containing protein [Rhodovulum sulfidophilum]AB35
MYCYVDESGNTGNTLFDPDQPILYYGLITSKTNLDASAEPLLRAARAKLGVERLHANELGVGRLSEVALSLGRFALKRDV
RFSLYKVVKPDHAIISFFDQVFDSGVNEAVRWDHCWTPLRYPLLLKVAYLFDEETAKAAWAARVERNPARAAEALQKLCA
TLQDRIHRLPDARSRDLISGALKWAAANPFDISYGVGNKDSALQISPNLIGFQQVLQSAAAQARKQSRQVRQIVVDRQTQ
FNRAQGELADIYRAMRGHKQSMGPGMPVLDMTNMPEVPPDFRPGDQSAGLELVDVVLWVAKRWQEDKPLSPELGEMFNAF
AKRGGTDEVSLSGLEHRWSFLANLPVPDGPLPDDLTKQIARLEEKRIQAVKSC
>MBL3611133.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MSRVKSIDFFDYKTFSRFTVSARAKNILVGPNNAGKSTVLDAFRISFDALRYASRRSAHLKSQGDDGVCSTWEVPVSAVQ
TDMRYCIHNFGDGRARISIKLENGNSFVIAAPNDGPLECYLKTELQPQKNTKFLRDQFPLSLMIVPTLSPLEQNEELVQQ
ETVERNRYGRLASRNFRNFWLHKTEAEFEAFADLVELGWPGIRVRRPEIERGGQRPVVRMYFRDGPHVREVQWAGFGFQV
WMQTMMHLSTSNHTSTLILDEPDIYLHPDLQHRLLRLVGQRVGQYFIATHSTEIINDVEPGEVLILRPGSRSAKRIQGEA
GYSDVYSAIGSSENAQFARLAKTKKVLYFEGKDAKILSKIAKKLGGMDFISNSSVTLMKTDGFTNWTRVTTSSWVFENFF
GFKIPVSAIFDRDYRCDEEINAFMADVNVGDTLCRVLPRKEIENLLLVPEAIVAVVKKFGRNQLQDDWKEVVLGAIDDSV
DEVKSKTLSARIGARIAYEVGKGSRKDIATISAEEEAIFTSCWEKLDFRYRVIPGKSVFSAITKRIQEKLKVTVTSSRVI
DEMTAADMPPELFEILKDVKRHLDA
>MBL3611134.1 hypothetical protein JMM60_20625 [Rhodovulum sulfidophilum]AB35
MIWVFSIAADITTPNPPEGYVRADTEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>MBL3611135.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>MBL3611136.1 hypothetical protein JMM60_20640 [Rhodovulum sulfidophilum]AB35
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>MBL3611137.1 hypothetical protein JMM60_20645 [Rhodovulum sulfidophilum]AB35
MAETFTRSFGRFHAEVTSAEARLIIRDDGKDMIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEEPADKAFREAVAE
LVDCAMKEGKPDA
>MBL3611138.1 hypothetical protein JMM60_20650 [Rhodovulum sulfidophilum]AB35
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVA
PTNAPAEARPGERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPTPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBL3611139.1 hypothetical protein JMM60_20655 [Rhodovulum sulfidophilum]AB35
MADETIARDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGTLEELNKRECETGSVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>MBL3611140.1 hypothetical protein JMM60_20660 [Rhodovulum sulfidophilum]AB35
MSIMDDIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAT
RLCPFD
>MBL3611141.1 hypothetical protein JMM60_20665 [Rhodovulum sulfidophilum]AB35
MVAILTIAPQIADRLAAEAAAARIEANTARVAAKSNARDGKSLLACAAFARAERLQGRAVTLGALAAQARAGGAA
>MBL3611142.1 hypothetical protein JMM60_20670 [Rhodovulum sulfidophilum]AB35
MPRIPKIPDLPATYGFGTWRDALLGLFISFAFIGSAWGGLMLARIAKASL
>MBL3611143.1 hypothetical protein JMM60_20675 [Rhodovulum sulfidophilum]AB35
MKTILAASALALLAAPALAATDTTEDQATAVSPASAQDCFAPINGTNAFQPSNAPGCIYYIAPTGNDRDRAASDDGEGSG
EGEGGESSDT
>MBL3611144.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]AB35
MGEIGDDFLAGLERIMDARGLRAAPLSEAAGLSKSFIRDLRRGKAASPKLDTAMKVARALGISVEEILAAANGSVAGVPT
ISIAGRVGAGAKVPVFEAYERGAGPQVECPVGLSPQGIAAVEIVGESMEPVYSAGDLLFYSRPTHEGVPSEAIGRRCVCE
CERGFGWIKLVKLGSQPGYFHLIALNPDAENQHDVRLKWAAPVRLHWPADLAKRV
>MBL3611145.1 hypothetical protein JMM60_20685 [Rhodovulum sulfidophilum]AB35
MEQLIAEVRAYAEATNKSPEKVLREAIGASWGAWAAWQAGTSGPTMRSADRLRAFMTANPAPAKQEDTAC
>MBL3611146.1 hypothetical protein JMM60_20690, partial [Rhodovulum sulfidophilum]AB35
MRRVGWERRLSAAVRDWEDRPFAWGSADCLGFCRAVARSMTWEDPIPGLPAYASEMQAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGA
>MBL3611147.1 hypothetical protein JMM60_20695 [Rhodovulum sulfidophilum]AB35
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYCLPEDQENRFPGDQGFGL
VQAIQNREDTWGRT
>MBL3611148.1 hypothetical protein JMM60_20700 [Rhodovulum sulfidophilum]AB35
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAANAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAATARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRAPFGSWALAGPETVLSVSQARVRTRSLQIREAL
>MBL3611149.1 phage tail tape measure protein [Rhodovulum sulfidophilum]AB35
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGAVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAADLQKLPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMARMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGTAATLIGGRLVVSLGGAALAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVKAAGGFGAALELMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWGDVMVYFQEKWSGFLARFADLPDFVP
GAKAMKAAADGAADGLTAAKEAAAAAGEEAKRLKLEANGIADAMIRTPLASMKALKETLAGVSEEAGNTATSLTRIGDAA
DDGAGVEKVKKKTKDLADTAKETGDSFKTFFKDLAKGSGDAGDAISALADRMLDDLLDRAMSPLSNALGGFFDSLFSGMF
GGVGGASGGTTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPEAILPLTRLGNGKLGVASIGGGSVRM
GDIHVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>MBL3611150.1 hypothetical protein JMM60_20710 [Rhodovulum sulfidophilum]AB35
MAGAAARTTVGQHRDRWLAWHIAALVRAPVRDFPEAEEFILPPDPERAAAVMTLRARVMHARFQQQEQTKR
>MBL3611151.1 hypothetical protein JMM60_20715 [Rhodovulum sulfidophilum]AB35
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRVMRLILWAAMRDHRPGTTLRQAGAVAEEL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKG
>MBL3611152.1 hypothetical protein JMM60_20720 [Rhodovulum sulfidophilum]AB35
MSEADIAWGYGVEVAEDAAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSATDN
LLIGLKASGNVRQIRVTFPGGTVWTFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGG
>MBL3611153.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSFRADLTDLLLSDPGLADLVGTRITWGRRAPGEGLPALVLMRVGATRDYHMKGVGALRRTRIQAEFLATTLAEAGEVEA
ALTARLDGIRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>MBL3611154.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB35
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKAALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRRLVR
DDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQPFMRPAWDATREAVLAGIAKGLGREIAKTVARRAKRLA
KRAAQ
>MBL3611155.1 phage head closure protein [Rhodovulum sulfidophilum]AB35
MSARLDRRVTFERQGAGRNALNEPTGAWAPLATLWAARTDLSETERGAAGQIGAVRAARFTLRRSVLTRSLTGADRLRDE
GMIWNITGVAARGLWIDVSAVSNGRKEEA
>MBL3611156.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB35
MILEETPPPGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPVREILGI
GWTGLDGTAGELGAETARLLHAGDEPQILFAPGAFAAIPAGSALAITLSVGPDIVPPTLAQAVILIARDWLDAGIAIETV
ESPRIAFGARALIRQARYRRPGIWCHR
>MBL3611157.1 hypothetical protein JMM60_20745 [Rhodovulum sulfidophilum]AB35
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGDDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETARDTARDAATA
>MBL3611158.1 phage major capsid protein [Rhodovulum sulfidophilum]AB35
MPKPRDLNDLRRERRAAAAQMQERADTLAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPGTGALPTGANPGTGSPATPRNPAHRGVEVGFMLHALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIP
AAQSEELIAMLTPRVTVRASGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMAQHARDDLLKAM
ALREDLAFLRGDGANDTPKGLRNWALADNWREGIAGTAAAAEAAVRWAVSTVEDANVGMVHPGWIMRASAKNWLASLRDD
RGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDANGETISAFQRDL
TLMRAVSEHDLAPSHDEAIAGFTATGWSL
>MBL3611159.1 S49 family peptidase [Rhodovulum sulfidophilum]AB35
METTIASLLGAAPLALDRDFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSL
AGSIGIMRQAGWPVGPDGAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSVT
DDPADGGATFGPEAAIARGLADRAETRLAFYDRIFAAHAPKPAAARRGSGRGHLAQAAAAQARATL
>MBL3611160.1 phage portal protein [Rhodovulum sulfidophilum]AB35
MVRRTLGGQSRVRSLPVVTPLAAQRHATVFACCNVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARL
ARFALVYAFALRGRGYAYAPRDGAGELTLLDVIRPDLCAELRDGRARFYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGR
SPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALTDPEANGIPIIGATDDIKSLDLSA
ADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERRAGLFFRHD
YDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVEGGDRLNPAPNMTRDDDSKTGTEEDED
>MBL3611161.1 terminase [Rhodovulum sulfidophilum]AB35
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>MBL3611162.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]AB35
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MBL3611163.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKKARAAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRAKFWDRSNWQPLCKSCHSRKTAREVLGRN
>MBL3611164.1 hypothetical protein JMM60_20780 [Rhodovulum sulfidophilum]AB35
MENKGIITISAFLSCLMMSCSQSGITALDNLTSTASNDGEYRKPFNLNYPMQSRFLSVNGLLPVPGPASSCLASSFRVAN
SIICFSPTKNTYVLTRRFPYQGSKNAQNDLKALRDNLTALQIKVAKLITEDAAGEERAANSTARDVLTSAAKISETIKSN
NYFIFRWLGSASTDAGGNVGANYSARAAANRSSSGIVIVAGLQVSQLMIGRSDFKSVFCPAPRATKIATLTMSAEHLLYL
TDANLGAAIEGTLKSDLKDIWSELSPETKIALNAYAQIGRAQENQGMFSAPTATTDDLPTALHPNNSKQVFYATMTDIET
LVRAMGQDCRSD
>MBL3611165.1 hypothetical protein JMM60_20785 [Rhodovulum sulfidophilum]AB35
MPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNVLPWYAAT
LVADLARAGRTPDWMPDARPRLKPEDWTVNRCGRHAKTADAATLGIEGWQPIPRRNRKGVIVQDAVRFTPCHWDPTPSQI
AAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDLPPMRPWNQI
>MBL3611166.1 hypothetical protein JMM60_20790, partial [Rhodovulum sulfidophilum]AB35
WPRSYALGQIRQAAGEALRRHAHLAGAGPGQLSPAEAAWLRDREARLAHCRSIADLAGAPA
>MBL3611167.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLILERRVEEGTRISAGEVLFRIDPAPLKANLALAEAALMRA
EATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAGIAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLV
TVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMATEEGLGPVRIVRDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETAN
PKLALLPGMFVRAKIPYGAVPDALLVPEDAVLHTAGGGTQLVVVSPEGKARRRDVVPGARIGNRIIIASGLTPGEVVAIR
GQNRVPEGVAVSVEARPAET
>MBL3611168.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]AB35
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINMLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTGVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTVSETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMAEMERLAGALPQGFAVEWSGQSLQERQSASQAPTLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MBL3611169.1 response regulator transcription factor [Rhodovulum sulfidophilum]AB35
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>MBL3611170.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]AB35
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLTAVGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKRALPAGQTDD
>MBL3611171.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]AB35
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGTVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQVVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFRQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTISRSDMRGAVELDHVSFAYAGQCVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAQMIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDAEMIV
VMRRGRMVETGTHAALAAKGGIYAGLLASA
>MBL3611172.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAGPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>MBL3611173.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAASVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADARAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>MBL3611174.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MTAANLPAIRACRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTRQPVRFEITDGTRKSLAAWLDDPFMVGSEHLWPGRFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSM
RRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAISEAVEI
>MBL3611175.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MKTGPPDGAGQSDRVGRSPVLVLGNGIAALCVAFLVLDPPFWLMIPIMAIGVASLDAIRAAMLASAVDLSERSEGTTLAL
AFVMMDGVGAFGAVSAGMPVGVAWQIMFALAATFALTAYVLSAKCTECRRKSCPAVIVSRLGSANLEREDTPA
>MBL3611176.1 ParA family protein [Rhodovulum sulfidophilum]AB35
MTYIIGMVSQKGGVGKSTLARMMAREFVAGGLATKIADLDTQQQTCTHWAGRRAENGVTPEIQVQSFAAVKTALEDAPRF
DALILDGKPNASEQTAEIAKASDLVVIPTGQTVDDLHPGVVLAHGLRKKGISPDKIAFAMFKTTGSERENAAARQYLEQA
GYKVLEGEVSVSTAYGSASDIGKAITETSFRSLNDRASKLAQSVIDMMAELSERQVA
>MBL3611177.1 hypothetical protein JMM60_20865 [Rhodovulum sulfidophilum]AB35
MTTNIAKLKSAKGAPPPADDAPDVIADDTRPEKVELRPLQVRIPRTVFEEFSERAGREFGFSHGAKKQLFLKMWETYKAQ
NM
>MBL3611178.1 hypothetical protein JMM60_20875 [Rhodovulum sulfidophilum]AB35
MAARPKPSQRLLNPEDGTEVFGIVPKLRLGHLQTEEAPIYLQWGRHKGPHHGHGASHIWAEHRNDMGKLGLTTSDEVPAY
VKRVIKSGTSLYFEAERMRGNQRTSAVRSSAGTVILEYVEQIVQGEVQPYWRIITAFPRAQGIGTAVGRIK
>MBL3611179.1 hypothetical protein JMM60_20880 [Rhodovulum sulfidophilum]AB35
MSYNTNEVIRRETGNRARKRMVGLLRAVFWGVYVVGKIIDLIKWISQFFGE
>MBL3611180.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MIGEALRLIRVYHDLKQSDLADRLGISQSHLSEIERSKKAPSNELIERYSKEFRLPVSSIWFFDEHLTEGVKPSTLDRAR
GIIADKVLDFLRIVEGKRKANDIEA
>MBL3611181.1 RNA-directed DNA polymerase [Rhodovulum sulfidophilum]AB35
MTSRRNKSYPIHQCALYKLRTKKKLFELLQTTPTKLKELREAPKLYHPIKVAKKDGTYRDVLAPRGDLKRIQKRVGELLL
RVQTPDYLMAPVRGRSNIDNAVRHRGARSFHLLDVADFYPSCSANKVAAFYGKTLGCPPDVVKILLELTTLNGTLPPGSP
ASPSLAFWAYQDMWDEIAEISEAAGCTLTVYVDDITISGHLVPGEVVYGIKERLKHHGHSFKEQKEAAQIDGAIEATGVI
LTPSGKVALPNTQHQSMHQLRTEVQRMPEGPEKELKASSLRGREINLRRILQQNRG
>MBL3611182.1 TraM recognition domain-containing protein [Rhodovulum sulfidophilum]AB35
MGIRTTLILLTIAICGVLVYQDVHDRVEGAEAEPERQLRQTRDAEIARCTRKAAELRGLIGEEPGLDDRIETGQHRKYGV
QYMLYAQSRAAIEEIYDQEGRLDIEAVCEFIQVLATDDPGLINDLTTWSGTQTVAIREAKGGKFQFAMARFPGGRSDGAK
EDPAFHSPERAGQGARIAHPQTTASENGAGSGRARQGRSPQSLHT
>MBL3611183.1 hypothetical protein JMM60_20900 [Rhodovulum sulfidophilum]AB35
MRIFRPGNNVAIRLAGLGLFFLLVSLGYAGARDIRHVEFVRYGQNNPDSPTKSILKTAEWIAPLLRPNFFELDRNSDVSF
ITRTTLYLDRETLDILAPNRSGDFATLISQDMAQVGDHPGLFGAPLLVCFYGPRSRNWGRPSSVPSDIPLETVLAHAGGV
KVNLYWNIIDHPPYQAIPNHPLRRIGAFRAICPGEAHAPFVRQFERLVRGTAEWVVKWGFQLHAPVRNLDRPPLSVRLAI
GLEYRVAVMKRRPQTQRNGWPLSDPPPVLLRYNVTSVAYDTLGPNGLAEMDFVPIQFLLTERYSGLPRGMTAQVTPGQVA
AARMKNKQQSYHICRYRQGHAAYWVWSDAFPLRYQGHEIRSSKGAPDRPVFSCPLDPGALWR
>MBL3611184.1 hypothetical protein JMM60_20905 [Rhodovulum sulfidophilum]AB35
MLWLRQYGTRILGTLIGLLVGGSLGLYYFFFAQIDCWFECSPEEARRVFWSALVIGISITAFAALMGWAYVSRAIDLLLR
IIRWFFRALRQERQTVQQEGRTTRAAVVLLLVAVLVVFQAAFLSVVIDAVDPSYLQSDRYHITADYLISISELLLAGAIA
IQAGNMLGRLPFFRSSLTTYLAGFILCFVAAAAVIDDIRDAGVDYILAERSTEDRRFAALVAINQMALVQQGLDFEEADL
GIEELATPDAKITLFLSPVIFYLAGLESLEATSDEKVEALLRTVDEEGIVRRIQEAADRETAEYCAFFEQMYADYTGSVN
GAVDKIAEVSRSGIGSARAYEEASRFYFNMVNQKLGRGWAVLPGLTREQFINHRDVQKAIKGRIQKTLPAMRERVAESEF
PVAGARAVSAFEDIIRRKDIYVDPCEMNERIVRGVSSDIRGQLWQDVRRALDPERTTLGVGGEHERYGRTALEIAILPTF
SIAALLFGMVLNGRGVIGQFTGRVLGLPPGVGSTLALLFIGFAVLWPLSQPHEQLDEGAIADLMVAVQEERGVFTRYGIE
WIVRGASGLYDAGTRIRDTLDFSMMGLENHIAEHLESRDLGPGLGPEGLTAR
>MBL3611185.1 hypothetical protein JMM60_20910 [Rhodovulum sulfidophilum]AB35
MPLPTSFIKRKAGASLLHSVRTAEAIGRPFNTFVTVSLWKLGLTPDDASRFFQELRERHFQRWSSYVPRGDTTPRNGPPT
YAWVIEAPRKLAHVHWMVHVRPGQERAFAAVLDRWIVRRTGIAQVPEGVIEIARIDNAEGLKLYFAKGLDPHLARLWRIH
PVESGRVHGRRAGTSRNLGPAEWQPRKAAYQRSRRRVAA
>MBL3611186.1 recombinase family protein [Rhodovulum sulfidophilum]AB35
MIIGYARVSTDDQTLDSQTDALTVAGAERIFADKISGSKRERPELGKMLDQLRPGDVVVVAKYDRLARSLRDLLDLVEAI
KDRGAGFRSLAEDIDTTTPAGRLVFHVFASIAQFERERIAERTKEGLQAAKARGRVGGRPPALSTAQKAEVRRMRDDEQR
AISEIARLFKVSERTVRRA
>MBL3611187.1 hypothetical protein JMM60_20920 [Rhodovulum sulfidophilum]AB35
MARRISSSQIRSRLRQAQAKMRQAQAKRKQAINKCNQAVRTYNAKARAHNARVRANRDRLKRELQKLARTSSKPQYVTFR
TSVETFQRSYSVLENRAEAEIYDDRYDRFLDLSEREAANSASVMNALEGEVPENENDESPPASEIDHILDAISQDVHDRW
HGALFALSPQNPDAARHFCTSARELLTEILERFARDEDVKSVLPDCEVTQQGKPTRRAKIRFFLHKQGVSDDAVTDFVEK
DMENVVQLFRVFNDGTHGSSGRFEHSQLLAIRARVEGAVSFLWGIITGDAFAPA
>MBL3611188.1 hypothetical protein JMM60_20925 [Rhodovulum sulfidophilum]AB35
MAKKAGSGGHYRSAISGRYVTSAHGKRSPDTTVFEKTDGGSTGSARSAKSGRFVTEGYAKRNPRTTVKED
>MBL3611189.1 replication initiator protein A [Rhodovulum sulfidophilum]AB35
MTNNAAASPARSPLLPDRHPTRDLFVCDIVDAVPKGDMTSMENPVFSLATKPDMRPRRYERGENFIEINPSRYGLATVHD
RDVLIYCISQCMAAVNEGRQVHRKMRFKAHDLLVATNRQTSGRGYELLKDALRRLQGTQIETNLKQGGKEYFKVFGLIDS
AEIVKETRDGRMIDVEITLSDWVFDAIENNHVLTLNRQYFFLRKPLERRLYEIARKHCGAKPVWKIGLELLRDKCGSGST
VKEFRRLIGKIIEDDEQHDHMPDYAFTIDGDNVIVRMKKGRLQGALPLPLSSLRLDADTHERARQFATGWDMHNLESEWR
SWVIEKGIAVKDPDKHFLAFCKKRGPYRR
>MBL3611190.1 hypothetical protein JMM60_20935, partial [Rhodovulum sulfidophilum]AB35
YDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGCSAAGGVLAMAPGATRARYAFAGRIDLGAVQPVRLISDI
ELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPETDTDTARWGPWQSFDAADFSGRAFRFRAVL
GVESPDYTIGITGLTVTALQAA
>MBL3611191.1 hypothetical protein JMM60_20940 [Rhodovulum sulfidophilum]AB35
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTAARALKMRNIANNGWITLGSLAGEAFTPAG
VLQLTLAQAKDALSDIYGAVTGQILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKEGSIQNVETPEFEDGYEY
ALVFEAVAPNKTTSTLQISVRPEVTGTWSPFTSLPGAGFTRGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GASEASALSAVRVRWAEGSIINEVFRTGRVRLFRRREHLTG
>MBL3611192.1 hypothetical protein JMM60_20945 [Rhodovulum sulfidophilum]AB35
MTVTPTEIPGPFPLSGKRFSQTAAEIGEILEDALRGRNNLSDLKDRDLAEMLNLFGNNNMQYDTVAYVADIEADLPGRGS
GFVFCDTKTSNTPVARNWHVGFWVRRYRDARGFLIIQTENTGEVWLRSYNSAVYGWGNYVCINRHLSDTLARDDGSTEPG
LLSGAVLGAWRDAVCLGHGQRWTDVKADRAAGVTYQNSSKRPILVSIGVGGGTGAGFVYVSADNETFVRTSVIAASGAPS
CASFIVPPGHYYHITNWSGTIWSELV
>MBL3611193.1 hypothetical protein JMM60_20950 [Rhodovulum sulfidophilum]AB35
MEQGFYHPERGYWQTIGTPSAEIIATYPEGTIDVPLRPGPDHALVDGAWVPVEQDPAERLAAWRASATLSRLELASALIA
AGILTQGEAEDLAAQRMPGALAALVDPLPEDARSAVRLRLVGLAEFARADPIWDALLGPELADAVFGRQDGE
>MBL3611194.1 hypothetical protein JMM60_20955 [Rhodovulum sulfidophilum]AB35
MIEATESALRTALAILGAILLVWLRTDGLAVIARMGITLASAAIGYAAGPEIALWMGTPERLTIVGVTVLGPLALETAAA
TLLWLKRDPRHLAEVFRLWRGGK
>MBL3611195.1 hypothetical protein JMM60_20960 [Rhodovulum sulfidophilum]AB35
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDATGLPSGLFAGLSALVTAAAFAARLIAQRME
>MBL3611196.1 lysozyme [Rhodovulum sulfidophilum]AB35
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFADRLAGFEAGLDRLIAGP
VEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
EVPFRWGGA
>MBL3611197.1 bacteriophage spanin2 family protein [Rhodovulum sulfidophilum]AB35
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVTRRRA
>MBL3611198.1 HigA family addiction module antidote protein [Rhodovulum sulfidophilum]AB35
MTHPGILVRRECLDPNGLSVTDAAQVLGCNRQTLSNLLNGRSGLSPEMALRLEKAFGTSARSWMERQMNHELETVMARAH
EIEVQPFTRQTP
>MBL3611199.1 class I SAM-dependent DNA methyltransferase [Rhodovulum sulfidophilum]AB35
MNPVEIEQAISDLAEAPFDAAEFPYAFLEAFGRKATEIKKLRKGDTNKSDLGGVLQRNNIHMATCALGEVSQTLAALKDS
PATTKHKAKFILATDGQTFEAEDLIGGDTVACAYKDFPDSFGVFLPLAGISTVKQIKESAFDIKATGRLNRLYVELLKDN
PDWGKAERRHDMNHFMARLIFCFFAEDTDIFTTADLFTGTIDRMSNRDGTNTHEVISEIFRAMNVATKDRASANLPRWAD
AFPYVNGGLFSGSTEVPRFSKIAQRYLSHIGGLDWTKINPDIFGSMIQAVADEGERSVLGMHYTSVPNILKVLNPLFLDD
LNAALEEAGDNARKLLNLRNRIAKIRVFDPACGSGNFLVIAYKQLRTIEAEINRRRGEADRKTDIPLTNFRGIEIRDFSA
EIARLALIIAEYQCDVTYRGQKEALAEFLPLDSQNWITCGNALRLDWLSICPPTGTGVKVKADDLFQTPLDQAQIDFENE
GGETYICGNPPYLGSQWQSTEQKEDLGRIFDGRTKNWKSLDYVAGWFLKAADYGMHTPTVSALVSTNSVCQGRQVETLWS
LIFDTGNEITFAHDSFKWANLASHNAGVTVVIVSISNRLSTTRRLFSDGDSGETTMREVGNINPYLISGPNILVKSATKP
LCAQQEMSFGNMPNEGGHLLLSLSEAEQAINDHRVPRKFIRPFIGSQEFIRGNERRCVWVRGDELPETYGNEWLDRRFAA
VAQQRSKSDRATTKALSEIPYRFGEVRQSGDEQIIAVPAISSENRDFLPCGLLPSGNIMSNKCYALYDAPLWNMSLIASR
LHWVWIGTVCVRLEMRFSYSNTLGWNTFPVPKLTEKNREDLTRCAEDILLAREAHFPATIADLYDPEKMPADLRAAHDRN
DETLERIYIGRRFKNDTERLEKLFDMYTKMTTKVS
>MBL3611200.1 BrnT family toxin [Rhodovulum sulfidophilum]AB35
MNTFECDKAKAKSNFEKHNLKFTDAARGIKAGFALTAKSPLSDEHDEERNLSIIGRAGRRAMVAIWTPRGGNVRLISVRH
ARDKEQEAFDAYIRQTN
>MBL3611201.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]AB35
MRTARRGVPSVSVSYPANGSSTMSNELGMRTMQERAYEKRGEQYLLIKSPPASGKSRALMFIALDKLHNQGLKQAIIVVP
EKSIGSSFSDEPLSKFGFWADWTVAPRWNLCNAPGGDSGKVGAVGTFLEGDDQILVCTHATFRFAVDKFGIEAFDDRLIA
VDEFHHVSANPDNKLGAHLGTLIARDKAHVVAMTGSYFRGDTEAVLSPEDEARFETVTYTYYEQLSGYTYLKTLDIGYFF
YSGSYADELLKVLEPTEKTILHIPNVNSRESTKDKHREVEHIIDALGDWQGTDPVTGFQLVKRPDGKVLRIADLVDDDPA
KRDKVSASLKDPSQKNNRDHVDIIIALGMAKEGFDWIWCEHALTVGYRSSLTEIVQIIGRATRDAKGKTHARFTNLIAEP
DASEEAVREAVNDTLKAIAASLLMEQVLTPKFEFKPKTPASTAQDGFDYGENGYDDSKCNVGFNEQKGTFQIEIKGLTQP
KSPEANRICENDLNEVITAFVQDKTAIERGLFDEEMVPEELTQVKMGKIVRDKYPELEEADQEAVRQHAIAAMNFTQQAK
KTLLGDGTDAPSNTAFVDGVRQFAMSVKELDIDLIDRINPFSEAYAILAKTMSEESLKEVAAVIEAKKIKLSPEEARDLA
KRAVKFKQERGRLPSLTSTDAWEKRMAEGVAFLTRMKQEAMNG
>MBL3611202.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]AB35
MANMFTDDDDALLSELGIEVEKKKLVTRTPREERIIAGFEDIQKFVAEHGRLPQHSEDGDIFERLYAVRLQRLRELPEAA
DLLADLDADGLLSGAEVTPVADDLDDDALLAALGVEVEASPITELKHVRSNAERKEAEDIANRQRCEDFETFQPLFEKVQ
RELDSGQRETRPFELKAEIQKGRFFIVEGQKAYVAEMGEETLTDQGRRDARLRVIFDNGTESKMLMRSLQRALNKDESGR
RITESVAGPLFADAPEEGDSTTGTVYVLRSKSDHPMVSENRDLVHKIGVTTLGVEKRIAGAQLQPTFLMAPVEVVATYEL
YNINQTRLENLIHRIFGNAQLDIEIPDRFGRPVTPREWFLVPLFVIDEAVQKIKDGTITKFRYDPEKASLVSIG
>MBL3611203.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB35
RTKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMML
TLVRYMGCAGARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALR
VLKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSSA
DG
>MBL3611204.1 serine/threonine protein kinase, partial [Rhodovulum sulfidophilum]AB35
MVSSPPPSPSSAEEGAAPDRTRISVPPDAPGDAGDERTAFMAPGGGEDATRISVPSAPSGPDASPAAEEARVPILSAGTV
INNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQLADDAIVRYYNYVHDHALERY
FLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLS
EEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLT
HMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGLTLPPGLGRPGAARA
>MBL3611205.1 serine/threonine-protein phosphatase [Rhodovulum sulfidophilum]AB35
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>MBL3611206.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]AB35
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSRDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAGLLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>MBL3611207.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]AB35
MWRARWMRVLLIVLGLLALGAAIWFGLPMTGSALLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRRAEALEDSLMAEPAG
DGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGVEGFGGTRNCDWWFAEEAV
LIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELHETLKIDV
PVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDGAARIAIF
GLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDL
LKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDD
SDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAI
YRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDA
IVTLPLAEQAYASIRDRALTAGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFFLDELTHARSRLKDD
RWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVDSPLARLVEEIGRQT
RLSRLYDEIDAMAPEDAAKAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAVSEDSQRAQVQRISD
DFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLGRMLSAVEAEFRSEA
QDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEPIPGSSIG
ERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPGSGVSLAL
FPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVSVEARP
>MBL3611208.1 type IVB secretion system protein IcmH/DotU [Rhodovulum sulfidophilum]AB35
MADNDDDDDKTVFGQPLPPPPLPPHPLTYPPGSGWNVYPQDSSGTERTAFGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>MBL3611209.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]AB35
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>MBL3611210.1 hypothetical protein JMM60_21035, partial [Rhodovulum sulfidophilum]AB35
LATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGNLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTVT
AGSLTGLSVSGGSASLEGGSLSGDLEVTGGAADVDVAVDGTADVTGGRLTIGADGSVAELTTVGSAGSLDTAGTLASLTS
AGQVENSGTITGDVAVTGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAATGGALASVSGRIDGALTAGSGSEARVTGDL
ALGGGLGIDAGGKFDLQSGTVTMAEDTDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQLSVTGTGRLETDLVNAEGAQAEI
DGTVAGAVENDGEIALGGTIDGTLGNDGTVTVAAGDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETEGRLALGENA
TVSGDLVTSYGTVTLADGSRLEADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGTTGDRLDVTGDARLNGTIGMDIDL
TDGAQSADAIYIDGVASGNVLLAFNDLTAGDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNAGGDGWGLIS
GANPAFGGLSSGLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFSTEIDASYGGV
QAGLDYSCFDGGEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASRGRFFADLQV
TVNETEFDLENKAAAGAYGERLGVDDQSYDSTGHTVSGTMGYAFPLGEESGFSLIPSLGFSVSRTKSDDLYFSNDPGDDD
DDGVLKFDPINNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSENDGLGNYGE
LSAGFNYTRILGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>MBL3611211.1 hypothetical protein JMM60_21040, partial [Rhodovulum sulfidophilum]AB35
GALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAGTPNADGSWSLGPDQLDGLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVATATGAEDSAI
ALELAADLIRPAPGETLTLTVSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLTLIPPPGFTGDFELEIAAIASDPD
GGVATTNNLLPVTVLAEEPSLPPSSQVIELNGLITPEDTAVALELGQAFLEATGFSNLTFASISGLPEGTMLSAGDLQPD
GSYLVSAADLEGLLLTPPNDSDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITITGASSDDVSVIPFNIGGGLSDV
DGSETLTRFVSDLPEGARLSAGTYAGDGLWSLTPEDLTGLTLRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVS
GGQEGDVWQSYDARGDEDTAVDLGTFLLLFDLAGFASITVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLTYTPPEHDAS
DVTLSVVGRILSFPITLGRIDVLVDAVADAPSLSASAVDGIEDQALSLTINGALVDTDGSETFSFAVLGLPEGAVLSAGT
RDPASGTWILTPEDLSGLTLTPPPDFSGQLTFDVRANSLEDEGNAASTTETITISILPVTDAASLIVQAAAGHEDQPIPL
NITLSAGDADGSENVTAIVISGLPDGAVLSAGTALGAGAHALQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTV
SGTLTVTAAPVADAPVLNVTDALGVAGEPGGLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDG
LQLLPPQDWFGEFALTVDAHATIPGTGDIASNTAVIDVQVPEPAPIATEVVVDIAPGFSVDSTASLSRIVVTLADDPLFA
EDTLALSDETASDPVISDALSGGALSLRFENDGRQAILEGDAPAELFEQLVRGLQLHTSSDQGSRTVSTDVYDTAGELLP
LDSLNLTLNPTDPAASTDPGDLLAADTSFDAETDTTSLDWDAGSDALDTPTTDDPAPYQEMST
>MBL3611212.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]AB35
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGEAALEKIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFDLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLHEGISYEEFLVDL
TQVHRVVFYTDGITECSGPKGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MBL3611213.1 STAS domain-containing protein [Rhodovulum sulfidophilum]AB35
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLEGA
>MBL3611214.1 ATP-binding protein [Rhodovulum sulfidophilum]AB35
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILNLESGLFLCMSYAG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MBL3611215.1 PAS domain S-box protein [Rhodovulum sulfidophilum]AB35
MSFLRPQKSLPRHPVVTGMIVFLTVLTVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLRADDGEPDRVFKGEAELFAPTSIIRDIVLPG
LVWQIAATPREGWTHSLGHLQLLRGLSLLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAETMFGRPTAQAKSMPVAEMFQVETVLANTSVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSLRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRFVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDTRGVIL
SANAAAAQIFQYSAEELVGQNVSMLMPDAIASRTERYLGSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESISFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLILGDAEKLPDGRWRVEFEVADTGIGIPSELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMDGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQAEDGNGPPIILLTADALSRKSFEKENV
FAAVLTKPIDWKQLFSALNEFARRDGEASADAQQHDKPSNFIGASKNNSDPGEEASSTEPPTLSLEWLDVLRQTIPPDRV
NSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESGDVAHQSPLLERFDIEIS
SARRALKTFIETQSKPFS
>MBL3611216.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEGQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611217.1 hypothetical protein JMM60_21070 [Rhodovulum sulfidophilum]AB35
MFLHIEAQKDAMACAAARLGPLRSLAGVSNRDGGDLPVCGVVAGKLPEEDRMPRREPERPGGGAHDRLEVAWMRLFVEPG
MLPTSLGIEVCRGTGRSRSAFDIAFGAGSVMRAAGGGPNIAPTGRGRTTATSDGSRSGKRFCFGTDGSLFSVEGANRDRK
LARSGAAR
>MBL3611218.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]AB35
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPAGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRAAPRY
PRAQMLDAAERDAVDAGLKARGVRQFLPG
>MBL3611219.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]AB35
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MBL3611220.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]AB35
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MBL3611221.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]AB35
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDAEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLREPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEEVADAAE
>MBL3611222.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]AB35
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPIIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVGAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRANDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MBL3611223.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSDGDALPWADRTAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDIFWVT
>MBL3611224.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MPPHVAAAAKAARYNRRVFLAPFWDEIFIQDNERKQSRAEAEATCAVMFETYIALGYEIIELPRTDIARRADFVCEQLAI
>MBL3611225.1 MFS transporter [Rhodovulum sulfidophilum]AB35
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
AIGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGPDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLFVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFECQENRWLE
FGESGLVLAAASLLGACANSLLLRRGTPPRDLVGYGVLLLAIGALLLSLLASGPAFVIGMAVVALAYAMAIPNILAESLQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLRRK
>MBL3611226.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDEMRVAAPFAGTAIVAMTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>MBL3611227.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]AB35
MRAPHAPLVPQFDLSGRNTLGLRSRASYGGVLADEGEMIAAAQFADRMGLPFHLLGGGSNCLLAEEIDAVVGIAGARGRR
LQRVGGGVRVTARAGETWDDIVRWTVGQGFGGLENLAGIPGTAGAAPIQNIGAFGVELSDVAESVDVIDTADWTQRRLAA
AECGFGYRHSRFKEDPGRFLVTGITLYLPAAWRPVLSHEGLSRGGLSGGASLTGAAQVMGAVLARRGARLPDWRLTGNAG
SFFHNPVVPVAAAARIRDVCGHPAPGGVKLPAGKLLDLCGFRGLRRGGAAFSEINALILVNAGGATLRDVDALAARAQDA
VRLRFGVDLVQEPSRVGD
>MBL3611228.1 group III truncated hemoglobin [Rhodovulum sulfidophilum]AB35
MDARAPRPVARFPEAVAEGLDEAMIREVVHHFYAAAREDPVIGPVFRARVPDDRWQAHLDTIEDFWCSSLLGTRRYEGRP
MPKHLAISELNDDHFRRWLALFRHTVTQICPQKTAELFVERSERIAEAFRINIGMARGEDLMFRPKLTREPYP
>MBL3611229.1 transcriptional regulator [Rhodovulum sulfidophilum]AB35
MSTDNLEKEGRPPRSAAERILMALKMHGALTSAEVGARLGTTGEAARQQLVKLAEDDLVADERRPSGRGRPAVRWHLTEK
GQSRFPDTHAALTVEILRSISDVLGAEALDRIIHAREATTQALYEEAMADCVTLGDRVGKLVELRNAGGYMAAAEEGEDG
GLLLVENHCPICAAASFCQGFCRAEKAVFENVLGDGISVERVEHIVGGGRRCTYVIREAS
>MBL3611230.1 superoxide dismutase [Rhodovulum sulfidophilum]AB35
MAFDLPALNFAHSALEERGMSTETLELHHDKHHQAYVTALNGFVEKNADLQGMSLEDIVTATYGVAGREGIFNQAGQHWN
HIHFWNALSPEGGSIPGALEKKLTADFGSVDDFKQAFKAAATGQFGSGWAWLIQKSDGSLGVTKTPNGVNPLATGEGTAL
LGLDLWEHSYYVDFRNRRPDYVDNFLGRLANYDFAEANLA
>MBL3611231.1 ferredoxin family protein [Rhodovulum sulfidophilum]AB35
MTYVVTENCIACKYMDCVEVCPVDCFYEGENTLVIHPDECIDCGVCEPECPADAIRPDTEPDSERWVEFNRKYAEIWPVI
TAAGEPPANADEMDGIPNKLQTHFSPEPGQKEAS
>MBL3611232.1 SMP-30/gluconolactonase/LRE family protein [Rhodovulum sulfidophilum]AB35
MKDVAPNIAVAVRTKAAIGESPLWSARRERLLWIDIMGRQLHTYDPATGRDDATELPTAAGLLAEDSSGEIVLGLEHGLG
TAARPQVVGIAIGLAGPIVEHAILIRRHLPGFREGSPALLQLLAARAGVGPLAQSGRTVVNRRWCQTSGCRVSARSMACG
RPTKRTWSSVSISPARLQSIATIAPRRRG
>MBL3611233.1 hypothetical protein JMM60_21160 [Rhodovulum sulfidophilum]AB35
MAPVLRIDRGAEGMGVYPFRAKLGGSSFSNRTVLTSTIGIRTNVMDQDRRPELTDSAGMGQAQAAARTGDEHGSPFEIWF
CQHGILRCGEDGYVAMILPILSKLADLLPVDSAVISSLCSGFGPLLTVCDTPAG
>MBL3611234.1 autotransporter-associated beta strand repeat-containing protein, partial [Rhodovulum sulfidophilum]AB35
MAAGLTLGAAAAGADTFHWNGTAEDGFWANPENWQDAMGDPIEGDAPGLDGMPVGIVLGEAATGTIGLEARRATLSALEL
TDNSGTALTDGTLAFSLPDGASGTAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLAGNISGTGALRLRAAGDSEIT
LSGTNSQTGGTVIEAGTVVATGGEALSEDGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELADGSLTVSGGP
ASSFGLGISGSGGLTVRDGADLTLAAANSYEGGTVVSGGALSVTAGGSLGSGDVSVADGSLLTYGAAFGADQTVTLGDGG
LWALAGDETVRGLAGTGTADLGGNRLDIALPGTEPLAFGGRLKGGTDSLLALTGGGEYMLTGSLADYRGGFRVEAGRLGL
SDAGGALNDNALTLAGGTLVADLENAFGGTIATEAGSTSTITAATGTTLSLTGGMALAGDLSFTAEGEDAEIGLKMASVT
LQEGVSLGFDRARFKIGSEAAAGVFAADGGTRLGAEAVLDLAGHDVGIAALTGSGRILTDSGDAVLGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIASAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFANSGTVSGATSVEGGDLSNTGTLSGDVSVSGGALSSSGSIGGKLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGR
FGDDLTIEGDTG
>MBL3611235.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]AB35
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGRDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPAAGPDSRPEPRGEARIEDRVESGADPRAGMRDGTAGETPSSSAPLSGALPQPVPSHRLSPVMARSG
AAAVAVVPDRIAPVGTGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMA
ASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLL
LIDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALAL
AGFDLR
>MBL3611236.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQA
VALAGLPEALAGASRVYLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>MBL3611237.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]AB35
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>MBL3611238.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]AB35
MPNLSESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVMGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALATWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>MBL3611239.1 hypothetical protein JMM60_21190 [Rhodovulum sulfidophilum]AB35
MLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVSQLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRI
VVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>MBL3611240.1 hypothetical protein JMM60_21195 [Rhodovulum sulfidophilum]AB35
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVATPVAGARIASSAPADPTLPVFRRRTVPAIP
AGATEAARPDRALPVPAAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRLAPRFDAAADMAPPPRPPFRQDVAAGAG
LPEQVDSENYLIGVYR
>MBL3611241.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>MBL3611242.1 hypothetical protein JMM60_21205 [Rhodovulum sulfidophilum]AB35
MRIGGQARTRWPAAAGLALWLLPAIALASETPEQAETAPAPRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLDPDTEDLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGLD
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAPPAPTTARAPTPRRQTAPERSDAPPPQIRLAPSLG
VFR
>MBL3611243.1 hypothetical protein JMM60_21210, partial [Rhodovulum sulfidophilum]AB35
MKPPGFGVDPAFRAAAARARARRRRRLVRPVLLGLLALALVTAGWRLTRDRPETPPAIATGDDLAMVPEAEPDAETPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPGFEPGRADPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRGNSAPGDLALGLLPEAARHPFFADSLLRLGPGTDLTTALTGAGLGAEAASAATGALPPLAED
>MBL3611244.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]AB35
MSAGSSRHPALAAVLAPGSADAQSVLARRIAEHAPFAVAEAKPVALESWLQTGFGNWDLLAALPELTAEVPVRLVAQDHV
PAQTDGQSWLRIEAPVELGFLDEDFGQFPRRSVPKRLEPLFWTGPEKTFAVIDAAAFPALPERLSASDMRHGCLFEGKAE
QELGEAAPWLVELAPDQRIVRDLFAGAGRDGRDPVRPAALFLRSGDTFSDLRAHLRQFVRLKSREGGWAYFHFWEGPYLF
GLIEAVARNELPEFTRFFVSRKAKIQYVGHLDPHGTWHGATCVDAPPKANAALMLTPEVREILQRVRGEQFLCRLREYLG
QHQGPGEDALSEQHVQHLVREARQYGFTLEKAIANYARARLTAGRKLDEMPWFRELLSHNLHQLDTSQVVLETCLNR
>MBL3611245.1 hypothetical protein JMM60_21225 [Rhodovulum sulfidophilum]AB35
MNLSDKIEADQDCLPCQHGNLFLWDMSAEMQSRLRFSGAVNGKITETLPVGRVFQLENSADRTINQLDFSLGGETMTVIP
DLSDYPVTAPEDLKCAIAVPDELPPEREPEYYYPNGSGALAAFRAQAFNSASDVQALRRSDPTEYAKLMSAFDRMNFAYN
ISDHPILHTSELIREIGSVQPRLKMRLRDHDLSARAQDILARRARRYQSILEAELARREQPKGEGLFVIALKDGSPAAAM
SDGPKKKDDLTPAEEVSIGDSLAEAFRVNWDAFIEAHTDTEDHADTVKSTAITGAVQTGAIWSSELGTFAADLNDAYLAS
ISGRTARRYLIHMPSFKDWVRIHREFLREILSTDFEIKTWRGKKHIIFSGKATLRAHLTKKRYPKEGFRVIDAVSRNVQR
RLQTH
>MBL3611246.1 hypothetical protein JMM60_21235 [Rhodovulum sulfidophilum]AB35
MINPDQINILFYALGGSSNLGRNVATVLSLQLAQTGRQFPWPDNRESHDFNRTALVYDSAPLAPPTHEAAVAAASDLMAT
AQIVVWGATYRYGGAVLADLNVTLPMFTPAGTSCARSHLPCDFRQANFESWTIRTGGHSLSVGPPRRRFAVTALQLRPEI
VDRFTSIEGLPIRASRSVNSRIIGRTGEDLLFIEFNPGLPGTPSLVISEGVRGYVTLPEITGGVSEYAALVGGIVRVFRG
DWEWAEKSFYSVIENPASRTPAILDAHLYLGRVLIEQGRGAEALEILERAHGLARLNRRAVQYLVQGQLAVGGETGRARA
QAVLAESLNLFATDDPWLIEAAEIFPELFH
>MBL3611247.1 hypothetical protein JMM60_21240 [Rhodovulum sulfidophilum]AB35
MRLPLFLILASLATTTAAQDRRDVHLFKYGGIGAQVDQIFGEFLYIMTEKLPLLASEVQGDSDISDLRNISQLALQPVMK
RGEMEDPFIRLGSLEARSTYWRDTGALAVLTGQVQAQGDSGLSITSNFFLGQLGQRVGHQNVSVKLAVRPEAYSTTKDSH
SVTILTALALSAIFPEAMNGDPDCSRSAASYALLDQADQRASSVLDEDAATGRRLKALVEETATVVKHECPLG
>MBL3611248.1 hypothetical protein JMM60_21245 [Rhodovulum sulfidophilum]AB35
MNEPVISKCKICAKDTPPGAKKCTECGEFQSALSRVLAGLDLKGLLALLPLLTLIYAFLSERIEGQRSEILIGAPRCEIT
GVTVFASNLGNRHGLIQAVKFSATETEPGGLVLPEDDSVLLLDPGSARMISFGVPDSHANGLVSFPGQQKPDCTVSLEFD
ILNFDQSAKRIDHRCGCPSS
>MBL3611249.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]AB35
MGNTEYSSQEATFLEELNMYRSQMTRRTLFMALPILTSPVFAGSEAFDRDDGGRFSTNLIRAAQSSLEMKGYDPKGVDGI
LGPNTAAAIRAFQEEHDMPVTGTIDRRLLLMLGLIPAS
>MBL3611250.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]AB35
MSIERSHRPQNVYDDPVFFNGYKKLRQNDTGLNGALEVPALHALLPNLSGKSILDLGCGFGDFARYARGAGAHSVTAVDV
SQKMISEAERLTEDDLISYIHCSIEDFSPDEAESFEITTSSMALHYIRDYPAVVSQVFLGLVPGGRFVFSVEHPACTANP
IGWHRSSDGVPLHWPLDRYQDEGARQTSWFVQDVTKYHRTVESYVMPLLTQGFRLDYLGEPKPLPEFLEARPELSETLRR
PPVLLLSATKQE
>MBL3611251.1 AAA family ATPase [Rhodovulum sulfidophilum]AB35
MSDHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRTAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCSLPVPPHVAAAAKAARYNRRVFLTPFWDEIFTQDTERKQSQTEAEATCAVMFETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>MBL3611252.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MKINGALSYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDLRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGHPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MBL3611253.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]AB35
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWNAVDETLAVCLYDALRDLGWQGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADTRPSFRLSAGSLIRFERIETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGKGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEAEEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MBL3611254.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]AB35
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSSQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>MBL3611255.1 hypothetical protein JMM60_21290, partial [Rhodovulum sulfidophilum]AB35
MSEGKKIAEPPLGTENDALSAQLTPPGRERVEVIERPVDANAAIRAVDDRSMSLIHRGEVDEPTLLSARAPDAVGGPSAE
TMEVWRAEETTTMSVSDFGPMPSLSSSAPVSGAVFGTTALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTS
ADGADFPNQDVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRP
>MBL3611256.1 glutamate decarboxylase [Rhodovulum sulfidophilum]AB35
MPIHTVRDHSHSDIEDIYSTRLSEHGLPKYRMPEGTSEPHAAYALVRDELLLDGNARQNLATFCTTWVEDEVKQLMTDAV
DKNMIDKDEYPQTAEIESRCVHILADLWHAEKSWDTIGCSTTGSSEAAMLGGLALKWKWRARREAEGKDTSKPNIVTGPV
QICWKKFARYFDVEIREVPLKGDALGLRPEDLRDYCDENTIGVVATLGVTFTGVYEPVEALARELDAIERDLGLDIPIHV
DAASGGFIAPFIQRDLVWDFQLDRVRSINASGHKYGLAPLGVGWVIWASKEDLPDDLVFYVDYLGGNMPTFALNFSRPGG
EIIAQYYNFLRLGREGYTQIQQACADTAQWLGEQLAEIGQFDMVYDGHGGLPAVAYKLTAGDHGFTLYDLSERVRMRGWQ
IASYPLPADREDTVVQRILIRHGVSRDLAALLLEDIKRELDHLEKNPVPNSTAKPGFHHG
>MBL3611257.1 transporter [Rhodovulum sulfidophilum]AB35
MAERGTFLRKMAPRGASALLAGLAMSAPAMAQESLATDAERVVGQIFERAEPVTEAGAHGFFQLLGNQPIAFILLALAVG
TFIGRFRFKGISLGSTAGTLLVGVVLSMIAEAAFGITYSIPGILSSFMLLLFMYALGLKVGPQFFSGLRRGGLAFVGIGF
MVWSLNWVICYFGAAMAGLAPGYATGLISGSYTITAILGVGQSALDSGAFTPPDGISVAEVGANMAAAYAISYVLSSVGI
ILLIRYLPRLFGRDATADAKQAEAEYSGGSTDPVPGAPGALVMNFSPYDLRAFTVTHESLLGRSVAQLAADFPEAPILRL
VRDGVIINLEDNPTIAPGDIVTVRANVHDLILEDGELIGPESDEPLARNIPMEVADIHIGSHAISGKTLAELDTQAHGGV
EVQAHFRAGNELPLGPNSDVRFGDVLRLTGPDAALKAVARQFGGRAILPSFKSEVLYLALAMLVGYLVGIATVRIAGIPF
ALGTSAGCILAGVAVSYFRSRNPEFGGPVHEGARSFLQDFGLNTFVAVLSANVGPKVISALGGDTILWLALIGTAGALIP
PLIAFWVGIKVFGLNSVISDGATTGGRNSTPGLNAIIEESGSSVAAVPYPVSYALTTVLALIGGYFSMILS
>MBL3611258.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPMAESSDDPLRLDNQVCFPLYAATNLLQRLYRPLLAPLGLTYSQYLVMLILWERAPVTVGEIGSCLHLDNGTLTPLLKR
MERGGFITRNRDPRDERRVLVAPTPHGQELRAQALKIPEDLTRKITLSTGEIEALRSSVVSLVHLLADDIDRRKESNARV
ATQ
>MBL3611259.1 organic hydroperoxide resistance protein [Rhodovulum sulfidophilum]AB35
MSPIYSTTVTAVGGRAGTVKSDDGLLELNLSLPKKLGGKEEATNPEQLFAAGYAACFGNAVIHVTRNKDNRIKDDDVTVI
ATVGMAPNGSGGFGLTVALDVTIAGVDQASAEGIVADAHRACPYSNAVRGNIDVELSVNTR
>MBL3611260.1 hypothetical protein JMM60_21325 [Rhodovulum sulfidophilum]AB35
MRIAKNFMAVAFAAAAGFAGTFAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAASADAPR
EPWYSCFWLDNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>MBL3611261.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3611262.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]AB35
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQIMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MBL3611263.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]AB35
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASTTGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVAANSGGAWDPATGILTVQVGPNSDTMSIDIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MBL3611264.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]AB35
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDNADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDAFTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MBL3611265.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]AB35
MSLISMGDLAQGLGLRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSITELQALLGVRQEKIETIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MBL3611266.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]AB35
MIRRLTLLIAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MBL3611267.1 hypothetical protein JMM60_21390, partial [Rhodovulum sulfidophilum]AB35
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKSSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGT
SSQG
>MBL3611268.1 hypothetical protein JMM60_21395 [Rhodovulum sulfidophilum]AB35
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRVRGRDLRRVVLELMRAARPGTTEADAG
DFITETGLEALPDLLGRVIAASRMVASDEAPSPEDPARPPETGAA
>MBL3611269.1 hypothetical protein JMM60_21400 [Rhodovulum sulfidophilum]AB35
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTALGDKMTGTVTIKVAGSTEISGMGG
>MBL3611270.1 hypothetical protein JMM60_21405 [Rhodovulum sulfidophilum]AB35
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPATMTRSARTITMDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>MBL3611271.1 hypothetical protein JMM60_21410 [Rhodovulum sulfidophilum]AB35
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLSGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MBL3611272.1 DUF2190 family protein [Rhodovulum sulfidophilum]AB35
MKNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKSGAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>MBL3611273.1 hypothetical protein JMM60_21420, partial [Rhodovulum sulfidophilum]AB35
AAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVARAVQAERERARSIRSMAQPSMRAGLLSEAQVEAVIDEGVSQAAAG
NRLMAIMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFREMGLKDMVMHLASPNHRYRGRKAVADGF
LSTRMMGGAHGVSDFAYITTEVMNRYLIREYDRRGATWQAVAGEPRRVSDFREVHGVRFGGDLTLKDVKENGEYEQAMLE
DQAEGLKLVRRGRTLTLTFDMVMNDDLNVLADLPNAFARHARRMENDMVWALIRTNAKTKSDGKALFHADHGNLAAAAGQ
ISVATVGAARKAMWEQTAFGSKDAEDFLQVTPDQLIVPPALETVALQFATATTPVKDAETNPFKGTLTPFVVPNLGASVS
GGSDSAWYLVSSELPPISVAYLDGYETPTVQTVEGMNPDKVTMNARHIFGAAPTEFRGAYRNPGK
>MBL3611274.1 transposase, partial [Rhodovulum sulfidophilum]AB35
PEFIAKAVRDWIDAVGAKTAFIEPASPCENGYCESFNSKLRDELLNGEIFYSLAEARVVIQAWRVHYNTARPHSSLGYRP
PAPEAIRWPSKRNGSPPQLAPTLVPRPIMH
>MBL3611275.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIHSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVEFDLPPRRFHMLRHKERHLSLAEQRFLELA
>MBL3611276.1 YeiH family putative sulfate export transporter [Rhodovulum sulfidophilum]AB35
MTQAASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGIGGALIVATLLATFAFTTWLGRMLRVEAGLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKLAEEGLRPAL
LGAGAWVFISLFSLALILFLA
>MBL3611277.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]AB35
MSGFFRQDARMGRISTVLGQDVPVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTRDGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHAEGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHLRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRYEAEGDIVALGAGLRVTLSGDPVPGTGGEYIC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTRSTFRTKTHKGRGFNE
LRFEDERGREEVFSHATRDHNQVVRRDLFSSVHRSQFSDIGGEMFQRVGRSFALEAQGTVEVASQMGTVISSGPIGMSPF
RFKPIIKNESAEVDRVKVEMASIKSAFPTGGLTLRAQTVLLDEVGLSRISMAGTTMREVAGKAKTTHAGELVRTSSGSTI
VNEAADVFSVVAGEVDLPPDIRAIANWNFPPLNG
>MBL3611278.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611279.1 tetratricopeptide repeat protein, partial [Rhodovulum sulfidophilum]AB35
KGARLGQASDPAAEIETYDALIARYGDSDALPLQELVARAMLSKGATLGQASDPAAEIETYDALIARYGDSDALPLQELV
ARAMLNKGAGLGQASDPAAEIETYDALIARYGDSDALPLQELVARAMLNKGVTLGQASDPAAALETYDALIARYGDSDAL
PLQAMVARAMLSKGATLGQASDPAAALETYDALIARYGDSDALPLQELVAWAMINKGVTLGQASDPAAALETYDALIARH
DDSDALPLQELVARTMLNKGARLGQASDHAAALETYDALIARYGDSDALPLQELVAWAMLNKGVTLGQASDPTAEIETYD
ALIARYGDSDALPLQELVAWAMLNKGVTLGQASDPAAEIETYDALIVRYGDSDALPLQELVAQAMLNKGVTLSKASDPAA
EIETYDALIARYGDSDALPLQELVVRAMLNKGVTLSKASDPAAEIETYDALIVRYGDSDALPLQELVARAKVSLANRLID
TGAEADRTEALLKSMTESHKTLAYANLFWLYVASRELSKARETLPHLEDMPTEGRALMDAALAVQAGNFGDATEYLDKAL
QGSLVQENWNFTDDLERLLRLSIAAGFGERLVDWFEETRLADRYTPIHAALKAAVHGKARLLDVNPETRHAAGLILPRLL
PALP
>MBL3611280.1 hypothetical protein JMM60_21460 [Rhodovulum sulfidophilum]AB35
MDPHVEAGRLRRVLGNVPADRTPIHLIHGRATFPSPALRAFRDWLVRAFPTSA
>MBL3611281.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MEIFLAVAEAGSFAGAATRLSLPRSSVTRAIKKLEAHLGVELIRRSTRRFDLTEEGALYLGRARRIVAEMAELEGMIGNP
SAAQGTVRVNTTALIAERLLVPLLPRFHEDHPGISLHLSAGDELVDVIGSGFDCVIRTGSPSDSPGITARKLGELSWGIY
AAPRYLEAFGEPGTSNELPQHAFVGYHGGGRDFQRMPYADREVSLSAVPWLTLGDTGSYIEAGI
>MBL3611282.1 aldo/keto reductase [Rhodovulum sulfidophilum]AB35
MSPTPPKMDLPRLGLGFWQVPPESAADLAAQAASIGYRLFDTAEAYHNEAEVGAGLAKSAIPRAELVVQSKVWNDNHGFD
ATLRAFDDSLARLGLDYLDLYLMHWPSRLQDRYIETWRAMQRLRDEGRIGRIGVSNFSIGQLERLADETGELPYLNQVEL
HPYFQQRALREHHAETGIVTQSWSPLGIVFGRTAGPMEDPAVKRIAAKHGRSPGQVVLRWHLDSGLSLLTKSERPARIEE
NWKVSEFVLDSDDMAALDALDRADGRRGPDPETAEF
>MBL3611283.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPEDSRSNRP
>MBL3611284.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]AB35
MNNIRIDEFEGYCREQLGLSEHSLRAYRQDLTAFSKFKQKSKLSEHPSANDVIDFQKNLREEQKASPATIRRRLVTLRSY
YSWLAENNTSFASPFEGLRLDMKIPKRLPRPVDRPTLGAVFRSAQHIVQLNPCDDRSASSEIPAVQITGLIARLLIVTGL
RIGELTFLRVCDITGAATQVRVRGKGNRERTVYVANDRLQTDFRRFWEGRYNVAGSQAWLFTNSNGDRLTSQAFRKRLRT
LSKALRIEPHLTPHRFRHSAATLLIEEGVDIRLVQRLLGHASIATTEIYTKVSDNSLSSAVTAADTLAKVDAC
>MBL3611285.1 hypothetical protein JMM60_21485 [Rhodovulum sulfidophilum]AB35
MLMRQAEPLFSPVRIEIFSEDGPRLQKHSEQSAWHIRDDSQLSEINSSIKSNRKIEKFRSALDTAVAIAASYLSANAGSG
PMYFPIFSSPSAGDLYSPDQVLIQQNKIGSDTISEFLSNFLSIGSTARPKLLISYHDRAQLLKLLSKVSSLVEVTQAFGK
ECRPVKLDSSKSSNEEILSFVLSGNHLPNLNRYLDGDPSILMGWAAAKSVKLLDVPDKAEKIIEDTISKVLLRLKYAEQR
SKSFWMTLYIQLLLDRAFFADGAGGHAQQALLLARQLGSSPLIAHCQRFANQTLGVGAEALAVLNDSVERFQLIPENSED
YLLLTPSRLGATLNRNTTALISSTSPVDPGRFEADFLQTKEIFPSYSNIGMMASAAAVAAMIKGHKKRAVSLLEQASIER
SLPIDGFNIRMNLLCAESNYAGSIDERDFRALCEDVRLFPFPVNWEYHRVRIASNLLTVATSPELKDLAWNVIDKNRFLA
DFDGWGDEAKLRNFLIRSRYTHYLVGGTLAGQFGRFCSRTGLFPCIDKDWT
>MBL3611286.1 ATP-grasp domain-containing protein [Rhodovulum sulfidophilum]AB35
MRTSKEAEGFDFTDLLIFLVTAGTSSELWERLYDWRHPPDTVMIYTQACQAVSNRVHVVPLEQFVESQFHSKFQDEPGLV
VDIVGGLFDVELIGLPSSVAKSLGMPCFPAGVKNYVTTHDKLLGKHLAQSVGLDVPRTLSGDDLDCYYGAVIQKPICGGD
SVGIRRFEQWRKGKRPPVGSFVEEFQEGQDATFHVIRNKDAETYSIIDHIVTEGTPSQWFDAEMKANANRLYSAKREPTQ
RYRYKGGVSKELASSFSDLMALAGHPYIGRIDVRQLKTTGIIEIRDAKFLELNVAPTISNANTWYDGVKEAYGDHESFVA
VRDLAIHPAAKSLAVMLKEFYVQSLSIQGNKPVREQNLPN
>MBL3611287.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3611288.1 type VI secretion system ATPase TssH, partial [Rhodovulum sulfidophilum]AB35
ALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVGKTAVVEGFAQKLAAGEVPPKLKGTRLYM
LDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAGTGDAANLLKPALARGTLRTIAATTWSEY
RQHIEKDPALTRRFQPVTVDEPDVETCCAMLRGILGPMEAHHGVRISDEAVVSAVQLSQRYIPARQLPDKAVSLLDTAAA
RVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRAEAGQDLARLEGLHDEQKALVEQILGLRA
RIAGAGEGAAAEDMAAEDMAGEDMAGEDLAGEAGTEGGEPGEGEEPLDIDALRAEMHERLATLEAGDPETRMVEPHVGAQ
TVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEKPIGVFMLCGPSGVGKTET
AIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLLDEVEKAHPDVHEIFFQVF
DKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPALLGRVVSIPYLPLSAEGL
AAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSREVLGRMVSGEGIARVEILL
QDGALAYSFEGENA
>MBL3611289.1 hypothetical protein JMM60_21505 [Rhodovulum sulfidophilum]AB35
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQAYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGSG
PGSAARAAQSQARDTASLWVMREVMRRL
>MBL3611290.1 hypothetical protein JMM60_21510, partial [Rhodovulum sulfidophilum]AB35
ISGTGPEPEAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTAPKAPPRLLDAVYGAALGAGLGPDLTG
ELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLAGATAGIDDDAAV
ETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARENAAY
LAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGTAAPAVVSPEI
RRYRETVDAILATG
>MBL3611291.1 hypothetical protein JMM60_21515 [Rhodovulum sulfidophilum]AB35
MSSSAKIGCAPQTLNEWGKKAEVDSGQRAGIPADLAEKMKALERENRELRQTNEIPRKASAYFAMIEGGAALLRAMPEML
DRRSK
>MBL3611292.1 hypothetical protein JMM60_21520 [Rhodovulum sulfidophilum]AB35
MCLVLWGGGYACAVQAGEFDSQMRAFYEASVTFWSDAPQILDAVAAQNARTADMTQDDIDRLDRQWVAEIGAVSEPLIES
VTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSMKYQAQI
SFTLVDPASGRPIGAMTVAVDAEEFL
>MBL3611293.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]AB35
MQATSPRTRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAEIE
AEMAQYIDGAGEELVLVEVTAADGTVLAETRDDRSADRELLGVLSGRAIESGEVVYSDDGLTIAVPVRYGKSGRVVGAFA
ATWSQKAMITHFLEEMAPAMAMIAVLFLLLLVGATLLLRRMIGRPLDEVSDAMAMVADGVLDRQVPDTERRDEIGVIARS
LEALRGTLLDAKHAEAERDIDRTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVVEN
ATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAMSE
IKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEGRALAQRSSEAAKEIKTLISKSSEQVESGVA
LVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQVA
RFQLQSGPSGGGSRRAERISVRNASVASDRSPAPRASQKRAVNDAGWQDF
>MBL3611294.1 hypothetical protein JMM60_21530 [Rhodovulum sulfidophilum]AB35
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLILGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQTGTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPDRMRAAIRKAFSTAR
>MBL3611295.1 hypothetical protein JMM60_21535 [Rhodovulum sulfidophilum]AB35
MTATLRSPVQSAPSSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFSMEYVALERAQLGTRVDVSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPVEWQHNRPNRWGKAADAAALGVEGWQPIPRRNRKGVIV
QDAVRFTPCVWTPTQSQIAAARRAYLDWWGYLLEVQAALGEADLTRICVTKDMPPLRPWR
>MBL3611296.1 hypothetical protein JMM60_21540 [Rhodovulum sulfidophilum]AB35
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLSGASA
>MBL3611297.1 hypothetical protein JMM60_21545 [Rhodovulum sulfidophilum]AB35
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHPELAQNDAAILWMDDWLVEQGCGYRGSTWVERA
LAAWSSHMFDVNRAARARE
>MBL3611298.1 hypothetical protein JMM60_21550, partial [Rhodovulum sulfidophilum]AB35
TPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQAVWRALADGDPDRIGRPQRRPGRAPKPFE
IGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>MBL3611299.1 hypothetical protein JMM60_21555 [Rhodovulum sulfidophilum]AB35
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MBL3611300.1 hypothetical protein JMM60_21560 [Rhodovulum sulfidophilum]AB35
MKTILITASALALLAAPVLAATDTSEDQAAAVSPDSAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGS
GEGEGEGGESSDT
>MBL3611301.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTEKARPYIDIAQRLKWHRETIVGLSQADYAQSIGFKRSIYSLWEAGTHRLSLDGALALRSKYGLSLDFMYEGIDDALPM
TLRNAWRDRP
>MBL3611302.1 hypothetical protein JMM60_21570 [Rhodovulum sulfidophilum]AB35
MEKSFLNMSDQQRRERKWFASLMWRIFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYLLAVLALAGA
ETVFELFDPEQKE
>MBL3611303.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTGPTVSLTGPNGATTGPIPLDTFTAPPRPPMKETAADEAVREKTYRVAADELRGFIERFEALAEEKAAIGDQQKEVMAA
AKARGYDTKALRRLIALRKRHAEDIAEEEAVLQLYREALGM
>MBL3611304.1 hypothetical protein JMM60_21580 [Rhodovulum sulfidophilum]AB35
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGEPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGSRAARERILAAAMALSARQARK
SSPNGPACPEPMEELHHG
>MBL3611305.1 hypothetical protein JMM60_21585 [Rhodovulum sulfidophilum]AB35
MAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>MBL3611306.1 terminase large subunit, partial [Rhodovulum sulfidophilum]AB35
PAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGVFKAELEYARKVRDGVITQDVRMLPVLYEL
PEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARWSSQHLNIQIGLGHHLGGWTGAHHWLAAT
EPALDLEALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAHEVVLSRRKSIAEKLRDLAAEDALTICAE
GEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHETLASVTQGYKLNGAIKGTERKLFDGSLIH
GGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPEPARRDLSGFLDNPVMAI
>MBL3611307.1 phage portal protein [Rhodovulum sulfidophilum]AB35
MIGRAMQGAMRGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRQSKAGQRVSASSALTVSAAWACVKGNSELIGALPVA
LYERGANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGSRLVGLRPLFNVMPVRRDDGRFDY
RVTEDGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGR
MLEAYVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLR
TGINPLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRA
QTALAPLTDLGKEQP
>MBL3611308.1 Clp protease ClpP [Rhodovulum sulfidophilum]AB35
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIGRDELAAMLDRETWIGGQAALDQGFADSFLPADQLETAPGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>MBL3611309.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB35
MKIMKPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVV
LRPKNAITTATGSAGG
>MBL3611310.1 transposase, partial [Rhodovulum sulfidophilum]AB35
AREEIRRWRSHYNTKRPHSALGYL
>MBL3611311.1 trypsin-like peptidase domain-containing protein [Rhodovulum sulfidophilum]AB35
MTSEDEPSDDQEAHDAALAEVEARRQALNRHAEDEYGGMVSRIAAETVSAKVRGALPADPDHRRAKRVARDETVTMRDLW
ELAQSGIMPPLEREATVGRSDFLRVDTFVKGLVAARSIGRLDALGGSYFGTGFICAPGMIMTNNHVLPSETVASLTEIGF
ETYDGRTVFPACGLAPDQFWWTDEGLDVSIVALDPEKGEDISRRLGWHPMIPDQGKIALGDPTGVVQYPKGMRKSVVLHD
STVVFLQDHRESEFDQALWYTSDTERGASGSPVFNRHWEVVAVHHATVAARDTEGRRIDELGNPVSDEDYDRNPSLAVHV
ANKGIRTSRIVKGLTDAKFPERPKHAVIRDRILADWQMGTGQVGVRRAMRAVIARQWDETTGAADAPPNVVPAVDHDLEA
ARGAPDRTRGDLLDQLLDRVAPNGSLSITLNWHCD
>MBL3611312.1 hypothetical protein JMM60_21620 [Rhodovulum sulfidophilum]AB35
MTNDPEGPKRGLGKLDYADYLEMVGDPKTPDERIIEYSLIERGASGFDFVLRPDPEKVEMTELQEELESAMAIGNAAARF
RRQRETRARIRNGDERPFLVSEGDSWFQFPILIKEVIDHLSSHYTIASFGAAGDTAQNMVFGPPRRGGAEFLTELWRHRS
RVQAFLFSAAGNDIIGEDLTTGDAVPALRKILRPPAGANPDARDVVDMEELEHRLGGLRHAYRTVIANVRGLANADRPSH
LPPFSKLPIVIHGYDYPFPYPTTPKIGGAPEWRDPRYAKQDQWLGSAFSHHGIDDARLRREVIVFLLDRLYEMLSGLAGD
ASETGIWLVDCRGALPTVTDWNDEIHGTSDGFRKIATRFQDVLNNAIAPQVG
>MBL3611313.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3611314.1 hypothetical protein JMM60_21630, partial [Rhodovulum sulfidophilum]AB35
MKLTAGVSPSDLRRLVSRLREVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTG
>MBL3611315.1 hypothetical protein JMM60_21635 [Rhodovulum sulfidophilum]AB35
MEDFAIHYCAVRFRRNAAFFSLMGLKHAMRGEIGAAVFLKLPRTLRGYCDTRRAAPETFFLTFL
>MBL3611316.1 hypothetical protein JMM60_21640 [Rhodovulum sulfidophilum]AB35
MIGPVTSPSLAQFFKQHAEQHEAARATFCENIKKLGGGSAEELGLTPFQAPAEFMAMMAKSDAEAAWIESAEGKAWQAEQ
RAKQDAQPVELAVYKGGEMVGFMAGGFTAQSSITGFLPRDWDSMSIDDLSQVFRSHGLKVVTAKDGLSMNHGQAADIMNL
L
>MBL3611317.1 hypothetical protein JMM60_21645 [Rhodovulum sulfidophilum]AB35
MLHELPTGVRNYNSDLVPNFAAGETANRIVGNDLSNKITGNLYDDQIFGEGGNDILYGMDGDDILHGGAGNDKLYGGNGD
DALYGFTGTNELRGGAGNDTYYGGDQNDVFIFDSGLDVVSSMYGADPGYDVLQFANVAGADLRFYVVEDGASLHITSVED
AADGSLDSGVIVEDYFAAQHLGLVDAVVGSDGVWYDLA
>MBL3611318.1 hypothetical protein JMM60_21650 [Rhodovulum sulfidophilum]AB35
MQDRAMMMDRQMQMQGQRKHPARRAMSVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWMVNRWGRHAKTADAATLGIEGWQPIPRR
NRKGVIVQDAVRFTPCIWDPTPARIAAARRAYLDWWGYLLAVQAALKGADMTRIEVTRDMPPMRPWG
>MBL3611319.1 hypothetical protein JMM60_21655, partial [Rhodovulum sulfidophilum]AB35
RPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHT
GKSFIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>MBL3611320.1 hypothetical protein JMM60_21660, partial [Rhodovulum sulfidophilum]AB35
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAA
>MBL3611321.1 hypothetical protein JMM60_21665 [Rhodovulum sulfidophilum]AB35
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEQEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARSPAARG
>MBL3611322.1 gene transfer agent family protein [Rhodovulum sulfidophilum]AB35
MANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDILS
EDPGVLLRLFRAASPELAEDGPEDGPGKPLPAPAAG
>MBL3611323.1 hypothetical protein JMM60_21675 [Rhodovulum sulfidophilum]AB35
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWVPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>MBL3611324.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTESMEEILRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGAL
ARATIACLNGLSESVIRGLWLDSQRRDRAADPDDKTWLYRVSMDFSATWRER
>MBL3611325.1 HK97 gp10 family phage protein [Rhodovulum sulfidophilum]AB35
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRTAAEPLAERMRANAPTDEHELQESIAVSTKLSPRQRKTHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSTPPQPWARPAWEAEKGPLLDRLREEMKAEIDKSVRRAEARAARAAARG
>MBL3611326.1 head-tail adaptor protein [Rhodovulum sulfidophilum]AB35
MAAPLAGELTRVVRFERATLVDDGLGMVERWAPHGRSQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIREQAADPRFLELTCTARTDR
>MBL3611327.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]AB35
MAARLLVAHWYRSREAVAEGASAEVPLGVRDLLAPYRDLG
>MBL3611328.1 hypothetical protein JMM60_21700, partial [Rhodovulum sulfidophilum]AB35
RPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHT
GKSFIPAKRGATGYRGIRLTDEFRARMAERLSNGAGAPVDEPF
>MBL3611329.1 antitermination protein NusG [Rhodovulum sulfidophilum]AB35
MTHYRIGQTFKHNGGQIVAAPLGTVAWYILLTAPQQEFAVSAWLTRSGAIECWLPTEEAWRRVRGPRRKVSYLRRLAPGY
VFLAVDRAPLWHVIRDASLGRIRGVVCQDGEPLEVPEAALARMRRVPARIAQIRERARQERIIRPGDRVVIATGPLAGWA
VDVARLDRGIAHFVLPLLGGREASAPVEGLVKQAVA
>MBL3611330.1 hypothetical protein JMM60_21710 [Rhodovulum sulfidophilum]AB35
MIAAAIFSTICGISLLIVCSWLAMSRAHRKRVAEMDREWANGGCGGFAGDPRATIVVTPPLSVAQQRDLLAVLADWHHRN
K
>MBL3611331.1 hypothetical protein JMM60_21715 [Rhodovulum sulfidophilum]AB35
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENKTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLILGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYSARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>MBL3611332.1 hypothetical protein JMM60_21720, partial [Rhodovulum sulfidophilum]AB35
NARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGTSSQGLKAALKDLNDALSGDGKGGKGSGVDEVESGLTRLGTSV
NATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGK
VMDGGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESVIDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAE
SRRQASEIYDRRKRMARAGGAS
>MBL3611333.1 hypothetical protein JMM60_21725 [Rhodovulum sulfidophilum]AB35
MAFPPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRVPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>MBL3611334.1 hypothetical protein JMM60_21730 [Rhodovulum sulfidophilum]AB35
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQTTSGEGIPGLSITLAGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRS
>MBL3611335.1 hypothetical protein JMM60_21735 [Rhodovulum sulfidophilum]AB35
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAARVLVSLGFGSIEELVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3611336.1 hypothetical protein JMM60_21740, partial [Rhodovulum sulfidophilum]AB35
MAYRLIRRMTAALALVLLASLALILPAPPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAK
TRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWT
>MBL3611337.1 transposase, partial [Rhodovulum sulfidophilum]AB35
KQRKTPVKYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPKVFLSAIALAAIVIYWL
>MBL3611338.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]AB35
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>MBL3611339.1 quinone oxidoreductase [Rhodovulum sulfidophilum]AB35
MFSQSIHLTIKVHFCIIAVYILRIPICPDVTNILSRQIGKRCIMTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTG
AGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAVGDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAA
SSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAKRMGARIMATVSIDAKADLALANGADTVIIGRNADIAG
EARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAGGPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGV
MRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLLVI
>MBL3611340.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611341.1 hypothetical protein JMM60_21765, partial [Rhodovulum sulfidophilum]AB35
YVYFEADYDRDLFPSGAPQIRVRARGKRVFDPREWLTPMAMARAETPGTLWAGPDPGAVGTTAGGAIPTGEDGGDWNGGN
ITARFHCGRLYPGGETPERGLGPDLEAVSGDVLEASALDRGADLFAAFDLDFAGTPSGTIWEQGGSGYGVYLGVTGEDLI
FRAFMAGGADPPPASPVLLDGDGAALLDAEGHVLKAWIEGLGGARLTLPRATFAGRRGTLYVQIDLAAGTVALWFRGGKY
STNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSWGG
WWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPETEHVVTDLPVLDSATYIAADNGEPL
VLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRV
TLSCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLGATTDNPFVDTWQFAWR
PVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWD
RHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTT
TVATLAEAPDFAGAAEGCSAAVGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWRPSGTAMWTPPD
ARLWLGSTDAYGDVDLQVSLTDDDPAAARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQA
>MBL3611342.1 hypothetical protein JMM60_21770 [Rhodovulum sulfidophilum]AB35
MTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCERANLEPEDDVLELSHGERVVHA
AANQFGIAIVLILDAIEDAYLQGQETLNRQNFIRAYHRRTSCDAEFNPFVVPDFMRIDARQVFSRENRT
>MBL3611343.1 TniQ family protein [Rhodovulum sulfidophilum]AB35
MMFSTVKPLPLNVKYHHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRNTPAL
ASPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTS
GFSPPEPQIANDQDLLFEHYLRNRIEKGAGNTWLDRLPFHVAAQTCEGFGLLLTLGPKTRRETATPAQWAAAGTAGFSVL
RRGPDAFRQKLKDIQQTHPVDNTLYRTRYRVFFEWLRHRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHS
LSTARSRYGMSGWKLARRLASMGLAERKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGL
VEKYFDEKNASPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRVRIPTERVVEIILRNRLPLYAADPTTARLPDFR
LSLAELREVIATDHQGTIRPTRAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHVSVVELAA
QNRRLPGVEAVIQLDRGAKPLPLGPRANMIFRRSDVL
>MBL3611344.1 hypothetical protein JMM60_21780, partial [Rhodovulum sulfidophilum]AB35
NARAIEAALTGFTAPLASVEALRAKLREARAEMDNTGTSSQGLKAALKDLNDALSGDGKGGKGSGVDEVESGLARLGTSV
NATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGK
VMDGGSFDGGGRTPLGPRAGGLDGKGGFLAMLHPNESVIDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAE
SRRQASEIYDRRKRMARAGGAS
>MBL3611345.1 hypothetical protein JMM60_21785 [Rhodovulum sulfidophilum]AB35
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGKISADPVVAVAATARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTGTEDPTPAFRQSVMLWPRLRRPVAPGDPV
AMRAPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>MBL3611346.1 type II toxin-antitoxin system HicB family antitoxin [Rhodovulum sulfidophilum]AB35
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>MBL3611347.1 type II toxin-antitoxin system HicA family toxin [Rhodovulum sulfidophilum]AB35
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>MBL3611348.1 hypothetical protein JMM60_21800, partial [Rhodovulum sulfidophilum]AB35
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADT
>MBL3611349.1 phage terminase large subunit family protein, partial [Rhodovulum sulfidophilum]AB35
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRTRRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWAL
>MBL3611350.1 hypothetical protein JMM60_21810, partial [Rhodovulum sulfidophilum]AB35
FRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDYCEMEFSLDPEETA
KLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>MBL3611351.1 transposase, partial [Rhodovulum sulfidophilum]AB35
PEFIAKAVRDWIDAVGAKTAFIEPASPCENGYCESFNSKLRDELLNGEIFYSLVKARVVIEAWRVHYNTARPHSSLGYRP
PAPEAIRWPSKRNGSPPQLAPAWAPRPIMH
>MBL3611352.1 hypothetical protein JMM60_21820 [Rhodovulum sulfidophilum]AB35
MRVNLRMALLNPKTFNLYVKEWHGRRVCEGYKAGVAAFVAGGIVVLMLNDAEFAASMTPLVKSGMIAVPAGFSIYSIMAI
FFPATLFWLTHQNEDVKRALADKRHQ
>MBL3611353.1 hypothetical protein JMM60_21830, partial [Rhodovulum sulfidophilum]AB35
REGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELVYQLG
RLVTATGGFGGALTALKAVAAEVWERIAEGPHLVTLAVRQMGWAIRADFLEAMADIQARWSGFIGNIATVGKLIPGFGAS
FRTLAASVAGSAESMHALREESRLAAQYATNYGTQVEGLFTNMTRPLETLKALREALAETPPGGPGRPRLPEDEDDQTGL
GGIGTATERLSETARKTGDSFKSFFKDVISGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGGGGAS
GGGGTVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSFGGGSVRMGDVHVSVQGSNASPEQ
IAAAVRAESRRQASEMYDRRERMARAGGAA
>MBL3611354.1 hypothetical protein JMM60_21835 [Rhodovulum sulfidophilum]AB35
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGCFELDMAAM
EYDGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGSWALAGPETVLSVSQARVRTRILQIREAL
>MBL3611355.1 hypothetical protein JMM60_21840, partial [Rhodovulum sulfidophilum]AB35
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADT
>MBL3611356.1 hypothetical protein JMM60_21845, partial [Rhodovulum sulfidophilum]AB35
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADT
>MBL3611357.1 hypothetical protein JMM60_21850 [Rhodovulum sulfidophilum]AB35
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGKITADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEDPTAAFRQSVTLWPRLRRPVVPGD
PVAMRVPWGSWALAGPETVLSVSQARVRTRSLQIREAL
>MBL3611358.1 hypothetical protein JMM60_21855 [Rhodovulum sulfidophilum]AB35
MRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATISLAGSLAMLRGALIRSGIGIAVIAAGELVYQLGRLVTA
TGGFGEALDLMKDVAAEVWERIVMGPKLMRLRMEELGARMKAIWGEVMVYLQEQWADFLGKFAELPDFVPGAKAMKAAAD
GAADGLTAAKEAAAAAGDEAQRLKLEANGIADAMIRTPLASMKALKETLAGISEEAGNTATNLARIGDAAGGDGGTSAVT
QATGQLADTAKTASDSFKTFFKDVAKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGGRASGGGG
TVTQLFPSGGLPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNADPRQIAEA
VRRVSREEAQRVYARQRREGR
>MBL3611359.1 hypothetical protein JMM60_21860, partial [Rhodovulum sulfidophilum]AB35
RDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAANLNDLSSSWGGWWTCERGR
LTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELP
GETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETG
PAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFVDAWQFAWRPVSAPEPT
LRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVR
QGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEA
PGFAGIATGCSAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGST
DAYGDVDLQVSVTDDAPETARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>MBL3611360.1 hypothetical protein JMM60_21865 [Rhodovulum sulfidophilum]AB35
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLTARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3611361.1 hypothetical protein JMM60_21870 [Rhodovulum sulfidophilum]AB35
MTQGTYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTAARALKMRNVPNNGWITLGSFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVQPEITGTWSAFTSFPGAGFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGNRINEVFRTGRVRLFKRREHLTG
>MBL3611362.1 hypothetical protein JMM60_21875, partial [Rhodovulum sulfidophilum]AB35
YDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGCHAAGGVLAMAPGETRARYAFAGRIDLGTVQPVRLISDI
ELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDMQVSVTDDAPDTARWGPWQSFDAADFSGRAFRFRAVLSVES
PDYTIGITGLTVTALQAA
>MBL3611363.1 hypothetical protein JMM60_21880 [Rhodovulum sulfidophilum]AB35
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3611364.1 hypothetical protein JMM60_21885 [Rhodovulum sulfidophilum]AB35
MCDIREFIQTLGGCRVVAERVGAKYTTMHSHLAAGLFPAKYYDALCALALEAGCEPPSRRLFSFVRMPEANRSNEINALS
DREPTGADDQLKRGST
>MBL3611365.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MTSNSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFEALSSSRP
>MBL3611366.1 hypothetical protein JMM60_21895 [Rhodovulum sulfidophilum]AB35
MKTILTAAALTLLAAPVLAGTDTTEDQATAVSPASAPDCFAPIQGTNASQRSNAPGCVYYTAPTGNDRDPAASDDGEGSG
EGEGGESSDT
>MBL3611367.1 hypothetical protein JMM60_21900, partial [Rhodovulum sulfidophilum]AB35
MTAAARIRVPPAPRTRRAMPVQEALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVVDLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRRNRKGVI
>MBL3611368.1 hypothetical protein JMM60_21905 [Rhodovulum sulfidophilum]AB35
MSIRAIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMIGQGWAEVKGKLHCPACEAKRKATGMAKTT
TAPASNPDGALRQPTRAQKREIMDLLEGVYDTTAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAGALGR
MEALERDMRAVAEEAARQRAAAEKKLAELSVLKVELDRIRLAVGPRALRKAGVAA
>MBL3611369.1 hypothetical protein JMM60_21910 [Rhodovulum sulfidophilum]AB35
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGVSA
>MBL3611370.1 hypothetical protein JMM60_21915, partial [Rhodovulum sulfidophilum]AB35
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGG
>MBL3611371.1 phage portal protein [Rhodovulum sulfidophilum]AB35
MGWLDRAILSLAPQAGLARIQARARAQVVMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHVFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARDPAPDTTKEEDIAHGGV
>MBL3611372.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611373.1 hypothetical protein JMM60_21930 [Rhodovulum sulfidophilum]AB35
MIDRGASLLLGALLCFAIPADPVRAFGSDVEIICGIPPELFQELKEEFDAATQGLKERTQEQKELLALLREKLSLNERQV
AAAFQAAGEIDVAPERYGEKLVEIAQRYAALKEELDARPGDNPEIAAKKQEAARALEDGDLDLADQLLDAVIALEDQALD
QRALEAAATRAQKAEVALLRLRYREAAKSFTRAAQRVPAGHPEVKQDYLQRQAMALYKQGVEFGDNEALEEAIAFYRLAL
EERTRSRVPLNWAMTQNNLGNTLQSLEDRESGTRRLEEAQIAFSASAEGYALSYGDRYQAYFNEKISSLNILIAEKRAEA
KK
>MBL3611374.1 acetate--CoA ligase, partial [Rhodovulum sulfidophilum]AB35
RHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHSVVFAGFSADGLANRINDCGAKVVIT
ADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLMEHASPDCPPRELASEHPLFILYTSGS
TGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLANGATTVMFEGVPTYPDAGRMWQICQ
DLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHIGKGRCPIVDTWWQTETGGHLLTPLP
GATATKPGSATKPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGDHDRFQETYFSHYKGYYFSGDGCRRD
ADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIYAYVTLMNGVEATDALRKELEKWVRT
EIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEEL
>MBL3611375.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MGQKRHKPEEIVAKLREVDVLVSQGRSVAEAVRSIWMT
>MBL3611376.1 hypothetical protein JMM60_21945 [Rhodovulum sulfidophilum]AB35
MEEAKEALRALVDRIVLKPAAEGEGLTIELHGALAALLRLSAGSEALTPPTTAGTPEGDRLAGIDSIGELVLVAGARNRR
NFPELSCAV
>MBL3611377.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]AB35
MRPLNRSTTPDSDPVIDSVARLPGLTVATGFSGHGFGTGPAAGQLAADLVTGAVPLVDPAPYRFSRF
>MBL3611378.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEGQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611379.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]AB35
MPNDTLLDMPFGSLSAIMAQDFRDALLWHMTRNGTTVAELSRETGVSRDVINKVRLRAGASTSVENAMLIAAFYGKSVNQ
FILCEDVDQVGRLKNLVELISPEVRPLLEAQIRGLLNARPGK
>MBL3611380.1 hypothetical protein JMM60_21975 [Rhodovulum sulfidophilum]AB35
MKTILTTAVLALLAAPVLAATDTTEDQATAVSPASAPDCFAPINGTNAFQPSNAPGCIYYIAPTGNDRDRAASEPSEGGE
GEGGESSDT
>MBL3611381.1 hypothetical protein JMM60_21980 [Rhodovulum sulfidophilum]AB35
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>MBL3611382.1 hypothetical protein JMM60_21985, partial [Rhodovulum sulfidophilum]AB35
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTREVETDPAELARRKAAREKEARQRSRQAEAARRNAIAQARGIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHEGESLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDV
>MBL3611383.1 hypothetical protein JMM60_21990, partial [Rhodovulum sulfidophilum]AB35
AREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWISTPLAQARAARPAPRWAGTDSGAIGQVGGG
GFTHGETAAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATRGETLEVSNMHREADLFAAFDVAFPDAPEGIIWEQGG
GGQGVWLGVTGDALVFRAGSGEVSGPELARATLPVSTVAGRRGTIYVEIDLAAGTVALWFRGGKYSTNPALCLRDYMLTP
QLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEAPAAANLNDLSSSWGGWWTCERGRLTVGGAA
WEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPETEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFAR
GQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIET
>MBL3611384.1 hypothetical protein JMM60_21995 [Rhodovulum sulfidophilum]AB35
MGIMEMLALILGIQVSGGALFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MBL3611385.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTAPQDATVTLTGPNGATTGPIPLDTFTAGLRPPMKETPQDEAVREKTYRVVADELRGFIERFETLAEEKAQIGDQQKEV
MAAAKARGYDTKALRRIIALRKRHADDIAEEEAVLQLYREALGM
>MBL3611386.1 hypothetical protein JMM60_22005, partial [Rhodovulum sulfidophilum]AB35
MAKRVHTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGHAR
>MBL3611387.1 IS3 family transposase [Rhodovulum sulfidophilum]AB35
MSKRKQHAPEFKAKVALEALKGEETAAELASRFEVHPTMIHHWKRALLEGASGVFERGSRKKPEIDEEQVKELHAKIGEL
AVANFFFGTKAEALGREVRRGMIEPDHSDLSIGQQCKLLSIARSSFYDTPKGESEQNLGLMRRIDEQFLETPFFGVRQMT
WHLRNDGHLVNEKRIRRLMRLMGLMPIYQKPNTSRPAKGHKTYPYLLGGLRVERPNQVWCSDITYLPMRRGFLYLVAIMD
RHTRKVLSWRISNTLEADFCVEALNEAIHKFGPPEIMNTDQGSQFTSFAWTDRLRRSGVRISMDGKGRFLDNIFIERLWR
TLKYECVYLHAWETGSETKAAIQKWMTFYNHQRPHSALNGKPPALAYWQRNGINQPGQQVQRVA
>MBL3611388.1 hypothetical protein JMM60_22020 [Rhodovulum sulfidophilum]AB35
MAFEAGHCAAWRARNPSYKPLQPLISSIVQQHRVEAQMNRLKLFGERIMSRDPDGQTAEIQIRIIRHCRSDQWRDMTHS
>MBL3611389.1 hypothetical protein JMM60_22030 [Rhodovulum sulfidophilum]AB35
MLQGALSAIQSGNAGATPPAETAAGMVWVDTATRALKMRNIANNGWITLGSFASGSFVPAGVNQLTEAQAKDALSEIYGA
VTGQILAAAIDARVRATGAPVNEAVWHPHDAARVGDGATGVIWDYAMNGNSGQYIETPELSPGEYGYRLYLIDVQTVDSR
RGISLELYIPDRSEWRHSGSILSSTYQDRDRRYTVTSGLPGAFLTERGTNATVRSYYKYNRARINAGSYLRHGTVVLVRR
KTYFPLDLMP
>MBL3611390.1 hypothetical protein JMM60_22035 [Rhodovulum sulfidophilum]AB35
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTTALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBL3611391.1 hypothetical protein JMM60_22040, partial [Rhodovulum sulfidophilum]AB35
DSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MBL3611392.1 hypothetical protein JMM60_22045, partial [Rhodovulum sulfidophilum]AB35
MTDDPLDRVRATFAAVEDVDMGDIPAPDTAAPDTAAPDDPGSAPNDGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNG
QRFCIHFGQDLTFVPRVGWFVWTGSHWEKDPDELAVRRKAQRIWALIEQEVKVLEPTKSEKKVIAEERRLRERFDRLDAL
PEAERAEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSG
TLRFSTVAAEGMSPVAELRVQRKHLRGDLLSKIMPVAYDRAAKAPRWDAFLDEILPDATVRDFVQRWMGLSMTGIKMQRL
AFFYGGGANGKSVL
>MBL3611393.1 hypothetical protein JMM60_22050, partial [Rhodovulum sulfidophilum]AB35
VTGGTATNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTD
GGGFTNNGSITAEDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGETRIVASLDGAGNDVE
NAGRLELGAGLSFTGVGEVSNSGTVEIGANGRLQAERIGNSGRLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIE
NRETGLIEFTGGGTIASDSDQSGDEAIRNAGRIVTTDGGDDTITLGGANPNLLENLASGSIEIGDSDSVIGSATTLDNAG
SVTIGSGSTLELAALATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSG
>MBL3611394.1 hypothetical protein JMM60_22055, partial [Rhodovulum sulfidophilum]AB35
DSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>MBL3611395.1 hypothetical protein JMM60_22060, partial [Rhodovulum sulfidophilum]AB35
MTDDPLDRVRATFAAAEDVDMGDIPAPDDDPSDPGGGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCIHFGQD
LTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDHD
DELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTVAAE
GMSPVAELRVQPEHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANG
KSVL
>MBL3611396.1 hypothetical protein JMM60_22065, partial [Rhodovulum sulfidophilum]AB35
LATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGNLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTSS
GSIGGKLDVSKGEARIDGSVSGAVDVSGGSLEAGKDSALKGGLAVSGGSAETAGTVSGGVSVTGGRYDNSGSVSDGLDLA
DGSVGNTGTIGGAVTVGGGTLTNGGTLSDDVSVSGGSLTSSGSIGGKLDVSEGEARIDGSVTGAVDVSGGSLEAGRDSAL
KGGLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSDGLDLADGTVGNTGTIGGAVTVGGGTLTNGGTLSGDVSVSGGVLS
SSGSIGGDLDVTGGTATNSGRVGGKSSVGSGGVLVSEGGRFGDDLTIEGDTG
>MBL3611397.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]AB35
MTAPQDATVTLTGPNGTTTGPIPLDTFTAPPRPPMKETPQDEAVREKTYRVVADELRGFIERFETLAEEKAQIGDQQKAV
MAEAKARGYDTKALRRLIALRKRHTEDIAEEEAVLQLYREALGM
>MBL3611398.1 hypothetical protein JMM60_22075 [Rhodovulum sulfidophilum]AB35
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MBL3611399.1 hypothetical protein JMM60_22080 [Rhodovulum sulfidophilum]AB35
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRA
>MBL3611400.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEEQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611401.1 hypothetical protein JMM60_22115, partial [Rhodovulum sulfidophilum]AB35
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MBL3611402.1 terminase large subunit, partial [Rhodovulum sulfidophilum]AB35
MTPAASWAACPNWWEKLQAGATPIPDLALDANLADVAGQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGA
RQVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITD
IYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITT
>MBL3611403.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]AB35
MTERGFSERRACRIVGLARSVQQYQPLPKDDQAAIKRMKELASENRRYGYLRLHAMLRREGLIMNHKRTYRLYTEHGLQV
RTKKRRKLPRRDRVAPQVPERPMQRWSVDFVSDQLADYRRFRVLNVVDDHSRFCPGQIVDVSIPGARVARFLDDLALRMG
LPEEIILDNGPEGTSKAMFDWSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRS
>MBL3611404.1 transposase, partial [Rhodovulum sulfidophilum]AB35
QIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAGDARRLRALEAENAKLKRIVADQMLDMSAMKDLLQKHW
>MBL3611405.1 hypothetical protein JMM60_22135, partial [Rhodovulum sulfidophilum]AB35
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPERETPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MBL3611406.1 terminase large subunit, partial [Rhodovulum sulfidophilum]AB35
MAPAASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPPMAEAAGEWMRDIVRAAFGSVDPATGA
RKVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITD
IYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITT
>MBL3611407.1 hypothetical protein JMM60_22145, partial [Rhodovulum sulfidophilum]AB35
MAYRLILPALLILLAGPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGS
>MBL3611408.1 hypothetical protein JMM60_22150 [Rhodovulum sulfidophilum]AB35
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFDSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3611409.1 hypothetical protein JMM60_22155, partial [Rhodovulum sulfidophilum]AB35
IETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQEKRFPGDQGFGLVQAIQNREDTWGRT
>MBL3611410.1 hypothetical protein JMM60_22160, partial [Rhodovulum sulfidophilum]AB35
AREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVLDPREWLTPMAMARAETPGTLWAGQDPGAVGTTAGGA
IPTGEDGGDWNGGKITARFHCGRLYPGGETPERGLGPDLEAASGDVLEASALDRGANLFAAFDLDFAGTPSGTIWEQGGS
GYGVYLGVTGEDLVFRAFMAGGADPPPASPVLLDGDGAALLDAEGHVLKAWIEGLGGARLTLPRATFAGRRGTLYVQIDL
AAGTVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPL
>MBL3611411.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MSKPTPARYRGTNWSAHSAALRERGSLPIWPDKEMAWHAPHEGRSGRPPVLSNAAIRFCLSIGGPFKL
>MBL3611412.1 hypothetical protein JMM60_22175, partial [Rhodovulum sulfidophilum]AB35
LGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMT
EELYETRGGGGVKTRVRLAATTDNPFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWA
WAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATL
PLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGTATGC
>MBL3611413.1 hypothetical protein JMM60_22180, partial [Rhodovulum sulfidophilum]AB35
PRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRRNRKGVIVHDAVRFTPCVWTPTQSQIAATRRAYLDWWGYLLEVQA
ALVATDMTRICVTKDMPPMTPWG
>MBL3611414.1 hypothetical protein JMM60_22185 [Rhodovulum sulfidophilum]AB35
MLGYERSYGTGRFVCALIEIFGWLLVVVGGIVAIIGFGAGGVLGSGGFGSPRGAVISGFLSATPGLATVGIGLISIMLTQ
QTKATLDTAEMTRDLLAISRNSTHGPFGTASKSTGQASGVRQEPQLRRREPLAKGDIASDGQDEKNQKSPWK
>MBL3611415.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum sulfidophilum]AB35
GDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIVSGLAASAASLMIMSA
DRIEMTAGSFLMIHNPSRGLYGTAAELRKEADELDKLARVYASVYASRSGRAVEDVMALMNAETFFGPEDAVAAGFADAV
SGTAPEIAPELAAVMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEFPTMTTPSPAAEPTAATVQ
PPAQTQPQTPAPTTTMQADAEAMVARAVQAER
>MBL3611416.1 ATP-dependent Clp protease proteolytic subunit, partial [Rhodovulum sulfidophilum]AB35
GDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGCPCEGEAIRAALEAHPGRVTVIVSGFAASAASLMIMSA
DRIEMTAGSFLMIHNPSRGLYGTAADLRKKADDLDKLARIYASVYAARSGRAVEDVMRMMDEETYFGPEDAVAAGFADAV
SGTAPEIAPELAAVMSAHRGALSRLQMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEIPTMTTPSPAAEPTAATVQ
PPAQTQPQTPAPTTTMQADAEAMVARAVQAER
>MBL3611417.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB35
WGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGGFTFA
>MBL3611418.1 hypothetical protein JMM60_22205 [Rhodovulum sulfidophilum]AB35
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAETPAPKRKGKPNPAPDPDPAP
>MBL3611419.1 phage gp6-like head-tail connector protein, partial [Rhodovulum sulfidophilum]AB35
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPAGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAP
>MBL3611420.1 hypothetical protein JMM60_22215, partial [Rhodovulum sulfidophilum]AB35
MAYRLILWAVALALLAGPAQAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGD
>MBL3611421.1 hypothetical protein JMM60_22220, partial [Rhodovulum sulfidophilum]AB35
RPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLERLPVAGARRGDWVMTACEGA
MPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3611422.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB35
WGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGNNFIEGMKTMKGSKRLALANKRPAALVTGGFTFA
>MBL3611423.1 hypothetical protein JMM60_22230 [Rhodovulum sulfidophilum]AB35
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAETPAPKRKGKPNPAPDPDPAP
>MBL3611424.1 phage gp6-like head-tail connector protein, partial [Rhodovulum sulfidophilum]AB35
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAP
>MBL3611425.1 hypothetical protein JMM60_22240, partial [Rhodovulum sulfidophilum]AB35
MQERAMMLDRQMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRR
NRKGVI
>MBL3611426.1 hypothetical protein JMM60_22245, partial [Rhodovulum sulfidophilum]AB35
VTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTETADGSWSLGPDQLD
GLTLTPPAEFHGELSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTL
TVSGLPEGAALSAGTPNADGSWSLGPDQLDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEV
APA
>MBL3611427.1 hypothetical protein JMM60_22250, partial [Rhodovulum sulfidophilum]AB35
EILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPL
MGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHSDFLDFLPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIP
EERRDPELANKLWDEAPGILNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSR
>MBL3611428.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB35
MTVGQEVAADDSLRAYVAGGLQGSVVLRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYAR
QTKRENGAAMTAEGAPAPVSSYGWSQADAPVRKIIHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQN
LTGLITVATAYVAPEGLPDETRIDRLRLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPR
>MBL3611429.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB35
MTVGQEVAADDSLRAYVAGGLQGSVVLRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYAR
QTKRENGAAMTAEGAPAPVSSYGWSQADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQN
LTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPR
>MBL3611430.1 lysozyme, partial [Rhodovulum sulfidophilum]AB35
MRKVLKRGAAATTLALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRAMFADRLAEVEAGLDRLIADP
LEALIPARSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGAC
>MBL3611431.1 hypothetical protein JMM60_22270 [Rhodovulum sulfidophilum]AB35
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBL3611432.1 hypothetical protein JMM60_22275, partial [Rhodovulum sulfidophilum]AB35
RPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTV
TEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLA
LLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIET
>MBL3611433.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERDRVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MBL3611434.1 HNH endonuclease [Rhodovulum sulfidophilum]AB35
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MBL3611435.1 hypothetical protein JMM60_22290 [Rhodovulum sulfidophilum]AB35
MFTAMLVAQVVLNIALAAGVILLLRCVRSLRKEMPNLTQAAVKRAARLSRATR
>MBL3611436.1 hypothetical protein JMM60_22295, partial [Rhodovulum sulfidophilum]AB35
MAYRLIRGMTAALALVLLASLALILPATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAK
TRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEA
AGTGD
>MBL3611437.1 hypothetical protein JMM60_22300 [Rhodovulum sulfidophilum]AB35
MFYELVLCGPATEFFNSIRLEQPLQSHSKYRICVTLMLQVPGKEPAFAACAAWTASSGNYAVIRSYSLSIAR
>MBL3611438.1 hypothetical protein JMM60_22305, partial [Rhodovulum sulfidophilum]AB35
GWDKKPGQVRNETLDLSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALATANRTAPAAGSAPDDATGNTQDGTSA
PEAPAPRPGQPAPRRINFLKR
>MBL3611439.1 hypothetical protein JMM60_22310 [Rhodovulum sulfidophilum]AB35
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MBL3611440.1 hypothetical protein JMM60_22315, partial [Rhodovulum sulfidophilum]AB35
GWDKKPGQVRNETLDLSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALAKAPAERPGTTDMTDAARSAPAPEAPA
PRPGQPAPRRINFLKR
>MBL3611441.1 hypothetical protein JMM60_22320 [Rhodovulum sulfidophilum]AB35
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MBL3611442.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB35
NAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPGDDIPIIAGSALAAMEGRDPEI
GENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDELEIVGIRDTKKTTCTGVEMFRK
LLDRGEAGDNIGALLRGIDRDQVER
>MBL3611443.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB35
NAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPGDDIPIIAGSALAAMEGRDPEI
GENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDELEIVGIRDTKKTTCTGVEMFRK
LLDRGEAGDNIGALLRGIDRDQVER
>MBL3611444.1 hypothetical protein JMM60_22335, partial [Rhodovulum sulfidophilum]AB35
RTKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMML
TLVRYMGCAGARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDLAWPALIGWSDLSLSA
>MBL3611445.1 hypothetical protein JMM60_22340, partial [Rhodovulum sulfidophilum]AB35
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPERE
>MBL3611446.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPEDSRSNRP
>MBL3611447.1 hypothetical protein JMM60_22360 [Rhodovulum sulfidophilum]AB35
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETVLRRCAPAPT
RHAWQDRADLDG
>MBL3611448.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRDAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3611449.1 transposase, partial [Rhodovulum sulfidophilum]AB35
WSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSRRHAREEIRRWRSHYNTKRPHSALGYLSPTEFLTKTTA
PALETLAVSTLPLNTQTQPQDSRSNRP
>MBL3611450.1 hypothetical protein JMM60_22380 [Rhodovulum sulfidophilum]AB35
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBL3611451.1 hypothetical protein JMM60_22385 [Rhodovulum sulfidophilum]AB35
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>MBL3611452.1 hypothetical protein JMM60_22390, partial [Rhodovulum sulfidophilum]AB35
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRR
>MBL3611453.1 DNA adenine methylase, partial [Rhodovulum sulfidophilum]AB35
MRKTVPATPVAPWKGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRP
>MBL3611454.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]AB35
IRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPFFANY
RPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBL3611455.1 transposase, partial [Rhodovulum sulfidophilum]AB35
MKRKRFTEGQIIGVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAG
>MBL3611456.1 GTP-binding protein, partial [Rhodovulum sulfidophilum]AB35
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELL
>MBL3611457.1 site-specific integrase, partial [Rhodovulum sulfidophilum]AB35
RERDRWAAVLRAGRDPITERKEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVS
EITPQDIKGALAPIWRTKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGA
>MBL3611458.1 antibiotic biosynthesis monooxygenase, partial [Rhodovulum sulfidophilum]AB35
EPGNIRFEAFSEGGGAVVMLEEYRDDAAFEAHLAQPYTKEFNAALAEVATGGASTVTDLASFASAQVSAPGIRAVDHAGL
TVPDIEAATRFLCDAFGAVTLYDVLPEEGPNMEGEGPQEELGLSPGTRITHMR
>MBL3611459.1 hypothetical protein JMM60_22425, partial [Rhodovulum sulfidophilum]AB35
VDVSGGSLEAGKDSALKGGLAVSGGSAETAGTVSGGVSVTGGRYDNSGSVSGGLDLADGTVGNTGTIGGAVTVGGGELTN
GGTLSGDVSVSGGALSSSGSIGGKLDVTGGTATNSGRVGGKSSVGSGGV
>MBL3611460.1 hypothetical protein JMM60_22430, partial [Rhodovulum sulfidophilum]AB35
LATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATSSGSLQDVSVSGGSLTSS
GSIGGKLDVSEGEARIDGSVTGAVDVSGGSLEAGRDSALKGGLGVS
>MBL3611461.1 hypothetical protein JMM60_22435, partial [Rhodovulum sulfidophilum]AB35
RYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQVGSDYNGRVRLRVHNGGEDQAAEARYVAAARE
WTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKR
>MBL3611462.1 terminase small subunit, partial [Rhodovulum sulfidophilum]AB35
DTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAKAAADRSASQLAMAFRNLD
EEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTR
>MBL3611463.1 terminase small subunit, partial [Rhodovulum sulfidophilum]AB35
DTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAGARAAKAAADRSASQLAMAFRNLD
EEDANASAGLTAKQIAEEADADYRYQRAAEQRGEL
>MBL3611464.1 terminase small subunit, partial [Rhodovulum sulfidophilum]AB35
QIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAKAAADRSASQLAMAFRNLDEEDANAS
AGLTAKQIAEEADADYRYQRAAEQRGELTR
>MBL3611465.1 hypothetical protein JMM60_22460, partial [Rhodovulum sulfidophilum]AB35
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYA
>MBL3611466.1 hypothetical protein JMM60_22465, partial [Rhodovulum sulfidophilum]AB35
MAKKPKAKTRDEITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTE
AQYRRDEAAGTGD
>MBL3611467.1 phage major capsid protein, partial [Rhodovulum sulfidophilum]AB35
ALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLI
SSEHG
>MBL3611468.1 hypothetical protein JMM60_22480 [Rhodovulum sulfidophilum]AB35
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>MBL3611469.1 hypothetical protein JMM60_22490, partial [Rhodovulum sulfidophilum]AB35
LGQASDPAAEIETYDALIARYGDSDALPLQELVAWAMLSKGARLGQASDPAAALVTYDALIARYGDSDALPLQELVARAM
L
>MBL3611470.1 hypothetical protein JMM60_22495, partial [Rhodovulum sulfidophilum]AB35
AAKVLVSLGFGSIEALVDAHLARLPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBL3611471.1 hypothetical protein JMM60_22500, partial [Rhodovulum sulfidophilum]AB35
EVVALAELEEFQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFP
>MBL3611472.1 hypothetical protein JMM60_22505, partial [Rhodovulum sulfidophilum]AB35
RVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAA
>BAQ67173.1 hypothetical protein NHU_00001 [Rhodovulum sulfidophilum]DSM2351
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPAAEVDHIARHEGDRAKFWDRSNWQALCKRCHSRKTAREVLGRN
>BAQ67174.1 gap junction protein [Rhodovulum sulfidophilum]DSM2351
MRIPVEHSPGGRQMCRIGWLKRFRKLRQEADEKREALRKEAEGIDREIEETRRDIKRGARKTKRRFHL
>BAQ67175.1 hypothetical protein NHU_00003 [Rhodovulum sulfidophilum]DSM2351
MQDRAMMMDRQMQMQGQRKRPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGARVDTSRG
RSTPHDDAELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRYAKTADAATLGIEGWQQIPRR
NRKGVIVQDAVRFTPCVWDPTPARIAAARRAYLDWWGYLLAIQAALTGADLTRIEVTRNMPPMRPWV
>BAQ67176.1 primase [Rhodovulum sulfidophilum]DSM2351
MTDDPLDRVRATFAAAEDVDMGDIPDPDTAPNDPDGGAEPPHPPDGTVPEDPLGPVRAAAGQPLNDYGNGQRFCIHFGQD
LTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDHD
DELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTVAAE
GMSPVAELRVQPEHLRGDLLSKIMPVAYDRTATAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANG
KSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHS
DFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEGGLRPP
DRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKS
FIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>BAQ67177.1 putative primase [Rhodovulum sulfidophilum]DSM2351
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVFNCRHCGGGDAIALVELVKGCD
FRAALDWLMGTRELETDPAELARRKAAREKEAHQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRALLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIVHEGETLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAFWAGISLGNMAGRRITRGNGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>BAQ67178.1 hypothetical protein NHU_00006 [Rhodovulum sulfidophilum]DSM2351
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>BAQ67179.1 hypothetical protein NHU_00007 [Rhodovulum sulfidophilum]DSM2351
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>BAQ67180.1 hypothetical protein NHU_00008 [Rhodovulum sulfidophilum]DSM2351
MLTASTPPISNPNPFARINHTGAVMQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTV
RNWLRSENAPGLHYVVAVLALAGAETVFELFDPEQTA
>BAQ67181.1 hypothetical protein NHU_00009 [Rhodovulum sulfidophilum]DSM2351
MRGLRGIRKLPNLTTMPHEPKIPHKDLVAEIDAFCEAAGMSRSRFGAAAVRDPRFVFDLEDGRECRSKTLNAVRNFMRTH
PTPTGGAV
>BAQ67182.1 DNA-binding protein [Rhodovulum sulfidophilum]DSM2351
MEREAITMLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLEVPFSSLFSEPEDHDLD
NEIMEAIRCLPTSERSRILAVVRAFSVDV
>BAQ67183.1 hypothetical protein NHU_00011 [Rhodovulum sulfidophilum]DSM2351
MKTILTTAALALLAAPVLAGTDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGGE
SSDP
>BAQ67184.1 sugar_tr-domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLMLARIAEASL
>BAQ67185.1 tRNA pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>BAQ67186.1 glycosyl transferase, group 1 [Rhodovulum sulfidophilum]DSM2351
MSIMDGIAPPPDALAAFVAEWRGAAPDVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>BAQ67187.1 hypothetical protein NHU_00015 [Rhodovulum sulfidophilum]DSM2351
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPP
TNAPAEARPDERTAWPDLPEAARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLSPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAAQWGAETRKEAA
>BAQ67188.1 ABC transporter, permease/ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MAEILTRSFGRFHAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLELIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICWASAAFPKPVEDPADKAFREAVAE
LVDCAMKEGKADV
>BAQ67189.1 hypothetical protein NHU_00017 [Rhodovulum sulfidophilum]DSM2351
MPMTLDFSPRLMPAGQAAHYLGISASKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQGNTCDALFMEKAS
>BAQ67190.1 integrase/recombinase [Rhodovulum sulfidophilum]DSM2351
MRRAVHGKGILKHLNASGRWPSGNVRYYYRPKGQKGVPLPDLPPSHPDFLSAYARAAGLSVAPLHSPRTGSISAGIADYL
KSDAFLSLSAGTRTRRRIMLDDIRGRYSTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPV
RARRVLPTEGHLPWSRDDIAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGQVDVPFTA
AAPEWAEPSDRVHLFSALREQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPD
QRAAWLGHESLSEVQHYSRGADRRRMLAGIDPEPKSSNSSDRVPTWMRK
>BAQ67191.1 shwachman-Bodian-diamond protein-like protein [Rhodovulum sulfidophilum]DSM2351
MERFPAPRTAPDLPLSLLGLAAWIRLSGAPKAQAPGSPIVDTQHIGIRTSRPSSVRTRWQLVGGGVISHGSLVIWGVLFG
SLNLRKPDFAAQTGNTLA
>BAQ67192.1 type VI secretion system, Vgr family protein [Rhodovulum sulfidophilum]DSM2351
MGRSPTALGQDVLVLRRFEGTGHLNALFDCSADCLAAPTAVDFDRLIGTHATITPTTREGERPFDGIVTEARWLGSGDNG
HRYWLRPWAFLASLRRNQLIFSNKTVIEILTELLSASAHAGAPRTNAARTTASRPRAISRRSGRAAGWCRRAIRCREPAA
RTRASARGIPTRPPIPA
>BAQ67193.1 hypothetical protein NHU_00021 [Rhodovulum sulfidophilum]DSM2351
MAGVTISQFLSSKDSPAWLVLDGVNCPDLPHFLEGTEHCCFYRETGQKQPLHAPWMIHMDDRISEMASFLPNDTHWGFIF
TSHWPMRDLRAHFRRYTMLKTPQNEVPVYFRFYDPRVLFDLGYALEADKLRMFMRPFGRLAIPLSPLLGERCGLSPLAHH
DAFRSKFLTLPIPPEEPPGKGSQSFQIGMVEYRRFENLQARRAERKLARELHFTARHRSDAEVLDIAAEATSRAERYGLT
SVRQIRLFAKCMLKFGPTFDETHPGAREVLTRRRVSVRETFIALQNWYTTAGDKPFPAGASQDLDIWNRL
>BAQ67194.1 MCE family protein [Rhodovulum sulfidophilum]DSM2351
MKYYVPTIDDIEALVGAHPGKFSSPLQTMRSIANARAQGETVSQITAQNQYQDYLSNGGEPMNSDGAIPPAEAVHDQPQG
KAGCDCAAAMPCCVNSITLGCSHRDARLTLPQEEKANGQTNCKLVLVADQGGSSGYDLLKVTLDRTPHGDCIMPKQMPKS
LIKMEGGETEEKTAEDYEIKLTYPGDTDLGQTDIERFVNATKYTLLGDLEKIGTNYSLKLDTCSGETTFNSVLQVYPRLE
WTAASFGYEIKGTYYTDFTFVPSVALTGKLDGTFGATTFSIEGEGESKTDPENHSRSLVPFLDKTLSKLQGLTGEGARTS
ENSTHSSISVFHKVDLGTSKFKLVEHPSDPAAVGIDANVTMGFAPLIGIEAKLDIIDALLTAANGVAPGFAEALRKAREV
MAKGIGERDSNAHLSAHAAVTLTITGTLGDANVVISRKVNETRWSGKGEVSGSLEISIAAIVKAEGKAYIVESTFSASGR
ARSKLTAALQTINSPQSDKKLNAKVGWNGIKVNVAAEAKVRGFGIVNMSTQGKKEVPIRKEEVFYDADF
>BAQ67195.1 hypothetical protein NHU_00023 [Rhodovulum sulfidophilum]DSM2351
MANELAPSETALGIDLNLSAAMLDFRVNDVPILDPQTPLSTDAQITTQLTLNEAFTKGQNTISFSLKFKPNSEWTPSLHL
RLHSWPAGTLPELFQGSDFVFDVTVAASQNDPDKVEITQMTGTGQPTATISNIHQTAGDGTTDSWNTWTVTANVMINFPQ
DAWQSAQFLELTPELRRELSGEYMKVHSALSQGERAAKMALAPYIHRLAGGIGASDEEYYASGYEALLSGEAGFTLRPFD
ADESIVQLYGHGRLAALLPLPIRYWNPEAEQEASLFLYFWKDQTGQWQIIH
>BAQ67196.1 hypothetical protein NHU_00024 [Rhodovulum sulfidophilum]DSM2351
MRALLAALLLAGCGGLPVPLGPNVAANIQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRRKH
>BAQ67197.1 lysozyme [Rhodovulum sulfidophilum]DSM2351
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECRAMFADRLAGFEAGLDRLIADP
VEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIPA
EVPFRWDGA
>BAQ67198.1 hypothetical protein NHU_00026 [Rhodovulum sulfidophilum]DSM2351
MHLVPHWRALIRRAWSIRLILLAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>BAQ67199.1 hypothetical protein NHU_00027 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ67200.1 hypothetical protein NHU_00028 [Rhodovulum sulfidophilum]DSM2351
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPVAIAEGAPGAPGVSPTAFIDSITVLEWSGRAHQTVLGLGGTKWLRFELYG
NWPGTSEDLEIRFSTDGGVTWSGFMDLVNDRRGQLSCRIMINLETGNTYADGTFLAWVDDKLYQFHEDLTLTLPAGRVDA
IQLRHRERDNSISRIIMQKVCGYKAA
>BAQ67201.1 hypothetical protein NHU_00029 [Rhodovulum sulfidophilum]DSM2351
MPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARPGSFWAKWCARNPFYANMFLRVY
EGVAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATDIVIEAAREADLSDR
FGNTDTRYLCIGSEIIGYTGYSGGEGVWTLSGVTRAALGTKAASHSDDASAQRTGRYELMDGYLIAHDLLTGHTPVPAEF
VDFDAWQAEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNERAQLIDFKAVRPEQSSVAITGDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPDFEMEAGGADVRSKTIYSRWITTDAQAYELCQRLLSRFKTAP
RYLTATLADGALRIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFGSAT
DDEKLNGFWWADEDGLMPDGSEGYLWQ
>BAQ67202.1 hypothetical protein NHU_00030 [Rhodovulum sulfidophilum]DSM2351
MAVTYTLGHAAASPYPMTHARILWDKAAGSVGATSEAEGFEAGLADTVETNSWWKPEAVPASWQITYPFSRVVDAIGIGA
HTLGTTGASARAEYSPGEIHENLIWYSQDFPLWPTIVNVDLVIAEGPDGSSDARLLTETGNGQHFIQAGFTDAVAGQLYT
FSLYVLPGPMSPQRRLRMAFVGAAYPAPCGCDLGPDGQILSTFGTATAISVPVGNTGWYRVSLTSPAQVEASVNIRINIV
LDDGTLSYEGSGEAVQVFGAQAEARETPSPYIPTLSGGATSAWWAVSDDWLLPSDDSAILYLFDPVETDGIRVSVSQPAR
IGVVYTGKALEMPRMGYTNLGSADLGRTAVLTSYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEP
FFIAARPEGYPTDCVYAWVDDPIVPARQGMRNFVSVGFTATGHADAAA
>BAQ67203.1 potential phage tail tape measure protein [Rhodovulum sulfidophilum]DSM2351
MPFLKPLNVEITGETEGLERAVDRAGRSLRGIGTAAIAASTAVVGAFGVMAVKGMNAAKSINILAQRANATPEAFQKMAF
AARTAGVEQDKLGDILQDVTDRVGEFLSTGSGEMSDFFEKIAPKVGVTAEQFRNLSGPQALQLYVDTLEKAGVNQQQMTF
YMEALASDTTTLLPLLRNGGREMRKLGDAASGAGQIISDEMISDLQDANRAMSRVSATIEALEIKIAGAFAPTLSDAADK
LDDLLSSADADDAISEMAEAFDGLSEAILSEDFLGAAASGIATVTDLAAGLARGVVVLSDNLEIVTTAASVAAVALAAMG
GPLWAVGGALGTALVGISKWREKAEDAAEGSKAAAERQAELNRVLGVFTDTGSPEAGKAAVDLAKNNYELAESALAAAEA
ELAKVQALEASGNSLLDQNPLTAGGNSGYAEDMAAKTEAAAERLNAAQQQLAEAKARLEETLTTVGNDGDDPEDKPGDKP
TKEKEDPILPGLPGADEIKESLKERLEALQEGLKTENEVLQEWYEKGLQTLQEAREAEAINDQEYKALREKLEQEHQDRL
ANIERLSNQGRKAQTLSATQDVLGALGAFNDKAFKMAQVAGAAQALISTNVGAAKALELPFPENIAAMATVMAKGLALVA
AIKSGSKSGSGGGASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLNLDWQGAAG
>BAQ67204.1 DNA polymerase alpha, subunit B [Rhodovulum sulfidophilum]DSM2351
MHEFEWRRPAAKGDYAGGMTEGDLQAIEEESARLRAKVKAKRDAISQAA
>BAQ67205.1 hypothetical protein NHU_00033 [Rhodovulum sulfidophilum]DSM2351
MSDVFREQSFRFQGRDLTVVPSLALLRRIKARGVNNVALANKCIRGGVDLEDLAAVLFEFLRAAQVPEGEERPAISEDES
YAFLIDGNQTEIAGFKMAYVQAVLPTVDMGKKPAAPGKKGRKKAS
>BAQ67206.1 phage major tail protein [Rhodovulum sulfidophilum]DSM2351
MAASSGRAVLVSMGDTDLADELRTKTINFNGELIDVTADGDDGWTATLDGEFATNNVSVALEGVLKGDTLADMAFKGVQN
DFTITVADLFTLSGRWQFQAGFSIAAPYNDGTTFTGTLQSVGEITKGAVS
>BAQ67207.1 hypothetical protein NHU_00035 [Rhodovulum sulfidophilum]DSM2351
MRSPAHDTALFLAAQGATGAFGGAEGWPVYVGREPLQPVDVVTCYDTGGEPGLLVDLRCPRVQVRVRSASYDAAWQRAAA
IYKALVPPVVLAVPGAAILGWMPSSEIAFIGRDDEDRALFTLNFEILRDSAQPA
>BAQ67208.1 hypothetical phage protein [Rhodovulum sulfidophilum]DSM2351
MAIKVEGLDDLNRQLRKIARDAPEAAQRGAYAGGLLIQGKGQKLTPVEHNNLRGSAYTQKIPKGAEVGFSAEYAIFVHEN
LEQKRKGKPRPSGLGTYWNPGGPKFLEKAVDENAEAVRDLVEAEIRKALEQ
>BAQ67209.1 hypothetical protein NHU_00037 [Rhodovulum sulfidophilum]DSM2351
MAVYTRGLTQAATYFPPAGVNGFGDPQHGAPVAAVCRWQDKAVLFRDEQGREVTSEAVVYVSQAVEVGGRIGLGALTDPA
EAREIRQAGSSPSLRGGTEIITAWL
>BAQ67210.1 hypothetical protein NHU_00038 [Rhodovulum sulfidophilum]DSM2351
MPTLPEASSVIAITGTDFPAPVVASIIEDAALMAGVCIAPYEPARQAAIVKWLAAHLIASTNGAAGTGAGSLTSMSLGDA
SETYAKAALTGEGLRATHFGQQALLLDTLGGLARLGRPRASAEVI
>BAQ67211.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]DSM2351
MQLVSPGASHTHRGVTDGPGETFEGGEQLLAAFGDRLSAAPEPEASNCGKPTRAAKIAATNAEAEDNADTAGSQ
>BAQ67212.1 linocin_M18 bacteriocin protein [Rhodovulum sulfidophilum]DSM2351
MPFDTLDAFNGSGLTGGENAILARRPYIATNGRHAGRPVITVNTGTLDASGNPVYAERPINTNATLRKDEWVDLEDQIIE
AARERLVIVGDFQEAGLTYNVGGLGTLVSEWETGSEITDAKITMDGETETEKDRQEFGLAGVPIPIIGKRFSIGERMLLA
SRQRGASLDVTTGAEAARAVARASEKMVFFGARVAAADSAGNRFNIPGLTTMNGRVTLKLSDWSDTEKVTPQMIFREILQ
MVALMETKQRSFGPFTIYIPGAYASRFREDFKEHGDKTLMERVLDEDVIRAVRISDVLTKGDVLLLDMQRRYMDLGVAAD
VTTVQWQSGSGFTNHFMNYAAWAPRLKADFDGRCGICHGAVGG
>BAQ67213.1 hypothetical protein NHU_00041 [Rhodovulum sulfidophilum]DSM2351
MPSADTPKTIKLYGFAVMTEALALGPTTPGMLVEPADDRVRPHATAAGTAAPSFAVENGMIGGGIDDDYQEGDTVLIETF
APGSRVYALAAAGADAIAKNALLASAGDGTLAPAGDDEIAVAQAVDALDNSGGATPARIRVVVIPAQRTAAV
>BAQ67214.1 hypothetical protein NHU_00042 [Rhodovulum sulfidophilum]DSM2351
MSLHRITANFSPAGGIRHEQFEGRDHLVVPVVMICEGVLNGALVPLAEFSRFPEAWNGRPVPVLHPEEQGQAISANRPDV
IECNTIGTVFNARTEGAKLKAELWLDTEKACRLGFCDLMKRLETGECIEVSTGYFADDDPQAGEFNGRPYSMIHRNIRPD
HLALLPGQIGACSIADGCGTRTNSKKGPLAMKVNEAWAVVGKALGLNTNCQCEDKGMDISKQAEALVKANALDAKQLAAI
QGMSPEDRAVMAAFVEALGKSTAAPDAMEGDDPAADAPADDTPAPFADKAAKPATNGRIAVNAADLNKLIANGVQEHLRR
HDVAARLKANAANKLTGAQIAAMPVEQLEAVEQMIRPADYSGQGGFAANSDAIETNVNPLTPRGVLGGKKKEA
>BAQ67215.1 hypothetical protein NHU_00043 [Rhodovulum sulfidophilum]DSM2351
MLEILVLIIVLILVFAILSHGISGTIEGAKKTIRTKDWRGAAMRGGAVVVILIVAYVFAG
>BAQ67216.1 C-type cytochrome biogenesis membrane protein [Rhodovulum sulfidophilum]DSM2351
MDDVFREYYKRFGDLPSSRRMPDEVLGKLDELCAMAVARGRKLTDEELELAPEPPLNAMS
>BAQ67217.1 phage head morphogenesis protein, SPP1 gp7 family [Rhodovulum sulfidophilum]DSM2351
MCEACLKVNAAHRYDPTRTTTLRRQFEAAAARRFRNLAAKIREEVDRQDGFGLKTNRGRFDQPRSDQKVAAFMDWLQQQQ
DAGILEVRRGERLDSAGSRSWASLYVRNAYQKGIAQAASRMRAQGAPVAPEWVEKAFTRPFHVDRVALAYTRAYSDLRGI
TDAMDQQISRTLAEGLSQGLGPREISRALTDRVHKIGITRARMMARTEVIRAHADASLNAYQEAGVSGVAIEAEFATAGD
NAVCPQCEALARGGPYTLDKARGLIPVHPNCRCAWVPIVPRTRRGETSAAAQAAAQGRPMTAAQAMQAMPVARANSHNAF
DGTPEPALRVIQKTPDLKGMVKGKPGAYMDHEGRMSMGKHTPGTVAYKRTFRHEFGHHIDRNLGDGRGFASFAAVDELAA
DNKALETARSGMFRNDRAGSTALRKTIAKNEAAAEQEFRRAILAADAGGYVTDAKRILDEMTPLGEDGVKALYGVNEIRP
TDAIAFVAAWNRKDVYQLLHDLPSRFGRRVLHDSPLAGMQDVFEAGTAGKIRIAFGHGEGYYKTRLAYDRHIGAAKKIGA
RTFTGSQLAEAFANWFEAYGSETLADYQTFKHLWPSMSQRFEEIIGGGEDG
>BAQ67218.1 hypothetical protein NHU_00046 [Rhodovulum sulfidophilum]DSM2351
MSDRTLLGPDGAPLAPAIHANTGSALVSRKILAGRAGQSFNGARDLYETLGYPLSLMPEDYVDAYLRQDIAARIVDAYPD
ATWREAPEVNGPDEVREAFGKLDARLHIWRALHRADRLAGLGHYGVLLLGLDGGQPMDQPVRGNRFTLLYVQPHSERTAQ
IVRWEDNPKSPRFGRPLLYRITSGVNWTGAGAGQKSFIVHHSRVIHIAERALEDESIGTPRLERVWNRLMDLDKLLGGSA
EMYWQNVAMLMHLKADLEVQWNPDEAEALKAQVEEMQHGLRRWLRTRGVDASNIAPGLQGADPANHIDKQIDMIAGATGI
PKRILIGSEAGELASSQDENNFVGRVEERREQFAGPSIAMPFLTRCTELGILPSGADGIAWPENDTLGEVARAEIAEKNA
QAIATYANAPGAELIVSPAEFRETLGYKAAQPKVAEDDDLGAEGVIQFNAARHV
>BAQ67219.1 phage DNA Packaging protein [Rhodovulum sulfidophilum]DSM2351
MSGIGHNGGPPIAKLTPKQREANRLLAGPARNIMLRGGSRSGKTFILVRAIIQRAINAPGSRHVIFRFRFNHAKTSVWSD
TLPKVLKLCFPALLVRLDKTDFYVDLPNGSQIWIAGLDDKERVEKILGQEYATLYFNESSQIPWGSVEMAMSRLAQKCAL
APEIAAATGRAFLTLKAYFDCNPPSKLHWSYQLFRAKVKPGTKEALPKPVDYAEMRVNPADNADNLPPEYFEVLASMSAA
KRLRFEAGEWASDVNGALWALEDRKSPDGKTMPGLDSLRVAAAPELRRIVIAVDPSGTRGDGGGDDIGIIAAGIGFNDHG
YVLQDGTCNLSPEGWGRRAVDLYHRHRADRIVGERNFGGDMVRFTVSTADKDASFKEVSASRGKVVRAEPISALYEQGRV
HHVGDFPDLEDQLCNFTASGFIGEGSPDRADALVWALTELMLGPNHTKVTW
>BAQ67220.1 terminase small subunit [Rhodovulum sulfidophilum]DSM2351
MALTAKQRRFVEEYLVDLNATQAAIRAGYSARTAEQQGSRLLRNVQVLDAIADAQAQRSERTQLDADWMLRRLAAEVTAD
LADILDEAGAIRPVKDWPLIWRQGLVSGLDVNETLVEGEKVGQTVKIKLSERIKRLELIGKHVSVQAFRDQVNTTGAISL
TVNQEDAEL
>BAQ67221.1 hypothetical protein NHU_00049 [Rhodovulum sulfidophilum]DSM2351
MAERDEAPKREQGLAFPQTPDDDANLARRRFSVKALPTPKNSAVLALIYAAAAVVAADLFTAPKIHSICDPRPLTARASW
PRLPPPKGSTYRNVPFRT
>BAQ67222.1 succinoglycan biosynthesis protein Ex [Rhodovulum sulfidophilum]DSM2351
MSRRLPRRILIAAFLAAALAEPAAAMQTQISGSVRLRDGDTPVVGGVPVRLSGLTCDERGSQMGDRATARLWDIIGRQHL
TCVLNGETTYDRQVGRCYLPDGRDIAEILISEGYCGRCARYDPQRTYVKAQRHAGRYRGAMPGYCRPR
>BAQ67223.1 hypothetical protein NHU_00051 [Rhodovulum sulfidophilum]DSM2351
MGKGSKTRTRAVKLAKKAELAGMPGLAPVERREKDGRIRRSTRPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIEMLLERFEISGDDDLDLRSEEEKAHAAVTN
WMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>BAQ67224.1 hypothetical protein NHU_00052 [Rhodovulum sulfidophilum]DSM2351
MSIHEIKGKGVNRARVACDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRQNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATER
LAALEREIRAVSDLVGKQQEAASKKLAEVSAMRAELGRIRGAVGPRALRAAGVK
>BAQ67225.1 single-strand binding protein [Rhodovulum sulfidophilum]DSM2351
MAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDRGGSGAGGHGYGQGPSGGPGGGYGGPDLDDEIPF
>BAQ67226.1 hypothetical protein NHU_00054 [Rhodovulum sulfidophilum]DSM2351
MTTDLAALDPRHPAEVDQGLAYLTRVLRSLRAAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIE
MEDWADALAVFPDWAIERAAKWWKSADNPQRRKRPIEGDIAERCRIEMRAVRAARVRARSGWAGTEAPEDRERCSPEAAA
RAMRAAGFSPAEDFTGPKRFGATETGQSATDEQRGAA
>BAQ67227.1 hypothetical protein NHU_00055 [Rhodovulum sulfidophilum]DSM2351
MSIRIMAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCSERKVRQIIGALEERGYLTIYRNAGPKGCNV
FFVRSTPAPRAPLHDVHPPAPRAPLHDMHPCTPCTQPLHSVHHPPAQRAPEPSENHQEPSEREADASRASAPSSEIEDAI
TLFNETAERVGLARVQKLTPARRQALKARLREVGGVDGWREAMRRVEASDFLSGRSRDPTHSWRCNFDFLVKQANFTKLM
EGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRSGRA
>BAQ67228.1 putative bacteriophage-related protein [Rhodovulum sulfidophilum]DSM2351
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQDSGLGDLVTDDPAWPFSIECKRRSAGTGCADDWRMQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGDAAPPEEWVECSLDGLAYLAREIMAGPGAAGIERAAS
>BAQ67229.1 hypothetical protein NHU_00057 [Rhodovulum sulfidophilum]DSM2351
MSNSVHVSVRDGRAHIDLPLDEVHGLRVALHPRLAGEPESNSTKAIRAAFDKALARAQIRAGRV
>BAQ67230.1 hypothetical protein NHU_00058 [Rhodovulum sulfidophilum]DSM2351
MKTALLHAPKVRAARAPLKEKAFPMDKRLFMHMARATIARVGGVDAACAAIEAEYGEPVSRGTISKIQNGHLDITFAQVV
ALQKATGDIAFANFLRRANEHCGAVPAVTHVHTLKEATEAVMAQAEAEQSGDADSQLRAVKETLEAVDIMRDWLAGKAAS
LKTGTTA
>BAQ67231.1 hypothetical protein NHU_00059 [Rhodovulum sulfidophilum]DSM2351
MEPASTIISALGGPSAVAKVIGIHRTRVSMWQASRERGGTDGLVPYRHIPKLLELAAKRGVPLSPADFIPTPTGDAA
>BAQ67232.1 phage repressor [Rhodovulum sulfidophilum]DSM2351
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRPGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>BAQ67233.1 hypothetical protein NHU_00061 [Rhodovulum sulfidophilum]DSM2351
MSAQTIADDVLKLAKRRRLALTPMQLMKLVYIAYGWHLAMQGSKLFNERIEAWKYGPVIPDLYQATKHFGGSAIPAHLIA
NAPTSHPELEAFLDSIVENYGKYSGVALSNLTHRAGTPWHRVYRPNVLNIEIPDEFIREHYQQGLDARRATAAAN
>BAQ67234.1 hypothetical protein NHU_00062 [Rhodovulum sulfidophilum]DSM2351
MQDEPPPPPTEWAKGHEWETDQVAKNEVSKWPDPASLKGTKDTNTLRLLRNSGLIAVCLMWFFAAVFVASMVVWLFHFLT
PWGWLTDLQLSKIQTVVFSGSLGALVSAFAQKHISQ
>BAQ67235.1 NUDIX hydrolase [Rhodovulum sulfidophilum]DSM2351
MSASPNYRFNRSPQFSVNHIAEYFATTNATQRTKAIRAAKFPKKVEVASYVQIRKPLKQALSKPNFDRDGLEFLIDRLDD
KARRESGYHRDEALRCSRAVRAFQATFNPKSFSRLTISPSPKMISTRVEGVKLNVSLDAQVTETKEDVTYTGGIVLLFAF
SADRGSLKERLVTTSGLVLWALEGGQMEPLARLCMAADLAEHEIVKASVSHARFRERVAESCKEIAARWDDVEPPADYDG
PEWR
>BAQ67236.1 hypothetical protein NHU_00064 [Rhodovulum sulfidophilum]DSM2351
MDDITLVAKLVDGTTVYVSPLHDQTYSEYVEADNLGGSAGYFIARERLDQFEILAKASSLDAAREIFGMLTSSRLAAS
>BAQ67237.1 hypothetical protein NHU_00065 [Rhodovulum sulfidophilum]DSM2351
MSNTEYPLSWRGFALALFIAATQLGLIAAAFHFLASLRGAL
>BAQ67238.1 glycosyl hydrolase family 2 sugar binding domain protein [Rhodovulum sulfidophilum]DSM2351
MLALNGPHWLVMADFGPLGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNAPAMTEVTDEAWRGLEGRLAGMAA
>BAQ67239.1 hypothetical protein NHU_00067 [Rhodovulum sulfidophilum]DSM2351
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWAS
>BAQ67240.1 hypothetical protein NHU_00068 [Rhodovulum sulfidophilum]DSM2351
MGELTRIPQEDAATPASLGAITPMGMISQAVANGANIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YASKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSQQSDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGAQGAGAPSEGRGNGRAPETPRFDPKAAAGRIRRKLEAARTLDDLSRIWR
QEEAAVIVEIKAAEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>BAQ67241.1 hypothetical protein NHU_00069 [Rhodovulum sulfidophilum]DSM2351
MNDMTPTSSKEGANPRAVIGGNNPPDPLDEALAPYGDFITEAESWLDGTQVTTAAQMKAVDDLAKEIKAAEKAVSTARDA
ATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDAAARKARAEADRKRREAEEATRTAAAGDIEAQRA
AAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEFESHKAALHDIAKNDRDALTDFVEEYVRRHHKNRVIAGVRVWEEQEA
Y
>BAQ67242.1 tripartite motif-containing protein 46 [Rhodovulum sulfidophilum]DSM2351
MSAADPLAAALEDLRASILSTLDAGEGSRMRRLLDMHPVHQALTDVERLIRRAEENRQ
>BAQ67243.1 hypothetical protein NHU_00071 [Rhodovulum sulfidophilum]DSM2351
MTRNALADLAEEYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>BAQ67244.1 hypothetical protein NHU_00072 [Rhodovulum sulfidophilum]DSM2351
MQNPPAILIQKTPSGLMPYGPHSGPMLDDLPIGQVLTAKPRKGRLLPWNGAYWAGLRTAVENSEAWPTDKHLHQDLKRLC
GYVEHYFSPLSGQWEIRVQSTAFDRMGQPEFAAFFRLAQMRFAQQMGFDPWAVGSAA
>BAQ67245.1 hypothetical protein NHU_00073 [Rhodovulum sulfidophilum]DSM2351
MTDLSARGPLGLKAPRVPDDPAHLARIRSLPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>BAQ67246.1 hypothetical protein NHU_00074 [Rhodovulum sulfidophilum]DSM2351
MSEEAQTDATYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTGVMRKLIALRKRDKDDIAEEEAILEMY
KDALGMG
>BAQ67247.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MADGSSLLFDFAAERPADPRPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLS
VTGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTY
ELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPC
PSIFDSSAEIMARHGLRAVRPLAENTLARIARGMRRYVLDAERPFIVNLTHGGRTEDLARPLRTITGANRGEKALVAPSL
TRFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIITPHLLSLKGSARRDGAVSAPHPTVLAGGGHSAVVAPVLTYAQQ
GGGNRSAEAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDISAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDA
REPMSTILKEGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRMGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWD
GGAFVTLEIEGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDEPIFRPFSKDVQISCCGNSVCPPVAAAII
AANCKHLAEKQRETA
>BAQ67248.1 integrase [Rhodovulum sulfidophilum]DSM2351
MRDYRIGHLNGRHVVIWTDDEGKRRRYRLEANTAREAEREARDLILRLDAPPAGMTVAQVWGAYRVEMGDRRQGEKMDFA
AKVILPAFGHLSVDQITVADCRGYIAKRRTAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMPPTPAPRERYLSRD
EVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFASRTIRLAANDLGPRKGRATVPINDTLMAALQDAQRAAV
SDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNVTRSTYARFSPEHLRR
AAGSLEFGAPKLVQRTRVQTPKGRVSL
>BAQ67249.1 transcriptional regulator, lacI family [Rhodovulum sulfidophilum]DSM2351
MTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSLSNMVFPEVLAGI
NEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDGEPIDSVVGISHR
RAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMTRALLDRHPDLDF
LYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKGERVAL
SPRIDPGDTLRADLARCGQAVRDQV
>BAQ67250.1 dolichol-phosphate mannosyltransferase [Rhodovulum sulfidophilum]DSM2351
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>BAQ67251.1 lipid A biosynthesis protein [Rhodovulum sulfidophilum]DSM2351
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>BAQ67252.1 hypothetical protein NHU_00081 [Rhodovulum sulfidophilum]DSM2351
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELALGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPGSASG
WALAAGVALGLAFLSKYAAIYYPLCAVLAALLIPSARPRLRDAGLALLAFAATISPNVVWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRMSSFAINGTVALALPVLGVFAPVAGLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRGVSIYAPPPVGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
RCWNG
>BAQ67253.1 hypothetical protein NHU_00082 [Rhodovulum sulfidophilum]DSM2351
MHIRTGLLCLLLCLVPLRLAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVLYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDSRLIAPTLQMILR
RGYAPVRSRAAYFTAVAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTDGAIARI
WRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRVAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>BAQ67254.1 hypothetical protein NHU_00083 [Rhodovulum sulfidophilum]DSM2351
MNSGARWTMLRAMMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGW
QLLNVMSIFGASGLGERKASAGGYFLKY
>BAQ67255.1 transcription elongation factor SPT6 [Rhodovulum sulfidophilum]DSM2351
MPARQPASAAPDTDPVIGMGKAKHGHCVCPAGERAEEAQAHPTKAAFGKDPIRPLPGLAPGHAGARNTGRRVPPAGTGAG
ARATDAARRSGPP
>BAQ67256.1 ribonuclease HII [Rhodovulum sulfidophilum]DSM2351
MTVVRPDFSLETEAFARGVRFVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIRARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPKALPCDGLCIVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>BAQ67257.1 modification methylase BabI [Rhodovulum sulfidophilum]DSM2351
MTRTKGATELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>BAQ67258.1 NAD-dependent epimerase/dehydratase [Rhodovulum sulfidophilum]DSM2351
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKRAGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTAAGVGRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRDSGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>BAQ67259.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]DSM2351
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLTLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>BAQ67260.1 hypothetical protein NHU_00089 [Rhodovulum sulfidophilum]DSM2351
MQRKAEKDSRRMRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARICRPVDVRYGRKEGFGATLSLLTTGA
NAPMLEMQKDDIREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPHPAAPPPDPGTVAAASELAVEVHDEGLRAAL
QDLGTRVLSRPKR
>BAQ67261.1 putative thiol-disulfide oxidoreductase D [Rhodovulum sulfidophilum]DSM2351
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>BAQ67262.1 L-carnitine dehydratase [Rhodovulum sulfidophilum]DSM2351
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGAREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFSRLCGLLGLPELAADPRFASNADRVAHREALTEALSEATRVLSKADLLAACEARGVPAGPI
NRMDEVFDDPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAEFSDPSPAPAGRTPRR
>BAQ67263.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]DSM2351
MARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVHVVSRGHGGRLTGPVRV
EERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALARDLSLVVVDAAKGFGNGRTIPAGP
LREPVAAGMRRADLLLSVGPEPAQRRFTESWGGQVPVPRITGALHPLPTGMDWQGLRALAFAGIGHPEKFFATLRGLGAE
LLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSAIDAAFDRLGLGSGR
>BAQ67264.1 putative 3-deoxy-D-manno-octulosonic-acid transferase [Rhodovulum sulfidophilum]DSM2351
MTANRAERDAEPGGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPARARGLPEVIVDIVPSD
GHRASAAFLDCWHPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>BAQ67265.1 inositol monophosphatase family protein [Rhodovulum sulfidophilum]DSM2351
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>BAQ67266.1 inositol-phosphate phosphatase [Rhodovulum sulfidophilum]DSM2351
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIIDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASMLAPRPT
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>BAQ67267.1 hypothetical protein NHU_00096 [Rhodovulum sulfidophilum]DSM2351
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MAGRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGTRAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWIENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>BAQ67268.1 hypothetical protein NHU_00097 [Rhodovulum sulfidophilum]DSM2351
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>BAQ67269.1 dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>BAQ67270.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]DSM2351
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>BAQ67271.1 hypothetical protein NHU_00100 [Rhodovulum sulfidophilum]DSM2351
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHVRLTETDLARDFASIEALRAHPGLAKFLAWV
AKRPPGFHSRTPGPRRRR
>BAQ67272.1 hypothetical protein NHU_00101 [Rhodovulum sulfidophilum]DSM2351
MGNENEAGAFGRQEAGRLPALVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGVWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGAWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYAVGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>BAQ67273.1 glutathione S-transferase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MYRVIGSGNSRARRVLWMLEELGLSYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSVIKDSLKWEFIRSQEALVGRMGTGPFLMGTEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>BAQ67274.1 DNA polymerase III, delta subunit [Rhodovulum sulfidophilum]DSM2351
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQVWGVHRLEQALGLLLDTDLKLRSAQR
APQMALIERSFIRLAVMASRRT
>BAQ67275.1 secreted periplasmic protein [Rhodovulum sulfidophilum]DSM2351
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGPAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>BAQ67276.1 leucyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARRYGLPVIDTFEALDGGTPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>BAQ67277.1 lipoprotein [Rhodovulum sulfidophilum]DSM2351
MRMTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDEQYQNTPMAEMQRERRSTSTVWDLFDGDDPNVKVEVN
KYLWQASLEVLNFLPVRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAIL
TRARQIRVRDSRL
>BAQ67278.1 hypothetical protein NHU_00107 [Rhodovulum sulfidophilum]DSM2351
MKKVLFATTALVASAGFAAADITFSGNAEMGIVGGGKDAPGVSSYTGNGDSSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDENGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDRSGTDDADNGYALAVSYNTEMGGVDLGFGLGYQYLEVTAAGWAPGNAQDYGIAWAAGTEVD
IIATAVSADFNNGFTAGFEYSNYDPSGNNDDVDHYAIGLGYSINALSLGASYGKLEMDGDDADGYALTAAYDLGGGASVV
AGYSDSDIDNVDGDFDTYSLGVVMNF
>BAQ67279.1 sulfotransferase [Rhodovulum sulfidophilum]DSM2351
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALARGAVEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPALLSALEARLAPEKVPAKGTRRAPLGSAPPQAAEAVVAELRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEARLALAHHLMETGNPAAAEEVLESALAAGHDRAILRVRLAEAQA
KQGRTGAARAGFDAAIAAEPGFALAYSLRGMLLQTLDEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLAEME
ALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMGAFDDTDFSARKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALSGRIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWRDKLPG
GFHEIRYEDLIADPEAEARALVAACGLDWQDSCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEALGDA
IGGENGA
>BAQ67280.1 pyridoxal phosphate enzyme, YggS family [Rhodovulum sulfidophilum]DSM2351
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQERGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>BAQ67281.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEEIGP
EDERSLVDLLTDQIEFADVIVLNKVSEATPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPGTRFCPDLWSGLPDPFPQWGEAA
>BAQ67282.1 hypothetical protein NHU_00111 [Rhodovulum sulfidophilum]DSM2351
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>BAQ67283.1 transcriptional regulator, MarR family [Rhodovulum sulfidophilum]DSM2351
MHVVQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIER
RASAEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>BAQ67284.1 major facilitator superfamily protein [Rhodovulum sulfidophilum]DSM2351
MPAAVPSDAPAPAPQPQPTGLTRSLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFSLIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>BAQ67285.1 secretion protein HlyD family protein [Rhodovulum sulfidophilum]DSM2351
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVATGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRGGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>BAQ67286.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPAGVADAAAAIAAAKAAFRDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>BAQ67287.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSTGRKTRGADRKSAEMPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANV
GMTVFIGITAPRHETAWLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEEL
KFTTAVPSTYL
>BAQ67288.1 hypothetical protein NHU_00117 [Rhodovulum sulfidophilum]DSM2351
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAELAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVAPAAGGYRVETGPASAPILCLSGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMADTAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>BAQ67289.1 short-chain dehydrogenase/reductase SDR [Rhodovulum sulfidophilum]DSM2351
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>BAQ67290.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]DSM2351
MAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGPVGVLATDWSSTDDGLHITVNLREG
VNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMPLGLFVAAMPDLGHPVPKHLYEGTD
IMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKSAAAAAMEAGEIHESGTNSLSMADI
ERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTIMRGYAKPGRGPIPSTGGANYTDDV
TTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIGIDVEILTNDAPGFLNGVYRDHDFD
TANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAERAADYHAIQAKAMEELPLIFAIEH
PFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>BAQ67291.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>BAQ67292.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTRPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>BAQ67293.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTDPVLDIRGLKIGLPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPLHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>BAQ67294.1 cysteine desulfurase [Rhodovulum sulfidophilum]DSM2351
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLGREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESSPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMELKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>BAQ67295.1 FAD dependent oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAAIHERSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQVFPYHALLTRLAPAYLAWLRRKDLHEPDL
>BAQ67296.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]DSM2351
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>BAQ67297.1 amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>BAQ67298.1 putative cell surface polysaccharide export ABC-2 transporter permease protein [Rhodovulum sulfidophilum]DSM2351
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>BAQ67299.1 putative two-component sensor histidine kinase/response regulator hybrid protein [Rhodovulum sulfidophilum]DSM2351
MVLVGGEKPQIGGGQQGRQNDRAQKSEPHHPMTGLRPGFRLVGNRSGDALATIDIGRYLHGTAQLPEFCGQW
>BAQ67300.1 capsule polysaccharide export protein-like [Rhodovulum sulfidophilum]DSM2351
MRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALSAFTQVGSSSSSDSQILYDFIRSQPLIQKVDA
SLDLRRIYGKPSLDPVFSLEGDASREDKLDYWRRMVKVAVDPSTGVLSLQVRAFTPEDAQAVAKEILTESGFMVDDLSRI
ARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGVIAALESQLASALVERETIAGFAGQEDQRVKR
IDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQAYTAALASEEQARAEARRTSRYLAVHIPPTLA
EDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>BAQ67301.1 putative cell surface polysaccharide export ABC-2 transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMRARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLEEGLAAYRKSIAS
>BAQ67302.1 hypothetical protein NHU_00131 [Rhodovulum sulfidophilum]DSM2351
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLASTVFLAGDALIVMRHLAGLGLLPRYSRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPAFLRCGAAAEAVVATSPALVAQWRARHPGRTVIGTAPAWPVAEMPVPRPAVPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWDDYLGWLRTARADIGLVPHFASRDFN
AVRSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLALPPDPAAWVAAIERLAEAPDEARALAARNRSALITEDACGRQ
QRLWSDLLGMDLMDLRGVPAEPG
>BAQ67303.1 glyoxalase [Rhodovulum sulfidophilum]DSM2351
MNREAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGENGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWLA
DLPRPQAWLEFDVENIAVATEGLLARGCQLLVADRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>BAQ67304.1 Vi polysaccharide export protein VexE [Rhodovulum sulfidophilum]DSM2351
MQDELAQIIQRVRVLEASGASGPALEMLAHALARRPDDLALRLRQGVLLREAGRLEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEAGETLQELLKANPRQRPALAARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAERPEDPETDLARAQSLLDEDPEAALHLSEAVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLPPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAAGGRIAAAQELD
RVGPGRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGAWPRTERICARLLDRQGADTSLLHLQARASLALGRTAQAETSLR
QLLTLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSTRARNDVELIRDLDLTGRHDAARRLLDATLRIARGTPN
LFLANELTARGRPEDATTILPRVVRSRRNMISAPDRATTGAAQLARLFDFETGPPLAPSVIPPSGPLAWHLARDRSHGQL
EWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDLPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKVPSLTLQ
PLWRGGRISFDIAPLPRPETGEDGQAWLDRWAAAYLERVEWMMRGAPENQNLQATLWRWLLFTPLSGKLRDTPAAKASTA
>BAQ67305.1 hypothetical protein NHU_00134 [Rhodovulum sulfidophilum]DSM2351
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCRAGSQMPPGYDLYSGHIDWTEIDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSYGS
>BAQ67306.1 hexapaptide repeat-containing transferase [Rhodovulum sulfidophilum]DSM2351
MSSITVSISNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHDYRFANGKPPTRAKITTIGNDVWIGHGAMIRAGVTICDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIETMQRARWWRFAPWQLTHLDATDPAAFAEGALQMIDTPEFRPDVIDLGT
GAP
>BAQ67307.1 glycosyl transferase, family 2 [Rhodovulum sulfidophilum]DSM2351
MATSRLAAMRRVLKTFFWMRMRGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLLWHDIRTGREIRVPLYRAHDYVLGGLRAALSLILFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADRP
PDAATGLFGAGAMPPLTEPVDIILPVYNAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDFVRRHPQARLLV
NPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDAAIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRSALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAEWVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTENG
AALVVRDAPDPDRLQVELYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEACQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAAILHDLAQHAAPDLGIVVIGRIDPAFAHHRIRVHGAYRREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAEAINGHLLPLGCEGEALDRHLRRHLGASAA
MPPALPA
>BAQ67308.1 glycosyl transferase group 1 [Rhodovulum sulfidophilum]DSM2351
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGCGFPYGMAPGPVSFP
LVLFRDGPGEVPADRIQQALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSP
AISAWHFLEAALRQDPVLAHAGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLRPSAMLDPCFGLARVAA
LRDAAAHVGRRDGPRMTEAILRLAAPLARFGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALSLAARGVVCLTDPVVRNYARACEHIAAAGYERLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQTTFARECDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHHPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVIRLH
GDEIRWTRMSRAGYDFCEARYSRRAVAAKLNALLDGVPA
>BAQ67309.1 hypothetical protein NHU_00138 [Rhodovulum sulfidophilum]DSM2351
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAKILCDSVRRAHPGAVFTAYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFAQRPEAEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPA
ERAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVA
YWNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAF
FWNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLTAEAREIESQRATEAALTPKGRREAFEFTCYCAVCGG
RHPMVTSFMYSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYALLSGRFSRLTG
SEYFGNRVPKGAMFDGVRNENFEALSFQSESFEYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIR
AELAPDGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>BAQ67310.1 NAD-dependent epimerase/dehydratase [Rhodovulum sulfidophilum]DSM2351
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPARSLDAINVSSGRATAIAEILETLTAI
TGHAPEIRRDDRFIRKGDMRFQACDSARARRLGHVPRHDLEDTLSWMLAAAPAALEPVEMRLP
>BAQ67311.1 GDP-6-deoxy-D-lyxo-4-hexulose reductase [Rhodovulum sulfidophilum]DSM2351
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSMLHAVEAARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRIETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>BAQ67312.1 hypothetical protein NHU_00141 [Rhodovulum sulfidophilum]DSM2351
MHFMFVNIKGCHGPRHGKEYSFFAKDRDFPYESNFDVDGDDADALRFEFSPCYTTVTAPSWHKTVVERIRNSVDNPFVVF
TIREPVSRSISAYRHFLHPYSRFGKKRHFAEDRCLSDPYRRTFDQAVRSDQLVGCHLSDIVGLYVDSFGKDNVMFFFLEE
DAASFDRFYDFILDRTGFHVPNTRRGAEISKVSESRGHPGYYYSPDHDICIRNREGRDAYLPAGQFYICNERGHEIISDM
DPEVAASCMDAQKLWTREFSAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDKVFPYAEPDFDLLNDAST
ELKKASLSDM
>BAQ67313.1 hypothetical protein NHU_00142 [Rhodovulum sulfidophilum]DSM2351
MTRRVILHIGRHKTGTTGLQLFLESRRSDLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDIVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWEHIARRSEWRLYDRARLVDGNVAADFVTIAGLPLDPSWVEVDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEYPRFRGPFHMDLATQKRLRVNNSCNRTLRDMFGEISEFDFEAGNRVFDPTCLEQDMKTILREFAQFEAVANHPLIAAL
ERGQMVAGEMPR
>BAQ67314.1 hypothetical protein NHU_00143 [Rhodovulum sulfidophilum]DSM2351
MSPDDSQHILSGRGERAVTKPVILVHYHVYKNAGSSVDLANRAAVGADDFIELDKHPGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRSTDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFGASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>BAQ67315.1 methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGCEVDSFEVG
ALAGTGMKRTMMWFRKPA
>BAQ67316.1 hypothetical protein NHU_00145 [Rhodovulum sulfidophilum]DSM2351
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPAAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKGGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENLRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARPDFRAPWRIEAGRQAQLRAGRDYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPTLRAHPL
FAVCQEAGPCPIPP
>BAQ67317.1 GHMP kinase [Rhodovulum sulfidophilum]DSM2351
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFGCDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWSAKKATAKTVSSPHIEEMFAHALSHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>BAQ67318.1 hydrolase, HAD-superfamily, subfamily IIIA [Rhodovulum sulfidophilum]DSM2351
MPTLTVPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIDELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQGARPGLWGALALRRVPEAERYGTVRLED
GLLRAFEPRGAGRGAKTGPVLINGGVYCFSRGIVEHLVEEGSLEAEVLPRLAAEGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDECHCPTHPDGTVPALAVRSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMQAARAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>BAQ67319.1 N-acyl-D-glucosamine 2-epimerase [Rhodovulum sulfidophilum]DSM2351
MTPPSEPPASGPARSALPFEVGSDPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLETGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WRIAAGAENAVEPGHQYEWGWLLLRWGALRGRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADAALPEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPVAKEETRASSTA
>BAQ67320.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]DSM2351
MEETLERTELERLFAEAGIDYDFYSKKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>BAQ67321.1 methyltransferase FkbM family [Rhodovulum sulfidophilum]DSM2351
MQDEIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDLLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQADRVRRWIVGTHGDDLFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>BAQ67322.1 Predicted carbamoyl transferase [Rhodovulum sulfidophilum]DSM2351
MSSWYLGLSTSGHDPALALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYAREMPDPARFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKAMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLTRAPGAPVTDAADLAAAGQAAYAVWADQVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAERIPFGGGSAFLGSAPRAKTLETARHAAAAGHVVTDLAGRSAEGAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLTEADLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMAELVAAFGHETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
S
>BAQ67323.1 hypothetical protein NHU_00152 [Rhodovulum sulfidophilum]DSM2351
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDYFGIELDPATIFEHDTLASFASDI
TARLKTR
>BAQ67324.1 cytochrome P450 [Rhodovulum sulfidophilum]DSM2351
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAELAIAAALASLETSRFPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPGLVSFPAFLGRRADRLADPEAAPYIALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDTGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRVPDGSAHLSFGAGRHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDATWSPPRM
EPYLETLAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRTALTRLASVPAPDLIADY
AEPLFRGIAGPVLGLAPVDPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGLPATEGLPSTPLLTRLMEEDLP
ETDPEDLRALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELEGLISLCASPKYIYRMARGPARIGEIE
IRTDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYLDMTQTVALATLPCR
LGPSGKDRP
>BAQ67325.1 acyl-CoA synthetases (AMP-forming)/AMP-acid ligases II [Rhodovulum sulfidophilum]DSM2351
MTPPPPNPLAAALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRTWLAPPPRTLVLALPAGSDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPAGLPAPAPAPGRA
PEGAAPALVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPL
DFIRDPASWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFQARFAPAGLRREAV
FACYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLAAGLAIVDPETGARRPDGAEGEIWLCGASVGASYIGPPEHSAGSF
GARLDGRTGWLRSGDLGRIEDGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAE
TRTARLPPDAEALARAIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWQAGEMAQCLP
>BAQ67326.1 hypothetical protein NHU_00155 [Rhodovulum sulfidophilum]DSM2351
MRIYLIAPAPDDKTDTAAETSMAGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEVVQEVDLGAEVDPVGLSINVSQVAR
GLDLARAFRRRGGPVVLGGAHVSLATEIFRGQADCLVIGAFETAAPDFAADLLAGALKPEYRCGKADMAAMPLPRRDLYP
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHRPPEKVLAEPDQLYRLGYREVSLSDDNFTVYRKRTHALPEALIGWN
SSAGRDPVRFSTQISIDAARDADLLALCNRAGLRQVFVGLETSDPAALVEANKRQNLHVGLIGECRKLVAAGLTIRGGLI
AGFYHDDLGCFERQFAFAQALPVDGFNVSAPVAPYATPLCAEMKRAGRSVDADTHRVSAAGARMTNMLPAQMTREELAEG
RAWLKAALLAPDAALVRFEAYARTSGPPSQDMGRTAWVKPGARRHPLHELLPLMMKDKGKRRVILAVPEMVAERPETGYD
LTSTLTLYLSDCARAANRAEAPLEAAQ
>BAQ67327.1 FeoA family protein [Rhodovulum sulfidophilum]DSM2351
MKPARYDREAHDDLQSDGLQSPDAPRFGTGSGDGAEQMHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPD
DCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTP
ANEDPQDERDF
>BAQ67328.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]DSM2351
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>BAQ67329.1 ferrous iron transport protein B [Rhodovulum sulfidophilum]DSM2351
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>BAQ67330.1 hypothetical protein NHU_00159 [Rhodovulum sulfidophilum]DSM2351
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVEVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>BAQ67331.1 hypothetical protein NHU_00160 [Rhodovulum sulfidophilum]DSM2351
MTAKTNRPALRAGAALLSLAALPTVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDADTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNENPYSSTELSRQDNAPQAYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAQYGGFQGGVVNYKLAEPSTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLLLNQPLGENTALIFGFGRRDAQTSKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTGQNEFYSWYGSYFSERRGKSFVT
DAFDDWCDTPKAARSAEDYYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGSVMNL
GGPDYICPAGDPACLPDQYLRFRITQDPYDIEVDANVAEVFFELDQRFGEFDLRAGARFTYDDVLANAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDAMPRGVNQLRSHDGTSGEVGDWGDAIDLRAYSYNQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSKLKNSLTNDGTNEYQSVSLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNRDIPVRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDEDDTYENPEYGSQ
PHDIYEDYEFDAAVSAFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>BAQ67332.1 di-heme cytochrome c peroxidase [Rhodovulum sulfidophilum]DSM2351
MSARPIAGRALRLGLCLAAVGLALAVMTAPLRLGPEDLRAAYAGPPETWPRPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGRRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>BAQ67333.1 glycine betaine/proline ABC transporter [Rhodovulum sulfidophilum]DSM2351
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RDGKQVGILSVKDLVRALVPTEASDAGVRARAG
>BAQ67334.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASAWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYDYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>BAQ67335.1 glycine betaine/proline ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKISFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDVWSTWINDAAREKLSAL
LNR
>BAQ67336.1 C4-dicarboxylate transport system permease large protein [Rhodovulum sulfidophilum]DSM2351
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>BAQ67337.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>BAQ67338.1 C4-dicarboxylate transport system [Rhodovulum sulfidophilum]DSM2351
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGAIGQELLDRLANVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNENPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>BAQ67339.1 hypothetical protein NHU_00168 [Rhodovulum sulfidophilum]DSM2351
MGNRHLADAAPAQQDRRPPGKGRAIRPVMRLPPPARRPARLHRPPGIVPGQGMGRQSSLGRHHSAAYPAVVPKNRNNPHP
RDSDPFRTGRDPDTLTAGFLSHRPCLPQFTACSVDASRNIVEGPAADPEGDTPRC
>BAQ67340.1 Anti-sigma-factor antagonist [Rhodovulum sulfidophilum]DSM2351
MDPEKTDGIGPGKLCLAHELGLRDAADIRDRLLAALNGEGAVVVDTSPATGMHAAILQILAAAARDAARQGRSFTLIAPL
GGACATAFERAGLDLPGQAPAA
>BAQ67341.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MSKTILAIDDSPSILQMVSHTLTTAGYRVIEAVDGADGYDKAVGNRIDAVITDLNMPRLNGLDFIRKYRSHGASAGVPIV
FLTTETDDGLKREAREAGATGWIAKPFRQDQLLAVVKKVAGA
>BAQ67342.1 cheA signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MTRSADPAETFRQEARDLLDGLEQTLLDLEQDPGDGALVDASFRALHTLKGSGAMFGYDEVAGFVHEFETAFDRVRKGKA
AISPGLVRIALAAGDHIADLIAAPGRHAAEGAPILEALRETVDTGAGAAPGEAAAATEASAESVRLRFRLPPDAIAFGTD
PLLLLDELRELGADSIVALTDRLPGLEEMDPNGTYLGWEACFEAGVSPAQIDDVFLFVREGMELTLEPLQPPKAAEEISD
TAAPADAARRGREAGGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGEDLNLKAVVEELERLSSGLRDTTMGIR
MVPIGTLFSRFRRLVHDLSGELGKEIDFVTIGEETELDKTMIERLADPLVHLIRNAIDHGVEAPGARGHAGKPARGRVRL
SAAHIGAEVAITIADDGAGLDPARIRAKAEQNGLLMPEQKLTDQELYQLVFHPGFSTASEVTSISGRGVGMDVVKRTIEG
LRGSIELTSTPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPATPEGRETGRNFLNIRGRLVPFLRLR
ELFSTRAERAEHQKVVIVSAGEARVGMVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVAALVGFGQAY
ESRLRGEQLERVA
>BAQ67343.1 cheW protein [Rhodovulum sulfidophilum]DSM2351
MSGAGKDSAPAAMRALTIGLRGEVFALPAETVSEILDMGPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERMPPRC
RYPHRRDRNRPRWGTDPGRDHRRQGA
>BAQ67344.1 cheW protein [Rhodovulum sulfidophilum]DSM2351
MTEIDLDGEPTLVGIIADKVHDVTEISEATVEEAPKVGMRWPAEFLRGIGKHGDDFIIIPDMGRIFGSKGDRDPSFATDE
RTVK
>BAQ67345.1 methyl-accepting chemotaxis sensory transducer [Rhodovulum sulfidophilum]DSM2351
MKLSLRAKLSIAFGTMLLLIGLLGGVALLQMNRINAESTIIAENWLPSVDEVRQLDTIMARYRVGEYAHVLAASESEFER
IEAYIDGVRDQLDASRAAYEALIVAPEERRLYAEFSDRLTSYLENSGRILRYSRSNQKDLAGRQMSDSLGLFDTVTSDLT
QLVAFNSTGAKSASAEGDIAYATSQKVVFGVIALALLIGIGTAVFLIRNITRALGGEPDYARAVIREIAGGNLEVDVATR
AGDRDSLLAAARDMVAKLKEVISEVAVSARNVGSGSQEMSAAAEELGQGATEQASSTEEVSSSMEEMAANIKQNADNAAQ
TETIARQSAGDAKSSGEAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMASTAE
ELESQSGQLQQVIGYFRLALDDLAGRTGQHHAGALRGGRTDSSPVEEAIRKTVRHSAPARGAATGGFTLDMGGDDEIDGQ
FLRNGAA
>BAQ67346.1 cheW protein [Rhodovulum sulfidophilum]DSM2351
MADQTQYVTLGAADSLFAVPVERVQQILETQPVAAMPHAAADFLGMIDVRGQSVPVMDLRRRLALAAAEDSHSTRIMVLD
ARIGEVPRRIGLKTDRVFEVTELDTGSMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAEDLPAAARI
>BAQ67347.1 chemotaxis protein cheR [Rhodovulum sulfidophilum]DSM2351
MSASSLAPMQTGRAENGDRIDDKSFSRIAALVNRQTGIRLPPSKRTMVEAMLARRGRPCRLKLWSAASSIGAEAYTIAMV
LAEAAARGPGFDFTVLGTDISTAVLARARMAIYPTGFAAPVPEPMRRRYFMAARDPARQELRVMPELRARVSFARLNLMD
AHYGVDADFDAIFLRNVLIYFEREVQIAVVGRLIRHIRPDGFLFLGHSESSVGSELPLRQLAPATFQVL
>BAQ67348.1 response regulator receiver modulated cheB methylesterase [Rhodovulum sulfidophilum]DSM2351
MTFQSGFTGQSSLPGRKWRVLIVDDSASVRRVLSDIIADDPCLEVMGTAADPYVAAERIARELPDVIFLDIEMPRMDGLT
FLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARVRPQRARRMQVE
KKLSADAVLPARAGRGPSRATAERIVCLGASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFARRLDGICAMTVRE
AGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLVRSAAGILLTGMGEDGAQGLWE
MREAGAATFAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQFGAGK
>BAQ67349.1 hypothetical protein NHU_00178 [Rhodovulum sulfidophilum]DSM2351
MQTHLRLVEPSAPPAAEPPVAETPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDISDAHRD
MALEFEGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAGIGADQ
NDLNAFTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEHAGK
SAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAAEQLRATHEDFTAELAQFVAA
LEAMRVDADAVLRAGTERAGRTLAASGAALAALVRDLQSISPLLEDDARNREAARRLAERAADAMQQMMSRIDVLERTEH
DVRLLGLNMAIRCSGLGDRASGLRVIAKELSGIAAETSAAALRIRALLVGAQQTVADTRRRAAEGRGVEGDPAVAAGQLE
TVLDRLQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKER
DLHDAVLGLPGPAEEGDEASVGAADEGEIDGFLF
>BAQ67350.1 hypothetical protein NHU_00179 [Rhodovulum sulfidophilum]DSM2351
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>BAQ67351.1 hypothetical protein NHU_00180 [Rhodovulum sulfidophilum]DSM2351
MHQRGDGLLRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGVTARFDIDTIFLQFTGIESLTSGASGVAREHVPDSEISLVLDISGSMGRD
QRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFQEWPQDISHMTVYFDSDGDGMP
DTVVKVDEFPDAGTPGHISNDPDDFFAGMVDFIRSAVPALAPATVIGARVKGGIQTTQYYAVAANANGDAPDPDPLVSGD
GKNGHKKNSEAKADHELMWKDFDFQAVPIPPPGACLELGSDDFGQSGLPADGAYQQTPLFMYRAFDRAVMDWGWCPEDDT
AIQYAQNDAAALDTFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDRETAKYIVLLTD
GQITEQYRPTEPDAAVNAMVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>BAQ67352.1 TadE-like protein [Rhodovulum sulfidophilum]DSM2351
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCRDVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPVFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>BAQ67353.1 hypothetical protein NHU_00182 [Rhodovulum sulfidophilum]DSM2351
MTGLRPARFFRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>BAQ67354.1 heme acquisition protein hasR [Rhodovulum sulfidophilum]DSM2351
MTVRHMTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLI
NGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVK
AKYRFGEAREHYVKLSYSDTSSDRKDVPYDTFGAVGDSLGNVDRKMRSKIAVMEYGFNPAGNDLINLTATLTYTEQKIDQ
DYVPGSSSCETTFCGVPFPPGGFAFTNADQRYETTKLTVRNQALFASGALDHDLRLGVEYIRKERLDAASAPGGTDKRWA
LFAVDDISFGGLTLTPALRYETQDSGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTESLPIIDDLGTPVYMTRSE
KARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDKMKPITDARMKGLELEAAYSLPSGHYVDLNADIARGK
ITTPGAPDDWEGTPADDLRVTLGRKWGETLDLSWEVAHAAKMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTFKLTLARTF
>BAQ67355.1 putative heme degradation protein [Rhodovulum sulfidophilum]DSM2351
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMRAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHATMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDTGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVAA
>BAQ67356.1 hemin-binding periplasmic protein HmuT [Rhodovulum sulfidophilum]DSM2351
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPTRRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>BAQ67357.1 hemin transport system, permease protein [Rhodovulum sulfidophilum]DSM2351
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALVAISAASLAVGAAGTMPWIVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>BAQ67358.1 hemin importer ATP-binding subunit [Rhodovulum sulfidophilum]DSM2351
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>BAQ67359.1 MotA/TolQ/ExbB proton channel [Rhodovulum sulfidophilum]DSM2351
MDLTQKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>BAQ67360.1 biopolymer transport protein, ExbD/TolR family [Rhodovulum sulfidophilum]DSM2351
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIEVIEALSAAGYSQPVLVE
>BAQ67361.1 transport energizing protein, ExbD/TolR family [Rhodovulum sulfidophilum]DSM2351
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDTRDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVSPVELVAAAR
>BAQ67362.1 hypothetical protein NHU_00191 [Rhodovulum sulfidophilum]DSM2351
MRGGLEVLAFGGLALVLHLALWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPEALPE
LAPPEVLTELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQARADTPRPAERPDPKPEPTPAPKPAPASQQPVR
AAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTLV
SVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>BAQ67363.1 heat shock protein HtpX [Rhodovulum sulfidophilum]DSM2351
MTKMGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDDMVLRMNNARPATGPDGAELQRIVTGLA
RGAGMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLA
NFAFFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAER
NPATAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAVPAMTRPATRRPIRRAPRGPWG
>BAQ67364.1 acetate-CoA ligase [Rhodovulum sulfidophilum]DSM2351
MTEMTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRD
GTLNVASNCIDRHLKTRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLA
CARIGAIHSVVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGR
DVDVLDLMEHASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGH
SYIVYGPLANGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPE
AWEWYNTHIGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATRPFFGVQPVVLEPDSGKEIDSTEAEGVLCLKDSWP
GQMRTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYP
HEIKGQGIYAYITLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDTLGDIST
LADPSVVEELIDNRRNRG
>BAQ67365.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>BAQ67366.1 Na+/solute symporter [Rhodovulum sulfidophilum]DSM2351
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISLTYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>BAQ67367.1 nucleotidyltransferase/CBS/cyclic nucleotide-binding domain protein [Rhodovulum sulfidophilum]DSM2351
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEMPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDADSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWREYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>BAQ67368.1 hypothetical protein NHU_00197 [Rhodovulum sulfidophilum]DSM2351
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVAEWQPLGPADP
LLRAVCVPPE
>BAQ67369.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>BAQ67370.1 DNA polymerase III, epsilon subunit [Rhodovulum sulfidophilum]DSM2351
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>BAQ67371.1 glycosyl transferase group 1 [Rhodovulum sulfidophilum]DSM2351
MPSVLFAHENFPAQFGGIAGYLAARGWNVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPEARFVPYLEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARTLAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARSIAAVLAEPAASRGMGARARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>BAQ67372.1 transcriptional regulator, MarR family [Rhodovulum sulfidophilum]DSM2351
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTEAGRSALELDPIRKIALLLGTLPDADRSAIKRALRSIAIELAS
>BAQ67373.1 hypothetical protein NHU_00202 [Rhodovulum sulfidophilum]DSM2351
MDSDQRQPAEAFPVPIGDVISRPLAEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGA
IVAADAFRERGWEIDLSLSEPPERLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFAAADRLLLDSLA
>BAQ67374.1 tetracycline resistance protein [Rhodovulum sulfidophilum]DSM2351
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>BAQ67375.1 isopentenyl-diphosphate delta-isomerase [Rhodovulum sulfidophilum]DSM2351
MIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLAEEL
GITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRIYLE
KHSAAIFGELASA
>BAQ67376.1 geranylgeranyl reductase [Rhodovulum sulfidophilum]DSM2351
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFSIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>BAQ67377.1 PucC protein [Rhodovulum sulfidophilum]DSM2351
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAVALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>BAQ67378.1 bacteriochlorophyll synthase BchG [Rhodovulum sulfidophilum]DSM2351
MPAAPGQESLQDDMTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMS
QAANDWCDRHVDAINEPYRPIPSGRIPGRWGLYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWW
GPGLVGISYESLPWFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASVV
MAVPQAVVIGLLALWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>BAQ67379.1 hypothetical protein NHU_00208 [Rhodovulum sulfidophilum]DSM2351
MHMRRCASAESGLCRRRAPRGQEKTSDWEAAGPAVYGRVTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRI
LSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEARLELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTL
LMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRYRVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGN
AFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSRVRIKLRPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAF
YRQGVDALVFTDPQGVILAANDSFLGLTDAPHAGAVKGRSLGDYLVRGSVDLRVLVENAARSGQMRMFATKLSGEYGTQV
SVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVSDDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNN
RVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>BAQ67380.1 regulatory protein PpaA [Rhodovulum sulfidophilum]DSM2351
MAEPQKSIAPRAQAGAQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLTEFCADVLGGDRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>BAQ67381.1 2-oxoglutarate synthase subunit, 2-oxoacid-ferredoxin oxidoreductase subunit CD [Rhodovulum sulfidophilum]DSM2351
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPVQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>BAQ67382.1 light-independent protochlorophyllide reductase subunit N [Rhodovulum sulfidophilum]DSM2351
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATDERQLLMVGALPDVVEDQALSLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>BAQ67383.1 light-independent protochlorophyllide reductase subunit B [Rhodovulum sulfidophilum]DSM2351
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>BAQ67384.1 magnesium-chelatase BchH [Rhodovulum sulfidophilum]DSM2351
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNDRGDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDACWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYETGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSSEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTRPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLDHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>BAQ67385.1 light-independent protochlorophyllide reductase iron-sulfur ATP-binding protein BchL [Rhodovulum sulfidophilum]DSM2351
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKDVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>BAQ67386.1 magnesium-protoporphyrin O-methyltransferase BchM [Rhodovulum sulfidophilum]DSM2351
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>BAQ67387.1 PucC protein [Rhodovulum sulfidophilum]DSM2351
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>BAQ67388.1 reaction center protein H chain [Rhodovulum sulfidophilum]DSM2351
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSAMKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>BAQ67389.1 hypothetical protein NHU_00218 [Rhodovulum sulfidophilum]DSM2351
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCVLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRLSEPRLTRVDADDTVAAE
>BAQ67390.1 Sushi, von Willebrand factor type A, EGF and pentraxin domain-containing protein 1 [Rhodovulum sulfidophilum]DSM2351
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDAEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>BAQ67391.1 hypothetical protein NHU_00220 [Rhodovulum sulfidophilum]DSM2351
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>BAQ67392.1 aerobic Mg-protoporphyrin IX monomethyl ester oxidative cyclase AcsF [Rhodovulum sulfidophilum]DSM2351
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEEHPERRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>BAQ67393.1 hypothetical protein NHU_00222 [Rhodovulum sulfidophilum]DSM2351
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHLETVATAYLAFLSAIAVWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVGAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>BAQ67394.1 cytochrome c2 [Rhodovulum sulfidophilum]DSM2351
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEDQLVEYVPNPTKFLRSYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>BAQ67395.1 BchO protein [Rhodovulum sulfidophilum]DSM2351
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLRPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAERLPQAELARFPGLGHLAHEEAPEAVTARIETFLAPHL
>BAQ67396.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]DSM2351
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAM
DGDALAAARTRLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSTAVQLVLAPRATQFP
EEEPDEDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKR
KGNRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAM
TRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRG
MTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLS
TAVSAALDA
>BAQ67397.1 cobaltochelatase subunit-like protein [Rhodovulum sulfidophilum]DSM2351
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>BAQ67398.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]DSM2351
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLHDHSCETYTIYLTPTSARGMWSGVEPLKVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTKTMAGFAHGQTPHGCAIRAAYGEHWFKEDLYARFKILEEEGTWEGGSPMANLQSDSRPAAP
APAEPAATEKPAAQAPANPKKAPRKSRGSKKSKVSA
>BAQ67399.1 phytoene dehydrogenase-like protein [Rhodovulum sulfidophilum]DSM2351
MGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVFRELWAACGRDFDQDVTLAPMDPFYEIV
FADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRPMNEWKDLVKVLHIFGKLRADRSVYAHA
ASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAALAEAMAGVIEGQGGTLRMKTEVDEILVK
KHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWSMGLFVWYFGTKGTRGKWADVGHHTVLN
GPRYQGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNLHCDNPVDWEAHAESYRQSVQAVMEEKL
LPGLGEHVSTSLVFTPDSFQGRYLSPYGAGFSLEPRIFQSANFRPHNVSEEVEGLYLVGAGTHPGAGLPSVVTSAEVMAK
LVPDADSVAAG
>BAQ67400.1 phytoene synthase [Rhodovulum sulfidophilum]DSM2351
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERTRRGAALEQYRRKAI
>BAQ67401.1 tryptophan rich sensory protein [Rhodovulum sulfidophilum]DSM2351
MIDWPLFVIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGL
QVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAISFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQPAGA
>BAQ67402.1 ubiquinone biosynthesis hydroxylase, ubiH/ubiF/VisC/COQ6 family [Rhodovulum sulfidophilum]DSM2351
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNSFLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>BAQ67403.1 amidase [Rhodovulum sulfidophilum]DSM2351
MASDWLGMSAGDLGRGIERGKIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARCRARSGLRLGPLDGVPISW
KDLFDSAGIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>BAQ67404.1 aminotransferase, classes I and II [Rhodovulum sulfidophilum]DSM2351
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWVGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAETGFLPDYGAL
PPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGADPERVVVFHS
LSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWAEESHVAASRARYQGKYAIVDEILGGVAGYRA
PEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGCLYD
>BAQ67405.1 cell division protein FtsK [Rhodovulum sulfidophilum]DSM2351
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGALALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRHTAFAPAAYEEDYDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEEAPFETAPSVAEAAPAPAIPVVEPRRVVEQS
VRKPVAPSRRARDEAQPGLKFDENEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPV
VTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGK
DIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAV
VALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMA
DLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDM
LYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKD
RKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>BAQ67406.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]DSM2351
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDEKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHEEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>BAQ67407.1 transcriptional regulatory protein [Rhodovulum sulfidophilum]DSM2351
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVENRAQLYYAQLITCRR
>BAQ67408.1 auxin efflux carrier family protein [Rhodovulum sulfidophilum]DSM2351
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>BAQ67409.1 hemimethylated DNA-binding region [Rhodovulum sulfidophilum]DSM2351
MFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADETGEPVDHPDLSDLFGEFEDGQYPLQFQLN
>BAQ67410.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]DSM2351
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPQGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLQGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGHHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYACEVRA
ALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>BAQ67411.1 alanine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>BAQ67412.1 transcriptional regulator, AsnC family [Rhodovulum sulfidophilum]DSM2351
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>BAQ67413.1 L-fuculose phosphate aldolase [Rhodovulum sulfidophilum]DSM2351
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISLRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGDPTAT
>BAQ67414.1 2',3'-cyclic-nucleotide 2'-phosphodiesterase [Rhodovulum sulfidophilum]DSM2351
MIAPHPFSVPPVADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGELHPVIAAMNAIGYDAATLGNHDFNYGLDFLLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPAVMPGFWGSHLGVIDLLLERAASGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>BAQ67415.1 dual specificity phosphatase [Rhodovulum sulfidophilum]DSM2351
MGGAVEPATSECHPFGKTHARSFIAVGHKPGRTYARIRGASQPHRVNCVSPRLREPYNVSGR
>BAQ67416.1 peroxisomal NADH pyrophosphatase nudt12 [Rhodovulum sulfidophilum]DSM2351
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRGAEAVFLGLSGGSPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPDLPGDLSFRELRREMTRLLPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>BAQ67417.1 hypothetical protein NHU_00246 [Rhodovulum sulfidophilum]DSM2351
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPSDTPVPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>BAQ67418.1 ribosomal protein S21 [Rhodovulum sulfidophilum]DSM2351
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>BAQ67419.1 RpsU-divergently transcribed protein [Rhodovulum sulfidophilum]DSM2351
MTDTPRGMDSITQELLDAAMIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHSETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>BAQ67420.1 zinc-binding alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTLPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGE
GVTGLKPGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGT
TAIQLASAFGARGFATAGTPAKCATCRSLGADRVIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQI
AFLQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAH
IGKIALKVA
>BAQ67421.1 putative insertion sequence transposase protein [Rhodovulum sulfidophilum]DSM2351
MNNPHQNARLTVYGREQIVARVAAGQSASEVAQAFGVSVRTVRKWLARFREGGPAALQNRSSSPRRVSAPVVKPCRATGP
ASSCAVGARPGRFLCGVAWTRRVSAAAASARRAARNPRPCRARKAGV
>BAQ67422.1 ribonuclease T2 family protein [Rhodovulum sulfidophilum]DSM2351
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCH
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCELRDALMPPPR
>BAQ67423.1 hypothetical protein NHU_00252 [Rhodovulum sulfidophilum]DSM2351
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDDDEEEDDDPRR
>BAQ67424.1 cytochrome c552 [Rhodovulum sulfidophilum]DSM2351
MLKKVSFTKLLGSASGALLVFVLVDRIGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAELEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLETVVE
>BAQ67425.1 prephenate dehydratase [Rhodovulum sulfidophilum]DSM2351
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQAHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>BAQ67426.1 hypothetical protein NHU_00255 [Rhodovulum sulfidophilum]DSM2351
MRHGKTAYLDNVAIWFDADQNHIHIAVADPEYLHRTVGPDPASKRGHPHLFPTLFKALRDAGGSHPPIPKNQNDRKNR
>BAQ67427.1 DNA polymerase III, tau subunit [Rhodovulum sulfidophilum]DSM2351
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLEKAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>BAQ67428.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]DSM2351
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>BAQ67429.1 recombination protein RecR [Rhodovulum sulfidophilum]DSM2351
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>BAQ67430.1 ABC peptide transporter, substrate binding protein [Rhodovulum sulfidophilum]DSM2351
MPKPRSHPDSAACAAAARPFPTTPLMAPVLALFLALGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVN
PDAPKGGEISIWAPGTFDSFNQYSRMGVPAVLNTIGTERLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQD
GTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQ
STKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWA
TGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAAS
GTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQ
RDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRS
PAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRL
HASGALR
>BAQ67431.1 ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVIDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLAYVLVDPRIDFESRET
>BAQ67432.1 ABC peptide transporter [Rhodovulum sulfidophilum]DSM2351
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVLLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>BAQ67433.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRKTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>BAQ67434.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]DSM2351
MGGLNASRMSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQ
GTRSDSPVEAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDE
ARLDVLAGAGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGIMSLNADILYGLPHQSNERIAESVQKLMSLS
PDRVALYGYAHVPWMARRQSMIPTEALPTPESRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGY
TDDTAAALIGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFG
IPKAELNAMFQEVADRFAGFIDLTNDGLTVPEHGKPLTRMIARGFDAYDLSKAGHSSAI
>BAQ67435.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MAVTDTSVVHTECFECPIRHRAVCARCESDELEALEAVKYYRTYDAGQSVIWCGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>BAQ67436.1 UspA domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MGYKTILTIITETDIADSGLEPAIALAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>BAQ67437.1 cbb3-type cytochrome-c oxidase subunit FixN 1 [Rhodovulum sulfidophilum]DSM2351
MWDYVKIAALGVVAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWVLYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>BAQ67438.1 cbb3-type cytochrome c oxidase subunit II [Rhodovulum sulfidophilum]DSM2351
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>BAQ67439.1 cytochrome c oxidase, cbb3-type CcoQ subunit [Rhodovulum sulfidophilum]DSM2351
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>BAQ67440.1 cytochrome c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]DSM2351
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDSLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>BAQ67441.1 4Fe-4S ferredoxin [Rhodovulum sulfidophilum]DSM2351
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVSPAEAFTISVEGAEDSTFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAAERTYDDTVFNGRGMK
>BAQ67442.1 type cbb3 cytochrome oxidase biogenesis protein CcoH [Rhodovulum sulfidophilum]DSM2351
MMGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALR
FEDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>BAQ67443.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]DSM2351
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVAVE
AGPEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAM
IALPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVA
RSAAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSA
GEVNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIA
VAVLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALA
LAEGSAHPLARALAEVARQAGLHPARVGDIREVPGYGVEGALGSETVRFGRAAWVGAGAVPGSETASWLRVGARAPVAFT
FADRLRPGAETAVAELVALGVKVRLVSGDAPVPVADLAARLGIADWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTA
ALAAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAM
SASSITVSLNALRLR
>BAQ67444.1 cytochrome oxidase maturation protein, cbb3-type [Rhodovulum sulfidophilum]DSM2351
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>BAQ67445.1 fumarylacetoacetate FAA hydrolase [Rhodovulum sulfidophilum]DSM2351
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGADCPYPPATAALHHEA
ELVIALGQGGADIPAARALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALLPALRIGHPTRGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGPVGRNQTCSVEIEGIGRVTTRFS
>BAQ67446.1 D-alanyl-D-alanine carboxypeptidase protein [Rhodovulum sulfidophilum]DSM2351
MVDARTGEVLHAKNADTRLHPASLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGLRAGQRIKFKYLIRAAA
IKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRTTFRNANGLTQKGHLSTARDMTILARHIVYDYPGYYNIFSRTN
DDAGIRRVYSTNRRFLGSYSGADGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAEVAKLLDLGFRKAPTRV
AMRRPQKPPYLTGPARLAPVPPVGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVSTAKAELTATPAASAEA
LAASILPRARPGRPSSSATPEDTPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYWGINVGNYGSRYQAERV
LLRTALQEMGILDNALRKVVQGRRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>BAQ67447.1 HAD superfamily hydrolase [Rhodovulum sulfidophilum]DSM2351
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARLGDGTAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>BAQ67448.1 ATP-dependent Clp protease adaptor protein ClpS [Rhodovulum sulfidophilum]DSM2351
MMADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFE
VAETKVAQVMDFARRHQHPLQCTMEKE
>BAQ67449.1 16S RNA methylase RsmC [Rhodovulum sulfidophilum]DSM2351
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGADLSALPKDRVQIVQGFAPDHDAWAARGWDVAVAPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIGGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>BAQ67450.1 short-chain dehydrogenase/reductase SDR [Rhodovulum sulfidophilum]DSM2351
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>BAQ67451.1 hypothetical protein NHU_00280 [Rhodovulum sulfidophilum]DSM2351
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>BAQ67452.1 coproporphyrinogen III oxidase, aerobic [Rhodovulum sulfidophilum]DSM2351
MTETFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>BAQ67453.1 transcriptional regulator, TetR family [Rhodovulum sulfidophilum]DSM2351
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALFAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQDYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVSRLTELICAASDA
>BAQ67454.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]DSM2351
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>BAQ67455.1 porphobilinogen deaminase [Rhodovulum sulfidophilum]DSM2351
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>BAQ67456.1 putative oxidoreductase protein [Rhodovulum sulfidophilum]DSM2351
MDPIPYLTDLLGPAHVLTGEDTRGHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINQRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPNGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>BAQ67457.1 lipolytic protein [Rhodovulum sulfidophilum]DSM2351
MPASVSVTSLSERIGSAIAHCLRCLPFPRYGAAGRALNLGASLVLALVLCAAAGTARAGVTLAALGDSLTQGYGLPQEEG
FVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLILALGGNDLLRGIDPAASRANLDAILTQADAADV
PVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLTDLPDRGAAMARYMQDDGIHPSAAGVTLIVEAMGPS
VLELVDRAEAKGR
>BAQ67458.1 ABC-type transport system involved in lysophospholipase L1 biosynthesis permease component-like protein [Rhodovulum sulfidophilum]DSM2351
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALCRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>BAQ67459.1 efflux ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVVLDPPMALKQAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILWKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGAAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARARALRGRTALRLALGAVGGPGGETA
SVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLKGFLARLGRDPGVSRVETAPMLRGVLTRINGR
PAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEAGEIGLKLGDEITVNILGRDITATVTSF
RDVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALDRVAEVLSGLAAAITYGA
SATLVTGLIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWAVMRFVMEGEYRF
EPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>BAQ67460.1 membrane protein AbrB duplication [Rhodovulum sulfidophilum]DSM2351
MTSTDPPLGPALLTLATGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAELPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLVARTRARLAREAAAAPPPG
>BAQ67461.1 nucleotide sugar dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQAMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>BAQ67462.1 hypothetical protein NHU_00291 [Rhodovulum sulfidophilum]DSM2351
MGGDAFFVASKLGWALLRPDTLILVSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPAIEG
HPVAGIVVLGGGEEPGISVSHGEPTVNEAGDRFLAALALARRFPEAPVLFTGGSGRIRPAAIPEANVAAALLLRAGLDPS
RLILEDASRSTAENARRAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPGFRATPGLPENIGLLT
LTLHETLGLAVYRASGLAADPLPEGCLAG
>BAQ67463.1 selenide, water dikinase [Rhodovulum sulfidophilum]DSM2351
MSPRPQLVLIGGGHAHALVLREQPLPSGLSVTLIDPSPKAAYSGMLPGFIAGHYPRAALEIDLARLATAAGARLVTGRAE
GIDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGHFADRWAGFLAGVAAGRSVPRVAVIGAGVAG
VELALAARYRLAQNGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGPEGVTLATGETIPAAFVI
GAAGARPQGWLVETGLGLTDGFVTVDRTLRSVSDPRIFAAGDCAHLSHAPRPKAGVFAVREAPILRQNLIAALTAGRLRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRP
>BAQ67464.1 secreted hydrolase [Rhodovulum sulfidophilum]DSM2351
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSSADPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGARDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGVGYLEMTGY
>BAQ67465.1 ABC transporter inner membrane protein [Rhodovulum sulfidophilum]DSM2351
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPADSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIDAPGLPPLATA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLEEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWQSLARG
EGVIVNEQLWRRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVAALRSAI
EDDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVHLLKV
FADER
>BAQ67466.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>BAQ67467.1 rhodanese-related sulfurtransferase [Rhodovulum sulfidophilum]DSM2351
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFKRLGIRPGTVFD
>BAQ67468.1 hypothetical protein NHU_00297 [Rhodovulum sulfidophilum]DSM2351
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>BAQ67469.1 putative cation efflux transporter [Rhodovulum sulfidophilum]DSM2351
MHDHAPSDSSHPPRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGRAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGWVWL
DPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGAKVVDLHVWQLGPGHRGAIVAISDADPRPAA
EYRGRLAHLGRLSHVTIEVEAV
>BAQ67470.1 citrate transporter [Rhodovulum sulfidophilum]DSM2351
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>BAQ67471.1 hypothetical protein NHU_00300 [Rhodovulum sulfidophilum]DSM2351
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSATGQSQSPGH
>BAQ67472.1 BadM/Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>BAQ67473.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGQKRHKPEEIVARASQYGRYGYRRVAALAREMPAAVNVKRVERIWRREGLKAPRKRRGSG
>BAQ67474.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGRSVRKAAGKGFHHAPRDQLRGQLAAVMAAENFARRLKSLGGVMPREENWKIRISEPVRSFLVPIRQMPGSDT
>BAQ67475.1 calcium-binding protein [Rhodovulum sulfidophilum]DSM2351
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATTLLAGLNGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVNLDVYGGTIHLSDSSSESFGIYGFDDFDILGSAGNDL
IDITEAGGGTVDGGAGNDTIWGSFESSILDGGDGHDQIHGCSDYDILHGGNGNDTIYGYHYSLSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTELGQDRIYGGTGNDTLVITAPYYHIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDILNGGSG
NDTFLYGTGANGYDMVDGGAGAADRILATADNVTIGLGGLAGVEIVDADGHVGVVLQGSGGHNLLDFSGTTLSGIAHIDG
GAGSDTIIGSAGDDVIIGGNGNDNLSGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVNLEIRLDGLYSLAATDFLL
>BAQ67476.1 acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>BAQ67477.1 chaperonin GroL [Rhodovulum sulfidophilum]DSM2351
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEEKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVAELEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGTA
KKVTITKDETTIVDGHGDKAEIEARVAQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGENSDQNAGIAIVRRSLESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASIAGLLITTEAMIADKPEPKGQAAGGGMPDMGGMGGMGGMM
>BAQ67478.1 chaperonin Cpn10 [Rhodovulum sulfidophilum]DSM2351
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEIIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>BAQ67479.1 hypothetical protein NHU_00308 [Rhodovulum sulfidophilum]DSM2351
MFERSLVLGVEVCHSHPVSANGLEIGKPRQAVKRRPLEKKPVPEAFSAPARRWCERAVNRSRTQLERPGPWGGARPGAAC
RAASPTAHAAVQKERAGPGDKRARRFYKGANLRHLQIGRLT
>BAQ67480.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]DSM2351
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDSVVLPGIVSRKKQIIPNLQL
>BAQ67481.1 HAD-superfamily subfamily IIA hydrolase, TIGR01459 [Rhodovulum sulfidophilum]DSM2351
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPISIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEIADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETGTRNQPDPEQLEAFLKQHMASPTYAIGFLR
>BAQ67482.1 dehydratase [Rhodovulum sulfidophilum]DSM2351
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCMVDGKPVLKGEAVVLAPSKKFD
>BAQ67483.1 riboflavin biosynthesis protein RibF [Rhodovulum sulfidophilum]DSM2351
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVGDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>BAQ67484.1 protein YcgN [Rhodovulum sulfidophilum]DSM2351
MARPSRKADPKKLRSRFWERVALKDMTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSI
VPECVVLSPKALGEVVYWMPASCAYRRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>BAQ67485.1 threonine aldolase [Rhodovulum sulfidophilum]DSM2351
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKVTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAALDCSRLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLEG
PGDEPLSARLVCSWCTTDEEVDALLAIVRGY
>BAQ67486.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]DSM2351
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYASNL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>BAQ67487.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]DSM2351
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>BAQ67488.1 glutathione-regulated potassium-efflux system protein [Rhodovulum sulfidophilum]DSM2351
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEVRD
>BAQ67489.1 hypothetical protein NHU_00318 [Rhodovulum sulfidophilum]DSM2351
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAEDKPAAPAPGAGKSPRPATEAKPAPETKPEAKTVPEARPAPKAKPAAKAEPAPKAVSAPAPMPERKPAAADAVAP
PSPPPAADPAPTATAAPAAPASPAARPVSSVGPASSVAAAPSVARPPRPEAPAGTGQPAAAPPRAGTELRASGSLRPEPQ
PMRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPRDETPTPDPDATAGLVAPSGADLSQAEAPDRQPPFD
AAANNDPRAEGSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPP
EAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTVP
APGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATVASGETDPQPSARPAPRTAEAS
PPAVVPADHAVAARIASHTPRARPATVLARAEAPATAVPGRHPQARPENLAPAPTLDTDAAVTAALEDLADGEGEAASGL
PENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRFVK
VKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>BAQ67490.1 outer membrane protein [Rhodovulum sulfidophilum]DSM2351
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADTMPMAEGELELDAAVTMVFELGDAE
>BAQ67491.1 O-acetylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]DSM2351
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADTAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLENHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>BAQ67492.1 bifunctional sulfate adenylyltransferase subunit1 [Rhodovulum sulfidophilum]DSM2351
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>BAQ67493.1 hypothetical protein NHU_00322 [Rhodovulum sulfidophilum]DSM2351
MIAFRGLVWRLLPAERAGAPCAPVASPEGRFHRPGEAVFYASLTAEGAGVAIARYLTPDAPARALVPLAVAADRIVDLPA
PNPASIVWQDLRASGAPAPT
>BAQ67494.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]DSM2351
MTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELMQKMEAHARAMGAEIV
SDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYRGQEVAVIGGGNAAVE
EALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHVQTGETREIACKGVFI
AIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEVERFLAEAGLDEGKDI
SLPLGYGAEVPQDA
>BAQ67495.1 hypothetical protein NHU_00324 [Rhodovulum sulfidophilum]DSM2351
MFRYVLAAVAGLMTAPGLKSQEVAQQTVSDEMPPQCAVVDSSRIVSVVICEGSRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLTQAQVVSSYGVWVAERGLFVRIERAE
>BAQ67496.1 hypothetical protein NHU_00325 [Rhodovulum sulfidophilum]DSM2351
MTVNNTLRGATAAICIVFGAGTASAAVIDLGFVLDGSGSVSSYDFDSATAALSAALSQIPTSGDNEYRVAVTSYGYSSYT
VVPPTVVTAANIASIQSTVLTAYKDDGGTDTAGAITYITDLFLDDGLGDTTLINITTDGSPNSQSLTENAALTANTAGVD
GISLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATDTGFVIPVADFDAYGAAIEAKIGQVIDDTGGD
TGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>BAQ67497.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>BAQ67498.1 hypothetical protein NHU_00327 [Rhodovulum sulfidophilum]DSM2351
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGMTPDGNPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEIDTAGAGAQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRFYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>BAQ67499.1 hypothetical protein NHU_00328 [Rhodovulum sulfidophilum]DSM2351
MRLGAPPAPAASGMPDAFVAAVAAVVAAVGAGARRLVLALTVSGAALGAASPAMAGAWLQEKGSGLLAFSHEANRDRTWD
SRWGYNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWMPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGT
GFTTPDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDSATEARRVKLSPAISRRIGKGTWLRLGG
IFGIHNDRSIGLVIGSRIEF
>BAQ67500.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]DSM2351
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLAALAD
>BAQ67501.1 putative membrane protein [Rhodovulum sulfidophilum]DSM2351
MSRAFLVLGAAMREAGRPGPALIRRAEHATALWRAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILARSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGPPGRRALALLREAAAIAKALALSTTGRP
>BAQ67502.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MPPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMI
EKTPNPDRARSFLYRLTPESAELIAAIREREIRTFAAFSDRFTEDELLAFRKIMEALYANMLAGENHDTQQEDGSPS
>BAQ67503.1 DnaJ-like protein [Rhodovulum sulfidophilum]DSM2351
MGQQAMSFDKLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGMLPREFELKKAVDEQFLVLQATTGA
LERKAEMKKLADLTLRLEIEREARRSFFK
>BAQ67504.1 antibiotic biosynthesis monooxygenase domain protein [Rhodovulum sulfidophilum]DSM2351
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVVASYD
>BAQ67505.1 universal stress protein [Rhodovulum sulfidophilum]DSM2351
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>BAQ67506.1 LysR-family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MRLRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQI
AQAAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARP
LRQMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGPPASLMESSMLNCCHFAADGMGVAIV
DEISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>BAQ67507.1 family 5 extracellular solute-binding protein [Rhodovulum sulfidophilum]DSM2351
MKRFASVAILAASAAFLPSVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGTDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVARNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFASGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGFDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>BAQ67508.1 dihydrodipicolinate synthetase [Rhodovulum sulfidophilum]DSM2351
MSASRDPGFHGVFPYLVSPLDAAGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>BAQ67509.1 inosine/uridine-preferring nucleoside hydrolase [Rhodovulum sulfidophilum]DSM2351
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>BAQ67510.1 putative nucleoside hydrolase [Rhodovulum sulfidophilum]DSM2351
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVAPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPEMFTGRGARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>BAQ67511.1 dipeptide transport system permease DppB [Rhodovulum sulfidophilum]DSM2351
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>BAQ67512.1 dipeptide transport system permease protein [Rhodovulum sulfidophilum]DSM2351
MAAPSETARSETARSVHASAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRL
GPGSQSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAI
LIALIFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRV
AYAIMLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>BAQ67513.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAAHHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPQHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>BAQ67514.1 ribose kinase protein [Rhodovulum sulfidophilum]DSM2351
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAAASGSVEDALLDRASVLLLQMENDPAQIERLIRRCRPAKAMSILNLAP
AYRLDPEVLGLCDLIVVNEDEASAMAGWLGCAPEPRALALATGAGILRTLGGEGAELCWQGQEISIPALPCTVKDTTAAG
DCFVGVFAAALDRDETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>BAQ67515.1 TRAP transporter DctP subunit [Rhodovulum sulfidophilum]DSM2351
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEVMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>BAQ67516.1 TRAP transporter DctQ subunit [Rhodovulum sulfidophilum]DSM2351
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>BAQ67517.1 TRAP transporter DctM subunit [Rhodovulum sulfidophilum]DSM2351
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAAQRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMMILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>BAQ67518.1 insertion sequence transposase [Rhodovulum sulfidophilum]DSM2351
MHVAIRLAYVEVLADERKDTTAGFLLRTLRWFRTQGIWGERVTSGNGSADRSRRFRKVLRWPGIRHICMPKTSGKAEHSR
GKRSNGCFPARLTPAPSARTGLWACVPVFGGAQYRPAALA
>BAQ67519.1 putative transposase [Rhodovulum sulfidophilum]DSM2351
MNAPHRDARLAVRGLDQILARGAAEVAQAFCLSVRMLRKWLAGFREGGHGRCRTAKILRAKRARACGGASAF
>BAQ67520.1 hypothetical protein NHU_00349 [Rhodovulum sulfidophilum]DSM2351
MTKNARNTWLVLLGILAFTGITLMGVEHIDFYGIDRATKLPLFNVEVAPRYFFVAAPILTAAFYIHFHLHLIRLWDALEA
AENRIGDLPLGDAVMPWLVTDAVLHLRNRWRSDNCATPRVLDRPAAALNLALTWGFGLIVLGLLWWLSMPARTFWMTAIA
CAAFLAAAGAGLSSLESLFDRMNPGHRAWQTWPSTPVVLIVIASLAFSSSYLRTAGPPGQLAPINMTGLALVEKPPGWLP
RDIAQRESRSDWCKREGMRCGRDGLSQDQRDAFEGEFRLRREAALSELRKPQWHQPGNHKPDFRAAQLSGTFLAGADLGW
AQLSGANLRGAQLEGADLSGAKLDGAELMRAQLEGANLSGARLTGAFLTGAQLQRAQLREAQLERADLIGAQLTGAKFRE
ARMDNAKLSAAQMKGATLVEAQMNGAILVEARLEKANLFGAQLERADLSWAQLAEADLRNARLNGADLRSAQLKRVKLLQ
VQMERANLSRSFLTGAPTESLLLQLTNLAAAENNGGAVRFADLRGAVFDEETDFRNAFMDGSVQVSDGFRQQMADPCQWH
ADTLSDEEFFGRWRGWIEATGEASSDWPLVAPSGWLEVTAIPPPEGCVWKTGSMATGAGAKD
>BAQ67521.1 RNA methyltransferase [Rhodovulum sulfidophilum]DSM2351
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFAAPLDP
ESVHQGAALEVKPLDWGKLGEVCDPGQVPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQALGR
>BAQ67522.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]DSM2351
MTCSRNVYDAEPIPEGAGAEIQRLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAGRLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGEPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAETVKGEEAR
AYGT
>BAQ67523.1 gamma-glutamylputrescine oxidoreductase PuuB [Rhodovulum sulfidophilum]DSM2351
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEDGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAESTARGTREAHDYAEKLRNDYDYD
LLEPLSRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSRDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>BAQ67524.1 glutamine synthetase-5 [Rhodovulum sulfidophilum]DSM2351
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>BAQ67525.1 glutamine amidotransferase [Rhodovulum sulfidophilum]DSM2351
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>BAQ67526.1 glutamine synthetase [Rhodovulum sulfidophilum]DSM2351
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>BAQ67527.1 binding-protein-dependent transport system [Rhodovulum sulfidophilum]DSM2351
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRFLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLIFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>BAQ67528.1 binding-protein-dependent transport system [Rhodovulum sulfidophilum]DSM2351
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>BAQ67529.1 extracellular solute-binding protein, family 3 [Rhodovulum sulfidophilum]DSM2351
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>BAQ67530.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>BAQ67531.1 hypothetical protein NHU_00360 [Rhodovulum sulfidophilum]DSM2351
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>BAQ67532.1 protein involved in catabolism of external DNA [Rhodovulum sulfidophilum]DSM2351
MLSYQHIYHAGNLADVHKHALLCAMIDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLAGEHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMAPFRAHVMARDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGLDAEAVALGRLFGTVPGHAG
>BAQ67533.1 CTP synthase [Rhodovulum sulfidophilum]DSM2351
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>BAQ67534.1 preprotein translocase secG-like protein [Rhodovulum sulfidophilum]DSM2351
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>BAQ67535.1 hypothetical protein NHU_00364 [Rhodovulum sulfidophilum]DSM2351
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>BAQ67536.1 hypothetical protein NHU_00365 [Rhodovulum sulfidophilum]DSM2351
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSDWDSQTPMVALAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>BAQ67537.1 adenylosuccinate synthetase [Rhodovulum sulfidophilum]DSM2351
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWHESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>BAQ67538.1 hypothetical protein NHU_00367 [Rhodovulum sulfidophilum]DSM2351
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQGDRDGRD
>BAQ67539.1 putative cheA signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKQITEYFRDLAAEDRYFGAEPSPPDAETLQRIAEREVRHRVETRVELDGMV
LRSSALEGRASSPAPGAPPPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETNESEPRGATREPFPPDG
PPEPRKTEITASETAPAPSLDDRESRDRAADSETTAHPGAGTAPPSPPRARVLKLRRDDLSAPRPPDEDAEQSGPGLGPA
ETDEAGAAAAAPVRQTDPAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTLPTGDGNRLAPLILVTEQRIDRPAPETEAKTGLATDPSGKDKASAEALRLDAPILPM
TEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDEAAAPPQAAGANRTA
>BAQ67540.1 thiamine pyrophosphokinase [Rhodovulum sulfidophilum]DSM2351
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHEWRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPMVAAASG
>BAQ67541.1 putative transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MDSFAKRAPAKLPVNQIAAARFGQQVLILLAVGQFVRQIRRQATRPDPRETAPHLARAGLILCATGTLFAALRQMPLAEA
TATFFIGPLILIIPGAFSLEEAVSWRRILASAIGFPGAMPVIWSGFAAFGSLALLPLATALCLTPYMALTRQIARRMPRV
AQ
>BAQ67542.1 hypothetical protein NHU_00371 [Rhodovulum sulfidophilum]DSM2351
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKDVAETGEMGPGARPHGAAAIADIFARHDTTSISPREIDTMAEELRDAG
FDDFDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>BAQ67543.1 hypothetical protein NHU_00372 [Rhodovulum sulfidophilum]DSM2351
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>BAQ67544.1 hypothetical protein NHU_00373 [Rhodovulum sulfidophilum]DSM2351
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>BAQ67545.1 phospholipase D/transphosphatidylase [Rhodovulum sulfidophilum]DSM2351
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARQSISASFRIFDLATRLRSPEARAIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNSRS
EADRRRFLEEAPGIARITRKRPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRRLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>BAQ67546.1 hypothetical protein NHU_00375 [Rhodovulum sulfidophilum]DSM2351
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPVPPADEPPLPAPKPAETA
>BAQ67547.1 CsbD family protein [Rhodovulum sulfidophilum]DSM2351
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGVIQERYGKAREDAEREVDEFLAKFR
>BAQ67548.1 hypothetical protein NHU_00377 [Rhodovulum sulfidophilum]DSM2351
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSEGCRLLLRPFTERMVLDALTETAPA
>BAQ67549.1 LPXTG-motif cell wall anchor domain protein [Rhodovulum sulfidophilum]DSM2351
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TASGLALGSEETASETTATAEAQPEAGTGPESGTAPQTGTETDAPALTPEMPRETVDETTRETAARAETAARAPATAVPS
PAPAPAPSPAPTPVAPAPRAEPPAPPAPRPAPPAELPVSAPPVKAAPPTPRVEPTAPATPVADADAAPLPMPRRAKPRNV
RGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIEMTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDA
RAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRP
VEES
>BAQ67550.1 tex protein [Rhodovulum sulfidophilum]DSM2351
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRAAAPERLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVIEGQEQAGAKFSDYFDHREPWAKVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGAEATSRDGATGKGPGRGAGGKGAQGKGTGKGSGQKTGRKPGQGTERQGTGGKGGGGGSGAETGALGAALLEAMKRR
>BAQ67551.1 hypothetical protein NHU_00380 [Rhodovulum sulfidophilum]DSM2351
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPSPTSPEPAPEQAAEALS
PELAPPVVSPAPEPSAAAVARPAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQYGVEQ
GLLTPPLRVLGALVLGVALIAGGEAIRRRHGDSATPNLRYLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAAVS
LVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGLLWLH
EPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGVALASGAGPVLMLDGASPAAAALGY
ALLLLVFAGVALGLARAPAFEDLALLPGGAALVGLGLHAALDGPLYSGFRAGLDRLPESPAPTTVWWLVAGGAALSVIAF
LRLARQIGTDHRGVWALGAAVLLPAVILVLEFLWVPGEVTGAYPWALAVMAGASLMVVLAERRSAMGGEARGFETGLFAA
SALILIGLALFLVLTKTALTLALSAMMVAAVAMDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAVGRAGAVDVLLAHL
GPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLPHDPSLL
RPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGAALLGAPGRPGARWLRPGLG
GLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVFLIDM
SGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>BAQ67552.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MREEDGTPPGIGSAADMAPQTSTAHSGAVPSRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRASRNTV
REAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARLARADIAEMREI
NDGLRRAQSSDEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAY
QYRMRSHLQAGLGNFDP
>BAQ67553.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MPMTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPA
ERDPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDIGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPAD
RPHGYRNPTNAPARFHNTLHYPRTALLDDGPGAD
>BAQ67554.1 benzoate transporter [Rhodovulum sulfidophilum]DSM2351
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPATARS
>BAQ67555.1 spermidine/putrescine ABC transporter ATPase [Rhodovulum sulfidophilum]DSM2351
MVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHKRGIGMVFQ
NYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPELVLMDEPLG
ALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFIGENNTLLG
RVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRTRLRVAGND
DFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>BAQ67556.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLLDAEGPDSQRLCDEGLAMEVDLDEMLAPSPDGTPASEDFGDSVVNDCFVPQIVMSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDSPEGVDRALAKLGTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQILDYDGWIIPDDLPEDRLNRVMHFLNFATDTQRLADQAKYISYGPARA
SSQPLVSTHAELGIEMAPFMPTNPENQKTYLVNNIEWWADNQDDVDAKFQAWLAR
>BAQ67557.1 hypothetical protein NHU_00386 [Rhodovulum sulfidophilum]DSM2351
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>BAQ67558.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MSGATTDTAASGPVLAADGAPLKRSLRRALRAQKLRALILIAPLLVFVLVTFIAPIGDMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGMSSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDTAKAAGEPFALAQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGLAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>BAQ67559.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MSQMDLPPYASLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQH
ALWNSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>BAQ67560.1 hypothetical protein NHU_00389 [Rhodovulum sulfidophilum]DSM2351
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>BAQ67561.1 hypothetical protein NHU_00390 [Rhodovulum sulfidophilum]DSM2351
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>BAQ67562.1 pepF/M3 family oligoendopeptidase [Rhodovulum sulfidophilum]DSM2351
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>BAQ67563.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]DSM2351
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVRDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGAERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEASPEALGAPGDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDGLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAVGGETTPGA
>BAQ67564.1 RNA procession exonuclease-like protein [Rhodovulum sulfidophilum]DSM2351
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGELRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPP
SALGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGY
DAGIVATAWEGETTEGDAE
>BAQ67565.1 D-isomer specific 2-hydroxyacid dehydrogenase NAD-binding protein [Rhodovulum sulfidophilum]DSM2351
MADVHVTEPIHPDALALLASAGLSVSCGWKDDDPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMFLALTRQAVAMDRVARARFAGFEQLAPLELSGMRMLILGFGPIGQRVAQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILSLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>BAQ67566.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]DSM2351
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTVFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>BAQ67567.1 hypothetical protein NHU_00396 [Rhodovulum sulfidophilum]DSM2351
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKRT
>BAQ67568.1 histidinol-phosphate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEAYDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>BAQ67569.1 cyclohexadienyl dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRLWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>BAQ67570.1 extensin family protein [Rhodovulum sulfidophilum]DSM2351
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGALPAEAVAVRPEARPATVLARVMDGSRRARPEAAAGRGLDRSL
RPVPRPSDLLATLAAAGPRSQPSAVSTPRRGVVCGDPAIAGEMIAPIVSRIAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIRPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>BAQ67571.1 hypothetical protein NHU_00400 [Rhodovulum sulfidophilum]DSM2351
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIGVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRIMARWPETQQIATPLERLTVTAETMTGTLAFRPGLAFELASARLSVGAFGLVSDHGWRASMDGAEIAI
KAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAIFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAALADRIEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>BAQ67572.1 cation transport protein [Rhodovulum sulfidophilum]DSM2351
MQDGLWVFGYGSLLWKPGFEVAEQRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLLNTVAHLAELG
LSDPDLDWLADRVRALKSD
>BAQ67573.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]DSM2351
MTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVVQLGASVRWIEDFAGGIPGHGLTRAPKLLAPL
AALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATVVPAVVDTIRSLAPRDGEGGVE
VFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSITRLGFSTGESEGEGGGAEVGLL
AATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDALSRVAEGQARATAAIEARMGE
EGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERWG
>BAQ67574.1 hypothetical protein NHU_00403 [Rhodovulum sulfidophilum]DSM2351
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDARAEAARLAAARREALEALVADLRARNTEAEAARTTLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDARERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>BAQ67575.1 ribosomal protein S6 modification protein [Rhodovulum sulfidophilum]DSM2351
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>BAQ67576.1 queuine tRNA-ribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAAGRFQDWQAGFHAARAEGDIEPL
>BAQ67577.1 ATP-dependent protease La [Rhodovulum sulfidophilum]DSM2351
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>BAQ67578.1 phage integrase family protein [Rhodovulum sulfidophilum]DSM2351
MRPAYQARDHPDVSTAARVTASLELTWDRADMARGQTDLRREATGPRKGRAVVPMNSRARAAPMAAKEAALSDRVIEWAG
GR
>BAQ67579.1 ribosomal RNA large subunit methyltransferase J [Rhodovulum sulfidophilum]DSM2351
MRIFTVQLRAVRSYPSAVQDEPSPISDHASGPEVPQRFLMAAQADDFRAAKPTLGQHVSGVGKLRFNYSPGLPV
>BAQ67580.1 hypothetical protein NHU_00410 [Rhodovulum sulfidophilum]DSM2351
MRKVFDRPTRWTLNAFFLRRATKRKPEATVERKDAPRGRHCLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGAR
LNAHGNLPAGQIQRALSNIGAQQDRAQNSTDGSRKRSARAARHFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARF
DMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>BAQ67581.1 hypothetical protein NHU_00411 [Rhodovulum sulfidophilum]DSM2351
MTRQPLWQRRISPELGTWEGRSVDWGRAYCFGRCQAIARAMTGTDPIPDLPDYALEYEAAKRLVSFGFGSIEAAVDAHLE
RLPIAMARRCDWVMGDAAGATGQIGHDNNNPHSQLRKSRHTCRHRRANYPRAIPLREGPALIWRWKRPS
>BAQ67582.1 hypothetical protein NHU_00412 [Rhodovulum sulfidophilum]DSM2351
MAGKSATLWPGLRRPIAPGDAVAMRAHWGTWALAGPKTALSVSQARLRTRALQLMEAR
>BAQ67583.1 transposase [Rhodovulum sulfidophilum]DSM2351
MHSDVATDVPYAEGGMRGEVLGIERRRRWSDEAKLAIISSVGVGGATVTQVAQHHDVSRQQIYAWRHELKKKGLWSSDQG
VVFLPLELPSVGDMAPEPEPVRPVPVELGLSGGRCLRFDSAMDAAALTRLIRAVETA
>BAQ67584.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIGPGTGVRVYLACGVTDMRKGIAGLSTLAQNVLRQQPANGAVFAFRGCRGDRIKLLCWDGQGVCLYYKVLERGRFPWPS
ATEGSARLTSGQLALLWEGIDWRRPDWGTPPARVG
>BAQ67585.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIAALEAENAKMSASLRAHDLLVQSLRARIAKLQKQAFGKSSEKIEREIEQLELALEDLQVALAEADTTPEVDEDDVANE
EVAQAAPKSRRRPKVSKDIPRERREFDPGDTCPDCGGDLRVVGEDVSELLDMIAAQLKVTEIARVKKSCRRCERIVQVPA
PSRPIPRSMAGPGLLAHVLVSKFDDHVPLYRQNEIFTRIGVDIPDTTLVDWCGGAMKALQPLIELVGKEVMASDLLHADD
TPVRVLDRSRRGRGLGKGGKQGRSWVYVRDQRPWAGMAPPGAVYHFSPDRKANIPKSI
>BAQ67586.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGGDGAARRCLPLLTGSKGEHPQKHLKNSSGILQADAYAGFKELYERRADGSAQFREAACWAHLRRDFHDVWTATKSEIA
REALDRIGKLYDIERQIAGQSAEVRHAIRQEKSKPKVDAFRAWAEQQLTRIPGKSDLAKAFRYGLNRWPSFCLFLDDGRV
ATDNNAAKRGMRPIGVGRRNWLFAGPDTGGETLARAMTLIETAKMNGIDPQAYLADVLDRIHDHKINRLDELLHWNWQAQ
RPSVPENAAA
>BAQ67587.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFSE
RFDA
>BAQ67588.1 hypothetical protein NHU_00418 [Rhodovulum sulfidophilum]DSM2351
MAGTLTEQLSKGAAGKAILFCGAGASLDSLNFNVSELPAANPLLGKFNEHLGKSYSRLPIAASKVADKSINEYFKIITEC
FSVRSVSEDLRTISGFPWKKIYTTNYDDSLEQACTRIGKSFQTLTAADRPTDIVGGRLPLVHLHGFVNSFRIDTIREECI
LDFSSNVANAVYEGPWGTELKNDIATSDVIVFLGYSLYDPEVSKLILKGNISKSKIFFVNSRMADEELEYMQEQFGTPVG
IEKDGFAKIVGSIPTPSSSTEKRYVCFRSSRDFTPKYRAVNYQDLNDLFIFGRVQDDLIQSDVIRAESAYSIIPSSVSEV
LKAIDSGKGVISLYSPLGHGKTLLTKILAAELGKNHDVFLAIRNQDEFLLEITYIVKRFKKPIIIIDDYYKYVRYQGDLA
RFKSEEVTFIFTSRLGVFESRKEELPEVFLNHDIQDIRIGRLKFSDAEQLVPLINQAGMWGELSQLADGKKAEALLGKGK
DGFQANFADILVGLMNSSEMIGRIRKELSILKELSGAAYEVVLLSIYMEFTNNHIDEFVIDQALGANLNEIRSRKEVENI
FRIFFSPGEEVGGYFSGSLFAKYAMERICDANDLLEAIEIAANRYAEIRYISQEAKLILIDLLRFNYLKVIAAGDRKRLL
RIRDLYSNLSANKNLNRDDLFWNAFGMCERQLANYEEAVRHFRTGISYSKVRNERYISYHAQNQLIVCLLERGLSKDIDE
TEAAKNVIEIADLLIVQADDERMYGRGQAFKWHQELLDFLEKYFPKFSQPEKAQAVMKLTKYLKFVRDNVVGWQNREHAG
MMVGKLQGFLKSNIPTT
>BAQ67589.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MSAKTRQDFSAVAVIWMDIGKDVFYLVGFSSDGSLVLRQKIKRLALVATFQTLPPCIVGMEACLSAHFVSRTLRGMGFEP
RIIPAIYVKPFNKGQKNDYNDAEAIAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIR
KGLRAVRNSLLSLLDERQDEISPRMRHIILDLHDDWMRLDARIEAVSDEIEGIGQSEAHCRDLRTIPGVGPIISTALVAA
VGKGEAFESGRDMAAWVGLVPRQYSTGGRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMHRN
KLAVALANKLTRIAWAVLRYGRGFDARRDTVAEAL
>BAQ67590.1 putative secreted protein [Rhodovulum sulfidophilum]DSM2351
MRRLLSLLLLSLTLLTCAPVAQAPQSIAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRPAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVHSAAEERELVALTGRLCGA
>BAQ67591.1 hypothetical protein NHU_00421 [Rhodovulum sulfidophilum]DSM2351
MRVLLAALLLAGCGGLPVPLGPNVAANVLAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSLGEIGRRIGEAVRGRRQARN
>BAQ67592.1 lysozyme [Rhodovulum sulfidophilum]DSM2351
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECGAMFADRLAEVEAGLDRLVADP
VEALIPNRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
DVPFRWDGA
>BAQ67593.1 hypothetical protein NHU_00423 [Rhodovulum sulfidophilum]DSM2351
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>BAQ67594.1 hypothetical protein NHU_00424 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ67595.1 hypothetical protein NHU_00425 [Rhodovulum sulfidophilum]DSM2351
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNIPNNGWITLGALGSGAFIPSG
VNKLTEAQAKDALSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEITGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>BAQ67596.1 phage tail family protein [Rhodovulum sulfidophilum]DSM2351
MTAALTLILLAGLALTLPATPAAAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLN
RIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAKYRRDEAAGSGDPYH
WGQVGSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVFDPRE
WISTPLAQARAETPAPRWAGTDSGAIGQVGGGGFTHGETAAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTAIRGETL
EVSNMHREADLFAAFDVAFPDAPEGVIWEQGGGGQGVWLGVNGDALVFRAGSGEVSGPELARATLPVSAVAGRRGTIHVE
IDMTSSTVALWFRGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLET
EATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGLQVTARKPFEEQFNTVKAQYADPENEHVVTDL
PVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKT
FEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEALYETRGGGGVKTRVRL
AATTDNPFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAIT
GLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPHDAMGTP
GPVSGIAVRAASIIPTTTVATLAEAPGFAGIATGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEA
RDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPAAARWGPWQSFDAADYSGRAFRFRAVLSVESPDYTIGI
TGLTVTALQAA
>BAQ67597.1 phage protein [Rhodovulum sulfidophilum]DSM2351
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAMHMGRNGLVRRPVLTAEAAWRID
>BAQ67598.1 hypothetical protein NHU_00428 [Rhodovulum sulfidophilum]DSM2351
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>BAQ67599.1 probable dimethyladenosine transferase [Rhodovulum sulfidophilum]DSM2351
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGTFELDMAAM
EYDGPYGAISADPAVAVAATARAQALVLQLAVAGDRVLPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAAYGSWALAGPETVLSVSQARVRTRTLQIMEAL
>BAQ67600.1 hypothetical protein NHU_00430 [Rhodovulum sulfidophilum]DSM2351
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRGQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGRELANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGARYVGALAAARLATISLAGSLAMLRGALIRSGIGIAVIAAGELV
YQLGRLVTATGGFGEALDALKAVAAEVWERIAEGPHLVTLAVRQMGWAIRADFLEAMADIQARWSGFIGNIATVGKLIPG
FGASFRTLAASVAGSAESMRALREESRLAAQYATNYGTQVEGLFTNMTRPLETLKALREALAETPPGGPGRPKLSEDEDD
QTGLGGIGTATERLSETARKTGDSFKTFFKDLTKGSADAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGG
GSASGGGGTVTQLFPSGGPPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHHLGSLGGGSVRMGDVHVSVAQTNA
DPRQIAEAVRQVSREEAQRVYARQRREGR
>BAQ67601.1 hypothetical protein NHU_00431 [Rhodovulum sulfidophilum]DSM2351
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAPQP
ATEMQAMFDTVATAWARSPAARG
>BAQ67602.1 hypothetical protein NHU_00432 [Rhodovulum sulfidophilum]DSM2351
MMANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALAWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAQDDPEDGPEDGPGKPLPAPAAG
>BAQ67603.1 outer capsid protein [Rhodovulum sulfidophilum]DSM2351
MNDDITEADIGHGARLGLQAEDGSFQDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGRATILEAE
>BAQ67604.1 hypothetical protein NHU_00434 [Rhodovulum sulfidophilum]DSM2351
MTDGMERLLRARLRADPGVAALAGDRVNWGAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDASARERAQAGAL
ARATIACLNGLSGSVIRSLWLDSQRRDRAADPDDKTWLYRVSMDFSATWRER
>BAQ67605.1 phage protein, HK97 gp10 family [Rhodovulum sulfidophilum]DSM2351
MSVTMKLEGFAELEAELDRLSQAAGKGALRRALRRAAEPLAERMRANAPTDEHELQESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSTPPQPWARPAWEAEKGPLLDRLREELKAEIDKSVRRAEARAARAAAKG
>BAQ67606.1 hypothetical protein NHU_00436 [Rhodovulum sulfidophilum]DSM2351
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLRRTAFTAGLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>BAQ67607.1 hypothetical protein NHU_00437 [Rhodovulum sulfidophilum]DSM2351
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAAYRDLG
>BAQ67608.1 hypothetical protein NHU_00438 [Rhodovulum sulfidophilum]DSM2351
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRARNVAAETPAETPAPKRKGKPNPAPVPDPAP
>BAQ67609.1 putative prophage LambdaSo [Rhodovulum sulfidophilum]DSM2351
MKITMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVATDDSLRAYVTGGLQGNLV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAAAPVSSYGWSQ
ADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRL
RLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDR
QEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGGFTFP
>BAQ67610.1 peptidase S14, ClpP [Rhodovulum sulfidophilum]DSM2351
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRIEAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIERDALAAMLDRETWIGGQAALDQGFADSFLPADQLETATGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>BAQ67611.1 putative phage portal protein, HK97 family protein [Rhodovulum sulfidophilum]DSM2351
MQGAVKGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRKSKAGQRVSASSALTVSAAWACVKGNSELIGALPVALYERG
ANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLMVGSRLVGLRPLFNVVPVRRDDGRFDYRVTED
GRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGRMLDAY
VSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLRTGINP
LLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRAQTALA
PLTDLGKEQP
>BAQ67612.1 terminase [Rhodovulum sulfidophilum]DSM2351
MTAAMTPASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPA
TGARQVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKE
ITDIYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPP
QGVFKAELEYARKVRDGVIAQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEE
IARWSSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLEALIESSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCA
AWAHEVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGV
PHETLASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMS
LNPEPARRDLSGFLDNPVMAI
>BAQ67613.1 hypothetical protein NHU_00443 [Rhodovulum sulfidophilum]DSM2351
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREETKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>BAQ67614.1 putative phage-related Holin protein [Rhodovulum sulfidophilum]DSM2351
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDSAKQRAERAAGD
>BAQ67615.1 probable transaldolase [Rhodovulum sulfidophilum]DSM2351
MPLKCVSPALLEHSYSGAVTNWGSWRDCYEAAPRDLPAVHDLARFRKFAHEYGLLRGLTTNRRLELREWLLKEKRMERLV
ADPCGNGVDGACVALQADGFRNERSLLSKLATFADPVNFIPYDRFAVAGLATLTGQPKSAVARSYRNYLGMVHSLRDGDL
GEVFDKFIATAQVPTKNVAGFKLRMIDDYLMQVGQRWSATAPSIAHQAPNSAKGSLSL
>BAQ67616.1 hypothetical protein NHU_00446 [Rhodovulum sulfidophilum]DSM2351
MQDRAMMMDRQMQMQGQRKRPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATMVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRAADSAELPDGWQPIPRRN
RKGVIVQDRARYTPCVWEPSPARIAAARRAYLDWWGYLLEVQAALGAADLARICVSGDMPPMTPWR
>BAQ67617.1 primase [Rhodovulum sulfidophilum]DSM2351
MTDDPLDRVRATFAAAEDVDMGDIPAPDDDPSDPGGGAEPPHPPDETAPEDLLGPIRAAAEQPLNDYGNGQRFCIHFGQD
LTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVKVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDHD
DELGTIRARLRSIETILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTVAAE
GMSPVAELRVQPEHLRGDLLSKIMPVAYDRTATAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFLYGGGANG
KSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHS
DFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEGGLRPP
DRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKS
FIPAKRDATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>BAQ67618.1 putative primase [Rhodovulum sulfidophilum]DSM2351
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTREVEIDPAELARRKAAREKEAHQRSRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAGGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAHEGESLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAFWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>BAQ67619.1 hypothetical protein NHU_00449 [Rhodovulum sulfidophilum]DSM2351
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>BAQ67620.1 hypothetical protein NHU_00450 [Rhodovulum sulfidophilum]DSM2351
MTVRAEVAAEFQATALAMQSRQRPVLIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>BAQ67621.1 hypothetical protein NHU_00451 [Rhodovulum sulfidophilum]DSM2351
MLTTSTPPISNPNPFARINHTGAVMQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTV
RNWLRSENAPGLHYVVAVLALAGAETVFELFDPEQTA
>BAQ67622.1 hypothetical protein NHU_00452 [Rhodovulum sulfidophilum]DSM2351
MEQLIAEIEAYAAAWSKSPQKVLRDAIGASWGQWEAWKSGQASPTMRVADKLRDHMRTNPAPAPAIPEDAARC
>BAQ67623.1 putative transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MPTLAREFLPIANAARTWEYIPMTEDPFIAGLRKVFEADPQLRPATISAKAGLDKSTIRRMFEGAIQSPRRTTTAKIANA
LGMSVEEIENGAPRTADAPTIAIAGKVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFY
TRWSAEGVPSEAIGKRCVCECEDGFGWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRI
>BAQ67624.1 hypothetical protein NHU_00454 [Rhodovulum sulfidophilum]DSM2351
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>BAQ67625.1 pANL56 protein [Rhodovulum sulfidophilum]DSM2351
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRLE
>BAQ67626.1 hypothetical protein NHU_00456 [Rhodovulum sulfidophilum]DSM2351
MKTILTTAALALLAAPVLAATGTTEDQATAVSPASAPDCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGGD
GEGGESSDT
>BAQ67627.1 zinc finger protein RFP [Rhodovulum sulfidophilum]DSM2351
MPRPARAGIPCPDPEDTMPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>BAQ67628.1 tRNA pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>BAQ67629.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MSVFDSIAPPHDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSV
IGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYE
LWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRTAADCIDWSLPCP
SIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVAPSLT
RFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGTARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQG
GGNRSAEAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAR
APMSTILKEGCHQAPVAAWFAKYYGTGDGARMDAPCHTVTVKDRMGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWGG
GAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLGSDAPTFRPFSKDVQISCCGNSVCPPVAAAIIA
ANCPHLAASRQEQEAHDAV
>BAQ67630.1 serine/threonine-protein phosphatase [Rhodovulum sulfidophilum]DSM2351
MPSETFTRSFGRFEAEATPAEARLIIRRDGKDVIRLLGRDLIRSALLGGSWAPDIERALRWGLELIEAELGEDLRYRAGV
MAAVNLCWRLRLANDPRRAERLLLGNPEAGQPPAEPRICPACGELVTDSLGCGGGICRASDAFPKPVEDPADKAFRDAIA
ELVDCAMKEGKVDGEAWGGIPDAHA
>BAQ67631.1 hypothetical protein NHU_00461 [Rhodovulum sulfidophilum]DSM2351
MARRGAGYQMRTRDIQFAPRLLPAPEAAHYLGVSTSTLRSLNIPRRQLGAKRLYDRLDLDAFASGLPTEGNLSGDSECDS
LFGVSS
>BAQ67632.1 phage integrase [Rhodovulum sulfidophilum]DSM2351
MRQPVWGVQLKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGSADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIASYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSA
LPAFASGWAVELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>BAQ67633.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]DSM2351
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCSILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLTEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>BAQ67634.1 fructose 1,6-bisphosphatase II [Rhodovulum sulfidophilum]DSM2351
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPSERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>BAQ67635.1 protein YoqW [Rhodovulum sulfidophilum]DSM2351
MAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKSPTDGPLLINARADTLAHKPAFAAAARQ
RRCLIPASGFYEWQTGPQGARLPWYISRSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEIHTRMPVILEPADW
LLWLGEAGHGAALLMRPADDGVLQLHRVGTAVNSTRADGPELIEPI
>BAQ67636.1 hypothetical protein NHU_00467 [Rhodovulum sulfidophilum]DSM2351
MAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAPESLFAAAGALAEEMGLISAMPDIGASFVVAPDAPGRSEGVADAF
LDLTCLVAPDETLADDWAIDAINVKPVWARGITGRGVLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMS
SPGHGTATSSALASRAPGRVFGAAPGAEVVPIRCIDAVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALE
RAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGTNHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDRGQGTTGPSQ
GTSFAAALTAGVAALWIEHHGRQNLRDEAARIGITVNDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLS
APESAAPPPEDAILAALDESYEEIETGTDDWHRIGAEAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRG
LAARRDAGAFTPPLIAATGPSAQYAKLLAAGQPGTAESSAKLSEPEARARLSGEGAGRLMARTRTCFDRLQACGLGDRNA
QARVLEGAEGVIRMAAEDRLHQIDLPGRIALEALVRIQDRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRI
DLDGIHIGSGFLIGGGRVMTNRHVLEACADELTGPGGTLWRFGRGAVTIDFSETADGSQCHALSGVVMAGPDPIGGVERL
GHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVIGYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGH
VMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFTATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>BAQ67637.1 ATP-binding transport ABC transporter protein [Rhodovulum sulfidophilum]DSM2351
MQDQKAGQQIVERLEAEALALQKLGHAPALDRAIGRGPVFEGKSQAIRRQAGVWFCGGNGSGRDKQVQ
>BAQ67638.1 molecular chaperone, DnaK [Rhodovulum sulfidophilum]DSM2351
MSSPSAMLAVDFGTSNSAAAVLDGGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMECHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>BAQ67639.1 sensor histidine kinase [Rhodovulum sulfidophilum]DSM2351
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRIRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPISLLAIVIAVGTSLRPVRTLRQSLAERGARNLSALGEGALPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRPVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVALDARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>BAQ67640.1 two component transcriptional regulator, winged helix family [Rhodovulum sulfidophilum]DSM2351
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>BAQ67641.1 class B acid phosphatase [Rhodovulum sulfidophilum]DSM2351
MTRISLPLLAACLALGLSGAAFAQSAAPAPTNPGPTSSGPSRIMAQQAGSGGCLPQSGRHDRHRDLSRRGEDHHGRGGGY
PAHMLHAFTTARGAQGLRPVPRCP
>BAQ67642.1 transposase A [Rhodovulum sulfidophilum]DSM2351
MNRAQLSRLKALEKEKLRLRRAVSELTLEKPIMTEAAPGVKGISGPGGAPEPLAPS
>BAQ67643.1 probable two-component response regulator [Rhodovulum sulfidophilum]DSM2351
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNGAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGG
QTASTRPS
>BAQ67644.1 Hpt sensor Hybrid histidine Kinase [Rhodovulum sulfidophilum]DSM2351
MPREIGPTPRTDQLCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDY
AADPRFARLREVAIRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTR
LRDMQSRNRAVTLEKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDL
WSCENPEGCDALWIDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPL
HGVLGAAELLRDSDPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVD
FRIETTTRLPAWIDIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGA
TTPGQGETSGSGLGLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLRCLIVDDDAI
SRFVTVEHLRRLGAEPVEAASIRTALDGVADREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGG
RSAFDAVVAKPATSDALRKALTGAGQGQDSAPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAE
IAHRMASSCTTLGFVDLAEELAACETRCRRHPPADDLGLWRRRLMPLLDTAPARASGLAKAHPC
>BAQ67645.1 dimethylsulfide dehydrogenase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGRLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFVVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERTIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVKLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>BAQ67646.1 DMSO reductase family type II enzyme, iron-sulfur subunit [Rhodovulum sulfidophilum]DSM2351
MVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYGIPWEYNY
EEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLVDQERCRG
YRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIPLHPEWGT
KPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPEMFKLS
>BAQ67647.1 hypothetical protein NHU_00478 [Rhodovulum sulfidophilum]DSM2351
MTAQTCRPPTHDDALARARAGESLWRLGALAFGHPVEEFHRALLEGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
AGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>BAQ67648.1 hypothetical protein NHU_00479 [Rhodovulum sulfidophilum]DSM2351
MPGFRFLLAATAAFLATSPALPLSADSLNAGNIRLVDPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTRDTSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>BAQ67649.1 ParA family protein [Rhodovulum sulfidophilum]DSM2351
MAHPNLKIPDGGGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPEAAPPVAEALAAIVGACAALGSAGFQDAAARSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHGAASAPGGKA
>BAQ67650.1 hypothetical protein NHU_00481 [Rhodovulum sulfidophilum]DSM2351
MSGAAPAEAALSRRNLLRGKLAEGPAVAGWRDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTDSGTAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMSTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTCWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWQAAPTRMRNDLLAISGKGVEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPATLAAGDGGAILRRRGP
>BAQ67651.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGGKQAWREPPTRMEQGHIAMDTGTGDIRATEFTSSRLGDSAFLGQMLDRIVS
>BAQ67652.1 ISSpo9 transposase [Rhodovulum sulfidophilum]DSM2351
MESLPRPVGLGWSVPDFSMPSRRQETLAVSIPYGRSQGLLIGNEALTAIGPRTRPNGIKFPGQGGTVAPVAPRKPAERAW
QARKHGVQGRKVHLAMGDGHLRPRRRRGPPHDSPVGPERLERIPRDEAIRAADGAEVTRRCHTAMALLRKS
>BAQ67653.1 transposase [Rhodovulum sulfidophilum]DSM2351
MTKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRASGQPLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKGHLAMDAGTGDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ67654.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MPLHARIQRAIRQLILDGALGPGKPLPASRALAKSLGVSRDTVESAYAQLHAEGFIERRVGSGSFVAEMTEFAPGHRRSR
RDALLRNQAPNLSKRGNAMFRGGGVREMLMPRPFAHGVPDTRGFPLQLWERLERQVLKETGTLALLHGDPQGAEPLRRAI
ADYVNLERGARATADRVLVLTSSQQAMTLCANVLLDPGERIFIEDPAYYGARKAFDAAGLECVPVRVDRQGILVEPILAT
PNRAKAVFLTPSHQFPTGATLALDRRLALIEWAAGHQAWIIEDDYDSEFHYAGKPTACVQGLDPNDRTIYIGTFTKSLFP
GLRIGYVVLPPQLVQPMTVARTLLDGHTTSMAQLTLARFMEGGHFGAHVRTMRGIYAQRLAVLSDLVRSHLSDFVDPRIP
IGGLQMPCVLTCEISERAAIEAARRVGVELTGLSALHAAGDGKAGFLMGFAAYTPAELEVAVRKLETALKMVRMPA
>BAQ67655.1 benzoate transporter [Rhodovulum sulfidophilum]DSM2351
MNDLAHPIVAGLISVIVNYGGTFILVFQAARVAGLSPELTASWVWSVSIGVGVTGLYLSWRYREPIITAWSTPAAAFLVT
ALATTSYAEAVGAYIISAAAFVLLGLSGYFEKVIRLIPPGIASGLLAGILLQFGIGAFGGASVDPVLVGLLILAYVVLKR
FSARYAVVGILLIGLVFLLVQGRVDLSGLQLKVAMPIFTMPEFTLNATLSVALPLFLITLTGQYMPGMLVLRNDGFKTSA
NPIVKTTGLGSLVMAPFGSHAFNIAAITAAIATGREAHEDPSKRWIAGIAAGCFYVLVGVFGVTLAAVFMAFPATFITTL
AGLALLGTIGGSLAGAMAEPASREAALITFLASAANINMFGVGGAFWGLVIGLVAYAVLNGTFPHRRAVETATSGSAAE
>BAQ67656.1 transposase B [Rhodovulum sulfidophilum]DSM2351
MPAFIRPDNGPEFVARAGPEWGAAVGAKTACIAPGSPWGNGYCESVDARFRNELLNGETFSGLREARIPTDEWRRPCNTK
RPNTALGYRPQRRKASFQWAGCQPCKNNRTGPVRRGCSARWFDGSVVGTAATFNPLAGMGRTAELLPTRPCRT
>BAQ67657.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MIESARQRMASTADRRIAALIRDADWQVNDKRIEPPWQREGLKAPEKQRNMGRLRLSDGACIGHWPEYRDHVWPGDLVHC
RTDDGHAFRPLDILDEHSKERLAIAS
>BAQ67658.1 hypothetical protein NHU_00489 [Rhodovulum sulfidophilum]DSM2351
MRALQFLDRIDDWLAERYPEARRREGFIRRALDEFATEAAQ
>BAQ67659.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIGQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
DGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGSASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>BAQ67660.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENVFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPKVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>BAQ67661.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFLVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>BAQ67662.1 putative transcriptional regulator protein [Rhodovulum sulfidophilum]DSM2351
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>BAQ67663.1 putative glycerol-3-phosphate dehydrogenase protein [Rhodovulum sulfidophilum]DSM2351
MTLSIVPPMSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEF
DLVREALDERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHE
FWSAKTAQARFPFRPGLRCVATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALSDRIGGREITLRPE
IVVNATGAWIDRTNARAGATDDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPD
KVRCEADEQAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAF
GELAADDVMARLGLTRRTGTGDLPIGGGAGYPADPDAWCAEQAAVSGLSQARVATLLARYGTLAGALAQSFAGERMLPGL
PGYSDAEIDYLIAHEQVETLADLALRRTVVALAGGLDAAALEALADRLAVARGWSAARGEEELHRFRVKLATDHGADPER
IGLHRKGEVAAQ
>BAQ67664.1 putative L-xylulose kinase protein [Rhodovulum sulfidophilum]DSM2351
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGCGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>BAQ67665.1 deoC/lacD family aldolase [Rhodovulum sulfidophilum]DSM2351
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAEQAFEMYNDLAARKAA
>BAQ67666.1 short chain dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MADEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGARLS
DTEMVRFLRAQLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFDLSI
EGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTPRQGNEALEALVPHLHAALPGL
AFTDARGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFSAAYERYFQDHSDGTQIMLD
TLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>BAQ67667.1 hypothetical protein NHU_00498 [Rhodovulum sulfidophilum]DSM2351
MRYLLVVSLAALSLTACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRKIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>BAQ67668.1 hypothetical protein NHU_00499 [Rhodovulum sulfidophilum]DSM2351
MPHFSSPAPARSPGNNRETASADCVETVILDEFPAWILRVALTGWIAPSPGEPRGGSGRRWREGDLV
>BAQ67669.1 cytosine/purines uracil thiamine allantoin permease [Rhodovulum sulfidophilum]DSM2351
MTMPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAI
GCAVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFI
GFQFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNV
SDYSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNN
VVPPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQKLDLGKLY
DAAGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>BAQ67670.1 Asp/Glu racemase [Rhodovulum sulfidophilum]DSM2351
MPNSQGIAIMKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADA
IVLACFDDPALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALE
EPGSDARARVRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPET
H
>BAQ67671.1 transcriptional regulator, GntR family protein [Rhodovulum sulfidophilum]DSM2351
MVPQLREDPMETPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPT
AEDARDVFQARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQEL
TMRSSLIIGLYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>BAQ67672.1 thiamine biosynthesis protein ThiC [Rhodovulum sulfidophilum]DSM2351
MNRPDTVPQITLGPLPASEKTYMRGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFDEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPDD
>BAQ67673.1 aldo/keto reductase [Rhodovulum sulfidophilum]DSM2351
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQTEVDGLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGFLSGKYDREGKAADGRRAS
FNFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPGEYPGWMLERQGEYRSQS
>BAQ67674.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGGALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>BAQ67675.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>BAQ67676.1 5-oxoprolinase [Rhodovulum sulfidophilum]DSM2351
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYKEVAEIRERLDAEGEVLVPLDEDAARAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFDRLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQRLDVEAVRT
KFATLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPQAIRTLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAVAETGTAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGQLLETEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWPGGD
GVIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRRGNDEIALEAGALFEIRTPGGGGWGRP
>BAQ67677.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILETQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>BAQ67678.1 serine-glyoxylate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMEDGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVQAAA
>BAQ67679.1 pyridoxal-5'-phosphate-dependent enzyme, beta subunit [Rhodovulum sulfidophilum]DSM2351
MKDHAPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEETAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKVVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>BAQ67680.1 threonine aldolase, low-specificity [Rhodovulum sulfidophilum]DSM2351
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVSELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVIFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>BAQ67681.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]DSM2351
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGSVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGLAVEVD
L
>BAQ67682.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MRPLFFPVLLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPEL
TPWLDRALNGLGPDAQAVALIEAPGTYRRSYNGEAHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHASEEGHHHHDGID
PHAWLDPENARVWVLRISGALAEADPENTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTV
AGSIAMGDAAEPGAARLAGLRDELLHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLA
RTIAACVTGTEG
>BAQ67683.1 ABC-type uncharacterized transport systems ATPase components-like protein [Rhodovulum sulfidophilum]DSM2351
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>BAQ67684.1 zinc import ATP-binding protein ZnuC [Rhodovulum sulfidophilum]DSM2351
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCLG
QGHAHGPERGRDGAGHRTEPEAADA
>BAQ67685.1 high-affinity zinc uptake system membrane protein ZnuB [Rhodovulum sulfidophilum]DSM2351
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>BAQ67686.1 C4-dicarboxylate transporter/malic acid transport protein [Rhodovulum sulfidophilum]DSM2351
MSTTAETDPGPRNSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALLGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQMPRILRLPFALSFWALSFPLAALTIATFLYADSSGSVFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>BAQ67687.1 cyd operon protein YbgT [Rhodovulum sulfidophilum]DSM2351
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>BAQ67688.1 cytochrome bd ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]DSM2351
MILHEFVDFDILRVIWWGLLGILLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMSEVARGGSWMAAYETRPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>BAQ67689.1 cytochrome bd ubiquinol oxidase subunit I [Rhodovulum sulfidophilum]DSM2351
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRETQFALKVPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFALLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>BAQ67690.1 ABC transporter related protein [Rhodovulum sulfidophilum]DSM2351
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDRTPAQAAEPALPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLTGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLSEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>BAQ67691.1 cysteine ABC transporter ATP-binding protein/permease cydD [Rhodovulum sulfidophilum]DSM2351
MSLLERAGAMATAASLLWLIQAAAVALPLGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVLALERA
RLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPLIPIFM
ALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLELFSAIG
IAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTFLGLGA
AAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLSPETAD
AWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRLIVARA
AHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>BAQ67692.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>BAQ67693.1 hydroxypyruvate reductase [Rhodovulum sulfidophilum]DSM2351
MRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLVITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMHL
LEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLASGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLI
SDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQSFLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEA
ARGAGCAVEILGDALEGEARDLAAAHADLARARQAAMAPGDPPLLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAE
GIDAIACDTDGVDGAAEVAGAVIGPSTLAEAGRLGSDPARALSTNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>BAQ67694.1 alpha amylase [Rhodovulum sulfidophilum]DSM2351
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEEDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>BAQ67695.1 cell wall biosynthesis glycosyltransferase [Rhodovulum sulfidophilum]DSM2351
MADFHQNGNVATLHNLRSAPAELLVRELANFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLEAHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEVWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGADYRPATE
>BAQ67696.1 hypothetical protein NHU_00527 [Rhodovulum sulfidophilum]DSM2351
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFKGFGDGGADWIAEVTGLDPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>BAQ67697.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]DSM2351
MSDPVSDAPSDPGSSWPPGGTDRVLEALQADHMPDLGHVDMAGLLHDSRLGTRALVSSFGTESAVLLHYVTRILPRIEVL
FIDTGRHFDETLAYRDRLVRLLDLNLVEVRPDPAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQ
GATRAALPAIERDGTHLKVNPLAFWSRADLDAYFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTE
CGIHLGPDGRFVRRRSG
>BAQ67698.1 cobyric acid synthase [Rhodovulum sulfidophilum]DSM2351
MTRALMLQGTGSNVGKSLLVAGLCRAALGRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLVGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGQGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEARHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEDTLDALALHLETHLDIDALFALA
GELPAP
>BAQ67699.1 cobalamin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MWACVPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPERLRQTGRLLDREARAEALAHAFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDSDAATAPD
>BAQ67700.1 TonB-dependent receptor [Rhodovulum sulfidophilum]DSM2351
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSGTPTALQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSRDGNRESDGFDQDLILLSAEFDATEQLTLGFS
ALYSDSKTDYDDDATDTSPVTTSPETRKGVRVFAGLDVGNVENELAFAWTQTDRAYNSPSWGRSSFTGERRTLSYLGSAD
LSEAARLSFGADWSKQEAKFSSGRFDTDNTAVFGELQYALSDAADLSLSLRHDDYSDFDNQTTGRLALAWRLEDDLILRA
VFGTGYRTPPLYQLFDTLYGNPDLKPESSRSAELGLEKRFGTNGFVKATLFHTEIDDLIGYDEVTYVTKQISGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSEGRSIHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSEGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRDYNTSGRALYVGLRASF
>BAQ67701.1 Myo-inositol transporter [Rhodovulum sulfidophilum]DSM2351
MTEIDPLTAMRAKLKPRQEARDRPGTSDIDGQLDALMAEISETIPPRDMTLGDGNGQETRRLVARPHLLRVGRARPAARA
AAARHARRQGRAAHRRLSGPGPPLCRRRRRSVDHRGATDLCRVEPTEPGCPSMRCARSSAMKGPLLKAPPDADRTTGAAP
EGDDPVGACLVRVARGTETALLAPGTKLAAIVAACRPRVPLDRSGAPD
>BAQ67702.1 hypothetical protein NHU_00533 [Rhodovulum sulfidophilum]DSM2351
MKAPYELDIRAMPKRVRRQDRAPAERPAPDTTPADQTRPVATLPRSNARGGPDPASGVPDARPCIALMGEIGAGKTTLAH
LLVGRPLLPETTTAIRLPPVRITYGTAPPCREDDRGRTAPVDLADLARLSPADTRLIRLQAEAEAEAEILRHCDLIDTPA
ISDPEIGPDVWEYATGLADGVLWCSHAPEAWRPSEAAIWDMFAPRLGGSSLLLLTRFDRLTSEHDRERLLRRVRRETAGL
FAGVLPIALTEALEARTDPSGRAASGAEALGHALMRILRGLGGRTGQDAGPMRLDPAGRVTDPPDCGPPDCGTHGTVRPR
RVRVDASRSPRPTGTEPPGHARPGHEPHPF
>BAQ67703.1 glutathione S-transferase C terminus [Rhodovulum sulfidophilum]DSM2351
MPARRGIPDYANRPRIPHLGRKSEDSIGTNERTSLRMLLCSACQVFALRLRGVIGGMRDETGSIREALRRDPAKRACQAG
SQRSDADAGRAHRGQQRNCRGATAQDRGHTGRFDSAPGLRTGQERMQAGESAMAMMLHEPA
>BAQ67704.1 pyridoxal kinase [Rhodovulum sulfidophilum]DSM2351
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSEL
EATAGAAAALAPEVLVTSPPLGPETTGVLAVRGAQRALFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIRSEPHP
>BAQ67705.1 hypothetical protein NHU_00536 [Rhodovulum sulfidophilum]DSM2351
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAKAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEIAALDESFRRTFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLRHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFDLAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRTRKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTLWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRSALTQGRPAPR
>BAQ67706.1 putative transport protein [Rhodovulum sulfidophilum]DSM2351
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPETGRTRY
>BAQ67707.1 acetamidase/formamidase [Rhodovulum sulfidophilum]DSM2351
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAESIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>BAQ67708.1 two component AraC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRRLALPATLARHVEALETQRLDLHSHFQVQELLCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>BAQ67709.1 histidine kinase [Rhodovulum sulfidophilum]DSM2351
MLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGLVDFA
APIIMRGEYLGAVICGQVKMRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDVGEISYGRLRSAAYSLFYIASHIVEE
SYSSSVAQELYAKNLRLMEESKRRAELEGALREAELQALSYQVNPHFLFNVLNTIGRLALVEDAEQTESTVHAFADMMRY
ILKKSGTQFVPLATEIEHVRNYLFLLQLRLGDRFSFSIDLPEQLGQVSCPFMVLQPIVENCMNYAVEPRESGGLIEIRTY
RDGQDVIVDIADNGDGIPTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLPTGFD
EATAQARQD
>BAQ67710.1 S-adenosylmethionine synthetase [Rhodovulum sulfidophilum]DSM2351
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSAP
ALGFDAEGCFILIDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRGLVLSAQHDPEIDREDMLRGLIGEVIAPVMGQWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPIFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>BAQ67711.1 [pyruvate formate-lyase]-activating enzyme [Rhodovulum sulfidophilum]DSM2351
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISALTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRDVDTVHLLPYHSYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>BAQ67712.1 hypothetical protein NHU_00543 [Rhodovulum sulfidophilum]DSM2351
MHMMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVL
GETSAVRMAMAAIEAAAQPAAF
>BAQ67713.1 aldehyde-alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESGSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSDGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILANGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVKTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGAVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>BAQ67714.1 hypothetical protein NHU_00545 [Rhodovulum sulfidophilum]DSM2351
MMNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGEQILFHRMEGSLPASAA
LAPGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGAVVGAVGISGGTVDEDMAIARQALNGI
SNE
>BAQ67715.1 ethanolamine utilization protein EutN [Rhodovulum sulfidophilum]DSM2351
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>BAQ67716.1 hypothetical protein NHU_00547 [Rhodovulum sulfidophilum]DSM2351
MDLAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRDRKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRETATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>BAQ67717.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]DSM2351
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKATLEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIDDGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPASERDVFAVIRPVADKMASIVARFLEAYPGLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>BAQ67718.1 propanediol utilization protein PduL [Rhodovulum sulfidophilum]DSM2351
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVSGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>BAQ67719.1 carboxysome shell protein [Rhodovulum sulfidophilum]DSM2351
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLA
SDDTHKAPAETPTEAAPAAGAETAPETGPETQPQTETPTETGSEATAEAAPSETAADASGETAAAGAGTSNAARRNRRRS
TPARKPGRSGK
>BAQ67720.1 propanediol utilization protein PduB [Rhodovulum sulfidophilum]DSM2351
MKDDLVEQLMGEVIRKMGGGESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYSSPGNGGTSFSNEVIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>BAQ67721.1 carboxysome shell protein [Rhodovulum sulfidophilum]DSM2351
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>BAQ67722.1 aldehyde-alcohol dehydrogenase 2 [Rhodovulum sulfidophilum]DSM2351
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPKAAAAYARIARLIGLDAPDTGTAVAALIAKIREYNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>BAQ67723.1 formate C-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCLLQIESSGHSISPGRFDQYMNPHFLADKSISKEFAQELVDCVWIKLND
VNKTRDEVSAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNDGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>BAQ67724.1 ThiJ/PfpI family protein [Rhodovulum sulfidophilum]DSM2351
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPCKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>BAQ67725.1 hypothetical protein NHU_00556 [Rhodovulum sulfidophilum]DSM2351
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPKGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>BAQ67726.1 acetate kinase [Rhodovulum sulfidophilum]DSM2351
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPEHLL
TTPRGVSSRGYEQARPI
>BAQ67727.1 heat shock protein Hsp20 [Rhodovulum sulfidophilum]DSM2351
MQIRDLIPWARKEHSTEPKTRTGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEMSIELPGMEMK
DIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRRIE
VQGA
>BAQ67728.1 heat shock protein Hsp20 [Rhodovulum sulfidophilum]DSM2351
MTTEMTAPDKRPADAPETARGDRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALGNRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>BAQ67729.1 heat shock protein Hsp20 [Rhodovulum sulfidophilum]DSM2351
MLYPSTFAADPFALMRQMGRDLDRALGPRLGAGTAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAV
>BAQ67730.1 hypothetical protein NHU_00561 [Rhodovulum sulfidophilum]DSM2351
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHAAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>BAQ67731.1 hypothetical protein NHU_00562 [Rhodovulum sulfidophilum]DSM2351
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFAQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGLALLGLVRAHPANAPVSSPVLH
>BAQ67732.1 hypothetical protein NHU_00563 [Rhodovulum sulfidophilum]DSM2351
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>BAQ67733.1 NAD-dependent epimerase/dehydratase [Rhodovulum sulfidophilum]DSM2351
MTAELTVIPSSTEPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDAAASGRR
AALAEMLEGVTDLLISIPPGEGGCPALSALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGTQAVLRHGQVFNRIHVEDAAGAILAAMSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>BAQ67734.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]DSM2351
MTVQNVTPSDESRSDPFFARISDDPLADAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRRGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAAHSLGHYYTDGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEPGALPLTLAGRFWQVAMTARLIAWTDQAVREDTSAKENAG
>BAQ67735.1 hypothetical protein NHU_00566 [Rhodovulum sulfidophilum]DSM2351
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFAEENA
>BAQ67736.1 hypothetical protein NHU_00567 [Rhodovulum sulfidophilum]DSM2351
MHVGRPRDGGYLSYDAHLARLPACSEEDARVHMLLVDRHSDDRQERERHCHQMLSESTSTLNHAFDLTGNLIFANRAASA
YLDGAETLSVEQRRAFDGLLGSRALDIEVLIADKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTDVSTLM
AGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFNDINDGMGHDIGDAILSAFAR
RLEDIMGERACLGRFDGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDLLRAAG
MALYSAKSNGRDRISHFTESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRSRIIGAEALLRWRDPQLGDVSPA
EFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRVPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEITETGL
MNCTGEATRNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDAGDGDGDGASERIVRAMLALAESLQ
LSTVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFEALIGA
>BAQ67737.1 signal transduction protein [Rhodovulum sulfidophilum]DSM2351
MGRHDAPAPLPAAEDGRTSDIGQASPRPSGQSFELELQAFTRQLAACGPDTSATRSDGLDLIQVELDLQNRELLEAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFAATDQLCNRSVYRMLDETARSRLHAYLAAPPSGTEEGPTT
ADPGACRQAP
>BAQ67738.1 MCP methyltransferase/methylesterase, cheR/cheB with PAS/PAC sensor [Rhodovulum sulfidophilum]DSM2351
MQGSNHELQSVNEEINTVNAEYQEKMALMNRLDAELNSMIQSVGVATVFLDEALLITRFSPEACSVFKLRESDIGRPLGD
IAHKLKYPELQEDIRDTIRTGVSLEREAAAEDGALYRVRITPYAIRSSGHRGAVVTLRDVTVHRDLARLQGATDALPDHV
AALDVDGTILLPNKA
>BAQ67739.1 MCP methyltransferase/methylesterase, cheR/cheB with PAS/PAC sensor [Rhodovulum sulfidophilum]DSM2351
MPLRFPPKDAAAIIGIGVSTGGSPALETFFENCPAESGTAFVVIQDIPTKHESLTADLLAQRTRMSVEMIETDTRVRPDH
VYLNPPGTVMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEDCGGRASGILLSGTGSDATRGASAINAAGGLVLIQHPGDAD
FDSMPMSLRRAGIVDAELPVTDLARCALAHRQRSPQTPFGAAPTTEDARPDAKNGALSEEIEAILRALEEASGTDFRRYK
SSTLLRRIGRRMQFLGQPDLQSYVRLMQSAPGEVAALTRELLISVTRFFRDEDAFRVIEDSVIPRIVETLPPGRTARVWV
AGCSTGEEAYSIAILLHEAFHKAGRQPMVKVFATDINPDSLQFASAGNYPASLGAEIGPERLKRYFHTDGDRLQVTNALR
QSLVFARHDLLSNPPFTRIDLVSCRNTLIYFRQDALLRLQYAIRKSGYLFLGSSETLSGLQNGFQPIDARHQVFIRGATQ
PSARFDLSALKSLPPFDQGQKARHLSADKEIRPSMQAPPAAAVRCAKAPALRTARKAPRRSTWRRPRPGSTASKAISTRP
GPISRPRSRSSKPRMRSCNRSTRS
>BAQ67740.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>BAQ67741.1 ferredoxin A [Rhodovulum sulfidophilum]DSM2351
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>BAQ67742.1 heat shock protein [Rhodovulum sulfidophilum]DSM2351
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAYVRVNGTKTDKPAQKIGRGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>BAQ67743.1 DNA/RNA helicase-like protein [Rhodovulum sulfidophilum]DSM2351
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAHFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPTETAAKSAAETAVDMTAESAAQNAEESAPGTASETAAPETPADPPVAEATPEAPEAQPAETKADTAADTPAEPQADTP
AGTEAETEAPDAASAEVETEVFYTFTWAPRRRPGGRPRGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRH
DGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>BAQ67744.1 hypothetical protein NHU_00575 [Rhodovulum sulfidophilum]DSM2351
MANTLRFLNLALAVFSGAALIAGQGIADSARAEDLLEELQRPDLPNWQRVEDALWSEWSKSGSAAMDLLLRRGRDAIEAE
DYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAA
HAIHPHDPDLEDAVRRLEIVTSGRTL
>BAQ67745.1 Sterol-binding domain protein [Rhodovulum sulfidophilum]DSM2351
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>BAQ67746.1 hydrolase, alpha/beta fold family protein [Rhodovulum sulfidophilum]DSM2351
MDRAPLYADVADCPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRSLGDASLGHVARFGDFQADVRAVRGAAEALGLPRPYHVLAHSMGGAIALRALSEGLDVASVAFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGAKPYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMVNWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>BAQ67747.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>BAQ67748.1 heat shock protein, Hsp20 family [Rhodovulum sulfidophilum]DSM2351
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>BAQ67749.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>BAQ67750.1 phosphoribosylaminoimidazole carboxylase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MGDVKVGLIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAARLDRWRADLSASIPEVPV
DE
>BAQ67751.1 phosphoribosylaminoimidazole carboxylase ATPase subunit [Rhodovulum sulfidophilum]DSM2351
MSEPRFSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGHVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILRTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDILMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>BAQ67752.1 hypothetical protein NHU_00583 [Rhodovulum sulfidophilum]DSM2351
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGVGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARRPGSSDRARD
>BAQ67753.1 hypothetical protein NHU_00584 [Rhodovulum sulfidophilum]DSM2351
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>BAQ67754.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>BAQ67755.1 two-component response regulator [Rhodovulum sulfidophilum]DSM2351
MIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSESQPASAIEAQAQ
TRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAIDISAIVQGLGHE
VTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPEPAFLISKPYTED
QVRSAVSQAMFFSSTETLGA
>BAQ67756.1 RNA polymerase sigma-70 factor [Rhodovulum sulfidophilum]DSM2351
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>BAQ67757.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]DSM2351
MSVASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVE
DPDGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMH
LNDADDIAMTDPVTLAGLSSKRPA
>BAQ67758.1 signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPSYIFAGFVEPDGRITCSSNGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>BAQ67759.1 entericidin EcnAB [Rhodovulum sulfidophilum]DSM2351
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>BAQ67760.1 probable exopolysaccharide synthesis protein [Rhodovulum sulfidophilum]DSM2351
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAAIVGVLELG
>BAQ67761.1 hypothetical protein NHU_00592 [Rhodovulum sulfidophilum]DSM2351
MPNILPPAPIPLRPALVACCLLILLLGAMLAPGRAEAHPTGAPSANMQGGMSGPDQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPAPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMRSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVETGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVGLPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFETAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>BAQ67762.1 diguanylate cyclase [Rhodovulum sulfidophilum]DSM2351
MGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVTDFRQAADIDREMRRA
AARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGRLYERGALADAEAAMQDSVRVAEADVRRSVSDLVDVVQ
AEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAILPVLPGRTDEIGILA
EAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPADCAPGVAQRDLLDRLAA
RVDRGRKSAGEFSTGIAAAVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEANIRHLARHDPLTGLPN
RRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVARFGGDEFAVIQRGCV
QPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGGCVADVLRNADLALYAAKAAGRGQCLFFDPEMNARQRA
LQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIVPLGARALEMACADAA
TWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHEMGVQIALDDFGTGYS
SLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAGCIEAQGFYLGRPGAA
EIIAGLAGTALQGGRGVA
>BAQ67763.1 diguanylate cyclase [Rhodovulum sulfidophilum]DSM2351
MSRPVQGSPREAAAALFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GVGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAEIRGGAVLVQVDPVAPSRIGTACSAVGTGHLSPPRAVLPRAAALAG
FAEWSLDPDCGRIRVADGMLAMLGHAPDRGEIDSAWLRSRVHPEDRPAMRAVAAQLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGLRPVFCGVLSDVSHHKEHEAQLQQALFEARRVRTEAAKTEGIMRIAAEGAGFGHWTFDSVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTASEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMHDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSRRGLTP
FEMRLRVCRPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLTREEIDVRGGDVLRCIDPEDLPRLLDSIEDSARDLTLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELIERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVSEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>BAQ67764.1 capsule polysaccharide biosynthesis protein [Rhodovulum sulfidophilum]DSM2351
MAFDHRACKGRVFLMLQGHPSGFWRDLAAGLEADGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVT
DILYYADRLPYHAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEALAQSVEAPDMRNLYPFGFG
VEAFNEVSFALLQSFGRPFYPLHVSDRPNWPAIEYLSWLPELMRERRRKRAAGALIERLKTEATPFNLIAMQLEVDYQIR
ASSDYPDLMTFLDETMASFAAHAPADRHLVVKIHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSLGVVL
VNSTVGIHALRMGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIR
RRFIL
>BAQ67765.1 hypothetical protein NHU_00596 [Rhodovulum sulfidophilum]DSM2351
MVEQGYLRPGLISVEAWGTGGRSEIPAAFAATTDARPELPVPVPAPGSFLRYAAFDVAYHLANVLFGPVFYPRYRHYALD
SPWAEWRGWIGKGLRARFRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGTGRTQDQDLAAVMASFAAHAPAGALL
AVKEHPLDNGRRRWDRRAERLARAAGIGDRVAVFTGGRVETLYPKLAGIVTINSTVGLSALLAGVPVKVLGCAIYDLPGL
TDPDGLDAFWAVPARSDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIAGERPQ
>BAQ67766.1 putative short-chain dehydrogenase/reductase [Rhodovulum sulfidophilum]DSM2351
MTNPIRSVVLTGASGGLGRALAAELAAPGRRMLLLGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQAERVIAVNLTATIHAVQALLPAMHARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGLAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>BAQ67767.1 8-amino-7-oxononanoate synthase [Rhodovulum sulfidophilum]DSM2351
MPDTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPGYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCDEAGIASGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>BAQ67768.1 capsular polysaccharide biosynthesis fatty acid synthase [Rhodovulum sulfidophilum]DSM2351
MISRQASGSEIVIDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDGAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGDYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPTADRPWLAAVNSFGFGGANAHAVIRQPRPDENIPVAAAGELPPALLLSAANETTLANLARSWLTLAEAAP
ADLGARIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRGAPVAFVYAGNGAMWAGAARTLIE
RDPTFRSAFNDIAEAFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAASRAQIEALIETERITAEISAENAPDSVTVSGSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSTRAEARDAGTIARAALAAGGATDRARIIGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGVVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRA
AGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIV
CARLTAAGGWNESLAFDTVLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLAGDGAATALRAAKALWGTTETAS
DADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRNSDVRSPDLPADCPWPTADALLTMLPEVAPGASAELK
SALAAAAGEDRPADPLPQAARTLETLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPM
RFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGL
DTTSAPASGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSETAVALHCAVPEEDDPLAAARIFRALPDTD
GTLWIAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAATPRVVPVRPLSAETG
PRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQSLLPPEALEAGFSGPCLGMECAGTVLRAGVQ
AGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAAL
QVARRLGARVFATAGRPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVEL
GKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHV
GKIVLRAPKERGAARPAAAPIRGGWLVVGGTRGFGLETARWLATQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVAD
AAALDAALTRIRAAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQVLDRLTRTDALDHFWVFSSIAARFGNP
AQAPYVAANRGLEGIARARREAGLPGLAIAWGPIANAGYLARETGLREALARRLPPVTTAAALDRLGRALTAGACGPTLT
VAPMDWSRMAGTLPVLDTPLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLE
LMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLDEERLEQIR
TLSQGRTGGR
>BAQ67769.1 transposase [Rhodovulum sulfidophilum]DSM2351
MTKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRASGQPLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKGHLAMDAGTGDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ67770.1 hypothetical protein NHU_00601 [Rhodovulum sulfidophilum]DSM2351
MAQGVKNVMEPEVSEIMGNIASKHDFLLSGGAGSGKTYSLVRTIEEVCGVYPGSPIACMTYTNATAREILERIAAPNLKV
GTIHDFLWDIIKPFQESIKEALITLHNDVEFGGVKFSGSKVSLSDFSEKNIQYKEFYSARRGVISHDELLHISEFLFSRY
PKLCSVAKARYPFIFIDEYQDTAPEVVGILLDHFQNSAVESVIGFFGDSMQSIYDGSVGSLTDYVASGRICEVVKTENRR
CPSAVIDVANKIRKDNFVRAPSNDPKAPNMENGVVIKGSAKFMYTQGVQDEAFSINDFLGWDFSDIRNCRELNLTHNLIA
PRAGFSGLLDIYDKDRVLSYRDRIKSYIKDNAVTTDFSEMTFGQVVDELYSAEGNKKKIDPTKKQREFIDSNIDLFEFAK
GLPFLEFSRSYVSKDQLLDDKKEHEGEEGKTNTSRDALIKHLFKIKKIVRLYNNGEVSRFLRLTDIKINRLQDKVDIEEN
IAKLGKMGGSSIGEVLSFRDKSGIVRIDDNLKFFQENNRYLYHRVQAAPYAWFLSLFEYLEGRSPFSTQHKVKGRQFERV
LVVLDNGDWSLYNFENLLSGDGKDTVIARTEKIFYVCCTRAMKDLVVFIKDPSESAISGAKQIFGEEHVINVGTPA
>BAQ67771.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKEEVEVMRKASAFFAQWAAMNAKLEFIAAHAAGHAVSL
MCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGIRIARKTVAKLMKGHDIRPP
RRGRRVPRTIDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATMEIVGWSMSARLKSSLAVDA
MRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSLKNELVHRTRFRSRRDAKAA
LFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ67772.1 type I restriction-modification system, R subunit [Rhodovulum sulfidophilum]DSM2351
MADFLTAILTFRMINEDLVELAALAILQDQGIPYLRADVISPDGTAPERASYGEVLLMGRAEDAVARLNPQIPEDARRDA
LRQITGAASQSLSEENRRIHALLVNGVDVEFKADDGTIRGDKVWLVDFNDPLANDWLVTNQFTVIEGKQKRRPDLVMFLN
GLPVAVIELKNAASEAATIEDAFAQLQTYKQQIPSLFRTNAVLVSSDGLLARIGSLTANEERFMPWRSVTGAAEDFTPEG
PQEMETLLKGVFDKGRFLELLRDFTLFGDTGDGPFKIIAGYHQFFGAQKALANAIEASKPEGDRRIGVIWHTQGSGKSLL
MAFFAGLLVRSPELQNPTLIVLTDRNDLDDQLFQTFATTKDLIRQTPEHAESRDELRELLERQSGGVIFTTMQKFAPEKG
EERFPILTDRRNVIVIADEAHRSQYGLNAKVTLPPDPGLGVIVLPERGIPHEQTTPPSFHRRVQGAGRRAAFRAGRHADQ
RRARARRDAVADQGMAARTRRRRLG
>BAQ67773.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MSQREAVRHFNISRDSVRKMMAFSVPRGYRRTAPVKRPKLDAFTGIIDGWLEGDREVHRKQRHTAKRVFERLREEHGFTG
GYTIVKDYMRQRERRSREMFVLLAHPPGHAQADFGEAVVVIGGVEQKAHFFVLDLPRSDACYVRAYPAATAEAWVDCHVQ
AFAFFGKVPASVLYDNDRCLVAKILPDGTRQRATLFSGFLSHYLFRDRYGRPGKGNDKGNVEGLVGYSRRNFMVPVPRFA
SWDAFNAYLEEQCRRRQADVLRGQSKTIGERLVRDLAAMADLPAAAFDACDQATGRVSSQALVRYKTNDYSVPVAYGHRD
IWIRGYVDAVVIGCGGEVIARHPRCYDREDMVFDPVHYLPLIERKINALDQAAPLAEWDLPPEFATLRRLMEARMHKAGR
REYVQVLRLLETFGIDDLHAAVKKALQLGAVGFDAVKHLVLCQVERRPPRLDLDVYPYLPRASVGTTSAASYMSLLSGDA
A
>BAQ67774.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MTVAPKILLADHLKTLKLPTFLREYEKLARQCAAEGLDHVQFLTRLVELELIDRERRMVERRIKAAKFPATKSLDSFDFK
AIPKLNKMQVLELARCEWIDRRENVIALGPSGTGKTHVALGLGLAACQKGLPVSFTTAAALVNELMEARDERRLLRVQKQ
MATVKLLIIDELGFVPLSKTGAELLFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSY
RLGQSRARKAVAAT
>BAQ67775.1 ATPase family associated with various cellular activities [Rhodovulum sulfidophilum]DSM2351
MLSKRLGGLQIRVHRFDSGTRLHLTSITYVTPFSVAALPFTGAFTVNGGVKTGHVAAQNPARFGVLGAMARALTE
>BAQ67776.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDLYWLTNEQMAKLAPFFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPEAYGPQKTLYSRWKRWGEKGIFARMMAGL
AAEHGEQKTLMIDACDPTLDVCPGTRCGSRGRLRRAVSDSGWPSTFAHRSRYVPPLLKRICVCFQSVSADCKSVYTGSIP
VLASI
>BAQ67777.1 probable potassium transport system protein kup [Rhodovulum sulfidophilum]DSM2351
MRRALIHPFALEAPYARTIFNAISATFNAIIATLNAISATFNAIGESVFYNSTRRRAYYYA
>BAQ67778.1 isxal1 transposase orf b protein [Rhodovulum sulfidophilum]DSM2351
MTAFIDELREEFGVEPICRVLPIAPSTYHARKAAARDPSRASARTRRDADLKDKIRKIWSDNRKLYGARKVWHALKRDGV
DVARCTVERLMREMGLQGVVRGKKVITTNPDTSRPCPDDKVNREFRAERPNQLWVSDFTYVPTWSGTVYVAFVIDVFARR
IVGWRVSTSMTTQFVLDALEQAIWQRKPLGNKSLIHHSDRGSQYLSIKYTERLADADVDPSVGSVGDSYDNALAESVIGL
FKTEVIKQLGPWKTMQGVEWETMQWVDWYNTARLLGSIGYIPPAEAERRYLDRMLPMAKVA
>BAQ67779.1 transposase subfamily [Rhodovulum sulfidophilum]DSM2351
MDSKKNTTSPYPAEFRERAVQMVLDHLDSYASLTAAVRDIAAKLGCSPDSLRVWYKQARRDAGKEAGPTSAEKARIKELE
RENRELRQANEILKKASAYFAQAELDRPFRK
>BAQ67780.1 fructose-bisphosphate aldolase, class II [Rhodovulum sulfidophilum]DSM2351
MVMSAAMLKTQIIWRESSSAVQEGLKRVRSQVMARYSRCNVGWGATVAGWGKRVAAPMRADLIGSQAK
>BAQ67781.1 putative transaminase [Rhodovulum sulfidophilum]DSM2351
MIWVFSIAADITTPNPPEGYVRAETEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>BAQ67782.1 phage integrase [Rhodovulum sulfidophilum]DSM2351
MRLRIPAGQHLINVCGSLPVIEALLSGMRAVQLPLGHTKMDRAVRYLGVEFEDALAISVAAGIKANRAASKWATLGCLIE
MLSEQTFVGAAAKARFPPILLKNSLAGPQSTSLRNMVPPFCDPAS
>BAQ67783.1 hypothetical protein NHU_00614 [Rhodovulum sulfidophilum]DSM2351
MSDIQSQTLDPTEEAKLGLGAHAAALAVVCVIALVGNTVATENTVPQGLVGLIILWVICMIGMLLTNFVPFKLPSVAWIS
AVGILVTMPWTPGSAWILDKVSHVNFLTLATPCLAYAGIAITKREIEIAKTSGWKIAVVAVLVMTGTYVGSAIVAQAFL
>BAQ67784.1 putative membrane protein [Rhodovulum sulfidophilum]DSM2351
MPIKDILLDWRLHGSVLVITVIAELIGVIVVPIGIGSILLLPLLYAFVMGLLINPNVIAGARALIRDSEVHAASPLIVIA
IMPFIAKFGTIIGPSMETIIAAGPALVLQELGNLGTIVLAFPVAVLVLRMGRESIGACFSVAREPNIAIIADKYGLKSQE
GTGVMGVYVIGTLFGTFIFAILASILATTGAFSIEALAMACGIGSGSMMAACSGALVHAVPDMEEQILALAGASNVLTYA
TGLYLCVFVALPLTEKLYDLLGRKDPSKAGA
>BAQ67785.1 betaine aldehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAKDIIDTEARVAELLKDLTGSSDVQSWVDGALVPGTGHELELTDPATGEVFARYKDAGADVVAQAAEAATRAQKEWFAK
TASERGRVMFEIGRQLRANATALSELEALSSGRPIRDTTGEPARMAEMFEYYAGWCDKISGDVIPVPSTHLNYTRHEPLG
VVSQITPWNAPLFTCCWQVAPAICAGNGVMIKPSELTPLSSIVVGILCEKAGAPKGLVNVIAGDGPGSGQAMVENPATAL
VVFVGSAEAGAKIAGAAAKRLVPSVLELGGKSANIVFGDAELDRAVVGAQAAIFASCGQSCVAGSRLLVHRSVHAQMVEK
LSAAAGHIPVGSPMDPVTQIGPVNNARQWSKIDEMVREAVSQGAEITSGGAKPAALEASGGFFFAPTVVDQVTPQMTIAN
EEVFGPVVSVLPFDTEEEAIALANATPYGLAGAVWTQDVGRAHRMAAKVRAGTFWVNSYKTINVMSPFGGFGRSGYGRSS
GREALAAYTQTKSVWVETAANPAQGFGYAPG
>BAQ67786.1 6-phosphogluconate dehydrogenase, NAD-binding [Rhodovulum sulfidophilum]DSM2351
MATETGKRAGVIGLGAMGFGMASSLARAGFDVAGYDPSPAAQDRAREAGIALKASPEDLFAAAEVIVLSLPTAAHVEGAI
TAAQGAGLLGADAGTKVIIDTSTSEAEVSRKLAAALAEEGHGFLDAPVSGGPSGAASGQLSVMLGGDEKWIGAAMPALEA
MAANILHVGPSGAGNVAKLVNNMLVASHMVTTLEALRLAEAAGVVAEDALRVINSATGRSAISEIHFPNWVLPRSFDSGF
STGLMRKDVRLARELARSVGCAMPVADLVADLWAEETSGLKDADDFMHMGDPAVDRLSRKEKM
>BAQ67787.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MDALDSRFLREFLAVAQEGSIRRAADRLNVVPSTISRKIAEAEARLGVTLFERSSKGVTVTEAGELLREHALHLQDEQTF
LLDQIGRYRAGHMQTVRIALGEGFTADLMENGLSELTRLQPDLRFAIDHAGTDELQRRVIEREADIGIAYNPLVTEATRS
LAVGRQPLCAVVPANSSLAGRQSVGLAEVLEHPVAMLDARHAIRHLVGQVAADRGLALRVHVETTSIALLIRYVSAGMGV
TFLPGFSASIQAHRGDLAVIELNEPALHRVSTHLMVRARRRLPKSVELVASFLSDRMVAFRP
>BAQ67788.1 peptidase M20D, amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MFDQEHIAEAIAWRHDLHRHPELGFEEHRTSEIIAGLLTGWGWRVHRGLAGTSVVAQMGQGAPVIGLRADIDALPIVEAT
GAAHASTIPGKMHACGHDGHTAMLLLAARQIASEGVEQGTVTLIFQPAEESEGGARVMVEQGIFTQFPVDKVFGIHNWPG
LAPGRFVAREDKMMAAFSVFDIEIHGKGGHGAMPEQSDGVIAAAGRTAAALQEIPARALSPLEPGVVSVTQIHSGSAYNV
CPDRAVLSGTCRWFGAEAGDTIEERVRRVATAEAAAQGCTVNIDYQRRYPATINTAPEAALAREVAADMGLDTLMAGPSM
ASEDFAFMLNEVPGAYLWLGAAREGENPGLHSAKFDFNDAVLPAGAEFWVRLARRATQS
>BAQ67789.1 hypothetical protein NHU_00620 [Rhodovulum sulfidophilum]DSM2351
MTSLGIDHPLVCVRNLAMARETYLSLGFLMKPPGMHPWGTSTALVIFRNQLLELVGIGDESLLGRHPAGDFLFGRHVQRW
LDEREGVPLSALNSSDAAADEVAVVARGGHCEGTIEFGRDVIRDDGTHDRTATTLKIFTRPGLPRLSMFACQQHRRDLIE
FPRWMDHPNGAHGFVSATILAAPMDQPAVKDWLATLHGPEAVTETGWGFTVATGKGHWRVLSRDAARSIIGPLPEDLAPD
GVPSVISLDVVCRALDRVLPFVDSGGFAYHEIGNALVLTEHARLGGILLTFQEAPAAP
>BAQ67790.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MSGQFLRTLLPDTRDLLADVPGLSVLLGIEAGELTDLPELMAAALTACLPESRARVWLRGLTGELLRHDAEVLDMALDDL
LVTSARDDQPGGAPRVLLFANGYHALLSYRVSRALWLAGREELALAVKGQFTRALSVEIWPQATIGRGVWFDHGLGLVIG
QTTVIEEDVSLWHGVTLGSNFVDMGEGRHPRLRRGAVVGAGAMILGPVEVGAGATVAAGAIVTRDVPPGHVVAGARGTDR
GAGRFAGFVTLAELKGRAE
>BAQ67791.1 endonuclease [Rhodovulum sulfidophilum]DSM2351
MAKKVRNRYQALIEKIFFDHYSEGATELGFSRQEIKDAARDLGIELPDNLGDVIYSFRFRTELPPRVLETQAEGMEWVIE
LAGRSQYRFSLVKINRILPRDDLARIDIPDATPELIRAYALDDEQALLAIVRYNRLIDTFLSLTTYSLQNHLRTTVKGIG
QIEIDELYIGLDKRGCHYVIPVQAKGGKDQIGIVQTTQDIRFVEQKFPGMRCRAIAAQFMEDNIVALFELTLQDGDMKVV
EERQYRLVPACDLDQSAIRDYRD
>BAQ67792.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MKHEQRTKSEQNMRPIGIDLFAGAGGMSLGFEQAGFDVAAAVEIDPVHCAVHKYNFPDTAIIPRSVEGLSGAAIRRAASI
GDRRVDCVFGGAPCQGFSLIGHRVLDDPRNRLVLDFVRIVSELEARTFVFENVKGLTVGKHKAFLQEFVAAFDAAGYEVR
IPWKVLNAGHFETPQSRERLILFGCRKGERLPDYPRTRTNLSGRSRVIDGLPFGPTCADALGDLPDADRFQTLTASDSVR
TTAFGEPTPYAAELRCLTNAAWHFGYVRKWDTSSLTSSARTAHTDISRRRFAETEPGDVERISRFFKLPETGVSNTLRAG
TDGARGAFTSPRPIHYRFDRCVTVREMARLHGFPDWFRFHVTKWHGARQIGNSVPPPLARAIAGQVVEALGIDPQRPEEA
ICLGDPSLLSFDLTAAAAHFGVEAPQSRRNQKSGSRKRKQIDIERERIAGQVMYG
>BAQ67793.1 T/G mismatch-specific endonuclease [Rhodovulum sulfidophilum]DSM2351
MDTRLPEQRRRIMQAVKSKDTGPELCVRRLLHGMGYRFRLHRKDLPGTPDIVLPRHLKAIFVHGCFWHAHGCSKGRPPKS
NLDYWLPKLEQNVYLDRTNMEQLDALGWKALVVWQCETKNLEALSAKLRSFVDGC
>BAQ67794.1 hypothetical protein NHU_00625 [Rhodovulum sulfidophilum]DSM2351
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENIQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVGRR
>BAQ67795.1 protein kinase [Rhodovulum sulfidophilum]DSM2351
MRHGTRQLFGERARHGAKHPKPGRVLRRHVAGFYSAVDTRQLCHEGLDGIPADVPFRWSGA
>BAQ67796.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MTVAPKILLADHLKTLKLPTFLREYEKLARQCAAEGLDHVQFLTRLVELELIDRERRMVERRIKAAKFPATKSLDSFDFK
AIPKLNKMQVLELARCEWIDRRENVIALGPSGTGKTHVALGLGLAACQKGLPVSFTTAAALVNELMEARDERRLLRVQKQ
MATVKLLIIDELGFVPLSKTGAELLFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSY
RLGQSRARKAVAAT
>BAQ67797.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MSQREAARHFNISRDSVAKMMAFSVPPGYRRTAPVKRPKLDAFTGIIDGWLEGDREVHRKQRHTAKRVFERLREEHGFTG
GYTIVKDYMRQRERRSREMFVPLAHPPGHAQADFGEAVVVIGGVEQKAHFFVLDLPRSDACYVRAYPAATAEAWVDCHVQ
AFAFFGKVPASVLYDNDRCLVAKILPDGTRQRATLFSGFLSHYLFRDRYGRPGKGNDKGNVEGLVGYSRRNFMVPVPRFA
SWDAFNAYLEEQCRRRQADVLRGQSKTIGERLVRDLAAMADLPAAAFDACDQATGRVSSQALVRYKTNDYSVPVAYGHRD
IWIRGYVDAVVIGCGGEVIARHPRCYDREDMVFDPVHYLPLIERKINALDQAAPLAEWDLPPEFATLRRLMEARMHKAGR
REYVQVLRLLETFGIDDLHAAVKKALQLGAVGFDAVKHLVLCQVERRPPRLDLDVYPYLPRASVGTTSAASYMSLLSGDA
A
>BAQ67798.1 plasmid-related protein [Rhodovulum sulfidophilum]DSM2351
MLPDASGLEASTTIEAVTARLADVVGIGANRHDPPSGQTRDPLVAKLSHALAFAFQPQDVIARKEVLFDGAEDNFVRQAI
KDTLPYFLGSVADDDVAKKRTLANRKRNLRAAERRLAQAETMADGGTGPAKTLLAEARNVGLVDGAVSPEAFEDVVGLLQ
SASRGDPSEQLLDYETQPDQAELDRLNEQRAQLRRVLQRQEDELGQMRALRAGSSGYSREAEEQEARLSSLGLFKGSGDA
HCPLCEQPTPVGAVPTIDQLRAEMERTAQQLQRVSLRTPGLDQVIADQEASIAETRQRLREIRQALDALAKSDERLGELR
DAASCRAHVQGRISMFLDTLPLASDTSDLRAEIKRLSAEIDRLEAELSEDSIAERTDSILSVIGGRLTKWAERLQLEWSG
NPHRLDMRKLQVVADVDGRLIPMNRMGSGENHLGCHIIAHLALHEWFVRHGRPVPNFLVLDQPSQVYFPEDQAGDRSIDD
LQDTDRSAVIRLFELLEDVAADLKPGLQIIVTEHADVDRDWYQDAIVERWRGGAALIPQEWIDGPGDPEAPKTRLE
>BAQ67799.1 HNH nuclease [Rhodovulum sulfidophilum]DSM2351
MPVRTDANDVSEAGGDRLNGRARLQAACVREHDFLADEVESSVRGGPIWLRRPSRYKVLLGAGNDAQPVPGDGSSNNPLR
NTALAASEAIVDYWD
>BAQ67800.1 hypothetical protein NHU_00631 [Rhodovulum sulfidophilum]DSM2351
MAGITDLDRELRREIWSAARQQHREALLSRLEGWWYGRVVNQLRSSPVEPILSEELQLKLDDLRDQFHQDALPIDEEIFD
VGVDLSPYAESHFVQQLELSGVNKRRILRAVQDFYRAFAQRSRWIREDLLELGELGRYERRLTEEWEIVFEQIADEVGAD
AAEETSRQAAQRLCKWVEDADIPIRPRISERSLTRGSLHMLADEMRVGWHPHFRERLRHLLMTEAAS
>BAQ67801.1 hypothetical protein NHU_00632 [Rhodovulum sulfidophilum]DSM2351
MPLNETDRENVLRYCDRDVPPPDFVEAYFDFVKDGDLRSALVREYLSARYIYKLQEALNVSGNKLAAHAKFQIVQFAAIY
EALIVHILWTYFEDSSEVREIEYHKTLRKVAAFPKNLAVKTQEGLEVHLSIEAEIKNTRHAIKFDDKVDAAVKIGFVDPS
LGEEIKEFFKTRNGVHIENAVKNEIEYEISQAQNAYWRIKPFTTGIRDFLNTGKLSDAARPRPNQVEDDA
>BAQ67802.1 hypothetical protein NHU_00633 [Rhodovulum sulfidophilum]DSM2351
MTDRNSDSNGSDQDVNRSFYKNIRAVWSTFWLGIITFASVSAFFINALTSEKLNEDLVPFLAVGLKASLTLSVSMLMVAV
AAAALVIAVSCFSRPANSLDNVAGYTAGFVAFCAAIFAILIGFGAAQSALKLLNVLDVLEQGPPSNEGAELGGDTG
>BAQ67803.1 putative secreted protein [Rhodovulum sulfidophilum]DSM2351
MRREVVPDNQTRDYPWGHGAASWPAAKRARFARDPVNLLPFSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYG
IVHSTAEERELVALTGRLCGA
>BAQ67804.1 transposase subfamily [Rhodovulum sulfidophilum]DSM2351
MDSKKNTTSPYPAEFRERAVQMVLDHLDSYASLTAAVRDIAAKLGCSPDSLRVWYKQARRDAGKEAGPTSAEKARIKELE
RENRELRQANEILKKASAYFAQAELDRPFRK
>BAQ67805.1 isxal1 transposase orf b protein [Rhodovulum sulfidophilum]DSM2351
MTAFIDELREEFGVEPICRVLPIAPSTYHARKAAARDPSRASARTRRDADLKDKIRKIWSDNRKLYGARKVWHALKRDGV
DVARCTVERLMREMGLQGVVRGKKVITTNPDTSRPCPDDKVNREFRAERPNQLWVSDFTYVPTWSGTVYVAFVIDVFARR
IVGWRVSTSMTTQFVLDALEQAIWQRKPLGNKSLIHHSDRGSQYLSIKYTERLADADVDPSVGSVGDSYDNALAESVIGL
FKTEVIKQLGPWKTMQGVEWETMQWVDWYNTARLLGSIGYIPPAEAERRYLDRMLPMAKVA
>BAQ67806.1 hypothetical protein NHU_00637 [Rhodovulum sulfidophilum]DSM2351
MTARLPRGVREKLEEEAKARGVTVSTWVGSMLQARYRRAPQPLPSDRALIQRAFRNLRGVAVNINQIAYALNRGVLTGAG
AELTADELRGFSAEIAAARRDLGALASGKYAVQVLQTEGDDE
>BAQ67807.1 UDP-glucose-4-epimerase [Rhodovulum sulfidophilum]DSM2351
MLWVDTATRALKMRNIANNGWITLGSFASGSFVPAGVNQLTEAQASDPTGTEFGAISGAQIAAAVDARNGAVGAPVNEAA
WHPYDMVRVGDGADGLF
>BAQ67808.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MNIAPVRDPGARSLQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSLKNELVHRTRF
RSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ67809.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MNATLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGI
RIARKTVAKLMKGHDIRPPRRGRRVPRTTDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATM
EIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSL
KNELVHRTRFRSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ67810.1 IS66 family element, Orf1 protein [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAKQ
>BAQ67811.1 hypothetical protein NHU_00642 [Rhodovulum sulfidophilum]DSM2351
MGLNQQDFAETVGTSFRSYRAYENGQRELPTAIVLRLNELMNVSPHWLLLGEKEPTNDRSLQIIEKVLKASLDALDQSET
GRDNAEKAKKLRLIIKLSLSQGECISQEDIAELLN
>BAQ67812.1 phage integrase family protein [Rhodovulum sulfidophilum]DSM2351
MQAKTSWSALMKDYRISDRWTSLKPRTRQDYEKVLTYLEEKIGERDVKLLSRQDVIKAQRANAHRVRFANYIPQMLVILC
EHAIDLGWLSQNPAKGVRHLPTPDDKKRAHLPWTDKAVETFREKATSIERLIFEIGVGTVQRPGDCVDFTWSDFDGETLA
VRQNKTGYALQLPCTAELKAVLLDAQARFEGGAAEGPILRTQAGGKMSYRYMAQIMLNARRRMQLEQFDLHALRYRGIKE
LAWAGCSDDEIKSFSGHATDAMVRKYAGEARQIMRARQAAEKRNDTGNERGSDKKPDTRSDTPKKRNRLCH
>BAQ67813.1 putative transaminase [Rhodovulum sulfidophilum]DSM2351
MIWVFSIAADITTPNPPEGYVRADTEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>BAQ67814.1 hypothetical protein NHU_00645 [Rhodovulum sulfidophilum]DSM2351
MSEAEETERATLEKMSKIWVGQGFKVFIQPSGKLLPGFLQRYRPDALLIKDDDKVLVEVVRKGQRNAEERVRRLKELMVN
QNEWRLEVVYSGENVVSVRRVAANKILESLRSAEDLLTKEPRASLLLFWASLEATVRNLFPNQTSRPQSPGRIIELLAGS
GEITPSEAQSLRDLMMLRNRVIHGELNAVVKPSEVKPMLQLVRQLLKSMLE
>BAQ67815.1 hypothetical protein NHU_00646 [Rhodovulum sulfidophilum]DSM2351
MWPEFPIEFLAVGTPVSLQSSNRRARDEWKALVLAAAEAEVGGDSWAFDTQRLSVTMFYFPQAEMQGDVDNIAKLTIDAL
VPRIYLDDSLVDRVLVQRFYPEHSATFDSPTEKLLEALGSNEPVLFVKIDEVQLEEVNT
>BAQ67816.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]DSM2351
MIRFRIGLGGPKGGYRQRAPKWGRQAFKRRAAPPQVSSEPETDQSAPDRFRTRSDAISVSTGPEPPFVHCAERVRFELQM
TNSFIKRGPPKVIIFDNRMSTTPSKPDSAFECRQSTRKSAILYGPQANDPLTLILFYPIGTHHMENKSPDVAGISN
>BAQ67817.1 hypothetical protein NHU_00648 [Rhodovulum sulfidophilum]DSM2351
MPSYEMLITRLDRAAFEEALSMQSGYVLDFSDRTFGDFFCTEVGVDPDAPPGSQLFSAYGTSKAKRLRSFIARAQPHLVA
RALRALWEYRENNILGSSGPHEDRLREVYFKIVGKFEGEEQIIDSTGIEAFEANETLQELVAAIRRDLDAGRPNTGLDRL
HTYCMKRFASLIVKHGGEPCGENDALHARVGKYAKALKKSRNLTAMSERIIKSSISTFEAMNDIRNNNSFAHDKEALVPT
DEAKFIYDSVTALLRFIKTMDAQKFED
>BAQ67818.1 glutamate synthase [Rhodovulum sulfidophilum]DSM2351
MKRIVTAGVFYCVASMAEAEVPTEVIDECNEVHAASYNNMPECLKEGVVAHEMLETALSDDFYGPGAQRVIDGCRERNDT
YEKVWICFENAAEQAVETRRMIGGENIKDACFASISDPSIYDRIVEENKKARRKHIREEYFYGGQMYFPFKGCPQEDQTA
EEPTNSGNDGKDDGLSAQACSAYRDFEQVLSSNSTADLETAFSAAESLPEDERFNGILALGVSQSSIEFLKAGDEKEAMG
TAFILAALMNKHHPDMLKRFMESGEMNSNPNLDALGDQMILGLLSMALVGYEEQCAE
>BAQ67819.1 SMC domain protein [Rhodovulum sulfidophilum]DSM2351
MIKIASAHIEEFRGIRKLDIELDGKTFAVSGPNGSGKSGVIDAIEFGLTGQIGRLTGRGTKGLSIGDHAPHVDRTNFPDA
AFVELDLIFPTLGKSAKLTRTVSTPKKPKIEPNDPDIVEILEEVASHPEITLARREILKFILVEPTERSKEIQAILKIEE
LGQTRSVLNAAFGKLSRVATAAEKDTKNKRDTLLQHLGLSSLSASDVKGAVDPKRQLLGLPVLDEITAETKLDQGLAEPS
SEQPLNKAAALIELTKLKEAVDGLPTLESPAAVGLLSHIDKLENDPQLLIALQQRALVSQGLQLVDGPECPMCDHEWPDE
AHLLAHLHAKQEKSKAAGEVQQSVMDDASALSSEVGNLKALLLEVHRIAKAEKAADFLAQIEYWGKDLAFLQEKLKQFSD
VLAQKDRLETGWPALPPEFKIALSEFTEEIRAKPDQTATVQAQSFLINADQRFRDYREARKIEAKARKARDASKVAYEAW
CSAMETELDALYEAVQDDFSKFYRVLNDGDEQKFVARLKATEGRLDFEVNFYERGLFPPGAFHSEGHQDGMGVCLYLALM
KRLLGDGFTLALLDDVVMSVDADHRYQFCKLLMSEFPNTQFVIATHDKVWAEQMRSAKLVSRKTSIAFDSWTVDTGPMVE
CNPDVWADIDAELAKGKVEVAAPILRRHMEFVSRLLADQLAAPTIFRADNSYDMGILLPSAMSRLKDLLGEAADAAQSWG
NKTQKADVLARKQKLKEANTHKGEEDWAINRAIHFNEWANFGAKDFLPVVKAFRELLDCAKCPECHAWLYVTPRFGPAEA
LRCPCSSTNLNLKRKSGQK
>BAQ67820.1 hypothetical protein NHU_00651 [Rhodovulum sulfidophilum]DSM2351
MASLQAAVVAKFIETLEADETFDSAKIEKLKDCLLDEKKTKADELVDIFSLPDGGEVL
>BAQ67821.1 putative secreted protein [Rhodovulum sulfidophilum]DSM2351
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPDFRCQYVL
RFRRIAASYGLVQSPAEERELVALTGRLCGA
>BAQ67822.1 D12 class N6 adenine-specific DNA methyltransferase [Rhodovulum sulfidophilum]DSM2351
MNEMRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHY
PQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGISPNNGPLFSLAKIGPLLDAAHTRLD
GVVFENLPWQDVLARYDGPQALFYLDPPYCGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIE
EVRLTYSVSKNGATAARELIIANREVRVGLV
>BAQ67823.1 hypothetical protein NHU_00654 [Rhodovulum sulfidophilum]DSM2351
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWLAPSPGEIGRRIGEAVTRRRA
>BAQ67824.1 lysozyme [Rhodovulum sulfidophilum]DSM2351
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECRVMFAERLTEFEAGLDRLIADP
LEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGEGVRGLLIRRNKARQLCHEGLDGIPA
DVPFRWDGA
>BAQ67825.1 hypothetical protein NHU_00656 [Rhodovulum sulfidophilum]DSM2351
MHLVPQWRALIRRAWSIRLILLAGLLSGLEAALSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>BAQ67826.1 hypothetical protein NHU_00657 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ67827.1 hypothetical protein NHU_00658 [Rhodovulum sulfidophilum]DSM2351
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMIWVDTATRALKMRNIANNGWITLGSLAGEAFTPAG
VLQLTLAQATDPTGTAFGALSGQILKAVVEAFAPPQIRPRVYSYHLLDTSGPTGVMDLTDASCAVIRFAMNPVGLRSGEG
LQIRLSTDGGASWSAWTELVFYPSRGGPATIQGQVYISFDDIEAAWRRTMMASYGNSTSTWGHEASSVSGSIDLVGRPTC
MQIRLGRNRNRSFAAGTVEIFSGPTDSFVIGRDVS
>BAQ67828.1 putative prophage-associated protein [Rhodovulum sulfidophilum]DSM2351
MAYRLILPALLILLASLALILSATPAAAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDE
ITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDVAAGSG
DPDHWGQVGSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVL
DPREWTSSALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETATPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATR
GEILEASRMERGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGSDLVFRAFSGEASGPKLARATLPVSAVAGRRGT
IYVEIDRTTGTVALWFKGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGATEDRYAFNG
VLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHV
VTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGW
TAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKT
RVRLAATTDNPFVDAWQFAWRPVSAAEPTLRALTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPP
GAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPHDA
MGTPGPVSGIAVRAASIIPTTTVATLAEAPDFAGTATGCSAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELL
ISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPAADPGAARWGPWQSFDAADFSGRAFRFRAVLGVE
SPDYTIGITGLTVTALQAA
>BAQ67829.1 hypothetical protein NHU_00660 [Rhodovulum sulfidophilum]DSM2351
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGTMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>BAQ67830.1 hypothetical protein NHU_00661 [Rhodovulum sulfidophilum]DSM2351
MLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEEFQRRRVT
VFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDQGFGLVQAIQNR
EDTWGRS
>BAQ67831.1 hypothetical protein NHU_00662 [Rhodovulum sulfidophilum]DSM2351
MAFPPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGMISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRVPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>BAQ67832.1 anaerobic dimethyl sulfoxide reductase chain C [Rhodovulum sulfidophilum]DSM2351
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGTGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKGSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLKDARAEMDNTGT
SSQGLKAALKDLNDALSGDGKGGKGSGVDEVESGLTGLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLD
RAMSPLSDALGSMFDGLFSGLFGGGASGGGGTVKPIGDLIGKVMEGGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESV
IDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>BAQ67833.1 hypothetical protein NHU_00664 [Rhodovulum sulfidophilum]DSM2351
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRARARDLRRVVLELMRASRPSTTEADAG
DFITETGLGALPDLLGRVIAASRMVASDEAPSPEDPARPPETGAA
>BAQ67834.1 major tail protein V [Rhodovulum sulfidophilum]DSM2351
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTALGDKMTGTVTIKVAGSTEISGMGG
>BAQ67835.1 hypothetical protein NHU_00666 [Rhodovulum sulfidophilum]DSM2351
MFASKAIRHAIADLLEAAEISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITMDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>BAQ67836.1 hypothetical protein NHU_00667 [Rhodovulum sulfidophilum]DSM2351
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>BAQ67837.1 hypothetical protein NHU_00668 [Rhodovulum sulfidophilum]DSM2351
MQNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKSGAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>BAQ67838.1 peptidase U35 phage prohead HK97 [Rhodovulum sulfidophilum]DSM2351
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIV
SGLAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAAELRKEADELDKLARVYASVYASRSGRAVEDVMALMNAETF
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAALSMADPAAALSMADPAATEESN
MPETPEDTTIQPPVAPSPAPTTTMQAPDAEAMVARAVQAERERARSIRSMAEPFMRAGQLSQAQIEAVIDEGVSQAAAGN
RLMAVMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFRGMRLSGLAMHLAGPGNHFDRTRAVAQGFR
STRMMGGTHGVSDFAYITTEVMNRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAVRFGGDFQLKTVQENGEYQEARLED
LAEGLKVERRGRTITLSFEAVINDDMGAFLRIPREFAMAARVMESSMVWGLIRTNAKTKSDGKALFHADHRNLAAAAGPI
SVETIGAARKAMWEQTAFGSKDAEDFLQVVADRLIVPPALETVALQFTTATTPVKDAETNPYKGTLTPSVVPNLGAAAGG
SDAAWYLISSDLPPVSVAWLDGYESPTVQTIEGMNPDKVTMNARHIFGVAATEHRGAYRNPGK
>BAQ67839.1 hypothetical protein NHU_00670 [Rhodovulum sulfidophilum]DSM2351
MGWLDRAILSLAPQAGLARIQARARAQVVMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHLFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPSPANVPNGPAIPDAPDTTK
EEDIAHGGV
>BAQ67840.1 hypothetical protein NHU_00671 [Rhodovulum sulfidophilum]DSM2351
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>BAQ67841.1 putative phage terminase large subunit [Rhodovulum sulfidophilum]DSM2351
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PVAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALAKAPAERPGTTDMTDAAPEAPAPRPGQPAPRRINFLKR
>BAQ67842.1 hypothetical protein NHU_00673 [Rhodovulum sulfidophilum]DSM2351
MTDLADLRRLHPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAGARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGTLEQAIGRGAAEPVALRRGDQGEMGL
>BAQ67843.1 hypothetical protein NHU_00674 [Rhodovulum sulfidophilum]DSM2351
MKLTAGVSPSDLRKLVSRLREVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYSARFDMEGHGRIVAAREMPDRMRAAIRKAFSTAR
>BAQ67844.1 Pentapeptide repeat-containing protein [Rhodovulum sulfidophilum]DSM2351
MRKRDAYRARKSVLKNKTRPVRSEAGTSVGRIDALTRNARNTWFALLGLLVFVGITLMGVEHIDFYGIDRATKLPLVNVD
VPTRYFFVTAPILTAAFYIYFHLHLIRLWDALGAADNRIGGQPLGDAVMPWLVTDAVLYLRNKWRADNCAAPRALDVPAT
FLNLVLTWGFGLIVLYSLWQMSLAARTFWITAVACSAFLAAGGAGVSSLKCLLEKMNPEENAQNRRMSAQAIIISIGVVL
SAFFTSYLCTEGPMGLRTPRVRLLAPIYMPDLAIVEKPTGWLPRDIAKADFFSDWCKRGGTDCTRKELSEEQLTLFEREF
RRRREAAIAELRKPQWHQPGHQKPDFRGAQLAGTFLAGVDLRLAHMEGVGLKGAQMEGADLSEAQMDWADLSGARMEGAH
LRGVKMDWALLSGAQMRGADLSGAQMNDAYLGEAQMPGAILIGAHIENAYLGEAHMEKANLRGAKMKGADLHDAHMGGAD
LSIAHMEKANLRRAQMKGADLSEAQMDGADLSKAQMEGADLFEVQMKGAILFEAQMKGVFLIGAQMEGADLRGAQMEGVD
LRWAQMAGVDLSGARMAGVDLRGVQMAGANLTMSFLESGQFEPSEFPSMNLQGVTNYGGALRSVDLRDATFDETTDFRNA
FLDGTVQTSDSFREQMGNPCQWHADVLSDEEFFGRWLGWLEASENGSVGWQQFLPIAWRNVAAIAPPDGCVWQTESISNA
PR
>BAQ67845.1 hypothetical protein NHU_00676 [Rhodovulum sulfidophilum]DSM2351
MEWAFGTECARLDHDEIEAVGSTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNVLPWYAATRVADLA
RAGRCPDWMPDARPRLRPAEWQQNQHRAYGRACDSTELPDGWQPIPRRNRKGVIVHDRARYTPCVWEPSPARIAAARRAY
LDWWGYLQDVQAALGATNLAQICVSGDMPPMTPWR
>BAQ67846.1 hypothetical protein NHU_00677 [Rhodovulum sulfidophilum]DSM2351
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHTVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLASAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>BAQ67847.1 hypothetical protein NHU_00678 [Rhodovulum sulfidophilum]DSM2351
MMAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLL
AKALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRI
GAGQLLRAPQFLDRFDDWLAERYPETQRREGFIRQALDEFSAEAAQ
>BAQ67848.1 hypothetical protein NHU_00679 [Rhodovulum sulfidophilum]DSM2351
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQART
RKSLPNGPARPEPMEELHHG
>BAQ67849.1 hypothetical protein NHU_00680 [Rhodovulum sulfidophilum]DSM2351
MSVGAEMLKDPGAAELVVDPLTVRAAQHIVESRKASVSNLQAVLRIGFSRAAGLMEALEAEGIVTAADNVGRREVAVDVL
PPSLAVLADGPTVSLTGPNGAMTGPIPLDTFTAPPRPPMKETAQDEAVREKTYRVVADELRGFIERFETLAEEKAQIGDQ
QKAVMAEAKARGYDTKALRRLIALRKRHAEDIAEEEAVLQLYREALGM
>BAQ67850.1 hypothetical protein NHU_00681 [Rhodovulum sulfidophilum]DSM2351
MGLMEMLALLLGIQVSLGLIFLGVLIWGMRHMAETRRRLDAKAADFDKQHARFLRTMHRIR
>BAQ67851.1 hypothetical protein NHU_00682 [Rhodovulum sulfidophilum]DSM2351
MLTATPRAHSAHRTLSASGPSISNPNPFARINHTGAVMQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEA
LNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGAETVFELFDPEQTA
>BAQ67852.1 hypothetical protein NHU_00683 [Rhodovulum sulfidophilum]DSM2351
MNALASYLQTQSMTQTQFAEVIGVKQPLVSKLVRGVSQPSPDLAARIARETHDRVPFYSWPAYAPFKPEGDETNRCTKEA
RC
>BAQ67853.1 flagellar hook protein FlgE [Rhodovulum sulfidophilum]DSM2351
MESSIVGFDGGYFIPMRYIPVKNKLFLSGIASQSDVRLNISDPAARGFRRGRSLEVSVADSAKEFEDLLAQMDGLTLSAF
IDLTAPEMPEESAPNLASPAGAPSEDSEMPLIERLPRQSDHQKRDR
>BAQ67854.1 hypothetical protein NHU_00685 [Rhodovulum sulfidophilum]DSM2351
MKTILTTAVLALLAAPALAATDTTEDQTTAVSPASAPNCFAPIQGTNALQRSNAPGCVYYTAPTGNDRDPAASGDGEGSG
EGEGEGGESSDP
>BAQ67855.1 hypothetical protein NHU_00686 [Rhodovulum sulfidophilum]DSM2351
MPEQIDSTSDGRTTNNAVRHKYRALTDAEKSQMQDIKDMGAVFIAKLHEIGGTDPEGDRFGSRDLSLANTHAEDAVMRAC
RHITA
>BAQ67856.1 calcium-translocating P-type ATPase [Rhodovulum sulfidophilum]DSM2351
MPRIPKIPDLPATYGFGTWRYALLGLFIGLAFIGSAWGGFTLARIAEASL
>BAQ67857.1 tRNA pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>BAQ67858.1 hypothetical protein NHU_00689 [Rhodovulum sulfidophilum]DSM2351
MSIMDSIVPPHDALAAFVAEWRGAAPDVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAARNWMEAAA
RLCPFD
>BAQ67859.1 plasmid partitioning protein ParB [Rhodovulum sulfidophilum]DSM2351
MADEATAPDIARDAEPDWILKFSIKGGDTVEWVAAKSTVFGALEELNKRECETGPVGWFFLPLGAINMSEVRYVSIHPRP
LETKPDPKPARRARFTWA
>BAQ67860.1 hypothetical protein NHU_00691 [Rhodovulum sulfidophilum]DSM2351
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>BAQ67861.1 hypothetical protein NHU_00692 [Rhodovulum sulfidophilum]DSM2351
MAEILTRSFGRFNAEVTPAEARLIVRDDCQEVIRLFGRDLIRSSLLGGSWKPDIERALCWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAEWLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICWASAAFPKPVEDPADKAFREAVAE
LVDCAMKEGKPDA
>BAQ67862.1 hypothetical protein NHU_00693 [Rhodovulum sulfidophilum]DSM2351
MNKHLRTDDRVRRLVSAVEACGKTVQRVIVRGREVELILLRDQDEIDEFEAMDLRR
>BAQ67863.1 phage integrase family protein [Rhodovulum sulfidophilum]DSM2351
MKRDLPKHVYRKGAAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLEAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>BAQ67864.1 transposase [Rhodovulum sulfidophilum]DSM2351
MAPGQRTPDSENAIAAGWTAPEIWAAANTARKEMDRHRTVGHFKARSHADGSKPVNRTLPTFGDTSHISIAPQSAITRRQ
IIGDPARHDGAHLREGAGSQDLNGTQGLGRSRLARSRKCGLPPRPYTGAVIGGVRLAGRGGDGTRGPSSTTTSGRIPEST
LLVSPQSAQVRACPKRES
>BAQ67865.1 transcriptional regulator, MarR family [Rhodovulum sulfidophilum]DSM2351
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGGDIEARFTDEERALLKSFLRRLATETA
>BAQ67866.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]DSM2351
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPARPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRAGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>BAQ67867.1 CDP-alcohol phosphatidyltransferase [Rhodovulum sulfidophilum]DSM2351
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGAE
>BAQ67868.1 hypothetical protein NHU_00700 [Rhodovulum sulfidophilum]DSM2351
MEGQDGATERAQDRDDGSPEGLAMTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>BAQ67869.1 PHB de-polymerase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPDWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>BAQ67870.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]DSM2351
MDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTEGQYLSADEA
ALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVSALVLVSIIL
LVSTWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGDETWRFAKGA
PQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGDGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRRLYAARLQG
>BAQ67871.1 malate synthase G [Rhodovulum sulfidophilum]DSM2351
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPA
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
APDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGHRQPSGYTEPVLHARRLERKAE
LAAEG
>BAQ67872.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ67873.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ67874.1 class V aminotransferase [Rhodovulum sulfidophilum]DSM2351
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGADFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>BAQ67875.1 hypothetical protein NHU_00707 [Rhodovulum sulfidophilum]DSM2351
MTGDIVPFQNPNRSAHLFYGQSSGRDAARLRLQRIDREDSLFVHGEDLGPGLRRAGQLRHDHGKPARPGAGRGRTGSARG
GVAGFGHPAGSAVGARHVDIVMAEPTQKLAEADR
>BAQ67876.1 hypothetical protein NHU_00708 [Rhodovulum sulfidophilum]DSM2351
MQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNRPPEQVMAELSATLVEPRHVRIALADARSGALPV
ARAESRQAHDAAPQRRRAPGWFRDLVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDAAALLWALGLGFGLTGV
LLVLLIRRALAPLDMLRHGLDALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAALARKIVEIGDAERRTIA
MELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMGAIVDQIQTANTRLLTTLRPMTASQLPLAEALGDMLDGFR
STHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILCLTVEDDGVGLPARAVE
GRGLTAMRDRVGALGGTLELGRRPGGGTRLSAILPLIRNTSPQSEPEPAG
>BAQ67877.1 hypothetical protein NHU_00709 [Rhodovulum sulfidophilum]DSM2351
MSRDDDPPADLGLLAGMPGSAIPSISDRNDPAIPSSGRPDLCPIDPGAGSGYPSHNLEDIESCSGSTFAGRSFSAWD
>BAQ67878.1 hypothetical protein NHU_00710 [Rhodovulum sulfidophilum]DSM2351
MAVAVSFPALALGERIDVPRVDCPALMRVPRLPVSRLDLPLSELGGGGLACAARRQQDGRGSGPSHDTEAMMEWPEMGGT
PSAGGTSAAGGVAGVGPRARTGCGGL
>BAQ67879.1 membrane-bound lytic murein transglycosylase B [Rhodovulum sulfidophilum]DSM2351
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRDATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDTLDLARTGRKSRQDTADWSAQGVTRPDGRPLPRAGATAILAPAGREGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRI
>BAQ67880.1 spermidine/putrescine-binding periplasmic protein [Rhodovulum sulfidophilum]DSM2351
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTRETGVKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMAIYTSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNIAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>BAQ67881.1 ABC transporter nucleotide binding/ATPase [Rhodovulum sulfidophilum]DSM2351
MTPASRGMDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSE
RPTALIFQNLALFPLMSVWENVAFGLDMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAV
LLLDEPLSALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPASAFVATFV
GEMNRLPGRIEQAGGATARIATAGGSFLAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLI
VETPAGALTVQRVNAGAGSLPEGPLRLGFSEAAGVILPEGETADDAA
>BAQ67882.1 probable spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADSSGRLA
AIDAERAALSARIAALEEQESTPARTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKNWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDVAK
>BAQ67883.1 binding-protein-dependent transport systems inner membrane component [Rhodovulum sulfidophilum]DSM2351
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRLITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATVAFALAWGALKERERRAAARL
>BAQ67884.1 hypothetical protein NHU_00716 [Rhodovulum sulfidophilum]DSM2351
MKPVASREAIDGVQQMHRALHMALDALENRDEPERAAEILRQIDVAMVDWIEAARFMR
>BAQ67885.1 ATP-dependent dsDNA exonuclease [Rhodovulum sulfidophilum]DSM2351
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPGIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVARGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>BAQ67886.1 exonuclease protein [Rhodovulum sulfidophilum]DSM2351
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGARRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKAEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAEAAATREAVASRAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASGRMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVHAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVFAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGAREAFARRLGETGLSADDLAALKSAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALREVLAAAE
ARHSEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>BAQ67887.1 chemotaxis cheW protein [Rhodovulum sulfidophilum]DSM2351
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAQTGAPPGI
AAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGGAETPFFVGGFFHEGQLVNAVDPGALFALGGLPIAARFRRDERPR
NGSGGEGRAYLTFRSGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATFRTDDLQPPPALLGSGAGAIDSLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPARPAAAAMPARPSGIGAEPVPDTIPASAPGAPSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAV
IRIIEPPSAITPMMHPAPGVLGFFSVGGRATTLVCLSRFLGEAPPRKGQPRRILLVGPVEHRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAAHIAERFHDHNIYA
>BAQ67888.1 methyl-accepting chemotaxis transducer/sensory box protein [Rhodovulum sulfidophilum]DSM2351
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCADGSLRLSVVGEPACAAPPATEKAPAEVDSALASLRYDAEGHIQQ
VSAPMCTLLGQTPENLIGQHMRRQIDAEFGRGTAWAEAWAGLLRGERTVLDIPHRQSGPGTVWTRSHLLPLTDAEGGFAG
ALEIATDINRERRDLDRMRSRQAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFAGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAATETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGAEARFWEDLRDNGGFSGEIMWVDADGRKVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISPQVALERATAARAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPNGQ
>BAQ67889.1 malate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVNGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLT
>BAQ67890.1 hypothetical protein NHU_00722 [Rhodovulum sulfidophilum]DSM2351
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLKLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>BAQ67891.1 hypothetical protein NHU_00723 [Rhodovulum sulfidophilum]DSM2351
MRAPRPFRHPAILPVLAALMILLPQLALPQNQGQNQRQNQAIGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFA
NTRTGTWTVTGTFANGLTCLIASGEAYDPVSEPPGQAL
>BAQ67892.1 citrate lyase beta subunit [Rhodovulum sulfidophilum]DSM2351
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGGRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTLCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQVTIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>BAQ67893.1 NnrU family protein [Rhodovulum sulfidophilum]DSM2351
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>BAQ67894.1 hypothetical protein NHU_00726 [Rhodovulum sulfidophilum]DSM2351
MQAYRFLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMHCAQAVVKDVEGDYTPDLKLGEL
>BAQ67895.1 MaoC domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAPGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVVDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWALMPV
>BAQ67896.1 beta-phosphoglucomutase [Rhodovulum sulfidophilum]DSM2351
MLNRLASIGTFVGGAATMGLALLGFHAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAAR
PLDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGQAYLAFDGKDYRLGVGKFLSYESGADLCRLLLVKK
VDGGVYRLRWRCIPDHRDQL
>BAQ67897.1 succinate dehydrogenase, cytochrome b556subunit [Rhodovulum sulfidophilum]DSM2351
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>BAQ67898.1 malate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>BAQ67899.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]DSM2351
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHASGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKFGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>BAQ67900.1 hypothetical protein NHU_00732 [Rhodovulum sulfidophilum]DSM2351
MRAIRKPRGIQRAAQRLGYGKGRNLFWSWYEPRNFGDWIGPYLFLKMTGMAPQWVRPRRGVGRPFYVTVGSVLRHVTVPD
EAIVWGSGIISETDRFARPLETHAVRGPRTRKRMLDLGYECPEIYGDPAVVLPKYFCAQEAAPDHKVGIIPHYMDLSVVR
DRVAESVLLVDVTQAVEDVIRDIRRCEWTISSSLHGVIVSHAYGVPSVWVDSVTKLHGDGVKFSDYFEGVGLLGVEPSEV
DLSASERDLAVTRDLATLPDLTRQQAELLASCPYITGEMQ
>BAQ67901.1 hypothetical protein NHU_00733 [Rhodovulum sulfidophilum]DSM2351
MIVANMATYPPRRAGLAKVVAQLAPQVDRLNLVLNQYEAPLEEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVDD
DIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDFIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQVASG
VAILHAEDFPSFEFMRDSQKFVDVRLARWCFERSITPIALPKPAKWLGKVDYAETIFHGFTQTNPPDVTEEILSYAFKVK
GRGLPPKPCASQT
>BAQ67902.1 succinate dehydrogenase, iron-sulfur protein [Rhodovulum sulfidophilum]DSM2351
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>BAQ67903.1 hypothetical protein NHU_00735 [Rhodovulum sulfidophilum]DSM2351
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTAFDTPLAARAVTTAVFLLILATGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTAGPVLAPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGVLDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVTAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAALAVLGLAIALLGRPVE
>BAQ67904.1 hypothetical protein NHU_00736 [Rhodovulum sulfidophilum]DSM2351
MPTEPRPEPVDAAERRAAAPVVCYPPESLPAPPMALYDGLRAGMTRVAQLEIPARDAHAFRVPAGHVLRICCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGHRLWSGFPHLRPMSTVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
EPFHRCCHSNLIRALAAETGLAPDAAEPHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDIFAEIDLLCGLSACPWG
DCSGNSTDHARCHPLGFEIFAPAPGALDGWTPPEPAPYDRSHGL
>BAQ67905.1 purine nucleoside phosphorylase [Rhodovulum sulfidophilum]DSM2351
MSLHIGAQPGEIAETVLLPGDPLRAEWAARTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAAAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>BAQ67906.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]DSM2351
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVATEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVGLISPEQVAAE
>BAQ67907.1 crotonyl-CoA reductase [Rhodovulum sulfidophilum]DSM2351
MEAPMALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGV
NYNGIWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGY
ETPDGSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGA
NAIGVISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFP
ASTFVVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDSCMSEVFPWAEIPQAHLKM
LRNEHKPGNMAVLVQAPRTGLRTFADVLENGPSA
>BAQ67908.1 hypothetical protein NHU_00740 [Rhodovulum sulfidophilum]DSM2351
MKHEWLIDILGDLKNYARKNGLTALSEELLTCQAMAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>BAQ67909.1 autoinducer-binding transcriptional regulator LuxR [Rhodovulum sulfidophilum]DSM2351
MFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSRFHPVDW
KELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKALEFEQW
SDPAPRAALSPRELGAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSSGLIVI
>BAQ67910.1 acyl-homoserine-lactone synthase [Rhodovulum sulfidophilum]DSM2351
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGSNWIGLGLWEMQEAAWPLTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>BAQ67911.1 ATPase [Rhodovulum sulfidophilum]DSM2351
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>BAQ67912.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTGRTILVTGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAAAVEAAFDAFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPAAWAQVLGVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSACYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>BAQ67913.1 hypothetical protein NHU_00745 [Rhodovulum sulfidophilum]DSM2351
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPSAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>BAQ67914.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>BAQ67915.1 sugar ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHGLSAITFRG
NQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLVYVALTLVP
VSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGYIALAALIF
AKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKERKI
>BAQ67916.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>BAQ67917.1 sugar ABC transporter, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MAETSLSGADAAVPALELQGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRQVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQAGILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRQVLLRTDKSPARPGRIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGVRPA
TGHIRIDGKEIDLSGPRGDARARRAVGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLCLMDNASIRDRAGAQM
ARFDIRPPDPDLTAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>BAQ67918.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MQKAMAAATALTLTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAGLNP
IAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKFACG
YAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQNHLH
PGQVLTSMVKRVDLAVYEAFSAGTEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDYMSD
NTCPVN
>BAQ67919.1 ribosomal-protein-alanine acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAVALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>BAQ67920.1 putative glycoprotease family protein [Rhodovulum sulfidophilum]DSM2351
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLDMARGQAEALMPLLGEVLDEVGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRGLAYVQPLRAGKLGAAQMIDPEAPAPLTEIGAEGIAHV
TGFAARRLGTAFGTGWREAVPAEIAPAIAREAAALLSGGTVSPRPAPLYVRPADAAPPTDPPPVILP
>BAQ67921.1 NifU domain protein [Rhodovulum sulfidophilum]DSM2351
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>BAQ67922.1 hypothetical protein NHU_00754 [Rhodovulum sulfidophilum]DSM2351
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEVVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>BAQ67923.1 aminotransferase [Rhodovulum sulfidophilum]DSM2351
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGAEMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYPAGPLTAKVREIYWDWAHSAA
>BAQ67924.1 glyoxalase/bleomycin resistance protein/dioxygenase [Rhodovulum sulfidophilum]DSM2351
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELIQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>BAQ67925.1 tryptophanyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>BAQ67926.1 rhomboid family protein [Rhodovulum sulfidophilum]DSM2351
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLTGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>BAQ67927.1 integral membrane protein MviN [Rhodovulum sulfidophilum]DSM2351
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDHADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAETDARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGIVSYFGLGHLLGAFRLSEFRRAMRRQR
>BAQ67928.1 PII uridylyl-transferase [Rhodovulum sulfidophilum]DSM2351
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTAFEAELTRLTDQGIGSKALRDAVVQYLSDARQKGRTAIAAA
FADRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGARIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSVTFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLHARSRQESLERKLREAIVKGTERANK
>BAQ67929.1 branched-chain amino acid ABC transporter periplasmic component-like protein [Rhodovulum sulfidophilum]DSM2351
MFAVFRACRKRLPSVRPRVLASALGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLSRSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>BAQ67930.1 uroporphyrin-III C/tetrapyrrolemethyl transferase [Rhodovulum sulfidophilum]DSM2351
MNVSFAGAILSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVASALDLPRRRVYQAALLREKRDARPEE
AE
>BAQ67931.1 UPF0102 protein RCCS2_13389 [Rhodovulum sulfidophilum]DSM2351
MSGTVSYHAGRSAEDCVARGYERRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>BAQ67932.1 glutathione synthetase [Rhodovulum sulfidophilum]DSM2351
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKELHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRRGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERAELTSRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQEIERFDKTNIAARIWEAIEARRAD
>BAQ67933.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MRPEAFGERIASRDPDLQSAEIPIRIALMTCCNALGRAEIGRFGQGLRRKGKLASTTSSATMPSGGTIKRHVRERLGVT
>BAQ67934.1 hypothetical protein NHU_00766 [Rhodovulum sulfidophilum]DSM2351
MEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTLDGTTEAIAGAERQAYWTRIAELCRRLAG
ALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDDLPLGLLADVALNLLVTVDRWFAINASDL
AEGEEARLAERAFSLLMTPLLPPDYSGKTDT
>BAQ67935.1 hypothetical protein NHU_00767 [Rhodovulum sulfidophilum]DSM2351
MTKTRGLAVLLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGAFLGLALLATGGWLAVSQDTRPAGSSHLPLGLLVAMGVVTVAIVTFATLSAM
>BAQ67936.1 Mg chelatase family protein [Rhodovulum sulfidophilum]DSM2351
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>BAQ67937.1 glutathione S-transferase-like protein [Rhodovulum sulfidophilum]DSM2351
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPEGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRH
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGAVIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>BAQ67938.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]DSM2351
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDHVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDREQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>BAQ67939.1 uncharacterized iron-regulated protein-like protein [Rhodovulum sulfidophilum]DSM2351
MRHVARIAALAAALTATTAGAEEIGPADLPSLPTADVVVLGETHDNPEQHANQASAVRALAPKALVFEMLTQGQAAKVTP
GLRLDGVALGQALGWAESGWPDFAMYFPIFSAAPEAQIYGAALPRDEVRRAVTEGAAAVFGDVAALYGLDTPLPAAELDQ
RIDDQREAHCNALPEHLLPGMVEAQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQ
IEGAATGAPPYDYWLVTGVAERDDPCAALTGG
>BAQ67940.1 bifunctional phosphopantothenoylcysteinedecarboxylase/ phosphopantothenate synthase [Rhodovulum sulfidophilum]DSM2351
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKTVLLAPAMNVRMWTHPATRRNLATLQSDGIRFVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPVLDFSENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>BAQ67941.1 deoxyuridine 5'-triphosphatenucleotidohydrolase [Rhodovulum sulfidophilum]DSM2351
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGLTLAPMERRIVPSGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFELVEELDETLRGAGGFGSTGRG
>BAQ67942.1 molybdenum cofactor synthesis protein 3 [Rhodovulum sulfidophilum]DSM2351
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAA
>BAQ67943.1 ferrous-iron efflux pump FieF [Rhodovulum sulfidophilum]DSM2351
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHAIGARLKREILDEFPGADVIIHFDPVR
>BAQ67944.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]DSM2351
MAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDR
DGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDE
IRE
>BAQ67945.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSRDALVNAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>BAQ67946.1 hypothetical protein NHU_00778 [Rhodovulum sulfidophilum]DSM2351
MAMDDAADRRATAIFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLAL
SLLKNLLLWLTALLAFLGLRIWLPASGAALAAISLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKRGSRIGWVI
LGIAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAEPV
RQMLPAGLLRLPEGLLALLGLALIVAAVLWLFGRSRGKPVSPGPVAALLLRAVIVATLLTAVGVWLAQAGTLTARWLLPL
AFLSVLGVFAALAPRLGRGGRVGLVGFLGLVALLVFTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAG
NLAAREPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLA
RPVAQP
>BAQ67947.1 transmembrane protein [Rhodovulum sulfidophilum]DSM2351
MTEATASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPVLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVANATLAELIPALVAVALALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASALAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEALPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEVIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>BAQ67948.1 FAD dependent oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHTYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRGGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>BAQ67949.1 hypothetical protein NHU_00781 [Rhodovulum sulfidophilum]DSM2351
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQARRIFAEFDTNGDRHLDAVEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>BAQ67950.1 4-carboxymuconolactone decarboxylase domain/alkylhydroperoxidase AhpD family core domain protein [Rhodovulum sulfidophilum]DSM2351
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>BAQ67951.1 ribosome-associated GTPase [Rhodovulum sulfidophilum]DSM2351
MPKRLTLPDSASLATPGAGGRLSAPSALRNAEAICATLETVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDPQR
RASIDAWAAEAALPNLRPALSLDACQPGWGASHAGQDLIFASNILHLVPDAQAATLIAEAALALAPGGVLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVANRGKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>BAQ67952.1 FAD-dependent glycerol-3-phosphatedehydrogenase [Rhodovulum sulfidophilum]DSM2351
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRGYHETANGGVLTPRD
LMVIARAEDHAAFERDCRHMALAQISPAEARARVPILAPEPLAFAGITDRAWNIDTDRLLQNFAREIRARGSSIETGRRV
TAIARVAAGWQVRTGDDIAEGRILVNAAGAWADEVARLAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>BAQ67953.1 bmp family protein [Rhodovulum sulfidophilum]DSM2351
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWAPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKASLASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>BAQ67954.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQLLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLELGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>BAQ67955.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVMICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>BAQ67956.1 sugar ABC transporter, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLEPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCGRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>BAQ67957.1 Xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]DSM2351
MSLDRNALARAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHVRRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTAVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>BAQ67958.1 molybdopterin dehydrogenase, FAD-binding [Rhodovulum sulfidophilum]DSM2351
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSRIAHGRILAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLPPGEISYCGQPLFLVIAESHLAARKAARQAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGNAATAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVTDRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDSAAEAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHKMTEALARSADYAARRNAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>BAQ67959.1 xanthine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MDIAFLLNGESVALTGVAPTATLLDWLRETRDLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWMG
EDANFFLAEIPSGGADPQDRRGADSPPAFRPATAASLAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLT
RIEITETEIRLGAGVTIARLREVMRAQHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRRGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDDLRCYKLSKRRDQDISAVLGCFNLTVREGRVETARIAFGGMAGIPK
RARAVEAALTGQPISQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTDIDELAP
>BAQ67960.1 Glyoxalase/bleomycin resistance protein [Rhodovulum sulfidophilum]DSM2351
MGQESGICPENVQLVRAFGALRLGRGRAAALCWRVSGAERDRGGDMYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEE
KPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGALADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIE
FLEQV
>BAQ67961.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]DSM2351
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPQTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVSARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGVIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>BAQ67962.1 hypothetical protein NHU_00794 [Rhodovulum sulfidophilum]DSM2351
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTETAEVAP
>BAQ67963.1 histidyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGILRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVTEVRRLLAQGEG
>BAQ67964.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]DSM2351
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>BAQ67965.1 ATP phosphoribosyltransferase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MTLKLGVPSKGRLMEKTFDWFAERGISVARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRDAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>BAQ67966.1 lysophospholipase L1 and related esterase-like protein [Rhodovulum sulfidophilum]DSM2351
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQSVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAASAQEDDLPPQLMAALAEIGVR
>BAQ67967.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]DSM2351
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALDSLVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVHLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEVRMVEGCRTCMSCGYSKCQ
>BAQ67968.1 hypothetical protein NHU_00800 [Rhodovulum sulfidophilum]DSM2351
MPVTATDVYGDTLARVCGDDVDLDPVERGLIHLKRQKVISGRRLVTLLARHQREIRPE
>BAQ67969.1 putative alanine racemase [Rhodovulum sulfidophilum]DSM2351
MITPRMEVDLAKIRRNALHLVDRLAPLGISVVGVTKGVRGHPQIARAMLDGGVAALGDARVANVERMRAGGITAPIVLIR
TPVLSQVDRIVRTCGTSLNTDFGVIEALSNAARRAGRIHQVILMIELGDGREGLPFTAVCDVARRVSGLSGVSLAGIGAN
FACLTGRGPSPAAMHALSRLAAKIERGCGIPIGIVSGGNSANLSASLLGAWPLRVNQLRLGEAILLGRDPLTHLPIDGLA
TDAFTLVAEVIESAIDAPISCRSRGGGPVRQPGASVCGGKSLIALGDQDTDTGGLSLLDGVTLQGSTSDHLVLRTSGSPM
AVGSEVRFQPSYPALMRAMSAPDIAVRIRNTQDMVGSPSQRDQHLELGRSKATSIAHQVRHCISAGSRAINAREIIANRP
S
>BAQ67970.1 hypothetical protein NHU_00802 [Rhodovulum sulfidophilum]DSM2351
MTSALTHHAESGRGVDAGRVPMSKPALRVGDLESPATKASVAILYCEGNFGRIDGKTANGLVRHSEAYRIASVIDSTRAG
QDAGLLLDGVVNGIPVVADLDAAVRMETVVPDTLIYGMAPSTGKLSGEDRLVILGAIRHGMNIVSGLHEYLDDDREISAA
AKVSQVSIRDIRKPKPSKDMRLFDGSVGAVGAIRIAVLGTDCAIGKRTTATLLASALNAAGIHTVLVGTGQTGLMQGARF
GIALDAVPPQFCCGELEGEVVAAFTSDAPDVIVIEGQGALSHPAFCTSAFILRGSQPDAVILQHAPRRPHRCDFPQMPMP
DPKSEIALIEAFAPTRVIGVTLNHEHMRDEEIAPALADWKGKLGLPVTDALTRPASELLDMVLSAFPDLAPVPTEATP
>BAQ67971.1 transposase, IS4 family [Rhodovulum sulfidophilum]DSM2351
MARPARRLHGPAPSPWPGRAGKLWPEKVRRSGKDRTAGLGREPRRARGDQDLGPILVIEKSVSRQVTFERAEFTYEAEAD
LYSCPGGKELKQSRRTFGDVRG
>BAQ67972.1 transport integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MPETHAAAPRIQIALLTLAAVLVVGQTYVVIPLFTPMGEAFGVAPTRLAASVTAFGLPYAFSGLLAGPVADAWGAKRVIA
GALGATALVTLAVALAPGFAGLLGLRTVQGFTAGFVAAPAFAYIAGELPERLRAFATTALQAGALASAVLMQLFGQVLAT
GFGWRAPFIGAAPLLLALALAAGQSLRSPSATSSRKIGAALSALPELLHQPRLLALYGAALTLLGGFVAVLAGISLYGPE
NLRNDPAQLFWVRAAALPVMIALPFLVLRLKAVSLRLRILAGLGVSALSLALLALVPGHAEALATGLAACVAGILIAAPA
IVEGAARAAPNASGAAVSLYTFAIFLGASLGPQVATLFASLGLGALLAAIAVLFLLGGLLGAWGIAGIGSRKR
>BAQ67973.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MRNADATRQRILEAARAEFSRFGLAGARVNRIAADSGANKERIYANFGSKEGLFEAVMADRLSQHARGVGAWEGTPDEII
DRLRDRHTESPDLLRLMLWEALEVGDALVPDEARRRAHYQERLAALAAAFELPSKAEAGAAMMLLIGLGAWARTMPQLAR
MLAPEDDVEAFETAMDGLLHKLARVALDNGG
>BAQ67974.1 hypothetical protein NHU_00806 [Rhodovulum sulfidophilum]DSM2351
MDYSPDDWVILKVSLAMRDRAFTQLRVLGGWRGGYLSGDAWRINSGIQAIHADDLEYRFLGRSGSVYLCRRGGYRMSRIM
ASGLTELRRQPNVVDAEVLEDRNWLEPGLFKALLSTAADDTSARELRLETCVRQRRSD
>BAQ67975.1 hypothetical protein NHU_00807 [Rhodovulum sulfidophilum]DSM2351
MKYLITTYDRHDVTDHANYCEAHQIPCIYALVLGEKCTVFVHCEKLTGPRSQAIKAHEDEFAEFIARLDNTYAEPAWIQA
TLPMSFWYHDLPASAAEDVAEETYEFLRTILAPFDDK
>BAQ67976.1 hypothetical protein NHU_00808 [Rhodovulum sulfidophilum]DSM2351
MGLPFSKVIDGSPEALARLADLSATDVEDLRRWSPRYLGNREHEFRGNRLHAKAIKESTVRGCPACLREDAEAAPDSFEG
DMYIRGHWLFRPVTLCLKHHHPLVPLWAEANVSRRYDAAARLAEIAPGVWAGKLDKELRASNPFDEWIEARLAGTPTESW
LDQFDLYAAAHFCELLGRAIWAVRYPKWKKFGPERAWMSFEMGFRFATTGEATVRDTLMQLQETIGEPTDGPKKKYGALY
DRLAFDLLGEAYAPFRELLRDHIASTWPLGPGDDLMGEPVLERKVHSVRTAARELGMDPRRLRKLLVDVDLVRPVETGRD
DQWELFDARAAQPHLDRINTLVSAKDFQEALSMSRSQFELLRNEGHFPPAIDGGDHKPLWDVRAAHLHLESLLTGAEPIY
VNMHGWDDIPTTAQSLKVSPGTVLKLLEGGRVQRIGRHTNRDGYASIVVTKGEIERLLDRPEAPGLSIDVFARQCGLTRS
AAMRLVREGHVPSTEGRHPKTNARQRFLAPGDLAAFHERFVTLRGLAVELGMPWQALRPKLAAAGIEPFSPDGQDYGAIF
ERDVATAADLASTKPRSHQNKEKDGE
>BAQ67977.1 hypothetical protein NHU_00809 [Rhodovulum sulfidophilum]DSM2351
MPSPNIIEIPDNGGAVAVMADLHLKSYLRRGSNPLQFHGLQDRLLQENVDALIVAGDLSDTFGPPLEDALAYLTRYVPAD
RIYALPGNHDYYAGRLDDENRLRDLIHASGSWFAQKAELRHRSDRYLCATLWTDFDLLGDQEAAKNFARRLMRDFDMISI
EASGHEWLDPDEVLPRRIVPVTPEDIVVVHREHRAWLEERLATPHFAGNGRTFLVTHHGPHPSAAGPIDGLTPAFHSDLT
EVIERSDIDTWFFGHSHRRLSSAVAGTRIQNVSIGYLDEDHGADEDDLAEVCFIEAALATQPSSELRDLPADRQALERDF
EYALRCSETGIPVLVDKLTPSTGTFLRHALMGCACPIVPEGDAYYATDVIVALGQTRPGSE
>BAQ67978.1 type I restriction-modification system restriction subunit [Rhodovulum sulfidophilum]DSM2351
MNYAVSNTKEIALEQAIERRLCGASSEELAAGAAAETGPVRIGQPSDFDASLALDRAKFWEFLETTQSKDLDKLKKNSPA
DWQAKITGQLDKLIKSKGLLHVLKKGLPVDNAHFTLMYPAPLASSAQKVHDNFAANIWSVTRQVHHSTGNPNESVDMVVF
LNGLPLVTLELKNAWTHQTARYHGQKQYRERDANQTLMRFGRVLVHMTVDTDEVWMATKLAGASTFFLPFNKGHNEGAGN
PPNPNGHKTAYLWEEVLQPASLAGIIQHFVLLEGKKTDPLAKKTLIFPRYHQLNVVRQLLSHAAETGVGYSYLIQHSAGS
GKSNSITWAAYQLIETYPASLGLPGAKALDAPLFDSVIVVTDRRLLDKQLRDNIKDFSEVKNIVAPALKSSDLKAALENG
KKIIITTIQKFPFIIDGIEDLGDKRFAVIIDEAHSGQSGIASDKMNQAMGGDPDEDDTQDKVVAAMQARKMRGNASYFAF
TATPKPITLEKFGEQQPDGRFLPFHLYSMKQAIEEGFILDVLANYTTYKGYYEIQKSIEDNPLFDTSKAQKKLRAYVERS
QQTINTKAEIMVDDFIDNVVNPKKLRGKGKGMIVTQNIEMAIRYYKAVQAELAKRGNPFKALIAFSGEKEVDGVKYTEAD
MNGVAEDKTRSEFDKDEYRLLVVANKYLTGFDQPKLCAMYVDKKLQSVLAVQALSRLNRSSPKLGKRTEDLFVLDFFNST
EDIKAAFDPFFTVTTLSEATDVNVLHELKASLDDVGVYEWSEVEEFCTRFFDGEDAEKLSPLIDVAAERFNTSLELDDPD
KIDFKIKAKQFVKIYGQMAAIMPFEVLAWEKLFWFLKFLVPKLNIQDPNQDALDELLEAVDLSSYGLERTKLNHAIDLDT
SEAELEPQNPNPRGFREGEVQEDPLEEIIRSFNERWFQGWGATPEEQRIKFLNIVESVQAHPDFEEKFDGNPDPYSRDLA
FDKIMKEVMLKRRKEELELYKLHSQDEAFRSSLYQSVKEALGKSLG
>BAQ67979.1 type I DNA specificity S subunit [Rhodovulum sulfidophilum]DSM2351
MNIAAYPKYESYHDSGVEWVGAIPASWNVRRGKWLFKKMDRPVRPEDDIVTCFRDGVVTLRANRRTDGFTNALKEHGYQG
IRKGDLVIHAMDAFAGAVGVSDSDGKSTPVYSACVPRVEGTVNPHFYAYYMRHIALSGLLVAMAKGIRERSTDFRFGDFA
DLALAAPAIEEQTAIVAFLDGKSAVIDEAVRIKEEQIRLLAERRQILIQQAVTRGLNPAAPMKDSGIDWIGQLPAHWEVR
RNFALFRETKNAGNAGLPVLSVSIHSGVSKEELSEEENIRSIIKIEDRSSYKEVLPGDIAYNMMRAWQGGIGAVHTHGMV
SPAYVVARPIADLVADYFELLYRTPAFIRQMDASSKGITDFRKRLYWDDFRDCLTIAPPKAEQEEIIRHSSDISAKIQNA
ISLKESQITALREYKTSLINAAVTGKIKVV
>BAQ67980.1 type I restriction-modification system subunit M [Rhodovulum sulfidophilum]DSM2351
MNQTSHNSLVSFIWRIADDCLRDVYVRGKYRDVILPMVVLRRLDTLLEPTKAAVLEEVRYQKQEDPSATELDDEPLKDAS
GYVFFNTSQWTLKKLHGTATNNQQILLANIEDYLDGFSDNVKEIIGRFKLFEQMRHMAEKQVLLDVIEKFVSPWINLTPH
HIEDPEGNTLPGLSNLGMGYVFEELIRKFNEENNEEAGEHFTPREVIHLMTHLVFDPIKDRLPPVITIYDPACGSGGMLT
EAQNYIKEPGGPIRTNADVYLYGKEINDETYAICKSDMMIKGNDPANIRVGSTLSTDEFSANRFDFMLSNPPYGKSWNSE
VKYIKDGKDVIDSRFQVELADYWGKKQVMDATPRSSDGQLLFLMEMVSKMKSTSASPLGSRIASVHNGSSLFTGDAGSGE
SNIRRFIIENDMLDTIIQLPNNLFYNTGITTYIWLLSNAKPEARRGRVQLIDANLLFRKLRKNLGDKNCEFSDEHIQAIT
DAFLAFAPIEREMDADNDPTGIAVQVFDNADFGYHKVTIERPDRRRAAFSAERLAPLRFDKSLREPMEWLYGEHGDQVYQ
PGFLKEQTKGITAWCEEAGITLNAKAKTKLLDTKYWVKLRDLLATATRIMGDVGTEETDDFNAFRKAVNAAIKARKIKLG
VTEKNAILNAVSWYDEKAKKVIAKKHKLTGAEVEDLTTHLGCAASDLADFGWYRRADGSYLTYESTSDLRDAESVPLKDD
IHRYFLAEVKPHVEEAWINLDSVKIGYEISFNKYFYRHKPLRSLEEVTQDILALEEKADGLIADILGVEVATKLEPAE
>BAQ67981.1 hypothetical protein NHU_00813 [Rhodovulum sulfidophilum]DSM2351
MAHQIARLRVELLHIEPTIWRRVEVSLTTNLRALHELIQGVMPWENYHLYQFTVRERDYGEPSPEDAAWGHKVYHAKNMR
LETLVGRGVADFEYTYDFGDNWQHRVVIEHVGVADPVVDYPLYLGGERTAPPEDVGGPPGFVDFVEAMGNSRHPAHKDMI
RWYGRPFNPRDFGESAVAATVRDIAAKRKVAMLAFERSQQTR
>BAQ67982.1 hypothetical protein NHU_00814 [Rhodovulum sulfidophilum]DSM2351
MQISSILEYIDKGHMALPEFQRGYVWGREQVRGLFQSLYRGHPVGSLLVWATDASTATHRGDGQLAPGVVKLLLDGQQRI
TSLYGVIRGKPPRFFDGNAKAFTNLRFNLETEEFAFFQPIKMGDDPLWIDVTQVLQKGNAGIGAFVATLSQNPDTQAKVG
DYIGRLNQLLGIREKNFHIEEVTGPDKTLDVVVDIFNRVNSGGTKLSKGDLALAKICADWPEARDTMKSSIGRWRSEGYD
FTLDWLLRSVNTILTGEAKFVYLHSQDAGDIADALKRAVKHIDSSLNMIGGRLGLDHNRVLFSKFAIPVMVRFLDTHGGK
LDEKTRDKLLFWFVQTGMWGRFSGSVESFIDKDLGILDQSGGDLDKLIGELRLAQGGLRVEPGHFHSWSVGARFYPVLYM
LTRMTEARDWGTGLPLKNNLLGKMSRLEVHHIFPRARLYEAKYARSEVNALANFCFLTKDTNLSISDRHPEEYFPEIEAA
HPGALQSQWIPQDPELWKIDKYRDFIEARKELLADAANECLASLLHGDTAILEGSRSARLTDKVLLGGIASEEEANELEA
LNDWVAQQGFAQGEMSFDFVDAETGEQRAILDLVWPNGVQTELSEPVAVLLGESAELISLASSAGYRCFTSTREFKSYVN
RLSASGQGIAAE
>BAQ67983.1 hypothetical protein NHU_00815 [Rhodovulum sulfidophilum]DSM2351
MTSVNPKLVRALAARTMKLIRHDIPTGSVEVDYDILERVAEQDSELPKLLGIAITNNPNHTHPLTITQVAKRLGFNHWSG
ANKLVNRAKDETGIDLRSSDNSYHCQIKTGPGKNSKVRKWSLKSVDLLQKIKANEEYVIEL
>BAQ67984.1 hypothetical protein NHU_00816 [Rhodovulum sulfidophilum]DSM2351
MPGHHGKFEYYYQKHSGDPIAIGSELSDLVFEWAWGAGKASFPEALFEAGMSKDCFLKSLVCEHLSKVTPGKREDFRTLP
KEVDALSDIRPHAIITTNYDHSLEVIFEGYVPVTGQTIIRYNTNSFGEIFHIHGDVSEPSSIVLTREDYEEWKDKKKYIS
AKLLTYFAEHPVFIFGYGLGDPNVKEILRDIGELVADDTGLIDNVYQVIWVEDLPKNPPEQAVFFSRWQGVSHQCGIRTE
LPMGLRGTKEPVSFDICQPEASSRSGRKNNEAYSS
>BAQ67985.1 helicase IV [Rhodovulum sulfidophilum]DSM2351
MTYSIPGDKYSEPVNATWTRRLPPWGTSGMSETEPDHWISMKLVSRPLPAFLSDPFRKHPRALALQDNTIAASGGAHARI
HLSEIAASPVVQRGRVSARLTLDLGNQSSVLLPGVQEAAARAFAQAVETAWSGYNLSQLSKEDDAIAALMMAIEGLKAPA
NYPAACLVDPVASQAADLDARVLKKLNPAAIGEETMARLAPIMELARNPEQLRDAAIAAFVDQQLAEWKEFFDTVESMPL
TPEQRLSVVVDEDATLVLAGAGSGKTSVITAKAAYLVKAGIRQPHELLLLAFAKDAATEMSERIEARCGVPIIARTFHAL
AYEIIGTVEGEKPPLAPTATDDKAFLQLIKDILRDIVSRMADIAGTVVGWFAGFFDDIPNAWDYDSAHKWYSEVESRNLR
SLKGDTVASFEELMIANWLYLNGIAYEYEPTYEHKLTGTGRRAYTPDFRLTESGVYLEHFGVRKTTRKDGTEELTTAPFI
DRDTYLEGMAWKRQVHAEHETTLIETYSWENEEGRLLEALAEKVAPHVTLRPRPALEIYDSVTSLGVVDGFTSLIATFLR
HFKNGSYHLGDCETKAATLKMGKRSQAFLKIFGAVYREYQDRLGDRIDFEDMVNRATALVESGRYDSPFRHILVDEFQDI
STGRARLIQALKNQHPETRIFAVGDDWQSIYRFAGSDIHIMRNFGREFGGVFAGREGVHRTVDLGRTFRSVDKIALAARR
FVLCNPAQITKTVVPAGEAEHPAIRIAWTRRETGEQVLDDTLKALTAEPAPPGRKATALLLGRYRFIEPDMRGLRRRHQH
LTITFKTIHASKGLEADHVVLLGADRARMGFPSMIVDDPLLALVSPEAEPFAKAEERRVMYVAMTRARRTVTILASEARP
SAFVTELLKDPAYDVASPREAQERTHTCGQCGGRLLFMPGSDGPGWYRCEHIKHCGNRMPACPACGTGLPVRKEPKDEKI
CRDCGAVQAPCPECTDGWLVERRGRYGAFLGCVRFPDCAGKSKKERRARQRTGG
>BAQ67986.1 hypothetical protein NHU_00818 [Rhodovulum sulfidophilum]DSM2351
MSNYEDWLQDQPAPKKEQPALVVAPIHGVLPYAGALNPLTRSDTAKRVSVAIATPMTGGIRQVYHFDGESEYAVALDALR
SPELYGLEVQLAPVYYYCRRQRGVYPHHFDLRLTFKDGYRRAVFVRNATSLAKRETQDEIDDIFAAVTEDFADDCMVVCT
DDYTRAYRDNLRRIWDYLQVKDDDADALVEEAARNTSYWYLSDLIANCDMEPWRCYQAAMRLIGQNVLWTDMHGVIDYPS
RVALNA
>BAQ67987.1 hypothetical protein NHU_00819 [Rhodovulum sulfidophilum]DSM2351
MTSQPLYNIPRGSILQLDGRELTVSDREESGYAVECKETGECFTLSLERVETAIRNRDCEVIKPAAVEKRKALLEYTGGL
ECVEQLSEDDQRIVQARLALVIAQDELRAEGVKLTQRSMNKSGTHRRLLLSRAEEIAPGHNFLGTRRGGKLASGFDVPQG
RTLASYRDVYHRFEQNPVVLADRDRMKGRREPRLCEWQERFIDYVLNRWHDPRQPKLASVFRLATTVFHRSPREMAQEIN
FPSITTVRTRAKAISDVVAVLGRGGTRHGTNTKGAGSTDVRALAFGEKFEWDQCLLSIFTSGDGVVRAEVINPKEAPQEL
ADNEIRRCWLHVILDVATREVLGWIISETADADHSKALLRMATRDKTKEKVRYGCKQDPAPPVRLGLALADNGTATRNAE
VYASQLGMGMTVMTARAYQPMDKQFVERLFGTTQWDVLNFQPGYTGSRPGELTGYDPKASAELSHDQLYGTITRYFVDEY
PFRPHRGTGMFGATPRQKREEALRRYGPIEAPSQRSRCLHLGEKVQATTTSEGVRAFNIPFNSTALQNMAAGTEKEVTVH
LDPDDLREVYITAEGVKEVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRATESGFFPDSRDPL
SYQKIEQLRRRADKLHQVEARPPAYIGATAAPGQLMSRGRTSGVVPARPAGAAPFKPPSPSTPPRASAPPPQSAGPTDVA
PEKGSTSAPGPDDIKTMTFGPIKDSKL
>BAQ67988.1 hypothetical protein NHU_00820 [Rhodovulum sulfidophilum]DSM2351
MTNPFIIPSLANLNADLAQRHFPLARGEKLQQTFAQLFSRHLGRLHSGKAFEARSLLLTGLSGSGKTAEISDMLNRFNET
AVLLPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRRTQFEIWDLVVKQAKLQGVVGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIVGSYAISAG
LNVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVARREGVVERSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>BAQ67989.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ67990.1 HTH-type ArsR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MKEGPDIAHVATLIGDPARANMLTALMSGKALTVSELAEEAGVTIQTASSHLSKLDAGGLLRPRKQGRHKYFSLANDEVA
YVLEGLMGLAAGAGHLRKRTGPKDAELRAARVCYNHLAGDMGTQMFDSLMARRHLVLDGEDLVLTGSGSAFATDFEIDLG
ELQKARAPLCRECLDWSERRSHLAGSLGRAFLTRFEEIGWAKRNQKTRVV
>BAQ67991.1 nipsnap domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MLTCVIRYHIDPTKKTQFEEYARNWGQAIPRCGADLIGYYAPHEGSTTLAYGIYNVKSLADYEAYRARLAADPLGKENYE
FAQKEKFLLREDRTFLKLASATQGDAT
>BAQ67992.1 monooxygenase protein [Rhodovulum sulfidophilum]DSM2351
MIAVIFEVEPADGRKQEYLDIAAEMRPMIGQVEGFISVERFQSLADPRKILSLSFFEDEAAVARWRTLSAHRGAQKKGRS
GVFDGYRLRIASVIRDYGMFNRDEAPTDSRKEHV
>BAQ67993.1 lysine exporter protein [Rhodovulum sulfidophilum]DSM2351
MIPLIATAWIALATAAISPGPNLVAVASRGLGAGRTSALIVASGLACGAFLWSFLTAVGLGSLFGTYPQLLKILGLFGGA
YLLWLGIKGWRAVLTGKGGRIEPKPGQGPMGDFLHGLTVTSTNPKVALLWASLSTFVGPAITQLSYLILFTTGSAIIIFV
IYGTYGWLFSTGKARGLYRRFQRTSEAIFGTLFGGLGIFMMNRSL
>BAQ67994.1 hypothetical protein NHU_00826 [Rhodovulum sulfidophilum]DSM2351
MSLWRELQTWGHLNAPTIGHDLNLPALRYSLRMVDEDTLEVQRFDNGWLRLGAWFCFFLMMYFVVLSWWEQSILWDNIQI
WLNSEAYFRKQYEFWVQQDGGTRFTGTFSTWYQDMMEMHGDRWIGGAIFLALPTFFFIAACIWPRYRPIRFNRKLGIAYT
WSWGRFFLSRSDPSLGLGRGVGDFEPMLRRLTIVTAGVGTPDSHSIGALVVRLRHHRWTRYKESWALGVFPPACFYQNSQ
ISIAISDFLTNPVRPEWCDALARHDPEFRKQIGWTCGLMQSMLKFILYDILRHYAVTVRLSCLEKKRFLRF
>BAQ67995.1 hypothetical protein NHU_00827 [Rhodovulum sulfidophilum]DSM2351
MPVTATDVYADTVARVWGDDVDLGPVERGLIHLKRQKVISGRRLVALLARHQREIRPE
>BAQ67996.1 hypothetical protein NHU_00828 [Rhodovulum sulfidophilum]DSM2351
MIPLTSLPALDDAAIVELARMFLARKLMAEDRRGTLSPMVNAPLAQCQVLASSTAEQLHDWLPRLIERFESEMADRSADP
SLSRHLAQMPDPTARHNLILQYFLPFALPAKIYQHYAEHLIGAAAGLRPDTGPLYPTVPSGGKIVLPRPFLSSIYDQLLT
GRHSLLHLEARRSGQTDTAASDRAITAFLQSLSGEGVSSTGTLFHQRTLPMEAFAASQAYAHMMELGFSRAELEAALSPW
ILTG
>BAQ67997.1 urea carboxylase [Rhodovulum sulfidophilum]DSM2351
MVAPAVPAGGAIYVGGAALAYGLMYAISPEFRAANESLASAMAQGANDAYQNVEDLIFGEEDDAAGSTPTTRAGTDTATG
EARCPALPYWHFTDPGAGKTILTVRAFIGPRNHFANRPWGPRTIFHTVFISNPLYINKPHFFVQIMADCTVPLAPGQAWG
DIVQEFIHTGRLNERPPYMTIVAGATNVFPEYPGFEEFPIR
>BAQ67998.1 hypothetical protein NHU_00830 [Rhodovulum sulfidophilum]DSM2351
MSMPEGPLTVIARKGGDAVSLRALHQPLPADRPVLEDLDLQALTLRWREAFHSRLCERLVRRGASRGYDFDRDMVTDVAR
KVMKAMEDHTPDDVPNLDDHMKLALVLLLLHPDAIEPVLTGPVMRNAHLGWAQRVDIVAKSYLTGLRRMNGMKVV
>BAQ67999.1 hypothetical protein NHU_00831 [Rhodovulum sulfidophilum]DSM2351
MIQTSLVSDLIGRLLSAKTQASMVSLLRKEERPPVTKALSADVKAHVSVLAEHLAENRPREAIATAMAMIFLEPDHAISC
MRRNGVLRASRYEYRGSLIGRIAKAVLGVRDVFAMSPDRIAYLESVEALTCVAGNARTLKKEIEMKVRAHRSMVLKTIFV
LINSLFYREWINDHEAKSLDSRRYSSEEYAEAASFILHIYASMFPVDGMSFAYVDTDAAGKNALVYERLLVAAIRLAKFR
EAEQLIDGLPYRADREGGEVTISSIDPDVERAVRLGFIQQRTQAFIRQFHLQEADQPISIRTLIDTGFDRGSFDNLLEIK
DHPVRRFVLLMPAIPAVFDAWFANDELFRDEIQMLMELDVDHFGAFDDLVFPITDRISSLDVLKAQRYFNFISCAYQRRL
ADIQDPVEREELTLTSTLLAISHDAMVEQMQLILGDEDKACELIELLKMVPEDGHLDLQYRPFVDVGGYYMIAPHVVAAS
NLVRNTIVANRLRSAAIGRTDLMVQSVTEALRSAGFEVESDLKAKIAGQKLELDIVARRDDALILLECKNAYHPVSVHEM
RNSWDHIRSAGKQLNKRRDIFADPASQSQLFKRLGWMANSKCVVHTGIVIANRVFHGASLNGHPIRQAHELINVLTSGRI
TTRKGPEEESLLFWLGPDFQTADLTRYLGPKSIASDQLAVLDARSWRYSIGSRELAFSSYFLDMVKFDKETRERYKS
>BAQ68000.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MKVTTVGLDLAKNVFQVHGVTHEGHVVFNKPLRRAQLLAFFERLDPCLIGMEACSASHHWARELSKFGHEVRLIPPIYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVQVKSVEQQAMLSLHRTRELVVRQRTQLVNMLRGLLAEFGITLPQGLEKATGF
AREVLDGSAPDIPEIGQDVIRVLCRQLLSTDYLVRWHDLRLQAVARADHRMKLLQTIPGVGPVTASAIVATIGSGRQFRN
GREFAAWLGLTPRNNSSGGKERLGRITKMGDQYLRKLLVVGMTSRAIQVKVRPDKGDPWLRQLLERKPFRLATIAMANKT
ARIIWAVLTREEAWTPRPA
>BAQ68001.1 hypothetical protein NHU_00833 [Rhodovulum sulfidophilum]DSM2351
MKKANITVHLEEDFDQWDRRKERWLIERLSELAGCSVEEVQVRGRKKACVLLFLELPEEAAARLESEFKSGLNPGEYTRQ
SVKDIVKEILDEFDDVSIRADLVRRSNYVATTPKPQPPLFVLIHGWTGSRDSFGKLPAILEEEYNCEVEIPEYKSSFRTG
GDPLLILGGQLSTTINNRTFQSPRQVVLIGHSMGGVVLRTSLVESLRDKHRHYARNVELIVNVASPLGGTWLGGLANYIP
GKFSVMKQAAELSMNSPTLAETTKWWHHWVSENKHLEGRIRSIYSADDQVVPINSAIGQDPNAICISGTGHSDIVKPQDR
ADEISLTILRLATVAGIRRFDMAAKTSDGENAHPAEVRARTF
>BAQ68002.1 putative aldehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MLRDARKTASVKLRRGVVTKSKVGNLPIAAVRSPKPDPAADHGSGRSSPLRHALEPPRSGERDEAAVLAANSHVRFRSFE
GKQSGTGFGGTKALGKLMTARLVLVCRSVNT
>BAQ68003.1 hypothetical protein NHU_00835 [Rhodovulum sulfidophilum]DSM2351
MKEIDLSARRREIIRQYFRYVDTGDGRILDLYTDDVELLFPKFGRTRGKDAMRTFGARMSAMLGRLEHDIEGLAFVEAGN
TIVVEGREWGEMADGTPFPDGEISQGLFCNVFEFEGELIKAVRVYVDPDFTSADQSRISALR
>BAQ68004.1 alanine acetyl transferase-like protein [Rhodovulum sulfidophilum]DSM2351
MNAPYRLPDEFETDRYHLRRVNLDDAQAIFDSYASDAEVTRFLGWTPHQSVAETTAFLKIAAAEWDSGKGFPLVAFDRRQ
PAELVGMFHPHLIGHRVSYGYVLRASAWGQGCASEVMGRLVDHALSHPSIHRAEAFCDVEHPASARVMEKAGMVREGILR
RYFRHPNISDIPRDCFIYSKVH
>BAQ68005.1 Metal-dependent phosphohydrolase [Rhodovulum sulfidophilum]DSM2351
MASRLAAAKARDVLTGMAWSDDRINQVCHAIEAHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICD
AVDPAANDRPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>BAQ68006.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRASGQPLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTGDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWRKWARYHVRSRVEARMNCLKRFGERIMSRDPERQTAEIQIRIAIMNTFSALGRAEIESVA
>BAQ68007.1 hypothetical protein NHU_00839 [Rhodovulum sulfidophilum]DSM2351
MYVADQVIFGKAFGFRYHFLGNVDRGNAMRSGPAGIASEIPEAATEIQNRLARQVWQQGVKRGNLKGSIQACVVLPKLLV
AIEEDRIIIDVLWAMAALDAHSKNLADEN
>BAQ68008.1 hypothetical protein NHU_00840 [Rhodovulum sulfidophilum]DSM2351
MYRSHLIAAALSTVLISGASGALAQGTMGEDKCMAVMMAMSKLEASMAGYADSDQAQAGLIELQPGLPAEISDRIEDLLD
VALSAEGIEVGDPSHPMATGEFQKASRDYREALAPHCPSFDLDY
>BAQ68009.1 O-Antigen ligase [Rhodovulum sulfidophilum]DSM2351
MAIITAMHLSSPIVPWANAPLAPEIRTVERAAAIRWDRYIVMPPAFVFWLTRARRCEIRGTLRTGAEAGSDLPAGGPGRS
GPEPPLEANVPTGS
>BAQ68010.1 hypothetical protein NHU_00842 [Rhodovulum sulfidophilum]DSM2351
MLVLLAAWSWASALSMYLHIGSVNDTDVSCILVPKSLRYDTELSSVWEMRLAEVAESNTGPTGTVILDYHAILVVPSDGQ
AKIYNWSKRWMRFERLDIKRNPYLPRDCP
>BAQ68011.1 hypothetical protein NHU_00843 [Rhodovulum sulfidophilum]DSM2351
MADFLTAILIGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMIQFNTSSPYANARV
RIRKWLKVVS
>BAQ68012.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MSQREAARHFNISRDSVAKMMAFSVPPGYRRTAPVKRPKLDAFTGIIDGWLEGDREVHRKQRHTAKRVFERLREEHGFTG
GYTIVKDYMRQRERRSREMFVPLAHPPGHAQADFGEAVVVIGGVEQKAHFFVLDLPRSDACYVRAYPAATAEAWVDCHVQ
AFAFFGKVPASVLYDNDRCLVAKILPDGTRQRATLFSGFLSHYLFRDRYGRPGKGNDKGNVEGLVGYSRRNFMVPVPRFA
SWDAFNAYLEEQCRRRQADVLRGQSKTIGERLVRDLAAMADLPAAAFDACDQATGRVSSQALVRYKTNDYSVPVAYGHRD
IWIRGYVDAVVIGCGGEVIARHPRCYDREDMVFDPVHYLPLIERKINALDQAAPLAEWDLPPEFATLRRLMEARMHKAGR
REYVQVLRLLETFGIDDLHAAVKKALQLGAVGFDAVKHLVLCQVERRPPRLDLDVYPYLPRASVGTTSAASYMSLLSGDA
A
>BAQ68013.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MTVAPKILLADHLKTLKLPTFLREYEKLARQCAAEGLDHVQFLTRLVELELIDRERRMVERRIKAAKFPATKSLDSFDFK
AIPKLNKMQVLELARCEWIDRRENVIALGPSGTGKTHVALGLGLAACQKGLPVSFTTAAALVNELMEARDERRLLRVQKQ
MATVKLLIIDELGFVPLSKTGAELLFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSY
RLGQSRARKAVAAT
>BAQ68014.1 hypothetical protein NHU_00846 [Rhodovulum sulfidophilum]DSM2351
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLAAYLLGWNELVLKWLDRDDRGEALELPE
TGFEWNQLGLSTAE
>BAQ68015.1 transposase subfamily [Rhodovulum sulfidophilum]DSM2351
MDSKKNTTSPYPAEFRERAVQMVLDHLDSYASLTAAVRDIAAKLGCSPDSLRVWYKQARRDAGKEAGPTSAEKARIKELE
RENRELRQANEILKKASAYFAQAELDRPFRK
>BAQ68016.1 isxal1 transposase orf b protein [Rhodovulum sulfidophilum]DSM2351
MTAFIDELREEFGVEPICRVLPIAPSTYHARKAAARDPSRASARTRRDADLKDKIRKIWSDNRKLYGARKVWHALKRDGV
DVARCTVERLMREMGLQGVVRGKKVITTNPDTSRPCPDDKVNREFRAERPNQLWVSDFTYVPTWSGTVYVAFVIDVFARR
IVGWRVSTSMTTQFVLDALEQAIWQRKPLGNKSLIHHSDRGSQYLSIKYTERLADADVDPSVGSVGDSYDNALAESVIGL
FKTEVIKQLGPWKTMQGVEWETMQWVDWYNTARLLGSIGYIPPAEAERRYLDRMLPMAKVA
>BAQ68017.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ68018.1 hypothetical protein NHU_00850 [Rhodovulum sulfidophilum]DSM2351
MRQTINVDPASNAKRPLNSESNTRQGIGDNISDRETKHCKDQAGSGQCPDSTLTEKQRDGGSKCHKKRNAAIKSRNRRG
>BAQ68019.1 putative mechanosensitive channel protein [Rhodovulum sulfidophilum]DSM2351
MNMKFRARRLVWPSVFSILSIGLILLSSHIAVLVGTDDALSTSITALAYFSFAWLASRVVSVALDAASPRNRPYPRLLRD
LIAAFLFLWHLEPPSLCFSVRVLSGHWPDPA
>BAQ68020.1 GreA/GreB family elongation factor [Rhodovulum sulfidophilum]DSM2351
MISADDLAHVEELAGNMMRRQPTLADRLLEEIGRARIVAPAKARNNVVTMGSTVTYRDEMSGQEKTVTLVYPEEADITNL
CVSVMTPIGVALLGLSEGASFYWDTRDDQRRALTVLEVTQPQATRNG
>BAQ68021.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MILHGADQSISALIGTLEISANSAPDDPQFALYLSPPAQTQKVSEKFLIDLFDLTPAEAHVAALLSRGARPSEFADALGV
SSTTTVFHIRNLLEKGTIRQSDLIALILAGPMADEAP
>BAQ68022.1 glutamate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MNVVDEKLQPILSTVLHRNAGEPEFHQAAREVLESLGRVVARKPEYSDEALIERICEPERQIIFRVPWVDDNNQVRINRG
FRVQFNSALGPYKGGIRFHPSVNLGIIKFLGFEQIFKNALTGLPIGGGKGGSDFDPKGKSDGEIMRFCQSFMIELHRHIG
EYVDVPAGDIGVGAREIGYMFGMYKRLNNRFEAGVLTGKGLVYGGSRARKEATGFGTAFFLRSMLGVKGIDLEGKRCVVS
GSGNVAIYAMEKLISFGAKVVACSDSNGYIVDDNGIDLDLIKQIKEVKRGRIRDYVALRGDGSHFVDNGSIWDVPCEIAL
PCATQNELHGRDANKLVENGVIAVAEGANMPSTPEAVRLFQSADILFAPGKAANAGGVATSALEMQQNASRDSWSAAKTE
SRLEEIMINIHQSCHETAEEYGVPGDYVLGANIAGFERVADAMRAMGVI
>BAQ68023.1 transposase [Rhodovulum sulfidophilum]DSM2351
MMGPRQEAQPALFYEFSLEDHVPKNHLLRSLDRFVDLSGIRSYLADFYSHTGRPSVDPEFLIRMLLVGYCFGIRSERRLC
EEVHLNLAYRWFCRMDLSDRVPDHSTFSKNRHGRFRDSELLRHLFETTVARCIAEGLVSGQRMAIDASLIEADANKQNST
PKEEWDAKQIDPADAPRAVREYLDTLDEAAFGAASEARPKFTSHSDPASQWTAARKGPAFFSYSDNYLIDTDHGVIVDVE
ATRSIRQAEVGSTKTMLKRVKARFDLHPERLIADTAYGTAPMLGWLVDQQIAPHIPVLDKSGRSDGTWTRVDFDWDAEND
QYICPEGQELKQFRRNYSDPNRGPTGKGVAKYRCLKHTCQACPSKARCCPNMDFRSITREEHEDARQVARDIAKIEQYVL
SMKLRKRVEMLFAHLKRILGLNRLRLRGPCGANDEFLLAATAQNLRKLAKILPAPQQPRKA
>BAQ68024.1 ATPase central domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MTKIKFIDARFADPDENEFALKRRFEWHLRKLRALQDGVSPKVPGDFEDELRWNEELIAVPLSEKDRNKVLRRARRVMGA
RAKASGLSHLSSDDRRALEVFRFGAALVGIASEHRADEIAAAIHAKMPWMAAATDFLWKAMRRSVRVGEPGFRLPPVLLD
GPPGIGKSVWSRELGRYLGVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTK
GQAYGLAEGLLPLLERSSAVAWKCPYYQVGFDMSWISWVLTSNSLTTLPAPFLSRLDILRLAGPGKGDLISFAEREGARR
GLSDAALGAICEVIDQIAEAHEINLRHVSRMLSRAEAMASSPLSH
>BAQ68025.1 hypothetical protein NHU_00857 [Rhodovulum sulfidophilum]DSM2351
MGYPITNKTRRTQFEIWDLVVKQAKLQGVVGIYYDEAQHIMRGKSDAEVLSVLDAFKTLMKSHDWPLMLILSGVPELGGY
VQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYETLNEIVGSYAISAGLNVDTGLPTGDFLHRLATAGAFRWGLVIDMVVD
AVALAVARREGVVARSDFVAAWCEKTGMNQLATPFTHDSYERMFRRDKPFRAAIGT
>BAQ68026.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MTVAPKILLADHLKTLKLPTFLREYEKLARQCAAEGLDHVQFLTRLVELELIDRERRMVERRIKAAKFPATKSLDSFDFK
AIPKLNKMQVLELARCEWIDRRENVIALGPSGTGKTHVALGLGLAACQKGLPVSFTTAAALVNELMEARDERRLLRVQKQ
MATVKLLIIDELGFVPLSKTGAELLFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSY
RLGQSRARKAVAAT
>BAQ68027.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MSQREAARHFNISRDSVAKMMAFSVPPGYRRTAPVKRPKLDAFTGIIDGWLEGDREVHRKQRHTAKRVFERLREEHGFTG
GYTIVKDYMRQRERRSREMFVPLAHPPGHAQADFGEAVVVIGGVEQKAHFFVLDLPRSDACYVRAYPAATAEAWVDCHVQ
AFAFFGKVPASVLYDNDRCLVAKILPDGTRQRATLFSGFLSHYLFRDRYGRPGKGNDKGNVEGLVGYSRRNFMVPVPRFA
SWDAFNAYLEEQCRRRQADVLRGQSKTIGERLVRDLAAMADLPAAAFDACDQATGRVSSQALVRYKTNDYSVPVAYGHRD
IWIRGYVDAVVIGCGGEVIARHPRCYDREDMVFDPVHYLPLIERKINALDQAAPLAEWDLPPEFATLRRLMEARMHKAGR
REYVQVLRLLETFGIDDLHAAVKKALQLGAVGFDAVKHLVLCQVERRPPRLDLDVYPYLPRASVGTTSAASYMSLLSGDA
A
>BAQ68028.1 hypothetical protein NHU_00860 [Rhodovulum sulfidophilum]DSM2351
MTTPISLAPDLQDRETAFSFVSRLAAMNGVDTAGFCTDMGLPFTKMIDGKPDALARLADLSATDVEELRRWSPRYLGNRE
HEFRGNRLHAKAIKESTVRGCPACLREDAEAAPDSFQGDMYIRGHWLFRPVTLCLKHHHPLVPLWVRMAVRKSATVAAG
>BAQ68029.1 hypothetical protein NHU_00861 [Rhodovulum sulfidophilum]DSM2351
MLSLAREWSGLLSMDALISITGMLVCLFGLVRVIVAYSGTTRSAAPDPERVKRFIKSAPPIQAPQINDSLAPSPEGRRVR
AQEAEPAEEDSKGQEAPR
>BAQ68030.1 hypothetical protein NHU_00862 [Rhodovulum sulfidophilum]DSM2351
MTMGALLGIAGMVIGASAIIRSLMIYGQSIGSAEPDPERVRRFIETAPPLPKHFLRADHERAGSDAQDPSTTQVGPEAYG
HDPQGGSR
>BAQ68031.1 hypothetical protein NHU_00863 [Rhodovulum sulfidophilum]DSM2351
MLSPTVIEIPDNGGTVAVIADLHLRSHFWHGSNPLEFHDLEDRLLGENVDALIVAGDLSDTFGPSLQDALAYLSRYVPAD
RIHLLPGNHDYYSGRLDDENRLRDLVHASGSWFAQKTELRHRSDRYLCATLWTDFELLGDQEAAKNYARRFMRDFDMIST
EASGHEWLDPDEVLPRRIVPVTPEDIIAVHGEHRAWLEERLATPHFAGNGRTFVVTHHGPHPSAAGPIDGLTPAFHSDLT
EVLERSDIETWFFGHSHRRLSSVVAGTRIQNISIGYPDEDHGDDEDDLAEVCFIAVALNTQSSNEVRELPADREALEQDF
EYALRCSETGVPVLVDKLTPETRALLRHAFRGCACPVVPEGDAYYATDVIVALGRAATPEPRDVNGGDQ
>BAQ68032.1 exonuclease [Rhodovulum sulfidophilum]DSM2351
MTPHTAADILAMLRAATPRPTSEAPDDARGIYGLFDHTGAFRYIGSTSSASETFRKRIHQRHRTGSESASHYFSRMYNTG
RMWRQRNDLATKADGDIAKALRNAFIARHCAAVWVPLPDRADISGLEAQVIALAPQDMIAWNRRGMDPYEEPTALVDALI
EELDLSPFERAALGRQLARSREDVQAAGPRDAASTSGALPKLPVGPFRFFALDVETANHDRASICQVGIACVLPDDRIET
WVTLVDPGTDHWVFSGLHGITPGMVVGAPTIGEVLDLLEERLAGCPVYQHSGFDRSAIRAACATLDRQEPGWNWQNSVTV
ARAAWPELKGNRGHGLASLKQHLGLKFEHHDAGEDARAAAEVVLSAEGGARAVVEDFDVIDEEDAGSSPRAAANVRSELS
SPLADQTPEADTPIRGLVGRSVLTQGNLNNNHFYLRDCISSFPKEALGGSNRASAAARTLTINWGGALPAVTDIDLTKKI
FRDRSWVRSFFADNGARAGDIVEITETAPFCYQVTLVRA
>BAQ68033.1 hypothetical protein NHU_00865 [Rhodovulum sulfidophilum]DSM2351
MLQNLSDEPLENITLELTCSPGLIRPKNWTVDRLAPGQRQDLGDLETPLDTVILGGLNEAEWGELQFVVKHRETELLREQ
RPIEMLARDEWGGVGDMAHLLAAFVSPNDSVVAGVLKEASRLLEGAGQSGAMDGYQTRDPSRAWMLAGAIWSAATGMGLT
YAVPPASFELRGQKVRDPGRIKSEGLATCLDSALLMAGCFEAAGLNPVVLFSEGHAWTGVWLTERDFGAISEPDVMTVRK
AIDAREFVVMETTLLTKKPSVGFEQAVDTARELTSERNEHSFVMAVDIRRARAARIRPLASHRVEAEAEAEDVIASPAAL
PRPLDLGLLPGELIEDEVSTPADRISRWQRKLLDLTLNNRLLNFKDSKQTLPFLCPDVSALEDQLADGKKFRALALKDED
PVGARDLLAKEEPKLFEEVAQDAFAKGQVAVPLTRKESERRLLELHRRAKSDMQEGGTNTLFLAAGFLRWKKSEGDTRSY
RAPLLLVPVTISRKSAQSEFVIEHHEDDVRFNTTLLEFLKRDFDLKVPELEGDLPRDDSGFDLPRIFEIMRRKVRDVAGF
EVVEELALSTFSFAKFLMWKDLVERTDSLRESALVKHLVDNPTEPFLAEGTPGLPVAVDVDRRLRPRDLFTPLPADSSQL
AAVLAAQEGHDFVLIGPPGTGKSQTIANIISQCLAMQKTVLFVAEKSAALDVVQRRLASHGLGDAVLELHSNKADRKSVL
SQLGRSWARAASASDADWIKVTDDLTVTREQLNTYVTALHKKGTQGFSVFQAIGKAAGQEQPFSLGFANKDAHDAESYMH
LGKLAEALGRCQEIIAGRKPLPLVQAEEWSFGWQAELLERGAKLGTATRELAEAAEALARHAGLTWTGAGEASEVAPLLC
LASIPETGEEVSWSLTRDVAEMQAQSEALTDKLTAYTAAAGRTSASYPMARLEGIPLDQLDANWRLAQTKMWPFSILAKS
SVRKLLQTYAEGGKADPQSDIVALADAKRARAEVEATPLTGCPVVKGVETDPVRLSDWMDQALAMKTVFAEIAPTVADPA
RWDLACQSLAQRSGGDLRNAITLFQRKHESWQEHAGAFAQTAHTLPEEMALSELLRSLQAIQDNKEHLQDWTRWVEVRTQ
ARGAGLEALVHAVEEGRIEGDVDAAFASAYAAWWLPQAMDAQPELRGFSHWSHEDAIKRFRELDDRATDMAAGQVLSRIQ
HGLPAQDAVARRSELGTLRHQLGLQRPSMPIRTLISEMPDAFTKLAPCVLMSPLSVAQYLPAGQAAFDVVIFDEASQITT
WDAIGAIARGKQAIIVGDPKQLPPTNFFGRSDAGEDELPEAERDLASILDEVAAAGIPTQQLDWHYRSRDEALIAFSNWH
YYGGRLVTFPSPATASEAVSLHQVDGVYARGQGRTNEAEARAIVRMTVRRLNEWLTWPEEERLTLGVITFNAEQQGLILD
LLDEERRKNPDLEWFFEDAREEPVIVKNLENIQGDERDVMLFSITFGPDHAGKLSMAFGALNGDGGEKRLNVAVTRARAE
LHVFASIRADQIDLTRTKAIGVKHLKGFLDFAARGPVALPAQDDGSLGPVENVFEAAIKAAIEAKGWELRPQIGVSGFRI
DLGVVHPDHAGVYLAGIECDGATYHGSATARDRDKVRQAVLENLGWTIFRIWSTDWFRNPAAVVERIHTALTEHLEADRA
KRAEEDAARDAMLADDTDEIEVSHEVEKAEAAEVELPIVEVGVEGDIAPSEPVRQEVQFARAAPSAARSEVRETGSREAS
PDPERFYDADYIPVLERLIAGVVEREGPMPIVLLGKRVSGMHGWQRTGRRISEQISRALGQVELHPENGVDFLWAVGTKA
DRVGFRSGLDRSIRDISRTEIAELYDRHVSELSRSEDPVLDLARYAGIARLSADARSYLSECLGWRSTASE
>BAQ68034.1 ATP-dependent DNA helicase [Rhodovulum sulfidophilum]DSM2351
MSGRAVVPLPAASGTSLRSGPTAKLRGFVRRVLIVTHKPMEMRHNQLLSRCLSIDLEVDPSRAKIFGIAAVRGDERPVLK
SMEGISEEFLDQLEAQVGDVAHPIGHNFLKHDLEHLIAKRPRLGQIIQAPIDTLWLNPLAFPRNPYHHLVKHYHDGRLAT
GHVNDPELDARLVFEVLANQLDAFATLAEDAPDALAAYHYLTTRMERADGFDALFSYLRGKSCPSYDEAAAAITRLLDGR
ACGLRVEQTLRRLSSPQNGWPMAYAISWITVAGGDSVMPPWVRSQFREASLIVKHLRDTSCKDPACTWCAEQNDPVRALE
RWFGFPSFRPKPVDPEGRPLQERIVDEAMSGNSLLGILPTGTGKSLCYQVPALSRFDKIGALTVVISPLVALMADQVQGM
ERAGISCSVTINGMMSMPERQDALDKVRMGDAGILIISPEQLRSTSIRSVLAQREVGLWAIDEAHCVSKWGHDFRPDYRY
LGRFIREFSGDQPPAPVLCLTATAKPEVVADIIEHFQSKAGVELLPLDGGASRTNLAFEVRPTNKASKLSDVMDVLDELL
PAEGRSGAVVYCSSRKETERVAEFLKSQGVDAAHFHAGMSADDKQVVQEQFRVGELRVIAATNAFGMGIDKPDIRLVVHA
DIPGSLENYLQEAGRAGRDREDAHCVLLFAADDVERQFRLTASSRLARHEIGAIVKALRRIDERTKKTGKVVATSGEIVR
SEKDQEFERDSATDDTRVKTAVSWLEEAHLVSREENRVQVFPSSLRVRSVDEAKQRLAGADLTLAHRNQLLAIVAHLVST
PADEGVSTDELCGVAGISPGALPKAMSTLETLGIARNDVAMTVFVHVGVASSSAQRLARASGLESDLVALMQELAPDMDD
RTPVPLNLSETCQRLRDKNHPDVRPDAVDRLVRGIAQDGRSQDGGRGNISLRKVSRNTLMVTLVRPWKTVRATANLRWQA
AELLLTYLTGRLDKGVRGKDLQVETTVGDLLAQLNQDAFLKTSGIGDMTKLMERALMWLHEQGVVTLGKGLTVFRSAMTV
YLDPAGGQFTQAHFAPLEDHYGEQTLQTHVMATYAETGLRAMSDASRLSEDYFLLNKEQFMKRWMPGMGREVRRQTTSAS
WEAIVEKLGNKVQQEIVTDDRDRTNVLVLAGPGSGKTRVLVHRIAYLLRMKREDPRGILVLAYNRHAAAEIRVRLRSLVG
DDAIGVTVSTCHALAMKLVGASFVGQRAETEDFDGIVLEAVRQLEGEGLSKSEAEAQRETLIQGYRWILVDEYQDIGPEE
YQLISAVAGRSLEDADLKLSLFAVGDDDQNIYAFNGASVGFIRQFEEDYKARPAFLVENYRSTNHIIAAANAVISAAPDR
MKVDHEIRINADRRRDPEGGVLAKVDGVGQGRVQLLNVPSGDVRQAIAAVDEMVRLSKLDPEWSWARTAIISRDWKRLGA
VRMYAEKRGIKVEMANQDLPNIWRLREIQALVASLRRRQGELLGVADIIDLLNEQSSNKWVDLLAEGIAELARELKTKTM
PVPDIVEWLAEWSRETRGEQRGLLLLTAHRAKGLEFDHVAILDGGWDRASKNEDRDAPRRLFYVAMTRAQKGLIVMASGE
HAFLKPGTPCVVERQVVPQFPAGGLPSRVYHLPNLKHADLSYAGRQGDRHEVHRAIQECRVGDPLHLAHRASNWELLDRH
GRLVGRMSKSWEHPPGQILLSGAIGAVVQWRKSDGDEKYAHYARRDAWETVLPELVFAPPGQVPSAATLPDTAVESVESQ
TNPSGCTEIRGGQRAKAVTPDDADALAALAQRIYNESRSWDEFIDSFKERGFEVVPKGGGLVLKDGRDGRELCKMSALGL
SYKEMVLGFEEGCPGHPSPSMADYALGKKRAGQPKPQRRSKPSTQEDDFDIIDE
>BAQ68035.1 hypothetical protein NHU_00867 [Rhodovulum sulfidophilum]DSM2351
MAHQIARLRVELLHIEPTIWRRVEVSLTTNLRALHELIQGVMPWENYHLYQFTVGERDYGEPSPEDAAWGHKVYHAKNMR
LETLVGRGVADLEYTYDFGDNWQHRVVIEHVGVADPVVDYPLYLGGERTAPPEDVGGPPGFFDFVEAMANSRHPAHKDMI
RWYGRPFNPRDFGESEVATTVRDIAAKRKVAMLAFERSRQTR
>BAQ68036.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAENGGEKVGHGSGGMSLLRAA
>BAQ68037.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MSQREAARHFNISRDSVAKMMAFSVPPGYRRTAPVKRPKLDAFTGIIDGWLEGDREVHRKQRHTAKRVFERLREEHGFTG
GYTIVKDYMRQRERRSREMFVPLAHPPGHAQADFGEAVVVIGGVEQKAHFFVLDLPRSDACYVRAYPAATAEAWVDCHVQ
AFAFFGKVPASVLYDNDRCLVAKILPDGTRQRATLFSGFLSHYLFRDRYGRPGKGNDKGNVEGLVGYSRRNFMVPVPRFA
SWDAFNAYLEEQCRRRQADVLRGQSKTIGERLVRDLAAMADLPAAAFDACDQATGRVSSQALVRYKTNDYSVPVAYGHRD
IWIRGYVDAVVIGCGGEVIARHPRCYDREDMVFDPVHYLPLIERKINALDQAAPLAEWDLPPEFATLRRLMEARMHKAGR
REYVQVLRLLETFGIDDLHAAVKKALQLGAVGFDAVKHLVLCQVERRPPRLDLDVYPYLPRASVGTTSAASYMSLLSGDA
A
>BAQ68038.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MTVAPKILLADHLKTLKLPTFLREYEKLARQCAAEGLDHVQFLTRLVELELIDRERRMVERRIKAAKFPATKSLDSFDFK
AIPKLNKMQVLELARCEWIDRRENVIALGPSGTGKTHVALGLGLAACQKGLPVSFTTAAALVNELMEARDERRLLRVQKQ
MATVKLLIIDELGFVPLSKTGAELLFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSY
RLGQSRARKAVAAT
>BAQ68039.1 hypothetical protein NHU_00871 [Rhodovulum sulfidophilum]DSM2351
MRPLHATVPLAMGESPASYASRLARFSGFDCGSSFCAAAGLDLHGISIGETAQLRGLARLSGTPLKKIRRFAVLQDTHRR
YRVAGQLVEGRWTVRSKLRLCPLCVAEDLATGVREGATGQAAWQMAFLRECPTHGVPLVTFYPLGDGSSPHDFTRRVRTH
RHEILDLAERAEVVPPSQATRYIAGRIMGEQRADWLDAVELNPAISFVTLLGMILRHGPVTSLGDLDAPAIREAADFGLG
IALQGSPAILTALRDGLPRPSFHEKAQGHLGPLYEWLSRGARQPYHAPLKTLMRQYIIEAFPHGEGDLVLGEPVTARRVH
TLATFSRDCRVAGKRIRAALVANGLLQLDPQTGAVLPPGVFDAEAAEPVRLRLNDGITRIQAMRLLGAPRAWLPTASSRH
RTGWATSPRTSPGKASNAC
>BAQ68040.1 hypothetical protein NHU_00872 [Rhodovulum sulfidophilum]DSM2351
MVADGLLAPQDGLGDITPHFSRESVERLLNGLLRAATSVPATEIPTASCDLQTAARKLVCGAGELVRLILSRRLETVHVD
AARRGYAGLRVDVEEAWPHLDGVGVEGFTREALAKRLALTYAAIQVLVDRQDLIAVKSRSVHSRKAALVIPAEAVDDFLK
IYMPMRELSDLFGVRANTMAAILKEVGLEPLDLGADAAGRLHLRSEIRQGWPEILRETDFRLALQGKTLPAGISSCPDEN
V
>BAQ68041.1 hypothetical protein NHU_00873 [Rhodovulum sulfidophilum]DSM2351
MSNGLPEGKRIRIRSFYGFNPEDAGYVGWSKETDRDAYLRKLNDGDLIMIYGASGATTPSVRFLPHLRRSHQGSC
>BAQ68042.1 hypothetical protein NHU_00874 [Rhodovulum sulfidophilum]DSM2351
MNEDVDWARVAALLDDLYTAADGLERIFPGRKFTLDGHLVGSIGEVVAAYMFDLDLNPASTQGHDARARDGRQVEIKLTQ
GSGVAIRHEPEHLIVLHRPAGGPIRVVFNGPGPVAWAAAGAMQKNGQRPISLSRLTTLWNEVAENDRLPVLRPPPV
>BAQ68043.1 type I restriction-modification system methyltransferase subunit-like protein [Rhodovulum sulfidophilum]DSM2351
MNADRLLEVYEQISEAPDAIARLRRFVLDLAARGKLVEQDAGDEPASELVSRLEAGKERLVKTKVIKKPRELGGDDELIP
PYDIPVSWQWCRLDSVGAIVGGGTPSAGDSSNFETPGSGVAWLTPADLGGYAHLYISRGARDLSDKGLYSSSATLMPTGS
VLFTSRAPIGYVAIAENPIATNQGFKSVVPFLSDCSQYIALTLKALATEIDAKASGTTFKEVSGKIVAGIPFPLPPLAEQ
HRIIAKVDELMALCGRLEEARKTREEVRDKLTAASLSRLTAPDTTAQAKPAKVGTGFGSGSASTEDDFPTYAAFALEALP
ALTTRPDQIKTLRQTILNLAVRGKLVEQETADEPASELLERIEDERARLVAEGIIRSKKPPVPLDGGIAPFEPPSGWRWT
TLAHVFVVTGGIQKTPARTPQNHAFPYLGVGNVYRNKIDLSNLKKFELQDGELEKFSLKPFDIMVVEGNGSASEIGRCAI
WEGQIENCVHQNHLIRCRPIAPEIARYALLYLNSPLGMENMAELAITSAGLYNLSVGKISKIAMPFPPLAEQHRIVAKVD
ALMALCDRLEAALTTADTTRIRLLEALLHEALEPATDALEAAE
>BAQ68044.1 EcoEI R domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MSVRNLVKSIQDIMRKDTGVDGDAQRMSQLVWMFFLKIMDDQDEALEITLDDYTSPIPDDLQWRSWAADPEGITGDTLLT
FVNDNLFPRLKILSPQKGPRAKVVRDVFEDAYNYMKSGQLIRQVINKINEVDFNNLSERQHFGDIYEQLLNDLQNAGNAG
EYYTPRAVTAFMVQQTDPKPGEILMDPACGTGGFLTCAMRHMRDNHIKRPEDETLMQASLRAVEKKPLPYMLCVTNMLLH
GVEEPSWVRHDNTLARPLVSWGQADKVDIVLSNPPFGGKEEDGIENNFPTFRTRETADLFLALIIRLLKDTGRAAVVLPD
GSLFGEGIKTRLKEHLLVECNLHTIVRLPNSVFKPYASIGTNLLFFEKGTPTQDIWYWEHRVPETQKAYSMTKPIRLEHL
DDCAAWWGGPTREGRQESERAWKVSIDEIRERGFNLDIKNPHVVEEDWGDPETLLNDLIKAEASVDHLRAELKAILTEAL
AR
>BAQ68045.1 EcoEI R domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MDKRIFSERDICTKFITPALVAAGWNITTQIREEVSFTKGRIIVRGKMVSRGEGKRADYILSAKPNIPIAIIEAKDNKQP
IGGGMQQALGYAETLDIPFVFSSNGDGFVFHDRTGTLSEVERALGMDEFPSPGELWHRYKAWKGLTDAEEKIALQDYHDD
GSGKEPRYYQVNAINKTMEAIAKGQNRVLLVMATGTGKTYTAFQIIWRFRNAFPGKRVLFLADRNVLIDQTMVNDFRPFS
GKMAKLSTQSKTIERPDGTKDSVTLALNKKRRIDSSYEIYLGLYQAITGPNESQKIYHEFSKDFFDLIIIDECHRGSASA
DSAWREILDHFSSAVQIGLTATPKETEYASNIDYFGAPVYSYTLKQGIRDGFLAPYKVIKVHIDRDVQGYRPEKGQLDRD
GEEVEDRIYNAKDFDRTVVLDDRTKLVAKKVTEFLRESGDAMAKTIVFCVDQEHAARMRQALINENADLVAKNARYVIRI
TGNDKEGIDQLGNFIDPEASYPVIVTTSKLLSTGVDAQTCRLIVLDREVGSMTEFKQIVGRGTRVHEDTRKLFFTLMDFR
GASSHFADPDFDGEPVQIYQPGPDDPVTPPDETPTNNDDTSVADDIGENETVLIDPRNETITSDTSTGRRPKIYIDGVGA
DIVAERVEYLDENGKLVTESLRDYTRKAMRQRFTSLDDFLRRWKQTERKNALIEELAEEGLPLDVIADELGLDLDPFDLI
CHIAFDAKPLTRKERAENVKKRDVFTKYGPQARAVLEALLEKYSDDGVISIDDPKILKINPFAGMGTEVELIRAFGKKPD
YIRAVHEMQAALYEESA
>BAQ68046.1 transposase [Rhodovulum sulfidophilum]DSM2351
MTKPEPARYRTTNWKSYNDALKRRGSLLVWLDKDMTWLAPKAGRPGRPPVFSNAAIQFCLMVKVLFGLPLRQTTGMVSSI
LEMAGLDWPVPDFSTLSRRQKTIAVQLSFRRAPGPLNLLVDSTGIKFLGDGEWLAKKHGPHRRRQYRKVHLAMDTATCDI
RAVEFTSSREGDSPVLPELLDQIPQDEEIGTVTGDGAFDTRRCHSATLACCQRSSLSLCMATK
>BAQ68047.1 DNA-binding protein [Rhodovulum sulfidophilum]DSM2351
MHALVAARKGQGLTQQELANRMDRPQSFVAKVEGGERRLDVVEFVQWTIALGIAQDSILTEVVRGVTLQDRTQQ
>BAQ68048.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKERKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ68049.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARRIVGWRASQTAHAG
FVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGLFKAEVIHRRGPWR
KIEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ68050.1 prophage integrase [Rhodovulum sulfidophilum]DSM2351
MAYSTGRLTRNLVRSLGPGRHGDGNGLYLVVDPSGARRWIVRVTVKGQRNRMGKPLRTDFGLGGADVVTLNVARDRALEY
RRLARQGLNPKFNQDVVVPCFEEVARTVHVERLEPRRFCRRLIWVSYAAMSSVSRAA
>BAQ68051.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MAETINGLYKAEVIHRRGPWRSFEAVEYATLEWVDWFNNRRLLEPIGNITPAEAEANFYAALETEDMAA
>BAQ68052.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MEGLLYVAFVIDAYARKIVGWRASTSAQTGFVLDALEQAVHDRRTTKAMGLVHHSDRGSQYLSIRYTERLGEAGI
>BAQ68053.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASITPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ68054.1 hypothetical protein NHU_00887 [Rhodovulum sulfidophilum]DSM2351
MLEIFEYDPARYPLADWAREVLQWKRLECLNEKPLERAKTSNQRVYYFTKAMKDAYHDDGPAGAAIRRVVSDFVDREVRP
RLPFVPWLRILPNFRVHEAGQEATSKLHRDRTYLTELGSLKIWLPFVGVSRGGTLWVESAEGKNDLAPIALQHGQAMLFD
SLNLLHGCFFNDSGQSRVSMDFIVRRDPALIAGG
>BAQ68055.1 hypothetical protein NHU_00888 [Rhodovulum sulfidophilum]DSM2351
MKTVRYDLRRYDFRPWARRVLECEDLGALHKRPDPVRFDTYVKRMRHYTGRLEAAFEEIKPMYFEFVAREIAARFGELAT
VQTPPSIRCHLVGGGTGSSLHRDGAAKYNVTLGVINAWVPLTPVYGTASLFIETALGSNTLRSVTLDPGEMLFFDAFHLA
HGSMGNRTETTRISFDLRFKPVDPERCRDLYVTAAPQRDLPLDRKSIVYLNA
>BAQ68056.1 hypothetical protein NHU_00889 [Rhodovulum sulfidophilum]DSM2351
MANDQPTQASFNAAQKFLQDCLTSPTLASDYETEGQNVQNSGGDPSQLTAWLQSEGYDTTPVQIIQAQEQQQDTQLAYWI
GTYGKTSVKKSNGSYVLGPPVVVVSNTEVLINNVTIQDFTFENKTLTWTSDKNATAGSLLFQEIPAVTTSDDPPTGYTGK
LFSGTLTQTGLCAPESGALVYSGQIGPIVSFPLDNWSGNYGTASLKQSDGTYKVGPPLIVQDGDTVILDQTQIKNFTYCS
VGNKLSWTTDDNATAGSVTFSKITTPTSTGYAGPTFYGTLQESGATDALPYSGTLSTPTKLSDWIGVYGQTTITKSDGSY
EAGPPLVVISDTDVTLKGVALTGINYDTNTKVLTWPLSGNANGGGSVTFLRITTPTSTGYVGNSFSGTITQSSTSGDLPF
SGILGQPNSGGGGYQESTLQKVFTIAGYVMTALGAVQFVYLGYKVASWAWNKIKSFKSDAEDVDPGLQDGVPESDAQPGS
EIDVDNPPPENTTTDTTTDTTADPVTTTDTTTEVTEVAEVTEVTEVTEVTEVTEVTEVTEVTEVTEVTEVTEVTDVVDVV
DVFAEEGIEEEEDDKDKDKNKK
>BAQ68057.1 hypothetical protein NHU_00890 [Rhodovulum sulfidophilum]DSM2351
MKNGSLVVVGSGIKSVGHLTVETKGWIQQSDVVLYCVADPTTEVWIKQNSKFSVDLYQFYGNDRRRLDTYIDMSDEMLKY
VRQGKSVCGVFYGHPGVFVYPSHRAVRIARDEGHKAAILPAISALDCLYADCDVDPSSVGSQTVEATDLLLRSRQLLTDE
HVVIWQIGCVGDLGFNFSGYDNRHLNILVDYLEKFYDADHEVVHYVGSQYPMCPAIVQRMPLKDLRTASVTGLSTLYIPP
QDELKTDVEMARRLGLKVRKVTPEQAKKIKKTDMYRVARKGTHGAATTGTENEKAKSAQREGMGSRYFPSPDESGLADFI
SELCASPRLLAEFKRNPERTADLHASLTEAERSALLSQHSGRIRMAIKQAHFEDPRVVAVDETHRLHAALKSAAE
>BAQ68058.1 RNA polymerase sigma-70 factor [Rhodovulum sulfidophilum]DSM2351
MMLHPTQELEPPANPERFNVGIALILTLDSLTPEMRAAFILRDAFDYGFEEIGLLVGKTPTACRQLVSRARHRLAGAKPA
DPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRRFPAGPCPPLR
WINGSPGLVSVEGGVLQTTALSIRRGRIEAIWIMRNPDKLKHLRLHM
>BAQ68059.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ68060.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTSPDKKSPCPLDKVNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKIEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ68061.1 probable outer membrane protein, TonB-dependent receptor [Rhodovulum sulfidophilum]DSM2351
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGVEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFDGEMPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERVALRYVLKRTYSDGWIVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDLPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTESP
FLRYSSRDYEQLSQELRLTGQTERLDWTVGLFAMKSSDKRVEGIALRDDYDYDYGGTTYTIPAGYGERSRAKIESETLAA
YFDGAWALTDRIGILGGLRVSHDKKSIDYNHADTAGYGYSLLALTQDLDLSTSGTFASPRIGMTWDVTPEMTAYGMITAG
YKPAGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSVNRSTGIFSIANAPKSRSKGLEL
SFDGQAARHLRLGAAFGYADATFVDYPDSQIGDAGGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAE
NTLPQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>BAQ68062.1 phosphopantetheinyl transferase [Rhodovulum sulfidophilum]DSM2351
MNGLRPGSPDLQERLAAEIVRPQGLIAGIDALDPGIPGAVLLRARFRPGRYRPELFRELGLDRPEQLDRAVPKRCCEYLA
GRVLARAALAALGHPGGPVLPGPGRAPVWPAGAVGSISHSGDICACLALPMAGKPVHPGVDVETVANARNLDAIFKLCCT
PVDRALIAADPDRTALRATLLFSAKEALYKALYPVFRKVAPFEAAELTAPPSDGLLHLRLTAELHPSLPAGRVFALRYLT
RAATAQDSGQEHGDRQVLTWILHEPQQPGPET
>BAQ68063.1 transcriptional regulator, TetR family [Rhodovulum sulfidophilum]DSM2351
MQDASPAPRRRGRKPGPRPRLSRAAIARAALDIGLDTVTLKALAAHLGADHSSLYRHVKSRADIVSAAADLALSELDGYR
PEDGWHEMLDRLCTALWDLFERHPGLAAAYRDMEITPAEGIHTFADAVAHLQRCGFRLEDAIIAVDTLVDGLTDCFSGWH
RMTRPGARGQSLAGILATRLQSASVAAPDHAPQIEGMISAMEAGPRAWWDKRKALILAGIEALYVQPANGRTVCPAAEGP
AGRSERDGPQ
>BAQ68064.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGLAAGRPPTLAFIAGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAVPVFAATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQDSFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASRTRMDR
ILTAPPLPAPSREAHPEGFELRFEQVSFGYHPDRPVLHGIDFTVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVAEMREKTLSDLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEQAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLEDGRIAERGRHD
ELLAAAGFYARLWSHRAQAAGWQIAG
>BAQ68065.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MPQTDTPPEAVGASQPVGAKADFFSSLKLMMRYGQGNGTVIAVSAVLATTAVALELVPVWAIWRAVTALAADEAGAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPQG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQTPGAPHEKHSVPRMETAQ
>BAQ68066.1 amino acid adenylation domain protein [Rhodovulum sulfidophilum]DSM2351
MYLETTGGPQAGELIPAYGENAVAIVGMALRVPGADTVPAFWSMLREGRDGVVELGPSDLERSGLDPALIDCPGYVACAA
VLSDPDCFDYALFGLSRREAEGIDPQHRLFLQCLWSAFEDSGRDPRHIRELCGVFASARLSMRLMRGGADFASPNAAGLM
QTLIGADKDYLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRD
GICRPFDAEASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPGVEGQIAVLTEALAAAGAAPE
SLCHVETHGTGTGLGDPVEASALAGAFGPMEGRRVALGSVKANTGHLDAAAGVVSLIKAALALQHAEIPPLAHFKSPHPD
LALDGTGFYIPLRPEPMTGPGPLRAGVSSFGFGGTNAHAVLERWAGAGDAASAEETPGGKGTGESRDAGPAVLPLAAPDP
EALSALKEAFRARLFGEPEDDARAVARAAAARPHVSDPGLHCRAAVIALQPGDLAAGLSGEGPALVLEGEALAEPAPVFV
FSGQGSQRPGVSAELFDRSAAYREMLQRCAAVADPVWAPGDLVGQVLSAGEERLGEPEITQPVIYAAQVASAAYWQALGG
EPAAVIGQSFGEFAAAVVAGAMTPETGMRMILARTTAITALPQTGAMASVHGDEGALRRALAECDGAGIAAVNGPGLFVI
SGLREAVEQIAARLDAEGASVRPLRIAHALHGALMDPALAAFGAAIEWLPVEAPRLPFFSSALGRRFGPDERPDAAYWVQ
HMRQPVRFAEAAAALGGAFVGPYLDLGMDASAVKLLARNGLPEAYCIPTLDPQLPAGMRAATSAARVWMAGVPLDWSGLQ
GGAPRHLPGIPGYPFAKTRLPAPASAPSGPLTGPALHRAAQAAGAAALRGAQIVTAEAFGRGRAALEDLARLYLCDALSR
VDGGSAVPRFRPFVRRVSAMLEAEGHGLSAAEPGEIAPAEARARATAGDSPGITGALEAVGRALPDILTGARDPLEVLHS
AGTVDQAFAIYSETPTARFFNPVVREAFRALLEGFGTGRALSVAEIGAGTGATAARLLPLLRPEIDRYLFTDIGPAFVEA
ARQTFVEYGQAEYAVLDIGQDPEGQGVAPGTADIAVAVNVLHAAPDIDAALAHTAALLAPGGFLILDELTSADCLSELST
GLLIPSVTDARREGQPFMTPEGWRAALEAAGFEDIRILPDPGGPLDLAGEHVILARKAGELVVHEDPRPMLIEGGLRCYA
WQWLPGEAAPWAEDPADLVLGLPGEGLPAGAVPAGTAEDIRSAVAEMARSGGAGPLRLLDLRALQAGEEGPDPADTACLR
LLDLVTALEGGPRVQVTLVLRNGALGLDGDAADPVQAALMGLARVIAIGHPELDLRICDTGDLRPDAALAWLRPDAAISA
LRAGEMQVPRIAERPMPGAAPFRAGPADAALIFGGAGGIGQKLALWLAGMGCGRIFIAGRATAATPLPDALAPIAARITR
LQADARNPAAMDRMEADLAEVAPDLSLIFHCAALTEAADLPEDPRAAFSEILAPKTRGAAALDRLSRRFPVRQFVLFSSS
VSMAPTYGLPHYAAANAYLDGLAARRRSEGLPGLSVSWGAWSDAGVVAREGEAGRLEKGGLRGVASDLAFGLLARAMGGN
GTPAHIGLIDMDWKVFLRAFGEGNAPDIYAGLAAAPAAPRDDGAPQLDQALRRAVADASGAEAPGLVLPLVADAVGAALG
REGAALDPDVQLTELGLDSLMFLDGVSKMSRDLGVKVSPNAMFRDFTLKGIARHFAAAMREDAADLPVQIVHDAARRHDP
FPLSDVQEAYWIGRAADMDLGAVACHGYSEIDCPDLDLRRLEAAWNAVLAAHDMLRAVIGPDGRQRVLPMAETGPYRIRR
EDLTDLSEPDRQAALQEIRQSLSHKVTDASCWPLFEIRATEIGPGLTRLHFSLDNIVADGRSIGLVLQQWMEAYGQAEPH
VEAPAIGFRDYMIALSELRCGPDHAAARDYWQGRLDDLPPAPALPLDARTEPGPFRRLSLSLPSEDWARLRGLAAETAGL
TPSGLLLACYAEALSRYSGQSRLTVNVPTFNRQPLHPDINEVVGEFTSMILLGLDLEGPAFADRARAVQERLFEDQRHDG
YSGIQVMRDRARRAGDPAAARMPVVFTSTFGLTASLDGTYSGGADRIAALGTEVFTISQTPQVLLDCHVHDRDGRLNVHW
DYRSGRLPAAVVEPMFEAFSALIWRLAEGPGAWAEADPMPLPAGQAALWQAFNRTAAPALLPPPEETLTSGFLRSLADRP
EALALAAGGQRLDYAGLAARAGQWLAALKGVGAGPGTRVAISLSKGAEQIAACLAVVLSGAAYVPVSPAQPALRRQAILE
HAAPVAVIADDGGTGQNRGGHGGCRGEGRTDVPVLTPAEAAAHAPAPLTDSARAEDLAYIVFTSGSTGTPKGVAVRHRAA
LATLRDVQKRFALSPTDRVFGVSDLGFDLSVFDIFATFAAGAALVLPDPCDRPDPTAWAAAMQAGGATVWNSAPAVMEIA
LCEPQGMDALRLVMLSGDWIPLNLPGRIRAAAPAAEIHSLGGATEAGIWSVGYPLSEGIPEGWSSVPYGRPLVNQSLHVL
DARMRPCPPLVPGDLYIGGAALADGYWQSPEQTAAAFLQGPDGGLLYRTGDIARLHPSGVIEFLGRSGSQLKINGCRVET
GEIEAAFLALPGVTRAIVAARPAERGAAEGASGRGVALVAWVLGDGLDPVALRAGLARRLPPELLPGHIAILARLPVTPN
GKIDMRALPDCMCDDMPGPVSGTVPAAGQKGGLAARLCAALGVRPEDRHRNLFELGVTSLAMARAVAGLRAEGLSLQLAD
IYAAQDLETLAARLTGPQPAAPDKAYRQDDMALWCAAQEIAMTPEARREVKARNAAGIAGGRSGDVPLPQVFALGGFDLR
YSCRSFRPGAPSQEMLGAWLAAARLGMQEDMPVGGWGSAGAAFPLDLWSLMPEGEGYRWWLYRPAVHALRPGRMADLIPQ
DLSPMNGWVSEAHGLLAVAADMSRLAPLYGGDAARLALLEAGAASQTLELSAAAAGLGCCQLGDIDSVRTARSFGAGEGV
FVLNAMAFGLPDPDARATRRSRIAPIPAQAGAPSSAMLIGGADHGDLAFGDLRAALPAGWTVLAAPEREPALPPVAWAAG
IDTGTLPGDLLLVGHSLGGLHAWALAERLEAEGRPARAVAVIDARPFDAELVAQSGGPLQLFAMLNGSAARAESLEALWH
RLPAGHPARARGLSAFGRRHAQFAEEIAACTGYSPTPLAATPAILLTAGDNNPARIADGWRALGLVPELLPGDHLSCLCG
AGAGRIAACLRAAASGNGKETET
>BAQ68067.1 Oleoyl-(acyl-carrier-protein) hydrolase [Rhodovulum sulfidophilum]DSM2351
MTSTDWLIRAPGRTEARLRLFLFPFAGGGASIYRGWAEAAPEDVEVIRVQPPGRENRAAEPAFDSVEALAKGFIGAALPA
MDRPFALFGHSLGSMVAFRAAALLRGRPQGARLCRLFVSGARPPHLPDPEPIHGLPDPAFREALRARGGTPDAILDDADM
FSFFAPTLRRDLRAAETWFDPDAPAPGVPLVVLNGRGDRVVKAESAGVWARYAPTEPGLHEFDGGHFFVQARGAEVREAV
FAELARGPGLRDYSACRSATGIPSASPGGG
>BAQ68068.1 efflux transporter, RND family, MFP subunit [Rhodovulum sulfidophilum]DSM2351
MAGKVTRRILTVAVLAAVAGGVALSFRPSPELVDLAEVTRAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDEA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPSSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLDGPDPGTPVVLYPPPGLADGMPVAER
QAE
>BAQ68069.1 ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPGI
ARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLNG
GRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRYG
SLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSREISLHYLKLAML
IALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPAAYVLGTGLSLAAACLGAVLVLRRVFRLAPAEAMRPPVPPG
YGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDRSDIGVTLTRA
VGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLNLVPIALPPAGRITLSQAAARMLEAR
PGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIGPAYRAPIAARLAEMPLVAGIAI
KTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLALP
LGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVAFSCVLVARDVMRIDLLMSLKARE
>BAQ68070.1 ABC transporter related [Rhodovulum sulfidophilum]DSM2351
MAQIPAFETHGLTRTFGSGGTAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGARTHHFPAQLSGGEQQRVAIARAIAKRP
RVLFCDEPTGALDSRTGTAVLGVLKRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>BAQ68071.1 DNA-binding domain-containing protein, AraC-type [Rhodovulum sulfidophilum]DSM2351
MTVCSQIAACPCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAANAPPETRVHPRPPRFQPLLGALVDNMHDEGALSKL
RRKSVSYELLCWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAV
RNARLETAHRLIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHPA
>BAQ68072.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]DSM2351
MQRSTLRKQGQAAICEQTVIRLSLLQQITLREWAWALIGELKVTDPSMTTDNTMQGSCSISMEKGSEKLALNKLKTKPGA
ISSVL
>BAQ68073.1 hypothetical protein NHU_00906 [Rhodovulum sulfidophilum]DSM2351
MLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWAPLMDRYQPFGGPAYRGWL
IGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPGDRGIGNAVQTAGGLIGALVGAGGAV
LAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLAVLVVAEFGLGAQIALVNP
MLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYHAAAMADWQMVIVLALYYT
GWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGACSCLLAAILAKGKGAIKAT
>BAQ68074.1 putative crotonyl CoA reductase [Rhodovulum sulfidophilum]DSM2351
MTLLSNAFPKAAGLGPQIEALLADPAAKPEAFAALPLPTAMRALVIDARDEARTMALPEAERDPAQTLRLREVPLPPMAG
DEVLIAVMAAGLNYNSVWSSMFMPSSPFDYLRRFGSLSPRNGTHVRDYMVLGSDAAGVVLRVGSQVTNCKPGDEVCVHPG
VVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGPNGARMHLGE
SVLIWGAAGGLGLLACQYALRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGVPNERGVARLRGRIRAAA
GDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHP
VLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAASRDGIRDPGLRRAAGVDPFLQKLMVS
>BAQ68075.1 amino acid adenylation domain containing protein [Rhodovulum sulfidophilum]DSM2351
MTLSEHRRALLDKLLAEAGEPVRKSAPPSPAAVPDIENRHAPFPLTDIQLAYWLGRDAQAELGGVASHGYQELAHQELDI
ERYRSAWNRIIARHGMLRAVILPDGTQQVLAEVPPFGIAVEDYRESSSDTAEAARLATRQRMSHRVFDPLEWPSMEIAIT
RMPGGHDIVHMSADALFGDIYSSFVIFHELRQFYDNAGAVLPPLDFTFRDYVLWLKDCETGPGFQAARAYWEAKAPTLPP
APQFPPQPATRPAPPRPEGFRRLRFALPPAAWSALRAAGRQAGASPSALMLTLFSELLARFAGDEAFTLNVTTFNRADIH
PQVRLIAGDFTQTMLFAVRTPARGPLEERLRALQADFAQDFEHRAFGGVRTLREMNRQGGGGAGRALMPVVFTSGLGAGD
LAEAIPRESRDFVRRVHEITQTPQVTLDHQVFEENSALVVQWDHQPSAFPPGLPETMMEVYRTGLGRLAEDPGLWRCDRL
FEPPAVQLSKRTRVNATAAPVPPARLEEGFLRQAGLQPNASALICGETETTYAGLLAQAQGWAAALDAAKAGDFVAVSAR
DPVMRVAGVLGTVLSGRAYVPIEPDWPAERRHSVASAAGIAHAVTDAPGSWNGIAVPLAPAAPDRYSAARSRALGDRAYT
IFTSGSTGVPKGVVLDHAAAWNTISSINARIGIAPCDRLLGVSALGFDLSVYDIFGPLAAGAALVLPPAEQDRDVPAWLR
LMRTHRVTIWNSAPALFDLLLGARDADQALAPLHHVLLSGDWIPPDMTKRLFAAAPGTRLLAMGGATEAAIWSVAHEFST
APGNVAAIPYGTPLPNQSLHVRDGAMQPVPDWVPGDLYIGGAGLAREYLADPGKTAAAFAADPLTGARLYRTGDLARYRE
DGVLEFMGRRDTQVKIGGRRVELGEIEAVLARDGRVERAVVRLCPGKGVTAWLRATPGETLPDPDTLARHAARYLPAHMV
PAHFLAVRRWPVSANGKLDIKALPQTADAPAEALPEPAAGSAEARLLTLLSEELGRPPGEIGVTQGFFDLGATSVTLIAL
HRRIAEEFGTELPVTLLFRLANIRALAAHLEGGADSAALREAAETRARLRRSHAARRRGGQAQSPQGRA
>BAQ68076.1 beta-ketoacyl synthase [Rhodovulum sulfidophilum]DSM2351
MKDSMTETTGKIAIVGMAGRFPRCPDVAAFWSALVGGEVPLEDFSRDELDGVPPGIAEHPDFVAQGFCLEGIDLFDAQFF
GYSAAEASRLDPQQRIFLETCWHAMEDAGQAPGDRPDRRTGVYAAANFDTYGAERPSGASLADPETYLRGVLAGDKDYLA
ARVAHRLDLHGPAISMQTACSSSLVAAATAVTDLLTCGCDLAIAGGVGIRSRQKVGYLRREEGALAAPGGCRPFDAAASG
MIDGSGAAAVVLRRLEDALADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQAQAIAMALDMAGIGGDQIGFVETHGTGT
PIGDPIEYAALVEALGARPGARRLLGALKANFGHMSAAAGVAGLIKAALALHHGLVPPHPRFDRPNLRCGIEPAGFHVNT
TPEAWPRGSAPRHAGVSSFGIGGTNAHLVLEEAPEAPSASATDNALRLYPVSARTPGAVADHAARLAACGETDGPSMARM
LCRRAALPVRRCVGARSGADAAGALATAPSLQAPADPRPVFAFSGIGRAAPSTGRGLFAALPAFRAAIAEIDDLAMDLAG
IRIAPFFHSGGPLESRDPGALMLAHFALQTGLASAYREAGAAPEAMIGHSLGEYAAACLAGVFTLPQAVRIVAERAALLA
ETAPGAMCVVPAETGEGIAAAGRGICIAGWTTPGHVTLAGPRDEMETLRQELRARKVPAVPLAAARAGHSALLDPVLPRF
RAVFDGMTLGQPDLPFISNLTGDWADPQEVARPEYWVRQLREPVRFAQGAARLAEWGATSYLDIGPGGGLAPLLTRHPDL
QPETVISALPDHNAAQDEETGFHESLARLWCLGAAEKAPRARLGGAAEVQPASLPGYAFQRQSYWLPPSAVADATDELPL
LPFEDWLHQPQWAQYRPLPVETPRPHAIRAAPGDTLAAALAQALPAQLVTGDMDAGSLADHTAIWDLRTLRRTAGPPELD
AALAAREDLAGLIRALARTGKPLRLIVPTQGLARVTGGEPLAPEYALLQGIVLSAAHENPRLSCETVDLDPEDDPLSALC
DLGAAAPAETPMDALLAVRMGQLWRQELRPVPGRPFPAALAPKGRFVLAGGDGGIARTLAEALAEASPGAHLALIVRPHP
DRAAERAAFAGNLQNRFGASLSWHAADLADAAATEAALRAAANAACGAADRAEDEAQDGRAHGIDGIVLAAGVAGGGLIE
AELPEGAQSNTGPKAGLLAAVEKVFAGTPLGFLAMCSSVGASFGAAGQADNMGANRVFDLYAQSDRLPLCRRKIAIGWDY
WRDTGMIRILGPRHKALTGEEIRHGMTAKEGAAWFLRCLGAPLPVPVISTLPTDWIRTALARRLGEAMAVYERAAPAAGA
QARAPRPPLGTPFAAPDGALETLLARVWAETLGFEEIGRGDSFLELGGDSLAALPMLARIRDALDCELPVSALYRSLSVA
GCAAHLRAADPGDIELRARLYLHVQTLDEDALAGALAADASAPAQREPRR
>BAQ68077.1 non-ribosomal peptide synthetase [Rhodovulum sulfidophilum]DSM2351
MNPQTLIETCLARGIRLWTDGTGALRFSALPGAMDNALKAQLSENRSALAAHLSGRTDLPLNALQRAYLAGQAAEDLDLG
GIAPLYYLELAGERLDADRLDAALAEMTAVHAVLGMSLAGTADGSPVLRPVEGPVPRIARIACATPAERAALQARMMEGT
QDPERFPLFDLRLSRLAGTPDHLHILIDLTLLDAHSGALFISELLARSRGAEPRPPAITAAGLRALEKESADDRAWWHAR
LADLPEAPALPLKQPLHELRRPRFGRVEGILSAPGWQTLRDRAQEHGITPSACLGAVFAETLGIWAGSGEDCLLSLTLFQ
RPGTHPDRDAVLGDFTNLLPLACPVRAETPLAHMRQVQERLWQAAAHAGCSGTEILAALARHRNRPGRAAAPVVFTSLLG
RGSAGPVSLIPEGMTQCAALSQTPQVALDCQVHEDRGALRISWDHAADLFDANGLAEAFSAHLGRLEALAAAPDWAALPA
ASFRTPAAAPDAPRLGRMPPATRPAFEAALDAGRIAECWAEVLPGFDGRRDIGFFEAGGSSLLAVRLQAALSRAAGRDVP
IHVVFDHPTVLAQAAAFSPKPQPPARAASRRRFRQMAQSRDSTTRG
>BAQ68078.1 non-ribosomal peptide synthetase [Rhodovulum sulfidophilum]DSM2351
MEDLTYRNGLFAQTLLGDLLEHARINGGKTAFSFYSGPGASEATLDFAGLEQSVARMTAALSRRRFQGRPVMLVYPAGIE
FAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCMPAAAIGPAKTLGGLDFGQTVPHILAHEDLMAEDPGDFSL
ADAAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGLDLSSWTCGHSAAEPIRREVVERFLETFAPCG
LRPETMRSAYGMAETVAVVTSGRLAGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDS
VAKGYQGHARGVEDTFRAETADGDGPFLRSSDLGFLDQGDLFVTGRLKDVIILNGENIWPQDIETVAQAADPALRSDGGT
AFDVADDAGRTRIVLVQEVRAAKEDLPDIAARIRTALAGRMGLARLDEIVFIRSGAVEKTSSGKVMRSRMKTRWQVGDLE
VLARDRLPETAGECGHEDVLAALGLGPKALESPASLTALGADSLRCATGAEALRRRYGLDMALSDLALTTGIELADLLRN
RPQGDPGPAEPDAAAAAPQGPAAPTPLQRAYLAGRAAQGLDCALYLETGCPADLPHARLEDAWSRLVARHDALRMIVTPE
DRIEILSQPPGSHEIPRIYLSSAAERRGIEAQMRRRTAPLAHWPLYGICRSTLPGEPTDRLHLCLDLIALDAPSILKLLL
ELGCLIRDPEAPLPPVEGKLAQSLAALAGNPVLRQDTPPLPELPVLPGAARPDFVHLERNLDPGIAEAFRQTAANWSVSP
AVLLAAAYAEVCRRWSGGAAETTLNLTSVVPEPAPDGAIAPLADRTRTIWLKAAAGDGPDLRRRAQVLARRMLDRLERPG
TDLGDLSGGVPLVLTSLLDAVPPRLSPLRRIEGLGPVLSRVSQTPHVWIDAQAFDDAEGMVLSWDYDRPRFPEGLAAAMF
GAWAGLIQRLARDPDAAASAPLPLPEAQSLGRAAVNHRPMPEPQALLSDAVFAETRRRPGAAALICGEASVSFAGLSAEA
GRIAGLLLARGLPPGGIVAIDLPRSPLQIACVLGVLAAGGVYLPCDPGWPEARIADILKNAGAFARLGRRPASAGDDGTI
RIDPEAQDGARLQAAPSYTPHPRGPGDVAYLIYTSGSTGRPKGVAVSHRAALTTIGDICDRFGIGPGDRGMAISSLAFDL
SVFDIFGCLGRGAALVLPPEGAQRDPQTLLALAETHRATIWNSVPAILQMAAEFADETDRALPRDLRLGLISGDWIPRDL
PTRVAALAPGMRLMGLGGATEAAIWSNIFDTADTPCDWPSVPYGLPLRNQGYRVLDNTGLDCPDWVEGDLVITGGGLAEG
YWNDPTRSAAAFSSDPQTGTRYYCTGDRARYRPGAVLEFLGRRDQQVKIGGFRVELGEIEAVLSGLDGVRRGIALLRGAG
ETASLVAAVLPDPSGPVPDPADLGAALSGRLPGYMLPRHIRLIETLPLSPNGKIDRKALAALFETGCPAEAAPGPRPPAP
QTGASRAWALLAGLLPPGTPLHEDRPLIELGLSSLEIIRLATGLTARTGRPVNAADLARASGLGAIEAMLGGTAGPASPA
PPADPIEAWCISQAGATLCDAAQREAFKAGHVLDLATATLPDLRFGARPLPAAFDRRYSCRSFRPEPVGDADLGVWLSAA
CLAIRGNRLAGQWGSAGASFPLELHLLRPGADGGWQWWRHDPARHGLSRGTAARTGPAGFSPMNGQWLAGAAGLLVCAAD
MARIAPLYGTDAPRMVWIECGAAMQALELSAAEAGIGCCQIGDVDRASATRSIGLADGCFALHALAFGQPEPGERSASAS
EIRPLTDSVEEGSL
>BAQ68079.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MKRCGPPRDGRPADTVRGYRPVGSTLAGLPQCRGPKDIGEEVRKLGLGTIRSGRRFRNWRRQPPDELVSEQVVQFQHRRQ
CDLGWPSGCMVEMEFRHLIAGRKQRKIPVRYDKRRYKRRNRIEIMFGRLKD
>BAQ68080.1 arsenic resistance protein [Rhodovulum sulfidophilum]DSM2351
MSDTCTPARMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVNFGAVAGLARQ
PKGLLVTLVVNWLIKPFTMALLAVLFFGHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLVQVSVN
DLVMVVAFAPIVAFLLGVTEITVPWNTLVLATLLYVVLPLLAGLLTRRALATEKAISAFTARIKPVSMVGLVATVAILFG
LQGDTILSRPGVIALIAVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>BAQ68081.1 transcriptional regulator, ArsR family protein [Rhodovulum sulfidophilum]DSM2351
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPKT
>BAQ68082.1 hypothetical protein NHU_00915 [Rhodovulum sulfidophilum]DSM2351
MIWTIHVANASGRLDGLVSPIRAAIERAQARAEAVTEPVDLDVVIQAWPGRVIAHLGHAGYAPTGDMIQLTFDPANSNCA
QNLGEPLGRTIVHELHHALRWRGPGYGRTLGEALVTEGLAGHFAQQLYGGPPEKWESSLDAEGLAQAASDAAAAWDDEAY
DHAAWFFGTAPAWRGYALGYALVGRHLAARPKETPAKLIHAEAASFRDNLKSTFG
>BAQ68083.1 phage integrase [Rhodovulum sulfidophilum]DSM2351
MAHPAHTSLKSVPVRPHVHIGASRTKLYLPRGSRNQAPESWTRGYCPTRLQRFLETVPRNGTYILANNRTQHMGKRQVQK
RVEDIRKAIGVLSGQGRLVPHGWRYTAATQLADAGVDMRDIQAVTGHKTLSMVQKYTAQANQKAASRRAQTAREQSRNET
GKR
>BAQ68084.1 nitrogenase (Iron-iron) transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MAGEDAADLFDLGAVRPDEEFTQCYSGECRVNLLPTLYRLNHAISNATDLSAPLGMILEVRGAARLADARARSAAVR
>BAQ68085.1 hypothetical protein NHU_00918 [Rhodovulum sulfidophilum]DSM2351
MTLAASETLRPHEECVPVPDAFDAGLWFIGRIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVVGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>BAQ68086.1 periplasmic binding protein [Rhodovulum sulfidophilum]DSM2351
MMPLRLTALMAGALAMGLAALTAAAETRTITDATGRQIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPGAEDMPF
LRPGTRDLPALGRLTGKGDTVNLEVLLTARPDLIVDYGTVNATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPEDRRPTVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAARIDIEAEV
ARFYTLFYGVTPDRAALAGLLGSGHPGE
>BAQ68087.1 transport system permease [Rhodovulum sulfidophilum]DSM2351
MSERAAAPLLALGLAGALAAGAMLGPYPLSPADVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVF
RNPLVAPDILGVSQGAGFGAVLGILLGLPVLAIQLMGFAFGIGTIALVMAIALALRGMGQVLVVVLCGMAVAALAGAGIS
LVKLLADPDDQLPAITFWLMGSLAGIKQADVAAALPAIIAGLVPMIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSA
TLVTAAAVSAAGVIGWVGLMVPHMARLITGPRFDRLLPLALAMGAGLMVLVDAAARCIAQQEVPLGILTAVLGGPVFLWL
LARGGRTWAE
>BAQ68088.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MGRVTPLVEACGLAVGHGGRALLEEVSLGLHRGRILCLLGPNGVGKTTLFRTLLGLMQPLGGAVFLGGHPLSDLSRAEIA
QRLAYVPQTLATPFAWRALDLVLMGAAARLGPFARPRATEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQ
GAEAVAMDEPTASLDFANRIRVGRAIQGLASSGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPAAEVMTAARMTRLY
DIPVRRDALPGGRLHFSGPSGGEDEGPVAGASAGQNV
>BAQ68089.1 TonB-dependent receptor [Rhodovulum sulfidophilum]DSM2351
MSLLLRVVGTSCLVSCGFGLPALAQQSSDGPDEVFALGEIVVRSSDGTTQGGTSSTISAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNNGYYLSRDYTPTQVQGSGRRDYSDTEDSRLNL
KFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLELGSDIGERNALTSAFHYRYDRHRNTQLSRPDINSVPDPTET
SRERTLSFALEDRFQMREDLSLVGGLSFDRVEVLSASRTNTDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVESALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYAGFEIGA
RTDLTGSLALSANYTYLDRDITDPIRPGLKATDTPRHSAYLRLDWQATASFSIAPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVNLDMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRTFYLTTAYTF
>BAQ68090.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTEDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAVARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ68091.1 cyanate hydratase [Rhodovulum sulfidophilum]DSM2351
MKDLTMSEDITKEDVTVLIIRAKKKAGLTWEAIAEKIGMSPVWTHSAAMGMNAFTEEKAKVLVALLDLPEEATDAMVESP
TKVWQQTVPTDPCIYRLYEIVGVYGPTIKALIHEKFGDGIMSAIDFDMTVERVANPKGDRVKIEMSGKYLGYNAW
>BAQ68092.1 hypothetical protein NHU_00925 [Rhodovulum sulfidophilum]DSM2351
MDRNIFLIGPGGIGKTSSGRNLAEILGREFIDLDEKFMSGPGHIGQYISEHGYAKYVRENSNLFFEHINQSAEPLVAALS
SGFLIAEVEIETVQENRFAVKNGYSVLLLPHADPDECADMIVSRQVQRGLNLREEIERPKFLERLPVYRSLADQVTVIQG
TPEESAKAIFVQLRGVERSIADIC
>BAQ68093.1 hypothetical protein NHU_00926 [Rhodovulum sulfidophilum]DSM2351
MTKNWTAIKGALSGFSKVQLLGLVQDLYRADPKNQDFLHARFLASDGGTDLSPYKKRIKAAINPSRWDAPIKYRDARRAI
SDYNKARGQLGETLELMFYYVKCGNDVTLEFGDMDETFYNSMGSMFGSIVKKLSMQADSELTATWLDRLEKEYQRVADTG
WGYGDELGGYLEDLRSSQK
>BAQ68094.1 DNA helicase [Rhodovulum sulfidophilum]DSM2351
MELPNEALKTGCLPKQLVQALFRGMDSAGTVSVRFWPLVTARRGSHVAARADGMPEIVAPVVTEGFVDRAGRLVPRRNAI
ARDLLTPLPRGAFALGSVEALDAFLTTTPMPETTTVDGWQDYRRHCRQMVDALSPGWPSEEPEYLPIGTGFIEVSEGADA
TVRQMLDLYDSLLAEQPDTPLLHQIGCPVRFERTPEASIERAFVRRLGHSNPHFPLAEHQRQVLAWLDAAKPGEVIAVNG
PPGTGKTTMLLSAVAGLWVKAALDGGDPPVIVAASSNNQAVTNIIDAFGKNFAAGEGVFAGRWLPDIKSFGMFLPSHSRR
MEAVQHYQTEAFQAECESFAYVEGAKAAWLEAAGKALPEAEGADVAGFVERLRHRIIDKVEKLRNLDTAIDRRKSCADVL
LSELGDNPEAEQARRANTVRISRKEADRLVAAQMALAQYLASESWLIGLFGFLSSVKRKRASRARLAIGEDLDLAQEAAR
IEDIETRVTDALRDRKKALSIAEQSLSRAESLREQAVASEMAWRNARESFGGSDDLDELETQADIGTRFDLFLLATHYWE
GRWLMAMEADLGAIATSHEKTGRKAVEPRWKRRMMLTPCAVATFASLPGKLSCSRYQGGKFARESPYNFIDLLIVDEAGQ
VLPEVAGASFALAKRALVIGDTQQMEPISAVPGPVDIGNLKNSGLTDGEEVPVSLDISGIRSTTGSAMRLAQQACKISPW
PELDRGLYLFEHRRCHDQIIGFSNALCYKGKLRPMRGPAPADAPLPALGYLHVEGRAFASGGSRANPVEARTIAAWLEDS
RALLEGRYGRPLEQVVGVVTPFGQQVRAIRDACTARGITVSGRHGMTIGTVHALQGAERPVVIFSPVYSKHADGGFIDAS
PSMLNVTVSRAKDSCLIFGDMDVLATARGGSPRALLSEFLAAQGKELDFAMEPREDLTRGEARIEMLQQAAEHDAFLLGA
LKGEGRKYMIVSPWVIAGTIERTGLLDAMATARQRGAEIEVFSDPLLNTGPAAGGLSQMEAVERRLAEFGVGMHRIPKLH
SKIVTVDEDLLCAGSFNWLSADRKGQYARHETSFVYRGKHLEDEIQTIRNGLMQRAG
>BAQ68095.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTEDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKGARYHVRSRVEARMNCLKRFGERIMSRDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ68096.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRSRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
SLDDLLAVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLAPP
MRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAG
CDTYPVLLGRCCANPSGDHLANPDG
>BAQ68097.1 hypothetical protein NHU_00930 [Rhodovulum sulfidophilum]DSM2351
MADTSAGLGGLRIKRQELLDALRRERRADMTLHEVARRLALSSFEIRQVIAANLLPTERRRPNGLRNAAEFVSFDDLERF
LASYQTNKTAAAHLNLSWGEMHRRVNVAGLVPDAIGNGARIYKRDAILKL
>BAQ68098.1 IS66 family element, Orf1 protein [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAKQ
>BAQ68099.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MNAKLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGI
RIARKTVAKLMKGHDIRPPRRGRRVPRTIDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATM
EIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSL
KNELVHRTRFRSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ68100.1 Metallophosphoesterase [Rhodovulum sulfidophilum]DSM2351
MANWYSADLHFGHHRIIDFCKRPFASTAEMNATLIANFQACVAHDDDLWILGDFAFGRADDTVQFESWFHSLPGRKHLII
GNHDDEAVISLPWASTEYMAEIQDGEHSLVLCHYPMITWNGARRGALQLFGHVHDQWAGSRNSINVGVDQWDFRPIQIGE
IAKRAARMPVNKHWADVEHGNELP
>BAQ68101.1 2-dehydro-3-deoxyphosphooctonate aldolase [Rhodovulum sulfidophilum]DSM2351
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGHAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMANAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>BAQ68102.1 signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MLREMQNVTGLDDSFQAGRAELITPLSRPAYGPARTFPREVSVGYSRPGRAAAQACQCRKGDRPVHVISDIWDAIRGQGR
RTRPLPHCLRDRAASRTPEPV
>BAQ68103.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]DSM2351
MAAGPVAPVFRFDYATSNRAREGNGGGMYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEV
GGHVSRTLTVHYLVNDLLMAFFFAIAAKEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVH
RGWAIPTATDIAFSYLVGRIVFGAGHPAVRFLLLLAIADDAAGLIILAVFYPSGDLQPLWLLLSVGAALATFLLFNWLPR
RMDRGRQMRPCSSWVRRYLGFWPYALAGAASWFAFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHN
LKVPVEIVLFFFGLCNAGVEFSSIGVPTWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTV
SLFIASVAFNSGVTLDGIDVQEAAKMGALFSFVAALIAFGAGKLMRVRKQS
>BAQ68104.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]DSM2351
MTVATDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>BAQ68105.1 hypothetical protein NHU_00939 [Rhodovulum sulfidophilum]DSM2351
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDLIAPSVFDLEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLT
ALDTCLAGMGGLAARAWLAGLRHPDGATSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMAAHLAR
LGLRIDLPAPEPMTETPLADPDAPPRLR
>BAQ68106.1 2-ketoacid reductase [Rhodovulum sulfidophilum]DSM2351
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEVVTGTGDPAAIDYVVFAPRGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRAPRAVPGIDCRHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDSERLSWLPEGAVLLNPGRGALIDEAAVLTALDA
GRLGHATLDVFRTEPLPPDHPFWRHPQVTVTPHVASETRPASAARVIAENVRRAEAGEPLLFRVDRARGY
>BAQ68107.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]DSM2351
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRNVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>BAQ68108.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]DSM2351
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGAPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVADGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>BAQ68109.1 MreD protein [Rhodovulum sulfidophilum]DSM2351
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>BAQ68110.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]DSM2351
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>BAQ68111.1 rod shape-determining protein MreB [Rhodovulum sulfidophilum]DSM2351
MFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIADFDVAEE
MIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVVDIGGGT
TEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLLNGVPKE
IEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESLNCVALG
TGKALEYEKQLRHVIDYES
>BAQ68112.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]DSM2351
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAGEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>BAQ68113.1 gamma-glutamyltransferase 1 [Rhodovulum sulfidophilum]DSM2351
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
ARGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAETGELTTLDGRETAPLAATPQLFQTPEGAPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCTPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADADFVPVPAIGLLDPGYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIIDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAKDLAEPLAALG
FEVGTRELNSGLHAISVGETLEGGADPRREGIALGR
>BAQ68114.1 hypothetical protein NHU_00948 [Rhodovulum sulfidophilum]DSM2351
MRIGLVPGQDRRRNRQALARIRDAVGPEHQPQEGQPAPNRTRIAVTLRCLTSKRPFLPRAPKRGPANRRRAAGFRKVTQP
GASASRP
>BAQ68115.1 class I and II aminotransferase [Rhodovulum sulfidophilum]DSM2351
MADGQDRGRDHGGDLSGAMARFGGTADDWIDLSTGINRVPYPAPPASAAALCDLPGRAVIDRLSTAAQGAYGTDWPLLPL
AGAQAAIQLLPVLAPEGAVRVLGPTYNEYAGAFEAVGRTVEIVAGAEALAGAGLAVIVNPNNPDGRRLTPEALRAIAATV
GVLVVDESFADPHPELSLLPGPCPENVLVLRSFGKFYGLAGLRLGFVLGSKALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>BAQ68116.1 cobalamin biosynthesis protein cobD [Rhodovulum sulfidophilum]DSM2351
MSAAAMLVALAIEGVAGWPDRLHARIGHPVTWIGALIAALEARLNRPGDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWLGTVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPLRAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>BAQ68117.1 hypothetical protein NHU_00952 [Rhodovulum sulfidophilum]DSM2351
MAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRHPGRMPGLWQGARPVLSHAQFMTLAARLGTRPGRLRLHADMPPGG
GAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVLDRLPPEPAFEVVGGFCGKGQRT
DPADTAFADISDLVEAWRATPDPARRARLATESARRCHALRGGPDPAPLLELGRNLGALGLVAAHTGAAQGLLFAPGTAP
AGTEAALRAAGLGQVLRFRTGGGGR
>BAQ68118.1 cytochrome B561 [Rhodovulum sulfidophilum]DSM2351
MSDTKASPPATEDGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGGPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>BAQ68119.1 L-sorbosone dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MKTTLIGAAIWVALALPAVAQSTDVPDNLERLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMNTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGSLFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDLAGALYRIWYDGM
>BAQ68120.1 hypothetical protein NHU_00955 [Rhodovulum sulfidophilum]DSM2351
MDRLLAAVAFIAFAGFVGILALEVHHPDLWAVIGITLALVATDLVLAARNRRD
>BAQ68121.1 2-alkenal reductase [Rhodovulum sulfidophilum]DSM2351
MKDLETALDLGAVELRDRLARGALSALDLVEACLARIAAREPEIGAWAWLDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRDAIDEGANMPARDYLAALDWPKVLNAALDEIFIRCDAILCPATPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>BAQ68122.1 TRAP C4-dicarboxylate transporter permease DctM [Rhodovulum sulfidophilum]DSM2351
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>BAQ68123.1 small permease, TRAP-type mannitol/chloroaromatic compound transporter [Rhodovulum sulfidophilum]DSM2351
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>BAQ68124.1 TRAP dicarboxylate transporter- DctP subunit [Rhodovulum sulfidophilum]DSM2351
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
KHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVSVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>BAQ68125.1 N-acetyltransferase GCN5 [Rhodovulum sulfidophilum]DSM2351
MTNQPAPPAPLTLGDCTQADLPGVQAIYAEAVRTGTASFELAPPDLPEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNMGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLPGDRPQGQRSGGAGTDGPPNRP
>BAQ68126.1 ferredoxin [Rhodovulum sulfidophilum]DSM2351
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVAEALDGLIVQLPEKQI
>BAQ68127.1 putative transmembrane protein [Rhodovulum sulfidophilum]DSM2351
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALSLAGLMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>BAQ68128.1 phosphoribosylamine-glycine ligase [Rhodovulum sulfidophilum]DSM2351
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARDASLAEAQERAYAM
IDRIDWPEGFYRRDIGWRAL
>BAQ68129.1 nickel transport complex protein, NikM subunit, transmembrane [Rhodovulum sulfidophilum]DSM2351
MNRPAIAFAPTAIPGALLAASYRADLIETGFQRLGPDQRRAVQAELRELGLYAAQIDGAFGPETEAALVQGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>BAQ68130.1 exodeoxyribonuclease VII, large subunit [Rhodovulum sulfidophilum]DSM2351
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVTRVAPALARLRRLRASELEKA
ARRVRPELLQRRVETGREALARLDARLRAALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRPPRRSRKTDEPPEQGTLL
>BAQ68131.1 hypothetical protein NHU_00966 [Rhodovulum sulfidophilum]DSM2351
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFE
ADGQICFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>BAQ68132.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]DSM2351
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEPEPSPAPAPEPEPEPAPTPEPEEPAPTPEPEPAPEPDPGPVPMPDPEPQPAPAPVPDPEP
LNIPPGPSERPPEPPQEAPDWPVEVPPSTPDEIPTDIPTELRSDPAPASSDAFREDLPEAGDETGEEVSEETGTDAPRRG
FFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRLSVDEIKELLAQEIARIM
EPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGERAGVPVMTAPQGAD
PASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFRNLAD
VSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>BAQ68133.1 MgtC/SapB transporter [Rhodovulum sulfidophilum]DSM2351
MLDNLADEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>BAQ68134.1 integral membrane protein DUF6 [Rhodovulum sulfidophilum]DSM2351
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPAPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>BAQ68135.1 intracellular septation protein A [Rhodovulum sulfidophilum]DSM2351
MAEKRKINPGLKLALELGPIVAFFVAYLLLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGRDG
>BAQ68136.1 glutathione S-transferase, N-terminal domain protein [Rhodovulum sulfidophilum]DSM2351
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLIDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLENVAARPGVQKGRALAAERKADLSTDRKAQAMLFRRG
>BAQ68137.1 hypothetical protein NHU_00972 [Rhodovulum sulfidophilum]DSM2351
MPLIQVNAAGERPEPQGWEARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLVEAIRVRAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>BAQ68138.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]DSM2351
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETRAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>BAQ68139.1 GTP cyclohydrolase [Rhodovulum sulfidophilum]DSM2351
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKVRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>BAQ68140.1 trk system potassium uptake protein [Rhodovulum sulfidophilum]DSM2351
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDALPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>BAQ68141.1 peptidoglycan binding domain protein [Rhodovulum sulfidophilum]DSM2351
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTAPPTQPDPTTAAPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGNNDRLQSHTYAQLT
GGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVLT
TTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFSPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERLDLDALPGDTGGPVLDASGAVLGMLLAAPGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGA
LPPAELSRRAADMTVPVSCWN
>BAQ68142.1 glycyl-tRNA synthetase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNAPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDVPEAAN
>BAQ68143.1 glycyl-tRNA synthetase, beta subunit [Rhodovulum sulfidophilum]DSM2351
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIEKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRAKVMLDQDERADQIWHDATNAAFAQGFEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKTGMEDWREALTHVTFQSELGSQADQIGRMAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPTEVAEACALHYKPLGPSDEVPTTPVSVAVALADKIDRLTGFWAIDEKPTGSKDPFALRR
AALGVIRLVLSNGVRIRLLKLLTEWLALHARSQLQVRDIAFSITVSDETSGHARYFANHVSTSWPAGHGSDWFQLFFSWV
PDVEANLKLNEKVPYEVGEASGGVINPKRYVPDLLSFFHDRLKVHMRDQGIRHDVIDACLAMHGNDDLTLLVRRAEALQA
VIGTEDGENLVQGFKRANNILSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFSKAMAAMAALR
TPIDAFFEAVQVNSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>BAQ68144.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]DSM2351
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>BAQ68145.1 hypothetical protein NHU_00980 [Rhodovulum sulfidophilum]DSM2351
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPTVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVNQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>BAQ68146.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]DSM2351
MPETKMTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLEDDVDRV
LSYDMIAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEP
LVAPLVVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGS
RTEIDWAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWLAAELHAETVLVIGENVPEHPARGLDLRYVSPDAAGTA
I
>BAQ68147.1 dihydropteroate synthase FolP [Rhodovulum sulfidophilum]DSM2351
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQEDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAEMAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>BAQ68148.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]DSM2351
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALSQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKAVVDCANGAAYRVAPSVLWELGAEVVPVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAAQGLKLERTAVGDRYVVEAMRRG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLVEVVGRVVEAVEQVA
>BAQ68149.1 hypothetical protein NHU_00984 [Rhodovulum sulfidophilum]DSM2351
MAASSLIVTLALGTLCAVVVFSWISKQRTEQRQADPEAPKSTLAADTPDTRPDGRGAP
>BAQ68150.1 hypothetical protein NHU_00985 [Rhodovulum sulfidophilum]DSM2351
MLMAQERLSLDFLRRADYRAIFLICLALTAAFAMTAIRLRYFNAVPRTGFFGELSYNRNHLSALRLLNFIADLYVVAWLL
IVGRTDQNPILRGAAHALHALASFRPLVFIGQHSLQVFAFHVLLAYAAMFLSLSEAPRLLREIAVLASPVCLLLPAYLHA
RYRDRSQRLRPSGAKP
>BAQ68151.1 hypothetical protein NHU_00986 [Rhodovulum sulfidophilum]DSM2351
MRISAIDGLRGFFLAMMTMAHLSRDGQTLIGTLNHHRLGWFEDAQGFVFLSGLVIGIVYGKRLIRQSRGAMLRGLMTRAR
TIYIYHALLMAVITMGVILLYPRPADLNPEWSDAPLFYSLFGFLLISAPRYLDILPMYAILVALTPIVLIQLRKERYALV
MVTSFAV
>BAQ68152.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]DSM2351
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>BAQ68153.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYTVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>BAQ68154.1 transcriptional regulator, AsnC family [Rhodovulum sulfidophilum]DSM2351
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>BAQ68155.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]DSM2351
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVHTMRYGQKALAFAVTHPEPHVNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>BAQ68156.1 hypothetical protein NHU_00991 [Rhodovulum sulfidophilum]DSM2351
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>BAQ68157.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]DSM2351
MVKDLSNRGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYMT
HVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFEAIAALGGI
IPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>BAQ68158.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRGMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>BAQ68159.1 Family 2 glycosyl transferase [Rhodovulum sulfidophilum]DSM2351
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSQALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFTSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMTLGSGLKLAAAVAQL
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLDAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRVVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEALNLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTA
GKPASGSPAGKGVAEARNAGPDAQPSASIASAS
>BAQ68160.1 hypothetical protein NHU_00995 [Rhodovulum sulfidophilum]DSM2351
MTLPGPAKTGPAKTGPAKTGPAKTGPTQTGPGMGRVDSPSVGGSGAGAGTQTSSIRIETGSPTTTPVAAKPFSA
>BAQ68161.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>BAQ68162.1 hypothetical protein NHU_00997 [Rhodovulum sulfidophilum]DSM2351
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLVPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>BAQ68163.1 transcriptional regulator, TetR family [Rhodovulum sulfidophilum]DSM2351
MFRYSGAMARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAA
WEALPKGRGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILCEGGARGAFDVADSK
HAAFAVIAMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>BAQ68164.1 TnsA endonuclease N family [Rhodovulum sulfidophilum]DSM2351
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGHKSQVELTTGSTPISDMMKWPLLS
KKSTMFDTELPSTKGGNSKPAGDSPVSKFIRGIVTGEPQK
>BAQ68165.1 hypothetical protein NHU_01000 [Rhodovulum sulfidophilum]DSM2351
MPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGLFDDA
GREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRGERS
>BAQ68166.1 DNA primase [Rhodovulum sulfidophilum]DSM2351
MDSRPARPILFGMSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCH
AKGDAIKFVQDTENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRG
LSPEAQARWDIGFAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPN
DNAKYLNSPQTEIFDKGHTLFNLARARESAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPV
IALDGDRAGIGAARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSP
ERRAALERDLAAAVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGSGRKGGWTREPRRRPVSSTKSSELVQAMPRFE
EELREAVILATLIVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIA
PPVHDPADHEKAALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGA
HVDRDERDAFADLLGRINYGKGRT
>BAQ68167.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]DSM2351
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETPNTTSTASKEDDSPELDADGNPIRREDDDDEE
EQANMSLAAMEAALKPRVLEKLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIE
ALIDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQV
GQYVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKF
STYATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISL
ETPIGDEEDSQLGDFIEDKHAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERI
RQIEAKALRKLKHPSRSRKLRSFLDQ
>BAQ68168.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]DSM2351
MGSEDILPDYVAPDLRSVFCGMAAGPRSAELGLYYAGRGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWG
VDAAVPAAAHDPDRLARFVETWRPRSLAFNGKRAAQVFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETAWRAFGA
ALRRGG
>BAQ68169.1 hypothetical protein NHU_01004 [Rhodovulum sulfidophilum]DSM2351
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELQAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>BAQ68170.1 hypothetical protein NHU_01005 [Rhodovulum sulfidophilum]DSM2351
MTTAPQTPRLPGGSGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDF
KALNRRRALPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>BAQ68171.1 peptidase, U32 family [Rhodovulum sulfidophilum]DSM2351
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>BAQ68172.1 hypothetical protein NHU_01007 [Rhodovulum sulfidophilum]DSM2351
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSEVVIKR
ERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKAGELGV
GVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADMKALGV
THFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>BAQ68173.1 amino acid carrier protein [Rhodovulum sulfidophilum]DSM2351
MTDFLNAISSLVWGAPVLLLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHKGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>BAQ68174.1 ABC export transporter [Rhodovulum sulfidophilum]DSM2351
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMALFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAY
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGVLTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSIRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLTRCETYAALWRQQT
EHIA
>BAQ68175.1 membrane-fusion protein [Rhodovulum sulfidophilum]DSM2351
MSPVARDALPFQPPLVQVRDAPLPWLLQLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPDGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>BAQ68176.1 generic methyltransferase [Rhodovulum sulfidophilum]DSM2351
MDSLTLAKDDATSSLKTVLHVGCGMADPAKLPADAFPAENWRELRLDIDASVMPDIVASITDMKVLSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>BAQ68177.1 O-linked acetylglucosamine transferase [Rhodovulum sulfidophilum]DSM2351
MTDMPQTAFPPSGGPTPPAGFLSGNGGAKDLPPDLDALTRQAAACGDAAAVVELAAGTPEAAARLYRIWLELNGTRPDAW
AAWFNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLEL
DKRLDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWI
ARNVPDPGQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVP
IGALGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDGITVPEAETTSYAPA
PLRIEGCYQANDGRAPELPEVRRASEGLPEDRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIEDTPESVAALSER
WQAAGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECI
ATDPEDYMRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFTRRFEAALISVLKRP
>BAQ68178.1 hypothetical protein NHU_01013 [Rhodovulum sulfidophilum]DSM2351
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTASIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTAGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSIQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQVAALSSPQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALT
TAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAAMTTAQVGALSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSSQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMSALSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTTAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQIGGFNSQQIAALSTTQVAALQTNDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>BAQ68179.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]DSM2351
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSLIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTVAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>BAQ68180.1 TRAP dicarboxylate transporter, DctP subunit [Rhodovulum sulfidophilum]DSM2351
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>BAQ68181.1 TRAP dicarboxylate transporter, DctQ subunit [Rhodovulum sulfidophilum]DSM2351
MKTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFRAE
DAA
>BAQ68182.1 TRAP dicarboxylate transporter, DctM subunit [Rhodovulum sulfidophilum]DSM2351
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGI
IEALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGERLARLKSLVLPGIVVLGVLGS
IYAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>BAQ68183.1 Ghmp kinase family protein [Rhodovulum sulfidophilum]DSM2351
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGASALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLRRIGVVPEAAGRFVEEVELAGGAAKICGAG
SIRGDYGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>BAQ68184.1 putative mevalonate kinase [Rhodovulum sulfidophilum]DSM2351
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIELSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFALR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMTAYRLGPG
MLSGTPPGDARARIEPLPMPPALGLRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAAAAIAAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGALPEGFTPVAVAEEGLVIDD
>BAQ68185.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]DSM2351
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWSDFRIAIIRVDTGPKGQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IKARDLLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAVQR
>BAQ68186.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEVIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDAPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AENLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>BAQ68187.1 hypothetical protein NHU_01022 [Rhodovulum sulfidophilum]DSM2351
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVVLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPIRFRRATLVVLA
VAGLNLIRKGLMG
>BAQ68188.1 hypothetical protein NHU_01023 [Rhodovulum sulfidophilum]DSM2351
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>BAQ68189.1 OmpA domain protein [Rhodovulum sulfidophilum]DSM2351
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQAREATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
ATVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGQLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLDISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEDAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVATAGTEPAL
FDKVIAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSVRVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEDPVATNDTEEGREANRRIEFHLIDDSAPDEAATEDAEGTEAPEAGAEADDATEQAPPDAD
ATEEAATEDDENGEAAPAAAEDETPAEAGAEDRTDGQD
>BAQ68190.1 4-hydroxybenzoate polyprenyl transferase [Rhodovulum sulfidophilum]DSM2351
MGVIVMSDTTETPEARRQTDGQVADAVTGNWVDRFAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDL
WIVLGCGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSL
ALVAIYPFAKRFTWWPQIFLGLAFNWGAILAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARL
FAEETPLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIP
VLCFGLAILA
>BAQ68191.1 surface protein [Rhodovulum sulfidophilum]DSM2351
MGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICREATRPLQLPPDLWLCFAPIKKTRT
DFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDAWPEGRRLMFCDEALVG
AGQVLGAAPKGPWAILIGPEGGFSEAERARLRALPYAHPVSLGPRVLRADTAAVAALTVWQQALGDWG
>BAQ68192.1 hypothetical protein NHU_01027 [Rhodovulum sulfidophilum]DSM2351
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>BAQ68193.1 glutamate-cysteine ligase [Rhodovulum sulfidophilum]DSM2351
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCNEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAEARDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>BAQ68194.1 FAD-binding 9, siderophore-interacting domain protein [Rhodovulum sulfidophilum]DSM2351
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRAAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGKVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRILRLSENEVRAWVAASPEDLSALNADPRVERVDDLLAALAETDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFS
AIAYWR
>BAQ68195.1 hypothetical protein NHU_01030 [Rhodovulum sulfidophilum]DSM2351
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDSEEHRRIRDRIEVLGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGA
>BAQ68196.1 short chain fatty acid transporter [Rhodovulum sulfidophilum]DSM2351
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAGSLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>BAQ68197.1 periplasmic sensor signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MTTRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILRAGGDIRLVPGPHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEAERDKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPTR
>BAQ68198.1 two component response regulator [Rhodovulum sulfidophilum]DSM2351
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFERELIATVRGAGYRIGD
>BAQ68199.1 trypsin-like serine protease [Rhodovulum sulfidophilum]DSM2351
MALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKAAPQAQMQNFQFPDDFPFEEFARRFGMPMP
GYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIEIDGQNLPHVDFG
SSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVVGINTAILSPTGG
SVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKAGLKKGDIVLAVD
GQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>BAQ68200.1 acetyl-CoA hydrolase [Rhodovulum sulfidophilum]DSM2351
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>BAQ68201.1 acriflavin resistance protein family [Rhodovulum sulfidophilum]DSM2351
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVMLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLTARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLNRAGRNPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVMFRIRPPAPEARPEA
>BAQ68202.1 RND family efflux transporter subunit MFP [Rhodovulum sulfidophilum]DSM2351
MSRLLALALALLPMTASADSHACSEGSAQIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRMLAERGIAPIAQLEKAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAEAPSVWRVAPKDRRLARVPVETGRRL
ADRIEITHGLAVGDEIVVKGAACLGEGQTVGPMVAP
>BAQ68203.1 RND family efflux transporter [Rhodovulum sulfidophilum]DSM2351
MITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALER
DDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVARR
AAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSGVRLSPLGGGRGCDAAVTELA
PVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSDS
GIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>BAQ68204.1 major facilitator superfamily protein [Rhodovulum sulfidophilum]DSM2351
MPQPSPRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RAATADTGIRRRA
>BAQ68205.1 3-keto-5-aminohexanoate cleavage enzyme [Rhodovulum sulfidophilum]DSM2351
MDSLAVGSSSFPTRVYEHSLDLVDWPASEMQKYDMKPEIEAFDLGHIFLAMKMNEDGRLKAPL
>BAQ68206.1 putative hydrolase or acyltransferase of alpha/beta superfamily [Rhodovulum sulfidophilum]DSM2351
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGSDPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALIYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKATAMP
>BAQ68207.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]DSM2351
MKIADLGDVALHYREDGPPDGASVVFANALGCDLRIWDEVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLARWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTAGLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>BAQ68208.1 transposase [Rhodovulum sulfidophilum]DSM2351
MRKSRFTEVQIIGMLKEQEAGLPTSELCRKHGLSPATFYKLKAKYGGMDLSDAKRLKQLEDENAKLKRLLADAMLDNVVL
KDLLGKP
>BAQ68209.1 transposase [Rhodovulum sulfidophilum]DSM2351
MTTPMQRRDAVLRAMRDHPISQRRACVLIGVDPKTVRRERPPDNPEIREEMHKIAEKRRRFGYRRVGIMLERKGMIMNEK
KLYRIYREEGLSVRRRRGRKRARGSRTPMPVPLRPNQRWSLDFLSDTFGACRKFRILAVNDDCCRENLGLIADTSISGAR
VARELDALVRIYGKPACVVSDNGTEFTSKAILQWANDNKVEWHYIDPGKPQQNGFIESFNGSLRDECLNEEIFDSLADAR
RKLAIWRYDYNNVRPHSSLGNQTPAEARRALEQSEGSAPGALAQPETYHYQPQGLSL
>BAQ68210.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]DSM2351
MTIDQIEAAAARLSGKARRTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAKARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLTSGRIETNTRRAGSLCDAIQTPAP
GALTFPDMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>BAQ68211.1 Alpha/beta hydrolase [Rhodovulum sulfidophilum]DSM2351
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFVGRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALEGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHTPFLDEPDAVAAIATLLERIA
>BAQ68212.1 haloacid dehalogenase, type II [Rhodovulum sulfidophilum]DSM2351
MSITTCIFDAYGTLFDVSAAARRAATEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLGAYPEAPAMLGALRRAGKATAILSNGSPGMLADAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGRRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>BAQ68213.1 glyoxalase/bleomycin resistance protein [Rhodovulum sulfidophilum]DSM2351
MSQNHGQVWWTELMTRDVSGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAMLPDMDHVPPHWFSYFAVDD
LKKALNETEQGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>BAQ68214.1 peptidyl-prolyl cis-trans isomerase, FKBP-type [Rhodovulum sulfidophilum]DSM2351
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>BAQ68215.1 short-chain dehydrogenase/reductase SDR [Rhodovulum sulfidophilum]DSM2351
MGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIEKEWGKLDFLVHA
IAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMGVAKAALESTMRY
LASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACTTGEIITVDGGYH
VLGMPRFENI
>BAQ68216.1 beta-ketoacyl synthase [Rhodovulum sulfidophilum]DSM2351
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEPDEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVME
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVIEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>BAQ68217.1 3-hydroxydecanoyl-(acyl carrier protein)dehydratase [Rhodovulum sulfidophilum]DSM2351
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>BAQ68218.1 transcriptional regulator, Fur family [Rhodovulum sulfidophilum]DSM2351
MAQLNENPNHPDAVERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDEHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>BAQ68219.1 hypothetical protein NHU_01054 [Rhodovulum sulfidophilum]DSM2351
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPTSEERIHHVAYDTRAEAA
LPGAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTAPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>BAQ68220.1 (dimethylallyl)adenosine tRNA methyl thio transferase [Rhodovulum sulfidophilum]DSM2351
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAE
>BAQ68221.1 hypothetical protein NHU_01056 [Rhodovulum sulfidophilum]DSM2351
MTTDPDPQNSKEILSEDKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLLSFIGLILT
FVGIGILVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>BAQ68222.1 PhoH family protein [Rhodovulum sulfidophilum]DSM2351
MGISALTPPPQTEDVHEMLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARL
ETGQSVEAGDIDGALRLGETASPEAAAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTY
IAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMR
GRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRH
PLVARIIEAYDADDAKT
>BAQ68223.1 endoribonuclease YbeY [Rhodovulum sulfidophilum]DSM2351
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>BAQ68224.1 hemolysin [Rhodovulum sulfidophilum]DSM2351
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWTVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>BAQ68225.1 hypothetical protein NHU_01060 [Rhodovulum sulfidophilum]DSM2351
MRSARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARAGTPGRSARIAWTGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREAARVPAETDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGRIARAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDLGVRLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRSANTGVSAVIDGRGRVLASLPLGRAGQISAPLPPALDETPYA
RAGDVPVLILLCLGLAFFVATRAMK
>BAQ68226.1 S-adenosylmethionine synthetase [Rhodovulum sulfidophilum]DSM2351
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFISEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVMNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILHRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAFADQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDTHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKAF
>BAQ68227.1 tRNA (guanine-N(7)-)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQALVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>BAQ68228.1 hypothetical protein NHU_01063 [Rhodovulum sulfidophilum]DSM2351
MSDIRITNCHIHTFTAAHAPLYYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGIEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRSRADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>BAQ68229.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]DSM2351
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAEVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENACEEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGGATCATHL
DHRIAMSFLCAGLAAQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>BAQ68230.1 glutathione-dependent formaldehyde-activating protein [Rhodovulum sulfidophilum]DSM2351
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEVRWYASSTGAQRGFCPVCGSNLFWDG
GQDYLAVFAGTLDGDPGIRMAAHVFCADKGAYYEITDGLPQAPGLPEDIA
>BAQ68231.1 cytidylate kinase [Rhodovulum sulfidophilum]DSM2351
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>BAQ68232.1 hypothetical protein NHU_01067 [Rhodovulum sulfidophilum]DSM2351
MKQSMNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELWPGDLDNHLRRDIGLPPLPEPRAEPARW
M
>BAQ68233.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]DSM2351
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>BAQ68234.1 integration host factor subunit beta [Rhodovulum sulfidophilum]DSM2351
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>BAQ68235.1 hypothetical protein NHU_01070 [Rhodovulum sulfidophilum]DSM2351
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSTR
>BAQ68236.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]DSM2351
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAEIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>BAQ68237.1 hypothetical protein NHU_01072 [Rhodovulum sulfidophilum]DSM2351
MIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAEGNPASAVLLATCKLGRAQCAELIGSMISLDYADKVLFS
QADVSLGGRSYGVCYGAVTQIFCRETANPR
>BAQ68238.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]DSM2351
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>BAQ68239.1 protein of unknown function DUF2237 [Rhodovulum sulfidophilum]DSM2351
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>BAQ68240.1 peptidyl-tRNA hydrolase [Rhodovulum sulfidophilum]DSM2351
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGPEKVILLKPETYMNLSGDAVQAAVQFYK
LSPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGAAPPKAPVGSTVPRSGQAEAATEDSRTPLQKLADRFR
>BAQ68241.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]DSM2351
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>BAQ68242.1 hypothetical protein NHU_01077 [Rhodovulum sulfidophilum]DSM2351
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSGVPPVDPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREVEAMLR
>BAQ68243.1 50S ribosomal protein L25 [Rhodovulum sulfidophilum]DSM2351
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRIKLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>BAQ68244.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLTNLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAI
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>BAQ68245.1 carbamoyl-phosphate synthase large chain [Rhodovulum sulfidophilum]DSM2351
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSLGFLGVVLGVNLVALVLYFFVGPVAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSMPLVNLVIPILGAAAFTHLVNRLIEARRAPA
>BAQ68246.1 nitroreductase [Rhodovulum sulfidophilum]DSM2351
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADLVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLGDAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>BAQ68247.1 hypothetical protein NHU_01082 [Rhodovulum sulfidophilum]DSM2351
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>BAQ68248.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]DSM2351
MPERELMRCPFCGNIDTQVKDSRPAEDHAAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIAL
QKRPVDPDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPD
E
>BAQ68249.1 riboflavin biosynthesis protein RibD [Rhodovulum sulfidophilum]DSM2351
MSAEADARFMALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSH
HGKTPPCAEALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAEAATRDHRGFLLSRCAGRPMVTLKLASSF
DGRIATASGESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPEAGALAASVG
DAPLWLCHGAGADPARRSAWQARGARLIEVATGAGGGLDPAALLAALGAAGLTRVFCEGGGSLAAALLGAGLVDELVGFT
AGLALGAEGRPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>BAQ68250.1 polysaccharide biosynthesis/export protein [Rhodovulum sulfidophilum]DSM2351
MKTLLARGARALVLFGMLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMV
TRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGD
RILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>BAQ68251.1 riboflavin synthase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GGRINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAT
>BAQ68252.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]DSM2351
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAYGDDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>BAQ68253.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]DSM2351
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSGESK
GVGFRPSGGIQIAEGSDRA
>BAQ68254.1 NusB antitermination factor [Rhodovulum sulfidophilum]DSM2351
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>BAQ68255.1 hypothetical protein NHU_01090 [Rhodovulum sulfidophilum]DSM2351
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRGPEPVRGLADVLVPIPVPVKDERRMRR
>BAQ68256.1 hypothetical protein NHU_01091 [Rhodovulum sulfidophilum]DSM2351
MPDPVSPSLAPGRLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDHKWSGYLDWCDR
FFWAVGPDFPSDLLPPETGLILADGYGAEILREPSERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>BAQ68257.1 hypothetical protein NHU_01092 [Rhodovulum sulfidophilum]DSM2351
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKDSKPKG
>BAQ68258.1 transcriptional regulator, IclR family [Rhodovulum sulfidophilum]DSM2351
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARVGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEISAALGRVVAAI
KSQIHETGAGR
>BAQ68259.1 tripartite ATP-independent periplasmic transporter, DctQ component [Rhodovulum sulfidophilum]DSM2351
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>BAQ68260.1 TRAP dicarboxylate transporter- DctM subunit [Rhodovulum sulfidophilum]DSM2351
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>BAQ68261.1 Cupin 2, conserved barrel [Rhodovulum sulfidophilum]DSM2351
MSTAKDAIDPNMYFMTEAKAAAYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>BAQ68262.1 TRAP dicarboxylate transporter-dctp subunit [Rhodovulum sulfidophilum]DSM2351
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLDGFQGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>BAQ68263.1 acyl-CoA transferase/carnitine dehydratase [Rhodovulum sulfidophilum]DSM2351
MLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGRE
ILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPS
YVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSD
GWIAVLPYTERHWRRTFEELGRGDVLAQPWFSDATERSQHVGEMYEILGQEMPKRATDTWIATFERLDVPHSRVSGLDDL
LGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRGLEARGVLGRMAASDK
EEA
>BAQ68264.1 dehydratase [Rhodovulum sulfidophilum]DSM2351
MAGRWLEEFRAGEVIHHAITRTVTEADNMGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>BAQ68265.1 hypothetical protein NHU_01101 [Rhodovulum sulfidophilum]DSM2351
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARTCVLEALREPRGSNRLWVRVNPLETSDFDADLDTALA
GGADGIVLPKAESGACVRALGAACAARGQACPPVLAIATETARAIFGLGSYAGLSSSLAGLTWGAEDLSATLGSARSRGE
DGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEAA
RRIVEAFAADPTAGVVAIDGEMIDMPHLKRSRLILQRAGETT
>BAQ68266.1 MaoC domain protein dehydratase [Rhodovulum sulfidophilum]DSM2351
MTKAAVRLGRGFYWQDMTVGDRYRTYGRTVMPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>BAQ68267.1 hypothetical protein NHU_01103 [Rhodovulum sulfidophilum]DSM2351
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLADLDTAKLEFLILSDHIAVDEGRYQCR
HICNDEMVLVVPPAHPLAKVRATTLADLSQDVFLMKPPPSASRSFLLDRIQGDESSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMTLRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGAPGRPSHPPSGKA
HRQA
>BAQ68268.1 permease [Rhodovulum sulfidophilum]DSM2351
MPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIP
IYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVI
VFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDW
LLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFS
ISIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVYVVVIF
LSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTC
LIGGTVISVAVFTWFKLLGYGL
>BAQ68269.1 hypothetical protein NHU_01105 [Rhodovulum sulfidophilum]DSM2351
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPFDDRLREID
MGEWTGLRKDALIAEKAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFDDVRDAAPPRLEAYNLGEFGPDTDVAD
>BAQ68270.1 hypothetical protein NHU_01106 [Rhodovulum sulfidophilum]DSM2351
MKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGVGNYDVALVAIGEDLE
ANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLGNGFHVVDLTVPEPLE
GRAVGEVKLLSGYDLRALGAMREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>BAQ68271.1 V-type sodium ATP synthase subunit J (Na(+)-translocating ATPase subunit J) [Rhodovulum sulfidophilum]DSM2351
MAPFAALRSGRFLPPPLALMLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDG
LWASLFHAVSAFNNAGFALYPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVW
STASFAALEWHNPATLGQFDRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFI
MLLLATYSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGD
LDTGGRAVLMLVMFLGRVGPLTLGFLLAVRHPRRVSYPAGTVYLG
>BAQ68272.1 beta-lactamase [Rhodovulum sulfidophilum]DSM2351
MDEIARHKRAAPRIRFEGIAPRLPGLAQRQRGSAPPFVDMTWLSAERNLASLFAQHCTTGIPDEPPNR
>BAQ68273.1 methyl-accepting chemotaxis sensory transducer [Rhodovulum sulfidophilum]DSM2351
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNRDVMELASEKAGLLAQKVAGQITEATSVGSALGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDNGGLSYATFTVNTDNEWYT
LPLSTGRSSITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFKGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTRFAEDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVALVNRGGAALTDIVERVGNIAALIADIATG
AQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVTPRPRTETAIPATAPTPA
PEFEPPKRAVNDAGWQDF
>BAQ68274.1 transposase [Rhodovulum sulfidophilum]DSM2351
MNTKLHAVTDARGRPIRFFITAGQVSDDTGARALLSRLPNADWLLGDRGYDADWFREDLINKKITPCIPGRKSRDTPVKY
DKRRYRKRNRIEIMFGRLKDWRRVATRYDRSPTVFLSAIALAAAVIFWL
>BAQ68275.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGDLYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKKGGVDA
>BAQ68276.1 hypothetical protein NHU_01112 [Rhodovulum sulfidophilum]DSM2351
MPSESALLPRHRQIFFTCLSVFLVMLGCGVTIWKAVFADGPSRHLDTAWLIAGTNCLFNGMSPYDIDNFTTCWADSLSQD
YMAPFVFPPGIFLLSFPMGLLPEAGARLYWSALGAATVPLLALALWQVARVTAVDGPARLLRACWVTLGVSIGGTAGALY
VGQPSVLVALGICLVHLGLRDSRAAVFLTGAVLCSLKPHLSLIWFIVALLMPPARLARAKGLLAGLVLLAAAALTLADPQ
VFSDYLHALAVHAESAASKLARAELLYGQPGLLDWGRSHPRGIAILAVALVTSAAAGWALALRRPAQCDWSTPMLAGACL
AGASVSAHKGYDFAVYALVLALAARLPRTVQALLLVPALLIWRPALLDLLPVPGTANHIVLLDAVLACSAGFLILYGLGQ
RTRSQQSRAAAPVVPRI
>BAQ68277.1 transposase [Rhodovulum sulfidophilum]DSM2351
MLGDRGYDADWLREALKDKGISACIPGRTQRKKTIKYDKHRYKRRNRIEIMFGRLKDWRRVATRYDRCPKAIFSAIALAA
TVIYSL
>BAQ68278.1 tRNA pseudouridine synthase A [Rhodovulum sulfidophilum]DSM2351
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELAYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>BAQ68279.1 amino acid regulated cytosolic protein [Rhodovulum sulfidophilum]DSM2351
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVTALAGIDPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQIMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>BAQ68280.1 hypothetical protein NHU_01116 [Rhodovulum sulfidophilum]DSM2351
MTRRPVVFDLEDEEKVSARSARNSAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGMLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>BAQ68281.1 OmpA/MotB protein [Rhodovulum sulfidophilum]DSM2351
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEEIGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>BAQ68282.1 isoleucyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFRIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVTDVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGS
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPILVFTMEDVWLSRFPEDAGSVHLQDIPETPAEWCDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDADVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>BAQ68283.1 hypothetical protein NHU_01119 [Rhodovulum sulfidophilum]DSM2351
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSAFPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>BAQ68284.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]DSM2351
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFETTPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>BAQ68285.1 hypothetical protein NHU_01121 [Rhodovulum sulfidophilum]DSM2351
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTGTHCEQVYGAGADALRSEAVLTLDLGETRQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>BAQ68286.1 transaldolase [Rhodovulum sulfidophilum]DSM2351
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>BAQ68287.1 ATP-dependent helicase [Rhodovulum sulfidophilum]DSM2351
MRDRAETPPEALAEWGAAMREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAA
KLRRVGRVLDARPMREEMRAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTVPRERVLEVLEAF
GGLSFTLSELATEAGVSTGVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKG
VTGSGKTEVYLEAVAECLRQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMGGEGGAQLVVGAR
SALFLPFQDLGLIVVDEEHDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTA
TLPEMQAIDMRAEETAPGRWISPALEVAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLV
CHQCGESRPIPEACPSCGVEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQL
VAKGHNFPLLTLVGVIDADLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAE
AEERRAAGVPPYGRMAGIILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQA
AISDWIAPVKLPPNLRLAVDIDPQSFM
>BAQ68288.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]DSM2351
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>BAQ68289.1 major facilitator superfamily protein [Rhodovulum sulfidophilum]DSM2351
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFLANMLFAPLLGKAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLALALMIPRHPAPGN
ETVFSRLMPAPAE
>BAQ68290.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]DSM2351
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGIAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>BAQ68291.1 hypothetical protein NHU_01127 [Rhodovulum sulfidophilum]DSM2351
MGMRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDR
LVPRFSHVVFLTLPPARRLAQLRRREHLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIR
LDASAPPAALVETAIAALDQTVGAA
>BAQ68292.1 peptide methionine sulfoxide reductase [Rhodovulum sulfidophilum]DSM2351
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>BAQ68293.1 Radical SAM domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYESVLRHATAVSGARVVRDLRRK
VVAARSPASARAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCGVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGSGRAVPGLATPDRPELVPAAPLADFDALPFPDYFDFPWDRYPNRIVPMMTGRGCGWGGCT
FCSDVQTTSGRTFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQNLGTGLMDHENETFRSAGHLSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>BAQ68294.1 MORN repeat-containing protein [Rhodovulum sulfidophilum]DSM2351
MGALVQKTGRITARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEG
KGIARLVNGSVYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYV
YEGSWVNGVKDGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERH
GSGKVTFANGDVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGSGKVTYADGS
TYEGEWTGGVIGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQR
EGQGTITMPDGFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTTDRP
AAPNAPLPAD
>BAQ68295.1 NAD synthetase [Rhodovulum sulfidophilum]DSM2351
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLARRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDSGPIVGPVRVGPLRIGMPVCEDAWYDDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYINLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGARAGLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLERDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>BAQ68296.1 flavodoxin/nitric oxide synthase [Rhodovulum sulfidophilum]DSM2351
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>BAQ68297.1 phosphofructokinase [Rhodovulum sulfidophilum]DSM2351
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEI
>BAQ68298.1 metallo-beta-lactamase-like protein [Rhodovulum sulfidophilum]DSM2351
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELVLFDTGLAPRGTVAALEAAGYTPDQIDSVVITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYQLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRLLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>BAQ68299.1 Neutral zinc metallopeptidase [Rhodovulum sulfidophilum]DSM2351
MTDPTRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>BAQ68300.1 glutamyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARLDR
YSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIEWPDGILG
DISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGEAL
SKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPFAA
VREEISALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQAVK
EKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPD
>BAQ68301.1 calpain-3 [Rhodovulum sulfidophilum]DSM2351
MRAKQAPGAIMTYVRSFDPEASNTLQRMLSDRIGTVETAAEPTGREAQRTARLFNRFEGTL
>BAQ68302.1 hypothetical protein NHU_01138 [Rhodovulum sulfidophilum]DSM2351
MFLHFETQKDATACAAARPGPLQSLAGVINRDCGDPAVGGLFAGNLPEEDRMLHPESERPGAGAQDRLEAARMRLFVEPG
MLLASLGIDGPVCRGTERQVWVGAFDIAFGGGSVMCAADGRRAE
>BAQ68303.1 hypothetical protein NHU_01139 [Rhodovulum sulfidophilum]DSM2351
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPAGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRDAPRY
PRAQMLDAAERNTVDAGLEARGVRQFLPG
>BAQ68304.1 glycine cleavage system T protein [Rhodovulum sulfidophilum]DSM2351
MGGVLDAAMPARIRPGEWFAMSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSL
RPKSGMVEHAAIALEHLVPVDLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCD
IVELADRALLALQGPEAAAVLETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEA
VEAIGLGARDSLRLEAGLCLYGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILAELDTGAARQRVGLRPEGR
APMREGTALYAAETGGEPVGTVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>BAQ68305.1 glycine cleavage system H protein [Rhodovulum sulfidophilum]DSM2351
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>BAQ68306.1 glycine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSREQGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>BAQ68307.1 hypothetical protein NHU_01143 [Rhodovulum sulfidophilum]DSM2351
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVALVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRAEDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>BAQ68308.1 hypothetical protein NHU_01144 [Rhodovulum sulfidophilum]DSM2351
MDFRRENSTRLRGKGKSLKIKGELSNALQGNFGGAEGDRTPDLVIANDALSQLSYGPGER
>BAQ68309.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGQRRQKPEEIVAKLRQIDVLVSQGRSVAEAVRSIGVTQFTYYRWRKERALSAIGLRTMASAV
>BAQ68310.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MQHKPPRVREDESWLTGDFIELAREYGCYGDRGNAVLLRRAGWQTKGGPHLAARGARGSE
>BAQ68311.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISAKIGCAPQALNDWVKKAEVDSGKRPGVSSEMAERMKALEREN
RELRQANEILRKASAYFAMI
>BAQ68312.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ68313.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MEGLLYVAFVIDAYARKIVGWRASTSAQTGFVLDALEQAVHDRRTTKAMGLVHHSDRGSQYLSIRYTERLGEAGI
>BAQ68314.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MAETINGLYKAEVIHRRGPWRSFEAVEYATLEWVDWFNNRRLLEPIGNITPAEAEANFYAALETEDMAA
>BAQ68315.1 prophage integrase [Rhodovulum sulfidophilum]DSM2351
MAYSTGRLTRNLVRSLGPGRHGDGNGLYLVVDPSGARRWIVRVTVKGQRNRMGKPLRTDFGLGGADVVTLNVARDRALEY
RRLARQGLNPKFNQDVVVPCFEEVARTVHVERLEPRRFCRRLIWVSYAAMSSVSRAA
>BAQ68316.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARRIVGWRASQTAHAG
FVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGLFKAEVIHRRGPWR
KIEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ68317.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ68318.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMRVSDLLCMIDPVHASTKGSMHDDLQGTSGRTS
>BAQ68319.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ68320.1 hypothetical protein NHU_01158 [Rhodovulum sulfidophilum]DSM2351
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDSQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVESQADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>BAQ68321.1 hypothetical protein NHU_01159 [Rhodovulum sulfidophilum]DSM2351
MAGASFGFLVGFLAFDMLLNGSRTAFACLVEPLMDMLGLLGVDGRKRTCRGRKARLRDPRIAGPDGEIQCECHRDPDRVE
AGRRADENAAGTVKIDSQGVAVESISAGICLKPKKPPDRNMLKAICPVNPASSIGLRGSCRQM
>BAQ68322.1 cold-shock DNA-binding domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGMTGLSDGQKVTFDVETGRDGRESATNLALA
>BAQ68323.1 ATP-dependent RNA helicase DeaD [Rhodovulum sulfidophilum]DSM2351
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMADLSRQYLDKPVRVEASAPGKVADKVSHSVHFVAKERKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLEKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELRAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSARLA
A
>BAQ68324.1 hypothetical protein NHU_01162 [Rhodovulum sulfidophilum]DSM2351
MPAADCDPDSFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAATLATGGFTRAGRATLSGVPASDRDLARACPAAPGVAA
SALRPDVTGENA
>BAQ68325.1 hypothetical protein NHU_01163 [Rhodovulum sulfidophilum]DSM2351
MNRFIATAGLRIPGTSPWMAAMLAVGMVASLAFPALAQDGTGTVPENAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCKRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>BAQ68326.1 transglutaminase domain protein [Rhodovulum sulfidophilum]DSM2351
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVALTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>BAQ68327.1 hypothetical protein NHU_01165 [Rhodovulum sulfidophilum]DSM2351
MTISIKTTAVFLRPFRLPSFNETLPEGEYEIETELSQPVDRIEPASWTSSVLVRLHPRASHPGLSRTLTVPLAELEHAVA
KDKLTGKALIDFFLEEMLADPMIRLVMQADGVAEADLRDLYARQPDRRHAGADGRRPAREAGNTGPGAEGRHAGIGK
>BAQ68328.1 hypothetical protein NHU_01166 [Rhodovulum sulfidophilum]DSM2351
MIDAPIDLDGHRSAAGQHDAEMRRRPVNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>BAQ68329.1 transglutaminase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDTTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQGGASR
>BAQ68330.1 response regulator [Rhodovulum sulfidophilum]DSM2351
MLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMNGLALAVAVRDRLPQCQILIVSGGRPPRPDEMPAGSRFL
PKPVTSSALEETIRALNAA
>BAQ68331.1 hypothetical protein NHU_01169 [Rhodovulum sulfidophilum]DSM2351
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIASAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLIW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAAERDAVGHILRRLGAAHRTGPDQVGPPPPRQSAGGLPELSCLMG
VHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRSGSDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWNEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAAREAVRPLDPSGSRVERLLVGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>BAQ68332.1 glucans biosynthesis protein G [Rhodovulum sulfidophilum]DSM2351
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPEGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>BAQ68333.1 hypothetical protein NHU_01171 [Rhodovulum sulfidophilum]DSM2351
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLARLMRPLQLG
>BAQ68334.1 glucans biosynthesis glucosyltransferase H [Rhodovulum sulfidophilum]DSM2351
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPENAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADLRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLVLPKLSILLGAVLSRRAEGFGGGKRAAASVMAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>BAQ68335.1 OpgC protein [Rhodovulum sulfidophilum]DSM2351
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALNVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAVSVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSGVA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDMALLPWLLPPLGVAAMLVAAMLGQAARRDRLRVPLPVVEPVADPVTA
PAGPLPQAAAVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>BAQ68336.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]DSM2351
MPDPMMLGLIGLGALVLLITGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAAHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWTYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRMLGG
>BAQ68337.1 TRAP dicarboxylate transporter [Rhodovulum sulfidophilum]DSM2351
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATMARGRG
NA
>BAQ68338.1 TRAP dicarboxylate transporter subunit DctP [Rhodovulum sulfidophilum]DSM2351
MGPERSAGRPTGKLAGKLAGAFAAATAAIWTTGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEVHAPDDLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETETFR
TALAPVVERWIEDAERRGIDGAALVARARAAIAAHESR
>BAQ68339.1 cold-shock DNA-binding domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>BAQ68340.1 multidrug efflux pump, membrane fusion protein MFP family protein [Rhodovulum sulfidophilum]DSM2351
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGSEAGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAADDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTISAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNTDDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRTLSRPARDAG
>BAQ68341.1 RND transporter [Rhodovulum sulfidophilum]DSM2351
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAEGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDR
SVALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTR
LREVIGVRAYAIQPNSLGIRGAGSGIGVALTGESYDRLAETAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAAD
LGIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVESTGGRMVPMSTFVRLEERPVAPDLDR
LDQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFIS
AIVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMT
MVSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>BAQ68342.1 hypothetical protein NHU_01180 [Rhodovulum sulfidophilum]DSM2351
MSPGAGQWSGKDAARAGGNARAVLAARKAGEGAGPRCIYAARRQTVIVGKTPGMAASSRVDAKNPVGAERGEAR
>BAQ68343.1 NnrU family protein [Rhodovulum sulfidophilum]DSM2351
MMGGWGEFAAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVL
VMPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSR
AIDRRNRRLMGAEWDRLAAHTATLPFAALATRRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>BAQ68344.1 hypothetical protein NHU_01184 [Rhodovulum sulfidophilum]DSM2351
MEHFVRSIGRRPLPGEIGCALSHRRVMEWLANSDHPLVLVFEDDARPADPRAFDVLPDLLMPLFEHGRQGASFILHLGVK
RRRRPKTVNRVLAECGVGFWHRWIVRDAGKDHSIWLTHAYVISREAARSTLAAETPIRTVADDFMRRGQEGLHDHFLYSE
PGLFLQPPDSGSMIDPTEVIRKVHAKPKRKSWKKPEQPNAMGKIKIMDRLRRLSPKTFHL
>BAQ68345.1 hemagglutinin [Rhodovulum sulfidophilum]DSM2351
MSLSLSLSLSLSLSLSLSLSLSLSLSLSLSLSLSLSLSVSASRRLARRG
>BAQ68346.1 pyruvate carboxylase [Rhodovulum sulfidophilum]DSM2351
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEEIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHTTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEALAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKAELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>BAQ68347.1 hypothetical protein NHU_01187 [Rhodovulum sulfidophilum]DSM2351
MASGEVRHIRFDCETPPEAVKPAFDARGSSLDSLHRALVAVHPADKDDRHQRPRGTGRGHMRMGGGGQ
>BAQ68348.1 G protein-coupled receptor [Rhodovulum sulfidophilum]DSM2351
MSRYRIILSGLALAVLAACGTPERPETGVPKLITPEMLPQAPEASTPACSAEMAARFHQPEAGIFQVGTGPTAAGFWIDM
KMAGRDGTWRCQTTRDGRVVTVTPISST
>BAQ68349.1 UvrD/REP helicase domain protein [Rhodovulum sulfidophilum]DSM2351
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
EAGGLGGKGGAALRKLIEAIWRWHDDVRAAAPSVVPDEAALIDDEAVPLETGRGAPTHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEALPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>BAQ68350.1 septum formation inhibitor-activating ATPase-like protein [Rhodovulum sulfidophilum]DSM2351
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQSGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>BAQ68351.1 protein MraZ [Rhodovulum sulfidophilum]DSM2351
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>BAQ68352.1 S-adenosyl-methyltransferase MraW [Rhodovulum sulfidophilum]DSM2351
MAAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPTELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>BAQ68353.1 FtsL protein [Rhodovulum sulfidophilum]DSM2351
MRSLVYVLTAMAVMALAFWAYRENYRTQAALDNVQRLNRAIGSLREQLAMQNAEWAYLNRPERLRELAALNYDRLGLGPL
APEQFGQIDQVSYPEMVLPDIVLPDELFQEIMAEADRPAQTAAPTLPVEDAAAAPAVPEALEAQGAQDAEAGQ
>BAQ68354.1 peptidoglycan glycosyltransferase [Rhodovulum sulfidophilum]DSM2351
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDYHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTVANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>BAQ68355.1 UDP-N-acetylmuramoylalanyl-D-glutamate-2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]DSM2351
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRQTRPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
DSQAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMAQAGVTHAAIEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRAEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCSEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>BAQ68356.1 UDP-N-acetylmuramoyl-tripeptide-D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]DSM2351
MSALWTAAEALAATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVEESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLLREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
ISFGSEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>BAQ68357.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]DSM2351
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGLVRFGLGLLIAAIAGYWAAWAHPDDLSHN
LALPVFKDTLIHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGIIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>BAQ68358.1 hypothetical protein NHU_01198 [Rhodovulum sulfidophilum]DSM2351
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>BAQ68359.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate synthetase [Rhodovulum sulfidophilum]DSM2351
MIPVRGVEGQKMAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAEAEGEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PGPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAVSAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGG
>BAQ68360.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHAAPFTAAVTVEAGGYEALVGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGIA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEVAALTASARMLRETSDALGL
>BAQ68361.1 decarboxylase, pyridoxal-dependent [Rhodovulum sulfidophilum]DSM2351
MHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWPLS
RKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLELLNIGGGFPAFYGEEVQ
PPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>BAQ68362.1 Fe(3+) ions import ATP-binding protein FbpC [Rhodovulum sulfidophilum]DSM2351
MKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRDRKARRARVEAALEEIGLPGFAKRDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDTALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>BAQ68363.1 ABC transporter, fused inner membrane subunit [Rhodovulum sulfidophilum]DSM2351
MRPLRAAPALTLALMLGPVLAGLVGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELAAARLGRRWIEGGTRRLAEPLLRATGLGLAVLAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWVRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTAVVAAPFALALAAPRLIFRRRRGMRG
A
>BAQ68364.1 extracellular solute-binding protein family 1 [Rhodovulum sulfidophilum]DSM2351
MRRFVPLAVTLGLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAAREVGERYGVTLEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDIAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARFGMA
P
>BAQ68365.1 aspartate kinase [Rhodovulum sulfidophilum]DSM2351
MARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDALNRVAGAMREAHGKVL
DHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAQSAFVTAALLRRRGIDARFVDLSGW
RDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAIIHKEFHLSSADPKLVG
EGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEGEAPRVEMVTGLGVYALELF
EQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVENDLEARFPGATLTARNLGVVAAIGRDLKGL
KVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVEEDSRQEAMAA
>BAQ68366.1 ectoine synthase [Rhodovulum sulfidophilum]DSM2351
MIIRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>BAQ68367.1 diaminobutyrate-pyruvate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MSTVETAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEGNGLAH
ALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALTGNGGK
RGGAGVPLPDVTHMPFENSMGDLDTLEHLDTMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVALEKFWA
DDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACVPFAMAAE
>BAQ68368.1 L-2,4-diaminobutyric acid acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGKAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRREHFDGR
HATEYMVTIRLVEALSRAA
>BAQ68369.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>BAQ68370.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]DSM2351
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>BAQ68371.1 ATP-dependent protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]DSM2351
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSAGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSAEIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIISQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>BAQ68372.1 putative acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MARRLISTGSPFEARIGYSRAVVVDGWVFVAGTTVYDYASMTMPDRVEAQCANALATISAALAEAGASLDDVVRIRYILP
DPAEFPACWPVLSEAFARARPAAAMISAGLIEPGMKIEVTARLSA
>BAQ68373.1 hypothetical protein NHU_01213 [Rhodovulum sulfidophilum]DSM2351
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
ATHPEAARGTP
>BAQ68374.1 hypothetical protein NHU_01214 [Rhodovulum sulfidophilum]DSM2351
MTLTKTFGKTLTMAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>BAQ68375.1 putative cytochrome b562 [Rhodovulum sulfidophilum]DSM2351
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSDLAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>BAQ68376.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]DSM2351
MLYAGHAVRLPMQATGPLPHRSCSQVALAGGGRFGYSGPMLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRR
VVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQADVIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSG
LIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQSLDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPALM
LTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHADKPREFEAAVRAFLELAPSPRA
>BAQ68377.1 hypothetical protein NHU_01217 [Rhodovulum sulfidophilum]DSM2351
MRLTALHVNRAEPACSQNLSNSSGILSVCLVAHRGKCGADLPSFHADGVEPLTLKPEEQMLAQRTCFKAHPHDRMRKRIQ
ASGDLRDFARQFTLQTNRPTAIGDAHGAGPKRNIQSNKVIHSLSPFLTAML
>BAQ68378.1 transposase [Rhodovulum sulfidophilum]DSM2351
MALRALLSSRKVLLKKAMDLANEVRGLLKIFGVRLPRTVKHGSFDTLVRPMIEMD
>BAQ68379.1 transposase [Rhodovulum sulfidophilum]DSM2351
MCLRLMTVPGVGPIPALTFKAAVDDPGRFRRSRTVAAHFGLTPRRYQSGEHDNPGRISKAGDRDVRATLYAAANALLMRT
MAGSQIKSWGMRLMRTKSRRRAVVAVARKLAVLLHRMWVDGTEFRHEQVRGPA
>BAQ68380.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]DSM2351
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>BAQ68381.1 inorganic polyphosphate [Rhodovulum sulfidophilum]DSM2351
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHEE
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPGKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>BAQ68382.1 two component, sigma-54 specific, transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPLVVLLDLMLPDRPGQELLQEFLALVPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAAAPAPAPAPTRTTLEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEEIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>BAQ68383.1 histidine kinase [Rhodovulum sulfidophilum]DSM2351
MLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDELDQVEAPIHTTLQPFLDRITGR
WQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMGPRESLCFRVRDTGPGFSDAAMA
RLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAPGVQSTGDLHDLPDLSCCEVLLA
EDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLALIDIEMPRLSGIDVIRRLRTAEGDGPGTAVLAVTAFVL
AANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSESPPPFDALHLDRLLALAGPEDGRELLIRMHDDLE
TVRRGLVEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGRLCPRIVEHIEALCTALKAEFGS
RYNKAGA
>BAQ68384.1 propionate-CoA ligase [Rhodovulum sulfidophilum]DSM2351
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFSGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>BAQ68385.1 cytidine deaminase [Rhodovulum sulfidophilum]DSM2351
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>BAQ68386.1 thymidine phosphorylase [Rhodovulum sulfidophilum]DSM2351
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDAEAVAGQVRAAFTLGDETPEIPPLVQRRLLR
>BAQ68387.1 phosphopentomutase [Rhodovulum sulfidophilum]DSM2351
MTRAFLVVMDSVGCGGAPDAAEFFNAVQPDTGANTLVHIARACAEGRAETGRSGALKLPHLDALGLGAAIRLASGEAAPG
LGAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHAMRIGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWAQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>BAQ68388.1 adenosine deaminase [Rhodovulum sulfidophilum]DSM2351
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLSPDFCGGCDLSAWVEHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYVRLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>BAQ68389.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>BAQ68390.1 hypothetical protein NHU_01230 [Rhodovulum sulfidophilum]DSM2351
MRFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTRRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVVTGR
>BAQ68391.1 hypothetical protein NHU_01231 [Rhodovulum sulfidophilum]DSM2351
MTALKKFQRLESPGLWRESPETQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRTRPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSTRLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>BAQ68392.1 AMP-dependent synthetase and ligase [Rhodovulum sulfidophilum]DSM2351
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDALPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>BAQ68393.1 hypothetical protein NHU_01233 [Rhodovulum sulfidophilum]DSM2351
MVFKIDFLGTRPVSELVAAAGDAAGALPPLGLARGFRAGTRVATREGCRPVELLEPGDCVLTVERGAQPVRRIEQGCLWQ
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAARAAETYAERFVLLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PETVYANGAARVHCPSWQGEGAGATDRPEDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPLVQTVPLLDALL
RHAA
>BAQ68394.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASREKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLARAADRPEDFIGIHFFSPVEKMLLVEIIRGKATE
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGSGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>BAQ68395.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAARSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>BAQ68396.1 glutathione S-transferase [Rhodovulum sulfidophilum]DSM2351
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQNRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>BAQ68397.1 acyl-CoA dehydrogenase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGIQSLDLVGRKLGLNGGKAVMAFFDLVKAFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVYLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>BAQ68398.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>BAQ68399.1 transcriptional regulator, MerR family [Rhodovulum sulfidophilum]DSM2351
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>BAQ68400.1 thioesterase family protein [Rhodovulum sulfidophilum]DSM2351
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>BAQ68401.1 thioesterase superfamily protein [Rhodovulum sulfidophilum]DSM2351
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>BAQ68402.1 DNA-damage-inducible protein F [Rhodovulum sulfidophilum]DSM2351
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFNAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWTRVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>BAQ68403.1 succinylglutamate desuccinylase/aspartoacylase [Rhodovulum sulfidophilum]DSM2351
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVVPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
TPLDCPVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIIGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>BAQ68404.1 cysteine-rich small domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDAEKIHRRRREAGAAEDGGD
>BAQ68405.1 hypothetical protein NHU_01245 [Rhodovulum sulfidophilum]DSM2351
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVPQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNCSAASEILAAA
AETEADLIVVGTQSRGTFETMVLGSVARQVLRNATADVLAVPPGAA
>BAQ68406.1 carbonic anhydrase [Rhodovulum sulfidophilum]DSM2351
MEALLHSPFGEVATLLVLAAVLGFVGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLSLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGAATGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARALGIEACYGDASDPEFLAELPLAAA
AWMVSSVPILPRGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIGSEAPQPA
>BAQ68407.1 H+ transporting ATPase, proton pump [Rhodovulum sulfidophilum]DSM2351
MPDRSDRPFHALTAEESLAELSAGPGGLAPAEAAERLALYGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGGEAGTDPGLLAALARAAALCNDAV
LHEEDGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCADRMAP
GGGTVPIVPADWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSAGIRV
KMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTGDGVN
DAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFAGMML
PITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHDPALA
QTMAMNTLVVLEIFHLFFIRNIHGTLLTWTGLRGTRIVWACVLTVTGAQFAVTYLPLLQPVFGTRPVPLEDGLLIVSIGA
VFFALIETEKQMRLAFRRGQHGT
>BAQ68408.1 alpha/beta fold family hydrolase [Rhodovulum sulfidophilum]DSM2351
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEVLAVPGARAAVVIVPGSGPVDRDGNAPALGLHSDSYRLLAEALQAAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEKPPEALCGLILMATPGR
PVGQLMVEQMRALPGNAPLMPEIEAMVATLEAGDRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAIEGR
>BAQ68409.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>BAQ68410.1 polar amino acid ABC transporter inner membrane subunit [Rhodovulum sulfidophilum]DSM2351
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQVEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>BAQ68411.1 polar amino acid ABC transporter inner membrane subunit [Rhodovulum sulfidophilum]DSM2351
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>BAQ68412.1 ABC-type amino acid transport/signal transduction systems, periplasmic component [Rhodovulum sulfidophilum]DSM2351
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>BAQ68413.1 hypothetical protein NHU_01253 [Rhodovulum sulfidophilum]DSM2351
MRPIRRSDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDLNVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>BAQ68414.1 urocanate hydratase [Rhodovulum sulfidophilum]DSM2351
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHDLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>BAQ68415.1 butyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>BAQ68416.1 L-carnitine dehydratase [Rhodovulum sulfidophilum]DSM2351
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAARDPRFATDEFRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATTRGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>BAQ68417.1 formiminoglutamase [Rhodovulum sulfidophilum]DSM2351
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYADLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFHGTLP
DFNIGTANGTTCAPAIAEAAASVCAKAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>BAQ68418.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]DSM2351
MTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLILS
HCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGEA
IYQGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIHA
LRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGSI
VSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAPC
SVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALGAIRAEVATMGEDRYLA
PDLARAQALIETGVLVAAAGLEMAE
>BAQ68419.1 imidazolonepropionase [Rhodovulum sulfidophilum]DSM2351
MTDLTLANATILPLGEDAPRRIERGWLRIEGGRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRVEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>BAQ68420.1 formiminoglutamate deiminase HutF [Rhodovulum sulfidophilum]DSM2351
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIAPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALAPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCLIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGATEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFVRDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>BAQ68421.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEVPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFECRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>BAQ68422.1 universal stress protein family protein [Rhodovulum sulfidophilum]DSM2351
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRRDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>BAQ68423.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]DSM2351
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFITLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGEAG
>BAQ68424.1 ectoin/5-hydroxyectoin TRAP transporter small integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MSSDQSLRTRSQAKSQNQSQTDTTAADDPDEVAYVSTLPGALGKIDAAIARVESVLLATGVLLMALNTVANVVGRYLFQS
SLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRV
LPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>BAQ68425.1 trap dicarboxylate transporter, dctp subunit [Rhodovulum sulfidophilum]DSM2351
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEVQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKVRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>BAQ68426.1 transcriptional regulator, TetR family [Rhodovulum sulfidophilum]DSM2351
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAALA
AHLGHAENPVADARAGAEAILAATLPAARQGGLSAARTGAPP
>BAQ68427.1 hypothetical protein NHU_01267 [Rhodovulum sulfidophilum]DSM2351
MAPFGHWSPMPKPTDRAGTRPAMPAPTSPRSRPLRLALAGLGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNF
APGQSPLMLLNIPIRAVDIDPPGPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLAATLPEGVALSRHETAIL
RLERSGTGWYLESAAGRFGPYDEVLLTPGQPRSAPDPQLARWQDHAGRTGAAVLPAYPADRLLKAAGDWAGASVAIRGLG
LSTLDVVRLLTLGRGGRFEDGRYLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPAESRAFEAALERALGAAPEA
ALEAISAALEPTARRVLEATGADPDGVAAWLAAERAAPASQESRDAAELLREGLTMARGTRPPATGYAIGQIWRHWQNAL
RRAVNPGMASPETVAALIGFDEGLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMI
DAVLPSPALERLEEPVLAGLRDAGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAH
RWAEGVLDRAALGAARAASPG
>BAQ68428.1 potassium efflux system KefA protein [Rhodovulum sulfidophilum]DSM2351
MNRFFRRLFPLLLATLFLSSLPAQAQTAPAAEDAPGAEARALIDILRNDSTREALIAELEQAAGRGSADQDRAAAPPSEA
AGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEEAPEPQTEPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVQLPERISDRLPLLEPRLNRVIPVAMVVLRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEPGA
>BAQ68429.1 hypothetical protein NHU_01269 [Rhodovulum sulfidophilum]DSM2351
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGMCGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDGAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>BAQ68430.1 Class I triheme cytochrome c [Rhodovulum sulfidophilum]DSM2351
MRSPFTTGPFKFGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVARRARDVGTAPDLTDP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGTGAPPALAWTRRGPQMPVKLHDEADPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARQGDFARALPACGACHGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPADDPLVPARPPVPTEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQLALFDAGRRPVGSMQ
QAAHEMTAEQIGQLSAALGAAPAARSGLDPERARRPDFELAEAGKLAEEGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>BAQ68431.1 transporter [Rhodovulum sulfidophilum]DSM2351
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIV
>BAQ68432.1 NapC/NirT cytochrome c domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MSDRQIFSDFSDSPFPRNALRGLFGPACLALTLAVAAPVPAHADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>BAQ68433.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGSDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFDWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LAESLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELTPDQTASAAPVAAPQAETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGDGPAVGIESRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLTIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>BAQ68434.1 ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>BAQ68435.1 glucosamine-fructose-6-phosphateaminotransferase [Rhodovulum sulfidophilum]DSM2351
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALHHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGTEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIGRLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>BAQ68436.1 UDP-N-acetylglucosaminediphosphorylase/ glucosamine-1-phosphateN-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARAEALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>BAQ68437.1 HAD family hydrolase [Rhodovulum sulfidophilum]DSM2351
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPGLEPEALMADYAELDGLVAKLLPAA
>BAQ68438.1 aminotransferase, DegT/DnrJ/EryC1/StrS family [Rhodovulum sulfidophilum]DSM2351
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFADFTGARFALAVASGGYALATALRALQV
SPGEPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGGASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AELPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAIVVEEIAADRA
>BAQ68439.1 hypothetical protein NHU_01279 [Rhodovulum sulfidophilum]DSM2351
METKNLDELEDALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGTLRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVAPAMTPAEQAMFAELCRKAVRGLQTEVNGND
>BAQ68440.1 hypothetical protein NHU_01280 [Rhodovulum sulfidophilum]DSM2351
MRILRARTNNLRNLSVEIPKGRIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLENLPASI
VVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGQPHVGESSLFSFNNPDGMCPLCQGLGTVRRIDEAALFDRDRTLDEGA
ILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQGTPVTDPKPGWLKSTVYEGVLPRLRRSFLDRDEADNS
EAERDALNRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLLEFIRGIDAPEMRPVISSLTEKLESMIDIGL
DYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVDHLGQLLVRLRDKGNSVLLVEHDPDLIAIAD
HVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRKSRSLDRMPRRPSGWIGVRNQSMFNLHDLSVDIPLGVMTVIAG
VAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRREFARSSRKPVGLFSTNAAGACPVCKGRGTVK
TDLAFLDAVEATCEACGGSGYGVEARSVRVAGCSIDQVMGMRAAEARTLFRRLGAISDALARLEQVGLAYMQIGQRLSTL
SGGERQRLKLAAELGRAGRIYVIDEPTSGLHMADVDRLTGLFRALTDRGITLIVVEHNLDMIAAADHIIEMGPGAGRRGG
NIIYQGGPAGLIADSLSVTGPYLARAFGCGPAAAVPSRT
>BAQ68441.1 transcriptional regulator, RpiR family [Rhodovulum sulfidophilum]DSM2351
MRSRGRGPLKDIAAASGPGRGDRFSYLTALAFAGTRGPSPGQRVQALDAVSFSTPDQVVVLPMIRTGEGFERDVSRLLRR
ASLAPLAGYAPRGLRDPALCFLAALPFDTPSAGAAEAQ
>BAQ68442.1 hypothetical protein NHU_01282 [Rhodovulum sulfidophilum]DSM2351
MSNGPWTDEENDLIVADYFAMLADDVAGRRYSKAEHRRALLPLLNDRSEGSVEFKHQNISAVLKALGEDWIPGYKPAFNF
QMTLVDAVARRLTPPPDWLDRLPGPRPANAMREAAQLWIGPPPTLSNQPPPQELDQMLRIARKFDVAGRDERNRALGRAG
EERVLAHEQATLKAAGRDDLARKVRWVSEVDGDGAGYDIASYAPDGRSRLIEVKTTNGWERTPFHISRNELAVADERRAE
WCLFRMWNFSRAPKAFELYPPLDAHVSLTPTSFQASFH
>BAQ68443.1 hypothetical protein NHU_01284 [Rhodovulum sulfidophilum]DSM2351
MQAYRIARVVLLLGVAGGLSACQDAGFGLFKKDDTETMPVRAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGGGKAEPAE
ADAGGRFVQVATLDSADGAEATAARLDKAGLSAEIRAPDPGGQGLWRVVVGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>BAQ68444.1 serine-type D-Ala-D-Ala carboxypeptidase [Rhodovulum sulfidophilum]DSM2351
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>BAQ68445.1 thymidylate kinase [Rhodovulum sulfidophilum]DSM2351
MDRSARFISFEGIDGSGKSTQARLLAERLRGQGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLTDEALA
>BAQ68446.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]DSM2351
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVVLLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAVGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>BAQ68447.1 TatD family hydrolase [Rhodovulum sulfidophilum]DSM2351
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPIFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMAQILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>BAQ68448.1 beta-lactamase domain protein [Rhodovulum sulfidophilum]DSM2351
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAAPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>BAQ68449.1 auxin efflux carrier family protein [Rhodovulum sulfidophilum]DSM2351
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>BAQ68450.1 hypothetical protein NHU_01291 [Rhodovulum sulfidophilum]DSM2351
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHDLLPGPAQALFDAIATGNLAQLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETEAYRWTPLHRAVLEGSPP
VLEALLALGADPNCPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDAWGVGVLSYLEGQLGRHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>BAQ68451.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]DSM2351
MSNYANLPAPSPEQGLNRYLQAIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVE
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>BAQ68452.1 ribosomal large subunit pseudouridine synthase D [Rhodovulum sulfidophilum]DSM2351
MPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERFEIELAEPAEIATLAEDIPLNVVYEDDALIVIDKPAGLVV
HPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAKTDKAHAALAAQFAAHTVERQYSAIVHGLPD
ASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRVRVVAPFGTPPAAALVSCWLETGRTHQIRVH
MTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVHPETGETLRFAAPLPADMAELMRRLGGRPAA
TQMRERM
>BAQ68453.1 hypothetical protein NHU_01294 [Rhodovulum sulfidophilum]DSM2351
MDMDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVT
RDDRILIYDAASGVLRQTVEIRH
>BAQ68454.1 hypothetical protein NHU_01295 [Rhodovulum sulfidophilum]DSM2351
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRNKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>BAQ68455.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino) methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]DSM2351
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SAIIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>BAQ68456.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]DSM2351
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>BAQ68457.1 phosphoribosyl-ATP pyrophosphatase [Rhodovulum sulfidophilum]DSM2351
MTGPELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLTDVAAELARREGVSGIAEKASR
>BAQ68458.1 Inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>BAQ68459.1 hypothetical protein NHU_01300 [Rhodovulum sulfidophilum]DSM2351
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGSPEVKRLLSRIAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>BAQ68460.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]DSM2351
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLSGFHTGGISPFGQKRRAPLAFEAGALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>BAQ68461.1 aminotransferase [Rhodovulum sulfidophilum]DSM2351
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPQRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAEFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>BAQ68462.1 hypothetical protein NHU_01303 [Rhodovulum sulfidophilum]DSM2351
MKHRLLPAALVPLALALTACGGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>BAQ68463.1 mammalian cell entry related protein [Rhodovulum sulfidophilum]DSM2351
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>BAQ68464.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]DSM2351
MQVFGMEISGQVRTARDMGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTL
VTTRDNTIIGGAVEIARHGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFV
VAILSSLVQLGAVVSISPGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>BAQ68465.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]DSM2351
MLRAALPRPRYIQMTAPSPTEPDLSAPDLSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLISPQRQAGQRLIA
VALTVVVLICAATLTPFLEVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPA
RHARAAFRLSETLRPWSMAEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>BAQ68466.1 hypothetical protein NHU_01307 [Rhodovulum sulfidophilum]DSM2351
MPGKTMFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDL
AAAIRSDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYR
IDFMAVHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWNRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAAN
PYPWKGAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>BAQ68467.1 UTP-glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]DSM2351
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSQVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDRPSAIAAE
>BAQ68468.1 bacterial extracellular solute-binding protein, family 7 [Rhodovulum sulfidophilum]DSM2351
MMHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNVTNFAARVAAMSDGRLSFTVYGAGELVPAFGV
EDAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFK
KPIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPG
AGLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAA
EHPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>BAQ68469.1 putative permease component of C4 dicarboxylate transporter [Rhodovulum sulfidophilum]DSM2351
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>BAQ68470.1 TRAP C4-dicarboxylate transport system, DctQ subunit [Rhodovulum sulfidophilum]DSM2351
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSERGKDMQETL
>BAQ68471.1 NADH dehydrogenase, cyclic nucleotide-regulated [Rhodovulum sulfidophilum]DSM2351
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDPDSAPESGAMTTRIIGPGGH
FGERLILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMKERGVALPGGDEKDGR
>BAQ68472.1 IMP dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAIIATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAENWPFDYPADLAEDLSIYRSPEPAGARMQAFLASVPREKMRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDVLGRKVDARI
ATQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLGTPAGYALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPELLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPDRYSVTCNRRAVPLAETGISSLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPLGP
>BAQ68473.1 hypothetical protein NHU_01314 [Rhodovulum sulfidophilum]DSM2351
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPGANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDRERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLLREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>BAQ68474.1 transglutaminase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>BAQ68475.1 hypothetical protein NHU_01316 [Rhodovulum sulfidophilum]DSM2351
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>BAQ68476.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>BAQ68477.1 signal transduction histidine kinase cheA [Rhodovulum sulfidophilum]DSM2351
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQSEEGPMSVSKPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>BAQ68478.1 putative chemotaxis scaffold protein, cheW1 [Rhodovulum sulfidophilum]DSM2351
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>BAQ68479.1 chemotaxis protein methyltransferase [Rhodovulum sulfidophilum]DSM2351
MNAPSPSMTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLKGFAEYDKYLKANIEAESEYF
ISALTTNVTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDP
FVLRRAEAAVYSDEEAKIPPGVWADQVFEKTGGKRTEFRVRSDVHSLVSFRRLNINGLWPMSGLFDVIMCRNMAIYFDSQ
TQQTLWRRLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>BAQ68480.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>BAQ68481.1 hypothetical protein NHU_01322 [Rhodovulum sulfidophilum]DSM2351
MDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKLIPEETRVPESLIDRLRLD
QLRTVMGGAEIRDAPHSGGDIDVF
>BAQ68482.1 cheB methylesterase [Rhodovulum sulfidophilum]DSM2351
MRVMIADERMGTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTAQNAYRKQSDAAMTFQHGRLVLLGASTGGVDALVKVLD
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAKDQEPLVPGRVLLAPGKTHHLEVGVAGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>BAQ68483.1 probable chemoreceptor glutamine deamidase cheD [Rhodovulum sulfidophilum]DSM2351
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKTDIDITLF
>BAQ68484.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MDGTPKATKPKARDAKTKIAQNRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEELKDLPPIHKAHPQTTS
PETVERIKALALEHPAYGCNRFEAMLALEGVRVSSITIQKILNENRLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQN
PCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRALDLPVKA
VLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLFHY
NTERPHMGYRNMGRRPIETVMSFVSQEG
>BAQ68485.1 transposase [Rhodovulum sulfidophilum]DSM2351
MLIHIHSQATTTPKVRAAIQASDDAGTVLAERFGFTPQTIYKWRKRDGVEDRSHTPHRLQTTLTPAQEAVAVALRQTLLV
SLDDLLAVVREFLNPNASRSGLDRCLRRHGVGNLRDL
>BAQ68486.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MADEGSRRYLFVAIDRATRWVFIRVFKSKTAANARRFLRDLERACPLRIRTVLTDNGKEFTDRLFGLRKRAATGEHEFDT
LCAALDIDHRLTPPKSPQTNGMVERFNGRIEEVLQSHHFRSGEELETTLHRYVWLYNQKLPQSALGSKTPLQAMKDWHNL
KPEMFKKQPYYLPGCDI
>BAQ68487.1 rhodanese family protein [Rhodovulum sulfidophilum]DSM2351
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAGLKPYTGTDMASGAPIRVNAKTD
>BAQ68488.1 sec-independent translocation protein mttA/Hcf106 [Rhodovulum sulfidophilum]DSM2351
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDDTPETEKDKA
>BAQ68489.1 twin-arginine translocation protein, TatB subunit [Rhodovulum sulfidophilum]DSM2351
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAANRAAPEAAEGDVPAPEGIPAKTPDRTSDA
>BAQ68490.1 twin arginine-targeting protein translocase TatC [Rhodovulum sulfidophilum]DSM2351
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGSATEPEAEPRP
>BAQ68491.1 ATPase [Rhodovulum sulfidophilum]DSM2351
MTEQSAEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAATEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>BAQ68492.1 LysM domain protein [Rhodovulum sulfidophilum]DSM2351
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLSNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAATAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>BAQ68493.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>BAQ68494.1 stationary phase survival protein SurE [Rhodovulum sulfidophilum]DSM2351
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>BAQ68495.1 short chain dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGEDTETLARPADEARRMAAELGLA
>BAQ68496.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MRPHSPRTMPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTK
ASLMETLPGSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIH
LMARSFQKTIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGE
MVLISPEKGVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYS
HESGIPYGMGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFR
IASPPTAWPCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPS
DMIQKGFQTKAAE
>BAQ68497.1 colicin V production protein [Rhodovulum sulfidophilum]DSM2351
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>BAQ68498.1 DNA repair protein RadA [Rhodovulum sulfidophilum]DSM2351
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTIVEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLNEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>BAQ68499.1 hypothetical protein NHU_01340 [Rhodovulum sulfidophilum]DSM2351
MLVLAPQRDPRHAARIDPDLQIILHVAPPDASPASATLAAPGAAAKRPAAPPMRP
>BAQ68500.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]DSM2351
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>BAQ68501.1 NADH dehydrogenase subunit A [Rhodovulum sulfidophilum]DSM2351
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>BAQ68502.1 NADH dehydrogenase subunit B [Rhodovulum sulfidophilum]DSM2351
MGVMTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAIEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLY
GLLQLQRKIRRTGTIVR
>BAQ68503.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]DSM2351
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>BAQ68504.1 NADH dehydrogenase subunit D [Rhodovulum sulfidophilum]DSM2351
MKDNTFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPPVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFEIPVGKNGDCYDRYLVRMEEIRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>BAQ68505.1 NADH:ubiquinone oxidoreductase 41 kd complex i subunit [Rhodovulum sulfidophilum]DSM2351
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>BAQ68506.1 NADH:ubiquinone oxidoreductase 41 kd complex i subunit [Rhodovulum sulfidophilum]DSM2351
MNISRTEARFKFAIFWWLVAALCGVTVATIGYGVGLWALGAFVGGFGTFVVAGVVLTWAFCHTDAEFSAMVAKKREAMAA
MKPYRDANAAIVVPNRPKPGGPKVAPTVPRSTPKAAAAPAARVAPKADAAETSSPKPEAAPTAAQEKVGNGPAALSAPRA
GGADDLKKIKGVGPKLEKQVNDLGIYHYDQIASWTAADVAWMDENLEGFKGRVSRDDWVAQARALAKEG
>BAQ68507.1 NADH dehydrogenase I subunit F [Rhodovulum sulfidophilum]DSM2351
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>BAQ68508.1 hypothetical protein NHU_01349 [Rhodovulum sulfidophilum]DSM2351
MTAVISPLRRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAT
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>BAQ68509.1 NADH dehydrogenase subunit G [Rhodovulum sulfidophilum]DSM2351
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRAAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHGAASR
VGAMDLGAVTEGGIEAATGAAEVIYNLGTDEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>BAQ68510.1 hypothetical protein NHU_01351 [Rhodovulum sulfidophilum]DSM2351
MARGARHMAGLALAVATGSAAGCSPLPGASAPGRTPAYLGAETVALKDGLVEVALRMRAPDGVGGLDEYGRCAVARHALD
NGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPTV
>BAQ68511.1 NADH dehydrogenase subunit H [Rhodovulum sulfidophilum]DSM2351
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>BAQ68512.1 NADH dehydrogenase subunit I [Rhodovulum sulfidophilum]DSM2351
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>BAQ68513.1 carboxymuconolactone decarboxylase [Rhodovulum sulfidophilum]DSM2351
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALGAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>BAQ68514.1 NADH dehydrogenase subunit J [Rhodovulum sulfidophilum]DSM2351
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>BAQ68515.1 NADH dehydrogenase subunit K [Rhodovulum sulfidophilum]DSM2351
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>BAQ68516.1 NADH-quinone oxidoreductase subunit l [Rhodovulum sulfidophilum]DSM2351
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWFVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMFALFFLLDSVRFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAAAAGEHGGTAAEGVAALPGKGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>BAQ68517.1 NADH dehydrogenase subunit M [Rhodovulum sulfidophilum]DSM2351
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFMMPITIGACWPVTHRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKERI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLIFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGFVTMGIFAANRQGVDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFVGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGGLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>BAQ68518.1 NADH dehydrogenase subunit N [Rhodovulum sulfidophilum]DSM2351
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFSMILGVVNLFGVEGLALAAAQTLVN
>BAQ68519.1 biotin-acetyl-CoA-carboxylase ligase [Rhodovulum sulfidophilum]DSM2351
MSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAA
LYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMP
ATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIET
PGGRRAIAAADVFF
>BAQ68520.1 pantothenate kinase [Rhodovulum sulfidophilum]DSM2351
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>BAQ68521.1 metallo-beta-lactamase family protein [Rhodovulum sulfidophilum]DSM2351
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>BAQ68522.1 ATP-dependent RNA helicase RhlE [Rhodovulum sulfidophilum]DSM2351
MTTFAELGLDPKVLSAVSDAGYTSPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITMLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRANRSRRNKRHE
GDAEAAAAPEVQAAPASPERSEEPRESARPPRSERRPERSERTERSESQDRNKPQSRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPAAADEQVEQNAE
>BAQ68523.1 probable exopolysaccharide synthesis protein [Rhodovulum sulfidophilum]DSM2351
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMAPEIIFIWRVFT
>BAQ68524.1 hypothetical protein NHU_01365 [Rhodovulum sulfidophilum]DSM2351
MFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGRLHGHRETGI
ALPFIGQPLQGFSGFAMARAEDRSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFRIAYE
GNEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSVPGRDWKSQRSG
GYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTASKEWTGEMFRFALDESATAIGDFNFIDDTHALVIERDN
GEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDIDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFPFFTI
EDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>BAQ68525.1 lactate/malate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPRAEPDRTLLTTTNCKVIREVMAGIFKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPSAELHRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>BAQ68526.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]DSM2351
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYDRFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>BAQ68527.1 uncharacterized conserved protein, pentapeptide repeat family [Rhodovulum sulfidophilum]DSM2351
MGNPEHLKWLLEGVEAWNARREREAFVPDLSGMDIRGAFEKAGKLEEGRIPLAGVNLREADLREANLGGAALRGANPGGA
DLREANLGGADLRGANLGGANVRTVYSGVGTNDVGTPEYTNLSQTRTLTQAQHDMMLGDTGTILPEGLHHPAHWPDPELP
ESEDIEDTIDLALTVPLVRASAFDFEIAETGVEAITPPGQALDGAKSGPGCIQRAEALIENARSLAASVSNKLGDDMRAD
LQDYARHLATSDNGNPHRLVFLATGLRGDLADPIVASAFSVRLKAQLGMFLDQHDDFLRHCLPQTQEAAQTKEQADLART
FTKEEATEILDRLEGAIASADATTASVAGALGEFRAIDEKLNALKIKAFGPEENEKLERAVQREAVELGALSARLYWRAQ
QVVARTRLHAGDLAILATLTGKSAPQMAQIIVHYLQPLMQKLGTILPGLPPV
>BAQ68528.1 UspA domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPALPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>BAQ68529.1 hypothetical protein NHU_01370 [Rhodovulum sulfidophilum]DSM2351
MKTVLIANPKGGCGKTTIAITLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRARGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>BAQ68530.1 oxidoreductase, short chain dehydrogenase/reductase family [Rhodovulum sulfidophilum]DSM2351
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVMPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGSPEEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>BAQ68531.1 hypothetical protein NHU_01372 [Rhodovulum sulfidophilum]DSM2351
MPRRLLRVLRGGARAKGAAPQAAGARAAPLPDDTPFGEDLAGRAVAFLETTSAAWGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPEYLSFADAAGFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDYLRRHGNGGASGRQGS
>BAQ68532.1 phospholipid/glycerol acyltransferase [Rhodovulum sulfidophilum]DSM2351
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>BAQ68533.1 aminopeptidase N [Rhodovulum sulfidophilum]DSM2351
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGHPVTPAITAA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARATAFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRTRQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPAGYRKSLDLY
FSRHDGQACTIEDWLQVFEDATGRDLTRFKRWYSQAGTPRVKVTEDFKDGTYSLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEPLWP
GIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>BAQ68534.1 deoxyribodipyrimidine photo-lyase family protein [Rhodovulum sulfidophilum]DSM2351
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPVSRGLALGAQPPSEAWARRRGLPWRPVAAPRRPAPPLGELTAPPGLEPGPIPEARDLGLGFDPCP
GRPRGGRSEAERALAAALAGGDPDAALSAHLAWGALSAGEAARSPRLAPEEAGARRLASWLARRARFQRIPAADPAPVAA
PPDPGADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADYDPRLHGVQFR
AAAARRVDPLRWARAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGPGRPAGSRSASPAARRQ
DSRQLAFDL
>BAQ68535.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]DSM2351
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAE
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>BAQ68536.1 cytochrome c family protein [Rhodovulum sulfidophilum]DSM2351
MKRPFLIGVAGGAAVAAGLGGWLWLQRPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTADIASVVRFLREVQRANGIR
>BAQ68537.1 acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGTALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGRDGYLDFAYVSPDWTGRGIGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>BAQ68538.1 kynureninase [Rhodovulum sulfidophilum]DSM2351
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPDRRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLALASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>BAQ68539.1 S-isoprenylcysteine methyltransferase [Rhodovulum sulfidophilum]DSM2351
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>BAQ68540.1 NAD(P) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFDEDTADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>BAQ68541.1 NAD(P) transhydrogenase subunit beta [Rhodovulum sulfidophilum]DSM2351
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>BAQ68542.1 hypothetical protein NHU_01383 [Rhodovulum sulfidophilum]DSM2351
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMSIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>BAQ68543.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]DSM2351
MASLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEISGGTAQNITAADCRMGLDYRCVPSDSLEACRADLLAEVVRIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>BAQ68544.1 amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLLDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLATG
>BAQ68545.1 probable cytosol aminopeptidase [Rhodovulum sulfidophilum]DSM2351
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>BAQ68546.1 hypothetical protein NHU_01387 [Rhodovulum sulfidophilum]DSM2351
MLSGIGTIVGAFAVIWAARLGSGTFESWREQKISERRIDQAERILIATYDAERSLGDLRHAAANLFAPGSAQRDLQYGAE
ALTSEAAKAYRCYETFRETASLARRSLADCMPTAKALFDADLEQAIGELMKQFDIVFADVGWRAELSPDERQAKWKKLTP
GVPSEDRNKMDATIAAQVARIEDICLPQLRAAGRKRRDAGPSV
>BAQ68547.1 CbbY family protein [Rhodovulum sulfidophilum]DSM2351
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDGLAFEDSHIGLQSARSAGLGVVITPSTYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>BAQ68548.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]DSM2351
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLRAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>BAQ68549.1 redoxin domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>BAQ68550.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]DSM2351
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPIHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGQNIRAIREAAEGAQKAA
>BAQ68551.1 ribulose bisphosphate carboxylase [Rhodovulum sulfidophilum]DSM2351
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPVMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTDDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAQDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>BAQ68552.1 fructose-1,6-bisphosphate aldolase [Rhodovulum sulfidophilum]DSM2351
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNETTCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>BAQ68553.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]DSM2351
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAV
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDILEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>BAQ68554.1 glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTVKVAINGFGRIGRNVLRAIIESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>BAQ68555.1 transketolase [Rhodovulum sulfidophilum]DSM2351
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSDKTPSLLALSRQGLPCLRTEHRTENLTEKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>BAQ68556.1 phosphoribulokinase [Rhodovulum sulfidophilum]DSM2351
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDPGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVNIAQHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIQGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>BAQ68557.1 inositolphosphatase/fructose-1,6-bisphosphatase [Rhodovulum sulfidophilum]DSM2351
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPADQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>BAQ68558.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNEGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>BAQ68559.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]DSM2351
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTENGLEECPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSGVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAEAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>BAQ68560.1 HTH-type transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>BAQ68561.1 ABC cobalamin/Fe3+-siderophore transporter, inner membrane subunit [Rhodovulum sulfidophilum]DSM2351
MDDPNETGAEDRTVPRGQDARMRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAI
LAVLVGASLGLSGAALQGYMRNPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGG
AFTLILAGIALSALAGALTQLVLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTVLGWMLLAGLGRGLDALTLGED
AAAALGIRLGRLRFALVIGVAASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLP
DRDLKLGVVTALIGAPLFIRLIYRTRAEAGA
>BAQ68562.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTGLELSLLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLSPSERARLAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>BAQ68563.1 MotA/TolQ/ExbB proton channel [Rhodovulum sulfidophilum]DSM2351
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>BAQ68564.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGAEAGIEIVAAQAGGTSAWQGPPRLIEVRPDGLSLNGQAMAPDQI
AAELARITPEPGDPVLLRARNGADLQALVDAMEALGQAGVTGLMLVE
>BAQ68565.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]DSM2351
MFTFGEDDRQGTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSASGDLAFGAARGEAVF
AALAARPEAAGPLVIRADAGVEAAALARLAARLTAGGQGPLRLVTVPR
>BAQ68566.1 biopolymer transporter TonB [Rhodovulum sulfidophilum]DSM2351
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYARLAEDWTEAPAMQATPVDLPAPEVP
SESDPPATPERALASVPALPKLAAILPEADLRDPPERPERIRAEADPALALRPEPRPDRPTEAVRSAPPSEARAAQVARG
GSAAAEAGAGATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGARASGRALVELVLARDGRLLSARLVRSAGDPRL
DDAALAAVRRAGRFPPAPEGLGASRYSFTLPLRFEWKG
>BAQ68567.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]DSM2351
MTPEKLAYMANQIAIAFARLPAEEAEAAIAEHIDQFWDPRMRARLLVLAEAPDADLSDRVRGAAALIRRPATA
>BAQ68568.1 protein FdhD homolog [Rhodovulum sulfidophilum]DSM2351
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>BAQ68569.1 NAD-dependent formate dehydrogenase alpha subunit [Rhodovulum sulfidophilum]DSM2351
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWDEALAFTARRLRAIQAASGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>BAQ68570.1 NADH dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MSLTLYLPRDAAALALGADEVARALQTEAQARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLDAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGDHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAWEAAE
>BAQ68571.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]DSM2351
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>BAQ68572.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>BAQ68573.1 type I secretion system ATPase [Rhodovulum sulfidophilum]DSM2351
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWMTGGALERSQSRFSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAARSTAAPRREARG
>BAQ68574.1 type I secretion membrane fusion protein, HlyD family [Rhodovulum sulfidophilum]DSM2351
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>BAQ68575.1 2-dehydro-3-deoxyglucarate aldolase [Rhodovulum sulfidophilum]DSM2351
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPGASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EGIATVEGVDGIFIGPADLSASMGYPGQPEHPAVVAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>BAQ68576.1 RNA polymerase sigma-54 factor [Rhodovulum sulfidophilum]DSM2351
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>BAQ68577.1 ferredoxin-like protein [Rhodovulum sulfidophilum]DSM2351
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGILFKFG
>BAQ68578.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEANLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWK
>BAQ68579.1 electron transfer flavoprotein, alpha subunit [Rhodovulum sulfidophilum]DSM2351
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>BAQ68580.1 FixA electron transfer protein [Rhodovulum sulfidophilum]DSM2351
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDNTTITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>BAQ68581.1 nitrogenase-stabilizing/protective protein NifW [Rhodovulum sulfidophilum]DSM2351
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDAGVRAAAREALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>BAQ68582.1 homocitrate synthase [Rhodovulum sulfidophilum]DSM2351
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILAPGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEARALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>BAQ68583.1 nitrogen-fixing NifU domain protein [Rhodovulum sulfidophilum]DSM2351
MLDYSEILTDHFLNPRNRGTLGSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARRLDANAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>BAQ68584.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]DSM2351
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>BAQ68585.1 ferredoxin [Rhodovulum sulfidophilum]DSM2351
MPTRSRRITGAPTDPHDRIGAPSRNRPRHDVNDSKDTGQALKAAPKAAKEIRAMTITATTRGGTEYIPEFLMAIDQGKCI
GCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGCGACARVCPSSCQTHAPA
>BAQ68586.1 hypothetical protein NHU_01427 [Rhodovulum sulfidophilum]DSM2351
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>BAQ68587.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]DSM2351
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTATSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPIAEVLTRTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>BAQ68588.1 nitrogenase molybdenum-iron cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]DSM2351
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIGGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQIFPSLTGLRAVDGFVRALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKGGANLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>BAQ68589.1 nitrogenase MoFe cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]DSM2351
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTVEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRIIGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDTWGIPFFEGSFYGISDTSEALRTMCRMLVERGAPEDLIDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWDDVRRPAPWDGPGDAPRPATGLRPAALED
PAPGPVNDPKDFEDC
>BAQ68590.1 2-deoxycytidine 5-triphosphate deaminase [Rhodovulum sulfidophilum]DSM2351
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASARLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>BAQ68591.1 transcriptional regulator, MerR family [Rhodovulum sulfidophilum]DSM2351
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPSDMLLLGGIKRLLHEDGLTIRGVQKILRE
EGVRHVAALSQPLDEADAADLADATDPDIEAPMALDAQAEAAEILPMRRRPAPEPDEAILPGPDSGPPRQQAPSAPTPTP
TPSSPNGAASTDDDEVLAPPSPDAPAFDVDPEQTAPEPPVARPPVAQAPTPAGLRQSPALDEGTPAPETATDSMPPEAED
LPSGMTEPAEAAPAAAPTAAPPEQPPIPQPLGADLPGTDPADDDPAFVPAGLPTRSRLLKHGLQRLLDADPDAAGRAAER
LARVVLSIETAAHD
>BAQ68592.1 integration host factor, alpha subunit [Rhodovulum sulfidophilum]DSM2351
MAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPIHPRR
VLSFRPSHLMKDRVAAGNRG
>BAQ68593.1 3-oxoacyl-(acyl-carrier-protein) synthase III [Rhodovulum sulfidophilum]DSM2351
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMDWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>BAQ68594.1 fatty acid/phospholipid synthesis protein PlsX [Rhodovulum sulfidophilum]DSM2351
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSSKVD
VIVTDGFTGNVALKTGEGTAKLLGDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRSNGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>BAQ68595.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]DSM2351
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>BAQ68596.1 hypothetical protein NHU_01438 [Rhodovulum sulfidophilum]DSM2351
MANTPEPPRKPTMTAPRSLRLAGRRGREPLDFVLAPDPEERAALAGRLGITSLKKLRFAGELRPEGQADWRLEASLGATV
VQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAV
FAAPGMAPMQDAELKPFAALARLRPSRDDAEGGGTPE
>BAQ68597.1 outer membrane lipoprotein OmlA [Rhodovulum sulfidophilum]DSM2351
MARPRAVQARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>BAQ68598.1 methionine-R-sulfoxide reductase [Rhodovulum sulfidophilum]DSM2351
MTQKKSETDPDWRDRLPELAYQVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGNT
>BAQ68599.1 ornithine-acyl[acyl carrier protein]N-acyltransferase [Rhodovulum sulfidophilum]DSM2351
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGTDADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>BAQ68600.1 holdfast attachment protein C [Rhodovulum sulfidophilum]DSM2351
MARAPLLQLSSISLTFGGDPVFSGLDLVTQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
ELAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRHDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRSSLDPEMTLWESLAGDPEMRVSGKADQVLVRGQSKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKSAASADAGAGTKKAPGLSYTEKHRFDALPGEMERLE
AEIGRLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>BAQ68601.1 hypothetical protein NHU_01443 [Rhodovulum sulfidophilum]DSM2351
MSPRQNRVTPLGEILADPARGLFMGNRGGLHDAEGRLGRARWRHKTWICCLVEFRGHRRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEEAPHLILGAAALPSRP
AGYGAPRARPAGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>BAQ68602.1 3-hydroxyacyl-coa dehydrogenase type-2 [Rhodovulum sulfidophilum]DSM2351
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTEEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>BAQ68603.1 putative outer membrane protein [Rhodovulum sulfidophilum]DSM2351
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>BAQ68604.1 hypothetical protein NHU_01446 [Rhodovulum sulfidophilum]DSM2351
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGIEVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGRAQKAPYLP
RGGWISVGFGAQDTDEMAHRLRESHATVRASLPRRVREGLD
>BAQ68605.1 cysteinyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MTDIQLYNTRTRRKERFEPLDPDNLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSHDLLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEAALRKWRGLVAGIEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGAGDLAGLKASAGLLGLLGEDMGVWAEMP
EADLGGWTERLAAARAAAMDSKDFSEVDRLKALLIDAGVEVRMSKAGVELLPGAGFDPARLEGAE
>BAQ68606.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]DSM2351
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVAQGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>BAQ68607.1 phytoene/squalene synthetase-like protein [Rhodovulum sulfidophilum]DSM2351
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRASARVLGAKDGTAPLNDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARREGVPAQAVPAARAAWRTRAILSRAAAEPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>BAQ68608.1 major facilitator superfamily MFS_1 [Rhodovulum sulfidophilum]DSM2351
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>BAQ68609.1 DNA-glycosylase family protein [Rhodovulum sulfidophilum]DSM2351
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>BAQ68610.1 phospholipase/carboxylesterase family protein [Rhodovulum sulfidophilum]DSM2351
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>BAQ68611.1 pyridoxal kinase [Rhodovulum sulfidophilum]DSM2351
MTRPPFVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEARARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGREI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAGLIVAGIARGA
PLATAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRTEMSCAAGRRRIRH
>BAQ68612.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MKQIQNAGVTLLTGAIAALPDSGRHSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGAALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLKLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>BAQ68613.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MVRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPATPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADY
LASGRGVVADPGRLLIARGSQMALYLAARATLAPGAVVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDA
DPRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLALIYVGSLSKLLS
PGIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDL
PAGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>BAQ68614.1 hypothetical protein NHU_01456 [Rhodovulum sulfidophilum]DSM2351
MSRRVKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNKAPDAKSPEALVTATQR
DFAAGDTVICDGWVLARSEADFALACLRDDTA
>BAQ68615.1 GMC oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDRAPNVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGDIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>BAQ68616.1 glucose-6-phosphate 1-dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>BAQ68617.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]DSM2351
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGSAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>BAQ68618.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]DSM2351
MTLSTIWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSATAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGV
QARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPVLRETLLRMRGFAREIRGGGICGQGGPITDVVNIGIGG
SDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQF
VALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALV
GIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVP
CEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQAHHRVFPGNRPSTTLIYPQLTP
RMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGPRSETLDGSTAQLLDFIAAAG
>BAQ68619.1 hypothetical protein NHU_01461 [Rhodovulum sulfidophilum]DSM2351
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>BAQ68620.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]DSM2351
MAIRTLYPSALSVFGFVSAAILRVFAGAGRADEPAGVHARHPEIAGDGLDEAVIGWLAGP
>BAQ68621.1 heavy metal translocating P-type ATPase [Rhodovulum sulfidophilum]DSM2351
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPGTGWPHLAAMAALALVYMTGGIPAAARALHALWTERELDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGGTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAINESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPNERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>BAQ68622.1 nitrogenase, iron-molybdenum beta chain protein [Rhodovulum sulfidophilum]DSM2351
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFILQAKEKGSVPEDFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEVCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>BAQ68623.1 nitrogenase, iron-molybdenum alpha chain protein [Rhodovulum sulfidophilum]DSM2351
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRTKHLNVAAPAPEGETEIASKCDTVKSNIKSIPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLQEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>BAQ68624.1 nitrogenase reductase [Rhodovulum sulfidophilum]DSM2351
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEVEA
>BAQ68625.1 hypothetical protein NHU_01467 [Rhodovulum sulfidophilum]DSM2351
MGAADRLSDLLDEVASGRRVPYLGAGVAAMADGGPPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGSLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLDELGIERLDLPLAGLAEALAATA
>BAQ68626.1 NifT/FixU family protein [Rhodovulum sulfidophilum]DSM2351
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>BAQ68627.1 NifZ family protein [Rhodovulum sulfidophilum]DSM2351
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>BAQ68628.1 leucine-rich repeat domain protein [Rhodovulum sulfidophilum]DSM2351
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>BAQ68629.1 4Fe-4S ferredoxin iron-sulfur binding domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>BAQ68630.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]DSM2351
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDVKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDAHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>BAQ68631.1 Fis family transcriptional regulator NifA [Rhodovulum sulfidophilum]DSM2351
MPSSITPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAGGNGVNP
FAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGA
WRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGDSLAIK
SVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQKKGRF
ELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILL
PPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRIAALSSGTEIGAQELACHQGTCL
SAELWRMQTGEQSPIGGLAAPVRTPLPVIDSGTGQRPPAAACPAGFGEPPVAPPAGRPPAAFTPEPQDERARLIDAMERA
GWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>BAQ68632.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]DSM2351
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEVAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>BAQ68633.1 hypothetical protein NHU_01475 [Rhodovulum sulfidophilum]DSM2351
MTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVLSGDSPEPGLWVANPPAAEDRPVAQILSDLMGP
IGAV
>BAQ68634.1 Nicotinate-nucleotide-dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>BAQ68635.1 cobalamin synthase [Rhodovulum sulfidophilum]DSM2351
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGPDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAATLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWA
>BAQ68636.1 phosphoglycerate mutase family protein [Rhodovulum sulfidophilum]DSM2351
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPVVDRILTSPLMRCTRLAEHISAARGLPVAADPRLIEID
FGAWEGIPWAEVPRDGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>BAQ68637.1 RNA methylase family protein [Rhodovulum sulfidophilum]DSM2351
MTAAAPFEIFLAALPGLEPLLAEEARAAGFAAPAAVPGGVTVTGGWPEVWRANLVLRGASRVLARIGTFRAFHLAQLDKR
AHKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIPLKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALLLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFANFDAEAWAAMKAPA
PPIPAEARFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>BAQ68638.1 hydroxypyruvate isomerase [Rhodovulum sulfidophilum]DSM2351
MLDSSGAAPLAMGAEHAVQADPERNVRFSANLGFLWRELELPDAIRAAAAAGFAAVECHWPYDAPRSAIRAALDETGLPM
LSLNTRPGDLAVGEFGLCALPGRAASARAAIDQSIAWASALGVPQIHAMAGCARGLESEAALAATLAYACLEAAPYGIGI
LIEPINPHDVPGYALASTAEAVAMIERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELD
YGHVFGLLERLGHAGPVGAEYRPDGPTGDSLGWMARFAASAG
>BAQ68639.1 2-dehydro-3-deoxygluconokinase [Rhodovulum sulfidophilum]DSM2351
MPEHSFLAIGECMVELTPDRGGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGTR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEDAE
TEIAPVPVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPDLFADNPFADRAEP
>BAQ68640.1 D-isomer specific 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTDTPLLICGAAFTEDERARLSTAVSSVSVDGPAALEALAPGLRERLRVVAYKGQTPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>BAQ68641.1 hypothetical protein NHU_01483 [Rhodovulum sulfidophilum]DSM2351
MFGTIGLVWVGDRLLLCPGLEDTPSAFLPLERDRDRTGMVARVLMGRKARVGREALMPGLLEERDCEEAAWFTARRGCPG
LGIDPVAVLRGGRLGLTRRGTVAGRNGVRCWEAMCRDDGSDYGHVHAEIGFAENGRADAGMNVVLPLHGQRPRRGRHREG
RDRSLARRAVGELKMRHGPPPRGRASRQLSLG
>BAQ68642.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]DSM2351
MGMGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIRE
AGGVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDG
WWQGKRAGSGTIVWESRRLLAEGKIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAM
AYETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAG
DYLGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVISTYEAPLRAQAGFKVLSGNLFSSALMK
TSVISDEFRARFLSEPGREGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQ
GVRHLPTVGDGRQSGTSESPSILNASPEAAAGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPW
EEIYRANVGQLAEGGCLELATAYRRIACDLPRDNH
>BAQ68643.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]DSM2351
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQPSML
>BAQ68644.1 aldose 1-epimerase [Rhodovulum sulfidophilum]DSM2351
MTSATDTALDTPRSDGPATGRRPLGRAPDGSPVEALWIARAGTHARIMTWGATLMDLRLDGIGHSLVLGCPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLGGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
ASYSIDGEGALEILLEGESGALTFCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPVDAALIPLGSPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFPGHHRRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLHPGETCRQLSRFHPRRIGAPGPG
>BAQ68645.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>BAQ68646.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]DSM2351
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPLRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>BAQ68647.1 TRAP dicarboxylate transporter subunit DctQ [Rhodovulum sulfidophilum]DSM2351
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>BAQ68648.1 C4-dicarboxylate transport system, substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQILERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDPDIRPVVE
QIFAE
>BAQ68649.1 transcriptional regulator, GntR family [Rhodovulum sulfidophilum]DSM2351
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAKAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIALGDVSAADAATRAHLREILNDLPTIMADNPGFFDGGTADTDTN
TDNETTGGDPI
>BAQ68650.1 mannonate dehydratase [Rhodovulum sulfidophilum]DSM2351
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>BAQ68651.1 xylulokinase [Rhodovulum sulfidophilum]DSM2351
MVFSLGLDLGTTGLRALLLDDEGQPAGSAGRSCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGLAVSGQ
MHGATLLDAGPAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRHHEPEAFARIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLEVPERGELGAALGAARLGRVAATGAPPETVITPPVIAATVAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>BAQ68652.1 hypothetical protein NHU_01494 [Rhodovulum sulfidophilum]DSM2351
MPWERVDRLPRYAMKPTPEDQAQTCPEALPERAFLEGVATVFGCGKVALLYPDPAANGRLRVTAAAPVGLKGRSFPAEWG
LLGAWRQDDLKKNPGLAEMAALLPGMSSLLLVRPCPSGPRDIALLCLDPRPGVFTDAQIPFLEHSARALIHALPGGPDAR
MATARARPAAAPEASLNAACGLCDSTATAEGGQAALAGIIASIGTQFGASRCVLWQHRERAFRPVLIWKPPDTQTGPAQI
PADAEMAAFLARRIETFTSMRPVALEEEAMLGRLGIGARLILPFRDGAELGGVLCIDRVTGQRPFAHRDVALLSCLTGAA
GLLLCQQETHRLAEAERALLEGERNRMRAVFDLLPDTVIELDAERRYTHIHSHSRGSVRGRIDGLLGFRPEDCLPQATAE
AIHALLDRAEAAGFAALPELVHPPAPAAGPKIYTLSAATHATAPAQASPGYVLVIRDVTEEIAQRRERDRLGRVVEHMTR
EVFLTDCSHRLTWTNRATEEHIGRPVDRLAGLSPRQAFGTVWSDATRLDQVCEQLEADNGFAGEAAFLDHGGTKVWFDIA
VTPLCDGSGGREGWMWILSDITERRRDKDRLAQIARRAREAEERVVQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSA
PAIELGQTFEAILRYGLAHGEYPSDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELK
QLAQRAQADRLAAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRKRTWTELYDGETPELMTRTALPALDARGNW
RGEVWYRRPDGSRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAIS
GSASLIADSGIIGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMV
DAVQTDMMQVALNLLTNARDSILSEEYPTGRGRIRIALCIASDAELRRPLAFGSVDPARAYCLLEVEDDGPGLDADARSQ
VFAPRLFSPSAVDCGSGLAILPSIVGKNGGAIALTSDGASGARFSVFWPLDSDRNAAPATPDGSRHRSRPLSGRLDGHMV
LVTDDNPDVLRVISAILENAGAEVAGCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAH
TDWRTHGEGHSGREFAAVLGKPISSADLLAAAEAAILDR
>BAQ68653.1 hypothetical protein NHU_01495 [Rhodovulum sulfidophilum]DSM2351
MFPVFLLSSSCCAALLLARPRALSPTRRDDVAAVQAAHRRPTQRSGGIAVFLALAAGAVTLPANLVQTYAALIAAALPLF
LVGLLEDIGQPMTPLRRLAAATASSLLATVLLGLWIGRVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFVIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSIILLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFLSNPATSVAIWVLASAPVLTGVVLWNAPG
AAVRALGFYALLFALTYLLGIRLLKRPRRGAIASGPVVPGARI
>BAQ68654.1 hypothetical protein NHU_01496 [Rhodovulum sulfidophilum]DSM2351
MVPAGRGWIGRGADEPISGRRRAVRVHACPVVRNIRTRACPLVRSKRIDPGYPIRRKCRAVYHRVIVPAGRGGDRARVCP
>BAQ68655.1 PAS/PAC sensor hybrid histidine kinase [Rhodovulum sulfidophilum]DSM2351
MRPRLRRYLEHLRRVPDDASDGAVQDMLDEARQLVDGSRIYVMLDLAPGAASALEGKPDRIWGDTGLIGRPPVRVAPQCE
AARLLSLPIPEPAGDTDLGFLIVENRPSDRMLSSDELRCLHRLARRLGEILNARGLRPGVGAAQGAACRSALRHGLGTAP
CKDGGTAGVGAGEDGRSRRPAPAGGGVPPGAERQAQMIEKFVHDMANLVAVIDGSARMLSEELGGSAHLKRILEANRQIL
AIMEALRGTGRHEIRHRWVDLGRLLRAAADLVQAEWPEGIRLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTP
GRAPEGRVRLSLRRKCDRPGAEDRAWYEFCIVDDGIGMDADTRRNMFLPHFTRKGAAGTGLGIAFLDCQIRELGGRISVE
TVPGQGTTIRILWPEIFQ
>BAQ68656.1 hypothetical protein NHU_01498 [Rhodovulum sulfidophilum]DSM2351
MKRFALGRTECGADRIEVAGQAGMSDRRKRPGPAFAMMIICVPAGWLTLIAALLLGGSLLVAAAAMIAAMWGLFVVGLIV
FLVRDALGRRRRGGGAGRREGDTVLE
>BAQ68657.1 hydrolase, TatD family [Rhodovulum sulfidophilum]DSM2351
MSGRLVRSGATQVRPVLARVFRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQEEIEASG
RYLAGVIVSAEDFAGLPLAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLSEPAGPADLEIALCRLAARG
>BAQ68658.1 hypothetical protein NHU_01500 [Rhodovulum sulfidophilum]DSM2351
MSTARIAILGTVGVPAAYGGFETLAENLVRHRETLKTPPDLTVYCAASAFASRPARYRGARLCYLPLRANGAQSMLYDAV
SLVDAVLCGHDRLLLLGVSGALALPLVRCFGQARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVIADNAAIAR
HVATRYGRACHTIPYGGDHAHATAPDPAGAEGLPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASAYGRELK
ARYGAHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETTENAALYFDTPDDLI
RAVNTLARRPDAARQTGARMREIAERRYRWAEIGAAYFALLDPEGAREQDVPAPDQTGNRAA
>BAQ68659.1 hypothetical protein NHU_01501 [Rhodovulum sulfidophilum]DSM2351
MVAQIDRAYLGARPGRAWPRLLAYGLFEGRPLTTRGRWINPAVFATARLLCRLPALGPVEAPAFILGTGRSGTTALGVTL
SLHREVGFLNEPKALWASLSETEDLIGSYHRGPARYRLGAADADPALCRGARRIYAGYLRAAGAKRIVDKYPEMIFRTGF
LRAVFPDARFLFLSRGGAATAVSMTSWSRRHGRAVSGEHHDWWGADGRKWRLLTEQIVPEHPDLAAHAGAMAGLDLAGRA
AVEWIVTMREGLALCAADPRGTLHLPYESLCAAPALWAAELERFLGLAPDPGFPALAATRLRPPAPSPAPPPLPDWLRGP
FQATEAALARHRPPCPTSSGKPS
>BAQ68660.1 NAD-dependent epimerase/dehydratase [Rhodovulum sulfidophilum]DSM2351
MRILVLGGSGFIGSHVVDSLLARGHRVRVFDRSPERFRPTPAGVDFMPGDLSDSAALAEALAGSEMVFHLISTTVPATAN
LDPGADIRGNLLATQRLLELMRAQGPRRLLYLSSGGTVYGVPQHLPVPEAHPLDPISSYGIVKVAIEQFIRMEARLHELQ
AVILRPSNPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLARLCVAAAETGASGTFNAGAGEGRSI
REILDLIGEVSTLEVTPEIRPGRNIDIPRVVLDIAAARQAIGWQPEIALCEGLAETWAWTCAELAPTPPHSLAGPAPLRR
VGAAE
>BAQ68661.1 polysaccharide biosynthesis protein [Rhodovulum sulfidophilum]DSM2351
MGMTEPRDMTGASDRPALARLLGGAGLAFVLRAFGAACAFALNVVIGRLLGAEGAGLYFLALSLASVGAVVSRLGLDHAL
LRFVSRGAARRDWPGVRGAFALGLGLSLAAGLGLALGLGLAAPRIAAGLFGQPDLAGPLRAIAPSICGFGAMLVIAESLK
GLGRVRDAMLVSGVLYPVVALALIWPLAGMFGPSGAALAYALGTGLAALYGLRAWRRAVPAEPPGRSLAAGPLWQSARSL
WVMSLVNSALLPWAPLFLLGIWGGAEEAGLLGAALRISVLVTFFLAAVNTVAAPAFAALETRGDREGLRRTASRLALAVL
LASSPVLAAMLVWPGRVMGLFGPDFVAGAPVLAILALGQAVNAATGSVGYLLMMTGHERDMRNAALLAAAVMAVAALGLI
PAFGAVGAALAGALAIAAANLTNAWQVRRRLGFWLLPR
>BAQ68662.1 sulfotransferase [Rhodovulum sulfidophilum]DSM2351
MRGITLKQPVFVVGHPRSGTTLLATVLGRHSLLAMPPETQYLIEQASLDGHRLGAEDLDAILANPRIADLGLDRDAVQAA
FAATDRSFCAAFAVLLDIYRRQCGKPRAGEKSPMHLAHAERLLEWFPDARILCIERNGADVIASLMRMPWSHRIIRRHGY
DWLQSLRRGRALEARHSAQAMRVRYERLTGAPEAEIRQICAFCGLPFEPSMLSPGAAGTVPDWERGWKADAARPIAPARG
GGAAGLGRWQRAELAAICNRELRAAGYPPVAAPTLLRLLARLTVWPYHPALRPVFARIRAFVRRRTARWTS
>BAQ68663.1 glycosyl transferase group 1 [Rhodovulum sulfidophilum]DSM2351
MDILMIMNGLGIGGAELQFLELARCLARRHRVRLICLQGDAALGHGAQSGGIEALRFCYRGRVRGRAAGQLAAAVRTARR
LPADVVLTTSFIGNAVGLAAAAGTGRRLVSLQTVSACKRYRRADRAILRRFDLLIAGCEDIRQFLLSHGQDPQRLRTVNN
WVDFSARRQTTSAAATRARFGLPETGALVGCIGRMHVQKGQEFLIRAFRSLSAAETGATLVLVGDGPRMDEMRQEAAGDP
RIVFTGTIGGDDYTNLLAAFDIYVQPSRFEGLPRTLLDAMYLGRPVIATGVNGNRDAIRDGGNGLLVPPCEPAALAAALG
RMLDDPALAARLGAQAAEDARSGFAMETQTARIEEILCAR
>BAQ68664.1 hypothetical protein NHU_01506 [Rhodovulum sulfidophilum]DSM2351
MIPLAITCAAVPAFVLAGASGPRQGLFLLVALFPLLPYYFAIPIGGGGAGFAAARLGAYALCAMILVQLALAPGGWQPAF
RAILRQSWILWLAAGLALARLVSTLAHQPLGALYYWADELVLLGTVFLLSVRTFLDLPQIERLGRLLAAAALLQVVLVLV
ETALGHHLLSGLVDIEVSTVGAEVLDGRIRDGLHRAQALFDNPLSLAEYLLYMALGVVFLRDLRRPRRRAGTWALLGLIG
LAILQTRARFPVLLMGGSLIVFWLLALSARLAPGPRLLLRAGLLAGGSAVAVVAWGVVTRPDRLLALFGGDAASDASLVS
RGLQYALISESILSQSGGLLGEGYRSDLIERLGLKLDSFYLRLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLALVA
DEQRALVRLHLFFLFFFIQAAFAKLFLSMVFNNYLLALVAGALVAVQARMASVPPRQSG
>BAQ68665.1 efflux transporter, RND family, MFP subunit [Rhodovulum sulfidophilum]DSM2351
MARVAVFAGIDPPPFATTVLAPGNRPRDDASAERHRRALAGYRVAGAGP
>BAQ68666.1 hypothetical protein NHU_01508 [Rhodovulum sulfidophilum]DSM2351
MEGQEARHRIAQHQQDADAVKGGADRLGARRATVGVTRCAFDGPRLCGGGAGQAFMAIQRSGPGAMADWQEMAGLPDRGI
VALVGDAVSLRGSGMSAKAHASAISHPLPHNQVVRI
>BAQ68667.1 transposase [Rhodovulum sulfidophilum]DSM2351
MVGLPLRQTADLVASLSEMAGLDWPAPDYSTLCRRQARIAVQIPYRRFGTPLNLRIDSTGVKFRGDGEWQERKHGPLRRR
QWRKVHIAADTGTGEVRSVEFTSSRQGASPLLPEWLMQIHEDEEIATVTADGACDTRRCHAAIIERGADAVIPIRRNGRA
WKEDCPAALAFVLGPMADIGAPRNETLRATRHLGRAFRGWTGDHARSRAEARMNCLKAFGERIMSRDPDRQTAEIQIRII
RNCRSDQWRDMAHS
>BAQ68668.1 glycosyl transferase group 1 [Rhodovulum sulfidophilum]DSM2351
MTKVRVLLAHNNYTVQGGAEVFFHEVARVLEARGHEVALFSTAEDGLEAPHADLFPEAADYRHGSIAARAARLPAMIYNT
RARDAFARMIETFRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKHLCPNYKLFHHGRVCTECRGGRFHRALVNR
CCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWGPGRVDIDFLRNPFDVDAHRVAPNVGEYILYFG
RLIDEKGLDLLFDAAAQAPEVPVVVVGDGPDRARLEARAAGLANLRLVGPAWGADLARWLEGARAVAVPSIWHENFPYVI
LQAFAASTPVIATRRGGMPELVEAGPHGWICESGDATALAERMRAACRLPATEIARMGAAACAYAEREFADDAIYRRLLE
IYRRAGA
>BAQ68669.1 polysaccharide export protein [Rhodovulum sulfidophilum]DSM2351
MRPRLAPMFFAFALCGALSGCATGFVRFPVTEEGQSKLPADVQVIRLDSRNIASFSQPARPPQPTTLPPARDWDYRIGEG
DVLSVVVFDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVPARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNS
QRVVVAGEVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYKVDLDGFLTAGIARNNPLLIAGDTVAVP
RRRAKEAYLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGRKDGITVFQLDVSSPGGMLLGTRFLLA
PRDVVYITRSPLQRWNDTITGILPTVRTVGQIDDIGD
>BAQ68670.1 Low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]DSM2351
MKLRILTVCTGNICRSPVAAALLRALRPDAVLASAGLAAEPGRSADPLTAEVALGLGIDLSGHRARRFSAAMGRETDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGAIGIPDPYGKPRACHESVVDAILRATESWAERL
>BAQ68671.1 tyrosine-protein kinase Wzc [Rhodovulum sulfidophilum]DSM2351
MTEPYPRSTTPPAATLWQAAPQQQEDDLDLSTLFATLWAARGAMLKGVAVALVLAVAMLLFSTPGYRATALLQLEERSSQ
LMLPTDMADLLKTSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAGIVL
TQLAVPPDWVGLELTAIRTGPESFRLTDPDGRVHDGRVGVPLRLSEQGFVIEIGQLDGEIGRGFRMVQVSVADTVMRLRR
MLGVVEKGSDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNVDRNAAEAASSLDFIRKQLPEAVERVRQAELKLNRYREQ
AQAIDLTAEAQGLLEQLRVLDAELRQLETKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLEGEVGALPETQREVLNLT
QELELAREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGLTLLAALGLGAAAGLSSRLLAQAIRRGIRAP
EEIEALGLPVFATVPLVRDMPRQRPGAPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSL
NLAAVIAQADQSVCLIDADMRRGQLARRLGLPDGLPGMSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMVMRPR
FAEMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGCTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHAR
PGREEGYYGYGYEAAVRRD
>BAQ68672.1 PAS/PAC sensor hybrid histidine kinase [Rhodovulum sulfidophilum]DSM2351
MQWTLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPEGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEVGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRLGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHVERCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTLAELLRIEMPVPGDGDRLSAARLTRRPIRIEFQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRARETALAGGEGSVRTASDALVNALEALPDGFACFDAEDRLVICNARFRELLPMAGPPI
VPGLGFRELFESALTQGMRRGDPEQRARWIAGQEKARCCGARILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRAVSERPLQACGIWTGL
VVARRTDGGSAEQEVSVTRQADGCKLCISRGVSERRRVERNTLRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHCPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPRDPMLAVAD
PTDVIQVFLNLLLNARDAISCSTLEACRGEIAVTAELVHDRALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFIVFWPEAGQEPHEDLCAAGPPCGRLAGRRILLSDGDQEA
LRILSVHLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTAQPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>BAQ68673.1 DNA-binding response regulator, LuxR family protein [Rhodovulum sulfidophilum]DSM2351
MTIKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVA
LMSGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRA
GMSNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>BAQ68674.1 site-specific recombinase [Rhodovulum sulfidophilum]DSM2351
MTASADCVMSDATGVRNRLQLETRSRDPGGRGAAWLRRDLSRYIFSGRAFARGDAVRRGANMKRKLETPPLHAETVRLTF
PLASEGYGTSGQVSVKGVVNHQNKHRMFTRKGGRRRVDQLHRTMIRRTYMQSASLLQSLQQGGR
>BAQ68675.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MTEAAYIVAARRAPIGRLCGAYTGMAAARLGAQVMRAVIDDAGIDPAIIDEVIAGQVLQGGAGQNPARQAAIYAGIPDHV
PAMTVNKVCGAGQKSIHLAAQSIRAGDAHVILASGQDSMTEAPHLLPGVRTGRKMGDMTAKDMMIVDGLWDVFNDIHMGR
TVECLARRYQITREEQDRFALASQQKALAAREAGRFEAEITQITLTERKEDRSVRRDEQPRETTLERLSGMAPAFDREGT
ITPGNASGLNDGASAVLVVSETKLRELGLTPMARIASYAAAALDPMDMGLAPVEASRKALEKAGWAAQDLDRMEINEAFA
AQSLAVNREMDWDPAAINVNGGAIALGHPLAASGNRIVTTLVHEMARSGTRKGLASLCIGGGMGVAICLERA
>BAQ68676.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MYDPTPAPSDRKRAIMKTAADLFARKGYGGVGTAELCAATGYGKGALYHHISSKEDLLLDIMTVYLRELLADAEAILARE
AEAEARIQGLSLSLMRAVVQDNAQMTVCFREVHALSPDHRRGVLRLHGDYFRLWERMMNEARDAGQLRSVDADEIKGLLG
MYFYSFLWIGPGREGDIEALAAKFSDLVLGACRRD
>BAQ68677.1 short chain fatty acids transporter [Rhodovulum sulfidophilum]DSM2351
MLYRLGGACSTFTRAFIPNPFIFAIILTGLTALLAILMTPTGPAEAVGLWYDGFWNLLTFAMQMTVILLFGYVLASSPPV
GRAIDRIARLPKSATQAIVMITGLAVIFGALSWGLGLIIGAISARRISQNCLERGIKVHYPLAAAAGFSGLIIFNCGLSA
SAPLLINTPGHFLEADIGLLNLNETILSAYNILTLLAYLAIIPFVYAAMQPPEHERQLVAPDAAPAAETPDAGGEASLTR
DGDTTLAARLENSRILSWLVVLMGLGYILWHFATKGFDLNLNLVNFTLLILGMAAHGSPISYVRAVDEAIGACGQIVLQF
PFYAGIMGIMSGSGLIAIFANGLVSISNEFTFPFLTMLSAAVINLFVPSAGGQWAVQGPVLIQAAQDMGADIGQTVIAFG
YGDQLTNGLQPMWMLPLLGVTRLRAGDILGYTAVMMLFSLVIFGAGVTLLPLIF
>BAQ68678.1 acetoacetyl-CoA synthase [Rhodovulum sulfidophilum]DSM2351
MRDSALARFSRDCGIDPGDYETLHAWSIADPGAFWSRLWDFAGVKGERGPVALERDPAAPMTGARFFPEARLNIAETLLA
GAHPERAVLELDETGARAELSADALKAEVARVARGLREAGVMPGDRVGVVLPNRIGCLVTHLASLAVGAVWTSCSPDFGL
AGILDRIGQVSPRVMFVQPRIRYGGKDIDLAGRLGDLAGRIDGLETLVTIGEGEVKAPMPVIAWDDFGSEGPLEFEPRAF
DDPCYILYTSGTTGAPKAIVHRTGGVLLQQLKEHMLHGDLRPGDSFLWYTNTAWMMYHWAIAGMGCGATTVLYDGAPILR
ARDGLDCSPLWKAVEAETLTHLGISPKYLSSVMEQGYRPGEAHDLSSLRWLMSAGSPVSPQQYDWIYDAISPDMGFASIS
GGTEIMGCFLLGSPLHPVRRGQLTVKGLGMAVNVFDERGAPVLGRPGELVCTEPFPSMPRTFWGPDGDARYRKSYFSERA
EIWTHGDHATFHPDGTAVIHGRSDCTLNPGGVRIGTADIYNVCAQFPELEDFIVFGRPVEGDEEIVLCIKMTEGARADAD
LARAIRSKLRSECSPRHVPGAIYCVGDIPMTVNGKRVEGAARSVVSGNAVANRGSLANVGCLDEYAALSERTAL
>BAQ68679.1 putative acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MRPHAAIVGAGSLAPQRRTEGASTLGMLARAAKAALDDAQMEKAEIDGLLVGPQVGETPQHVPATVSEYLGLQPVMSNVV
DLGGASGPGMVWRAAAAIQAGMCETVLCVIGNHRNPEVPRSPNRNPIREFDVPFGASGANVSYALLKQAHMARHGTTDED
FALIAHWARVNAQNCPEAIFHGSPASVEEVLASPMIASPLHLFEIVMPVAGAEAVIVTSAGKAKGRRAAWLLGAGEKITH
RAVSQAPSLTSGPLKPAMERAFGQAGVSVDRMSLLSLYDCYTIMVATTLEDAGLCPPGGFGEFMRAHDFGPGGDMALNTH
GGQLGYGQPDLAGGMTHVTEAVRQLRGSARGRQIADPEFALVTGNGATMSEAVALVLGAEA
>BAQ68680.1 hypothetical protein NHU_01522 [Rhodovulum sulfidophilum]DSM2351
MTDLSTLKVPGPTVIALTAPFWEAAAEGRLVIQRCGACGDAVFYPREICPHCWADALSWEEASGAGRLKTFSTIWKPGHP
GWIPAAPYVVGLVELAEGPTMLSHILGEAPEIGMDLTLAPTNTGGRVLPCFRPKRG
>BAQ68681.1 dehydratase [Rhodovulum sulfidophilum]DSM2351
MSDKNGWAGTVNGMPREGQSAERSRTTRMEDIHAFTDMTGDRNPVHYDEELAKKTSFGKLIVQGGVTTGILNACVAQDLP
GPGTVFLNTNLNFRKAVGVGETITGRVEVVKVREDKPLCTLKVMITDAGGAVCVEGEATTYTMPLEGL
>BAQ68682.1 major facilitator transporter [Rhodovulum sulfidophilum]DSM2351
MAGWRMLAIICLGVVGVLATWFSATAIVPELIRVWQLTPGQAAWLTNAVQLGFVAGALGASLVNLPDILPMHRLMTGAAL
LAALSNAALLVVGPEGAMIARFVTGVALAGVYPPALKLMATWFVKGRGLALGVLIGALTFGSSMPHLVRAVADGVDWHVV
VWATSATALGGALVFGLLVREGPNPFGRATFNPRQSLAVFTDRPLLLANIGYFGHMWELYAMWAWILAFAAASNVEPFPF
GSPSMLSFLVVASGVIGCLAGGWLSDRIGRCLTCAGMMIVSGACAALIGFYFDGPPLVLALLALLWGVTVIGDSAQFSVS
VTELAESAFVGTALALQMGIGFGLTVVSIWALPLFAEWIGGWQWAFLFLLPGPLIGTCAMLALRACPEAAALAHGAR
>BAQ68683.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MRNLAKFHINGTWVSPRGTDLHPLIDPASEEKIADVPMGDSRDVDAAVAAAKAAFPAWSVTPVARRAAMLRKLLALYIKA
YDELAELMTREMGTTIGFSKAAQAAVGQMHLEAAIAALEAETFEELRGTTMISKEPIGVCALITPWNWPMNQLVVKAAPA
LAAGCTMVAKPSEYAPLSAVRFAELVDAAGFPPGVYNHVLGAGTVVGDALSRHRDVDMVSITGSTRAGIAVAKAAADTVK
RVAQELGGKSANIILPDADLEKTVTAGVNECFINVGQACRAPTRMLVPIKRMEEAKAIARKAAEAHDVGHPMGNAALGPV
VNAAQFRHIQSLIEAGIAEGATLVTGGPGRPEGLDRGYYVRPTVFGDVRNTMTIAQQEIFGPVLAIIGYASEEEAIEIAN
DTVYGLSAYVQSADLDRARTVARRLRVGSVWINGAAWDARAPFGGYKQSGNGREHGEWGLHDYLEIKSVAGYA
>BAQ68684.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]DSM2351
MAQWYFDEDGDLSVLAGKTVGVFGYGNQGRSQALNMRDAGIDVIVGSRSDASAEKSQEDGFETLPLAEAARKADILFVLV
PDEVMPAVYAEHVAPNLAPGNVVNFASGYNVHFKKIVPQDDVDVIMLAPRMVGQGVRDTVVTGAGFPSLVAVHQDATGHA
WSTLIALAKAIGSTRMGVIESSFEEETVADLFNEHFGFLHAVRQGVEVLVEKGVSYEAAILELYASGEMREIGQYFVDHG
LFDQLKLHSRTSAFGQLAWARPSPEAEQASKDHLRNVIDRIKDGTFASKWQEVQEGGMKEFEAAEAELQQQPFWQEELKL
YKRLGRI
>BAQ68685.1 fatty acid metabolism regulator protein [Rhodovulum sulfidophilum]DSM2351
MMIKKIDIPSIRDSVYMQMREMILDGVWAPGTRIDLNQLAAEFGVSKTPLNEAIQMLIREGILAVKPRSGTFVSALDLDE
ILETFDFRLILEKGAAEAILANASAPILRGLETLNDRMAEIAENPGSLEDYRRMLRLDDEFHQKIMFLSGNAQLIEHYEQ
LSARLMLMRMIGTFSPKDYKATISDHRAILAALRSGEWEAFSAASATHVANAKAKVRRGLGSASTK
>BAQ68686.1 TRAP dicarboxylate transporter-DctP subunit [Rhodovulum sulfidophilum]DSM2351
MKLKHLLAGAVIAAAAGPAAAQTLQIQASGNSGSFVDLFYKGWAERFNRMTGEGRTQIEILPFQAVVPYRETLDAIGAGI
LAGDMQAVSYFAGRDQAFSIIGDLISGYDTPDQVSMFCQYGGGKEVLQEAYDSIMPGQLHVVGCAAFTREALVSAVEING
VDDLKGLNIRAPEGLATAVFEAAGASPVPLPYSEVFSALEQGVIDAADASSYADNARTGVHEVAPYPLYPGIHSMAVLQL
VIGQRQWDAMSEADQLALETWYTAMMTSMARASFIEDERVKTEEIASGTVTVIDWPQEERDKLRAIAVGAWEAAAAQSDL
AEKALETHRSFMKKIGLLD
>BAQ68687.1 hypothetical protein NHU_01529 [Rhodovulum sulfidophilum]DSM2351
MKDENEEFRSEAAARGPLGWILGFVMAALLLWFVFAMANPIGG
>BAQ68688.1 TRAP dicarboxylate transporter-DctM subunit [Rhodovulum sulfidophilum]DSM2351
MVSSSDEFEAGHGRRRPDGAVSRVVGGLNQFVGLAVAQFYIVVVAVTVWEVFARYVLGSPTRWAFEVVIIFCSCAWMLSA
GYVTLFGRHISITVLQDLAPPRTRDLLSKLAMIVGIFALTLFIDDNMMRALGAITSGERSGASFNSPLPMVLKCALTIGS
MLYLSQLLLNLHRATLAPLGRLIIAIVAAAVALRFAANALEHFGLLEPLVAPFQSFVTSATSPLNPQQYVDARSYDLGIV
TLVMVGALLVLMMSGIPLGIVTLVVSIVSALFFFGPNGIYIVSSNAFGLGEQYAMIAVPLFVLMATILERAGIARDLFDG
MAVFAGNLRGGVALQTTVVAVVLAAMSGVMGGEIVMLGLVALPQMLRLGYDSRLAAGIICAAGSLATLIPPSIVMIIYGL
SANVGIGDLFLASFVPGLMLAVMYAAFVLIRCGLNPSLAPTVSELAAKSGRRIELSRSQKAAVALCILLVIGVMGSIYGG
IATVTEAAGVGVLGALLIAAVRFQMNWRMLQSALVGTMSNVGSIFWLVIGAVSFVGIYNLIGGTRYMQAMFDALDMNPIL
LVLMMMLVLAILGTFMEWISITFLTIPVFVPVIRDLAPELGLSPADAALWFGVLYAMNVQVSFLSPPFGPACFWLKSVAP
REVSLQQIFAGVLPFIGLQLIAIAVVVLFPQIPLFLTWF
>BAQ68689.1 hypothetical protein NHU_01531 [Rhodovulum sulfidophilum]DSM2351
MTASPEVLLRSLFEAAVTAADPMRCLPALLPPRPERRRLVIGAGKAAARMAEAVEQTWGPCEGLVITRDGYERPCRGIEI
VSAAHPVPDVRGREATRRMLDLLEGLGEDDAVLTLISGGASALLVAPAGRVTLEEKRAINAALLASGAPIEAMNTVRKHL
SAVKGGRLAAAAWPARMTALVISDVPGDELAAIASGPTVADRSTPAEARAILDRHGIAVPTSVAELLDGPSGGIAPDDAR
LARCETRLVAAPSQSLAAAAAVGRRAGCRVEILGDAIEGEARDVAAEQARLARARQAALRPGDAPLLLLSGGECTVTRRG
EGSGGPNAEFALALALALREQPGIDAIACDTDGVDGAAEVAGALVGPRTLERARRAGRSPEAALAANDAHGFFATVGGQV
VTGPTLTNVNDFRAILVRA
>BAQ68690.1 ISSpo9, transposase [Rhodovulum sulfidophilum]DSM2351
MVGGSAIQTCLTAKLLFGVAVGKKTGFVERLLRLIHPDWRAPDFSRLGRRQKILPVIIPCRGFKGAPRLLIDSTGIKVEG
GWVFHPFRAETIPAIMSETPLIPPAWRGETSSMAQGS
>BAQ68691.1 putative transposase [Rhodovulum sulfidophilum]DSM2351
MQAVNHAITDATSDARHLRNLIERDLGAEPRTHANPSHTIKYPLNPCFHAAQHKVENALQRLKRLRRIARHCEKTKAAVM
GFVHLAATLAWLR
>BAQ68692.1 mobile element protein [Rhodovulum sulfidophilum]DSM2351
MVFRGDGEPFRAVGPRGNGERRKVHMAMDTATSGIRAVASTPGREGDSPVLLEQILDDDDIGTVTTTPAAATAPSSHAVA
RLSS
>BAQ68693.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MAWHAPHEGRSGGPPVLSNAAIRFCLSIRGLFKLPLGQTAGMATSLL
>BAQ68694.1 hypothetical protein NHU_01536 [Rhodovulum sulfidophilum]DSM2351
MSITLTHSGLPAGVKPFELLDMLAKLRTELGLRDEDLAYLRCIFRLARAEDFQPGRICAVWERVAGLADRMNFHIRRITR
IETRLEERGLVLRTSAANGRRFGRRREDGRIVSAGGINFAPLIERAPELLARLRRTSREAQGLKEDRNRLNDLIRQIRGL
DAPEALSAAREAFPRLRPSEVRDADRMTALIDALEVSLIEFSSTSGQTVQTAPSDSSVRPDTKRERKIKTCRPEPEVPIS
PAQVCLLASDEMAEVIEIYAEAASEGARPSMRTLALAARERAQMLVGISGLDWDAARDRLGELRVLLCLVIADRNTGRRD
RFSVRDPAAAFIGLARKTTRGDAAIAALVAELRRYPATVIPSLLLQRRLALVLQRPLRKGFALPSIKAAGMNQKHPAHGP
DRKDQPVLSNERIPHRDSLAKYAVAFFRISRSSVTRARSRFSRRISSAWAATSWITFAGRENCFCQV
>BAQ68695.1 N-6 DNA methylase [Rhodovulum sulfidophilum]DSM2351
MLKKTGRAAIVVPDNVLFEGGAGETIRRKLLQNTDLHTILRLPTGIFYAQGVKANVIFFDNRKASKEPQTSQVWFYDYRT
NVHHTLKQKPMTYAHLEDFVARYNPDNRHERTATWSEENPDGSW
>BAQ68696.1 hypothetical protein NHU_01538 [Rhodovulum sulfidophilum]DSM2351
MLSPMLPFDPQETLTSYADRLSVYHTGRGMERLLKDCGIHHEHFVSGRPEAVAALAEATGHPCADLHRNAIRVFQRGGEF
RGEPTSKSFLLPQAKRYCPACLVEDGSPTDWKFRLVWGFRHVQRCDRHGVWLTPTSNAVATNLRVALNEVPIAAPVNATE
ETPTYLVWLRGRLAGDGIPATSWLADQTLEQVLAASEMIGGVLQHGHKVKLTRLSPAEIEEATDIGFSIYSEGPDAVEEA
LDTIRQTSPANAVQAGPLAYYGALFDWLDRRSNSIDPGPIRDILRNHIVKHSAVEPGTTVLGVEITERRYHTLYSLAAVV
GIDRSRLSRLLKKLGEIPANATEIDCGRMVFEAATAVPMVEAFKTAVPLRDVPEYLGASKRQVEALYREGIVLPLVPRSG
PGSVRHVVFGRKHLDELLAKIASLPEADPFCDGDLHPISYACQRGAGRFERLFTEVLQGKTPAFRNPDRTGIGSIVVDVG
TLVGARNAA
>BAQ68697.1 hypothetical protein NHU_01539 [Rhodovulum sulfidophilum]DSM2351
MMAKTATAMPATITEKTSWLKARYWRFGVEDELEDQLFDLFEIDDEGAMTAQPRIDPLTGESGGLMVLGRSGDGKTALLK
RMLRMNPVLTEMTDTQEGNTLYITVPPDATIKKLAELILARTGYQRVESRLRSSNAWEMVMHRLALVGVRTIIIDECHHI
FRPGPGRDVPGAIQSLKHIMQSAGGVALIVAGVPSLRDAILSEASGETFRRFQEFYLGEIQPGSKAASDFSKNIAYSAKF
LGLTIPDGSALAERILLARHGQIGRSVELGKKILADAVTRRREEISLERAEAVYRKTDKCIGVTPFQATDWEAVQRELQA
IGWGQ
>BAQ68698.1 transposase [Rhodovulum sulfidophilum]DSM2351
MAFPFKKKIKVLLEKGCDFQIGVRKGRVLELRPEGYHVFWEEWRDPDGGECHESAVSIYGYDAVVTDNNYGTLQILKRPL
AQPTGRERIRRSERVTTEVARQKFRKQHVLAIQDMLDAGELDVVRDDFCNKIVSIVANGTKRYREYLAALSMREAKRGGA
RIQKSRKQYERAVEFHQGFKCGHTMWKWYWAWKIDGDDGLFDKYRNCGQYKRYDDATDTFIERHLHMLWDQERPTVKSFV
ESVQSAIDAENERRERLPVPAAKLRRPGYEYIADKIRELAPMDHALRRKSRDQAYKDLHTLGMGVETSRALERVEVDEYT
VDLFVLMKETELFDHLPQSIKNLIGLDGRACRVTLSGAIDVHTRCFLALQIVPNGVESPLAQTLEMVYMDKSPVADAAGA
TFGWPMAGAPEAIVFDRGDKYITDDAYDILADLGITNLGCPAGKPWLKPFIERVFRTIHSDLLLRFSGRAFSNVVERGEN
DGGARATLTLETFLCWLVRWVVDAYHTRKHDGIGMTPAKAWEKARKECPPRSLTSAEMREVFGVRSRRKLSRKGVRVHHI
DYQSDALMTMFLREKVDDVEILRWDGDIGAISVRADKGPWLTVPACDEKWIGKTELDFIAEQAEETDEDDIEKRTRRNWI
NSANRESYRLKRLVGLITLPKTADDLAYEEQRFIRHADTAERRRKAGEYRDLMGDLGETSDIAPLTPTTQDEKTPEVEHA
TQDSNDHTME
>BAQ68699.1 hypothetical protein NHU_01541 [Rhodovulum sulfidophilum]DSM2351
MQNDENNPTDHSFTTQVDGPVFTSAQMDKNSSVQSEAHHDPQPRKPLRSRAKRPIPKSTKKHFVGELVFNRGESRQRLGF
ASLYEHNAALCFIYRPDFLDIEEQLASLPFVLPNGKPSEHFFDFRVTFKGGRRVCISVKPERIAQTYMYRTTMACIRQAA
IGNICDDVRTVTERNINPIELHNAKLFHSARDPEPALDAYVRKCLRSLEGPVGIADFLTGIGVAGEGFRSVARAIRLGNA
KLFGPHKITGRTMIVRGDSV
>BAQ68700.1 hypothetical protein NHU_01542 [Rhodovulum sulfidophilum]DSM2351
MAHQIAGLRVELLHIEPTIWRRVEVSLTTNLRALHELIQGVMPWENYHLYQFTVGERDYGEPSPEDAAWGHKVYHAKNMR
LETLVGRGVAEFEYTYDFGDNWQHRVVIEHVGVADPDVDYPLYLGGERTAPPEDVGGPPGFVDFVEAMGNSRHPAHKDMI
RWYGRPFNPRDFGESAVAAAVREIAAKRKVAMLAFERTQQPRLVLPHTCLSDILGPDACEMNLAANTCGHWPAISFCS
>BAQ68701.1 type III restriction protein res subunit [Rhodovulum sulfidophilum]DSM2351
MDAGWVVQDKASVNFNVGLGIAVREYQTDIGPADYVLFVDRAAVGVVEAKPEAWGEKLTTVEEQSAGYANAQLKWVSNAE
PLPFVYESTGTITRFTDGRDPSPRSREVFTFHRPETLKAWSNAPFSFRTGLSTLPELNTDGLRDCQITAITNHERSLQAG
KPRALVQMATGSGKTFTAITEVYRLLKHSGARRILFLVDTKNLGEQAEQEFMAYVPNDDNRKFTELYNVQRLTSPSMAGD
TQVVISTIQRMYATLKGEDLDESLEDENPAEQKFRPKTPKPVVYNPKLPPETFDVVVIDECHRSIYNLWRQVIEYWDAFL
VGLTATPDNRTFGFFKKNVVSEYTHEKAVADKVNVGNEVYIIETKVSKGGGKVQAQQLVEKRERATRAKRWETQDVDEAY
AATQLDRSVVAPDQIRTVIRTFHDQWPEIFPGRKELPKTLIFAKSDSHADDIIQTVREEFGEGNEFCRKITNGAKNPKSS
LTSFRNEYYPRIAVTVDMIATGTDVKPLECLLFMRDVKSKNYFEQMKGRGTRVVKPDDLKKVSPSATAKTHYVIVDAVGV
TKSVKTASQPLDSKPSIPFKDLAMNLMMGDRSEETVSSLAGRLARLDHKLTPEDQAKVTDLAGKPLSSVIRDLFDAIDPD
KVEADAIAAGHPEPDDAAMNTARENRIKHAANVFTGPLINTLDTIRRDTEQTIDHDTMDEVITAAWAGDADENAKAIAQE
FEDYLQEHRDEIEALTIYFDTPARRAEVTLSMIKAVLKKLTEDRPRLAPLNVWRAYAHLDDYKGETPNGDLTALVALIRR
VTGLDDRLTRNSDRVRRNFQNWIMQRHSGAGTKFSDAQMDWLHMIRDHLISSFTIERDDLELAPFDGKGGMGQMYHLFGD
QMEDVMTEMNEALSA
>BAQ68702.1 type-1 restriction enzyme StySJI specificity protein HsdS [Rhodovulum sulfidophilum]DSM2351
MTELPKGWEHATLADVCQINPRVDKKTFEPDDIVAFVPMPAVEAETGRIDVSETRTFNEVKQGYTPFMKGDVLFAKITPC
MENGKMAIVPEMVSKHGFGSTEFHVLRPLDGIASEYIYHAVSNLGFRYHAEHNMTGAVGQKRVPAPVLEDHSIGVPPTNE
QRRIVERIEVMFDEIDHGVENLKKARATLGLYRQSLLKSAFEGHLTADWRARNADKLETPETLLARIQKERDTRYKSALD
AWQDALTNWRENGEEGKKPPKPKVPEALAIPDGKPDAFYILPKGWSWVPLEWLLTAERRPMTTGPFGTMLKKQEHQKTGV
PVLGIENIGSGRFLPGNKIFVTTDKAVELSSFEAKCGDLVISRSGTVGEICEVPESYDGALISTNLLLVRPNHGVISSAF
FVNLFQGSSAVRKQIKELCKGSSREFLNQSILRAMKYPLCSTEEQAEITRILDEHLSAADALEAEIDAGLTRAEALRQSI
LKQAFSGKLVPQDPKDEPAATLLARIRAEKGTKPKKRKAANA
>BAQ68703.1 hypothetical protein NHU_01545 [Rhodovulum sulfidophilum]DSM2351
MPEVISFQDALDATEGEDKALLIGNGFSAQYFNYANLLAETKLEEGSPIRNLFEGLGTVDFEAVIRALEDATLVEKAYGN
DEHAAQLETDAQNVREALVTAVNATHPAHRENLAFQYESAAAFLKNFGTVFSLNYDLLLYWVNLEKTLLYDGFGLGGYSD
GGRFRGPFKSNAHCDVFNLHGGLHLFQSEVGDVYKALNYGDGVISNISEEIADKGRLPLYVAEGTMASKLKKIKSVEYLR
HCLQALQDNTATVFVYGHSADPNDAHIYNATFNSKAPHVYFGIFKPDEESIKRLDAELAKYKKLGGDKVSYSLFDSESAH
VWGAE
>BAQ68704.1 protein of unknown function [Rhodovulum sulfidophilum]DSM2351
MSTFDSTKLPLPQVLKDITDGVIQLPDFQRGWVWDDEHVKSLLISIARSFPVGAVMMLDTGGEVRFQVRPVENVEFSGDL
PEPERLILDGQQRLTSLTQVLALDKPVKTFDAKGNAIDRHYYIDIALALEEDRLEDAFISVPADRKIKENFDRDIVKDLS
STEMEIRNFHFPCSQILSSDDWEEALHEHAPERFGEFMKFRKQVLAAFRSYQLPAITLGKATSKEAVCLVFEKVNTGGVP
LSVFELVTATFAADNFNLRDDWYGSRLRKVEGRVERLSKEPILKGIEPADFLQAISILQSSERRKADIAAGKTGKQISAV
SAKRATVLSLSLDDYQTWAPAVEAGFILAAKFMRKQCFFTGRELPYRTQLVPLAAVLSQIENRWLEPKIYDRLSKWFWCG
VLGELYSSTVETRIANDYEELMRWVIDGGEPSDTPRTIGDAAFQESRLDTLRSRNSAAYKGLNVLILREGAKDFFWKASI
QELDGEDIALDIHHIFPRAWCEDAGIPASTFNSIVNKTPISYKANRMIGRKAPSEYLASLQAHKQVGLEDTEMDAILASH
RIPVAQLRSDEFAEFYKVRKTNLLQLVEIAMGKAPQLDQSNSDQLPSQEADLDELV
>BAQ68705.1 N-6 DNA methylase [Rhodovulum sulfidophilum]DSM2351
MNTAPIISKVWSFCTTLRDDGVGYGDYLEQLTYLIFLKMADEYSKPPYKRDIGVPVEYNWESLTALVGADLEAHYVKVLR
ELGQQKGMLGQIFTKAQNKITDPAKLFRLIAMVDGTKWIMLGADVKGDIYEGLLERNAEDTKSGAGQYFTPRSLIQAMVE
CVRPEPGKTIADPACGTGGFFLAAHDFLTDPNNYALDREQKEFLKNGTFHGNEIVAGTRRLCLMNMFLHGIGEMAGEPSV
SPADALISSPSDTVDLVLANPPFGKKSSMTFTNAEGEQETEDLTYNRQDFWATTSNKQLNFVQHIRTMLKTTGRAAIVVP
DNVLFEGGAGETIRRKLLRNTDLHTILRLPTGIFYAQGVKANVIFFDNRSASEQPQTSHVWFYDYRTNVHHTLKQKPMTY
THLEDFIACYNPANRHERAATWTENSPDGRWRAYTREELLSRDKASLDVFWLKDSSMTDLGSLPEPDILLEEILENLGAA
MENFAAVRQAS
>BAQ68706.1 ETC complex I subunit region [Rhodovulum sulfidophilum]DSM2351
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>BAQ68707.1 excinuclease ABC subunit B [Rhodovulum sulfidophilum]DSM2351
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGVRRRHS
>BAQ68708.1 phenazine biosynthesis protein PhzF family protein [Rhodovulum sulfidophilum]DSM2351
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGCELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEIAAQFPGGVSAAFRNFENVFVELEGADRVRDFV
PDLAAIARLGPVGLVITGR
>BAQ68709.1 phenazine biosynthesis protein PhzF family protein [Rhodovulum sulfidophilum]DSM2351
MSRYFVPGAGIPEDPVTGSIHATLTPYWAARLERSRLTAYQASARGGWLDCELTGSRVMVAGAAVTFMKAEISLPGVERF
RA
>BAQ68710.1 phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]DSM2351
MIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGMI
ANAAIAETVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEVMQAA
LPDLLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLTGRDMVEAVGTAKTYLH
DALAASEALDVGHGHGPVHHFHALWSDHPAM
>BAQ68711.1 NUDIX family hydrolase [Rhodovulum sulfidophilum]DSM2351
MPSHSIPERPIPAAIAVVVRARQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRELAEETGISAEPLRVFTAVDAFD
REASGALRRHFILIAVLCRWTGGPPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>BAQ68712.1 acetamidase/Formamidase family protein [Rhodovulum sulfidophilum]DSM2351
MLWEGKAASYAAAGKGKKAFRSCPFAGMIRIRFEGSLRCAGPWPCLQTLSPLPGHP
>BAQ68713.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MQTDNLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIAQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTSGRASGSARLLFT
AADTIVPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRPKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTKRSNYAAVDRLIAWLRSELS
>BAQ68714.1 hypothetical protein NHU_01556 [Rhodovulum sulfidophilum]DSM2351
MSDALVKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGGAASGVTRWVWARSLCLALMWGCYYAGLPGLSFSIAAA
CYYTAPIWMAVLSFLLLGTRIGARGGLAILLGFAGVLTILRPGFDALSPVVALPLLAGFLYALAAVITQGRCRDVPPISM
ALNLNLVLVLAGAAHLAVLLWLGAGDEAGFLMSVWPGLGMRGWALLIGLGVALAVITALVAFAYQRAPVPVIGLFDNGYL
VFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRLFGGEGWGGEDARAPRAQPRRV
>BAQ68715.1 glutathione reductase [Rhodovulum sulfidophilum]DSM2351
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYSQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPATFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAIDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>BAQ68716.1 cytochrome B561 [Rhodovulum sulfidophilum]DSM2351
MKDSSIEETGDTRQGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLIKPMITGRKKVRKKP
>BAQ68717.1 cytochrome c, class II [Rhodovulum sulfidophilum]DSM2351
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWNDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDDYRAKH
>BAQ68718.1 peptidase C26 [Rhodovulum sulfidophilum]DSM2351
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>BAQ68719.1 hypothetical protein NHU_01561 [Rhodovulum sulfidophilum]DSM2351
MDGITQLVPRDRFLPLRPRETRAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVT
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDDKTAP
>BAQ68720.1 HesB/YadR/YfhF protein [Rhodovulum sulfidophilum]DSM2351
MDLTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATID
FSKELIGAKFVIENPNATSSCGCGTSFSI
>BAQ68721.1 deoxyguanosinetriphosphatetriphosphohydrolase-like protein [Rhodovulum sulfidophilum]DSM2351
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPARRV
>BAQ68722.1 arginyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>BAQ68723.1 sporulation domain protein [Rhodovulum sulfidophilum]DSM2351
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGTAADPSQPVLAALNLADTPATDAAGGALFDRAEPAA
EPVAPEAEPTEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>BAQ68724.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]DSM2351
MHPGGGAVSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQ
RLRPPHWRAWAPALDQIAAAGPEMAARSMYLRARLIASELSGLGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCA
RATAEGLLAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSP
LAIAAIREDIGFTGFLMSDDVSMQALNGSIGDRARAAIAAGCDAVLHCNGDMDEMTEVAGACGTLNGAAAERAARALACR
RPPEPFDAAAAATALDGMLGKLAHG
>BAQ68725.1 chromosome segregation and condensation protein ScpA [Rhodovulum sulfidophilum]DSM2351
MAEQGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVDTAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>BAQ68726.1 segregation and condensation protein B [Rhodovulum sulfidophilum]DSM2351
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAGRALEALDRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>BAQ68727.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMMLGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAASRTG
>BAQ68728.1 hypothetical protein NHU_01570 [Rhodovulum sulfidophilum]DSM2351
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGPRPGIEPRAALAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>BAQ68729.1 hypothetical protein NHU_01571 [Rhodovulum sulfidophilum]DSM2351
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMSSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAAPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNSEIGEVLAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>BAQ68730.1 hypothetical protein Sb01g032160 [Rhodovulum sulfidophilum]DSM2351
MAFRFTVFSPAVGCPKAGPGATPQSPERAIKNPVPSRADRPSDRSASACPAPGAFRAPPPRRARLAFRQTAPPDPPAACR
KPVEKAAAIVSFGADRKGDLT
>BAQ68731.1 NLPA lipoprotein [Rhodovulum sulfidophilum]DSM2351
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>BAQ68732.1 binding-protein dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>BAQ68733.1 YaeC family lipoprotein [Rhodovulum sulfidophilum]DSM2351
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIDDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>BAQ68734.1 HNH endonuclease [Rhodovulum sulfidophilum]DSM2351
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHDSWLDFLYWDAELEA
>BAQ68735.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]DSM2351
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFLEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATSEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATSRASTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFRIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>BAQ68736.1 polyphosphate kinase [Rhodovulum sulfidophilum]DSM2351
MDQPIPPSAKSAATPPGTEENETAQAALPPVDKPAAPVTAPLTSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKIPRIAHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>BAQ68737.1 hypothetical protein NHU_01579 [Rhodovulum sulfidophilum]DSM2351
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGQGHSGRSALVEMVARKPRPEA
>BAQ68738.1 MATE efflux family protein [Rhodovulum sulfidophilum]DSM2351
MTSAPSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKFGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPAAPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>BAQ68739.1 aspartate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
VTPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLN
>BAQ68740.1 transcriptional regulator, XRE family protein [Rhodovulum sulfidophilum]DSM2351
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>BAQ68741.1 hypothetical protein NHU_01583 [Rhodovulum sulfidophilum]DSM2351
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>BAQ68742.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>BAQ68743.1 von Willebrand factor type A domain protein [Rhodovulum sulfidophilum]DSM2351
MNLTITLAARRFFSGLLGDLADYFRAKLARGHAAFVDTASGFSDVAETMERKLPRELQGIAVGQVSPRPGTPPRHRFQ
>BAQ68744.1 hypothetical protein NHU_01586 [Rhodovulum sulfidophilum]DSM2351
MERHAGPEADALLDADQQPGGTGRSGRQAAPDRSALGGAEHSHKYALGWGERPLAEGDACWQATLDLNADGTSNGGPQPR
EVKISEGAVNALAIGIGASVRVDHAETDLAGR
>BAQ68745.1 probable exported protease [Rhodovulum sulfidophilum]DSM2351
MPLHSKIAGATGAEGMCRKADCTLGCSSAEASPSRFSRYFQADRAEDIRPYGQRLAAVGGTSRGWQELCQSERDPARI
>BAQ68746.1 hypothetical protein NHU_01588 [Rhodovulum sulfidophilum]DSM2351
MVRLAAFLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVSVPPGGG
>BAQ68747.1 glyoxalase/bleomycin resistance protein/dioxygenase [Rhodovulum sulfidophilum]DSM2351
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>BAQ68748.1 thymidylate synthase ThyX [Rhodovulum sulfidophilum]DSM2351
MPVTEDQLAEIEAQRAETAPTRRVVAEGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEHYRIGGVNLSGPAMECIRRMLKGEAVTQENSGMSKGEWREFEAVLAPTGER
>BAQ68749.1 hypothetical protein NHU_01591 [Rhodovulum sulfidophilum]DSM2351
MQITAASPFVFFYLLDLTKRKEMKNALERFSETLPEGATLHMVSREADTL
>BAQ68750.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MDGTPKATKPKARDAKTKIAQNRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHKAHPQTTS
PETVERIKALALEHPAYGCNRFEAMLALEGVRVSSITIQKILNENRLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQN
PCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHISKQPEAAVAVLHNDVLPFYRALDLPVKA
VLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVEQFNGTVLEEFFRVKMRETFYETVEALKADLDAWLFHY
NTERPHMGYRNMGRRPIETVMSFVSQEG
>BAQ68751.1 hypothetical protein NHU_01593 [Rhodovulum sulfidophilum]DSM2351
MSVIIAVILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALI
EGMVVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>BAQ68752.1 cold shock protein CspA [Rhodovulum sulfidophilum]DSM2351
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>BAQ68753.1 ArsC family protein [Rhodovulum sulfidophilum]DSM2351
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELACFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>BAQ68754.1 threonyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVERKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>BAQ68755.1 valyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYALEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDARVADCTARFDGLDRYEARKAIVADAEAQSWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGQIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFIESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>BAQ68756.1 xanthine dehydrogenase, molybdenum binding subunit apoprotein [Rhodovulum sulfidophilum]DSM2351
MERTFGKSQTGPRFEDWRFLTGTGRYVDDIAPASALHAVFLRSPVAHAEIRAMDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERILFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWAMGDEAAVHEAFRTAARTVRLEVADTRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRQRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAESTARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VEMSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDGYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLRAAA
>BAQ68757.1 5,10-methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]DSM2351
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVNEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGVLPIEKWAGVRRFAQRCGAHVPTHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>BAQ68758.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>BAQ68759.1 inositol-1-monophosphatase SuhB [Rhodovulum sulfidophilum]DSM2351
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNS
>BAQ68760.1 hypothetical protein NHU_01602 [Rhodovulum sulfidophilum]DSM2351
MTEDARGAGDRAPLRLRLFLRDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAAGVVELGDFGRDD
>BAQ68761.1 peptidase, S54 rhomboid family [Rhodovulum sulfidophilum]DSM2351
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVAPSSPVPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>BAQ68762.1 bifunctional prolinedehydrogenase/pyrroline-5-carboxylate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MQDDTVPLRDRIEADTYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIARIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKMLRMTDRIYPQFATHN
AHTVAAILDMAPDDIDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPPGLRPGPALFEPDRRNSRGWDLTHGPHLAQIEAARAPGRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRSAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQCAMAAHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELSAGAPWELSSDLGPLIDAEAHAAIASHVATARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGDLDRVVEAINATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPETVAAAVRAAQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALRDIEGISGALWWGDAEAGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLADAGSA
>BAQ68763.1 proline dehydrogenase transcriptional activator [Rhodovulum sulfidophilum]DSM2351
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>BAQ68764.1 hypothetical protein NHU_01607 [Rhodovulum sulfidophilum]DSM2351
MLGGMLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDP
ITERKEERAATKAQRDNTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHILPHIGKMRVSEITPQDIKGALAPIWR
TKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLT
LVRYMGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRV
LKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSSAD
G
>BAQ68765.1 hypothetical protein NHU_01608 [Rhodovulum sulfidophilum]DSM2351
MKLEEYYRPKLAEEGYDLLAVFSRFEYAMKKGGFRREAYPDAAWHTFAQRLPQKFFQRIADSDEAKIYFEAPPDHLVTTN
DGGVEWSGNPVAPYDTISLFQSIKTARNNLFHGDKKHDNHRDTQLMEAALFVLNEAYYEAEQAGGFEDFLAAMEFGL
>BAQ68766.1 hypothetical protein NHU_01609 [Rhodovulum sulfidophilum]DSM2351
MIAYRGNVPLSDEIELTAHLATLLRMENIGVLLGAGASVGCGGKTMAQLWEDFKSSSQSEYLWLCRNNFVAAPVPPVMPQ
AAAVPPVMPQAAAVPPGMPQAAPVPPGMPQAAPVPPGMPQAAPVPPGMPQAAPVPPGMPQAAPVPPGMPQAAPVPPGMPQ
AVPAPPGMPQAAPVPPGMPQAAPVPPGAIQSVPPNVESLLDTLAIALAEWKRAGSIERVEGEKARAAIYRALVRASFLDE
SWWNTPEGVAHNEDRLAAHRLLLQRLTSARQPGQSSPWLFTTNYDLAIEWAADSIDMNVINGFLGLHSRRFTPQSFDLGF
RNVQAKGEAQFGSYNVYLAKLHGSLTWKEVSGQYYEIQATEAQGEIQSFVKGATDKLAFTVLPSAAKYIQTVGFVLGELF
RRYSEFLSRPQSALLVSGYGFGDEHINRLLLSALLNPTFQLVVYLPEFSGLEDVSKLPTAAQKLLSLQSPRVTFVGGGGD
AYFGSFVKHLPEPSIYNEDLRQLQERLKALDAATNPSEGGSL
>BAQ68767.1 putative secreted protein [Rhodovulum sulfidophilum]DSM2351
MRRLLSLLLLSLTLLTCAPVAQAPQSIAPAPPYQRAAFGSGWTDPDGDCLDTRAELLAALSTLPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHVVPLRYAWGHGAARWPAEKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLAQSAAEEWELVALTGRLCGA
>BAQ68768.1 hypothetical protein NHU_01611 [Rhodovulum sulfidophilum]DSM2351
MSLNTLANILSDLGQREAALEAAKEAVALYRDLAEARPEAFTPNLAGSLNNLSNILSDLGQREAALETAQEAVALYRDLA
EARPEAFTPDLAISLNNLANILSDLGQREAALEATKKAEILRSGVKA
>BAQ68769.1 hypothetical protein NHU_01612 [Rhodovulum sulfidophilum]DSM2351
MNTRGALLTWDISRLAEPARALATFAGANELVGLLSKGVVEQSHLNRLVSDHLLRDPRLAPPVDLMGAGRLLPRYQAVPF
LLREAEERDFLDWCRDSSKKLAIRLVTGGSGRGKTRLMIELVGKLRDGALVAPGLTRSNWVAGFLATDLLERLGGMHPRY
EVPFGARGDLFIVLDYAENKRREVTALLKAALAAHDAGRGDRVRIVLIARHNAEVFQDLMRQESEFAGRGLIQMHVDPLA
PVPEPQNFYAAACEAFSVADDARAYPDKINADFGLLSIAAMLAATTGDAPPSNQTAILEDALSHERRYWIAAARAKGLPE
ALDEAVLEGIAAVTLFGLQGAIPDITAAAELLAALPRLADQDMNTRLKIAKIAAELYPHPAGHVEGVALDLLGDQAATSI
LTARLEAVTGLRSEQVTDAQLVSAFTRAGWMAARDGDTVRPLLGALCDRFGERALRAIFDVAPNVGHQLGDLAADWALAS
KEFTVSADLVFGLPERTVALRKLAAVLTRKALEASSGATTEMRAALTNDLAYRLSAIGQREAALEATHEALALYRDLAEA
RPETFTPDLAGSLNNLANGLSDLGQREAALETAQEAVAICRDLAEARPEAFTPNLAMSLNNLANILSDLGQHEAALEAAQ
EAVALYRDLAEARPEAFTPDLAISLNNLANRLSNLGQREAALETAQEAVAIRRDLAEARPEAFTPDLAISLNNLANRLSN
LGQREAALEAAQEAVAIRATSPRPGRRPSPRT
>BAQ68770.1 hypothetical protein NHU_01613 [Rhodovulum sulfidophilum]DSM2351
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNEIPAWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>BAQ68771.1 lysozyme [Rhodovulum sulfidophilum]DSM2351
MRKILKRGAAATALALSFVGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFADRLAGFEAGLDRLIADP
VEALIPARSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWEGA
>BAQ68772.1 hypothetical protein NHU_01615 [Rhodovulum sulfidophilum]DSM2351
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>BAQ68773.1 hypothetical protein NHU_01616 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ68774.1 hypothetical protein NHU_01617 [Rhodovulum sulfidophilum]DSM2351
MTQGTYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMVWVDTATRALKMRNIANNGWITLGALGSGAFIPSG
VNKLTEAQAKDALSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEITGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMGNLAVTT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>BAQ68775.1 putative prophage-associated protein [Rhodovulum sulfidophilum]DSM2351
MAYRLILWAVALALLAGPAQAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKTPKAKTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQ
VGSDYHGKVRLRVHNGTEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWTS
SALASATAATAFPNWAGTNDGAIGQSGGGSCPLGESTAPWAGGAIAARFYFGRRYPGGLDPEAGLSPDLTATEGEIIEAS
QVVLDADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGSDLVFRAFSGEATGAEVARASIPVADFANRRGTIYVEISV
ADKSVALWFRGKKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEAT
AAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVL
DSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEV
TGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMSKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGIKTRVRLAAT
TDNPFIEAWQFAWRPVTASEPTLRGLTDTPEDMIDDVAPGTYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLS
VQASGGAVAMLRWDRHPSLDVRQGGRIEFRHAGAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPV
SGIAVRAASIIPTTTVATLAEAPGFAGIAEGCHAAGGVLAMDDGQTRARYAFAGRIDLGAVQPVRLISDIELLISEARDL
FWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPETDTETARWGPWQSFDAADFSGRSFRFRAVLSVESPDYTIG
ITGLTVTALQAA
>BAQ68776.1 phage protein [Rhodovulum sulfidophilum]DSM2351
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYALHMGRNGLVRRPVLTAEAAWRID
>BAQ68777.1 hypothetical protein NHU_01620 [Rhodovulum sulfidophilum]DSM2351
MDASGDRMLGLLVRCQFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSIGEAQATSGEGIPGLSITLAGLDPEVVARAELEA
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>BAQ68778.1 hypothetical protein NHU_01621 [Rhodovulum sulfidophilum]DSM2351
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGRFELDMAAM
EYDGPHGNITADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEDPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPWGTWALAGPETVLSVSQARVRTRSLQIREAL
>BAQ68779.1 hypothetical protein NHU_01622 [Rhodovulum sulfidophilum]DSM2351
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRAMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGRELANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWVATAVTAFGVRYVGALAAARLATISLAGSLAMLRGALIRSGIGIAVIAAGELV
YQLGRLVTATGGFGEALDLMKDVAAEVWERIAEGPHLVTLAVRQMSWAIRADFLEAMADIQQRWSGFIGRLATVGKLIPG
FGASFRTLAASVAGSAESMRALREESRLAAQYATNYGTQVEGLFTNMTRPLETLKALRKALAETPPGGPGRPRLPEDEDD
QTGLGGIGTATERLSETARKTGDSFKSFFKDLARGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGG
GGASGGGGTVTQLFPSGGRPGFARGTDSAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDIHLSVAQTNA
DPRQIAEAVRRVSREEAQRVYARQRREGR
>BAQ68780.1 hypothetical protein NHU_01623 [Rhodovulum sulfidophilum]DSM2351
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARSPAARG
>BAQ68781.1 hypothetical protein NHU_01624 [Rhodovulum sulfidophilum]DSM2351
MMANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALAWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAEDEPEDGPGKPLPAPAAG
>BAQ68782.1 outer capsid protein [Rhodovulum sulfidophilum]DSM2351
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEATHLQSPGRYKQFLPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGRATIMEAE
>BAQ68783.1 hypothetical protein NHU_01626 [Rhodovulum sulfidophilum]DSM2351
MRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQIDAWARERAGAGALARATIACL
NGLSESVIRGLWLASQRRDRAADPDDRTWLYRVSMDFSATWRER
>BAQ68784.1 phage protein, HK97 gp10 family [Rhodovulum sulfidophilum]DSM2351
MSVTMKLEGFAELDAELDRLSQAAGKGALRRALRSAAEPLAERMRANAPTDEHELEESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPILDRLREELKAEIDKSVRRAEARAARAAARG
>BAQ68785.1 hypothetical protein NHU_01628 [Rhodovulum sulfidophilum]DSM2351
MAAPRAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LSCDGLSFGISGIRELAADPRFLELTCTARTDR
>BAQ68786.1 hypothetical protein NHU_01629 [Rhodovulum sulfidophilum]DSM2351
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>BAQ68787.1 outer membrane autotransporter barrel protein [Rhodovulum sulfidophilum]DSM2351
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAEAPTPKRKGKPAPAPAPDPAP
>BAQ68788.1 putative prophage LambdaSo [Rhodovulum sulfidophilum]DSM2351
MKIMMPGAAQAALSQVMPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDV
SAEVKASADKLLAEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAGDDSLRAYVTGGLQGNLV
LRPKNAITTATGSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRENGAAMTAEGAAAPVSSYGWSQ
ADAPVRKITHVTHISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRL
RLGLLQVALANFAANGITLHPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDR
QEHEVLISSEHGTNFIDGMKTMKGSKRLALANKRPAALVTGGFTFA
>BAQ68789.1 peptidase S14, ClpP [Rhodovulum sulfidophilum]DSM2351
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAGRTGIGRDELAAMLDRETWIGGQAALDQGFADSFLPADQLETAPGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>BAQ68790.1 putative phage portal protein, HK97 family protein [Rhodovulum sulfidophilum]DSM2351
MQGAVKGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRKSKAGQRVSASSALTVSAAWACVKGNSELIGALPVALYERG
ANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGDRLVGLRPLFNVVPVRRDDGRFDYRVTED
GRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPDQRAQLGRMLEAY
VSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLRTGINP
LLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRAQTALA
PLTDLGKEQP
>BAQ68791.1 terminase [Rhodovulum sulfidophilum]DSM2351
MTAAMTPAASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDP
ATGARQVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKK
EITDIYPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIP
PQGVFKAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPE
EIARWSSQHLNIQIGLGHHLGGWTGAHHWLAATEPALDLEALIKSSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWC
AAWAHEVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAG
VPHETLASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLM
SLNPEPARRDLSGFLDNPVMAI
>BAQ68792.1 hypothetical protein NHU_01635 [Rhodovulum sulfidophilum]DSM2351
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREETKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>BAQ68793.1 putative phage-related Holin protein [Rhodovulum sulfidophilum]DSM2351
MPPRLTAMPPRLATLAPRIGAVPGDARAQDRERDRVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>BAQ68794.1 hypothetical protein NHU_01637 [Rhodovulum sulfidophilum]DSM2351
MMAALRSPVQAAPRSRRAMPIREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVIRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELKDGWQPIPRRNRKGVIVQ
DRARYTPCVWSPTQSQIAAAHRAYLDWWGYLLEVQAALGAADLTRIRITRDMPPMTPWR
>BAQ68795.1 hypothetical protein NHU_01638 [Rhodovulum sulfidophilum]DSM2351
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMTAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGADPAH
LSPAEAGWLREREARLAHCRSIADLAGVSA
>BAQ68796.1 hypothetical protein NHU_01639 [Rhodovulum sulfidophilum]DSM2351
MMAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLL
AKALGITVDRWHQLCEREMTPLHGWARVRCDNGAIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRI
GAGQLLRAPQFLDRFDDWLAERYPETQRREGFIRQALDEFSAEAAQ
>BAQ68797.1 hypothetical protein NHU_01640 [Rhodovulum sulfidophilum]DSM2351
MATRIHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQART
RKSLPNGPACPEPMEELHHG
>BAQ68798.1 hypothetical protein NHU_01641 [Rhodovulum sulfidophilum]DSM2351
MTAPQDATVTLTGPNGATTGPIPLDTFTAAPRPPMKETPQDEAVRDRTYRVAADELRGFIERFETLAEEKAAIGDQQKEV
MAAAKARGYDTKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>BAQ68799.1 PAS sensor protein [Rhodovulum sulfidophilum]DSM2351
MGIMEMLALILGIQVSGGALFLGVLIWGMRHMAETSRRLDAKAADFDKEHARFLRTMHRLR
>BAQ68800.1 hypothetical protein NHU_01643 [Rhodovulum sulfidophilum]DSM2351
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>BAQ68801.1 hypothetical protein NHU_01644 [Rhodovulum sulfidophilum]DSM2351
MIKHSTLLSDIDSFLENTGMGASYFGKRAVGNSELVSRLRCGGRVWPETERKIRSFMADSGAIHPASPQSKSGGLAPDTE
DSA
>BAQ68802.1 hypothetical protein NHU_01645 [Rhodovulum sulfidophilum]DSM2351
MLDTSWRERLRVAIQDAGKSMRAVSLASGNGPGYVHSILSDGKEPTMDNLAAVCDAIPVSLIYILYGLDVSDEDFEILRA
LREYPEIRQGIYQIIRAKSSS
>BAQ68803.1 hypothetical protein NHU_01646 [Rhodovulum sulfidophilum]DSM2351
MKTILTASALALLAAPALAATDTTEDQATAVSPSSAPDCFAPINGTNAFQHNNAPGCVYYTAPTGNDRDPAASGEGEGEG
EGGESSDP
>BAQ68804.1 sugar_tr-domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLTLARIAEASL
>BAQ68805.1 tRNA pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>BAQ68806.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MSIMGSIVPPHDAPFEPATPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHQANHPETLHLNSNIWDADPLSV
TGGRPVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTYE
LWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLQPWRSAADCIDWSLPCP
SIFDSSAEIKARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGGRTEDLARPLRTITGANRGEKALVAPSLT
RFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIITPHLLSLKGSARRDGAVSAPHPTVLAGGGHSAVVAPVLTYAQQG
GGNRSAEAPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDISAPLNTVVAGGVKHYPVAAFLAQQNGGPRMDAHA
GHDPRAPLSTVAASGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRMGHMQADLAAPPFAPEHEARAREVAEFLRAH
GAWDGGVFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDGDDPTFRPFSKDVQISCCGNSVCPPVA
AAIIAANCPHLAASRQEQEARDAV
>BAQ68807.1 hypothetical protein NHU_01650 [Rhodovulum sulfidophilum]DSM2351
MPSETFTRSFGRFHAEVTPAEARLVIRDDCQDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLELIEAELGEDLRYRAGV
MAAVNLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICWASAAFPKPVEDPADKAFREAVA
ELVDCAMREGKVDG
>BAQ68808.1 Gp37Gp68 family protein [Rhodovulum sulfidophilum]DSM2351
MGENSKIEWCAHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSAANWRKPLAWDKAAAAAGERYRVFCASL
ADVFDNDRSITSGWRGDLWHLFHRTPNLDWLLLTKRTQNIARYLRPEEYGDLPKWGDGWPNVWLGTTVENQEEADRRIPQ
LLAMPAAVRFVSAEPLLGPVDLAPHLCPKQWSCDFCAESGGGSARGTIPKLDWVIVGGESGPRARPMHPDWVRSLRDQCQ
AAGVAFFFKQWGEWGPPKPYPIPAQPGGMTMFTVATSSDSKRVGAKVWRVGRGLERQSEFMDRKGKRAAGRMLDGRTWDG
MPEVMREGRADA
>BAQ68809.1 RNA polymerase sigma factor, sigma-70 family [Rhodovulum sulfidophilum]DSM2351
MLDVFRTLWAIAGAFGFAALARIGWECGGRIIRALTDTDPLVNEATVRGGPRIRWFTDRTGQIVHIERVEGRDDG
>BAQ68810.1 hypothetical protein NHU_01653 [Rhodovulum sulfidophilum]DSM2351
MGDTPQPIYFRPRDAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKA
>BAQ68811.1 hypothetical protein NHU_01654 [Rhodovulum sulfidophilum]DSM2351
MVDGAGRPYQTLSEGGCASVGACGNAHHRLDRAARQANGAPCASLRRICLSGDRAQIAWPDPGADSSGVERMVYTHRQRG
FDSLSAHHPKINHLNLNVKSRLWTTREAAWSTLPAEGVDSSYGIFARG
>BAQ68812.1 multidrug-efflux transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MLTIFVCLVLSYGGWRFALTSPASAFLAAIVWGGLNQLGLNALVVSLNRQAVAARGAVMGLNSAVTYSAVFAGPAIMGPL
YTAFGFSGATVMAAVSVSVGASLAWRNL
>BAQ68813.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MESGAPGELLSADTFFVDTLKRGGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRALDLPVKAVLTDNGR
EFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLFHYNTERPHM
GYRNMGRRPIETVMSFVSQEG
>BAQ68814.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MDGTPKATKPKARDAKTKIAQNRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHKAHPQTTS
PETVERIKALALEHPAYGCNRFEAMLALEGVRVSSIIIQKILNGRQRGATGSSPLATAWARATTAGWRSRKPMRARPSRS
LPNRPPSSRSRTRASGKDTWNQALPASYFLRTRSSSTR
>BAQ68815.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
SLSLSLSLSLSRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKVH
LAMDAGTEDVRAVEFTSSRQGDSPLLPELLSQIPPDEPINTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCP
AAIARNEILRATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSRDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ68816.1 ISDet2, transposase orfB [Rhodovulum sulfidophilum]DSM2351
MAKRKAVGFLITEMGISERRACRIVGLARSVQQYRPVPKDDAAVVKRMKALASENRRYGYLRLHAMLRREGLVVNHKRTY
RLYTDQGLQVRTRKRRKLPRRDRVAPQVPERPMQRWSMDFVGDQLADCRRFRVLNIVDDHSRFCPGQIVDVSIPGARVAR
FLDDLALRFGLPEEIVLDNGPEGTSKAMFDWSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRHAREEI
GRWRHHYNTARPHSALGYLSPTEFLGVVAQLKFGDEFALSHLSSGDGFDLGPAEGREGVHDCDADVNFGGLAFGVS
>BAQ68817.1 transposase [Rhodovulum sulfidophilum]DSM2351
MKRKRFSEEQIIGVLKEGEAGAKVDDICRRHGISTATFYTWRKKFGGMEASDAKRLRELEAENAKLKRIVADQMLDMTAM
KDLLEKHW
>BAQ68818.1 putative transaminase [Rhodovulum sulfidophilum]DSM2351
MIWTFSIAADITTPNPPEGYVRAETEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>BAQ68819.1 transposase for insertion sequence elementIS1081 [Rhodovulum sulfidophilum]DSM2351
MLKTIFAQESKADAEAQWAIVADALREKQPKLGALMDASCDDVLAYMSFPREHWTQIASTNPLERVNREVKRRSDVIGIF
PNDAAIVRLVGALMLETNDEWAVARRYMSLETLARVTDNPTVRLPAVAS
>BAQ68820.1 transposase, IS1477 [Rhodovulum sulfidophilum]DSM2351
MRRGQPAMVVSDNGTELTSTAVLSWCQRTGIEWHYIAPGKPMQNGFVESFNGRFRDELLNETLFSSLTDARQQIRAWQHD
YNHHRPHSGLGNITPVEFVAKKGLAMRAA
>BAQ68821.1 IS3 family transposase [Rhodovulum sulfidophilum]DSM2351
MESLFGSLKNELVHRTRFRSRRDAKAALFEDIAIFCNRKRRHSSIGDRTPEQARIDMAAAMAA
>BAQ68822.1 hypothetical protein NHU_01666 [Rhodovulum sulfidophilum]DSM2351
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGSRPREPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAVLENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSAREIAGLTLNAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AARFREAQMADRSGI
>BAQ68823.1 GAF domain protein [Rhodovulum sulfidophilum]DSM2351
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDPIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>BAQ68824.1 hypothetical protein NHU_01668 [Rhodovulum sulfidophilum]DSM2351
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDEKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>BAQ68825.1 hemolysin-type calcium-binding region [Rhodovulum sulfidophilum]DSM2351
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDSLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFATALFSVVVTGEDTLDLGGVIDFGLGDFDFFGDEADLGVSGLIQEVGGSDFTEIEANTSYDLFQLDFTGTLD
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFSNIADTFSIDTESLGFSENASGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQEDDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGGLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDVTSDSGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLGWVNSELSQAWEGAALELTEDGALVFVLPEATYTLVIEADGGVFFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDTLADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDATFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGSSRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGILALTATGYDTALSYDTIEFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDLNLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEEALEYASTPLADGTMPTTVDLITDFLNDALNDLLGTAGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFEFLNDEPMSILVDIFGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGVVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGTFGVFGSDALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDMMDMPGWAADIVSSIFEAGIEARFVAQIEVGYDLSGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSSFAGVTVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEQIDDG
DILEALGYIFYGEASYGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQAGKKVTGEIGQGANALVIPAGSGDNEIDLSGITNDVITITYAGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIHGGNVVYIGSDDYGLRDLFVEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
FGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTISGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASEMGGDDILTTGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIWGDSTAADGNDTTTVGNDDGTSS
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGSDPSDDDVAADLKARNLISALAASVVSTPN
EDDGNDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITVEANADYTGRKLELTSAAAAAAVNDDQITTGSGSDVI
VGGEGSDEIRAGVGDNAILGDNGTLSRDDTGDTLSLTLESAYLRTDGDDLVVTGSGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSLNDTVNAGNGSNAVIGDNGHLKIDEAGIDLTSADPSVGGN
DKITTGSGNDAVLAGVGSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDDDVVIGGTGSDTIALGD
GDNRALGDSGYYRSHGELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAALGDGDNRAIGDSGRIVWSATEIGTMETTDT
DTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQVAARRVVTKDVAQGGGDVLTTGKGDDVVLA
GAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGPGADIVMGSQGNDRIEVGEGEDVALGDDGT
VTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFTDASAAMAGQSAVDRVD
YMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEVILLDTNFAYKTGGYDT
IYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRAQQDDSIGS
PLDLVLEEMDVANEDRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQAVLAQALEAAIAENFGD
IWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>BAQ68826.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]DSM2351
MTTDAPRRLAPLSAMVLAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSDGHGTSLALTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLGAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVASNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>BAQ68827.1 hypothetical protein NHU_01671 [Rhodovulum sulfidophilum]DSM2351
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VVHPLPVRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>BAQ68828.1 type I secretion outer membrane protein, TolC family [Rhodovulum sulfidophilum]DSM2351
MTIRTSFAAAIGCSLLWVAGCGGPETPADQRLEVLREDGPSEDQRNTAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLADIGLDDDTE
SASLRSERNSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>BAQ68829.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MGSHPDGETWPTATPRSRPACPPKVLLGLPLRQATGFVASLLELFGLGWAVPEVSTLPQRQTPLNVTIP
>BAQ68830.1 TonB-dependent siderophore receptor, FhuA-like [Rhodovulum sulfidophilum]DSM2351
MPPTTRSEETDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAENGLAPYASYS
TSFEPTPGEQFEIGVKYQPVGFDGFVTLSAYELTQQNVTTTDPVNTRFDVQTGETRVRGIELEGVAALSDSLNVKASYTY
MDGKVTQSNDYLGNVPAQIPNHVASLWGDYTFPDGGPLAGLEIGAGVRYVGGRFGDAANRMDLPATTLVDASLLYDFENL
SPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGLQW
>BAQ68831.1 transposase, IS1477 [Rhodovulum sulfidophilum]DSM2351
MVDDYSRECLALVADTSLSGLRVVRELDALMLRRGQPAMVVSDNGTELTSTAVLSWCQRTGIEWHYIAPGRPMQNGFVES
FNGRFRDELLNETLFSSLTDARQQIRAWQHDYNHHRPHSGLGNITPVEFVAKKGLAMRAA
>BAQ68832.1 transposase subfamily [Rhodovulum sulfidophilum]DSM2351
MDSKKNTTSPYPAEFRERAVQMVLDHLDSYASLTAAVRDIAAKLGCSPDSLRVWYKQARRDAGKEAGPTSAEKARIKELE
RENRELRQANEILKKASAYFAQAELDRPFRK
>BAQ68833.1 isxal1 transposase orf b protein [Rhodovulum sulfidophilum]DSM2351
MTAFIDELREEFGVEPICRVLPIAPSTYHARKAAARDPSRASARTRRDADLKDKIRKIWSDNRKLYGARKVWHALKRDGV
DVARCTVERLMREMGLQGVVRGKKVITTNPDTSRPCPDDKVNREFRAERPNQLWVSDFTYVPTWSGTVYVAFVIDVFARR
IVGWRVSTSMTTQFVLDALEQAIWQRKPLGNKSLIHHSDRGSQYLSIKYTERLADADVDPSVGSVGDSYDNALAESVIGL
FKTEVIKQLGPWKTMQGVEWETMQWVDWYNTARLLGSIGYIPPAEAERRYLDRMLPMAKVA
>BAQ68834.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAMNAKLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASH
RRYGAPRIHAELRDQGIRIARKTVAKLMKGHDIRPPRRGRRVPRTIDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVP
TDEGWLYLAAVKDMATMEIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKVNRPGLPGER
FVQRIMRP
>BAQ68835.1 TetR family protein [Rhodovulum sulfidophilum]DSM2351
MRYKAKKRPSEISGSPRTKPAEVRLDELMSAAEKLFLSQGVEATTVNEIVESANVAKGTFYHYFSSKNEILEALAKRYTE
RFLESVQQAIDGCSPDDWEERLRVWIHANIETYVKTYPTHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGIWAPN
QPKIVALLIYSGVHGATDDIIASKTTDCTSFARNVSDACLHMLPRITEPKK
>BAQ68836.1 transposase [Rhodovulum sulfidophilum]DSM2351
MRRGFLYLVAIMDWATRRVLSWRLSNTMAPDTMDPEFCIEAMEDAFRLHGRPEIFNTDQGSQFTSPRFTQPLLDATVKVS
MDGRGRWMDNVIIERLWRSLKYECVYRHAFETGSAARAGISKWMTFYNTERPHSALGGRTPVEAHQRPDLQAAA
>BAQ68837.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIEPKHPVLSITRQCALIGISRSAWYGPGRTETPLNLALMKLIDAQFMETPFYGSRQMARHLRNQGYCVGRKRIRRLMAR
MGLRAVYQQPRTTVPHPERRKYPYLLRDLVIERPNQVWCGGHHLHSHAARLPLPRGDHGLGDAPSAVLAALKHDGPRHDG
PRVLH
>BAQ68838.1 transposase [Rhodovulum sulfidophilum]DSM2351
MAGKRKNYGAAFKAKVALEAIRGELTVAELVAKHGVHQTLINTWKRQALEGMSGIFSGKAEAKAAEKEGEIEKLHAKIGQ
LVMERDFLVKASGR
>BAQ68839.1 transposase [Rhodovulum sulfidophilum]DSM2351
MDEEIPMKKSRFTEAQIMGMLRQAEGGMPVPELCRDHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLS
MQADLLREALGKK
>BAQ68840.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MTGLLNLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDVLTPTLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGNDRGHD
>BAQ68841.1 fecCD transport family protein [Rhodovulum sulfidophilum]DSM2351
MTEPLVETPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDADAPLSVRVILWDIRL
PVALAALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIH
RLSQKRGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWAL
TALRLGESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAAS
VLSKSLIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>BAQ68842.1 periplasmic binding family protein [Rhodovulum sulfidophilum]DSM2351
MMAVLQPENPFANVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASG
LMARLAQVGIPVLFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDD
CCLTYGDGNFGELIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLH
RLMQRPAYRSLRAVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYESGYWLSLEGG
AS
>BAQ68843.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]DSM2351
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIIIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGVKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>BAQ68844.1 drug resistance transporter, EmrB/QacA subfamily [Rhodovulum sulfidophilum]DSM2351
MAVAAVYLGTFMATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGVAFFTLGS
AICATADSLATLIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYAGWPSIFL
VNLPLGIVALGLGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLAFIAVEMR
TARPVLPVDLLRQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKLTRRFGMN
HVMIAGYVLLGGSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQGGMTIGIA
LLGTIMSARAVASLKSVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILGLAAAGVV
ALSSRRE
>BAQ68845.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ68846.1 hypothetical protein NHU_01690 [Rhodovulum sulfidophilum]DSM2351
MLQKILRKLPWYIYTILGVLVLCGTYPTFQQARQEAADVAAISGEPAPTMQPLDNYIATRSDEAFHQAEFDANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARNHSDEASQSRNGHWNQQIHGYEDRHPDLVGMVR
DTLTDDGYALERPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGAVLLVVSFGKRISARQARDAANGAA
>BAQ68847.1 protein translocase subunit secD [Rhodovulum sulfidophilum]DSM2351
MMKILALVLTLLGAASVVRAEDVNPQVVNITVKNGSDLAFGSNAISNVRLSDNAEFNQIDFQLSEPIATEFSKLTSENVG
NQIAISVCGEVISRPTVLSPIYGGGLALAGLEWERARELTDILSGRRLCN
>BAQ68848.1 hypothetical protein NHU_01692 [Rhodovulum sulfidophilum]DSM2351
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLATTNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>BAQ68849.1 hypothetical protein NHU_01693 [Rhodovulum sulfidophilum]DSM2351
MPKIASGIFEDSEHQPAHEFLLNTASKKSDITFLSDVDLSIILANELRRRGKFFAAIDIYTPLLKEHPEQDEMRTTLLNN
CGALYQDIGDLDQALSLYQESLHLSRAVLGSEHPSIATTLNNMAAVHEARGDLDQALSLYQESLHLSRAALGSEHPSIAT
TLNNMAAVYEARGDLDQALSLYQESLHLSRAVLGSEHLSIPTTLNNMAAVYEARGDLDQALSLYQESLHLSRAALGSEHP
SIATTLNNMAAVYKARGDLDQALLLYQESLHLSRAALGSEHPSIATTLNNMAAVYEARGELDLALSLYQESSSIMMRAFG
NDHVDVASILNNQAGCLYRLGRLDESIETYKLALSVAKRYLGVESIGARKLQANLSVALSRKES
>BAQ68850.1 hypothetical protein NHU_01694 [Rhodovulum sulfidophilum]DSM2351
MTEASNPHSQDPKSGKHVSSDFMIEQLVSIERVSLNVSQSVIVTTEDKLKLCLQKYVSDAERSKEWIAPLSLLVGLLLSL
VTADFRDAWLSASTWQAIFIISAALSLFWFLASLRRAFGNRTIDALINEIKSYSATDGTSRGDENGS
>BAQ68851.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MDRPTMRFVEIKSEDQKALLSLHRARDFVVRQRPQLINMLRSLAAEFGITIARGVARAIDFAKGIIEDKQSGFPELAQDV
LRVLSRQLVELHNRLRWYEITMRIQARLSRQAQLLQTIPGVGPVTASAVAATIGSGHQFKSGREFAAWLGLTPRNHSSGG
KERLGKITKMGDRYLRQLIVVGMTSRVRQVTNHPERADPWLTKLLQRKPARLTTVAMANKTARIMWAVLTRNEPYRPHTA
>BAQ68852.1 phage integrase [Rhodovulum sulfidophilum]DSM2351
MVEMLSILARDLEWIDFNPAENVEKLKGGSYEPWPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWRHYDGDAI
AVVQGKTGQRLWVACPADLREYLDALPRTGRFILPKNLTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLAEAG
CSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQAQDRRGRK
>BAQ68853.1 hypothetical protein NHU_01698 [Rhodovulum sulfidophilum]DSM2351
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAATAALFAAIVALSLWPTRDMAAPEAEAALPAPLA
RVVTSAGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRALRSDAS
>BAQ68854.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAEAAVQEITH
HPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGDCTRVLCAA
PTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVVLKPVFDVA
EHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>BAQ68855.1 purine catabolism-related protein [Rhodovulum sulfidophilum]DSM2351
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFETGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>BAQ68856.1 polysaccharide deacetylase family protein [Rhodovulum sulfidophilum]DSM2351
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAEPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGLHNALARVFRSAGPEKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>BAQ68857.1 ylbA, glxB6, glyoxylate and allantoin induced protein under anaerobic conditions [Rhodovulum sulfidophilum]DSM2351
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGELAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>BAQ68858.1 ureidoglycolate hydrolase [Rhodovulum sulfidophilum]DSM2351
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEGGQPGTPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>BAQ68859.1 xanthine/uracil permease family protein [Rhodovulum sulfidophilum]DSM2351
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPILFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFCLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGRD
>BAQ68860.1 protein of unknown function duf407 [Rhodovulum sulfidophilum]DSM2351
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>BAQ68861.1 hypothetical protein NHU_01706 [Rhodovulum sulfidophilum]DSM2351
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMEVKTALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>BAQ68862.1 transglutaminase [Rhodovulum sulfidophilum]DSM2351
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWSAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>BAQ68863.1 20S proteasome subunits A/B [Rhodovulum sulfidophilum]DSM2351
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDPAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>BAQ68864.1 hypothetical protein NHU_01709 [Rhodovulum sulfidophilum]DSM2351
MTSKHPQKGKAWPSAYRRASDAALSFTRRAAQGQAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEGPARAAPLVPVARPAAFARPDAGPLSADGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDVDTAPEGNTLAQLRPPRRPLAAADPKRPRPRTAAIGNGTAPTGPAAAATADLVVAASDRPRSRPASA
AMASSAPDLAGLRPVSRPLVLSEAEPDALRPSVRPTARAEAASAASLVPSEVAGHSMATVPVASPAPEAAETAPGLRASL
RPQTRPAALARLARGALVPDDRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAVGARMSGLHGGNRDAL
IVQQALAGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDA
IYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQP
LSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>BAQ68865.1 CreA protein [Rhodovulum sulfidophilum]DSM2351
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDINRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>BAQ68866.1 isovaleryl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEGQKRKYLPGLISGARVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMAGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEIMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>BAQ68867.1 hypothetical protein NHU_01712 [Rhodovulum sulfidophilum]DSM2351
MRLPLILAAALAVATPALAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>BAQ68868.1 OmpW family protein [Rhodovulum sulfidophilum]DSM2351
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGAESHVGDNARPTLTFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNNSSVTPFLGAGLNYTTFWDTDSALGDVDIEDSWGLALHAGLDYAIDERHS
IRTDVRWIDIDSDVKLNGGKIGTAHIDPWVFGVSYIWKF
>BAQ68869.1 methylcrotonyl-CoA carboxylase, beta subunit [Rhodovulum sulfidophilum]DSM2351
MRLRSAVLPTSDSFRANRAAHLEALRGVAEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEEEAAFKHPT
IEMFEAQSHPLYASARLWDDGVIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>BAQ68870.1 carbamoyl-phosphate synthase L chain, ATP-binding [Rhodovulum sulfidophilum]DSM2351
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGQPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPGDFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQVFGDGTDAVHLYERDCSLQRRHQKVIEE
VPAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTQVAGTVTNLAFLGRLARHLGFARGEVDTGLIDREIELLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLSEGPASATVEIGKAVLEARLAPEGWRIDGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGEHVAAGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGTQVEAGAALIR
LTPEEEDA
>BAQ68871.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]DSM2351
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALAP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTCGRSMANIEVALDAGLRVFDAAAGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>BAQ68872.1 phage-associated protein, HI1409 family [Rhodovulum sulfidophilum]DSM2351
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTSPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQSSAKA
>BAQ68873.1 hydrolase, HAD family [Rhodovulum sulfidophilum]DSM2351
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARAMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPLF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGEAWMLGDDPVWDVTAPAALGLTAIFYDETGLAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>BAQ68874.1 aspartate aminotransferase protein [Rhodovulum sulfidophilum]DSM2351
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALGTDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAVGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTAQALAAAETAFREAAKA
>BAQ68875.1 peptide/nickel transport system, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MSPLLDARDLAKTYPGPRRIRALAGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWRALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAALPDWPDHVAWLLTEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPRS
EILRRLIAAVPEIPAEKALP
>BAQ68876.1 peptide/nickel transport system, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MTPLLTLTALGIRYPGARTPALSDLGLALFTGEKLAVIGESGSGKSTLARALTGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLLVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAEGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>BAQ68877.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MAKALLGHPEALLGAAILLALILVAVFAPLIAPGDPLAIAGAPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSVSVGL
SAALVAVVLGMSIGTAAGFAGGLAEAVLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAWTGPARLARARVLS
LRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>BAQ68878.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MPRMIRIVLARIAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIALHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSGRG
>BAQ68879.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MLATISRRSLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWEGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYEGTDIATNPANAAPVGTGPFRWGTHRPGEYYLLSRNDRYWGKGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALATIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>BAQ68880.1 hypothetical protein NHU_01725 [Rhodovulum sulfidophilum]DSM2351
MLLAQQSRLDLLSRCRGAGPQVEAGPVAVDKRHDALAADAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFA
QAEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDH
HILAWYWQHLDKLHRRMVLPEAIAARFEALDDSETETTASSLARFKDELRLIPEAISIEPYAVVAPPGKAALIADFSRFL
TARRQDRNGEYTRRLRQCFGRQVDRSFWFLMEFQSKVRDGNPLK
>BAQ68881.1 hypothetical protein NHU_01726 [Rhodovulum sulfidophilum]DSM2351
MKPGPPLCQTHLSCGLCDRYAARGVAVQDGGADPELGDLVIEVAYHQALLQRRHAVHLRLDVASAMVSAPLSSDAAAEVF
RGAASFLTMAPAADGFHGPAVLRG
>BAQ68882.1 regulator [Rhodovulum sulfidophilum]DSM2351
MDRFGPEWAEPLGHDRIGAPVCNGVAALARVTGPIRGNRAQLRISGDPVKELGQHGRAPDFASGDLDGSDLQRLFVDADV
DLAPWTTFRSTRLAGEARLDRGIAILRLQTSLAGGRRHPDHVRIEPDRQRAKLLQRVRRRARTNGAFAGLL
>BAQ68883.1 ABC transporter, permease/ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MLGFSAAFRDVYVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAVGVVVAEIWIGSVDPESDNPF
NAGRFWSLLFLASALTMVLIGAILLATSSKVSGKLQRMQGARLTALRPAYPA
>BAQ68884.1 adenine deaminase [Rhodovulum sulfidophilum]DSM2351
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQRGMRVLIR
EGSVSKDMVALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAASAAAFAAREAVAPVGRGSVKAPKVTEASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>BAQ68885.1 2-keto-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]DSM2351
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGASFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGASALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>BAQ68886.1 6-phosphogluconate dehydratase [Rhodovulum sulfidophilum]DSM2351
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGDIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRSAADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPPLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>BAQ68887.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]DSM2351
MSIDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEI
DAAWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNG
SGRVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFAHVGGFALAA
LAAGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYE
RVARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKVLAFRLTE
>BAQ68888.1 hypothetical protein NHU_01733 [Rhodovulum sulfidophilum]DSM2351
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>BAQ68889.1 transcriptional regulator, LuxR family protein [Rhodovulum sulfidophilum]DSM2351
MSVDTQCLDFVETLRAQTSFDALWRVFNDHLHSHGVSRIIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RAHYSVSGAEAPLYWAHPDARLDADPETREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARSGDEAADILATNGS
AICAATRLFHALAQTPAIAPGSVRLSQRERECLLWTATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRSHAVARAL
IFGLIVP
>BAQ68890.1 peptidase M48, Ste24p [Rhodovulum sulfidophilum]DSM2351
MKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFITR
GFHDRYLAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQD
EYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>BAQ68891.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]DSM2351
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLETPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGSGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLRPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLERIKAGFDARVTGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDARAEQTDIASFEVLEPLADGFRNYQKSACSVTAEELLLDRAQLLTLGAPEMTVLVGGLRVLGANVAQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFATDFA
AAWAKVMNADRFDLV
>BAQ68892.1 sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]DSM2351
MLPRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLGDFRRALDEAPYDMVFLDYDLKMDTGLDALELLKAH
PAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVERMLERFSAVC
AADIRGMLSGMLRKIRAVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>BAQ68893.1 sensory box histidine kinase [Rhodovulum sulfidophilum]DSM2351
MPIGEIIARRRLSLRAKLALLALVVVLTATLVFSAVTLFGSQWYRQAAFSRMEFAGAFFGERVLRELELMASDAGNLSVL
PEIGAVANGTAQGANGTGADDEGNVYWRKRLEAVFESVLLTRPHYSQVRYIGREDNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHERGRAVGPPTIRFVVPVLGAAGTVGGALVINADFEWLLRAADLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLVGIGGGDMADTTEIGWRRSVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>BAQ68894.1 response regulator receiver [Rhodovulum sulfidophilum]DSM2351
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKREAYEAGISGYILKQSAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>BAQ68895.1 response regulator receiver sensor signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IYVFCSPAMMAQLIQNLVQNAIKYSGDGMPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVASKVWKTRSDGAAAIR
>BAQ68896.1 multi-sensor hybrid histidine kinase [Rhodovulum sulfidophilum]DSM2351
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>BAQ68897.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MMVDDCRFERKMVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLEQIYEDLPGHLRNSV
VVILTSSECAADMRQAERFPMVRSFLRKPIGENEISHLDRLVNA
>BAQ68898.1 histidine kinase [Rhodovulum sulfidophilum]DSM2351
MRSTGIVSENGYRLRRLVRAGLAGLLAALVLMLGQPPPQARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIA
EIRNLTGLRIEPRRYDDMQSLIAAQITGESQLMFATARLPALEANHVFTEPIARAHVHLFVLTENANRPDYVTPAGKRIG
TIRQYAGSDTSGLLENNRTVLFDEPATMLLKLLSGEIDAALMAEDWVMGMVRSVRLDHRIAAVGPPILEFNRVIAIHNSR
AELLEPLNRAIATLRASGTLEDLRRRWLLEAAPPQPDILTVGVVNLPPFSEAREDGTITGFSVEVMRDLGEILGIELRFQ
TVSPEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDKFDGLSGLRVGTWRAGVANTVAKRNASD
IRHFDDYRDLLTALFEDRIDAIVAERGMLSRIATEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQ
RYQDLRAAWLGTAPFWTNRRILFTLGGFGLLMVMAIGYIPVQHQRIRQERLRFTADMVERIPLGLLMVAANGRIEFVNSA
AKAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTADGEIFRWSSFALPGNTILV
MVLNVTRERRHLAEIEDLNTELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALAEASADRLPDEDRALIEDM
HEILDRMARMIRDVLDYTRAVGVGGEHTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPRLTGNPRQLHQLIQNLIC
NAIKFRRPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTELYPGSGLGLAICQRVALNHGGRIV
VQSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGGGGH
>BAQ68899.1 quinolinate phosphoribosyl transferase [Rhodovulum sulfidophilum]DSM2351
MLLLDDTALACLLKRDGAAAAAAFSASGRRARMVSVALRARGSGMVCGTEEAARMFALLGCAADTAIASGTWAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVDPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAEAA
LVLADCRALGGAAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPEWPGEALAA
GPITEGAAPAYAQSGVHALVSLAPYHALPAEIDVAFEPG
>BAQ68900.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]DSM2351
MISALDHLVLTTTDEEACLAFYVGILGLRLETFGAGRKALCFGSQKINIHVKGDEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>BAQ68901.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]DSM2351
MAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVDDGIAMGHDGMLYSL
PSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRTVSMDLIDAMVAAAD
DKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKGLFLEAGRRAVELCRRWYEQDDAS
VLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTANVHVEDVHRAGGIM
SILGELDRGGLIHRDCPTVHAPTLGAAIDKWDIGRSNSDEARTLFLAAPGGVPTQEAFSQSSSWPSLDTDRKAGVIRSVE
APFSKDGGLAVLKGNIALDGCIVKTAGVDDSVLVFSGPARVYESQDAAVSGILTGKVQAGEVVVIRYEGPKGGPGMQEML
YPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLAVSEKELTARRAAQD
AKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>BAQ68902.1 glucose/sorbosone dehydrogenase-like protein [Rhodovulum sulfidophilum]DSM2351
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQQAKLAFEAELTASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPDLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>BAQ68903.1 Trk system potassium uptake protein [Rhodovulum sulfidophilum]DSM2351
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKS
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>BAQ68904.1 methylated-DNA-protein-cysteine methyltransferase [Rhodovulum sulfidophilum]DSM2351
MIETTTEQDARWNSVVAHDAGADGNFVDAVKTTGIYCRPSCPSRTAKPQNVRFYETPAEAEAAGFRPCQRCNPNGQSLAE
VNATLVAEACRLIEASDEMPKLDELAARIGMSPYYFHRQFKAITGLTPKQWAAAHRSRRVRAELIDQTASVTGAIYGAGF
NSNSRFYEQSNKVLGMTPTAYKNGGKDGRCCANPSGDSLSEF
>BAQ68905.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKGHLAMDAGTGDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ68906.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MNATLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGI
RIARKTVAKLMKGHDIRPPCRGRRVPRTTDSRRIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATM
EIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSL
KNELVHRTRFRSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ68907.1 IS66 family element, Orf1 protein [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAKQ
>BAQ68908.1 hypothetical protein NHU_01753 [Rhodovulum sulfidophilum]DSM2351
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPRRIDRTALGGLSWFRAVELSQFYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGARLMTKLDMLRDVQKTYLLSLRSAVESLTEGANPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEDELRLLVLSH
>BAQ68909.1 hypothetical protein NHU_01754 [Rhodovulum sulfidophilum]DSM2351
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGTGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRIEIFTQAENRP
RQLALPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRTESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAEHLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>BAQ68910.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MGAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAAHSGAAVIVSSHDLDLLKRFPLTRYRLEIDPDHAPGRPVSRLIAA
ADGREAA
>BAQ68911.1 hypothetical protein NHU_01756 [Rhodovulum sulfidophilum]DSM2351
MSPFRLRPALSAFAIVLFFAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHDAPDGPETRRYPAFQPLYVFARQEGWIEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>BAQ68912.1 hypothetical protein NHU_01757 [Rhodovulum sulfidophilum]DSM2351
MALKIRPDPRRPSGGYAELSAEAEALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPGAPPPAAQAEDPAP
EEQRRSRLPLIAGLSALALLIFGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGAGAGDADALLLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAKRLQRLCPDLRA
ASDTLSRSAAEEYCRP
>BAQ68913.1 hypothetical protein NHU_01758 [Rhodovulum sulfidophilum]DSM2351
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GEHGALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDSEAGDGLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRTGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSAETGANRAATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGAVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVFQNQKLGEILAEFGAGGA
>BAQ68914.1 virulence factor SrfB [Rhodovulum sulfidophilum]DSM2351
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPEPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>BAQ68915.1 hypothetical protein NHU_01760 [Rhodovulum sulfidophilum]DSM2351
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSEEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
ILPASAPVAAESAPETGTAPAAPVAAANARPGMSLWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERQIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTSSPDSFRLLIRDAGSDVLQEGSLTR
QGESWTTTINYPGLP
>BAQ68916.1 hypothetical protein NHU_01761 [Rhodovulum sulfidophilum]DSM2351
MAEHFLTKCQIDLSQCLETGGGLALESRGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLSALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPEGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSATEAMARRADVPTDTPRDTDGSAPPAAGATVAPGPVPPEPAARSWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAPDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEFLESA
ALTPATVTRPCQPQLLRPVAPPATAGTPAEAAAGVPDFNLRPSSDE
>BAQ68917.1 hypothetical protein NHU_01762 [Rhodovulum sulfidophilum]DSM2351
MLRAAIFGMALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCSSEAETAALARLDRLRSRNLALLRDIRRTENELAALQ
CEAVPPAPAPEPVAPPDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGT
TCRGAVSGQFLDRGAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>BAQ68918.1 hypothetical protein NHU_01763 [Rhodovulum sulfidophilum]DSM2351
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQSGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>BAQ68919.1 peptidoglycan-binding domain 1 protein [Rhodovulum sulfidophilum]DSM2351
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGDPGGNGLPPQTGYGANGAMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAVIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEMVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>BAQ68920.1 methyl-accepting chemotaxis sensory transducer [Rhodovulum sulfidophilum]DSM2351
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIRAAL
AEMTEDAVRDMNIAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDIADADGAQTQIVDARDRLTELTGHVYLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTKVRGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSRRTENQA
ATLEQTAAALDEMTSSVRSAADGAAKVEDVVREARGNAEQSGLVVREAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGGAALSDIVERVSHIAELIGGI
ATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARRTEPAPSPDDTRMP
KEPRKPAVNDGGWQDF
>BAQ68921.1 extracellular ligand-binding receptor [Rhodovulum sulfidophilum]DSM2351
MRLGLLAAFEEANRAGGVHGRRVELDSVDDGYEPARSAAAVERIVSEDHHLALIGQVGTPTAKATQPLSAKAGMPVIGPL
TGADFLRTPWIDNVTNIRASYDAETEAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTL
AVKVALLNIREAHPDAVVMVAAYKPVAEFVRVGRRLDFTPTVVDISFVGSRALSEELGADGEGIIVSQVVPFPGDTALPI
VAEYQAALKEVDAQARPDFVSLEGYLAGRIALRALQKAGPFATRSRMLEALDQLGTFDLGGLHFSYGPGDNQGLDEVFLT
RIGADGAFEPLPPAAVDPKL
>BAQ68922.1 hypothetical protein NHU_01767 [Rhodovulum sulfidophilum]DSM2351
MHATGAVGLFEGGQQAETHALAQGRGRTFQGRDLGKAERRPVGPGGREGGAGRAEKARGKGDGKGRCDGKGKAHVRLRYR
TGPVRSHSFASVKIR
>BAQ68923.1 ABC transporter related [Rhodovulum sulfidophilum]DSM2351
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>BAQ68924.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIRLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>BAQ68925.1 binding-protein-dependent transport system [Rhodovulum sulfidophilum]DSM2351
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>BAQ68926.1 binding-protein-dependent transport system [Rhodovulum sulfidophilum]DSM2351
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARIHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>BAQ68927.1 extracellular solute-binding protein, family 5 [Rhodovulum sulfidophilum]DSM2351
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDIARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVEENPFFFDLEHAKTLLSEAGVDGIELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>BAQ68928.1 dipeptidase [Rhodovulum sulfidophilum]DSM2351
MDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDSYDLPL
PEPVPQDRALQVAMAQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAICPHARN
LTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAGLPALR
QAMVTHGYGPELITRICQGNWLRVLEKTWGH
>BAQ68929.1 ATPase [Rhodovulum sulfidophilum]DSM2351
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGKMGYKLTEAGKACALDALSQSEYYGAMPVPLDLYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLIYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>BAQ68930.1 hypothetical protein NHU_01775 [Rhodovulum sulfidophilum]DSM2351
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVTHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>BAQ68931.1 tetratricopeptide repeat domain protein [Rhodovulum sulfidophilum]DSM2351
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGDWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVTALTYDPGLFTAKNNLVLARGTQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>BAQ68932.1 hypothetical protein NHU_01777 [Rhodovulum sulfidophilum]DSM2351
MLAAIFCTACSASGTLSPAYRGLPAPADAAHPATAVDGLVVGHRLMAAGEYDLALKAYYRAAAEHGLSADVLSGIGSANL
RLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIRRNLRLAIAKTENPDYDSPR
NQGTTFELVRRGEGRYLLLAPP
>BAQ68933.1 Flp pilus assembly protein TadC [Rhodovulum sulfidophilum]DSM2351
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLIALPLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRQVSGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRLMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>BAQ68934.1 type II secretion system protein [Rhodovulum sulfidophilum]DSM2351
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRARFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETALFLPAAIAVAVLLVVNVIFMRVMINI
KV
>BAQ68935.1 type II/IV secretion system protein [Rhodovulum sulfidophilum]DSM2351
MFSRYRKSEPGKVPPAPPQPRAKTPPEAPAEASVPAVPALPLQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTGIFEPGRGG
>BAQ68936.1 PP-loop family ATPase [Rhodovulum sulfidophilum]DSM2351
MPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIGEIV
EAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRTGAPAPAPDPTCPRLSRSNRDGVVVPVQ
GLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYRKEL
HVLTAPADILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRALKSE
GLPRERLRFALNRAPKFTDLSGRGRMRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALSLHD
FGTAAAAAAQ
>BAQ68937.1 OmpA family protein [Rhodovulum sulfidophilum]DSM2351
MRARLVFLTLGTVLALTGCSPQQREEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
ALDLTAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLAGRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>BAQ68938.1 outer membrane general secretion pathway protein, secretin [Rhodovulum sulfidophilum]DSM2351
MNFRIILAVALLGLATAPGTLRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNIFDGDPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>BAQ68939.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]DSM2351
MRLIFGLVLLFGLGLAGFAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLRVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKHFTKLIEPGIRLIAVDQTAHDDTTRPVIARTVTVEVSPQQVAALAQAQSIGRLSLSLVGATDDVLAEAVEIDHKTLL
GIEDAPDAPPEEKRICTIRTRRGSEVMEIAIPCTN
>BAQ68940.1 hypothetical protein NHU_01785 [Rhodovulum sulfidophilum]DSM2351
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLTTVRDGVNDLGDNISDSLSDATVASPGTLGWND
>BAQ68941.1 Hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]DSM2351
MKRRTSRGTNSQPLRPCHQACQIRRELGLDLAISVKSESVPKTFWIEMCFGNSREMISKANFNPGDICNANMGTDGATDR
IMARPGVAGMPVVSLAYRSCSGQGRRVRPACGSGWLRF
>BAQ68942.1 short-chain dehydrogenase/reductase family oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MAETWIILGASSSMARALARRLAACGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLVPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKQRNVIYTPFFWMGIMGIIRLIPERVF
KKLSI
>BAQ68943.1 FAD linked oxidase domain protein [Rhodovulum sulfidophilum]DSM2351
MQWKTADYAGWGRALRAHGRIARPERVSTLTGALAEGGPAIGNRRSYGDGALNNGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMAIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPTLYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>BAQ68944.1 hypothetical protein NHU_01789 [Rhodovulum sulfidophilum]DSM2351
MTGTSLSTALPAPRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>BAQ68945.1 hypothetical protein NHU_01790 [Rhodovulum sulfidophilum]DSM2351
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANARVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTITNPRVAAIAAYNAANGD
>BAQ68946.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]DSM2351
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>BAQ68947.1 3-oxoadipate CoA-succinyl transferase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>BAQ68948.1 ISGsu2, transposase [Rhodovulum sulfidophilum]DSM2351
MTCPKHRSRNAEVDFHGERRSNATHVSLTDPEARLFKKSPGTGAMLCFMGHGLMENRSGLIVQADLTQADGHAERRAAID
MLHRHSPGSTRRLSLAADRGYDSADFVAELRRMIVTPHVAQKSRHSAIDGRTTKRPDYTKSQRRRKKIDEPFGWAKTVGG
MAQTLYRGIERVRARFTLTMAACNLARLPKLLAA
>BAQ68949.1 ErfK/YbiS/YcfS/YnhG family protein [Rhodovulum sulfidophilum]DSM2351
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPASMTRRNISSFSQQSWREHFDTLGKAAIVADTASRALHYWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>BAQ68950.1 DNA topoisomerase I [Rhodovulum sulfidophilum]DSM2351
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGGVARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>BAQ68951.1 DNA processing protein DprA [Rhodovulum sulfidophilum]DSM2351
MEIVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPVDLAEAEIARA
RKLGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLARRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARG
IDRAAHIAAIETGTVAVQAGGIDVPYPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASR
SGSLITARAALDQGREVLAVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAPAKPPPRMTEVPETPAEAR
RAAPPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>BAQ68952.1 TldD protein [Rhodovulum sulfidophilum]DSM2351
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASMQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSTWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMQQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>BAQ68953.1 threonine synthase [Rhodovulum sulfidophilum]DSM2351
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMADLKAQGGFAISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>BAQ68954.1 M16 family peptidase [Rhodovulum sulfidophilum]DSM2351
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEIARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>BAQ68955.1 N-acetyltransferase GCN5 [Rhodovulum sulfidophilum]DSM2351
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>BAQ68956.1 gluconate:H+ symporter GntP family transporter [Rhodovulum sulfidophilum]DSM2351
MAGHTLDRGGTVAAALGEAVVTRDRMIARAGKDGAPPHPGPPDHMVAQIALPGGMTGRRSNIAVLHSMAEGIDGERPIAC
RPRGLRPVKGRDLFGSSPASEGRPAAGRLSFCNGMNGLKLWSNLGPCSLTRMDPSF
>BAQ68957.1 beta-lactamase fold-like Zn-dependent hydrolase [Rhodovulum sulfidophilum]DSM2351
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADADPGMRFLHRAALGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPTPVTPDVVTMNNAHETHFTAFPDPSIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMVGEF
EASRSGGSSLEVSLRTLPSRPTVVVLEPLSD
>BAQ68958.1 D-2-hydroxyglutarate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVHAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLSVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVSDGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGVGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPLP
>BAQ68959.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>BAQ68960.1 hypothetical protein NHU_01805 [Rhodovulum sulfidophilum]DSM2351
MRINLNPGWVRNKKTEGSPKMNLHVAQCLLRRDRMDWRKPHLNWISDRFYRYFMTSRG
>BAQ68961.1 hypothetical protein NHU_01806 [Rhodovulum sulfidophilum]DSM2351
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>BAQ68962.1 methylthioadenosine phosphorylase [Rhodovulum sulfidophilum]DSM2351
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCESALEHALITAPEKRDPALIARLDAVAGRVLGR
>BAQ68963.1 flavin reductase-like FMN-binding protein [Rhodovulum sulfidophilum]DSM2351
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDAAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRETG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCETIACSRVADAPAALECRLTRILRLPGAVNLAVFGAVTGIH
LREDCLVEGRFDVTRFRPLARLGYRDYAVVGGIFELQRP
>BAQ68964.1 GCN5-related N-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELSPGAWVGIAGAVTRA
RPD
>BAQ68965.1 oxidoreductase domain protein [Rhodovulum sulfidophilum]DSM2351
MILPQLFWKLARPPDQRAIVIADPRHGDRGIVRHAIRGQTGRGDFGAAIIGIVKRDIGTGVLEAAVAEMAGAEETRKVFI
ITPIKCIN
>BAQ68966.1 cyanovirin-N domain protein [Rhodovulum sulfidophilum]DSM2351
MARWSGGRASFQKSCGSIMLHPSIDGVELTASCRKTDGSFEDASISIDGISNENGTLSD
>BAQ68967.1 phosphoenolpyruvate-protein phosphotransferase [Rhodovulum sulfidophilum]DSM2351
MPDPTESSSRRLLVRLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>BAQ68968.1 aspartate kinase [Rhodovulum sulfidophilum]DSM2351
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAHSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDSLAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>BAQ68969.1 hypothetical protein NHU_01814 [Rhodovulum sulfidophilum]DSM2351
MGGDSADPELTDPELTDLEMAEVADAPAPHIEPPGLETCRSFGTRDGQARPLILPSAAPSHKASPKCKRGDETGNDAGSG
NEIRGHLGGRSGAHQECRRKDQARGRARL
>BAQ68970.1 hypothetical protein NHU_01815 [Rhodovulum sulfidophilum]DSM2351
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGSRDVSKALMAPSVATDRPEGPGAPAPGEGSENGTAPAGRPL
STPTDPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>BAQ68971.1 glutathione peroxidase [Rhodovulum sulfidophilum]DSM2351
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>BAQ68972.1 2'-5' RNA ligase [Rhodovulum sulfidophilum]DSM2351
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELSEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>BAQ68973.1 hypothetical protein NHU_01818 [Rhodovulum sulfidophilum]DSM2351
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>BAQ68974.1 threo-3-hydroxyaspartate ammonia-lyase [Rhodovulum sulfidophilum]DSM2351
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAARVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALVIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>BAQ68975.1 3-deoxy-D-manno-octulosonic-acid transferase [Rhodovulum sulfidophilum]DSM2351
MLSYRILLSLAAPGLALLLLRARPFARERLGLSGTSNGPERLRHPTIWLHGASNGELASARPLIERLLARRPDLCLVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASRDRFATLGLAPERRGPVIDLKAFAPAARPDADDLKALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHATRSRGERPGSDRPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFAAVYRALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRA
EALGPDTLIDALEDLMDAPAPTPPAEKEPRNG
>BAQ68976.1 protein-L-isoaspartate(D-aspartate)O-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>BAQ68977.1 type I secretion outer membrane protein, TolC family [Rhodovulum sulfidophilum]DSM2351
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDAAQALATLRPVIAFAMTGNYTDP
ASAANGLENTNALAELTATLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARSKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAVANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>BAQ68978.1 hypothetical protein NHU_01823 [Rhodovulum sulfidophilum]DSM2351
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRSAPARAMPVLLRGPLPQEPGAPALPVARELA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPAAALGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>BAQ68979.1 elongation factor P [Rhodovulum sulfidophilum]DSM2351
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>BAQ68980.1 translation elongation factor P [Rhodovulum sulfidophilum]DSM2351
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>BAQ68981.1 fructosamine-3-kinase [Rhodovulum sulfidophilum]DSM2351
MADRAALEALAGAAIARSRPLRGGDLSKVIRVDLEDGRRMVAKAGLRVAAEARMLRAIAGAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHATTGGTYGWDEDHGFGPAAIPNAACADWQDFWAARRLLAWPEALPAEIARRVETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTAEWAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGGGYRGLVERCLATLGA
>BAQ68982.1 aminomethyltransferase [Rhodovulum sulfidophilum]DSM2351
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEAPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGTAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>BAQ68983.1 efflux ABC transporter, transmembrane ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIVVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLSGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSECAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREEGRHDQ
LLARDGLYAGLYRLQFTAES
>BAQ68984.1 protein tyrosine/serine phosphatase [Rhodovulum sulfidophilum]DSM2351
MFDQLKTRFAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGSNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLEIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGAPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISSRYDPAAIETEFKAGRS
>BAQ68985.1 putative endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]DSM2351
MSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQIHRDTGMATARRPTATWPVGAGRFGVSIDQVLVGGGARLV
RLSPFGAELGSNHRGLLAEIALP
>BAQ68986.1 hypothetical protein NHU_01831 [Rhodovulum sulfidophilum]DSM2351
MGPAALLPGTNRAPAPATSASAAAIANAPEACGCQIKTRLPSMALLPQPPVIRTGRARPPRQAAPAWNGQTRRIIGTETE
ITMISSGRPIRQ
>BAQ68987.1 TrkA-C domain protein [Rhodovulum sulfidophilum]DSM2351
MTQDQLILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEAGPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASIGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTSDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVISVSVPMILLVWPFQAGAA
>BAQ68988.1 hypothetical protein NHU_01833 [Rhodovulum sulfidophilum]DSM2351
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIDRAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPVSAGDADTVMMAAIEAGA
QDVESSDDGHVIYTADTDLSEVATNLEADLGESVSTKLIWKPSNTTEMDLEAMQKLMKLLDALEDDDDVQHVTSNFSASD
EVLEQL
>BAQ68989.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLIDELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLTAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>BAQ68990.1 S-adenosylmethionine uptake transporter [Rhodovulum sulfidophilum]DSM2351
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARMGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>BAQ68991.1 hypothetical protein NHU_01836 [Rhodovulum sulfidophilum]DSM2351
MRCAGPVLAFIQMHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDIRVMADCGT
LADASPEAAIRAVRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPA
GRDACIGRLQLRLQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>BAQ68992.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MTHTPHELAEDLPEGAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>BAQ68993.1 transcriptional regulator, XRE family [Rhodovulum sulfidophilum]DSM2351
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIIYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>BAQ68994.1 multidrug resistance protein [Rhodovulum sulfidophilum]DSM2351
MTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGRRPVLLISTVLFLLATLGC
IFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGGVLDEIWGWQATFLALLLA
GLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPFVGSHVFALSPSVLGLYFG
IVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMTFFAAGATQPIAFFGAMALLGVGNGMVLPNAIAGTLSVR
PHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVSVLYVRWVDRRAGPILAMPPKDGP
>BAQ68995.1 hypothetical protein NHU_01840 [Rhodovulum sulfidophilum]DSM2351
MPALPVPVVMIGLLVLSNLFMTFAWYGHLKYKAAPLIAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCGFSVLYLKEPLHWNHALGFGFIALGAFFIFHR
>BAQ68996.1 propionyl-CoA carboxylase, beta subunit [Rhodovulum sulfidophilum]DSM2351
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTRKSSVADGAFENDVEALYEVRR
LVDLLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>BAQ68997.1 hypothetical protein NHU_01842 [Rhodovulum sulfidophilum]DSM2351
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AVPFPRADCERKIAALLTSPSHRARWLAQAGSEPRT
>BAQ68998.1 hypothetical protein NHU_01843 [Rhodovulum sulfidophilum]DSM2351
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAETGPEPAQVIITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>BAQ68999.1 lipoprotein [Rhodovulum sulfidophilum]DSM2351
MSKSVKTLFALSLVAFVAACAQKEEVVYVEPVQPEPTYNKY
>BAQ69000.1 hypothetical protein NHU_01845 [Rhodovulum sulfidophilum]DSM2351
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIDQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARAAFPELFAGGPLA
>BAQ69001.1 hypothetical protein NHU_01846 [Rhodovulum sulfidophilum]DSM2351
MPSQKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>BAQ69002.1 propionyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAVEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LTFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCSGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSGWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMKFE
>BAQ69003.1 Mrr restriction system protein [Rhodovulum sulfidophilum]DSM2351
MIPDFQTLMRPVLQSALGGERRVSDVVEEMSALFELTPEDRAEVLPSGRQGKMANRVHWARSYLKQAGLVRSPRRGHFEL
TEEGRRALKEAPERITTAWLERYPSYLEFKNRTKGRAAEGGAAQSAPADPIASDATPEEILASAHEEIQTGLAAELLGRL
REGSPRFFEETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSL
KDVTRGVFVTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEINEDFFE
>BAQ69004.1 hypothetical protein NHU_01849 [Rhodovulum sulfidophilum]DSM2351
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRSVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
GELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>BAQ69005.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]DSM2351
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGDISVSMTMNGAVI
PILASFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIDFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>BAQ69006.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]DSM2351
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>BAQ69007.1 putative laminin beta 1a [Rhodovulum sulfidophilum]DSM2351
MKTALPEPLDRCSDGWALASETESARTGCHPQGAFVLRTDPLPEACPLVPGPVPGTTAIPRSGRRIFE
>BAQ69008.1 heat shock protein DnaJ domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVAGHAA
>BAQ69009.1 hypothetical protein NHU_01854 [Rhodovulum sulfidophilum]DSM2351
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPAGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEAIRISIQNRRKQLAQCIWLRRRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERLLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>BAQ69010.1 hypothetical protein NHU_01855 [Rhodovulum sulfidophilum]DSM2351
MRLELVAEPLEKHLHPLAEQTEPLAHAAIIAGPAPVLGRSRGSGQQKRQKRNQGKPMSHPVSIGPRRGKMKRSVQIAISR
LTGKWSEAVSKASRSSGMR
>BAQ69011.1 hypothetical protein NHU_01856 [Rhodovulum sulfidophilum]DSM2351
MSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDDLDAYQLPERLPNGDIIIRRKPNAPPLPDPEARP
EGEIEI
>BAQ69012.1 Ppx/GppA phosphatase [Rhodovulum sulfidophilum]DSM2351
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVIFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>BAQ69013.1 polyphosphate kinase [Rhodovulum sulfidophilum]DSM2351
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAEPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>BAQ69014.1 hypothetical protein NHU_01859 [Rhodovulum sulfidophilum]DSM2351
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLKLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>BAQ69015.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRAGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FIPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVITRFSIAQYKDSRLYRGTSGQTGPEATSGERTFDEDRD
>BAQ69016.1 prolyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYGAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>BAQ69017.1 LolC/E family lipoprotein releasing system, transmembrane protein [Rhodovulum sulfidophilum]DSM2351
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDPVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>BAQ69018.1 lipoprotein releasing system ATP-binding protein LolD [Rhodovulum sulfidophilum]DSM2351
MLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDRRRTA
ARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTLVGIAPRAGHRPAALSGGEQQRVAFCRALANR
PRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>BAQ69019.1 methyl-accepting chemotaxis sensory transducer with Pas/Pac sensor [Rhodovulum sulfidophilum]DSM2351
MFGRPRKSAQEKEAHALAEVFMAVIDRTQATIQFAPDGTILTANANFLDVLGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKSFTDQFPRVHKNGEVIWIQATYAAYVDENGKTTRVLKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGHRPNRNAA
>BAQ69020.1 Gll2741 protein [Rhodovulum sulfidophilum]DSM2351
MRHACPPVQTAPIIAGYRTGLNAASVPPDPAWTAPRRQAFRRGNPLNRILKKFSL
>BAQ69021.1 DNA polymerase IV [Rhodovulum sulfidophilum]DSM2351
MCGGESRENAAGPGRGQADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFTEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTVSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRNSG
>BAQ69022.1 multi-sensor hybrid histidine kinase [Rhodovulum sulfidophilum]DSM2351
MPADPPTRRSALSTARLLRARRLLPRSRIEALAAAAALAVMLGAIAVIAFDIHDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYLADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDSIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYRRDEVLGRPLEQTLALSAAVRRDGEATGRIELPAQRKSGTDFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSAMRRSREMIEIRVADTGIGITPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVENAAVRQFDVILMDISMPRLDGIEAARRIRAAEGPPSRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSELL
GEVPGAATQCKTAPAAMVPEPERDAPTDKPHRAAS
>BAQ69023.1 UDP-glucuronic acid decarboxylase 1 [Rhodovulum sulfidophilum]DSM2351
MTQFPKRILVTGGAGFIGAHLCRTLLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGKRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMQVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARAREVLGWSPAVGLETGLRATLDRFAAESLSPAPD
ACPVLPAIPAAPLDIGLALG
>BAQ69024.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]DSM2351
MTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLEDAIVN
LRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQIEEPED
WLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLARFNRGE
YAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAIAGPEL
VRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLRENGEVKM
GEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLEQLDRL
EASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGAGWVPR
VKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGTGNMKF
ALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALTAISQGAFSPSDKHRYRGV
VANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>BAQ69025.1 glycogen branching protein [Rhodovulum sulfidophilum]DSM2351
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAVSGGKTHPLARNPEAPDLFAG
PVPGKVPYVLRAHDGSGNCWEFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTCRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVMDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPVED
>BAQ69026.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]DSM2351
METRYSRLASRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPAMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFIHNEENRRGS
AVSSMISGGCIISGTEVRNSLLFTMVHSNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>BAQ69027.1 glycogen synthase [Rhodovulum sulfidophilum]DSM2351
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPGVLAKVGTGETLWESHDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>BAQ69028.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]DSM2351
MTSSHTLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYG
YRISGPYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPP
ATPMAETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAF
FAPDPRYMETGDISEFQRMVARLHAAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLN
TGHPMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFP
PPFSEWNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNR
DGHSANFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEA
FLDFTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAI
FAVFNAGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFQMPAEAVAVFVLEEEPPV
>BAQ69029.1 hypothetical protein NHU_01874 [Rhodovulum sulfidophilum]DSM2351
MSSLAALARATGILPGYRDLTGTERPTAPETAQALLAAMGLAAATEAEAASSLDALEAARAARHLPDWLVLDEGRAPGLD
VPAAWRIELETGGVIEGRAEDPLPDLPLGIHRLRVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKSAFAGL
DASALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCAAPAVADFAAANGGAVAFHAWLQFLAETQLAAIR
EAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAM
FDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHSRLGHIPPERAEALAAERAGQAQALGVRIVGAGVDALHAALAAS
PARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADCEPVRRAARIMVRAGR
>BAQ69030.1 HyuE hydantoin racemase [Rhodovulum sulfidophilum]DSM2351
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLAWVRASDVPVLALEDDTEAACARI
AEEAERAVTEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>BAQ69031.1 binding-protein-dependent transport systems inner membrane component [Rhodovulum sulfidophilum]DSM2351
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWAMNRRRARQGSDAGQGMV
>BAQ69032.1 ABC spermidine/putrescine transporter, inner membrane subunit [Rhodovulum sulfidophilum]DSM2351
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLTIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>BAQ69033.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>BAQ69034.1 ferric cations import ATP-binding protein FbpC1 [Rhodovulum sulfidophilum]DSM2351
MRQWLLGSGMRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDIS
HLPPARRGTAMMFQNYALFPHLSVADNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARAL
ITDPQVLLLDEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTE
FVARFMGGHNVIALPRGHFAIRADQIAVTEAESGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGD
GVGLNWDEDHLHALNA
>BAQ69035.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTDRAPTPRHESRRASRARDLAEHLTRAIHEHRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDSLVAIEPHRGAFVA
QPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFI
AQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>BAQ69036.1 acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MKLRRMTAGELPAVLDWAAEEGWNPGLDDAAAFYAADPGGFFVAEVAGRIVAAISVVNHTEALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWASDTETRRTLVCRAAGEVAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPVMIDVPEPSRWLAGHC
VGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>BAQ69037.1 hypothetical protein NHU_01882 [Rhodovulum sulfidophilum]DSM2351
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSVDGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AEMPPLLGLHRRGAAPVWLDAPGAEQAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTAQQAHAFDNHLVTVGAA
>BAQ69038.1 Imelysin superfamily protein [Rhodovulum sulfidophilum]DSM2351
MIRRTVLAFALALCAAPLFAAPADIAVAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRTAWNEAFDAWLAVSHL
RLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEPSPYGCALIRA
EARDIHALASAILADWRDGYADLMRNPGPGTPYKNDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAESRRSG
RSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEESRASL
GPALGVAAGFNSRDGD
>BAQ69039.1 hypothetical protein NHU_01884 [Rhodovulum sulfidophilum]DSM2351
MGSAVVAGPLTQAVTGPGLSPLPFTTLPFTAAEQARIAEATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLSAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVPLSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDTDGDGISGRASLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPEGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGAGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>BAQ69040.1 bacterioferritin [Rhodovulum sulfidophilum]DSM2351
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>BAQ69041.1 bacterioferritin-associated ferredoxin [Rhodovulum sulfidophilum]DSM2351
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>BAQ69042.1 peptidase M75 [Rhodovulum sulfidophilum]DSM2351
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVD
ALGVGGVSVEGSDSLDNPTAVFQ
>BAQ69043.1 hypothetical protein NHU_01888 [Rhodovulum sulfidophilum]DSM2351
MNADPNRRGSAAVGFLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>BAQ69044.1 methylthioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]DSM2351
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTSVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>BAQ69045.1 putative glucokinase [Rhodovulum sulfidophilum]DSM2351
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHANLTDVLTDYLRAAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVMDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLARFLAGADGFAAIEEALSGRGLGRLYDWASAGTGRPGATDARAVMAALDCDPAAGRALATFVGLLGTV
AGDLALQHLPYGGIYLIGGMGRAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>BAQ69046.1 beta-glucosidase A [Rhodovulum sulfidophilum]DSM2351
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGTGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMADRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDAIVMGEDGPEIHDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>BAQ69047.1 hypothetical protein NHU_01892 [Rhodovulum sulfidophilum]DSM2351
MADGREAVNRGARHGPAASPKDVAAARFVRPLPACAAPRLFGRVAGPGPLLPRYGAVNAAAGLTRPVPKASMQANQIAAP
PPNAPAP
>BAQ69048.1 ABC alpha-glucoside transporter extracellular solute-binding protein [Rhodovulum sulfidophilum]DSM2351
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHQIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRESEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>BAQ69049.1 alpha-glucoside transport system permease AglF [Rhodovulum sulfidophilum]DSM2351
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPVDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRAAAVAFVIMLIVLPVMVWNILQ
ARKEMR
>BAQ69050.1 alpha-glucoside transport system permease AglG [Rhodovulum sulfidophilum]DSM2351
MAGHSGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVAPDGGFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>BAQ69051.1 alpha-glucosidase [Rhodovulum sulfidophilum]DSM2351
MALSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFG
SLADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGR
EQYYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQ
LHLYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLD
RVAGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGR
DGCRTPMVWAAEDLHAGFSLAPRTWLPIPEIHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLS
FRRCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKETGWRV
>BAQ69052.1 alpha-glucoside transporter ATP-binding protein AglK [Rhodovulum sulfidophilum]DSM2351
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGTLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDQIDAAVTRAARMLQLDPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTTGGGTIRARVPTEPGDKGRKVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>BAQ69053.1 hypothetical protein NHU_01898 [Rhodovulum sulfidophilum]DSM2351
MPRSMARRSLLAALPLLFLGACVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSDLASS
LTRAGILTPGGTNRLNADVESVTQPDETWAKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQAGRGIDRLRIASENA
AKDNIALLLHALGASTEGAPRGGGLSEPGRLRQPVVSPGGTGLAFSLRRRPARPVTEKTMPMIRPF
>BAQ69054.1 hypothetical protein NHU_01899 [Rhodovulum sulfidophilum]DSM2351
MVPAAIAPLSPGSPHRGAISDIETAGGKETNPALASQIADADFKAALRSALLLSGALSASGRYVLSAEIEDITQPLFGVD
MRVGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGSERLRYANEGAARENIAAFLRALGAGARAGGVAGVS
>BAQ69055.1 TRAP transporter, DctM-like membrane protein [Rhodovulum sulfidophilum]DSM2351
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>BAQ69056.1 trap dicarboxylate transporter, dctq subunit [Rhodovulum sulfidophilum]DSM2351
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLAAPVAVPLVVSAADQAASEATHVSGADD
>BAQ69057.1 TRAP dicarboxylate transporter subunit DctP [Rhodovulum sulfidophilum]DSM2351
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLTD
FKGMTVRATGGIGEAMEIIGAVPTSMDATEVRQTLDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>BAQ69058.1 possible tellurite resistance protein [Rhodovulum sulfidophilum]DSM2351
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFLFMTFGYGLKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALAEILLWAGLLLHTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVFLYATTGVALGIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGVSPLWGALSFPMAAFSSLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>BAQ69059.1 cAMP-binding protein [Rhodovulum sulfidophilum]DSM2351
MQDAATCPHSAWIGELPGGLRRRFEPGMAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSSG
>BAQ69060.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]DSM2351
MAMTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDS
AAEDLLYDLEQTCC
>BAQ69061.1 inosine-5'-monophosphate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>BAQ69062.1 hypothetical protein NHU_01907 [Rhodovulum sulfidophilum]DSM2351
MGSPEDGFAGALDCKGALDPTAGGGIAIISLAGGLTDIGARGCIAVKGRVVMKPSMACATCLTHIHDSQMQSQGPRLFEA
PSSARSRSSS
>BAQ69063.1 UDP-galactose-lipid carrier transferase [Rhodovulum sulfidophilum]DSM2351
MSIAVLQAPAAEAGAMPTDRLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERRDGRVSCWVRRVGLSGLPLLWSVLRGEMSLVGPRPATRADLARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIATALMRRWRPGRPQPGLALLSGTVPLIVSSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>BAQ69064.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAVADPAFGRDRPDLQELRGAVDHAP
RLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALETAAENVRGQFAGEADDIYAQLKRY
LRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDYANRAFQLAHVLALADIPYLLDSMIGEGGIDGDLAAARCRVE
LANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVGFFLIRVDKAGNVTKRVNATPFAL
AEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLAVALGCERGEAHRIGYAQAVNLGA
EGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>BAQ69065.1 hypothetical protein NHU_01910 [Rhodovulum sulfidophilum]DSM2351
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTEMFRQLSETQQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>BAQ69066.1 hypothetical protein NHU_01911 [Rhodovulum sulfidophilum]DSM2351
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
LLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRIMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>BAQ69067.1 integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAVSSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLATVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>BAQ69068.1 short-chain-fatty-acid-CoA ligase [Rhodovulum sulfidophilum]DSM2351
MQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQVRRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAPLN
PAYREEEFAFYLEDLKARAIVLPEGYDGPAATAAERLGLIVLRLSVDPSEPAGRFSLKAGGAGGDCDAGAPGPGEVALIL
HTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGWMS
EARPSWYTAVPTMHQAILSRAARNRDVIETVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLPRG
SQKPGSVGVAAGPEVRIGHEAENRLTEGTGEVVISGPNVTPGYEGNPEANAKSFFEAEGRRWFRTGDQGAFDAEGYLHLT
GRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEDAEADEREIREFAAGRMADFKVPRKV
VILDEIPKGATGKLQRIGLAEKLGLSEPA
>BAQ69069.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]DSM2351
MGAKLAQAGAEVSLVARGPHLAAMRARGLRLVEEESGTDETVPVRAAEDAAELGEQDYVIVTLKAHSVPPVVDKMQPLIG
AGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRHIEGNRFSLGEPDGS
RSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCADPGTRGVARAMMLEAQAIAEKLGVK
FPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRARVAGLYDG
>BAQ69070.1 histidine kinase [Rhodovulum sulfidophilum]DSM2351
MSDSLIDPTDPPERQAEKLRQIAEVLMRRVEQATDDDGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHLDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLATDPALRFDIAPTELLDWVHHTERRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHLEQRVLARTLELEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAEAAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAQIAQHECT
>BAQ69071.1 GfdT protein [Rhodovulum sulfidophilum]DSM2351
MDRNATPARTLSRQPPLVREAVADSRDTGDVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVSVTGCTTAGE
IGPEGYAEGAMVALALPAVHFRAETMVIENLAALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAI
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCAVRAFSHDHLMPGRVRMVVTAADPKRRIVQRINAE
PAAREYARLLGKDPNQLSPLPFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEERQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQVPPCP
TA
>BAQ69072.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSPDPILPTAPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQNAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>BAQ69073.1 carbon monoxide dehydrogenase operon G protein [Rhodovulum sulfidophilum]DSM2351
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDIDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEEPAAEEGAE
APKGKGWLGRMMTRKAEAE
>BAQ69074.1 carbon monoxide dehydrogenase, small subunit [Rhodovulum sulfidophilum]DSM2351
MTKVSMKVNGKPVSGEIEGKTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHIDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPTEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>BAQ69075.1 oxidoreductase molybdopterin-binding subunit [Rhodovulum sulfidophilum]DSM2351
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTAAAEAMPGVLRVFTGTDFGGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALAADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVSGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLGELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>BAQ69076.1 carbon monoxide dehydrogenase, medium subunit [Rhodovulum sulfidophilum]DSM2351
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASSARLVSLTGIDELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFLQPASRFALVGVFVARFADGVRVAVTGAAEEGVFCWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLTGRAVAGAS
>BAQ69077.1 hypothetical protein NHU_01922 [Rhodovulum sulfidophilum]DSM2351
MSRENPVTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFR
REIPNFLRLDPFRLTDLAPAPAAEDEAEIAPDDPGDDPGLEAGLPEEAAETAPAEDADETAGMPDEIAADADAEDELSAP
GLPMPEEAEDEAAAETVVAEEDAADFDSAEGQDVDAPDTEASLAEAMPEAAAEEELPDVTGIPEPEAEDETATGLADLSE
EAGPGPDIGLGEDDILTDMPEAETSVEDDLAATDSSDIAALEETGNESPDDTAELEEASDETFGAALDRVMDRLDLIEFM
LGSPCDDLGDADPGESLGTRIATIEAAMARVEDSQQRLAEGLERVEAAVARIEAALDTLAQPSPPPEEDTDSSQAAIEAI
EERIEAIAERLGDVQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGRGEEPQGNLD
AVLDRLNATQESIAAMVSQLLEGNSAAERRFGA
>BAQ69078.1 putative signaling protein [Rhodovulum sulfidophilum]DSM2351
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLSEAPATAAYL
AGSGRVRPAQMRRDLERLVDGVTAQVLLFDRRGNVRLRVPGRIGHPVFGLAETRQGLGLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGAGRDASAAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLVLEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKVSFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>BAQ69079.1 chromosome partition protein Smc [Rhodovulum sulfidophilum]DSM2351
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRRQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATEAAETAERAADEARAARDAAGTEAADLA
ETVERAKAAAETAQAERREAEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAARERAATASAAADAAEARAAAQAQEIAEAEARHEALLAEGQETETALTALREELEAA
TGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADTTEAPE
AAPPEPPAPAARAPGARPAFRAGPAPSAEAVARVVSEAPGLGEASAAERAELERLLGEGMCAPDALRSVFGGINRQTLVS
LIRGLGRC
>BAQ69080.1 KDPG and KHG aldolase [Rhodovulum sulfidophilum]DSM2351
MSLFSRPFPGLQAGLLVIFIAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQSGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTDIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>BAQ69081.1 OmpA/MotB domain protein [Rhodovulum sulfidophilum]DSM2351
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPRQGARQGEDT
ALQIVLAGLPDLEPHLEQSHPPLLGLSRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDPGALALIHDQAHGLPRLV
NTICDRSLNSAFGAGRPRLDGAFIRELLAEWQDSGDTLCLLECPAPSPPPAPQTAPPGAPPRPVAQPPPPDAAAVPSIPP
PPISEPLSASSSVSVSGAVSAPGLPPVPPRPRRRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLAGA
GPVPESRRAARLSDRSQAAGTVPGAESAQTNSTETGASAERLARTRTRIEAAETRLAETLSELERLAARLRDATQETGAA
EARRDAARDAAKRAEADFAQLQDRIAEAELRLDALDRRLAEGDADRLTGLQATAAPPAPKPGPDPRPDPAPAPAPATSPL
ELDAAPPDQRVAQRQYRHALGSTDPLDIAIAYSLAAVNGQSRAAYYLGQIYEVGDGVERDIGTARQWYRIAAAEVAAAQV
RLEDLPKGPADPDRAKARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPEARFATALTAARLALPARPSLLWWRIRAGR
SAPTEWQRIDPR
>BAQ69082.1 hypothetical protein NHU_01927 [Rhodovulum sulfidophilum]DSM2351
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>BAQ69083.1 NAD-dependent epimerase/dehydratase [Rhodovulum sulfidophilum]DSM2351
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGVRPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFTRTNLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDSFAP
VALRATGIYGPAGPGRAHKWQSLFDDFRQCRPISPRRGTEIHGDDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSSVSAMRCDRLASLGWRPGGIARLHATLPALCHPCPAG
>BAQ69084.1 glycosyl transferase family protein [Rhodovulum sulfidophilum]DSM2351
MTDGLRPARPAGSPNAYVTLVTNADFALGAKALLRSLKRTDGRASDICVLHTGGVAEADLTPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKAQRLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>BAQ69085.1 UDP-sulfoquinovose synthase [Rhodovulum sulfidophilum]DSM2351
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
KIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>BAQ69086.1 Tat pathway signal sequence domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDWRSGSVIPMDLRNYDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLR
SRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAGACHAGGVGRYSRSNFVHMDCGPVRSWGR
>BAQ69087.1 hypothetical protein NHU_01932 [Rhodovulum sulfidophilum]DSM2351
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>BAQ69088.1 UDP-3-O-[3-hydroxymyristoyl] glucosamineN-acyltransferase [Rhodovulum sulfidophilum]DSM2351
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAGGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RLAMAGLTRMMDPGPEIGPDIHPTAIVDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIESYKGLRRLPRLFAQVAELQKAVSKLADRD
>BAQ69089.1 phosphopantetheine-binding [Rhodovulum sulfidophilum]DSM2351
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>BAQ69090.1 beta ketoacyl synthase [Rhodovulum sulfidophilum]DSM2351
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARVAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREAEVSAVLSNAFAFGGLNAVLALR
KA
>BAQ69091.1 Invasion protein B-like protein [Rhodovulum sulfidophilum]DSM2351
MTMREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>BAQ69092.1 CBS domain protein [Rhodovulum sulfidophilum]DSM2351
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>BAQ69093.1 tyrosine recombinase XerD [Rhodovulum sulfidophilum]DSM2351
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRRGCFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSPDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARQALTAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDSDPS
>BAQ69094.1 hypothetical protein NHU_01939 [Rhodovulum sulfidophilum]DSM2351
MSTSARTAALVAGALTWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGVTGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>BAQ69095.1 hypothetical protein NHU_01940 [Rhodovulum sulfidophilum]DSM2351
MVRLIKALFIIIILLFLGLVGFAYLGDMDPAQQTVTESLTLDVD
>BAQ69096.1 shikimate kinase [Rhodovulum sulfidophilum]DSM2351
MGTKLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVL
STGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSV
EDMAGRVIEALKTRPDVLEAA
>BAQ69097.1 3-dehydroquinate synthase AroB [Rhodovulum sulfidophilum]DSM2351
MSATIETVHVALPGRAYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDAAFFDWLEAQGSALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRGLLDEALAGR
>BAQ69098.1 aaa atpase protein [Rhodovulum sulfidophilum]DSM2351
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>BAQ69099.1 dnaK suppressor protein [Rhodovulum sulfidophilum]DSM2351
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>BAQ69100.1 FAD-binding monooxygenase [Rhodovulum sulfidophilum]DSM2351
MSLGSRKITVLGAGIAGLTVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLKLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGTVAPGFTGQVAWRAVVPAGGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLTAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYNYDATLRYPAAS
>BAQ69101.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]DSM2351
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLKTHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIESE
LRAGEKPSDHVPVWLSLDA
>BAQ69102.1 twin-arginine translocation pathway signal sequence domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>BAQ69103.1 delta-aminolevulinic acid dehydratase [Rhodovulum sulfidophilum]DSM2351
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPYTDASLKTELCEEAWNPDNLSNRLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>BAQ69104.1 hypothetical protein NHU_01949 [Rhodovulum sulfidophilum]DSM2351
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTMLVGVNARRYLAVATEAGLWI
AALGGFVLTMLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>BAQ69105.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]DSM2351
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLGAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAASDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>BAQ69106.1 MFS family multidrug efflux protein, similarity to bicyclomycin resistance protein Bcr [Rhodovulum sulfidophilum]DSM2351
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVGSPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPRR
>BAQ69107.1 DSBA-like thioredoxin family protein [Rhodovulum sulfidophilum]DSM2351
MIRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALSQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>BAQ69108.1 AMP-dependent synthetase and ligase [Rhodovulum sulfidophilum]DSM2351
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPEIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHDPA
>BAQ69109.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>BAQ69110.1 peptide/nickel transport system, substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MTGILQRAARVAGFAFTTILPAILSAGQAPAGPPAHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRTGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGASDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>BAQ69111.1 D-beta-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>BAQ69112.1 patatin [Rhodovulum sulfidophilum]DSM2351
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARTEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGPMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>BAQ69113.1 lysine exporter protein [Rhodovulum sulfidophilum]DSM2351
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>BAQ69114.1 integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MFESKEPTAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVVRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPANDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVVPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>BAQ69115.1 permease [Rhodovulum sulfidophilum]DSM2351
MGRTCPILQGGGGLLGFPPGFERPRVKTVGRPHNPPNLALSALHTLGEAPAKQADPGHAGVSASKSARRQSEAIVARRPC
P
>BAQ69116.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]DSM2351
MALPDFSMRQLLEAGVHFGHQTQRWNPRMGPYIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPDGVDYIIPGNDDAARAIQLYCDLVSRAALDGMSAQMDAAGVDIGAL
EEAPVEELLADARPEGEA
>BAQ69117.1 translation elongation factor Ts [Rhodovulum sulfidophilum]DSM2351
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKVADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>BAQ69118.1 signal transduction response regulator [Rhodovulum sulfidophilum]DSM2351
MASADQRPRKTLTIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPAIGFAVFGLLFLLRRQPSGLRGPVRMLACMVA
LLAEPHQRQTSLLFLAAAWVGTTMGVLKLAFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFAGTSYGTYTRA
LVAGALLVPWMSGFLYFLNVRPDPASHLALELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMA
LGNRDEARGVVLFDLDHFKAVNDALGHDAGDRLLCDIAQIANRNIRESDLIVRWGGDEFLLVMASSAEVLLVQMAERLRQ
SIAAHAPMRIGAMPHRVSTSFGVSMVQPGEAGIGRAIRRADAALYAAKIGGRNRVMSAAALCEAEATVDPLVRRTPPRLV
S
>BAQ69119.1 diguanylate cyclase domain protein [Rhodovulum sulfidophilum]DSM2351
MTVFTPTASPAQPPLPQALRLLCLALLVTAVFGALHYIMVAPSRHVPALHPAGAFGFVLFALSVLLRGSKAWGLRLWTAV
GGGVALLAGLRLIDGLLPGGPYLSGAFPLWPGRSPGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSA
MTDLFEAAIWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIATLHAVPETVSA
RLLIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEA
DERAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAAL
QRAESALYVAERRGGGTLVRVSDLAETGQGAEARNTPPVTWEGRRGPPK
>BAQ69120.1 hypothetical protein NHU_01965 [Rhodovulum sulfidophilum]DSM2351
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWAKHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLARDALDVETTAQAVLKAW
FQNQIFRANTP
>BAQ69121.1 di-heme cytochrome c peroxidase [Rhodovulum sulfidophilum]DSM2351
MTRTGTGTGLTLAAALLACGAASADPEEGAYRSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADIEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAVRQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASAGTGGTDTDR
>BAQ69122.1 phosphate regulon transcriptional regulatory protein PhoB [Rhodovulum sulfidophilum]DSM2351
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSEKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGTDPVRTVRGAGYALG
>BAQ69123.1 phosphate transport system regulatory protein PhoU [Rhodovulum sulfidophilum]DSM2351
MSDVMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQ
PSAGDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQ
RDLEVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>BAQ69124.1 phosphate ABC transporter, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MYDNSDFARATVTGETKIAAHGCQVYYGDSQAISDVDIDIAGNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>BAQ69125.1 phosphate transport system permease protein 2 [Rhodovulum sulfidophilum]DSM2351
MTDIPVSDARPERAAPARSGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>BAQ69126.1 phosphate ABC transporter, permease protein PstC [Rhodovulum sulfidophilum]DSM2351
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTHREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>BAQ69127.1 phosphate binding protein PstS [Rhodovulum sulfidophilum]DSM2351
MPQDYDPPEAAANRVARTNQELSMSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVV
ESGGSSAGLKRFCEGVGETSIDIANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALA
AELPVDGKMVANPNATWADANPELPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVR
TDGKSVDIDGDYTETLARIDSNPNGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIP
GLKEFAEFFVSDEMAGPDGPLAAYGLVSDPELAATQQKVANEETMSN
>BAQ69128.1 PAS/PAC sensor signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLSGVEAEAHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>BAQ69129.1 hypothetical protein NHU_01974 [Rhodovulum sulfidophilum]DSM2351
MGNTGTDRSAQMAPGVDRNGMALLIGFDRVDQPQLGMPFIGARCEHLPYDLVQAALSSLQGVEMIVSPLLTEQFDAMDLA
QQLQLGGYRGLYVVVTPVLPNTEIVRREIAALCPGMTVQMIPRTRH
>BAQ69130.1 ferripyochelin-binding protein [Rhodovulum sulfidophilum]DSM2351
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>BAQ69131.1 guanylate kinase [Rhodovulum sulfidophilum]DSM2351
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>BAQ69132.1 YicC family protein [Rhodovulum sulfidophilum]DSM2351
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGALQI
DPVALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGMSDSAAPEPETASLLAALSADLTPLLDEFMAMRATEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLSRVMETAAGVDPDRLAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKATIDQMREQVQNVE
>BAQ69133.1 hypothetical protein NHU_01978 [Rhodovulum sulfidophilum]DSM2351
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPTLTVIQGGVVEPAC
>BAQ69134.1 3-deoxy-D-arabinoheptulosonate-7-phosphatesynthase [Rhodovulum sulfidophilum]DSM2351
MTTWQKSDWRARPRVQMPDYTDAAAMDAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWVGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>BAQ69135.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MISFAGAVEPFRIANRMAGRTLYRWRLAAEGGEEVTGSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRALVGWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>BAQ69136.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MKKLLLASAATLGCAGAANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLGGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGVLRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAASSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>BAQ69137.1 branched-chain amino acid ABC transporter ATP-binding protein LivG [Rhodovulum sulfidophilum]DSM2351
MIRVENLHRHFGGFHAVDGASIEIATGSITGLVGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLGSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPASEAGA
>BAQ69138.1 high-affinity branched-chain amino acid transport ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGSNAYTDTGRALLDDPEVRRTFLGG
>BAQ69139.1 putative aldose 1-epimerase [Rhodovulum sulfidophilum]DSM2351
MMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRRLPGRA
GIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALRLDPEDGALQAIAVSVHGSCAESE
>BAQ69140.1 histone-lysine N-methyltransferase, H3 lysine-79 specific [Rhodovulum sulfidophilum]DSM2351
MADDASTARAPLRRPAPDHCRREGAAAAAARGGGGRKYPVFPAGRPVAATYIGTCQ
>BAQ69141.1 branched-chain amino acid ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MDFINAFVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLVTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>BAQ69142.1 branched-chain amino acid ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHILLALAVGLGVILGAIQIWRRVGRGAIRGLAMVIWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>BAQ69143.1 hypothetical protein NHU_01988 [Rhodovulum sulfidophilum]DSM2351
MVKQLKQVLRGLCLILWAGSAVAQAQVQGQGQGPMLSAAPSPVERLLSVGRPLEATIHQAACCRVCRKGKACGDSCISRD
RTCRKGAGCACNG
>BAQ69144.1 hypothetical protein NHU_01989 [Rhodovulum sulfidophilum]DSM2351
MKTDILILVPAAGASSRMHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVDPA
EGMAASLRAGAAAARAAGARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPALEAVAG
DTGGRDMLAAETVCPVVLPGERAVTDLDTPDAWAAWRARSGH
>BAQ69145.1 putative membrane protein [Rhodovulum sulfidophilum]DSM2351
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAEYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYVYARQMRVAGEI
>BAQ69146.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MARKKLVGQRIMLENQIRGLAVVFGTRLPRGLSPAFVEHVFAMSEGVVGLSAAMRGLISARGAVLSAIAALDTDIKHLVR
QSKACRRLMTVPGVGPLTALAFTAAVDDPGRFRRSRDLGAYLGLVPRRYQSGEIDYTGHISKTGDRRVRTLLYEAANVML
TRYKGALKLKEWALAIARRSNMRKARIALARRLAVIMHAMLKSDTDFHPA
>BAQ69147.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MLDREGEIIAEAIAASTPEAIGETVGQAPACKVVVFETGRMAPMLYHGLAERGVPVVCIESRQAYQALKTLATHKTDRN
>BAQ69148.1 hypothetical protein NHU_01993 [Rhodovulum sulfidophilum]DSM2351
MAPGGEASQRPDQTAPGAPLSVLEALPPEPGDLASATDGTAGATAPAGLDEASAPVFGFERDLGVTTASLGDPTDAGFWA
LTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYASE
>BAQ69149.1 molybdenum cofactor biosynthesis protein MoaA [Rhodovulum sulfidophilum]DSM2351
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLRDHPDSDAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>BAQ69150.1 hypothetical protein NHU_01995 [Rhodovulum sulfidophilum]DSM2351
MNKTALTAASEDIITLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICA
ADMGPANFVHGYRGASRPGSNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARQFEFEDDD
RPAT
>BAQ69151.1 gamma-aminobutyrate-alpha-ketoglutarate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPGKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGAI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTTKALRVVLG
>BAQ69152.1 ectoine utilization protein EutD [Rhodovulum sulfidophilum]DSM2351
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>BAQ69153.1 acetylornithine deacetylase ArgE [Rhodovulum sulfidophilum]DSM2351
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEADGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVDWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARRLLS
ELTGQPRAETVPFSTEAGLFQTLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTA
>BAQ69154.1 hypothetical protein NHU_01999 [Rhodovulum sulfidophilum]DSM2351
MLIRLRELGFAPGVISDANARSPLRGLKLQDPYLHDRTMTRHLALRSRSDRFKG
>BAQ69155.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MQQSWFEGPWRQWRSISPRTGFEGLKDLPPIHKSQSQTTSPETVERIKALSLEHPAHGCNRFEAMLALEGVRVSSITIQK
ILNKNGLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQNPCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVD
TFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRALDLPVKAVLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNG
FVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHYNSQEG
>BAQ69156.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MVWLAPSDPFDADQLARPVVGIASRMVQHDSGWHSHARGQLLFAYAGSIRIMLPDATSILPPIRMVWIPPGTPHRVTIRS
EVEYRSIYLDETRVAAPFAGTAIIAMTPLLREVFERMSLQPFDTDWSAGAAQNLLAVCLDELATARHEPMLLPVPSDPRL
ARLDIEELPPGLEDLSCRIGVTTRTISRIFRRETGMSYQAWRQSWRLLRAVDLLASGLGVTRVASDLGFSSDSAFIAFFR
QMTGETPKRYIDKRG
>BAQ69157.1 major facilitator protein [Rhodovulum sulfidophilum]DSM2351
MFRRPPLALVILLLSFPQIVETIYSPALPLIAVAYRATPEEAAQTLSLWFVAFAFGVVSWGRICDLIGRRPALLAGLALY
AIGAGWAMIALDFPQLLLARLISAFGAAVGSIVTQTSLRDSYRGTDLSRVFALLGLALAVSPAIGMFLGQAISSHAGHQG
VFAGLGLLAVLLFVLSLVFWPETRPPEIQPQHFLPTLQDMLRDGHIWRNAVLIAAFNLAIFGYYQLGPFLFERLETPWLE
FGESGLVLAAASLLGAWANSLLLRRGTPPRDLVGYGVLLLAIGALLLSLLASGPAFVIGMAVVALAYAMAIPNILAEAVQ
NYTDRLGTAGAILSMLYYTLLGLGLVVAGWGQRLDLLVLACAMLGALAFRGGQLTRR
>BAQ69158.1 hypothetical protein NHU_02003 [Rhodovulum sulfidophilum]DSM2351
MLRAGRDPITERKEERAATKAQRDKTDPTFAEMAQRVFEARKATLRGGGERGRWFSHLQRHVLPHIGKMRVSEITPQDIK
GALAPIWRTKFPTAEKALQRTRIVLREGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLSAGTVGHE
CLRFMMLTLVRYMGCAGARAAEVDGDVWTVPPERMKGTLKYVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSA
AIEKALRVLKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENV
VSSGSSADG
>BAQ69159.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MRTGLIFGVIEALTPLIGWAAGVAASQYVSAVDHWIAFVLLAGVGLHMALHADNGPEGKASSSSLWGGSYFPRLLSALRC
NAPETGDQ
>BAQ69160.1 diaminobutyrate decarboxylase [Rhodovulum sulfidophilum]DSM2351
MLSRLLPDRDMSEIPENFLPIESIGIEDIDNLFESKRFSQHASQAIDQLITYLGDRSTRGLALTDPAGIRAAVTRLTRGG
QTSDTAEHDRKLLEIVDLYLRTGIQVYSPGYMGRQFSGPFPVTAVVDMVSAIATQPASFYEAGALPCVVERVMSEEFNRF
LGFPSDRFTMFTTSGGSLANLTALLAARGRRYPQAWGEGMGETDCCPAIAVSSDVHYSITRAAGILGIGENRLVRLPLDH
ARRITPAGAREALDAAAARGLDVFCIVANAGSTSFGAIDPLDELADMAAERGIWLHVDGSHGGSLIVSDRLRPRLAGLNR
ADSLTLDAHKTMFVPAACTLLFYRDRDQATAAFRQEASYVFENTSDVYSEYNSADRNFECTKRPMIMSLWALWAMYGRTA
IAEKLEALCDMTRKAHGILSVAPDFVPLHLPETNILCFRYLPNEQLSPKALGALQTEIRSRVRARGRFFISKVDIDGVSA
LRLVLMNHRITTDHIRQMLDEVRAVALTIREEFPQSEEI
>BAQ69161.1 hypothetical protein NHU_02006 [Rhodovulum sulfidophilum]DSM2351
MSTDTALRPVADTNTIAGLIAADELQPGSPAAIRGLESFLSKIRRAEQLTGRRFAEFAPDLQDALILRRLQQMIGTLQSN
PSWAARLAAAGITGAVRDFDQWQSIPLTDKTVMRDLYMGERQGLAVPLSFGGFEIVASGGTSSGQPVETVYSLRELQDTY
EFAGEFMGRYQLAPFFDEDAPKWVMTTLADYNLWSSGTMVGGVLQKIPGTNYLGIGPVTKDVFGHLMRYIGPKAFMSITA
SVAALPELGSELSDDARRSLRVALYGSGVLNARHREELKAAYPNVSILSYFAATQAEAIALQLDPASPWLATVPGLHLVE
IVGPDGRWVKDGEEGELVVTRLHAHEAPLPRLLIGDRVIRRPGVAGAGLNTMQFEYVGRSGDVIHLGDTQFSAKRVLDGL
GHGLAAIGIDLNRAAREVQFVNDRRNRRLTLLVAADEPEIINRQVGLIGAHGTYQMFGDALIRSLSLFNQGEANFHYLAK
TGYHLELRFVPPGAPEINRTAVGKTPLLCDKQQ
>BAQ69162.1 hypothetical protein NHU_02007 [Rhodovulum sulfidophilum]DSM2351
MQPVNILMTVDSITALSLGTLTGNLYLTDDAWCSQGKGTEALKTACQRGQTVNWRVLAVDVQSPAVIVDIRFLDDAATLN
NSVGTSSEKAIDPDTSRYIRPFWQTWSGIIPCNLQPGLYHYHLAFQIGAGPNSVLFTTSPALQLTA
>BAQ69163.1 hypothetical protein NHU_02008 [Rhodovulum sulfidophilum]DSM2351
MGQQLGIVAMVDIAAAIEANDLRGHLWLVDNGRWAGSTGEGTGNLASALDVTDSALAGAPILNWFQIGIGSIPITVPQTF
FLHDEDRKALAQTALSAKHRSRFSARLRNILGEEINIRNSPRKMAASTEPTRALPHAGQGFLEPGRARFRNTRKSRVTRT
DDQDLIHYPDPVIARIDGEAVEKKVIFPAQYGSPQLFSDGLYWSASVNPAMLGVYSYTLWITLYYARRDKDGEVTDHSVT
LPHDAWISVSTGAIRSGFSNSTLDIIPA
>BAQ69164.1 hypothetical protein NHU_02009 [Rhodovulum sulfidophilum]DSM2351
MGEVDTATARSGSDANAKRVITVIGLVDVVGALAEDALGRDLYLFDDNKAGGSSGHGTSCLRTCADAEDLVVWEVMPLEC
EAFARIDDVLIDEKYAPYIDLESGVYDPSSVVYWAGRILKPLPPEGIPYRLAFRLGSRPEPLIAEASSLLLAATPEDEAD
LPPEPGTEIAETASDAKPAPSAAAASKASASKKSPATSEADDVGSSKGARK
>BAQ69165.1 hypothetical protein NHU_02010 [Rhodovulum sulfidophilum]DSM2351
MTKSNSLRTNSRPRQIVRNSLQVNVIAIVDVARAIFSETLDDAVIFVDNSVTPEGKPSPGRGTTALKTQCLEGMVINWIV
YPVGPYGVPVPVSIADITFDEPICVKLQSYGSIVTAHSPNVIPGVTPSYDYWAGMVRPEVEPNTYGYRIEFQIGTQRMGI
STPAVEISTIPAPLQASGDRGKAQYVLG
>BAQ69166.1 Isochorismatase hydrolase [Rhodovulum sulfidophilum]DSM2351
MMTKALILVDVQNEYFDGGKLPLPDMDEALTHIEALLTCFRSNRAPIFHIQHFALTADGPFTLGSPGAELHDRVKPQLTM
QPPEIVIPKYYTNAFRMTWLAAALQGSGVSEVVVVGAMVQNCIDATVRGADDFGFKVTVASDACAAAPITLKDGRVIEAA
TVHDLFLEALNNVADVLPTTEVIAVIEQERDHAADHVSWGG
>BAQ69167.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MPLTADHFNGHFCNAFLNETLLSSWAGSRRKIIAYQRDERRRRPTPALEKPLLKTVAKTRLAMRTVSFPEAT
>BAQ69168.1 hypothetical protein NHU_02013 [Rhodovulum sulfidophilum]DSM2351
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>BAQ69169.1 lysozyme [Rhodovulum sulfidophilum]DSM2351
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEDRIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIPA
DVPFRWSGA
>BAQ69170.1 hypothetical protein NHU_02015 [Rhodovulum sulfidophilum]DSM2351
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>BAQ69171.1 hypothetical protein NHU_02016 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ69172.1 hypothetical protein NHU_02017 [Rhodovulum sulfidophilum]DSM2351
MTQGTYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEVTGTWSDFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMGNLAVTT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>BAQ69173.1 Host specificity protein J, internal deletion [Rhodovulum sulfidophilum]DSM2351
MAYRLILPALLILLASLALILSATPAAAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDE
ITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDVAAGSG
DPDHWGQVGSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVL
DPREWTSSALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETATPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATR
GEILEASRMERGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGSDLVFRAFSGEASGPKLARATLPVSAVAGRRGT
IYVEIDRTTGTVALWFKGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGATEDRYAFNG
VLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHV
VTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGW
TAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKT
RVRLAATTDNPFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPP
GAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDA
MGTPGPVSGIAVRAASIIPTTTVATLAEAPGFAGAAEGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELL
ISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSLTDDAPDTARWGPWQSFDAADYSGRAFRFRAVLSVESPDY
TIGITGLTVTALQAA
>BAQ69174.1 hypothetical protein NHU_02019 [Rhodovulum sulfidophilum]DSM2351
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGTMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>BAQ69175.1 hypothetical protein NHU_02020 [Rhodovulum sulfidophilum]DSM2351
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRS
>BAQ69176.1 hypothetical protein NHU_02021 [Rhodovulum sulfidophilum]DSM2351
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAVISAWIASLNGPAGSFELDMAAM
EYDGPHGKISADPIVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAGEPTAAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGTWALAGPETVLSVSQARVRTRTLQIREAL
>BAQ69177.1 tape measure domain [Rhodovulum sulfidophilum]DSM2351
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGAVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAAELQKLPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGAAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVKAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWGDVMVYFQEKWSGFLAKFADLPDFVP
GAKAMKAAADGAADGLTAAKEAAAAAGDEAKRLKLEANGIADAMIRTPLASMQALKETLAGVSEEAGNTATSLARIGDAA
DDGAGIEKVKKKTKDLADTAKETGDSFKTFFKDLAKGSGDAGDAISALADRMLDDLLDRAMSPLSNALGGFFDSLFSGMF
GGAGAGAGGATTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPEAILPLTRLGNGKLGVASLGGGSVR
MGDVHVSVAQTNADPRQIAEAVRQVSREEAQRVYARQRREGR
>BAQ69178.1 hypothetical protein NHU_02023 [Rhodovulum sulfidophilum]DSM2351
MAGAAARTRVGQHRDRWLAWHIAALARAPVRDFPEAEEFILPPDPKRAAAVMTLRARVMHARFQQQEQTKR
>BAQ69179.1 hypothetical protein NHU_02024 [Rhodovulum sulfidophilum]DSM2351
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAEEL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKA
>BAQ69180.1 major tail protein V [Rhodovulum sulfidophilum]DSM2351
MSEADIAWGYGVEVAEDVAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSTSDN
LLIGLKASGNVRQIRVTFPGGTVWTFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGPEG
>BAQ69181.1 hypothetical protein NHU_02026 [Rhodovulum sulfidophilum]DSM2351
MSFKADLTDLLLSDPGLAALVGPRITWGRRAPGEELPALVLMRVGATRDYHMKGVGALCRTRIQAEILATTLAEAGEVEA
RLVARLDGIRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>BAQ69182.1 phage protein, HK97 gp10 family [Rhodovulum sulfidophilum]DSM2351
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKAALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRKLVR
DDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQPFMRPAWDATREAVLAGIAKGLGHEIAKTVARRAKRLA
ARRAQGGGS
>BAQ69183.1 hypothetical protein NHU_02028 [Rhodovulum sulfidophilum]DSM2351
MSLRLDRRVTFERQGAGRNALNEPTGAWAEIATLWAARTDLSETERAAAGQIGAVRAARFTLRRSVLTRSLTGTDRLRDE
GMIWNITGVAARGRWVDVSAVSNGRKEEA
>BAQ69184.1 hypothetical protein NHU_02029 [Rhodovulum sulfidophilum]DSM2351
MILEETPPPGVSVEAYKRASHWEGDADDARIVACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPARELLGV
TWSDAAGDTVLDAGAARLLFADSEPQILFAEGAFAAIPSGSALAITLSVGPDIVPPTLAQAVILIARDWLDAGIAIETVE
SPRIAFGARALIRQMRYRRPGIWCRR
>BAQ69185.1 hypothetical protein NHU_02030 [Rhodovulum sulfidophilum]DSM2351
MTMTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGDDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATRE
AALARAEAKAETGAPPKQGKAAGKETAKDPARDAATA
>BAQ69186.1 phage phi-C31 gp36 major capsid-like protein [Rhodovulum sulfidophilum]DSM2351
MPKPRDLNDLRRERHAAAAQMQERADALAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPAQTPAPQAATPRNPAHRGVEVGFMLHALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIPAAQSEELI
ALLRPRVTVRASGARTVPMPAGELRIARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMA
QHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVHPGWIMRAS
AKNWLASLRDDRGTPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDAN
GETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>BAQ69187.1 peptidase [Rhodovulum sulfidophilum]DSM2351
METTIASLLGAAPLALDRSFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERYLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSL
AGSIGIMRQAGWPVGPDRAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPGDLAARLSVT
DDPADGGATFGPEAAIARGLADRAETRLAFYDRIFAAHAPRPAAARRSSGRGHLAQAAAAQARATL
>BAQ69188.1 HK97 family phage portal protein [Rhodovulum sulfidophilum]DSM2351
MMRTEPPVTAGMTSAMASAGPVEPSGTRTPSPWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACCNVIAGDLAKVPLRL
YQRMGPSRAEPVVEHAATYLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTLLDVIRPDLCAELRDGRAR
FYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEARHR
NARRVRNALTDPEANGIPIIGATEDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKT
DCLLHWGGFVEAQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAEDGRAPVEGGDRLNP
APNMTRDDDSKTGTEEDED
>BAQ69189.1 phage terminase large subunit [Rhodovulum sulfidophilum]DSM2351
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLRFDCKAASRVLNFARLIKHTTGPAAGRPLALTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDTDNKHLISTAITNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPGDCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KRDYVAWRDQGWLEVHGGGVIDEDQVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>BAQ69190.1 hypothetical protein NHU_02035 [Rhodovulum sulfidophilum]DSM2351
MRGQKPKLDNVVPMKADQTAPVPEAPDWMSAEGREAWDRLAPVLAGKRRLDPAFHDPFAVYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>BAQ69191.1 HNH endonuclease [Rhodovulum sulfidophilum]DSM2351
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPAAEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRT
>BAQ69192.1 hypothetical protein NHU_02037 [Rhodovulum sulfidophilum]DSM2351
MKFISAFFRLIIGAVFGIASVLALSPALAAFSSEDGDSTNFVMLGVVALCALLGVFAPTIRRAFGRGFLLLGASTFALPI
STFLLSGRVASDTMASTSGEEVDAASAIGAGLAGVAMTGMAAFIGLIMGAIFLLIGLILSLGGRREVVIVERK
>BAQ69193.1 hypothetical protein NHU_02038 [Rhodovulum sulfidophilum]DSM2351
MTAALRSPVRTAPRTRRAMPVREVLEWAFGTECARLDHDEIEAVGGTGWRPFGMECVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARARRTPDWMPDARPRLKPEDWTVNRWGRHPKTADAATLGIEGWQPIPRRNRKGVLV
HDAVRFTPCVWDPTPARIAAARRAWLDWWGYLLELQAVLKGADLSRIRVTGDMPPMRPWG
>BAQ69194.1 hypothetical protein NHU_02039 [Rhodovulum sulfidophilum]DSM2351
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMVAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGTDPAH
LSPAEAAWLRDREVRLAHCRSIADLAGVSA
>BAQ69195.1 hypothetical protein NHU_02040 [Rhodovulum sulfidophilum]DSM2351
MMAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLL
AKALGITVDRWHQLCEREMTPLHGWARVRCDNGAIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRI
GAGQLLRAPQFLDRFDDWLAERYPETQRREGFIRQALDEFSAEAAQ
>BAQ69196.1 hypothetical protein NHU_02041 [Rhodovulum sulfidophilum]DSM2351
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQARK
SLPNGPARPEPMEELHHG
>BAQ69197.1 hypothetical protein NHU_02042 [Rhodovulum sulfidophilum]DSM2351
MSVGAEMLKDPGAAELAVDPPTVRAAQHIVESRKASVSNLQAVLRIGFSRAAGLMEALEAEGIVTAADHVGRREVAADVL
PPSLAVLADGPTVSLTGPNGATTGPIPLDTFTAAPRPPMKETPQDEAVRDRTYRVAADELRGFIERFETLAEEKAAIGDQ
QKEVMAEAKARGYDTKALRRLIALRKRHADDIAEEEAVLQLYREALGM
>BAQ69198.1 PAS sensor protein [Rhodovulum sulfidophilum]DSM2351
MGLMEMLALILGIQVSGGALFLGVLIWGMRHMAETSRRLDAKAADFDKEHARFLRTMHRLR
>BAQ69199.1 hypothetical protein NHU_02044 [Rhodovulum sulfidophilum]DSM2351
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>BAQ69200.1 hypothetical protein NHU_02045 [Rhodovulum sulfidophilum]DSM2351
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>BAQ69201.1 hypothetical protein NHU_02046 [Rhodovulum sulfidophilum]DSM2351
MMTARELAAALGRDNMSRVLGVGKTAVSNAVVRGGFPATWYFRMEKLCAERGLACPPSLFGMRGVLVASERTGSLSTDSE
GTAC
>BAQ69202.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MVEAEPQFKEIGIRLERIRLGFSDLNQKDWAKKHGFGPTQYNNWENGVRRIPVDAAEKLCSLYGLTLDAIYRGRLDGLSE
NARKVF
>BAQ69203.1 hypothetical protein NHU_02048 [Rhodovulum sulfidophilum]DSM2351
MKTILTASALALLAAPVLAATDTTEDQATAVSPASAPDCFAPINGTNAFQHNNAPGCVYYTAPTGNDRAPAASGEGGEGG
EGEGGESSDP
>BAQ69204.1 hypothetical protein NHU_02049 [Rhodovulum sulfidophilum]DSM2351
MPEQIDSTSDGRTTNNAVRHKYRALTNAEKSQMQDIKDMGAVFIAKLHEIGGTDPEGDRFGSRDLSLANTHAEDAVMRAC
RHITA
>BAQ69205.1 sugar_tr-domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLVLARIAEASL
>BAQ69206.1 tRNA pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>BAQ69207.1 hypothetical protein NHU_02052 [Rhodovulum sulfidophilum]DSM2351
MSIMDAIAPPPDALAAFVAEWRGAAPDVRLAAIRGALRRHGLEIPTLPFYEIQLFGLTARGRDEAEAAQNWMEAATRLCP
FD
>BAQ69208.1 hypothetical protein NHU_02053 [Rhodovulum sulfidophilum]DSM2351
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPP
SNAPAEAHPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLAPLSVTNRLTPPAPGTEAHKSWSAVHRAPPGPDRWKIRSRTFEGLAAAAAEQWGGQAGKEAA
>BAQ69209.1 hypothetical protein NHU_02054 [Rhodovulum sulfidophilum]DSM2351
MAETQWPREIWAAQSDPDDADGRHVFSVHATIPRFEGDSERDCAFHRYVDGDILVSADRYHLEMLTALRAQAEAAEAECD
RLRAEVEQLREGARRYRWLRSRDLETILAGGVFAGNTPENIALNLEDLDRAIDIASHHEDRSDG
>BAQ69210.1 TonB-dependent receptor [Rhodovulum sulfidophilum]DSM2351
MAETFTHSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAEWLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMKEGKADG
>BAQ69211.1 hypothetical protein NHU_02056 [Rhodovulum sulfidophilum]DSM2351
MVEISKVTWVYGTRNRLADCNIVSAGCEDSPATDGRHIGKRDAGRLLDGKMRDNVANA
>BAQ69212.1 hypothetical protein NHU_02057 [Rhodovulum sulfidophilum]DSM2351
MRNAQQLIAVDAAALAEVLARLDRIEAKIAPPPQWLTVHEAAARLGCTASTIRRKIAAGEIEARGSGRARMVRLS
>BAQ69213.1 hypothetical protein NHU_02058 [Rhodovulum sulfidophilum]DSM2351
MASITRHGKGWRAQVARRGERRSKVFASKREAQDWAARQEHLIMNANVIAADQAFGKLLERYAREVSPTKRGERWEVVRL
KRLGRDDLAKIRLRDLTPQHIADWRDRRLLDVAPVSVNRELSLLSAVCEVARREWGLLQSNPIRDVRRPPDPQPRNRLPT
DDEMKRLAFVAGPDLTRAGARAFHAFRFGCETAMRAGEICGLTRERIDFTARVAHLPMTKNGHSRNVPLTRAAVDLLRQL
PRMDPVFGMTAGRLDANWRKLRAAAAVEDLHFHDSRAAALTKLSRKVDVMTLAKISGHRDLSILLNVYYREDAASIAQRL
DEA
>BAQ69214.1 DedA family protein [Rhodovulum sulfidophilum]DSM2351
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFDQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>BAQ69215.1 disulfide bond formation protein, DsbB family [Rhodovulum sulfidophilum]DSM2351
MTATRNQLILLAAGASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPTLGLLAVAIGGRMLPLSGMVTMAVSTGLAIY
HSGVERHWWAGPSSCTSSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>BAQ69216.1 Usg family protein [Rhodovulum sulfidophilum]DSM2351
MPLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLSPDHPRLFKFIQFWQEAIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>BAQ69217.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]DSM2351
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPARDIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPITSGIS
IAALMKIDEPEDEWENLQLVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPDDAVSLVNVSICDAEDDVMLVTATGRAIRF
ATTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERVAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARY
AEMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISF
RSRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>BAQ69218.1 tRNA (uracil-5-)-methyltransferase Gid [Rhodovulum sulfidophilum]DSM2351
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGVTNRLMSHPKIRREDTEITSLPKDGHWIFATGPLTSDALGQAIRAQTGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>BAQ69219.1 hypothetical protein NHU_02065 [Rhodovulum sulfidophilum]DSM2351
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>BAQ69220.1 glutamate-tRNA ligase [Rhodovulum sulfidophilum]DSM2351
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGARVIGPDGLVYPGTCRGRSLTEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMVGL
>BAQ69221.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]DSM2351
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>BAQ69222.1 nifu protein [Rhodovulum sulfidophilum]DSM2351
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPAAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>BAQ69223.1 trap dicarboxylate transporter- dctm subunit [Rhodovulum sulfidophilum]DSM2351
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>BAQ69224.1 TRAP transporter, DctQ subunit [Rhodovulum sulfidophilum]DSM2351
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVTSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFEEMKPWDYRGYVPTERIPLPEILRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>BAQ69225.1 C4-dicarboxylate-binding periplasmic protein [Rhodovulum sulfidophilum]DSM2351
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>BAQ69226.1 response regulator receiver domain protein [Rhodovulum sulfidophilum]DSM2351
MKIEQTKNRIRQIGWLRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVLLEPGIDGPRLGFVAKAG
NWLGGVGMPGTSLRRISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLR
RLHDFNDGATEFPLTQSDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>BAQ69227.1 ferredoxin-NADP+ reductase [Rhodovulum sulfidophilum]DSM2351
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>BAQ69228.1 hypothetical protein NHU_02074 [Rhodovulum sulfidophilum]DSM2351
MATQIQREPKPMLTELRSVLTRCRATLWQDAAGAAALMVLLIAGLHLPGLV
>BAQ69229.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]DSM2351
MSGRPDILFPLFGALDTLDGIGPKSAGLLAQLGVEKPRDLIFMLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIGILTGRDKGKDREAKLAALASGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>BAQ69230.1 NAD-dependent DNA ligase [Rhodovulum sulfidophilum]DSM2351
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTISDIPGTLEGAPDILEVRGEVYMAHADFEALNARQAATGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREESDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGGRQLKNREGWGEKSAANLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDGPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>BAQ69231.1 two component transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSGAADTENKIKGFGFGADDY
MTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLELLSLRKGTTLTKEMFLNHL
YGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>BAQ69232.1 hypothetical protein NHU_02078 [Rhodovulum sulfidophilum]DSM2351
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>BAQ69233.1 tRNA(5-methylaminomethyl-2-thiouridylate)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHRGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQREW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>BAQ69234.1 hypothetical protein NHU_02080 [Rhodovulum sulfidophilum]DSM2351
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTPSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVETP
>BAQ69235.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]DSM2351
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAE
VVRLSPDALITIDSPDFCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIAREAPLCLALPGSRRGEVLRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTEL
TAAWPVAPLVIDPRGDPDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNI
VSDTFAVPEFLGANCQPGPIAAALCLLLEDPTYRAPQLEAMRLMMDRLGQGGERPGLRAARAVMDGLGAGR
>BAQ69236.1 hypothetical protein NHU_02082 [Rhodovulum sulfidophilum]DSM2351
MTGIPTALIAGSGALPAHLAHAMEAAGTPFLIAQVEGYEMAEAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VGALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDTKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLEPEETLARADALGLFLWVREP
>BAQ69237.1 UDP-N-acetylglucosamine acyltransferase [Rhodovulum sulfidophilum]DSM2351
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>BAQ69238.1 (3R)-hydroxymyristoyl-ACP dehydratase [Rhodovulum sulfidophilum]DSM2351
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>BAQ69239.1 outer membrane chaperone Skp [Rhodovulum sulfidophilum]DSM2351
MRRSLTAPVLAAMLGLAASGASAQEGRTVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQQREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGPSPDAPATGGEPSSVPAPETGGALLRPMPAPAPPRGATEGGD
>BAQ69240.1 surface antigen D15 [Rhodovulum sulfidophilum]DSM2351
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>BAQ69241.1 membrane-associated zinc metalloprotease [Rhodovulum sulfidophilum]DSM2351
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALRDGDTILALDGRATPDYSAFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGQPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>BAQ69242.1 1-deoxy-D-xylulose 5-phosphate reductoisomerase [Rhodovulum sulfidophilum]DSM2351
MQRRRITVFGATGSIGENTIDLLTRQGGADTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVTEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>BAQ69243.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]DSM2351
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>BAQ69244.1 undecaprenyl diphosphate synthase [Rhodovulum sulfidophilum]DSM2351
MAAKDNNQSGPAHVAVIMDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMT
LFRRYIQKEATALLQKGVRVRFIGDRDRLDPKLVGMMQALEKITADNEQVNLTVAINYGGRDEVARATKRLAREVAAGRL
DPEDVDAETLAHFLDTCLLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVL
S
>BAQ69245.1 ribosome recycling factor [Rhodovulum sulfidophilum]DSM2351
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQALTDNYIAQVDKALETKQQEIMQV
>BAQ69246.1 uridylate kinase [Rhodovulum sulfidophilum]DSM2351
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPDGFRGILAGQGTY
TIVHG
>BAQ69247.1 tRNA delta(2)-isopentenyl pyrophosphate transferase [Rhodovulum sulfidophilum]DSM2351
MVCLCFQECQSGGTMSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGW
QVLTARPGPEETARVPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEAD
RRLATEGHEALLDALDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIEA
RFERMIAEGALEEVRANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAVAAAKTASRKYAKRQRSWFRSRLGNWPRWPA
G
>BAQ69248.1 transcriptional regulator, AraC family [Rhodovulum sulfidophilum]DSM2351
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>BAQ69249.1 putative transport system, extracellular solute binding protein [Rhodovulum sulfidophilum]DSM2351
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSTVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARRAVMARLERMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINAHHLGWA
>BAQ69250.1 oligopeptide/dipeptide ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKLLGGRCLRGRPDPAPATRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>BAQ69251.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MERLSWTGALGPWLVPTLETALVVLALAALAHPVALLAGGRIAPGSEAARSGPGMAARVTGGLFRLSLGAVAAVILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHVGTAHGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>BAQ69252.1 oligopeptide/dipeptide transporter domain family protein [Rhodovulum sulfidophilum]DSM2351
MTEPLLVIDRLSIGFSSRKGNTPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPMASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMIADVGLPDPARILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFERMRHPYTQALFRAIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCVHAVAGLCDATEIAMRPVPDPTTRQS
GHETRCLRFEEIDWQSRASRPANAPQGEVGPPVLTVTDLRKHYEVSSGGLFGHRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGKVLLDGHELQNTPVQERKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKTG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGPTAEVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGEVPSAMNPAPGCP
FQTRCRWAQRVPDDLCSRELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>BAQ69253.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]DSM2351
MAEEIKSLDELQSVVSATPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>BAQ69254.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]DSM2351
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>BAQ69255.1 parallel beta-helix repeat protein [Rhodovulum sulfidophilum]DSM2351
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGDLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDAGFEAL
FPTDMVDTLNRASEDLSALAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRN
>BAQ69256.1 S-adenosylmethionine decarboxylase speH [Rhodovulum sulfidophilum]DSM2351
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>BAQ69257.1 transcriptional regulator, ArsR family protein [Rhodovulum sulfidophilum]DSM2351
MKDGPDISPIIDARIDAPRRASILTAHLAGRALAAAGITPAVASGHLPPQAEAGPIRPRKQNRHRHFAQARNAADRQRRP
ESGRHPHPTSADAHAPAGAFQT
>BAQ69258.1 spermidine synthase [Rhodovulum sulfidophilum]DSM2351
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTEHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRDTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>BAQ69259.1 hypothetical protein NHU_02105 [Rhodovulum sulfidophilum]DSM2351
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQALEAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>BAQ69260.1 hypothetical protein NHU_02106 [Rhodovulum sulfidophilum]DSM2351
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>BAQ69261.1 trimethylamine methyltransferase [Rhodovulum sulfidophilum]DSM2351
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHSAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>BAQ69262.1 hypothetical protein NHU_02108 [Rhodovulum sulfidophilum]DSM2351
MPRRLTAFLAMTALALIGGLLTPPAPADGICRGFGPQAPRDISAPAGGNARIFNMAPPASQMNLCNIHTHTNAEHAGPGF
ALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVEAQA
FLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVLYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLHEWA
ALDNVFEEDHSHGVRPLVTAEELLSQIR
>BAQ69263.1 GMP synthase [Rhodovulum sulfidophilum]DSM2351
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>BAQ69264.1 Antibiotic biosynthesis monooxygenase domain protein [Rhodovulum sulfidophilum]DSM2351
MGVTVTGWIEATPDRLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>BAQ69265.1 integral membrane protein DUF6 [Rhodovulum sulfidophilum]DSM2351
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTISGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGASPPAGRVND
>BAQ69266.1 outer membrane transporter, OMPP1/FadL/TodX family [Rhodovulum sulfidophilum]DSM2351
MKYAVGAAALAAVTTGPAIAGGVERSNQSVSILFEQGTYVELGFSRFDPDVSGSSNSSGLGSGEMAPGFSSYSLAYKQDL
GENIAVALMVDEPVGADVSYSGTNNYPLGSTSPTLTLDGANADVNSTGVTALLKYEFPSHFSLIGGVRAIKTSGTVRLPG
VFNYALDSSTETNFGYIVGVAWEKPEIAARVALTYSSSVTHDFEAHESFNNPYTTSVVDDMTDLETEVPQSLTLEFQTGI
AADTLIFGSVRWVDWSAFNISPEYYTGGAPNGLGLDPLVSYEHDVITYNLGLGRKFNENWSAAILVGYEKHEGTYTGNLG
PTDGFRSIGLAATYTTGKVKVTGGIRYVEIGDAKTEFGPDTTRFKGNDGVGVGLRVGYYF
>BAQ69267.1 hypothetical protein NHU_02113 [Rhodovulum sulfidophilum]DSM2351
MIYDTAEAWRQAERRQVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>BAQ69268.1 hypothetical protein NHU_02114 [Rhodovulum sulfidophilum]DSM2351
MAPAKGDRKSLPVNDQAQHIRTGFAPDPVKLQEPFAAAGAEDIEDHVLTALGPDLGMGAAPVRGSTARPARRGRWGRRLG
TVARNAGGIGRIVGRAERRQAAPDATLQIPFRPLLLGPHRTCRRHQTGGKSGGAPPGTAFPTSHPLPPLLANCSDKWNTA
LHLLSID
>BAQ69269.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]DSM2351
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPAQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>BAQ69270.1 beta-ketoadipate enol-lactone hydrolase [Rhodovulum sulfidophilum]DSM2351
MAEDYTPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPDRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHARPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>BAQ69271.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]DSM2351
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>BAQ69272.1 spermidine/putrescine ABC transporter ATPase [Rhodovulum sulfidophilum]DSM2351
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>BAQ69273.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTLEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>BAQ69274.1 spermidine/putrescine transport system permease [Rhodovulum sulfidophilum]DSM2351
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRTMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>BAQ69275.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGEA
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAGTRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYGKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>BAQ69276.1 penicillin amidase [Rhodovulum sulfidophilum]DSM2351
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPEGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>BAQ69277.1 hypothetical protein NHU_02123 [Rhodovulum sulfidophilum]DSM2351
MTLLRNRASAPVLALGFWLALVCFLRVAAAEPVSLIGAGGLLQREGPSGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGASLFATYPVRAQQVAEPGPAAQFVPLRPGRGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGTQKDG
>BAQ69278.1 small GTP-binding protein [Rhodovulum sulfidophilum]DSM2351
MSPSEAEGSEPRITRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERL
GEAEVELVLIDGPVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGL
GFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLF
ATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSDAQAEDVRAILADLGVAR
ETPQIEVWNKTDLLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLQAVTERLDAARQRRDLHLAHDDGRRRAWLYEQG
IVEGEAPDDEGSTLTVNWTARQEQRFRSL
>BAQ69279.1 RNA-binding protein Hfq [Rhodovulum sulfidophilum]DSM2351
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>BAQ69280.1 potassium uptake protein TrkH [Rhodovulum sulfidophilum]DSM2351
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGSVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>BAQ69281.1 potassium transporter peripheral membrane protein [Rhodovulum sulfidophilum]DSM2351
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>BAQ69282.1 nitrogen assimilation regulatory protein NtrX [Rhodovulum sulfidophilum]DSM2351
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPVLAR
HFIAGFNKTQGLPLRALGEEADALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>BAQ69283.1 multi-sensor signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MTHAKGLLALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDA
HTLVGYLAAARQATIFLSDGDMRQILTQAQSRVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDEQIARAGTGEAVVI
QDWDNNEFRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLDKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMR
KRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVMLQETGQPGVAFRADIPPEPTPAELDATMIAQAFTNIMKNAGEAIE
SLREKGEPEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHCGAMAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>BAQ69284.1 NtrC protein [Rhodovulum sulfidophilum]DSM2351
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>BAQ69285.1 nitrogen regulation protein [Rhodovulum sulfidophilum]DSM2351
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDAEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSAAVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>BAQ69286.1 dihydrouridine synthase TIM-barrel proteinnifR3 [Rhodovulum sulfidophilum]DSM2351
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAAQMVEEQGAGIIDINMGCPAKKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCGETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
AEGRAAA
>BAQ69287.1 bifunctional 2-C-methyl-D-erythritol 4-phosphatecytidylyltransferase [Rhodovulum sulfidophilum]DSM2351
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGRGGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEKARVSVKATTSERLGFTGREEGIAALATVTLVAP
>BAQ69288.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]DSM2351
MSLALNIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGVVLTALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>BAQ69289.1 competence/damage-inducible protein [Rhodovulum sulfidophilum]DSM2351
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLVETLETHGAVSEQVAAE
MASGALAHSEADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETMTETVEFGALGRDRVRAATRDHALTLLLAAL
EPRPSAN
>BAQ69290.1 cyclase/dehydrase [Rhodovulum sulfidophilum]DSM2351
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>BAQ69291.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MAERPYVIDELLSAKTIAARVESLATEITAHFADSQKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGDSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>BAQ69292.1 Fe-S metabolism associated SufE [Rhodovulum sulfidophilum]DSM2351
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGTEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>BAQ69293.1 hypothetical protein NHU_02139 [Rhodovulum sulfidophilum]DSM2351
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVIGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRTLVVRGAQNQRQSRR
>BAQ69294.1 hypothetical protein NHU_02140 [Rhodovulum sulfidophilum]DSM2351
MTEDSMTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNSRDMSS
EATYLRDRNKRLIARAYECRRPS
>BAQ69295.1 ribonuclease D [Rhodovulum sulfidophilum]DSM2351
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGSDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAARGSNVAVVPL
>BAQ69296.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]DSM2351
MTEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADSLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>BAQ69297.1 phosphoribosylaminoimidazole synthetase [Rhodovulum sulfidophilum]DSM2351
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHSGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETGGLPEAELLKTFNAGIGMVLVVAEDRAEALTA
LLAEAGETVARIGRVGPGQQGVAYEWRLL
>BAQ69298.1 FeS assembly SUF system protein [Rhodovulum sulfidophilum]DSM2351
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>BAQ69299.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]DSM2351
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>BAQ69300.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]DSM2351
MRRKLAAGNWKMNGLSGSLGEAVALAATHSAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALSARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>BAQ69301.1 hypothetical protein NHU_02147 [Rhodovulum sulfidophilum]DSM2351
MAGALPEPLTLDWVDVGEAAARIAAPDLPKDGKTPLAESASALVAAVAALIAEAQEEVPR
>BAQ69302.1 hypothetical protein NHU_02148 [Rhodovulum sulfidophilum]DSM2351
MKKVLVAIIILAAFGLGGVLWYLGNMTGSGAESGTGAIAEEAMPEAISEEGRAPGGTGQDVPAAESQSDAEMPRSEGDTR
PEAVSTPDAGPETEAAGSGDGSVKAMAPEDETSSAPGAMQEAPAAEAPEAAPSDAAGAEPDPETRDTGAAPEGAVVPEAG
E
>BAQ69303.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]DSM2351
MTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVKEVKFRPNTDSHDYEVKMRSVVK
FLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGKVENMPKLEGRQMVMMIGPAK
>BAQ69304.1 putative bacterial chemotaxis sensory transducer [Rhodovulum sulfidophilum]DSM2351
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNTFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNSAATASANAIEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>BAQ69305.1 Fis family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MRFGPVPPAEARGAILAHSMALPGLHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHGVCAGVVGLNLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>BAQ69306.1 XdhC/CoxI family protein [Rhodovulum sulfidophilum]DSM2351
MQIAEYDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLL
EFGVSDGDAFAVGLACGGRIRVLVEPVGRALPEDLLADLVAARAARRVVACLVDTESWARRLAGPEDPVLGQAIGARMRA
DRSGFEGQVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALTDLGLDAR
SAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILAE
ILQRLRCG
>BAQ69307.1 hypothetical protein NHU_02153 [Rhodovulum sulfidophilum]DSM2351
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAP
PGDLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>BAQ69308.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]DSM2351
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPMVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>BAQ69309.1 VWA containing CoxE family protein [Rhodovulum sulfidophilum]DSM2351
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAMPSDRPDPDTGEEIEIDATGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVASLISRRSRADRLGRLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLMITDGLDRDETDILEREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>BAQ69310.1 AAA_5 ATPase [Rhodovulum sulfidophilum]DSM2351
MAEEIGSIYAVQAMLAEQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQV
TVPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFK
KPGVAETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>BAQ69311.1 acyl-CoA dehydrogenase, N-terminal domain protein [Rhodovulum sulfidophilum]DSM2351
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTSNGYRLTGRKTWISNAPMAGIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARVAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>BAQ69312.1 lysine exporter protein LysE/YggA [Rhodovulum sulfidophilum]DSM2351
MPVDLWLAFAAASAVLLVLPGPTILLVLSYAMSQGRRIAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>BAQ69313.1 hypothetical protein NHU_02159 [Rhodovulum sulfidophilum]DSM2351
MKYRLASEDNTGRWQALLDRSGTGAWLKALGSDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDTLEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRITESETVSGHIAGITGARADLDRRLRRHRPADPA
>BAQ69314.1 hypothetical protein NHU_02160 [Rhodovulum sulfidophilum]DSM2351
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>BAQ69315.1 dihydroorotase, homodimeric type [Rhodovulum sulfidophilum]DSM2351
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLEKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSATAGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDTSPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>BAQ69316.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MIPSTFPDQSEIARLSARMLLEIGAVHFNAQEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>BAQ69317.1 replicative DNA helicase [Rhodovulum sulfidophilum]DSM2351
MNMNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPV
TLKAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQG
LYKLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAF
NIARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTESEFRRFVNAAKELEACPLYID
DTPALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDD
KRPQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGR
FTRFGNLVQPWQQGQAVEGF
>BAQ69318.1 alanine racemase [Rhodovulum sulfidophilum]DSM2351
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLDAKPVLIMSHLACA
DEPDHPANLQQLTTFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>BAQ69319.1 ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>BAQ69320.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>BAQ69321.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]DSM2351
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLMTLLALVAPYAKTVGLALVQYDLA
SARLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARILKRG
>BAQ69322.1 B12-dependent methionine synthase [Rhodovulum sulfidophilum]DSM2351
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEEGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTELGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFAQDGLV
NVVGGCCGSTYDHIAAVAQVVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYKLLTEGVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVVPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRMLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>BAQ69323.1 hypothetical protein NHU_02169 [Rhodovulum sulfidophilum]DSM2351
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>BAQ69324.1 adenylyltransferase [Rhodovulum sulfidophilum]DSM2351
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLARLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVEAFRRALIADKADVACTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATTVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEKADAD
>BAQ69325.1 prolyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCELDQIAKSIVFRGEQSNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAETADFTQ
>BAQ69326.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]DSM2351
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRNAHAAALATGADSAEAMRSVVRLLIEEFGADL
>BAQ69327.1 MerC protein [Rhodovulum sulfidophilum]DSM2351
MPELVPVPAQVPLPEADGLLLAGLVEFDARAADDVSPWLKRRQASFGTPNCVSPWLRCHSETLSK
>BAQ69328.1 acyl-CoA dehydrogenase, C-terminal domain protein [Rhodovulum sulfidophilum]DSM2351
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLAYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>BAQ69329.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]DSM2351
MSDIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVGMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWAALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALSLEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>BAQ69330.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>BAQ69331.1 CRP/FNR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>BAQ69332.1 transmembrane protein [Rhodovulum sulfidophilum]DSM2351
MTTQSLLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>BAQ69333.1 excinuclease ABC subunit A [Rhodovulum sulfidophilum]DSM2351
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVASCEASHTGRYLKDMLKPRRVAAE
>BAQ69334.1 rhodanese domain protein [Rhodovulum sulfidophilum]DSM2351
MANWFDLMARVYPYIEEIRPKDASIHAEKGELILIDVREAHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>BAQ69335.1 dihydrolipoamide dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRTHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEAKAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AKTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>BAQ69336.1 hypothetical protein NHU_02182 [Rhodovulum sulfidophilum]DSM2351
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQVIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEETAFLESGGYGACVEELRASA
>BAQ69337.1 major facilitator superfamily protein [Rhodovulum sulfidophilum]DSM2351
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLCQYPIGWLSDRIDRRTLILAAAAVGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMDEIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSASSGGSQTPG
>BAQ69338.1 S-adenosylmethionine:tRNAribosyltransferase-isomerase [Rhodovulum sulfidophilum]DSM2351
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDTIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAAGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEAKGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>BAQ69339.1 hypothetical protein NHU_02185 [Rhodovulum sulfidophilum]DSM2351
MGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSRSEAPLVRLGGVTLTDAAGRE
VLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSLAEILDQIDRSFDAPALAPLR
SVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTSFRGSPAARLSAGFSDVPSAD
IATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSAQSQFTYDAREGRIELSRISL
DTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKIALDPFEAQIGQLVLSDEEGSYR
ASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGLRRSPGGPSRLALGARIRDAV
VRFLPKFPPLRDGRGYLAIEDRRLTVSAEGGRVEAAEGGPVTIAGSTMEIPDLAADPVEAVFALKTEGTIPAALSLIDLP
PLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRLSAPRLDLRADDEEVSVSGAA
ALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAPGAPPKLDLSSDLTGLGLRLD
AVGWSKPAARAGQLTLEARLGDTPAVERLSLEARGLSAEGQVSLRPGGGLDTARFSQVRLGGWLDAAVTLTGQGADRPPA
VAVTGGSADLAAMPQRFGAGGGGAVDGTVAVALDRVRVGNGLQLTGVRGQLSGTSGGFEARVAGRAPISVSLMPARSGMA
VRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELLSAISVIGILELLDGEGLSFS
DVEAQFRLVPGAVEIRQGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTRKGEGLLGFNFSLKGDPADP
EVGVNPLSILTPGMFRELFRSPAPRLKEAP
>BAQ69340.1 bacterioferritin comigratory protein [Rhodovulum sulfidophilum]DSM2351
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGTGRIARIWRKVKVPGHAEEVLEAVRAL
>BAQ69341.1 peptidase M23B [Rhodovulum sulfidophilum]DSM2351
MTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQVAALSGTTALVAWTMVASSILLIDQVGSGNIRDQARREQA
LYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDHSIELA
AQLAGETGPADGPRPADLEQTLTFLTAALNETSAERDKVAEDAASAYEMVQTIAYERELDAERNDQIFTSLEEALTVSMT
PLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSASSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQPLKS
SYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMAKIRVKAGQ
RVSRGDRIGDMGSSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>BAQ69342.1 integral membrane protein CcmA [Rhodovulum sulfidophilum]DSM2351
MFSKSRINEPGPKAGEAEKAKAFEAPSAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRSQQGSAAAAPTASGKPAEGAPKA
>BAQ69343.1 N-acetyltransferase GCN5 [Rhodovulum sulfidophilum]DSM2351
MENLRPSTPKDMPRVIDIWRRAVDATHGFLAPEDRADIERELAAFLPKVPLCLAVDDADVAQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAGSAASDT
>BAQ69344.1 Superoxide dismutase [Rhodovulum sulfidophilum]DSM2351
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEDIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>BAQ69345.1 sarcosine oxidase, gamma subunit family [Rhodovulum sulfidophilum]DSM2351
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>BAQ69346.1 sarcosine oxidase alpha subunit family protein [Rhodovulum sulfidophilum]DSM2351
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIPVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGQTFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>BAQ69347.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]DSM2351
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>BAQ69348.1 hypothetical protein NHU_02194 [Rhodovulum sulfidophilum]DSM2351
MSDNTSNDDVLVPASAVKWIALAGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>BAQ69349.1 sarcosine oxidase beta subunit family protein [Rhodovulum sulfidophilum]DSM2351
MAMKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTT
IIRSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVP
IINIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAG
HSGVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRA
LIETFPIISRLKMLRQWGGIVDMTGDRSPIISATPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGKPGPLSAEFGLDR
FAEGRFVDESVAAGVAH
>BAQ69350.1 cytochrome c-type biogenesis protein cycH [Rhodovulum sulfidophilum]DSM2351
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHADDPWLPIVREQMPNLAWYAGDERYQLPPMPAAAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>BAQ69351.1 Holliday junction resolvase-like protein [Rhodovulum sulfidophilum]DSM2351
MSVHDGLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNM
DGTEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>BAQ69352.1 hypothetical protein NHU_02198 [Rhodovulum sulfidophilum]DSM2351
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAATGALRRKRG
>BAQ69353.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]DSM2351
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLEQFMAATLALKVSGKSRAEAQAED
>BAQ69354.1 penicillin-binding protein, 1A family [Rhodovulum sulfidophilum]DSM2351
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAASDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEGGEDGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>BAQ69355.1 memBrane-bound lytic murein transglycosylase b [Rhodovulum sulfidophilum]DSM2351
MSACRRLAALLVLLLLVLCAGLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGTRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAERATGVPARIVLAICSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHAADGDGDGRADIWRSRPDTIASIA
AYLAQHGWVAGRDWGFEVRLPARVSCTLEGPEQGRSIADWEALGVTRVSGRPFPAHERRGEGFLMLPAGRHGPAFLVTPN
FYVLKSYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGLDRSGIVAIQRRLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPERGMAAAMAR
>BAQ69356.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]DSM2351
MLAQNRIGRAGMKAVSVVLRAAVALWFGFGPGSVGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTL
NAPPRLVVDFREVDWRGSDPAALTGSARVRIARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPADTG
TGEAVRPPAQTALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFARELAEALARAGIEPV
LTRDADVFVPLETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDV
IAGVLMDLARTDTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRAR
AAAGIVEALRGWAEADAAAAALLRR
>BAQ69357.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>BAQ69358.1 tRNA-dihydrouridine synthase A [Rhodovulum sulfidophilum]DSM2351
MTQNAEIKEKYNVLNASRLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGS
DPAELAEATRLCCAAGYDEVNLNVGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLP
AFLETVAATGVNRVIIHARKAWLQGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTMAEAQSLLAMGLDGVMIG
RAAYHDPAAILLGADEDLFGLPGRKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQG
AGLEVLDAALAALPRAA
>BAQ69359.1 site-specific recombinase, phage integrase family protein [Rhodovulum sulfidophilum]DSM2351
MGTITARPRKGGTISYRVQIVIRRKRATVFSIVQTFESETAARRRLQKKETKLKTPEGLERALLRKSGKGFISLIQRDSW
MA
>BAQ69360.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSRPTPPTYKIKNWWAYNEALKRRGSLTIWFDPEMTWEAKPTGKRGRQPIYSDAAIKTCLTMKGEGRPGNDPGDRFSPER
AEPRHSRHGAQADDRLSGKSPGIEWIGLVGAGLQHAFTPPEVSRREHSVSWF
>BAQ69361.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MPDYSTLSRRQKSLVVNIPYRGSEGPLHLLIDSTGIKVEGEGEWNARKHGGSKRRVWRKVHLGLDEKTLEVRAVEFTSSD
IGDAPMLPELLDQIPPEQEIGSITADGAYDTRKCHDAIADRGANAVVPPRKNAKPWKPDTAGAIARNEALRASKYLGRAL
WRKWSGYHRRSRAETKMHCMKLLGQKLMARDPDRQVAELQLRVAVMNGFTALGIPVKEAVG
>BAQ69362.1 amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MQRIEADISRRQMMGGAAAVLGMFAGFGLAPKEVRAQPPGRRILLRNLRYFDGQTLSVKSGMEILVSGDKIEDIVPMGAG
PEDADVIDCGGRTVTPGLIDCHWHSTLVNVSQLAALSQDIGFIHLVAGQEAGATLMRGFTTIRDTGGPVFGLKLAIDSGV
VTGPRIFPSGAMLSQTSGHGDFRPLSALPRMPDDPADHTERSGVAMLADGRAEVLRRTREQLMKGASQIKIMAGGGVSSP
YDPIDTAQFLEEEMEAAVRAAADWGTYVCAHVYTADAIKRCLRVGVKSIEHGQLADPETIRMMRDEGAWWSIQPFLHDED
ANPKADPAQQAKQREVAEGTKRAFVEGRAEGVKMAFGTDILMNPGGAPSQGRQLSKLARFMPPLEALRMATGAAGELLSL
SGPRSPYQTEIPLGVVAKGGLADLLVWDGDPEESIDFIGDPDANLHLVMKGGRVFKEVL
>BAQ69363.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSRPTPPTYKIKNWWAYNEALKRRGSLTIWFDPEMTWEAKPTGKRGRQPIYSDAAIKTCLTMKGEGRPGNDPGDRFSPER
AEPRHSRHGAQADDRLSGKSPGIEWIGLVGAGLQHAFTPPEVSRREHSVSWF
>BAQ69364.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MPDYSTLSRRQKSLVVNIPYRGSEGPLHLLIDSTGIKVEGEGEWNARKHGGSKRRVWRKVHLGLDEKTLEVRAVEFTSSD
IGDAPMLPELLDQIPPEQEIGSITADGAYDTRKCHDAIADRGANAVVPPRKNAKPWKPDTAGAIARNEALRASKYLGRAL
WRKWSGYHRRSRAETKMHCMKLLGQKLMARDPDRQVAELQLRVAVMNGFTALGIPVKEAVG
>BAQ69365.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKLPRCVVGMEACLSAHFVSRRLRDMGFDP
RIIPAIYVKPFNKGQLNLQALHRVRARLVSRRTATINQIRAFLIEQGIAVRSGLRALRNSFEAILEQRRDEISARMRSIL
IGLYGDWLWLDDRIAAVSTEIEEISRTEENEPPRLARRAKLSKDALSWTARRTRRAHTRPSSANGRCRWSSTISTAMRA
>BAQ69366.1 transposase subfamily [Rhodovulum sulfidophilum]DSM2351
MDSKKNTTSPYPAEFRERAVQMVLDHLDSYASLTAAVRDIAAKLGCSPDSLRVWYKQARRDAGKEAGPTSAEKARIKELE
RENRELRQANEILKKASAYFAQAELDRPFRK
>BAQ69367.1 isxal1 transposase orf b protein [Rhodovulum sulfidophilum]DSM2351
MTAFIDELREEFGVEPICRVLPIAPSTYHARKAAARDPSRASARTRRDADLKDKIRKIWSDNRKLYGARKVWHALKRDGV
DVARCTVERLMREMGLQGVVRGKKVITTNPDTSRPCPDDKVNREFRAERPNQLWVSDFTYVPTWSGTVYVAFVIDVFARR
IVGWRVSTSMTTQFVLDALEQAIWQRKPLGNKSLIHHSDRGSQYLSIKYTERLADADVDPSVGSVGDSYDNALAESVIGL
FKTEVIKQLGPWKTMQGVEWETMQWVDWYNTARLLGSIGYIPPAEAERRYLDRMLPMAKVA
>BAQ69368.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MSIPGIGPVISTAMVAAVGRGDAFDRGRDFAAWVGLVPRQFSTGGRTILGRITKRESRYLRMLFVQAAKVIMMRPHRWQA
FSFGAWLERAVSRMPRNKAAIALANKLARTAWSILRHRTRFDTPRDLAMEAI
>BAQ69369.1 phage integrase [Rhodovulum sulfidophilum]DSM2351
MTAANLPAIRACRPAWNRGRIIGQKRPLMPKHVWAIRVRLELAGRIRDLALFNLAIDSKLRGCDLVKLKVADIYAAGQIK
ERTSITQSKTRQPVRFEITDGTRKSLAAWLDDPFMVGSEHLWPGRFHERRHISTRQYARLVRDWITSIGLEPSSYGTHSM
RRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAISEAVEI
>BAQ69370.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGVFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>BAQ69371.1 major facilitator superfamily MFS_1 [Rhodovulum sulfidophilum]DSM2351
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LTGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYGLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAKGRRAVAFQH
>BAQ69372.1 ABC transporter ATP-binding/permease [Rhodovulum sulfidophilum]DSM2351
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVVLMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSLRAIDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVDAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAEMIAAAKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALEALAKGRTTITIAHRLSTIRDAGMIV
VMQRGRMVETGTHAALAAKGGVYAGLLAGA
>BAQ69373.1 integral membrane sensor signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELNRDRFDLAGEVGAALNGLEADLAAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKRALPAGQTDD
>BAQ69374.1 transcriptional regulatory protein BaeR [Rhodovulum sulfidophilum]DSM2351
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRVGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>BAQ69375.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVETAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAISRENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLPREKLRKTAP
>BAQ69376.1 hypothetical protein NHU_02222 [Rhodovulum sulfidophilum]DSM2351
MARRNILILSFLGLMAGTVALFQLADRPDAAPAEESGTEMAVEVTVETIRPEPIVLVTEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEAAEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAG
IAEARAAVEHKRLDLEFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPAGDLDAVLMAAEEGLGP
VRIIRDRDGAEPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPYGAVPDALLVPEDAVLHTAGGGTQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLTLGEVVAIRGQNRVPEGVAVSVEARPAET
>BAQ69377.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSRPTPPTYKIKNWWAYNEALKRRGSLTIWFDPEMTWEAKPTGKRGRQPIYSDAAIKTCLTMKGEGRPGNDPGDRFSPER
AEPRHSRHGAQADDRLSGKSPGIEWIGLVGAGLQHAFTPPEVSRREHSVSWF
>BAQ69378.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MPDYSTLSRRQKSLVVNIPYRGSEGPLHLLIDSTGIKVEGEGEWNARKHGGSKRRVWRKVHLGLDEKTLEVRAVEFTSSD
IGDAPMLPELLDQIPPEQEIGSITADGAYDTRKCHDAIADRGANAVVPPRKNAKPWKPDTAGAIARNEALRASKYLGRAL
WRKWSGYHRRSRAETKMHCMKLLGQKLMARDPDRQVAELQLRVAVMNGFTALGIPVKEAVG
>BAQ69379.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKLPRCVVGMEACLSAHFVSRRLRDMGFDP
RIIPAIYVKPFNKGQLNLQALHRVRARLVSRRTATINQIRAFLIEQGIAVRSGLRALRNSFEAILEQRRDEISARMRSIL
IGLYGDWLWLDDRIAAVSTEIEEISRTEENCANIMSIPGIGPAISTALVAAVGRGDAFDRGRDFAAWVGLVPRQFSTGGR
KILGRITKRGSRYLRMLFVQAAKVIMMRPHRWQAFSFGAWLERAVSRMPRNKAAIALANKLARTAWSILRHRTRFDTPRD
LAMEAI
>BAQ69380.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ69381.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MAEKMKALERENRELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ69382.1 transposase is3/is911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNE
>BAQ69383.1 hypothetical protein NHU_02229 [Rhodovulum sulfidophilum]DSM2351
MLAYPIDLTPDDNGTLLVTCPDLPEVTSFSDTEAEVLRVAKGAISEALASRLSGFEDIPRPSQGLRRAAVPLQLQIKVLL
FWALSDAGKSRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGKAPGFALEAAA
>BAQ69384.1 YcfA family protein [Rhodovulum sulfidophilum]DSM2351
MNSKELEKLLRSKGCTFETHKGGSGHKTVRLDDRKSQIPMHGGRKELGTGLVNKILKDLGLT
>BAQ69385.1 hypothetical protein NHU_02231 [Rhodovulum sulfidophilum]DSM2351
MATLHLPLNGVYFDQIKSGEKIEEYRLVTPFWTKRLEGRAYDRIELAKGYPPKRDTGRRITRPWRGFRKTTITHPHFGPD
PVEVYAIRVN
>BAQ69386.1 hypothetical protein NHU_02232 [Rhodovulum sulfidophilum]DSM2351
MADASTSTRCYWIRDQDGAEILIPMCWGAAIVGPAECTCNVPESRIETAERGRAEAERQVLRLMDERDRRLEAQAVTWRE
NKRLRERIAELETLLAGKTN
>BAQ69387.1 hypothetical protein NHU_02234 [Rhodovulum sulfidophilum]DSM2351
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPSPGGQVYRDIYRAGQEQEADLGAAPLEGRRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEVVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALWLAHRWMPRQHCFTPVCDDWGEAAATEGGLEGVFVAGDGAGIVGPRA
AELQGRISALRIAEILGRIDLGTRDALAAPLRRQLRRDLAVRPFLDAAYPPFAEVDGLDRDETGPGSPLPAFGTALPCGV
PGILAETGESGGETVADAAGWLPVGGADDAPPDAPGAEKTATGAACHAGEA
>BAQ69388.1 lysine 2,3-aminomutase YodO family protein [Rhodovulum sulfidophilum]DSM2351
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLDLIDGLRGHLTGYAVPQYIIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>BAQ69389.1 hypothetical protein NHU_02236 [Rhodovulum sulfidophilum]DSM2351
MLIALGAGEFDDNGRRKTFFSGLLGMRAQGRNRRPASGCSGPMPPRRDDTGGARLSGEIAGRRLPGANSSQDKCRNRPVS
HL
>BAQ69390.1 transcriptional regulatory protein [Rhodovulum sulfidophilum]DSM2351
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAIGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLARDLEPVRKRGYAFVSQQALPGVDGLAVAVGDPITGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRAPA
>BAQ69391.1 N-methylhydantoinase A [Rhodovulum sulfidophilum]DSM2351
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGTLTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGGVLAGLDEAALRRAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIESALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPHEGITVERSAEMR
LRGQMHEISVPLPEGRLSPEDGPRLRAAFETAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGAGGGATPAKGDRPA
SLKGSRSCLFEQGRFETAIHDRYALGPGDRIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAATALVTAGMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGTERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQ
PGGKASGRVLDPAGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETVG
>BAQ69392.1 ABC transporter, substrate binding protein [Rhodovulum sulfidophilum]DSM2351
MPNSPQAPTRRHVLALAGAGLAAGTIPAPLLASDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGTPPEP
VPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRITLATP
FAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELWQSRPGALYRFVRSPNAWQPGGGNLDGVIWRVSREA
ASERLMLQRGEVHAALDLTSEDMDALEGSPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSAGYAE
LMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDGLKALGIGLEIQPLSWP
DMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGTFQRAV
VADAPDIFGVLEKRKLGLRASIRNYAFTPVASNAIECWPLSLT
>BAQ69393.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]DSM2351
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAIGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALISGLIFVFVNLA
IDLAYGLVDPKVRYG
>BAQ69394.1 oligopeptide ABC transporter permease protein [Rhodovulum sulfidophilum]DSM2351
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFIAPYPDHVAGGIDTAARFLPPSAGHVFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGH
>BAQ69395.1 oligopeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MVPPLLEIRDLHLRMTTSDGPAHVLNGVGLRVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHEVACLDPVAEAADA
>BAQ69396.1 hypothetical protein NHU_02243 [Rhodovulum sulfidophilum]DSM2351
MPEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>BAQ69397.1 endoribonuclease L-PSP [Rhodovulum sulfidophilum]DSM2351
MTVCPVESRLYDLGRRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>BAQ69398.1 amidase [Rhodovulum sulfidophilum]DSM2351
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDKARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARSLVPEPQQ
>BAQ69399.1 oligopeptide/dipeptide ABC transporter ATPase [Rhodovulum sulfidophilum]DSM2351
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>BAQ69400.1 oligopeptide/dipeptide ABC transporter, ATP-binding protein-like [Rhodovulum sulfidophilum]DSM2351
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLTRVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>BAQ69401.1 ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MTLTETLDTVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>BAQ69402.1 binding-protein-dependent transport systems inner membrane component [Rhodovulum sulfidophilum]DSM2351
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLVHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>BAQ69403.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]DSM2351
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREAVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPRFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>BAQ69404.1 hypothetical protein NHU_02251 [Rhodovulum sulfidophilum]DSM2351
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFTDVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYRGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEET
>BAQ69405.1 hypothetical protein NHU_02252 [Rhodovulum sulfidophilum]DSM2351
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLKQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTASP
AAEGGEVRRLTPEPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>BAQ69406.1 L-carnitine dehydratase [Rhodovulum sulfidophilum]DSM2351
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPQDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>BAQ69407.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>BAQ69408.1 hypothetical protein NHU_02255 [Rhodovulum sulfidophilum]DSM2351
MGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEILARRARSILAEVART
EAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLAVLYEAPADPGLACD
PLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMIDTELAGDGIAPELAVEIDSYSNIKNLVAAGFGASVL
PWHAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAARAPGTAPPSVASPPE
ADS
>BAQ69409.1 putative methylase [Rhodovulum sulfidophilum]DSM2351
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQGGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIASEAVLVVIEPRAEGDLSQVIATVDDETKIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMDRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>BAQ69410.1 branched-chain amino acid transport ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLMEGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRIEAVQASADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>BAQ69411.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRTAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGPPAAIRADARVQAAYLGTAND
A
>BAQ69412.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>BAQ69413.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLVGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>BAQ69414.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MPASKIPSKPAFGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVARLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>BAQ69415.1 phage integrase family protein [Rhodovulum sulfidophilum]DSM2351
MCLAIYAEEHAAHISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTVRRELNVLQAAIN
YCHGEGYLITAPKVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDAPSVSGGH
VDTVNGILYRKPMGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEI
DLTMPDGKGGRKYITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>BAQ69416.1 pepSY domain protein [Rhodovulum sulfidophilum]DSM2351
MVERLLSIPEAARALGVPKESLRRAADTHGKTIRMGRAVRLHPDDLEELIELCRVDPQVLAFTGGKGATVNPSGKSETRA
ASESRPARAAAQMLKRSSRPISSEKTGRLARLPQMS
>BAQ69417.1 chaperone protein DnaJ [Rhodovulum sulfidophilum]DSM2351
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGADAVPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTAGGATDG
>BAQ69418.1 hypothetical protein NHU_02266 [Rhodovulum sulfidophilum]DSM2351
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVPP
TNAPAEARPDERTAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLAPLNATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGEETRKEAA
>BAQ69419.1 hypothetical protein NHU_02267 [Rhodovulum sulfidophilum]DSM2351
MSIMDAIAPPPDALAAFVAEWRGAAPDVRLAAIRGALRRHGVEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>BAQ69420.1 tRNA pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MAAILTIAPQIADRLAAEAAAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>BAQ69421.1 hypothetical protein NHU_02269 [Rhodovulum sulfidophilum]DSM2351
MPPHHRLSIGAPPRPARAGIPCPDPEDTMPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLVLARSAEASL
>BAQ69422.1 hypothetical protein NHU_02270 [Rhodovulum sulfidophilum]DSM2351
MPEQIDSTSDGRTTNNAVRHKYRALTDAEKSQMQDIKDMGAVFIAKLHEIGGTDPEGDRFGSRDLSLANTHAEDAVMRAC
RHITA
>BAQ69423.1 hypothetical protein NHU_02271 [Rhodovulum sulfidophilum]DSM2351
MKTILTASALALLAAPVLAATGTTADQATAVSPSSAPDCFAPIQGTNALQRSRAPGCVYYTAPTGNDRDPAASDEGEGSG
EGSGEGEGGESSDP
>BAQ69424.1 putative phage repressor [Rhodovulum sulfidophilum]DSM2351
MPFGSLSAIMAQDFRDALLWHMTRNGTTVAELSRETGVSRDVINKVRLRAGASTSVENAMLIAAFYGKSVNQFILCEDVD
QVGRLKNLVELISPEVRPLVEAQIRGLLNARPGK
>BAQ69425.1 hypothetical protein NHU_02273 [Rhodovulum sulfidophilum]DSM2351
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPVLHYVVAVLALAGA
ETVFELFDPEQTA
>BAQ69426.1 hypothetical protein NHU_02274 [Rhodovulum sulfidophilum]DSM2351
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCATAPA
RHAWQDRADLDG
>BAQ69427.1 hypothetical protein NHU_02275 [Rhodovulum sulfidophilum]DSM2351
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>BAQ69428.1 putative primase [Rhodovulum sulfidophilum]DSM2351
MPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTRELETDPAELARRKAAREKEARQRIRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAGGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLDQPKGKAVIAHEGESLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAFWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>BAQ69429.1 DNA primase [Rhodovulum sulfidophilum]DSM2351
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAIPSAPGDGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCIHFGQ
DLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAEDH
DDELGTIRARLRSIETILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTVAA
EGMSPVAELRVQPEHLRGDLLSKIMPVAYDRTATAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGAN
GKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALH
SDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWEEAPGILNWLIAGLTDFLEGGLRP
PDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGK
SFIPAKRGATGYRGIRLTDEFRARMAERLSNGAGAPVDEPF
>BAQ69430.1 transcription antitermination protein NusG [Rhodovulum sulfidophilum]DSM2351
MTHYRIGQTFKHNGGQIVAAPLGTVAWYILLTAPQQEFAVSAWLTRSGAVECWLPTEEAWRRVRGPRRKVSYLRRLAPGY
VFLAVDRAPLWHVIRDASLGRIRGVVCQDGEPLEVPEAALARMRRVPARIAQIRERARQERIIRPGDRAVIATGPLAGWA
VDVARLDRGIAHFVLPLLGGREASAPVEGLVKQAVA
>BAQ69431.1 hypothetical protein NHU_02279 [Rhodovulum sulfidophilum]DSM2351
MIAAAIFSTICGISLLIVCSWLAMSRAHRKRVAEMDREWANGGCGGFAGDPRATIVVTPPLSVAQQRDLLAALADWHHRN
K
>BAQ69432.1 hypothetical protein NHU_02280 [Rhodovulum sulfidophilum]DSM2351
MKLTAGVSPSDLRKLVSRLRDVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGTRPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYSARFDMEGHGRIVAAREMPDRMRAAIRKAFSTAR
>BAQ69433.1 hypothetical protein NHU_02281 [Rhodovulum sulfidophilum]DSM2351
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAETRAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>BAQ69434.1 putative phage terminase large subunit [Rhodovulum sulfidophilum]DSM2351
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCSGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALATANRTAPAAGSAPDDATDNTQDGTSAPEAPAPRPGQPAPRR
INFLKR
>BAQ69435.1 hypothetical protein NHU_02283 [Rhodovulum sulfidophilum]DSM2351
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>BAQ69436.1 phage portal protein [Rhodovulum sulfidophilum]DSM2351
MGWLDRAILSLAPQAGLARIQARARAQVVMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHLFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRAIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPSPANVPNGPAIPDAPDTTK
EEDIAHGGV
>BAQ69437.1 Clp protease [Rhodovulum sulfidophilum]DSM2351
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDADVTLRVNSPGGSPYEGEAIRAALEAHPGRVTVIV
SGLAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAAELRKEADELDKLARVYASVYASRSGRAVEDVMALMNAETF
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAALSMADPAAALSMADPAATEESN
MPETPEDTTIQPPVAPSPAPTTTMQAPDAEAMVARAVQAERERARSIRSMAEPFMRAGQLSQAQIEAVIDEGVSQAAAGN
RLMAVMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFRGMRLSGLAMHLAGPGNHFDRTRAVAQGFR
STRMMGGTHGVSDFAYITTEVMNRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAVRFGGDFQLKTVQENGEYQEARLED
LAEGLKVERRGRTITLSFEAVINDDMGAFLRIPREFAMAARVMESSMVWGLIRTNAKTKSDGKALFHADHRNLAAAAGPI
SVETIGAARKAMWEQTAFGSKDAEDFLQVVADRLIVPPALETVALQFTTATTPVKDAETNPYKGTLTPSVVPNLGAAAGG
SDAAWYLISSDLPPVSVAWLDGYESPTVQTIEGMNPDKVTMNARHIFGVAATEHRGAYRNPGK
>BAQ69438.1 hypothetical protein NHU_02286 [Rhodovulum sulfidophilum]DSM2351
MQNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGRFTLPKSGAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAANPSATGTVLLDGTIR
>BAQ69439.1 hypothetical protein NHU_02287 [Rhodovulum sulfidophilum]DSM2351
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>BAQ69440.1 hypothetical protein NHU_02288 [Rhodovulum sulfidophilum]DSM2351
MFASKAIRHAIADLLEAAEISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITMDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSL
>BAQ69441.1 major tail protein V [Rhodovulum sulfidophilum]DSM2351
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGARRQMRIAWNNGVSWTFTGYIKGFEPSTALGDKMTGTVTIKVAGSTEISGMGG
>BAQ69442.1 hypothetical protein NHU_02290 [Rhodovulum sulfidophilum]DSM2351
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRARARDLRRVVLELMRASRPSTTEADAG
DFITETGLGALPDLLGRVIAASRMVASDEAPSPEDPARPPETGAA
>BAQ69443.1 potassium-transporting ATPase subunit G [Rhodovulum sulfidophilum]DSM2351
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGTGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKGSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLKDARAEMDNTGT
SSQGLKAALKDLNDALSGDGKGGKGSGVDEVESGLTGLGTSVNATSSSFQSFFKDIVKGSGDAGDAISALADRMLDDLLD
RAMSPLSDALGSMFDGLFSGLFGGGASGGGGTVKPIGDLIGKVMEGGSFDGGGRTPIGPRAGGLDGKGGFLAMLHPNESV
IDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>BAQ69444.1 hypothetical protein NHU_02292 [Rhodovulum sulfidophilum]DSM2351
MAFPPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGMISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGDPV
AMRVPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>BAQ69445.1 hypothetical protein NHU_02293 [Rhodovulum sulfidophilum]DSM2351
MLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEEFQRRRVT
VFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDQGFGLVQAIQNR
EDTWGRS
>BAQ69446.1 hypothetical protein NHU_02294 [Rhodovulum sulfidophilum]DSM2351
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGTMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>BAQ69447.1 putative prophage-associated protein [Rhodovulum sulfidophilum]DSM2351
MAYRLILPALLILLASLALILSATPAAAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDE
ITLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDVAAGSG
DPDHWGQVGSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVL
DPREWTSSALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETATPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATR
GEILEASRMERGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGSDLVFRAFSGEASGPKLARATLPVSAVAGRRGT
IYVEIDRTTGTVALWFKGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGATEDRYAFNG
VLETEATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHV
VTDLPVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGW
TAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKT
RVRLAATTDNPFVDAWQFAWRPVSAPEPTLRALTDTPEDMIDDVAPGTYAFGVRGRNARGIWSDWAWAGAAAVQGENAPP
GAITGLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHAGAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDA
MGTPGPVSGIAVRAASIIPTTTVASLAEAPGFAGIATGCSAAGGVLAMAPGEARARYAFAGRIDLGAVQPVRLISDIELL
ISEARDLFWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDTDPAAARWGPWQSFDAADFSGRAFRFRAVLSVE
SPDYTIGITGLTVTALQAA
>BAQ69448.1 hypothetical protein NHU_02296 [Rhodovulum sulfidophilum]DSM2351
MTQGTYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNIANNGWITLGSLAGEAFTPAG
VLQLTLAQATDPTGTEFGALSGQILKAVVEAFAPPQIRPRVYSYHLLDTSGPTGVMDLTDASCAVIRFAMNPVGLRSGEG
LQIRLSTDGGASWSAWTELVFYPSRGGPATIQGQVYISFDDIEAAWRRTMMASYGNSTSTWGHEASSVSGSIDLVGRPTC
MQIRLGRNRNRSFAAGTVEIFSGPTDSFVIGRDVS
>BAQ69449.1 hypothetical protein NHU_02297 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALDARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ69450.1 hypothetical protein NHU_02298 [Rhodovulum sulfidophilum]DSM2351
MHLVPQWRALIRRAWSIRLILVAGLLSGLEAALSLASPDLLGIPRGLFAGLSALVTAVAFAARLIAQRME
>BAQ69451.1 lysozyme [Rhodovulum sulfidophilum]DSM2351
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
LEALIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
DVLFRWGGA
>BAQ69452.1 hypothetical protein NHU_02300 [Rhodovulum sulfidophilum]DSM2351
MRALLAALLLAGCSGLPAPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRVREAVRGRRS
>BAQ69453.1 D12 class N6 adenine-specific DNA methyltransferase [Rhodovulum sulfidophilum]DSM2351
MNEMRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHY
PQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFAVQPGCGPRFSLARIGPLLDAAHTRLD
GVVFENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFLLSINDRPEIRDLFGAFLIE
EVRLTYSVSKSGAPPARELIIANREVRVGLV
>BAQ69454.1 putative secreted protein [Rhodovulum sulfidophilum]DSM2351
MRRLLSLLLLSLTLLTCAPVAQAPQSIAPALPYTRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVHSAAEERELVALTGRLCGA
>BAQ69455.1 hypothetical protein NHU_02303 [Rhodovulum sulfidophilum]DSM2351
MLILKRVDWWRLTQLVVAIGVSSFIGYRFQPMVANNPNAVNTVVTIFSILAGFLIAVITFIAEPTLQQARTWDELQRMKE
TVRRKLIRQKLLFFLYLLTLGIALAMFLTPPTMLQLLQWLQTVFLALATFVFLASFSLPGSLMNIQMERYEAALNDSRPK
VVSDAKKAAELAKKRNR
>BAQ69456.1 hypothetical protein NHU_02304 [Rhodovulum sulfidophilum]DSM2351
MHCGRYTDGQGVGTIPTVPAAEVEVGERAPEEGENFLNSDLMALISGNHVICMNCGRNAGSLRIYLQQLFRKAGMPDDSR
QFELVRVGSPDKLALIEAEGVKSIDLEVDISEAAAFEVVDGHGGGGIWQSIKQNFGGAFAAVTARDETLEQLRTAERGTV
KVSINVPKGDLNTAKHGLDDFAGEVAEDEESDAFVIHLRNGGTIKPKEVSVRKQVKLASAANSVSVFQAWDAMETYMGEL
REIGQLEA
>BAQ69457.1 FRG domain protein [Rhodovulum sulfidophilum]DSM2351
MQHYGLPTRLLDVTQNPLVALWFAAEECTAEEAGLDSDKNEFVDGKVQAFFVPEVRDAYFDSDRVSLLANMAWLSAESKE
EIWDHIEDDVDGFNRRPVADKLFYQVSLERPSFRSGKIDPNDLKLPLFVRPKLSNKRILAQFGAFVIYGREPSSRKARAQ
VDEDISMNVRRYIIPAEHKEKIRDELARLGVHANTLFPEIESSAKVLTKRFQFST
>BAQ69458.1 malate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MALGRALNQRYRSLAAPTGLSREAQRMTGVSPNLPFVAAAADLGTQPVAAIHRPYLNSRETMSTDLISGGNK
>BAQ69459.1 hypothetical protein NHU_02307 [Rhodovulum sulfidophilum]DSM2351
MYVADQVIFGKAFGFRYHFLGNVDRSNAMRSGPAGIASEIPEAATEIQNRLARQVWQQGVKRGNLKGSIQACVVLPKLLV
AIEEDRIIIDVLWAMAALDAHSKNLADEN
>BAQ69460.1 tyrosinase [Rhodovulum sulfidophilum]DSM2351
MTGTISTNRRTVLKGGAVLLAVPFLARSAAGQASHLRVSMTSEEGIAHLRTYRKAVAAMWALEPSDPHNWFRYAMIHLMD
CPHGNWWFFVWHRPYVAHLERIVRIYGEDENFAMPYWDWTADPFVPDTFFASSTYPDNALDPTSTHYPDWDSFESAYHDP
IEVFWNGLSDAQKQQETLRGFPDFESFWTTGVQPNFTADPANGRSKTLAAPDLTPPASDAVTLPIIEAGLAPEIFTTVVA
TDDARTGFNSPESQNHNQGAGAAIIEGQPHNKVHNDLGSVAGGWMPSLLSSVDPIFFMHHCNVDRLWDVWTTKERNAGRT
ALPTAEEAPRFDPEAFLFYIDDAGQPAPSTAGASMAIEPWGYAYTPGSGSASAAGLQSRRGIAPNAIALANKDFGLNEGA
TTSLSLPEGFAAAGKEETRQFAQVTFKPPRELKGLSFDVFLSPGGEMPELSEDSPGFAGSFEFFGMLHGHDHDFTAVIDV
TDAVARLREAGTLRESGAIDVTLAASGTAIKGRMLESAPLEGVLKSVVFESF
>BAQ69461.1 hypothetical protein NHU_02309 [Rhodovulum sulfidophilum]DSM2351
MVLFWAAATTVQAAGGGTGMGPSAIEVAPGAGALVLAVRTGPLPAGAELVLETSGGRRIGSVSPFGATAATSSAVQTHLV
PVPAGTLPEGRIEIRAKLVLHGSERAATAHEFLGAAIIGH
>BAQ69462.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGLVDFVLRKSGEIHAVNPVWYLVCMSRPIPPSYETKKWSAYNFVRRLKTLGGLTPYEYTCKIWISEPDRFILNPIHQMP
GLNT
>BAQ69463.1 amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MEEHELYGCPCCSGTIGCLFGVNETVRDLKEQAATGDDSFRNRGLDRASIGRRNFIRTGAAAASLAALMPKEGRTQAIST
EETTIFTNANVLTVDDAFSEAEAIAIRGNRILAVGSNREVRTVAGKNAAVIDMQGKTVLPGFIDAHAHVISGAVADDVME
YVGMNSYATVDDVLQQIAQRASETPAGEWLVFRNFDPAVQEGAETLTFSDLDPISSEHPIFVLNASGHIAYANSKAFEVS
GITNDVSDPPGGEFVRDAEGNLTGMMKNNVAFIQIAKNYPEMKKVEPVDALLRLLENWAQYGLTTVSELSLGVLSHPPGD
VQIMTEAAQSGRMKARIRAYPFYTLGAEAWDRADVMQGNGNALARIAGYKLVADGSNQGFTGWQREPYLGSDNRGLRYME
PDEMTAAALERAGKGWHLAIHGNGDAAIDNILDTFQALVDAGVDMSRVRPRIEHCSILHDDQIARMKKLGVSASFLIGHV
YYWGIAMRDKVFGEEKAQLLDRCRSAEKAGIRFTLHSDFMVTDPNPLHMIEMAVTRRTWKEPDYVLAPQETISVETAIRA
MTSEAAWQLFSDHELGSLEPGKLADLVILEQDPRDVRQDEIKNIRILETWMDGRQVYSA
>BAQ69464.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MDKYACDTRKCHDAIADRGAHAVIPPRKNAKPWKTVTTGAVARNEALRASKYLGRALWRRWSGYHRRSRVETKMHCVTLL
GPRLMARDFDRQVAELQVRIAVLNRYTSLGIPVTEAVG
>BAQ69465.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAMNAKLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASH
RRYGAPRIHAELRDQGIRIARKTVAKLMKGHDIRPPCRGRRVPRTTDSRRIFGIAPNLLRRNFRASEPDRIWLADISYVP
TDEGWLYLAAVKDMATMEIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSR
KGDCLDNAPMESFFGSLKNELVHRTRFRSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ69466.1 hypothetical protein NHU_02314 [Rhodovulum sulfidophilum]DSM2351
MFIDRYVTLHTDEIADYWAQHSAASVRPSRLQLQMEMIPDVLPLDAQFGVDRPIFVPDALFPVMFAQPEELEDDRRFHTY
ALLDAAKVPALPEMLAVSGLEHRCLFKGSSYEKLKDAAPWIVRLEDDNRFTRNLFTRSDTPWHLWDAEPGLYLRSRGTLD
QIWQHLRKFTRVRDEAGKWFYFRFWEIDCLIDYIGFAEKHNHSDLRPLFGFDAMDSTSPLVQNYMNRNQNTVRTCTVTHI
SADNAGIPARIDIPILRFLALRSHARSFVDSYYIGQDARPDAPALQGAKEFCTALVQKYHSYGFKSRYHLGSFVYWALAL
NGDFETRLPNLQIHIHQTDADPNDRFVLMARQIKHVFGSRVRNYRGYGS
>BAQ69467.1 hypothetical protein NHU_02315 [Rhodovulum sulfidophilum]DSM2351
MEAEYYLPNDDCANGASCPGEGVFIPQQIGNTALDAEFIGSEADVQADLGLANVDSYPLTDEVFPVIYDGALLTLDGLMD
CFARKYPERAQLLNALIETQGYSVTFEENPSAAEAELESWLQNYGEMVRRQTRSVVTNDDYKLLNEMRDAYAREQRRLDA
MRHWHIAPGKIYLSTRINRNIDVNNFFLGDDEDQINRAATNEEGADWLNAVMGDWMVRSGIPGGTSDEEFSDSFSSRISW
GALNVVFGAAEVIGGVALTLGTLGWGNVAGGALSIAGFEAITQGIDMWRTPAEASHSTGWLGDGAFAMMNEFGVLDENDQ
ASFDRYWSFAMLGLSLGGAGVLGYAGDVAQANRIGRLGRNLDFIAEAPSRALATARRAIVGVKNARFGELTVSFAPLPSG
RIAMNVDGVGRIVAPHWESLTRLRLRMNTARKGLVQYRYTALEAGDAGLISLRGGVNNLGDAQKLIKEALEIAGHSASRL
SEFVSKVEFSTSARASSFNVGTRVLTIRRGIGTGIAKTGPYNEFKAINEALHEIQHSVRRQRYVQQHGSLDGAESVFGKG
QFDPRYAKEEVLVERTAVERTESIARPRIAAERKYGNAAEADRMQALLDDALEDSSEYVDFWRKRVEE
>BAQ69468.1 hypothetical protein NHU_02316 [Rhodovulum sulfidophilum]DSM2351
MYVWNSGRKIDRYCNILEALAKKNGDALIASTSTKDEAYTLAAEKENEGLGDQNIYMIWGLESRGAIHFEEACALILALR
MGEPDQQNFTVTFKRALMKNGKHSHEMMTVDMTRQQIIERLEWISSLKFGDDLAEWSEWMEIREAEGFLAMR
>BAQ69469.1 transposase is3/is911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNE
>BAQ69470.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MAEKMKALERENRELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ69471.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIELTLPPDPGLGVIVLPERGIPH
EQTTPPSFHRRVQGAGRRAAFRAGRHADQRRARARRDAVADQGMAARTRRRRLG
>BAQ69472.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKEEVEVMRKASAFFAQWAAMNAKLEFIAAHAAGHAVSL
MCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGIRIARKTVAKLMKGHDIRPP
CRGRRVPRTTDSRRIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATMEIVGWSMSARLKSSLAVDA
MRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSLKNELVHRTRFRSRRDAKAA
LFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ69473.1 acyl carrier protein [Rhodovulum sulfidophilum]DSM2351
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>BAQ69474.1 3-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]DSM2351
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEGVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>BAQ69475.1 malonyl CoA-acyl carrier protein transacylase [Rhodovulum sulfidophilum]DSM2351
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>BAQ69476.1 hypothetical protein NHU_02324 [Rhodovulum sulfidophilum]DSM2351
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRAESLEAALSHLGDISSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>BAQ69477.1 hypothetical protein NHU_02325 [Rhodovulum sulfidophilum]DSM2351
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMENRDWLGFYAT
TTLSRSEFDMDEYVPAVSDEVEVQISIEAGKAAD
>BAQ69478.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]DSM2351
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRERR
>BAQ69479.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]DSM2351
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>BAQ69480.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]DSM2351
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQV
>BAQ69481.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MDYFAGLDVSLEKTHVCVLDREGEIIAEAIAASTPEAIGETLDQAPACKVVVFETGRMAPMLYHGLAERGVPVVCIESRQ
AYQALKTLATHKTDRN
>BAQ69482.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MARKKLVGQRIMLENQIRGLAVVFGTRLPRGLSPAFVEHVFAMSEGVVGLSAAMRGLISARGAVLSAIAALDTDIKHLVR
QSKACRRLMTVPGVGPLTALAFTAAVDDPGRFRRSRDLGAYLGLVPRRYQSGEIDYTGHISKTGDRRVRTLLYEAANVML
TRYKGALKLKEWALAIARRSNMRKARIALARRLAVIMHAMLKSDTDFHPA
>BAQ69483.1 trigger factor [Rhodovulum sulfidophilum]DSM2351
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPEADLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>BAQ69484.1 putative peptidase [Rhodovulum sulfidophilum]DSM2351
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAFDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSTHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
ATLSTQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRHDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>BAQ69485.1 hypothetical protein NHU_02333 [Rhodovulum sulfidophilum]DSM2351
MTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEATSGGALSTLLAMNRSSLNRNRNRNRNRNRNRNRNRTTR
ENRESGADTDGARLTLEPWRERAALYGMEAQWLDLPVALPPALDQLRAEAIELLKKQVRLARVDQTMRREEILRESRLEL
SAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPAHASYPSNHSFQSFSVAFVLS
RIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>BAQ69486.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAPRAAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGTRNDYS
ALIGYGVLAGMFDLDPGRMQATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGF
>BAQ69487.1 thioesterase [Rhodovulum sulfidophilum]DSM2351
MPELSPERGEPVIRTIAMPGDTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>BAQ69488.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>BAQ69489.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]DSM2351
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGCFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>BAQ69490.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]DSM2351
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>BAQ69491.1 CDP-alcohol phosphatidyltransferase [Rhodovulum sulfidophilum]DSM2351
MLDGVMRRLIDPPLDRLGIRLAACGVTADAVTLAGLGAGLLAAAMIAFGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRRMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>BAQ69492.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTEDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAVARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ69493.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRSRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
SLDDLLAVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLGTDLGIEHRLAPP
MRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAG
CDTYPVLLGRCCANPSGDSLSEF
>BAQ69494.1 methyl-accepting chemotaxis sensory transducer [Rhodovulum sulfidophilum]DSM2351
MPAFLYRIPFRIYSIVIVALALSALISLLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGAGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
LRRDEIGDLGRNLAAFRDKLAESERLAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDMKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAADGAAKVEDVVREARGNAEQSG
LVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPRPAAEFEPPKRAVNDAGWQDF
>BAQ69495.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRSLIRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAG
TEDVRAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRKGRAWKADCPAAVARN
EILRATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ69496.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAMNAKLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASH
RRYGAPRIHAELRDQGIRIARKTVAKLMKGHDIRPPRRGRRVPRTTDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVP
TDEGWLYLAAVKDMATMEIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSR
KGDCLDNAPMESFFGSLKNELVHRTRFRSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ69497.1 putative phage-related Holin protein [Rhodovulum sulfidophilum]DSM2351
MWDPSLWEYDNSQSGIRGQGQSSPTPRISPAQGDARAQERERERVKPWLAWYRTTRWSKLRRKILARAGHVCEQTGVPLL
GRAPGRACSDAT
>BAQ69498.1 hypothetical protein NHU_02347 [Rhodovulum sulfidophilum]DSM2351
MKPIAATSLPKFRKQLAPQPSTDRNMAEMSPRDGLSMAKAERLGTILRKMMPEREAAAKGCH
>BAQ69499.1 transcriptional regulator, IclR-family [Rhodovulum sulfidophilum]DSM2351
MISMASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRS
LDDRGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFC
TAGGRAVLSALSDDAAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAI
HVAGSLSEWTRDAFVRHAAPVATEAARAINGSL
>BAQ69500.1 MlrC C-terminal domain family protein [Rhodovulum sulfidophilum]DSM2351
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIPMSRGAEMAAAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGALDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPIVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVPTGTRPAKAFRQMSYLVPIPFQTTMMSPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCRPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALRATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>BAQ69501.1 extracellular solute-binding protein, family 5 [Rhodovulum sulfidophilum]DSM2351
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFEPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTIVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>BAQ69502.1 ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MLGYILRRVLATVPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSLFDPRIRY
>BAQ69503.1 oligopeptide transport system permease protein AppC [Rhodovulum sulfidophilum]DSM2351
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>BAQ69504.1 sulfate-transporting ATPase [Rhodovulum sulfidophilum]DSM2351
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPASAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>BAQ69505.1 hippurate hydrolase [Rhodovulum sulfidophilum]DSM2351
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGRVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>BAQ69506.1 carboxypeptidase [Rhodovulum sulfidophilum]DSM2351
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAASVNRMMDMVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVADIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDADEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGICGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>BAQ69507.1 gamma-glutamyltransferase 1 [Rhodovulum sulfidophilum]DSM2351
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RHGLAIDWYAALIIASATRDLASDADAAALFLMDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMAGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARVVSPSTGFLLNNGIMWFDPVQGRPNSLGPDKPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASLLTDFGMDLEAAFAQPRIDVSGTDRIVADDRIPGRTCDALKAVAPVTV
TRKSILPYPFACPSGVLQEGSRRSGMTEPTSAWGDAVAEQG
>BAQ69508.1 amidase protein [Rhodovulum sulfidophilum]DSM2351
MSDATDPADMGALEARRLIGRGKLSAEELARACIDRIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGQPV
AIKDMNDVAGLPTTYGSQIFRDSIPSADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFGLIPGPDRATALLPQPTAGPMARSVADCALMLSALSRPDAR
DPFTPVIGGRTPWDAADFARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVAENVREGRRYSAADVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPMQSYYHWLALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLDLLAIAAALEAVIAGLPDLAPCSPD
IATLSAAPPLRTAPGFLDVP
>BAQ69509.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MLPFHFVVLLTSFDEDPGLLQRVADLAIRQFIPEARVEVFVVSGLPRRARGHAGGLRQDRLGSVSHFLRNEPRVVVRPDE
PRRAALDKEIGQGIRDIRGVQPPVDTDH
>BAQ69510.1 RNA polymerase sigma-70 factor, ECF subfamily [Rhodovulum sulfidophilum]DSM2351
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSASGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVMSRVDDLTYDQIAARLGISRNTVMVQIVRALSDLRKA
LPMPETA
>BAQ69511.1 FecR protein [Rhodovulum sulfidophilum]DSM2351
MSAPDDQALEWLVRLNDDRADDKLRAEFARWHQRPENAAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAVGGAALLTP
LGFWLTRPGRFADYRTTAGETRRLQLDDGSRVDLAAGSALSVDFGRARRDLTLHRGEAFFQVAPDAARPFIVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDRDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSRAAARIPVTAMFSLSRLEEAPETIARTLPVQLSRLPGGVIVIRAR
>BAQ69512.1 ferrichrome-iron receptor [Rhodovulum sulfidophilum]DSM2351
MTRRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVTVSGVTTPREALQIMLGQ
SGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQAEAQ
GARSVVSGLAYTPGIVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYGQAT
PGGIVNVVTKRPVDREVRQIELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTWKVD
PGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQVLR
YSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALDYVS
MGWDVFDPIYLGGGIARPPVAMSIDQTREQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDRELTGR
LGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNTSFN
TQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGGLRH
VGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>BAQ69513.1 ferric hydroxamate ABC transporter, periplasmic substrate binding protein FhuD [Rhodovulum sulfidophilum]DSM2351
MTAGRPLSRRQLVAGASALTMMTGRGAHAEAPGRPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPSGTAD
AGLRSWPNLEALRALRPDLVVALAGYGIAPARLEAIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGLD
AALAPPIPGQRPVLIVKFADERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPAR
LLH
>BAQ69514.1 ferric hydroxamate ABC transporter, permease component FhuB [Rhodovulum sulfidophilum]DSM2351
MTRTIAAPVLLACGLAALAFALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLLEAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLTALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLGARVIATPLAGAMILLLADGVTQMLGRALTGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPRRATILALVLLGAAVLLSVFETLHLPGLSVAELWPGRWPRIVTALSAGVMLALAGVVIQGV
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGSFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPLGALTGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>BAQ69515.1 ferric hydroxamate ABC transporter, ATP-binding protein FhuC [Rhodovulum sulfidophilum]DSM2351
MTLFFCHALERRDGRRTLLGPLDLNTAQGRLTAILGHNGSGKSTLLKALAGQDRPDGGRVDFMGRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPGAAAE
>BAQ69516.1 hypothetical protein NHU_02365 [Rhodovulum sulfidophilum]DSM2351
MSGILPIAVKTVRDLSPSMMRLVFEIDGFERLRPTPHPDEWVSLWFPDATGALPRPLPRAFLVGPSGGRLPRARSRPYSL
RRIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGRVLVFADITGLPALARIVESLPPRVRLSA
EIALPCPGDRPDLPLGPGARLRSHPMGDAALLPCPAEAFVPGRDYVWIAAEAAVVAGLKRHFLGQGATARDLVAIGYWIR
GRSRR
>BAQ69517.1 acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MLQISAVLPEPDKTALQGEIGDIFHPHCADARYATDAVRMMLGYEVICCGVQRIFAWLDPANTSWGGVVESMRLRRGTHL
LQNDCFGGSRGNELIHALLTPAWQVPQDL
>BAQ69518.1 putative class I peptide chain release factor domain protein [Rhodovulum sulfidophilum]DSM2351
MSDREALLLSSGNGPGECRQAVGHLLSWLSTKATQYGVDLDVSTRDAAHGPASAVVVLSGARAGELVRSVEGVILWRCQS
ELRPGHKRKNWFVQAFRLPAPTDAVRIDPAAVEMQAIRAGGPGGQHQNKTSSAIRARWTNADGKVYAVVVRDNRSQHQNR
RLALERLAALAAAEKAEADAAREGETWALHGQLQRGEPRRIFEGRRFKEVK
>BAQ69519.1 release factor H-coupled RctB family protein [Rhodovulum sulfidophilum]DSM2351
MGTPIFGERSAARARISKFYNRATWIDGRAEEQLEQVAGWPGMMAVAGFPDLHPGRFGPVGAAFLADRIWPQLVGPDIGC
GMALFRLDLPRRRFKLDKAARRLAVLEDGADPEQALEALDKAGLTGPIGPEALGTIGGGNHFCEVQVVDAVFDPSRTDLR
KDDLCLLVHSGSRGRGAGIFQGLDDSWKQGFAAESDASARYLALQDAAICWARVNRSLIASAASGALGSEARLICDAVHN
HVVPHSGVWLHRKGAACPEGGLVPLAGSREAPSFLLEVPDLVPEALGSVSHGAGRRYDRASMHGRIRKTRSELAALTRTR
FGGRVICGDRDLLLEEAGRAYKDPEQVLHDLSGSGLASAVARLLPLVTFKTTGVAI
>BAQ69520.1 RNA polymerase sigma-70 factor [Rhodovulum sulfidophilum]DSM2351
MRQADRHSQIFEGERRRLAGLAYRMTGSVAETDDILQDTALKFRDADLSGIDRPARWLSTVVMRLCLDHLRSARARRETY
VGAWLPDPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYGFEEIGLLVGKTPTACRQLVSRARHR
LAGAKPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRRFPA
GPCPPLRWINGSPGLVSVEGGVLQTTALSIRRGRIEAIWIMRNPDKLKHLRLHM
>BAQ69521.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]DSM2351
MTPRMNYYKAAPDAMKAMRAAEETIRDLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGVSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDSDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQLHTLREARDAAG
>BAQ69522.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MSRAGLTTWFGLIERGALHVCETVLIEGAGGVALFCLQIARAHDVRTIVVSGSAEKGAGGSVTVMVSPETCVPADRRPIM
HWHSNRITRGGQLRTLRALNTLLLVSQISILSRLVSIDRERRQR
>BAQ69523.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]DSM2351
MLASASEMRLRPPDQKTFGEGDIFRQNAGIDAARAAMGRRAGISPETGVALDMDMNRAALTLSVSSREVLSHACIRFPVQ
PVLVRT
>BAQ69524.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MPASVSLSSLSWSAPDGTSLFTNLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRISVTGSVAMMRQEALEHPEE
TVADLLGVRPALELMDRAERGRATSEELAEADWSLPARIEAALARCDLSVAPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRG
>BAQ69525.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MDAIIELTSLGAAKYGGNYSAFRQRRESERAAAAQDLAHAQKLRAEAAHRAQQAAERKARKDSAGRKSRTRGDQPKILMD
AAKGRAEASGGAGARLRDARRDAAEDVLTAAREKVEVLTPIHMDIAPSGLPAGRIVLTLDRVTAGYDPAVPVFEDLSLPL
TGPERVVIAGPNGSGKTTLLKLITGALRPMAGLKGSTPALASLGRSACHGIPSSTARPRGVTNHPWKAARSSGDKSAAER
WP
>BAQ69526.1 hypothetical protein NHU_02375 [Rhodovulum sulfidophilum]DSM2351
MEEPVLERKVHSVRTAVRELGMEPRRLRKLLVDAKTARPHLDRINARVSAKDFQDALSMSRSQFDLLRKEGHFRPAIEGG
DHKPLSDVRAAHRHLESLLSGAEPIYVSMHAWMTSGRPRKASRPSPAPFSSVSRSAGFGGSGDTWTRMRLSAFSPGISIE
VFARQCCRTRAAAMRLVSEGHVPSTEGRHLKANARQRFCHQTTSQLSMGGS
>BAQ69527.1 acriflavin resistance protein [Rhodovulum sulfidophilum]DSM2351
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLETELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVAGVANVEVKGLPEEAIFIEPDSAALDALGIPPDALSGAIAGADAVTPTGAIASGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGAQVEARLDEIAHILPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTDGRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIRDALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQARLIDAQVYAPATERYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIGARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDSWRKASSAKAGSANSTPSNPALAA
H
>BAQ69528.1 secretion protein HlyD [Rhodovulum sulfidophilum]DSM2351
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAQDRAVPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSKGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGAPVSRYDGLIAKAE
>BAQ69529.1 HTH-type transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQTLPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLVDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>BAQ69530.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MPASVSLSSLSWSAPDGTPLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSSPASGRVSVTGSVAMMRQEALAHPEE
TVADLLGVRPALELMDRAERGRATSEELAEADWTLPARIEAALARCDLSVDPDTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLEEMDAIVELTSLGAARCGGNYSAFRQQRESARAAAAQELAHA
QKLRAEAAHRAQQAAERKARKDSAGRKSRARGDQPKILMDAAKGRAESSGGAGARLRDARRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRMVLTLDRVTAGYHPAAPILEDLSFTLTGPERVVIAGPNGSGKTTLLKLIIGALRPMAGAAQLCVPW
ALLDQHVGLLAPDRTLCEVFRDRNPQASMQMAHAALARFGFRAGDAQRLADGLSGGEKLRAGLACVLGGTPPPQLLLLDE
PTNHLDMEGVEALEAALASYDGAMVVVSHDRAFLASLRPDRIMSLKG
>BAQ69531.1 PecM-like protein [Rhodovulum sulfidophilum]DSM2351
MPRPLDLLLTALAPTVWGSTYIVTTELLPEGCPITAAMLRALPAGLLLLLLVRSLPHGRWILRALVLGGLNFSLFWWLLF
VSAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLVASIVGVVGVGLLVLTPEATLDTMGIVAALGGATSMALGTV
LTKTWQPPVSPLTFTAWQLTAGGVLLLPAALLFEPPLPPLSASNVAGFVYLGLIGGAITYILWFRGIALLGPSAVSPLGR
LSPVAAVLLGWVILNQTLSPLQIVGMVLALASAWFGQKGERTPTLVAQPAQQR
>BAQ69532.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MIRSSGRRGLKRLFEKEVGTRLALISLGRTAGFSLSEIRGLVGTEGRPDLDRFTLSRQSYRLDEQIKELTVFRDGIRHIA
ACSAEKHLDCPRFKSIMRIALKRGP
>BAQ69533.1 transporter, major facilitator family [Rhodovulum sulfidophilum]DSM2351
MPYPYTAPAKTALPKLAFPVLASVQAVLIFTITLIAAPLPPIDEEFGLATADLVLLQVACGLPYSGLLLLGGALSDRFGG
SSLFRMGLWGFGFSSLGAALSSSFEMLVTMRALQGVAAAMVAPAAVAHVAGLYPDAEKFDGAMARWGGISVLGAAAGTVL
SGVLTTWISWRWMFAAPCLKVFVALSLRSSLLPVVRGRMQAGRLDFLGALLALTALMSRGFALSMGNEHGWTSPRVCSGC
RAGKLREGSPVAPRISAERESHATGRSSATMTAHGDLERALFHKCRGGFIL
>BAQ69534.1 membrane chemotaxis receptor McpA [Rhodovulum sulfidophilum]DSM2351
MANSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTMGLQRRGGGIARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVVIHHALLTFFLPTLIYPSGGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQELQMNLAQKEAEQFNVMEQFSAALTKLAKGDLATRIENVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDEISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALGAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIADLKHTMSELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQNASEPDDSAPLFRQIA
>BAQ69535.1 ISSpo9, transposase [Rhodovulum sulfidophilum]DSM2351
MSSRPPRRMAKFWKKDSRRGAGTRNEALRAINLLGRTIWRRWSGYRRRSRAETTMNCMKLLGHKLMARGFDRQTAELQVR
IDTGAAVLDGVDLEMELAWMARKGCS
>BAQ69536.1 transposase [Rhodovulum sulfidophilum]DSM2351
MRKSRFTEVQIIGMLKEQEAGLPTSELCRKHGLSPATFYKLKAKYGGMDLSDAKRLKQLEDENAKLKRLLADAMLDNVVL
KDLLGKP
>BAQ69537.1 transposase [Rhodovulum sulfidophilum]DSM2351
MTTPMQRRDAVLRAMRDHPISQRRACVLIGVDPKTVRRERPPDNPEIREEMHKIAEKRRRFGYRRVGIMLERKGMIMNEK
KLYRIYREEGLSVRRRRGRKRARGSRTPMPVPLRPNQRWSLDFLSDTFGACRKFRILAVNDDCCRENLGLIADTSISGAR
VARELDALVRIYGKPACVVSDNGTEFTSKAILQWANDNKVEWHYIDPGKPQQNGFIESFNGSLRDECLNEEIFDSLADAR
RKLAIWRYDYNNVRPHSSLGNQTPAEARRALEQSEGSAPGALAQPETYHYQPQGLSL
>BAQ69538.1 hypothetical protein NHU_02387 [Rhodovulum sulfidophilum]DSM2351
MFKISAALKQRYPAAEAFRFGDSAASSEALLSLVRSGKKTATCSALRDIQNGEPMPTIGRRDIALNWDGTPALVIETVEL
VQCRFDEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDVLGHSSSLTYPAA
>BAQ69539.1 nickel-responsive regulator NikR [Rhodovulum sulfidophilum]DSM2351
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>BAQ69540.1 tryptophanase [Rhodovulum sulfidophilum]DSM2351
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHACGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>BAQ69541.1 selenocysteine lyase [Rhodovulum sulfidophilum]DSM2351
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>BAQ69542.1 hypothetical protein NHU_02391 [Rhodovulum sulfidophilum]DSM2351
MTHFRPSLLSLARDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>BAQ69543.1 hypothetical protein NHU_02392 [Rhodovulum sulfidophilum]DSM2351
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMLACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>BAQ69544.1 FeS assembly protein SufD [Rhodovulum sulfidophilum]DSM2351
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRLPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISHLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSANLAAWLERHRR
>BAQ69545.1 FeS assembly ATPase [Rhodovulum sulfidophilum]DSM2351
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>BAQ69546.1 hypothetical protein NHU_02395 [Rhodovulum sulfidophilum]DSM2351
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>BAQ69547.1 Sporulation kinase B [Rhodovulum sulfidophilum]DSM2351
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDRDLRDQDRFDKDRRDKDRRDKEDRT
>BAQ69548.1 FeS assembly protein SufB [Rhodovulum sulfidophilum]DSM2351
MDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKMEEP
DWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVFDSV
SVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFRINA
ENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRADCR
GPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNTYRG
LVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNSSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVINGFCK
EVLQALPMEFAMEAQQLVAISLEGSVG
>BAQ69549.1 cysteine desulfurase [Rhodovulum sulfidophilum]DSM2351
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLAAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>BAQ69550.1 HTH-type transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MKLSTKGRYAMVALADLSLQPDDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>BAQ69551.1 hydrolase [Rhodovulum sulfidophilum]DSM2351
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHSMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAAAALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>BAQ69552.1 hypothetical protein NHU_02401 [Rhodovulum sulfidophilum]DSM2351
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPISQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>BAQ69553.1 isocitrate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEIGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>BAQ69554.1 hypothetical protein NHU_02403 [Rhodovulum sulfidophilum]DSM2351
MPTDMPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRM
GKAFVLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQ
LGFDAVVFALAFAVIPPLTVLWSMAGAAALNIIIATNHRRDRYIAR
>BAQ69555.1 multidrug transporter EmrE [Rhodovulum sulfidophilum]DSM2351
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>BAQ69556.1 GTP-binding protein TypA [Rhodovulum sulfidophilum]DSM2351
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>BAQ69557.1 hypothetical protein NHU_02406 [Rhodovulum sulfidophilum]DSM2351
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPEYQAALDHA
RGASERELMVVEISE
>BAQ69558.1 alanyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASANATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAANELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>BAQ69559.1 protein RecA [Rhodovulum sulfidophilum]DSM2351
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSVKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEIIDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGAEDDKMIED
>BAQ69560.1 multi-sensor hybrid histidine kinase [Rhodovulum sulfidophilum]DSM2351
MPHFMPVLLSVRRSAAAFADRAWVALALGILLAVAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRL
CACTPGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVE
RAGSGLFLWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHEAVAALLAGASDETEEVVVETPEGPSRRRLL
QLRMADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSD
WLADAAQGRAPNTAEVLRVARDDREVFVQVALARMAEDALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNL
LTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLR
MRHAEALPPIRADKRQLEQVVMNLVVNARDAMPKGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRL
SKIFEPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEDMPGSAVVL
LVEDEAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYA
EDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDAEGARDKGKLPEQVP
>BAQ69561.1 Fmu domain protein [Rhodovulum sulfidophilum]DSM2351
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALEGLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAARLADEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEAARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARADRAGVAVQCLEGPALEEAAPFELVLCDVPCSGSGAWRRSPEAKWRTSPADLARLTA
LQEEILDRAAGLVAPGGYLAYATCSLLAVENGARIGRFLDAFPDWVLRSERRLRPLDGGDGFYAAVMRRPG
>BAQ69562.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]DSM2351
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAASAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGERAWRIANGHPLMPKVTALGCSLTALITAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>BAQ69563.1 thiamine-phosphate pyrophosphorylase [Rhodovulum sulfidophilum]DSM2351
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKQAGDDALIELVRALKPALARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRVTATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>BAQ69564.1 putative aminopeptidase [Rhodovulum sulfidophilum]DSM2351
MRLRRLVLAAIPVLAALGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMYRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAVEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEADWQAGLRRFYSERYDRVAAWHHLRA
GFEAAGGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAARPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAVAAALGPRLLHGAPRLVDAAAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>BAQ69565.1 uroporphyrin-III C-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTLFNRVYRLLRRILFYCCKILRECPMQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQA
EGRLSWVARPVEAADLDGARLVYAATDDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPV
LARKIKAGLEAWLPAGLGARVRAANAFRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFV
GAGPGDPDDLTMRARRALDRADVVIHDRLVPAPILELARREAQIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKA
GDPSVFGRLDEEIEACEAAGIAWSVVPGLTAASAAAASLGQSLTRRGRNSDLRVLTGHDVNGLADHDWATLARPGAVAAI
YMGKRAARFLQGRLMMHGAEAATPVSVVENAGRPEERILAATLGTLATEIASAELTGPAVILLGLAPRAAARSLPLLQEA
AR
>BAQ69566.1 hypothetical protein NHU_02415 [Rhodovulum sulfidophilum]DSM2351
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAETESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>BAQ69567.1 sulfite/nitrite reductase hemoprotein subunit [Rhodovulum sulfidophilum]DSM2351
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPSGSPAFRAWADTNLSD
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEVAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>BAQ69568.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]DSM2351
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWITGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>BAQ69569.1 oxidoreductase probably involved in sulfite reduction [Rhodovulum sulfidophilum]DSM2351
MSTAILVTDAGFAPAGPAEDWLSPGDLDGPARPDPVRVALTPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGQLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>BAQ69570.1 hypothetical protein NHU_02419 [Rhodovulum sulfidophilum]DSM2351
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAPAARPEISAAP
AAGPATDIELPPGSEFNRSRPGTEARPPEAEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPAAEDPPPAARAMHGPAAPEAAAAPVPEPAAPESSPETSPATSPDASPAMPADTSPESSSGTETPEAAAGP
APEADPETVPDTSPETSPETALDSETVPEIAADPETGPETEPEAETAPEANTVPEAGSEAPAVLPEVLPPPGPADPAMPG
RAAGPLRPDAPLPMNGEKAAPVDAAPEAARPATPTMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLTFPFPV
TFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAARLGEALDRIDGSIALVTPEEGGFEGDRDLSGAVLGLLEA
SGHGLVTADKGPNDALRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQTGHAVIVGHSHPETVTAIYAWALL
SGPADAVLAPLSAVLRQPRP
>BAQ69571.1 anthranilate synthase component II [Rhodovulum sulfidophilum]DSM2351
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>BAQ69572.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MSDSLKPLIGLAAERPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>BAQ69573.1 indole-3-glycerol phosphate synthase [Rhodovulum sulfidophilum]DSM2351
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>BAQ69574.1 molybdenum cofactor biosynthesis protein C [Rhodovulum sulfidophilum]DSM2351
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>BAQ69575.1 molybdenum cofactor biosynthesis protein A [Rhodovulum sulfidophilum]DSM2351
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGAGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADVALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLSAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAVVEANGPRTHYLRARLTPDGLLPFDRQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>BAQ69576.1 LexA repressor [Rhodovulum sulfidophilum]DSM2351
MQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRPVVIEGDRSETPPPSGA
MDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDGDVVVIREQNTAENGEI
VVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>BAQ69577.1 competence protein [Rhodovulum sulfidophilum]DSM2351
MGLLLTGPVTPGRPARLVRMPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAAVLALAA
RRLPELWAPVLIALALVAGGAALAGARAHMVAAPKLEHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRL
RVALHGAGGVTAPPPGARIAMMAHLSPPGAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALS
EALRARIPGDQGAFAAAILTGDRSAMSRETIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKI
AAAGALAVGAVYLALSGGNVATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIA
VFAALRDQPEGGWRPPRWAQGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFG
LAGLGLEPMRWGIAWILWVAERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLCTGRARALGLLPILVAFALWSAVQRPA
LLIAESGGLMGAMGPEGRALSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGRQVTLITGRGWAERI
APACARGWVVVPQYVDDPPAGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>BAQ69578.1 glutamyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MTDMSDGPVVTRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWREADPATHPDAPSVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYQAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQGAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAVVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>BAQ69579.1 type II citrate synthase [Rhodovulum sulfidophilum]DSM2351
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>BAQ69580.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>BAQ69581.1 enoyl-CoA hydratase/isomerase [Rhodovulum sulfidophilum]DSM2351
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAEFEGR
>BAQ69582.1 cytochrome C biogenesis protein [Rhodovulum sulfidophilum]DSM2351
MPRRALIALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>BAQ69583.1 cytochrome c-type biogenesis protein CcmF [Rhodovulum sulfidophilum]DSM2351
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLVA
RVARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>BAQ69584.1 hypothetical protein NHU_02433 [Rhodovulum sulfidophilum]DSM2351
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>BAQ69585.1 DUF847 family protein predicted to bepeptidoglycan-binding [Rhodovulum sulfidophilum]DSM2351
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>BAQ69586.1 cytochrome c-type biogenesis protein CcmE [Rhodovulum sulfidophilum]DSM2351
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKESQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>BAQ69587.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]DSM2351
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVINKLPRDLQIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>BAQ69588.1 hypothetical protein NHU_02437 [Rhodovulum sulfidophilum]DSM2351
MKRVLAAAALAATFAFGGAASAATIVLDGSKEIRLTLNDVSDLALSFSLDDAAAGYTNWGGYIKWSTREDGRQDWDGRSH
TCLECGYEGGGWNLSHWVNKTSTDLKLDFGKTLKTVYVWIRPTYGKGSVSYEDGSAGAPDIAPVPLPAGGLLLVSALGAA
LLLRKRGRKAA
>BAQ69589.1 glutamate racemase [Rhodovulum sulfidophilum]DSM2351
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>BAQ69590.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGVRDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPERMQVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPGGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKQASAEVEIGALPAPALPGIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHG
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRTLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAARARAEFEGDLEITWHLAPPFLKGRGADGRPGKRAFGPWMERCFRLLAA
LRRLRGKPFDPFGWQEERRRERAAIRRYEADMEEVLARLSPATLTAATALAELPLTVRGFGPVRAEAERAADDRRVALLA
EIRAGGAALDRAAE
>BAQ69591.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MMDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAV
ARIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMN
IKMRLYATRSYLEAHGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLP
DYVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPPA
>BAQ69592.1 phosphoribosylformylglycinamidine synthase II [Rhodovulum sulfidophilum]DSM2351
MDEPQITEDLIAAHGIKPDEYDRILQLLGRKPNFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHSGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGHSAPLSDLTALYRSAFAEALG
>BAQ69593.1 BolA-like protein [Rhodovulum sulfidophilum]DSM2351
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>BAQ69594.1 glutaredoxin-like protein [Rhodovulum sulfidophilum]DSM2351
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVEYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>BAQ69595.1 hypothetical protein NHU_02444 [Rhodovulum sulfidophilum]DSM2351
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFAPGAPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPTAPRTPLTARIGRILSEI
SGLMRPRRHPS
>BAQ69596.1 cell division protein ZapA [Rhodovulum sulfidophilum]DSM2351
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>BAQ69597.1 hypothetical protein NHU_02446 [Rhodovulum sulfidophilum]DSM2351
MARHRDSECGCDRARTRQAGEQAEMSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQ
LNERVKAIQERQETQVARLEQRAADLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALT
ALRASDRAEIDSILAELMPAAEEGVAHA
>BAQ69598.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]DSM2351
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>BAQ69599.1 CBS domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>BAQ69600.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>BAQ69601.1 methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>BAQ69602.1 RDD domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>BAQ69603.1 arginyl-tRNA-protein transferase [Rhodovulum sulfidophilum]DSM2351
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>BAQ69604.1 TRAP transporter, subunit DctM [Rhodovulum sulfidophilum]DSM2351
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAASASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQMIGLAILWFMPGIVTIVPNLLPNG
>BAQ69605.1 TRAP C4-dicarboxylate transport system subunit DctQ [Rhodovulum sulfidophilum]DSM2351
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>BAQ69606.1 bacterial extracellular solute-binding protein, family 7 [Rhodovulum sulfidophilum]DSM2351
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>BAQ69607.1 bacterial extracellular solute-binding protein, family 7 [Rhodovulum sulfidophilum]DSM2351
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLGSYMASMRTSSSWIQASEGTYRAQRDRVIG
>BAQ69608.1 acetolactate synthase 3 catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGATNAV
TGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDQLARTIHQGFHVATSGRPGPVLIDIPK
DVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITSTLMG
LGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLPIIGD
VAHVLEDLLRIWKSRGRKVNKEALRPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQHQMW
AAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNERLGMV
RQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSGRAHN
DMLLAADAEAFKEGAALV
>BAQ69609.1 hypothetical protein NHU_02458 [Rhodovulum sulfidophilum]DSM2351
MPRILRPDTGDEGGTVLQKAPHVPGPVPGHRREVPPAGPCRPDRRSRMGDPGPALSRPPANWWQEGLRTGDPSA
>BAQ69610.1 acetolactate synthase 3 regulatory subunit [Rhodovulum sulfidophilum]DSM2351
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>BAQ69611.1 sigma54 specific transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MVARGHFVRKADWARFLETGLVPGGLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARTALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGRRRPVETPSGDPFDAFLGTAPA
ILKLLEHARCVAASNVPVLISGETGTGKELLARAIHDVSSRRHGHYVPLNCGALRADSAAGVLFAPPDRPVDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTQAGGGAALDRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPAPTEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>BAQ69612.1 hydantoin utilization protein A [Rhodovulum sulfidophilum]DSM2351
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKDAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>BAQ69613.1 N-methyl hydantoinase [Rhodovulum sulfidophilum]DSM2351
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>BAQ69614.1 acetone carboxylase gamma subunit [Rhodovulum sulfidophilum]DSM2351
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>BAQ69615.1 hypothetical protein NHU_02464 [Rhodovulum sulfidophilum]DSM2351
MSMLLSDLRTTFGYLVQAGLCRLVGPLRPKAPPRPDYSAVYTSPDFTVERFGKCQAGSYIEVYRPETPWLGQNGRPKAVI
FLHGFVLGAAQVYRAHLEHLVRQGYTVFFPNFQTGFCSFPARGLMTVAELLDEVFGDGLRPSQETWMKNALASVSDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTEDGLPANLMPLQVVTADPVPSSSAASAPGQIGQALDSLQDDVNLAVTGK
ALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>BAQ69616.1 hypothetical protein NHU_02465 [Rhodovulum sulfidophilum]DSM2351
MRDDGEPGTDRAVDAAEKESQMPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPE
ILDARVPSGDVFLEVLAPLEPMDLTRAHQEIRFERAWVPVMVEEAHCFTAVTGMRAGSRDALGDFYALAWRDPEGGWHRI
LDPLAMSLPFGVMAPAELYDVGAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVA
RELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRP
DELVDFAAQLHNFPGMPKKLILDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRV
DGAQDFKWWDASTQTLRHDDDYLKSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLT
FAHNTPFLYTFWLSKFWRIREIVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVAL
PGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEV
TEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYA
GRDSFDYLRPIAGRTLFTALRHGPDGEQIYAVMHMEGKPTAEIDPLSLQVPGIGGGGWEVALRTPSIGPDYHGGPITLSD
SMALVFSRHLPE
>BAQ69617.1 glycogen branching protein [Rhodovulum sulfidophilum]DSM2351
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GLVPGEGAYRLRASAGGTVWETDDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMKHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRGRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKADEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGTLDWAALERPDHAGMQRLVRDLNTLYRGSPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>BAQ69618.1 carboxyl transferase [Rhodovulum sulfidophilum]DSM2351
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMAGFAANLVVGFGRIGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>BAQ69619.1 hypothetical protein NHU_02468 [Rhodovulum sulfidophilum]DSM2351
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRAARKTKAAPEAPVAPGVPPHHLAAIAAAVAETLGPGHRIKRVAAP
AHLVDGWPLEGRIETFAAHRVRTGWGPTRPQPGARTPKITKGPKP
>BAQ69620.1 biotin/lipoyl attachment [Rhodovulum sulfidophilum]DSM2351
MKRLRITVDGTPYDVTVEEIETGPAPTPAAPRTASAASRPAPAAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQ
SVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>BAQ69621.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]DSM2351
MQPDPLSARLDSLVGMTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGML
MLGNVLRESLVTDRLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRS
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>BAQ69622.1 dipeptide transport protein [Rhodovulum sulfidophilum]DSM2351
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDASGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIERIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEDFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHLMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEDAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>BAQ69623.1 dipeptide ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVIAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>BAQ69624.1 dipeptide ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MADATAEAPRPAAPQRPGRLQEFCRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>BAQ69625.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>BAQ69626.1 dipeptide transport ATP-binding protein DppF [Rhodovulum sulfidophilum]DSM2351
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEATFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMSAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>BAQ69627.1 hypothetical protein NHU_02476 [Rhodovulum sulfidophilum]DSM2351
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVVGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLIDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>BAQ69628.1 TIM-barrel domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MARFERKDLLKKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKTTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>BAQ69629.1 polyketide cyclase / dehydrase and lipid transport [Rhodovulum sulfidophilum]DSM2351
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPAIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRRFA
>BAQ69630.1 phospholipase C, phosphocholine-specific [Rhodovulum sulfidophilum]DSM2351
MDTSLVENERGEFPAGPAKGCMYRPCDTASDKIGDKAAQKPDGKATGRGPFRGPVRRIAGKALSAWRARGGWAASAAFGR
WPKTSGCAGSLKAPAIFHTLSSSR
>BAQ69631.1 alkaline phosphatase [Rhodovulum sulfidophilum]DSM2351
MRTLLSALAATTLLTGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEEEIAVTVNGKPYAETFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSIATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>BAQ69632.1 hypothetical protein NHU_02481 [Rhodovulum sulfidophilum]DSM2351
MTDPAAPDRTRRLCLALAPGLLLPGLFLTPTARPAAAAGTPRIGFDELYSAFSPLGLTFSDKVIALTGERVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>BAQ69633.1 ABC-type antimicrobial peptide transport system [Rhodovulum sulfidophilum]DSM2351
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQVMTTRAGMLLDEVGLSRPDQQVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILTDDVREGASP
>BAQ69634.1 transmembrane transporter component [Rhodovulum sulfidophilum]DSM2351
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAADKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLALGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGDASHDDHDDHDHDHDHDHDHDHDHDAEGHEAHKAHGEA
AFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATDDTLAVFPAEILTGLYAMLGDAKRVLVAVAIGAQVLV
AAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGTGILCGFGLGYVAADALSRSFALARGFPLPVAFTP
ADLWSLALLALAAGLLSALPAWLAYRQPPVSALRD
>BAQ69635.1 hypothetical protein NHU_02484 [Rhodovulum sulfidophilum]DSM2351
MPIVFIISSITGGVFSATIVSLILETGWGAILLSYWVGGMMWGGTAVSYMSLRSDDDSSEAEGHEYETSEYATSEYGAPE
YEDAGPGALGTSSRTARSRAPEDVEEADRCGHFF
>BAQ69636.1 cyclase family protein precursor [Rhodovulum sulfidophilum]DSM2351
MCDICVMTAVKGRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>BAQ69637.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MATVKIWTDAEAEADPHVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMASESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>BAQ69638.1 alcohol dehydrogenase, zinc-binding domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLIRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
VGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAQVIDYRAGDFVNPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPNGFRLADLAKGSLSATRPVLFDFIADPAELRARASELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>BAQ69639.1 ribosomal RNA large subunit methyltransferase J [Rhodovulum sulfidophilum]DSM2351
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>BAQ69640.1 guanosine-5'-triphosphate, 3'-diphosphatepyrophosphatase-like protein [Rhodovulum sulfidophilum]DSM2351
MLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMARTVQALRVCKCKLETHAVERMRLIATEACRRAENAREFINL
VRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVVDIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFP
AARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFEENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYD
RTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDRHALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSA
DGVLEEGPF
>BAQ69641.1 hypothetical protein NHU_02490 [Rhodovulum sulfidophilum]DSM2351
MMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRASVDDGTTADVAISLGVSVCRHAAAGVTPACALMFPAAIASDDGA
RAWPRPDLLAALDDDRGLDGGAPFWPASAGGRGAGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPGNRPPVEPNAPL
PVPLMPSAAFLLLAVAGFGAFARRRLS
>BAQ69642.1 hypothetical protein NHU_02491 [Rhodovulum sulfidophilum]DSM2351
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>BAQ69643.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]DSM2351
MALLNFRKCDRATGRTAGQIAGQTTDQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIDEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>BAQ69644.1 methyltetrahydrofolate:corrinoid/iron-sulfur protein methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQLACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>BAQ69645.1 allantoate amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>BAQ69646.1 iron-sulfur cluster-binding protein [Rhodovulum sulfidophilum]DSM2351
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQIALGTGAFPKHGITVTEQALSPKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVEVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPILARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAASDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRIERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQLHLPEVVFNADGGGNRRRRRPR
>BAQ69647.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MCAKKTGSIEDLAVVGVDIGKDTFHLVGFDRSGQVVLRKQIKRLALDATFEKLPRCVVGMEACLSAHFVSRRLRDMGFDP
RIIPATYVKPFNKGQKNDYNDAEVIAEAALRPNLRTVPEKSQDQLDLQALHRVRARLVSRRTATINQIRAFLIEQGIAVR
SGLRALRNSFEAILEQRRDEISARMRSILIGLYGDWLWLDDRIAAVSTEIEEISCTEENCANIMSIPGIGPVISTALVAA
VGRGDAFDRGRDFAAWVGLVPRQFSTGGRKILGRITKRGSRYLRMLFVQAAKVIMMRPHRWQAFSFGAWLERAVSRMPRN
KAAIALANKPARTAWSILRHGTRFDTPRDLAMEAI
>BAQ69648.1 sugE protein [Rhodovulum sulfidophilum]DSM2351
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>BAQ69649.1 hypothetical protein NHU_02498 [Rhodovulum sulfidophilum]DSM2351
MNTGSLPFPPLRRGRAHEVCGPGAVFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIADRVENGGAGSNAAETRWHCTPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>BAQ69650.1 nucleotidyltransferase [Rhodovulum sulfidophilum]DSM2351
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAAASRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALSRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGTDPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPVAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRPDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIVGTGPQPPGRFRWRRMALETARATGPERIAPEWWLEDETWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>BAQ69651.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]DSM2351
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAV
RIRSQHRIDTCSRQTVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCLLD
RQDLTEAAQGLILIALPQAGPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGTRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEP
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLKRRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSARLSDLNHPLAGTIAAPQPCADDAPRAPRIATAARHPREQAKRLFPSRDFH
>BAQ69652.1 hypothetical protein NHU_02501 [Rhodovulum sulfidophilum]DSM2351
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVTAEEPEESRA
>BAQ69653.1 phage integrase family protein [Rhodovulum sulfidophilum]DSM2351
MANAAIRLRGAGNRAPRIYDVAGMSVMMVEHDPRHADRKASGQAEPRENKRYKNGQQTECFPKT
>BAQ69654.1 hypothetical protein NHU_02503 [Rhodovulum sulfidophilum]DSM2351
MTRRPVVLSLLAAVSGFLAFDLARSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>BAQ69655.1 hypothetical protein NHU_02504 [Rhodovulum sulfidophilum]DSM2351
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRRIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>BAQ69656.1 probable Rhodanese-related sulfurtransferase [Rhodovulum sulfidophilum]DSM2351
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRDLADALDGPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLRVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGALIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDAARIAPE
AAAGLAAANHLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>BAQ69657.1 cytochrome c biogenesis protein, transmembrane region [Rhodovulum sulfidophilum]DSM2351
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSGFSYWLL
ETFPALARLG
>BAQ69658.1 SirA family protein [Rhodovulum sulfidophilum]DSM2351
MGPEIEIDLRGLKCPLPVLRARKALAALAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGTATLYLIRKG
>BAQ69659.1 ribonuclease E [Rhodovulum sulfidophilum]DSM2351
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDEEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAERNADEAEERGDHVAPAASDD
DAAPADGVPAEAAAETEAAEAEDAAPAEDTEEDATDQAGKDDEPPTTVMAMAAHSDDPVETREPSAGIPGMDVVDLGDDE
ESEDPAEEDNSAETRKSSSRRRRRSPRKKTDEADDTASSGDETGEDGPEEIHHDDQIESVAEEDVHEEIRPRKPRARRYK
IQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMDVPEGAGLII
RTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRLAKDFMKMIM
PSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETALKTNLEAAEE
VARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEATTQPCPHCHG
TGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLISPDFSIERFK
TATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQGYEAGQDESD
DADSDTDAEAPEAVTAEAANEAAPAEEKPVEEKPRRSRRSRSRGRKTERPEAGAEAQAEEPVAPKAEEPAALEAQVPAEV
PAPAAAAPVEAPAVEEALVEEAAVEEAAVEAAEASPETVAAPEAELAAEAPVAEAAVEVEEKAAPEAEPAPKPETQPEPE
PETAEASKDSAPKRQGWWSVGR
>BAQ69660.1 two component, sigma54 specific, Fis family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRVGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSGVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>BAQ69661.1 sensor protein [Rhodovulum sulfidophilum]DSM2351
MSSTRRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>BAQ69662.1 phosphoribosylformylglycinamidine synthase I [Rhodovulum sulfidophilum]DSM2351
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADAVLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>BAQ69663.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDAREGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>BAQ69664.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]DSM2351
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>BAQ69665.1 phosphoribosylaminoimidazole-succinocarboxamide synthase [Rhodovulum sulfidophilum]DSM2351
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNIAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDIVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>BAQ69666.1 HpcH/HpaI aldolase [Rhodovulum sulfidophilum]DSM2351
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMNES
>BAQ69667.1 methionine synthase I [Rhodovulum sulfidophilum]DSM2351
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPARAPRRRRRS
>BAQ69668.1 radical SAM domain protein [Rhodovulum sulfidophilum]DSM2351
MFQSFGMTRPHASSTASSTDAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSS
PDLPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPYQPIE
RTHRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLA
AAGVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLREIHGGKAY
RSGWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGPGGR
>BAQ69669.1 methionine synthase [Rhodovulum sulfidophilum]DSM2351
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>BAQ69670.1 hypothetical protein NHU_02519 [Rhodovulum sulfidophilum]DSM2351
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVALLVPLALLAVLGLRLLQRRQ
>BAQ69671.1 hypothetical protein NHU_02520 [Rhodovulum sulfidophilum]DSM2351
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRTLVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGYEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>BAQ69672.1 thioesterase family domain protein [Rhodovulum sulfidophilum]DSM2351
MQARQPVMDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPEA
LAVTTNCSIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>BAQ69673.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]DSM2351
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALTEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>BAQ69674.1 hypothetical protein NHU_02523 [Rhodovulum sulfidophilum]DSM2351
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKREQRAAARVGRAVPAE
>BAQ69675.1 hypothetical protein NHU_02524 [Rhodovulum sulfidophilum]DSM2351
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQVLIVGTVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>BAQ69676.1 carboxypeptidase Taq [Rhodovulum sulfidophilum]DSM2351
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVDLRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHWRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPTETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>BAQ69677.1 heme A synthase [Rhodovulum sulfidophilum]DSM2351
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAVMLISAGVARLTGHPASLPGFAP
PYGQLPPLDASGWSGAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWALGPAGFLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>BAQ69678.1 RNA methyltransferase, TrmH family, group 1 [Rhodovulum sulfidophilum]DSM2351
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>BAQ69679.1 thiamine monophosphate synthase [Rhodovulum sulfidophilum]DSM2351
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEVP
VVAEGALDAATVAALSPLTDFFALGEEIWREEDPVAALGALIAAMG
>BAQ69680.1 lyso-ornithine lipid acyltransferase [Rhodovulum sulfidophilum]DSM2351
MTTWRGAPPPDMPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPMTPWITQGVSRAALAVLGLRCRM
RGRPMRARGAWVANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRL
VFFPEGTSTDGRRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVEL
VFHPPLRVADFPDRKALALACEEAVRSAAPKL
>BAQ69681.1 phospholipid/glycerol acyltransferase [Rhodovulum sulfidophilum]DSM2351
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>BAQ69682.1 hypothetical protein NHU_02531 [Rhodovulum sulfidophilum]DSM2351
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>BAQ69683.1 hypothetical protein NHU_02532 [Rhodovulum sulfidophilum]DSM2351
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALAELGRSLSLGHDETSLTLAF
>BAQ69684.1 gamma-glutamyl phosphate reductase [Rhodovulum sulfidophilum]DSM2351
MKDITEIHALMTDLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLARAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVGDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>BAQ69685.1 gamma-glutamyl kinase [Rhodovulum sulfidophilum]DSM2351
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>BAQ69686.1 GTPase ObgE [Rhodovulum sulfidophilum]DSM2351
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>BAQ69687.1 acetyltransferase, gnat family protein [Rhodovulum sulfidophilum]DSM2351
MAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLARL
EPAPNIHYRLMRANFEALHEIP
>BAQ69688.1 N-acetyltransferase GCN5 [Rhodovulum sulfidophilum]DSM2351
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>BAQ69689.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]DSM2351
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>BAQ69690.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]DSM2351
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAAPKAAKAKAPKAAEAAAPAAGDDLKKLPGVGPAMEKK
LHEAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDMAGKA
>BAQ69691.1 hypothetical protein NHU_02540 [Rhodovulum sulfidophilum]DSM2351
MLRLVAATALIAVLAGGAARADEAAETASLQVLVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDSRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMEADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFMAGQDL
>BAQ69692.1 hypothetical protein NHU_02542 [Rhodovulum sulfidophilum]DSM2351
METPRSQKNPVTETDTKAQSGQKDGSVAAAHQALALVHGAADSSEIPAGSL
>BAQ69693.1 hypothetical protein NHU_02543 [Rhodovulum sulfidophilum]DSM2351
MSNGPWKDEENDMIVADYFAMLADDISGRRYSKAEHRRAFSRC
>BAQ69694.1 transposase [Rhodovulum sulfidophilum]DSM2351
MRKSRFSEEQIIGILKEHQAGIGAKELCRKHGISDGMFYKWRSKYGGMDVSEAKRLKALEAENATLKNMPAGHMLDVATL
KEMLGMGAGERHAFK
>BAQ69695.1 hypothetical protein NHU_02545 [Rhodovulum sulfidophilum]DSM2351
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLIRG
>BAQ69696.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTLFAADTIGLHYPGRPGPVFHDLSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRISIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARVISFP
>BAQ69697.1 nitrate/sulfonate/bicarbonate ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>BAQ69698.1 sulfonate/nitrate transport system substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MRLLPLFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPLEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMHRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDLSMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>BAQ69699.1 type 12 methyltransferase [Rhodovulum sulfidophilum]DSM2351
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEADEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSRARLFDEAHWDAHHRSLAGFHRAIGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEA
>BAQ69700.1 TonB-dependent receptor [Rhodovulum sulfidophilum]DSM2351
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSPDLDA
MAGRSANTVFQRANSQERLVLRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGVSGSDAGASPLGGSGSVLWSGRAKTGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTSLEYGTGFDGFDLTAITGFTTFD
RDFALDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFTNGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGVEAELTAPLGSGWEI
AANAGWQRARASSFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLGLAHQGEVWRARGSLHGSGSYWFDPGNTLKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>BAQ69701.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLPPALAEGLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPASGDPGLLIARVTAFLSDNLANPITISGIAQEMGMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>BAQ69702.1 alanyl-transfer RNA synthetase domain protein [Rhodovulum sulfidophilum]DSM2351
MTDPLYRSDPYLREAAASVTAHADGGVLLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTDTVKGEAGAELLLAPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRWNRRVTVLLGA
>BAQ69703.1 MscS Mechanosensitive ion channel [Rhodovulum sulfidophilum]DSM2351
MKTRFLAVLLLAMAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDA
QNINSSRIKTLRDQISALGDPPGEGESEPREIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLL
KLGPSPVNPVNWPAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGR
GRGRTLFSGIASLGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPE
RRSEGRFNSWILGLILALAMLAREAGKVEEYPVEAVAVLTFPILLLAGLILSRMGQLLLVHVRADTAEGSEDRSYRNRVA
AFFGRAAIGAGLIGPLLGAVGYAEAGDFFVYPSILTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMIL
ALLAVPVLALIWGARVADLTEVWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTA
LISGVGYIGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDI
SVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQG
FGPDALEFELRVILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPESLGDRPAARTQAPGPFLPRQSAEPQ
PEPLDDLGGDADGDGGDGPR
>BAQ69704.1 cysteine synthase A [Rhodovulum sulfidophilum]DSM2351
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWDQTGGRVDGFICAVGSGGTLAGTAMALQPRGVKIGLADPHGAALYSHYTTGEMKSEGASITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGSGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDDNGCRPALPEVFAG
>BAQ69705.1 tellurium resistance protein [Rhodovulum sulfidophilum]DSM2351
MERMFLYGTLCHLPLLARVLNRPARTLDTLPARLPDHAVRLADGEGFPLILPQPGAEAEGLLVSGLTAEDRARLDYYEGG
YGFGHDDVTVETAAGPVAAGIYARARSGIGAGAAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDFVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPVRDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETSQRPA
>BAQ69706.1 hypothetical protein NHU_02557 [Rhodovulum sulfidophilum]DSM2351
MGLRMTALPGILRGPIHSGGRARGRAIGGAGGYGPWLGGLLAVIGLLPVGRGPAGLAAGAISHFWT
>BAQ69707.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]DSM2351
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNAFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>BAQ69708.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]DSM2351
MIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGVAAKWRLGEGVAAFSRALGARGSRLILRRGAALGVLRAV
AAETGAAAIVRSRAYDPAGLTRDKAVEDGLDGTGIELRAVAGSLLFEPWMVETGQGGFYKVYTPYWKAVRDRDLPEPAPA
PGLIPRPDFWPASDEIEDWRMGAALGRGAAVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLSEHLSWG
EISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRGRTGIPF
VDAAMREMHVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIFNPETQA
AKFDPDGAYRDAWIAEGRQSPGPGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>BAQ69709.1 aminotransferase, class V [Rhodovulum sulfidophilum]DSM2351
MFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFDVSRLAGEEMDEARFRLAAHLGIGREELHFGPSTSANTYVLSQAFG
DWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDETVRLVCFPHASNILGEVNDVARIT
AMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAYQLPNQGHWFNGDDAVRRFDPAGPD
HAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLATRPDLRVLGPRSAGPTRLPTVSIAL
DRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDRLIAALDSEI
>BAQ69710.1 Zn-dependent hydrolase, glyoxylase [Rhodovulum sulfidophilum]DSM2351
MGLDLAFLVEAMQPPDHIAAGIGAARILAEHLVAQILVPEGRELITNKFDIERNHSPTRMLPGRWNLSNRPGAARQRLEI
RALRTRARKFRR
>BAQ69711.1 choline/carnitine/betaine transporter [Rhodovulum sulfidophilum]DSM2351
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPDQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYTGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGDRIWGWTGHVI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITLIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIYRGLQTESR
>BAQ69712.1 universal stress protein [Rhodovulum sulfidophilum]DSM2351
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHRADTRVIV
CSDPAAELDAALMEALKEVGADLVVMASHLPGVAERIWPSHGGKLAGHARVSVLLVRPESGSADSRS
>BAQ69713.1 oxidoreductase, zinc-binding dehydrogenase family [Rhodovulum sulfidophilum]DSM2351
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>BAQ69714.1 dinB family protein [Rhodovulum sulfidophilum]DSM2351
MGQAVVTVGWCRLMARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSA
GFVADWSEYRSKRQITDARISRWSQGLSEADLAEDLSWYSGVAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLT
APTDLFLMPDLVG
>BAQ69715.1 polyamine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTDDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>BAQ69716.1 lipoate-protein ligase B [Rhodovulum sulfidophilum]DSM2351
MEPEWLELKELSPYEETVFAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPDRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGYGVTSLVDLGLPVTMGDVDVALRRSFDRAFGPLPPEAS
>BAQ69717.1 glutamine-fructose-6-phosphate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>BAQ69718.1 GatB/YqeY domain protein [Rhodovulum sulfidophilum]DSM2351
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAEVLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>BAQ69719.1 carbamoyl-phosphate synthase, small subunit [Rhodovulum sulfidophilum]DSM2351
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLGRRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPDGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDIETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>BAQ69720.1 arsenate reductase [Rhodovulum sulfidophilum]DSM2351
MTAIAIWHNPRCSKSRAVLALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFAELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>BAQ69721.1 dihydroorotate dehydrogenase 2 [Rhodovulum sulfidophilum]DSM2351
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLTNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>BAQ69722.1 hypothetical protein NHU_02574 [Rhodovulum sulfidophilum]DSM2351
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>BAQ69723.1 5'-nucleotidase [Rhodovulum sulfidophilum]DSM2351
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGSARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPNIVFTDPVGAVQAEADRLTAGGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRIDLVFDDAGGLVSTEGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGHRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIAAE
>BAQ69724.1 tricarballylate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPDPRPVPPVPGPSALPGETGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGS
YPAAEFAADIERLVPSDTGLADVLARGSADLGSWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLCLTVQTADGPRRLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILD
AEGASRLPPLLYPPLTAENPADLARLCGIEPGGLVATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARVRLAEGGSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGQIAGAGAASIADHGVGQAATDNLRQ
ASAVPALQPAPQPAAPASEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHYDCQYAPP
HALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIPHGLMAGGAGLAFG
GAALVLAIRLWRFWRQTAGPVAQPGIRPLARGLGAALRLTNLGADRGCDGPRGPTGPARRIFHHLLAGGFVLTGLATLAG
AMLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLALLALRDGP
AMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGVRR
>BAQ69725.1 hypothetical protein NHU_02577 [Rhodovulum sulfidophilum]DSM2351
MSAPEPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRAHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>BAQ69726.1 cobalamin biosynthesis protein cobW [Rhodovulum sulfidophilum]DSM2351
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>BAQ69727.1 cobaltochelatase, cobN subunit [Rhodovulum sulfidophilum]DSM2351
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPERGAVPAPDLSPTDAPRVVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLADAGLPGAPAEDLTGDLADTLGRETLSWPLAEYEEALAALPAPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQADGAERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETSAEAGTEAGSGFDTAPSVAAESAALLGALQGG
PVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTAGEDF
AMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAVRALSQRDEAADWNPYAGRP
ETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLLLAVD
YARHEAGFAAAQDVTGSEAGSRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAATLDHM
AAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>BAQ69728.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]DSM2351
MPHEYEKDGAAIYLQSFATIRAEADLARFDPDEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPLPCCIVEGRLGGSAITVAAINAIASRQE
>BAQ69729.1 precorrin-2 C20-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEILAAFYADSTARLKALAEA
GEDVVVLCEGDPFFYGSFMHLYTRLKDNVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLPGTLPEEVLVRGIKAADAV
VVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGRRP
>BAQ69730.1 precorrin-3B C17-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>BAQ69731.1 precorrin-6X reductase [Rhodovulum sulfidophilum]DSM2351
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVAGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPARRVFLAVGRMHLQAFAAQPQHRYLLRLVDRPN
APLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>BAQ69732.1 precorrin-6Y C5,15-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MAETPWLTIVGLGEDGPDGLPPASRRALETAEIVMGPARHLALVPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVADFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATVIEADPERAGRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLATGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>BAQ69733.1 hypothetical protein NHU_02585 [Rhodovulum sulfidophilum]DSM2351
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELRRPATPTRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>BAQ69734.1 precorrin-4 methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>BAQ69735.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]DSM2351
MAEKPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMREGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARHFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAGATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGTRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHTPGTPLLGHEFHYSTILAQP
DAALASVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>BAQ69736.1 uroporphyrin-III C-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLAEGPGSAAPGLILFGPLVEE
PENA
>BAQ69737.1 precorrin-6A synthase cobF [Rhodovulum sulfidophilum]DSM2351
MHELFLIGIGTGNPDHVTFQASEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPKITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGLRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>BAQ69738.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MPLFEIDGLVFGYPGRPTILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPEGLRLQAGRLVPA
>BAQ69739.1 cobalt ABC transporter, permease protein CbiQ [Rhodovulum sulfidophilum]DSM2351
MSEILTAGRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGVPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRSEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
VLLLAMILAELSHALV
>BAQ69740.1 hypothetical protein NHU_02592 [Rhodovulum sulfidophilum]DSM2351
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAANATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAQDVAAILDSPAARAAAEAAADTGADTGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGS
SAVPLAAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>BAQ69741.1 cobalt transport protein CbiM [Rhodovulum sulfidophilum]DSM2351
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRIAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>BAQ69742.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]DSM2351
MIFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLRPTL
SQTVFHGPLNESVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYN
VIAGSTFTGRVLSDGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVG
PDTEYEGKELSQDAVLWIRAFDLK
>BAQ69743.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]DSM2351
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>BAQ69744.1 cobyric acid synthase cobQ [Rhodovulum sulfidophilum]DSM2351
MTSDRTSRPPSDLPAGDAAPPMPEISVPMLDPAPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSN
NAAVAADSDLPPGPDGTAPKGEIGRAQALQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLL
PAVMDSFNRVAAEADLVLVEGAGAGTETYLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAG
YLVNKFRGYFSLYEPACETITATTGWPFLGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLS
AEPSVDLRWVRPGEPIPAEADLVLLPGSKTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQLLGHRVHDPEGIEGP
PGETEGLGLLDIETTIGGDKRLVEIAAEDAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGL
FGADGFRRHWLTAMGGRASGLDHAARVEAALDALADQLEHDLDLDALLALAR
>BAQ69745.1 cobyric acid synthase cobQ [Rhodovulum sulfidophilum]DSM2351
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLV
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEAGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGAGPSPEAMAGDPVERALDRLAEEIEADLDLDAL
LTLAR
>BAQ69746.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]DSM2351
MARGEEIAAENRLGAQIRDTLGLFRASGFGRRAALLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMSPGRALRLSRAARSARIPTSACRPISTSWPI
>BAQ69747.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MADLSAALGIGLFQATLLLGSFIGVLWRKSEGFTLSFAGQIHEIPGFMVWCALFYAAAASWVSWRVGRPLVALRAEESAR
EATLRFDLVRVSEAAGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDM
SIGELMLVAGAFTQVQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTP
HVGVRLDPPEICLSPGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPERVMYMPNRAAAALPRSRAGPPKAEPPS
VAPRPRGPAKVDATENRGGYTQ
>BAQ69748.1 hypothetical protein NHU_02600 [Rhodovulum sulfidophilum]DSM2351
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNDGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
ELDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILHVGTDERECEILTRTAKTGVLEGAKVPLSSNAL
GAEAPAFDLLGASVIGAIIQHAVGFRVSGGLEATGAAAALQKDGKFMAEFDDLRGAFPRSGDGSALETAAEPCKYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMATQQTAFDHVIETTGCDDLSSGNSRCGHEYGTALS
DDDKRALLEYLKSI
>BAQ69749.1 ABC-type uncharacterized transport system, permease and ATPase component [Rhodovulum sulfidophilum]DSM2351
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>BAQ69750.1 periplasmic beta-glucosidase [Rhodovulum sulfidophilum]DSM2351
MGNRSSEDAIARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQTLQKRALAGSRLK
IPLFFAEDVIHGHRTIFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQATDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRAGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAEAGLETPEAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLPPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAAPPPSHAAGCNLVEEDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSA
TEARPGERVSLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLAA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>BAQ69751.1 hypothetical protein NHU_02603 [Rhodovulum sulfidophilum]DSM2351
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALFAAVNWAA
HLRADGAVMWHRHPERPWPENALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLRDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSLAYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLSRLGFSAPYLDASA
>BAQ69752.1 glucan 1,4-alpha-glucosidase [Rhodovulum sulfidophilum]DSM2351
MRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAMAAEPEAAAFWRQAVVDHI
RFSLAISDPHRRGPELNPLKATTTGAFRPYLRPDAELAALGGPAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALIRL
GELMSEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARHLGRSDLAEAAATLAGLIAGA
ADQVTGGWRESLEAAPGTLDAATVLALVQAGRMDGPFALTAPRSRATMAALEALFAGLYPLNRGRAAPALGRWAGDEFFG
GNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAARD
QALASR
>BAQ69753.1 hypothetical protein NHU_02605 [Rhodovulum sulfidophilum]DSM2351
MDPSSPSALWTARAERLRADDPVPVVMADPDIAPRGTVLLLHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAGPGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALAGVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>BAQ69754.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]DSM2351
MRILRLPIIGPGRIGVGGGLKKRRDLVALGKLSPGCIRLEGLALNVCRASAQARRGRNRAEGCHRATTATATLSR
>BAQ69755.1 hypothetical protein NHU_02607 [Rhodovulum sulfidophilum]DSM2351
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQLTGAGAPDLLALTLCGGVAAERHWRP
ALVAARAARRPVLVPVPAARFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCALWK
>BAQ69756.1 molybdenum ABC transporter, periplasmic molybdate-binding protein [Rhodovulum sulfidophilum]DSM2351
MPDPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>BAQ69757.1 molybdenum ABC transporter, periplasmic molybdenum-binding protein ModA [Rhodovulum sulfidophilum]DSM2351
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNEAARAYLDFLKSPE
ALAIIGKYGYGTED
>BAQ69758.1 molybdenum ABC transporter, permease ModB [Rhodovulum sulfidophilum]DSM2351
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>BAQ69759.1 molybdenum ABC transporter, ATP-binding protein ModC [Rhodovulum sulfidophilum]DSM2351
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGSALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPVQSPAQPVPALARIR
>BAQ69760.1 molybdenum ABC-transporter, periplasmic substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MRLSIAFAPILGLGLSAAAPAETLHVYSGAGLRPAVEPLAEAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAATKVADIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPAECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>BAQ69761.1 molybdate ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALAQLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>BAQ69762.1 spermidine/putrescine ABC transporter, ATP-binding subunit [Rhodovulum sulfidophilum]DSM2351
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVADTLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>BAQ69763.1 modD protein [Rhodovulum sulfidophilum]DSM2351
MLPLDDATLIGLLKEDAPYGDLTTRSLGFGPAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATSAAALVRAARAVAPGIGVACTRKAVPGTRALSLKAILAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>BAQ69764.1 NnrS family protein [Rhodovulum sulfidophilum]DSM2351
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRVGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWVIPAAIAFLGLADAAFLATALGYLSSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLSALGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGAVWLRLAAPAIPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGVVINPVFNVGGHGHGQGHGHGHGKGHGQGCGCSGHGGGGGHGQHGGAGRGGGPFRMPEPS
>BAQ69765.1 urease accessory protein ureG [Rhodovulum sulfidophilum]DSM2351
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>BAQ69766.1 urease accessory protein ureF [Rhodovulum sulfidophilum]DSM2351
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPGFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEAALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>BAQ69767.1 urease accessory protein ureE [Rhodovulum sulfidophilum]DSM2351
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHEHEHSH
DHSHSHSHGHGHSHDHDHGHDHGHPHHHGHGHEHGHGAGGCCGGLGQGGCGCGRHGHGGASDGGNRGGGGCGHGH
>BAQ69768.1 hypothetical protein NHU_02620 [Rhodovulum sulfidophilum]DSM2351
MATPFMTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>BAQ69769.1 urease subunit alpha [Rhodovulum sulfidophilum]DSM2351
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>BAQ69770.1 hypothetical protein NHU_02622 [Rhodovulum sulfidophilum]DSM2351
MRHLSVTLAALLACGVPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRDA
ACAAEAAQYRGGSIQPFVHADCLRRLTDRRIADLRALLPQ
>BAQ69771.1 hypothetical protein NHU_02623 [Rhodovulum sulfidophilum]DSM2351
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSGKAAAEPSADPAVEAAAETATEPAVAEPARTSGQPSVAAAPAASNVPAGSPPVTAPKR
ASEASPAPGSEPEPEPAMAAAAPAAATTSGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>BAQ69772.1 urease, beta subunit [Rhodovulum sulfidophilum]DSM2351
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNLALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>BAQ69773.1 urease subunit gamma [Rhodovulum sulfidophilum]DSM2351
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMILEV
QVEATFPDGTKLVTVHNPIR
>BAQ69774.1 urease accessory protein ureD [Rhodovulum sulfidophilum]DSM2351
MEAAPVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAKGAGALASLVLVAPDAAAHLAPLRAILPAMGGANLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>BAQ69775.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MTSMKKILLGAVACGAISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDTVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLS
SDWKDLGCGMYNTETETCVQIKSNY
>BAQ69776.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MRLFSVLFVCLVAVAVIVAGPITGPALAQSDPAVPGQGQPSPIQNILQESRSLIEKSSRRTIGPAIAALRNSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTANRQDLDQLKPNSGVRALIGAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLRALRGAIASETDPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAV
ITGAPPEGENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISADDRRNALAAHIEDGAVAGIPLEDLNSEATRERAYAAL
ADRGLVPPTATTEEVQAALDGHGFYDRYAEPDPSVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITF
GLMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAA
QTYMILFIILFIQIRPRGIVALRGRAAGD
>BAQ69777.1 acetyltransferase, GNAT family [Rhodovulum sulfidophilum]DSM2351
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTEAKRRGYRALWLETGTSAPFAAARALYRRQGFEPCGPFGDYRIDPHSAFYTRRLAPQEASL
>BAQ69778.1 urea ABC transporter, permease protein urtC [Rhodovulum sulfidophilum]DSM2351
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVETYKLFVFTLTALIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTRPARHGAYLGPDD
GSFREREAGE
>BAQ69779.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLKLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQSPRDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVRRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>BAQ69780.1 branched chain amino acid ABC transporter ATPase [Rhodovulum sulfidophilum]DSM2351
MLKTTGLTLHYGGSQILHGIDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGVAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVSENLETGFACLPRPERMVPDEIYELFPVLRDMAQRRGGDLSGGQQQQLAIARAMIAKPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDRLIRAVSV
>BAQ69781.1 hypothetical protein NHU_02633 [Rhodovulum sulfidophilum]DSM2351
MLGLVLVGMAVGYPSAAIALFITQSWLAALVTLSLSGLLAMLAFGLRLAVIPDDRASSAG
>BAQ69782.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVVFADRLAADLADAGAVVCQIRGRGEPDLPTLEAALAEAR
AFAPEAVVALGGGAVIDLGKALAALVPSERPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPTRIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAALLAAA
>BAQ69783.1 glycerol kinase [Rhodovulum sulfidophilum]DSM2351
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLREEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>BAQ69784.1 putative transcription regulator protein [Rhodovulum sulfidophilum]DSM2351
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>BAQ69785.1 RND efflux system, membrane fusion protein CmeA [Rhodovulum sulfidophilum]DSM2351
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVEARVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQAGAKVTPQERGAAAADGSNGGGQGQPAQGN
>BAQ69786.1 RND transporter, HAE1 family [Rhodovulum sulfidophilum]DSM2351
MARFFIDRPVFAWVISILIMGIGLLSISSLPVAQYPQIAPPNVTVQASYPGASAETVANTVTQVIEQQMTGLDGLRYIES
SSSSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLTPGANALETADRAKAKIEEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAIFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNIVFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATDVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRVRNNSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>BAQ69787.1 diguanylate cyclase [Rhodovulum sulfidophilum]DSM2351
MKMPPDMPGHEVGPALSGAALDRLMPMHLWIGAGGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIELPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTAF
>BAQ69788.1 heme NO binding domain protein [Rhodovulum sulfidophilum]DSM2351
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>BAQ69789.1 hypothetical protein NHU_02641 [Rhodovulum sulfidophilum]DSM2351
MADGTQGLPGRWSYGALGGGAGLAAWLLFEFLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLVWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGFTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRHWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMGDGSGGEAMDRQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>BAQ69790.1 HAD-superfamily hydrolase [Rhodovulum sulfidophilum]DSM2351
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVRRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>BAQ69791.1 hypothetical protein NHU_02643 [Rhodovulum sulfidophilum]DSM2351
MQDFAETVALEALAWLVGDEELLPVFLGATGASASDVRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>BAQ69792.1 response regulator receiver modulated diguanylate cyclase/phosphodiesterase [Rhodovulum sulfidophilum]DSM2351
MKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLIVVTAGRAPETKMRALEA
GADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASDPRRARAWRAALVPLISD
SLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARETAAMALDLGANDLIADP
MDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARITERAAETGRSFALMIIDIDRFKLVN
DHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRQAIECRPVALPGGAGEIPVTISV
GVTLGNGRAFVPGKVDLEANVREMMEHADRALYGAKASGRNTVEMSRSAA
>BAQ69793.1 hypothetical protein NHU_02645 [Rhodovulum sulfidophilum]DSM2351
MADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALSDTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>BAQ69794.1 hypothetical protein NHU_02646 [Rhodovulum sulfidophilum]DSM2351
MKDEALEALFEAARQDRSEPSAALLARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAAAGVFG
LWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>BAQ69795.1 RNA polymerase sigma-70 factor [Rhodovulum sulfidophilum]DSM2351
MPFDAGDGEADEALLLACGRGDARAARRLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTTWL
YRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVLEI
GVEAVESLTARGKRALARTLAGQREALGFDDD
>BAQ69796.1 hypothetical protein NHU_02648 [Rhodovulum sulfidophilum]DSM2351
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGDGMLS
PEEVQKLGPAGRAGRAQGRDKGGWRQVGQGCGMQARHGMQRGGGMGQGMGQGMMGPMGPGMGGACGGGPGGMGPRGAMQG
QGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADGDGSL
SQDEFEAAIRTFRGMMRQQGPAAQR
>BAQ69797.1 hypothetical protein NHU_02649 [Rhodovulum sulfidophilum]DSM2351
MLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFRPDPLVLTSVFSIGCVALALYLLPRLKGV
MVALQWAKRMHGFGQPAE
>BAQ69798.1 hydrolase, nudix family [Rhodovulum sulfidophilum]DSM2351
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPTMADALAAAAIRELWEETGLILGRSGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>BAQ69799.1 L-carnitine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVAAVLDNARRALPGLSDRPLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWADWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDATDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAELPRPAGVGRSVGQ
RPL
>BAQ69800.1 aldo/keto reductase [Rhodovulum sulfidophilum]DSM2351
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIIGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>BAQ69801.1 short-chain dehydrogenase/reductase SDR [Rhodovulum sulfidophilum]DSM2351
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVCDPGAVEALVARTVE
STGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>BAQ69802.1 methionyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MARILITSAIPYINGIKHLGNLVGSQLPADLYARHCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>BAQ69803.1 universal stress protein family protein [Rhodovulum sulfidophilum]DSM2351
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>BAQ69804.1 TRAP transporter, 4TM/12TM fusion protein [Rhodovulum sulfidophilum]DSM2351
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLIYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRVYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>BAQ69805.1 TRAP transporter solute receptor [Rhodovulum sulfidophilum]DSM2351
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>BAQ69806.1 putative transcriptional regulator protein [Rhodovulum sulfidophilum]DSM2351
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAEQAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSAAKARIEKIESRNHRLGEFWVG
>BAQ69807.1 aminotransferase class III [Rhodovulum sulfidophilum]DSM2351
MIETSLIAPCVAYSGRAEGEAARGQRITDELETGIERPGSETVMAFVAEPVPGATPGAVPTVPGYFRLIRMICDRHGGLP
ILDKGICGMGRTGTLFACNQDGIAPDIAAIAKGLGAGSQPVGAMLRTASHRSGQWHLLARTHIWAIRPPPRWRS
>BAQ69808.1 aminotransferase, class III superfamily [Rhodovulum sulfidophilum]DSM2351
MAHARIEAAAFEAGRLCHPMGGTIDGRQGDQVLRTPSLIPGGTHALEITDKLQFALTALR
>BAQ69809.1 Tonb-dependent siderophore receptor [Rhodovulum sulfidophilum]DSM2351
MRLPISCPRMFIRQKASLSILSPVTATVNSSKHIGPGIGRISSVGAAHVVAGGRLDRPFPVFGLDEDQNAPEFKRLLVAG
GQARRLTAGLSARIATYP
>BAQ69810.1 putative glutamine synthetase [Rhodovulum sulfidophilum]DSM2351
MPGPMCFDELTVAVTGDRIDRLAFCLMNMRGQLMGRRITARPVVDTARADPQCRPHMPGTDPEMSAPDGYAAMSRRAGCG
DDRMRPPLRAAGLPVGKPKGAAAQKAPGRQRRTCPPVAAEGRPPCHLCTEAPASGRADHPSRRSDRLRRALRQQRQALRQ
GPGRAGNDGPVGLPCPTGAWPCGENTPPARTRCRIAGPDIAPRLAPAGRLAAGLKDIAARLELDPEGRDDIYETANVPDI
PNGLRDATETPGSPAMLREEMADVTLDQDTRTAEIERKTFDQAAPGRELTCGYERAQGARTVFLRKPAPGSYGRCRDRLL
SQRKTPR
>BAQ69811.1 aldehyde dehydrogenase NAD family protein [Rhodovulum sulfidophilum]DSM2351
MTTLTCISPIDGSVLAERKALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>BAQ69812.1 truncated animal haem peroxidase [Rhodovulum sulfidophilum]DSM2351
MDAFSFPVWPEAPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIHACFARVIAADIAEAAGSAE
AAATLDIGRFAPLPRGRAAATLCNRHTGRLALDSLYGSVTPEAPDRTPAALVRLRTDADSSAPPGIAGSGGQDRNGRSEA
EAGASPFRIVRTKVEAEIGAEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFSRGEVR
NHFQWLVINDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARPGDDWLARLGSGRP
LPGGLAVFPRLIDDRVPPPDRGARGPNAGPDTWFAPDLLCPGEKLPVPNARRCGLAERRLHRGLRLNLPSGQGCVVGMAR
LGVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSD
HGRWHPRDGVRPAGEPITTVAALIRAAGMRA
>BAQ69813.1 hypothetical protein NHU_02665 [Rhodovulum sulfidophilum]DSM2351
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>BAQ69814.1 phosphonate metabolism protein PhnM [Rhodovulum sulfidophilum]DSM2351
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVASLKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLVGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIVPGARADLIRVARIGGAPVVRGAWVQGARVA
>BAQ69815.1 hypothetical protein NHU_02667 [Rhodovulum sulfidophilum]DSM2351
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARIVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLSG
>BAQ69816.1 phosphonates metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]DSM2351
MPPTALWRSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPSALAETA
SVTAALARAGVTDYTRASTRITAKRATPTQALHLELHPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPPEG
>BAQ69817.1 hypothetical protein NHU_02669 [Rhodovulum sulfidophilum]DSM2351
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRMASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGLYRIDYVVFH
NRLDAAAERAQDRPWPPPYRADRDGLAAAEAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIVGGRLTYLAGEAAHRFVHRIHALDMAAE
>BAQ69818.1 flavin oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>BAQ69819.1 hypothetical protein NHU_02671 [Rhodovulum sulfidophilum]DSM2351
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>BAQ69820.1 sulfur oxidation F protein [Rhodovulum sulfidophilum]DSM2351
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVALGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFSSIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTVQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTRARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>BAQ69821.1 cytochrome c, class I [Rhodovulum sulfidophilum]DSM2351
MHMREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWIYCSGCHEIGPGAQASIGPPLNGLFGRRAASVSGFPYSKS
IRRAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLA
LAGDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGPGP
>BAQ69822.1 diheme cytochrome c SoxD [Rhodovulum sulfidophilum]DSM2351
MSKFRNLSAAALLLTLAAPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRETTELPLFSQPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>BAQ69823.1 sulfite dehydrogenase SoxC protein [Rhodovulum sulfidophilum]DSM2351
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>BAQ69824.1 sulfur oxidation B protein [Rhodovulum sulfidophilum]DSM2351
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>BAQ69825.1 diheme cytochrome c SoxA [Rhodovulum sulfidophilum]DSM2351
MKTMTGRLVAAALVCGSAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>BAQ69826.1 SoxZ protein [Rhodovulum sulfidophilum]DSM2351
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>BAQ69827.1 sulfur oxidation protein SoxY [Rhodovulum sulfidophilum]DSM2351
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGAEAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>BAQ69828.1 cytochrome c [Rhodovulum sulfidophilum]DSM2351
MRGMGLTTACIALWASAGPGPAAEVVPGNVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>BAQ69829.1 cytochrome c biogenesis protein, transmembrane region [Rhodovulum sulfidophilum]DSM2351
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRETFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>BAQ69830.1 sulfur oxidation V protein [Rhodovulum sulfidophilum]DSM2351
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>BAQ69831.1 SoxS protein [Rhodovulum sulfidophilum]DSM2351
MTPGIRAWICAAGLALMAGQPARADLELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASSP
RFTPTFVLLRDGLEIGRLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>BAQ69832.1 transcriptional regulator SoxR [Rhodovulum sulfidophilum]DSM2351
MRGDEHPAGQGATRDRQRRNRGEDGAFLTPPERMARDIAQTQTDGPPSMDVIQAENMLRHAESASSFLKALSHEGRLMIL
CHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYYSLADEKARRLLELMHDMFCNARAPAQASAARP
GD
>BAQ69833.1 hypothetical protein NHU_02685 [Rhodovulum sulfidophilum]DSM2351
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
SGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLHRLIAGFQPD
>BAQ69834.1 hypothetical protein NHU_02686 [Rhodovulum sulfidophilum]DSM2351
MGQMQAGPGQRQKGRGNADRQQPETAGDDRARRQMAEHLEIIAEMEHGHAQKRRAPGKVEGDYSARAAAGPGQSGWKPAI
RRCSPKTAPAAMAASVTGADQASVAKAVSP
>BAQ69835.1 hypothetical protein NHU_02687 [Rhodovulum sulfidophilum]DSM2351
MFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQELRPRAFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILH
AIAVASLLGLLLVRLPPLVPAVLALGMLLMPRPAPLPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRA
GLWQRLSGPPGRLSGLLAWPGRHSLTIYLLHQPVLIALVWAATRFAPV
>BAQ69836.1 hypothetical protein NHU_02688 [Rhodovulum sulfidophilum]DSM2351
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKATGARSM
H
>BAQ69837.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRTWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYATVSGQNSNNS
VRVTDAFLTAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEAAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGTATPVAAVPGSASAPAPTTVSAATAIASGTVPMDARVKAKMQGYEGDP
CGDCGNYTLVRNGTCMKCNTCGATSGCS
>BAQ69838.1 hypothetical protein NHU_02691 [Rhodovulum sulfidophilum]DSM2351
MECAENRVDLRGEWGTARFTVELADDEAERALGLMNREHLAGSAGMLFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRR
VEADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAFGPDAAWPCN
>BAQ69839.1 cold-shock DNA-binding domain protein [Rhodovulum sulfidophilum]DSM2351
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>BAQ69840.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]DSM2351
MTDREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>BAQ69841.1 enoyl-[acyl-carrier-protein] reductase FabI [Rhodovulum sulfidophilum]DSM2351
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>BAQ69842.1 xanthine-guanine phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>BAQ69843.1 aspartate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MAASQPPRGGTAATFAPPVMQARRWLEGVSFPSDRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAVVTEIEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSGALARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>BAQ69844.1 peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]DSM2351
MSKSKGKQFSKTLVWMLLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKESARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVASDWRR
AETARRLADKAEALKARIDGGEDMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRQNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>BAQ69845.1 anthranilate synthase component I [Rhodovulum sulfidophilum]DSM2351
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>BAQ69846.1 hypothetical protein NHU_02699 [Rhodovulum sulfidophilum]DSM2351
MRVFLGFLLLLMTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDNQELSLDISLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGAATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLTGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALEADIAFRATGLGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAEGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGLVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSSTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTAD
VVASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISR
ILFGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQS
EINLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>BAQ69847.1 putative outer membrane protein [Rhodovulum sulfidophilum]DSM2351
MTDTRFFPSLAVLTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTELSDGFAPGKPAEAATVRAAAK
AGVDGWRAAGHAKAKLAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRS
AERLRRTGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGI
GGQDDGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGD
RKMTHLTFPVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASD
GVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGA
GLGLRYDTGIGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>BAQ69848.1 PUCC protein [Rhodovulum sulfidophilum]DSM2351
MAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLLFAPFRA
LIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAVMPFALIVLSGQDSAAGAPEWIGIMSAAVSFLLVGAGVHTVQTVGLA
LATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLQDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRTRARQRLE
GEPDPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWASRVLSR
GYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGAVQATSA
GAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>BAQ69849.1 light-harvesting protein B-800/850, alpha chain [Rhodovulum sulfidophilum]DSM2351
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWLGDYYSGSFEAASLVSNATTLLS
>BAQ69850.1 antenna complex subunit alpha/beta [Rhodovulum sulfidophilum]DSM2351
MTDDMDKVWPTGLTLSEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>BAQ69851.1 hypothetical protein NHU_02704 [Rhodovulum sulfidophilum]DSM2351
MKYIWDNWMPKLSSKQRLLTDVAAEGESTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>BAQ69852.1 ATPase [Rhodovulum sulfidophilum]DSM2351
MASAFPTPQSSRPAAPQEPARDASASRPAPHPTPADGYTFRDWASI
>BAQ69853.1 nucleoside diphosphate kinase [Rhodovulum sulfidophilum]DSM2351
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>BAQ69854.1 amino acid carrier protein [Rhodovulum sulfidophilum]DSM2351
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLIALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERG
A
>BAQ69855.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAEAATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPARDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERMLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>BAQ69856.1 multiple antibiotic resistance MarC-like protein [Rhodovulum sulfidophilum]DSM2351
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>BAQ69857.1 hypothetical protein NHU_02710 [Rhodovulum sulfidophilum]DSM2351
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>BAQ69858.1 hypothetical protein NHU_02711 [Rhodovulum sulfidophilum]DSM2351
MTDEPRATDRNATPADDRIAEIAAAQPPFARLLGLSLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>BAQ69859.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]DSM2351
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDELLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALDRVCILFDGNDPVAVERARGQWRALTGAGLAAQYWSEESGRWQKKAENGG
>BAQ69860.1 hypothetical protein NHU_02713 [Rhodovulum sulfidophilum]DSM2351
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGEAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>BAQ69861.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]DSM2351
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFSRMKPAEIVTLGWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSKANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>BAQ69862.1 permease, YjgP/YjgQ family protein [Rhodovulum sulfidophilum]DSM2351
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSIATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQLDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>BAQ69863.1 permease, YjgP/YjgQ family [Rhodovulum sulfidophilum]DSM2351
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALGYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVSFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMAAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPLAGILLSLGLLLHLEDG
>BAQ69864.1 organic solvent tolerance protein [Rhodovulum sulfidophilum]DSM2351
MRAILALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSSELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSLVGDVDYRRRFAPGLLGGMASLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGGITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLAKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSSGARRC
MRR
>BAQ69865.1 peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]DSM2351
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAVTNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDLDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>BAQ69866.1 4-hydroxythreonine-4-phosphate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAAPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>BAQ69867.1 dimethyladenosine transferase [Rhodovulum sulfidophilum]DSM2351
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAIDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRTEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>BAQ69868.1 hypothetical protein NHU_02721 [Rhodovulum sulfidophilum]DSM2351
MGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQREQEARREQQEAQQPRN
RDRDDSSQNSNDESDQPTSQASSGSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRKPRAVKPKGEAAEADQASGG
EGKSGEGKSGGRKSGGTKSEEGKRDGGDASAEAQPGPDPQREAPAAE
>BAQ69869.1 hemK family modification methylase [Rhodovulum sulfidophilum]DSM2351
MSAATGSVLLAGAVARLREAGIPDPARDARRLLAHALEIAPGRLTLVLPELVPAPAAARFEAVLDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDISAAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGAGARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>BAQ69870.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]DSM2351
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>BAQ69871.1 hypothetical protein NHU_02724 [Rhodovulum sulfidophilum]DSM2351
MKILPLVLLVLGLAAIGGAVWFRIVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPATPQALAEAFDAMALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGASWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>BAQ69872.1 agmatinase [Rhodovulum sulfidophilum]DSM2351
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITILDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSAEAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>BAQ69873.1 MazG family protein [Rhodovulum sulfidophilum]DSM2351
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEETHELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>BAQ69874.1 extracellular solute-binding protein, family 1 [Rhodovulum sulfidophilum]DSM2351
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQPVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>BAQ69875.1 inosine-uridine preferring nucleoside hydrolase [Rhodovulum sulfidophilum]DSM2351
MPRKIIIDTDPGQDDAVAILLALASPDEIEILGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAAAIVFGSGVPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>BAQ69876.1 hypothetical protein NHU_02729 [Rhodovulum sulfidophilum]DSM2351
MFKTSYAAAAAVMLIGGSASAATFDFTSSSLDSNNRLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDRSVYQGSY
GLGVAGFLDGPYIDGALGNDLLTLSFSQTVDFSQIAFSFWDQNDSFDLFVDGELVAPEERSGPNPYPLSGLTGTSISFGA
DSWDDSYKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>BAQ69877.1 UPF0061 protein [Rhodovulum sulfidophilum]DSM2351
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAEALGLDPAALASEGGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRDRAIEEATA
AMHGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQAR
LARENTPQAEAETRMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSQSGADDLRDPPAAGEEVLQTFCG
T
>BAQ69878.1 sodium/hydrogen exchanger [Rhodovulum sulfidophilum]DSM2351
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGISDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>BAQ69879.1 Magnesium transporter, CorA family [Rhodovulum sulfidophilum]DSM2351
MSTVPLQPLAAFDIGPDGTTSPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDNAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>BAQ69880.1 hypothetical protein NHU_02733 [Rhodovulum sulfidophilum]DSM2351
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPVGLVMMAFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRVGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>BAQ69881.1 2-phosphoglycerate dehydratase [Rhodovulum sulfidophilum]DSM2351
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYNPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGITDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>BAQ69882.1 proactivator polypeptide [Rhodovulum sulfidophilum]DSM2351
MTQKDTAPSQRETLTSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>BAQ69883.1 cupin superfamily protein [Rhodovulum sulfidophilum]DSM2351
MTAEEIIATLGLAPHPEGGWYRETWVAPAGPGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELGLAPTAAGP
ARELVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRP
>BAQ69884.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]DSM2351
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAAALGRWPGEPGVAEAAQVVEAAHRAAM
APFAGAEIAGMHGQTLAHDPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLNAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDCDGALAGGGRIDEAVLAEFLAHPYFRKPPP
KSLDRNDFAGLIDAVAGCSDADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>BAQ69885.1 tyrosyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>BAQ69886.1 cyclophilin type peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]DSM2351
MRKLLVALLCTLAGPALATGLDIEIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>BAQ69887.1 peptidyl-prolyl cis-trans isomerase cyclophilin type [Rhodovulum sulfidophilum]DSM2351
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVLEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>BAQ69888.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]DSM2351
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVDDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVPADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>BAQ69889.1 septum formation initiator [Rhodovulum sulfidophilum]DSM2351
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>BAQ69890.1 pyruvate dehydrogenase E1 component subunit alpha [Rhodovulum sulfidophilum]DSM2351
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>BAQ69891.1 pyruvate dehydrogenase subunit beta [Rhodovulum sulfidophilum]DSM2351
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPNAAPSAPAKAKATAAAPEIPSGTKMKSTTVREALRDAMAEEMRRDGDV
FLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAKTLYM
SGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRSFDVP
VMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAAEALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTIEEGF
PVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>BAQ69892.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPTPAPEAPKADAGGKAAPEGGSGRGSAPAAAPPAAPPAPSTGSGERIFASPLARRIAAEKGLDLA
AIEGSGPRGRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQT
IPHFYLRRDIRLDALLEFRKTLNDQLGSRGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGL
FTPVLMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVND
AGEIEVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>BAQ69893.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>BAQ69894.1 hypothetical protein NHU_02747 [Rhodovulum sulfidophilum]DSM2351
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDTDYCRC
LAQVLGALATWRDWKAALSAGG
>BAQ69895.1 hypothetical protein NHU_02748 [Rhodovulum sulfidophilum]DSM2351
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLALPAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTMVGGAMAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGADGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>BAQ69896.1 hypothetical protein NHU_02749 [Rhodovulum sulfidophilum]DSM2351
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMRVYDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDVLYSGPDDWSYRRFILHYAYLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRTLAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
SWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVSTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIRDICAEAGVSDPDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEVSRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQPAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAG
YTLNTTLERSAVIGLAETPLHAAAPGRWDRGPALRVKLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGPGGDLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPGWTYTAAMQAEDGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>BAQ69897.1 NlpC/P60 family phage cell wall peptidase [Rhodovulum sulfidophilum]DSM2351
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAARRHLIAKP
LEEAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>BAQ69898.1 hypothetical protein NHU_02751 [Rhodovulum sulfidophilum]DSM2351
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGITFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDILAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGRRAFRFEGLSGFSSRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>BAQ69899.1 gene transfer agent protein [Rhodovulum sulfidophilum]DSM2351
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVEFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPADYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>BAQ69900.1 phage tail minor protein [Rhodovulum sulfidophilum]DSM2351
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDTLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>BAQ69901.1 hypothetical protein NHU_02754 [Rhodovulum sulfidophilum]DSM2351
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>BAQ69902.1 hypothetical protein NHU_02755 [Rhodovulum sulfidophilum]DSM2351
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>BAQ69903.1 phage major tail protein [Rhodovulum sulfidophilum]DSM2351
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>BAQ69904.1 hypothetical protein NHU_02757 [Rhodovulum sulfidophilum]DSM2351
MSYGMAAALQAAIFERISGHAAIAAIVGEAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>BAQ69905.1 putative phage head-tail adaptor [Rhodovulum sulfidophilum]DSM2351
MSRVPILNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>BAQ69906.1 hypothetical protein NHU_02759 [Rhodovulum sulfidophilum]DSM2351
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAHLEALLRAAIAAVEARTGKALIARSFSYELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTTVPVPPGRYRLVADTHAPQLRGTGRTMPGIPFEGSARIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>BAQ69907.1 hypothetical protein NHU_02760 [Rhodovulum sulfidophilum]DSM2351
MGILIFLSGKSRPETQLRLELRKRKRRSGHPRLLDQHHVVVSPLFLAARTTRADPSRPVGGNARMDRTSGVSARLTAPLP
GPVWMRCRIACDQDTENFSTLIAAKSLTSPPTRLVA
>BAQ69908.1 HK97 family phage major capsid protein [Rhodovulum sulfidophilum]DSM2351
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>BAQ69909.1 phage prohead protease, HK97 family [Rhodovulum sulfidophilum]DSM2351
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>BAQ69910.1 hypothetical protein NHU_02763 [Rhodovulum sulfidophilum]DSM2351
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>BAQ69911.1 phage portal protein, HK97 family [Rhodovulum sulfidophilum]DSM2351
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGDTGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>BAQ69912.1 phage DNA Packaging protein [Rhodovulum sulfidophilum]DSM2351
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRAQVEGARPLDEGRARRLALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>BAQ69913.1 hypothetical protein NHU_02766 [Rhodovulum sulfidophilum]DSM2351
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESG
SDGGIQALDLDHARLEVRRRLDRLRSARDADSVSGGDG
>BAQ69914.1 butyryl-CoA:acetate CoA transferase [Rhodovulum sulfidophilum]DSM2351
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMQVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGQLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>BAQ69915.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]DSM2351
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>BAQ69916.1 acetate kinase [Rhodovulum sulfidophilum]DSM2351
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYEQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAVD
AA
>BAQ69917.1 phosphate butyryltransferase [Rhodovulum sulfidophilum]DSM2351
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQQAAE
>BAQ69918.1 hypothetical protein NHU_02771 [Rhodovulum sulfidophilum]DSM2351
MDMHVESRSDDDPADVMRALIWGSGGMAQDRLALMSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLME
AARNSKKEVTPGQLVADYRDYLRDAGERWLLTMDALRARGDIFREHEAEGCPPVLAYRYEVVIDGADLPHPCNYQLLRIE
PPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDSQVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRLHP
AAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLV
MNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLDFERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKA
IRAPIIVFASQGDNITPPQQALNWILDAYAGVEEIRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALA
PGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQIAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAQAAETTR
RLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERHPAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPW
ARAFGAPEAVRRTRKTTAELRAMPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFAALTAE
CRARILHEQTLIATHDPEGAIETLPCLLRDPEDRELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPL
ASHGAVVHGADMARSGSAAAGVPGAESGVEDAPKTVSERKTSE
>BAQ69919.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]DSM2351
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREARNVT
GGVHAIDGGYSIIG
>BAQ69920.1 possible transcriptional activator [Rhodovulum sulfidophilum]DSM2351
MFPGRDGWFMNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQ
WDDPSLDDPGGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRA
LRALSTSVLQP
>BAQ69921.1 transcriptional regulator, LuxR family protein [Rhodovulum sulfidophilum]DSM2351
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>BAQ69922.1 trans-acting regulatory protein HvrA [Rhodovulum sulfidophilum]DSM2351
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>BAQ69923.1 UDP-glucuronate 5'-epimerase [Rhodovulum sulfidophilum]DSM2351
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>BAQ69924.1 hypothetical protein NHU_02777 [Rhodovulum sulfidophilum]DSM2351
MTAFIQIATQSFRALAWAVCLALPPASLHGQTIPHPGAVRLAVQNADARAPRPKSVTELQGLRASQRALSRDGTRLTLTS
LNPHANGWFLLEVERPGRQPETYHLENPTPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DGRLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDAATGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQSYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKESPR
>BAQ69925.1 hypothetical protein NHU_02778 [Rhodovulum sulfidophilum]DSM2351
MTRCLSLLALCIAVIASPATAQTLSQANAQMLREMQSARGVSAAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGDALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGLSASGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPSG
SFANCKSPLHVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDRYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>BAQ69926.1 sodium/hydrogen exchanger [Rhodovulum sulfidophilum]DSM2351
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDGLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLAVRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTFLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>BAQ69927.1 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]DSM2351
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>BAQ69928.1 GTP-dependent nucleic acid-binding protein EngD [Rhodovulum sulfidophilum]DSM2351
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEDQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>BAQ69929.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLTEAKEAGIDGLIVVDLPPEEDTELCLPAKAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEATDVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>BAQ69930.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAFAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>BAQ69931.1 GcrA cell cycle regulator [Rhodovulum sulfidophilum]DSM2351
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAASGAAPAAKEKPAPKPEASP
AAAPAAATAQPPAAQAPVPPESRPAAAAPEPQNAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLT
LMELTERTCKWPVGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>BAQ69932.1 hypothetical protein NHU_02785 [Rhodovulum sulfidophilum]DSM2351
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGVVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPRQGALADFTLDRGR
ISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRLDRASFRQDGNTISGGAEFV
PGARPHLEARLSAGTLDLSPFVASCGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSKLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVSAEGRGRVDL
GARDLDYTLVPSALRGSGNGGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKTDEGESLED
AAKRRLGEEAAKGLKNLFGD
>BAQ69933.1 MiaB-like tRNA modifying enzyme YliG [Rhodovulum sulfidophilum]DSM2351
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRALIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLAS
>BAQ69934.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MQKVNSVVRISFAGGLIGVVFGSTGGKVDRILQGQNRMGRNMAEVTPDTPKPGDPRAAAFEPGRDTGALDDVQQLSLHHG
KSALGIAAASCETAAPTAPATSHTTCQRRPA
>BAQ69935.1 CutA1 divalent ion tolerance protein [Rhodovulum sulfidophilum]DSM2351
MIHVTTTCPDTDTARAIARAALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGAATWLDTETG
>BAQ69936.1 hypothetical protein NHU_02789 [Rhodovulum sulfidophilum]DSM2351
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVAGADCPPDWCAVRCSLK
ALKKPA
>BAQ69937.1 hypothetical protein NHU_02790 [Rhodovulum sulfidophilum]DSM2351
MSGQTKYDEHVHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLWTHDAGAGETPDYCRNKDLME
AMRARLVSA
>BAQ69938.1 hypothetical protein NHU_02791 [Rhodovulum sulfidophilum]DSM2351
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>BAQ69939.1 transglycosylase [Rhodovulum sulfidophilum]DSM2351
MKRQLAAIALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRG
EFVDVARAAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFR
SWRLALAAYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>BAQ69940.1 single-strand binding protein [Rhodovulum sulfidophilum]DSM2351
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYV
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>BAQ69941.1 lipoyl synthase [Rhodovulum sulfidophilum]DSM2351
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFSAYDKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>BAQ69942.1 transcriptional regulator, LysR family protein [Rhodovulum sulfidophilum]DSM2351
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAEILTEAGERLTRAARDG
>BAQ69943.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]DSM2351
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>BAQ69944.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]DSM2351
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>BAQ69945.1 pyruvate kinase [Rhodovulum sulfidophilum]DSM2351
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>BAQ69946.1 N-formylglutamate amidohydrolase family protein [Rhodovulum sulfidophilum]DSM2351
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNSGSLGITPADMARHIAWDPGAAGVARTLAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAEIDRRIRTFWRPYHTEVARLAARRSDTVLLAMHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>BAQ69947.1 deoxycytidine triphosphate deaminase [Rhodovulum sulfidophilum]DSM2351
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREAFYGMPYKDWKALH
QTEAGPEQKAAFEAAMTARPEPGKT
>BAQ69948.1 sulphate transporter [Rhodovulum sulfidophilum]DSM2351
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRYQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>BAQ69949.1 MJ0042 family finger-like domain protein [Rhodovulum sulfidophilum]DSM2351
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAAFAAPRAPEPVASGPERADAPPAAGQAADAP
PRRGLDEELLSILREEAEREQRAREEEATAETFSEQADLGLASPPAPVRANAPEPPPSPEPEPDPAPTEPSRGAARRDLL
PDVEKITSTLSASTDRGAASIPPAAASRNGLSGAFLAGFLVAVLIAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAA
RAWLAGLVPADPVDPEPGR
>BAQ69950.1 cell division ATP-binding protein FtsE [Rhodovulum sulfidophilum]DSM2351
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>BAQ69951.1 efflux ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MSAALAHLKQRAGLLISALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRIS
APPGQMGTQSEAVLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAP
GAVLDDHTRWRQPLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRT
LEGAALGTLAGMGAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>BAQ69952.1 phospholipid/glycerol acyltransferase [Rhodovulum sulfidophilum]DSM2351
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATLAARHYCLWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTRAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
SRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGA
>BAQ69953.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>BAQ69954.1 cysteine synthase [Rhodovulum sulfidophilum]DSM2351
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGTDMNDEEKAISASTPGYQIG
>BAQ69955.1 lysine exporter protein [Rhodovulum sulfidophilum]DSM2351
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>BAQ69956.1 malyl-CoA lyase [Rhodovulum sulfidophilum]DSM2351
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGAGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>BAQ69957.1 hypothetical protein NHU_02810 [Rhodovulum sulfidophilum]DSM2351
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKTEVVGISVNTAAMGEDEALSCLEDIEKRMGLPTVDPFR
QGAGRLADALDAI
>BAQ69958.1 mandelate racemase/muconate lactonizing enzyme family protein [Rhodovulum sulfidophilum]DSM2351
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIKALPPSPSHGALQELLPPG
AARNAVDCALWDLEAKEARARVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAQGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>BAQ69959.1 D-alanine aminotransferase Dat [Rhodovulum sulfidophilum]DSM2351
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>BAQ69960.1 hypothetical protein NHU_02813 [Rhodovulum sulfidophilum]DSM2351
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEIALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRGGLVRAVERATDAATLALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAWIGHEAYEAGLTGAGAAR
VERPSDHRPIWVEIGRPLTG
>BAQ69961.1 hypothetical protein NHU_02814 [Rhodovulum sulfidophilum]DSM2351
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPPASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VIETVSGREAGAEGAAAAPAGTDAMARSFEVVRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGENDVTADGEMRQPFSAS
DDYGVTTGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQILRAISYRPDEIFRDESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGRDGEGEQDRADPGQGGEGGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>BAQ69962.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]DSM2351
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGSIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRRRPSFDEIINRDTIPEWL
>BAQ69963.1 hypothetical protein NHU_02816 [Rhodovulum sulfidophilum]DSM2351
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQAV
>BAQ69964.1 multiprotein bridging factor 1 [Rhodovulum sulfidophilum]DSM2351
MTRGARLAALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPHGARASARVVDTGTTAVRVDTDGASVGLRPRGAP
VRVILGTGGVGLGF
>BAQ69965.1 argininosuccinate lyase [Rhodovulum sulfidophilum]DSM2351
MTKDQTDAKTQTRSNAMWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVL
SEIEDGSFAFSTALEDIHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGA
DWVMPGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLD
AVSDRDFALEFLAAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALM
TVMKGLPLAYSKDMQEDKEQVFDAADSLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHH
VTGTLVAMAEKKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>BAQ69966.1 redoxin [Rhodovulum sulfidophilum]DSM2351
MILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRALPDAVLLDETDAERSLDEYRGRWVVLNFWGTWCP
PCLAEMPTLDSLAATMGSDHFTVVTVATGRNPPRAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREI
GRLMGEADWNSPGAKALLGRLIEGS
>BAQ69967.1 DNA-3-methyladenine glycosylase 1 [Rhodovulum sulfidophilum]DSM2351
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRTAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>BAQ69968.1 EAL domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPDDSHENDVGSTEGAENPLPGAGAEDDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADAPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>BAQ69969.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSEISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAICVERP
>BAQ69970.1 acetoacetyl CoA reductase [Rhodovulum sulfidophilum]DSM2351
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>BAQ69971.1 permease of the drug/metabolite transporter [Rhodovulum sulfidophilum]DSM2351
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAVLIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGATLAARASRRAADQA
>BAQ69972.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MNLSSHLQELRKKHKALSDEVERAQQTPAADTIQVAELKKQKLKLKEQIERLSQA
>BAQ69973.1 methyltransferase small [Rhodovulum sulfidophilum]DSM2351
MTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGHGVLELGCGAGVASLCLAARVPGLSLTGVELQPAYAALA
GRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGREAAMGEATPLVDWVAVAARRLRPGGRL
TAIQRAERLPELLCAAAAAFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAELTDIL
RHGEALSWPG
>BAQ69974.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>BAQ69975.1 geranylgeranyl pyrophosphate synthase [Rhodovulum sulfidophilum]DSM2351
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERSFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>BAQ69976.1 putative N-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MWHGAEIHDGRQTDEIPGMNIRDFRPGDSAMLASIFHEAVHAVGSWDYSPEQVAAWSPAPVPAEQFLARISDGRSVFVAV
TGSDAPIAFIELEQDGHIDCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLVKRQEFERN
TVRIHNYLMEKTLR
>BAQ69977.1 4-(cytidine5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]DSM2351
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEGLSLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GAKIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILAAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPSWGSATGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYRL
>BAQ69978.1 TPR domain protein [Rhodovulum sulfidophilum]DSM2351
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNANLDEAMTMIKRAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAAAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>BAQ69979.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGKSGSLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGRDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>BAQ69980.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]DSM2351
MTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKLSGPIK
FGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>BAQ69981.1 hypothetical protein NHU_02834 [Rhodovulum sulfidophilum]DSM2351
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPPEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>BAQ69982.1 mobB protein [Rhodovulum sulfidophilum]DSM2351
MADWSARSGRSPARPSSDAIWIAVARRGWTTATVYFRTRATAEAALADLLEGERRAGRRALLGADFAFGYPAGLAEALTG
SASARAVWAWLAARLEDRSDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTRPPEPGFARHRRVEHVLRDRG
GPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAERFGADLAVWPFDTEEAPLTLAEIYPAMIGPEVAEALAARPGQIPDE
VQVRLMAGAVLAAEDTDALLGVPPVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>BAQ69983.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]DSM2351
MRIFGTILAGGQGRRLGGVDKALLRLGSETLLERAAGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAALAEFATGSGPDPFFNINTAEDLAAAGAALR
>BAQ69984.1 AzlC family protein [Rhodovulum sulfidophilum]DSM2351
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>BAQ69985.1 branched-chain amino acid transport [Rhodovulum sulfidophilum]DSM2351
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAIGAGAATLYAMLFLLG
>BAQ69986.1 hypothetical protein NHU_02839 [Rhodovulum sulfidophilum]DSM2351
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>BAQ69987.1 metallo-beta-lactamase family protein [Rhodovulum sulfidophilum]DSM2351
MREGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSREIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRALAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
DSCTRLAAHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTGEYGLALAEAV
GHLNHLYLTGRAIRRRRPDGAWLYRRSGAA
>BAQ69988.1 acyl-CoA dehydrogenase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPKLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIVGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>BAQ69989.1 Sua5/YciO/YrdC/YwlC family protein [Rhodovulum sulfidophilum]DSM2351
MSAELLRPDPRGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPGLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPAQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PGQSAS
>BAQ69990.1 UPF0301 protein Dshi_3083 [Rhodovulum sulfidophilum]DSM2351
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>BAQ69991.1 hypothetical protein NHU_02844 [Rhodovulum sulfidophilum]DSM2351
MARHLFASRAAALMLAAFAATTTATAPAPVAAGTAARQDGVLQAEILPGWQTARGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSSNLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTL
VARSDMVPADGTPFALDRSALRITLLGQDRAIDIRGCDAAR
>BAQ69992.1 AcrB/AcrD/AcrF family transporter [Rhodovulum sulfidophilum]DSM2351
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSVELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADAAAMMAELQRAAEAVGARYAAEYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKEAMLPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALALAAVFAATLLPVLATGRLPGVLLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALS
RPSRQPGAPDR
>BAQ69993.1 hemolysin D [Rhodovulum sulfidophilum]DSM2351
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDTRLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RTEASGRVVYLHPTFEEGGRVAAGDLLLRIDPADATSARDLARADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDEGGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPAGALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAEPDADNTTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVE
RLETRMGG
>BAQ69994.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]DSM2351
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRKILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>BAQ69995.1 transmembrane amino acid efflux protein [Rhodovulum sulfidophilum]DSM2351
MGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIRW
AGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGGL
LVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALALRLALLQKG
>BAQ69996.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]DSM2351
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAARPGPSAPVPPARPAAVDPVAVAQGAAAAATDLE
GLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFGRIGLGRGDPAAERALYI
TNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLL
RTQLAKRDAWHDLLMLQARLREG
>BAQ69997.1 aspartate carbamoyltransferase [Rhodovulum sulfidophilum]DSM2351
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLGAARATGEATHV
>BAQ69998.1 hypothetical protein NHU_02851 [Rhodovulum sulfidophilum]DSM2351
MFDPKTEAPLEDGETVQMQLRADRGAYLKAHVIIAVLAGIGATLLLAATGNPYPWAGIVAAVLAIAIRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIAKVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMVAGGPEA
>BAQ69999.1 dihydroorotase [Rhodovulum sulfidophilum]DSM2351
MRTVFSNARLIDPEAGTDSTGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALNRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLSQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>BAQ70000.1 acyl-phosphate glycerol-3-phosphateacyltransferase [Rhodovulum sulfidophilum]DSM2351
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRSETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>BAQ70001.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]DSM2351
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>BAQ70002.1 putative acyl-CoA N-acyltransferase [Rhodovulum sulfidophilum]DSM2351
MTQDLPLGAPLPGWSPPPRPDRDSLAGWYCRLEPLSRDHAAELHAAQLLDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAEVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>BAQ70003.1 phosphatidylinositol 3-kinase [Rhodovulum sulfidophilum]DSM2351
MGASGDSTCQLSSERCRSTEGKGRDIAWAQAEAAGSETAAASAQGEMNATGHAERL
>BAQ70004.1 acetylornithine aminotransferase [Rhodovulum sulfidophilum]DSM2351
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>BAQ70005.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]DSM2351
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>BAQ70006.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]DSM2351
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEAEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLTGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLSAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPTAPTPVSPDRGALARIR
AEAKRLAGRAPGAQRPMSPGEMAALAYPDRVGLRRRGAAARFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIVWSDICEWSRREARVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>BAQ70007.1 LAO/AO transport system ATPase [Rhodovulum sulfidophilum]DSM2351
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>BAQ70008.1 glutamine amidotransferase [Rhodovulum sulfidophilum]DSM2351
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPAAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRAEPLTRGLPGTFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASA
>BAQ70009.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]DSM2351
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDSFLAKASEAELSDK
ALKVKKDIEKAQATA
>BAQ70010.1 hypothetical protein NHU_02863 [Rhodovulum sulfidophilum]DSM2351
MTGFRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQAIEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRARRRAACGRRPPQPRSRAPPGRIGCPPTTLSRRPRTRRPEMYLKTTLYASLIALVPALPAIAGDIAVE
GAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANGVMRMIEVEDGFPVPAHGHHDLRRGGDHV
MLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSIGNETDMPMKGHMAH
>BAQ70011.1 NAD-dependent deacetylase [Rhodovulum sulfidophilum]DSM2351
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWQAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIAGDFDRGLHGPASEIVPVWVEEYLGARR
>BAQ70012.1 phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]DSM2351
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAI
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>BAQ70013.1 glyoxylate reductase [Rhodovulum sulfidophilum]DSM2351
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDVPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKISGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>BAQ70014.1 protein CsaA [Rhodovulum sulfidophilum]DSM2351
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIRLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>BAQ70015.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]DSM2351
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHINEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRVNVTSPGGTTA
AALAVLMDPEAGFPPLLEKAVAAATARGKELGA
>BAQ70016.1 hypothetical protein NHU_02869 [Rhodovulum sulfidophilum]DSM2351
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMSVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIQAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>BAQ70017.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIGALEAK
>BAQ70018.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]DSM2351
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVIALMRRDRLWAGARPPMRPEQVEELLTWIVLGVILG
GRMGFVLFYKPFDYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINGE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>BAQ70019.1 ATP synthase beta subunit [Rhodovulum sulfidophilum]DSM2351
MADCLMHPEHGYYSTRDPLGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAPFTLAELGPGRGTLMADLWRATRGVP
GFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDALPIRQFQRDDAGWCERLVGIEDERLA
LGLSAPLPLAALKHRLADTKPGDIVETCAVAEAITASLSARISTHGGAALIVDYGGWHSLGDTLQALRAHRPEPALDHPG
EADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAGHLAAHRRLTHPEEMGTLFKTLALTP
PRAPDPPGLHS
>BAQ70020.1 multi-copper polyphenol oxidoreductase laccase [Rhodovulum sulfidophilum]DSM2351
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQPDLALGVLTADCQPVLFADRGAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSGRFFAAGHGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>BAQ70021.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]DSM2351
MATRDPFRPADATACALARKLIAEARFGALAVMRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GAKGDPLTHPRLTLQARAAFATRDAERSALRETYLARQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>BAQ70022.1 hypothetical protein NHU_02875 [Rhodovulum sulfidophilum]DSM2351
MGERARIWALYGDGLRPMQRGLERSFERARKGRTAAVNRPEVAAIQDWRKWITYHWDHTGLLRPIERGPESRKLSELLSD
HHDLDVLDSQVAASPELPGGPELRAALRARIAARQAERIGTAQGLDAFSPARPGIWAEAGDAGGNPGSRTKSTGTRGPGS
RNAVAA
>BAQ70023.1 lysyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MPGMGSGSEATGAVSGQRRECETMSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVL
RTTMVRRAFEAVSDIPTRLICFSDDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGF
EYEFYSATEFYRSGRFDDTLRLATERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDED
GREWTLPVTGGKVKLQWKPDFGARWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGN
GLTIDEWLSYAATESLSYFMYQKPKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFA
MLLNLASVAGATDKDGLWGFIKRYAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRTPDAKERAAMEDLVARLKAWEG
GQDAEELQSLVFAVGKDHGFEPLRDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>BAQ70024.1 2-dehydro-3-deoxyphosphooctonate aldolase [Rhodovulum sulfidophilum]DSM2351
MTDTETPLSAQDALVAIMVAVSASDEAIRTAELVTIERMVNHLPIFSAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNE
ALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>BAQ70025.1 hypothetical protein NHU_02878 [Rhodovulum sulfidophilum]DSM2351
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVSGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>BAQ70026.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]DSM2351
MKTSKTSFTRRLFLGGLLAAPASSALGASLERSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLSEILRGML
KYSTNVTAEAVGLAATIARGGQPKDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRA
RMLQHELLRRWAETYA
>BAQ70027.1 nicotinic acid mononucleotide adenylyltransferase [Rhodovulum sulfidophilum]DSM2351
MRARFPKAGVGQKIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVSVGVLARPGQGVTARRARAALTHERYR
LDPTDAALLADRQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>BAQ70028.1 hypothetical protein NHU_02881 [Rhodovulum sulfidophilum]DSM2351
MGKIKASLQEQRFIGNRLRLTCSVKADWGLPDELFFDIVSDQAVAPPAGMNHFALALLVPAMRAGNDLEIEGAVSARLLQ
ALNGELQVVLATFKKSLSRISVSASTILPEMESSRALNRGCATGFSAGVDSFATISLYGFEGSRRIKCLSLFNVGAFGQA
GAVGVSEVFEKDGLQLREFAKTVGCEWVLVDSNLDAFYSKGLSFPSTHTIRNASAALLLESMVDEYLYSSAFPYNEIAIK
PSPDIATMDPIILPLMETESLRFRSAGAHLSRFEKTEIVSRNDMSFSWVNVCVAPAADRMSMGRNCSRCWKCNRTLVSLD
LIGALEKYDRVFDLAYYRQNKRSAVRSVALRALKGSEIDREIVEHVKRSGYPLPSKAELLVVKTFSRLRRLVEKKLRRAA
>BAQ70029.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRSRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
SLDDLLAVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLAPP
MRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAG
CDT
>BAQ70030.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAGKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>BAQ70031.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIHPPCTKGGVMSDLYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSD
MGVFARIMTGLAAEAPDNKTISIDATYLKAHRTASSLRLKNGGRGRLTGRTKGGMNTKLHAVTDARGRPIRFFITAGQVS
DYTGARALLSRLPNADWLLGDRGYDADWFREDLINKKITPCIPGRKSRDTPVKYDKRRYRKRNRIEIMFGRLKDWRRVAT
RYDRSPTVFLSAIALAAAVIFWL
>BAQ70032.1 phosphatidylinositol 3-kinase [Rhodovulum sulfidophilum]DSM2351
MGDLSVPEGDDVGIAVAFEAHAAGSFSAGMAGIEIPVLSGFGGGPETLPPDPAVALAVDPGGWADRQNFRPPAKVIRKSP
VKTRQQIGSGDHRASETDPERFRGSPRGFQMAAQAFEVLQTFRAL
>BAQ70033.1 hypothetical protein NHU_02886 [Rhodovulum sulfidophilum]DSM2351
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRAEIAGR
>BAQ70034.1 hypothetical protein NHU_02887 [Rhodovulum sulfidophilum]DSM2351
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGDDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>BAQ70035.1 ribonuclease BN [Rhodovulum sulfidophilum]DSM2351
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIMRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAEEASGMT
>BAQ70036.1 transcription regulator [Rhodovulum sulfidophilum]DSM2351
MLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEACHARDAPLGVIPQGTFNYFARGLGIP
LEPEAAVAALARGTKVEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRSRVAAYWSVAQTLVGARRAMRLNMTLD
GERQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQIEIMRATLGLALGTAQEGQDFDLHRAARIEIDPG
RPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPEAPA
>BAQ70037.1 metallophosphoesterase [Rhodovulum sulfidophilum]DSM2351
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACKAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>BAQ70038.1 Bcr/CflA subfamily drug resistance transporter [Rhodovulum sulfidophilum]DSM2351
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>BAQ70039.1 multidrug resistance protein a [Rhodovulum sulfidophilum]DSM2351
MSRQDHPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRNAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGWVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>BAQ70040.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MQCAPGDAPEPKTDPEAEPEAEPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARPGAHRED
>BAQ70041.1 nicotinic acid mononucleotide adenyltransferase [Rhodovulum sulfidophilum]DSM2351
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>BAQ70042.1 aerobic glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPTRSAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASRLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKLLPPTRSL
DLSTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDRVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRTGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLCQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEVELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRARPAPE
>BAQ70043.1 hypothetical protein NHU_02896 [Rhodovulum sulfidophilum]DSM2351
MIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>BAQ70044.1 bifunctional deaminase-reductase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MGRGTYEKIRDIRPWPYTRPVVVLSATMTEDDLPEELGSKVRVTDLSQTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLI
ADMVITTVPVLLGEGRRLFGSLAGDIRLQHEKTNSFPSGLVQSRYRIAA
>BAQ70045.1 regulatory protein TetR [Rhodovulum sulfidophilum]DSM2351
MTRQRGRPPRADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKRLHVNPMTIHHHFGGRDGLIGAMSERVHARASAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLPDRKRRLWRDILVDVTHGAALATAMA
GQKVVDDPSGDQGYGAALDELLNCLGDEAALRTESG
>BAQ70046.1 ferric cations import ATP-binding protein FbpC2 [Rhodovulum sulfidophilum]DSM2351
MTLQTSDRNQRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPACGRDGDGRQS
>BAQ70047.1 lytic transglycosylase [Rhodovulum sulfidophilum]DSM2351
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIESWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>BAQ70048.1 proteinase [Rhodovulum sulfidophilum]DSM2351
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGATQETTKSLTEVHVREYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGVVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>BAQ70049.1 aspartyl/glutamyl-tRNA amidotransferase subunit B [Rhodovulum sulfidophilum]DSM2351
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLMSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>BAQ70050.1 hypothetical protein NHU_02903 [Rhodovulum sulfidophilum]DSM2351
MIMPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRA
RKAEAGQKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>BAQ70051.1 BolA protein [Rhodovulum sulfidophilum]DSM2351
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAQMSRVARERAVHKALGPELIGQIHALA
IDIET
>BAQ70052.1 heat shock protein DnaJ domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MTKTDPFGFDISVSSDKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWERQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>BAQ70053.1 aerobic cobaltochelatase subunit S [Rhodovulum sulfidophilum]DSM2351
MRRAGACRGFLLRTLRICFKTASDRTSDGVMMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTT
LAILAGFTHNRRVMIQGYHGTGKSTHIEQVAARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRN
PCAIVFDEYDAGRADVMFVIQRVLEVDGKLTLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLV
ATLNYLSHDAETAIVLAKCPHYNTDKGRKTINHMVTVAEMTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTF
LNKCDELERQTVAEFYQRLFDEELPESAASMSLG
>BAQ70054.1 hypothetical protein NHU_02907 [Rhodovulum sulfidophilum]DSM2351
MFFLAAPTAFAQGADPAFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGADRDGVDDRIAALRPVYL
LLLQRYILDGERRARDQYVRLSGLCDDVGRAAGLKGHRHAPR
>BAQ70055.1 hypothetical protein NHU_02908 [Rhodovulum sulfidophilum]DSM2351
MQGRIAGMTRVTLVAATGFATAFILATAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLM
LEATLPEAIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>BAQ70056.1 aerobic cobaltochelatase cobT subunit [Rhodovulum sulfidophilum]DSM2351
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDGMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>BAQ70057.1 aminopeptidase [Rhodovulum sulfidophilum]DSM2351
MFQNFDSTTRPEEGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALEGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGERHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIGLAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARSSTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILT
ELLDAGERAWLDAYHAEVAEKAGDGLSERARAWLAEATQPL
>BAQ70058.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>BAQ70059.1 Cl- channel, voltage gated [Rhodovulum sulfidophilum]DSM2351
MRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFT
PDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAV
AAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCG
LVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVA
VSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGL
AVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPGAASPGACSELIGQGVMFEADTT
LVEALPVFEKWGHRFVPVVARTVAGGQPELLGALFHVDALRAYSRALATTAAEEHS
>BAQ70060.1 D-lactate dehydrogenase [cytochrome] 1 [Rhodovulum sulfidophilum]DSM2351
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLTGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMSQIKRALDPMTLMNPGKMVRAN
>BAQ70061.1 cell division protein FtsW [Rhodovulum sulfidophilum]DSM2351
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVLGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>BAQ70062.1 undecaprenyl diphosphate-muramyl pentapeptide beta-N-acetylglucosaminyltransferase [Rhodovulum sulfidophilum]DSM2351
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISEIVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPSRLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>BAQ70063.1 UDP-N-acetylmuramate-alanine ligase [Rhodovulum sulfidophilum]DSM2351
MMNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSA
IKPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGA
GEWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKV
ITFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVN
RRFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEE
PIQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>BAQ70064.1 aminotransferase, class V/cysteine desulfurase [Rhodovulum sulfidophilum]DSM2351
MISCPVIAICGPAPLAGIPGLRTMRRAAPPVTAGLLAAAAIPPAPAPATFGPGAALSEPPRVSAFRPVERPAGPGGAPEA
ASRDRGAEGGEQ
>BAQ70065.1 hypothetical protein NHU_02918 [Rhodovulum sulfidophilum]DSM2351
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIGSGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>BAQ70066.1 hypothetical protein NHU_02919 [Rhodovulum sulfidophilum]DSM2351
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>BAQ70067.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]DSM2351
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRTGEIVTLSPG
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHEMKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>BAQ70068.1 D-alanine-D-alanine ligase [Rhodovulum sulfidophilum]DSM2351
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDIVFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRW
DESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>BAQ70069.1 cell division protein FtsQ [Rhodovulum sulfidophilum]DSM2351
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLSLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>BAQ70070.1 cell division protein FtsA [Rhodovulum sulfidophilum]DSM2351
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLADPRGQVGHWLACDMHMLTVDDGAVHNFLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>BAQ70071.1 cell division protein FtsZ [Rhodovulum sulfidophilum]DSM2351
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKATEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQAQRPAVAARETVQEPAQEPSLFSGFDPANAGFAADARA
ETARDGADLPPPAYQPEENPEAETFVAPQPRNSGEPTPEALARLRAAVAKTPARQPVNTPMAATAQDDPRGDKGRFGIGS
LINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>BAQ70072.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosaminedeacetylase [Rhodovulum sulfidophilum]DSM2351
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSDGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGEKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>BAQ70073.1 ComL lipoprotein [Rhodovulum sulfidophilum]DSM2351
MVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRALIMQAYTYHQAKDYE
TARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQSAILKFDLAFNHLAA
KEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNFQGTDWYADGYKLLQ
AKGLEPEAKGEGWLRSVYRQMIKGEWL
>BAQ70074.1 DNA repair protein RecN [Rhodovulum sulfidophilum]DSM2351
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLDTELAAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARAGYDAAAAKLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>BAQ70075.1 aminodeoxychorismate lyase [Rhodovulum sulfidophilum]DSM2351
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGTGEVPAEYAGLMA
EPDLRYRVTLAEGVTGWQVVDELKQADFLDGDIAVVPAEGSLAPDSYEVTPGEEREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>BAQ70076.1 3-oxoacyl-(acyl carrier protein) synthase II [Rhodovulum sulfidophilum]DSM2351
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWTPETDAERERTGVMIGSGIGGLNAIADTAVLIQQKGPRRVSPFFIPSSLINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWSDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAARDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILAMRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>BAQ70077.1 malate synthase [Rhodovulum sulfidophilum]DSM2351
MGPRRAMTVMSVMRLLALIAFALAGGGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLA
RVMSKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGTVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTGG
ASPREPSPPRTGKPPAPQPVIADTAGQEMVDLSPPETGPGGPYPPNRGRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSTAAAMDHAAKA
>BAQ70078.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MARKKLVGQRIMLENQIRGLAVVFGTRLPRGLSPAFVEHVFAMSEGVVGLSAAMRGLISARGAVLSAIAALDTDIKHLVR
QSKACRRLMTVPGVGPLTALAFTAAVDDPGRFRRSRDLGAYLGLVPRRYQSGEIDYTGHISKTGDRRVRTLLYEAANVML
TRYKGALKLKEWALAIARRSNMRKARIALARRLAVIMHAMLKSDTDFHPA
>BAQ70079.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MLDREGEIIAEAIAASTPEAIGETLGQAPACKVVVFETGRMAPMLYHGLAERGVPVVCIESRQAYQALKTLATHKTDRN
>BAQ70080.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MDGTPKATKPKARDAKTKIAQNRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHKAHPQTTS
PETVERIKALALEHPAYGCNRFEAMLALEGVRVSSITIQKILNENRLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQN
PCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHISKQPEAAVAVLHNDVLPFYRALDLPVKA
VLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVEQFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHY
NTERPHMGYRNMGRRPIETVMSFVSQEG
>BAQ70081.1 YjeF family protein [Rhodovulum sulfidophilum]DSM2351
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAELADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>BAQ70082.1 nitrogen regulatory protein P-II [Rhodovulum sulfidophilum]DSM2351
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>BAQ70083.1 glutamine synthetase [Rhodovulum sulfidophilum]DSM2351
MSNNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKAQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>BAQ70084.1 bioY family protein [Rhodovulum sulfidophilum]DSM2351
MAYALTQKVLVDNIMPRNGAQRMVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>BAQ70085.1 hypothetical protein NHU_02938 [Rhodovulum sulfidophilum]DSM2351
MPGLEDFEGCWRLERRIDDRLTGQVLRLTGRAVFAPDGDDPGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVL
FEDGRFFHLIAPGARPEARHDCAPDLYRVRYDFSAWPCWSSFWEVRGPRKNYAMESSYRPES
>BAQ70086.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]DSM2351
MIPRYARPEMIDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEHGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAK
>BAQ70087.1 possible flagellar motor switch protein [Rhodovulum sulfidophilum]DSM2351
MIKKTETHVQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEI
EQFGLSFPGGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSEMPPDRLTELLLAESPEIAAVALSKLPSPIAAT
ILGRMPGPEARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAE
LAEKVRQAVFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEE
AEAAMSEVIGAIRNMEAAGEIKLRKPSKTA
>BAQ70088.1 lipid A biosynthesis acyltransferase [Rhodovulum sulfidophilum]DSM2351
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPFAGYRGRSEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELRFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>BAQ70089.1 hypothetical protein NHU_02942 [Rhodovulum sulfidophilum]DSM2351
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>BAQ70090.1 aconitate hydratase 1 [Rhodovulum sulfidophilum]DSM2351
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIKAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>BAQ70091.1 major facilitator superfamily MFS_1 transporter [Rhodovulum sulfidophilum]DSM2351
MENRCGSIAAVATADAGANLSHAIKADDVYCDDPPIIPIKRSSENVASKVFEYEPTIVET
>BAQ70092.1 periplasmic protein thiol-disulfideoxidoreductase DsbE [Rhodovulum sulfidophilum]DSM2351
MSEKRRVSPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGNIKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPATSN
>BAQ70093.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]DSM2351
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>BAQ70094.1 heme exporter protein CcmC [Rhodovulum sulfidophilum]DSM2351
MSSLWEYANPQKFMRTSSVLLPVFSVAATICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>BAQ70095.1 heme exporter protein B [Rhodovulum sulfidophilum]DSM2351
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>BAQ70096.1 cytochrome c biogenesis protein CcmA [Rhodovulum sulfidophilum]DSM2351
MLRGRRPPFLLPARRPFGYAGRMELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGS
VSAPPESIAYAAHADGLKATLTVSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIW
MLDEPTVSLDAASVAQFGRAVRSHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEVFA
>BAQ70097.1 hypothetical protein NHU_02950 [Rhodovulum sulfidophilum]DSM2351
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQAR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>BAQ70098.1 protein-export membrane protein secF [Rhodovulum sulfidophilum]DSM2351
MRLKLVPSNTSWDFFKFSHVSLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVAALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKEVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>BAQ70099.1 protein-export membrane protein secD [Rhodovulum sulfidophilum]DSM2351
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGIGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>BAQ70100.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>BAQ70101.1 peptidase S1 and S6, chymotrypsin/Hap [Rhodovulum sulfidophilum]DSM2351
MRPSSRPPAALSLALAVALGAATLPAAHAAGTRERAEPLAEAQHRAWRAIGRVNVAGFDTGGFCTGTLIAPDRVLTAAHC
LYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFHPGKGLDSRSLRSDVAILLLETPITGIAPLALAQPERIG
PEVTVIGYRRDRPNALSRVRACRVLVQSPGMAGLGCPVTKGISGAPVLQRAGRGWQVVGVISAALRGAGGIRSIAARPGA
AFLAGQ
>BAQ70102.1 Pentapeptide repeat protein [Rhodovulum sulfidophilum]DSM2351
MTANRTRLVDWASHLWRPDFKRFTGFGWIVRLVVALLVLALAIIAFGAAILTLAQYVGALVFAQRFASVEGQYEAIRNAG
LVLAGLIGVPFLVWRSIVAQKQVEVAEQGLITDRLNKAIEGLGAEKTVKRRLTHPDGTTEIEETTEPNIEVRIGAIYALE
RISQDSDRDHVNVMEILCAYICENSHRPPSSQPPSRSEDTDAAKASLSELTDLTDVQTALTVLGRRAESRRRLETAAHYR
LSLSRCNLAKCDLSGADFSHAKFAGSNLNDAFLYRSRFRDCNFTSASMKRVQGYDSIFEGAVFEYANLSQAIFNRSRFLF
SPEAQIGANFSQAQMEDSVVAFSGVRGSDRWALGANFAEASWKNAIIIGFESQRDTNFGFRTARTGTDTPPRPATIHQGL
AFRDCILGADHIGTLDLERCFGDGTVVLMEPIIRPPHWPSEALSPTAFDRECARWRADPASYVPPQDRA
>BAQ70103.1 seryl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADETDNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>BAQ70104.1 hypothetical protein NHU_02957 [Rhodovulum sulfidophilum]DSM2351
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>BAQ70105.1 GTP-binding protein EngA [Rhodovulum sulfidophilum]DSM2351
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRQLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDANMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>BAQ70106.1 pyrrolo-quinoline quinone [Rhodovulum sulfidophilum]DSM2351
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDAADGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>BAQ70107.1 hypothetical protein NHU_02960 [Rhodovulum sulfidophilum]DSM2351
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>BAQ70108.1 efflux transporter [Rhodovulum sulfidophilum]DSM2351
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTVGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPIEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>BAQ70109.1 acriflavin resistance protein [Rhodovulum sulfidophilum]DSM2351
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTMKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTITTMAGLLSMMLGVSFDFANGGYTIGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWNEPPGPTPPGQAAEDSKDHDGKGLRAAE
>BAQ70110.1 ABC transporter, ATP-binding/permease protein [Rhodovulum sulfidophilum]DSM2351
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDRAMEGYEEAAIKTSYSLALLNSGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKGYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGQVVERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>BAQ70111.1 LysM domain protein [Rhodovulum sulfidophilum]DSM2351
MPDSARKGSIRGSVWTWIILGGEAVLVLMVAAWFLGRDDDRNSDGPQAEEDAAVTAPAAAGQAPDAANTEAHPPAAGDRS
EAVPPATPLFTPPAFDLVRVTLEGSALVSGRAGAGSVVAVLVEGREAARAKADAAGDFAVLFDLGQSDEPRWISLAMLGA
EGRRTASEATVILAPNRSVPAATGPEDAAEGPRPSQSGAPSSATIGPPPADAAAIFISDAGGVRLLGPPNSHEAPPVSGL
TLDAISYDAQGAVRLAGRGRPGAALRIYIDNAPLTETETAIDGAGRWTLRASGIAAGRHVLRADLLAADGRVAARIETPF
QREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>BAQ70112.1 UPF0717 family protein [Rhodovulum sulfidophilum]DSM2351
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>BAQ70113.1 RarD protein [Rhodovulum sulfidophilum]DSM2351
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFAFYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>BAQ70114.1 aminotransferase, class I and II [Rhodovulum sulfidophilum]DSM2351
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVSGDLPEDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMDVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMESR
>BAQ70115.1 peptidase, M48 family protein [Rhodovulum sulfidophilum]DSM2351
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLRDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAAQSDPEADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>BAQ70116.1 protein-disulfide isomerase [Rhodovulum sulfidophilum]DSM2351
MKLVLSLAVAVATATPGLALPLSDAERAAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAARDDQLRLVVKEAPRPDDEAAERAARLALAVLRLAGPAAYEAAQT
RLFAAGARLDAAALDRISAELGLAPAEVKTRMAGSDITAKLAETRALAEALELGPAPAQVLKRTMVRGDVPAVALLRMVE
AIRRKK
>BAQ70117.1 DSBA oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAISVLEQRQANAQAQNDETLI
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>BAQ70118.1 4-hydroxy-3-methylbut-2-enyl diphosphate synthase [Rhodovulum sulfidophilum]DSM2351
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIETTETSSGVEAAE
>BAQ70119.1 hypothetical protein NHU_02972 [Rhodovulum sulfidophilum]DSM2351
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAVAQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGQTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>BAQ70120.1 5-aminolevulinic acid synthase [Rhodovulum sulfidophilum]DSM2351
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>BAQ70121.1 5-aminolevulic acid synthase isozyme [Rhodovulum sulfidophilum]DSM2351
MQLSNGPAKPNANRKTCAAAGPGSALTRGVGLGLALGLALGLGAALAASAAPVDGKGARKLVFKPDGAEVAVVDLPFLSE
TDRKTLVVVGAQQPYYGAIALAPTEGLRSKATLAAANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQ
LSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIKGQGAASRALEACADRSGATDCRIAVEDR
>BAQ70122.1 peptidase M20 [Rhodovulum sulfidophilum]DSM2351
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEVTITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIREAFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>BAQ70123.1 integrase [Rhodovulum sulfidophilum]DSM2351
MARLTGLEPATPGVTGRYSNQLSYNRASRGTNRKAVARLTGLEPATPGVTGRYSNQLSYNRSAFRARPA
>BAQ70124.1 N-acetyltransferase HPA3 [Rhodovulum sulfidophilum]DSM2351
MTDLLVRPLRPEDIASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVGLVHFIFHRHCWKPEN
VCYLQDLYADPEIRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGKSTAFVKYVRG
>BAQ70125.1 ATP-dependent transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSRHGARIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAISRDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRVAADAGAKVTIQFLPRAKLQRLVPQAACFVVPRISSWDEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPGLLARLNPRGGRIGVSGPPSPTPRAWIDAIETALGPRTSSSRRVTAARTAIEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGDRPQRAITLIDGHLADARSGENAA
LLASMLLMKAEALDMLGRDAEAGVTRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>BAQ70126.1 VWA containing CoxE family protein [Rhodovulum sulfidophilum]DSM2351
MFLPFFQTLRSCGIPVSLREYLSFLDGMKVGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKARLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDGS
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLNGTIRATADRGYLDVRTRPERHNAVKVLLFF
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIAMIREIFEDRMVPMTLDGIERGMKSLG
>BAQ70127.1 ATP synthase F1 subunit epsilon [Rhodovulum sulfidophilum]DSM2351
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>BAQ70128.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]DSM2351
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPDFSEQATASEILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IQELINNIAKVHSGLSVFAGVGERTREGNDLYHEMIESGVLTPDNLTDSKIALVYGQMNEPPGARARIALTGLTLAEQFR
DATGADVLFFVDNIFRFTQAGSEMSALLGRIPSAVGYQPTLATDMGAMQERITSTKNGSITSIQAVYVPADDLTDPAPAT
TFAHLDATTVLNRAISELGIYPAVDPLDSTSRLMDPLIIGEDHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKVTV
SRARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>BAQ70129.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]DSM2351
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>BAQ70130.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>BAQ70131.1 ATP synthase subunit delta [Rhodovulum sulfidophilum]DSM2351
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>BAQ70132.1 ATP synthase subunit [Rhodovulum sulfidophilum]DSM2351
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>BAQ70133.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]DSM2351
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLSVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>BAQ70134.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]DSM2351
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLEATLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQMASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>BAQ70135.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDLYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKKGGVDA
>BAQ70136.1 binding-protein-dependent transport systems [Rhodovulum sulfidophilum]DSM2351
MSDQIARLSLLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTIFGWHSARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>BAQ70137.1 hypothetical protein NHU_02993 [Rhodovulum sulfidophilum]DSM2351
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>BAQ70138.1 hypothetical protein NHU_02994 [Rhodovulum sulfidophilum]DSM2351
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>BAQ70139.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGTVFSAGASPALSGMAAPLCAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRAAALSLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPLSAS
RARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGTGPEGAVRASRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTARAREWAEAGSEPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGLGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGAGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGEDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIVAAAREVLAVAALRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLVAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>BAQ70140.1 hypothetical protein NHU_02996 [Rhodovulum sulfidophilum]DSM2351
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>BAQ70141.1 hypothetical protein NHU_02997 [Rhodovulum sulfidophilum]DSM2351
MSQTSRHSRMPAFSNSAAPDETRALIRARIESLLSSRAVASQVGRQLRTKGCCSPWAAASAAADEQDGQAHEAAQACTTR
TGRQGWRSNSSRQGSH
>BAQ70142.1 hypothetical protein NHU_02998 [Rhodovulum sulfidophilum]DSM2351
MAEDMNRNAEGLDLPPMMWLDKEFAAAPQPGIETLAVLAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPV
RHAPITPAMIAAQTEAMAALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>BAQ70143.1 possible flagellar switch protein FliM [Rhodovulum sulfidophilum]DSM2351
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWACGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PMGDAGGGLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>BAQ70144.1 Na+/solute symporter [Rhodovulum sulfidophilum]DSM2351
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQTTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQLLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAGERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQ
GGAAFRVTLPRGCAEAA
>BAQ70145.1 hypothetical protein NHU_03001 [Rhodovulum sulfidophilum]DSM2351
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSGEAP
>BAQ70146.1 response regulator [Rhodovulum sulfidophilum]DSM2351
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>BAQ70147.1 transcriptional regulator, XRE family protein [Rhodovulum sulfidophilum]DSM2351
MPRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEADLPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRSVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>BAQ70148.1 branched-chain amino acid ABC transporter periplasmic binding protein [Rhodovulum sulfidophilum]DSM2351
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>BAQ70149.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>BAQ70150.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGI
LHGWFAFLPDGLENFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>BAQ70151.1 branched-chain amino acid ABC transporter, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>BAQ70152.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGIALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>BAQ70153.1 acetate-CoA ligase [Rhodovulum sulfidophilum]DSM2351
MTEHIYPPDPDFVSGAHIDPAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIVFVPDDPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATRPFFGVQPVVLEPDSGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHEIKGQGIY
AYITLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDTLGDISTLADPSVVEE
LIDNRRNKD
>BAQ70154.1 oligogalacturonide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>BAQ70155.1 transposase [Rhodovulum sulfidophilum]DSM2351
MNTKLHAVTDARGRPIRFFITAGQVSDDTGARALLSRLPNADWLLGDRGYDADWFREDLINKKITPCIHGRKSRDTPVKY
DKRRYRKRNRIEIMFGRLKDWRRVAMRYDRSPTVFLSAIALAAAVIFWLCVQSLQRLEAVER
>BAQ70156.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDLYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKKGGVDA
>BAQ70157.1 sulfonate/nitrate/taurine transport system ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MAALGRHAAAGQHRPALTFDADIQLMDEPFGALDEIVRDHLNEQLLALWARTGKICLFVTRSIPEAVYLSTRVVVMNPRP
GRIADEIERPLPKERLLEIRDTPQFLENAHRVREGLRAGQAYDTEET
>BAQ70158.1 dihydropyrimidinase [Rhodovulum sulfidophilum]DSM2351
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFSADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNVAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISAKGQKSAIDYNVFEGKQVKGLPRYTLSRGRVALADGEVTPQEGWGEFVKRPSNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>BAQ70159.1 allantoate amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDGMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
TDVLCHAVLETAGIVD
>BAQ70160.1 beta alanine-pyruvate transaminase [Rhodovulum sulfidophilum]DSM2351
MLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDYAPAFQMGHPKAFELASALRDMAPEGMEHVF
FTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGGIGPNRKMFGSLLTGVDHLPHTHLPDQNAFT
RGQPEHGAHLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLERLREITRKHGILLIFDEVITGFGRLGSSFAA
EHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGYTYSGNPIASAAGLATLETYREEGLFENAAA
LAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNAFEKDLMIRTTGDIIAMSPPLMINKAQIDEL
FGKLTDVLKALD
>BAQ70161.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFESADRHLAMLFRRLLAP
>BAQ70162.1 hypothetical protein NHU_03018 [Rhodovulum sulfidophilum]DSM2351
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>BAQ70163.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWTRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>BAQ70164.1 oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMNREGHPFLRATPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDMLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGTGLDLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHATLMAEG
>BAQ70165.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]DSM2351
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAQAPTTMQIPAYAPASAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>BAQ70166.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]DSM2351
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>BAQ70167.1 leucyl/phenylalanyl-tRNA-protein transferase [Rhodovulum sulfidophilum]DSM2351
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRIRTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRASPIPEPQLLLQRSTQTS
>BAQ70168.1 hypothetical protein NHU_03024 [Rhodovulum sulfidophilum]DSM2351
MIRAALALALIATPILAQQQWSPEGWTPDGWEVAPLEEMPRAEEMMDALGLGDTTLADRPLPLVSRPDPLELQEHRTETR
SAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIA
SSPALNPLDNARYDVWVLRCRSS
>BAQ70169.1 ABC transporter substrate binding protein [Rhodovulum sulfidophilum]DSM2351
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDPK
>BAQ70170.1 NADH dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
KAPLSHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>BAQ70171.1 GTP-binding protein LepA [Rhodovulum sulfidophilum]DSM2351
MTGYEKHRISARMTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPA
QDGHTYVLNLIDTPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKE
QIEDVIGIDASEAIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIR
MMRTGGVYPVDRIGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDT
NDFDDLRDAIEKLALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVREL
HNPADMPDLTYVDHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKG
YASFDYQISGYRTDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAA
LRKDVTAKCYGGDATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>BAQ70172.1 histidine biosynthesis bifunctional protein HisIE [Rhodovulum sulfidophilum]DSM2351
MFFRPLWPDGALPKGLPRQYEKLRTFWKDDAQSGPSGRAGTRTCGPARPVDWDFLQQVVVLPDGDWKAGPERIASLIGEI
RTGEPAKPVRRDLLERQAARLIRKAAVMEVTAKGVAALIDETVLEYVREARTNCLPDEFLLLNAIPPILRRIASGVAHPV
ADSSGGDLPADLAKLKARVTELEAELSALRARSPQCVFSKALCEAAGKSLGDRKM
>BAQ70173.1 aldolase [Rhodovulum sulfidophilum]DSM2351
MRAGFRARLRAPEPILGTFLKIPSTQPAEILGSLGFDFVVIDEEHAPLNPETTDAILLACRVHRMAGLVRVRQPGDILRA
LDSGADGVLVPHVISAAVAREVVTLSRYAGARGLSPTTRAGAFGCVPVADHMAAQDARSAVIAMIEDTEALDRIDEIVAT
EGLDAIFIGRADLGASMGEVAEDGGLNRAVAHLLTAAKSAALPALALATDRADAVEMRALGATGFLKGSDQGFLRSAAKA
ARIRLFQ
>BAQ70174.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]DSM2351
MPLTSKKTIISCAVTGSIHTPSMSPYLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATD
AIVNITTGGGLGMSMEARIAPALQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAK
LSETGTRFEFECYDTGHLYNLAHFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQF
PLVTMGAIVGGHVRVGLEDNLYIAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>BAQ70175.1 possible phenol degradation enzyme [Rhodovulum sulfidophilum]DSM2351
MKTTYTLGTIAISLTMAAVPAQAIDVGPADYTIVPSGTAVGMIYYQHLSSDRLDIDGDDVSGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDTPETGTTLGLSLFATAPTGNYDPNSIGIGEGTW
SITPQVGLIQGLGNGFHLDAALDVAFSMDHTEDGDDCERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>BAQ70176.1 nitrilotriacetate monooxygenase [Rhodovulum sulfidophilum]DSM2351
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQCVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRSDDKFAEIDVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>BAQ70177.1 P-hydroxyphenylacetate hydroxylase C2:oxygenasecomponent [Rhodovulum sulfidophilum]DSM2351
MFDDTAPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AMSLLAEHAHQIALYSKELQDEIWGEDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQCLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>BAQ70178.1 hydrolase [Rhodovulum sulfidophilum]DSM2351
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGIDIAGHGPQGGPHDPRAYADLASDLAMKLPTGLHGAIGFSLGTK
LLLELEARKPGAYGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTNDAVAQPDDRLRAALPGALYRRIDGPGHVALTADARFRDAAVAFLTD
>BAQ70179.1 hypothetical protein NHU_03035 [Rhodovulum sulfidophilum]DSM2351
MSLSAETFLAAQDLVLRFWAVVDEVDDRPGAELFTPDGALVIESFHAEGTAELSRYFAARRTLSTERQRGTRHLCSNLRG
LPAEGVRLAATVTVFSGTGARPLPLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGCPA
>BAQ70180.1 glyoxalase/bleomycin resistance protein/dioxygenase [Rhodovulum sulfidophilum]DSM2351
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERLNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPSGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>BAQ70181.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLEALR
YQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVEEGL
FQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPALPPIAHDTIVIASMPALG
DIAD
>BAQ70182.1 hypothetical protein NHU_03038 [Rhodovulum sulfidophilum]DSM2351
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETAMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTASRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVTVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSTKNGWVLNAADYPLARTEIE
>BAQ70183.1 MdaB protein [Rhodovulum sulfidophilum]DSM2351
MTRTLVILTHPDMGRSRISRRWAEAIRAAGDITLHDLYARYPEGQIDGEAERQIVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTAYPEDAAAHM
>BAQ70184.1 DNA-binding transcriptional activator MhpR [Rhodovulum sulfidophilum]DSM2351
MDFAQQKTVRSVERTLQILELMNRVPVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKTEL
RAAADACEEGEPYM
>BAQ70185.1 transposase [Rhodovulum sulfidophilum]DSM2351
MKRSRFSAEQIIGILKEQQAGLGAKELCRKHGVRDATFYKWRSRYGGMEVSDARRLKALEAENAKLRNM
>BAQ70186.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCTLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ70187.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70188.1 transposase [Rhodovulum sulfidophilum]DSM2351
MMLHPTQELEPPANPERFMAAEFGITIARGVARAIDFAKGIIEDKQSGFPELAQDVLRVLSRQLVELHNRLRWYEITMRI
QARLSRQAQLLQSIPGVGPVTASAVAATIGSDHQFKSGWEFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMT
SRVRQVTNHPERADPWLTKLLQRKPARLTTVAMANKTARIMWAVLSRNEPYRPHTA
>BAQ70189.1 L-arabinose transport protein [Rhodovulum sulfidophilum]DSM2351
MRVNLRMALLNPKMFNLYVKEWHGRRVCEGYKSGVAALVAGGIVVLMLNDAEFAASMAPLVKWGMIAVPAGFSIYGIMAI
FFPSALFWLTHQHEDVKRALADKRHQ
>BAQ70190.1 transposase [Rhodovulum sulfidophilum]DSM2351
MNTKLHAVTDARGRPIRFFITAGQVSDDTGARALLSRLPNADWLLGDRRYDADWFREDLINKKITPCIPGRKSRDTPVKY
DKRRYRKRNRIEIMFGRLKDWRRVATRYDRSPTVFLSAIALAAAVIFWL
>BAQ70191.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDRYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPDKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKRGAWTPDRPHEGRHEHQTACCDRRARAPHQVLHHGWSGQRRHRSKSAA
>BAQ70192.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPTPTRYRTTNWSTYNASLRQRGSFSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSTGIKFRGDGERLARKHGASRRRQWRKVHLAMDAGTEDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRKGRAWKADCPAAVARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ70193.1 acylphosphatase [Rhodovulum sulfidophilum]DSM2351
MTERIAIRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLAGPEDRVARMLDVLQEGPAPARVATVETSPG
DWPAETGFRISR
>BAQ70194.1 Hly-III family protein [Rhodovulum sulfidophilum]DSM2351
MEAAMQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRH
PNWTPIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSM
FASLSAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>BAQ70195.1 hypothetical protein NHU_03051 [Rhodovulum sulfidophilum]DSM2351
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>BAQ70196.1 aspartyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEELGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>BAQ70197.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]DSM2351
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>BAQ70198.1 anaerobic Mg-protoporphyrin IX monomethyl ester oxidative cyclase [Rhodovulum sulfidophilum]DSM2351
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>BAQ70199.1 Abortive infection protein [Rhodovulum sulfidophilum]DSM2351
MAWTLDLALERRMLRRGRLWGEFVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTAIIGTLTVLVVPQAALALVRGNPLLLASILLLYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>BAQ70200.1 DnaJ domain containing protein [Rhodovulum sulfidophilum]DSM2351
MIMMDLISVLFGMSRSQFWQIDGGYSQAALGRKGGRGKIGAGICGAEGTGAGPTAFVNDLPAC
>BAQ70201.1 carbamoyl phosphate synthase large subunit [Rhodovulum sulfidophilum]DSM2351
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASADAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>BAQ70202.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]DSM2351
MEHMEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVN
VGQALAARGILPEGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATKRPFGEDLSDGQRREFEHFEGNAQGFRIL
TRMEMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPLEAGWRRHPLAFL
VEAADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILA
GRFSTELTDVFALKEAFAAISDVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMAEKKPYLRKLV
TSAGMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>BAQ70203.1 anaerobic ribonucleoside-triphosphate reductase [Rhodovulum sulfidophilum]DSM2351
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDVLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLTALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>BAQ70204.1 anaerobic ribonucleoside-triphosphate reductase [Rhodovulum sulfidophilum]DSM2351
MTMIDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>BAQ70205.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]DSM2351
MAELAISGLVRHSSIDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRELLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGTKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCTDPALCRTP
>BAQ70206.1 methyl-accepting chemotaxis sensory transducer [Rhodovulum sulfidophilum]DSM2351
MPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVADLEGMARDQATRVSEWFADQQHALAAQAANPSIARALSEF
RASLEAAPDGFAPVLAAYGSDNPYPSGEGQKLSDAGDGSDYSRIHARIHPGFERMLESFGFYDIFLIAPDGQVIYSVVKE
ADFGEDVGTGRYSGTALGKVFQRANKAPVGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGKLSAMVT
MASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVDFADWTL
VVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEIGAMGRD
LSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLIGAVQVN
ARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEATGAMSE
IQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQVETGVS
LVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADKLLTLVA
RFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTPMSAGWTEF
>BAQ70207.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70208.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKIEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ70209.1 hypothetical protein NHU_03065 [Rhodovulum sulfidophilum]DSM2351
MRVQDGRDPTGAWIKIDRSTLNLNPGTVLCESGRQRSDGGAAIARCPGAMPVSRSSATDGNSKALSAPPDRT
>BAQ70210.1 putative transcriptional regulator, GntR family protein [Rhodovulum sulfidophilum]DSM2351
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRVAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>BAQ70211.1 hydantoin racemase [Rhodovulum sulfidophilum]DSM2351
MTDRMACIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPGLAGARELFDLPVV
GMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDTGLSARFAGVRTPDGHAPDLGNVQQSLREDLIQLCNRAVREDGA
DVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPALTRQFACG
>BAQ70212.1 TRAP dicarboxylate transporter subunit DctP [Rhodovulum sulfidophilum]DSM2351
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGDDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>BAQ70213.1 tripartite ATP-independent periplasmic transporter DctQ [Rhodovulum sulfidophilum]DSM2351
MSDPGHPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRTQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>BAQ70214.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]DSM2351
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>BAQ70215.1 hypothetical protein NHU_03071 [Rhodovulum sulfidophilum]DSM2351
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTDDDIVRLGRGRATLAHVAKGNQTHGCIAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALASGRLQEGGVNETWQPAAMFEAATMGGAQALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>BAQ70216.1 TOBE domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>BAQ70217.1 hypothetical protein NHU_03073 [Rhodovulum sulfidophilum]DSM2351
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPICRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>BAQ70218.1 transcriptional repressor, ModE [Rhodovulum sulfidophilum]DSM2351
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>BAQ70219.1 hypothetical protein NHU_03075 [Rhodovulum sulfidophilum]DSM2351
MAPVATRQEARMTETGDEAAFRVAAIRLAPELSVDALLATVEATLRAEGARLAGFRQGRGADGGMAVEDLTGGGVFSISQ
QLGAGSQGCRLDPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRTVIERACERQVPVLVAVKPDCVAAWEAFTG
GAADRLDPDRGALLEWCRAGLRARA
>BAQ70220.1 hypothetical protein NHU_03076 [Rhodovulum sulfidophilum]DSM2351
MTIPSSRLGKVLALGFALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRINAESVEDVVEPEEPVEPVRPD
MPEPIETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>BAQ70221.1 biopolymer transport protein ExbD/TolR [Rhodovulum sulfidophilum]DSM2351
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLLEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>BAQ70222.1 biopolymer transport protein ExbD/TolR [Rhodovulum sulfidophilum]DSM2351
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLVEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>BAQ70223.1 MotA/TolQ/ExbB proton channel family domain protein [Rhodovulum sulfidophilum]DSM2351
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>BAQ70224.1 hypothetical protein NHU_03080 [Rhodovulum sulfidophilum]DSM2351
MERSMGISHLGAAAAAGLLVSSLGAAAQEAGPHISIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDGQGQVER
LTLFDFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>BAQ70225.1 ribosomal protein L33 [Rhodovulum sulfidophilum]DSM2351
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>BAQ70226.1 hypothetical protein NHU_03082 [Rhodovulum sulfidophilum]DSM2351
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFIEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>BAQ70227.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]DSM2351
MTPLWRPSPNCGARRGGARPDMVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGV
EDVNSRSIGIELDNPGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGVAVWPEV
RASAGPAPDETAFRTAATAFGYGAGWDTGHVLDALRQRFRPWATGPLAAADMAVIADLARRFPVDPGPAGA
>BAQ70228.1 hypothetical protein NHU_03084 [Rhodovulum sulfidophilum]DSM2351
MRAVTSAIAVLALAACNTQLPDSAAGDGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGAEP
PGAQAESHAGISDEQSFAAVTSRETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>BAQ70229.1 glutamyl-tRNA(Gln) amidotransferase subunit A [Rhodovulum sulfidophilum]DSM2351
MSDLTRLTIAEAREALRKGETTSVALTEAFLAEIEGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFSPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGSEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFARG
VDAILTPATPSTAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>BAQ70230.1 aspartyl/glutamyl-tRNA amidotransferase subunit C [Rhodovulum sulfidophilum]DSM2351
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>BAQ70231.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]DSM2351
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTDAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>BAQ70232.1 phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]DSM2351
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>BAQ70233.1 hypothetical protein NHU_03089 [Rhodovulum sulfidophilum]DSM2351
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYLFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>BAQ70234.1 beta-lactamase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRTAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>BAQ70235.1 cytosine deaminase [Rhodovulum sulfidophilum]DSM2351
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCAAAIGQARIARLYYGAADPKSGGIAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>BAQ70236.1 ribosomal large subunit pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAPVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>BAQ70237.1 hypothetical protein NHU_03093 [Rhodovulum sulfidophilum]DSM2351
MAHRFGGRYSPGRPAPAEPAPPHHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>BAQ70238.1 tellurite resistance protein [Rhodovulum sulfidophilum]DSM2351
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEDLDKMEAELRDTLASAKSRAPGAGAATGV
>BAQ70239.1 putative lipoprotein [Rhodovulum sulfidophilum]DSM2351
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAVDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>BAQ70240.1 hypothetical protein NHU_03096 [Rhodovulum sulfidophilum]DSM2351
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPK
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>BAQ70241.1 antifreeze protein, type I [Rhodovulum sulfidophilum]DSM2351
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFNVAPPPPPPGV
>BAQ70242.1 hypothetical protein NHU_03098 [Rhodovulum sulfidophilum]DSM2351
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>BAQ70243.1 ribokinase-like domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGMPTGFLAGLSTDLFGTRLAEALAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASLRALFCGGISLMAEPCGNAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMMAAADIVKVSDEDLHWLEGPGEPCELARALLGRGPRLVLLTRGAAGAHALSHTVERFMPAPAVQ
VVDTVGAGDSFNAGLLAGLAKAGALDRAALAEGLPDSVMEAALSLAIRAAALTVSRAGATPPWMEKLT
>BAQ70244.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]DSM2351
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTDAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>BAQ70245.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]DSM2351
MALPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIKEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALAESKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETRTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYADLTRSGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWPLRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILHLLN
APDWPGLPAHTADWLKLQRRLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHSAFADWLAGNAVMKRSFRTSAVISGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>BAQ70246.1 Metallophosphoesterase [Rhodovulum sulfidophilum]DSM2351
MAEARLTARASGALWWQDEALLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDSFDDDEAS
RALPDPAVRRLSALMAERHWIWIAGNHDPAPVAPGGSALAETRIGPLHFRHIATPGEKNEISGHYHPKSRISLGGRRLAR
PCFLIDAARAILPAFGAYTGGLATSDPTLDRLMRPEALAVLTGQKALAFPMRS
>BAQ70247.1 bifunctional 5,10-methylene-tetrahydrofolatedehydrogenase/5,10-methylene-tetrahydrofolatecyclohydrolase [Rhodovulum sulfidophilum]DSM2351
MSATLIDGKVFAASIREKVAAHVARLEAEHGMTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFVGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>BAQ70248.1 chorismate mutase [Rhodovulum sulfidophilum]DSM2351
MIAPDQCRSMDELRIQIDALDARLVALLAERACYIDRAAQLKLGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>BAQ70249.1 formate-tetrahydrofolate ligase [Rhodovulum sulfidophilum]DSM2351
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLAGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEPEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIECLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQVEGLF
>BAQ70250.1 ATP-dependent metalloprotease FtsH [Rhodovulum sulfidophilum]DSM2351
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>BAQ70251.1 tRNA(Ile)-lysidine synthase [Rhodovulum sulfidophilum]DSM2351
MQLTARAAPLAAALERACPGAAPLAVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRG
IPHETLVWQGWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVT
WLRPFLDISRADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARATLEAATVEAAA
RLVREEAGDLLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALETTLTALTRGPRATLHGCLLQRAGGRIRIGRE
PAAVAGLSCAPGSLWDGRWRLSGPEGPEGQERLEIRALGEAGLAACPDWRAAGLPRTTLIASPAVWHGGGLIAAPMAGHG
KDWSAAVNCSFTAYLLSH
>BAQ70252.1 hypothetical protein NHU_03108 [Rhodovulum sulfidophilum]DSM2351
MMRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQR
LTSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPDMPTPAITPAPDSTGSTDGMELAVGER
ADFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLG
LALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGTAGCS
>BAQ70253.1 peptidoglycan-associated lipoprotein [Rhodovulum sulfidophilum]DSM2351
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPAATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>BAQ70254.1 translocation protein TolB [Rhodovulum sulfidophilum]DSM2351
MMLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPR
EAFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVY
SRITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVA
TGQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLLSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGK
QQLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMF
TRETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>BAQ70255.1 TonB domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEAAEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAESPQPEADEAAPEEAATQTVTEAEEQPETGLAMAASPRPRTRPNRPAAPPPEETAAASETPEAPAEP
ASEEDDLADAVADAVADAMSEPAAAPEGTGGAGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEET
GKPDIGSIRMVSWSGGSETAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>BAQ70256.1 biopolymer transport protein TolR [Rhodovulum sulfidophilum]DSM2351
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>BAQ70257.1 protein TolQ [Rhodovulum sulfidophilum]DSM2351
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKVG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>BAQ70258.1 4-hydroxybenzoyl-CoA thioesterase [Rhodovulum sulfidophilum]DSM2351
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGDTRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>BAQ70259.1 hypothetical protein NHU_03115 [Rhodovulum sulfidophilum]DSM2351
MTPEEVTALFTRSQGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDPDLGSNLIVFFFEDWTELVR
VPQLDRLVPDLARRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>BAQ70260.1 holliday junction DNA helicase RuvB [Rhodovulum sulfidophilum]DSM2351
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTPQTDLFDEGA
>BAQ70261.1 holliday junction DNA helicase RuvA [Rhodovulum sulfidophilum]DSM2351
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAGGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>BAQ70262.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]DSM2351
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>BAQ70263.1 hypothetical protein NHU_03119 [Rhodovulum sulfidophilum]DSM2351
MAMFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>BAQ70264.1 N-acetyltransferase GCN5 [Rhodovulum sulfidophilum]DSM2351
MLIRNEVGSDATMIRRIVTEAMQLLPQATGTEADIIDRLRRDDALILSLAAEDHGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSTCKGAALVGDPGYYARFGFRSYPGLRVGDCPPQFVQALPFDAAEPEGELYHHAAF
GLTQEG
>BAQ70265.1 hypothetical protein NHU_03121 [Rhodovulum sulfidophilum]DSM2351
MNIPRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>BAQ70266.1 transposase [Rhodovulum sulfidophilum]DSM2351
MRKEELPMRKTGFPNARIIGILRQLEPGPVAEQSREHGMSRATADKWRCSERGLMATFRCHAVHRPDLGQFQPPPFQQWP
ERTKNAAPRRQPPLDIEYPDPAISKKGNRANLPAAFSPLLFGIAKPRNE
>BAQ70267.1 multi anti extrusion protein MatE [Rhodovulum sulfidophilum]DSM2351
MSVGPAPNRIENPFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPRALAAVSLAFPVVMLLTALTTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAALIAGALVVGPATVLALAAGNAAVAEAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGANYVAIVLLGLGVAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNVGAGRMD
RAGSALRLAMGSAFLWCLGVALTGAFAGAPLGGLFSEDPAITKAVAAILRPMTALYAITGPVLVLALHFQAMGYPIRTAA
LTLIKPWLLTPALLVVMNALWGIEGLWFAFPVADAILLVLALSMALRTRPIAPVPALLSVKETA
>BAQ70268.1 hypothetical protein NHU_03124 [Rhodovulum sulfidophilum]DSM2351
MTQPSLETVKTQAKALRQALQAQGTAISHAQALEFIARQYGARDWNTLHARLGQRNAPAELALGTKVTGRYLGQAYSGLI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTISEDGRSSRKTSDGSPHLTVDIAPS
>BAQ70269.1 hypothetical protein NHU_03125 [Rhodovulum sulfidophilum]DSM2351
MGRAARKARRPLDHFEPIDRQVIRLSVEAKRLLADKGHDADRVRKA
>BAQ70270.1 hypothetical protein NHU_03126 [Rhodovulum sulfidophilum]DSM2351
MILYAVTAILFLLIDAVMLTLVMEPLFTRHIGTAMRDGLMIAPASLFYLAYVAGLVFLVSAPALRERAPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMILLRLRG
>BAQ70271.1 putative amidase family protein [Rhodovulum sulfidophilum]DSM2351
MSTTSSPDPFNALVEALDLPPVKDGPLSGARFTVKDNIDIAGRRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
IADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAESLPRLEAVARVLLHSQTTPVTAPRRLLVLSDAVELALPAVQQQLRAALDDIARRTGLVAEPIRF
AELVGEDVALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQRFDRIAALESLARSERLFQKINAALPP
GTIICFPTTPSAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEGCPVGMSFAAGHYQDESLLVALSEL
LGPQGS
>BAQ70272.1 IS66 family element, Orf1 protein [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAKQ
>BAQ70273.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MNAKLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGI
RIARKTVAKLMKGHDIRPPRRGRRVPRTIDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATM
EIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSL
KNELVHRTRFRSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ70274.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MTARFSRTRHDLAEFLRRKRASVQPEDVGLPRTARRRTPGLRREEVATVAGIGLSWYTWLEQGRAISVSAHLLENVARAL
RMTPEERQHLYLLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDGLFAFSDYPAGSRNMLWM
YFADDRLSRRVQDWPRQAPQIVASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMADRGPVA
FDHTTLIVDQDRHLRLVYYAATERGEAGRKSIGEYSTQHAAE
>BAQ70275.1 major facilitator superfamily protein [Rhodovulum sulfidophilum]DSM2351
MTVPARRTLGATPLFALLLGGFITIFDLFVVNVALPSIRADLRASLAGVGWVLAGYELAFGVTLIAGGRLGDRHGRPKVF
MLGMAGFTLASVLCGLAVTTQSLIVARLLQGATAGIMFPQIYAMLRVLLDAEGRRRAFGLLGMALGLAAIAGQVLGGWIV
TADIADLGWRMIFLINLPVGIIGLLCARKLPETGQADAARIDWAGTLLATIALILLLFPLLEGAHSGWPLWTWGSFIASA
AALTLFVAWERRVKLQGGTPAVDPALFTNRSFAAGSIIVLLVYSTSTSFFLGFALLVQEGLGLSAFAAGTLFAPASVAFI
AASMTAPRMVARFGDRAIAGGAGIYLFGTAAVALTALSGAHEAWLIPSLILFGFGQGLSMTPLLNFVLGFTAEREAGMAG
GIISTMQQLGGAIGVAMISILFGQILGEAGYARAFAGGLTYNIAALLFSALGISLLIRREAREAREA
>BAQ70276.1 transposition protein [Rhodovulum sulfidophilum]DSM2351
MLRFVGQVLLRALGDPTAADRRARDLWTPVRHHLRERRVLVVHWDRAQDLASRGARHGGG
>BAQ70277.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTAAEFANVRERMEPWIRAAGASLDRLFGAVGAAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNG
IGTCVIERRPVTVHRDQHFLARNGALGCIAAPIHDHDGELAGVLDVSSCRTDLTATFAGLIALSVREAARRIEAEAFRRS
FAHARILAVSGLEHNPAALVAVTADDLAIGASHSARVALGLKGNLAKAPVPASDLLSIPGVESLEEAERAVLARALARTG
GNVSAAARILGISRATFHRKLGHRKSGAKRPEAATQEPAAPCRIPATDAPSLSRDGG
>BAQ70278.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADVPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPEGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>BAQ70279.1 Zn-dependent alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>BAQ70280.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MVGLSLRQTAGLVASLLEMAGPDWPVPDYSTLCRRQARIAVQIPYRRSGTPLNLRIDSTGAKFRGDGEWQVRKHGTREPG
AAPDQRYPAQGERIFCDDRRHCGLASSNA
>BAQ70281.1 alcohol dehydrogenase zinc-binding domain protein [Rhodovulum sulfidophilum]DSM2351
MPHVVELSAPGGVQNLSLISRDIGNPGPGEIRLRQTGAGLNFIDIYQRRGIYPLPMPAVLGVEGAGVVEAVGDGVAQFTA
GDRVAYAGAVGGYAEVRLLPAWRAINLPRDVSNELAASSLLRACTAHMLLHTVHHVTPGTTILIHAGAGGLASIVMPWAK
RLGARIIATVSTHAKAELALENGADAVIIGRNADIAGEVRKWTEGEGVDLTIDGIGEPTFRASLEATAKFGTFASVGQAG
GELASLSSKDLGPQRSLAFHMPSVMAYLAAPARYEGVVTEAMAALSAGLRRPEGPQFALSDASAAQSALENGATTGTPLL
VI
>BAQ70282.1 hypothetical protein NHU_03138 [Rhodovulum sulfidophilum]DSM2351
MDWENIRFFIALVETGSTASAARELGVERTTVTRRMQSLESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMRPGMSGRVKISAPPALARARLIGPLLSLGREHPELELQLAGEIGFASLLRGEADIAVRMSRPQAGDLAVSKLGSI
AFRLYAHCEYIADTSEEDRRYIGQGDVRDAMPQQVALNRIADGRFACYADDLELQLAAVLAKGGIAALPDFLAADKAELM
LVGSGEPLLVRDIWSVTHNSQRHQERIRRTIKVLRIALK
>BAQ70283.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRSRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
SLDDLLAVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLAPP
MRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAG
CDT
>BAQ70284.1 putative FHA domain protein [Rhodovulum sulfidophilum]DSM2351
MSGAGISSVIVCKGGTAYVAATGQEEKLPTSISAGFDFDIAKKAELDRKLRQNIRLTISILDIPPEFHGQAEKVARACMQ
RMMAYGFTNSRHLRVLAAWELSFGARYEEYDPEGKLLKLCQSNAPSLRRFKRFQKRMDEVYFKKKEFGRG
>BAQ70285.1 hypothetical protein NHU_03141 [Rhodovulum sulfidophilum]DSM2351
MAGDRASREHWAVDMGRGALTGIERGINGMMRAADDFGFWVGWNPGMVKIDGKWVWMDTEERKEFFETNGRPEFMDLGVD
RPNGTAGQMTEGVTQFLVGFIPAVRAVRLVGAVRVVGSTGTYMAAGAIADATVFDPHEQRLANLVQRYPKLRNPVTEYLA
SDPGDSAAEGRLKNALEGLLFGAVLDRFVAGLRVMRSGINRMVVTLKTQYRYIFDTESLDTVIFVLLKAARTVEPQITPM
LQSLAKRFNGHMVGLDFRFKSEESLARKISGEAVDTGEYYSKVAEGMKDVLRYTTIFPDQAYAEGVRATRAELSKQGFSE
VKFKNTWGEVGYKGINAVYQTAEGFKFELQFHTSASYKAKETGTHALYEQQRVLEPGSKAWQKLEDAQNAVFDQIPVPHE
ARGLE
>BAQ70286.1 hypothetical protein NHU_03142 [Rhodovulum sulfidophilum]DSM2351
MTEKLKTWTKEDVDRLLQNIDYEAAKKDTYALNYYRDENDEYDHLEVAVFIVLEWVREDHDDNIKSSTVRGTKRMGWLWD
AFNARKRREEYGDLGKHCLISEDEARETLKEMGLALEEPKRYLVDSFTKTNGYAPVMLPVDPRWKNRRDAERKRLGLPSK
E
>BAQ70287.1 HD domain protein [Rhodovulum sulfidophilum]DSM2351
MMHDQSADLRAEALALAQKVHSAQVDKLGNPYIEHVCAVASAVAHLGLEFEIVGLLHDSLEDCADRSLVSMDILIGLFGP
DIADAVTAMTKQPHEDYETQYLPRVMSHPIAAEVKRADVAHNRSRLHLLDSETRSRLEAKYRSFSERYRSDLNFIYR
>BAQ70288.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MKRSRFTEEQIIGMLKEQEAGMTTADVCRKHGVSTATFYKYKARFGGLEVSDARRLRALEDENAKLKKPLAEAMLDNAIL
KDVASRKW
>BAQ70289.1 transposase, IS1477 [Rhodovulum sulfidophilum]DSM2351
MVTPGVRREAVAHVVEAHGVSQRRACKALSVDRSSVRYRSVRPDDAEARAAMKAVAAERRRFGYRRIHVMLERQGIVMNL
KKLRRLYREERLQVRRRGGRKRALGTRRPMLVPDAPNRRWSLDFVSDALTDGRRFRVLAVVDDYSRECLALVADTSLSGL
RVVRELDALMLRRGQPAMVVSDNGTELTSTAVLSWCQRTGIEWHYIAPGKPMQNGFVESFNGRFRDELLNETLFSSLTDA
RQQIRAW
>BAQ70290.1 hypothetical protein NHU_03146 [Rhodovulum sulfidophilum]DSM2351
MPFPLPLRPLPAPRETVLSYLSRFAAMNAAEMSDFSIDLGHQIRRFLDLETAALDCLAEAAGLEPAIRDELASWTGVPAG
DVRMAFRGEAFVSRALRNPVIRCCPLCLQEDAQATPGHPERLMAMRGDWLLRSVNLCCHHHHPLVPLWEVAKPAERFDSA
ARLRDLAPRIMAGAFDRPCSAPTDYDLWLDMRLETGEDPTWLAGHGVYAVTTISALFGMALLQHRSPEVSRSDRQ
>BAQ70291.1 hypothetical protein NHU_03147 [Rhodovulum sulfidophilum]DSM2351
MLSQGEAAFRQALRDLARSSGGTQIAPRQTFGKLYVALDDYLTDSAFDPFRTIPRDCILETWPVAAGERVLGEVLPARRL
HNPRTAANEIGVSTKLVEQIMTDAGALPAADPRPFALRTFDAAEYAWLLAEIPTLVGRGDMLAAMGATEAQLRTLREEKI
IRPLTKHPRVKAPWQLADGLALVAELHALMQPDPADGSGWEGLQFAKRRTGLPVGAMLNAIRERRMRVARDPGQSGYRSF
MVLKAEVDSLTGARPHVRRRDETAAAGQPASVFANSIGMRRRGWYPALHQAGHAPAFWNRHPVTRRAVLYVSEDDKAKFH
RPFLTPATMQSEFGLHCQTCTARLRAAGVRPF
>BAQ70292.1 hypothetical protein NHU_03149 [Rhodovulum sulfidophilum]DSM2351
MDTARVFWCLLSALKSCTAPVETDQAQQALHDPVSPWSLGPVAFPWLDLKECHADHAGAPPVQG
>BAQ70293.1 hypothetical protein NHU_03150 [Rhodovulum sulfidophilum]DSM2351
MQDFSALSRHQKTLAVSIPYRGSQGPLNLLIDNEALTAIGPRAMPNGIKAEGEGAWRLRPFRAETTPRVVSGSPLLREHG
GTKRCLWRKIHIGADEQTLGIRAIEITGSNVGDAPMLPEFLDRIPADVEIGMVTTDGACDTRKFHDAVADRGADAVTRHL
GRALRRWTGDHVRSRAEARMNGLKAFGERIMSRDPDRQTAEIQIRIIRDCRSDQ
>BAQ70294.1 transposase [Rhodovulum sulfidophilum]DSM2351
MVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESLIRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQ
PLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTGDVRAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTA
DGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILRATRHLGRALWKKGARYHVRSRVEARMNCLKRFGE
RIMSRDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ70295.1 hypothetical protein NHU_03152 [Rhodovulum sulfidophilum]DSM2351
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDEASDLPETEPHDNDTGNGDAQIVSLDKFRK
>BAQ70296.1 fumarate hydratase [Rhodovulum sulfidophilum]DSM2351
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAQNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>BAQ70297.1 hypothetical protein NHU_03154 [Rhodovulum sulfidophilum]DSM2351
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>BAQ70298.1 arylsulfate sulfotransferase-like protein [Rhodovulum sulfidophilum]DSM2351
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>BAQ70299.1 protease DegQ [Rhodovulum sulfidophilum]DSM2351
MTSQAISLSVRSASWSSSERLRPLWALMLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLV
PEGSPFEDFFRDFMNPDGNPNMPPRRSQALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIAL
LKVKSDKPLPFVPFGKSEAMRVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGE
VVGVNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAE
AGMQSGDVILSFDGIEVEDTHGLVRQVGNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAE
ILGMTLVPLTDELRDQLGVGNLADGLAVSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLL
VRRQGEPRFVALSVEE
>BAQ70300.1 hypothetical protein NHU_03157 [Rhodovulum sulfidophilum]DSM2351
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAEARRLIGLAAITLGTGLVWLAQSLWG
>BAQ70301.1 HflC protein [Rhodovulum sulfidophilum]DSM2351
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNSVF
AEAFGADREFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>BAQ70302.1 HflK protein [Rhodovulum sulfidophilum]DSM2351
MRRGQEQLRVLMGGRGGRGGGGPKFTRTGVALAVLAAGVAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVS
AEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDFQVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAP
ILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKADPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEA
AQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEVTRKRLYLETMEEVLGEVDMIMLDKDLTGTGGVVPYLPLNDLR
RSDAGGRN
>BAQ70303.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]DSM2351
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGLIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>BAQ70304.1 ribose 5-phosphate isomerase A [Rhodovulum sulfidophilum]DSM2351
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>BAQ70305.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRELVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>BAQ70306.1 transmembrane protein [Rhodovulum sulfidophilum]DSM2351
MTTIPTDEHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTVIPYGIILLVPALIVAGAGGTRLARDRRGP
LVTRKARRMRVVALNGLLILVPSALFLAKKAAAQDFDTAFVLVQLAELAAGAVNLALLGANLRDGLAMRDRRLALR
>BAQ70307.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]DSM2351
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRN
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSQTYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>BAQ70308.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]DSM2351
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDELTRQYLLQIIAEHESKGESVLPINVLTD
LVRSYTTSTQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>BAQ70309.1 phasin, PhaP [Rhodovulum sulfidophilum]DSM2351
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDALSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATTTATKTAKKATTAAS
>BAQ70310.1 poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]DSM2351
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSTKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPTTETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKINAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFMRSNDLIYRPAIRNYMMGETPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGVEICGERVHISEVRLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADPWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGRKAT
>BAQ70311.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]DSM2351
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGTDGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRTLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>BAQ70312.1 alpha/beta fold family hydrolase/acetyltransferase-like protein [Rhodovulum sulfidophilum]DSM2351
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALSEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGLSDAQRAELTETGRLELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>BAQ70313.1 histidinol-phosphate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MGFAPAMTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRL
ALAEAHGVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAEL
KAKLVYLSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGY
AIAAAPLITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGA
FARRVLAGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>BAQ70314.1 penicillin-binding protein, 1A family [Rhodovulum sulfidophilum]DSM2351
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>BAQ70315.1 hypothetical protein NHU_03172 [Rhodovulum sulfidophilum]DSM2351
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLANPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>BAQ70316.1 Ser/Thr protein phosphatase family protein [Rhodovulum sulfidophilum]DSM2351
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>BAQ70317.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]DSM2351
MIAEAKALLRTEAQARRAEAHDPERGAAALSRLGTVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWVPDCALETGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGPVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>BAQ70318.1 cation transporter [Rhodovulum sulfidophilum]DSM2351
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDGSLSDRVIETCRQRVPWLLVNLGTAIVASLVIAQFEA
AIAQVVALAVLMPVVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGAINGLLFALLMGIVGVIWFGSGTLA
LVIAAAMIINLGVAALAGILVPVMLDRCGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>BAQ70319.1 hydroxydechloroatrazine ethylaminohydrolase [Rhodovulum sulfidophilum]DSM2351
MGHVLIRGAELIVTMDDDRRELDGADLRLRDGRVAEIGCGLAPEGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCVRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>BAQ70320.1 inositol monophosphatase [Rhodovulum sulfidophilum]DSM2351
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGAPTWGVLIALADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGLDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAV
>BAQ70321.1 transcriptional regulator, XRE family [Rhodovulum sulfidophilum]DSM2351
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>BAQ70322.1 oxidoreductase, zinc-binding dehydrogenase family [Rhodovulum sulfidophilum]DSM2351
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPVTLGMELAGTVEALGEGVDPRLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDDMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAEAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERTAEGLDLLRRRKATGKVVIAME
>BAQ70323.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>BAQ70324.1 hypothetical protein NHU_03181 [Rhodovulum sulfidophilum]DSM2351
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAGQARAEARRSAWDVPQSWLR
>BAQ70325.1 integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>BAQ70326.1 O-sialoglycoprotein endopeptidase [Rhodovulum sulfidophilum]DSM2351
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>BAQ70327.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]DSM2351
MNVPTRTRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDKVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTVFGGTRIVDMLVGEQLPRIC
>BAQ70328.1 hydrogenase assembly chaperone hypC/hupF [Rhodovulum sulfidophilum]DSM2351
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVMDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATETTE
>BAQ70329.1 hydrogenase assembly chaperone HypC/HupF [Rhodovulum sulfidophilum]DSM2351
MCLGIPGRIVAVTDENRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>BAQ70330.1 hydrogenase accessory protein HypB [Rhodovulum sulfidophilum]DSM2351
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>BAQ70331.1 hydrogenase expression/synthesis, HypA [Rhodovulum sulfidophilum]DSM2351
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGPHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGALAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>BAQ70332.1 hydrogenase nickel incorporation protein HypA [Rhodovulum sulfidophilum]DSM2351
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>BAQ70333.1 hypothetical protein NHU_03190 [Rhodovulum sulfidophilum]DSM2351
MTTALHIALGAAGPRIVPPAPVPVEALLLNRKVEEAALLLPRIFGLCRAAQSLGARAALGLPVRPADRTALADEILREHL
MRFFVFWPRRLGLPSTPLPAQGRMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPAATADSLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVREGRV
SSFRRWTPTDHLLAPRGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>BAQ70334.1 HupH hydrogenase expression protein [Rhodovulum sulfidophilum]DSM2351
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILSGTPFAALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGTRDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFSLYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRAMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEAPAVPTRRAVISGGLATEAPGE
>BAQ70335.1 hydrogenase-1 expression HyaE [Rhodovulum sulfidophilum]DSM2351
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLARVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGEALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGAGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>BAQ70336.1 hydrogenase-1 expression HyaE [Rhodovulum sulfidophilum]DSM2351
MTHPLIARLETDLGWPRLATIAELEAFAHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>BAQ70337.1 hydrogenase maturation chaperone HupF [Rhodovulum sulfidophilum]DSM2351
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>BAQ70338.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]DSM2351
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSEALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADDTGRAG
>BAQ70339.1 hypothetical protein NHU_03196 [Rhodovulum sulfidophilum]DSM2351
MRGRQDPGLRAPLRPRLRNRTGGRAMWRGPVPGEAGKARNRQGLSAASEKPIFAEAGAQGRPAAGAAEGGPNASRD
>BAQ70340.1 Ni Fe-hydrogenase I large subunit-like protein [Rhodovulum sulfidophilum]DSM2351
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>BAQ70341.1 HupE/ureJ protein [Rhodovulum sulfidophilum]DSM2351
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLAGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>BAQ70342.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]DSM2351
MVATPNGFDLDTTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNMNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>BAQ70343.1 hydrogenase (NiFe) small subunit HydA [Rhodovulum sulfidophilum]DSM2351
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>BAQ70344.1 nickel-dependent hydrogenase, large subunit [Rhodovulum sulfidophilum]DSM2351
MVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVLNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRFDA
VPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSMCPSCRA
EYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRGKR
RPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGVLPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLVMT
SGNLSGAPQAVGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALGGQ
MKSAICLVKGGQALLSHHLGDLDEADSWDAFLGTMADYGALFDHRPVLVACDAHPGYRATQHAGTLGLPVIEVQHHHAHL
AACLAENGWPCAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGIERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAGLA
DSADRWLADRPRAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLDPA
PAFRAMMGDIEAGVPHPLVSARFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRETPA
NDGGLALGQAVIAAAGELPQMESF
>BAQ70345.1 NADH ubiquinone oxidoreductase, 20 kDa subunit [Rhodovulum sulfidophilum]DSM2351
MHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADAGGHEPAPAGAAMAALIHAI
ENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLMAGKWPHTLAIQPGGVTRAP
GPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLDALGRGSGRYLSFGAYPLAE
GHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRLDGLGYETGALARQVMAGHP
LAVALAGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMRSVPKIREGEGVGLVEAARGALGHWLRVENGRIASYQI
VAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>BAQ70346.1 NADH ubiquinone oxidoreductase, 20 kDa subunit [Rhodovulum sulfidophilum]DSM2351
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDMPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>BAQ70347.1 sensor protein [Rhodovulum sulfidophilum]DSM2351
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEDETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFETYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIA
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLTVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>BAQ70348.1 cytosine deaminase [Rhodovulum sulfidophilum]DSM2351
MAEFDLLIIDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPTGVRRRHHVN
>BAQ70349.1 ABC-type transport system, permease component [Rhodovulum sulfidophilum]DSM2351
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>BAQ70350.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>BAQ70351.1 ribose import ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSVWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>BAQ70352.1 lipoprotein [Rhodovulum sulfidophilum]DSM2351
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGQAAAPVSVAGIYTVPVEQQWVSRLHKAADAASAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGAREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFTVEINDKEPKSS
>BAQ70353.1 hypothetical protein NHU_03210 [Rhodovulum sulfidophilum]DSM2351
MKFRFGAIVALVVDMVALGLVVWRLADQDLSWRNSEPFDFVSGGNAITGTLWLPDDDPQAAIVLVHGDGAQDRTSDDGYA
PLINAFLDHGIAVAAWDKPGVGPSGGNWLHQSMTDRTDETRAALRNLHKRFDRIALGAVGFSQAGWVLPGLTRDDADFLV
LIGAAVSWRDQGDYYTRVRLVREGMDREAIAQAIADQHRADDRAFGPDAQASDAPAGMTPDRWQFLRRNHGADARAALGR
LDLPLLAIWGEDDLNVDARRNAAIYRETLAGYDARSRIVIWPDATHGLLKANAYNWQLTEDWPLSAELRFVLEGRYAYAP
GALNAIMDWIGDRSQDGKVSWR
>BAQ70354.1 mobC protein [Rhodovulum sulfidophilum]DSM2351
MHANRSSWPFRIEPGLRPEHRERAAQEYWRAFSRKLRNPLGPETKAVAFIERVLDPTHAISAVSEDGDFLGVAGYKSPDG
AFIGGRFEDLAAVYGRTSPAIRGLLIGLLERNCADDTLLMDGIFVEPEARGRGVGKALLNAMEEL
>BAQ70355.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKIEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ70356.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70357.1 multi-sensor hybrid histidine kinase [Rhodovulum sulfidophilum]DSM2351
MGTIADPVLPPCTSCKGRRELQTLILETVSLWLSGHSTLPIARGPGGRIGLNFYQSSCL
>BAQ70358.1 hypothetical protein NHU_03215 [Rhodovulum sulfidophilum]DSM2351
MTTLTHVAAPNAAFIARLSALAEDIRQAGRRYSIRRQTIRELSALSDRDLKDLGIHRCDIGAIAAEASRNA
>BAQ70359.1 hypothetical protein NHU_03217 [Rhodovulum sulfidophilum]DSM2351
MLDAITDGKLTPAQAKAWLTSVVRSELDRIERQRRVSRIDLVGPSDEDRRLDWATVRAWSHLASKGLHPELSDHDRRTVL
NEGSSEADIASLETMLEREAAGAVDGHEEVRHGAAIGPLPMADACPRPSALRHCPRINGATRIIPCERNRWDSV
>BAQ70360.1 beta-lactamase domain protein [Rhodovulum sulfidophilum]DSM2351
MDKPATFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVTH
SHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGN
HLCLAWSGFDPEGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRAR
GARLLELLSEAPATPAALARTIYTDAPPALLPAATRNVLAHLIELSDESLAVAEDGTVTEAVWRLV
>BAQ70361.1 sensor histidine kinase [Rhodovulum sulfidophilum]DSM2351
MVERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAV
ARPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQ
LLVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSG
VSHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAIDIG
ALPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGT
GVGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>BAQ70362.1 transcriptional regulator, AsnC family [Rhodovulum sulfidophilum]DSM2351
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFIEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>BAQ70363.1 hypothetical protein NHU_03222 [Rhodovulum sulfidophilum]DSM2351
MSAFSVVILENPSPAAAVDRGPVGKVGMGASFNTTRMIDILLNFGILIADSPVMGEAGSWEAA
>BAQ70364.1 sulfate ABC transporter, substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNAPMPAATPLRRSWHPFRWRNGILTVLAAFGLALGAPEA
AFATATDAPQILNVSYDPSREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>BAQ70365.1 sulfate ABC transporter, periplasmic sulfate-binding protein [Rhodovulum sulfidophilum]DSM2351
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASMFNLAFG
LALAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGVGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIARNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>BAQ70366.1 protein tyrosine phosphatase [Rhodovulum sulfidophilum]DSM2351
MTTEPRLARWSLIVAVLTLVGILLFAPLVTVFAEALAGGGAAALAALGSPDARAAIGLTLTVAALSVPLNAAIGIAAAWA
IARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVARELIPVMI
EQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEMLYNEYLSVA
AFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>BAQ70367.1 sulfate ABC transporter, ATPase subunit [Rhodovulum sulfidophilum]DSM2351
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRSDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALAIEPRMQLLDEPF
GALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVCKPAEIRARPACAFVRDFVAA
>BAQ70368.1 phosphoglucomutase [Rhodovulum sulfidophilum]DSM2351
MAGREAAMLRPADIKATGEPISMQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVADKSLVLGGD
GRYFNDRAAQVILRMAAAGGAARVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEE
VTNRIFEATKTITSYEIVEAQDLDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTG
PYAKAILEDLLGAPAGSVINAVPQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSL
AVLAANATRAPGYAAGLKGVARSMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDG
LWAVLLWLNILAETGLSVAETLRAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQSFAGRKVEMADEFSYD
DPVDGSKSTGQGLRIHFEGGARIVYRLSGTGTVGATLRAYLEEYTDDTARLELPVEEVLADVIAAADEIAGIRDHTGRTE
PDVRT
>BAQ70369.1 nitroreductase [Rhodovulum sulfidophilum]DSM2351
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>BAQ70370.1 major facilitator superfamily protein [Rhodovulum sulfidophilum]DSM2351
MTQAQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVILASLLALPFIRSPQIASRAELEESLGQVLGRAFRDPSFIMIFMGFFSCGYQLAFITAHFP
PFLAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMMMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQLGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>BAQ70371.1 dksA/traR C4-type zinc finger protein [Rhodovulum sulfidophilum]DSM2351
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLTHCAECGEPIPEARRRALPGVKLCIECQGDRDRRPVTRGGINR
RGSKDSQLK
>BAQ70372.1 ATP-dependent RNA helicase DeaD [Rhodovulum sulfidophilum]DSM2351
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>BAQ70373.1 peptidyl-dipeptidase Dcp [Rhodovulum sulfidophilum]DSM2351
MTNPLLAPRMAPFELPDFAAISDEDFAPAFDQALTEARSEIAAIAEASDPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRTLFERIDAVWQAREALDLSAEEARLLDRTHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAEADAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVPLHHADARAWEVTRDGRH
MGVFIGDCFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPTTARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>BAQ70374.1 succinyl-CoA synthetase subunit beta [Rhodovulum sulfidophilum]DSM2351
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>BAQ70375.1 succinyl-CoA synthetase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>BAQ70376.1 hypothetical protein NHU_03235 [Rhodovulum sulfidophilum]DSM2351
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFVPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPSPHEVTP
>BAQ70377.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]DSM2351
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFSELGDDEVSVKREAAGPSWARHDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIRQKAEEKGIEVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSAATDFVTGSSFHRVLWDDADTGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>BAQ70378.1 dihydrolipoamide succinyltransferase [Rhodovulum sulfidophilum]DSM2351
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGEGTAASATDDKPAAEASKGSSGKDVEDAPSAKKLMAEKGLTAAEVTGSGRDGRIMKEDV
LKAASAPKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEVGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>BAQ70379.1 inner membrane protein [Rhodovulum sulfidophilum]DSM2351
MTPELAALAATAFIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>BAQ70380.1 inner membrane protein [Rhodovulum sulfidophilum]DSM2351
MTPELTTLALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>BAQ70381.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WAQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVKVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYKTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGRTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGNGAIHS
>BAQ70382.1 hypothetical protein NHU_03241 [Rhodovulum sulfidophilum]DSM2351
MRNTLKTFGSVAALGAATLTMTGSIAFGQSVVKESSNVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLDPFGDSGNFTLKTSRALLMRPNHVVFGSAAVSNLAAWGDSNVGNERWNATISGLTQIEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>BAQ70383.1 flagellar protein fliO [Rhodovulum sulfidophilum]DSM2351
MALFASATGLVLAASGPALAGGVSQPNNVGGSPSTQVAAASTVNAAIAAATTTVSRFNSAPNTAGGALDTTATTDLGDSD
VTVTRDASGGALFNGEPTVVNGLPNLGVSFGLAYGGR
>BAQ70384.1 transcriptional regulator, GntR family [Rhodovulum sulfidophilum]DSM2351
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>BAQ70385.1 zinc metallopeptidases-like protein [Rhodovulum sulfidophilum]DSM2351
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSNRFWAVVGGLMPGYEAPRSWLRVNGSALHRVRFGD
>BAQ70386.1 hypothetical protein NHU_03245 [Rhodovulum sulfidophilum]DSM2351
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPVDSLAPGKQRPLIAEKAVPAKARKDEELDSDDAIIDNDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>BAQ70387.1 hypothetical protein NHU_03247 [Rhodovulum sulfidophilum]DSM2351
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMASGGDALPWADRAAYAGRMLEQNLSAYSTAQALPGPV
IFDRGIPDIIGYLTLCGLPVPPHIAAAAEAASYNARVFLAPFWAEIFTQDKERKQSRAEAEATCAVMRETYTALGYQITE
LPRADIATRADFVCAQLAI
>BAQ70388.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKIEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ70389.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLSEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70390.1 transposase [Rhodovulum sulfidophilum]DSM2351
MMLHPTQELEPPANPERFMAAEFGITIARGVARAIDFAKGIIEDKQSGFPELAQDVLRVLSRQLVELHNRLRWYEITMRI
QARLSRQAQLLQSIPGVGPVTASAVAATIGSDHQFKSGWEFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMT
SRVRQVTNHPERADPWLTKLLQRKPARLTTVAMANKTARIMWAVLSRNEPYRPHTA
>BAQ70391.1 L-arabinose transport protein [Rhodovulum sulfidophilum]DSM2351
MRVNLRMALLNPKMFNLYVKEWHGRRVCEGYKSGVAALVAGGIVVLMLNDAEFAASMAPLVKWGMIAVPAGFSIYGIMAI
FFPSALFWLTHQHEDVKRALADKRHQ
>BAQ70392.1 transposase [Rhodovulum sulfidophilum]DSM2351
MNTKLHAVTDARGRPIRFFITAGQVSDDTGARALLSRLPNADWLLGDRRYDADWFREDLINKKITPCIPGRKSRDTPVKY
DKRRYRKRNRIEIMFGRLKDWRRVATRYDRSPTVFLSAIALAAAVIFWL
>BAQ70393.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDRYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPDKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKRGAWTPDRPHEGRHEHQTACCDRRARAPHQVLHHGWSGQRRHRSKSAA
>BAQ70394.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPTPTRYRTTNWSTYNASLRQRGSFSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSTGIKFRGDGERLARKHGASRRRQWRKVHLAMDAGTEDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRKGRAWKADCPAAIARNDFLR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSRDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ70395.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MPGIGAVVALTYRSAVDDPARFTSSKKVGPWVGLTPSRNQSGERDISGGITKAGDVNLRRALCQAATVMMHRGGSIAQIW
>BAQ70396.1 ABC transporter family protein [Rhodovulum sulfidophilum]DSM2351
MKINGVLPYVSIGSASLCINTLALTAPLFILQVYDRIIPNHSENTAALIGLGVLCALALETALKIARSKVLAPLAIDYEV
RASCGAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWVLGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PPRLSMRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGGVLLGGHPLSDYTDQSLRRTI
SLVSQQETLFAGSILENISMFAPERVDAALKAAERTGLTELIKPLPKGFTTAVGDAASDGLPRGVVQRIALCRALALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGSADAIVRLANGRISTVEGTF
>BAQ70397.1 hypothetical protein NHU_03257 [Rhodovulum sulfidophilum]DSM2351
MAGTGTENRSGGANGRLARLEAEPAVHGQGQVWDAVDETLAVCLYDALRDLGWRGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRGRAFSDKDLARTALGPGGTTQGLLFLSLRGEPRFLRMRAADARPSVRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILALPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAAIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKSARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEADEKDIAEALQLADATTAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRACGATVLIVTHNRQHLGVVDKILMLEEGAVRFFGSAEKVRDRIPKGL
I
>BAQ70398.1 type I secretion membrane fusion protein [Rhodovulum sulfidophilum]DSM2351
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQASIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRVKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEIQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKVPYYLCRIHLDSRQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>BAQ70399.1 hemolysin-type calcium-binding region [Rhodovulum sulfidophilum]DSM2351
MPSLSSSAPVSGAFFGTTALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTSADGADFPNQDVIAPLAVTVT
PVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEF
HGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAA
LSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSA
IALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRS
VTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLD
GLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTL
TVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEV
APATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAA
TATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADG
SWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLI
RPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVT
PVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEF
HGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAA
LSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSA
IALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRS
VTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLD
GLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTL
TVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEV
APATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAA
TATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADG
SWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLI
RPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVT
PVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEF
HGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAA
LSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSA
IALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRS
VTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLD
GLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTL
TVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEV
APATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAA
TATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADG
SWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLI
RPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVT
PVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEF
HGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAA
LSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSA
IALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGDLSLEVAATATLGADSRS
VTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLD
GLTLTPPAEFHGDLSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTL
TVSGLPEGATLSVGMIAGVASDGSTTWSLGAADLAGLTLIPPPGFTGDFELEISAIASDPDGGVATTNNLLPVTVLAEEP
SLPPSSQVIELDGLITPEDTAVALKLGQAFLEATGFSNLTFATISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPN
DSDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITITGASSDDVSVIPFNIGGGLSDVDGSETLEHFVSGLPEGARL
SAGTYAGDGLWSLTPEDLTGLALRPPTDFFGSFGFTTTVVATEASNGDVAVWNRNVTVTVSGGQEGDVWQSYDARGDEDT
TVDLGTFLLLFDLAGFASIEVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLSYTPPEHDASDVTLTVVGRILSFPIILGR
IDVLVDAVADAPSLSASAVDGVEDQALSLTINGALVDTDGSETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLT
LTPPPDFSGQLTFDVRANSLEDQGNAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIV
ISGLPDGAVLSAGTALGAGAHALQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVKAAPVADAPVLNV
TDALGVAGEPVDLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDA
HATIPGTGDIASNTAVIDVQVPEPAPIATEVVADIAPGFTVDSTASLSRIVVILADDPLFAEDTLALSDETASDSVISDA
LSGGALSLRFENDGRQAIFEGDAPAELFEQLARGLQLHTSSDQGSRTVSIDVYDTAGDLLPLDSVNLTLNPNDPAASAAP
GDLLAADTSFDAETVSTSLDWDAGSAALDPPTTDDPAPYQEMST
>BAQ70400.1 response regulator receiver protein [Rhodovulum sulfidophilum]DSM2351
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDVAGHGARAAMMSFAISRFIIDLGVVGNFQQTRS
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQALLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>BAQ70401.1 Anti-sigma F factor antagonist [Rhodovulum sulfidophilum]DSM2351
MIKTETSTGVTIFVIGTQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLEGA
>BAQ70402.1 putative anti-sigma factor [Rhodovulum sulfidophilum]DSM2351
MGNMPGRFILKYDFLEAPRVWDAISSELSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLESGLFLCLS
YAGPAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVRYRDRGLTQRVIARL
>BAQ70403.1 sensory box histidine kinase [Rhodovulum sulfidophilum]DSM2351
MSFLRPQKSLPRHPVVTGMIVFLTVLAVANGAITIEKRALLEAERDLVTQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDKKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNHLHIALRLKADDGEPDRVFKGQEELFAPTSIIRDIVLPG
MVWQIAATPREGWTHSLGHLQLLRGLSFFLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAETMFGRPTAQAKSMPVAEMFQVETVLANASVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAMENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRSVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVIL
SANAAVAQIFLYRAEELVGQNVSMLMPDAIASRTERDLDSEAVSVIRNVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLEPIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQVNLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMDGEIDVSSVEGQGSVFRLTIVLPEAAEMTGNISHPARLALGSAHDRALNLLIAEDNETNRL
LLHDALEMCGHSVTTVENGAEAVAVVKKNDFDAVIMDMQMPVMDGMTAARLIQTEDENGPPIILLTADALARKSFEKENV
FAAVLTKPIDWKQLLSALNEFARKDGEASADAQQHDKLSNFIGASKNNSDPGEEASSTEPPTLSLEWLDVLRQTIPPDRV
NSIFASLIEKLELQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNFSITSESGDVAHQSPLLERFDIEIL
SARRALKTFIETQSKPFS
>BAQ70404.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MLIHLHKQATTTPKVRAAIQASDDAGTVLAERFAVTPQTIYKWRKRDGVEDRSHTPHRLQTTLTPAQEAVAVALRQTLLV
SLDDLLAVVREFLNPNASRSGLDRCLRRHGVGNLRDLKAKAPQPKHSAFKAYEPGYIHIDVKYLPQMADESSRRYLFVAI
DRATRWVFIRVFKSKTAANARRFLRDLERACPLRIRTVLTDNGKEFTDRLFGLRKRAATGEHEFDTLCAALDIDHRLTPP
KSPQTNGMVERFNGRIEEVLQSHHFRSGEPLRVCRRLQLLSRMEHHEQDDEQVFPRSARACGSVGP
>BAQ70405.1 FAD dependent oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MEPLADLPVSTRDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLKAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLAKGGQIVEHCAVRTLSTAAGKVSGVITERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
EGRITPFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>BAQ70406.1 endoribonuclease L-PSP [Rhodovulum sulfidophilum]DSM2351
MQMTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTREVFANISRALAGAGACLGDTVSARV
FIQEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTAFRGASNGAQKITLEG
>BAQ70407.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]DSM2351
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGQFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVAGAFPQITSVTVVESIEEVVRGSDLVSYCNSGETGDPST
YPLVRRDWVKPGAFLAMPAVCNIDEEMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDALGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>BAQ70408.1 amino acid permease [Rhodovulum sulfidophilum]DSM2351
MEKGQGENRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASFGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRLQPEIYARLGQAFD
>BAQ70409.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MSTPLPGMLSVRALIFGPILEYFADDPGSLEALLAREKLSPEILADPYAAIPLQSYLSIIEAAADLAGDPLFGARLGFSL
RPGNLAPIGLRAVQAGTIRGALSAFARWSGALQSATQSSLESEDGNLVFTYRITAPVVAPSRQDTEFSLAGICRLIRGAF
DPRWRPSEIRLNHPPIPEKTRLEALFRAPVIYAHPTNAIVFSAAAAERVHRTEDPDMIALIERHLQDLTAGANRSESTVD
QVEALIDLYLGVRPVDLRTIAAALRMPPRSLQRRLAEEGQSLSALLRRHRQRRARSLLAEKGMSVEAVATALGYSDGTSF
WRAFRSWTGDAPSLGRETRCR
>BAQ70410.1 transposase mutator type [Rhodovulum sulfidophilum]DSM2351
MTDDRMALMELVEKQADGDLVREMLAFAAERIMEAEIEARDRGNPPVFTGTWS
>BAQ70411.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIRPAQRRELAVKAVAMKGVSIALACRAFDVSETCYRYSPKLDDENEQIADLLLGLTRAKKSWGFGLCFLYMRNVQGHGW
NHKRVYRIYRELELNLRIKPRKRLKREKPEALAVPEAANEVWSMDFMADRLGDGRQFRLLKVLDDFNREGLGIEVDFSLP
AERVVRALNQIIEWRGAPKTIRVDNGPEYISGTLMEWAEHKGIALAHIQPGKPQQNAYVERYNRTVRHEWLDLNIFESID
EVQQIATEWLWSYNNERPNMGNGGMTPAQKLRMAA
>BAQ70412.1 transposase [Rhodovulum sulfidophilum]DSM2351
MKKTRFTEAQIMGVLRQMEGGVPAAELCREHGMSSATLYKWRAKYGGMDASLISEMKAMAEENRRLKRMYADVSMQNDLL
KEALGKK
>BAQ70413.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPGKKSPCPLGNPPRS
>BAQ70414.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMAELDRRSK
>BAQ70415.1 HTH-type transcriptional regulator ydfF [Rhodovulum sulfidophilum]DSM2351
MRHGPDIAPIAALVGDPARAAMLTALMDGRALTAGELAREAGVTAQTASGHLSKMEEAGLLLRRKQGRHRYVALAGDEVG
RMLEAMMGVAAASGQARTRTGPKEPALREARVCYDHLAGVLAVRLLRTLIDQGAIVEEDEDLTLTDDGAICFERFGIDLP
TLRRARRPICRACLDWSERRFHLGGGLGAAVLSQLYARKWAKRETDTRAVRFSNSGMAQFRETFLLEE
>BAQ70416.1 NIPSNAP family protein [Rhodovulum sulfidophilum]DSM2351
MTITCCIRYRIDPFQRDAFAEYARNWLTIIPACGGDLHGYWLPHEGTNDIAMAMISFPSLAEYEAYRARLYADDGGAGNF
RTAKEKRLILSEERTFLEPVT
>BAQ70417.1 monooxygenase protein [Rhodovulum sulfidophilum]DSM2351
MIAVIFEVEPAEDRQGDYLAIAADLRPLLDEIDGFLSIERFQSLADPDRILSLSFWRDEAAILAWRRLEKHRAAQSAGRA
EVFRNYRLRVAGVMRDYGMTARDQAPPDSRAHHDSDKDAA
>BAQ70418.1 lysine exporter protein [Rhodovulum sulfidophilum]DSM2351
MGDTFPTLLTAWAAFATAAISPGPNMVAVVSRALGSGRASALATTAGIATGAFGWALLTTLGLGALFESVPVLLNVLGLL
GGAYLGWLGLKGWRAALIGTGGKIAPVPGRGLRADFIHGCVVTGTNPKVALLWASLSTFVGGATTSVPLLLLFAGISAML
ATAIYGTYALVFAVSVVRQFHARFSRVAEGVFGTAFGLLGLAMILRAAGGA
>BAQ70419.1 Na+-driven multidrug efflux pump [Rhodovulum sulfidophilum]DSM2351
MFQLNYRLWGAIFFAAFFPSLYSTVRIYFINSIPDTWNVSIAAQSMWLHLSYEVVQEALLAPLYFLFGQVIRDLTSLRER
VSLALLVTFFAYAILTIIVLIGADQLTRLMAQQVELQILTARYIRMEAVAIMIGVFNDICIVVLVALGMHRFVLFLVMLR
AGFTIVFDAFFVGQFSWSLDLAATGVALTNIVVGAVILIPSFLLLTRLQMITMPRRTGRGEWMHIWFRVALRSGLESGVR
NLAFSLMILRLMNEVQEAGLFWVTNGFIWGWLLLPVLTLGTLMRQDAGNNDGMLGGRFVGYFVATGLIILVWLLTVPGWP
WFVSAAMGSHEADRVVDLVLLMLFFYVVFAFNHVLDSYFYGVGRTDLMLYQSLFVSIFYYGIALVAYRVGYFVPDLQSIT
LLFGGGIVIDSIVTLWQFRRHGYFERAGQRFELQDSSSSQEFPT
>BAQ70420.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKGHLAMDAGTGDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPINTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSRDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ70421.1 ISDet2, transposase orfB [Rhodovulum sulfidophilum]DSM2351
MAKRKAVGFLITEMGISERRACRIVGLARSVQQYRPVPKDDAAVVKRMKALASENRRYGYLRLHAMLRREGLVVNHKRTY
RLYTDQGLQVRTRKRRKLPRRDRVAPQVPERPMQRWSMDFVGDQLADCRRFRVLNIVDDHSRFCPGQIVDVSIPGARVAR
FLDDLALRFGLPEEIVLDNGPEGTSKAMFDWSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRHAREEI
GRWRHHYNTARPHSALGYLSPTEFLGVVAQLKFGDEFALSHLSSGDGFDLGPAEGREGVHDCDADVNFGGLAFGVS
>BAQ70422.1 transposase [Rhodovulum sulfidophilum]DSM2351
MKRKRFSEEQIIGVLKEGEAGAKVDDICRRHGISTATFYTWRKKFGGMEASDAKRLRELEAENAKLKRIVADQMLDMTAM
KDLLEKHW
>BAQ70423.1 putative transaminase [Rhodovulum sulfidophilum]DSM2351
MIWTFSIAADITTPNPPEGYVRAETEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>BAQ70424.1 transposase for insertion sequence elementIS1081 [Rhodovulum sulfidophilum]DSM2351
MLKTIFAQESKADAEAQWAIVADALREKQPKLGALMDASCDDVLAYMSFPREHWTQIASTNPLERVNREVKRRSDVIGIF
PNDAAIVRLVGALMLETNDEWAVARRYMSLETLARVTDNPTVRLPAVAS
>BAQ70425.1 transposase, IS1477 [Rhodovulum sulfidophilum]DSM2351
MRRGQPAMVVSDNGTELTSTAVLSWCQRTGIEWHYIAPGKPMQNGFVESFNGRFRDELLNETLFSSLTDARQQIRAWQHD
YNHHRPHSGLGNITPVEFVAKKGLAMRAA
>BAQ70426.1 IS3 family transposase [Rhodovulum sulfidophilum]DSM2351
MESLFGSLKNELVHRTRFRSRRDAKAALFEDIAIFCNRKRRHSSIGDRTPEQARIDMAAAMAA
>BAQ70427.1 hypothetical protein NHU_03287 [Rhodovulum sulfidophilum]DSM2351
MDLVRLSLVNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIR
AARGQDRLTRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSAYRNMFSLEAIA
TFGLVAPVLKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLW
YLVAGSYWQVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGSRPREPRHW
GLVAYSVGSFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVA
LGFVPLPYHLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAVLENPALRDRAEVLDANLAGARAAYESVRGDH
PAKAAMAARQVMSLSDQVAVSAREIAGLTLNAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKF
QQGPVAAELRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGL
AARFREAQMADRSGI
>BAQ70428.1 GAF domain protein [Rhodovulum sulfidophilum]DSM2351
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDPIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>BAQ70429.1 hypothetical protein NHU_03289 [Rhodovulum sulfidophilum]DSM2351
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDEKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>BAQ70430.1 hypothetical protein NHU_03290 [Rhodovulum sulfidophilum]DSM2351
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDSLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFATALFSVVVTGEDTLDLGGVIDFGLGDFDFFGDEADLGVSGLIQEVGGSDFTEIEANTSYDLFQLDFTGTLD
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFSNIADTFSIDTESLGFSENASGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQEDDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGGLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDVTSDSGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLGWVNSELSQAWEGAALELTEDGALVFVLPEATYTLVIEADGGVFFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDTLADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDATFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGSSRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGILALTATGYDTALSYDTIEFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDLNLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEEALEYASTPLADGTMPTTVDLITDFLNDALNDLLGTAGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFEFLNDEPMSILVDIFGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGVVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGTFGVFGSDALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDMMDMPGWAADIVSSIFEAGIEARFVAQIEVGYDLSGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSSFAGVTVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEQIDDG
DILEALGYIFYGEASYGFELSVWVGIDLLFTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQAGKKVTGEIGQGANALVIPAGSGDNEIDLSGITNDVITITYAGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIHGGNVVYIGSDDYGLRDLFVEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
FGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTISGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASEMGGDDILTTGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIWGDSTAADGNDTTTVGNDDGTSS
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGSDPSDDDVAADLKARNLISALAASVVSTPN
EDDGNDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITVEANADYTGRKLELTSAAAAAAVNDDQITTGSGSDVI
VGGEGSDEIRAGVGDNAILGDNGTLSRDDTGDTLSLTLESAYLRTDGDDLVVTGSGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSLNDTVNAGNGSNAVIGDNGHLKIDEAGIDLTSADPSVGGN
DKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGYLKIDDAGIELTSADPSLGGDDKITTGSGNDAVLAGVGSDTVDAG
NGSNAVIGDNGYLKIDDAGIELTSADPSLGGDDKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLKIDEAGIELTS
ADPSLGGNDKITTGSGNDAVLAGVGRDMVDAGNGSNAVIGDNGHLKIDEAGIELTSADPSLGGDDKITTGSGNDAVLAGV
GSDTVDAGNGSNAVIGDNGYLKIDDAGIELASADPSLGGDDKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLKID
EAGIELTSADPSLGGNDKITTGSGNDAVLAGVGSDTVSAGDGENFVLGDNGWISLVDENVVETSDESLGGDDVITTGKDD
DVVIGGTGSDTIALGDGDNRALGDSGYYRSHGELVSAHLDSDGADKVTSGTGNDFVVIGGDADTAALGDGDNRAIGDSGR
IVWSATEIGTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGADQVAARRVVTKDVAQG
GGDVLTTGKGDDVVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLDFGGDDVIYTGPGADIVMGSQGNDR
IEVGEGEDVALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGGSDDDIIIGDLVEITFT
DASAAMAGQSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTIIYQRSYTEMADGTLFEV
ILLDTNFAYKTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEGDTAFRTLWKSNFAGPG
AIDVVSRAQQDDSIGSPLDLVLEEMDVANEDRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDEVVGTLATLVTLGADQA
VLAQALEAAIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>BAQ70431.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]DSM2351
MTTDAPRRLAPLSAMVLAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSDGHGTSLALTR
DWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLGAGLTERARYSVGIFAQHDDLEESDDDVSPLILQDLGD
SHASGIDLGLTWSNRQKGASFALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVASNDGDYVTL
LDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWR
QSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>BAQ70432.1 hypothetical protein NHU_03292 [Rhodovulum sulfidophilum]DSM2351
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VVHPLPVRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>BAQ70433.1 type I secretion outer membrane protein, TolC family [Rhodovulum sulfidophilum]DSM2351
MTIRTSFAAAIGCSLLWVAGCGGPETPADQRLEVLREDGPSEDQRNTAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLADIGLDDDTE
SASLRSERNSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENENRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>BAQ70434.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MGSHPDGETWPTATPRSRPACPPKVLLGLPLRQATGFVASLLELFGLGWAVPEVSTLPQRQTPLNVTIP
>BAQ70435.1 TonB-dependent siderophore receptor, FhuA-like [Rhodovulum sulfidophilum]DSM2351
MPPTTRSEETDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAENGLAPYASYS
TSFEPTPGEQFEIGVKYQPVGFDGFVTLSAYELTQQNVTTTDPVNTRFDVQTGETRVRGIELEGVAALSDSLNVKASYTY
MDGKVTQSNDYLGNVPAQIPNHVASLWGDYTFPDGGPLAGLEIGAGVRYVGGRFGDAANRMDLPATTLVDASLLYDFENL
SPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGLQW
>BAQ70436.1 transposase, IS1477 [Rhodovulum sulfidophilum]DSM2351
MVDDYSRECLALVADTSLSGLRVVRELDALMLRRGQPAMVVSDNGTELTSTAVLSWCQRTGIEWHYIAPGRPMQNGFVES
FNGRFRDELLNETLFSSLTDARQQIRAWQHDYNHHRPHSGLGNITPVEFVAKKGLAMRAA
>BAQ70437.1 transposase subfamily [Rhodovulum sulfidophilum]DSM2351
MDSKKNTTSPYPAEFRERAVQMVLDHLDSYASLTAAVRDIAAKLGCSPDSLRVWYKQARRDAGKEAGPTSAEKARIKELE
RENRELRQANEILKKASAYFAQAELDRPFRK
>BAQ70438.1 isxal1 transposase orf b protein [Rhodovulum sulfidophilum]DSM2351
MTAFIDELREEFGVEPICRVLPIAPSTYHARKAAARDPSRASARTRRDADLKDKIRKIWSDNRKLYGARKVWHALKRDGV
DVARCTVERLMREMGLQGVVRGKKVITTNPDTSRPCPDDKVNREFRAERPNQLWVSDFTYVPTWSGTVYVAFVIDVFARR
IVGWRVSTSMTTQFVLDALEQAIWQRKPLGNKSLIHHSDRGSQYLSIKYTERLADADVDPSVGSVGDSYDNALAESVIGL
FKTEVIKQLGPWKTMQGVEWETMQWVDWYNTARLLGSIGYIPPAEAERRYLDRMLPMAKVA
>BAQ70439.1 transposase [Rhodovulum sulfidophilum]DSM2351
MNRTIKDATVKRFHYDSHDQLRGHLADFMAAYNFARRLKTLSGLTPYEYICKLWTSEPDRFIVDPIHQMPGLNT
>BAQ70440.1 plasmid recombination enzyme type 1 [Rhodovulum sulfidophilum]DSM2351
MKDLPDTQTQLSPDGNPRAVSVRLESRNMSKAKGTRRHDFRIGTLPKYVKKERVHLNRILMPMRPLPQIKRENAELRKKA
GRQRAMKSNAAVITSGIITFGREAARMFESLSSVEQDAAFLELAKVIAAQLDTSLESLVTHLDETTIHAHFTLRSYTTAG
LALSEAAKRGTMASLQDLAAEIMQQYEPGIERGHRKWDRIEAGADYPNTLHRSVRELHQDLPAELEVLRRQRDEEQRALV
ELSSQRKAERVALDALLADREDAEVDLNLMWEDQQTRIAELARMKADQNAHRTELDALTASAEKTRRHLAELDAKAIEEE
KKDKRRKAYMARLEKKEAAIAEQQADLAQRSADTEAAEAALAENARLIEAREAEVALREERQSEAAEKVRLEGEQLEARA
VEVATQEDEVAAARSELVAEAENVRAQRGELDASLVAIDHVLASVETGKIRVQDNGKLALDDPAPVLAAPKSLRSRLLPS
IIRLVRKIDETDKRASRVEAMMTRVRRFLRRPDVPKDVEKEANDIQSDWEM
>BAQ70441.1 hypothetical protein NHU_03301 [Rhodovulum sulfidophilum]DSM2351
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>BAQ70442.1 hypothetical protein NHU_03302 [Rhodovulum sulfidophilum]DSM2351
MANWVFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VERPSDLPLKRAAMLTRALIESESTEAFTGLYGLPGSHAHLFACTEGGVIGARARRALAAHQAHLDAMAALGEFTDHGEG
WDEEAPEASSMPTPLTCAH
>BAQ70443.1 hypothetical protein NHU_03303 [Rhodovulum sulfidophilum]DSM2351
MNTDLHFFPDSTHDHPVPVGLPIHAHWQATAEAKGFEITARVDDRYHLMLRCHSCGGAHRSKLHVLMTCQPLCPHCMDAR
WRKDAEAAGLIWLGRDPDDRHYGFYQAPCGHKLRRQFELVKRIAAGECEHRCEACQHEKEEAEARARGWSLIGPAPAKRP
GYRRYRHACGHEQTIARANMQSGRFNCANCGEGWSTAPSFIYCMRFALPGLAPLVKLGFSRNPDSRLHWQLKRSPDLSGQ
ILRSVPIRNGHTAQSLEKKMHAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLEPTILELLDELDTGSSDPD
>BAQ70444.1 ATPase central domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MPKTTAAPWAPYARTILRRLREAEDDSTFDPDIDMDGDTIAPQSKRTPSAVELLDALEHTQHQDSRDIEDLRAAGIDGYA
MDDRGSDRPKVVIAPDQILMALRLAATFGSQERFDSALDQRACTVITGFEPIQLSGAGTAIGRLFLPDGWTSQARPPRHR
DSAVLQLLRPMETGNNKITEHVIAKLEHEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTH
SATGKVDRMLITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAATDIVSD
LAAWKRGAARWSDLPHSVLLTGAPGTGKSVLARAIAATAGVPIIEATLGNWQSAGHLGDMLREMRRSFAQAVRQKPSVLF
IDEIDAAGSRQGEDRHNANYRANVIDALLTEIDRLTRAEGVILIAATNHPDAIDPALLRPGRFDLHLSLPLPTQAQIRHM
LQRALPEERAEDLAALALALSGQTPAAIDARLRAAKAAARRTGGQLTARALRTTLPAAEPGRAAPDRRIAVHECGHAIVA
SLLGAVPVRRMQLSSEGGSTSRASAIHEGTAPEFESELTIILAGRAAERLVLGSISAGAGGSADSDLAQASALQLQFDRE
FGLGTNGNAWLGEPDMQLLSDDDCTRLRVKLEQFERRARALLAPHRDLLERLADHLLAHRDLDETALAPWLSDLAAGAAP
TAPS
>BAQ70445.1 putative recombinase/resolvase [Rhodovulum sulfidophilum]DSM2351
MTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADEAMSGASQLRPDFQRMQQAAMRGSFDVIVA
EALDRLSRDQEHIAGLHKRMRYLGVEIVTKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVRAGKSAGGISYGYR
LDRQPLPDGSFTTGDRVINAAEAAIIRRIFMEYDCGRSARTIATGLNRDGIPAPRSGGKGKGTWSFSTISGNWKRGTGIL
NNELYIGKLVWNRQRFVKDPDTGKRQARPNPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERAADPDAPQIER
GHRPRYLLSGLLTCGCCGSGYIMISDSRLGCAAARNSGTCTNRKTIKRLDVEARVLDWLKTQLMHPDLVAEFIAEFLLEM
EKDRLEAEAGRVEAERALSKVTKVTKEIDNIVTAITEGMFHPSMKAKMDALEAQKAAFEAKLAALPARSPVVLHPGLADV
YAAKVSDLAAALNDPESRPQAVEILRGQIEKIVLTPDADAANGHVIELFGELGSILSLCGNGMCQNASARGVSAGVRQAT
MVAGVGFEPTTFRL
>BAQ70446.1 hypothetical protein NHU_03312 [Rhodovulum sulfidophilum]DSM2351
MAKAAHWLDTDAEVRKRGEQTGLDTLVVHAVNDECQSSASLLVGDTPNGLSIPPGEYGRKVKTQRN
>BAQ70447.1 sulfoxide reductase heme-binding subunit YedZ [Rhodovulum sulfidophilum]DSM2351
MLVHPDIGIGEAHLFQYLPDGHTGLGEGQRRASSIDLAVPLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVA
T
>BAQ70448.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]DSM2351
MWDPSLWEYDNSQSGIRGQGHYGVEKNQFTRATYGRAIEREVLSGWGCSVARR
>BAQ70449.1 IS66 family element, Orf1 protein [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAKQ
>BAQ70450.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MNATLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGI
RIARKTVAKLMKGHDIRPPRRGRRVPRTTDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATM
EIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKAWKAAASMSRKGDCLDNAPMESFFGSL
KNELVHRTRFRSRRDAKAALFEYIAIFYNRQRRHSSIGYRTPEQARSDMTAAMAA
>BAQ70451.1 oxidoreductase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MAIPASEIAVNFSIGRFGAAEGMEEAEAARQALVNRTVVTPEPDGDGLLHKAVRRIRCIRSAACRSPLPPAIA
>BAQ70452.1 transposase IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MRAQIPENEESTTVTGKGAYDTRRCRTALIERGADAVMPIRRNGRLWKQDRPAALGIVLGPMARHGAFMNRCSSLGRAGI
ETIA
>BAQ70453.1 sodium/proline symporter [Rhodovulum sulfidophilum]DSM2351
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGVYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>BAQ70454.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRTLDLPVKAVLTDNGR
EFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHYNTERPHL
GYRNMGRRPIETVMSFVSQEG
>BAQ70455.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MGKEYAAIDSTPKATKPKARDAKTKIAQNRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFWV
>BAQ70456.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLSEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70457.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINSL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ70458.1 major facilitator superfamily protein [Rhodovulum sulfidophilum]DSM2351
MTKDMAGGSRGSGAYRGLLGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGA
VVWIFSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVST
LIRWFPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAA
ELPGGGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQF
WKLWVMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLG
TILYLSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAIT
SLRQMSVGNAIEDLAAKVDPEAFRTAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFF
ANLAIRPVRERHHHNEPELAAVPVE
>BAQ70459.1 2-nitropropane dioxygenase [Rhodovulum sulfidophilum]DSM2351
MLDKLGISLPILQAPMAGVSTPELAAAVSNAGGLGALGIGASDVEGASRMIAETRQRTIRPFNVNVFTHATPQADLECER
AWLQSMRPLFAEFGAEPPTKLRTIYKSFNETSDLLALLLKMRPAVVSFHFGLPLPEAVAALHEAGITLLATATNLEEARL
IAGAGLDGIVAQGIEAGGHRGVFDCTAHDPQLGTLALTRLLVTEIELPIIAAGGIMDGAGIAAAINLGAAAAQLGTAFID
CPESGADAAYREALRGPAAYGTRLTSVISGRPARALDSRFTRAEGRYLTGRPPAYPTAYDAGKALHRVAKEKGDHGFGAY
WAGQGAPLARSLPAAELVSALTQELHCAMH
>BAQ70460.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MDRATLSVFRAAALLTRAPFNVTTRIQLLEAELGPQATSLWRSAAMLRCR
>BAQ70461.1 putative outer membrane iron receptor [Rhodovulum sulfidophilum]DSM2351
MMQIRLSSRAALMASALVAPVCIAPRAALAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEVEEKSASGTVNE
VIADTPNVLIPGSTSAPIIRGVDSDGPLIAGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQ
GANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTNPDFTEPDFDYDFA
SLNGRLKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTRPYRDLDNASDYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQ
YSEADYDFTFAYPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDTDADFANSYYGAPFGSADLSYRTRSLAL
FGEATWRFASDWALTGGLRLQQDRIEIEGTTSYVTDRLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNF
QGKEYYEFDPETALNSEIFLRGSGLDGALDVSANLFYTKYRDIQRSVANCRNADCSVTQGSMIVNGERAHAYGFELSADY
QASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVD
GYALANMRLSYRPRDGVEYFAYVNNVFDNRAELSVSSRTEAAEIAEPRELGLGLRVTF
>BAQ70462.1 hypothetical protein NHU_03328 [Rhodovulum sulfidophilum]DSM2351
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPAPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAARSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>BAQ70463.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]DSM2351
MTTQPTGPAGPSTPPITRLLAPIRTQLRLAAALAGAGQILTLVPLAGIALIGRQALGLPEAATTVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPAPGEGVTPDGNRLCFEAVGYAYEDGTETLSGIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRPDATREDVSAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETIVGADRIVVLQDGRI
AETGPHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>BAQ70464.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]DSM2351
MMRMFLKLLGDDVKIFRRYAAMALASGALNTIAIALTVPVLLRLLQGDVAAALPWLAALLAGALACLILRRQVEQAGIKV
GLAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALALFWLEPRIGLIAL
AALPLMVAVFAIAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLSPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALIEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGTSGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
AQLLRLREAAQAWRMDSPE
>BAQ70465.1 ferric siderophore ABC transporter, permease protein [Rhodovulum sulfidophilum]DSM2351
MPLSPATPSLARRAALPATFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPASAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAKSLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>BAQ70466.1 ferric anguibactin transporter permease FATC [Rhodovulum sulfidophilum]DSM2351
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>BAQ70467.1 ferric siderophore ABC transporter, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MITVTDLSKTYGGKPVLSGVTAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGDIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>BAQ70468.1 ABC transporter periplasmic protein [Rhodovulum sulfidophilum]DSM2351
MPIPSLATRLGLPSALAALIFGAAAPAEADTAASAPFASMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAGIP
KDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALKPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKDHF
LTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELHGR
PVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELREGY
RRR
>BAQ70469.1 chloramphenicol acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAESGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDRIALLLDLRWWEWSDDQLRVAMPILTSGNVDRLHEHWETHIRSR
>BAQ70470.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPSLCGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVTAGQVVAALLIDWIGGVGLASRPIDASRLAGTVLVLIGAVVVQWPALSR
>BAQ70471.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRVLLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGVDPTARHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMISAVADGQIDMALGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTPTPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKQLLSPQDGSFPI
>BAQ70472.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPSPTRYRRTNWSEYNAALRQWGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
SLSLSLSRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKVHLAMD
AGTEDVRAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAVA
RNEILRATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ70473.1 ribosyldihydronicotinamide dehydrogenase [quinone] [Rhodovulum sulfidophilum]DSM2351
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARLAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>BAQ70474.1 TRAP dicarboxylate transporter, Dctm subunit [Rhodovulum sulfidophilum]DSM2351
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLIYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>BAQ70475.1 TRAP dicarboxylate transporter, DctQ component [Rhodovulum sulfidophilum]DSM2351
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMTWYGWDFAERMGTQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>BAQ70476.1 TRAP dicarboxylate transporter, Dtp subunit [Rhodovulum sulfidophilum]DSM2351
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDMRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSID
RTVVSIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATLEYAKQQDLEGREELAARDVEIAELSDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>BAQ70477.1 hypothetical protein NHU_03343 [Rhodovulum sulfidophilum]DSM2351
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAAPGASFDRVAQADEYCV
LLPKGGATIEWNGAVTEVPGHSIAFVPAGDSRVTAEGGEIVRLFTTANEDLLALCGNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>BAQ70478.1 transcriptional regulator, IclR family [Rhodovulum sulfidophilum]DSM2351
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTEATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>BAQ70479.1 hypothetical protein NHU_03345 [Rhodovulum sulfidophilum]DSM2351
MQGTMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHHPDLTTRV
FSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELQDIL
DVCAATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTE
QLGEYIELVGPERTILCSDLGQVGALTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>BAQ70480.1 beta-ketothiolase [Rhodovulum sulfidophilum]DSM2351
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVRMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDEFAAESQRRAGIAIEEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGVGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALVIERLEDTA
>BAQ70481.1 HpcH/HpaI aldolase [Rhodovulum sulfidophilum]DSM2351
MSFRDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVEFPSPELDDAIMTIVEACKHAGCAVGLFVGDATAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMAAR
>BAQ70482.1 mobile element protein [Rhodovulum sulfidophilum]DSM2351
MVFRGDGEPFRAVGPRGNGERRKVHMAMDTATSGIRAVASTPGREGDSPVLLEQILDDDDIGTVTTTPGAATAPSSHAVA
RLSS
>BAQ70483.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MAWHAPHEGRSGRPPVLSNAAIRFRLSIRGLFKLPLGQTAGMATSLL
>BAQ70484.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MKRTSVTDEQIIGIQAEHEAGAKCPDLYREHRMPEGTVYNWKASFGGMTVSEAKRPKALEDQNAKLKKRPAGQMLDLAAI
KDLITKNGTVRREARSGRIVLASHGLSARRACRIVDADRKMGRNQAQRAPDTAPRG
>BAQ70485.1 glycosyl transferase [Rhodovulum sulfidophilum]DSM2351
MSEFRDIIGASISNLRHLWTSRELGRQWTGNIDRIFDGTIEGWVKNTGSDNPVRIDIMLDDAPIATNVVADRHRKDVEDA
GIGSGRFGFTCPAPADRPLEGARLEVRLAATRKILLTKRVTPQMLPAKPGSIREVSPTDHPKQDPVVKCEGRLENLTDDC
LRGWASDTLNRGRLFEVEVLVDGVFLTRIRNDRPRGDLARHGKSKGLGGFELKLFLFELEPGPHSVTVVLPDGQKLTKTV
TSTGNRRGYPLNVGATQIAISETAVIVPIYNAVEDVETCIRRLVEHTPPELEVVLIDDASPDPRIAEILTDAVSLPGFRI
LRNESNLGFTRTINRGLEEIGQKHAILLNSDARVTPGWAQGMLRAASSRPRVATVTAMSDRAGAFSAPNIGNDNRLPDGV
DEITYARAFRRRSLGVYPVVPTGNGFCMFVNRACIDEIGPLDAEAFPRGYGEENDFCMRAGRAGWTHLIDDRTYVFHDRS
KSFGETKTDLMTAGRRIVDERYPEYKLAIRVFGAGPDLMMARYRAAQALADCSRPDAGLPVILYVVATQTGGTPQTNMDL
MAEVSDEMAPWLLHCDSRKMTLSRLDGSRMTEIRSHELAEPVDPLTHRSGEYDAVLQDWLDIANPRVVHIRHLAWHSLSL
PALAKAWGSRVVFSFHDFYTLCPSVKLLDECNVFCGGTCTKTSGDCAIELWDPKSMPRVKGTWVHVWRQRFAEVLRDCDA
YVTTSESARELILRHLHLDPRRFFVIPHGRSFTEMEKLREHPSHGKPVRILVPGNISTAKGRDVIKALLEHDSAGLLEFH
ILGKMSDPEELAHHKRLVMHGTYKRNEFSRRVASIRPHLGAVLSIWDETYCHTLTELWSAGVPAIVFDFPTVATRTRASG
AGWVVPHEDIPKLYERLLEISFDEEEQRRADMAIMRWQKGHGVGRTTKVMSAAYREVYRNASSQKLDRPVIAVVCPASPE
QDRANASTEIRIWQRTINGAGRKCLFVRMTPDSLMANLRDGIVDGVILQRDVIPATMVAPLLNEMRRSGISHILDIDDDL
LAVPSDKDPTGKYAAYRPALEALIDSAAVVTTSTEPLRRKLMARNPHTLLLPNRISERLWRGSIPPREKDDTVRALYMGT
ATHREDFNLIVPALEALMEADPGFRVSIIGIQGDALPSWAERIAVPDNEKSYARFVPWLKSISGRFDFGLAPLTDDPFNL
FKSNLKALDYGALGLPVLASDIPVYRSVRGRIPGLRLVKSRPGSWTHALTDMVAEVRSGAIDRAGIRATTMEGYGMAATL
GDFDDLLLSIARPGDMDRLAAHPEPADDNIQHLKSIA
>BAQ70486.1 hypothetical protein NHU_03352 [Rhodovulum sulfidophilum]DSM2351
MSIRKPNFLIIGAQKAGSTWIYDVLRKHQKVFLPKRIELLFFNKVGYQSPSRMEAYLENFRDATERHQWVGEKTPGYFWS
SRAKHYKDQPPSGHNLEIPQSVARVLGRDLRLILSLRHPVSRAISAYGHHGARGRIKGHEYLCDTVGRLGIGDIGFYDKH
LEAWEEEFDPAAITTLIFEEEIAARPEAGLHALCQSLDIDPDGFQDLSLKPSNKGKDRKYLEDRIDTGVDGLQPVRPGDV
DHLLELYRPTIAALKDRFGARLDAWDRETAAFEEFARKHVHLAAAPDPAKASAPATLDNLHKRMGSAGLDIRADAFRFAP
GNLSFEPPARVSAAVFHGRSMLGAFSYAVDGHIYQTKIGRYCSIARAVNIGQFNHPTNWLSTSPFQYERGFRINSGSDFP
WKEEYDADMPTKQAEQAVRKAVIRQTTIGHDVWIGHGVTIIAGVTIGHGAVIGAGAVVTRDVAPYSIVGGVPARPIGTRF
DDTTVARLLEAQWWDFAPWQLRHLDFTDIDRALDGIEEMRRQDVPVYAPGVIAVPEV
>BAQ70487.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSFSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTGDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ70488.1 aminopeptidase [Rhodovulum sulfidophilum]DSM2351
MAAPDLNLTTKEPFSRGSHPCMARYNGEGYPGAACCGRRMGDTIPASRGVVAQILVEIHLVNPDG
>BAQ70489.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MVELARQRMASTADRRIAALIRDADRQVNDKHVEPPWQREGLKAPEKQRNKGRLRLSDGACIGRWPEYRDHVWSGDLVHC
RIDDGHAFRPLDILDEHGKERLAIEAERKLTSTNVIDARTDRFILRAVSAFIRPDNGPEFVVRAGRQWGAAVGAKTACIA
PGSPRKNGYCESVDARFRNELLNGETFSSLREARIPTEEWRRPCNTKRPNTALGYRPQRRKASFQWAGRQPCKNNRTGPV
RRGCSARHL
>BAQ70490.1 carbohydrate kinase, FGGY family protein [Rhodovulum sulfidophilum]DSM2351
MVGMLRLPPHTGAVVEIEPAMFLPLVRNPEPLAPPNACHSLLVRLPRYGNRPIKGAEAASEGERMAGKAVFGLTLDEPIL
TEAARRVKGVSGKVRGPFPP
>BAQ70491.1 integrase core domain protein [Rhodovulum sulfidophilum]DSM2351
MTGIWRREGLRVPHKRKKHGRLDLNNGSCVRRKPEHPNHVRACDFRQDRTSDGRACRALDILHGYGREALMIRVHRPLNA
TDVPDALTDLFIQRGPPRFIGSDNGPRFIARKLRERIEPIRAKTASVDPGSP
>BAQ70492.1 glutathione-regulated potassium-efflux system protein [Rhodovulum sulfidophilum]DSM2351
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLSTVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEAPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>BAQ70493.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]DSM2351
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPEKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>BAQ70494.1 phosphate transporter [Rhodovulum sulfidophilum]DSM2351
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRADLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGVFLAISALQ
>BAQ70495.1 hydrolase, NUDIX family protein [Rhodovulum sulfidophilum]DSM2351
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>BAQ70496.1 putative nitrogen fixation protein nifQ [Rhodovulum sulfidophilum]DSM2351
MTADDAYAGLMAAAARSGHDVADLHAVASILALALSEAASPEELPAHCGLDAGALTELIGALFPAAPPEFRRGRGAAPRG
IEEDSVRTLLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAVPRAPAQVLKIR
>BAQ70497.1 acriflavin resistance protein [Rhodovulum sulfidophilum]DSM2351
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPV
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGWLYAHVVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIIIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLSAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>BAQ70498.1 efflux transporter, RND family, MFP subunit [Rhodovulum sulfidophilum]DSM2351
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGLDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>BAQ70499.1 hypothetical protein NHU_03365 [Rhodovulum sulfidophilum]DSM2351
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>BAQ70500.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]DSM2351
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRTALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVTAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPRWQEPVLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHATG
>BAQ70501.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]DSM2351
MAPNALDRGPGRAPDAETRAWISQRDGAFGPWIAGSLRPGADAAAICSPASGAELARLADASPADLADARAAAATAQPLW
AALPGVKRARKLNDWTEEIAAREACLTQLLALETGRPVRACRRGLSAGLDALRQAAGSLLAGAADRPGHKPLGVVAPGLS
FGPSLGPSPDLSLGRIAPALAAGNAVILAPGPADGKLAMLCLAEAAGAAGLPAGLLAVLPGAAGELSDLAQPPVAALRGP
CLHLVLEDADLDAAADGIAGMLGDPPPGTAGHWLFVQESVAERVHARLAGRMARLIIGDQLDPATDLGPLPGTALRDRLT
AALAETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMATGLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWSETLS
TALDLATTLEAGTVCVNGTELDPAPDPLELWQRPAGLAPARPVARPVAAAAVPSAALTAARRAQPGWAGRGTAERAAILT
RAATRLAESAEGPAARLAGAAGAAATASAAWAETPGRATLTRHRPLGVIAVLCPEICRQAAPMLAMTSIIGPVLAAGNGA
LLCPGAGANAEAEALIAALEAAGMPKGLVEIVSGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAATGKVLWLSED
GASETCTGTGGASDLFRIAAGRRQTLRLSWGA
>BAQ70502.1 hypothetical protein NHU_03368 [Rhodovulum sulfidophilum]DSM2351
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASDGAGNSEGDNTRFVNFIETFNRDGKPVVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRMFSR
>BAQ70503.1 cation/multidrug efflux pump [Rhodovulum sulfidophilum]DSM2351
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>BAQ70504.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]DSM2351
MHDTPCIAARSGRDCRSRAKTLGSGMDGSLEHGLERAVATRRDEVAALTRDLIRIPTLNPPGRSYLEICEFLGARLAAKG
FDISYVRARGAPADSDAHPRWNMIARHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAA
VLAAETFVETCPGFRGAVEISATADEESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRI
AHGSMPFLGDCAVRHMGAVLAEMEATLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRI
TLDRRVLIEEDPEEVKREIRALMERVRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYD
QKHIDRIGRLRNCIAYGPGILDLAHQPDEWVGIDDMVEAAQVMALTLSDLLGG
>BAQ70505.1 pantoate-beta-alanine ligase [Rhodovulum sulfidophilum]DSM2351
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHISLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRVLAAAGQALEAGAGAGEALAGARAAILDAGFAEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>BAQ70506.1 3-methyl-2-oxobutanoatehydroxymethyltransferase [Rhodovulum sulfidophilum]DSM2351
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEESPQQAFRNGARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMAHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVEAYAEEVRSRRFPGPEHVFADELGGGA
>BAQ70507.1 peptide/opine/nickel uptake ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]DSM2351
MRPIRTTALNLAIALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTAMEAKDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLARPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAEAGQTDLTLHLALPPPSYARRGGEIVASELRTVGIETEIVNLEWAQWLDQVFRRH
DFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLTKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>BAQ70508.1 creatinase [Rhodovulum sulfidophilum]DSM2351
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAAMVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGMREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>BAQ70509.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGPGIKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>BAQ70510.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELTGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>BAQ70511.1 glutathione import ATP-binding protein GsiA [Rhodovulum sulfidophilum]DSM2351
MIEIERLSVSIGGMPVLRQVSLGIGRGEILGLAGESGSGKSMTALALMRLLPEGTRAEGRIRLDGRDLMDLSEQQMCRRR
GRDLGMIFQEPMTALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMA
IALRPQLLIADEPTTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPAATVLTARRH
PYTRALVAASAHNPATVPPPPGPPLLEVRDAVRTYPGPRRGLIGRAPPQRAVDRVSFGIARGESLGLVGESGCGKSTLAR
AVLGLEPLQDGEIRLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVG
LDPTDRTRFIHEFSGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSIT
ERVLVMKAGRIVEEGATEKVLHDPAHAYTKALLAAAPKLKEPD
>BAQ70512.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEDE
AVAIANGTGYGLVAAVWTRDGARQMRIARKLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>BAQ70513.1 hypothetical protein NHU_03379 [Rhodovulum sulfidophilum]DSM2351
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRSEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVETAVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPGDIARIIGETGLAAHVISAPVPYGPMIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGHSVFDMAAAHPIGFAPFRGRWRVPGPDADPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGGRLTMPGSDDIDAPLKALLEDVLGGGRAPS
>BAQ70514.1 S58 family peptidase [Rhodovulum sulfidophilum]DSM2351
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGNKGWDEAPYRALGRAALAAASEEIELGCAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPSAEPRPEAAPGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>BAQ70515.1 putative alpha/beta hydrolase [Rhodovulum sulfidophilum]DSM2351
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAVPGEIDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMR
FDKSFWSHMAKAALARGFAAVLPSYRLAPEATIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLARAESPLATALFDGL
>BAQ70516.1 succinate-semialdehyde dehydrogenase [NADP+]GabD [Rhodovulum sulfidophilum]DSM2351
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIAYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPVVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSAVYDAFAAKLAEA
VGKLKVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>BAQ70517.1 elongation factor G [Rhodovulum sulfidophilum]DSM2351
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDETRIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYGAEASLPLPRWTRGRPPTYARLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVIDVAVTLLDGKTHTVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>BAQ70518.1 hypothetical protein NHU_03384 [Rhodovulum sulfidophilum]DSM2351
MAPSPRFKKTLQSIWSWYLAQSIFVRALLLVPIVCGLLMTFLIGNMGLALMGTAYAINAFLVGSIGGAIAVVLGRALQII
ARDGRQSR
>BAQ70519.1 heat shock protein Hsp20 [Rhodovulum sulfidophilum]DSM2351
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPEGTAV
>BAQ70520.1 methionine aminopeptidase [Rhodovulum sulfidophilum]DSM2351
MDVEQQLGTVIHDGLEVLRARLAPDDPGGAMPWFGSGTARSAGAKFLRP
>BAQ70521.1 hypothetical protein NHU_03387 [Rhodovulum sulfidophilum]DSM2351
MLSQGEAAFRQALRDLARSSGGTQIAPRQTFGKLYVALDDYLTDSAFDPFRTIPRDCILETWPVAAGERVLGEVLPARRL
HNPRTAANEIGVSTKLVEQIMTDAGALPAADPRPFALRTFDAAEYAWLLAEIPTLVGRGDMLAAMGATEAQLRTLREEKI
IRPLTKHPRVKAPWQLADGLALVAELHALMQPDPADGSGWEGLQFAKRRTGLPVGAMLNAIRERRMRVARDPGQSGYRSF
MVLKAEVDSLTGARPHVRRRDETAAAGQPASVFANSIGMRRRGWYPALHQAGHAPAFWNRHPVTRRAVLYVSEDDKAKFH
RPFLTPATMQSEFGLHCQTCTVRLRAAGVRPFSPGGVDFGPLYLRQEAEPVLQKAVGLGQG
>BAQ70522.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASITPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ70523.1 hypothetical protein NHU_03389 [Rhodovulum sulfidophilum]DSM2351
MPFPLPLRPLPAPRETVLSYLSRFAAMNAAEMSDFSIDLGHQIRRFLDLETAALDCLAEAAGLEPAIRDELASWTGVPAG
DVRMAFRGEAFVSRALRNPVIRCCPLCLQEDAQATPGHPERLMAMRGDWLLRSVNLCCHHHHPLVPLWEVAKPAERFDSA
ARLRDLAPRIMAGAFDRPCSAPTDYDLWLDMRLETESVRSSVYD
>BAQ70524.1 transposase [Rhodovulum sulfidophilum]DSM2351
MMGPRQEAQPALFYEFSLEDHVPKNHLLRSLDRFVDLSGIRSYLADFYSHTGRPSVDPEFLIRMLLVGYCFGIRSERRLC
EEVHLNLAYRWFCRMDLSDRVPDHSTFSKNRHGRFRDSELLRHLFETTVARCIAEGLVSGQRMAIDASLIEADANKQNST
PKEEWDAKQIDPADAPRAVREYLDTLDEAAFGAASEARPKFTSHSDPASQWTAARKGPAFFSYSDNYLIDTDHGVIVDVE
ATRSIRQAEVGSTKTMLKRVKARFDLHPERLIADTAYGTAPMLGWLVDQQIAPHIPVLDKSGRSDGTWTRVDFDWDAEND
QYICPEGQELKQFRRNYSDPNRGPTGKGVAKYRCLKHTCQACPSKARCCPNMDFRSITREEHEDARQVARDIAKIEQYVL
SMKLRKRVEMLFAHLKRILGLNRLRLRGPCGANDEFLLAATAQNLRKLAKILPAPQQPRKA
>BAQ70525.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MPDYSTLSRRQKSLVVNIPYRGSEGPLHLLIDSTGIKVEGEGEWNARKHGGSKRRVWRKVHLGLDEKTLEVRAVEFTSSD
IGDAPMLPELLDQIPPEQEIGSITADGAYDTRKCHDAIADRGANAVVPPRKNAKPWKPDTAGAIARNEALRASKYLGRAL
WRKWSGYHRRSRAETKMHCMKLLGQKLMARDPDRQVAELQLRVAVMNGFTALGIPVKEAVG
>BAQ70526.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSRPTPPTYKIKNWWAYNEALKRRGSLTIWFDPEMTWEAKPTGKRGRQPIYSDAAIKTCLTMKGEGRPGNDPGDRFSPER
AEPRHSRHGAQADDRLSGKSPGIEWIGLVGAGLQHAFTPPEVSRREHSVSWF
>BAQ70527.1 glycolate oxidase iron-sulfur subunit GlcF [Rhodovulum sulfidophilum]DSM2351
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>BAQ70528.1 FAD linked oxidase domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MMRPETEADLAGMVAAAEAPLRIEGGGTRGLGGEGAGLRLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAF
EPMDHRRLLGREGVPTIGGVAAANVSGPRRVQVGACRDAMLGLRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLG
VLTEIAFKVLPVPEAAAALVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLDRF
GGARVESDPVAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVGEGRDIRPDLAGI
SGHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>BAQ70529.1 glycolate oxidase subunit GlcD [Rhodovulum sulfidophilum]DSM2351
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYLNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>BAQ70530.1 threonine dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTGEVIFDPLLPLPLIWALAVLVAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTERLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAVLLSLGGWLREGRR
>BAQ70531.1 N-terminal double-transmembrane domain protein [Rhodovulum sulfidophilum]DSM2351
MAGLGALGFTAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDLPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGALPGVPGE
ALAEARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIEVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>BAQ70532.1 hypothetical protein NHU_03398 [Rhodovulum sulfidophilum]DSM2351
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLSHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>BAQ70533.1 MoxR-type ATPase [Rhodovulum sulfidophilum]DSM2351
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFSAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>BAQ70534.1 hypothetical protein NHU_03400 [Rhodovulum sulfidophilum]DSM2351
MIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGKFYLVTPVE
KVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPGNEIRVSRDPETGEPTPYLHVRAGLEALIDRKSFYRLAE
IGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>BAQ70535.1 DNA polymerase I [Rhodovulum sulfidophilum]DSM2351
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPERVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLQTLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPTIPEASPAAADPADGTAPA
ALPFEPEAYECVRDAAALEDWIGRAWARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALSLLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAADVAARVREVMEGAALPVVALDVPLVVDAGQGQNWAAAH
>BAQ70536.1 hypothetical protein NHU_03402 [Rhodovulum sulfidophilum]DSM2351
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFAEKLKT
>BAQ70537.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>BAQ70538.1 ribosomal large subunit pseudouridine synthase E [Rhodovulum sulfidophilum]DSM2351
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>BAQ70539.1 HIT-like protein [Rhodovulum sulfidophilum]DSM2351
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>BAQ70540.1 EpsK domain protein [Rhodovulum sulfidophilum]DSM2351
MATIAYLLLCREGPAATVALAERLCAAGDLVALHVDRRVRPTDSAAIRAAIAGNPSVVLARSVRCDRGEWSRVQAVLNTA
RAALAAFPQATHLYLLTDECLPIKPAARLRAVLDAEDCDHIESRDFQAVDGHGQMATGKPPGRAPPGDLRGMTGSRWWCL
RRSTVEAVLAFLAGRPDVRRFFRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTFELVTENGRPVTFYNDHFDLLTVQ
EGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAAIYRFLTGRGRVGQRFGDRAWERGASLGPGHDLMLAICKKRGV
ARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRGRHHGAFLRLVFDSYGTDRLLLCLDPSDLDVMTDLHGDG
ARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAAGFPALYRLEPGLALSEAALVLAK
FLEIPYDTARGIADTATLFDD
>BAQ70541.1 PfkB domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIGHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDDALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>BAQ70542.1 endonuclease III [Rhodovulum sulfidophilum]DSM2351
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPMCGTCPIRDLCPYEDKTV
>BAQ70543.1 ADA regulatory protein [Rhodovulum sulfidophilum]DSM2351
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLKIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALATWAEAAFGRQDGKAAFGRRGGEARLHLIGAPYQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLAWEAARADADSRADTRAG
>BAQ70544.1 OmpA/MotB protein [Rhodovulum sulfidophilum]DSM2351
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>BAQ70545.1 GntR domain protein [Rhodovulum sulfidophilum]DSM2351
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>BAQ70546.1 serine/threonine protein kinase with TPR repeats [Rhodovulum sulfidophilum]DSM2351
MPGEAKPASSSSPETRALFRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQD
LTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANL
TNSVN
>BAQ70547.1 ATP synthase F0, B subunit [Rhodovulum sulfidophilum]DSM2351
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKGDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>BAQ70548.1 ATP synthase F0, B subunit [Rhodovulum sulfidophilum]DSM2351
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>BAQ70549.1 ATP synthase F0 subunit C [Rhodovulum sulfidophilum]DSM2351
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>BAQ70550.1 ATP synthase F0, A subunit [Rhodovulum sulfidophilum]DSM2351
MNVASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVY
KMVEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAP
LALRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILT
CVYLRDALHPHH
>BAQ70551.1 ATP synthase protein I [Rhodovulum sulfidophilum]DSM2351
MMDPAEKERLARLEARLAELKKAEAVPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>BAQ70552.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>BAQ70553.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MDGTPKATKPKARDAKTKIAQNRMSVLELAKELGNVAEACRQRSMDRTSFYEWKRRFQTHGFEGLKDLPPIHKAHPQTTS
PETVERIKALALEHPAYGCNRFEAMLALEGVRVSSITIQKILNENRLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQN
PCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHISKQPEAAVAVLHNDVLPFYRALDLPVKA
VLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVEQFNGTVLEEFFRVKMRETFYETVEALQADLDAWLFHY
NTERPHMGYRNMGRRPIETVMSFVSQEG
>BAQ70554.1 phosphoheptose isomerase [Rhodovulum sulfidophilum]DSM2351
MGDSYHNSGNNYGHMGPVNIGRQSFELNQPTREEILRKIPRHGILRIEIVGSGRAQSMGLDVVRFLGQNGYSFPEPTFIG
MLVPPPSGPICFEGGALTIAADA
>BAQ70555.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MRKVWRQLDREGFDVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKVNRQFRVPAPNMLWVSDFTYVATWRGF
VYVAFIIDAYARRIVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGD
SYDNALAETINGLFKAEVIHRRGPWRKIEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ70556.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70557.1 integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MALSLAAVPRGEALRGHLAMLSVSVLVAGSFSFGSLIANDIDPVALTALRFLRAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRVLAALVLGGAGALWVIFRGDPRAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALVVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVIIPT
>BAQ70558.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>BAQ70559.1 signal recognition particle protein [Rhodovulum sulfidophilum]DSM2351
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>BAQ70560.1 N-acetyltransferase GCN5 [Rhodovulum sulfidophilum]DSM2351
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYVSPENRRSVALAERLGARPDATADRPDPGDL
VYRHPHPEAAA
>BAQ70561.1 GCN5-related N-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MKITIDCPEIETERLILRGPKASDWEAHAAFAGSQRARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSAPHPFE
EDCVVYRHPGPEAIA
>BAQ70562.1 acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MSVMPVIPALMTERLALRGPELRDFEALRAFYASERSDFVGGPKTAEGAWRQLAAEIGHWALRGYGRWIVTERASGRTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWSTAISLVDPANAASARVAERLAAVYEGEVSHETY
GAIGVYRHPPPEACR
>BAQ70563.1 acetyltransferase, gnat family [Rhodovulum sulfidophilum]DSM2351
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDGARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>BAQ70564.1 chorismate mutase [Rhodovulum sulfidophilum]DSM2351
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>BAQ70565.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]DSM2351
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>BAQ70566.1 cob(II)yrinic acid a,c-diamide reductase [Rhodovulum sulfidophilum]DSM2351
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALQGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>BAQ70567.1 16S rRNA processing protein RimM [Rhodovulum sulfidophilum]DSM2351
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFELQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>BAQ70568.1 drug resistance MFS transporter drug:H+ antiporter-2 family [Rhodovulum sulfidophilum]DSM2351
MNLPQILYAVILFGAFLAGAAGLDAWVIVVIAALAVVANVFDPTARQKRADEGKTLIKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>BAQ70569.1 tRNA (guanine-N1)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWTAYRRGTD
>BAQ70570.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]DSM2351
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>BAQ70571.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]DSM2351
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>BAQ70572.1 ATPase MipZ [Rhodovulum sulfidophilum]DSM2351
MTVAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPG
ALDEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYS
EMVWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTG
VTSLNISNVAARQELRDLMAALKLPEVEPVA
>BAQ70573.1 hypothetical protein NHU_03439 [Rhodovulum sulfidophilum]DSM2351
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>BAQ70574.1 RuBisCO operon transcriptional regulator CbbR [Rhodovulum sulfidophilum]DSM2351
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGAREALDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASEIEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVVGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>BAQ70575.1 ribulose bisphosphate carboxylase [Rhodovulum sulfidophilum]DSM2351
MAKTYDAGVKDYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGNDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>BAQ70576.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]DSM2351
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>BAQ70577.1 ATPase AAA [Rhodovulum sulfidophilum]DSM2351
MTDMLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHDTEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>BAQ70578.1 von Willebrand factor type A [Rhodovulum sulfidophilum]DSM2351
MATLADYADLLEDLDAPQRETLEQAWPEAVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWLQFHHPTEDG
SMTARFGRIALALLDPAAPARDEIADWAREAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EDSVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVADTELFDDDGVSFNEKEGKAPAAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVSQIFGQRNFLVLENIARLPERLPQLYAGLTR
>BAQ70579.1 hypothetical protein NHU_03445 [Rhodovulum sulfidophilum]DSM2351
MMPRDDGQGGKRGGIAAGCGDRDGAARQNGVDPRLKLAEGRPRGRELRSSTDVQRGLARAEGDRDSAALAGEGRTMVCAP
AMPSALRSPTRP
>BAQ70580.1 cytochrome c2 [Rhodovulum sulfidophilum]DSM2351
MSNNSQNLIRLIVAAPALGIAIAAVGFGGGKETKNEPVIETPVAEPSAAEAAAPAEEAVSEEAAAEAPATDATEAADAPV
AEEAAAEEPAAEAADAPAAEDAVEDAAATQEAVAAAPAAEEPAAEEPAAEAAEAPAAEAAAPTEEAAAAAPAAEEDTAEE
PAAAEEPAAEDAAAADDAVEAPAVDTPEAVASAMTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEE
LFGNIAAAATEETTEETEEPAAEAPAAEEPAAEEAAAEAPATEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDT
REAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEEAADEPAAEEPAAAEEPAAAPAAVVTGDAAKGEKAFIQCATCH
SVVSPSGETLAGRGLKVGPNLYGMPGRTAGSVEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGLM
TYNARDPQEVKDVYAYISKLSEE
>BAQ70581.1 hypothetical protein NHU_03447 [Rhodovulum sulfidophilum]DSM2351
MRSILMRYATPSTIGLFLVSLITGIALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVIMLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEVARASGKSPMALTR
VLIDRPR
>BAQ70582.1 thiamine biosynthesis lipoprotein ApbE [Rhodovulum sulfidophilum]DSM2351
MRRWLTARHRSRCWRRPAIEADARASALILLGGAAGAVLARRLGLSALVFERDDGEIRETPVGLGFAGARAARAGERPAP
GRAGLSQVLWALSAAGRSEPV
>BAQ70583.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MNGMKLLGQKLMARDFDRQTVELQVRIAILNRLTALGIPGTRPVG
>BAQ70584.1 ferredoxin [Rhodovulum sulfidophilum]DSM2351
MNDLSTIPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLAELDDVVPDESAQVELTFAASGVTVKAAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIEAGYILACCSNPIGKVSVDV
>BAQ70585.1 Rieske (2Fe-2S) domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKIAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>BAQ70586.1 glutaredoxin-like protein nrdH [Rhodovulum sulfidophilum]DSM2351
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>BAQ70587.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSANKFTDEFKRDAVAQVTDRGYPVREVAERLGVSIKSVYTWQKQFSRPAKVIQEVAAQADEIRRLKRDLARVTEERDIL
KKATAYFARESR
>BAQ70588.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MRYAFIAENRLIFAVRAMCRMLLVHPSGFYAWQREPLSQRALEDKGVVAQLKFGDEFALSHLSSGDGFDLGPAEGREGVH
DCDADVNFGGLAFGVL
>BAQ70589.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSAGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTEDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAVARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSQDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ70590.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70591.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMRVSDLLCMIDPVHASTKGSMHDDLQGTSGRTS
>BAQ70592.1 transposase, Mutator family [Rhodovulum sulfidophilum]DSM2351
MTISKELLDELLKGVERPEDLLGEAGLMKELKIKLMERMLGAELTAHLGYEEGKDAPAGQSNRRNGTSTKMLKGQDGELP
LAVPRDRDSSFEPELVKKGQTRIDGMDDKIIGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTDAVLDEVREWQSRALE
RMYPIVIFDALRVKIRDADSRTVKNKAVYVALGVTRDGQREVLGLWIAENEGAKFWLSVMNELKNRGAQDILIAVVDGLK
GFPEAITAAFPDAMVQTCIVHLVRHSLNFCSWKDRKVVAADLRRIYSAPTADIAQAELDEFEEKWAGKYASIAPAWRRAW
QEVIPFFGFDPAIRKIIYTTNAIESLNRVIRKSIKTRGSFPTDEAATKLIYLAIRNFEKDGRNVRQWFAARNQFAIMFGE
RFDA
>BAQ70593.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDKGVFARILAGL
AAEHGEETTVMIDATHLKAHRTASSLGVKKGGVGV
>BAQ70594.1 branched-chain amino acid aminotransferase 5 [Rhodovulum sulfidophilum]DSM2351
MPVLRSLWSMRLVLGSAPECWDGKLRSAALLGAVLFGVFYFAALLQLNDPLDMFRPEAVSWRAWVSWAAICLPATIFLSS
WLLVVLRRAVGYIVFSVSMIYLGPMITAVAISLVAFETMRVALGTAALICISLAALSLAVRNARHDRMVVLAQERIGTAE
CVPYLRPVSLAAEPVDLLPPPNLAVTFLEYGMVVLILVFGPGFWIAAITDDLSERGLASSLIWFVMVALFLASRRSVART
LLLARAMALYTPAVGCPAAGSLDTRIRSRP
>BAQ70595.1 hypothetical protein NHU_03461 [Rhodovulum sulfidophilum]DSM2351
MVLTWIANRWDLGTKCDQLYTAIGNGLEAIAQGAVEVTGDFADYLMLKYDAARQWVGDTAAEAGRQMERAADWTAKKAGE
AADWASEAAQDTADWASESAHDVADWAVETAEGVEDWANETADDIREGWNVLQNRAAKAVPEGWF
>BAQ70596.1 IS66 family element, Orf1 protein [Rhodovulum sulfidophilum]DSM2351
MSRQPRRHFTAEFKEQAVARLSEPGATQTSVARELGVTPSQIKGWRLELAAAGSAEAIRRQQVEAAELAELRRENRRLKE
EVEVMRKASAFFAQWAAKQ
>BAQ70597.1 integrase catalytic region [Rhodovulum sulfidophilum]DSM2351
MNATLEFIAAHAAGHAVSLMCRVLSVSTSWFYSWRAAAPKRAERRAAREELLPRIRAIFEASHRRYGAPRIHAELRDQGI
RIARKTVAKLMKGHDIRPPRRGRRVPRTTDSRHIFGIAPNLLRRNFRASEPDRIWLADISYVPTDEGWLYLAAVKDMATM
EIVGWSMSARLKSSLAVDAMRMALQNRRPAPELICHSDRGIQYAAGDYRLLLKVNRPGLPGERFVQRIMRP
>BAQ70598.1 isxal1 transposase orf b protein [Rhodovulum sulfidophilum]DSM2351
MTAFIDELREEFGVEPICRVLPIAPSTYHARKAAARDPSRASARTRRDADLKDKIRKIWSDNRKLYGARKVWHALKRDGV
DVARCTVERLMREMGLQGVVRGKKVITTNPDTSRPCPDDKVNREFRAERPNQLWVSDFTYVPTWSGTVYVAFVIDVFARR
IVGWRVSTSMTTQFVLDALEQAIWQRKPLGNKSLIHHSDRGSQYLSIKYTERLADADVDPSVGSVGDSYDNALAESVIGL
FKTEVIKQLGPWKTMQGVEWETMQWVDWYNTARLLGSIGYIPPAEAERRYLDRMLPMAKVA
>BAQ70599.1 transposase subfamily [Rhodovulum sulfidophilum]DSM2351
MDSKKNTTSPYPAEFRERAVQMVLDHLDSYASLTAAVRDIAAKLGCSPDSLRVWYKQARRDAGKEAGPTSAEKARIKELE
RENRELRQANEILKKASAYFAQAELDRPFRK
>BAQ70600.1 integrase [Rhodovulum sulfidophilum]DSM2351
MTLPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWT
ARLPAYAECYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEASIEKSAHGLRKTRGVALAEAGASA
HQIMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKL
>BAQ70601.1 periplasmic sensor signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEEGIPN
>BAQ70602.1 mercuric reductase [Rhodovulum sulfidophilum]DSM2351
MAPMKTDLCIIGGGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVALKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVQVIRDWARFVSPREIQAGGETIRARRVVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AITVETADGLLEGSHLLVAAGRHPALERLDLPSAGVEADAAGVRVDAGLRSTNRRVYAIGDSAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGSTEAEARAAHGDAIEVVRADYAGNDRAVTGDRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>BAQ70603.1 mercuric reductase [Rhodovulum sulfidophilum]DSM2351
MVSGTTDMARTRQQRPRRRGLARYLVLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIV
AFSLPGATVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIR
LVPAVPFFVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALP
IAIRVARRKG
>BAQ70604.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]DSM2351
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>BAQ70605.1 ribonuclease P [Rhodovulum sulfidophilum]DSM2351
MSRRADFLLAARARRQSAPAFTLQARRRTEASEDGIRIGFTCSKKVGNAVARNRAKRRLREIARTELPVYGRPGWDYVLI
GRPVTTASRDFAALRADLRRALERLHADRS
>BAQ70606.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPKR
>BAQ70607.1 PP-loop domain containing protein [Rhodovulum sulfidophilum]DSM2351
MSDETNDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMNYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALTHVRTSHLLDPTLFDFAGLLRETGAPSDIPPGEPPGS
>BAQ70608.1 inner membrane protein translocase component YidC [Rhodovulum sulfidophilum]DSM2351
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSVETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSALGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>BAQ70609.1 mosc domain protein [Rhodovulum sulfidophilum]DSM2351
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIAARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLIGLASLEALSGQIGQALSPLRF
RGNFWIEGLAPFAEFDWVGQKLRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALETL
>BAQ70610.1 ribosome biogenesis GTP-binding protein YsxC [Rhodovulum sulfidophilum]DSM2351
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKIAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>BAQ70611.1 3-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]DSM2351
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>BAQ70612.1 acetylglutamate kinase [Rhodovulum sulfidophilum]DSM2351
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>BAQ70613.1 phosphoglycerate mutase [Rhodovulum sulfidophilum]DSM2351
MPPTRDKQSGLPMSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMA
PLLGESSVMRRDPGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFASFPTCATLVAEFDLGDWT
EVDFGTGRLVDFITPKQLDG
>BAQ70614.1 ferredoxin [Rhodovulum sulfidophilum]DSM2351
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPVGSD
>BAQ70615.1 GCN5-related N-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>BAQ70616.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MSDPVIDPSRPAVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>BAQ70617.1 glutamate/glutamine/aspartate/asparagine ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MSDAPSHDTAFVRDAMLPPAPAPASSAGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVLYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWLWLAGPTSGQLQAVLPLGLEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>BAQ70618.1 glutamate/glutamine/aspartate/asparagine ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLSISL
VISTAMNWYDARVRLVER
>BAQ70619.1 glutamate/glutamine/aspartate/asparagine-binding protein bztA precursor [Rhodovulum sulfidophilum]DSM2351
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>BAQ70620.1 ATP12 ATPase [Rhodovulum sulfidophilum]DSM2351
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRIRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>BAQ70621.1 HAD-superfamily hydrolase, subfamily IA, variant1 [Rhodovulum sulfidophilum]DSM2351
MTARHLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALEALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHGLGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPAAVLALVGETA
>BAQ70622.1 ribosomal large subunit pseudouridine synthase C [Rhodovulum sulfidophilum]DSM2351
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGNKGEGEKMLCIHPAKVDQTEGSKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGARLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>BAQ70623.1 camphor resistance protein CrcB [Rhodovulum sulfidophilum]DSM2351
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAVAYVAGSLILSLSAIALAFWSMRSLLA
>BAQ70624.1 recombination factor protein RarA [Rhodovulum sulfidophilum]DSM2351
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>BAQ70625.1 protease Do [Rhodovulum sulfidophilum]DSM2351
MPPIRSVPMPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFR
NFGRAQPRVENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDS
DEIEVGDLVLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGG
SNGIGFAIPANLVSRFIEQAEAGAQRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLAL
GGDPVNTPQEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENA
LPAGLSGVLVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>BAQ70626.1 N-acyl-L-homoserine lactone synthetase-like protein [Rhodovulum sulfidophilum]DSM2351
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>BAQ70627.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPIASRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>BAQ70628.1 hypothetical protein NHU_03495 [Rhodovulum sulfidophilum]DSM2351
MLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGICLPERLYTA
>BAQ70629.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]DSM2351
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>BAQ70630.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>BAQ70631.1 ribosomal protein S11 [Rhodovulum sulfidophilum]DSM2351
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>BAQ70632.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]DSM2351
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>BAQ70633.1 adenylate kinase [Rhodovulum sulfidophilum]DSM2351
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPEDGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDV
>BAQ70634.1 preprotein translocase subunit secY [Rhodovulum sulfidophilum]DSM2351
MAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMGIFALGIM
PYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRASTVITIVGG
TMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERALRKIHIQ
YPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFFSAMIVFF
TYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFYFGGTSVL
IVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>BAQ70635.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]DSM2351
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>BAQ70636.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]DSM2351
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>BAQ70637.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]DSM2351
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>BAQ70638.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]DSM2351
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>BAQ70639.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]DSM2351
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTISVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>BAQ70640.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]DSM2351
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>BAQ70641.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]DSM2351
MAKKSMVQRELKRQRLVEKYAAKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>BAQ70642.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]DSM2351
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYATGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>BAQ70643.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]DSM2351
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRMPKAMPIDLSNLAVVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>BAQ70644.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]DSM2351
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRRADGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>BAQ70645.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]DSM2351
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKLGDRVRIQECAPKSKTKRWEVVQA
>BAQ70646.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]DSM2351
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>BAQ70647.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]DSM2351
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>BAQ70648.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]DSM2351
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSDLHLNIVEVRKPELDGQLVAESISQQLERRVSFRRAMKRSVQNAMRMGALGIRVTVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>BAQ70649.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]DSM2351
MGKEKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALSDLTFSKKRIAEDVRKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>BAQ70650.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]DSM2351
MSRSVWKGPFVDSYVLKKAEKSRESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>BAQ70651.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]DSM2351
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>BAQ70652.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]DSM2351
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>BAQ70653.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]DSM2351
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGIYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLDTADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>BAQ70654.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]DSM2351
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
TEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>BAQ70655.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]DSM2351
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>BAQ70656.1 elongation factor Tu [Rhodovulum sulfidophilum]DSM2351
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETENRHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>BAQ70657.1 elongation factor G [Rhodovulum sulfidophilum]DSM2351
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNLARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRIETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFSMQFDHYEPVPQNISDEIQAKYA
>BAQ70658.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]DSM2351
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>BAQ70659.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]DSM2351
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>BAQ70660.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]DSM2351
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLAQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFVESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVFQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRSHDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDSTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGTSDDDDLGLVETPESRE
>BAQ70661.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]DSM2351
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFSRIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQSGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNSQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>BAQ70662.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]DSM2351
MADLKKLAEEIVNLTLLEAQELKTILKDEYDIEPAAGGAVMMAPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRAI
TGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>BAQ70663.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]DSM2351
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSDMPSREELIASIVGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>BAQ70664.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]DSM2351
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEASAAGADIVGAEDLMETVQGGTIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVASAVQAAKGGE
VQFRAEKAGVIHAGVGKTSFDAAKLAENVRAFVDAVVKAKPAGAKGAYMQKVSLSSTMGPGVSVDVTSATGN
>BAQ70665.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]DSM2351
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGHTTAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGVEVKG
>BAQ70666.1 NusG antitermination factor [Rhodovulum sulfidophilum]DSM2351
MADGHEVTGNMAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRME
MTDRGYHLVTQINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDN
QRLKVTVSIFGRATPVELEFAQVSKGQL
>BAQ70667.1 preprotein translocase subunit secE [Rhodovulum sulfidophilum]DSM2351
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>BAQ70668.1 transporter, LysE family [Rhodovulum sulfidophilum]DSM2351
MALLVGAGLMALFDAVPALNLVLKVISAGYLLWLAVKIATAAPLAERDADSRPMTFLQAATFQWVNPEAWAMCLSAVTLY
APDRSLLSVAIVAAAFTLVCFPAISVWAWLGTVVRQWLSNATRLRAFNITMAALLVASLYPVLGLGA
>BAQ70669.1 hypothetical protein NHU_03537 [Rhodovulum sulfidophilum]DSM2351
MTDMPPTIPIICGKVRRNPKFAPDAISMRLFGPGVTVVTNAKPRRALRIAKLIARASDIAGAQQYLEQVATYRLTFQPRT
>BAQ70670.1 proline dehydrogenase transcriptional activator [Rhodovulum sulfidophilum]DSM2351
MILGYRVVTSPERMGRGFAAYVMVGLSSHTKAAQERFERAMTVAPEVVECHNIAGAFEYLLRVESADLSEYKHFHTEVLG
TQSHVNAITSCIVMAPQGRTRHMTQTGRRAQSRIQRCCRCSLHSRPRAGRTPPSGGDEPSPGHVGPDRPRPA
>BAQ70671.1 elongation factor Tu [Rhodovulum sulfidophilum]DSM2351
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETENRHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>BAQ70672.1 hypothetical protein NHU_03540 [Rhodovulum sulfidophilum]DSM2351
MRGLFTTLRLLLFVAGLALVAGCAGKDDLDEPPVPLGDFRLGYTIVVAKNAKDIPPSRQATAEEWEAVLKEELQRRFGRY
DGDRIYHFGIAVDGYALAVPGVPVILAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLVGTGLIRTKDEQMRA
LARNAAKRIERWLVEHREEWLHYDPDAVPPLDAMAGAASDEASAPASVPGAEVVTTPLDSPLDAPPGPSAAKPDEARSRA
N
>BAQ70673.1 DNA topoisomerase IV, A subunit [Rhodovulum sulfidophilum]DSM2351
MPAHSPLDPFRAPLYTPAMSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLT
ATGGFRKSAKISGDVMGNYHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGL
SENAVDFRPNYDGTLEEPAVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFP
TGGVIVEPKDSIAQAYRTGRGSFRLRARWEVEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAE
DVRLVLEPRSRNVDPEVLMSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRL
EVLAGLLIAFLNLDRVIDIIRYDDDPKAALMAEDWTQPHARAMSERDYVSPLPSAGPGGLTEVQAEAILNMRLRSLRRLE
EMELTAERDRLTEERAGLLELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVC
SKMGWIRAMKGHLADGSALKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVA
LFIHRPGEKLLVASSAGDGFLIAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRG
KGVRLQKYKDGGLADATTFTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>BAQ70674.1 oxidoreductase, short chain dehydrogenase/reductase family [Rhodovulum sulfidophilum]DSM2351
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWRNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>BAQ70675.1 electron transfer flavoprotein subunit beta [Rhodovulum sulfidophilum]DSM2351
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIEGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>BAQ70676.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]DSM2351
MAVLLLAEVTGGELQLDATAKAVTAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFERPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>BAQ70677.1 hypothetical protein NHU_03545 [Rhodovulum sulfidophilum]DSM2351
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQVVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRTPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>BAQ70678.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EETYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>BAQ70679.1 acyltransferase domain protein [Rhodovulum sulfidophilum]DSM2351
MHDRPAAEPPHDARELSYARTFPDPFRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIRVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQRFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHTL
NRPQAPVVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>BAQ70680.1 phosphotransferase system [Rhodovulum sulfidophilum]DSM2351
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>BAQ70681.1 PTS system fructose subfamily IIA component [Rhodovulum sulfidophilum]DSM2351
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>BAQ70682.1 UPF0042 nucleotide-binding protein RTM1035_03850 [Rhodovulum sulfidophilum]DSM2351
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSGLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAAFLDRITDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>BAQ70683.1 HPr kinase [Rhodovulum sulfidophilum]DSM2351
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTILTRTGSGLLASAPESIRGLIEARRVGLL
RADAVASAPVVLAVDLDTSETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>BAQ70684.1 sensor histidine kinase chvG [Rhodovulum sulfidophilum]DSM2351
MPGAEPVRDSKRRADDAAGPGDARCGRAGEPDRRSRGTWRGFVSLKRSPLARRIIAANLVAQILLISGVLYLNPARDSLL
SLRESGMVAETNLIADMFEAQIRRDDPLDPLASNSLDVDAMLNGLELAQEAEVFVFDTAGNLVGHARGLARTDWPVEEYE
GDSWITVITDALYRAWLGGVSLFGREEGSDAEGDPQRRLTDQVAITLTDGLQVATGVDSSGHTTFSVTAQILRDRQVVGV
VAMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPD
EIGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISN
ASRLDSELVKEEEMTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVR
VWARKRDNRVLVVVEDTGPGIPGEALIKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQ
LGARFVVGLPI
>BAQ70685.1 DNA-binding response regulator BvrR [Rhodovulum sulfidophilum]DSM2351
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>BAQ70686.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]DSM2351
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>BAQ70687.1 molybdopterin converting factor, subunit 2 [Rhodovulum sulfidophilum]DSM2351
MRIRVQAAPFDLGAECAAFSRGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>BAQ70688.1 molybdenum cofactor biosynthesis protein D [Rhodovulum sulfidophilum]DSM2351
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELTAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>BAQ70689.1 CDP-diacylglycerol-glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]DSM2351
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAAIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>BAQ70690.1 excinuclease ABC subunit C [Rhodovulum sulfidophilum]DSM2351
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSSRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRIEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>BAQ70691.1 short chain dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MSGRALVTGAAQRLGRAMALHLAERGHDVAVHYAGSAEAAAETVAEIRALGRRAVALKADLLDEDETQALVPRAAEALGG
PLTVLVNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGFAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFM
TYTLAKMGLWALTRTGAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQL
ICVDGGQHLGWRTPDVLGVE
>BAQ70692.1 Na+/Ca+ antiporter [Rhodovulum sulfidophilum]DSM2351
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLCVCLIGPITWIHGIGLMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>BAQ70693.1 peptidase S49 [Rhodovulum sulfidophilum]DSM2351
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFAGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>BAQ70694.1 formaldehyde dehydrogenase (glutathione)/alcohol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EIEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>BAQ70695.1 flagellar biosynthesis protein FliP [Rhodovulum sulfidophilum]DSM2351
MSLRFVPAVLFLFSLAMPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIDEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPSAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>BAQ70696.1 flagellar motor switch protein FliN [Rhodovulum sulfidophilum]DSM2351
MADTSSEAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>BAQ70697.1 hypothetical protein NHU_03565 [Rhodovulum sulfidophilum]DSM2351
MSRLFLEDFSDHEAGPRIDPDPPAIDAEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLARKVVEIAREMAEAEAERPLQLQVCPDNREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLGAIRSALNDFMTTEEEARRHG
>BAQ70698.1 flagellar M-ring protein [Rhodovulum sulfidophilum]DSM2351
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGETDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>BAQ70699.1 flagellar basal body-associated protein FliL [Rhodovulum sulfidophilum]DSM2351
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGANGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVPPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>BAQ70700.1 hypothetical protein NHU_03568 [Rhodovulum sulfidophilum]DSM2351
MALISDILLIAGVLGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAAAAQPPTATADGEPMVLFRRTAREAAE
>BAQ70701.1 flagellar protein FlbB [Rhodovulum sulfidophilum]DSM2351
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>BAQ70702.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]DSM2351
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>BAQ70703.1 hypothetical protein NHU_03571 [Rhodovulum sulfidophilum]DSM2351
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETDTPQGWTLGRGPDGYLLRFDNRALRLDLGDVFDRIPRSRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPENSPFETALQSAADTPAEEEVPPAPVEPVRPDAPSAVDI
AAQSPSPSPEPPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGTAETVSNTQDALPDPDQRAEENGQAKTQVAEDHTPSDWRNMRVETSMDRGLDILSEDSTLATDGTRCLSDD
NFDVIGWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAVTATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSNARADRKLDEVLASGGSGTPDALALRIETGLNRGQAPSEDALALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEANSLRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWNGVESLGDPNQRAFVKTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDRPGTQP
>BAQ70704.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]DSM2351
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTIGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQQKAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>BAQ70705.1 type III secretion system inner membrane R protein [Rhodovulum sulfidophilum]DSM2351
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLVLRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTIFAAPFGAGG
>BAQ70706.1 flagellar biosynthetic protein FlhB [Rhodovulum sulfidophilum]DSM2351
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEVKPEHYKAVAAAIRFAEEMRTRAKGL
>BAQ70707.1 hypothetical protein NHU_03575 [Rhodovulum sulfidophilum]DSM2351
MNTRDDRPERLVRIGAILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDNDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>BAQ70708.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDLYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKKGGVDA
>BAQ70709.1 transposase [Rhodovulum sulfidophilum]DSM2351
MRFFMTAGQVSVHTGARAMPSSFPKAKWLLGDRGYDADWFREDLKNKGMKVCIPGRNGRKTTGLYDRRCDKRRNRLEIMF
GRHKNWCLPNMISIRLRFR
>BAQ70710.1 transposase [Rhodovulum sulfidophilum]DSM2351
MHSDVATDVPYAEGGMRGEVLGIERRRRWSDEAKLAIISSVGVGGATVTQVAQHHDVSRQQIYAWRHELKKKGLWSSDQG
VVFLPLELPSVGDMAPEPEPVRPVPVELGLSGGRCLRFDSAMDAAALTRLIRAVETA
>BAQ70711.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIGPGTGVRVYLACGVTDMRKGIAGLSTLAQNVLRQQPANGAVFAFRGCRGDRIKLLCWDGQGVCLYYKVLERGRFPWPS
ATEGSARLTSGQLALLWEGIDWRRPDWGTPPARVG
>BAQ70712.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIAALEAENAKMSASLRAHDLLVQSLRARIAKLQKQAFGKSSEKIEREIEQLELALEDLQVALAEADTTPEVDEDDVANE
EVAQAAPKSRRRPKVSKDIPRERREFDPGDTCPDCGGDLRVVGEDVSELLDMIAAQLKVTEIARVKKSCRRCERIVQVPA
PSRPIPRSMAGPGLLAHVLVSKFDDHVPLYRQNEIFTRIGVDIPDTTLVDWCGGAMKALQPLIELVGKEVMASDLLHADD
TPVRVLDRSRRGRGLGKGGKQGRSWVYVRDQRPWAGMAPPGAVYHFSPDRKANIPKSI
>BAQ70713.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGGDGAARRCLPLLTGSKGEHPQKHLKNSSGILQADAYAGFKELYERRADGSAQFREAACWAHLRRDFHDVWTATKSEIA
REALDRIGKLYDIERQIAGQSAEVRHAIRQEKSKPKVDAFRAWAEQQLTRIPGKSDLAKAFRYGLNRWPSFCLFLDDGRV
ATDNNAAKRGMRPIGVGRRNWLFAGPDTGGETLARAMTLIETAKMNGIDPQAYLADVLDRIHDHKINRLDELLHWNWQAQ
RPSVPENAAA
>BAQ70714.1 flagellar basal body-associated protein FliL [Rhodovulum sulfidophilum]DSM2351
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDPTDHSASQGQAEDGGHMSADGHAAGAPSAAGNGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>BAQ70715.1 flagellar L-ring protein FlgH [Rhodovulum sulfidophilum]DSM2351
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>BAQ70716.1 flagellar basal body P-ring biosynthesis protein FlgA [Rhodovulum sulfidophilum]DSM2351
MRLLVLLAVLGGALPVVVDADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALNRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>BAQ70717.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]DSM2351
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLVVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>BAQ70718.1 flagellar basal-body rod protein FlgF [Rhodovulum sulfidophilum]DSM2351
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANARNTDFGQAPLTQTKGTFD
FAIEGEGFFLVDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>BAQ70719.1 export protein FliQ [Rhodovulum sulfidophilum]DSM2351
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>BAQ70720.1 flagellar hook-basal body protein FliE [Rhodovulum sulfidophilum]DSM2351
MDLKSSTAALGYTTARPATLPQPGDDGAEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>BAQ70721.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]DSM2351
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>BAQ70722.1 flagellar basal body rod protein FlgB [Rhodovulum sulfidophilum]DSM2351
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDS
ADPQEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>BAQ70723.1 flagellar protein export ATPase FliI [Rhodovulum sulfidophilum]DSM2351
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPVVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>BAQ70724.1 flagellar basal-body rod protein FlgF [Rhodovulum sulfidophilum]DSM2351
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGAAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGQIVTAEGYTVASIADTSLLRGSDGEGDTNNEKIFFSGITIPDFAKSISVNDEGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDSEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>BAQ70725.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]DSM2351
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>BAQ70726.1 flagellar biosynthesis regulatory protein flaF [Rhodovulum sulfidophilum]DSM2351
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>BAQ70727.1 flagellin protein [Rhodovulum sulfidophilum]DSM2351
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>BAQ70728.1 hypothetical protein NHU_03596 [Rhodovulum sulfidophilum]DSM2351
MTPIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQLPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAVALDTYTQRGERTRIGATPSALTRRA
>BAQ70729.1 chemotactic signal-response protein cheL [Rhodovulum sulfidophilum]DSM2351
MLPSSSTLIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDPD
>BAQ70730.1 flagellar hook-length control protein [Rhodovulum sulfidophilum]DSM2351
MQVPFPIDTFGASASSRPDRPASTAGAADPDGSDFRSAFDETRPSDLNETAREAARRDTTKTSAASDRAEETPSSAPPGA
RKNSEDRAEEVDETAETKAGSDTVKNDPADASDAIIAELPAMAGFSTTPQPGTAAATKTQALPTETAAAGAGTTAASADS
DMARTTSVPLTADPRQQSLESQPNSALPASSPVPDARTAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
TAAAQANAAPLLSGTSTEALQAGNKEGAALNSATPKDSTTNRSSPEIADAPPEAVALKEGSTGQTASRQGDGMLQGREAA
QGQAVAVAARAIASDDPASDPKGDQKGHASTHRENTSATPTAPTAPHAMAAQPDSAASAPPIAGAAIDIQTAIDGPRGDP
TAATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVN
ISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANKTSPRTAGGSL
DLRL
>BAQ70731.1 possible FlgD protein [Rhodovulum sulfidophilum]DSM2351
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSAQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>BAQ70732.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]DSM2351
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGGSGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTARVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWIQPLLWMGAGAALTWIGAGLALLLS
>BAQ70733.1 UDP-3-O-(3-hydroxymyristoyl) glucosamineN-acyltransferase LpxD [Rhodovulum sulfidophilum]DSM2351
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>BAQ70734.1 formamidopyrimidine-DNA glycosylase [Rhodovulum sulfidophilum]DSM2351
MPELPEVETVRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPTPQKHDHVVIELEGGARVTFNDPRRFGAMDLAPTEAVADHRMLAGLGPEPLGNGFDEAYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARIATLVPAIRTVLSEAIEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>BAQ70735.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]DSM2351
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>BAQ70736.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]DSM2351
MANSPQAKKRARQNERRTAINKARRSRIRTFLRKTEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>BAQ70737.1 chromosomal replication initiation protein [Rhodovulum sulfidophilum]DSM2351
MEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAAPKRVAPAAAAAP
EAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVGLGKTHLMHAIAW
DLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQNKQIVIS
ADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRITTNVRVLEGALTR
LFAFASLVGKEITMDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIAMYLAKQLTQRSL
PEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>BAQ70738.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]DSM2351
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>BAQ70739.1 DNA replication and repair protein RecF [Rhodovulum sulfidophilum]DSM2351
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLSG
PRSGHEIETWAMLGGNRRVRLDGKAAAQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALA
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGVRAQYLEVRETDGTSQIERMDSPCPRSA
>BAQ70740.1 hypothetical protein NHU_03608 [Rhodovulum sulfidophilum]DSM2351
MPPQRVTRVTPGEGDLVRARSFYEALGWRPAEISERPVLFPPKGWPPGLSGKPR
>BAQ70741.1 transporter, LysE family [Rhodovulum sulfidophilum]DSM2351
MLYAGTDLILFLTRGPVRLAITGRTLSDGSAAGVAMDDAFWPPLTIFARLRPAASAIFLTMGMLLNRQAGHDTAADRRLT
RPGTPAGFLGCIAAHRPQGVPFPYGPSPGRFDLGSLGNIDIAVIPAISVKVPCLGNLALARVIDRVRKGPTSPRALRQVN
RGAGAMPITVGLIIPLA
>BAQ70742.1 DNA gyrase subunit B [Rhodovulum sulfidophilum]DSM2351
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSISVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>BAQ70743.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]DSM2351
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>BAQ70744.1 Sucrose-6F-phosphate phosphohydrolase [Rhodovulum sulfidophilum]DSM2351
MNVATAPHPPLSARRFVLATDLDGTFLGGTVAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMEAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHMHIARAHG
AAGIMEAIAAFDLHTVPTGA
>BAQ70745.1 glycerol-3-phosphate dehydrogenase (NAD(P)(+)) [Rhodovulum sulfidophilum]DSM2351
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSAAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>BAQ70746.1 inner membrane protein, LrgB family protein [Rhodovulum sulfidophilum]DSM2351
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>BAQ70747.1 LrgA family [Rhodovulum sulfidophilum]DSM2351
MQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGSNWFLAEMLLFFVPAVLAVLNHREFLGLL
GLQILLIIVLGTLAVMAVTALTVELFCRWRIGGDGQPSALD
>BAQ70748.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MEFRTLRVFVEVVRAGGFSAATGRVHATQSTISKAVRQLEDEIGMPLLIRSPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRRRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDASLAQVPGPLTLDDLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLNEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPARTATDRGPD
>BAQ70749.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]DSM2351
MLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGARFQ
PDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRVALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISS
LATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGDGRRDIWSEDPTDALAST
AAYLAHFGWARGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFDNFR
VIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQNAV
GMIPDGYASMAVLRRLR
>BAQ70750.1 ribonuclease R [Rhodovulum sulfidophilum]DSM2351
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLLP
IDKGADREWMVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
VRGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>BAQ70751.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]DSM2351
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFDGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>BAQ70752.1 hypothetical protein NHU_03620 [Rhodovulum sulfidophilum]DSM2351
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGVDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>BAQ70753.1 2,3,4,5-tetrahydropyridine-2,6-carboxylateN-succinyltransferase [Rhodovulum sulfidophilum]DSM2351
MPNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>BAQ70754.1 decarboxylase [Rhodovulum sulfidophilum]DSM2351
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPTS
>BAQ70755.1 hypothetical protein NHU_03623 [Rhodovulum sulfidophilum]DSM2351
MTSIAETAGRLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALLLWAAVAATGRRLPRAPRVWAAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGFLLAEERPGRLQLAGGAAGLAGVAVMIGPDALVGLGT
NALAQLAVLGGALSYACAAVFGRRFRRLGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGAGTCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>BAQ70756.1 radical SAM family protein [Rhodovulum sulfidophilum]DSM2351
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>BAQ70757.1 hypothetical protein NHU_03625 [Rhodovulum sulfidophilum]DSM2351
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPAPATLPLVLSGLAAFGLIRR
RA
>BAQ70758.1 hypothetical protein NHU_03626 [Rhodovulum sulfidophilum]DSM2351
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>BAQ70759.1 L-asparaginase II [Rhodovulum sulfidophilum]DSM2351
MTGAVGMVEVLRGGMVESRHRGHAAICDGSGLIAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARTRAAGRLSEAMRRHPDLVGGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPNHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>BAQ70760.1 4-aminobutyrate aminotransferase [Rhodovulum sulfidophilum]DSM2351
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDADGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLRQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>BAQ70761.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]DSM2351
MTEAETLSLAQEATAHWEGCTAPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGSGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLAPGAGPLDGDAAEQLHRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>BAQ70762.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]DSM2351
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFACRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>BAQ70763.1 pyrazinamidase/nicotinamidase [Rhodovulum sulfidophilum]DSM2351
MRPANEALIVVDIQNDFCTGGALAVSGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>BAQ70764.1 hypothetical protein NHU_03632 [Rhodovulum sulfidophilum]DSM2351
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>BAQ70765.1 hemolysin-type calcium-binding region [Rhodovulum sulfidophilum]DSM2351
MITMVDLLGVMAVGANADPDDSTRFHAAGGTGSAVGPAPDHATDDLMAVMDLHAALVEAGPAIDGMSRADELLFSWLSGG
PDSMDADDLPFAADHDHDKDLPVAETCLADAALGAGDETFSVQDLFEDGASLPTVIDDYDQTADTLFVVYDSTTHPAPVL
SIDATEPGTGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>BAQ70766.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]DSM2351
MPASVPCRGGLSPRALLDDIPACAITLSDKETPMSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHK
KDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQDLIKRLGIRR
>BAQ70767.1 hypothetical protein NHU_03635 [Rhodovulum sulfidophilum]DSM2351
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>BAQ70768.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]DSM2351
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQGFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLEDTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGAFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASADGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>BAQ70769.1 sensor protein [Rhodovulum sulfidophilum]DSM2351
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNAGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLAGLLAQTFAR
>BAQ70770.1 homoserine/homoserine lactone efflux protein [Rhodovulum sulfidophilum]DSM2351
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVTGILTQAALFLTLSAAGITALIAASPTVFAWAKLVGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIARQMTAIVPTALTLTALS
>BAQ70771.1 glycosyl transferase [Rhodovulum sulfidophilum]DSM2351
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSEQRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGAEGCGGKA
>BAQ70772.1 1-cys peroxiredoxin [Rhodovulum sulfidophilum]DSM2351
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>BAQ70773.1 ribosomal large subunit pseudouridine synthase A [Rhodovulum sulfidophilum]DSM2351
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGVGMNFTSRAPF
>BAQ70774.1 putative membrane protein [Rhodovulum sulfidophilum]DSM2351
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>BAQ70775.1 GTP-binding protein Era [Rhodovulum sulfidophilum]DSM2351
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>BAQ70776.1 DNA repair protein RecO [Rhodovulum sulfidophilum]DSM2351
MIEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLG
HVVGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARD
DLAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLAR
PPG
>BAQ70777.1 phenylalanyl-tRNA synthetase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>BAQ70778.1 phosphoribosyl transferase domain protein [Rhodovulum sulfidophilum]DSM2351
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKSIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRAAILVADGLATGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYTDFATVGDDEAVRLLDELLARR
>BAQ70779.1 phenylalanyl-tRNA synthetase subunit beta [Rhodovulum sulfidophilum]DSM2351
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGFGRLKPVEVAPVAGSFPCPVDVTIDPETRERACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLKVHAAAGGEEFLALDGKTYVTEPGMTVISDETGVESLG
GVMGGEATGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDFCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAALFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>BAQ70780.1 anti-sigma-factor antagonist [Rhodovulum sulfidophilum]DSM2351
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>BAQ70781.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]DSM2351
MTLSRAPRGEAPPAAEDTSSRQPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
RDRSGPIELRLVRDGIWLRVDVRDYGHPMPGESLPDANKTGADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>BAQ70782.1 hypothetical protein NHU_03650 [Rhodovulum sulfidophilum]DSM2351
MASLGVTFDISPHPERGAEVFTNYPLHAAVAANETIRRFLDLMPLGGHFSEMCPSQNLTDENSPGESLRSSGRYKQILSH
PPPHNQRAHAFCFAAQARVNVDLAGQGDDLSRAA
>BAQ70783.1 beta lactamase [Rhodovulum sulfidophilum]DSM2351
MRFPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQAELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDNTTPAAMTETLRGLLLGDILSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>BAQ70784.1 HTH-type transcriptional activator [Rhodovulum sulfidophilum]DSM2351
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
FEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRGAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYITQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSTL
>BAQ70785.1 iron siderophore/cobalamin ABC transporter periplasmic iron siderophore/cobalamin-binding protein [Rhodovulum sulfidophilum]DSM2351
MSKKAILALASAALAVSGVAVQAATDYPLTIENCGQSVTFNQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNSVLPE
LAEANDGIEVLTVEFPTLESVLSKQPDFVAAMLTTLLGPDSKVANRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMELLYKEIADLSRIFDVADRGQTLIADFKAREAALRAEFARNDDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMTAIQSGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDIP
>BAQ70786.1 iron ABC transport system permease protein [Rhodovulum sulfidophilum]DSM2351
MPSEASEAGAARLALFLCLSLIALIFAVAAATALGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>BAQ70787.1 iron siderophore/cobalamin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLESGVMRACGTPDVVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>BAQ70788.1 putative transporter, RarD family, DMT superfamily protein [Rhodovulum sulfidophilum]DSM2351
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>BAQ70789.1 putative transposase [Rhodovulum sulfidophilum]DSM2351
MGPDVGIRFALPALRFSRPFDGCHTVPAAVSKICRFRLARNHYCINARAVGKPVGAICVEALGR
>BAQ70790.1 iron siderophore/cobalamin ABC transporter periplasmic iron siderophore/cobalamin-binding protein [Rhodovulum sulfidophilum]DSM2351
MNTKTALLSAAMLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQGTTEILYLLGLGPTVKATSVWFTDVLPQFAE
LNAGIARLADNDPSFESVAAEKPDLVTVQYEWHVGAQGIVATREMFHDIGVPTYVLPSDCTGKDNSRGSDGTRTEMFSTA
SIYRSFEELARIYDVEDRGAELVGELKARETAAIQHAQALDLPEGASAVFWYSSAEMDIDPYVAGQKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDAQAMDATVRAIY
GLEELSAALAGFDLQG
>BAQ70791.1 transport system permease [Rhodovulum sulfidophilum]DSM2351
MLLAALIAGTAIGETRIPPATVFQVLGNKLFGTLYPVARIDEGIVWNYRLARAVVAAACGAGLALSGVVLQALLRNALAD
PYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGVIVLAGIAGAQLFNAMTAF
LIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAVLGLGVCLWHVRSLDAFTFGADSAASLGINVRRVQAVLIGAAA
LVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQVLPIGVITALIGAPAFAAI
LIRGRARK
>BAQ70792.1 iron siderophore/cobalamin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFVARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVVAHLLTD
PADGVRILRFKPI
>BAQ70793.1 pseudoazurin [Rhodovulum sulfidophilum]DSM2351
MMRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGSIDEMLPAGAEPFK
GQINEKIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPARADKRLREIIARQDTGSEQAEAHP
>BAQ70794.1 acyl-CoA hydrolase [Rhodovulum sulfidophilum]DSM2351
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>BAQ70795.1 2-methylcitrate dehydratase [Rhodovulum sulfidophilum]DSM2351
MKDGAPQIELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCH
PYKRGATVFGMPRDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQV
NLVKAICLHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVD
RAMRGEGAPSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGVPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVE
SIVIHTSHHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPE
WTRRYHSRDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLAD
IPEAGLGILNFTVAPEKLGAPRPRGLFDRS
>BAQ70796.1 methylcitrate synthase protein [Rhodovulum sulfidophilum]DSM2351
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELTAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLQGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>BAQ70797.1 methylisocitrate lyase [Rhodovulum sulfidophilum]DSM2351
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>BAQ70798.1 putative siderophore ABC transporter ATP-binding component [Rhodovulum sulfidophilum]DSM2351
MPRPVDRKGLPVQLEVSGVSVRFGRRIVLRDVSLPALRAGEIMAFVGPNGAGKSTLLKAIAGVVASEGEMRLGEDDLRAL
APASRMCRVGYMPQSQDARTGLSVLEAVLAGLDLLMPGLSRAERRARAAAALVRLGLEPLAGTSLCDLSGGQRQLAVLAQ
SLSHDPVALLLDEPTAALDIRHQYEVMEALRGIAAGGRIVALVLHDLALAAQWADRIVFVKGGGVYASGRTRDCLTAENI
RNVFEVEAEVLRDGGHGVHINVLGRPRPA
>BAQ70799.1 putative siderophore ABC transporter permease component [Rhodovulum sulfidophilum]DSM2351
MRLALLTLLLVAGVLADVLTGPSGLSVGDVLAALSGMGDTDAAVEVIVWQVRLPTAILAVLVGASLSLAGAEMQTILRNP
LASPFTLGLSSAASFGAALVIVLRVALPYVPDRFAVPAMAFAFAFGTVLVIQLIGNRRSMPPGVLILFGIVMVFGFNALV
AVIQFVAPADALQQLVFWTMGSLGRADMWSNLLLGGVLLAVMPFSFRAARALTVLELGRERAESLGVSFARLRFGSLLRA
SLLAATAVAFSGTIGFVGLVGPHVARLLVGDHHRFLLPAAILCGATVMSFASIAAKLILPGVLLPIGIVTTLVGLPVFLL
LLLRQWSR
>BAQ70800.1 putative siderophore ABC transporter periplasmic binding component [Rhodovulum sulfidophilum]DSM2351
MPQGLRLLLLMLVMAVPLGARAEPITVTDMTGREVTLQAPAQRIVLAEGRHVLTLALVAPDPVARLVGWGNDLKRYSPET
YDALREAVPAIEEVTDLGEPMAGNFPMETVIAQRPDLVILTLYGPPPAGLEKLDAAGVPYVFVDFFQKPLERTVPSLRIL
GQLLGEQDRTERFIRFYEAHMGRISERLAGLQDYPEVFFHLNPSGGACCYTSGPGNMSDFIAAAGGRNIGADVVPGAIGQ
MNPEAVIAADPDIYLAGGGSTVAPDGLLIGPGVPADTARRTLRHVLQAPALSHLRSVQEGRASGIWLFFFDNPLFVLGVE
EMARAFHPELFADLDPEASLDELNRRFLPFDLTGSFAVTPAVQGQ
>BAQ70801.1 putative TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]DSM2351
MVRPFLERIRGKSGVYVTTIAALSAPVLATAETAREGDAVILDPIMLFSEREDGPVSGYVAQSSSTAGKTGTPISRTAQT
VHVIGRQEMEDRGAETVTDVLSYMPGVFATNGAASQRFDYFSQRGFSVGPTGTLLDGLRSTTQQSHIRYQPFGLERVETL
QGPASVLYGANSPGGVMNAISKRPTSEPRRELGLSFGSFDKAEARLDVSGPLNADNTLRGRLVALRRDSGTQYDEVPDDT
TYFAPSLTWAPSEDTSLTFLGSYSKDKIGPPRTFLPIQGTLLDNPNGDLARNTYLDGVGLENTNEQINLGLEFNHRFTDV
WSLEARARYTRNELMTQTLSGMSLASDMRRLNRTAYEFGIDGDVFASDINLRADWGQGRVTGTSVIGLSYRKTEEDYYLN
YGPAAGIDIYDPVHSAAFSATTPYASTDQTGEEIGLYAQSTITLDDRFVLDFGARQDWSDIDTDNRLSGTSTHQEDDAFT
YRIGVTWLAGNGLAPYASYSTSFQPVAGTDFYGNAYKPTEGKQAEIGIKYAPEGMDALFSAALYHLEQTNVQTTDPDQPL
NRIQTGEVTSRGLELSASANISPAFRLTASYSANDLEVTSSTDPLARGNRPTGSPEHLASLWGRYEVQHGPLEGASLGAG
LRYVGETYADASNTITVPDFTLVDLALSYDFGARNPRLDGVAFQVNVSNLFDKEYYSGCSARSCTEGFERRVSAALTYQW
>BAQ70802.1 regulatory protein Pchr [Rhodovulum sulfidophilum]DSM2351
MPVSPQTFSRLSDVNLAHGTLLPAADAGWETERLHQGLKVILLQSGEIHCKLPAHRQLSFDAPCLCLIWNQAQHEGMQRF
VPGTEIRHTQVTLPPETFSGRDIPDQLRQQPGNGPSVQSLPPSPGILSLATRLRHCDLTGPERRLFLCSKALEFAASALC
ILQERAEIPGPPRRPRDDAAVQRAAELLEQEIAAPPSLAEMALRVGINRRKLSAGFLRMFGQSFGEYIAALRLDRAYQML
EAGNLQVAEVAYNVGYTPAHLSVAFRKRFGISPREMRR
>BAQ70803.1 DNA resolvase [Rhodovulum sulfidophilum]DSM2351
MLRLHPGLAESYRAKVAGLASALSDPELQLQANETFRGLISEVRRVSDAEARDGHHIELARDLSSILSLREGGTQKARGL
QSAVPVLMLAGDQEWLRGLATAVTFRNSAAPSGSFSRKSTQGGKLPLEVFARPRLDFPGAEARLHSGGSPAAGATRPCTP
CGQGPRPLCPGQNPRHSGT
>BAQ70804.1 FAD dependent oxidoreductase [Rhodovulum sulfidophilum]DSM2351
MEPLADLPVSTRDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLKAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLAKGGQIVEHCAVRTLSTAAGKVSGVITERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
EGRITPFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>BAQ70805.1 endoribonuclease L-PSP [Rhodovulum sulfidophilum]DSM2351
MQMTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTREVFANISRALAGAGACLGDTVSARV
FIQEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTAFRGASNGAQKITLEG
>BAQ70806.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]DSM2351
MSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>BAQ70807.1 IS21 family transposase [Rhodovulum sulfidophilum]DSM2351
MTVAPKILLADHLKTLKLPTFLREYEKLARQCAAEGLDHVQFLTRLVELELIDRERRMVERRIKAAKFPATKSLDSFDFK
AIPKLNKMQVLELARCEWIDRRENVIALGPSGTGKTHVALGLGLAACQKGLPVSFTTAAALVNELMEARDERRLLRVQKQ
MATVKLLIIDELGFVPLSKTGAELLFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSY
RLGQSRARKAVAAT
>BAQ70808.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MARASYSVSARAMAPSTPNLAGFCAATWPVFTPPLTRGKYKTREEARRDVFDYIEFFYNPQRKHVRNGMLSPIAFEQLQK
LKLQGV
>BAQ70809.1 glutaredoxin-like protein nrdH [Rhodovulum sulfidophilum]DSM2351
MSITVYSKPACVQCTATTRALTARGIEYDLIDLTEDDAAMDLVTGLGYRQAPVVVAGDEHWAGFRPDMINRLS
>BAQ70810.1 ribonucleotide reductase stimulatory protein [Rhodovulum sulfidophilum]DSM2351
MGGLVFFSSGSGNTARFVERLGLPATRLPLKGNADVPELTEPFVLICPTYADGAGRGAVAKPVIRFLNIAANRGLLRGVI
ASGNRNFGDTFALAGAVIARKCNVRVLYRFELAGTDTDIARVRDGLQTFWGSRCLTPA
>BAQ70811.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]DSM2351
MLDASLTQGLDYHALNAMLNLYDKEGNIQFEADRMAARQYFLQHINQNTVFFHSLEEKLGYLVDEGYYEAQVLDQYSKAF
QREIWDAAFAREFRFPTFLGAFKYYTSYTLKTRDGQRFLERYEDRVVMNALALARGDETLAMQLMEEILSGRFQPATPTF
LNAGKKARGEFVSCFLLRLEDNMESIGRGINSALQLSKRGGGVALMLTNIREYGAPIKGIENQSSGVIPVMKLLEDSFSY
ANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKRNEDMYLFSPHDVEKVYGCAFSE
ISVTEKYAEMVDNPKIRKKKVHARAFFQTLAEIQFESGYPYIMFEDTVNRANPIAGRISMSNLCSEILQVNEASEFSDDL
SYARMGTDISCNLGSMNIARAMDGGDLGASVGTAIRALNAVSEMSAIDSVPSIRKGNDESHAIGLGQMNLHGFLARERIH
YGSPEGVEFTSVYFAAVLFHALTASCALAQEKERRFKGFETSAYADGSFFDKYVSRDWLPESDTVKALFERFGITPPTAD
DWAALRTEVMEHGLYNRNLQAVPPTGSISYINNATSSIHPITAKVEIRKEGKIGRVYYPAPYMSNDNLEFYRDAYEIGPE
AIIDTYAAATEHVDQGLSLTLFFPAEASTRDINRAQIYAWKKGIKTIYYIRLRQAALEGTEVEGCVSCTL
>BAQ70812.1 ribonucleotide-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]DSM2351
MKDMPHSRPVPRAINWNRLQDDKDLEIWNRLTANFWLPEKVPLSNDIQSWSQLTEDEQTLTIRVFTGLTLLDTIQNTVGA
PALMPDAQTPHEEAVLTNIAFMEAVHARSYSSVFSTLCQTSQVDEAFRWSAENDHLQAKSRLILDEYDAASNPLRKKIAS
AFLESFLFYSGFYLPMHWSSRARLTNTADLIRLIIRDEAIHGYYIGYKFQRALERLPEAERTELKDFAFGLIFDLYDIEA
RYTEQLYDPLGLTEDVKAFLHYNANKALQNLGFEALFPDEACRVNPAIMAALSPGSDENHDFFSGSGSSYVIGKTVATED
DDWDF
>BAQ70813.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MLHPTQELEPQANPERFTEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGITIARGVARAIDFAKGIIEDKQSGFPE
LAQDVLRVLSRQLVELHNRLRWYEITMRIQARLSRQAQLLQTIPGVGPVTASAVAATIGSGHQFKSGREFAAWLGLTPRN
HSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVTNHPERADPWLTKLLQRKPARLTTVAMANKTARIMWAVLTRNEPY
RPHTA
>BAQ70814.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70815.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ70816.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MDRTSFYEWKRRFQTHGFEGLKDLPPIHKTHPQTTSPETVERIKALALEHPAYGCNRFEAMLALEGVRVSSITIQKILNE
NRLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQNPCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGS
YAFGFLHVSKQPEAASSFPKIAWKEG
>BAQ70817.1 hypothetical protein NHU_03691 [Rhodovulum sulfidophilum]DSM2351
MAKAAHWLDTDAEVRKRGEQTGLDTLVVHAVNDECQSSASLLVGDTPNGLSIPPGEYGRKVKTQRN
>BAQ70818.1 sulfite oxidase subunit YedZ [Rhodovulum sulfidophilum]DSM2351
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLTATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVAG
>BAQ70819.1 protein YedY [Rhodovulum sulfidophilum]DSM2351
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAATGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWAVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLTIAGVQPSAKYVAFETLYRPEE
MPGQQGRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVADLYAGMDLAARF
>BAQ70820.1 glutamate synthase [Rhodovulum sulfidophilum]DSM2351
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>BAQ70821.1 hypothetical protein NHU_03695 [Rhodovulum sulfidophilum]DSM2351
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELENAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPAALSRKVMEIDPLNIRFCPYDIFVVQYPKTPGKTTIGYSTYPEGPMKEVEELLDSIVREVVGLD
>BAQ70822.1 protein disaggregation chaperone [Rhodovulum sulfidophilum]DSM2351
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSRMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEEARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>BAQ70823.1 orotidine 5'-phosphate decarboxylase [Rhodovulum sulfidophilum]DSM2351
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>BAQ70824.1 Nudix domain protein [Rhodovulum sulfidophilum]DSM2351
MTTSTRDEPFGGAKLALLTGCGLVSILRDDVPHIAWPGHWDFAGGAREGQESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKEQLAEYLAARPGG
>BAQ70825.1 hypothetical protein NHU_03699 [Rhodovulum sulfidophilum]DSM2351
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRWALGVRKGQVRI
WDDDINEG
>BAQ70826.1 spfh domain/band 7 family protein [Rhodovulum sulfidophilum]DSM2351
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>BAQ70827.1 heavy metal translocating P-type ATPase [Rhodovulum sulfidophilum]DSM2351
MDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPHAGQGAGQATGGDCDCHC
GCGGSGAAADAGPAERSATPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVLACLIGLAPVARRAWSL
ARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRSARIEEADGRVREIAAA
DLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEVTRAGEDSTIARIVRLV
EEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALALLLIGCPCALVISVPATIASALSSGAR
RGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPEVTGVVPLEGRAADEVLRLAGAVETGSSHPLARAILNAAEARGLELP
QARGARSLPGRGAEAEVAGASIWVGAPAHAPEGVGAGQEMAAAVAEIEERGGSAVLVVAAGRALGVIGLADAPRADAAEA
VAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGINDAPALKRAGVGIAMGAG
SDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVLADTGATVLVTANALRL
LAFDPRRAARD
>BAQ70828.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALNRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>BAQ70829.1 racemase [Rhodovulum sulfidophilum]DSM2351
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIATLVQQGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRSGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>BAQ70830.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPDGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>BAQ70831.1 hypothetical protein NHU_03705 [Rhodovulum sulfidophilum]DSM2351
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPAYRIGAISFSF
HRAVTVGETLAATATSGGPEGRSLICHLAGEIDGQTVVTGEAVLVQRES
>BAQ70832.1 acyl dehydratase [Rhodovulum sulfidophilum]DSM2351
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGI
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>BAQ70833.1 dihydrodipicolinate synthase [Rhodovulum sulfidophilum]DSM2351
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPDTTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPDLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPEPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>BAQ70834.1 dihydrodipicolinate synthase [Rhodovulum sulfidophilum]DSM2351
MAAHPHGGLHAATICPMRADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADAQAARAAGADGIMVFAPFSWALGADLRAIIAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPDLIVSLDTHVRAGETDAAL
AIHRKLYPLAQAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>BAQ70835.1 hypothetical protein NHU_03709 [Rhodovulum sulfidophilum]DSM2351
MTEPRQTHMVFVDIDPEEEAAFNDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>BAQ70836.1 putative LysR-family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>BAQ70837.1 putative aldolase [Rhodovulum sulfidophilum]DSM2351
MQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLD
CGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLPVADYVPLPADALVGTAGGGKVMAMIESAEALAAVEEIAAVP
GLDALIVGTNDLADGMGLRGRVGHPEIHAAFGRIAAAARARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGG
AALLAALRGPTGS
>BAQ70838.1 TRAP-type C4-dicarboxylate transport system, small permease component [Rhodovulum sulfidophilum]DSM2351
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIIGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>BAQ70839.1 DctMQ fusion protein [Rhodovulum sulfidophilum]DSM2351
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>BAQ70840.1 TRAP-type C4-dicarboxylate transport system, periplasmic component [Rhodovulum sulfidophilum]DSM2351
MSNRALPAIALMAMLTGLPALAADFTFQVAHTNAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEASQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLEALTG
K
>BAQ70841.1 D-hydantoinase [Rhodovulum sulfidophilum]DSM2351
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGDVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>BAQ70842.1 transcriptional regulator, GntR family [Rhodovulum sulfidophilum]DSM2351
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALGRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>BAQ70843.1 putative monoamine oxidase regulatory protein [Rhodovulum sulfidophilum]DSM2351
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGRPAITAEHVSLIRKRG
>BAQ70844.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MDQFFTEEQRMVRDTARKLGDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGGEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>BAQ70845.1 hypothetical protein NHU_03719 [Rhodovulum sulfidophilum]DSM2351
MYPVNIRPRSGCRLTPSRQEIAMPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGE
NAEIFRIFAKVHAFPRSAEAKAEAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>BAQ70846.1 dihydrodipicolinate synthase [Rhodovulum sulfidophilum]DSM2351
MKFRGSYTVCVTAFDGEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQIAEAVIGEAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>BAQ70847.1 TRAP-type C4-dicarboxylate transport system, periplasmic component [Rhodovulum sulfidophilum]DSM2351
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETMD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFVDLEAVGVNISHPDDAAFRAAAAPIQDKYIRSDAQKELFELL
QAVN
>BAQ70848.1 C4-dicarboxylate transport system permease small protein [Rhodovulum sulfidophilum]DSM2351
MLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVPARFSLPWARA
ALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGATYIALELLLSVILRWNDPFPPPSLDHEEEA
I
>BAQ70849.1 DctMQ fusion protein [Rhodovulum sulfidophilum]DSM2351
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMVIAYVHAKRGGAAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGALLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>BAQ70850.1 hypothetical protein NHU_03724 [Rhodovulum sulfidophilum]DSM2351
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLAALGPRVLYEGAQEILFEEVDA
>BAQ70851.1 long-chain-fatty-acid-CoA ligase [Rhodovulum sulfidophilum]DSM2351
MTAPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLASSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEASGSGDLDRARLERLAAFAPGTPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYMRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKSLRAELEPAGDKDGPGSPTSGD
>BAQ70852.1 hypothetical protein NHU_03726 [Rhodovulum sulfidophilum]DSM2351
MCGSDENGKPQPSIFLRAAAMLPELLSQVPADVEIGTVTSDGVCDMHKCHHAIADRGAHAFGPEAVMSSRPPRKKTRLWK
PSTGGAIVRTEAIRVSEDLGRAI
>BAQ70853.1 hypothetical protein NHU_03727 [Rhodovulum sulfidophilum]DSM2351
MSRTTFISRGDLQKRFAASGSAFALLDAACLPGLVDRLEGRGYEPLCLFQGAAAETLADAAPYLVRLEGDSDLLRHFLDD
GDLHWAMWRKRPGILIETGMTAGALRKHLRRFLRVSIDGTAFFFRFWEPSAAASYFQALTSPARRAPWFFPRETGQIEAF
LIPDLRRDGLLVEEIGEVSRADLPSPRPAFTLDATELAAIRGARVEDDLIELERLLIETFPAETGALAPEDLRRGLRRSV
GRAREFGIRQKRNAFRLAAWDLHCAGPFERTDPTGELSRILEQPHPEADKMRRLTDRIGLLEAKR
>BAQ70854.1 Rhs element Vgr protein [Rhodovulum sulfidophilum]DSM2351
MGLMDIDTAASAAAAAAAGKAPDGETGNLVQSCPKTTLEIGVFFDGTLNNRFNVLAANRADGSYRNALSNPALLYDLYKR
GTKYDEPNACGGAARSFWSVYVEGPGSTRGDEDDMAGYAFGQGRKSGVEARVLSGFRQVLRQIGLMGGPPALEKVVIDVF
GFSRGAAAARHFVNSIRAGRAVYDPLGFGDYVETLPRGLAVELRFVGIFDTVAAIGTAADDDNDPLNIYLRRDQVTHRIY
HLTAGDEYRRNFRLNRNLPGGGDSFELPGAHSDVGGGYRDPGDLAPLESTRRQMFYSREEAEAARNAELPDDLAELRQVF
IREGWISPDETEGGVVRDLSPIEESVVVVRYGFETFTRHLFSYDERIVLDRPWVQLGLSRIALHMMHEAAAEHVDGALLD
LPTKNEYYSIPEALRPYEARIRSGSLTGQERAFVLRNFGHVSMRGGDLLNADRLGHAPEDDHVRVEYPNRPGLAV
>BAQ70855.1 hypothetical protein NHU_03729 [Rhodovulum sulfidophilum]DSM2351
MTAPSSGYRLLCAGLLVFFCPAHAVEAAESLTLGFGSDSTSPVVVTHFSIEQPLMPVSPFIAASEAERRLPRMAGANVLS
VPQDRHRDGAWSLSAQWVELPTGKSWRASVEIPIRELTIAFDAYELAVLFGPNGELTIGSDRIGRSPSDRRDVVTVCAER
VPSADKDWKAQAGYFPELPYVMKFSHQDYLAGLEASKCPSPMEE
>BAQ70856.1 GAD-like domain protein [Rhodovulum sulfidophilum]DSM2351
MTGTGFDADMDAVLGPASDDFIPVPDAVIRRWTGRLPNPLIRIWTTRGFASLAGGRLHLADPARLAGLMSHIFENDPDLG
GDTHAIAYGDLGELVLWSERHGYGFLMPTLAALEVPNLTGPEAMPPDQQFIEYVLRMPPEIIEAFDPEQQVVHARLVERL
GPLPAGMIYGTTPVPPSAGGTPVESYVLAEVEDWLEAVYTEMRVSLVDWSHTSPQIRFIGDGLPGQSKGSGSR
>BAQ70857.1 transposase IS3/family protein [Rhodovulum sulfidophilum]DSM2351
MTDKRHKPEEMVPKLGQIEVLVGKGMPRVDAIRELRLTEQAFRRWRKQRALSEPLRVCRRLQLLSRMEHHEQDDEQVFPR
SARACGSVGP
>BAQ70858.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ70859.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLKPIGNIPPAEAEANFYAALETEDMAA
>BAQ70860.1 transposase [Rhodovulum sulfidophilum]DSM2351
MASAVWEPTDLRNRSGFRRRPTGLVKAVSGLTLDEPILTEAARGVKDVSGKVRGPFPP
>BAQ70861.1 hypothetical protein NHU_03735 [Rhodovulum sulfidophilum]DSM2351
MVNRLTPATECDHVVPKAQGGTDDEGNLQAICADCYKAKTEREAAEGQGRRLRPSFGADGWPIWPE
>BAQ70862.1 efflux transporter, RND family, MFP subunit [Rhodovulum sulfidophilum]DSM2351
MIYWIRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQIS
PERFQLAVEAAQADLDSALEAMKLDISTAERNTKLEQKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVR
APVDGYVTNLHLRKGDYAVAGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNA
ASDDLGLPLVEPVFSWVRLAQRIPVRITIDGVPSGVELAAGMTASVSVVTR
>BAQ70863.1 hypothetical protein NHU_03737 [Rhodovulum sulfidophilum]DSM2351
MKPDIDLFGVFVPTLLVLALGSYIALRFLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>BAQ70864.1 Fusaric acid resistance family protein [Rhodovulum sulfidophilum]DSM2351
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRFGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVESWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPDVSGSAALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHKSARDLHTDYGAALRSAVSVFTLIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVVPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>BAQ70865.1 MarR family protein [Rhodovulum sulfidophilum]DSM2351
MFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGLETSGVVRLLDALSKRGLLRRT
EDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDTQDLIATIRILRSLSAVLDASEERQKGR
>BAQ70866.1 hypothetical protein NHU_03740 [Rhodovulum sulfidophilum]DSM2351
MIHIAERALEDESIGTPRLERVWNRLMDLDKLLGGSAEMYRQNVAMLMHLKADLAVQWDPGEAEAPQGAGRGNAAWPARL
AADARGRTASAPTALRPSSSTISPPHHAARVNTCCADTTEGICRPALPRAGTRHDPCTTP
>BAQ70867.1 hypothetical protein NHU_03741 [Rhodovulum sulfidophilum]DSM2351
MGKGSKTRTRAVKLAKKAELAGVPGLAPVERREKDGRIRRSTKPGYERTEADAALRARCRQMGWKARPEDMAKARVQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHAKTAKIEMLVERFEISGDDDLDLRSEEEKARAAVTN
WMRWQGDLGQLDRWQQATIWGAVREQTALIRDRQATDEGRG
>BAQ70868.1 hypothetical protein NHU_03742 [Rhodovulum sulfidophilum]DSM2351
MATAKVRQAAPGADMAAPISTTKSPSERGPMSIHEIKGKGVNRARVVCDGCGREEVVTYNYLHRPGRVWVPDAGQINRKM
TGQGWAEVKGKLLCPACEAKRKATGMTKTTTAPAAKPAEALRQPSREQRREIVDMLREVYDPEAERYRQNDTDATVADVL
GVMPGWVAEIREAFFGPDGGNEGIEAATERLAALERDIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRA
AGVK
>BAQ70869.1 single-strand binding protein [Rhodovulum sulfidophilum]DSM2351
MGRVIRHAPCLEPERAACGQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYVEGKL
ETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDKGGSGAGGHGYGQGPSGGPGGGYGGPDLDDEIPF
>BAQ70870.1 hypothetical protein gp53 [Rhodovulum sulfidophilum]DSM2351
MPDDPAHLARIRSLPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDGSKLALHQAPSRWRRLY
GNDTDWISWAEDRLREREEQTI
>BAQ70871.1 hypothetical protein NHU_03745 [Rhodovulum sulfidophilum]DSM2351
MSEEAETDATYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTGVMRKLIALRKRDKDDIAEEEAILEMY
KDALGMG
>BAQ70872.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MADGSSLLFDFAAERPADPRPMIIDSFAGGGGASTGIEMALGRSPDVAINHSGPALALHHANHPETLHLNSNIWDADPLS
VTGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEARPDVICMENVEEFVTWGPVGEDGRPIREFAGMTY
ELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIAWPAPTHGDPASPAVRKGRLLPWRAAADCIDWSLPC
PSIFDSSAEIMARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGARTEDLARPLRTITGANRGEKALVVPSL
TRFNGGATGADLRDPMPTVTANSWIKRPGGAMPLGIVTPHLLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQ
GGGNRTIADPHHTICASKKDQNSLLAATMVHVGNGERPGQAPRALDIGAPLNTVVAGGVKQYPVAAFLAQQNGGPRMDAH
AGHDPRAPLSTVAASGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRMGHMQADLAAPPFAREHEARAREVAEFLRA
HGAWDGGAFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDAPTFRPFSKDVQISCCGNSVCPPV
AAAIIAANCKHLAEKQRETA
>BAQ70873.1 integrase [Rhodovulum sulfidophilum]DSM2351
MPRLSKGARLYQRKDTGQGVIIEGTKQRRTGTTDRREAEAIFAGNIIDRGRPTGPSEPDQMMVADILDIYGRERAPSTAD
HERIANAIMPLLDFWGELPVSSITGGACGRYGADRRIYRGTPRERHAGLGTVRRELGCLAAALRYYTGEGYLTRAPEVKL
PEKRAPRDRWLTRAEAARLLRAARSHPKSRHLTPFILVALYTGTRKEAILALRFAPHTAGGWIDTERGVLYRKAEDMRET
KKRRPPVRMPQKLLAHARRWKRNRT
>BAQ70874.1 integrase [Rhodovulum sulfidophilum]DSM2351
MEYEGARVGSIKTAWRRAIRDADLPEVTPHTLKHRAVTWAMHKGVPLADAAGFFGTTVATLESVYLHHHPSFQEATAKAL
DGWK
>BAQ70875.1 putative transporter, RhaT family, DMT superfamily protein [Rhodovulum sulfidophilum]DSM2351
MAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRHPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGPRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGYLFFDEIPDATTPIGATVIAASGSILFLREGRAQVSENRLALHATDRAGVAPGPVLPGVEESPE
>BAQ70876.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>BAQ70877.1 hypothetical protein NHU_03752 [Rhodovulum sulfidophilum]DSM2351
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGMRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVSDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRSFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>BAQ70878.1 isopropylmalate isomerase small subunit [Rhodovulum sulfidophilum]DSM2351
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>BAQ70879.1 putative membrane protein [Rhodovulum sulfidophilum]DSM2351
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>BAQ70880.1 isopropylmalate isomerase large subunit [Rhodovulum sulfidophilum]DSM2351
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>BAQ70881.1 MscS Mechanosensitive ion channel [Rhodovulum sulfidophilum]DSM2351
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAEPLPDTVSDDPLPE
>BAQ70882.1 SOUL heme-binding protein [Rhodovulum sulfidophilum]DSM2351
MRLSAFPTGLVLAAALLAGGLARAETYRGYPEVPYSIERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDRGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVSRFSGRATAEKLNAAGRELVAE
ARAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>BAQ70883.1 Iojap-related protein [Rhodovulum sulfidophilum]DSM2351
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>BAQ70884.1 rRNA large subunit methyltransferase [Rhodovulum sulfidophilum]DSM2351
MDARRGNGPRPGLMRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGA
AVCALDERGRTLGSPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATI
LAGLPYHRA
>BAQ70885.1 2,3-bisphosphoglycerate-independentphosphoglycerate mutase [Rhodovulum sulfidophilum]DSM2351
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAEGLPKGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAEEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPEGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>BAQ70886.1 peptidase, M23/M37 family [Rhodovulum sulfidophilum]DSM2351
MRRAGGPGRALLIAGAVLAGLSGPLFGPFSSGPALAASASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTIRA
YEEGLTALREGLRRAALREQTIAAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAE
ALRRQMDEVALIRALQESAADDLAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGG
MAPEGSAPPGFEALRGTLPLPVEGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAE
GYLLVLAGMAQVYGGEGQVLPGGAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>BAQ70887.1 carboxy-processing protease [Rhodovulum sulfidophilum]DSM2351
MPMKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDP
HSSYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGP
VGSEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLEEEWKKSVKELDGIENVNGVVLDL
RNNPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVG
TRSFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGAL
DNDSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>BAQ70888.1 NUDIX family hydrolase NudH subfamily hydrolase [Rhodovulum sulfidophilum]DSM2351
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDPEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>BAQ70889.1 Bifunctional purine biosynthesis protein PurH [Rhodovulum sulfidophilum]DSM2351
MRASAATDILVYHLWPALNTGDGAAGCARVAGGVVAEEPCRVFRCGPWTGGKADGEAAVDREGAEDGGLLVQGK
>BAQ70890.1 mannitol dehydrogenase-like [Rhodovulum sulfidophilum]DSM2351
MTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPDRAVAHPVEI
VREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRALQLRRDRGLR
PFTVLTCDNLPENGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVETLTGCHDAAPVMHEPFR
QWAIEDDFVDAARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVRHLWAREIAP
VLTAPPGVSLSAYAEALADRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMRYVGGIDEAG
QPIDLRDPLADRLRALSDGADTPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRETAQAD
>BAQ70891.1 xylose isomerase [Rhodovulum sulfidophilum]DSM2351
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDLTHRLGGENYVLWGGREGYETLLNTDIGQEMDQIGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPRSVALAY
REILKAGGFTTGGTNFDARLRRQSIEPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYQGWQAPEAQAMLNGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>BAQ70892.1 hypothetical protein NHU_03767 [Rhodovulum sulfidophilum]DSM2351
MAGCRAAGPRACLNFNAVAPLVVFDGGHAVLQARDAGTYPFGLSSLLDPVRVMAAIPGQPVDFGAVGCAGFDVGAASMRK
LP
>BAQ70893.1 D-xylose-binding periplasmic protein XylF [Rhodovulum sulfidophilum]DSM2351
MQGRTLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNAD
FLRAGQQELLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIAGAAQWSSPAGTTLWARFLEPIPVTQDNLTTVT
DAGWIGVEALCQGVTDGPAPCN
>BAQ70894.1 inner-membrane translocator [Rhodovulum sulfidophilum]DSM2351
MDNAQTRGDARARKSILNSLDLDTRLLGMIGAFVVLCLAFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGENLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGTILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDIFYRKRTGER
>BAQ70895.1 ABC transporter [Rhodovulum sulfidophilum]DSM2351
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>BAQ70896.1 major facilitator superfamily MFS_1 [Rhodovulum sulfidophilum]DSM2351
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICVPALAALVL
LARRPQH
>BAQ70897.1 metal ion transporter [Rhodovulum sulfidophilum]DSM2351
MAKFRSSSVFTLPQDDTMSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVV
LLANLIAMLFQGLSARLGIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITA
IVTYAILLVQGRGFRPIELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLH
SGLTQSRAEIHSEAERAKVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLL
SLIASGISSSVVGTMAGQMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGR
RDIMGAYATGPLLRALAIAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>BAQ70898.1 manganese transport regulator MntR [Rhodovulum sulfidophilum]DSM2351
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>BAQ70899.1 cobinamide kinase/cobinamide phosphate guanylyltransferase [Rhodovulum sulfidophilum]DSM2351
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHRAARGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>BAQ70900.1 arylsulfate sulfotransferase [Rhodovulum sulfidophilum]DSM2351
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>BAQ70901.1 Glyoxalase/bleomycin resistance protein [Rhodovulum sulfidophilum]DSM2351
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>BAQ70902.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]DSM2351
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>BAQ70903.1 2-keto-gluconate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGAQALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARILHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARSI
>BAQ70904.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]DSM2351
MPTVRPTAHRFLTSILFAAATSFAAAPFALADQVSAPAIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVEDGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVTGAYRMVL
GDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRNIKGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEME
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>BAQ70905.1 hypothetical protein NHU_03780 [Rhodovulum sulfidophilum]DSM2351
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGADTL
LGFNEPDLARQAGVSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVSEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGDDQLGGGAGAELMLGGAGDDLLTGGGADTLCGGTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLAGLGGDDTLQGGEGN
DWLLGGEGADRLWGGAGGDLMEGGTGDDLYAVDTSSDLILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGL
ANVLSGNPGQNLLYGLDGDDTLLGGAGDDGLIGGADEDRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHALWAGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLGTVGALIDDLQIL
>BAQ70906.1 hypothetical protein NHU_03781 [Rhodovulum sulfidophilum]DSM2351
MTENTDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLVVRDGMRKIALGLGAEDVHVRVGFASLALTVTHGGNSITRMTG
TGAHGVNMRLNHAIRDLCVAVERDGATAEEVRDALARLRAHTPHHPRLLIALAAGIACAAFGRLLGVDWAAFGPVLAAGT
AGQWVRVSLVRHGANPFVLTAIVACLAATLAGLMAIPAGSHMVETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPEAPDAVFEPQRSVLHQAVFGAVAAAGFGVLFNFDWLRLAWAAAAGALALAVRTLGLDLG
WSLEAASFAAAASVALGVEVLSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLNLTAQDPATAAQTLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>BAQ70907.1 N-formylglutamate amidohydrolase family protein [Rhodovulum sulfidophilum]DSM2351
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>BAQ70908.1 50S ribosomal protein L36 [Rhodovulum sulfidophilum]DSM2351
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>BAQ70909.1 poly-beta-hydroxybutyrate polymerase [Rhodovulum sulfidophilum]DSM2351
MTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGWSARN
PPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEILQE
TLRTGGANLMQGLQHLAEDMGAQTVGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPAWIM
KYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGTILSIA
AATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMEGAFRALRDEDLVWTRAVRRYLM
GKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMT
>BAQ70910.1 hypothetical protein NHU_03786 [Rhodovulum sulfidophilum]DSM2351
MKTLGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GSYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAALLPFALY
EAGLGSLARLSTPDGLAALVALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAAAV
VGLNAFSSNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILDAYARGLQRLFSKDTGMIALFLGTAGFLAAKAMRGRIVP
FDKAVLAALGFVLLHFLAFPSGFARHYFVAACLCLILWARLIDGWSDRRQRRSPGEAEQQAAS
>BAQ70911.1 phenylacetate-CoA ligase [Rhodovulum sulfidophilum]DSM2351
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARSVGAAVLPAGTGQTE
LQVRAACDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTTK
IKGMFVRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>BAQ70912.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>BAQ70913.1 branched-chain amino acid ABC transporter periplasmic branched-chain amino acid binding protein [Rhodovulum sulfidophilum]DSM2351
MTNRMAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIAVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGIAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>BAQ70914.1 high-affinity branched-chain amino acid transport system permease livM [Rhodovulum sulfidophilum]DSM2351
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVVLAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>BAQ70915.1 hypothetical protein NHU_03791 [Rhodovulum sulfidophilum]DSM2351
MSHRPGIGGLCIDCRTEDPGPALAFRSAVPGREGALVEDARSARPSGPPAAPQVILQAVGHDPSVHLDIEAECAWPTSLG
AVEVTRVRDRGVRQAPSGPRFCPVPPQGDFPKDAMEVD
>BAQ70916.1 hypothetical protein NHU_03792 [Rhodovulum sulfidophilum]DSM2351
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVTYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>BAQ70917.1 branched-chain amino acid ABC transporter permease LivH [Rhodovulum sulfidophilum]DSM2351
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSDWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>BAQ70918.1 ABC transporter-like protein [Rhodovulum sulfidophilum]DSM2351
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSQG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDGFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>BAQ70919.1 sialic acid-specific 9-O-acetylesterase [Rhodovulum sulfidophilum]DSM2351
MTENRPTIPMPSLDWQIPFGRAQKDVLWANFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPMPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>BAQ70920.1 AMP-dependent synthetase and ligase [Rhodovulum sulfidophilum]DSM2351
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPSVEHVLYNDKRGLRKYDHTRLNWL
HDIGEEGRAAHRRLEPELDARIVGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGVGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>BAQ70921.1 hypothetical protein NHU_03797 [Rhodovulum sulfidophilum]DSM2351
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAIKTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>BAQ70922.1 short-chain dehydrogenase/reductase SDR [Rhodovulum sulfidophilum]DSM2351
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>BAQ70923.1 lipoprotein [Rhodovulum sulfidophilum]DSM2351
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>BAQ70924.1 sodium:galactoside symporter family protein [Rhodovulum sulfidophilum]DSM2351
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVSEAPFAAFALGFGGLAVVAAVAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>BAQ70925.1 hypothetical protein NHU_03801 [Rhodovulum sulfidophilum]DSM2351
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPEKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>BAQ70926.1 cyclopropane/cyclopropene fatty acid synthesis protein, flavin amine oxidase [Rhodovulum sulfidophilum]DSM2351
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNARRPVRDELIYDTATFRHPVYDQGALEAQQTVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>BAQ70927.1 RNA polymerase sigma factor RpoE [Rhodovulum sulfidophilum]DSM2351
MHGSHASQKPDEAGALPPYLGFDEGPASTAEARVVTERQTADTHWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSG
ADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQ
LGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>BAQ70928.1 transcriptional activator chrR [Rhodovulum sulfidophilum]DSM2351
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GEMHVTAPEPVSVADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>BAQ70929.1 transmembrane protein [Rhodovulum sulfidophilum]DSM2351
MIEIFGKAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLSGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPKDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>BAQ70930.1 DNA mismatch repair protein MutL [Rhodovulum sulfidophilum]DSM2351
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASVVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFA
ENALRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVN
VHPAKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATP
FEASSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMV
ERGVAAQALLIPEIVELSEGDIARLMEHEADLTRMGLAVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQT
LQARLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>BAQ70931.1 peptidase, M16 family [Rhodovulum sulfidophilum]DSM2351
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>BAQ70932.1 peptidase, M16 family [Rhodovulum sulfidophilum]DSM2351
MMPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAV
GPGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALF
SEQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRL
RPQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYS
GLSLDKSTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSV
EDVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGIAPSDAPATIPTGSQEVTQ
>BAQ70933.1 hypothetical protein NHU_03809 [Rhodovulum sulfidophilum]DSM2351
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>BAQ70934.1 lipoprotein signal peptidase [Rhodovulum sulfidophilum]DSM2351
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFQMAWNRGVNFGLFAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>BAQ70935.1 bifunctional purine biosynthesis protein PurH [Rhodovulum sulfidophilum]DSM2351
MTELVPVRRALLSVSDKTGLIDLGRSLAARGIELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGAEYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTDAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>BAQ70936.1 Heparinase II/III-like protein [Rhodovulum sulfidophilum]DSM2351
MAGQTEIEFPPLRRGAWRNRLHARLSALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHALFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGAVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERALERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>BAQ70937.1 ribosomal RNA small subunit methyltransferase B [Rhodovulum sulfidophilum]DSM2351
MEQAGAGMDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFL
RRPPPPPIRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGR
LDSAWGRAAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPAR
LLAARPGERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALGWGDDRRFDAILLDAPC
SATGTIRRHPDLPLAKDGASVKPLFPLQSSLIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIAFEAPW
IEPGWRAAHGALRLRPDFWTESGGMDGFFIAGLQMPA
>BAQ70938.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>BAQ70939.1 hypothetical protein NHU_03815 [Rhodovulum sulfidophilum]DSM2351
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRI
>BAQ70940.1 hypothetical protein NHU_03816 [Rhodovulum sulfidophilum]DSM2351
MKRADFASDGDAVRAVFEAALRRGKGDTAMFGLRLRRGSFDHFMQQLKRLVLGNMSDVERIEDAFGPTCLSIFQAPIGWI
RRFRASGPSRPACGIATRTARRWSASPLDWPRDTTPPSSGTTWQLRGGDLKAEAARLREARCAGLQAPHRFRDAPRPGRY
AA
>BAQ70941.1 isochorismatase family protein [Rhodovulum sulfidophilum]DSM2351
MKALVIIDMQMEMQHRIGAGRDCVNADAPERIAALAAAFRGKGLPVVHIRHVDADPRSPLAVDAEGCRPMPCAEAQGGEP
VFVKRTSSAFASTDLAAWLHENRISELVVTGAVAGFCVNSTVRNGADLGFDMTVVRDAVIGFDLPGPGLSARGIFDVTMA
HLEADFARLIDTSGIIAMLG
>BAQ70942.1 dihydrodipicolinate reductase [Rhodovulum sulfidophilum]DSM2351
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHC
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>BAQ70943.1 ribosome-binding factor A [Rhodovulum sulfidophilum]DSM2351
MSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPKLTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRNRGE
LRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADATVRRDLAAPDGDED
>BAQ70944.1 hypothetical protein NHU_03820 [Rhodovulum sulfidophilum]DSM2351
MAMRIRAALLLLAVLLPLPAAAEPSCHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALEARGETLAFA
MNAGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAAVIETRAYLADPPECRYATQSGPMLVIDGA
LHPRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPI
VGAVVPAGD
>BAQ70945.1 tRNA pseudouridine synthase B [Rhodovulum sulfidophilum]DSM2351
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFIGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTHLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>BAQ70946.1 ABC-1 domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPDTGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGIYLLASRLRARIDLREILAPYV
>BAQ70947.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MAHFETLRGMTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTS
FSVKRVLRAGIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTV
TRARDEDVAYAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMML
APMVLGLGVLASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPEATVHVTTDITQFLLATALAAMGLETDMRKL
AAEGLRPALLGAGAWVFISLFSLALILFLA
>BAQ70948.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTLEQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFRREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIQSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDIEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVEFDLPPRRFHMLRHKERHLSLAEQRFLELA
>BAQ70949.1 ATPase [Rhodovulum sulfidophilum]DSM2351
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>BAQ70950.1 hypothetical protein NHU_03826 [Rhodovulum sulfidophilum]DSM2351
MTAEGHSHRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHIAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGDTGRGGGEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEWRQ
RVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFEFA
WSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTKVHGRHVMGGGIWEGRITDVLFSREGGTSF
IEVMEEALALSPSAVVILTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGQVLSLAR
>BAQ70951.1 hypothetical protein NHU_03827 [Rhodovulum sulfidophilum]DSM2351
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTPEGQPRRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>BAQ70952.1 hypothetical protein NHU_03828 [Rhodovulum sulfidophilum]DSM2351
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVVIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>BAQ70953.1 D-3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAVSMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>BAQ70954.1 phosphoserine aminotransferase [Rhodovulum sulfidophilum]DSM2351
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKSKLKAAIQTTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVANGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>BAQ70955.1 GreA/GreB family elongation factor [Rhodovulum sulfidophilum]DSM2351
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>BAQ70956.1 hypothetical protein NHU_03832 [Rhodovulum sulfidophilum]DSM2351
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>BAQ70957.1 hypothetical protein NHU_03833 [Rhodovulum sulfidophilum]DSM2351
MPQPSACGIDMPGRARNAPYREAVMSHTIPAGLDLAGLDDVTASRHGAGQVAAPDPALGHDMGAMVLGSAFEPGQDGAAG
KDARRTDP
>BAQ70958.1 MJ0042 family finger-like protein [Rhodovulum sulfidophilum]DSM2351
MTVPFLRPILASTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LERSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEMAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYSKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>BAQ70959.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFILFYVGLSAAAVWIAPGFGRVALSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAAEMDRRHPGTITLFLDANFPFLDGFPLLPHLSHDDGEKADLAFYYADPSGYRPGAVRSPIGYFA
FDQGPTDCPSAWPTLRWDFAALQPLWRDYRLEPDRNRAVLDVLSKDTRVGRIFIEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>BAQ70960.1 ABC transporter, permease/ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MPPAPQPQDDRARSKRIGALAALWPFLAPYRQMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>BAQ70961.1 hypothetical protein NHU_03837 [Rhodovulum sulfidophilum]DSM2351
MPPVARCPPCGNSAPKPGRSDGLAAAPLLSSRPVRPFSTIFPPVLRRLAGGQGLDRQAKSGSGGGLDPGGELKPGKPRI
>BAQ70962.1 AMP-binding domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLGIG
PDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQTV
LEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVSGM
IYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPTAI
AALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVRIL
KCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDSDGYLFITGRAKDVIIRGGHNI
DPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDDLPKTAVGK
VFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>BAQ70963.1 glycerophosphoryl diester phosphodiesterase protein [Rhodovulum sulfidophilum]DSM2351
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGDYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGIDVLE
RYEAAEVPVPATLPLMLAGLGGFAALRRRRAAA
>BAQ70964.1 oxidoreductase, FAD/FMN-binding superfamily [Rhodovulum sulfidophilum]DSM2351
MTEPKLFTPFATGDIALANRVVMAPLTRNRAEHDTLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>BAQ70965.1 4'-phosphopantetheinyl transferase [Rhodovulum sulfidophilum]DSM2351
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRNAAPPPR
>BAQ70966.1 signal peptidase I [Rhodovulum sulfidophilum]DSM2351
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAVE
>BAQ70967.1 ribonuclease III [Rhodovulum sulfidophilum]DSM2351
MTVKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNA
LVRREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIERVKPDARDA
KTALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>BAQ70968.1 bacterioferritin [Rhodovulum sulfidophilum]DSM2351
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>BAQ70969.1 GTP-binding protein Era [Rhodovulum sulfidophilum]DSM2351
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>BAQ70970.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]DSM2351
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPVAGAGCRVSLFIAADAAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>BAQ70971.1 hypothetical protein NHU_03847 [Rhodovulum sulfidophilum]DSM2351
MVFKRRDKRSFGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGVHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFLALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>BAQ70972.1 (p)ppGpp synthetase I SpoT/RelA [Rhodovulum sulfidophilum]DSM2351
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKQDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>BAQ70973.1 RNA polymerase subunit omega [Rhodovulum sulfidophilum]DSM2351
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>BAQ70974.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine pyrophosphokinase [Rhodovulum sulfidophilum]DSM2351
MPQPEKSTPPRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKLYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRVRWAPRTLDLDLLDLDGAVLPDAATQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>BAQ70975.1 hypothetical protein NHU_03851 [Rhodovulum sulfidophilum]DSM2351
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>BAQ70976.1 hypothetical protein NHU_03852 [Rhodovulum sulfidophilum]DSM2351
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYGRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>BAQ70977.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]DSM2351
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEARRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>BAQ70978.1 amino-acid exporter protein [Rhodovulum sulfidophilum]DSM2351
MISAQFLLTALVVVLAPGPGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGHDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGMFMALTLAVF
LGYGLFAAAARDRLLASARAMAWLNRGFAAVFAGLGLKLAFEKA
>BAQ70979.1 hypothetical protein NHU_03855 [Rhodovulum sulfidophilum]DSM2351
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>BAQ70980.1 hypothetical protein NHU_03856 [Rhodovulum sulfidophilum]DSM2351
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>BAQ70981.1 ribonuclease H [Rhodovulum sulfidophilum]DSM2351
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>BAQ70982.1 hypothetical protein NHU_03858 [Rhodovulum sulfidophilum]DSM2351
MSEPADTSGAGEDAPKEAVGKSQVATDVLDPTRIVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHI
GGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPAQKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPD
PDRGRPRPPAPVAPETWEDAVELTFTPTLLFRYSALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTI
RHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPGAL
>BAQ70983.1 NADPH-dependent FMN reductase [Rhodovulum sulfidophilum]DSM2351
MQDWAVHLPAEPERRKKMSDHKLLGIAGSLRKGSYNRMLLREAARVFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLA
DQIAAADAVVIAGPEYNKSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEV
LVGLAPDQFDAAGRLTNAINLEALEALMRALKAEISR
>BAQ70984.1 thiamine pyrophosphate protein [Rhodovulum sulfidophilum]DSM2351
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTTPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPDLPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>BAQ70985.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]DSM2351
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>BAQ70986.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]DSM2351
MLRILPLALSLALSACDSPGMDYAGIPPVMVEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCAGS
>BAQ70987.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MARKKLVGQRIMLENQIRGLAVVFGTRLPRGLSPAFVEHVFAMSEGVVGLSAAMRGLISARGAVLSAIAALDTDIKHLVR
QSKACRRLMTVPGVGPLTALAFTAAVDDPGRFRRSRDLGAYLGLVPRRYQSGEIDYTGHISKTGDRRVRTLLYEAANVML
TRYKGALKLKEWALAIARRSNMRKARIALARRLAVIMHAMLKSDTDFHPA
>BAQ70988.1 transposase of ISMdi14, IS110 family [Rhodovulum sulfidophilum]DSM2351
MLDREGEIIAEAIAASTPEAIGETVGQAPACKVVVFETGRMAPMLYHGLAERGVPVVCIESRQAYQALKTLATHKTDRN
>BAQ70989.1 chromosome segregation protein SMC [Rhodovulum sulfidophilum]DSM2351
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEASELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSNARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEQPL
PEGSAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAENQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELERAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAREADHAAREAERRAGEA
REARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEEDARA
VQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>BAQ70990.1 hypothetical protein NHU_03866 [Rhodovulum sulfidophilum]DSM2351
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>BAQ70991.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]DSM2351
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARLLISRSRLDNGQRNAGRYSAVFDGIERRYGVSRGVLLAFWALETDFGVVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPTDILENGVDGDGDGHVRLKASAPDALMSVGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGIDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>BAQ70992.1 glutathione S-transferase [Rhodovulum sulfidophilum]DSM2351
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALILRAIKGLAP
HIGVSVVHPDMLEEGWSFATDFPGATGDSLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEKVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>BAQ70993.1 class I and II aminotransferase [Rhodovulum sulfidophilum]DSM2351
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSKALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCVEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPRLRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>BAQ70994.1 peptide deformylase [Rhodovulum sulfidophilum]DSM2351
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGTLQRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRERSRS
>BAQ70995.1 peptide deformylase [Rhodovulum sulfidophilum]DSM2351
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>BAQ70996.1 peptide deformylase [Rhodovulum sulfidophilum]DSM2351
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>BAQ70997.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]DSM2351
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSTMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEALMVEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPMPERLD
>BAQ70998.1 transcriptional regulator, DeoR family [Rhodovulum sulfidophilum]DSM2351
MELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRDRQQERAEIARQAATLVPP
GATIMLDAGSTTQELARRLSLGAKPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVIGPDTVDFLRRFHVGRAFI
GASAISCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDASLPRELGGAISKGGAQVL
>BAQ70999.1 phosphonate-binding periplasmic protein [Rhodovulum sulfidophilum]DSM2351
MMHMEESMFDTTFRGLAAASAIAMIAGAAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYAD
IWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKD
SGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERG
LYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGV
QYTPEGLAAE
>BAQ71000.1 phosphonate ABC transporter, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDEAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>BAQ71001.1 phosphonate ABC transporter permease [Rhodovulum sulfidophilum]DSM2351
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVTAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLLVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>BAQ71002.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]DSM2351
MTEQDLTTGPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>BAQ71003.1 haloacid dehalogenase domain protein hydrolase [Rhodovulum sulfidophilum]DSM2351
MRQGAEVLLPDAADTGGRDAAWAFAAYQAIRPRLPAAQAGGAAREVASLSEAAEDVDLVLLDAYGVLNVGEAPIPGAAAR
IAALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSATEVTSSREALLETLAGDTRHWGIMLDDEHGNEDLGDLRVSFL
GDDPGTYARVDGFLLIGTSGWNEARQSLLAQALAARPQPVFCGNPDLVAPREAGLSLEPGYWAHRLADATGQAPAFCGKP
FPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>BAQ71004.1 hypothetical protein NHU_03880 [Rhodovulum sulfidophilum]DSM2351
MGIVFLLIIGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>BAQ71005.1 oxidoreductase, FAD-binding [Rhodovulum sulfidophilum]DSM2351
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLDRQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIDRARAVCPALADAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>BAQ71006.1 FAD dependent oxidoreductase domain protein [Rhodovulum sulfidophilum]DSM2351
MPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSFEAFPMSA
EAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELWSPELMAE
VARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>BAQ71007.1 integral membrane protein DUF6 [Rhodovulum sulfidophilum]DSM2351
MTQQNTRLGILLMMATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRAGRAAGSGPS
>BAQ71008.1 lytic transglycosylase, catalytic [Rhodovulum sulfidophilum]DSM2351
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIATGDDPSAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPTSLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>BAQ71009.1 dihydrodipicolinate synthase [Rhodovulum sulfidophilum]DSM2351
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQTGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYAKALDLQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTRDRIDAALRHAGLLN
>BAQ71010.1 hypothetical protein NHU_03886 [Rhodovulum sulfidophilum]DSM2351
MGPDALRPGELAAGDLGPADGPALRLIGRARTPWGPDDCPKNIGRARERGAPGILEIDPVFAPALRGLSVGQPVIVLYWM
DRARRDLLVQAPRHVDGPRGSFALRSPNRPNIISQSTVRITALDAETGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGEP
G
>BAQ71011.1 hypothetical protein NHU_03887 [Rhodovulum sulfidophilum]DSM2351
MQARSAASFAVPSLAFAALTALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPAS
GHHHLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>BAQ71012.1 SsrA-binding protein [Rhodovulum sulfidophilum]DSM2351
MAYIASTMAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFE
QARTWGHDERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARL
LKDHG
>BAQ71013.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]DSM2351
MSAQPEGEVMSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFSTDTPRDPVAEYQAAHIPGARLFDIDEISDHRSDLP
HMAPPPEKFISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRTEERPLEDMPPVVRDRHMT
VQRQAGLIKDVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADATMKSPEALKAVFEA
AGVDLRKPVITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>BAQ71014.1 Aromatic amino acid aminotransferase [Rhodovulum sulfidophilum]DSM2351
MLTRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARAFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEALGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPNAAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAELRAGWAAELETMRSRIETLRR
TLADRLREISGSDRFAFLARQKGLFSLIGATPDQVTAMRETHGVYLVGDGRINLAGLSETNIPKVAEAMLAAGL
>BAQ71015.1 ammonium transporter [Rhodovulum sulfidophilum]DSM2351
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGTSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYIFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGSGLLFNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTALPFINTFVATAAAILSWAAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCAVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>BAQ71016.1 nitrogen regulatory protein P-II [Rhodovulum sulfidophilum]DSM2351
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>BAQ71017.1 penicillin-binding protein, 1A family [Rhodovulum sulfidophilum]DSM2351
MGSTGRRPPPLVADRRYPKKTKRKPQPRSRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYNHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKSDLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRDGNVAENILRSVLGAFTGRN
>BAQ71018.1 toluene tolerance family protein [Rhodovulum sulfidophilum]DSM2351
MQTQTPSKAAASAPTRRSLLLTGLAAGAALTMTGLTTGRALALTTDEASRLIDRVTGDINSVINSGKSEAQMIPEFERIF
SRYADVPVIARSVLGVAARQASQAQLNAFTDAFQGYIARKYGRRFREFIGGEIKVDRARQVKTFYEVKSTALLRGQSPVE
VVFLVSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>BAQ71019.1 putative lipoprotein [Rhodovulum sulfidophilum]DSM2351
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKSLDRGVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTVGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>BAQ71020.1 endoribonuclease L-PSP [Rhodovulum sulfidophilum]DSM2351
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>BAQ71021.1 glycerophosphoryl diester phosphodiesterase [Rhodovulum sulfidophilum]DSM2351
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTDETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLEEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPAEERIARSV
AANVTFEGYVPAHPAPPAA
>BAQ71022.1 hypothetical protein NHU_03898 [Rhodovulum sulfidophilum]DSM2351
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGPGTGWQPHHLVARDANGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRGYPDFETFLATLSSRKRKNIRKERATAQAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAHGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>BAQ71023.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]DSM2351
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>BAQ71024.1 peroxiredoxin TPx2 [Rhodovulum sulfidophilum]DSM2351
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPVGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>BAQ71025.1 FAD-dependent pyridine nucleotide-disulfideoxidoreductase [Rhodovulum sulfidophilum]DSM2351
MKAGSCQSGTPMSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAE
AGIDLRLGETVTGIDRDRRRVLLGGREIGYDMLALATGAAPRRLPAEAGGALEGVHVVRRLADVDAMAPEFRPGARALIV
GGGYIGLEAAAVAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVEIREATGLVRLLGETRVSGAELADGSVIA
ADFVIAGIGVTPATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAE
TPYVPKPWFWSDQYDVKLQIAGLNSGYDRVVIRPGDRDGGVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPES
VAAGDLKALMAA
>BAQ71026.1 N-6 Adenine-specific DNA methylase [Rhodovulum sulfidophilum]DSM2351
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLLNSGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNAARPGPAPGAPATLVFLDPPYGKGLGEKALAASLAHGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>BAQ71027.1 hypothetical protein NHU_03903 [Rhodovulum sulfidophilum]DSM2351
MTEPLPRDADAALVDAARSYFAARRARVPAFARRRLGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSR
APRLAAWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVVADPVQVILGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>BAQ71028.1 hypothetical protein NHU_03904 [Rhodovulum sulfidophilum]DSM2351
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLIINGAWETRLAEAPLEALRLADPEAQLGETVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>BAQ71029.1 methionine aminopeptidase, type I [Rhodovulum sulfidophilum]DSM2351
MDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTAEIDRVITDLVEAKGSVSATIGYKGYKHASC
ISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTFGDIGA
AIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNLGRPET
KILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>BAQ71030.1 molybdopterin binding domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>BAQ71031.1 GCN5-related N-acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MKIDRLFEGQEATWPPAARHLTGPWCLRDGQAGGKRVSAATLEGGFEPEAIAAAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLSVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>BAQ71032.1 alkylhydroperoxidase AhpD family core domain protein [Rhodovulum sulfidophilum]DSM2351
MTHDKTRPTALDLPMVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVV
SSINRCWYCQAAHGATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFNDRDIWD
IAAVAGFFNMTNRVASASGMEPNPDYHGSHR
>BAQ71033.1 OmpA/MotB domain protein [Rhodovulum sulfidophilum]DSM2351
MRTRRPLLALTLLWSGLLVWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKAELIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDATDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEPALADRLARDGHAVLAGIDFATAAATLGTGPFSALEAL
ADYLRAHPDSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>BAQ71034.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFREALETGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>BAQ71035.1 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]DSM2351
MTDYPHLLAPLDLGCATLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGIE
VMGSEGYFLNQFLVRHTNRREDDWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAEAPHRIAVVGAGPAGLSAALIAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLKLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPGTHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVTADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>BAQ71036.1 acetyltransferase [Rhodovulum sulfidophilum]DSM2351
MPVPPELGADRGRSILGGDWPWSRTCMGRDLCRVRDRSPHPDRMRAGIGPLGEIFRDLCRAGPQRSGFLPLEWPKPA
>BAQ71037.1 hypothetical protein NHU_03913 [Rhodovulum sulfidophilum]DSM2351
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAAERLDIPDLVALPGRVCRLRHRRDRAIHGTDARRAAFHAAAETARL
PLGSDWGFRPAPFADRVKPCAATDIGTAFRLGPQVTLLHDAARAGIAFRQVANSHGGEGAPFGLALEVSGFDGGFLSVVF
ELPSRAVEGLGRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>BAQ71038.1 hypothetical protein NHU_03914 [Rhodovulum sulfidophilum]DSM2351
MRVVTHRAALSAETLDRPEAVLQWLVSPSARLYCGPEQAAEDMMPEQTPVIFRKILPPRRAVARALPCWLFAAVLLALPG
CVTEGGGVHRTIVADGRVAIVAPYGFCVDEGASRDDGDGAFVLLASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPE
DRALVLQRYFSSDLGRAALARSGDPADVEVLETDTRGALFLVHSLDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFAS
RPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>BAQ71039.1 Caax amino terminal protease family protein [Rhodovulum sulfidophilum]DSM2351
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPDAAIGQFVRVLRAVALLYLVLWVVLPAGPEKVAHRPVGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALLFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>BAQ71040.1 Abortive infection protein [Rhodovulum sulfidophilum]DSM2351
MRSPLFEAYIEPARLYPETWRLVVGLLVVLLVYVGVFSTMLVAAYPTLGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLIPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>BAQ71041.1 acetyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]DSM2351
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLRDELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>BAQ71042.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]DSM2351
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVVHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGVPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAAQLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVMNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGQAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLLAAETCSAARGAGLAAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>BAQ71043.1 ATPase, AFG1 family [Rhodovulum sulfidophilum]DSM2351
MSETLKDLYDARAAGGNLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAVGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>BAQ71044.1 putative alpha/beta hydrolase [Rhodovulum sulfidophilum]DSM2351
MIWAGLLVLMLLAAWPLAEALRRPMAARARSEAPGEIAALPRGRTHLVWEGPADGPVLVLLHGLTIGSHMLDRLAGGLAD
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGDLTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGIGDWLMAVIGAVVLRRMARAADRAYGLPGTLIAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>BAQ71045.1 ornithine cyclodeaminase/mu-crystallin family protein [Rhodovulum sulfidophilum]DSM2351
MPESIGFEEGERVLTWPGLCAAFARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATDPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>BAQ71046.1 haloacid dehalogenase-like protein [Rhodovulum sulfidophilum]DSM2351
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDHWL
EMASPALPESVVVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGVAPER
LIFTDDKAENMAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>BAQ71047.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]DSM2351
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>BAQ71048.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]DSM2351
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>BAQ71049.1 ferritin-like protein [Rhodovulum sulfidophilum]DSM2351
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>BAQ71050.1 transcriptional regulator, TetR family [Rhodovulum sulfidophilum]DSM2351
MTAKTVRIRKERKFDQRLEEAREAFLRDSFKPASVAPHPAPGRGLESHALHRLPRQATAVRRGDAA
>BAQ71051.1 transcriptional regulator, TetR family [Rhodovulum sulfidophilum]DSM2351
MQRECDRLTGAARHEIDLSTPAETVLKTAARHISSARLSGLCKAVFRICGGVSDRFPDLGETCYRSGQMRLRSDPAQRPR
DRA
>BAQ71052.1 protein containing DUF88 [Rhodovulum sulfidophilum]DSM2351
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIVRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>BAQ71053.1 cytochrome c [Rhodovulum sulfidophilum]DSM2351
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>BAQ71054.1 cytoplasmic protein [Rhodovulum sulfidophilum]DSM2351
MPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRSRQGMYSVIG
MDGRILKRGHDLPGVLRVLERKLIRPVD
>BAQ71055.1 NlpC/P60 domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MSGPAGRDRRETPANDRVAAARLRGVIEAPRYTEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSAPDLKAPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVSYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEDTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAVARIEAQGEGRPTAHRRMPVGAD
>BAQ71056.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]DSM2351
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLAELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETVLTGADLEAEALGLLLAGYRFDRYRTQSAAPRASFKAPSGVDAARLEAMAAGEVLTRDLINTPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRALIPAVENSIAGDAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGEARYTHFDIYGWQPSDAPARPKGGVGQGARAILGALPGVLKL
>BAQ71057.1 hypothetical protein NHU_03933 [Rhodovulum sulfidophilum]DSM2351
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMIS
LSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>BAQ71058.1 carbonic anhydrase [Rhodovulum sulfidophilum]DSM2351
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>BAQ71059.1 hypothetical protein NHU_03935 [Rhodovulum sulfidophilum]DSM2351
MTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVSSRRDFVLPRGAETPPEVAEAEAEVERRRTALDAAMAE
ISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIGAETETALTDSIAARDRAAAAERGLEPLREALAEARQA
LAALVPEEEARAMLAITVTAADGPEEGPTAGKVTVGYTVNTARWMPVYDIRLDRAESRVTIERGALVSQETGESWTEVAL
GLSTARPGGQTGPSELRPLLRRISDPGEEAEASVVRGDMMRLAPARGAIAAAAAPVRARATAFDGLAVHYDYPVAVDIAT
GADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEIVLPSSQAMFYLDGRFVGQQPIELIPAGGKALLPFGPI
DGLRLTRTVQDRNEGDRGVLTKSNERSEAVRIAVENLTDETWPLRLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGIL
EWRFELAPGATREVALSHRMVWPEGKVLD
>BAQ71060.1 peptidase family M28 [Rhodovulum sulfidophilum]DSM2351
MGPGRKLEIRAASHCRAVGKERDRLDPAGNENVIGPARQGDEDQAKGKGSHLVAPKAEGPGEDCGTGRGGRKRNAGIGKA
PPARQTGIPAAWCARPETGPVTGDTERCP
>BAQ71061.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVEPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLRKG
>BAQ71062.1 polysaccharide synthesis/modification protein [Rhodovulum sulfidophilum]DSM2351
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALITAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPAGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAGALSDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSAAAL
AALLAAPGDLDFDPALRAAFMTYLDRVYYPKIEETPGGVRIDAAALARILATARS
>BAQ71063.1 hypothetical protein NHU_03939 [Rhodovulum sulfidophilum]DSM2351
MLLGVAVSGLAGAAPAEGIREGVRSEQAIVSASTMRWLVPEPKPKPSRSSKSGRKAAALALDRRQGRGSHICSASGFGQR
PRCVAR
>BAQ71064.1 beta-mannanase [Rhodovulum sulfidophilum]DSM2351
MRPDPVIATPRLAALGLVALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDADAYAR
ARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDPATYKA
AYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAAFGKPV
VVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>BAQ71065.1 glycosyl transferase [Rhodovulum sulfidophilum]DSM2351
MPGAPEARQGGPPPGAGNGGPFLVSLFTRGQRWRYGLAALAWLGAAVFFWSWWLQPAHNIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWCREWPHDTWLADEDPAPETLAWCADHGVQ
VSTRKGRADYHRPDWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
AESWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
AMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVLDFGRSSGARRP
>BAQ71066.1 UDP-glucose 4-epimerase [Rhodovulum sulfidophilum]DSM2351
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEDDTRDRAALVRAIRSHAPVAVIHFAAAA
YVGQSMREPGFYYDNNVGGMTGLLSACAETGLDRVIFSSSCASYGLPEALPITEATPQVPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGHLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPSRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>BAQ71067.1 hypothetical protein NHU_03943 [Rhodovulum sulfidophilum]DSM2351
MACYEVKGRRNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEELL
AQLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSKA
FRSTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPDDFTARLLRFLSSQPE
>BAQ71068.1 major facilitator family transporter [Rhodovulum sulfidophilum]DSM2351
MSKFSERFLFAAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARNGIILG
LALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGAAAAGLMGLYSTAIMAGAFLSGTFSPWIAQVSD
WQPALGIWAVPALLGGLIWWRVTDPRASVPEDRPHFPISRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRSAETAG
LMLGVVTLAEVLAGLVVSYWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAVFAGLGIGALFPLSLIVAMDHGD
NASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>BAQ71069.1 transcription regulator protein [Rhodovulum sulfidophilum]DSM2351
MVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAMISSGSMTNRLNRLEQAGWVKRQ
PNPEDKRGTLVALTPGGLALIETAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQGS
>BAQ71070.1 nickel ABC transporter nickel-binding protein [Rhodovulum sulfidophilum]DSM2351
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRTDGRVVPWLAR
SWTVSEDGREYSFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLEPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPEKAEIDRRIGEVLVSTDETTRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>BAQ71071.1 nickel transporter permease NikB [Rhodovulum sulfidophilum]DSM2351
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>BAQ71072.1 nickel transporter permease NikC [Rhodovulum sulfidophilum]DSM2351
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>BAQ71073.1 nickel transporter ATP-binding protein NikD [Rhodovulum sulfidophilum]DSM2351
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWADDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>BAQ71074.1 nickel transporter ATP-binding protein NikE [Rhodovulum sulfidophilum]DSM2351
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKDREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVNRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPRESPTAPVEADAAPSPIPVP
>BAQ71075.1 ethanolamine ammonia-lyase, small subunit [Rhodovulum sulfidophilum]DSM2351
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHPLVVVVGDGLSAPALAHAASVIAALRPALPELDTTPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTADPAPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPA
GALAP
>BAQ71076.1 ethanolamine ammonia-lyase heavy chain [Rhodovulum sulfidophilum]DSM2351
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVAGLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAREAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>BAQ71077.1 choline/ethanolamine kinase [Rhodovulum sulfidophilum]DSM2351
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVRATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHDMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>BAQ71078.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]DSM2351
MTGALVTDQMMAAACVAAGLSDADARPGPAPLASPSYLALESASVLTAGGVFLKVMHPEMREGFDLDAAMTLARQAGEAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQAPPVLAGAMAALKALHAMPALSNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>BAQ71079.1 allantoate amidohydrolase [Rhodovulum sulfidophilum]DSM2351
MPEMPSLAHIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELIRTGYKGTDAAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLEWSEASLRAALPELAAKAATRAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>BAQ71080.1 peptide ABC transporter ATPase [Rhodovulum sulfidophilum]DSM2351
MALDMTATPDRLLPDILLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALISELPTLWQDGQTGAGRDIDRNRRAIMSIRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSPIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFERCRAENPALRARGGHALAACFLNPEPDIALPENALPETATETPHA
>BAQ71081.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>BAQ71082.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>BAQ71083.1 family 5 extracellular solute-binding protein [Rhodovulum sulfidophilum]DSM2351
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAGGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPEECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>BAQ71084.1 inositol monophosphatase [Rhodovulum sulfidophilum]DSM2351
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHAAMLDRIARLRAGQAA
>BAQ71085.1 deoR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALARAGEMRIITNSIEIAQLAGPTRDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPDL
>BAQ71086.1 DNA-binding protein HU [Rhodovulum sulfidophilum]DSM2351
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>BAQ71087.1 AMP nucleosidase [Rhodovulum sulfidophilum]DSM2351
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVMIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>BAQ71088.1 NAD-dependent epimerase/dehydratase [Rhodovulum sulfidophilum]DSM2351
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKESQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVIAFAAEMLGLPVPPAIPFEKAQLSPM
ARSFYAESKRVRNDRIKTELGVHLHHPDYRAGLAALLETERAAMIR
>BAQ71089.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]DSM2351
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPGYTKVFANALIAEARTDRKIVAVTAAMPGGTGLDLFGERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>BAQ71090.1 polyprenyl synthetase [Rhodovulum sulfidophilum]DSM2351
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>BAQ71091.1 exodeoxyribonuclease VII, small subunit [Rhodovulum sulfidophilum]DSM2351
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>BAQ71092.1 histone deacetylase family protein [Rhodovulum sulfidophilum]DSM2351
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAANNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWRTEDCAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>BAQ71093.1 DNA-binding response regulator PetR [Rhodovulum sulfidophilum]DSM2351
MMGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPI
LLLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRL
TATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>BAQ71094.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGS
>BAQ71095.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]DSM2351
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>BAQ71096.1 RarD family transporter [Rhodovulum sulfidophilum]DSM2351
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILIWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGADAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIVSAGVFIIWRERQLGLERGRARKGITPQG
>BAQ71097.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MTAALKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQ
AHDPLAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLG
RNLGNWFFLGVIFTTVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYG
CDDCLGSCPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGA
VARLAEDADPVVAEAARWAVARLSRG
>BAQ71098.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]DSM2351
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>BAQ71099.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]DSM2351
MVKRRGLGYHPGMVKPTKSTGTKRSGTRTTGTRNAGAKAAGKKPARRDSVPLPLAQRLRRMARRGALAVLALVALVLIAP
SLVNPPTTPTMMSERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKN
VYLWQGRSWPRKALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGIDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKD
RDPNHLSPTLLRRADQVEEGAATILADGRSDCFDH
>BAQ71100.1 membrane protein [Rhodovulum sulfidophilum]DSM2351
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>BAQ71101.1 glutamate synthase domain family protein [Rhodovulum sulfidophilum]DSM2351
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESVVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDMPEKVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNSQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFGVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>BAQ71102.1 glutathione-dependent formaldehyde-activating, GFA [Rhodovulum sulfidophilum]DSM2351
MSDTTLKGNCLCGAVTVEIDLAHRVLGACHCEMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLKSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>BAQ71103.1 glutamate synthase NADPH subunit beta [Rhodovulum sulfidophilum]DSM2351
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>BAQ71104.1 undecaprenyl pyrophosphate phosphatase [Rhodovulum sulfidophilum]DSM2351
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALVVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>BAQ71105.1 ubiquinone dependent NADH dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MSKLVTIFGGSGFVGRYVAQRMARSGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGAVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>BAQ71106.1 3'-5' exonuclease [Rhodovulum sulfidophilum]DSM2351
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAELSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARDCFDFLPTRARLDLSGWPETDIFAH
>BAQ71107.1 arabinose-5-phosphate isomerase [Rhodovulum sulfidophilum]DSM2351
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>BAQ71108.1 hypothetical protein NHU_03985 [Rhodovulum sulfidophilum]DSM2351
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAVSMRA
DTARTDPDTPGRSEASNIQARLDLPDGSSAEIKARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPKHEGRYLLVFKDGVRLVYEPRN
>BAQ71109.1 hypothetical protein NHU_03986 [Rhodovulum sulfidophilum]DSM2351
MSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQMRLAAGRMLVVY
GAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRGTGSMEGRVRTV
LTPSDKP
>BAQ71110.1 ABC transporter, ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MADGTAAFDLPEPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDV
TTLPMYRRARLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEI
ARCLAADPSYLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDE
NVRRVYLGQSFRIT
>BAQ71111.1 sigma(54) modulation protein [Rhodovulum sulfidophilum]DSM2351
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAHATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETKIPSISVGEAVMQMELRSAPLLV
FRNEKTGTINVVYAREDGNVGWIEP
>BAQ71112.1 PTS IIA-like nitrogen-regulatory protein PtsN [Rhodovulum sulfidophilum]DSM2351
MQLSTLIIPEAVRVFGTMSSKKRLFQELGEVAHAAYALPPSDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>BAQ71113.1 UDP-glucose 4-epimerase [Rhodovulum sulfidophilum]DSM2351
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVASADPDAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYTS
>BAQ71114.1 UTP-glucose-1-phosphate uridylyltransferase GalU [Rhodovulum sulfidophilum]DSM2351
MTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLRSKGKDDLLEILRSTDMESGAIAYIRQKRAM
GLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVAAMEVPPEKASAYGVLDIARDMGDRVLVKGM
VEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIAQEIDGQGVYGYRFGGQRFDCGSKAGFLQA
TVSFALARPELKGEFEDYLRDMFARPEAAE
>BAQ71115.1 3-deoxy-D-manno-octulosonatecytidylyltransferase [Rhodovulum sulfidophilum]DSM2351
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDVLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>BAQ71116.1 3'(2'),5'-bisphosphate nucleotidase [Rhodovulum sulfidophilum]DSM2351
MDYAQLETVMRKTALLAGTRIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>BAQ71117.1 oxidoreductase, 2OG-Fe(II) oxygenase family [Rhodovulum sulfidophilum]DSM2351
MPGLVVRGVEIFPGLLDSSAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYETRHPSGGAWP
PIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGPTESLWLKSGD
VLAMRGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>BAQ71118.1 chaperone protein DnaK [Rhodovulum sulfidophilum]DSM2351
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHMVMKLTRAKLESLVGELIKKSIKPCQNAL
KDAGLSTSDIDEVVLVGGMTRMPRVIEEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLAQFNLEEIPPAPRGMPQVEVTFDIDANGIV
SVSAKDKGTGREQKVTIQASGGLSDDEIDKMVREAETNAETDKQRRELVETKNQAESLIHSTEKSLEEHGDKVDPSTVEV
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDSKR
S
>BAQ71119.1 chaperone protein DnaJ [Rhodovulum sulfidophilum]DSM2351
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPTGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>BAQ71120.1 DNA repair protein RadC [Rhodovulum sulfidophilum]DSM2351
MPRPTTPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>BAQ71121.1 phosphate ABC transporter substrate-binding protein, PhoT family [Rhodovulum sulfidophilum]DSM2351
MRFLTGAVLFCAALFLSAARPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGAQVT
RIALSGNPALGDMLIPALIEGFAAARGLVVERGAEGQDRLFRLRPPDGGPLLVEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPGGPEAPVTVHL
PGQAGQGLRQLPAARVLGGRRPVASARRHGRAAAVATAVAADPTGLGLARVSALGGAVQVPLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFSEGSGGSEASAARARREAEAVRDAIRAAATA
ADFDLVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRPSGDWARRLNRRVEVWLR
>BAQ71122.1 preprotein translocase subunit secA [Rhodovulum sulfidophilum]DSM2351
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTVEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASGFDES
RPETWGNPSRNDPCPCGSGKKFKHCHGQLI
>BAQ71123.1 PpiC-type peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]DSM2351
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQAIEAQLGDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>BAQ71124.1 arginine biosynthesis bifunctional protein ArgJ [Rhodovulum sulfidophilum]DSM2351
MAKDKKKKKVETEEPGKKKKKKARIKSLKREVERMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGV
RYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVLDCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISTGLAE
TAGVPEARIFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVAESYAEEVGAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>BAQ71125.1 mutator MutT protein [Rhodovulum sulfidophilum]DSM2351
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>BAQ71126.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]DSM2351
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADETREREEHERQREEERQRRREEAEAKEREQREIEEAARHKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMKMGMMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGHGLDALLESIALQSEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>BAQ71127.1 LSU ribosomal protein L7AE [Rhodovulum sulfidophilum]DSM2351
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDGGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>BAQ71128.1 transcription elongation factor NusA [Rhodovulum sulfidophilum]DSM2351
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLDEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>BAQ71129.1 hypothetical protein NHU_04006 [Rhodovulum sulfidophilum]DSM2351
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGLLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>BAQ71130.1 methylase involved in ubiquinone/menaquinone biosynthesis [Rhodovulum sulfidophilum]DSM2351
MHVNARFWDRLAPRYARMQLRDPDAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVIAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>BAQ71131.1 proline iminopeptidase [Rhodovulum sulfidophilum]DSM2351
MLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRGCGRSRPHASVENNTTWHLIADIEK
IREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGGAGQFWPDLWARFSALIPADERSDM
IAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENHYFMNRGFLERDGQLIEDVPRISHV
PATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGVQRLAVALGL
>BAQ71132.1 3-demethylubiquinone-9 3-O-methyltransferase [Rhodovulum sulfidophilum]DSM2351
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>BAQ71133.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>BAQ71134.1 carbon-nitrogen hydrolase [Rhodovulum sulfidophilum]DSM2351
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>BAQ71135.1 glutaredoxin GrxC [Rhodovulum sulfidophilum]DSM2351
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADDGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>BAQ71136.1 competence protein F [Rhodovulum sulfidophilum]DSM2351
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILVPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>BAQ71137.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEEMLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIHATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>BAQ71138.1 ferrochelatase [Rhodovulum sulfidophilum]DSM2351
MRLDRSDTGTEKMFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVI
DYSRWIWQPLLQLVVLTKRPFASGENYRSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKV
RSMLKKGCQKILFFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILV
CSYHGVPQRYLTEGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFS
ADCIETLEEINEEICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>BAQ71139.1 hypothetical protein NHU_04016 [Rhodovulum sulfidophilum]DSM2351
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>BAQ71140.1 ErfK/YbiS/YcfS/YnhG family protein [Rhodovulum sulfidophilum]DSM2351
MMRHAERKMTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKS
RALHFWSEDGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYY
RIHGTHDTRKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>BAQ71141.1 Allergen V5/Tpx-1 family protein [Rhodovulum sulfidophilum]DSM2351
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAVPDA
>BAQ71142.1 ErfK/YbiS/YcfS/YnhG protein [Rhodovulum sulfidophilum]DSM2351
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTGDWTAGCIAVSDREMEDIYAMVRDGTVI
DIFP
>BAQ71143.1 23S rRNA (uracil-5-)-methyltransferase RumA [Rhodovulum sulfidophilum]DSM2351
MSHLVERLSLRGEGLTGDGLTVALALPGEEIEGVPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQWLGASVRPILTSPPASRRRAVLAGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAAFPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGAALDGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>BAQ71144.1 ABC transporter transmembrane ATP-binding protein [Rhodovulum sulfidophilum]DSM2351
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGQLVDMLSSGAPEQVWHEH
GAALIGLALFILILRPFIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYVPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGIKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>BAQ71145.1 poly A polymerase family protein [Rhodovulum sulfidophilum]DSM2351
MTRVSGEPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVASHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACAANSAGIETLSCERIGAELKKLLAASDPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHLEAALGLAPDPIRRLAALGGEDVAGRLRLGKAEARRLGRLVEGAAAGEGPAVLAYRAGPDVARDAVLLRAA
SLGADLPEGLGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>BAQ71146.1 hydrolase, nudix family [Rhodovulum sulfidophilum]DSM2351
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEQ
GEDAPRAALREAREEIGLPEASVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>BAQ71147.1 33 kDa chaperonin [Rhodovulum sulfidophilum]DSM2351
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHHYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAEADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>BAQ71148.1 NUDIX hydrolase [Rhodovulum sulfidophilum]DSM2351
MIRRYGEAVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRITLRRRLGA
FRRFTFMPDYEIWAEKLCTIYLGRPVRPHGAPGEPGHTAVWMAPDLALGRLGNAGDRAMLHRWLGQIR
>BAQ71149.1 response regulator receiver domain/protein phosphatase 2C domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSPDQNIALEPAPGGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LECLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRCLIETHAATRGPAFLDAIQAGLTF
FAGRDEFPDDVSAVLFEFG
>BAQ71150.1 Hpt protein [Rhodovulum sulfidophilum]DSM2351
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLVADLHFVRGSALNLGFRDFCMRCQGIEHQLAQRE
RIDLAPLLAAYAGSKAELLTRARRDVA
>BAQ71151.1 threonine dehydratase [Rhodovulum sulfidophilum]DSM2351
MGASAPLAPGADPRQCCAMTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRK
VLAAAAEPPVFVGASAGNHAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTCLFGGDNIEIRLTGDYFDDTLASAQGYCRE
VGGHFLAPFDDEDVIEGQASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEG
APVTLPGVDTFVDGAAVARIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGK
SVICVTSGGNFDFERLPEVKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETA
EARNFSALFARMDAQGLTYRDITDDPTLADFLI
>BAQ71152.1 argininosuccinate synthase [Rhodovulum sulfidophilum]DSM2351
MSAPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNAPEFIEVTFEKGDAVAING
EAMSPATVLTRLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEEDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>BAQ71153.1 methionine-S-sulfoxide reductase [Rhodovulum sulfidophilum]DSM2351
MAMSLKTIKPVLLICALVFGYMAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEDPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGETYTTAIFVSDPAERRVAEQAKAEAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>BAQ71154.1 malic enzyme [Rhodovulum sulfidophilum]DSM2351
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDVP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRSGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>BAQ71155.1 hypothetical protein NHU_04032 [Rhodovulum sulfidophilum]DSM2351
MLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFREYKCYLAAKLAQ
AGQSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLREMVQRKVFEEHHLELLNDFVRRIFAWRVRANDLNPSNIL
FGQRAGISQFVLVDGLGDSHLIPLRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>BAQ71156.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]DSM2351
MSNTPSTVTPMMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLT
LIRKGFRVAVCEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRA
MGCPGVRLGAELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTELFSVGTLEGFGTFSRAEMSA
MGALVDYLEITQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSR
DLPTIHARLAAVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGA
RAALTGHDELCDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGY
FIEVTATHAERMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAA
LAEIDLATGLADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKS
TFLRQNALIALLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTAT
YDGLSIAWATLEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGL
PDSVVERARVVLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELK
ALARPE
>BAQ71157.1 protein GrpE [Rhodovulum sulfidophilum]DSM2351
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLSRDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEPGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>BAQ71158.1 heat-inducible transcription repressor HrcA [Rhodovulum sulfidophilum]DSM2351
MSTQGILEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLR
MFVDGLLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVF
ADGHVENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDALARTMVEAGLAVWENEGHDQARL
IVRGRANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEDAEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGA
VGVIGPTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>BAQ71159.1 ribonuclease PH [Rhodovulum sulfidophilum]DSM2351
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>BAQ71160.1 non-canonical purine NTP pyrophosphatase, rdgB/HAM1 family [Rhodovulum sulfidophilum]DSM2351
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>BAQ71161.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]DSM2351
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILETARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVERKGTGELSRSTVAPADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDGSKIKELSDLGLIETEADRLRATGAGRAVLNAVIRALLPD
>BAQ71162.1 parB-like partition protein [Rhodovulum sulfidophilum]DSM2351
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGGED
>BAQ71163.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]DSM2351
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>BAQ71164.1 ribosomal RNA small subunit methyltransferase G [Rhodovulum sulfidophilum]DSM2351
MTIAAGEFPDVSRETSERLASYAALLRKWNPAINLVSRATLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIAEEHAPDLRVTLIESDQRKATFLRTVARELGLRRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLAFGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>BAQ71165.1 tRNA uridine 5-carboxymethylaminomethylmodification enzyme GidA [Rhodovulum sulfidophilum]DSM2351
MKHRAFDVIVVGGGHAGAEAAHASARLGARTALVTLRLDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAGIQF
RLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAVPGLEIVEGEAADFLQRDGRIAGVVLADGSELSAGAVVLTTGTFLRG
VIHIGDRQSPGGRIGDRPSVRLAGRIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHGVARQIAC
GITHTNVQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKGSHQIFLEPEGLDDPTVYPNGISTSLPEEVQE
AYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQGPVI
FSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGLEIGCVGDRRRTSFESKMERLSAGRARLES
MSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVVFEDLIPLDPALEEVDRESRVQLARDALYANYIARQTLDVEAMRRDE
AQRIPSGFDYEKLEGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>BAQ71166.1 tRNA modification GTPase TrmE [Rhodovulum sulfidophilum]DSM2351
MLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREALIRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAAS
LRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAITSEHAGTTRDVIEVRMDLEGLPVTFLDTAGLRESAD
EVETIGIARAVARAEAADLRVFLLDDTGQTQGLAPGLEDIVLRGKADLADGPGHGVSGLTGEGVADLVAQISTTLEGRAS
RTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRRAVRALETLLGRVDVETLLDEIFSRFCLGK
>BAQ71167.1 transcription termination factor Rho [Rhodovulum sulfidophilum]DSM2351
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>BAQ71168.1 integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVLKF
>BAQ71169.1 septum formation protein Maf [Rhodovulum sulfidophilum]DSM2351
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARCQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>BAQ71170.1 shikimate 5-dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGLVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>BAQ71171.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]DSM2351
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRHALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>BAQ71172.1 DNA polymerase III, epsilon subunit [Rhodovulum sulfidophilum]DSM2351
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSKVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTETEAWRPRPRPTPLPSRLTEEEAAAHRAFVETMGDDAL
WKSFY
>BAQ71173.1 protein-export chaperone secB [Rhodovulum sulfidophilum]DSM2351
MSETEGNGAAAQQPQVKMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>BAQ71174.1 protein FxsA [Rhodovulum sulfidophilum]DSM2351
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARSARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>BAQ71175.1 import inner membrane translocase subunit Tim44 [Rhodovulum sulfidophilum]DSM2351
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVKMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFVGVRELTLKDATYD
RESGEAELTIRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>BAQ71176.1 elongation factor P [Rhodovulum sulfidophilum]DSM2351
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>BAQ71177.1 lysyl-tRNA synthetase [Rhodovulum sulfidophilum]DSM2351
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAERDFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAASTRHLGHAGQHCDPFA
PVERVSVAEAFTAHAGIDLLSTLAPGGATDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>BAQ71178.1 hypothetical protein NHU_04055 [Rhodovulum sulfidophilum]DSM2351
MYDGMSCAKARKTLIDVNAEMQELSRRQSGAATADAIGVFLTLVPVSTVTGGDRAGRIAAAKGRKLALEARLESCG
>BAQ71179.1 membrane-bound lytic murein transglycosylase A [Rhodovulum sulfidophilum]DSM2351
MEQHDATSTEGRDGDPSRAGGMRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDP
PWTALCALSERQSNARSFFELFFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAED
GHLDGQGLEIAWLEDPVDVFFLQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRH
PEAGAELLLHNPSFVFFRELDRLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIK
GPQRADIFYGTGPGAGRLAGAVRDPGRMIVLLPIELALALLPGG
>BAQ71180.1 Smr domain protein [Rhodovulum sulfidophilum]DSM2351
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPPALKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>BAQ71181.1 ATP-dependent protease ATP-binding subunit HslU [Rhodovulum sulfidophilum]DSM2351
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEITDTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDTRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEQVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>BAQ71182.1 ATP-dependent protease peptidase subunit [Rhodovulum sulfidophilum]DSM2351
MQENGMSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEA
KLQATPGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTEL
SAEDIARKAMAIAADICVYTNGNLTVESITR
>BAQ71183.1 thioredoxin [Rhodovulum sulfidophilum]DSM2351
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPSQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>BAQ71184.1 UvrD/REP helicase [Rhodovulum sulfidophilum]DSM2351
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGAEEGLLSRLKS
ALTGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGSGAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMVRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKDGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADQAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYQRGLWPEDRVLAAPETAPPETALPDWALRDAPRPERPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALAHALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLIAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>BAQ71185.1 RecB family exonuclease-like protein [Rhodovulum sulfidophilum]DSM2351
MFEDPAPHLFGLPPGADFPRELLIGLEQRLSGAPPEAWTEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPGHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNAMGLGPGDVRQWCREAAPPCPERTRLISLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAEGHEDGREAWAAWLAEALDGTDRAGT
EPLSTHVARHRQLTDILAAGPETEGSGALWLEEAGLQARAALDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPH
PRVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGQPLDPDPDRAQADLMAIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>BAQ71186.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]DSM2351
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDTDIRRIAVNAHYRADQLAAHLAGRPGLTVLRETD
ALLDTGGGLRNALPVLGEGPLFTLNSDAVWTGPNPLCTLANAWDPAQMDGLLLLIPPERATGHSGKGDFLIAPDGRLTRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLSKGRLYGILHPGGWCDVGHPGGIAEAETLLAGQGDV
>BAQ71187.1 hypothetical protein NHU_04064 [Rhodovulum sulfidophilum]DSM2351
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAIFAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEGLAPYGPAEMADLGCLPFRWYLPGQGLAAPEE
EIAAFRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLEDARRDVSPEAGDRM
RARYVAATGSDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>BAQ71188.1 P-loop hydrolase UPF0079 [Rhodovulum sulfidophilum]DSM2351
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFMSDRADWTGRLSPIL
TEIQTGTAPDA
>BAQ71189.1 putative PAS/PAC sensor protein [Rhodovulum sulfidophilum]DSM2351
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNATAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGESGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>BAQ71190.1 integral membrane sensor signal transduction histidine kinase [Rhodovulum sulfidophilum]DSM2351
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGVYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>BAQ71191.1 electron transport protein SCO1/SenC [Rhodovulum sulfidophilum]DSM2351
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCSSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDAYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDHARTRP
>BAQ71192.1 DNA-binding response regulator [Rhodovulum sulfidophilum]DSM2351
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>BAQ71193.1 probable transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>BAQ71194.1 hypothetical protein NHU_04071 [Rhodovulum sulfidophilum]DSM2351
MFAILSDMLLLASRQEHRINHRLPDRPVVPEVHLPRRPAPRRLR
>BAQ71195.1 metal dependent phosphohydrolase [Rhodovulum sulfidophilum]DSM2351
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>BAQ71196.1 S-adenosyl-L-homocysteine hydrolase [Rhodovulum sulfidophilum]DSM2351
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>BAQ71197.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]DSM2351
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFQSYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>BAQ71198.1 hypothetical protein NHU_04075 [Rhodovulum sulfidophilum]DSM2351
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>BAQ71199.1 beta-lactamase-like protein [Rhodovulum sulfidophilum]DSM2351
MTASPVVTSFHDEATGSLQYVIHDPATLDGVVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRGLYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYVAGDAA
FVADTFMRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>BAQ71200.1 ubiquinol-cytochrome c reductase, iron-sulfur subunit [Rhodovulum sulfidophilum]DSM2351
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WECVDIKAVTPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>BAQ71201.1 Ycii-related protein [Rhodovulum sulfidophilum]DSM2351
MYFVLICRDKPGHLEIRKANREAHLAYVAETGVVVQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>BAQ71202.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCPGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>BAQ71203.1 peptidase M22, glycoprotease [Rhodovulum sulfidophilum]DSM2351
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAFGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRTIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>BAQ71204.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]DSM2351
MTQHPPLLLLTRPRVQSARFAGDFVKRFGSGFAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVTEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>BAQ71205.1 hypothetical protein NHU_04082 [Rhodovulum sulfidophilum]DSM2351
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPTEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGILAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVSKKAEADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSALGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>BAQ71206.1 hemY domain protein [Rhodovulum sulfidophilum]DSM2351
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LGLCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVPLTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGHCSGFDTLAWKPAAAGPAGLGSASDMLPLLVGGGFQKSAE
>BAQ71207.1 proteinase inhibitor I4 serpin [Rhodovulum sulfidophilum]DSM2351
MASKKSFLQAAAASDFYDYATTPDSGLLDNPAPPRQAMTAESDTTHGDVTAYDLRRRANRGAQGISRA
>BAQ71208.1 putative phage integrase [Rhodovulum sulfidophilum]DSM2351
MRLKVKWVNGWARLHGTGPDGKRIRRALKTQDPRRAEEIRAQIEADLWKANLYGPQEVVTFAECALAYAEDGGEVRFIVK
MTEQLGTMKLRDITPKAIRDAARRAYPRASNATLNRQGVTPARAVMNFGHEQGWCGAVRVRSFPVEKPRRKAVGREYLEL
LRPHLPDRLFALMLYLHQTGRRVGDAIELPPEARDGTIVEVAKTKTGRPITVKITDELADMLDSIEPRHGRLFGYIARSS
VYNTLRRACGKAGVEYLGTHQPGRHSFATELHEAGFSDKAIAEAGGWATTRMVTDVYQHPKGSSEKAAGHFSKEATGKKL
ARKGTTQSKI
>BAQ71209.1 putative acyltransferase [Rhodovulum sulfidophilum]DSM2351
MPDIEWPREIWAAECGEHDADGRHVFSEHATVPRWEGDRDCAFHRYVDGDIAGSQERYFREMLAAAKARAEAAEAELDRI
RAALKQEGRDDG
>BAQ71210.1 hypothetical protein NHU_04088 [Rhodovulum sulfidophilum]DSM2351
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPKGRSWPDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>BAQ71211.1 PF10065 family protein [Rhodovulum sulfidophilum]DSM2351
MADLTEIEALKHLAEAAAAVPNKIDGFEPFMAIPNGQHIESLDAYRENPARIRRSTTFRDVASLAAYLDRFADDHSLAFS
DPDAATIKCVLDYHEGGEPAAIRPRWGEHVAAFRAIKSPQYEAWAAKHGQWIGQKAAGEFLEERAVDLAEPDPATLMDMV
MQFDALRKVNFKQSQKLQNGTVQFIYTTEDEVRGAVAIPERVTLLVPVFEGMEPDRIPVRLKYRIDEARLTFSFEIHDKL
QVERTAFERCEHALGAAHPIPQMRVA
>BAQ71212.1 hypothetical protein NHU_04090 [Rhodovulum sulfidophilum]DSM2351
MSDGNSHFLMALGRVDGGHAIEVADEQLREVISAVNRTGKKGTVTVTLEVNPNGETGFAVTARVKATAPQLQFGQSFFFM
GRDGDLTREAPNYVQQSLLKAEAFNG
>BAQ71213.1 hypothetical protein gp53 [Rhodovulum sulfidophilum]DSM2351
MTDLSARGPLGLKAPRVPDDPAHLARIRALPCCICTEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLHKEEENTI
>BAQ71214.1 hypothetical protein NHU_04092 [Rhodovulum sulfidophilum]DSM2351
MTQTVILRGPCQRQFAKQMIDAAPQDGVVRISEAARNNDQNARMWAMLSDVSRAKPEGRRHTPEVWKALFMHALGHETRF
EMGLSGEPFPIGFRSSRLTVRQMADLITFIAEYGDRHGVRWTEPERADA
>BAQ71215.1 hypothetical protein NHU_04093 [Rhodovulum sulfidophilum]DSM2351
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSGAEIAEVVRASWVGLGAC
>BAQ71216.1 D-alanine-D-alanine ligase [Rhodovulum sulfidophilum]DSM2351
MPAADPLPAALENLRASILSTLDAGEGSEMRRLLDMRPVHQALTDVERLIRRAEECRQ
>BAQ71217.1 Toxin RtxA [Rhodovulum sulfidophilum]DSM2351
MNDMTPTSSKEGANPRAVIGGNAPPDPLDEALAPYGDFITEAEGWLDGAQVTTAAQMKAVDDLATGIKAAEKAVSTAREA
ATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDAAARKARAEADRKRREAEKAARTADAGNIEAQRA
AGQAQEEAKIAQKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEAYVRRHHKDRVIAGVRVWEEKEA
Y
>BAQ71218.1 hypothetical protein NHU_04096 [Rhodovulum sulfidophilum]DSM2351
MGELTRIPQEDAATPASLGAITPMGMISQAVANGANIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YASKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSQQSDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGAQGAGAPSEGRGNGRAPETPRFDPKAAAGRIRRKLEAARTLDDLSRIWR
QEEAAVIVEIKAAEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>BAQ71219.1 hypothetical protein NHU_04097 [Rhodovulum sulfidophilum]DSM2351
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWAS
>BAQ71220.1 glycosyl hydrolase family 2 sugar binding domain protein [Rhodovulum sulfidophilum]DSM2351
MLALNGPHWLVMADFGPLGVGAPDPAATWDDALDQLAAAADEDRPARVFRLDFNAPAMTEVTDEAWRGLEGRLAGMAA
>BAQ71221.1 hypothetical protein NHU_04099 [Rhodovulum sulfidophilum]DSM2351
MHDTSTTPTWRGLALALFIAGTQLGLIAAAFHFLASLRGAL
>BAQ71222.1 histidine kinase [Rhodovulum sulfidophilum]DSM2351
MSKQDKFRISSHLKDIIGRDLVTNEYVAIFELVKNAFDAGTTRVDIEFDPSESTITIVDDGHGMSSDDIRDKWLFVAYSE
KALAQPDNYRDKIKPAGQFAGSKGIGRFSCDTLGENLTLFSRTDKDKAISKLEIDWTLFEANSSDEFQEIDVHLGTAKSF
PTIVNAKAPEDSGTVLVIKNTRQVWDEDRIRRLRRDLAKLIDPFGTTERVAVSTWIVDGGDQIIEGVDGPVGNQIADLLR
EKTSRIEVTIKNGTVATTLFDRGRKIYSVREPSPYEGLVDSDIQGQIFYLNRSAKHTFTIRMGVQPVRFGSIFLFLNGFR
VFPIGEETDDTLGLNRRKQQGVSRYLGTRDLLGRVDVVAPPKQFREVSSRDAGLVEDARSRALYDAIRDHMVFRLERYVV
GVNWKDKRDQERATSEGLETDSARGRVLDVVGALARAKDVEIIYYDEDLIRVSDDPDQITESALKTMSALAETRGDKSLL
SQIEEARRRIDELKTSREEAREEARRAMEERARADALISRLEQQAAFLGSSQDVDVERVQLLMHQAIIHSGHMRSAISNA
AYEIRKVIDLAASPQDLDDLDDVEDLLASIRQSARRVSSALAGGSLSSDRLRAVLSFAQNIRVDLETDRVTGDLLKFISE
YFDVRLTGVPDMPVAHFDASGLSLVREFSPVDIAVLIDNFLDNARKAKASEINFKASRKGHGRIAILIVDDGLGIDSHKV
DPSKIFERGYSSSIHGTGLGLYSARQIVDGMKGSIELVGDGDRADFEIVFPGDVS
>BAQ71223.1 hypothetical protein NHU_04101 [Rhodovulum sulfidophilum]DSM2351
MNLDFGILWIEDSFSEEEETSLRRRVAEAGFICRITNMPNSEGIEGRAKENRLFHRYDLILLDYRLADENGDEIAPKIRD
LFPATTILFYSGTVDGDALRRLIAEKRVEGVFCIGRDRFIERTGSLIDQTASSLNRLSGMRGLAMRVVAECDDIMRHAVL
EMTDHEPDCSEKLADLDGDVVNFFDGSKKVYLEATKGTIHDRLNTRAVDSGKLFKHFRRLTKVVTAKPHAFGLDEVEVDR
MRELRKSTSKYDPKVLKKRNILGHVTEIETENGWQLSGSDEVQNSDFSDLRQVFAAHIRDFSEMRDIICRKIRQKTD
>BAQ71224.1 hypothetical protein NHU_04102 [Rhodovulum sulfidophilum]DSM2351
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDT
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>BAQ71225.1 hypothetical protein NHU_04103 [Rhodovulum sulfidophilum]DSM2351
MSGMQTIEHLLRLADAYKQAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNVADAHPTPQISGD
AA
>BAQ71226.1 hypothetical protein NHU_04104 [Rhodovulum sulfidophilum]DSM2351
MARNNPHDSIQDAVYRAYEAAGGLKTSSSILNLAMSTLSSFSELPRSGKRSGGLGLNYAHALSEARPEAAAVFAHHFAAL
AGGVFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>BAQ71227.1 D12 class N6 adenine-specific DNA methyltransferase [Rhodovulum sulfidophilum]DSM2351
MGALVRYHGGKVRLAEKIIGLFPAHDCYVEPFGGGAAVLLAKPRARLEVYNDLDGDMVALFRVLRDRPEALATAVALTPF
AREEHEAAYSEARDDLERARRVLIRSHFGHGSSGIHRATGFRAAGLRAGTLPVHGWAALPKTIRDAAERMRGVVIECRPA
MQVMQAHDGPQTVHYVDPPYLPETRDQGRDYRHEMARQDHCDLLAALRSLRGSVVLSGYASPLYDDALHDWRRIEIKTRA
DRAAERTEVLWCNFPDTAPLFAAAGGKGAA
>BAQ71228.1 hypothetical protein NHU_04106 [Rhodovulum sulfidophilum]DSM2351
MSNSIHVSVRDGRAHIDLPLDEVHGLRVAMHPRLVGEPESNSTKAIREAFDKALARAQIRAGQV
>BAQ71229.1 putative bacteriophage-related protein [Rhodovulum sulfidophilum]DSM2351
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQETGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRTQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAATPEEWVECSLDGLAYLAREIMAGPGAAGIEGAAT
>BAQ71230.1 hypothetical protein NHU_04108 [Rhodovulum sulfidophilum]DSM2351
MSIRIMAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCSERKVRQIIGALEERGYLTIYRNAGPKGCNV
FFVRSTPAPRAPLHDVHPPAPRAPLHDMHPCTPCTQPLHSVHHPPAQRAPEPSENHQEPSEREADASRASAPSSEIEDAI
TLFNETAERVGLARVQKLTPARRQALKARLREVGGVGGWREAMRRVEASDFLSGRSRDPTHSWRCNFDFLVKQANFTKLM
EGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRSGRA
>BAQ71231.1 hypothetical protein NHU_04109 [Rhodovulum sulfidophilum]DSM2351
MTTDLAALDPRHPAEVDQGLAYLTRVLRSLRVAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIE
MEDWADALADLPDWAIERAAKWWKSADNPQRRKRPLEGDIAERCRIEMRAVRAARVRARSGWAGTEAPEDRERCSPEAAA
RAMRAAGFSPAEDFTGPKRFGATETGQSATDEQRGAA
>BAQ71232.1 single-strand binding protein [Rhodovulum sulfidophilum]DSM2351
MAGSVNKVILIGHLGRDPEVRTFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDKGGSGAGGHGYGQGPSGGPAGGYGGPDLDDEIPF
>BAQ71233.1 hypothetical protein NHU_04111 [Rhodovulum sulfidophilum]DSM2351
MATAKVRQAAPRADMAAPISTTKSPSERGPMSIHEIKGKGVNRARVACDGCGREEVVTCNYRHRPGRVWVPDAGQINRKM
TGQGWAEVKGKLHCPACEAKRKATGMTKTTTAPAAKPAEVLRQPSREQRREIVDMLREVYDPEAERYRQNDTDATVADVL
GVMPGWVAEIREAFFGPDGGNEGIEAATERLAALEHEIRAVSDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRA
AGVK
>BAQ71234.1 hypothetical protein NHU_04112 [Rhodovulum sulfidophilum]DSM2351
MGKGSKTRTRAVKLAKKAELAGMPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHAKTAKIEMLIERFEIRGDDDLDLRSEEEKARAAVTN
WMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>BAQ71235.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]DSM2351
MASQIQTINPATEEVIATYTRMTAAEAESAVEACQAAFEKWRLVSLEDRAAMIKAISQTLRDNREEFAALMTREVGKLIG
DSRDEIDLCAAICDFTAEHGPEELAPEEREIPGGTGVITYAPIGVIYGIQPWNFPCYQAVRYSVANLMAGNGVLLKHASN
CTGSGLFLRDLFERAGLPKDLFTVLVIDHDLSDEIIAHKLVRGVTLTGSGDAGRAVAQKAAWHLKKTLLELGSNDAYLVL
DDADLDLAVACCAQGRLYNNGQTCVNAKRFVVTEKNYDAFVERFTEKMGACKMGDPASEETELGPMSRAELRDELAQQVK
ESVEKGARALCGGEVPDRTGAFYPATVLVDVKPGQPAYDDELFGPVASVIKAKDDEDAMRIANDSRFGLGGGIFSKDVAR
ARELASTYFDTGMVSINSYNVAIPNMPFGGVKDSGYGREHGGFGMKEFVNAKSLYIG
>BAQ71236.1 Addiction module antitoxin [Rhodovulum sulfidophilum]DSM2351
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGVTREALHRALGEKGNPRLSTILG
VTKALGLTLKVEAAA
>BAQ71237.1 addiction module killer protein [Rhodovulum sulfidophilum]DSM2351
MSYEIHQSAEFSKWLRKLKDRTAQARIAIRIARLEAGLMGDAKFFDGIGELRITYGPGYRVYFVQQGETIIILLCGGDKG
SQRRDIEKAKTMAKEL
>BAQ71238.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MTDTVRLLVKSDGLDLGVYDQDGRRIEGVLDLAVEREHEGLTFITMTVIAGKPRRAQIIGGIAPPPSEK
>BAQ71239.1 hypothetical protein NHU_04117 [Rhodovulum sulfidophilum]DSM2351
MRGQLSVRISLPRWRLAVAIVAVRVFAVVPAQIPARWVRGVGGWVARGVRVKRSRGKPRLLVGGWQATGDGSPPHSLPKG
AKSAVVRPKE
>BAQ71240.1 terminase small subunit [Rhodovulum sulfidophilum]DSM2351
MALTAKQRRFVEEYLVDLNATQAAIRAGYSEKTARQTGAENLTKPVIAAAIAEAQAQRSERTQLDADWMLRRLAAEVTAD
LADILDEAGAIRPVKDWPLIWRQGLVSGLDVNETLVEGEKVGQTVKIKLSERIKRLELIGKHVSVQAFRDQVNTTGAISL
TVNQEDAEL
>BAQ71241.1 phage DNA Packaging protein [Rhodovulum sulfidophilum]DSM2351
MSGIGHNGGPPIAKLTPKQREANRLLAGPARNIMLRGGSRSGKTFILVRAIIQRAINAPGSRHAIFRFRFNHAKTSVWSD
TLPKVLKLCFPGLLVRFDKTDFYVEMPNGSQVWIAGLDDKERVEKILGQEYATLYFNESSQIPWGSVEMAMSRLAQKCAL
APEIAAATGRAFLTLKAYFDCNPPSKLHWSYQLFRAKVKPGTKEALPKPVDYAEMRVNPADNADNLPPEYFEVLASMSAA
KRLRFEAGEWASDVNGALWALEDRKSPDGKTMPGLDSLRVAAAPELRRIVIAVDPSGTRGDGGGDDIGIIAAGIDFNDHG
YVLQDGTCNLSPEGWGRRAVDLYHRHRADRIVGERNFGGDMVRFTVSTADKDASFKEVSASRGKVVRAEPISALYEQGRV
HHVGDFPDLEDQLCNFTASGFIGEGSPDRADALVWALTELMLGPNHTKVTW
>BAQ71242.1 hypothetical protein NHU_04120 [Rhodovulum sulfidophilum]DSM2351
MSDRTLLGPNGAPLAPAVHANTGSALVSRKILAGRAGQSFNGARDLYETLGYPLSLMPEDYVDAYLRQDIAARIVDAYPD
ATWREAPEVNGPDEVREAFGKLDARLHIWRALHRADRLAGLGHYGVLLLGLDGGQPMDQPVRGNRFTLLYVQPHSERTAQ
IVRWEDNPQSPRFGRPLLYRITSGVNWTGAGAGQKSFIAHHSRVIHIAERALEDESIGTPRLERVWNRLMDLDKLLGGSA
EMYWQNVAMLMHLKADLEVQWNPDEAEALKAQVEEMQHGLRRWLRTRGVDASNIAPGLQGADPANHIDKQLDMIAGATGI
PKRILIGSEAGELASSQDENNFVGRVEERREQFAGPSIALPFLTRCTELGILPSGADGIAWPENDTLGEVARAEIAEKNA
QAIATYANAPGAELIVSPAEFRETLGYKAAQPKVAEDDDLGAEGVIQFNAARHV
>BAQ71243.1 phage head morphogenesis protein, SPP1 gp7 family [Rhodovulum sulfidophilum]DSM2351
MCEACLKVNAAHRYDPTRTTTLRRQFEAAAARRFRNLAAKIREEVDRQDGFGLKTNRGRFDQPRSDQKVAAFMDWLQQQQ
DAGILEVRRGERLDGAGSRSWASLYVRNAYQKGIAQAASRMRAQGAPVAPEWVEKAFTRPFHVDRVALAYTRAYSDLRGI
TDAMDQQISRTLAEGLSQGLGPREISRALTDRVHKIGITRARMMARTEVIRAHADASLNAYQEAGVSGVAIEAEFATAGD
NAVCPQCEALARGGPYTLDKARGLIPVHPNCRCAWVPIVPRTRRGETSAAAQAAAQGRPMTAAQAMQAMPVARANSHNAF
DGTPEPALRVIQKTPDLKGMVKGKPGAYMDHEGRMSMGKHTPGTVAYKRTFRHEFGHHIDRNLGDGRGFASFAAVDELAA
DNKALETARSGMFRNDRAGSTALRKTIAKNEAAAEQEFRRAILAADAGGYVTDAKRILDEMTPLGEDGVKALYGVNEIRP
TDAIAFVAAWNRKDVYQLLHDLPSRFGRRVLHDSPLAGMQDVFEAGTAGKIRIAFGHGEGYYKTRLAYDRHIGAAKKIGA
RTFTGSQLAEAFANWFEAYGSETLADYQTFKHLWPSMSQRFEEIIGGGEDG
>BAQ71244.1 C-type cytochrome biogenesis membrane protein [Rhodovulum sulfidophilum]DSM2351
MDDVFREYYKRFGDLPSSRRMPDEVLGKLDELCAMAVARGRKLTDEELELAPEPPLNAMS
>BAQ71245.1 hypothetical protein NHU_04123 [Rhodovulum sulfidophilum]DSM2351
MLEILVLIIVLILVFAILSHGISGTIEGAKKTIRTKDWRGAAMRGGAVVVILIVAYVFAG
>BAQ71246.1 hypothetical protein NHU_04124 [Rhodovulum sulfidophilum]DSM2351
MSLHRITANFSPAGGIRHEQFEGRDHLVVPVVMICEGVLNGALVPLAEFSRFPEAWNGRPVPVLHPEEQGQAISANRPDV
IECNTIGTVFNARTEGAKLKAELWLDTEKACRLGFCDLMKRLETGECIEVSTGYFADDDPQAGEFNGRPYSMIHRNIRPD
HLALLPGQIGACSIADGCGTRTNSKKGPLAMKVNEAWAVVGKALGLNTNCQCEDKGMDISKQAEALVKANALDAKQLAAI
QGMSPEDRAVMAAFVEALGKSTAAPDAMEGDDPAADAPADDTPAPFADKAAKPATNGRIAVNAADLNKLIANGVQEHLRR
HDVAARLKANAANKLTGAQIAAMPVEQLEAVEQMIRPADYSGQGGFAANSDAIETNVNPLTPRGVLGGKKKEA
>BAQ71247.1 hypothetical protein NHU_04125 [Rhodovulum sulfidophilum]DSM2351
MPSADTPKTIKLYGFAVMTEALALGPTTPGMLVEPADDRVRPHATAAGTAAPSFAVENGMIGGGIDDDYQEGDTVLIETF
APGSRVYALAAAGADAIAKNALLASAGDGTLAPAGDDEIAVAQAVDALDNSGGATPARIRVVVIPAQRTAAV
>BAQ71248.1 Linocin_M18 bacteriocin protein [Rhodovulum sulfidophilum]DSM2351
MPFDTLDAFNGSGLTGGENAILARRPYIATNGRHAGRPVITVNTGTLDASGNPVYAERPINTNATLRKDEWVDLEDQIIE
AARERLVIVGDFQEAGLTYNVGGLGTLVSEWETGSEITDAKITMDGETETEKDRQEFGLAGVPIPIIGKRFSIGERMLLA
SRQRGASLDVTTGAEAARAVARASEKMVFFGARVAAADSAGNRFNIPGLTTMNGRVTLKLSDWSDTEKVTPQMIFREILQ
MVALMETKQRSFGPFTIYIPGAYASRFREDFKEHGDKTLMERVLDEDVIRAVRISDVLTKGDVLLLDMQRRYMDLGVAAD
VTTVQWQSGSGFTNHFMNYAAWAPRLKADFDGRCGICHGAVGG
>BAQ71249.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]DSM2351
MQLVSPGASHTHRGVTDGPGETFEGGEQLLAAFGDRLSAAPEPEASNCGKPTRAAKIAATNAEAEDNADTAGSQ
>BAQ71250.1 hypothetical protein NHU_04128 [Rhodovulum sulfidophilum]DSM2351
MPTLPEASSVIAITGTDFPAPVVASIIEDAALMAGVCIAPYEPARQAAIVKWLAAHLIASTNGAAGTGAGSLTSMSLGDA
SETYAKAALTGEGLRATHFGQQALLLDTLGGLARLGRPRASAEVI
>BAQ71251.1 hypothetical protein NHU_04129 [Rhodovulum sulfidophilum]DSM2351
MAVYTRGLTQAATYFPPAGVNGFGDPQHGAPVAAVCRWQDKAVLFRDEQGREVTSEAVVYVSQAVEVGGRIGLGALTDPA
EAREIRQAGSSPSLRGGTEIITAWL
>BAQ71252.1 hypothetical phage protein [Rhodovulum sulfidophilum]DSM2351
MAIKVEGLDDLNRQLRKIARDAPEAAQRGAYAGGLLIQGKGQKLTPVEHNNLRGSAYTQKIPKGAEVGFSAEYAIFVHEN
LEQKRKGKPRPSGLGTYWNPGGPKFLEKAVDENAEAVRDLVEAEIRKALEQ
>BAQ71253.1 hypothetical protein NHU_04131 [Rhodovulum sulfidophilum]DSM2351
MRSPAHDTALFLAAQGATGAFGGAEGWPVYVGREPLQPVDVVTCYDTGGEPGLLVDLRCPRVQVRVRSASYDAAWQRAAA
IYKALVPPVVLAVPGAAILGWMPSSEIAFIGRDDEDRALFTLNFEILRDSAQPA
>BAQ71254.1 phage major tail protein [Rhodovulum sulfidophilum]DSM2351
MAASSGRAVLVSMGDTDLADELRTKTINFNGELIDVTADGDDGWTATLDGEFATNNVSVALEGVLKGDTLADMAFKGVQN
DFTITVADLFTLSGRWQFQAGFSIAAPYNDGTTFTGTLQSVGEITKGAVS
>BAQ71255.1 ubiquitin carboxyl-terminal hydrolase [Rhodovulum sulfidophilum]DSM2351
MSDVFREQSFRFQGRDVTVVPSLALLRRIKARGINNVALANKCIRGGVDLEDLAAVLFEFLRAAQVPEGEERSAISEDES
YAFLIDGNQTEIAGFKMAYVQAVLPTVDMGKKPAAPGKKGRKKAS
>BAQ71256.1 DNA polymerase alpha, subunit B [Rhodovulum sulfidophilum]DSM2351
MHEFEWRRPAAKGDYAGGMTEGDLQAIEEESARLRAKVKAKRDAISQAA
>BAQ71257.1 potential phage tail tape measure protein [Rhodovulum sulfidophilum]DSM2351
MPFLKPLNVEITGETEGLERAVDRAGRSLRGIGTAAVAASAAVVGAFGVMAVKGMNAAKSINILAQRANATPEAFQKMAF
AARTAGVEQDKLGDILQDVTDRVGEFLSTGSGEMSDFFEKIAPKVGVTAEQFRNLSGPQALQLYVDTLEKAGVNQQQMTF
YMEALASDTTTLLPLLRNGGREMRKLGDAASGAGQIISDEMISDLQDANRAMSRVSATIEALEIKIAGAFAPTLSDAADK
LDDLLSSADADDAISEMAEAFDGLSEAILSEDFLGAAASGIATVTDLAAGLARGVVVLSDNLEIVTTAASVAAVALAAMG
GPLWAVGGALGTALVGISKWREKAEDAAEGSKAAAERQAELNRVLGVFTDTGSPEAGKAAVDLAKNNYELAESALAAAEA
ELAKVQALEASGNSLLDQNPLTAGGNSGYAEDMAAKTEAAAERLNAAQQQLAEAKARLEETLTTVGNDGDDPEDKPGDKP
TKEKEDPILPGLPGADEIKETLEARLEALQEGLQTEQEVLQEWYENGLATLQEALEAKQITEEEYRALREKLEQEHQDRM
ADIEDKTNRGRKLQTLSATQDVLGALGAFNDKAFKMAQVAGAAQALISTNVGAAKALELPFPENIAAMATVMAKGLALVA
AIKSGSKSGSGGGASSAGAAAQAAAPAPQRTANVTVQGDVIGRQSGEALVKALNEAFGDGYRLNLDWQGAAG
>BAQ71258.1 hypothetical protein NHU_04136 [Rhodovulum sulfidophilum]DSM2351
MAVTYTPGHAAASPYPMTHARILWDKAAGSVSATSEAEGFEAGLADTVETNSWWKPEAVPASWRIEYGESRLIDAIGLAA
HDLGTVGSHARIEYKSPNAHGNLLLYSQEIQLWPVLLRAELVPTLAPDGSMDARWLVEEEVDGAHLTGTDFQAVAGRMYT
FSIYVKPNANGRRLRMSMEGAAYAVQAIANVGGDGAIASSNGAAATSSVAVGDTGWFRVSMSAAAQATGFANIRLLIRGP
NDELAHPGTGQAVGLFGGQAEWRLGPSPYVRSASSPAASNWWAVSDDWLLPSDDSAILYLFDPVETDGIRVSVSEPARIG
VVYTGKALEMPRMGYTDLGMIDLGRTAVLASYISEGGQLMGRFIQRAGLSGAFEWQNLPEDWYRQTFDPFARAARTEPFF
IAARPEGYPTDCAYAWVDDPIMPARQGMRNFVSVGFTATGHADAAA
>BAQ71259.1 hypothetical protein NHU_04137 [Rhodovulum sulfidophilum]DSM2351
MPPREPIQIVELWQPRCAERFGVAPCRATLADGPRCYNCWGTCLDREHYRGDGSIAWRFVKPTQALVPLYERTGEHVATN
PFPMLRSVSVRSSKINVGSIRDGEKPLGVTGGVTVSLTDAPFDDYVGDWYRAARGARPGSFWAKWCARNPFYANMFLRVY
EGVAGDALADMERRLYVLDSVDGPDSNGRVTLKGVDPLRLTDQSRAQFPRETEMRLSGDIAADATGIVIEAAREADLSDR
FGNTETRYLCIGSEIIGYTGYSGAEGVWTLSGVARAALGTKAASHSDDASAQRTGRYELLDGYLIAHDLLTGHTPVPAEF
VDFDAWQTEASTYLNGYAFSRTVHKPTAVNKLLGELVRDGTFYIWWNEREQLIDFKAVRPEQSSVAITGDAHIVAGSLAQ
AREPDERISRIFIYYNPENPTKSDDPDNYRSMRGRIEPDFEMEVGGADVRSKTIYSRWITTDAQAYELCQRLLSRFKTAP
RYLTATLADGALQIGEVADLTTRLDVDTEGQPVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDAPDFDSAT
DDERNNGFWWADEDGLMPDGSEGYLWQ
>BAQ71260.1 hypothetical protein NHU_04138 [Rhodovulum sulfidophilum]DSM2351
MTDWTTIPNDVIEAGKPGRAVDGRALRDNPVAIAEGAPGAPGISPAAFLDPITVLEWTGRAPQTVLGLGDTKWLRFELYG
NWQGTSEDLEIEFSTDGGATWSGFLDLVNDRRGQISCRIMINLETGNTYADGTFLAWVDDTLYQFHEDLTLTLPAGRVDA
IQLRHRERDNSSTRIIMQKVCGYKTA
>BAQ71261.1 hypothetical protein NHU_04139 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALDARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ71262.1 hypothetical protein NHU_04140 [Rhodovulum sulfidophilum]DSM2351
MLNFILKSLPALIPNWRSVLWRSHSMRALILGVIWTGLVSIIAMVPWLPISPMLVAWGYLGLLAYGAVGRLLAQGIGDE
>BAQ71263.1 endolysin [Rhodovulum sulfidophilum]DSM2351
MNKILLVVAGLVLTAVFAFPQSQTDIGIPPSAPANHQTQEARALALAVPLIAKWEGKRNAAYQDIVGVWTICYGHTRTAR
PGMLLSDAECEALLRAEVRDYRARLLPHFSAETRARRLPPPRDAAFTSLAINVGVAGAGRSTATRRLNEGDVPGACEALT
WWNKAGGRVVAGLRNRRTEEYGYCMREAS
>BAQ71264.1 hypothetical protein NHU_04142 [Rhodovulum sulfidophilum]DSM2351
MRWLMQILGGGLAAQLREAYEARLRAANDADRIAAEIRIAELQERQANRALGGRLTAWVQAAWAAPFIIYNAKLLIWDKM
IGLGVTDALSADLLDLQLRIVTFYFGGAAAIGVVRALRR
>BAQ71265.1 hypothetical protein NHU_04144 [Rhodovulum sulfidophilum]DSM2351
MTGKTPKTGGREPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>BAQ71266.1 UDP-N-acetylglucosamine1-carboxyvinyltransferase [Rhodovulum sulfidophilum]DSM2351
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>BAQ71267.1 hypothetical protein NHU_04146 [Rhodovulum sulfidophilum]DSM2351
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>BAQ71268.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENALWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>BAQ71269.1 uncharacterized protein family UPF0262 [Rhodovulum sulfidophilum]DSM2351
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>BAQ71270.1 protein tyrosine phosphatase [Rhodovulum sulfidophilum]DSM2351
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>BAQ71271.1 hypothetical protein NHU_04150 [Rhodovulum sulfidophilum]DSM2351
MTRDVTRDTIARYVAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRESLTDLVIFSGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>BAQ71272.1 acetyltransferase, gnat family [Rhodovulum sulfidophilum]DSM2351
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGFDLSDIFYFAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEAHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPTRHRLQFWIREL
>BAQ71273.1 carbon-nitrogen family hydrolase [Rhodovulum sulfidophilum]DSM2351
MTPGAIKIAAAAYPIDRLDSWAEYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSGRCEQAS
GLHARLAREHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGSLALFDTALGRIGVLICY
DCEFPLLARALIEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTG
FPPTGILAEGALNAPGWVHAEIDRAEIARVRAAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>BAQ71274.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]DSM2351
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>BAQ71275.1 maf protein [Rhodovulum sulfidophilum]DSM2351
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAATGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>BAQ71276.1 ribonuclease [Rhodovulum sulfidophilum]DSM2351
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFATRGVLEAIDALAGPEALPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTEALPR
>BAQ71277.1 zinc-binding protein [Rhodovulum sulfidophilum]DSM2351
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAESTEPDDEPPPSPSWRH
>BAQ71278.1 hypothetical protein NHU_04158 [Rhodovulum sulfidophilum]DSM2351
MTLTPTSLDLPTGSQIILETLLTTDGKVESLLPLLELLNDPEPERSDLGQALLDALTRIAEELRRSSELREQHQAALQAM
TGTIATFRHEMREELSDIRQMRAAFPDLFRRIDEMHELLFDPTDAGSDVSSEES
>BAQ71279.1 acyl-[acyl-carrier-protein]-UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]DSM2351
MFAEGSENSEHTAQRQFTSQAAERLAKDEPLPQVSRFPRGAEIAAVHSRSVHLEKMACPAMGVGHAMAADRRGVGAQVAV
EFFHRVGLLREEDAVQGGCEPTPGDRAEPPFGDCGGQLGNGGIEIGRDGQPDEPREHLMVALRLPSRGRRCQSPAAEIAE
RNDDVNMVASRIHMTCRDPGSRDGIDTHQPQLRQEDAGPHEAGRSDPGRKRQGHVKETGLARERFHIALDPARMCPADGA
TSELGSRAQHIAADLPGVPVECVVGPHSQLSQRLDNSLDSLRRSAPR
>BAQ71280.1 hypothetical protein NHU_04160 [Rhodovulum sulfidophilum]DSM2351
MAERRDILVKVRLSTAEAAEIDDRMCERGVRSRAVFLRQCGLGPGGDDEDVARLIGRIGLTLNMLVDVPGDRLDHLGADL
RRLSKLLSSRWDS
>BAQ71281.1 AAA ATPase [Rhodovulum sulfidophilum]DSM2351
MILGEVSGGAGGGRTSDLASATMLVLRLDRKLGLGVCGNLWRGPADPQRLTPEERDRVRAKCGQSERRARELLKPRRDLI
EAVAARLVETRELAAEEVADLLGDLESGETH
>BAQ71282.1 cell division protein FtsH [Rhodovulum sulfidophilum]DSM2351
MTQSSPRSPVQKKNGAKRPDWWAFAQGCIARLRATETDIVDLERRAAAGDTAAVDTAMAYESGDSPKPPSRFAASGMQQS
AAEVMERATTAPHLPPEEWDAILAKGGDPFATAADGSTRSAVTLPLPDVILLARLAATFRNTEGWEASLQPGALTIVVGL
EPSLSLGKLLTGAMLPEGWSAHSRAPKSASNPVLQLPDRPIMQKELERCLHHPAPILLPVQRPADLPALFSTGETGAQVL
TLEKLNADILLFALSVSHSATGRINEESVRAMLPGDESLASLEAGHVAMACRAPTARDVAERIAVLTKAASANEGKRQGS
GSAIIDGTTPAHQAVRNIVEDLAAWQAGDLDWSEMSRSLLIHGAPGTGKTHLARQMAEAAGVPLVEGSFATWQAAGHLGH
LLAAMIKCFDDAVAKAPSILFIDEIDAAGSRYGGDQHGMSYRTQVVNGFLQQIDRLARSPGVILIAACNQLGRLDPAITR
PGRIDQIVRMPLPSIVDIKQILSRVLTDTLPESEIDTLTRASVGKTPAAIDAALRAATADARRQRLPISPDLLRKHLRID
RPNPELLHRIAVHEAGHALVAELLAPGSVVKLSLSDSNGLTERRSTFAQLTVEEIETELLILMSGRAAERLVLGTISGGA
GGDTESDLAQATALILQMDRELGLGHNGDGWLGPANMHRLTEEEKQRVRAKLGQAERKAYALLGSKKDILVNISNDLMHR
REMNAQALAQWLGDPPSDLTPLLPTHMTTVPVHRERQVHRSRHRPRDRDQNRDPSGRPSG
>BAQ71283.1 hypothetical protein NHU_04163 [Rhodovulum sulfidophilum]DSM2351
MAQPRPPIVPMQPHVTLPGNHVLLFLPRRSRHVPPGAWIDWDAPIPAHWRTIAHEKGFRIDRRIRDRNHVVLECRSCGGQ
TAQKLHTLRSAHPDCGACQNRHVTETAAAAGLVFLGYHPEDRHAGIYRAACGHRITRQFELVDRMARGEVSARCGTCLRA
REETEAQRAGWERIDHDPEGNSNYRLYRHRCGHEQRIARVNMFWQQCDCGGCGESWSARQSTIYLVRIGCGGHEVLKLGF
SAHPEKRFRYQLGLPRKARLEPLRMVHIRTGNVACRLEKAAHAWLRRRFPDAVVPRAEYQAFLNVSSEIYRPALLPELLR
LMDRLADEVAADPRS
>BAQ71284.1 hypothetical protein NHU_04164 [Rhodovulum sulfidophilum]DSM2351
MADAVLSIRAVTDEPLYFSHSPASRSFSRFISALGAAIECERDIEGASAGDPAFDLWLRDAELAWEAATGACRTVLEMPL
TRVSDVPLRNIARLIENALCSEDAEELACVRMSHAGHPDLYRCPGTDPVSRRVAGMLARAQTQLGEIADLAMLSELPSSR
AFRDTAGRTPDAA
>BAQ71285.1 hypothetical protein NHU_04165 [Rhodovulum sulfidophilum]DSM2351
MPALYGTVKPKINKRFGIMEKKRGRPSVDTEAINLRLPRQLIEAIDDARRNQPDLPTRPEMIRRILNEWQCEVSAKKAD
>BAQ71286.1 CRISPR-associated protein [Rhodovulum sulfidophilum]DSM2351
MSKSPDDLFVTLANRENLTAAWEKVRGNRGCSGGDGVTIDRFARRAPQRLTALSGALLDGRYRPGDLRRIDLKKRDGGTR
PLAIPSVIDRVAQTAAALVLTPILDPLFDEASFGYRPGRSVAMAVRRIDMLRRRGFCHVVEADIVRCFERIPHEPVLSSL
AKTLAGRVGADRLVDLVALWLEHAAMFLETPGLGLAQGSPLSPLLSNLYLDRLDDALDRRDVAVVRFADDFVLLCRSREA
AAKALNRAENLLEAHGLELHGDGTRIVDFDRGFEFLGHLFVRSLTLRALGDPDEDPLEAMRLAGAEEARAADAARAEAEE
SAAGYDRAERVLYLVTPGRRLGLRNLSFTVSGEEGRELLGIAPGRIDRIEIGARADFAPEALRQALATGIDVAFLDGRGQ
TEGWLSAGPPERADLHLAQARLVLDPVASAALARTIVEARLRNQRTKLRVLNRVSKDPEVAAACTALGRVISKLPGADTP
AALRGHEGSGAALYWPALGRLCAAAPQPFRRTRPATDPLNAAINWLTAMLERDIRAAIAHAGLHPGFGVLHVPADRSAAC
VWDLMEGYRAALTEGLAVTLFNQNRLRTGMMTSFPGGIRLGRDAIGALISGYEAAVGRLVTSPYSGRRRTWRWIMREEAQ
ALARHMRDPEGMPFRPFLQTP
>BAQ71287.1 Cas2 family CRISPR-associated protein [Rhodovulum sulfidophilum]DSM2351
MRGEMLMVFTYDVSQSKRRRKVAGLLEAAATRVQYSVFEARMSRPRADALAQRIAAHLDRGDSLRVYAIGADGLSRSRVY
GDSVPFEPQEGYWIA
>BAQ71288.1 hypothetical protein NHU_04168 [Rhodovulum sulfidophilum]DSM2351
MELLRGVSVSHIMVLCPMGAGGMRDPALVGKIRGALGEALRESASPAVRAGLPCTFSPPCAYAALWSPEGEIRPGKPMPS
PYVIEADAESDRLRVTVKLVGRAGDYLGEVGDALIRALRRGLSGKRWTRLEPEARSYSETIGLADPGLTAQASLRFLTPL
LVRNSENGPHIEPGAVLRGMIHRADGMARHCGIKLDADFPALLEATKFVEGVWTDVDVQDWTRGAVRQRRLVPMEGALGR
LHMRGDLAPFSPFIALAEELHTGSRVQFGQGRFRIEQGV
>BAQ71289.1 YbbR family protein [Rhodovulum sulfidophilum]DSM2351
MPEKRDWVIRVEGVNLGDTVFNTNDLSVIRGSSLCLEAFGWELEDYLGKSVSGFDAEANIIYRAASQAVFRFDNRTEAEI
QGLTADIRGWLRAPYRQGDNDPPYVDRKELEAAKKRAEPKQLRFIKLPSEHMTFVVDHAAIPCDVEKADGERLAINMAMM
RNRRRQMRSPNVPRAPGQALGAPAARRKQLLCPVDDKRQIDLDNPDAASFWVNEDRYPEAIVLEKKGRLKRIAASKRSAD
LRIYGRDARQTLYPVMMSQRKFAGLVNRGLFADPKAGVKTVRFATSFDDIRADPPEGLPPAVGGKLAYLYVDGNSFGKKR
DESALRDFDQAVRGILAHYTYEMIGHFLDRADDPAYVLQQATDDPGDRYLRVETLIAGGDEFCVVLPGWLAWEMSGRILG
WLDEAGQGQDVKLSYRAGLVICPAKSPFRRAVALAETLCKDAKRFYDGRDAEACLSFHVFESQDVPEEVSGPPLASLGVL
RGPAYRGASGDHVDDAALAGAFRMSLRTFPERTRDFLSLKNSFPKSQLHKLIDDLGDVDSAKVAEPGNGTALDLIWRDFR
NRTGSELTRDDVERKLPGSADLPTALRMKILADLWDYIDPLQFSLAEESDQ
>BAQ71290.1 hypothetical protein NHU_04170 [Rhodovulum sulfidophilum]DSM2351
MTVPGFYCFPLALGLEAPFLVAGSTPSAYGLDVAQIRNADGRAIIPDSHIRGVVRHAWAALESDGCEIPATTESLFGAEG
TDTDPIAGAISFSDLIAVEDGKLLRSTRVAIDEETGAARDGHLIVVEQIAKIGQVVNFRGNLTMFLGEDEDAGEYRDALQ
RALDLVLSVGRFKTVGFGRVVQPSVGSAEKIGLTQGDPVDGMRVSFAFRLDRRLLVDIVRRDANTLASSEVISGAAIKGT
LARQMELFGEDIQNGPVAKALSRMRVSHAFPFGGGLGRSSNRLDAVRFEQSASGKRYLSSWPKGSASHPTTERAVPRFRV
DWKDEDLPQEPVTLSLRRDLRIRTAINSESGAAADGKLFAESSVLPVIESGEPVVWRGEVSLPANAGPEVRNGFRICLDH
FRSGLFLLGKTRAQTEAIEFSPASPIPIPSSNDGVFTVVLKTPALMLREIHLSSEMCFAEALQLYWERASNGALRIATEE
ECRSAEIRHDAAFNDPEQLEFFAQVELRGGFQAVRHQFFGSEVVEPFVLCKPGTVFKLIAQDEAAGVLALDGFLEMGLPV
ASWAERDELETGYNFDFDKCPFLPQNGFGAIEFDMEGGAA
>BAQ71291.1 hypothetical protein NHU_04171 [Rhodovulum sulfidophilum]DSM2351
MIGKRVDIEADLVVLTPLQIGTGAFREEERSDRDEQDREPDTRNVALVATDFDGAPCIPGSTLKGVLRRLSRDNDVLFGP
TRIVAAEDARSGKAVFWTARIAGNSSDCQRNRPHVSMGTDTRTAKDPETGVAKRAHLFGGDYVRPGTKFRLRISLKDAEP
GAADALAQVLARLAAADGEAFGRSTRQGQGRVALIPETLKAKAFPSGNDLTQDWQSRLAGQPSPDAPDLIRLSLTASGPF
LIAGEERSDLRPGDDREKVRVMTALEDFDGQGPRLTGSTLLGALRARFDWYAAGLGDDCPSGATERLFGTPGWRGRIAVH
AIRRSGTPERKKITSVRLDRFSGEPIDNALFTTEAWLNANFQVDLRFDRHGPKEPEVSCDTDLKIFNDFREELCDPDWGG
IQLGLGGNKGFGWFDIREVSDA
>BAQ71292.1 hypothetical protein NHU_04172 [Rhodovulum sulfidophilum]DSM2351
MPDISKNLIAELVAYARTRRTASRIDDLKEEVLNHAFDNLGFDGEEEALWAKVRAGAKAKSAPPWDPRTDADLATAPFRF
VPMNETVSRLPPDSLTPHDKPLPGHMSCILDVDWRVETPLLIGELDGDVVMPFRLGDDYAIPGATLRGAIRAVVEALAFG
RLFQTNRHKRFALRDFAHPSYGTFMTQSQGDPGLQAGWLTLVDGEPHITPCEWGYVKIDSLPGNTDRWVTQNRHAKYRHV
GSDWKGPGAFTRPRMFEFRGTEKDRNLYSEGRVGTPGHYVFSGKLPGGGGKKKLFEYVFFETAARPVPLADGVWDTFVTT
NSKPSQNKRVADGAWKEFESSYKQGGRVPVFFVGDLARNAADETFSFGLTRLYRIPHRDSIGEVLLRSGQDHRPAEKLSL
KKGGKAEETLELRPDFVENLFGYVYEPKDLEFGHGKLTRAPDYTPPGSVARKGRVAFEFARPVSDARFRLWPESGPVETA
MGAPKPAFAPFYLVGAEKDYSRDGARLAGRKRYIARYRAGQDAPSAPLKEALAGQISDGMSKDMKARLRFLAPDPAGPSV
FRGRIRCHNVSRAELGALLWALTFGGDRQARHLIGRGRPFGAGQIAAQAITLRIRPNLAPRDAAETVEWTEAHGRDRLTP
WLEAFEALMEETVRGWKTSAQVQALLRIARPRGWAEQGTTYLPYQPAGERQAEHFARLRKVCGPGAIRAPDRLLPP
>BAQ71293.1 hypothetical protein NHU_04173 [Rhodovulum sulfidophilum]DSM2351
MPDAQSDHIPADRIPVNGLRLLFQWPLTLSAPPGTRFSDDWIARRLAGTRRALDTAPLWTRLDDPLDLLPQAGECDGGAY
AEFAYFHDFTQSFLYPPKGKTAPAYDLYQRTDVTGLVARIAGRGSFEFAVRRHTLHLFRTGVAILSLELELQGPAMLADC
QALIDHLRRTYVPFWEGGKDKDGKTTFQAKRVPEQVKLIRRDGADDDGKASRPPDPEAARAFLDRHAGDRKSRDPDVLDH
WRDLIAPLKLIGEGGPWRDPSDERMPVNSFISLTPPGLDQVKVDDEKVRMCREALEQVSDGDWFRLWDAEEPGANGYPYN
PDFLEKYRADAFYDRFYPSAETGGSASRMVFGGMHFGCVGAGFFTDNIMVHHWRRHYAQMSLIARFEATMLLLVSSRISR
AVGRYEDFRERRFQRMMGAGANEVFVKLFHDGDKRRSVVQFEEDILEIMDAFQRFVNRFHFTGVTSQTQGREMFELWQKS
LGLRELFRDVKDELESVAATVAARQQKREARSATKLQNVAFFGIAAGLVVGALGANLLIAPEGGQKLLTGLSEGEQTAAI
AGLVVALFGAAWVFYIREK
>BAQ71294.1 HigA family addiction module antidote protein [Rhodovulum sulfidophilum]DSM2351
MSQTGIPVRQECLDPNNLSVTDAAKALGCNRQTLSNLLNGRSGINPA
>BAQ71295.1 transposase-like protein [Rhodovulum sulfidophilum]DSM2351
MTGSTRSSLSGVPIRGEPPEERRAVRQARAVPLLENLHEWLKQQAARISTKSDLGRALAYALEHWDGLVLFTWDGRVEMN
SNPVENRIRTVALGRKNALFAGHDEGGRSWARFAPVIVT
>BAQ71296.1 phage integrase [Rhodovulum sulfidophilum]DSM2351
MTKQAITDAFVRQKQVQKREDIVDTRQPGLTLRLTPSGKKTFSLRVRSADGIEQRINLGNYPEVSLKKARELAAKMRADI
KSANGNRNRIRKLQREAMRDTPTMRELVSEFGSIRCDVRKIWTPAKSGSKSEAERRISSVFAPLMEMRATEITAEDLAEA
LGSYRPLSGKPSANGQCQKARLYLMPVLDWAAGREKFRAAGRKRFPVLDVADLRDTADPASEDPSITGLRERALGRDEVQ
KILPLLTYPAPVNLRMRMHPAVDLRPVALRFILLTAARLDEVASMRWQDVNFDRREWLKPHVKSTRGPSRPQLLPLPDAC
INLLRELPGYERRDDEPATLVFPSSIDSKLGNWNRITAAIQRESATSDWHRHDLRRTSASLLRLIGVDLGTIDRILGHRI
DHGREGTSRALDNYLADLDIEEIEDPQRVALSRLAEVYGKIEGKSN
>BAQ71297.1 hypothetical protein NHU_04177 [Rhodovulum sulfidophilum]DSM2351
MQRSERRSAERDHRAVRTLTESDYLLSVGEKFETDQCLLSIFSSGDGVIRAEVINPKEAPQELADNEIRRCWLHVILDVA
TREVLGRVISETADADHSKALLRIATRDKTKEKVRYGCKQDAVPPVRLGLSLADNGTATRNADVYAGQLGMGMAVMTARA
HQPMDKQMVERLFGTTQWDVLNFRPGYTGSRPGELTGYEPKPSAEISHDDLYGKRRFEWHLRKIRALQDGVSPKVPGDFE
DELRWNEDLIAVPLSEKDRNE
>BAQ71298.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MLISLHKQATTTPRIRAAIQASTDPAWMVAERYGISEQTVWKWRSRDDVHDRSHTPHRLQTTLTPAQEAVAVALRKALLL
SLDDLLAVVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPKPAHGSFKAYEPGYLHIDIKYLPQMADEDRRRYLFVAI
DRATRWVFVRIYPAQTAANARRFLRDLERAAPMKITRVLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLAPP
MRPQTNGMVERFNGRIEDVLQSHRFHSGEDLEQTILRYVHLYNSQLPQSALKARTPIDALKDWQRQRPELFRKRVYNHAG
CDT
>BAQ71299.1 transposase [Rhodovulum sulfidophilum]DSM2351
MNTKLHAVTDARGRPIRFFITAGQVSDDTGARALLSRLPNADWLLGDRGYDADWFREDLINKKITPCIPGRKSRDTPVKY
DKRRYRKRNRIEIMFGRLKDWRRVATRYDRSPTVFLSAIALAAAVIFWL
>BAQ71300.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDLYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKKGGVDA
>BAQ71301.1 IS3 family transposase [Rhodovulum sulfidophilum]DSM2351
MQGRTYADLPLQALLMAVWRRKPKTKVHVHSDQGSQFTGYEWQEFLEQHNLVLSMSRRGNCWDNAVVESFFNLLKRERIR
RRKYKTREEARRDVFDYIEFFYNPQRKHVRNGMLSPIAFEQLQKLKLQGVSETRVRPH
>BAQ71302.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MRYAFIAENRLIFAVRAMCRMLLVHPSGFYAWQREPLSQRALEDKRQTALLKQAWDDSGGVYGYRKLHDDLCDMGEDISP
NRVWRLARLAGIRA
>BAQ71303.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSANKFTDEFKRDAVAQVTDRGYPVREVAERLGVSTKSIYTWQKQFSRPAKVIQEVAAQADEIRRLKRDLARVTEERDIL
KKATAYFARESR
>BAQ71304.1 ATP-dependent Lon protease [Rhodovulum sulfidophilum]DSM2351
MGARAKASGLSHLSADDRRALEVFRGGADLIGIVNEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRAGEPGFRLSPV
LLDGPPGIGKSVWSRELGRHLGVPRCGIEGTAE
>BAQ71305.1 transposase family protein [Rhodovulum sulfidophilum]DSM2351
MSEATIVGIDLVKWVFQLHGARDDGSVVFRKKLSGAQFAAFLAQHPRCIIAMEASRRGFARWSAGAVPGRPRPSRVASR
>BAQ71306.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]DSM2351
MKLTTALSALAILAATPAAFAADIPEGTVLSENQTYTFWLLDAIKSMDPQINTDVEGSDILRNLFEGLYNEDSKGDITPG
VALSHDLSDDGLIYTFHLRPEAVWSDGKPVTAGDFVYAWQRLADPATASEYAWYMELMQVVNASKITAGELPPSDLGVKA
INDHTLEVTIETPLPYFPQMLVHGSTFPVRQDVIEEFGSDWTKPENMVSNGAYTLSEHILGERAEMDKSESYWDADKTVM
THLTALTINDVNQALTRYLAGELDRVDIPAGQYPRLKKEYPDEAISLPYSCSYIYMMNLSDKGPEALNDVRVRKALSYAM
NRDIVVNNILQGGQHASYNWTHWATAGFVMPEIDYAGWTQQERNEKAKELLTEAGYGPNHPLDLTLNYNTSEDHKKIAIA
AQQFFKPFGVNLTLNNMEWKVHTDKMQNQDFDLARYAWCGDYNEASTYLDLFTSYSGHNNGEFFNDEYDAIMIETKTAED
PQPLYTQAEQILAAEMPIIPIYHYAQVDMISSDIKGLPTENVMQTWYGKDLYRVAE
>BAQ71307.1 integrase, catalytic region [Rhodovulum sulfidophilum]DSM2351
MDGTPKATKPRARNAKAKIAQNRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFQTDGFEGLKDLPPIHKSHPQTTP
PETVERIKALSLEHPAHGCNRFEALLALEGVRVSSITIQKILNKNGLGTRYDRWLALEEAQAGQTIEITAEQAAFLEKQN
PCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGSYAFGFLHISKQPEAAVAVLHNDVLPFYRALDLPVKA
VLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVEQFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHY
NTERPHMGYRNMGRRPIETVMSFVSQEG
>BAQ71308.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MIIYILKRLAIAIPTLLLLIIFSFLLMHAAPGGPFTQERELPAQVLANLNAKYGLDQPLWKQITGYIWGIVAHFDFGPSF
VYKDRTVNEIIAQGFPVTLTYGFVSFLVAVGAGVTLGAVAAVKHNTIIDYFAVGVSIGAQVLPNFVMAPILVIVFTLLLG
WLPGGGWRFSDPSYWIMPVIALSTSYMASIARIMRSSMLEVLNSNHIRTARAKGLPAHRVIMRHALKSALLPVISYLGPA
FVSMITGSVIVDIYFSTGGIGKAFVDSALNRDYAVMMGVTILVGALTILFNLVVDIIYGWIDPKIRY
>BAQ71309.1 binding-protein-dependent transport system innermembrane protein [Rhodovulum sulfidophilum]DSM2351
MVIDSQKMKSLAKATSREDVAGRSLWADARRRFFRNKAAMFGLLLLIFVTLFALFGNSIAQWSNEEIDFSVMGMVAEQGG
PSLSNGHYFGTDDLGRDLFARTVQGTQISLAVGLIGSAIAVVVGTIYGATAGYFGGRLDNFMMRAVDILLAIPYMFVLIL
LLVMYGRSITMLFVGVGLISWLEMSRIVRGQTLTLKGREYIEAARAIGVPAPVIIRRHILPNLIGVVTVFATLLVPNMIL
TESFISFLGLGVQEPMTSLGALISEGSGTISYGTLWQLAFPLLFFVFTLFGFFFIGDGLRDALDPKDR
>BAQ71310.1 oligopeptide/dipeptide ABC transporter ATPase [Rhodovulum sulfidophilum]DSM2351
MALLDVKDLSVCFDTPEGDIHAVNSVSFSLENGETLGIVGESGSGKSQLNFALLGLLAKNGHTTGQALFDRHDLLSISER
ELNRIRANRIAMVFQDPMTSLNPYMRISDQMAEVLMLHKGMSKRTAIAESVAMLDAVKIPDAKNRVRLYPHEFSGGMRQR
VMIAMSLLCHPEVLIADEPTTALDVTVQAQIMELLAELQREFGMATILITHDLGVVAGFCERAIVMYGGRIMEEAPVDPL
FETPTHPYTRGLLDAIPRVDQDQEALHAIPGNPPNMTGAPTGCPFAPRCALVNDRCRVETPALMEFAEGSARACFRPIEE
VAA
>BAQ71311.1 oligopeptide/dipeptide ABC transporter ATPase [Rhodovulum sulfidophilum]DSM2351
MSHPLIEARDLRVTFDIHRPSDLPWTPPAQLHAVNGVSFTLEPGQTLGIVGESGCGKSTLARALIRMLPASGQVIWEDGT
DLLTLSPRQMLKYRSQIQMIFQDPLASLNPRMTVGEIIAEPLRTHRPDMSAAERKEKVRSVMERVGLLPNQVNRYSHEFS
GGQCQRIGIARALVVEPKLLICDEPVSALDVSIQAQVIYLLEELRRDLGLTIIFIAHDLSVVKHLSDEVMVLYLGRMMEK
ANSEELFADPRHPYTQALLSAVPIPDPKIEKGKKVIALDGELPSPMSPPSGCVFRTRCPHAQAICETSTPEEPYGKHQTS
CHFAGKTVAPA
>BAQ71312.1 transposase [Rhodovulum sulfidophilum]DSM2351
MGGDGAARRCLPLLTGSKGEHPQKHLKNSSGILQADAYAGFKELYERRADGSAQFREAACWAHLRRDFHDVWTATKSEIA
REALDRIGKLYDIERQIAGQSAEVRHAIRQEKSKPKVDAFRAWAEQQLTRIPGKSDLAKAFRYGLNRWPSFCLFLDDGRV
ATDNNAAKRGMRPIGVGRRNWLFAGPDTGGETLARAMTLIETAKMNGIDPQAYLADVLDRIHDHKINRLDELLHWNWQAQ
RPSVPENAAA
>BAQ71313.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIAALEAENAKMSASLRAHDLLVQSLRARIAKLQKQAFGKSSEKIEREIEQLELALEDLQVALAEADTTPEVDEDDVANE
EVAQAAPKSRRRPKVSKDIPRERREFDPGDTCPDCGGDLRVVGEDVSELLDMIAAQLKVTEIARVKKSCRRCERIVQVPA
PSRPIPRSMAGPGLLAHVLVSKFDDHVPLYRQNEIFTRIGVDIPDTTLVDWCGGAMKALQPLIELVGKEVMASDLLHADD
TPVRVLDRSRRGRGLGKGGKQGRSWVYVRDQRPWAGMAPPGAVYHFSPDRKANIPKSI
>BAQ71314.1 transposase [Rhodovulum sulfidophilum]DSM2351
MIGPGTGVRVYLACGVTDMRKGIAGLSTLAQNVLRQQPANGAVFAFRGCRGDRIKLLCWDGQGVCLYYKVLERGRFPWPS
ATEGSARLTSGQLALLWEGIDWRRPDWGTPPARVG
>BAQ71315.1 transposase [Rhodovulum sulfidophilum]DSM2351
MHSDVATDVPYAEGGMRGEVLGIERRRRWSDEAKLAIISSVGVGGATVTQVAQHHDVSRQQIYAWRHELKKKGLWSSDQG
VVFLPLELPSVGDMAPEPEPVRPVPVELGLSGGRCLRFDSAMDAAALTRLIRAVETA
>BAQ71316.1 transposase [Rhodovulum sulfidophilum]DSM2351
MRFFMTAGQVSVHTGARAMPSSFPKAKWLLGDRGYDADWFREDLKNKGMKVCIPGRNGRKTTGLYDRRCDKRRNRLEIMF
GRHKNWCLPNMISIRLRFR
>BAQ71317.1 transposase [Rhodovulum sulfidophilum]DSM2351
MSDRYWLSEAQMERLRPYFPKSHGVPRVDDRRVLSGIIFINRNGLRWRDAPREYGPDKTLYNRWKRWSDMGVFARIMTGL
AAEAPDNKTISIDATYLKAHRTASSLRSKKGGVDA
>BAQ71318.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPTPTRYRTTNWSTYNASLRQRGSFSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSTGIKFRGDGERLARKHGASRRRQWRKVHLAMDAGTEDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKGARYHVRSRVEARMNCLKRFGERIMSRDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ71319.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]DSM2351
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGLADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGTSANAEAEIQALEQVANMLNGRSGETLLSEQMMR
HIVTRLTDEGLVIELFDVEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>BAQ71320.1 flagellar hook protein FlgE [Rhodovulum sulfidophilum]DSM2351
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLTGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGDPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWKMTLTDSSTGAV
VGDYDLAFSDTQQYGGTLESVAANSGGAWDPATGLLTVQVGPNSDTMSIDIGAQYSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>BAQ71321.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]DSM2351
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>BAQ71322.1 flagellar hook-associated protein FlgL family protein [Rhodovulum sulfidophilum]DSM2351
MSLISMGDLAQGIGIRIRNAEVKAQFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIESIETANGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>BAQ71323.1 flagellar P-ring protein FlgI [Rhodovulum sulfidophilum]DSM2351
MIRRLTLLLAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEILSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>BAQ71324.1 transposase IS3/IS911 family protein [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ71325.1 integrase catalytic subunit [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTSPDKKSPCPLDKVNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ71326.1 hypothetical protein NHU_04207 [Rhodovulum sulfidophilum]DSM2351
MAKAAHWLDTDAEVRKRGEQTGLDTLVVHAVNDECQSSASLLVGDTPNGLSIPPGEYGRKVKTQRN
>BAQ71327.1 DNA resolvase [Rhodovulum sulfidophilum]DSM2351
MPHAWDWRRLDVEARVLDWLKTQLMHPDLVAEFIAEFLLEMEKDRLEAEAGRVEAERALSKVTKVTKEIDNIVTAITEGM
FHPSMKAKMDALEAQKAAFEAKLAALPARSPVVLHPGLADVYAAKVSDLAAALNDPESRPQAVEILRGQIEKIVLTPDAD
AANGHVIELFGELGSILSLCGNGMCQNASARGVSAGVRQATMVAGVGFEPTTFRL
>BAQ71328.1 short-chain dehydrogenase/reductase SDR [Rhodovulum sulfidophilum]DSM2351
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETLPDAVFRQRTDMGDAGQIADFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLSSPRGRTI
SGQAVSVCGDCQMLT
>BAQ71329.1 transcriptional regulator, GntR family [Rhodovulum sulfidophilum]DSM2351
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPL
MTAAEFADLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>BAQ71330.1 extracellular ligand-binding receptor [Rhodovulum sulfidophilum]DSM2351
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>BAQ71331.1 ABC-type branched-chain amino acid transport system permease component-like protein [Rhodovulum sulfidophilum]DSM2351
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFVGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>BAQ71332.1 ABC transporter related [Rhodovulum sulfidophilum]DSM2351
MIRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPESHAAMA
GRKAETHPLPAFLKPTDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGGL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIIIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>BAQ71333.1 3-hydroxyacyl-CoA dehydrogenase, NAD binding domain protein [Rhodovulum sulfidophilum]DSM2351
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAGTLARVRVCPTLDEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLGGRARCLVAHPVNPPHLIPVVELCPAPWTAAE
TLDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETIQTSGA
>BAQ71334.1 hypothetical protein NHU_04220 [Rhodovulum sulfidophilum]DSM2351
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAIVHLHARDPGDGRPDQSPEAFAPFLAVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>BAQ71335.1 Radical SAM domain protein [Rhodovulum sulfidophilum]DSM2351
MSPISETGRLAGIEAILIACPEPTYHHRTGSVCIARISGETVLSAGSNAAATAPGPLMPRDSWERHWPAMAGARHHIRGT
LSGPRGARA
>BAQ71336.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]DSM2351
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGNLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPNDPIIIPRDSEKTDWEVELGVVIGKRAKYVSEEAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPAGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDQVELGVDGLGTQRQVCVADI
>BAQ71337.1 nodulation protein G [Rhodovulum sulfidophilum]DSM2351
MADTAMMPGGMTEAQLEGFRPAIPIAHYATCGELDAPTVFLLSSRPGDITGTRLHLNGGQSMV
>BAQ71338.1 lactate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MSRRPVVETDDIFPERAAAEVSGAEFLAHQCQGPADVAKAIRSADMAVVQFAPDDDAEVITGMAEGGALIQYGIGFGNID
VTAANDRGQPAICPVAASTKWPGLRSRRRCASRLRSPPRCEAAVAMAWPIPR
>BAQ71339.1 transcription regulator protein [Rhodovulum sulfidophilum]DSM2351
MVREAMRALAVLGVIEIRPGGGAWVSALDASSLLSQLNVFLGLFEISVDELCQARRPISRRSILRQQAVVEADLDSDFHA
PLAKPADPFSLARAAQSLAVPGLEFRKAAAHTDGMARRSIAASAKRRAQAMPPGKPWPPIWHRPGRHPSA
>BAQ71340.1 transposase IS116/IS110/IS902 family protein [Rhodovulum sulfidophilum]DSM2351
MAKVPPRLVAMEAVPPPVAIARTGIGLNSAVQGLLTVGATPRGLNSEASFAASCGARPVPVSSDKTLRHGLIRGGIRATK
NAPHMLAGRKTALLTLTMHRMLTF
>BAQ71341.1 adenylyltransferase [Rhodovulum sulfidophilum]DSM2351
MQTAPRQNEQIGSALGILRHRLGDALLALYLHGSAVSGGLRSQSDIDLLAVVGSGLTESQRNGLLTELLCLSGRHPAVPG
GPRCLEVMVFCRSDLARGDYPARAEFVYGEWLREAFEAGESPVPEGDPEYSLVLAQARQEAIALCGPPRNELLPEVPPEH
VRQAMRDALPELLDGLHGDARNVLLTLARMWYTARTGKFVTKDAAATWAIARLSGPDAMTLDHARGAYLGELAEDWQSRA
GAARQVAGRMAEYVTRSL
>BAQ71342.1 dienelactone hydrolase [Rhodovulum sulfidophilum]DSM2351
MARAVIDRRALTWKWLASSTAEWHVILPTACRIDAMFRALRLAAFALLAIIGPWGPALAAPYHAGVARSAFTTASGQANA
VIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPVVLLSHGHNGGPLSHRELAAQLARAGFIVIAPPHKGDTAGQPPRAS
QDRILKSRPAQAIAALDAALRDERLAPHADPARIGMIGYSAGGYTGLILAGAKPDFDHAAAYCAKEGRDDTGSCGEARFI
GMSEKLATWSAPSEPRLKALVLLDPLAVMFDATGLADVGIPVLLFRPQDDIYMRSAANAVALARDLPRAPQEIVLPGTHF
TFVDPCPEDIAGKAAMVCNDPPGIDRPAIHRSLENDVIAFLQETL
>BAQ71343.1 transcriptional regulator, LysR family [Rhodovulum sulfidophilum]DSM2351
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>BAQ71344.1 hypothetical protein NHU_04230 [Rhodovulum sulfidophilum]DSM2351
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDGWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAIMVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>BAQ71345.1 putative transport protein [Rhodovulum sulfidophilum]DSM2351
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTAALTAALGATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>BAQ71346.1 hypothetical protein NHU_04232 [Rhodovulum sulfidophilum]DSM2351
MDAPLISSKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLEARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>BAQ71347.1 hypothetical protein NHU_04233 [Rhodovulum sulfidophilum]DSM2351
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAVTSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRRPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
AVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>BAQ71348.1 hypothetical protein NHU_04234 [Rhodovulum sulfidophilum]DSM2351
MTDHPATMPRFRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDLSGAKRPPILPGFVIAFLILALINSLGWIPAPAQALLWALSKWSMLTAIAAVGMKTDLKRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>BAQ71349.1 integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKLNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRALRRRGTALPAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETLLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVIT
VFTIGFREALSVPLPGGLIF
>BAQ71350.1 TRAP-t family transporter, periplasmic binding protein [Rhodovulum sulfidophilum]DSM2351
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKKNPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPGFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>BAQ71351.1 malate/L-lactate dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MPRPDADMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAIAPWGGSSALFGT
NPIAFAAPRADAPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGQPTTDPEAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>BAQ71352.1 D-isomer specific 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARSLTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>BAQ71353.1 altronate dehydratase [Rhodovulum sulfidophilum]DSM2351
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVVGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>BAQ71354.1 altronate hydrolase [Rhodovulum sulfidophilum]DSM2351
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>BAQ71355.1 transcriptional regulator, GntR family [Rhodovulum sulfidophilum]DSM2351
MATPLYQTVIVTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>BAQ71356.1 L-fuculose-phosphate aldolase protein [Rhodovulum sulfidophilum]DSM2351
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEEQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEKEAKALRSRG
>BAQ71357.1 type III effector Hrp-dependent outer protein [Rhodovulum sulfidophilum]DSM2351
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATMRGAPGAIAAKVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>BAQ71358.1 TRAP dicarboxylate transporter, DctM subunit [Rhodovulum sulfidophilum]DSM2351
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRREKMATLPRRTGPEIRSALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>BAQ71359.1 TRAP dicarboxylate transporter, DctQ component [Rhodovulum sulfidophilum]DSM2351
MRPARLAVLAVRLADRVLAAVEAVLVLVLASMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNMAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
LGLTGGIMASGKEDPGA
>BAQ71360.1 cyclase family protein [Rhodovulum sulfidophilum]DSM2351
MTIVDLSMTVGPHFRWSPEISVTGDKGAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDAGSREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>BAQ71361.1 TRAP dicarboxylate transporter, DctP subunit [Rhodovulum sulfidophilum]DSM2351
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHIARVLDGEIGNRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDDDMRALLIETAQDGARRQRAMNVEREVTSLAKLREEGMEVVETPDRKAFHAIVAEPVQASFGEEFG
PELIEQINAAA
>BAQ71362.1 SAF domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAQIAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGAHHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPALHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRTGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPENSPLAALRALQDSHFAPSGQTA
>BAQ71363.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MGDKWQAMSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGA
TVVRLSPEDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALS
RVYASESARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAATPNH
>BAQ71364.1 amidohydrolase 2 [Rhodovulum sulfidophilum]DSM2351
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRDYLPADYRAAIRPWTIAAAIHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHELPGSMRCPDFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIETFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>BAQ71365.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]DSM2351
MTKTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>BAQ71366.1 putative tricarboxylic transporter, TctB [Rhodovulum sulfidophilum]DSM2351
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGGGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVSSVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>BAQ71367.1 integral membrane protein [Rhodovulum sulfidophilum]DSM2351
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWSLLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WIIALLRQLARMLRGARRAG
>BAQ71368.1 succinate semialdehyde dehydrogenase [Rhodovulum sulfidophilum]DSM2351
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSETRLEVRDPADGAVLGSVAAMSAEQSRATIDSAQAAFPGWAATLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEGAVAKQEEHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>BAQ71369.1 transposase, IS4 [Rhodovulum sulfidophilum]DSM2351
MSRATPPVYETENWSAYNDALKRRGSLTIWFDSEMVWTPPPTGKSGRQPDFSDAAIQTCLTMKVLFGMALRQATGFVESL
LRLVGLTGRCRIAVPSAADRRRLRSTFRIVDRNALCTS
>BAQ71370.1 transposase, IS4 family protein [Rhodovulum sulfidophilum]DSM2351
MRAVEITGSHAGHAPMLPESLDQIPADEEIGSVTADGAYETRKCHEEIAHRGADSVIPPRKNAKPWKPSTAGAIARNEAL
RTSKYLGRALWRRWSGDLRRSRVETKTHCLKLLGQSLMARDFDRQVAELQVRIAVLNGYTALGISVTEPVE
>BAQ71371.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]DSM2351
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAEGADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRVDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>BAQ71372.1 MiaB-like tRNA modifying enzyme [Rhodovulum sulfidophilum]DSM2351
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLEDALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADTIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRAAGEAQVARHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGKIVTATISGRSDTRLRAD
>BAQ71373.1 hydrolase [Rhodovulum sulfidophilum]DSM2351
MGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHDIPAYLSDAIALLDHLSIDRPVPVLGHSFGGVVACHLAAARPDR
VSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQNSIRRVADGWTLNFEPAEFLLSERAINGDHRAV
WLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHIDAPAEFARHLRAFLEDSCS
>BAQ71374.1 hypothetical protein NHU_04261 [Rhodovulum sulfidophilum]DSM2351
MWRIVVGFAEAALIQCDQTPSRAEIRRQPAEIRASHPMAVKRQKRLSLPARIKEGEDKTIMFEAVPAHMFPLRSDLG
>BAQ71375.1 hypothetical protein NHU_04262 [Rhodovulum sulfidophilum]DSM2351
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELDEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>BAQ71376.1 ubiquinol-cytochrome c reductase iron-sulfur subunit PetA [Rhodovulum sulfidophilum]DSM2351
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPG
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>BAQ71377.1 cytochrome B [Rhodovulum sulfidophilum]DSM2351
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYMHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLVGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>BAQ71378.1 cytochrome c1 [Rhodovulum sulfidophilum]DSM2351
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>BAQ71379.1 sulfate/thiosulfate import ATP-binding protein CysA [Rhodovulum sulfidophilum]DSM2351
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQGRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>BAQ71380.1 thiamine transport system permease ThiP [Rhodovulum sulfidophilum]DSM2351
MARRAQPLGIATGLGIGAAALALTLALGTIAALAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFRGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDTACLGLAALFLILPLAMVTLRGLPGLAGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLRGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGHARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>BAQ71381.1 thiamine/thiamin pyrophosphate ABC transporter, thiamine/thiamin pyrophospate-binding protein [Rhodovulum sulfidophilum]DSM2351
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPESFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQSAIPTTNWMYPAVTPETGLPTGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>BAQ71382.1 chorismate synthase [Rhodovulum sulfidophilum]DSM2351
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAIDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>BAQ71383.1 cytosine-specific methyltransferase [Rhodovulum sulfidophilum]DSM2351
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSTLPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>BAQ71384.1 phosphonoacetate hydrolase [Rhodovulum sulfidophilum]DSM2351
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>BAQ71385.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]DSM2351
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSERSRPDARPDR
APRPPRPAPAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEAEAPKPRAPRREA
DAAPVERPRKPRPDAERSGPRSEAGAPRPKEGRKDGWKDARKDDRKDGRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGG
ARDWPKDKRPAGNDAAPAERRRADAADTSKRFERPGAPKGKGAKPTGGGKRGAPKLGRSSGNAPPRRPR
>BAQ71386.1 YkuD-like protein [Rhodovulum sulfidophilum]DSM2351
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPTD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>BAQ71387.1 hypothetical protein NHU_04274 [Rhodovulum sulfidophilum]DSM2351
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>BAQ71388.1 GTP cyclohydrolase-2 [Rhodovulum sulfidophilum]DSM2351
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVAVTERVPLKVGHTPENARYLAVKAQKSGHLL
>BAQ71389.1 DNA-binding response regulator [Rhodovulum sulfidophilum]DSM2351
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>BAQ71390.1 hypothetical protein NHU_04277 [Rhodovulum sulfidophilum]DSM2351
MSGRLTCFFGILCALCQIGPAAEAATDIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGQPLMGVLTDGAEPPD
GDFERPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDAALAGCPPPLAVRPD
PAAMRRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVSVDFSYVSCRAGPRLHRDFCTEAGCARQRYLP
GASAYVLIEDGDPE
>BAQ71391.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]DSM2351
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>BAQ71392.1 thioredoxin domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAVEAGPVAELRAAVDHDPDDHVARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>BAQ71393.1 peptidase S16, lon-like [Rhodovulum sulfidophilum]DSM2351
MVRPSFSGMFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGC
AGRVTAFSETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLST
DWDSLRDAEDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>BAQ71394.1 conserved domain protein [Rhodovulum sulfidophilum]DSM2351
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>BAQ71395.1 hydroxyneurosporene synthase [Rhodovulum sulfidophilum]DSM2351
MFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPHMGRLKGR
VTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTKANGAWCF
YDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAVRTKVFGEEVV
GVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPT
>BAQ71396.1 amine oxidase [Rhodovulum sulfidophilum]DSM2351
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGARLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLAIDMAPHKSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTDRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMRGGISTA
>BAQ71397.1 farnesyl-diphosphate synthase [Rhodovulum sulfidophilum]DSM2351
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>BAQ71398.1 hydroxyneurosporene methyltransferase [Rhodovulum sulfidophilum]DSM2351
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRRECERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVDMPCTHRPFIASVVVGCKPRAT
>BAQ71399.1 2-desacetyl-2-hydroxyethylbacteriochlorophyllide A dehydrogenase BchC [Rhodovulum sulfidophilum]DSM2351
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>BAQ71400.1 chlorophyllide reductase subunit X [Rhodovulum sulfidophilum]DSM2351
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>BAQ71401.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]DSM2351
MFDLNKMSRWDNVLEALSHHGEDREPTENAELQEAPAAEAVAPARELEDA
>BAQ71402.1 bacteriachlorophyllide reductase iron protein subunit Y [Rhodovulum sulfidophilum]DSM2351
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVASPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>BAQ71403.1 bacteria chlorophyllide reductase iron protein subunit Z [Rhodovulum sulfidophilum]DSM2351
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGARPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVLPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PSGFARPSSKGETK
>BAQ71404.1 protein pufQ [Rhodovulum sulfidophilum]DSM2351
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIAFFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>BAQ71405.1 light-harvesting protein B-870 subunit beta [Rhodovulum sulfidophilum]DSM2351
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>BAQ71406.1 antenna complex subunit alpha/beta [Rhodovulum sulfidophilum]DSM2351
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>BAQ71407.1 reaction center protein L chain [Rhodovulum sulfidophilum]DSM2351
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFGVAIFAYVTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPAHMLAVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAVPAAQGSM
>BAQ71408.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]DSM2351
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLVSVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWFIWAQEHNFVTEYTQPYGVDAYVGQG
G
>BAQ71409.1 Photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]DSM2351
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVIAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLIVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>BAQ71410.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]DSM2351
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>BAQ71411.1 conserved hypothetical protein [Rhodovulum sulfidophilum]DSM2351
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>BAQ71412.1 Monooxygenase FAD-binding protein [Rhodovulum sulfidophilum]DSM2351
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGVNAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPADARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>BAQ71413.1 beta-ketothiolase protein [Rhodovulum sulfidophilum]DSM2351
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILSEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLVPLARIVGYAHAGVAPEVMGIGPVPAVDALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRCALVTMCIGGGQGIALALERI
>BAQ71414.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]DSM2351
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDALALLRAAGQALAHGRVVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPTRLSPAEAALLVALPQSPETRRPDRAAHAARAARDRVLARMAEAGVLEPETATRAAR
SPVPATRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAQGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRHFARPGASQGTDPLRLAFPPDGADLALDGTTLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>BAQ71415.1 large extracellular alpha-helical protein [Rhodovulum sulfidophilum]DSM2351
MARSAALMALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSSACFPKARAEAPTPYAGAVSARIVATDPATRAAAPARAAELDFLRDRDLAGARKQAEKLPEDHPVDGATLDELRRAA
ASARAANRPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALDVMAG
ALEDLGRGRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDP
GLAVTVEDRRLCVEGLSHGESYRLTLRSGLPAASGETLAKPVTLTQYVRDRNPSVRFPGRAYVLPKAGGTALPVVTVNSD
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYALSA
AIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLP
LTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPEAPI
HPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAGAGLPDYPGFVFGRYDTEIAPAMTMIEGAGRTDAAGRAQIGLTMPTL
KAEGKPVEARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVE
TRYQWYRVDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDM
LELSLDKPAYRPGETATLRIVPRQAGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGH
NPARALGLAHATVDPGPHRLSAAFEIPAEAGPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQ
RKLGMGLRDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGADGIAHARLDIPAFNGTLRLMAV
AWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELTQGGKT
ALSIPITAGMPGVQHVKVALSTPDGKRLTRTLILPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGP
VARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLVDRLDRAVTEVLANQSPSGGFGLWAPGSGDF
WLDAYVTDFLSRARAQGVTVPDRAFGIALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTRAGAFAT
PLAAGQLGAALAAYGDPTRADRMFARAARMMAGRMGRAEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAA
TDRPLSTQEASWMLLATHELIDRTGAGGGGFTLNGTPLTGPLVRLLAPGDGPAVLGNDSGRPETLTVTSFGVPEVPGPAG
GNGYAISRRHYTLEGDPVTLDAVPQGTRIVMVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEV
RHSEARQDRFLAAIDWGSSDPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>BAQ71416.1 histidine kinase [Rhodovulum sulfidophilum]DSM2351
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQSMVPGA
RFEDILRQGLENGQYPEAIGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRSLYEAVAQLAPPAAGQPARLPAPPAPAGVPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLVLDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDRCLPIRLAGMG
>BAQ71417.1 UPF0246 protein Rsw2DRAFT_0251 [Rhodovulum sulfidophilum]DSM2351
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATQLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQRHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAD
>BAQ71418.1 ATP-dependent DNA helicase RecQ [Rhodovulum sulfidophilum]DSM2351
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGCNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPETLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGTAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>BAQ71419.1 yggt family protein [Rhodovulum sulfidophilum]DSM2351
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>BAQ71420.1 hypothetical protein NHU_04307 [Rhodovulum sulfidophilum]DSM2351
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDRFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAERPWPPMTD
>BAQ71421.1 major facilitator transporter [Rhodovulum sulfidophilum]DSM2351
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSALYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAVFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>BAQ71422.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]DSM2351
MARTLIGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGARAAAIGWTGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKVEMCNRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARDCVTQRPTV
AELSKGGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>BAQ71423.1 transmembrane protein [Rhodovulum sulfidophilum]DSM2351
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>BAQ71424.1 peptidyl-tRNA hydrolase domain protein [Rhodovulum sulfidophilum]DSM2351
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>BAQ71425.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]DSM2351
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARTMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFINFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALRQVTERLGLGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>BAQ71426.1 sulfate transporter [Rhodovulum sulfidophilum]DSM2351
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>BAQ71427.1 UspA domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQAQGRA
ILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSNRSFAP
IDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKALADLVE
TDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>BAQ71428.1 trap-t family transporter, dctp subunit [Rhodovulum sulfidophilum]DSM2351
MKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQALR
MGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKTL
DDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPIIV
SERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAWV
EEATGIMNDAIAAQ
>BAQ71429.1 trap-type c4-dicarboxylate transport system,large permease component [Rhodovulum sulfidophilum]DSM2351
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIQVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>BAQ71430.1 TRAP dicarboxylate transporter, DctQ component [Rhodovulum sulfidophilum]DSM2351
MRKFLGGRTPEEWLGAILMTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPT
KLRLCMLTLADLLWLGFNAVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPAD
ARIGD
>BAQ71431.1 Mannitol dehydrogenase, C-terminal domain [Rhodovulum sulfidophilum]DSM2351
MKPALTYTPGALRPRAAHLGVGAFHRAHQQGYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACHG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVSDNGRLLGGVLRDYAARVFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIATPAAERLARGGSAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>BAQ71432.1 alcohol dehydrogenase GroES domain protein [Rhodovulum sulfidophilum]DSM2351
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLLGEGVEGFAP
GDKVAVTPARPCLNCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDVTGATVLVTGAGVIGQMCATAARATGAARILMSDIAPSALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVQGEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>BAQ71433.1 transcriptional regulator [Rhodovulum sulfidophilum]DSM2351
MEETVSQRDGRGAQAMTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAI
VRFAQHFGYSGFSEMQAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARML
AEARIVHVMAHKRTFTAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGAR
TIAITDLARAPFIHADCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>BAQ71434.1 PfkB domain-containing protein [Rhodovulum sulfidophilum]DSM2351
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGDDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADPAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRRVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFLAEKESLWIGRPVELPGSRPLKFEGAPSLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGEAATAEAMQQIYDEGIRPDWWKLPDQSAAGWVEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAAKDRMQARFEQLIDCWQAARQAKAA
>BAQ71435.1 type I restriction-modification system, S subunit [Rhodovulum sulfidophilum]DSM2351
MIDKAEQTSILDALSSSTDKLGLESAELEKLRLQKSGLMDDLLTGRTPVTALL
>BAQ71436.1 hypothetical protein NHU_04323 [Rhodovulum sulfidophilum]DSM2351
MFAGHEIGAFRVLAPLRETYLSLIPELERTPTSKADADGGIFGIIREFTKEVQAWIEAWSDEKLSENPPPTGVVAQILVE
IHLANPHG
>BAQ71437.1 transposase [Rhodovulum sulfidophilum]DSM2351
MPKPAPTRYRTTNWSTYNASLRQRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGFPLRQTVGLVESL
IRMAGLDWPVPDFSTLCRRQARLAVQIPYRAPGQPLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKGHLAMDAGTGDV
RAVEFTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILR
ATRHLGRALWKKWARYHVRSRVEARMNCLKRFGERIMSRDPERQTAEIHIRIAIMNTFSALGRAEIEAVA
>BAQ71438.1 hypothetical protein NHU_04325 [Rhodovulum sulfidophilum]DSM2351
MFPSDMFLINIVVFVPLALFGFALSFRRRARNKRERAAAEKGGELREHRGSDHLFCDYAEWQAGAEPTGIKRKIAPRIAP
LLCEANEDKLVLRAGYHVMMRRLAITMALCVAIGGISKFAIDDMVNYANYAHDLLYFETDEQGETKRVEVEKTPTIIGYF
HKKLNDASLSLTPSAIARRGGIGQALWAAFGSMFDQIVFFGSILAFILMLFTKAPAPIVIDRKRRLVYTWYRRRFWAAPW
DKVRITRVEGHTRHTALAFALHDTKGKGGTRWFILSGAPAWGEKDDPRDRLLPDARTFSRWEGMRLWISEWVAGQRDPTP
KEQTRRFALLHLLAPRMREVPKKGIEDWPKL
>BAQ71439.1 hypothetical protein NHU_04326 [Rhodovulum sulfidophilum]DSM2351
MISPKTSYEQTETEGLEGLSASAQGSDACVPCENPYLIAVYPLRIAWADLLGEVDDGFTYPDSLSKANGGNGFTLRRLRK
GYLYIRDTAAAVWSVFEFTPDETATGGKFQRLEFDCEAENGPWIKASEAPVDLPYLPDSADEIELCYASHLWSPQTFARA
EADTDGFRAHVMTRLTLSAPADGTFSAPLADLARHAEEFSGRGIVNPHEDWTALSDQPLVPLSADAVIRRGAMMGAKSKT
GPVLVALHDPEGVAAEICMCHANRVGIRTRYLEVNSYAILSGQASKVLQNAGRARLDEGGLGWLETRNLNKWMSSIRPER
DAVLDKIEAQLESYDDTLEGILNAWRKFFDMGRSAPLSTPGSLQTHSLQFDPDDSLGSDIAGRIRFAQISVAAITGSKAG
IEELRKTVFAPEAWGEAQNPVANAVKLVTGSLSLASLGAQYAKEIRDAASSLMTDISMPLSLEIVTVGRVDMLKEINRFS
SGIVQHRIERVVSPVSDVQRELARQSRGSQSTKMISRGHQLNTVVTPLNVYKIDGVVHVAADRAFDMFGTAGAGFTIFGN
ILNIVSLSGTSGPSMARGQSGRFANDPGIGIAMNSVEALTKAFEISRTVGTAGTPVTRSYSVNGQLDRAKFAKLVKNVNG
ADDLVRVMVNDGKMVQTGTLAASESRLVKVVGHVGSAIGVATAAMDALNAREAYQRGDTVALGSYTASAVGGLVLGSMVV
MTVPLAGQIMAVVLLIIGGVLAFFVDDQVTKWLKNSYWGTSPNYLYWKNSSRSNIADRADMAFGHASQSELIRTDDTEYY
EPKFLKRELQEFHQIAYWPRNATDPASMSATREVGIWPFNRATTQTESTKKYFTVSFQLPNFIDGISQFDGRIFAYIQMS
RTYNGDTSLQAIEVTDQFRSSLELTGPDVVTGSFMINAPDNIDSNTLNNIYWDVTRVKIVEGWSYEPTSDIAIPMNYDDA
LFGNEYSEDGLGGKNSIDILG
>BAQ71440.1 hypothetical protein NHU_04327 [Rhodovulum sulfidophilum]DSM2351
MIQTIFFNPLDAQFGVFPRQSLPALIAAKLAQSGNGALFALIDAARFGDAEALVDAGGQCLFELDEENSLGDVAPYLLAL
DDAPDLLRGLFTRSAQANALWGKEVGVLLRSQSGIAQLRRHLRRFTQIPGEDGKPRFLRFYDPVVMRHILTALSADEARI
ARWFWHGDNRIVESWIVPQERIDGVLFAQMPDRLPRPIPPFRIDASYQAIFDAIMTERLARKVSGAVRLSVGNPCGLAAE
AWERLMLDATALSLACGCVTPRAIGYIASVAVLRNTLPSAREIADWVPAAGHPAQEGQQAKAFYQAQQDHFERWPQARPA
LLTPEI
>BAQ71441.1 putative secreted protein [Rhodovulum sulfidophilum]DSM2351
MRRYLPLLLLSLTLLTCAPVAQAPQSIAPALPYERAAFGSGWTDPDGDCLDTRAELLAYLSTVPVRLAPSGCSVRHGRWF
APYTGQRITNAGDLDIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVHSAAEARDLVALTGQLCGA
>BAQ71442.1 D12 class N6 adenine-specific DNA methyltransferase [Rhodovulum sulfidophilum]DSM2351
MPVERAKYLARLHGAVLIEEVRLNYSVSKSGATAARELIIANREIIKGLV
>BAQ71443.1 hypothetical protein NHU_04330 [Rhodovulum sulfidophilum]DSM2351
MKLYAITAVAFLFIDAVMLTLVMKPLFTRHIGDAMRDSPMMAPAGLFYLAYVAGLVFLVAAPALRDAVPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVMIMMRLQG
>BAQ71444.1 SOUL heme-binding protein [Rhodovulum sulfidophilum]DSM2351
MLSRATKVIAAFAGLLSVTACSILGSTAAPEPDYSVNLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNADTAKGAKIAMTVPVLQTQEGSREMIFVLPDTLTLDSAPAPTDPRVSLARIPPRRVAVVRYSGSMSNRA
SAEETRLRDWMTSKELTPTGPAEVAGYNPPWTLPSYRRNEVLIPVKKD
>BAQ71445.1 hypothetical protein NHU_04332 [Rhodovulum sulfidophilum]DSM2351
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNEIPAWI
VLVALIGWIAPSPGEIGRRVREAVRGRRS
>BAQ71446.1 lysozyme [Rhodovulum sulfidophilum]DSM2351
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECRAMFADRLAGFEAGLDRLIADP
VEDRIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWEGA
>BAQ71447.1 hypothetical protein NHU_04334 [Rhodovulum sulfidophilum]DSM2351
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>BAQ71448.1 hypothetical protein NHU_04335 [Rhodovulum sulfidophilum]DSM2351
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>BAQ71449.1 hypothetical protein NHU_04336 [Rhodovulum sulfidophilum]DSM2351
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNIPNNGWITLGALGSGAFIPSG
VNKLTEAQAKDALSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEITGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>BAQ71450.1 putative prophage-associated protein [Rhodovulum sulfidophilum]DSM2351
MTAALTLILLAGLALTLPATPAAAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLN
RIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAKYRRDEAAGSGDPYH
WGQVGSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVFDPRE
WISTPLAQARAETPAPRWAGTDSGAIGQVGGGGFTHGETAAPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTAIRGETL
EVSNMHREADLFAAFDVAFPDAPEGVIWEQGGGGQGVWLGVNGDALVFRAGSGEVSGPELARATLPVSAVAGRRGTIHVE
IDMTSSTVALWFRGRRYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLET
EATAAENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGLQVTARKPFEEQFNTVKAQYADPENEHVVTDL
PVLDSATYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKT
FEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEALYETRGGGGVKTRVRL
AATTDNPFIDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAIT
GLSVQASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPHDAMGTP
GPVSGIAVRAASIIPTTTVATLAEAPGFAGIATGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEA
RDLFWRPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPAAARWGPWQSFDAADYSGRAFRFRAVLSVESPDYTIGI
TGLTVTALQAA
>BAQ71451.1 phage protein [Rhodovulum sulfidophilum]DSM2351
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAMHMGRNGLVRRPVLTAEAAWRID
>BAQ71452.1 hypothetical protein NHU_04339 [Rhodovulum sulfidophilum]DSM2351
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLAGLDPEVVALAELEA
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>BAQ71453.1 hypothetical protein NHU_04340 [Rhodovulum sulfidophilum]DSM2351
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISAWIASLNGPAGSFELDMAAM
EYDGPHGKISADPIVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTGTEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGTWALAGPETVLSVSQARVRTRTLQIREAL
>BAQ71454.1 tape measure domain [Rhodovulum sulfidophilum]DSM2351
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGAVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAAELQKLPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGAAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVKAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWGDVMVYFQEKWSGFLAKFADLPDFVP
GAKAMKAAADGAADGLTAAKEAAAAAGDEAKRLKLEANGIADAMIRTPLASMQALKETLAGVSEEAGNTATSLARIGDAA
DDGAGIEKVKKKTKDLADTAKETGDSFKTFFKDLAKGSGDAGDAISALADRMLDDLLDRAMSPLSNALGGFFDSLFSGMF
GGAGAGAGGATTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPEAILPLTRLGNGKLGVASLGGGSVR
MGDVHVSVAQTNADPRQIAEAVRQVSREEAQRVYARQRREGR
>BAQ71455.1 hypothetical protein NHU_04342 [Rhodovulum sulfidophilum]DSM2351
MAGAAARTRVGQHRDRWLAWHIAALARAPVRDFPEAEEFILPPDPKRAAAVMTLRARVMHARFQQQEQTKR
>BAQ71456.1 hypothetical protein NHU_04343 [Rhodovulum sulfidophilum]DSM2351
MANQMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAADL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKA
>BAQ71457.1 major tail protein V [Rhodovulum sulfidophilum]DSM2351
MSEADIAWGYGVEVAEDAAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSDTDN
LLIGLKASGNVRQIRVTFPGGTVWTFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGG
>BAQ71458.1 hypothetical protein NHU_04345 [Rhodovulum sulfidophilum]DSM2351
MSFKADLTDLLRADPGLAALVGPRITWGRRAPGEGLPAVVLMRVGATRDYHMKGVGALRRTRIQAEILATTLAEAGEVEA
RLVARLDGIRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVQNEENER
>BAQ71459.1 phage protein, HK97 gp10 family [Rhodovulum sulfidophilum]DSM2351
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKSALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRRLVR
DDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQPFMRPAWDATREAVLDDIAEGLGREIAKTVARRAKRLA
KKVGKGGGR
>BAQ71460.1 hypothetical protein NHU_04347 [Rhodovulum sulfidophilum]DSM2351
MSLRLDRRVTFERQGAGRNALNEPTGAWAEIATLWAARTDLSETERAAAGQIGAVRAARFTLRRSVLTRSLTGTDRLRDE
GMIWNITGVAARGRWVDVSAVSNGRKEEA
>BAQ71461.1 hypothetical protein NHU_04348 [Rhodovulum sulfidophilum]DSM2351
MILEETPPPGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPVRALLGV
SWSGGELSAEAARLLFPDSEPQILFAPGAFAGVPEGAALSIVLDVGPDTVPPTLAQAVILIARDWLDAGIAIETVESPRI
AFGARALIRQMRYRRPGIWCRR
>BAQ71462.1 hypothetical protein NHU_04349 [Rhodovulum sulfidophilum]DSM2351
MTKVILKFRRAHGRYNRGEVAGFAPALATKLTRGDDPVATFFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETARDTARDAATA
>BAQ71463.1 phage phi-C31 gp36 major capsid-like protein [Rhodovulum sulfidophilum]DSM2351
MPKPRDLNDLRRERHAAAAQMQERADALAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPAQTPAPQAATPRNPAHRGVEVGFMLHALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIPAAQSEELI
ALLRPRVTVRASGARTVPMPAGELRIARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMA
QHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVHPGWIMRAS
AKNWLASLRDDRGTPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDAN
GETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>BAQ71464.1 peptidase [Rhodovulum sulfidophilum]DSM2351
METTIASLLGAAPLALDRSFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERYLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSL
AGSIGIMRQAGWPVGPDRAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPGDLAARLSVT
DDPADGGATFGPEAAIARGLADRAETRLAFYDRIFAAHAPRPAAARRSSGRGHLAQAAAAQARATL
>BAQ71465.1 HK97 family phage portal protein [Rhodovulum sulfidophilum]DSM2351
MIGLPFLTRGRKAEAPRPEPRREPPVTASMAAAGPVEPSGTRAPSPWFGDHWAGTQSRVRSLPVVTPLAAQRHATVFACC
NVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTLLDVI
RPDLCAELRDGRARFYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVL
KMEDVYEDDEAWHRNARRVRNALTDPEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHG
VKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAE
DGRAPVEGGDRLNPAPNMTRDDDSKTGTEEDED
>BAQ71466.1 phage terminase large subunit [Rhodovulum sulfidophilum]DSM2351
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQEDGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDTDNKHLISTAITNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPGDCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLVSYSFLPSGPKGFIARAQSE
KREYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>BAQ71467.1 hypothetical protein NHU_04354 [Rhodovulum sulfidophilum]DSM2351
MRGQKPKLDNVVPMKADQTAPVPEAPDWMSVEGRDAWDRLAPVLAGKRRLDPAFHDPFAVYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVRGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>BAQ71468.1 serine/threonine protein kinase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSYLPYGPEPGRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEESEDGPAPATGPDSRPEPRVEDRVEARIESGAEPRAEMRDGTAGETPPSSAPLSAALPQPVPSHRLSPVMARSG
AAAVAVAPDRIAPVGTGAGAGTGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGL
DLMAASEAGMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRY
VLLLLIDNNGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAA
ALALAGFDLR
>BAQ71469.1 hypothetical protein NHU_04356 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDEQA
VALAGLPEALAGASRVYLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>BAQ71470.1 biopolymer transport protein ExbD/TolR (plasmid) [Rhodovulum sulfidophilum]DSM2351
MARPPLLGAPKRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAETRAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTVVRLGLGGEG
>BAQ71471.1 MotA/TolQ/ExbB proton channel (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPNLFESGLLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVL
RAVMSAAQARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAG
IWTALTTTAAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>BAQ71472.1 hypothetical protein NHU_04359 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIRIPRFVPVLTALALTSAGTALAQGAPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVS
QLLVLDFGAMPPGKTRVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>BAQ71473.1 hypothetical protein NHU_04360 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPAATPVAGARIASPAPADPTLPVFRRRTVPAIPAGAT
EAARPDPALSVPAAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRLAPGFDAAADMAPPPRPPFRQDVAAGAGLPEQ
VDGENYLIGVYR
>BAQ71474.1 hypothetical protein NHU_04361 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPLAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>BAQ71475.1 putative lipoprotein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRIGRQARTRWPAAAGLALWLLPAIALASETPEQAETAPAPRRVAPVRVAPAASAAPVLSARPETPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEGLPVWSDLATRTRLRQDDPEGFARLVAAGSLDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAPPAPTTARAPTPRRQTAPERSDTPPPQIRLAPSLG
VFR
>BAQ71476.1 M23 peptidase domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKPPGFGVDPAFRAGAARARARRRRRLIRPVLLGLLALGLATAGWRLPRDHPETPPAIATGDDLAMVPEAEPDAETPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPGFEPGRAGRPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRSNSAPGDLALGLLPEAARHPFFADSLLRLGPGADLTTALTGAGLGSEAARAATGALPPLADPPRLAALRLR
PGGTRSGTGPEPEAELLQLSLYGAEGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGP
DLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLGGRSGCYVLPMPAGGHACAGTGSLAGATAGIDD
DAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARE
NAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGSAAPAVV
SPEIRRYRETVDAILATG
>BAQ71477.1 fibronectin type III domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFVSEMGGKLTQEAIKVSPGETPAGTSPGSA
ARAAQSQARDTASLWVMREVMRRL
>BAQ71478.1 type VI secretion ATPase, ClpV1 family (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLSELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILNGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEAARA
EAGEDLARLEELHDEQKALVEQILGLRARIAGAADGAAAEDMAGEDMAGEAGTEGGEPGEGEEPLDIDALRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLDVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>BAQ71479.1 hypothetical protein NHU_04366 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTGESFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPA
FRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTESRLGLGAASLGRDAHLGARA
RTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPRVVPAVLGRSARLGWMACLAPDPDN
PEQMVHIARFDLNREDDAPRPGAAAPAAIAA
>BAQ71480.1 hypothetical protein NHU_04367 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>BAQ71481.1 hypothetical protein NHU_04368 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>BAQ71482.1 Hcp1 protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEEAGGAGPESTAGWEIAEN
KEWAA
>BAQ71483.1 type VI secretion protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSE
QVNEILHADEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKPELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKDHGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>BAQ71484.1 type VI secretion protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPDSGEKLAVDLQFEKMDDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>BAQ71485.1 hypothetical protein NHU_04372 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGTRLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPEAAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARAESTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEA
>BAQ71486.1 hypothetical protein NHU_04373 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRLQAPH
PLVPGDRFRVGPYVIAVAEGSDGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQGFVP
LTPSAPAVPGAPLPAGTGVVSGTGGPAPRRQPSGAPPVAPEPQPFHPPGRDPAAAQAAPSPAAPDRDEAFLRAFCEGAGL
DPDLAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEVLFLVPRDGFL
DGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALAGKGENGMLDA
FLEAFSEAYARAQGEMPD
>BAQ71487.1 paar domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVDGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>BAQ71488.1 Rhs-family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVTEARWLGAGEN
GHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAFACRMMERHGI
SYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVAAMETDRAGDA
AFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEEYLCLVATHSYTS
DNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLDEDLSMRCRVS
QSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNELTFEDQAGEE
FIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDVAADLAVRAGG
DLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVSHCPLADA
>BAQ71489.1 ParB-like nuclease (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAKRRKLQAPSAEELSRIEEEFRRETEPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>BAQ71490.1 cobyrinic acid a,c-diamide synthase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAPTEEV
>BAQ71491.1 Initiator RepB protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSCHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>BAQ71492.1 plasmid stability protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>BAQ71493.1 prevent-host-death family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLLAFPAPEIETSGIEATGIDR
AEVRPRDVRF
>BAQ71494.1 luciferase-like protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKKIGFLSFGHWSPAPSSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAEMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWAKAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>BAQ71495.1 response regulator with a winged-helix DNA-binding domain (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>BAQ71496.1 hypothetical protein NHU_04383 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPPPPAPSSGPPCWPADILTDLLSGASDALVDEILRLGAANGFTDQTSSMRAAWVESIEIINASLVASLSAPNQESGANG
HNDYATDPRFVGLREVAWRHRRSGVPLWLNHGLLKDYRRGYLSFFRGLFRDEKRAPALADPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDSQLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRVETIEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRDTGTSGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKATPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>BAQ71497.1 diheme cytochrome c-type (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGRSLDTAFGI
FHMPNISPDAETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAVRSDVPDHE
LKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGGGPNPEGTG
WFPNISPDQTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAPGQPAPNYA
DHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQLTLRGWQM
EDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGEPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWEYGQDTFQTACAACH
VLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLNVSKETVQ
>BAQ71498.1 dmso-membrane protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTAGEAAAQPLHDPATARI
>BAQ71499.1 dimethyl sulfoxide reductase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTSTSNSSLPLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEEDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSSGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAGNCELMVFWGANPLNNSEISWQVADHG
SFGGVDQLKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYSS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYEVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>BAQ71500.1 3-dehydroquinate dehydratase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETASAEAARHLGDAALLIVNKFGKLEAGGHGFVPLIAEALECDIPVLVGVNGRNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAITSANVPNTPRARASA
>BAQ71501.1 hypothetical protein NHU_04388 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERNYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDNVDLTLN
PLWLKTRLGSETMTTAAPLPDRVRQGFEAGFGARLDLVTGRLGEVRPLAETEGPAPTLGGLREQFAAAFPPVPIELAEGW
STTVPEYGGVRDVTITVDHLTPDRVFLRYEGADFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RAYPVTVHADNSMRPAEWRDMPERIEPLAPLASEAEVFPGGPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSQDLEAATELRADLDWYPVAPFVMSLVPDETGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGSDAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVERYAEAPAASREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAADEVAPEGLESGALRLPLAPAQAAHCTASLAPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRRHFYGLGSREVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDVAKDMTVAEV
TEQLRFVDTQGVPLALSAPGGGALSPDDSIREAMFPDGTLRVAGPPAKILRAELKPEPLSRSFAVSFPDLPVPEAAAQ
>BAQ71502.1 hypothetical protein NHU_04389 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIRGTATALALLLAAPETGAPPAEAGVAADGQAADIRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETRFSDDG
KVLHDRHWKDGKLVHERLPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGQIQGRYILTGRI
DNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGANGQLRRLETY
VHGTLDGPWEERDREGRLLSGGAYSDGEKTGPWREGGPYGEAYWQGSYVAGLRNGPWERLDAQGYRLERVRNEDGTRDGL
RYLFRPDGAVGEVQSWKDGERDGTTTRYEDGLPVGRDLWRDGRPVATDLPPEAE
>BAQ71503.1 hypothetical protein NHU_04390 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLACLMPAVAIRGMAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>BAQ71504.1 esterase/lipase-like protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDSFEDGRKSGSGSFVHASYLGPDGINA
SVVIGASMSDDKCSIILKNVADPMALADELSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>BAQ71505.1 Cro/CI family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPAEP
PP
>BAQ71506.1 efflux protein, LysE family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLT
>BAQ71507.1 hypothetical protein NHU_04394 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAAQLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>BAQ71508.1 transcriptional regulator, AraC family (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>BAQ71509.1 branched-chain alpha-keto acid dehydrogenase subunit E2 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPTPAPEAPASAPAPAPASAPAAMAPAIGPAAEPDRPRASPLARRLAAQAGLALDGLSGSGPKGRIVRVDIERLIDSA
PTQTTAETMAAPAPEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNEGREG
PARISVNDFIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARA
GTLRPEDYQGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSMTLSVDHRSVDGALGAQLL
AEIRQRLEDPMSLLL
>BAQ71510.1 pyruvate dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDANAK
FIDAVAAVMHRRMDTDERVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRASLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQCRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>BAQ71511.1 3-oxoacyl-[acyl-carrier-protein] reductase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTDFTGKRVLVTGAGRGLGAAIAEGFAEAGAETLLTDIDPETLSATAEALGARGLKARAIPLDVTDRAAVEALASTLDGL
DVLVSNAGVAGRAAFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVASKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLNRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>BAQ71512.1 3-oxoacyl-ACP reductase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPDRDSTPPARVPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHIVPSAGIYLAEPFGEMTDAAWRRTLSINLDGVFYLLRRAVPHLRDGSSIVTLSSMAAYRGA
LTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLANTPLGRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>BAQ71513.1 GntR family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGRDLPDDIAARLGRRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGTEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAAYHLRNAAERTQLYRHRERGA
>BAQ71514.1 glutathione-dependent formaldehyde-activating protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSGVHEGGCLCGAVRFRVTGEFEHFFLCHCARCRHDSGSAFAATLFSGAARLDWLAGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEAAGLAVPAGCLDSDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>BAQ71515.1 succinate-semialdehyde dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
METDMYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAADL
MRERADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWN
TMQKVAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSDISDALIAAPEIRKVSLTGSTRVGRIVA
AQAGQHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGL
EEGTQMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEA
ALTEANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>BAQ71516.1 GMC family oxidoreductase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGLGIEAVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAYRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>BAQ71517.1 shikimate dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LIGDAARIGAVNVVRREDDGTLTGAILDGLGFVEGLRSEGIEPRGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQD
KAEDLAARVAQAYPDVPVAAGAPETASRDLIVNATSLGLKPDDPLPLDDTAFHAGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPKPTQQD
>BAQ71518.1 3-ketoacyl-(acyl-carrier-protein) reductase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTMTRSETVRPEFRSRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSALPVTCD
VSDYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMS
SVAGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVA
EAALWLTDAESSFVTGQTIDVAGGLLMT
>BAQ71519.1 branched-chain amino acid ABC transporter ATP-binding protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGRITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEDLLQDDYVRQAYLGI
>BAQ71520.1 branched-chain amino acid ABC transporter ATP-binding protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSNETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDIDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>BAQ71521.1 branched-chain amino acid ABC transporter permease (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>BAQ71522.1 Leu/Ile/Val-binding protein family (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLERVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADDVTARGMTYLFRTNPTAENMGIAVIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGEGEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTHQNERARMMGMQWQDGKLVTIYPSDAAVAEIRLPE
>BAQ71523.1 zinc-binding alcohol dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVHGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLRPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGATASVNYRDTDFVAAVRDLTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>BAQ71524.1 GntR family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]DSM2351
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>BAQ71525.1 FAD linked oxidase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTDQSPPALTTALRAAGFRGEIETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAHLPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSRAPAPDWARPMLDAAEAAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFRDALASALPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEFNGDDPDDLQTRLSACETAIKALPGARAIHMARDAAEIRELWAVRSAGVGLLGKVDGPARPVAFVEDCVV
PPENLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDEIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYTDLYARTRRPL
ADRLMLLAERESVRVQTLVPLLRPLWPLLARIGGALTGTVDLPKALAPALPRADRIGAADLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCSEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTQRLTKVPARHPLGLIADLAA
>BAQ71526.1 LysR family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
SPDLSQTELRRDPFGLACGAAHRLAGRDAVALSEIDPVEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVAAAFLDQLETGPEAT
>BAQ71527.1 hypothetical protein NHU_04414 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MDLFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAI
LLRIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAV
FLGEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQP
FLKTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPT
VTLGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIIC
LSIVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICMVLIALL
VLTTVLPPVWKHIRARRAREA
>BAQ71528.1 hypothetical protein NHU_04415 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKSIHNDVVLGTGVAIFAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRQTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAVALGYRRPLPILATTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>BAQ71529.1 putative Bug-like extracytoplasmic solute binding receptor, TTT family (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYAKENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQDSIDILGIMADKRSELAPDVPTLKEQGFDIV
AASQRGFAGPKGMPEEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADGADFSAQLDAFDKAMRKIWAESPWLQ
>BAQ71530.1 dimethylmenaquinone methyltransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSFDCSVDPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>BAQ71531.1 aspartate aminotransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPVQGIPALREAICQKFHLDNDL
DYRASQVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWDDNFRLRPEALEAAITENTRW
LILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGGAPYFTIAQTSEAMKARTLTANGVSKAWCMTGWR
VGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVQLINETEGLSCHAPDGAFYLF
VNCAPLIGATRPDGRTITSDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEEACLKLRAAVARLTPAKEGPS
A
>BAQ71532.1 transcriptional regulator, LysR family (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>BAQ71533.1 transcriptional regulator, GntR family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMDLYEARAAIECEAAK
LAARRADPQDLDALEAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIHFVRLIDLRTLSQRD
GPEVVTTAPHRRILEAVRARDTEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>BAQ71534.1 thiamine pyrophosphate enzyme (plasmid) [Rhodovulum sulfidophilum]DSM2351
MDGAGLDGQERQVTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGR
PAVLEAPSPGVTHCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRV
ATSGRPAPVHIRVPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAEKPLIVCGQGALISKASAEVQD
LAELLQIPVATTTPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDI
AEAHVGNNFPLKVGMVGDARATLAYVAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALL
PPGAIVTAEPGVAAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETVRRSG
KNITVILTRNDTYGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVP
SQDRIVPFVPSWVRAARKKKLPYFT
>BAQ71535.1 hypothetical protein NHU_04422 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKILTLPRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTLR
LMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAAKFAPGTLKIANVG
TGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPEVPTF
RDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQQAAEKSAMGAHWMDAEATAAYVKASQAKAFALIDELV
AEGVLQK
>BAQ71536.1 hypothetical protein NHU_04423 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFVAGEPGPAFLPALLCLALYGLLARVLISEFRTRRAEASGEAADTGLL
PVLGQLFAIGATALFVIGFVWLGYVISAALYSFAIAFFFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>BAQ71537.1 tricarboxylate transport membrane protein TctA (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSIMVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGLLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>BAQ71538.1 hypothetical protein NHU_04425 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MCTRPIEQDGKVFACRTCDDCIATRRHNWVARAMAEKTGWPHTLCIALTYADDTEENRDAARMFCYADVRAFFARLRAAA
RRHAKANRLNAPPVIRFLCAGEQGDRNGRCHWHLIIYSNVDLLHLGEYRHRGRVVTKRPDMMSVGKRKIRLDWSLWGRGF
VTLQDPDEGAMHYVLSYCLKDQFTEENSKGTMRYASAENFSTGLFRMSKRPAIGEQWLFQKMDRLLSAGAVIPKLEFRVP
GLSGYWVPNGAFRKKALWALVALNKRILWTTGAPAPQWSSLVTSLEGCEADLEILHGLPQEEEDESIEFQLERRAREEAQ
RKRDAEIVRTCGRELPCRACLDNSSEEDLAALGVVRVPQEAGAFFAYRAAPGFEAPEARWKRPGKGINAHCRLSHLEDRK
RVFPASADRSRS
>BAQ71539.1 MATE efflux family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTPWDDPELRAQQLELEAARRDFLKPVAHLPASRQAAWVATLRVQWPPEMHRLDRIRSGPRTCPR
>BAQ71540.1 lysozyme (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIYQGNERLPVREAVLHCAAIKSGQFSHMRPFQVFATVNRWHTERGFSNGFGYHGLFMPDGTWFPGRPFEMIGAHVKGHN
TGTLGFLLIESRQIDRMGRFEDFFTEAQRCALTAKLAELPGLETVSGHNDYAPKLCPGFKVRSEDWL
>BAQ71541.1 hypothetical protein NHU_04428 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSSRRYVKRTWRVPKDRGALECFATLVVKALRKHGWPAKAEWHNGIATGLDSFTIRHVDGGEELHPDFEEAVGIAVRITA
RTYRVDVEQIGNWVWINRRYRIGAGGHFIEEK
>BAQ71542.1 hypothetical protein NHU_04429 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSAEITRKTRLVSAKGGTLEIVDPMGEIVAEIAVPPGNVSAVPYLDLVPDGCALFVADGLAALNPRHRIGIQPHPHARET
GANPDYVPTSATRLEREMRLTLARMQTATKRVEARERALSSIERVPQAPAEVPPVEELPVEVIEDGEGQGVE
>BAQ71543.1 hypothetical protein NHU_04430 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTYQNARNVRRESRTLVGRFRGGKLAPVMAVPVRGNEGGFLSQQITLELDPIAGRMITPITGELTSVFVPVQAVDAIKDP
DAAYAGMTEVLREKLLSGNPLFDLEPESEISRRCGVNPRSIGGVKKVNEIVRLGHNAAVNFLRQRKYVKAVQVLHSNTAI
TPALISQTVLDRLNGVLDPEDRVNGMVQFDTGVITSEVSPEKTYPVENVSYVNQVRDKMGEHHNGMMQSPDQNPQITIPQ
LAADLTGLNLGSVSLTDFYNAEKMDKLTRAMRQFVDENPQYGEEMALRWAHGLSVDTGKVPFLISQQSRVFGRSIVGATD
TAGVEGDVMRSDMMVQMSFSVPIPRTELGGIIMTFATIKPDETLSSQPHPYLSDVWGLDNFVADELALDPVPVTVRELDS
DCATDDESTVALYVGHNGLKRTYVHYGLGRQLDPETVENKTAVWQLEVPMSVTPESVIYPEELEHYPFADQQAEVCTYVI
NSAAVVQTPTIFGPTPVEELAILEDENVFGDSEE
>BAQ71544.1 hypothetical protein NHU_04431 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MNWGAVIGAGASLLGGAMASRSSGKHVVPDYAKIRRKAEAAGFNPLTALTSAPGSAVASQNYMGSAIADAGLILADGMAK
KAEKTGELQKAREQNAQLKERVQQLTIRPRVGGIYANNVNTPSIRAAVGGRDENARRSSFGALGAVGHRNGGGSGSDDVD
AAGWFPRALEATSPVDPRRKIDNAPVNSTSGFMEVDNPHLPFTLRVPTLDGDEALQWYDYPSLLLPGALAALEGSYKAGG
ALRDRHRAKGSPIYTLEDGQRYALQPSSKPSLFQRFNTYRKWWER
>BAQ71545.1 adaptor protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQADRAPLQTYEQAIWRLVQSVVSERFDAAQIDLAVDIVADVFWVADKKVLEDVAKASSGLGLRSAEAPTRCSHIRAYA
>BAQ71546.1 patched family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKNTVLRTTLTMAAKSVLPALLGALGTLAAVAYSEGYRAFCGLL
>BAQ71547.1 TATA-box-binding protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTDYPKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPATELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQ
LSQGGLGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTISRPRPEAERPFTIWFGDGKPSREFTRIVPVEFRLDDP
PLGDVAWAETEPLEDDDDTRDALWQAMARLHGAVERRDRDAFVEIARPYLARMARIWGKPDAVAAADTILAKAPWASERA
AGMVPLLDRQEARSATLAFGSDRRLVEFSDRRVAETDAGGEVLSALPLYFARRPGEPFLACYSRDMNIGL
>BAQ71548.1 hypothetical protein NHU_04435 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MMAGTTMNANEALLWAVGSDMPKPPMMLNTLTMYPPMIEAETSSGRRRMLQQQLDQAVEQANGLRAQEEAEVFDLANGGA
ACDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSF
ADDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKL
EAELEGSLGITIFSSRLPSMSAKLTGKITGEVGNQTLEFEKSGEAEEKDAPETRAEEAAREGSPLITFIEDIQAAMNGLA
GESGSADALRVPQSDALGSSIGIELKLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGKMDLLDLFLSRFPRGPEI
RRRLANSDNAVSASAQCAIEVGGEGDLSYGIGDIASLTIGNPDDWEARFEEIEQTFTAQAKITGKVYAEARIEAETWFFK
AEAAAGASVSTGWHFGGRVVRGAGSSRKIERLYHFEGIILRAYATVSVSAAGSKSDSSSDVFGDYASSRSVSGGVTSTSN
LAEPDYTVEIMPPEGEEDGWA
>BAQ71549.1 hypothetical protein NHU_04436 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTALPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALALLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSPELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAVRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPAFRTGQG
>BAQ71550.1 serine/threonine protein kinase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTGPDEPRKEGQDGTGPDRTMVSSPPPSPVPAEEGAAPDRTRISVPPDAPGDAGDERTAFMAPGGGEDATRISVPSAPSG
PDASPAAEEARVPILSAGTVINNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQL
ADDAIVRYYNYVHDHALERYFLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPG
GAVAEARLIDFGIARSARLSEEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAE
RRRRVPDLSGVSSGLRPLLTHMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGLTLPPGLGRPGAARAAGAG
QGAGPAPDPAPQPPRDRAALRLIGGLAAVFLALLGAAGWYGWTAGLIGPGKAPEGGIEARLPPRQGAGRAGFLAAWQSGP
CSYLTRVETGPRAGVVERYGRRRGDAAEDNAALAEAYEARFGSRPAVLDRPVAEPQCAVLDFARSLQARPGPLPVLSATP
EQVASGEEVRAAVAAPGPARLWVALVAPDGAVYDLTDRIGPDGRLRFGLSLPEGAAAAPQLLLAVAATRPLASAATATDG
TPAARLLPAVLEEIAGRGGGAGVAVAHLELLPPEPAEDG
>BAQ71551.1 protein phosphatase PrpC (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSGAGLPASAVDLQARF
LERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>BAQ71552.1 serine/threonine phosphoprotein phosphatase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTVAGRASIGLLGKHPGYGDFLRAGLSDGVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRGDAGAQQ
>BAQ71553.1 type VI secretion protein IcmF (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGAAFAAMWRARWMRVLLIVLGLLALGAAIWFGLPMTGSAVLASVWLRVGLIVLIAGTLGLVYGLGWLRRRRRAEALEDS
LMAEPAGDGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGVEGFGGTRNCDW
WFAEEAVLIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELH
ETLKIDVPVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDG
AARIAIFGLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGR
SYFLHDLLKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNEL
ARTVIDDSDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIA
DDDTAAIYRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEI
VRKARDAIVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFFLDELTHA
RSRLKDDRWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVDSPLARLV
EEIGRQTRLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAVSEDSQRA
QVQRISDDFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLGRMLSAVE
AEFRSEAQDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEP
IPGSSIGERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPG
SGVSLALFPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVS
VEARP
>BAQ71554.1 OmpA/MotB domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MADNDDDDDKTVFGQPLPPPPQPPHPLTYPPGSGWNVYPQNSSGTERTAVGQTASTPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVAERLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>BAQ71555.1 type VI secretion protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>BAQ71556.1 hypothetical protein NHU_04443 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MFTEAGLGRSEGVRRPFSPQFRKILRQALRSTTALAAGLTLGAAAAGADTFHWTGTAEDGFWATSENWQDAIGDPIEGDA
LGLGGMPVGIVLGEAASGPIGLETGRATLSALELTDNSGAVVTNGTLAFSLPEGASETAARLTVAGSGDFMGESLAFDLE
DDLLVEASVDTGLAGNISGTGALRLRAAGDSEITLSGSNSQAGGTVIEAGTVAATGGGALSGAGAVTLAGGIDGRAASVL
RIEQDETVGGLASAEGARGGLELADGSLTVSGGPASSFGLGISGSGGLTVSDGADLTLGAANSYEGGTVVSGGALTVTAG
GSLGSGDVSVADGSLLTYGAALGADQTVTLGDDGLWTLAGDETVRGLAGAGTADLGGNSLDIALPDTETLAFGGSLKGGA
DSLLALTGGEYMLTGSLSDYRGGFRIEAGRLGLSDAGGALNDNALTLAGGTLVADLDNAFGGTITTEAGSASTITVAAGT
TLSLTGGMALAGDLSFTAEGEDAEIGLKMASVTLQEGVSLGFDRARFKIGSEAAAGMFAADGGTRLGAEAVLDLAGYDVG
IAALTGSGRILTGSGDAVLGLGDGTDFGGVLADGAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIA
SAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQKAGSFANSGTVSGATSVEGGDLSNTGTLSGDVSVSGGSLSSSGSIGG
DLDVTGGTATNSGTVGGKSSVGSGGVLVSEGGRFGDDLTIQGDTGKGAGTLRLSGTTTVAGDVSNDGGIEIAGGKDTTLN
LTDGGGFTNNGSITAKEGALTVEAKTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVDSLEGAGN
DVENSGRLELGADLSFTGVGKVSNSGTVEIGANGLLQAKQINNDGTLTLGAGAALEGTGNTLENTGTITVGDGGSVTDAG
AIENRETGLIEFTGDGTIASDSDQSGDGAIRSAGRIVTTDGGDDTITLGGSNPNVLENLESGSVEIGDSDSVIGSATTLK
NAGSVMIGTGSTLELAALATGADGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATS
SGSLQDVSVSGGALSSSGSIGGKLDVSEGEARIDGSVSGAVDVSGGTATNSGTVGGKSSVGSGGVLVSEGGRFGDDLTIQ
GDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDDGGFTNNGSITAEDGSLTVAADTITISDGASMKGDIDF
VGAVVNKGELDLENDLRDTLRTDEDGVTRIVASLDGAGNDVENAGSLELGADLSFTGVGEVSNSGTVEIGANGRLQAERI
ENSGRLNLGAGAALEGTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTIASDSDASGDEPIRNAGRIVTTDD
GDDTITLGGSNPNVLENLASGSVEIGDSDSVIGSATTLDNAGSVTIGTGSTLELAALATAAGGSVTNDGMLKAGSVTSAG
SLTNNAGAEIASDVTSSGSLSNAGTISGDLSVTGGTATNSGSLQDVSVSGGSLSSSGSIGGDLDVTGGTATNSGTVEGKS
SVGSGGVLVSEGGRFGDDLTIQGDTGSGAGTLRLSGTTTVAGDVTNDGSIETAGGKDTALNLTDDGGFTNNGSITAEDGA
LTVEAKTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTDEDGVTRIVDSLEGEGNDVENAGSLQVGDGVALTGV
GQVSNSGTVEIGANGRLEAGRIENDGTLTLGAGAALKGTGNTLDNSGTITVGDGGSVTDAGAIENREGGLIEFTGDGTLA
SDTDASGDDAIRNAGRIVTTDGGDDTITLGGSNPNVLENLASGSVEVGASDSVIGSATTLDNAGSVTIGTGSTLELAALA
TGADGSVTNDGRLKAGSVTSAGSLTNNVGAEIASDVTSSGSLSNDGTISGDLSVTGGTATSSGSLQDVSVSGGSLSSSGS
IGGTLDVSEGEARIDGSVTGAVDVSGGSLEAGRDSALKGGLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSGGLDLADG
SVGNTGTIGGAVTIGGGELTNGGTLSDDVSVSGGSLSSSGSIGGTLDVSEGEARIDGSVTGAVDVSGGSLEAGRDSALKG
GLGVSGGSAETAGTVSGGVSVTGGRYDNSGSVSDGLDLADGTVGNTGTIGGAVTVGGGELTNGGTLSGDVSVSGGSLSSS
GSIGGDLDVTGGTATNSGTVEGKSSVGSGGVLVSEGGSFGDDLTIQGDTGKGAGTLRLSGTTTVAGDVTNDGSIETAGGK
DTALNLTDDGGFTNNGSITAEDGALTVEAKTITISDGASMKGDIDFVGAVVNKGELDLENDLQDTLKTDEDGVTRIVDSL
EGEGNDVENAGSLQVGDGVALTGVGQVSNSGTVEIGANGRLEAGRIENDGTLTLGAGAALKGTGNTLDNSGTITVGDGGS
VTDAGAIENREGGLIEFTGDGTLASDTDASGDDAIRNAGRIVTTDGGDDTITLGGSNPNVLENLASGSVEVGASDSVIGS
ATTLDNAGSVTIGTGSTLELAALATGADGSVTNDGRLKAGSVTSAGSLTNNVGAEIASDVTSSGSLSNDGTISGDLSVTG
GTATSSGSLQDVSVSGGALTVTAGSLTGLSVSGGSASLEGGSLSGDLDVSGGTADVDVAVGGTADVTGGRLTIGADGSVA
GLTTVGSAGSLDTAGTLASLTSAGQVENSGTITGDVAVTGGQTENTGTIGGDVSASGGTFLSSGTVSGDVAATGGALASV
SGRIDGALTAETGSEARVTGDLALGGGLGIGEDGKFDLQSGTVTMAEDTDAVNDGTAIIGDGTLKGGTGGSFRNRDGGQL
SVTGNGRLETDLVNAEGARAEIDGTIAGAVENDGEIALGGTIDGTLGNDGTVTVAADDTAGITGAIAGLGSYLVAGRLDF
GGSFDLGREGETEGRLALGENATVSGDMVTSYGTVTLADGSRLEADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGTT
GDRLDVTGDARLNGTIGMDIDLTDGAQSADAIYIDGVASGNVLLAFNDLTSGDYGQIRDRLDLLSYGSDGGLSVRSSGLP
TSGSILYRLDENAGGDGWGLISGANPAFGGLSSGLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATA
SGNSHTALGSFSTEIDASYGGVQAGLDYSCFDGGEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNHTDF
QQLYGGAYIGASRGRFFADLQVTVNETEFDLENKAAAGAYGERLGVDDQSYDSTGHTVSGTVGYAFPLGEESGFSLIPSL
GFSVSRTKSDDLYFSNDPGDDDDDGVLKFDPINNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELD
SSGAPLGAPLVSENDGLGNYGELSAGFNYTRILGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>BAQ71557.1 IS21 family transposase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRQRERRGREIFVPLAHPPGHAQADFGEAVVIIGGVEQKAHFFVMDLPFSDACYVRAYPAANAEAWIDGHIHAFAFFGKV
PASVLYDNDRCLVANILPDGTRQRATLFSGFLSHYLFRDRYGRPGKGNDKGNVEGLVGYSRRNFMVPVPRFANWDAFNAY
LEEQCRRRQADVLRGQSETIGERLVRDLAAMADLPFDACDQATGRVSSQALVRYKTNDYSVPVAFGHRDVWIRGYVDEVV
IGCGGEVIARHPRCHDREEMVFDPVHYLPLIERKINALDRAAPLAGWDLPPEFATLRRLMEARMIKAGRREYVQALRLLE
AFGIDDLHAAVKKALQLGAVGFDAVKHLVLCQVEKRPPKLDLDVYPYLPRANVATTSAASYMALLSGDVA
>BAQ71558.1 hypothetical protein NHU_04445 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAGRMGQRNEYLAAAPFTLPHVILHDRVAAGEAVLIAEPLKYLLRRVPLLAMDLSITLQPAVDKPGERIQLRPLYGAVRR
>BAQ71559.1 ABC transporter-like protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIHDAPVAILATGSELSVQRGIDAVVPDKTVVMIAHRLSTVEGATGCWCRRTVG
>BAQ71560.1 ABC transporter permease (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVKVFLACRDRKRPGWVSGISQIAGPDWACSRCLRLRRGHKANAAEVSSRPAPRFGPVARAGGGSGVRKITEARLPMHLS
DPQEGAIDAGFRLAGLISVVFLKVCLCNDTVAANIRMARSAAREAGLRTSVDTAHSKGREAAPGDIGGRLEGGERQRVEI
APASEGRADHDP
>BAQ71561.1 intracellular protease (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHLASSE
VLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGRPLVSGRTVTGFTNSEE
EGVGLTGVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>BAQ71562.1 oxidoreductase, Zn-dependent and NAD(P)-binding (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAQTDTVNRRYVLARRPKGAPDENTLRLETAEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGESPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILSLRVVGIAGGGEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>BAQ71563.1 hypothetical protein NHU_04450 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMALSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGEAMAAIERLAPRLGKDPAALAETVFEAILDD
GYGTFDDVVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAARAVAGRNRSLDMILRDVADAEGDVD
SWLARYTPEQLTYSTIAPDAATRLLAAGRAGDALRLIEAALPGESDDPWFDDPALDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAEERARGIVLDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKSAFWKRLRTG
>BAQ71564.1 molecular chaperone GroES (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKALIYTGPRLLELRELPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPAAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIATAEGGIRTFDPTGPGTGPGGVDLVIDGVGFGATRA
AANAALRPGGAMVHIGLGDAGPGLDIRRATLQELTFIGSYTYTAQEFCDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEAAPKIALLPDG
>BAQ71565.1 gluconate 5-dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTAATPLEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRDRGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>BAQ71566.1 histidinol dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTVTYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAATSDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARLIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>BAQ71567.1 trap dicarboxylate transporter- dctm subunit (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFVV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>BAQ71568.1 dihydroxypropanesulfonateTRAP transporter (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLMLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>BAQ71569.1 dihydroxypropanesulfonateTRAP transporter (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRNDNDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
DVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>BAQ71570.1 major facilitator superfamily MFS_1 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDACGADGPEVSRRS
>BAQ71571.1 transcriptional regulator, lacI family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTGPATGKPDRSRRPPTLEDVAREAGVSTATVSRSLNAPDRVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNAGAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLSAAGLELAPGDLRECPYTLADGE
VAAAALLDRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGAAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVD
>BAQ71572.1 SpoVT/AbrB-like cell growth regulatory protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANGR
>BAQ71573.1 ribonuclease VapC (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARISHDEAGEFLFGIRDLCETVELSVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>BAQ71574.1 oxidoreductase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDTLATELGAAALALPGDATDPTAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>BAQ71575.1 hypothetical protein NHU_04462 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAMIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPADDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>BAQ71576.1 exopolysaccharide synthesis ExoD (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMMLGYRHVRLPGPLA
RLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAISLFVAGVGMVEHD
GRVTIWGLVLGAASVLLTVAIVVSLAASAEAVIP
>BAQ71577.1 hypothetical protein NHU_04464 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRNWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQPVATLYRGPYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSELHWMKAELIANGLADS
>BAQ71578.1 regulatory protein TetR (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTTAKTPRPARAGRPTKRQSERIAAEIVARARALFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPEQPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDTLADPAARDAWFDRAWRLFVEGAAPGQG
>BAQ71579.1 hydroxamate-type ferrisiderophore receptor (plasmid) [Rhodovulum sulfidophilum]DSM2351
MDRGTLGRTTAALAAALGTAATAAAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQ
FDDQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGP
SALLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAI
APVLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLT
LRSKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYT
SAAPLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDNLNRLSGTTTEQSSDNTSYRA
ALLYLFDNGAAPYVSYSTSLEPTSGVDATGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTNVQTPGDVPGYFIQ
TGKIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVG
SSYGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATVNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>BAQ71580.1 putative siderophore ABC transporter, solute-binding periplasmic component (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIAAPGARLAGWANVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLENVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGRLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPDLQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGANLDPGRTLTALNDRFARPLPGPLWLSLDAA
>BAQ71581.1 FAD-binding 9 siderophore-interacting domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGPDRLHVRYFTLLGLDAEAGRVAIDFVDHPDGQISDWARAARSGDQIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEGLPASAEGCVIAPLRPDDAGYLPASPLETLLLGPEGFAASAAGHFAEALAARPEARVWVGAEHALVHEA
RRITAALPPERKEIGTYWRRGRRGDARRDDHDD
>BAQ71582.1 helix-turn-helix domain-containing protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALGRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRVGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>BAQ71583.1 acetyl-CoA synthetase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRELSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
VIRDADTPLPAGDIDLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDIRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVIGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>BAQ71584.1 3-hydroxyacyl-CoA dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLGSFQHAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>BAQ71585.1 acetyl-CoA acetyltransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTSDPIVITGARRSPMGGFQGDLAAANAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQIAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAEAYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFRKGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>BAQ71586.1 acyl-CoA dehydrogenase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGAC
STIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGKNG
AVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDNMRVPAENLLGAEGEGYRIALSNLEGGR
IGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLFA
SEMAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>BAQ71587.1 hypothetical protein NHU_04474 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIETLRMPFFVLALVLLAFAVSFEIGLGLVWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALSFLWPALAGR
VQAAIGILLALIGGLVVLTLILAAFAALMLMLTLLLAVPFGTLAYFAALADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIAS
>BAQ71588.1 hypothetical protein NHU_04475 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLATELGGSHARGTAAFGQVRDGVGTARGSGRLVFGLVFYLTLGAGLMTGRGGGPPEADSFSAPGWTGALERIVAPFRPR
LKLSRTRFVFTAAGVIEVPRISGDAMRRASFAVEGRGQLVYSCPGCDGDQVWPEAGTRDFGKVSFAIFPSGGRIAVRPRS
RQLVLTLRDGR
>BAQ71589.1 hypothetical protein NHU_04476 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPPIARVGDTHVCPVKGHGSNVIVSGGSALIDGRQVARVGDKCACGCVIVSGASQMTCDERPVAILGSKTSGGGTIVSGS
PNHVTL
>BAQ71590.1 Rhs-family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTEARWLGSGDNG
HRYRLRLRPWAFLASLRRNQRIFHNKTVVELLTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFACRMMERHGIS
YHFRHADGAHEMVLTDQVEAHDSVGARPFRPAEGHHQEEVSHFRAWRPARRITTGAVRLTDYNFKTPVAAMETDHLGDAA
YEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMCLSARHSYTAD
NYGSGGSDDGDSRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVS
QSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTVSTFKSDTHQGAGYNEFRFEDEKDRE
EVFMHAQKDHNTIIENDESHSIGHDRSKSVGNDQSEAIGHDKTISVGNDHRETIGQDMYYTVGRNQQEDYGKDHIHRVGN
IHKQTVWADHLYEVGRNYQGEVAGKYVLDVGTSITNNTGKHTLMAFEKFQIKGPGGKITIDGSGITLEAANIRLKGNVSV
GGSGSAQVPTLKLAAKEGLPLCEECAAIKEDV
>BAQ71591.1 prevent-host-death protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MMHVISYTDARASLKDVMDRVIHDRDEVIVTRKKNEAVVMIGLDEYNAIQETLHLLKSPENAARLRSSIAQLEAGEGTER
DIDL
>BAQ71592.1 addiction module toxin, Txe/YoeB family (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKIVFSDNAWEDYLWWQSPGHEKELERINTLIKSATRTPFKGLGKPEPLKGDLRGWWSRRITDEHRFVYRVRGKGDEQSL
QIAQLRYHY
>BAQ71593.1 ABC transporter (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCGLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPSAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGHKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFISRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>BAQ71594.1 ABC transporter (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPILSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVVLGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGEVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MDEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>BAQ71595.1 TonB-dependent receptor (plasmid) [Rhodovulum sulfidophilum]DSM2351
MMRSLLNTACVAALAFGSLAFGARPLEARDRSADGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGTPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSYTPE
WQKTLTQELRLSSATGGPVDYMVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDNASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>BAQ71596.1 major facilitator superfamily transporter (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVYATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPALMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAVAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRRLAGTCPAPEIPLKNMEIAE
>BAQ71597.1 helix-turn-helix domain-containing protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLDPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLLEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>BAQ71598.1 hypothetical protein NHU_04485 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSDRDALAARIRRLAPGPAPAIEAVGMLKESPKDGTAEGRLFRIAYKSRAHPGCDLACAGAMAAEDALRNRDRKVTGVLL
FERGWFLQWLEGPARTVLSLASAIRTDPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAA
LYREECGGEADWRDLADGFVRDLARAPEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRL
LLRAGRPATSLAPKGRVLVLAPYGCTEIAGAIAKTDLLRQAGYSVRMVPWVSGAALDDAVGETGSCPVIVYAGRVGIGTK
DAMRGAALAERLSARMPRRTVLLGGRDAGPLCDWSHRLAFLAQQLPRGADPAADPALRTRQRG
>BAQ71599.1 isocitrate lyase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKTLDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTRGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGKISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>BAQ71600.1 malate synthase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQSRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANLLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHPDYVLPDRAEVIMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARLRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>BAQ71601.1 XRE family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRAAGFGAGFGAGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>BAQ71602.1 iron transport system membrane protein SitD (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLYA
FDPAQARASGLPVRLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYAS
FFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>BAQ71603.1 ABC transport system, inner membrane component SitC (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGVVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>BAQ71604.1 Mn+2/Fe+2 ABC transporter ATPase SitB (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>BAQ71605.1 iron/manganese transport system periplasmic binding protein SitA (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSLKMTRLMGVAATAGLMAGPALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLNHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVS
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>BAQ71606.1 ferric uptake regulation protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>BAQ71607.1 methionine synthase, vitamin-B12 independent (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTTEDTSSFRPALPRADHVGSLLRPQAIAGARMQGLKGAELRAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFMG
MLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIEH
KPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEQQREERRAMGQDPDELVRKYAWMLEEAIRDRPADM
VIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDWI
RAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>BAQ71608.1 cyclic nucleotide-binding domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNARLIEMATQQVEQRVAGALL
RLIDQSGRKGREGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLALIGEGR
>BAQ71609.1 pseudoazurin (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRYPVALPLAAAPTARAASAAPLDMEMPDRGNAGGMVSKPAFGEARQDDTILVAPTVPGPDAPGIDGMLPAGRAAVVGAP
GRKVEPGVTGAGLSGTKGPTPVATGMAPPRIGGAAQHHRGRTAGLFGDLVAQVVQ
>BAQ71610.1 NnrS family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWSGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMALDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHLEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLVLWSLAPGLPGLSAAF
AGLAGLHLLRLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPDQGLGGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>BAQ71611.1 ABC transporter (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGEIRFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>BAQ71612.1 hypothetical protein NHU_04499 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGAKVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>BAQ71613.1 hypothetical protein NHU_04500 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRRFSVTPEPPGLLMRSVLVAALMIAALVSRGDAQPVHPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWVFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLIERSDPFDRTRPHRDPMNLLPILEETGIAADPGGKITVIDFT
DGIEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEDETGQAFVRAHLPGGYADDFLLTPL
GVQNAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLAGSVPALANHALISLPAYYDSAV
VDYPLILGRWAAAFTSLIEG
>BAQ71614.1 putative heme iron utilization protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MMTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILE
AKGPLPEGRVAQGFFNLHGRPIGGHIRARACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPAQLVAF
DALRARLARGQMAGTFRDLSRND
>BAQ71615.1 hypothetical protein NHU_04502 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRNLCMPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCETRRGREA
VGAIPSTMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>BAQ71616.1 outer membrane autotransporter barrel domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MWEAVVPRGRPFRLFQSVKVTMNPQRIRHFLSTTALVSAAALPLAPAGWAQPATNVSNWTGEFGTTFNVVENWDNGFSGR
DLVIDGEGVEANSTNLTIGADHGSNPKDEEAGSRTITISGGATLSSTSNNNNSVLSIGWSRGETESTVTVTGEGSRLYTA
GAWTRVGFKDGTTGVIYVRNMGTYETDGSVAVGRGLGSTGRIDVDAGFLKTGSDAELRLGYAKDSNGKVILKNGSTATLN
GTIIVGEGDDSTGLIEVDDSRLTVGNGADFQIAAKVGSSGTVTLKNGSSATLGGNVLMGRNTDTTAQFNILSGSEATSNG
QVVVGETDRSNATFTVDGEGSTYISNGEFDLGYAGGATGKLVVSDKAEATFNDDLLVGLMGNGAIEVKTGGKVTANTDVH
IGGTEGERKGGKGSLSINGAGSSFTVNDNGLFIGFSTAGTESIPSGSVTVSNGGTLTLKAEAPEPQGNQTQMPEARESTG
DLTLGYGEGTYGVLAVRDNGSRVAVGGDLYAGYSGTGDIEVSGGASLAVDGTAYLGHGEGSAGTIMVNGVGSELDISDSL
LAVGYDSAGAATDVLNGGTVMISGGASATVGELSVGHEAGGGGTVEVAGSGTDGAGNNVASRLTVRDDATVGRAGKGFLT
AASGASVDIGGDLTVGINSGSAGLMVVSSGGTVSVGTDDGEGNYDGTITLAEKNDSVGVLLIGGDNERAGRVNAGTLAFG
DGTGSLVFSMTDTDYTFGLDVTGGGAIEAHSGTVSLTGDYSEYDGDTKIHGGTLSVDTDTFTHSAITVMDGATLAGSGTV
SDVTLQDGSTVAPGGKGISTLTVSGGDLSFADGASYAVTVSSDGSSDRLAVKSREVQEYPSIAGNNSRSVGGTVTLGGSS
SLSVSRLANDAADDFKVNTWYTILTADQGITGEFSEVSDDFAYLDTSVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARN
AARAVGSMNEDNPLYEKVLFLEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNATS
YGAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGIESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSY
QLGVYTARSFGQMALRMGASYSWDDVSADRNVTVGGVRQDLEADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEI
DSFTETGGSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAETTMRFASGSDAFSVTGSALD
RNQAVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATYSIRF
>BAQ71617.1 hypothetical protein NHU_04504 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAFQQTAGFVDRLLRLDGLDWAMPDFSTLSRRQKTVAVNTPYRGSEGPPHLLIDNEASTAIGPRTMPNGIKVVGSGEWHM
RKHP
>BAQ71618.1 replication protein C (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREELTLLKRDAVKLTVYGRESGLPGDWEGIEARLLDIHRQMRRRLDRAELETVKAVLSGLLSEIRVFLIET
ENPSGSDGEIGRHYQNSNTDLHESEPCQEMAKGAGVPCSETEAMTGTGSELEAGVDTPTDNGSEPGADRGSLPSVASIRS
AGSKTPDLSAIPGGPDGPPVLPLALVLKACPDILDYASSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>BAQ71619.1 plasmid partitioning protein RepB (plasmid) [Rhodovulum sulfidophilum]DSM2351
MARKDLLKGLMDPGKPAPATEAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDPGL
EQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIERAN
FARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDSRF
EAVMAALAQPRPPAPRPRIVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>BAQ71620.1 cobyrinic acid a,c-diamide synthase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>BAQ71621.1 ABC transporter ATP-binding/permease (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAMDGQALGPRQDTSRQDTSPQDAPPARRRRVSPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSV
PWELFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADST
PLYARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSG
QQSFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPM
MMLRHMIEKVGLSVARIEEVMQAPELERHADLPVATPEGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSG
AGKTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQAD
GFIRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMHGRTVIMVAHRLA
TIRDADQILVFERGRIAEKGSHDALLEAGGTYARLWQNYEKAQTWSLGAARAPVTEEVAR
>BAQ71622.1 ABC transporter ATP-binding/permease (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGTASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVASSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>BAQ71623.1 ferric vibriobactin, enterobactin transport system, ATP-binding protein ViuC (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTRPDPGPFTAQISAQISGQIPADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGAPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>BAQ71624.1 condensation domain-containing protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTTHGPEQALPSRPSRPGEGRAWLAHQQSEDGLAARIAQVSLPDHLEPGAVAVALAEALAGRAELTRLYRFDEDCGLLVG
PGRGRPDLRLRWAASADGIGPVIDSCAAAPWDLSHQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELIPGAPPA
LAGETGTGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRT
GTGLAPAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHSALRSRFADSPD
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFIRTGEGQLLSFLFHHIVLDEWSVNLMMDE
LARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPDPRALDHWLDALRDAPPPCPIRRPDAPPLPQNSDAANDAGGAWCE
IALEPHVSDGLYALSKACSASLFNTVYAAISVALQRLGGLDALTVGTSASGRTEADYFDTIGYFTTVTAHCLRAPGHLTP
RALIGTVRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGPDGPVRFRQVDPDKTDSVLGL
QFEVVEDVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRTCTAFARDGAADRPLDALLS
>BAQ71625.1 ferric enterobactin transport system permease FepG (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSRAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVHAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRRRG
>BAQ71626.1 ferric enterobactin transport system permease FepD (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLTRNPLADPGLLGVSA
GATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLTRLVTVNVEAHVFDQ
FRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVIVVLSGVATAAAGPI
TFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVGLARRMRMNAL
>BAQ71627.1 ferric enterobactin binding periplasmic protein FepB (plasmid) [Rhodovulum sulfidophilum]DSM2351
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAEARARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLAQATGREAE
AEALLTGFAETLDATRAALTLPEGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSAAMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGIARQFGEA
>BAQ71628.1 tyrocidine synthetase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTAEPRSAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAAMSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGAADPEARARRMMADDIARPIDLKRDPLAALWLLRVGPYRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGQCAGPGPFLPFARYLEEETVYRAGPRHDRDRAHWAEVLRDIPDLIVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAGMGWPDLLTLLSAAWIARNRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHLPGETLGAYLARSGRA
LRGQRRHGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVADAARALVPFLVRACAPGARDRPLADLLAEGPAGPAPCHSPRTARPIASRQEKT
>BAQ71629.1 non-ribosomal peptide synthetase BasA/D (plasmid) [Rhodovulum sulfidophilum]DSM2351
MYDLTPMQAASWANGHAGARAAQGPSAHLYVELDRRDGALDPDRLERAVAVLIARHANLRLAVAPDGTPRILPPGPGPFL
LRHDLRRLGTLDCQLALERIREEQSHQRLALERGEAVAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYQDGP
GCDLPPADDFATHLGARRSDPARPEREAAARAWWQDRIAALPEAPDLPRPPGRLEDAPRTARLAERLAPALTRALMLRAR
EMRVTPTALTLAVFAQELTRACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLSALARRVQADLAGAISHS
AHPGPGQMRDLARHLGHVPAAPVVFTAGFDHPRGSILSERARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIASLFKAFMDRLCTLADAAPVPRSWPLGPLQRAYLAGREDVLPLGGMAMHEARLFRGSLDEAALRARLQALCAA
HPALGLRIDASAGRQYLARRPGRPLLIRDLRAAPDAEARLQAVWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPPARPASAPLPVPQPAPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTVLGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIAIDHDATSGTARERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPAGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLAPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALHRARGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLALHLPRGIDHVVLQLAAALAGIVWVPIDAASPPARREYLLDRAAPALVVSG
EDLPGRPCLRPSDLSRPGGALPDAAILRLRSLDTGPGYYLFTSGTTGAPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIVSAAEDMTAGGTAPVPYGRPLDGAGYRICNPLGEPCPPGVTGRI
HTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEAALAD
HPALSQTMVVDLAPGDGRETTLAALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAARALAL
SPTAPCSHRLGREVLDIYLRQTGPDPEATIDSPLIELGLLPEYLIPVAAALNARFGTALRPSRLIPARTARQAAQLIPPR
PEPEDLR
>BAQ71630.1 enterobactin synthase subunit E (plasmid) [Rhodovulum sulfidophilum]DSM2351
MNDFTPWPEDLARRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEGGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEADLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFAIMRRHRVTMAALVPSAVALWFEAVRDGLPAPESLCLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDGEGRPCAPGQTGRLWVRGPYTFRGYFRSP
AHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDILQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPQ
>BAQ71631.1 2,3-dihydro-2,3-dihydroxybenzoate synthetase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPTESLIYYGLDSLRVMKLAAELNAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>BAQ71632.1 phosphopantetheinyl transferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAECLPGPAGVEAALARLGAALPDCRAAVVPVARTEGPKARRAAEFRAGRLAAAAASAALTGMPCLAGRGADGAPLWPAG
LTGSISHSGGQALALIGPSARRAGLGVDIEGPLSPRVAAEIAPVALTPEERACFGTDPVWVGLIFSAKESLFKALSPRIG
RRFDFDAARLLPGGAARPPLLCLTCDLAPGWEAGRRIEPVLIAHEQGVMTAVALQPRKVAPPST
>BAQ71633.1 short-chain dehydrogenase/reductase SDR (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTSAAIEALAERQRAAAWLPCDLRDPEAVGAMVAEAETRAGP
LSLGLHAAGVLATGALLEMSPEDWRRVQGINLDGSFHLLQALGWRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAHRVIAGDPGSYRAGIPLGKLATPEDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>BAQ71634.1 isochorismatase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MALPEIASYPLPAPDALPHSRAPWRPDPDRAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARAAGIPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILSELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMAMRWVAGCCGVVIATRDALAALPAEAACA
>BAQ71635.1 Isochorismate synthase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTLPFLDATLTEVPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRAGADTLADRVAPFFGAARDADDDGALIGGALPFD
KARPDCLWQVAGGHRAWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVED
RMAFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSIVSHPLAGSARRLDDPEEDARNANALA
RSEKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRA
ARLIRDLEPVARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPP
DAALSDPSLHNQPNG
>BAQ71636.1 TonB-denpendent receptor (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVQRRVARLFGGASIVALCAVSPSATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATEPFSDYDSSVTQNPSWKQFTNTTILDLRQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSPFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VAFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVGGYEATLVEPREIGIGVKMTF
>BAQ71637.1 biotin/lipoyl attachment domain-containing protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSVRAVQFFDLPGDPVAVLLFLTPLFLAQLVPALGCAAVSLDLCGPVLHRAHDRGDKPLIRESREAGEAVAFGQQLAPIQ
LFCRLHDHMHLGQGDRGIQKGLML
>BAQ71638.1 transposase IS116/IS110/IS902 family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSEIITVGLDLAKNVFQVHGADAAGRAALRKKLRRDQALAFFGQLPACVVGMEACGGAHFRGREIGKLGHGVRLIPPAYV
KPFVKRKKNDAADAEAICEAATRPTMRFVPVKSEETQGAAMVFRIRELLIRQRTQAINALRGHLGEFGKIVPQGAANVSK
LIAIVEGPESGLPADAIPTLKVLVASLAHLEAEIGKLDAEIARCAKENEVARRLMTVPGIGPLIASAIAVLAPPLETFRK
ARDFAAWLGLTPRQHSTGGKQRLGATTRMGERSLRRLLIIGANSVIIKRHVHAAARPGAWLGGMLTRKPPMLVRVALANK
MARIVWALMARGGVYKAPATAA
>BAQ71639.1 IS21 family transposase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MFELISQRYERGSTMITSNLPFDEWTETFGTERLTGALLDRLTHHVTILEMNGDSYRLGQSRARKTDAEN
>BAQ71640.1 hypothetical protein NHU_04527 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MWAENRPKAFSYSGLKAMGSLLRQVCRLLGEQARPLLWPQGPLALAVGIGTATLAVNGGVKTDHVAAQNQANVGAPRAMA
RALV
>BAQ71641.1 hypothetical protein NHU_04528 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MMLHPTQELEPQANPERFTPAATAAPVVAPMTTIYDKAAPAIMEMRATLAVWRQREGLELPEFSFEQEQQVLNTLIQNPA
EQHPPENVDEPETRGETIANQMEQSDEALDPSPTDATRDRDMEIGDDER
>BAQ71642.1 transposase IS3/IS911 family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSKTTNKFSPEVRERAVRLVLDNEGQHGSRWQAVMSISVKIGCAPQTLNEWVKKAEVDSGKRAGIPTDMAEKMKALEREN
RELRQANEILRKASAYFAMIEGSAALLRAMPEMLDRRSK
>BAQ71643.1 integrase catalytic subunit (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVGFIDDQRGKHGVEPICRVLPIAPSTYYDHLAKRADPARLSDRARRDAVLRPEIERVFEENWRVYGVRKVWRQLDREGF
DVARCTVARLMKGMGIQGIIRGKPHRTTIPDKKSPCPLDKLNRQFRVPAPNMLWVSDFTYVATWRGFVYVAFIIDAYARR
IVGWRASQTAHAGFVLDALEQAVHDRRPIKGAGLVHHSDRGSQYLSIRYTERLGEAGIEPSVGSVGDSYDNALAETINGL
FKAEVIHRRGPWRKFEAVEYATLEWVDWFNNRRLLEPIGNIPPAEAEANFYAALETEDMAA
>BAQ71644.1 IS21 family transposase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MELELIDRERRMVERRIKAAKFPAAKSLDSFDFKAIPKLNKMQVLELARCDWVDRRENVIALGPSGTGKTHVALGLGLAA
CQKGMSVSVTTAAALVNELMEARDERRLLRLQKQRGGVKLLIIDELGFEPRRFCRRLIWVSYAAMSSVSRAA
>BAQ71645.1 glycosyltransferase involved in cell wall biogenesis (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSIGEDLAQIRINTGISVIVPTYREAENIPHLLVELDRLRREYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSVVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIDFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>BAQ71646.1 ParB-like protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MARRKRLSPITGPAEDTGSVPPGPIPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALSELAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPATAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLADRLGATLAKAQPADAEAERRLIERALRKAPAAAGPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLE
>BAQ71647.1 cobyrinic acid a,c-diamide synthase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>BAQ71648.1 plasmid replication initiator protein RepA (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRAVRQQAGGQTDGGMEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFD
ADILIFCISQLMAAVNAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDS
WEIVRRTRAGRMVSVSVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASP
VRVFRAMVREILREDRLPEYRLVEEPGDILCVLRRDGVIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAA
SGRPRIRQPDRAFLAWVEKRRTED
>BAQ71649.1 mannose-1-phosphate guanylyltransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLTSVNGKGEPDVIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQA
AAIGLSDARVVVEPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRP
ETGYGYLELTAPPAGNAPVPLASFREKPDLATAREMLEAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIEEGQT
DLGFFRLAEAPYAGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCHDSYLRSED
ETMQLVGLGLEGVVAVAMRDAVLVADKSRAQEVKTVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPG
GVLSLQSHHHRSEHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIY
DRS
>BAQ71650.1 hypothetical protein NHU_04537 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSRIAFYRLAGLVGLLFAAGTLYRLFPIVTGRPALSEFFMTEDGYLMLTVARNMAMGLGMSVSDGTIPTNGVQPLATFLF
TLPYLQTGGDKVTSLIGIHLIMAAWSVAGALLVRTLAARILDPGRQAPALPWIAALLWYLSPLLVLHMMNGLETGLYSAA
VLAVLLMFLRLLRRESPLGWGWHLGFGLMGGIAFLARIDAVFLLVAVYLVWAIDGLFLRHDPIRTVAARIVPSGLISILV
AAPWLLNNQIRFGSIMPISGTAQSMAAEFGQNLGVLPVKIFEYVMPMLPVPNPLEKTLPVILLASAVSLVVLAWFLIGVF
TRASRPVRLMVLAYLLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLLRWLFPARGLRPAIWTGAAAIGL
CVLLLGRLLMPGVQDQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRI
DYIADWYGVGGWATRTDGGFAQTFELIEHRKSPSLAVMRRRVLHDPG
>BAQ71651.1 polysaccharide biosynthesis protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMTGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILLLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVVASHTLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFLVNQADRA
ILGKFITLDKLGVYTIAFFFGSLPVLMARATLNRILGPLYRMRPPAESAANRRNVLMARRLAVGGLVALTVPLAYGGIFL
IETLYDPRYALAGPMVVLFALAAPAQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVMTIGIPGVILAPALAA
LLVYPLRTRYLRLYNADDPLTDLAILAVSLVLNGHACWLAWDRILPLLD
>BAQ71652.1 glycosyl transferase family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAAHQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIETARAFLDATPAAAVACGRRRERSPEATLWNGLIDAEWDTPVGRARACGGDAM
MRVEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGAPPERH
NVAQMRRALIWGPGVPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLSGRN
ARLIEYK
>BAQ71653.1 hypothetical protein NHU_04540 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSNDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDGLARVFPDDPALGLCYPFLAP
>BAQ71654.1 glycosyl transferase family 2 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFAGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTAAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRARFLYQAHGLMGLWAANLMWHAGRGIALLRRLVARPGRQPPLEGEARDLWINAADPLGPRLAPHE
T
>BAQ71655.1 hypothetical protein NHU_04542 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MVPPMLALWSWVIVTVILFRVLRPAGALVVCLLGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVAAGMQRPRPA
GTEGAGRILPGWFPGNIWIRLLLLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRLLADE
AGRRVLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFNPASWIQHLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPR
IEPRRRFLCLLLAAWLFGTLVLAKTLGALAIALLLIPVALFLGTRLQIIAAAILAATVLFYPLLRSADLIPTERVLGLFE
KYSNQDRVGSLRYRLKNEDILLDKAMQRPALGWSSFARNRVFDPETGRDISVTDGIWAIVIGESGLIGYMAQFGLLTVPI
LLLVRRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAATAGPTTDPPARTRPPRLRGGQA
AEEEAPLPAMRTTPYTRQTTLHSRSRRG
>BAQ71656.1 WecB/TagA/CpsF family glycosyl transferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MMGWSPTGSGTDRAVTVTVASMAGLLADLEARLTRGEGFSVATLNLDHVVKLTRDLAFRAAYLAQSHITADGNPVVWLSR
LAGQKVELVPGSDLIGPVFALAARHALPVAFLGSTAETLERAREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELR
RSRARICLVALGAPKQERFAARAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIAAEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>BAQ71657.1 hypothetical protein NHU_04544 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSIFNEAFALRRQSRALPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGALQMLPDRSATAVARDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>BAQ71658.1 isopropylmalate isomerase large subunit (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVAALALRAACRAVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLARLQGWYGQRRAVQTEFIAAIGTLSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIAAAALALKHDDRGPDTSGRPGDC
>BAQ71659.1 hypothetical protein NHU_04546 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDETGAEEDPASAA
AGDETGDVAAGGSGATGRNASDGDAFDAAHADAVALPDTTTEPGGFVASTPSEGSVLSPAIVKFASLLGVDPWSLVSSDG
GSGSGSGGQTPPDDGVGGPPPVDGGGGDGDPGDGPDDGPGEGPGGDLGGEPPDQGPDEGQDGSGTSVPLDGELEVTTGRV
TTLTLPDAEDAVSVEIVAGPGFGNVTVNPDLSLALVLTGETQTGALSFDYAVTHADGTVTTHGASLSAVPGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYDDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVVEGLTFSDGMALDN
VSNMLLSDLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSASERVLIENTLFDHNGWEDGY
DYARSVEQGQPPSMYSHNIYFSAANNDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASGNYSLVL
GNVVTSAGYKRVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYNWSGSKS
AAKSGETEANIEGLDRAVLDQTTIQNFAADLLGKPSATISDLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVMGDDAKV
GFDGEGGLALLRLDDDATLKFVAEDGAMGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
FGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGAESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>BAQ71660.1 acyltransferase family (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPILSCIGEAAIMGLHFRGNRGAASSDRARREGTPLSAEQNRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFF
LGHAPGRSQPWGVLLRSRAQRLLLPWLIWCAVYYVLALYRGTAWLPGTPLEPVSLAIGPAIHLWFLPFAFVCGLVFAALR
PVWPSRHLVPDLAGLVLILAAGIVLNRYSDLPAPAGQWLVSLPMAAAGFLSSVHRGRAEQAAILMGTMAVAGVGIAFGFV
DGALQAFVAAPFCLIALLWRGRSNSGLVRAGEAAFGIYLVHPAVFLLLWKLVPALGQTPYGFGLTAFAVSVAIVGLLRLW
PPARRVL
>BAQ71661.1 hypothetical protein NHU_04548 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSSGKITCYDPSGSAGALTEDLRAFDKNNAGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSEGAGASYSAIVNAGTLDFTFGSVAGSGALAGNDGSFIGSAAIAFSKI
YGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKAAKA
>BAQ71662.1 dolichyl-phosphate-mannose-protein mannosyltransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRFALRSLGALLHAASLPFIWILARRLGGPRAAVWALVFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGAAALPARRRLLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKEFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPTALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYVPHYQPSEPERLAAFFDRIDPAETELILGR
QNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDRIAA
RGRLIAEAKGAWWRAELYERTGPE
>BAQ71663.1 prenyltransferase family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGDMQHAIWPDRVLVVDLDGTLIRSDMLYESLWGACRADWKAGLAVAAALPRGRAAVKRLLAGRAPLDPAALPYDAAVLE
RVRSWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGGYAYIGDSPADLAVWRDAA
HAITVNAPGTLRRQVEALGHETEHLGTEARPLRPYLRALRPHQWLKNVLVFLPMVAGHQLQAGVLLQSLLAFLAFSLVAS
SVYVLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPI
VDICALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVAS
GYVSVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIITTHRGNMHDDPVVYAAKDRVSQVCGLLIFALALIATM
G
>BAQ71664.1 dTDP-4-dehydrorhamnose 3,5-epimerase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIKTEFVQDNHSFSQARNTLRGLHYQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSGA
PVLSTKDSAAPPLAEFDSPFIWTKS
>BAQ71665.1 dTDP-glucose 4,6-dehydratase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGRPIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPTRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>BAQ71666.1 dTDP-4-dehydrorhamnose reductase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSLLIFGSTGQVARELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDLATTINAAAPAA
MAWACAKKGIPFVHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAEACLKIATHLQDTPEHRGTFHFAGAPDVSWADFGREIFRQAGLSTAVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLAQVLSDLEAVKA
>BAQ71667.1 glucose-1-phosphate thymidylyltransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSDRKGIILAGGSGTRLYPITMGVSKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPAPDGLAQAYLLAEDFLGGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDASGTKAVE
IVEKPQHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQIGAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEEA
>BAQ71668.1 glycosyl transferase group 1 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MQVSSMTPTAIAYLVPEFPSQTHAFFWREIQALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLAAVARLA
GRPVRTLRALAYVLGLSETPWRRRLALLGLMASASALGRVCRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDL
PVYGTDHAAKMARAGFVAAVTRPLAAQIAAVSPGTPAPVIWMGVDADRFCPPASARPGGEALEVVTVARLNHTKGHVHLL
NAMARLRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDLLHSADVLALTSFGAGEAAPVTVMEAM
AAGLPTVVSAIGGTPDMIEDGVDGILVPQRDEEAIAAALRRLAADPALRARIGQAARKTALARFDYRAQARALLEALTGG
R
>BAQ71669.1 acyltransferase 3 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHLLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVAMTLEGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLRHRIWLAALALGAILAAGWWNIGLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRRNRRPKPAAARPGFDPQP
>BAQ71670.1 putative acyltransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFIDIRFQPYWEFNSVFMLLLMPLFFFCTGITAASAVHRVPHTFWHKRLLP
MVWVLVIWTMIYLAADQVLPMRRDGQSVRFDLLHPQMNLWFIWVLAIFTALAPLLVRLNGLAVIAVFLGLATLWHGGLLR
YEGTLIYPKDIQGILNHAPFYMAGLYFAPRIIAFLADRGRARLLLAGAGTVFAGLVLGAELMPSADEILDKAARFAGVAF
GAALASEIARMVGLRRVFSGIGTRTLEIFLGHQLFIAVSATVVIAFGWPGVATGIVLTPAIALFAVAGSVVLRELLGAAR
MDFIYAPPRPLAHRSSRPQVRAAQG
>BAQ71671.1 glycosyl transferase, group 1 family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTANVRIAYLTGEYPAVSHTFILREIEALRSHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVARALLM
ALRRPGALSGVLRLAWKTRRPGLRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHG
PADFLDPVGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRDPVPATGPATTRELLFVGRLA
AVKGVPLLLEAMARLGPEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVP
VVLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSATALTAAIGAVLADPETAARMGAAGRERVCAGFDVRAEALRL
ATLFRDGAAAGEDR
>BAQ71672.1 glucose-6-phosphate isomerase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRSGTHVMIDLLLNNLPAYRNRPLYIDLDQHLRRGEMPVDPQAGYVVKTHYPFTIPGGKFPEDRLMGLFENSLVITIQRD
QAEILRSLARWHAATSDQILSRFGDGFDRFNAFWPGRDRMAIDHRTLFDRDAMQMLIRQIAERTGTEPARRFVPPPARDA
TQRIYLMKATTRLLGARAPRINTTIFTLK
>BAQ71673.1 hypothetical protein NHU_04560 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPATPSASPFIPAILETRTIFVHVPKAAGTSVKIEFYGRPEGGHRRIIEFAAHDPGRTDDFFKFSFVRNPWDRLLSAHAY
LTDGRKATGRDRRFARDVLALHPGFEAFVLALEDPGFRRQAMAYDHFRSQTYWLCMPGARDHAMDYLGRFERFDEDMETL
RHRLGRPGRPTVRARPSHHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>BAQ71674.1 hypothetical protein NHU_04561 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSATLRNSASGEVLLRLDRTDWGNVGSSGAALAVDVDFGAVHRIPASAFGAGIESITVTSQPGVGHVSVQGTDVLVNTVD
EGEIRADFDASHLGLKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLSVKPVGQGPVAVTVTATPALHRQMCGWSC
GRGIKLSVDEADATVLEPAERHADLHTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTVGGGVVSGRTVAHDPTTYF
GSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGARPLMPGMAYNGGKKH
GMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGLQRDGEHWSGKYRPS
CIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYFDSSNRHILWRDNWT
FGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSKDPACGYQYGYGNGHRSLCQDVVYTHAGYMSGAGAGMAQS
EGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAQFENLEGRERAVICADWGPGINP
DYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPEIQALVRDFIAFMQAPLGIAPAWRTSAGPCSF
VPDLDEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLNVSAAPTCTGGGAIT
TDESGQVWIGGYVGAAPLALTVKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRSGRSMEIMGGGPRVG
FDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTAGSHVLIAADSVTGS
FGSVSGAIDPGLDATVAVSATGVSLTVTAGSGLIARA
>BAQ71675.1 hypothetical protein NHU_04562 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFITPPGFAAPLYKIGETVEVSLGTVDAAPATLTVASFTLDGEDRQGGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDVPRAFSAADWSVDETGVQIADLPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPVGGSPVTRDSAASAAVVALNFRAEENDDGTVGVSYADGARST
VEFELTRPAAYAGSFNLDLGALETGPVCLVRPALSGTPEPGATLSAPPFFWVYPEALGALSVSSGWRRNGTVIADETGST
HKVISADAGTDLQYIETGTQSGAAAPVTAASPAVRIGDAAPTSYSPQTSTSALAWWDASDEATITHEAGTVSHFADKIGG
AYLTGTGTTGVSASDVNGLNSILLDGIGNYFERSATTLFPADGDWVLTIVASIDEVNHINDALVSAINGDNTFAIVGFNA
SEFAGRLAVSGEAVSFDGGPYGGLHVFQVKADLTGQATATAYVDGIPVAFVPYSAAVDATTLRFFRSYVMGGRFCEAFLD
RDLSSQAAAFAYAASKWGIS
>BAQ71676.1 hypothetical protein NHU_04563 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MADLFKLHTQGLDSPPSRLTEVTPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>BAQ71677.1 hypothetical protein NHU_04564 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MKITFVIAVASLAGGNRVVATYAQQLKARGHEVTVVSRPRPRRTPLDRLRAWLRGRPLPPHPRSPLFDALGDSHKVLDRW
RPVVAEDLPDADVVIATWWETAEWVAALPTSKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVREEAPG
SEIDLLPNAVDHAVFDAPPRARGTPFTVGFLHSIAPRKRIDLAFDTIGKARLRLPDLRVISFGTTPATEDFPRDLIYRRA
PPQQEIPKLYAACDLWLFTSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGLNGRLLPPDPEAFSAEIETISRMDPAE
WRAMSDAAHATAAAHSWEAATDRLLGYLGEEARS
>BAQ71678.1 exopolysaccharide biosynthesis protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MEKLQAALEKARQTRAVRSSTVPTRQQLRVTPASDADGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPMPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRH
GENVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDT
CEREIAEHTNVLGVVLNAYRQADAKG
>BAQ71679.1 hypothetical protein NHU_04566 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRSPEEERLNAAKAELDNAKAIYSETSPRVISLQAVVDRLEQVVAEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQEAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAGAYFVLLELLNRTIRSPAELSNRFDITPITTIPYMKPPKERGSRLRRRNR
KEPPPSGSIMPG
>BAQ71680.1 general secretion pathway protein A (plasmid) [Rhodovulum sulfidophilum]DSM2351
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTLIQALLRQVEDDATIGLI
SNAQGGRGDLLRWVLNALDVEAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYILHRLKHAGGSGEEFSSSAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>BAQ71681.1 undecaprenyl-phosphate galactose phosphotransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTLYLTDLNADASARPVLGAFSVRSAAAGWGAYRKVFKRIVDLTLVLLSAPFSVPLIALLALMVALDGHNPFYTQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMSLVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEIYDRDMSLRTDLDVLFKTVSVVVRATGC
>BAQ71682.1 tetratricopeptide repeat domain protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLSACQSSEEKAEAHYQNALTLLQEGDVDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAATDDASARREAAARAEALLAEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSLGDMKGAEALLREMVSKFPKDKENKAALIRFYLAQKDLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQHEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSNLLNTLGRLYLQMQD
YGRARHVADTLRRLGDDASVAAADRIEAERLNLQSGTDEALSYLEEIAGTADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDPNRPGIWLELSNLQMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKAVEIAGPADRRPQIEESRAQIEALATTAPAEN
>BAQ71683.1 polysaccharide biosynthesis protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MLYFKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGPASPYDGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKALSRGAVLAKDIRLLDGDVILVPERRLFE
>BAQ71684.1 hypothetical protein NHU_04571 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSVDSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGGTV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSQTDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>BAQ71685.1 rhomboid-like protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSVLHGGPAHL
AVNMITLWSLGSAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEDA
>BAQ71686.1 hypothetical protein NHU_04573 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MYIMSELFLYEIEAPAPAFQTLFQAAKRTGRPQAKAEPVASQPGI
>BAQ71687.1 hypothetical protein NHU_04574 (plasmid) [Rhodovulum sulfidophilum]DSM2351
MGKIAKAAELLDFLVNPFRDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLDYVEMRSRQGARVSFFGTGMAFTDEQIAGESEAFRRWRAVLDRSQEVHLRGPQSVELCRRMGVQADIFGD
FAFLLHSPDIPVRDHGARSDAIGLNVGNCLGDQAAYEEACVALVRHLHSSHRLVFYVVVDTDMAATRRVIERAALPEDGF
SIERHYFDPYGFMRSIRNLRAFIGLKLHAAGLAMIAGVPALMVAYQPKSRDFMAPLCKAEQLLIDLPVEAGEFLSRAADL
LDRPEDFLVEDRIAAIAADQRKKLEAVYMPG
>BAQ71688.1 glycosyl transferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MPSLLVISSAPAALLDGKPFLDRKFVEGMRFYTDLWDGPVNCLLRVRSGSFPFGRVYDPAELPFGIRFLPSDRIPGAPEV
SGQDVVLCSGDNHDYLQLAALCRRSGQKLVFIIEYVPETRRQILFLDRSRSLPKKIRSLIWMLGQEIRRRRAFGLADGLQ
ANGYPAFAAYEAINPNAMMYLDNRIGSDLLATGDEMAARRRRIGEGAPLRLVHSGRLERMKGSQDLIPIAARLAARGIDF
ELDIFGSGSLEAGLRRDIAAQGLSGRVRLNGVVDFETELVPFARQQADLYLSCHRQSDPSCTYLESMGCGLAVVGYANRM
WAALCGASEAGWAVPLGRVEALADALAEAASDRPRLAACCDAARAFAGAHAFEHEFGRRIEHLRRLA
>BAQ71689.1 phosphomannomutase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MAPKFGTSGLRGLVSELTPDLVGAYVRAFLMACPAGPRVLVGRDLRASSPRIAEDAIAAIRAAGREAVDCGALPTPALAL
VAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVAAPAPAAGQGARSFAPEAGAAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAEWCAGQGLDALVSTDGDADRP
MLTDAAGRVVPGDILGALTARALGAEAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGSGVAGVVAALPARHTAADRLQQVAPEAAVALLARLDASARAR
DAFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPERAAAVLKLGLERVAAALADRDAQE
>BAQ71690.1 glycosyl transferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVTLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDARHFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQSMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPGAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLEGLHPYG
>BAQ71691.1 sulfotransferase (plasmid) [Rhodovulum sulfidophilum]DSM2351
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFAREDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIACHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRCFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRERFLFLTFEAFRDDPRATLRRITGFLGLDPLPETAFGGGAAARNVSRAHFDQLGAAAG
AQRLRGRVGPLWALRRLLPDPLQAALRRRVLPAGAGRAHEPLPMEPATRQLLAERFHPQIPRLEQLTGLSLASWQAERLC
>BAQ71692.1 glycosyl transferase family protein (plasmid) [Rhodovulum sulfidophilum]DSM2351
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGQRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRGGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>MBK5922181.1 Mobile element protein [Rhodovulum sulfidophilum]IM796
MDASMMSQMKALEDENRRLKRMFADLSMQADLLREALGKK
>MBK5922182.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]IM796
MIRRLTLLLAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDISATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>MBK5922183.1 hypothetical protein CCR90_00015 [Rhodovulum sulfidophilum]IM796
MSLISMGDLAQGLGLRIRNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
VSGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADEAVLSGN
PVLRSLMAESAGEGLLTARSSVTELQALLGVRQEKIESIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>MBK5922184.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]IM796
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVAAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDRIAGIVPLREIARDNGMVALYTENGAALIDGPPAEF
EFVSTGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAALDLVSDPDAETGLSTRIGVNLLADRDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>MBK5922185.1 flagellar biosynthesis protein FlgE [Rhodovulum sulfidophilum]IM796
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVATNSGGAWDSATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>MBK5922186.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]IM796
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALEQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>MBK5922187.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]IM796
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWMTGGYALPGDPAEPTEPDDEPPPSPSWRH
>MBK5922188.1 ribonuclease G [Rhodovulum sulfidophilum]IM796
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRVIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFATRGVLEAIDALSGPETLPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>MBK5922189.1 septum formation protein Maf [Rhodovulum sulfidophilum]IM796
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKVRAVAATGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>MBK5922190.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]IM796
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>MBK5922191.1 amidohydrolase [Rhodovulum sulfidophilum]IM796
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGLHILGASTPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVYAEIDRAEIARVRTAGQVLNRAHWPEQSLCSDTVVRVPFHAFTT
>MBK5922192.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFGSAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDDAPSRHRLQFWIREL
>MBK5922193.1 isopropylmalate/homocitrate/citramalate synthase [Rhodovulum sulfidophilum]IM796
MTRDTIARYFAAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRESLTDLVIFTGDEGDRAAAEFVV
NGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>MBK5922194.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]IM796
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>MBK5922195.1 UPF0262 family protein [Rhodovulum sulfidophilum]IM796
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>MBK5922196.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]IM796
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAGGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>MBK5922197.1 hypothetical protein CCR90_00090 [Rhodovulum sulfidophilum]IM796
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRPFERVQAVL
TVEDVTHVSSQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>MBK5922198.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]IM796
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>MBK5922199.1 hypothetical protein CCR90_00105 [Rhodovulum sulfidophilum]IM796
MGWLMQLLGGGLAGQLREAYEARLRASNDVDRIAAEICIAELQERQANRALGGRLTAWVQAAWAAPFIIYNAKLLVWDKV
LGLDATDTLSADLLDLQLRIVTFYFGGAAAIGVVRALRR
>MBK5922200.1 hypothetical protein CCR90_00110 [Rhodovulum sulfidophilum]IM796
MRSVPSSIVNQALLEYGPPALRRHQPSLTEPKEGKMSYPWHGRAAAMSGNAWARAASDIGCKEAAIRAVWEVEAAGSGFR
SDGSLQRRFEPHCFPAQHWGQIGFAPGGLVPWRASLKVASAERERMFAVAYQIAPEAALDATSWGGPQILGSNAEACGYA
SALEMVRDMAQGEDRHLAAFVLLIRSWGLDSALRARDWKRFATRYNGPGQPEVYARKIEAAYRRHSGGTRSPAVLRRGDQ
GAEVKRLQQALGLPSDGVFGPATDSALRRFQAERGLTVDGMAGANTWDALQSAGTARPAIQKTPGDALVERGVDWLAKGG
AGAAATAGLGKAAEKVPDGAVAVASYGAVVIALVVAAVLILGWARRCGLV
>MBK5922201.1 hypothetical protein CCR90_00115 [Rhodovulum sulfidophilum]IM796
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBK5922202.1 hypothetical protein CCR90_00120 [Rhodovulum sulfidophilum]IM796
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMIWVDTAARALKMRNIANNGWITLGSYASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGSTGLIWSYDKAGTIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEITGTWSAFTSFPGAGFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GASEASALSAVRVRWAEGNRINEVFRTGRVRLFRRREHLTG
>MBK5922203.1 hypothetical protein CCR90_00130 [Rhodovulum sulfidophilum]IM796
MLRSLRAAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKWWKS
ADNPQRRKRPLEGDIAERCRIEMRAVRAARVRARSGWAGTEAPEERERCSPEAAARAMRAAGFSPAEDFTGPKRFGGAAD
QRGAA
>MBK5922204.1 hypothetical protein CCR90_00135 [Rhodovulum sulfidophilum]IM796
MGRVQPGRARLSRPRNHGRAGRRRDRKGRVMSIRIMAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCS
ERKVRQIIGALEERGYLTIYRNAGPKGCNVFFVRSTPAQRAPLHDVHPPAQRAPLHDMHPCTPCTQPLHSVHHPPAQRAP
EPSENHQEPSEREADASRASAPSSEIEDAITLFNETAERVGLARVQKLTPARRQALKARLREVGGVDGWREVMRRVEASD
FLSGRSRDPTHSWRCNFDFLVKQANFTKLMEGNYDNRSGGLGPATPGRGGPGSGLFDACAAVAARRAGRA
>MBK5922205.1 hypothetical protein CCR90_00140 [Rhodovulum sulfidophilum]IM796
MKDRSAIGRRNRAKGAELEREVAAALFDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIDCKRRSAGTGCADDWRTQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAGIERAAS
>MBK5922206.1 hypothetical protein CCR90_00145 [Rhodovulum sulfidophilum]IM796
MSNSIHVSVRDGRAHIDLPLDEVHGLRVAMHPRLVGEPESNSTKAIREAFDKALARAQIRAGRV
>MBK5922207.1 hypothetical protein CCR90_00150 [Rhodovulum sulfidophilum]IM796
MARNNPHDSIQDAVYRAYEAAGGLKTSSSILNLAMSTLSSFSELPRSGKRSGGLGLNYAHALSEARPEAAAVFAHHFAAL
AGGVFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>MBK5922208.1 hypothetical protein CCR90_00155 [Rhodovulum sulfidophilum]IM796
MQTIEHLLRLADAYKQAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNVADAHPAPQISGDTA
>MBK5922209.1 phage repressor protein [Rhodovulum sulfidophilum]IM796
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>MBK5922210.1 hypothetical protein CCR90_00165 [Rhodovulum sulfidophilum]IM796
MRLPFSSAEAFACHFSERDLNEVIDLHLREGVARGVDGTSYEKFLASRDREVNLIRHRALSGVYKFSPYRQKLILKNAFS
PPRQVSIPTLRDRVTLRALNNFLTSMFPDCRPQHAHPVVSSVLQSVETMRDDDCFIKLDIQSFYDSVFHDILMRNLRAKI
RTAPPLTLISAALKTPTGTTVAENASNDLGIPQGLSISNMLSSIYLKSVDTQYEQELGLKYHRYVDDILCIVSEGEAQLI
AADIIKTLRSKKKLTCHPLGTGKSQIIEANSSVSYLGYEISRQKISVRTVTEKNLMSSIMEIIYGTDPAEWQRAMWRVNL
RITGCKISGVNVGWIFYFSQINDLSLLAKMDAQIRSAVIARLGGQAASQLKRLLKAYHQAKFNHRESNYYPNFGTYTREE
MLTHLQLLAPQRYRNLAEKTDAEIMRIFSASVWREVKRMERDTLGSFS
>MBK5922211.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MAVSITSITAANKAAWNASASLHAQGTEWDSLLEQAARPGFSVLDQELTEAIRALGIEGRSAAQVGCNNARELLSLASLK
ILPSVGIDQSGAFLEQGRLLAKAAGLEPRLIEADIYELPEDVGTFDLVLITIGVLNWMPDLDGFFRVIAGLLSPGGHLLI
YETHPVMEMFDPESETPHEPAISYFRTEPLKEEGLISYDGVDHGSGETGYWFIHTLGQIVTACAANGMAIRALKEFGYSI
REPEYDVYEGREAQIPMSYLLHARKI
>MBK5922212.1 hypothetical protein CCR90_00175 [Rhodovulum sulfidophilum]IM796
MVMTIAPFPARRVFLICERAATGWTTAGIVDDAALAERWCDGPGTAYLPVTMAEGSVIETTGRVPDHRAADLIHGGHEAG
SRATASEHLWVRGGAA
>MBK5922213.1 hypothetical protein CCR90_00180 [Rhodovulum sulfidophilum]IM796
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGREVSQWAN
>MBK5922214.1 hypothetical protein CCR90_00185 [Rhodovulum sulfidophilum]IM796
MGELTKIQQDDAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSSVD
YASKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSRQGDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAPSLDDLGAVWMHETPVLRDIKA
VEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>MBK5922215.1 hypothetical protein CCR90_00190 [Rhodovulum sulfidophilum]IM796
MAKEIKAAEKAVSTARDAATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDAAARKARAEADRKRRE
AEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALNHIAKNDRDELTDFVEAYVRR
HHKDRVIAGVRVWEEKEAY
>MBK5922216.1 hypothetical protein CCR90_00195 [Rhodovulum sulfidophilum]IM796
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>MBK5922217.1 hypothetical protein CCR90_00200 [Rhodovulum sulfidophilum]IM796
MTQTVILRGPCQRQFAKQMIDAAPQDGVVRISEAARNNDQNARMWAMLSDVSRAKPEGRRHTPEVWKALFMHALGHETRF
EMGLSGEPFPIGFRSSRLTVRQMADLITFIAEYGDRHGVRWTEPERADA
>MBK5922218.1 hypothetical protein CCR90_00205 [Rhodovulum sulfidophilum]IM796
MTDLSARGPLGLKAPRVPDDPGHLARIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLREREEQTI
>MBK5922219.1 hypothetical protein CCR90_00210 [Rhodovulum sulfidophilum]IM796
MSEEAQTDATYRVTAGELRQFIERFERLESERKDLADQQKEVMAEAKARGYDTGVMRKVIALRKRDKDDIAEEEAILEMY
KDALGMG
>MBK5922220.1 hypothetical protein CCR90_00215 [Rhodovulum sulfidophilum]IM796
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCRSGRRWMSGPGKWT
PPKQLPQGRSWPDMRAEFEEGVALFTACWRAPVERVAIENPEMNDLARDRMPADLPKPQMVQPFWFGEPAYKATGFYLRG
LPPLTETNRMPEPERGSDEWKRWNAVHRQPPGPDRWKIRSRTFEGVAQACADQWGGQEMKEAA
>MBK5922221.1 hypothetical protein CCR90_00220 [Rhodovulum sulfidophilum]IM796
MAEPQRPYTPDMLAERWGCSGETVRAMIREGRLPAFRVGGRLLRIAAQTVKDFECGTIESAASRADMSSSGPTTRANVDA
IVLRRTRPGRPSGKRATSS
>MBK5922222.1 integrase [Rhodovulum sulfidophilum]IM796
MRDYRIGRLKGRHVVIWTDDEGKRRRYRLEANTAREAEREARDLILRLDAPPAGMTVAQVWAAYRAEMGDRRQGEKMDFA
AKVILPAFGHLSVDQITVADCRGYIAKRRTAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMPPTPAPRERYLSRD
EVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFASRTIRLAANDLGPRKGRATVPINDTLMAALQDAQRAAV
SDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPEHLRR
AAGSLEFGAPKLVQRTRVQTPKGRVSL
>MBK5922223.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPVFSPENAAVARPLRLGLPGHSRLTDATSPRRTRRPVTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKT
RARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSLSNMVFPEVLAGINEVFEDTPLQPVFGLSRYDPPHEEKVLFEML
SWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDGEPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRA
RKRFEGFTGALGRAGLEVVDQEFYSGGSGLEKGREMTRALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAG
FNGIELLNGLPLRPATMDIQRREIGRRAAQIIADCVGKGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>MBK5922224.1 dolichol-phosphate mannosyltransferase [Rhodovulum sulfidophilum]IM796
MPAVSIVIPMKNEAENVAFLLGEIAEACAVLDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>MBK5922225.1 lipid A biosynthesis protein [Rhodovulum sulfidophilum]IM796
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>MBK5922226.1 hypothetical protein CCR90_00250 [Rhodovulum sulfidophilum]IM796
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPGPASG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRMSSFAINGTMALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGESAIMADNRDLLA
DLFYTGRDRDVSIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNG
>MBK5922227.1 hypothetical protein CCR90_00255 [Rhodovulum sulfidophilum]IM796
MHIRTGLLCLLLCLFPLRVAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSGGQVLRHLAGQQAVNGF
DGVIYDNRDHGHSSLPEELFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPAKRSLPRLAMTSPGGPE
RSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAALRDNRLIAPTLQMILR
RGYAPVRSRAAYFTALAHPVVFEGDALRPGRMMGEAAAIRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTDGAIARI
WRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRVAWHDPKTVLTRDRTGYHNRSLSRVE
IGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWTDRAEYDGAGARTGWTR
IGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>MBK5922228.1 hypothetical protein CCR90_00260 [Rhodovulum sulfidophilum]IM796
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>MBK5922229.1 ribonuclease HII [Rhodovulum sulfidophilum]IM796
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>MBK5922230.1 DNA modification methylase [Rhodovulum sulfidophilum]IM796
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>MBK5922231.1 epimerase [Rhodovulum sulfidophilum]IM796
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPGAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLAAMTAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>MBK5922232.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]IM796
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPTPAPPVEADWHPLGAEVRHTFTHFHLRLALRVAELGPDCAPG
RGEFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>MBK5922233.1 RNA-binding protein [Rhodovulum sulfidophilum]IM796
MTGMQRKAEKDSRRMRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLT
TGAHAPLLEMQKEDIREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLR
AALQDLGTRVLSRPKR
>MBK5922234.1 hypothetical protein CCR90_00290 [Rhodovulum sulfidophilum]IM796
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>MBK5922235.1 CoA transferase [Rhodovulum sulfidophilum]IM796
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGACEAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRFCGLLGLPELAADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEAQGVPAGPI
NRMDEVFADPQIRHRGLVVENEGLPGVRTPIRFSEAGLVLDRAAPRLDQHGAEIRAGLSEPSPAPAGRTPRR
>MBK5922236.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]IM796
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHNAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVPVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSAR
>MBK5922237.1 hypothetical protein CCR90_00305 [Rhodovulum sulfidophilum]IM796
MTANRAEGDAEPGGRSDPGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPALARGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>MBK5922238.1 inositol monophosphatase [Rhodovulum sulfidophilum]IM796
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>MBK5922239.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]IM796
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPA
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>MBK5922240.1 modulator protein [Rhodovulum sulfidophilum]IM796
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MAGRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGNAIVRGASWARDLIGRDVLPAALSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>MBK5922241.1 hypothetical protein CCR90_00325 [Rhodovulum sulfidophilum]IM796
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRADGQRLR
>MBK5922242.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>MBK5922243.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]IM796
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGARLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>MBK5922244.1 HNH endonuclease [Rhodovulum sulfidophilum]IM796
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETDLARDFASIEALRAHPGLAKFLAWV
ARRPPGFHSRTPGPRRRR
>MBK5922245.1 aminoacetone oxidase family FAD-binding enzyme [Rhodovulum sulfidophilum]IM796
MGNENEAGAFARQEAGRLPALVVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLATYA
EAAPRLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWVGWDGAASVFDT
PDGPRRVEADVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>MBK5922246.1 glutathione S-transferase [Rhodovulum sulfidophilum]IM796
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>MBK5922247.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]IM796
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLAQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLIDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>MBK5922248.1 hypothetical protein CCR90_00360 [Rhodovulum sulfidophilum]IM796
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>MBK5922249.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGTPVGAEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVIKALEGGAPKKLIVVPGRIVNVVI
>MBK5922250.1 hypothetical protein CCR90_00370 [Rhodovulum sulfidophilum]IM796
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDEQYQNTPMAEMQRERRSTSTVWDLFDGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIVTDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>MBK5922251.1 hypothetical protein CCR90_00375 [Rhodovulum sulfidophilum]IM796
MKKVLFATTALVASAGFAAADITFSGSAEMGVVGGGKNVPGVSSYTGDTNADGTANSDGYGSDTVFNNDFTLTVVGSGQT
DSGLSFGISVDFSTEAEPDENGNVVLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYTIGDDETVHAGFQGAYG
DGAYDNQILRYDYAFGDFGFSASMELDDTDTVDNGYALGVSYNTDMGGVGLGFGLGYQYLETSDSDGWAPGNLNDFLVTA
DKWAVGTEVDIIAATVSADFNNGFTAGFEYSNYDPSGNNDDVDHYAIGLGYSINALSMGASYGKFDTDGADADGWALTAA
YDLGGGASVVAGYSDSDIDGTPYDGNDYETYSLGVVMNF
>MBK5922252.1 hypothetical protein CCR90_00380 [Rhodovulum sulfidophilum]IM796
MLPLSQTETRRRLDAAQRLQRAGRTEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGAAEQAAARFEAARKARPHEAPIW
QMEAEALARLGDGPRSTRFLKAARKAGLPPALLSALEARLVPEKAPAKGTRRAPLGSAPPKAAEAVVAELRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGLTADARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVRHLEAALARLPAH
PPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAEAQA
KQGRTEAARAGFDAAIAAEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLAEME
ALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSARKIEGAP
DYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGGRIEATFRERFPG
SDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLHDLGLYYRMFLEMIAFWRGKLPG
GFHEIRYEDLIADPEAEARALVAACGLDWQDTCLNFHKTERRVATLSLAQVRQPIYASSMQAWQRHAEELAELTEALGDT
IGGENGA
>MBK5922253.1 YggS family pyridoxal phosphate enzyme [Rhodovulum sulfidophilum]IM796
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQERGACPDLFIQVNTGEEPQKAGVLPTETDAFVAECRGMDLPIRGLMCIP
PVEETPSLHFALLARIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>MBK5922254.1 4-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]IM796
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNSCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRAVRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>MBK5922255.1 hypothetical protein CCR90_00395 [Rhodovulum sulfidophilum]IM796
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERVTLAREAALACRGGTG
>MBK5922256.1 hypothetical protein CCR90_00400 [Rhodovulum sulfidophilum]IM796
MHVVQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIER
RASAEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMDR
>MBK5922257.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MTRPLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTAWLMVAFMAPRASLPLMLIKIRSQYGLRRFAEV
SIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLT
DGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSI
AGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAA
CALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIV
FLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQAT
VSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>MBK5922258.1 HlyD family secretion protein [Rhodovulum sulfidophilum]IM796
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>MBK5922259.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]IM796
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPADVADAAAAIAAAKAAFGDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNATLALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGAAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>MBK5922260.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>MBK5922261.1 hypothetical protein CCR90_00425 [Rhodovulum sulfidophilum]IM796
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIGTGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLSRLYASGRVAPAAGGYRVETGPASAPILCLSGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALTPSDCAGAVLEFRQR
>MBK5922262.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MQNCVWITGAGSGIGAAMARTFSAAGYRVALTARSEDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>MBK5922263.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>MBK5922264.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>MBK5922265.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTKPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVAAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>MBK5922266.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEVLNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>MBK5922267.1 aminotransferase [Rhodovulum sulfidophilum]IM796
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPNAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLKREIAAHAGTGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIAQNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAGTPETPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>MBK5922268.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHKLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>MBK5922269.1 2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]IM796
MKDLPILERRRIEAMILKHAFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>MBK5922270.1 amidohydrolase [Rhodovulum sulfidophilum]IM796
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGAEWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVASGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>MBK5922271.1 hypothetical protein CCR90_00475 [Rhodovulum sulfidophilum]IM796
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYIP
FHAYSEIAGGVSHSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWTIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>MBK5922272.1 hypothetical protein CCR90_00480 [Rhodovulum sulfidophilum]IM796
MRFGFLGTVVLPTLLTAAYLWLFAAAQYHSEAAFSVRSEDFSNPLEALSAFTQVGSSSSSDSQILYDFIRSQPLIQKVDA
SLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSLQVRAFTPEDAQAVAKEILTESGFMVDDLSRI
ARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGVIAALESQLASALVERETIAGFAGQEDQRVKR
IDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQAYTAALASEEQARAEARRTSRYLAVHIPPTLA
EDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>MBK5922273.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>MBK5922274.1 hypothetical protein CCR90_00490 [Rhodovulum sulfidophilum]IM796
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRVRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAADAVVATSPALVAQWRARHPGKTVIGTVPAWPVAEMPAPRPSAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPVLGLTVSGNLDLPAPVRSHPRVDILPVRGWDDYLGWLRTARADIGLVPHFASQDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLALPPDPAAWVAAIERLAEAPDEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLRGVPAEPG
>MBK5922275.1 glyoxalase [Rhodovulum sulfidophilum]IM796
MNRDAGLGVLFVAGFGPITTDAESSRELYVETLGLPLEPYGEGDYLLTEDGALKGCRHFALWPLAQAAQSCFGRDEWPAD
LPKPQAWLEFDVENIAVATEGLLARGCQLLVSDRQEPWGQRVTRFLSPEGLLLAVSETPWLRGS
>MBK5922276.1 hypothetical protein CCR90_00500 [Rhodovulum sulfidophilum]IM796
MQDELAEIIQRVRVLEASGAPGPALELLAHALARRPDDLALRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEADETLQELLTADPRQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAECPEDPETDLARAQSLLDEDPEAALQLSEAVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFSG
RIGITQARFATRLALDDPEAALALLPDAPLPPALLISRGNGLLRLGRAEEADAAFAAALETGGLLPAAAGGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGSDTSLLHLQARASLTLGRTAQTETSLR
QLLALDPAHCRGNELMDTLCLASGRPEDYLARRLNQQARPDSTRARRDVELIRDLDLTGRHDAARRLLDATLRIAQGTPN
LFLANELTARGRPEDATAILPRFVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPTGPLAWHLARDRSHGRL
EWTRRAERASAGWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPATSHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDITPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTLAAKASTA
>MBK5922277.1 hypothetical protein CCR90_00505 [Rhodovulum sulfidophilum]IM796
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFLRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGKPVALAGRVVNAGEHARGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSGGS
>MBK5922278.1 transferase [Rhodovulum sulfidophilum]IM796
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHNYRFANGKPPTKAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPQDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGA
DAP
>MBK5922279.1 hypothetical protein CCR90_00515 [Rhodovulum sulfidophilum]IM796
MTAERRRAAMTTSRLAAMRRVLRTFFWIRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLA
PDEEGRIRHDLPGMRFLLWHDIPTGREIRVPLYRAHDYVLGGLSTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALL
PQLAAADHPPDAATGLFGTSPMPPLTEPVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDVLR
RHPQARLLVNPQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDPAIASVTPLSNDAEIFDVPVECRAR
PLGPGEAEAADRAAVRLNWRSALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFV
EHRSGSSFGAEKAERVRANNQLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTR
LEEVVTQNGAALVVRDAPCPDRLQVELYCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPD
DRLSVLFHDFLPLCPSYTLIGSKGRFCGLPGPEACQACYARLAVTSGKRPAAIATWRAGWRKVMDRADELIAFSEDSRAQ
LARVWPDLAGRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAGILHDLAQHAAPDLGIVVIGKIDPAFAHHRIR
VHGAYRREEIADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHL
RRHLGAGVTLPPALPA
>MBK5922280.1 hypothetical protein CCR90_00520 [Rhodovulum sulfidophilum]IM796
MVSLFGRFAASPHNSKIMRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGM
NPFYHWVLYGRAEGRVISHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMAPGPVSFP
LVLFRDGPGEVPADRIQQALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAARADLKAVLKGLDSEFVGLWDAAFSP
AISAWHFLEAALRQDPVLAHVGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLRPSAMLDPCFGLARVAA
LRDAAAHVGRRDGPRMTEAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVP
PMPDQDAGSVTASNFVDIFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYTQACEHIAAAGYDRLSFLLT
RIYAGGELVEQTRARFPQARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPT
LGHANLHLIPMVNEFSPPKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPE
GVEALGFVPDLGAALEKVRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEVFAEAVISLH
GDEMRWTRMSRAGYDFCEARYSRLAVAAKLNALLDGVPA
>MBK5922281.1 hypothetical protein CCR90_00525, partial [Rhodovulum sulfidophilum]IM796
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAKILCDSVHRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFARGPE
>MBK5922282.1 hypothetical protein CCR90_00530, partial [Rhodovulum sulfidophilum]IM796
AGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAERAEFADDHFLRYGIYNLGFIALRATEAVA
DVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAYWNLHERRIHGPDTALQCNGQPLRFVHYSG
IILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFFWNGAGDSNAHTPGGGGAPAWRRPDSFLFA
RQAFSLEQYLGYLSAEAREIESQRATEAALTPRGRREAFEFTCYCAVCGGRHPMVTSFMYSCATDAEGNPIPNWREHIAC
RSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGSEYFGNRVPKGAMFDGVRNENFEALSFQSE
SFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTIRAELAPDGQIVHHLPAEIHGNPVDEKGGALC
FRYFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>MBK5922283.1 hypothetical protein CCR90_00535 [Rhodovulum sulfidophilum]IM796
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALDAPARSLDAINVSSGRATAIAEILETLTRI
TGHTPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLADTLSWMLAAAPAVPEPVEMRLP
>MBK5922284.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]IM796
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLYAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>MBK5922285.1 hypothetical protein CCR90_00545 [Rhodovulum sulfidophilum]IM796
MHFMFANIKGCYGPREGKEYSFFAKDRDFPYESNFDVDADDADALRFEFSPRYTTVTAPSWHKTVVERIRNSVDNPFVIF
TIREPVSRSISAYRHFLQAYSIFGKKRHLAEQRCLSDPYRRTFDQAVRSNQLVGCLLSDIVGLYVDSFGKDNVMFFFLEE
DAASFDRFYDFVLDRTGFHVPNTRRGAKIPKFSKAKGHPRYYYSQDHDICIRNREGREAYLPAGHFYICNERGHEIISDM
DPEVAASCMDAQKLWTREFSAAYQSDIFDEVFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDKVFPYAEPDFDLLKDASP
ELKKASLSDV
>MBK5922286.1 hypothetical protein CCR90_00550 [Rhodovulum sulfidophilum]IM796
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDVVRQSLKALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWEHIARRSEWRLYDRARLVDGNVIADFVTVAGLPLEPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHSRFRGPFHMDLATQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPTCLEQDMKTILREFVQFEAVANHPLIAAL
ERGQMVAGEMPR
>MBK5922287.1 hypothetical protein CCR90_00555 [Rhodovulum sulfidophilum]IM796
MSPNDSQHILSGRGERAVTRPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRSTDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHIPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>MBK5922288.1 hypothetical protein CCR90_00560 [Rhodovulum sulfidophilum]IM796
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSVHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>MBK5922289.1 hypothetical protein CCR90_00565 [Rhodovulum sulfidophilum]IM796
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPVAEVRRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCADFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEAGRQAQLRAGRNYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>MBK5922290.1 dehydrogenase [Rhodovulum sulfidophilum]IM796
MTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFGRDDDLSGARLALHR
AVYERMVAEFNDGCRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAGGKQDQ
YAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLKSDSIE
MKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRYGLIAALRE
IGGDADPVVFTRAGCQSWQMPCRR
>MBK5922291.1 hypothetical protein CCR90_00575 [Rhodovulum sulfidophilum]IM796
MPALTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPVLINGGVYCFSRGIVDHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVPALAVSSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMQAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>MBK5922292.1 hypothetical protein CCR90_00580 [Rhodovulum sulfidophilum]IM796
MTPPTETPASGSARSAVPFEVGSDPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLARAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLASGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRGRAEARRVGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRAEAALTEAKAVEACQGLMRFLQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPVAKEETRASSTA
>MBK5922293.1 hypothetical protein CCR90_00585 [Rhodovulum sulfidophilum]IM796
MWRRADIGKEMTDMEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGS
ALLATMLDPASYARLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLA
REHVVISTPFRENPETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>MBK5922294.1 hypothetical protein CCR90_00590 [Rhodovulum sulfidophilum]IM796
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGDLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>MBK5922295.1 carbamoyl transferase [Rhodovulum sulfidophilum]IM796
MTSWYLGLSTSGHDPALALVDEAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARAHGAPVTDAADLAAAGQAAYAVWADRVLAAITEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGATRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHEDGTGRVQTVGPDSVPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
P
>MBK5922296.1 hypothetical protein CCR90_00600 [Rhodovulum sulfidophilum]IM796
MRLAEIHLSHGPRPGPDRRYRDPDRRDAATAAAVDRPGRRHRQPGLRPRAAPLRRRGPVQTDAADRPARAVHALSAAGAP
APAPSLLRHDPDRRTGDAALPAGPFRKGPSVTTTLTSPSPEVVDFLTAGIARFTRQDPAAIRADSALVDLGLQSIDAVLL
SGEVEDHFGIELDPATIFEHDTLASFASDITARLKTR
>MBK5922297.1 hypothetical protein CCR90_00605 [Rhodovulum sulfidophilum]IM796
MRPGGKPGRGSAGGGPVIPPPPNPLAAALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRGWLGPPPRT
LVLALPAGADFILALLGGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLP
LDPAGLPAPAPGRAREGAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILY
PLLCGGVSAQMSPLDFIRAPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAF
QARFAPAGLRREAVFACYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLAAGLAIVDPETGARRPDGAEGEIWLCGASVG
AGYLGPTEHGAGSFGARLDGHAGWLRSGDLGRIEGGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFM
PDPEASGRAVLIAETRTARLPPDAEALARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGE
MAPCLP
>MBK5922298.1 hypothetical protein CCR90_00610 [Rhodovulum sulfidophilum]IM796
MRIYLIAPAPDDKTDTAAETSMAGVKTPFTLSTAAGIVSVAAWRPRGTDIRICDEVVQQVDLGAEIDPVGLSINVSQVAR
GLDLTRAFRCRGVPVVLGGAHVSPAPEIFRGRADCLVIGAFDTAAPNVAADLLAGALKPEYRCGKADMVAMPLPRRDLYA
NDRAIAGVVQTSRGCPFDGTFCDVIQYVGRKQRHKPPEKVLAEPGQLYRLGYREVSLSDDNFTVSRKRTRALPEALTGWN
GSAGRDPVRFSTRISIDAARDADLLARCNRAGLRQVFVGLETSDPAALAEANKRQNLHVGLIGECRKLVAAGLTIRGGLI
AGFDHDDLGCFERQFAFAQALPVVGFNVSAPVAPYATPLCAEMKRAGRSVDADTHRVSAAGARMTNMLPAQMTREELAEG
RARLKAALLAPDAALVRFEAYARTLGPPSQDMGRTAWVKSGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPETGYD
LTSILTLHLSECARAANRAEAPLEAAQ
>MBK5922299.1 hypothetical protein CCR90_00615 [Rhodovulum sulfidophilum]IM796
MHDHGHGHGGRHRHGQARGHDHPHGECRHAVGQPCSNPNGRPDDCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLID
LGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTPANEDPQDERDF
>MBK5922300.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]IM796
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>MBK5922301.1 ferrous iron transport protein B [Rhodovulum sulfidophilum]IM796
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTRWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPRDAAARTA
>MBK5922302.1 hypothetical protein CCR90_00630 [Rhodovulum sulfidophilum]IM796
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVEVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>MBK5922303.1 hypothetical protein CCR90_00635 [Rhodovulum sulfidophilum]IM796
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYSSTELSREDSAPNMYAFYG
LHSQTQFVPSAMVESVEVYDSNVSAEYGGFQGGVVDYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGDNPNGTAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNSYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTEQNEFYSWYGSYFSEKRGKSFYT
DAFDDWCDTPKAARSAEDYYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGPVMHL
GGPDYICPAGDPACLPDQYLKNLHTQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDALPRGVRYRRDHDDTTGEVGDWEFITDFGSYSYNQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSTKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDKDGTFENPEYGSH
SHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>MBK5922304.1 hypothetical protein CCR90_00640 [Rhodovulum sulfidophilum]IM796
MSARPIAGRALRLGLCLAAVGLALAVMTAPLRLGPEDLRAAYAGPPETWPRPEIDPGVDYVELAPRALPSRPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQVLGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRVLSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGRPGDAGRFRTPSLRHVSDTGPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>MBK5922305.1 glycine/betaine ABC transporter [Rhodovulum sulfidophilum]IM796
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>MBK5922306.1 glycine/betaine ABC transporter permease [Rhodovulum sulfidophilum]IM796
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASAWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>MBK5922307.1 glycine/betaine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>MBK5922308.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSENPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>MBK5922309.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVDRLPDRAQRIATALALVIAVAFLI
SLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGVRPAAGEPVE
>MBK5922310.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNETPDLAAFKQAVAPVYEKYGEKFGD
ILTRIQAELN
>MBK5922311.1 chemotaxis response regulator protein-glutamate methylesterase [Rhodovulum sulfidophilum]IM796
MRVVYPCKSRAGVWRLQPNPAADEQPFEISQLTHRIRAVNLPHRFVQHAPGDPCLEVRGTAADPYVAAERIARELPDVIF
LDIEMPRMDGLTFLRKIMAQRPLPVVICSSLTEEGSAALMAAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQAR
LRPQRARRMQVEKKLSADAVLPARAGRGPSRATAERIVCLDASTGGTEAIREVLEALPADCPPLVIVQHMPEGFTAAFAR
RLDGICAMTVREAGDGDPILPGQVLIAPGNRHMTVVRSGAHARVTILDGPPVCRHRPSVDVLFRSAAQQLGRSAAGILLT
GMGEDGAQGLWEMREAGAATLAQDEESSVVFGMPREAIERGAAGRVLPLARIAPAILQFGAGK
>MBK5922312.1 hypothetical protein CCR90_00690 [Rhodovulum sulfidophilum]IM796
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>MBK5922313.1 hypothetical protein CCR90_00695 [Rhodovulum sulfidophilum]IM796
MHQRDDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIETLTSGASGVAREHVPDSEISLVLDISGSMGRD
QRMAMMRPAARGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFEEWPQDISHMTVYLDSDGDGMP
DTVVKVDEFPDAGTPGHISNDPDDFFAGMVELIRSAVPALAPTTVIGARVKGGIQTTQYYAVAANGNGDAPDPDPLVSGD
GENGGKKNSEAKADYTLMWKDFDFQADPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDRETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINTLRLIH
>MBK5922314.1 hypothetical protein CCR90_00700 [Rhodovulum sulfidophilum]IM796
MIGATGRFARDRRGSVTVEMVILFPILFVVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCPDVLRVEMRSLPAAAWTTMTAAPKCVDRADTIDASLDFRNGVGNELMFIRVCALFQPVFPGTGLGRRLPRTAEGD
YALIVTGAFVNEPAT
>MBK5922315.1 hypothetical protein CCR90_00705 [Rhodovulum sulfidophilum]IM796
MTGLRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACDADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>MBK5922316.1 ligand-gated channel [Rhodovulum sulfidophilum]IM796
MTVRHMTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLI
NGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVK
AKYRFGEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATAVLDHDLRLGVEYIRKERLDAASAPGGTDKRWA
VFAVDDISFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSE
KARTYELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGE
ITTPGVPDDWEGTPADRIRMTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTLKLTLARTF
>MBK5922317.1 hemin-degrading factor [Rhodovulum sulfidophilum]IM796
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDTGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHSGPWGEIVATLPGLEVAA
>MBK5922318.1 hemin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITTLPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIKVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>MBK5922319.1 iron ABC transporter [Rhodovulum sulfidophilum]IM796
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMVAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>MBK5922320.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>MBK5922321.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]IM796
MDLTHKTAAIAEFLDRGGPAIWAIAVLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>MBK5922322.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]IM796
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPATLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>MBK5922323.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]IM796
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEVPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>MBK5922324.1 hypothetical protein CCR90_00750 [Rhodovulum sulfidophilum]IM796
MRGGLEVLAFGGLALVLHLAVWPGDETPGISAAGGGGEDLATLAAATAAIARRVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPEVLPELTDPAPRRPDLPRLAALAAPEPPPEPERRPDPRPEVRQARADTPRPVERPDPKTAPKSAPASQQPVRAAA
SQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTLVSVR
VVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>MBK5922325.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]IM796
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLITWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSAEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAALIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>MBK5922326.1 acetyl-coenzyme A synthetase, partial [Rhodovulum sulfidophilum]IM796
MTEMTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRD
GTLNVASNCIDRHLKTRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLA
CARIGAIHSVVFAGFSADGLANRINDCGAKVVITADSAP
>MBK5922327.1 hypothetical protein CCR90_00765 [Rhodovulum sulfidophilum]IM796
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>MBK5922328.1 cation acetate symporter [Rhodovulum sulfidophilum]IM796
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTGSFLPQLGLIGSYAPGGGEQALLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
TGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADAPENYLFGISPLSI
GAVGAILNFAVAFGVSSLTRTPPREVVELVESIRVPRGAGAATGH
>MBK5922329.1 histidine kinase [Rhodovulum sulfidophilum]IM796
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGDVPAGIVTVRDLAHKVLAEGLDGATPVARVMTSDLITIAPEALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIAEIVDADSAAEMARVVAQVPSLLAQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAAEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRDYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>MBK5922330.1 hypothetical protein CCR90_00780 [Rhodovulum sulfidophilum]IM796
MYIELIAIIVAGIGTGGLVLVVNRLTGRRLPRFAVPLAAALAMFAYALWSEYTWGTRTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>MBK5922331.1 response regulator [Rhodovulum sulfidophilum]IM796
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>MBK5922332.1 exonuclease [Rhodovulum sulfidophilum]IM796
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPPDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWHG
PPVSDGQIDRWLSAPLSTGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVHGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKIKEDRLGLRFDHPVLCTVLLSAVLYPHAEDHTLDALACRFGVRLEAQHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>MBK5922333.1 hypothetical protein CCR90_00795 [Rhodovulum sulfidophilum]IM796
MPSVLFAHENFPAQFGGIAGYLAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYGRHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFAPDLVVAHSGWGSGSFARAVWPEARFVPYIEWWYNYPPVDMAAETGESTEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LARLQAEDARVHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGGRARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>MBK5922334.1 hypothetical protein CCR90_00800 [Rhodovulum sulfidophilum]IM796
MDHRSEIDGFHALDCPADPVFRKLRPGQVSADLRALTRMAGRLALTSLVTLLWRPPVPAAQGDADRRCVHAERKGGFRHH
FSHASGPDAGPA
>MBK5922335.1 hypothetical protein CCR90_00805 [Rhodovulum sulfidophilum]IM796
METSRDSSPSAGTDMTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGL
THAPVSRAVRTMRDRGLVRQRSHPRDARSAIILLTDAGRSALELDPIRKIALLLGTLPDADRSAIKRALRSIAIELAS
>MBK5922336.1 hypothetical protein CCR90_00810 [Rhodovulum sulfidophilum]IM796
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>MBK5922337.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEAHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRGLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>MBK5922338.1 isopentenyl-diphosphate delta-isomerase [Rhodovulum sulfidophilum]IM796
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGDGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGALASA
>MBK5922339.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]IM796
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>MBK5922340.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MTLSWLQIIRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>MBK5922341.1 bacteriochlorophyll/chlorophyll a synthase [Rhodovulum sulfidophilum]IM796
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>MBK5922342.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]IM796
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRTAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>MBK5922343.1 hypothetical protein CCR90_00845 [Rhodovulum sulfidophilum]IM796
MRANKCQSALTTLDSPRDPPRRGLLESAGTALAGDRIMAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGS
ASLDPVLLTEFCADVLGGDRSIGTRALATLRRRGIPPTAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLREL
GAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQMRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDS
ARRLVAALRRVLGDGVPVVIGGQVADGAEDICALTGADSVTTDAHEALRLCRIGALQAPGAARTGKDQ
>MBK5922344.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]IM796
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>MBK5922345.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]IM796
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATDERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPDTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>MBK5922346.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]IM796
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVYEISVETLYEAKAHYAR
>MBK5922347.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]IM796
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDAETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>MBK5922348.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>MBK5922349.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]IM796
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>MBK5922350.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>MBK5922351.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]IM796
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>MBK5922352.1 hypothetical protein CCR90_00890 [Rhodovulum sulfidophilum]IM796
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>MBK5922353.1 hypothetical protein CCR90_00895 [Rhodovulum sulfidophilum]IM796
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>MBK5922354.1 hypothetical protein CCR90_00900 [Rhodovulum sulfidophilum]IM796
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>MBK5922355.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]IM796
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDTARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>MBK5922356.1 hypothetical protein CCR90_00910 [Rhodovulum sulfidophilum]IM796
MATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWGW
VELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNLF
LGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMVL
PLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>MBK5922357.1 hypothetical protein CCR90_00915 [Rhodovulum sulfidophilum]IM796
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>MBK5922358.1 magnesium chelatase [Rhodovulum sulfidophilum]IM796
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKRPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>MBK5922359.1 magnesium chelatase ATPase subunit D [Rhodovulum sulfidophilum]IM796
MCARSRPRRCATACAAILWTRPGPPPAWAVWSRRCWVSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIET
LPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMD
EGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDGDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLAL
KAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFPEEEPDGDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDI
LLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKGNRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSF
ERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSL
VQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPA
MVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTAVSAALDA
>MBK5922360.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]IM796
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>MBK5922361.1 hypothetical protein CCR90_00935 [Rhodovulum sulfidophilum]IM796
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>MBK5922362.1 phytoene dehydrogenase [Rhodovulum sulfidophilum]IM796
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAGMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>MBK5922363.1 phytoene synthase [Rhodovulum sulfidophilum]IM796
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>MBK5922364.1 sensory protein TspO [Rhodovulum sulfidophilum]IM796
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAG
A
>MBK5922365.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]IM796
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAKPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIRRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVASLPALRRRFIREAAGLTGGLP
RLMTGRPL
>MBK5922366.1 amidase [Rhodovulum sulfidophilum]IM796
MASDWLGMSAGDLGRGIETGRIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPVSW
KDLFDSAGTATEAGAALLEGRVPRRDAEVLAAATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDVPRAGFNHALERLSEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>MBK5922367.1 aspartate aminotransferase [Rhodovulum sulfidophilum]IM796
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWVGR
RYGVTLDPDTQVTTLNGTREGLFNAALALCPETKAGATKSGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAETGFLP
DYGALSPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGADPERV
VVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADEILGGV
AGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRDALVRLRGCLYD
>MBK5922368.1 cell division protein FtsK [Rhodovulum sulfidophilum]IM796
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYDDFDEETPFEAAASVAEAAPAAPAIPVAEPRRVVEQ
SVRKPVAPSRRARDEAQPGLKFDESEDGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGP
VVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREMVVLREILSARDFGDSAQRLPLALG
KDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKA
VVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEM
ADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGD
MLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIK
DRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>MBK5922369.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]IM796
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>MBK5922370.1 lytic transglycosylase [Rhodovulum sulfidophilum]IM796
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>MBK5922371.1 transporter [Rhodovulum sulfidophilum]IM796
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPALLTNALSLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>MBK5922372.1 DNA-binding protein [Rhodovulum sulfidophilum]IM796
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>MBK5922373.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]IM796
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCQLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHMQGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGGHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYACEVRA
ALAAKGHAVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>MBK5922374.1 alanine dehydrogenase [Rhodovulum sulfidophilum]IM796
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRTATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>MBK5922375.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>MBK5922376.1 class II aldolase [Rhodovulum sulfidophilum]IM796
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGDPTAT
>MBK5922377.1 2',3'-cyclic-nucleotide 2'-phosphodiesterase [Rhodovulum sulfidophilum]IM796
MVAFRPRVKAICPAGRGHGHSGVASHLRARRPVGLHAGASLIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRP
IDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGELHPVIAAMNAIGYDAATLGNHDFNYGLDF
LLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSVTDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIV
SAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHG
KPAVMPGFWGSHLGVIDLLLERAATGWCVAEHRSSIHAIATRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRT
EIPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGLPLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYP
NMVRAVRVSGAELRGWLERSAGIFNRIRPGTADQLLLDPDFPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIAD
LSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILEAPVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFD
TGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>MBK5922378.1 NADH pyrophosphatase [Rhodovulum sulfidophilum]IM796
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWQGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGEPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>MBK5922379.1 hypothetical protein CCR90_01025 [Rhodovulum sulfidophilum]IM796
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVIRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>MBK5922380.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]IM796
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>MBK5922381.1 ubiquinone biosynthesis protein [Rhodovulum sulfidophilum]IM796
MTDTPRGMDSITQELLDAAMIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALHARMTGRT
>MBK5922382.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]IM796
MPRVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDPVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>MBK5922383.1 ribonuclease T [Rhodovulum sulfidophilum]IM796
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCH
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVSRPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCELRDALMPPPR
>MBK5922384.1 cytoplasmic protein [Rhodovulum sulfidophilum]IM796
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>MBK5922385.1 hypothetical protein CCR90_01055 [Rhodovulum sulfidophilum]IM796
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFTYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>MBK5922386.1 prephenate dehydratase [Rhodovulum sulfidophilum]IM796
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGAAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>MBK5922387.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]IM796
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLEAEAAAEALPEVEEEWDPFEDDD
>MBK5922388.1 nucleoid-associated protein, YbaB/EbfC family [Rhodovulum sulfidophilum]IM796
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>MBK5922389.1 recombination protein RecR [Rhodovulum sulfidophilum]IM796
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>MBK5922390.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLTPRSHPDSAACAAAARPFPTTPLMAPVLALFLALGAGPAPAEEAATGMSGGKVIESFAYSALGAPKYGPDMAHLDYVN
PDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQD
GTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQ
STKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWA
TGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAAS
GTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQ
RDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRS
PAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRL
HASGALR
>MBK5922391.1 microcin ABC transporter permease [Rhodovulum sulfidophilum]IM796
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAEFSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>MBK5922392.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGKTIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>MBK5922393.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELATAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGSPDPLKTEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRRIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>MBK5922394.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]IM796
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>MBK5922395.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>MBK5922396.1 universal stress protein [Rhodovulum sulfidophilum]IM796
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>MBK5922397.1 cytochrome c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]IM796
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>MBK5922398.1 cytochrome c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]IM796
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>MBK5922399.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]IM796
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHRDTANIPFRHEDQPAGTEDGATCHKEART
>MBK5922400.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]IM796
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTGGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>MBK5922401.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]IM796
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>MBK5922402.1 nitrogen fixation protein FixH [Rhodovulum sulfidophilum]IM796
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>MBK5922403.1 ATPase [Rhodovulum sulfidophilum]IM796
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISSVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAHPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVGDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>MBK5922404.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]IM796
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>MBK5922405.1 fumarylacetoacetate hydrolase [Rhodovulum sulfidophilum]IM796
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGADCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQDEAKTARRPWDMAKGFDASAVCGALLPALRIGHPTRGRILCHV
EGQLRQDGDISDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGPVGRNQTCSVEIEGIGRVTTRFS
>MBK5922406.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]IM796
MLERDRPKQKSGRPEAVKRQTHVRRASLCVRRALLFAMLAIGMTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPA
SLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGLRAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAF
ARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARHIVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGA
DGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAEVAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPP
VGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVSTAKAELTAAPAASAEALAASILPRARPGRASSPATPED
TPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYWGINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQG
RRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>MBK5922407.1 HAD family hydrolase [Rhodovulum sulfidophilum]IM796
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLATGQEMLRHPIELMPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGAAQAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>MBK5922408.1 ATP-dependent Clp protease adaptor ClpS [Rhodovulum sulfidophilum]IM796
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>MBK5922409.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGVDLSALPKDRVQIVQGFAPDHDAWAARGWDVAVAPEGAFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIGGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>MBK5922410.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>MBK5922411.1 hypothetical protein CCR90_01190 [Rhodovulum sulfidophilum]IM796
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAATKK
>MBK5922412.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]IM796
MTEMFDDRKAQAATWFRNLRDEIVAAFETLEDGPAAEPEAGRAPGRFDVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLLLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>MBK5922413.1 hypothetical protein CCR90_01200 [Rhodovulum sulfidophilum]IM796
MRAQLARGFMALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLATAFPDRDALLAELRRVSYDRL
ADRRSAIYESPGGDPATRLMRGGQDYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRT
DRARDLAFLLWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>MBK5922414.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]IM796
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>MBK5922415.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]IM796
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>MBK5922416.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]IM796
MTEAHLDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGG
AYCDGALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGST
RGLCLGLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRL
QEATGGAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEV
LDAVIAQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVW
ASSGSADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>MBK5922417.1 arylesterase [Rhodovulum sulfidophilum]IM796
MPCRISTGPALPASVSVTSLSERIGSAIAHCLRCLPFPRYGAAGRALNLGASLVLALVLCAAAGTVRAGVTLAALGDSLT
QGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLILALGGNDLLRGIDPAASRANLDA
ILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDTLYFPNFLKGLTDLPDRGAAMARYMQDDGIHPSAAGV
TLIVEAMGPSVLELVDRAGAKGH
>MBK5922418.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>MBK5922419.1 drug:proton antiporter [Rhodovulum sulfidophilum]IM796
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRRDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLEQAIAGNRAVMERVLADRLGLAPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGAAAWFSGVPKLAFWAAAGILGALGLLVLAAAGLRRIARAAARARILRGRTALRLALGAVGGPGGETA
SVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDPGVSRVETAPMLRGVLTRINGR
PAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEADEIGLKLGDEITVNILGRDITATVTSF
REVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALDRVAEVLSGLAAAIAYGA
SATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWAVMRFVMEGEYRF
EPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>MBK5922420.1 hypothetical protein CCR90_01235 [Rhodovulum sulfidophilum]IM796
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAVLPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGALGLALDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLLARTRARLAREAAAAPPPPG
>MBK5922421.1 UDP-glucose 6-dehydrogenase [Rhodovulum sulfidophilum]IM796
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQSMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>MBK5922422.1 hypothetical protein CCR90_01245 [Rhodovulum sulfidophilum]IM796
MWRSAAGVSGSGAEALGGDVFFVASRLGWALLRPDTLILVSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRA
MARLEAAYPVPAIEGRPVAGIVVLGGGEEPAISVAHGEPTVNEAGDRFLAALALARRFPEAPVLFTGGSGRIRAAAIPEA
NVAAALLLRAGLDPSRLILEDASRSTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPG
FRASPGLPENLGLLTLTLHEALGFAVYRASGLAADPLPEGCLAG
>MBK5922423.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]IM796
MSPRPHLVLIGGGHAHALVLRGQPLPSGLSVTLIDPSPKAAYSGMLPGFIAGHFPRAALEIDLTRLARAAGARLVIGRAE
GLDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLAGVAAGHSAPRVAVIGAGVAG
VELALAARYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRTGIALRTGSRIARTGPEGVTLATGETIPAAFVI
GAAGARPQGWLAETGLGLTDGFVTVDRTLRSVSDPRVFAAGDCAHLSYAPRPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGHR
>MBK5922424.1 iron ABC transporter permease [Rhodovulum sulfidophilum]IM796
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGRQYGIQWTLFRS
ALAPGDPGSGWQNRTAWMGHAAVTSADTHLSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTAAPGADPLSAARLGASGA
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIASDGTPAPLPPGAVEMIPKAETELDGRSIPTLWQIRLPARGLDITVTALQPG
AWNTTRVPYWEGPVTARGSHPGEGYLEMTGY
>MBK5922425.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MIRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLR
RAGWLVSPVLEGRWSHRGVPLRILGVDPFTLPADSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAA
PGMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRQLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVS
GSLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLTWQTALAGLLALIALGAAVRGEGLVG
GFVLLGALLLAAALALPGALAVALTLGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTGRTEDEARRLAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARG
EGVIVNEQLWNRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAI
EDDFGLPADNMISQQEVKQISLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVHLLKV
FADER
>MBK5922426.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLLSLSGIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>MBK5922427.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]IM796
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFRRLGIRPGTVFD
>MBK5922428.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETCREQGGAE
LASVLRTYLK
>MBK5922429.1 cation transporter [Rhodovulum sulfidophilum]IM796
MHDHAPSDSSHPSRNDSGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGHHGHDHGHGHGAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>MBK5922430.1 cation transporter [Rhodovulum sulfidophilum]IM796
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>MBK5922431.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYMLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>MBK5922432.1 hypothetical protein CCR90_01300 [Rhodovulum sulfidophilum]IM796
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGADNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTAVSVNLDVYGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSILDGGDGHDQIHGCSDYDILHGGNGNDTIYGYLYSVSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIAGEGAPLLDGGSGDDYIYTELGQDRIYGGTGNDTLVITAPYYPIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDETGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDILNGGSG
NDTFLYGTGANGYDMVDGGAGASDRILATADNVTIGLGGLVGVEIVDADGHVGVVLQGSGGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGNDVIIGGRGNDNLSGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>MBK5922433.1 hypothetical protein CCR90_01305 [Rhodovulum sulfidophilum]IM796
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYVPAFGA
>MBK5922434.1 molecular chaperone GroEL [Rhodovulum sulfidophilum]IM796
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>MBK5922435.1 co-chaperone GroES [Rhodovulum sulfidophilum]IM796
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>MBK5922436.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]IM796
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEARFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>MBK5922437.1 HAD family hydrolase [Rhodovulum sulfidophilum]IM796
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPERLEAFLKQHMASPTYAIGFLR
>MBK5922438.1 (R)-hydratase [Rhodovulum sulfidophilum]IM796
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>MBK5922439.1 riboflavin biosynthesis protein RibF [Rhodovulum sulfidophilum]IM796
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>MBK5922440.1 hypothetical protein CCR90_01340 [Rhodovulum sulfidophilum]IM796
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>MBK5922441.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]IM796
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPSWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVNALLAIVRGD
>MBK5922442.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]IM796
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRSEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYASNL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>MBK5922443.1 phosphoribosylpyrophosphate synthetase [Rhodovulum sulfidophilum]IM796
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>MBK5922444.1 potassium transporter [Rhodovulum sulfidophilum]IM796
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYELYRAGADKIVRELFDSSLRVARYSLEAM
GLSATESRERESAYYDFDRRMVRELADLWKPGVPAERNEPYLRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>MBK5922445.1 hypothetical protein CCR90_01365 [Rhodovulum sulfidophilum]IM796
MRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPRDETPAPDPDATAGLVAPSGADLSQAEAPDPQPPFDA
AANNQPRAEGSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPPE
AGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTVPA
PGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAAAPAGEDVTAAPGETDPRPSARPAPRTAEASP
PAVVPADPAVAARIASHTPRARPATVLARAGAPATAVPGTHPQARPENLAPPPTLDTDAAVTAALDDLADGEGEAASELR
DNALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRFVKV
KVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>MBK5922446.1 hypothetical protein CCR90_01370, partial [Rhodovulum sulfidophilum]IM796
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENAPTAPAPGAGKSPRPATEAKPAPETKPAAKPEPEAKTVPEPKPAHRLRFRSQRPGGAALRPRTGRG
>MBK5922447.1 hypothetical protein CCR90_01375 [Rhodovulum sulfidophilum]IM796
MRLVPLAPLALVLALAVSAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGI
EARDIQTSGLNLSPVWGDRSEGKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARR
AAVAEARRKAELFASASGQSLGSLVSLVEQGANQPMQMKMSFESMADSMPMAEGELELDATVTMVFELGDTE
>MBK5922448.1 O-acetylhomoserine aminocarboxypropyltransferase [Rhodovulum sulfidophilum]IM796
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQVLAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADATGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>MBK5922449.1 hypothetical protein CCR90_01385 [Rhodovulum sulfidophilum]IM796
MPPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDRLDMKRQFVARELKALLEAGMI
EKTPNPDRARSFFYRLTPESAELIGAIREREVRSFAAFSDRFTEDELLAFRKIMEALYANMLAGENRDTQQEDGSPS
>MBK5922450.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]IM796
MSFDKLAERQILKAQAEGSLDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGTLPREFELKKAVDKQFLVLQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>MBK5922451.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]IM796
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>MBK5922452.1 universal stress protein [Rhodovulum sulfidophilum]IM796
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>MBK5922453.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRLRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQI
AQAAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARP
LRQMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGPPASLMESSMLNCCHFAADGMGVAIV
DEISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>MBK5922454.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKRFASVAILAASAACLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>MBK5922455.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]IM796
MSASSEPGFHGVFPYLVSPLDAAGGVRDGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVSAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>MBK5922456.1 nucleoside hydrolase [Rhodovulum sulfidophilum]IM796
MTTPIRVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>MBK5922457.1 nucleoside hydrolase [Rhodovulum sulfidophilum]IM796
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGGRGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSGENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGAGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLVRPELFTGRGARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKM
ETE
>MBK5922458.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>MBK5922459.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAAPSETAPSETAPSETARSVHASAATPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDI
MDGRLGPGSQSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQL
SFPAILIALIFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVV
ATMRVAYAIMLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>MBK5922460.1 glutathione ABC transporter ATP-binding protein GsiA [Rhodovulum sulfidophilum]IM796
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAAHHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLDRVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>MBK5922461.1 ribokinase [Rhodovulum sulfidophilum]IM796
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAASSGSVEDALLDRASVLLLQMENDPAQIERVIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQEISIPALSCRVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAAAAV
>MBK5922462.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRMAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIAGSN
>MBK5922463.1 TRAP transporter small permease [Rhodovulum sulfidophilum]IM796
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>MBK5922464.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>MBK5922465.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]IM796
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLASAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGRGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQGQ
>MBK5922466.1 aminotransferase [Rhodovulum sulfidophilum]IM796
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMDLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGEPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEAVKGEEAR
AYGT
>MBK5922467.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGAFRAPLLALAMAWYALRDTAGI
>MBK5922468.1 glutamine synthetase [Rhodovulum sulfidophilum]IM796
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>MBK5922469.1 glutamine amidotransferase [Rhodovulum sulfidophilum]IM796
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVIPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>MBK5922470.1 glutamine synthetase [Rhodovulum sulfidophilum]IM796
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEEYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSDFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>MBK5922471.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSCAQTFHDYAFRSLGYGERLLPRSDFKLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLIFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>MBK5922472.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>MBK5922473.1 adenylyltransferase [Rhodovulum sulfidophilum]IM796
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPVTGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>MBK5922474.1 hypothetical protein CCR90_01510 [Rhodovulum sulfidophilum]IM796
MIAFRGLVWRLLPAERAGAPCAPVASPEGRFHRPGEAVLYASLTAEGAGVAIARYLTPDAPARALVPLAVAADRIVDLRA
LPAPNPASIVWQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPSPPLVQPAGPARPWP
>MBK5922475.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]IM796
MATTITVPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDTSLPLGYGAEVPQDA
>MBK5922476.1 hypothetical protein CCR90_01520 [Rhodovulum sulfidophilum]IM796
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMPPQCAVVDNSRIVSVVVCEGPRDEAAFAEAGRAACGARRPCGAWFWPS
REAAPETAPANHDGLSQAQVVSSYGVWVAERGLFVRIERAE
>MBK5922477.1 hypothetical protein CCR90_01525 [Rhodovulum sulfidophilum]IM796
MVMRPSACSSARILRSMASSRLPGMAAPSVLFSRIICLRATVRNNLSRPRKIFKLPPPGRQRGFRSAGQRERTGTRSASR
SGRQYRKPRGSMRIACRRKAGWRHFARVGMEGSNPVYVKVSFSCPFHFSGRSILVAMNTTLRGAAAVICILFGAGTASAA
VIDLGFVLDGSGSLSSYDFDSATAALSAALSQIPTSGGNEYRVAVTSYGLSSYTIVPPTVVTAANIASIQSTVLTAYKDG
GGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVDGISLEAVGSGVSSPYALSNMARIAGL
GTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIEAKIDQVIDDTGVVPLPAAMPMLLAGLGVFGFVRRRQTAG
>MBK5922478.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>MBK5922479.1 hypothetical protein CCR90_01535 [Rhodovulum sulfidophilum]IM796
MGTHFGGASGFVPQQALTASSVARPQPPMRRYEVWGMTPDGSPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGTGAQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRMRFLSLFPHVSGFGGFGPMQV
PRLTVFEMEKLNAA
>MBK5922480.1 hypothetical protein CCR90_01540 [Rhodovulum sulfidophilum]IM796
MRLGVPPAPAASGMPDAFVGAVAAVGAGARRLALVLTASGAALGQAPPAMAGAWLQEKGSGLLAFSHEANRDRTWDSRWG
YNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATDIGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTT
PDGTGWINLDARTDTRPQSALVDYKLDITLGVIPNPRTQLTLALWGEDSATEARRVKLSPAVSRRIGKGTWLRFGGIFGI
HNDRSIGLVIGSRIEF
>MBK5922481.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]IM796
MAGTIITIAQQKGGSGKTTLAANLAVAFLRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLIALAD
>MBK5922482.1 hypothetical protein CCR90_01550 [Rhodovulum sulfidophilum]IM796
MYASGRPGLGYLARIALPPEDVRARPSSSPRTWRLKSSSPDRSWPGPARPEGARPPITGLLRPGAGRSFCEWKDRVACFN
LRTGGRTAPDAAWSCPDPVPAFTVHAGHLAFNVGQADARRVGGITARRQPGGFHGGRATPNLTRIVKGGRGTEG
>MBK5922483.1 hypothetical protein CCR90_01555, partial [Rhodovulum sulfidophilum]IM796
MREAGRPGPALIRRAEHAAALWRAAPEMLIVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENIAFCCPILARNG
ICRVTLVTDGYHAPRALFLARRAGLSADASCPARP
>MBK5922484.1 amino acid ABC transporter [Rhodovulum sulfidophilum]IM796
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTADECVDAVR
NGEAEAVMADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>MBK5922485.1 ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQKVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>MBK5922486.1 hypothetical protein CCR90_01570 [Rhodovulum sulfidophilum]IM796
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>MBK5922487.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]IM796
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLPGDHPYLR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMGPFRAHLMAQDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGLDAEAAALGRLFGTVPGHAG
>MBK5922488.1 CTP synthetase [Rhodovulum sulfidophilum]IM796
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>MBK5922489.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]IM796
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>MBK5922490.1 hypothetical protein CCR90_01590 [Rhodovulum sulfidophilum]IM796
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQANFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>MBK5922491.1 hypothetical protein CCR90_01595 [Rhodovulum sulfidophilum]IM796
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>MBK5922492.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]IM796
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYDLDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>MBK5922493.1 hypothetical protein CCR90_01605 [Rhodovulum sulfidophilum]IM796
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>MBK5922494.1 hypothetical protein CCR90_01610 [Rhodovulum sulfidophilum]IM796
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLAAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSTAPGAPAPSVQPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESDNHGATREPPPPDG
PPEPRKTEITASEEAPAPSSCDRESRDRAADSETPPHPGAGTAPPSPPRARVLKLRRDDLSATRPPKEDAEQSAPGPRPA
ETDEAGAAAAAPVRLTDPAPARSRSAHLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAPETEAKTGLATDPSGKDKASAEALRLDAPILPM
TAARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGASRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDEAAAPPQAAGANRTA
>MBK5922495.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]IM796
MTTHIVHHSDKITLLGGATVDPALLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALELPEGMRFSLFPMRSV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPVVVAASG
>MBK5922496.1 hypothetical protein CCR90_01620 [Rhodovulum sulfidophilum]IM796
MRCGLARVGPGGLPADLPDELAYRQQDQDLLAEAGGGDLVDRELGRGVLAEAVHPRGGDGEAGRQKDAGPDTVDALADAA
DPGAATARRPAVL
>MBK5922497.1 hypothetical protein CCR90_01625 [Rhodovulum sulfidophilum]IM796
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRVRPHGTAAIADIFARHDMTSISPREIDTMAEQLRDAG
FDDFDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHAGRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>MBK5922498.1 hypothetical protein CCR90_01630 [Rhodovulum sulfidophilum]IM796
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDEGEYFVLFQGDPSTLEGKAAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>MBK5922499.1 hypothetical protein CCR90_01635 [Rhodovulum sulfidophilum]IM796
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>MBK5922500.1 phospholipase [Rhodovulum sulfidophilum]IM796
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARQTISASFRIFDLATRLRSPEAREIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNSRS
EADRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSMLYDAFGPDRVLVLSPVQPRRLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALD
PRTSFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>MBK5922501.1 hypothetical protein CCR90_01645 [Rhodovulum sulfidophilum]IM796
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPAPQADEPSLPAPKPAETA
>MBK5922502.1 CsbD family protein [Rhodovulum sulfidophilum]IM796
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>MBK5922503.1 hypothetical protein CCR90_01655 [Rhodovulum sulfidophilum]IM796
MPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNLGKLGA
RLVLTLGEDVERVMSEGCRLLLRPFTERMVLDALTETAPA
>MBK5922504.1 hypothetical protein CCR90_01660, partial [Rhodovulum sulfidophilum]IM796
PVKAAPPTPRREPTAPAAPVADADAAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPAMMENLREALAVIGIE
MTFAGEALIADRMGRGASIGEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLRDAGEIDGDRLEEDMR
RLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPAEES
>MBK5922505.1 hypothetical protein CCR90_01665, partial [Rhodovulum sulfidophilum]IM796
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TAAGLALGSEATASETTATAEAVTEAGTGPEAGTAPQTGTETEAPALTPEMPRETVDETTRETAARASASAAVPSPAPAP
RAEPPAPP
>MBK5922506.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]IM796
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRAAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVTGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGAEAASRDGATGKGPGRGAGGKGAQGKAPGKGSGKGTGKGSGQKSGRKPGQGTELQGPGGKGGGASGAETGALGAALLE
AMKRR
>MBK5922507.1 hypothetical protein CCR90_01675 [Rhodovulum sulfidophilum]IM796
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPSQTSPEQAPEQAGEALS
SEFAPPVASPAPDPVTAPVARRGEDGAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQY
GVEQGLLTPPLRVLGALVLGVALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGM
AAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGL
LWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGVALASGAGLVLMLDGSSPVAA
ALGYALLLLVFAGVTLGLARAPAFEDLALLPGVAALVGLGLHAALDGPLYSAFRVGLDRLPESPAPTTVWWLVAGGAALS
VIAFLRLARQIGTDHRGVWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETG
LFAASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGIDWAIHRAGTLDVL
LAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLPHD
PSLLRPLRIGFAVVMALAAFGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAVVFGAGAALLGAPGRPGARWLR
PGLGGLSVLALGVWGWLEIRRIWRGSDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVF
LIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWARG
>MBK5922508.1 hypothetical protein CCR90_01680 [Rhodovulum sulfidophilum]IM796
MREEDGTPPGIGSEADMAPQPGTTQCGTAHSGAVPPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFRA
SRNTVREAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIA
EMREINDGLRRAGSSDEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVQATATHADHLGILDALGAR
DRLAYQYRMRSHLQAGLGNFDP
>MBK5922509.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDIGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAG
>MBK5922510.1 hypothetical protein CCR90_01690 [Rhodovulum sulfidophilum]IM796
MGSGLKLSHIVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPDFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARVRRPAAARP
>MBK5922511.1 spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTGTNDGFVVFHRVQKSYDGEVLVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>MBK5922512.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVTDCFVPQIVFSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDELYDVLDTPEGVDRALSKLDTIKDDVIWWSAGAETPQRLA
DGEVVLGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWAIPAGLPEDRLNRVKHFLYFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>MBK5922513.1 hypothetical protein CCR90_01705 [Rhodovulum sulfidophilum]IM796
MPKGYIIAHITVTDPEAYRDYVDRDTPILEGFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAARRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>MBK5922514.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGEMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>MBK5922515.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>MBK5922516.1 hypothetical protein CCR90_01720 [Rhodovulum sulfidophilum]IM796
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDLDKDIVGVAAADLPRHFEDVIVF
>MBK5922517.1 hypothetical protein CCR90_01725 [Rhodovulum sulfidophilum]IM796
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>MBK5922518.1 oligoendopeptidase F [Rhodovulum sulfidophilum]IM796
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAHDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLSGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINEIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>MBK5922519.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]IM796
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPAATSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGPPADWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSKALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>MBK5922520.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]IM796
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHCHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGLDA
GIVATAWEGETTEGGEE
>MBK5922521.1 hypothetical protein CCR90_01745 [Rhodovulum sulfidophilum]IM796
MVGMAMGDQRPVDRRPGVDVEIARGAVKPVPGDGQNAHDPTIALPGGGAIAFGARASHRAIMADVHVTEPIHPDALALLA
SAGLSVSCGWKDGDPAAGLATARAWILRTFAVSPEMIAGAPGLEAICKHGVGTDNIPLAEAERRGIPVFNTPGANANAVA
EHTMMMLLALTRQAVAMDRVARAGFAGFERLAPLELSGMRMLILGFGPIGQRVAQLARAFDIEVTLWHRRLSAEEAGVPV
VRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAASRLGGIGLDVFETEPPPPSD
PLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>MBK5922522.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]IM796
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>MBK5922523.1 TIGR00645 family protein [Rhodovulum sulfidophilum]IM796
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>MBK5922524.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]IM796
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVDEAERAVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQVQLETAEAAVRDQAFVARCRTENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>MBK5922525.1 cyclohexadienyl dehydrogenase [Rhodovulum sulfidophilum]IM796
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>MBK5922526.1 hypothetical protein CCR90_01770 [Rhodovulum sulfidophilum]IM796
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGAVPAEAVAVRPEARPATVLSRVMNGPRRARPEAVAGRGLDRSL
RPVPRPSDLSVTLAAAGLGRQPSAVSTPRRGVVCGDPAIAGEMIAPIVSRIAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRLGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>MBK5922527.1 hypothetical protein CCR90_01775 [Rhodovulum sulfidophilum]IM796
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGALAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAM
DAAADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>MBK5922528.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]IM796
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>MBK5922529.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]IM796
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>MBK5922530.1 flagellar motor protein [Rhodovulum sulfidophilum]IM796
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDARAEAARLAAARREALEALVADLRTRNTEAEAARATLEGQVESAEAALSQAETDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSKADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDARERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>MBK5922531.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]IM796
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIERSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>MBK5922532.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]IM796
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>MBK5922533.1 endopeptidase La [Rhodovulum sulfidophilum]IM796
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>MBK5922534.1 hypothetical protein CCR90_01830 [Rhodovulum sulfidophilum]IM796
MAGDAGTGDVRALEFTSSRQGDSPLLPELLKQIPPDEPIDTVTADASYDTRRCHSAIIDRGANGIIPRRAFR
>MBK5922535.1 transporter [Rhodovulum sulfidophilum]IM796
MASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPEYDVNKQIATFEQAL
ARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAMGGKGQYAVLENPGQ
DNHDRRVAAFVEEMEANYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQAAKEAGGTIRVMSV
DVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGYSVVTQENADSFYWD
KYLKKRGTRGIEG
>MBK5922536.1 D-xylose ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTRAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPKVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>MBK5922537.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>MBK5922538.1 hypothetical protein CCR90_01850 [Rhodovulum sulfidophilum]IM796
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAVQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>MBK5922539.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]IM796
MSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNCLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHEFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADDV
MARLGLTRRTGTGDLPIGGGAGYPSDPDAWCAEAAAVSGLSQARVATLLARYGTLAGALAQSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADLALRRTVVALAGGLDAAALEALADRLAAARGWSAARREEELHRFRVKLATDHGADPERIGLHRKGE
VAAQ
>MBK5922540.1 hypothetical protein CCR90_01860 [Rhodovulum sulfidophilum]IM796
MTGYLIGVDAGNTMVKAALFDAEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDTVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>MBK5922541.1 autoinducer 2 aldolase [Rhodovulum sulfidophilum]IM796
MADLDDIIDGKDFGLTKPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>MBK5922542.1 hypothetical protein CCR90_01870 [Rhodovulum sulfidophilum]IM796
MTSMADEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMRGGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDTEMVRFLRAHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRALFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTPRQGNEALEALVPHLNAAL
PGLAFADPRGADPLAALSGRAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQI
MLDTLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>MBK5922543.1 hypothetical protein CCR90_01875 [Rhodovulum sulfidophilum]IM796
MDGTAKATKPKARDAKTKIAQTRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHKTHPQTTS
PETVERIKALALEHPAYGCNRFEAMLALEGMRVYRALDLPVKAVLTDNGREFCGTEKHPYELYLELNAIEHRRTKVRTPK
TNGFAERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLFHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5922544.1 hypothetical protein CCR90_01885 [Rhodovulum sulfidophilum]IM796
MLTAQLGHGHPALRLAQHAHDLGFGETALLHRNLLVHPAEKILRSHPPNHGEDYPSTFVRINLTSEEAVAAVPLPAGLPL
LLSGLLGIGLQARRKKAA
>MBK5922545.1 transporter [Rhodovulum sulfidophilum]IM796
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>MBK5922546.1 Asp/Glu/hydantoin racemase [Rhodovulum sulfidophilum]IM796
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>MBK5922547.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
METPKEIRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIGGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>MBK5922548.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]IM796
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGAGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPED
>MBK5922549.1 aldo/keto reductase [Rhodovulum sulfidophilum]IM796
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDSLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARWLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQAEYRSQS
>MBK5922550.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>MBK5922551.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>MBK5922552.1 5-oxoprolinase [Rhodovulum sulfidophilum]IM796
MAAGRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDAARAALTAAHAKGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFDRLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICTFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAALACEVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAIAETGAAPAAMAPEARAEINDRVPVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGIEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPVDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDCAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGSVGENWVEQADGRRERRCGNDEIALEAGALFEIRTPGGGGWGRP
>MBK5922553.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>MBK5922554.1 serine--glyoxylate aminotransferase [Rhodovulum sulfidophilum]IM796
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKDGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIAAAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVRAAA
>MBK5922555.1 serine dehydratase [Rhodovulum sulfidophilum]IM796
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGRRVGVIVTGGNVDLDRLPW
MTA
>MBK5922556.1 alanine racemase [Rhodovulum sulfidophilum]IM796
MKDVTDFEGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIEAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVVFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRDGKVECLWPVSARGKAY
>MBK5922557.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]IM796
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAILARARVF
ADEIAQSVEIGEAQHAVAAGLITAQDIVEIGSVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>MBK5922558.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MRPLFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPEL
TPWLDRALNGLGPDAQAVALIEAPGTYRRSYDDEAHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGID
PHAWLDPENARVWVLRISGALAEADPDNTAVYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTV
AGSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEGIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLA
RTIAACVTGTEG
>MBK5922559.1 Fur family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRIDAERVFSAHDHAACRRATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>MBK5922560.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]IM796
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGAVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERHGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGVAGHRTEPEAADA
>MBK5922561.1 hypothetical protein CCR90_01970 [Rhodovulum sulfidophilum]IM796
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>MBK5922562.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPALARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYAYASGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>MBK5922563.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]IM796
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>MBK5922564.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]IM796
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVANRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>MBK5922565.1 cytochrome d terminal oxidase subunit 1 [Rhodovulum sulfidophilum]IM796
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKIPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>MBK5922566.1 hypothetical protein CCR90_01995 [Rhodovulum sulfidophilum]IM796
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAFFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPALPAATAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>MBK5922567.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]IM796
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>MBK5922568.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>MBK5922569.1 glycerate kinase [Rhodovulum sulfidophilum]IM796
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPADIASGPTVGHRGDAARALAALARWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAAAHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPSTLAEAGRLGSDPARALS
TNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>MBK5922570.1 alpha-amylase [Rhodovulum sulfidophilum]IM796
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGVGREPG
>MBK5922571.1 glycosyl transferase [Rhodovulum sulfidophilum]IM796
MADFHQNGNVATLHNLRSAPAELLVRELANFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>MBK5922572.1 mannosyl-3-phosphoglycerate phosphatase [Rhodovulum sulfidophilum]IM796
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLDPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>MBK5922573.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]IM796
MPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVLFIDTGRHFDETLAYRDRLVRLLDLDLVEVRPD
PAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQGATRAALPAIERDGTHLKVNPLAFWSRADLDA
YFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTECGIHLGPDGQFVRRRSG
>MBK5922574.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]IM796
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRPGDIANMGFASAAEVPV
VLVGDIDRGGVIAQIVGTQAVLDPGDLAIVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLFQQ
>MBK5922575.1 hypothetical protein CCR90_02040 [Rhodovulum sulfidophilum]IM796
MWACVPPSSAIRLAAALALAGTAALAEPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPSNTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPDRLRQTGRLLGREARAEALARAFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTLAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDADAATAPD
>MBK5922576.1 hypothetical protein CCR90_02045 [Rhodovulum sulfidophilum]IM796
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QNGGLGQTATLRIRGLSNGYIATRIDGMDFSDPSGTPTALQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQDGNRESDGFDQDLILLSAEFDATEQLTLGFS
ALYSDSKTDYDDNATDTSPVTASTETRKGVRVFAGFDIGTVENELALAWTQTERGYNSPSWGRSSFTGKRRTLSYLGSTD
LTEAARLSFGADWSEQEADLSSGNVDTESRAVFGELQYALSDAADLSFSLRHDDYSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQLFDSAYGNPDLKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIGYDDVTYVTKQVPGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSEGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSSGTLDDYTLAGAVVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>MBK5922577.1 hypothetical protein CCR90_02050 [Rhodovulum sulfidophilum]IM796
MTEIDPIAAMRAKLKPRQEARAGTGTGDIDGQLDALMAEISETIPPRDMTLGDGKRQETRLLVARPHLLRVGRARPVAHA
TVPLPPDMQGDRAAPLIAAFQDRVRRFVAAAADPSITAARAACRVEPTEPGCPSMRCARSPAMKGPLLKAPVGACLARAA
AGPKDRLRDPARASARRSAAGPGRPRHRGHAAAGARHRAGRNRRSLPPRRPA
>MBK5922578.1 hypothetical protein CCR90_02055 [Rhodovulum sulfidophilum]IM796
MPPVRITYGTAPPCRENDRGRTAPVDLADLSRLSPANTRLIRIQAEAEILRHCDVIDIPGISAPEIGPDVWEYATGLADG
VLWCSHAPEAWRPSEAAIWNMFAPRLGGSSLLLLTRFDGLASQRDRERVLRRVRRDTAGLFAGVLPIALTEALEAPSGWA
ANGAEALGHALMRILRGLGSGPGQDAGPMRLDPAWRVAAPPDCGTHGTVRPRRVQVDASRTRSERSGPLP
>MBK5922579.1 hypothetical protein CCR90_02060 [Rhodovulum sulfidophilum]IM796
MPDETGSIREALRHDPAKRNRVDPMPMLAGGTGDRRKTVGALSRKAGVTPGDLDSAPGLRTGRSARRPAKAAIAMMSQEA
A
>MBK5922580.1 hypothetical protein CCR90_02065 [Rhodovulum sulfidophilum]IM796
MLRPPVYRGAPARGGGQGERLAMARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGE
LCEMTAALRENGLLAAHDAVLIGYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPL
ADTMTPNHFELSWLAGRALSDLEATAGAAAALAPEVLVTSPPLGPEATGVLAVRGAQRDLFRTLRRGSVPHGVGDAFAAM
IAAGLAPGEALGRLDALVLCSIGAPGLAIASAAPRWISAPAIGPEPHP
>MBK5922581.1 hypothetical protein CCR90_02070 [Rhodovulum sulfidophilum]IM796
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPVRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRTFRRHRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTIWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>MBK5922582.1 hypothetical protein CCR90_02075 [Rhodovulum sulfidophilum]IM796
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>MBK5922583.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]IM796
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>MBK5922584.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MFDIAIIEDEELERRALRSILEKNLDGCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLELPATLARHVDALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>MBK5922585.1 histidine kinase [Rhodovulum sulfidophilum]IM796
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRFHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKLRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLGEVSCPFMVLQPIVENCINYAVEPRERDGLVE
VRAYRDGQDVIVDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>MBK5922586.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]IM796
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>MBK5922587.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]IM796
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>MBK5922588.1 hypothetical protein CCR90_02105 [Rhodovulum sulfidophilum]IM796
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>MBK5922589.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]IM796
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILANGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>MBK5922590.1 hypothetical protein CCR90_02115 [Rhodovulum sulfidophilum]IM796
MNRDETQLIERLVTAALERRGVAPAPAAGLRLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>MBK5922591.1 ethanolamine utilization protein EutN [Rhodovulum sulfidophilum]IM796
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>MBK5922592.1 hypothetical protein CCR90_02125 [Rhodovulum sulfidophilum]IM796
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAVGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLGRHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>MBK5922593.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]IM796
MSTDRTLRDFAELIRSGDVLPADRRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>MBK5922594.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]IM796
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRA
>MBK5922595.1 hypothetical protein CCR90_02140 [Rhodovulum sulfidophilum]IM796
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLA
SDDTPNAPAETPTEAAPAAGAETAPETGPETQPQTDTPAETETPAETGSEATAEAAPSETAADASGETAAAGAGTSNAAR
RNRRRSTPARKPGRSGK
>MBK5922596.1 microcompartment protein PduB [Rhodovulum sulfidophilum]IM796
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>MBK5922597.1 ethanolamine utilization protein EutM [Rhodovulum sulfidophilum]IM796
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>MBK5922598.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]IM796
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PETIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>MBK5922599.1 formate C-acetyltransferase/glycerol dehydratase family glycyl radical enzyme [Rhodovulum sulfidophilum]IM796
MIEKGFTKPTDRVLRLKKQIINAKPYVESERAVLATEAYKATEGLPAILRRAKVAEKIFNELPVTIREDELIVGAITKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCVDYGKILKIGFRGVIEQAIKSIECLDEKDPEFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAKESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCIWIKLND
VNKTRDEVSAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGIVGCVEPQAIHRTEGWHDAAFFNVAKVLEITMNNGRAGDTQLGPKTGEMTE
WKSLDDFYVAFKTQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>MBK5922600.1 protease [Rhodovulum sulfidophilum]IM796
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGGQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRTLTAYPAVAPEIRAVGGTYVAVA
PEDTVTDGNLATSPAWPGHPGLMRAFLRRIAPDVVN
>MBK5922601.1 permease [Rhodovulum sulfidophilum]IM796
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPSATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>MBK5922602.1 acetate kinase [Rhodovulum sulfidophilum]IM796
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPEHLL
TTPRGVSSRGYEQARPI
>MBK5922603.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]IM796
MQIRDLIPWARKEHSPEPKTRTGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGSDAKSDVVETANAIEVSIELPGMEMK
DIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERNYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRRIE
VQGA
>MBK5922604.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]IM796
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRTEAAQPKKIAVRSA
>MBK5922605.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]IM796
MLYPSTFAADPFALMRQMGRDLDRALGPRLGAGSAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAA
>MBK5922606.1 hypothetical protein CCR90_02200 [Rhodovulum sulfidophilum]IM796
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFGQMVAAALGGEREDAFLFALALLGPQAASQAVAIAEELGLALLGLVRAHPANAPVSPVLH
>MBK5922607.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]IM796
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>MBK5922608.1 hypothetical protein CCR90_02210 [Rhodovulum sulfidophilum]IM796
MTAELTVIPSSTGPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGSR
AVLAEMLEGVTDLLISIPPGEGGCPALAALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWATLAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAAGAILAALSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>MBK5922609.1 putative heme utilization radical SAM enzyme HutW [Rhodovulum sulfidophilum]IM796
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRQGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLVAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAPVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTAEAGALPLTLAGRFWQVAMTARLIAWTDQTVREDTSAKENAE
>MBK5922610.1 hypothetical protein CCR90_02220 [Rhodovulum sulfidophilum]IM796
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>MBK5922611.1 hypothetical protein CCR90_02225 [Rhodovulum sulfidophilum]IM796
MGRHNAPAPLPAAEDGRTSDIGQAAPRPSGQSFELELQAFTRQLAACGPDTSATRSDRLDLIQVELDLQNRELREAHAAS
ERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGLAATDQLCNRSVYRMLDETARSRLHAYLAAPPSGTEEGPAP
ATAIPVHVGRPRDGVYLSYDAHLARLPACSEEDGRVHMLLVDRHSDDRQEHERHCHQMLSESTSPLIHAFDLTGNLIFAN
RAASAYLDGAETLSVEQRRAFDGLLGSRALDIEALIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAVGGTSTD
VSTLMAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMSHEIGDAIL
SAFARRLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDAERAEDL
LRAADMALYSAKSNGRDRISHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRRRIIGAEALLRWRDPQLG
DISPAEFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLRMPVSVNISARSLQGTELVPSVLALLDYHEIPPELLLLEI
TETGLMNCTGEATRNLANLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDARDGNGDGASERIVRAMLAL
AESLQLSTVAEGIETEEQLAWLVENGCGFGQGFLVSPGLEIAAFEALIGA
>MBK5922612.1 hypothetical protein CCR90_02230 [Rhodovulum sulfidophilum]IM796
MDTETDPRSCPFGSPQKDAAAIIGIGASAGGSAALETLFENCPTESGAAFVVIQDIPTKHDSLTAGLLAQRTRMPVPKSS
IETDTRIRPDHVYLNPPGTVMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEECGDRASGILLSGTGSDGTRGASAINAAGG
LVLIQPPGDARFDGTPMSLRRAGIVDAELPVSELARRALAHRQRSPQPPFGSVPVADGARPDGKKEALPEAIKAILQGDR
GFCLKWDDIMRRLPSRPQKTVGRVTSGRLRPGLPANHSSWNSRPSPVSLPPAGPTHLRPVPTGST
>MBK5922613.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>MBK5922614.1 ferredoxin [Rhodovulum sulfidophilum]IM796
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>MBK5922615.1 RNA-binding protein S4 [Rhodovulum sulfidophilum]IM796
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>MBK5922616.1 hypothetical protein CCR90_02255 [Rhodovulum sulfidophilum]IM796
MLEELQRPDLPNWQRVEDALWSEWSKSGSAAMDLLLRRGRDAIEAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSG
LYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>MBK5922617.1 sterol carrier family protein [Rhodovulum sulfidophilum]IM796
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>MBK5922618.1 lysophospholipase [Rhodovulum sulfidophilum]IM796
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLMFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRALGDASLGHVARFADFQADVRAVRRAAEALGLPRPYHVLAHSMGGAIALRALNAGLDVASAAFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGARAYVLATDFEANDLTGDRAMYEKLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSSAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>MBK5922619.1 hypothetical protein CCR90_02270 [Rhodovulum sulfidophilum]IM796
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>MBK5922620.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]IM796
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>MBK5922621.1 hypothetical protein CCR90_02280 [Rhodovulum sulfidophilum]IM796
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>MBK5922622.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]IM796
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>MBK5922623.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]IM796
MSEPRVSVRLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLLVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>MBK5922624.1 hypothetical protein CCR90_02295 [Rhodovulum sulfidophilum]IM796
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARRPGSSDRARD
>MBK5922625.1 DUF883 domain-containing protein [Rhodovulum sulfidophilum]IM796
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>MBK5922626.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]IM796
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>MBK5922627.1 response regulator [Rhodovulum sulfidophilum]IM796
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>MBK5922628.1 hypothetical protein CCR90_02315 [Rhodovulum sulfidophilum]IM796
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>MBK5922629.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]IM796
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAETCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>MBK5922630.1 hypothetical protein CCR90_02325 [Rhodovulum sulfidophilum]IM796
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRLSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>MBK5922631.1 entericidin EcnAB [Rhodovulum sulfidophilum]IM796
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>MBK5922632.1 hypothetical protein CCR90_02335 [Rhodovulum sulfidophilum]IM796
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>MBK5922633.1 hypothetical protein CCR90_02340 [Rhodovulum sulfidophilum]IM796
MPNILPPAPIPLRPALAACCLLIQLLGAMLALGRAEAHPTGAPSGDMQGGMSGPVQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVDVVLLGPEQMFEAVESGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVALPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>MBK5922634.1 hypothetical protein CCR90_02345 [Rhodovulum sulfidophilum]IM796
MENDLRQPVAQRLRDSGARRGRMASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLA
VNEIEIALDAHALLARRRVQVTDFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGR
LYERGALVDAEAAMQDSVRVAEADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRV
SRPLLAISAAMRRLNRGEDAAILPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDE
LGRVAVSNRALAEIFDLSPADCAPGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQ
PTPDGWMMIAEDITERVSHEANIRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIG
DALLRQVAARLSWAVRDADTVARFGGDEFAVIQRGCVQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGD
CVADVLRNADLALYAAKAAGRGQCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWID
PVRGRVSPAEFVPMAEELGLIVPLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLAPRRLEVE
ITEGVLLDHGPEVLGTLDALHEMGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASL
DIGVTAEGVETAEQLASVAAAGCIEAQGFYLGRPGAAEIIAGLAGAALQGGRGVA
>MBK5922635.1 hypothetical protein CCR90_02350 [Rhodovulum sulfidophilum]IM796
MSRPVLGGPGEAAAPLFGKVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVARQVARLRRARA
GVGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVASSRIGTACAAAGTGHLSPPGAVLPGAAVLAG
LAEWSLDPDCGRIRVAEGMLAMLGPAPDGGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGPGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIIRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYR
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRVLRRAIAT
>MBK5922636.1 hypothetical protein CCR90_02355 [Rhodovulum sulfidophilum]IM796
MRLRVCRPDGGFRSVLVASLPFAREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRRQA
DGSIDFPYTTPKFEDIMGLSREEIGMRGGDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASAPR
RQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDCVL
IRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLTYE
GRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFFQP
QIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKARSALARWQDQGLVLPKISFNVSSGRMHD
PDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIVRP
VACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>MBK5922637.1 hypothetical protein CCR90_02360 [Rhodovulum sulfidophilum]IM796
MATRVPEERRSSGQSAENGTETLTQFPSQFVAPRGLTPQKHAPVVAFDHRACKGRVFLMLQGHPSGFWRDLAAGLEADGH
RVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPYHAIALEEGRRLRRRCWAIEFGYLRP
DWLTLEPEGMGALSTFPRTRPEIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQSFGRPFYPLHVSDRPNWPAIEYL
SWLPELLRARRRKRAAGALIERLKARATPFNLIAMQLEVDYQIRASSDYPDLLTFLDETMASFAAHAPADRHLVVKVHPL
DSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALRMGIPVCAMGQAVYDLPGLTHHRGID
RFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>MBK5922638.1 hypothetical protein CCR90_02365 [Rhodovulum sulfidophilum]IM796
MHGDRMPQPARAFAASGLWVRRTGLGTASMSRSRFPLTGRRIVFLQGPSSPFFGKLAQACRGLGAEVLRVGLAPGDRLYW
PSGCGRYIACRGSADRFAEAFADIVARERPTDLVMLGDGRKYHVNAVSVAKVAGGITPWVVEQGYLRPGLISVEAWGTGG
RSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAFDVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWTGKGLRARSRAR
QTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGTGRSQAEELAAVMASFAAHAPVGALLAIKEHPLDNGLRRWDRRAERL
ARAAGIGDRVAVFTGGRVEALYPKLAGIVTINSTVGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWTAPARPDPAEA
ERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIAGERPQ
>MBK5922639.1 hypothetical protein CCR90_02370 [Rhodovulum sulfidophilum]IM796
MTDPIRSVVLTGASGGFGRALAAELAAPGRRMLLMGRDARRLAEAAGVARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGVEPAVQAERVIAVNLTATIHAVQALLPAMCARRGGRIVIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARASRIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>MBK5922640.1 hypothetical protein CCR90_02375 [Rhodovulum sulfidophilum]IM796
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHAIEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPAQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEAEPGRVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDAIDAAVASAAARIREVGGARF
>MBK5922641.1 hypothetical protein CCR90_02380 [Rhodovulum sulfidophilum]IM796
MISRQTSGSEILTDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSSARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDGAQAAGRRVRSVLVATSVNSAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLTLERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPAADRPWLAAVNSFGFGGANAHAVIRQPRPDENVPVAAADELPPALLLSAANETTLADLARSWLTLAETAP
ADLGARIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDVPVAFVYAGNGAMWAGAARTLIE
RDPTFRSVFNDIADAFAGEGIAGLAEALADSDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSSSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSTRAEARDTGTIARAALAAGGAADRARILGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGVVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATTARPAPVTAPEAMGEAEPLYAGLRA
AGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIV
CARLTAAGGWDESLAFDTVLADATGTALLSFEGMRLRPLPAGTATPHDFWDERLVPLTGDGAATALRAAKALCGTTETAS
DADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLSEVAPGASAELK
SALAAAAGEDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPL
RFLALTEAGAADAVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGL
DTASAPASGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALSQGSEAAVALHCAAPEEDDPLAAARIFRALPDTD
GTLWLAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETG
PRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQ
AGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAAL
QVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVEL
GKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRTMQRAAHV
GKIVLRAPQEHGAPRPAAAPIRGGWLVVGGTRGFGLETARWLAAQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVPD
AAALDAALTRIRAAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQVLDRLTRTDALDHFWVFSSIAARFGNP
AQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALDRLGRALAAGACGPTLT
VAPMDWSRMAGTLPVLETPLFDLIDIRTSASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLE
LMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIR
TLSQGRTGGR
>MBK5922642.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTGRHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKQLLAPQDGSCSI
>MBK5922643.1 hypothetical protein CCR90_02390 [Rhodovulum sulfidophilum]IM796
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPSLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>MBK5922644.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]IM796
MQNFFESPFRGVTLDEQVGNPNILVGRYSYYSGYYHGHSFDDCTRYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFADDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWETHIRSR
>MBK5922645.1 ferric anguibactin-binding protein [Rhodovulum sulfidophilum]IM796
MIMPIPSLATRLGLPSALAALIFGAATPTQADTAAFAPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAG
IPKDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKD
HFLTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELH
GRPVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELRE
GYRRR
>MBK5922646.1 iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MITVTDLSKTYGGKPVLSGITAEIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQIRLAGTPVGEIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>MBK5922647.1 iron ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRHGLVLAALAALALLYIGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISTVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLTLIAVFAAATTSLIGPSAFM
GIFIANIAYALTGRFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>MBK5922648.1 iron ABC transporter permease [Rhodovulum sulfidophilum]IM796
MPLSPATPSLARRAALPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>MBK5922649.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLTGALACLILRRRVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALMLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQHQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARQGAGLGDLGQRGKVVARA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDDIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLARLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>MBK5922650.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPAPGEGVTPDGNRLCFEAVSYAYEDGTETLSDIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRMGFVLQDVQLIHASLHDNIALGRSDATREEVTAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>MBK5922651.1 hypothetical protein CCR90_02430 [Rhodovulum sulfidophilum]IM796
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPQEDA
ELEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>MBK5922652.1 hypothetical protein CCR90_02435 [Rhodovulum sulfidophilum]IM796
MPAIVMWRQASRGRSGRAPVGSVCPGETRHPKKQSIFGTNMMQIRLSSRAALMASALVAPVCIAPRAALAQEGPDTGYYL
GDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEVIADTPNVLIPGSTSAPIIRGVDTDGPLIGGNAYLAKPLP
RATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQGANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAA
SGPLSQDFAARLSLDYTGRDTFVDYTNPDFTEPDFDYDFASLNGRLKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKP
YRDLDNASKYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEADYDFTFAAPYSGTAARDSATLSNELKLTLGQGEDIW
SGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALFGEATWRFASDWALTGGLRLQQDRIEIEGKTSYVVGERLD
YDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFQGKEYYEFDPETALNSEIFLRGSALDGALDVSANLFYTK
YRDIQRSVTNCRNADCSVTQGSMIVNGERAHAYGFELSADYQASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSP
GYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALANMRLSYRPRDGVEYFAYVNNVFDNRAALSVSTND
AAEIAEPRELGLGLRVTF
>MBK5922653.1 hypothetical protein CCR90_02440, partial [Rhodovulum sulfidophilum]IM796
CWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDGLGCGGGICWASAAFPKPVEDPADKAFREAVAELVDCA
MKEGKADA
>MBK5922654.1 hypothetical protein CCR90_02445 [Rhodovulum sulfidophilum]IM796
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>MBK5922655.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKHFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYAADIEARFTDEERALLKSFLRRLATETA
>MBK5922656.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]IM796
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPTRPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRAGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>MBK5922657.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum sulfidophilum]IM796
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGAE
>MBK5922658.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]IM796
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>MBK5922659.1 esterase [Rhodovulum sulfidophilum]IM796
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FSAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>MBK5922660.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]IM796
MDRGTGRKVMDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLIL
SDWADFGVILAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTE
GQYLSADEAALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVS
ALVLVSIILVVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKT
GTLTLNQLTVETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGG
ETWRFAKGAPQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMG
VTVKMITGDHEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGV
NDAPALKRADAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVY
PVTAIMIVLLAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLK
LLVSGHMTLYVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRR
LCAARLQG
>MBK5922661.1 malate synthase G [Rhodovulum sulfidophilum]IM796
MGQTGKETAVTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQID
AWHQARRGAPHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGT
DAMGGPAPAGGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLL
KNNNLHVELVFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTR
ALSPDLDFVAPDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYV
VKPKMHGPEEVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSTEAG
PFSRKEFIKRKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHY
HQVDVFAVQAGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDR
ATCRISAQHIANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLH
ARRLERKAELAAEG
>MBK5922662.1 aminotransferase [Rhodovulum sulfidophilum]IM796
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVNTDATLARLQAVVDRVV
>MBK5922663.1 hypothetical protein CCR90_02495 [Rhodovulum sulfidophilum]IM796
MLRLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRELVMPAQRETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALSPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERRTIAMELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMNAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGRGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>MBK5922664.1 murein transglycosylase [Rhodovulum sulfidophilum]IM796
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAEAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDERVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDDDGRRDIWSDDPTDALASTAAYLQRSGWQPGQPWG
MEVRLPDRLDLARTGRKSRQDAADWSALGVTRPDGRPLPRAGATAILAPAGREGPAFALFSNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTITGRPSRALLTRL
GRT
>MBK5922665.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRSSGGKGFDILFPSV
DTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYMVPFDWGTEGITWDASVHDIAPDALSYGHLWADGL
DRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYTSEAENRRVFDACIAFVKKHRGNIGAFWNNATEATGAFTDGGCSIG
QTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATGYNSAAVGAADHMT
EAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>MBK5922666.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGVGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGGLPEGALRLGFSEAAGVILPEGETADDAA
>MBK5922667.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]IM796
MTRLRRSFGAPLAMLLVVLAGIWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADSPGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGTGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>MBK5922668.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
GALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>MBK5922669.1 exonuclease sbcCD subunit D [Rhodovulum sulfidophilum]IM796
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLTRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPGIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLGLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>MBK5922670.1 hypothetical protein CCR90_02530 [Rhodovulum sulfidophilum]IM796
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTGLLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAEAAATREAAASRAGLSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAALSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASTSEAALRTARAAWEEADGAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAVLKPVIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPALREVLAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHTRAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>MBK5922671.1 hypothetical protein CCR90_02535 [Rhodovulum sulfidophilum]IM796
MMQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPG
IAAILNQGDRVLALAVNAISGLARLPDTAVQPLAAGGAETPFFVGGFFHDGQLVNAVDPGALFALGGLPVAARFRRDERP
RNGSGGEGRAYLTFRSGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEI
VVFGFGDDRLIGLAVDVISRIATLRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVS
PKPAAHTSAPARPAASAMPARPSGVGAEPVPDTIPASAPGAPSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEA
IIRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEAPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWR
ALNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>MBK5922672.1 hypothetical protein CCR90_02540 [Rhodovulum sulfidophilum]IM796
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPACAAPPATQKAPAEVDSALASLRYDAEGHIQQ
VSAPMCTLLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAG
ALEIATDITRERRDLDRMRARQAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFTGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGRLLDRMGHRIEDTRGSSHDLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVELERATAARAQALTAELGGLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPNGQ
>MBK5922673.1 malate dehydrogenase [Rhodovulum sulfidophilum]IM796
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>MBK5922674.1 hypothetical protein CCR90_02550 [Rhodovulum sulfidophilum]IM796
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYTALAL
TGAKLLWDGLS
>MBK5922675.1 hypothetical protein CCR90_02555 [Rhodovulum sulfidophilum]IM796
MGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTDTFANGLTCLIASGEAYDPVAEPAGQAL
>MBK5922676.1 CoA ester lyase [Rhodovulum sulfidophilum]IM796
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKTGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>MBK5922677.1 hypothetical protein CCR90_02565 [Rhodovulum sulfidophilum]IM796
MFLLILGVALWSFAHLFKRLFPGIRAMLDDKLGMASKALFAVPLVVSVALMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>MBK5922678.1 hypothetical protein CCR90_02570 [Rhodovulum sulfidophilum]IM796
MQAYRLLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYTPDLKLGEL
>MBK5922679.1 hypothetical protein CCR90_02575 [Rhodovulum sulfidophilum]IM796
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAPGDLVLPAGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGADGKYRPEVLLDLDYWALMPV
>MBK5922680.1 hypothetical protein CCR90_02580 [Rhodovulum sulfidophilum]IM796
MLNRLASIGTFVGGAATMGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAAR
PLDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGYVDLAFDGKEYRLGVGKFLSYESGADLCRLLLVRK
VDGGVYRLRWRCIPDHRDQL
>MBK5922681.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]IM796
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>MBK5922682.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]IM796
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>MBK5922683.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]IM796
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>MBK5922684.1 hypothetical protein CCR90_02600 [Rhodovulum sulfidophilum]IM796
MIVGTMATYPPRQRSMLAAVARIAPQLDVLNVVLNEYVSVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPENYVTDSIAAMQALGPGRLVGSYYGAVYRKPQLRNKTLSGLNRYRKELFRRRGQVRDSLKVDAGLQQAIVVDELG
TGVMISRPEYLPDFESVRSAQKFIDVRMARWCFEKGITQVCLPRPAGYLGLVEHEETIYTGFTTKRHPAVTREIQEYALR
NPLAGQHFQCGGDSRGNF
>MBK5922685.1 hypothetical protein CCR90_02605 [Rhodovulum sulfidophilum]IM796
MSVLSQRSEPDFVAPARAENALGFGMLAASEIFFAGNRRKSFLGVVADASCVEAVDSAHVFLVELGYVPADVKCAGPTVS
FPRKPGWMSTDEVCARIETYEGKQVRQ
>MBK5922686.1 hypothetical protein CCR90_02610 [Rhodovulum sulfidophilum]IM796
MATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEAPLEEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVDDDIDYP
PEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQIATCAAIMH
AEDFPSFDFMRDSQKFVDVRLARWCFERSITPIALPKTAKWLGKVDYAETIFHGFTQTNPPDVTEEILSYAFKVKGRGLP
PKPCASQT
>MBK5922687.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]IM796
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>MBK5922688.1 hypothetical protein CCR90_02620 [Rhodovulum sulfidophilum]IM796
MLRDILILATAAAGLLLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLVG
NRAAYAVLVAAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>MBK5922689.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]IM796
MSLHIGAQPGEIAETVLLPGDPLRAEWAAETFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVGLRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>MBK5922690.1 protein meaA [Rhodovulum sulfidophilum]IM796
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLSLYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>MBK5922691.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]IM796
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>MBK5922692.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>MBK5922693.1 autoinducer synthase [Rhodovulum sulfidophilum]IM796
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEAAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>MBK5922694.1 ATPase [Rhodovulum sulfidophilum]IM796
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLHWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>MBK5922695.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDEIASGREAALALPADVTDAAAVEAAFDAFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAGVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSACYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>MBK5922696.1 hypothetical protein CCR90_02665 [Rhodovulum sulfidophilum]IM796
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>MBK5922697.1 permease [Rhodovulum sulfidophilum]IM796
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVIGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>MBK5922698.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALGLVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>MBK5922699.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>MBK5922700.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MAETALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRQVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRALGKARRALGQLAADYGLEVDPDVRIEDLVVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRKVLLRTDKSPARPGRIVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPALRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>MBK5922701.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTKIQKALAAATALALTAGNALAGPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLAVYEAFSAGTDMKTGSFRLGLADDAVGYAMDDNNRDLVTPEMIAAVEAAKAKIIAGEIAVHDY
MSDNTCPVN
>MBK5922702.1 hypothetical protein CCR90_02695 [Rhodovulum sulfidophilum]IM796
MARGGASRDRPGDRPGGGRASERRRSPAPPRPALRPPRRCGATRRPATGDPAVTPAVLAALHARCFTTPRPWSAAEFEAL
LATPGTFLCGDAQAVALGRVAAGEAELLTIAVAPECQRTGLGRTRLAAFEAGARARAAEEAFLEVATDNAAACALYRAAG
FELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>MBK5922703.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]IM796
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLDMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLAAIGVSMFQVLRRSAPGPETDLLSLEAPRDLAYVQPLRAGKLGAARMIDPEAPAPLADIDAEGIAHV
TGFAARRLGTAFGTGWREAVPAEIAPAIAREAAALLSGGEVQPRPAPLYVRPADAAPPADPPPAILP
>MBK5922704.1 NifU family protein [Rhodovulum sulfidophilum]IM796
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>MBK5922705.1 universal stress protein [Rhodovulum sulfidophilum]IM796
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>MBK5922706.1 branched chain amino acid aminotransferase [Rhodovulum sulfidophilum]IM796
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLRAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYRVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>MBK5922707.1 glyoxalase [Rhodovulum sulfidophilum]IM796
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTEPTQA
>MBK5922708.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]IM796
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>MBK5922709.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]IM796
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPAAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>MBK5922710.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]IM796
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAIYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAETDARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGILSYFGLGHLLGAFRLSEFRRAMRRQR
>MBK5922711.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]IM796
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTAFEAELTRLMDQDIGSKALRDAMVQYLSEARQKGRSAIAAA
FSDRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>MBK5922712.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]IM796
MFAVFRACRKRLPPVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>MBK5922713.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]IM796
MNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGVALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARSRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEAFRGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEE
AE
>MBK5922714.1 hypothetical protein CCR90_02755 [Rhodovulum sulfidophilum]IM796
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGAGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMDRVMMAA
QEYLAGEPYGQLTDIRFDVALVNGFGEVDILENAFCA
>MBK5922715.1 glutathione synthase [Rhodovulum sulfidophilum]IM796
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLTTLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNISARIWEAIEVRRAG
>MBK5922716.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]IM796
MTLAASETLRPHEECVPVPDAFDAGLWFIGRIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGAFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>MBK5922717.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MIPLRLSALMAGGLVMGLAALTAAAETRTITDATGRPIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPGAEDMPF
LRPGTRDLPALGRLTGKGDTVNLEVLLSARPDLIVDYGTVNATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGELL
AETQRGETLAAYAEATFAGIDAILAAIPEDRRPTVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQ
VQAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAAAPDIEAEV
ARFYTLFYGVTPDRAALAGLLGSGHPGE
>MBK5922718.1 iron ABC transporter permease [Rhodovulum sulfidophilum]IM796
MLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVFRNPLVAPDILGVSQGAGLGAVL
GILLGLPVLAIQLMGFAFGIGTIGLVMTIALALRGMGQVLVVVLCGMAVAAIAGAGISLVKLLADPDDQLPAITFWLMGS
LAGIKQADVAAALPAIIAGLVPMIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSATLVTAAAVSAAGVIGWVGLMVP
HMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPVFLWLLARGGRTWAE
>MBK5922719.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MGRVTPLVEACGLAVGHGGRALLEEIGLGLHRGRILCLLGPNGVGKTTLFRTLLGLMQPLGGAVFLGGHPLSDLSRAEIA
QRLAYVPQTLATPFAWRALDLVLMGAAARLGPFARPRATEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQ
GAEAVAMDEPTASLDFANRIRVGRAIQGLASRGIGVLLCTHDPDQAADLGHEALLIERGGILAAGPAAEVMTAARMTRLY
DIPVRRDALPGGRLHFSGPSGREDEGPVAGASAGQNV
>MBK5922720.1 TonB-dependent receptor [Rhodovulum sulfidophilum]IM796
MSLLLRVVGTSCLVSCGFGLPALAKQSSDGPDEVFALGEIVVRSSDETTQGGTSSTISAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNDGYYLSRDYTPTEVQGSGRRDYSDTEDSRLNL
KFGFTPNATDEYVLSYTRQEGAKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHTSQTAGRAFDSTYDDTAWGGTLELGSDIGPRNTLTSAFHYRYDRHRNTQLSRPDINSIPDPTET
SRERTLSFALEDRFQMREDLSLVGGLSFDRAEVLSASRTSTDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVESALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYAGFEIGA
RTDLTGSLALSANYTYLDRDITDPIRPGLKATDTPRHSAYLRLDWQATESLSISPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGMVNLDMEWKASDRASIVFGVRNAIDKNYELVEGFPEAGRTFYLTTAYTF
>MBK5922721.1 hypothetical protein CCR90_02795 [Rhodovulum sulfidophilum]IM796
MKEYSLTSIRAAMAVTDAAEKWGEATLELNGYSFNMTDSGDCQLLSIIMQHEPSADKVYDLLGKLGAVVKYCEVSA
>MBK5922722.1 hypothetical protein CCR90_02800 [Rhodovulum sulfidophilum]IM796
MNHDQTRARAKLRDQLQETLRDRDAFHGKPTQRLAAQIAAQLIDREWQSPWALCHTIEQIDVLRRRLATAKV
>MBK5922723.1 MBL fold metallo-hydrolase, partial [Rhodovulum sulfidophilum]IM796
GVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGNHLCLAWSGLDPEGAVLFTGDHVMGWASSMVSPPDGDLGAFMSSL
ERLAGRPERCFLPAHGAPVADGPGRIATLAAHRRARGARLLELLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIE
LKDKSLAAAEDGAVTEAVWRLV
>MBK5922724.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MTNQPAPPAPLTLGDCTQADLPGVQAIYAEAVRTGTASFELAPPDLPEMRTRWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGIGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLSGDRQHGQHSGGAGPDDPPNRP
>MBK5922725.1 2Fe-2S ferredoxin [Rhodovulum sulfidophilum]IM796
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLVVQLPEKQI
>MBK5922726.1 hypothetical protein CCR90_02825 [Rhodovulum sulfidophilum]IM796
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAGLMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRLAEIFGMALLLASILMLVLLI
>MBK5922727.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]IM796
MNILILGGGGREHALGWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>MBK5922728.1 hypothetical protein CCR90_02835 [Rhodovulum sulfidophilum]IM796
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAALVRGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>MBK5922729.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]IM796
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
ARRVRPELLQRRVETGREALARLDARLRATLGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRPPRRSRKTEEPPEQGTLL
>MBK5922730.1 hypothetical protein CCR90_02845 [Rhodovulum sulfidophilum]IM796
MAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFEADGQI
CFRYDHDPEDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>MBK5922731.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]IM796
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPEPAESAPVESAPERSPEPTRAPEP
AAPREQDRPTPLVLGAAEAVTHAPEPEPEAEARRDETGPEPEPSPAPAPEPEPDPEPTPAPEEPVPTPEPEPAPEPLPMP
DPEPQPAPAPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDPAPASSDAFREDLPGAGDET
GEEVSEETGQETGQETGADAPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAE
GRFGKRLSVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAA
AVEQLQVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNT
LLVLDATTGQNALSQVEIFRKLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGL
DE
>MBK5922732.1 hypothetical protein CCR90_02855 [Rhodovulum sulfidophilum]IM796
MLDNLADEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>MBK5922733.1 multidrug transporter [Rhodovulum sulfidophilum]IM796
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>MBK5922734.1 intracellular septation protein A [Rhodovulum sulfidophilum]IM796
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWMLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>MBK5922735.1 glutathione S-transferase [Rhodovulum sulfidophilum]IM796
MTSEIELYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQSLDDKPHMARWLDLVAARPGVQKGRALAAERKADLSTDRKAQAMLFRRG
>MBK5922736.1 hypothetical protein CCR90_02875 [Rhodovulum sulfidophilum]IM796
MPLIQVNAAGERPEPQGGAARLGPLLDRALEGLAPRAPVAVLIHGLRFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPLAGLALARLIEAILVRAPGRRVDLLAHSLGARVALSAMGALAEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRRGGGPTLGRGLGRTEANWTDLRIDDADTLAVL
ARLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>MBK5922737.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]IM796
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMVSNPV
LEVIDLPAVAGIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETRAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>MBK5922738.1 GTP cyclohydrolase I FolE2 [Rhodovulum sulfidophilum]IM796
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LDSYKADLDSFNARIMMCFSFPMKVRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIGLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALMTDP
RIGDFRVVASHQESLHSHDAVSVLTEGTTFAADSLDPKLFSTLVHGR
>MBK5922739.1 potassium transporter TrkH [Rhodovulum sulfidophilum]IM796
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>MBK5922740.1 hypothetical protein CCR90_02895 [Rhodovulum sulfidophilum]IM796
MRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARYK
AAGLVPADTFIADGASYERRVWPAGARMQDPASETVTQPTPQPDPATATPAAAAPVALPDETPLEARRSESRLDRQARME
IQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYKAQIARLGMTPVDEPEAGIRIEMPMG
LVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQLT
GGMVKGFSLIWPPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPQGAVLT
TTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVLA
DLKGLSGEENVERIELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATGA
LPPAELSRRAADMTVPVSCWN
>MBK5922741.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]IM796
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTEKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>MBK5922742.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]IM796
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIEKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTCGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWREALTHVTFQSALGSQADRIGRIAALAREIAPKVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLLIGNDFRIPLIREMSYRFMVLANEFSGMHQDLRQIVDAEWSGRGELKEFLPWLDSAPFKFVLDYDGLLGDWL
QRFGGGNKSDWSEADRTIWERFDARLFELGTSDPSIETAPHLVAAVESISSDLLSFFHDRLKVHLRDQGIRHDVIDACLA
MPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNILSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIG
PAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>MBK5922743.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]IM796
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>MBK5922744.1 cell wall hydrolase [Rhodovulum sulfidophilum]IM796
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGEAVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRLPRTASIGQHLFYRQPAAVAAN
>MBK5922745.1 diguanylate cyclase [Rhodovulum sulfidophilum]IM796
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>MBK5922746.1 dihydropteroate synthase [Rhodovulum sulfidophilum]IM796
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGKYDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGISRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGTIGGVEMAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELSHE
>MBK5922747.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]IM796
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALCQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVSVGTEPDGLNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTGVGDRYVVEAMRKC
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>MBK5922748.1 hypothetical protein CCR90_02935 [Rhodovulum sulfidophilum]IM796
MRISVFDGLRGYFLIVMTMVHMSSECHTKIGALRIEDFGWVDSAHGFVFLSGLVVGIVYGRRLIRQSRSAMTSSLMRRLM
TIYGYHAILLAAITLSVVTFYRPPSTFDTHWGENPLLVSLFAFLLLDSPRYLGILPMYATFVLATPIILIQLQKQRYALV
LVSSLALWTVAQTGLPTHLLQAIDVASGLKQQGIAVGLYFDRFAWQILYVGGLVLGMLIAQEKLSLNILHSPEYRAIFLV
CVATAIAFAISAIRLRLFDAVSRTSFFGELSYNRSHFSALRLINFIVDLYIITWLLAAGTGDRNPAVQAAARGLRWLASF
RPLVFLGQHSLQVFSFHVFLVYAAMFADISEAPRLLREIVVLASPVCLLLPAYLHARYRDRSQRLRLSGAKP
>MBK5922749.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]IM796
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>MBK5922750.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRMEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>MBK5922751.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGVIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>MBK5922752.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]IM796
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGLRTMRYGQKALAFAVTHPDPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>MBK5922753.1 hypothetical protein CCR90_02960 [Rhodovulum sulfidophilum]IM796
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>MBK5922754.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]IM796
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTAFLGRL
>MBK5922755.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>MBK5922756.1 hypothetical protein CCR90_02975 [Rhodovulum sulfidophilum]IM796
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFTSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICRETELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLLLLTLWTMLWMALGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLEAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWGTLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAAPRTTENRTA
GRPAPESPASKGAAEARNAGPDAQPSASIASAS
>MBK5922757.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]IM796
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPPFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>MBK5922758.1 hypothetical protein CCR90_02985 [Rhodovulum sulfidophilum]IM796
MLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRARDI
>MBK5922759.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILCEGGARGVFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>MBK5922760.1 hypothetical protein CCR90_02995 [Rhodovulum sulfidophilum]IM796
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>MBK5922761.1 hypothetical protein CCR90_03000 [Rhodovulum sulfidophilum]IM796
MDAGMPDELATLKVSQIRRIIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>MBK5922762.1 DNA primase [Rhodovulum sulfidophilum]IM796
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
MFDKGHTLFNLARARESAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATLIV
HPALIARFAGELEALVCATPDHAALQQALLVLPPPQEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHEKAAL
CIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSHEEDGADFELAPNGAHVDRDERDAFADLL
GRINYGKGRT
>MBK5922763.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]IM796
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>MBK5922764.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]IM796
MLPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWGVDAAV
PAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGAALRRG
G
>MBK5922765.1 hypothetical protein CCR90_03020 [Rhodovulum sulfidophilum]IM796
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGKPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>MBK5922766.1 hypothetical protein CCR90_03025 [Rhodovulum sulfidophilum]IM796
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>MBK5922767.1 protease [Rhodovulum sulfidophilum]IM796
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLISAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>MBK5922768.1 U32 family peptidase [Rhodovulum sulfidophilum]IM796
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>MBK5922769.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]IM796
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>MBK5922770.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRSAAILDPRHEAEGVRNMPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQVAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLTRCETYAALWRQQT
EHIA
>MBK5922771.1 secretion protein HlyD [Rhodovulum sulfidophilum]IM796
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTMADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPTGGGPARHAARVAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>MBK5922772.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MDSLTLATDDAISSLKTVLHVGCGMADPAKLPTDAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSGHLIRTGFVDVQVESDGRFALWARGVRPA
>MBK5922773.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]IM796
MPQTAFLSSGGPTPPAGFLSGNGGAKDLPPDLDTLTRQAAACGDAAAIVELAARTPEAAARLYRIWLELNGARPDAWAAW
FNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRTAAIAFLRQALPPAEGRVALHKQLGRMLELDKR
LDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPGLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARN
VPDPEQRLAPAAGYRHDRVRLGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGA
LGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLICDGITVPVSETENYAPAPLR
IEGCYQANDGRAPELPEVSRASEGLPEDRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIDDTPESVAALSERWQA
AGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPMLTLAGRSFSARMGASLLTAVGLTECIATD
PEDYMRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFARRFEAALISVLKRP
>MBK5922774.1 hypothetical protein CCR90_03065 [Rhodovulum sulfidophilum]IM796
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTASIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTAGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTIS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSIQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQVAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVAGLATAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALT
TAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAAMTTAQVGVLSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSAVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGISSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>MBK5922775.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]IM796
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEVGA
GDALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>MBK5922776.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTNTTRRRMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILMLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>MBK5922777.1 TRAP transporter permease DctQ [Rhodovulum sulfidophilum]IM796
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFRAE
DAA
>MBK5922778.1 TRAP transporter permease DctM/Q [Rhodovulum sulfidophilum]IM796
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>MBK5922779.1 hypothetical protein CCR90_03090 [Rhodovulum sulfidophilum]IM796
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLRRIGVVPEAAARFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>MBK5922780.1 hypothetical protein CCR90_03095 [Rhodovulum sulfidophilum]IM796
MRVSSPGSIMITGEHAVVYGHPAIVAAIEQRIAIEVSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFAGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRQIQGRGSGADLAASLMGGMTAYCLGPG
MLSGTPPGDARARIEPLPMPPALGLRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAAAAIAAARAQDWTGFGA
ALDRYQGQMAELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>MBK5922781.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]IM796
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRAIAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPAQAEADCAAIEAA
IEARDFLRLGALSEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAPQR
>MBK5922782.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSPEAHHAFYSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDDPFPSAGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>MBK5922783.1 hypothetical protein CCR90_03110 [Rhodovulum sulfidophilum]IM796
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
VLIGCVVLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>MBK5922784.1 hypothetical protein CCR90_03115 [Rhodovulum sulfidophilum]IM796
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>MBK5922785.1 hypothetical protein CCR90_03120 [Rhodovulum sulfidophilum]IM796
MRRLLHKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLELVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEGAAALIVAAAREAGAPGDTTCTLGLGAPSAEWGPAAASGIEALAKLGAGSLTFSDADVTLVAAAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLEALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEAPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAEAGAGAEADDATEQAP
PDAAAAEGAATEDDDSGEAAPAAAEDETPAEAGAEDRTDGQD
>MBK5922786.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]IM796
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAI
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>MBK5922787.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]IM796
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSVLLDA
WPEGRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>MBK5922788.1 hypothetical protein CCR90_03135 [Rhodovulum sulfidophilum]IM796
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>MBK5922789.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]IM796
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>MBK5922790.1 hypothetical protein CCR90_03145 [Rhodovulum sulfidophilum]IM796
MGIEETHRTRGRVIERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRAAQDNLT
EVLAGGGIEIAWEDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEARAWVTASPEDLSALNADPRVERVDDLLAVLAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVA
YWR
>MBK5922791.1 hypothetical protein CCR90_03150 [Rhodovulum sulfidophilum]IM796
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEADPLHLPPPPADSGFDMAEERDSTGQDFRLAVLRAMILAANSDGHIDSEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGA
>MBK5922792.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]IM796
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>MBK5922793.1 hypothetical protein CCR90_03160 [Rhodovulum sulfidophilum]IM796
MATRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGAHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEDERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSDPAR
>MBK5922794.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFVFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>MBK5922795.1 trypsin [Rhodovulum sulfidophilum]IM796
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKAAPRAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>MBK5922796.1 propionyl-CoA--succinate CoA transferase [Rhodovulum sulfidophilum]IM796
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKVAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>MBK5922797.1 ACR family transporter [Rhodovulum sulfidophilum]IM796
MTPRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGAGPLRRGFRRVLLQAMRFRWLTIALTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEADYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEA
>MBK5922798.1 hypothetical protein CCR90_03185 [Rhodovulum sulfidophilum]IM796
MSRLLALALALLPMTASADSHACNEGSAEIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDAAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRVAQVPVETGRRL
ADRIEITRGLAVGDEIVVKGAACLGEGQTVGPMVAP
>MBK5922799.1 hypothetical protein CCR90_03190 [Rhodovulum sulfidophilum]IM796
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAKGLSEGQAVVGAGSQYLFPGREVRPLETAK
>MBK5922800.1 tetracycline resistance MFS efflux pump [Rhodovulum sulfidophilum]IM796
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLASGVMVVCALVFALR
RAATADTGIRRRA
>MBK5922801.1 esterase [Rhodovulum sulfidophilum]IM796
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGADPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSEDGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALNERYASVPKHYIRCLQDHAIPPEYQATMTADWPADHVDTLDCSHSPFLAQPEALAALLLKAAAMS
>MBK5922802.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]IM796
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LESLAVRDCVFVGLSIGGMVAQGLAVKRFDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>MBK5922803.1 threonine ammonia-lyase [Rhodovulum sulfidophilum]IM796
MTIDQIEAAAARLSGKARRTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPVEPEGFDDVARSLASGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEGEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RYGNVA
>MBK5922804.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIREGRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALEGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHTPFLDEPAAVAAIATLLERIA
>MBK5922805.1 haloacid dehalogenase, type II [Rhodovulum sulfidophilum]IM796
MPITTCIFDAYGTLFDVSAAARRAATEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGVLRRAGKATAILSNGSPGMLGDAVSAAGMDGLFDDLLSVETVSIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>MBK5922806.1 hypothetical protein CCR90_03235 [Rhodovulum sulfidophilum]IM796
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPIPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLMTPAR
>MBK5922807.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]IM796
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>MBK5922808.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]IM796
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFGRIE
KEWGKLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>MBK5922809.1 beta-ketoacyl-[acyl-carrier-protein] synthase I [Rhodovulum sulfidophilum]IM796
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRKVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>MBK5922810.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabA [Rhodovulum sulfidophilum]IM796
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>MBK5922811.1 transcriptional repressor [Rhodovulum sulfidophilum]IM796
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>MBK5922812.1 hypothetical protein CCR90_03265 [Rhodovulum sulfidophilum]IM796
MAGCYNGLADFLARADKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGVWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>MBK5922813.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]IM796
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAESYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSVE
>MBK5922814.1 hypothetical protein CCR90_03275 [Rhodovulum sulfidophilum]IM796
MPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPEWHKGHYTYLIRTFWIGLLISFVGLILTFVGIGVLVLIACGVWYLV
RTIKGLLRFNSRRPIDNPTTWLI
>MBK5922815.1 phosphate starvation-inducible protein PhoH [Rhodovulum sulfidophilum]IM796
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GETAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>MBK5922816.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]IM796
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LADPYD
>MBK5922817.1 magnesium/cobalt efflux protein [Rhodovulum sulfidophilum]IM796
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGNDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAASA
>MBK5922818.1 hypothetical protein CCR90_03295 [Rhodovulum sulfidophilum]IM796
MRSARFRRVFARPAWPTWAAFGLGLGLAQGQAPWSLWPLALCALAGLIWLVARGGTPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGRWPSFWRCLRPNSRAAMC
>MBK5922819.1 hypothetical protein CCR90_03300, partial [Rhodovulum sulfidophilum]IM796
MLTGFPWALPGHVWIGAPQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAG
>MBK5922820.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]IM796
MAGLGLWGWVREAARVPAEPADPPQVRLIQPNAAQHLKWRRDMIPVFWDRQLAYTAEPGDPPPDLIVWPETAVPFWLGNA
GDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGAGGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYA
PGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARPRWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTG
VSAVIDGRGRVLASLPLGRAGQITAPLPPALDETPYARTGDAPVLILLCLGLAFFVATRAMK
>MBK5922821.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]IM796
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>MBK5922822.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]IM796
MARPMSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGR
EVWLEVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDP
WPKTRHHRRRFVTREFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRPWGDWISTRYEQKALR
EGRMPHYLTFRRR
>MBK5922823.1 hypothetical protein CCR90_03320 [Rhodovulum sulfidophilum]IM796
MSDIRITNCHIHTFTAVHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGLEAQHRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEV
>MBK5922824.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]IM796
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGDATCATHL
DHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>MBK5922825.1 aldehyde-activating protein [Rhodovulum sulfidophilum]IM796
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEQCWFASSAGAQRGFCPVCGSNMFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>MBK5922826.1 cytidylate kinase [Rhodovulum sulfidophilum]IM796
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGIETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>MBK5922827.1 hypothetical protein CCR90_03340 [Rhodovulum sulfidophilum]IM796
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELRPGDLDNHLRRDIGLPPLPEPWSEPPRWM
>MBK5922828.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]IM796
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>MBK5922829.1 integration host factor subunit beta [Rhodovulum sulfidophilum]IM796
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>MBK5922830.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]IM796
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>MBK5922831.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]IM796
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>MBK5922832.1 hypothetical protein CCR90_03365 [Rhodovulum sulfidophilum]IM796
MRGLLGLIALLAVAGLGLAFTKPTETAFEAALEARLLARIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>MBK5922833.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]IM796
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>MBK5922834.1 hypothetical protein CCR90_03375 [Rhodovulum sulfidophilum]IM796
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>MBK5922835.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]IM796
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LSPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGAAAPKTPAGSAAPRPSQAEAATEDSRTPLQKLADRFR
>MBK5922836.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]IM796
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>MBK5922837.1 hypothetical protein CCR90_03390 [Rhodovulum sulfidophilum]IM796
MRYPVLSSFLTPLGLAVLLIVVFGLSNGPARGGSGVPPVDPGLAAAVAGDWEAEPADLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSTGATEMHRFCMRLP
GVFGSIDPDILWREVEAMLR
>MBK5922838.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]IM796
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEEASPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>MBK5922839.1 alpha-hydroxy-acid oxidizing enzyme [Rhodovulum sulfidophilum]IM796
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRARDANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>MBK5922840.1 hypothetical protein CCR90_03405 [Rhodovulum sulfidophilum]IM796
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPTPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPLLFWAVNGF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>MBK5922841.1 nitroreductase [Rhodovulum sulfidophilum]IM796
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLERPALTRLAELVRTQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPAHERAVLPEALGLGEAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>MBK5922842.1 hypothetical protein CCR90_03415 [Rhodovulum sulfidophilum]IM796
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>MBK5922843.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]IM796
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>MBK5922844.1 riboflavin biosynthesis protein RibD [Rhodovulum sulfidophilum]IM796
MVLALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGRQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRAAGIAVETGVLAEAATRDHRGFLLNRCTGRPMVTLKLASSFDGRIATAAG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLTALGRAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>MBK5922845.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKTLLARGARALVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGS
DTIRAGDTLGLTVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMV
TRLAGDGATVAVSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGD
RILIEEDTRDFTALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>MBK5922846.1 riboflavin synthase subunit alpha [Rhodovulum sulfidophilum]IM796
MFTGIITDIGTVRALTMKGDLTARIGCAYAADSIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>MBK5922847.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]IM796
MHYIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAVSPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>MBK5922848.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]IM796
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRDQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>MBK5922849.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]IM796
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>MBK5922850.1 hypothetical protein CCR90_03455 [Rhodovulum sulfidophilum]IM796
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>MBK5922851.1 hypothetical protein CCR90_03460 [Rhodovulum sulfidophilum]IM796
MPDPVSQPLSPPLAPGQLLARGVCRHLRDLGFASVKEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPPERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>MBK5922852.1 hypothetical protein CCR90_03465 [Rhodovulum sulfidophilum]IM796
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>MBK5922853.1 hypothetical protein CCR90_03475 [Rhodovulum sulfidophilum]IM796
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARAGEARPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDQAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>MBK5922854.1 hypothetical protein CCR90_03480 [Rhodovulum sulfidophilum]IM796
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVMVCAARILISLGNAF
GRVSGEAAQ
>MBK5922855.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>MBK5922856.1 cupin [Rhodovulum sulfidophilum]IM796
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>MBK5922857.1 hypothetical protein CCR90_03495 [Rhodovulum sulfidophilum]IM796
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLEGFKGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSGAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>MBK5922858.1 hypothetical protein CCR90_03500 [Rhodovulum sulfidophilum]IM796
MTGPRPSTSAARTAARSSPSSGPRSQPSARTATEARTGAAAAKAAPQRKERRVLDLLKDVRVVELTTIVLGPMAGQMLGD
FGADVVKVEAPNGDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGREILLKLIDGADVFLHNMRLQAVERLGLGP
AELMARNPRLIYCSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPSYVPGVIADKIAALYAASAISAALVGRGR
SGRGCEIEVPMFEVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSDGWIAVLPYTERHWRRTFEELGRGDVLAQ
PWFADATERSQHVGEMYEILGQEMPKRATEAWIATFERLDVPHSRVSGLDDLLGDPHLQAVGFFAPTDDLENRVRSVPQP
VRFRAQPSVPDRRAPELGEDGPALLAELGFGPEAIRRLEARGVLGRMAGSDKEEA
>MBK5922859.1 dehydratase [Rhodovulum sulfidophilum]IM796
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>MBK5922860.1 CoA ester lyase [Rhodovulum sulfidophilum]IM796
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVVIFEKAAARSCVLEALREPRGANRLWVRVNPLETSDFEADLDTALA
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETARAIFGLGSYAGLSSSLAGLTWGAEDLSAALGSARSRGE
DGTLTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLEAVRDGFTGKMAIHPAQVPIINRCFRPSEEEIEVA
RRIVEAFAAAPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>MBK5922861.1 acyl dehydratase [Rhodovulum sulfidophilum]IM796
MSGQAVLLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMAIKGAVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMVYEPLRLMQGR
>MBK5922862.1 hypothetical protein CCR90_03520 [Rhodovulum sulfidophilum]IM796
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLAGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLAELDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLATVSSATLTDLSQDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMHISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMTLRPFRRGIRAINLRDKLLTPAASEFLKRLVESGGRAEALPWAAEGAPGRPPYPR
>MBK5922863.1 permease [Rhodovulum sulfidophilum]IM796
MRRPPVPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWV
AGTIPIYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVL
INFVIVFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEI
GYMDWLLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIW
FDGFSVSIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIEAMSTAAVY
VVVIFLSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKY
GIVTCLIGGTVISVAVFTWFKLLGYGL
>MBK5922864.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]IM796
MRLILLRHGETLWNAEKRLQGHDDSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPSDERLRELD
MGEWTGLRKDALIAEKAELYGAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVGDAAPPRLEAYNLGEFAPDMDVAD
>MBK5922865.1 potassium transporter KtrA [Rhodovulum sulfidophilum]IM796
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAMREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>MBK5922866.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]IM796
MLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVILVLIQLGGLGLMTFAVLILT
MLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAGLWASLFHAVSAFNNAGFAL
YPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVWSTASFAALEWHNPATLGQF
DRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFIMLLLATYSFFRRHTAIDVF
GRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGDLDTGGRAVLMLVMFLGRVG
PLTLGFLLAVRHPRRVSYPAGTVYLG
>MBK5922867.1 chemotaxis protein [Rhodovulum sulfidophilum]IM796
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNREVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVKTDNEWYT
LPLSTGRSGITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDESGGKLISAALADGRMRVISDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELATGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEREQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTRFAEDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATG
AQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAASVSVRPRTETAISATAPTPA
AEFEPPKRAVNDAGWQDF
>MBK5922868.1 hypothetical protein CCR90_03550 [Rhodovulum sulfidophilum]IM796
MPSESTFLPRHRQIFFTCLSVFLVMLGCGVTIWKAVFADGPSRHLDTAWLIAGTDCLFNGMSPYDIDNFTACWADSLSQD
YMAPFVFPPGIFLLSFPMGLLPEAGARLYWSALGAATVPLLALALWQIARVTAVDGPARLLRACWVTLGVSIGGTAGALY
VGQPSVLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARAKGLLAGLVLLAAAALTLADPQ
VFSDYLHALEVHAGSPASKLARAELLYGLPGLLDWGRSHPRGIAILAVALVTSAAAGRALARRRPAQCDWSIPMLAGACL
AGAFVSAHKGYDFAVYALVLALAARLPRTVQALMLVPALLIWRPALLDLLPVPGTANHVVLLDAVLACSAGFLILYGLGQ
RARSQQSPVAAPVVPRI
>MBK5922869.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]IM796
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKVWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGHIWRVGHLLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELAYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>MBK5922870.1 hypothetical protein CCR90_03560 [Rhodovulum sulfidophilum]IM796
MTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPDNTVPRFDYE
AHLVAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAEWAAETLGRL
DRRPGSEGFVAALAGIDPGAPFDEATAQLLAAHFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPLPVPGGSTPR
GSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAWLTRFLTGKR
VEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAATAIAALRATVEETREQRGESYDCVRGTLMSTGRQ
AALYPGELPEDPALLLEPAREGAEDWLDGDYQVMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>MBK5922871.1 TIGR01620 family protein [Rhodovulum sulfidophilum]IM796
MTRRPVVFDLEDEEKVSARSARNAAPRPDPFSDPQEDEPPRGPADVPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>MBK5922872.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]IM796
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEEIGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>MBK5922873.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASAVLDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRTDLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGS
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSDAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDETLAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>MBK5922874.1 hypothetical protein CCR90_03580 [Rhodovulum sulfidophilum]IM796
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSKRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTELADDTPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>MBK5922875.1 recombinase XerC [Rhodovulum sulfidophilum]IM796
MSLALSPALRDALEAWLAEERALDGASEATIRAYAADLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFETTPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>MBK5922876.1 recombinase XerC [Rhodovulum sulfidophilum]IM796
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGNAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>MBK5922877.1 transaldolase [Rhodovulum sulfidophilum]IM796
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>MBK5922878.1 primosomal protein N' [Rhodovulum sulfidophilum]IM796
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQALCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGVSRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VDGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKSVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>MBK5922879.1 lipocalin [Rhodovulum sulfidophilum]IM796
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLREMGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>MBK5922880.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>MBK5922881.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]IM796
MPTYSALTTLTAKKAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>MBK5922882.1 hypothetical protein CCR90_03620 [Rhodovulum sulfidophilum]IM796
MGMRIHITGASGVGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDP
LVPWFSHVVFLTLPPARRLAQLRQREHLRYGDAIRPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIR
LDASAPPAALVETAIAALDQTVGAA
>MBK5922883.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]IM796
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTAAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGENT
>MBK5922884.1 hypothetical protein CCR90_03630 [Rhodovulum sulfidophilum]IM796
MRLGIFGLVAPAAQFSASGGVYPGETAEDVLCTARFLAEHRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALVQN
LETGLMDHENETFRSAGHLSAAMRMLREVHRINRKPLKGASLTFEGVM
>MBK5922885.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]IM796
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPAAPNAPLPAD
>MBK5922886.1 NAD+ synthase [Rhodovulum sulfidophilum]IM796
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWCADRGPRAVLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAVAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQTAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNVHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLERDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>MBK5922887.1 NAD(P)H:quinone oxidoreductase, type IV [Rhodovulum sulfidophilum]IM796
MTRPKLAIIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>MBK5922888.1 carbohydrate kinase [Rhodovulum sulfidophilum]IM796
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEI
>MBK5922889.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]IM796
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDEGFETKMRPLAEKTRFIDDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>MBK5922890.1 neutral zinc metallopeptidase [Rhodovulum sulfidophilum]IM796
MTDPIRHGLPPSLDEIADIAAAARDALPEPFRGPARAVAIRVEDLASNEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>MBK5922891.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]IM796
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWPDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVRDEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>MBK5922892.1 hypothetical protein CCR90_03670 [Rhodovulum sulfidophilum]IM796
MTGASERLFLESSAAPDFECVLIDSTICKAHADTTGERGAKPAPGAIMTYVRSFDPEASNALQRMLSDRIGTVETAAEPT
GREAQRTARLFNRFEGTLSGLEGHSDDLRAGKAVMLEEARFAEGQGRIRAFDIAFGGGGLVLDGPDRGQHLQDLGLPDVR
NRHPTDFRKSIFSQRLDPLLGMLGILPGWEPLDVNGAGNLFKARYYDILVELWVHAGQALPAEVVDDAQNPETTPV
>MBK5922893.1 hypothetical protein CCR90_03675 [Rhodovulum sulfidophilum]IM796
MRAATADARRQRLPMSPDLMRRHLRIEQTNPELLRRIAVHEAGHALAAELLVPGSVVKLSLSDRDGRTERRSTFVELTV
>MBK5922894.1 hypothetical protein CCR90_03680 [Rhodovulum sulfidophilum]IM796
MAVMLRGITWNLRKRVPARYSEVEPRKELWLSLHTDSKAEAEAKAPAIWRAQIEAWEARLAGASEDAEKRFQAAQDLAGK
RGFSWLPLAAVTHSPRADLLKRIEAIPAHDHQPNRQEAAAILGAVPAPEITVSRAVEHYWSLTRDRVADKSPDQLRRWRN
PRIKAARNFITLLGDKPISAISGEDMLAFRGWWLDRIYDEGLSANSANKDLTHLGDIRKTVNKMKRLGLVLPLGDLALKE
GKARPRLPFSSDWIREHLLAPGALDGLNEQAGAIFLLMINTGARPSELAALSAGAIHLQANTPHIEIIGENRQLKSVNAE
RKIPVLGLSLDALRDFPEGFDRYCARALAFISRHCTRSFEMFTRVSFLDPISAYALRSACPSFARTLCFSSSDSRCMSAG
PSQPSPLWPSPSSRSICRTSPAARARSLSLSPPAPPEIVPRTSRSAARPAIRIRSSFSIS
>MBK5922895.1 hypothetical protein CCR90_03690 [Rhodovulum sulfidophilum]IM796
MLPFYRVVDQTQVKRLLDLAIVVVQRRVKKLITRRQEASGMGHLQRDERERLSEIVTIGLDLAKNLFQVHGADRQGNAGL
RKKLGRAQMLGVLRQVAAPPSRDEVWGGAHFPGGGSWQSRAMISASSPLNM
>MBK5922896.1 hypothetical protein CCR90_03695 [Rhodovulum sulfidophilum]IM796
MSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEEAAITALHEIIDAREDRRTD
ERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKASANRSLVAAGLLIAEYLSV
ESHADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>MBK5922897.1 cold-shock protein [Rhodovulum sulfidophilum]IM796
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>MBK5922898.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]IM796
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKERKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>MBK5922899.1 hypothetical protein CCR90_03710 [Rhodovulum sulfidophilum]IM796
MPAADCDPDSFHSEAALSPQEDISMGMLEWLEPGIYGAVIAAAILATGGFTRAGRAALSGVPASDRVLARACPAAPGVAA
SPRRPDVTGENA
>MBK5922900.1 hypothetical protein CCR90_03715 [Rhodovulum sulfidophilum]IM796
MNGFIATVGLRIPGTSLWMAAMLAVGMVASLAFPALAQDGTGTVPENAVARNYDGGWDCTPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRG
FTASSGACVPIAVPENGYLTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAINLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>MBK5922901.1 transglutaminase [Rhodovulum sulfidophilum]IM796
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFGHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPGILTQFDVWTWDAEADPTEAVPVFRV
>MBK5922902.1 hypothetical protein CCR90_03730 [Rhodovulum sulfidophilum]IM796
MIDAPIDLDGHRSAAGQHDAEMRRRPVNTEPDSGQSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>MBK5922903.1 transglutaminase [Rhodovulum sulfidophilum]IM796
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADYTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVQVSVCQDGAPR
>MBK5922904.1 hypothetical protein CCR90_03740 [Rhodovulum sulfidophilum]IM796
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>MBK5922905.1 hypothetical protein CCR90_03745 [Rhodovulum sulfidophilum]IM796
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPVEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLIW
RSEALLAQLELISFPERRTVWTTFQRVGDSAEAVRAAERDAVGHILRRLGAAHRMGPDQVGSPPPRQGAGGLPELSCLMG
IHRYLATPAAPAHAELGLCLGRLVERHPGLGEAWAALALVRLDEARFGRNLRSGSDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAARKAVRPLDPSGSRVERLLFGLAEARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>MBK5922906.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]IM796
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGYAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPEGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLIPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>MBK5922907.1 glucan biosynthesis glucosyltransferase H [Rhodovulum sulfidophilum]IM796
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPANAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILIGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>MBK5922908.1 hypothetical protein CCR90_03760 [Rhodovulum sulfidophilum]IM796
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALNVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVFLWAQIPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRVA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDLALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVDPVAGPVAD
PVTAPAGPLPQAASVAAAVPCPDCSADPLPATTLPSAGRAPGLQPAE
>MBK5922909.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGQAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAMGVALVWAYGTLRGRLGIGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEDLKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>MBK5922910.1 hypothetical protein CCR90_03770 [Rhodovulum sulfidophilum]IM796
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALSVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATAARGRG
NA
>MBK5922911.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MGPERSAGRPTGKLAGKLVGAFAAATAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAIEARSGGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLRPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDRHTRFGTTTFQMSMNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFH
TALAPVVERWIEDAERRGIDGAALVARARAAIAAHESR
>MBK5922912.1 cold-shock protein [Rhodovulum sulfidophilum]IM796
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>MBK5922913.1 hypothetical protein CCR90_03785 [Rhodovulum sulfidophilum]IM796
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGVGAVLGLAPAGSDVGSSPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRALPRPARDAG
>MBK5922914.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]IM796
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAVTALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQTKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
RAVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAETAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFVSA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>MBK5922915.1 NnrU family protein [Rhodovulum sulfidophilum]IM796
MGGWGEFAAAYALFLLSHALPVQPGVQAVLRRRLGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALVIGRWRPSGPPPLWRLVLGLALWAGLLAAHRPVIGVSPLPF
>MBK5922916.1 hypothetical protein CCR90_03810 [Rhodovulum sulfidophilum]IM796
MTKTQNRPRLASWRDAETDSDKTDIIPVALVSLDDATERRANLRQAGFPADWVEGYWPASDLRNADEAHLAEIADMEHFV
RSIGRRPLPGEIGCALSHRRVMEWLANSDHPLVLIFEDDARPADPRAFDVLPEILMPLFEHGRQGASFILHLGVKRRRRP
KTVNRVLAGCGVGFWHRWIVRDAGKDHSIWLTHAYVISREAARRTLAVETPIRTVADDFMRRGQEGLHDHFLYSEPGLFL
QPPDSGSMIDPTEVIRKVHIKPKRKSWKKPEQPNAMGKLKIMDRLRRLSSETFHL
>MBK5922917.1 pyruvate carboxylase [Rhodovulum sulfidophilum]IM796
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEALAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>MBK5922918.1 hypothetical protein CCR90_03820 [Rhodovulum sulfidophilum]IM796
MSRYRIILSGLALAVLAACGTPERPETGVPKRITPEMLPQAPETSAPACRAEMAARFHQPEAGIFQVGAGPTAAGFRIDM
KTAGRDGTWRCQITRDGRVVTVTPISST
>MBK5922919.1 DNA helicase II [Rhodovulum sulfidophilum]IM796
MCPIDDSDAFETAAEVPLSVRASVRGMAARAAPYLDGLNPAQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLCTGAA
RPNEILAVTFTNKAAREMKERVGRLMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDKDDQLRLIKQLIAAES
VDQKRWTDRWFALHIENYKNRGLSYDKVGQSGGPEVERLPNACRDGTGYKRTVGQIYVQYQDRLKTLNAADFGDLLLHMV
TIFQAHPDLLEQYRRWFRYIMVDEYQDTNVAQYLWLRLLAGGHRNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVI
RLEQNYRSTPHILAAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRPFSLDDMAI
LVRASHQMRAFEDRFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQAMARA
EGVPLVEGARLLLEGGGLGGKGGAALRKLIARLEDWHFLVANKGSEDALKPVRDEISDLASLDFSDLPDEEREVFERRRK
SQIALLERRAEILQGNQVFLAEDILDDSGYTAMWQADKTPEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEAS
GAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDETGLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQL
PSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIEARASRADVYNSPGWQRLQSRNAGRAPAAPSRGARGGGVVID
AEALPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAGAKKVVARFVVAAASADDVPF
>MBK5922920.1 sodium:proton antiporter [Rhodovulum sulfidophilum]IM796
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIASRLIGGGMA
>MBK5922921.1 cell division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]IM796
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>MBK5922922.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase [Rhodovulum sulfidophilum]IM796
MAAADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VSFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>MBK5922923.1 cell division protein FtsI [Rhodovulum sulfidophilum]IM796
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLTRLGLLDPSPVE
LVEAAGTRPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGLLVRPTLLAGGDKPGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEVIRRAAPLLGLRPEIEQAPGFGVTLTAN
>MBK5922924.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]IM796
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
DSKAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRSEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>MBK5922925.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]IM796
MSALWTAAEALAATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVEESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLLREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
ISFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>MBK5922926.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]IM796
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLFHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGAIAYAVGRVDFTDYLEVHYVPGTGEI
LVFTAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>MBK5922927.1 hypothetical protein CCR90_03870 [Rhodovulum sulfidophilum]IM796
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>MBK5922928.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]IM796
MIPVRGVEGQKMAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHRGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGMGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARLGG
>MBK5922929.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]IM796
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHATPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALAL
>MBK5922930.1 ornithine decarboxylase [Rhodovulum sulfidophilum]IM796
MELSGHIWPGLLEMTMHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANP
AREIVERLVGLGCHFDAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLMLFAADAEEELDKIAEHAPGAEVY
IRVLVTATEADWPLSRKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLL
NIGGGFPAFYGEEVQPPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFS
GLAETMDEAIRYQFATDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPL
DVVVI
>MBK5922931.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MEGLRLEDIAIARGTEPLIAVDAHIAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSQRGRKARRARIEAALEEIGLPGFAERDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDAALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLGA
>MBK5922932.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGSRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLITPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELAAARLGRRWVESGARRLAEPLLRATGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>MBK5922933.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MRRFVPLAVTLGLLAGPAVASDPADWPSVLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDVLGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWAARFGMA
P
>MBK5922934.1 aspartate kinase [Rhodovulum sulfidophilum]IM796
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>MBK5922935.1 L-ectoine synthase [Rhodovulum sulfidophilum]IM796
MIIRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>MBK5922936.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]IM796
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLARKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>MBK5922937.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]IM796
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>MBK5922938.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>MBK5922939.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]IM796
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>MBK5922940.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]IM796
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>MBK5922941.1 hypothetical protein CCR90_03940 [Rhodovulum sulfidophilum]IM796
MARRLISTGSPFEARIGYSRAVVDDGWVFVAGTTGYDYATMTMPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPVLSEAFARARPAATMISAGLMEPEMKIEIEATARLSA
>MBK5922942.1 hypothetical protein CCR90_03945 [Rhodovulum sulfidophilum]IM796
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
ATHPEAARGTP
>MBK5922943.1 hypothetical protein CCR90_03950 [Rhodovulum sulfidophilum]IM796
MTLTKTFGKTLTMAALGLTLAFAATPAAAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEP
PEAALAPQPPAGLSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLLEGVGVARPGAMARDLLDRRARVWSF
>MBK5922944.1 hypothetical protein CCR90_03955 [Rhodovulum sulfidophilum]IM796
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLRRMLRP
EG
>MBK5922945.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYDHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>MBK5922946.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]IM796
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAKEHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKRVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>MBK5922947.1 NAD(+) kinase [Rhodovulum sulfidophilum]IM796
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPGKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>MBK5922948.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEDIGGAAKPIQVEDLIGRTLAEIEQLVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>MBK5922949.1 hypothetical protein CCR90_03980 [Rhodovulum sulfidophilum]IM796
MLPMPERTAPGDKSLGLAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQ
LARLTDETLALVSGDELDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNA
MKYSSAGTVRLKAHMGPRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAE
GGAEVSVILPRAAWAPGVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLA
LIDIEMPRLSGIDVIRRLRTAEGDGPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCT
PLSESPPPFDALHLDRLLALAGPEDGRELLIRMHDDLETVRDGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAE
NLNAAARRQDNTEVGRLCPRIVEHIEALCTALKAEFGSRYNKAGA
>MBK5922950.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]IM796
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>MBK5922951.1 cytidine deaminase [Rhodovulum sulfidophilum]IM796
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENVAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>MBK5922952.1 thymidine phosphorylase [Rhodovulum sulfidophilum]IM796
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASESDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>MBK5922953.1 phosphopentomutase [Rhodovulum sulfidophilum]IM796
MTRAFLAVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGPLKLPHLDALGLGAAIRLASGEGAPG
LGAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREVPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHAMRIGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWAQAAGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGSRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>MBK5922954.1 adenosine deaminase [Rhodovulum sulfidophilum]IM796
MTELPKIELHHHLEGAAPPALIRDMARAQNLDISRIFDADGGYVTGDFLKFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVEHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>MBK5922955.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>MBK5922956.1 hypothetical protein CCR90_04015 [Rhodovulum sulfidophilum]IM796
MRFPIYCQAVTVVLALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PTRRRAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMTGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVVTGR
>MBK5922957.1 hypothetical protein CCR90_04020 [Rhodovulum sulfidophilum]IM796
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICDG
>MBK5922958.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]IM796
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAATGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGHHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>MBK5922959.1 hypothetical protein CCR90_04030 [Rhodovulum sulfidophilum]IM796
MVFRIDFLGTRPVSELVAAAGDAAGALPPVGLVRGFRAGTRVATGDGCRPVELLKPGDCVLTVERGSQPVRRIERGCLWR
GPSTCPPPLWPLEVPAGALGNRRRLTLLPEQRVLIEAARAAETHAERFALLPARMLAGVMGIRRVAPPAEVCVVSIAFDA
PATVYANGAARVHCPSWQGEGAGATGRPEDLRPELPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>MBK5922960.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADHAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKLWDEKGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITGLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRSGLWNGLAARFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>MBK5922961.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]IM796
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEDRFARSIVPVKDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>MBK5922962.1 glutathione S-transferase [Rhodovulum sulfidophilum]IM796
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALLTLERVLQDRDWLVGGGPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>MBK5922963.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPAGAADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFELVKAFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>MBK5922964.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>MBK5922965.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>MBK5922966.1 thioesterase [Rhodovulum sulfidophilum]IM796
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>MBK5922967.1 thioesterase [Rhodovulum sulfidophilum]IM796
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>MBK5922968.1 MATE family efflux transporter [Rhodovulum sulfidophilum]IM796
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
WHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>MBK5922969.1 succinylglutamate desuccinylase [Rhodovulum sulfidophilum]IM796
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVVPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCPVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>MBK5922970.1 cobalamine-related hypothetical metal-binding protein CrdX [Rhodovulum sulfidophilum]IM796
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAEDSGD
>MBK5922971.1 hypothetical protein CCR90_04090 [Rhodovulum sulfidophilum]IM796
MKTILVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVPQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRNSTADVLAVPPGAA
>MBK5922972.1 sodium:proton exchanger [Rhodovulum sulfidophilum]IM796
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVIFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETITTRLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGATSGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARTLGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>MBK5922973.1 carbonate dehydratase [Rhodovulum sulfidophilum]IM796
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGSEAGSGAATDPELLAALARAAALC
NDAVLHEEGGVWRVEGDPMEGALLALAGKIGAPGGDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCAD
RMAPGGGTAPIVPADWHRKVGELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSA
GIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTG
DGVNDAPALKRADAGIAMGRKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFA
GMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHD
PALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIV
GIGAVFFALIETEKQMRLAFRRGQHGT
>MBK5922974.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLHSDSYRLLAEALQAAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLLVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWNGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRVDLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>MBK5922975.1 ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PDGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>MBK5922976.1 amino acid ABC transporter [Rhodovulum sulfidophilum]IM796
MMLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>MBK5922977.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>MBK5922978.1 amino acid ABC transporter [Rhodovulum sulfidophilum]IM796
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVKPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>MBK5922979.1 hypothetical protein CCR90_04130 [Rhodovulum sulfidophilum]IM796
MRHIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAVHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>MBK5922980.1 urocanate hydratase [Rhodovulum sulfidophilum]IM796
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>MBK5922981.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>MBK5922982.1 CoA transferase [Rhodovulum sulfidophilum]IM796
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRTGAGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
DSDHATARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>MBK5922983.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]IM796
MTPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWDTTPDAAEAARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGILP
DFNIGTASGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>MBK5922984.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]IM796
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDSATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYEDETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
ALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDRYL
APDLARAQALIETGVLVAAAGLEMAE
>MBK5922985.1 imidazolonepropionase [Rhodovulum sulfidophilum]IM796
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAQAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPVKLHAEQLSH
LGGSQLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>MBK5922986.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]IM796
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAAYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRAGRHVRRDEIVAGYAAAMRRLRDGL
>MBK5922987.1 hypothetical protein CCR90_04170 [Rhodovulum sulfidophilum]IM796
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>MBK5922988.1 universal stress protein UspA [Rhodovulum sulfidophilum]IM796
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>MBK5922989.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILVLFAVYSWAYAVRNGVPTEPRVSWGERLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>MBK5922990.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRRRPGQPASRPRPFPARHRPPPAGRNVRKLPLSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGVLGK
IDAAIARVESVLLATGVLLMALNTVANVVGRYLFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRA
RKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRVLPALQIPVWTTLVIVPIGLFMTGMQYLLTAVKNAISRDVYLSTA
VLEGYDDDETEV
>MBK5922991.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>MBK5922992.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATIQRRDDGVRAWLRHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAALA
AHLGHAEDPVADARAGAEAILAATLPVARQHGLPAARTGAPP
>MBK5922993.1 hypothetical protein CCR90_04200 [Rhodovulum sulfidophilum]IM796
MPKPTDRAGTRPAMPAPTSPRSRPLRLAIAGLGPRGLGALEALAARLTQPGSSVAIDIFEPGPWPGAGPNFAPGQSPLML
LNIPIRAVDIDPPGPATARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLTANLPEGVALSRHETAVLRLERSGTGW
YLESAAGRFGPYDEVLLAPGQPRSAPDPQLARWQDHARRTGAAVLPAYPADRLLKAAEDWAGASVAIRGLGLSTLDVVRL
LTLGRGGRFEDGRYLPSGREPARILPFSLDGLPPWPKPASAGIDARFAPLPTESRDFEAALERALGAAPEAALEAISAAL
EPAARRVLEAAGADPDGVAAWLAAERAAPASQESRDPAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAVNPGTA
SPQTVAALIGFDEGLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVSVMIDAVLPSPAL
ERLEEPILAGLRDAGRVAAVGEGLGIRTRPDAQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDR
AALGAARTASPG
>MBK5922994.1 hypothetical protein CCR90_04205 [Rhodovulum sulfidophilum]IM796
MNRFFRRLFPLLLATLFLSSLPAQAQTAPAAEDAPGAEARALIDILRNDSAREALIAELEQAAGRGAADQDRAAAPPSEA
AGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRKAAGQGLLRRLVPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLVVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPEAQTEPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVRLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGIGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQVAEQGA
>MBK5922995.1 hypothetical protein CCR90_04210 [Rhodovulum sulfidophilum]IM796
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGVAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARVERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>MBK5922996.1 hypothetical protein CCR90_04215 [Rhodovulum sulfidophilum]IM796
MRSPFNSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVARRAREVEPAPDLADPGLIAL
GARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVVAFLRQ
LPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAGPIEDYLYAAPSTGWRPIGLQDVPVAYCAACHGADGT
GAPTGGQAPNLAILDADTIAGRLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGAVLARR
GDFARALPACGACHGGEAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATYLAGLP
AGDPLVPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQQAAHE
MTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAGAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQRARYL
EDRLDYFAGDAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>MBK5922997.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>MBK5922998.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]IM796
MSDRQIFSEFSDSPFPRNALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHTDGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPTDLQVQLPD
>MBK5922999.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGADERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFDWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELAPDQTARAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRAPGAGPAVGIESRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>MBK5923000.1 hypothetical protein CCR90_04235 [Rhodovulum sulfidophilum]IM796
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGHGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>MBK5923001.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]IM796
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGLAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDTAGDLVLREIRTIEIDA
TRVEKGGYKHFMAKEIAEQPAVLGDALQHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLAALQAMPARFNAALALHEPIRRLAERLAETTDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPDASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>MBK5923002.1 UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVSEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVITADCATLFELIGALSNDNAAGEYYLTDVVGLARARRLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARAEALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGEQANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKSKR
>MBK5923003.1 haloacid dehalogenase [Rhodovulum sulfidophilum]IM796
MRTVIFDLDGTLADTSRDLIDAANACFEALEQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>MBK5923004.1 aminotransferase [Rhodovulum sulfidophilum]IM796
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
GPCEPVLTNAFTLAPVPGAIASLGARPVLVEVTPDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AEMPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGVRGCPGITLIERPAAERFVGSSFQFRLSGWPPECIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEALPQTDRVLAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>MBK5923005.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MSVSRRAVAVAAVYLGTFMATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGV
AFFTLGSAICATADSLATLIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYA
GWPSIFLVNLPLGIVALGLGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLA
FIAVEMRTARPVLPVDLLRQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKL
TRRFGMNRVMIAGYVLLGGSMLVMVSFTPSTPYGIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQG
GMTVGIALLGTIMSARAVASLKGVLAQSGVDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILG
LAAAGVVALSSRRQ
>MBK5923006.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]IM796
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLATPALSQETKPRKDANASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEAAHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSNLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQAAMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVPPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>MBK5923007.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MQESYLSRRNMVRGGLAIAALCLGSAPRAARSGRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPEDPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEIFAELDPEDTFRELHARFLPVPYESGYWLSLDGGAS
>MBK5923008.1 iron-siderophore ABC transporter permease [Rhodovulum sulfidophilum]IM796
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>MBK5923009.1 ferrichrome ABC transporter [Rhodovulum sulfidophilum]IM796
MTGLLNLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEVAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDDELDVVTQMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDILSPTLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGEEHD
>MBK5923010.1 hypothetical protein CCR90_04295 [Rhodovulum sulfidophilum]IM796
MRHEVQRPSLVRALRDTAYRSAENESWLATNGMKSEIHRKKPRGRSMSKRTSKANGHKSVVRLKVEHVFGHQKDRMGLFM
RTIGLARARATITLANMAYNMGRLRGLLSRSAPA
>MBK5923011.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSAAEKLFLSQGVDATTVNEIVESAKVAKGTFYHYFSSKNEILAALAKRYTEHFLKSVQEAIDGCSPDDWEERLRVWIHA
NIETYVKTYRIHDIVYTAHHHHDRANQAKSAILDQLLEIIEGGRLAGVWAPNQPKIVALLIYSGVHGATDDIIASKTEDC
TSFARSVSDACLHMLPRIGVVTCPLNLLD
>MBK5923012.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]IM796
FYRALDLPVKAVLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVERFNGTVLEEVFRVKMRETFYETVEAL
QADLDAWLVHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5923013.1 hypothetical protein CCR90_04310 [Rhodovulum sulfidophilum]IM796
MEAVPNARRSVDFMHDQLTSSRRLRILNVIDDVPKECLAAVVDTSISRRRVARELSALVATHGSLGMIISDQGTEFISNA
MLEWTQQSGVPWHFIAPG
>MBK5923014.1 sulfurtransferase [Rhodovulum sulfidophilum]IM796
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>MBK5923015.1 Sec-independent protein translocase TatA [Rhodovulum sulfidophilum]IM796
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>MBK5923016.1 twin-arginine translocase subunit TatB [Rhodovulum sulfidophilum]IM796
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDKTSDA
>MBK5923017.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]IM796
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>MBK5923018.1 AAA family ATPase [Rhodovulum sulfidophilum]IM796
MTEQPQELRFGPEAADSLKRIAEALERRFPAPAAAPDFASAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVCYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQNEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>MBK5923019.1 hypothetical protein CCR90_04340 [Rhodovulum sulfidophilum]IM796
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAANK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>MBK5923020.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]IM796
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>MBK5923021.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]IM796
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>MBK5923022.1 hypothetical protein CCR90_04355 [Rhodovulum sulfidophilum]IM796
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>MBK5923023.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>MBK5923024.1 colicin V production CvpA [Rhodovulum sulfidophilum]IM796
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPSVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>MBK5923025.1 DNA repair protein RadA [Rhodovulum sulfidophilum]IM796
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTITEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPKRSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>MBK5923026.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]IM796
MQDDLEIGIDARGVARVTLRREDKHNALSANLIAGLDGAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>MBK5923027.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]IM796
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>MBK5923028.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]IM796
MTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRASPR
QSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLYGLL
QLQRKIRRTGTIVR
>MBK5923029.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]IM796
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>MBK5923030.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]IM796
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVLDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFEFDIPVGKNGDCYDRYLVRMEEMRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFISKGHMLADVAAIIGTLDIVFGE
VDR
>MBK5923031.1 NADH-quinone oxidoreductase subunit E [Rhodovulum sulfidophilum]IM796
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>MBK5923032.1 NADH-quinone oxidoreductase subunit F [Rhodovulum sulfidophilum]IM796
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQVCEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>MBK5923033.1 hypothetical protein CCR90_04415 [Rhodovulum sulfidophilum]IM796
MTAVISPLGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAT
RLGYPDAEIRAFVEDKAEKDRVETAARNWLTAHGVRLDEPPSYCPVGLAEIRSRTEIGRLLRARQ
>MBK5923034.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]IM796
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVDGLGGTVECRTDGAKLPAGNRSAYVGTAAIEDIDSARLIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPLAAE
>MBK5923035.1 hypothetical protein CCR90_04425 [Rhodovulum sulfidophilum]IM796
MRAPDGVGGLDDYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPT
V
>MBK5923036.1 NADH-quinone oxidoreductase subunit H [Rhodovulum sulfidophilum]IM796
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>MBK5923037.1 NADH-quinone oxidoreductase subunit I [Rhodovulum sulfidophilum]IM796
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>MBK5923038.1 hypothetical protein CCR90_04440 [Rhodovulum sulfidophilum]IM796
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>MBK5923039.1 NADH:ubiquinone oxidoreductase subunit J [Rhodovulum sulfidophilum]IM796
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>MBK5923040.1 NADH-quinone oxidoreductase subunit K [Rhodovulum sulfidophilum]IM796
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>MBK5923041.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]IM796
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMASLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDKVNRFYGVPSHEVAAAAGEHGGIAAEGAAALPGQGAIYTAPDNHAMENAHEAPQWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>MBK5923042.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]IM796
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>MBK5923043.1 NADH-quinone oxidoreductase subunit N [Rhodovulum sulfidophilum]IM796
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>MBK5923044.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]IM796
MRSLRPRPLSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAP
GCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAM
IEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDE
DGQLVIETPGGRRAIAAADVFF
>MBK5923045.1 pantothenate kinase [Rhodovulum sulfidophilum]IM796
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICDRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>MBK5923046.1 MBL fold hydrolase [Rhodovulum sulfidophilum]IM796
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>MBK5923047.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]IM796
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNTRHE
GDAEAAAAPAVQAAAPASPERSEEPRESARPPRNERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGD
HMPAFLLRSFKPRTEAEPAAADEQVEQNAE
>MBK5923048.1 hypothetical protein CCR90_04490 [Rhodovulum sulfidophilum]IM796
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALVLIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>MBK5923049.1 hypothetical protein CCR90_04495 [Rhodovulum sulfidophilum]IM796
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMAHAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSLPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDAGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>MBK5923050.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]IM796
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCQVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVALNTWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>MBK5923051.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]IM796
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYDRFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GDKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>MBK5923052.1 hypothetical protein CCR90_04510 [Rhodovulum sulfidophilum]IM796
MRGDTGTILPEGLHHPAHWPDPEPPQVSIEGNAPPPLPEGAAPSDIAEQDGRLFLVNIAPPPRSDLETIHGDLREDLAAL
LASGAFDNISKGLGTALSRYAGIVDCAYADLNQVRFGVQTQALRLQLETHRQDLSDAAPEKTGDLEAALLSAELIAARLP
DWQTFLKETADERSPVAEHEKEITEAIENAAERMREDPAHFATALPERVSEYLNTATIEGYLAATALLNDLAFVAMAELR
RLVRDTGSEARKLAVKGLAFSVVTGLGATLTKLAGIMPAEFDWVLPWLRYIPTLFR
>MBK5923053.1 universal stress protein [Rhodovulum sulfidophilum]IM796
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDPALPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>MBK5923054.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]IM796
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVGVDLVANRVRARGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>MBK5923055.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>MBK5923056.1 hypothetical protein CCR90_04530 [Rhodovulum sulfidophilum]IM796
MLRRLLRGLHGGARAKGAAPQTAGARAAPLPDDTPFGEDLAGRAVAFLETTSGVRGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPEYLSFADAAGFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRRFVEDYLRRHGNDGASGRQGS
>MBK5923057.1 glycerol acyltransferase [Rhodovulum sulfidophilum]IM796
MKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGRLAVI
FPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRMTVGR
PIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>MBK5923058.1 aminopeptidase N [Rhodovulum sulfidophilum]IM796
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGRPVTPEITAA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSEHYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKDGTYTLHLEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARTAIARHLEQLWP
GIYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>MBK5923059.1 hypothetical protein CCR90_04545 [Rhodovulum sulfidophilum]IM796
MGVTILSFGRDLRVEDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAPLQVEI
GPPAEVLDRLAARWPVVRALALGALPPSEDWARRRGLPWRTVAAPRRPALPLGELTGPPGLVPGPIPEARDLGLGFDPCP
GRPRGGRSEAERALAAALAGSDPDAALSAHLAWGALSAGEAARAARLAPEEPGARRLASWLARRARFQRVPAADPAAVAA
PPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLNAGRRGLLAAVGCGQLGLDPGACCRVLARLSADHDPRLHGAQFR
AAAARRVDPLRWGRAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGPGRPTGSRSASPAARRQ
DSRQLAFDL
>MBK5923060.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]IM796
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVKCFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>MBK5923061.1 hypothetical protein CCR90_04555 [Rhodovulum sulfidophilum]IM796
MKRPFLIGVAGGAAVAAGLGGWLWLQRPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSENCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWRFGDMAPVPGVSTAEVASVVRFVREVQRANGIR
>MBK5923062.1 hypothetical protein CCR90_04560 [Rhodovulum sulfidophilum]IM796
MGRPDLPRPRRRDLSPAAPRVRIRLRRARPGDGAPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGKDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>MBK5923063.1 kynureninase [Rhodovulum sulfidophilum]IM796
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRLVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPDRRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVTPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARARAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>MBK5923064.1 hypothetical protein CCR90_04570 [Rhodovulum sulfidophilum]IM796
MWNWARVAAKSVIYGSPWAKDWRESAPGARGGTIQPLDRGPRDSLNGGGMRDGDPMARLLHYLDLPPVWLALFAGLAWAQ
SLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTGPYRFSRNPIYLADAVILLGLILIWD
ALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>MBK5923065.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit alpha [Rhodovulum sulfidophilum]IM796
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>MBK5923066.1 NAD(P) transhydrogenase subunit beta [Rhodovulum sulfidophilum]IM796
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>MBK5923067.1 hypothetical protein CCR90_04585 [Rhodovulum sulfidophilum]IM796
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>MBK5923068.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]IM796
MASLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAQAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALMAEVARIEAGMKAVHPEAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>MBK5923069.1 amidohydrolase [Rhodovulum sulfidophilum]IM796
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTDSEAYNVIPQTVRLKGTVRTLEEGMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRIDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDAAIPFGASWFVELVESRLAAG
>MBK5923070.1 hypothetical protein CCR90_04600 [Rhodovulum sulfidophilum]IM796
MTGVNGERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>MBK5923071.1 hypothetical protein CCR90_04605 [Rhodovulum sulfidophilum]IM796
MYWTHADWSALGNVLSGIGTIVGAIAVIWAARLGSGTFESWREQKISERRIDQAEWILIATYNARRSLGDLRHAAANLFA
RGSAQRDLQDGAEALTSEAAKAHSYYETFRETASLARRSLADCMPTAKALFDADLEQAIGELMKQFDIVFGDVGWRAELS
SDERQAKWKKLTPGVPSEDRNKMNATIAAQVEGICLPQLRAAGRKRRDAGPSV
>MBK5923072.1 phosphatase [Rhodovulum sulfidophilum]IM796
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>MBK5923073.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]IM796
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLGHYEAD
PATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLRAVCEQLGAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>MBK5923074.1 thioredoxin family protein [Rhodovulum sulfidophilum]IM796
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>MBK5923075.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]IM796
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>MBK5923076.1 ribulose 1,5-bisphosphate carboxylase [Rhodovulum sulfidophilum]IM796
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGL
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHIAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>MBK5923077.1 fructose-1,6-bisphosphate aldolase [Rhodovulum sulfidophilum]IM796
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAEGSLDPKTK
>MBK5923078.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]IM796
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGRDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAV
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMTERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>MBK5923079.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]IM796
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>MBK5923080.1 transketolase [Rhodovulum sulfidophilum]IM796
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSDKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAASAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>MBK5923081.1 phosphoribulokinase [Rhodovulum sulfidophilum]IM796
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>MBK5923082.1 fructose-bisphosphatase class I [Rhodovulum sulfidophilum]IM796
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>MBK5923083.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>MBK5923084.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]IM796
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGLEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASALRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSGVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMAREGIAPGPLEAEAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGSVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>MBK5923085.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]IM796
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>MBK5923086.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>MBK5923087.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MTGLDLSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>MBK5923088.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]IM796
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>MBK5923089.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]IM796
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGAWQGPPRLIEVRPDGLSLNGQAMASDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>MBK5923090.1 hypothetical protein CCR90_04705, partial [Rhodovulum sulfidophilum]IM796
ARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRLDDAALAAVRRAGRFPPAPEG
LGAPRYSFTLPLRFEWQG
>MBK5923091.1 formate dehydrogenase [Rhodovulum sulfidophilum]IM796
MTPEKLAYMANQIAIAFARLPAEEAEAAIAEHIDQFWDPRMRTRLLVLAETPDADLSDRVRGAAALIRRPETA
>MBK5923092.1 sulfurtransferase FdhD [Rhodovulum sulfidophilum]IM796
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRAEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>MBK5923093.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]IM796
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTQGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALAFTARRLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANSAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>MBK5923094.1 formate dehydrogenase [Rhodovulum sulfidophilum]IM796
MSLTLYLPRDAAALALGADEVARALQTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLDAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPEILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>MBK5923095.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]IM796
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDQIGHVPMAAYPALAEELGLSAAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>MBK5923096.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTSRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVASARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>MBK5923097.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]IM796
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTQLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAAPRREARG
>MBK5923098.1 RTX toxin [Rhodovulum sulfidophilum]IM796
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLVLQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>MBK5923099.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]IM796
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>MBK5923100.1 RNA polymerase sigma-54 factor [Rhodovulum sulfidophilum]IM796
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAIAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>MBK5923101.1 ferredoxin family protein [Rhodovulum sulfidophilum]IM796
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>MBK5923102.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPVSEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>MBK5923103.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]IM796
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>MBK5923104.1 nitrogen fixation protein FixA [Rhodovulum sulfidophilum]IM796
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSATITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEEPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>MBK5923105.1 hypothetical protein CCR90_04780 [Rhodovulum sulfidophilum]IM796
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLSQLDDDGVRAAAREALQKAHADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>MBK5923106.1 homocitrate synthase [Rhodovulum sulfidophilum]IM796
MTAPYVPDDFTPAPLPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAELARLVRLAVQAGFEVSVGAEDASRADIGFLA
QLTQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVVAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>MBK5923107.1 hypothetical protein CCR90_04790 [Rhodovulum sulfidophilum]IM796
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVIGRSLA
EARRLDANAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>MBK5923108.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]IM796
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>MBK5923109.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]IM796
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>MBK5923110.1 hypothetical protein CCR90_04805 [Rhodovulum sulfidophilum]IM796
MNTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>MBK5923111.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]IM796
MTARRLRLIEPETNMTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRIT
PKVEALSGCALLFVLAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYS
E
>MBK5923112.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]IM796
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPRQRNTDGRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVQALMALAGAADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKGGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>MBK5923113.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]IM796
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACSGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTIEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRILGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEETWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLTDRCEALIAEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATGLRPAAALE
DPAPGPVNDPKDFEDC
>MBK5923114.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]IM796
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>MBK5923115.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]IM796
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>MBK5923116.1 3-oxoacyl-ACP synthase [Rhodovulum sulfidophilum]IM796
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALADAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>MBK5923117.1 phosphate acyltransferase [Rhodovulum sulfidophilum]IM796
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>MBK5923118.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]IM796
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>MBK5923119.1 hypothetical protein CCR90_04860 [Rhodovulum sulfidophilum]IM796
MANTPEPPRKPAVTAPRSLRLAGRRGREPVDFVLTPDPEERAALAGRLGITSLKKLRFAGELRPEGQADWRLEASLGATV
VQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLAQVMEEALALALPLYPRAEGADLGEAV
FAAPGVAPMQDAELKPFAALARLRPSRDDAEGGGTPE
>MBK5923120.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]IM796
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>MBK5923121.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum sulfidophilum]IM796
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTAEGDT
>MBK5923122.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]IM796
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGTDADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>MBK5923123.1 elongation factor 3 [Rhodovulum sulfidophilum]IM796
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAYVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGHAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKSAASADAGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>MBK5923124.1 hypothetical protein CCR90_04885 [Rhodovulum sulfidophilum]IM796
MRPRQNRVTPLGAILADPARGLFMGNRGCLHDAEGRLGRARWRHKTWICCLTEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEEVPHLIRGAAALPWRP
AGYGARRARPAGKVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>MBK5923125.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>MBK5923126.1 porin [Rhodovulum sulfidophilum]IM796
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSVGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>MBK5923127.1 hypothetical protein CCR90_04900 [Rhodovulum sulfidophilum]IM796
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGTPVWKIGGKIFALMAPGSDRISVKCADPEFAAMLIETGRAGKAPYLP
RGGWISVGFGAQNADEMAHRLRESHATVRASLPRRVREGLD
>MBK5923128.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MTDIQLYNTRTRRKERFEPLDPDNLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADRVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGKKMSKSLGNFFTVRDLLEQGIVGEIIRFVFLGTHYRKPMDWTE
QKRKEAKGHLVKWRRLERHLLVAPMDEAEIAGRVDAGVIEALADDLNTPKALHRAIEMEKRLDSANSKADSDEVRNFFAT
LSFLGFKDLDTERRSRRAAIDRAVKGELLGGWTERLAAARAAAMESKDFAEVDRLRALLIDAGVEVRMSKAGVELLPGAG
FDPAKLEGAE
>MBK5923129.1 citramalate synthase [Rhodovulum sulfidophilum]IM796
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVAQGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGEKLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAYIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>MBK5923130.1 phytoene synthase [Rhodovulum sulfidophilum]IM796
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
TTELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGSGALMRASARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARRGLARLASARRAGVPAQAVPAARAAWRTGAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALVGRW
>MBK5923131.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHRAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>MBK5923132.1 3-methyladenine DNA glycosylase [Rhodovulum sulfidophilum]IM796
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWRRMKVARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALASAGIDFAALRGVPTEEMVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>MBK5923133.1 phospholipase [Rhodovulum sulfidophilum]IM796
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHIAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGVEGAE
>MBK5923134.1 pyridoxal kinase [Rhodovulum sulfidophilum]IM796
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGREI
GRIADLEAARTELGIAPGAHLIATGCALEDTPQGHIESVILGPGSTGDIGRHPTEHLPIALPGTGDLFAGLILAGIARGA
PLAAAVKTAQALTAEALRDARALGAGEVVLSGSGFRRALLTLGRAEMSCSAGRRRIRH
>MBK5923135.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]IM796
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENVSVGGATETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLTLTDRVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>MBK5923136.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRAPLALDIDRADGGPLFLAIAEAITRDITRGRLWPGARLPGTRALALELGVHRNTVDAAYQELRMQGWLQAAPARGTFV
AEDLPQTMTAPPAAPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPVFRSGADDGDARGTRALREALADYL
ASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDAD
PRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLSP
GIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLP
AGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSCPQA
>MBK5923137.1 hypothetical protein CCR90_04950 [Rhodovulum sulfidophilum]IM796
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNEAPEAKSPEALATAAQQDFAA
GDTVICDGWVLARSEAEFALACLRDDTA
>MBK5923138.1 hypothetical protein CCR90_04955 [Rhodovulum sulfidophilum]IM796
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDKAANVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQMPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>MBK5923139.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]IM796
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVIFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQSYDPGGSGPEDALMLLHRDGRRWR
EIRP
>MBK5923140.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]IM796
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEAGFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGSAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>MBK5923141.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]IM796
MQRSIGRSNDVTLSTIWERLDAQAGRAATRPLMALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPI
TDVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMA
ARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLR
ANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQ
LIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPS
TTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGARPETLDGSTAQLLDFIAAAG
>MBK5923142.1 hypothetical protein CCR90_04975 [Rhodovulum sulfidophilum]IM796
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>MBK5923143.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]IM796
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPAIGWPHMAATAALTLVYMAGGIPAGARALRALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAMGRARRAIEALMELRPDRTLRRRASGDTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGTDLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAA
>MBK5923144.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]IM796
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>MBK5923145.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]IM796
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>MBK5923146.1 nitrogenase iron protein [Rhodovulum sulfidophilum]IM796
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESRQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>MBK5923147.1 SIR2 family protein [Rhodovulum sulfidophilum]IM796
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAAGAEGKGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQTRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPRHAA
VIEGKLTRMETRFLDELGIERLDLPLAGLAEAFATTA
>MBK5923148.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]IM796
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>MBK5923149.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]IM796
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>MBK5923150.1 hypothetical protein CCR90_05015 [Rhodovulum sulfidophilum]IM796
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELATPPPAERNSDVDR
>MBK5923151.1 ferredoxin [Rhodovulum sulfidophilum]IM796
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>MBK5923152.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]IM796
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDELVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARNAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>MBK5923153.1 hypothetical protein CCR90_05030, partial [Rhodovulum sulfidophilum]IM796
PPAAFAPEPQDERARLVDAMERAGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>MBK5923154.1 nif-specific transcriptional activator NifA, partial [Rhodovulum sulfidophilum]IM796
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGAGGNGVNP
FAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVIGVLGA
WRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGDSPAIK
SVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQKKGRF
ELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPILL
PPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCI
>MBK5923155.1 cytochrome C peroxidase [Rhodovulum sulfidophilum]IM796
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYTDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>MBK5923156.1 hypothetical protein CCR90_05045 [Rhodovulum sulfidophilum]IM796
MACLPGPPANRQTGGSLTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTL
TALILPSRDRSRRPFPLACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVLSGDAPEPGLWTAAPPA
EEDRPVAQILTDLMGPIGAV
>MBK5923157.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDELTHKRQVLERAAARTGALEPKEALAEYGGFEIAMMTGAMIGAAA
AKKVVIVDGFIATAAALAAMRIAPATRVAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>MBK5923158.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]IM796
MTLAAPLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAVHVFPPVVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAVTLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWA
>MBK5923159.1 hypothetical protein CCR90_05060 [Rhodovulum sulfidophilum]IM796
MGLILLRHTRPDVAEGTCYGRADYPPASSFAEEAAEVLAALPAIDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPRDGLDHWAGHFYESRPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>MBK5923160.1 RNA methyltransferase [Rhodovulum sulfidophilum]IM796
MTAAAPFEIFLAALPGLETLLAEEARAAGFASPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFDADAWATMRAPA
PAIPAEARFFGSDRDDGAIRMATANAARAGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
RLRDRFAGWRVGLVTSDEGLARATALPFLPPAPLVAHGGLKVRLFRTAPLP
>MBK5923161.1 isomerase [Rhodovulum sulfidophilum]IM796
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDAPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQAASVPDRGPPDHGELDYGHVFGLLERLGHAAPVGAEYRPDG
PTGDSLGWMARFAANAG
>MBK5923162.1 2-dehydro-3-deoxygluconokinase [Rhodovulum sulfidophilum]IM796
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRRLPETWSVGYATAVGADAVSDDMLAFMATEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHFSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVPVARVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFADGAEP
>MBK5923163.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]IM796
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRERLRVVAYKGQTPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRITNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPISLAGAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNLVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>MBK5923164.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]IM796
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSVDPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWQE
IYRANVGQLAEGACLELATAYQRIARDLPRDNH
>MBK5923165.1 hypothetical protein CCR90_05090 [Rhodovulum sulfidophilum]IM796
MPKGHITGDQTVWKDGNQGIFPTLAAPFAAEGADMADAAPALTDDALTRPRPDTFRPDGL
>MBK5923166.1 hypothetical protein CCR90_05095 [Rhodovulum sulfidophilum]IM796
MAGVHWLAADWGPASLRVWAMTGHEVQAEGAADLSMEHLGPADFEPALLALADSMLPPGEVTPVLACGVAGARRGWIEVP
YARLPCRPSGRRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAAVLTAPDAQASML
>MBK5923167.1 hypothetical protein CCR90_05100 [Rhodovulum sulfidophilum]IM796
MTSATDTALDTARSDGPATGRRPLGRAPDGSPVEALWIGQAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPM
RDFGAVVGPVANRIAGASAPLAGRRLALEANEAGRTMLHGGAAGCSVRNWRIESESATACRLGLSLPEGTGGLPGPLTLR
ASYSIEDEGALEILLEGESGALTFCNLAPHGYWCLDGSGALDAHLLEIAAGTYLPVDAALIPLGDPAPVAGTRFDFRRPH
PVRAPGDAPLDHNFCLGNAPGRLRPACRLSVPGIALDLSTTEPGLQVYDGGGIDTGPFSGHQGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>MBK5923168.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]IM796
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>MBK5923169.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>MBK5923170.1 TRAP transporter small permease [Rhodovulum sulfidophilum]IM796
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>MBK5923171.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>MBK5923172.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTIVTTIAFST
VLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWTLMEGLKSQ
MDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTDTDNETTGG
DPI
>MBK5923173.1 mannonate dehydratase [Rhodovulum sulfidophilum]IM796
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAVDAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>MBK5923174.1 hypothetical protein CCR90_05135 [Rhodovulum sulfidophilum]IM796
MAQEEKTGPGHVPRPRMPDMSRPPPPTPRAGKSSMAREAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLAS
LGACDPDEDAP
>MBK5923175.1 xylulokinase [Rhodovulum sulfidophilum]IM796
MVFSLGLDLGTTGLRALLIDDEGQPAGSAGRSCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALAKVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFARIAKVLLPAGFLN
LYLTGRAIADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELIAAL
GETLRPPGRVRFLPYLSGERTPHNDAGIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRVWLRMIATVLGVPLEVPEGGELGAALGAARLGRVAATGAPPETVMTPPAIAATIAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>MBK5923176.1 hypothetical protein CCR90_05145 [Rhodovulum sulfidophilum]IM796
MPWERADRLPRYAMKPTPEDQAQTCPEALPERAFLEGVAAVLGCGQVALLCPDPAANGRLQMAAAASAGFEGRSFPAEWG
LLGAWRQDDLKKGARQTEMAALLPGISSLLLVRPCPSGPRDIALLCLDRRPGVFTDAQIPFLEHSAGALIHALPCSPDAR
MAVAPARPVAAPEASPNAACGLCDSTAAAEGGQAALAGIIASIGSQFDASHCVLWHHRDRAFRPVLIWKPPDTQTGPAQI
PTDAEMAAFLARRIETFTSMRPVALEEEAALGRLGIGARLILPFRNGAELGGVLCIDRATGQRPFAHRDMAALSCLTDAV
GLLVREQEARRLADAERALLEGERNRMRAVFDLLPDTVIELDAERRYTHIHSHSRGSVRGRIDGLLGFRPEDCLPPATAE
AIHALLDRAEAAGFAALPELVHPPAPAAGPKIYTLSAATHATAPAQASPGYVLVIRDVTEEIAQRRERDRLGRVVEHMTR
EVFLTDCSHRLTWTNRATEEHIGRPVDRLAGLSPRQAFGTVWSDATRLDQVCEQLEADNGFAGEAAFLDHGGTKVWFDIA
VTPLCDGSGGREGWMWILSDITERRRDKDRLAQIARRAREAEERVVQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSA
PAIELGQTFEAILRYGLAHGEYPSDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELK
QLAQRAQADRLAAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNW
RGEVWYRRPDGSRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAIS
GSASLIADSGIVGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERADMRGPVRAAVDLLLADGSGAVELQLDLPARPVMV
DAVQTDMMQVALNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSLDPARAYCLLEVEDDGPGLDADARSQ
VFAPRLFSPSAVDCGSGLAILPSIIGKNGGAIALTSDGSSGARFSVFWPLDSDRNAPPAAPDGSRRRSRPLSGRLDGHMV
LVTDDNPDVLRVISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAH
TDWRTHGEGHSGREFAAVLGKPISSADLLAAAEAAILDR
>MBK5923177.1 hypothetical protein CCR90_05150 [Rhodovulum sulfidophilum]IM796
MPDRRHCSNFAPRDVHLRRPLSFAQVPGKTKTRCGSAASFPKSVPPKAILFMFLVFLLSAFCCAALLLTRPRVLSPARRD
DIAAVQASHRRPTQRSGGIAVFLALAAGAATLPGDILPAYAALIAAALPLFVVGLLEDIGHPMTPLRRLAAAAASSLLAT
ALLWLWIERVDLAAADALLRFAPVAILFTSFAVVGVVNAFNLIDGMNGLASGIGSLTAMGLGLVALHAGQADLAQAAFLI
AAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAMLLIFFWPVADTFLAMLRRTLAGRRTDQPDR
LHFHQFTMRALEILWLGRQRRFVSNPATSVVIWVLASAPVLTGVVLWNAPGAAARALGFYALLFALTYILGIRMLKRPKR
IAGTSEPVTPGARI
>MBK5923178.1 hypothetical protein CCR90_05155 [Rhodovulum sulfidophilum]IM796
MFRVRLERKTAAAAPERPSGVAPGAEMRPHLRRYIECLSQIPDHASDPAVQDMLDEARELVDALRIYVLLDQLPEVVSAA
PDKTAPGKAALDKAAQCKAEAGRIWVDTDRIDHPPVRVAPQCEAAARLLSLPIPELAGDTDLGFLIVENRPSGQMLSSDD
LRCLHRLARRLGEILNARLAVGAAPGGECRGALAYGLGTAPCKEGGPAGLGADEGGQDRSPRPAGGAAPPGAERQAQMTE
KFVHDMANLVAVIDGSARMLSGELGRSAHLNRILEANRQILAIMDTLRAAGRKEIRHRWVDLGRLLRAATDLVQAEWPEG
ICLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTPGRAPEGRVRLSLRRQCDRPGAEDRAWYEFCIVDDGIGMD
ADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVETAPGRGTAICILWPEIFQ
>MBK5923179.1 hypothetical protein CCR90_05160 [Rhodovulum sulfidophilum]IM796
MECGAERVGMSERGRRPGPVFSMIVVCVPAGWLTLIVALLLGYSLLAAVAAMIAAMWGLFVLALAVFLLADALEVRGGGR
REGDAVLE
>MBK5923180.1 hypothetical protein CCR90_05165, partial [Rhodovulum sulfidophilum]IM796
MSGRPVRSDAAQVRPVLARVFRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQEEIEGSG
RYLAEPAGQDRTHLRRIRPDGPAAHSSTASPSRRPPPRTSSA
>MBK5923181.1 hypothetical protein CCR90_05170 [Rhodovulum sulfidophilum]IM796
MHRSPRRPPNSASNRSGRVTNPQAAIAIALPPARSRSICSRSRKVRTDSRNTGARMREIAERRYRWAEIGAAYFACSIPR
APGSKRPRRRTKPAGNRAA
>MBK5923182.1 hypothetical protein CCR90_05175 [Rhodovulum sulfidophilum]IM796
MSRGLQYALISESILSQSGGLLGEGYRSDLIERLGLKLDSFYLRLLIEGGLPALFCFVAMMAGLVGRSLGGLRRARGLAL
AADEQRALVAVQARMASVPPRQSG
>MBK5923183.1 hypothetical protein CCR90_05180 [Rhodovulum sulfidophilum]IM796
MAGRKGRGSHPNGSQNTRKRGNPPAPLPAPRGRGGDAGRKDAAWSVTKVRVLLAHNNYTVQGGAEVFFHEVARVLVARGH
EVALFSAAEDGLGAPHSDLFPEAADYRHGSIAARAVRLPAMIYNTRARDAFARMIETFRPDIVHAFAIYVRLTPAILDAT
RKAGRPGRALLPRAGQPLLSRLARGQRRQHDRGLYP
>MBK5923184.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSRNIASFSQPARPPQPTTLPPARAWDYRIGVGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVAARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNSAGGLTELADAERVTVQRGGRLYNVNLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>MBK5923185.1 hypothetical protein CCR90_05190 [Rhodovulum sulfidophilum]IM796
MKLRILTVCTGNICRSPVAAALLQALRPGAGLSSAGLAAEPGRAADPLTAEVALDLGVDLSGHRARRFSAAMGREADLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGATGIPDPYGKPRAWHESVVDAILRATESWAERL
>MBK5923186.1 hypothetical protein CCR90_05195 [Rhodovulum sulfidophilum]IM796
MTEPYPRSTTPPAATTPPAATKPQQDDEIDLSTLFASVWAARGAMLKGAAAALVLAAVMLLFSTPSYRATALLQLEERSN
QLMLPTDMADLLETSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLIGGVLARTGLGLPQIGFLTRYDTGDAGIA
LTQLAVPPDWVGLELTAIRTGPESFLLTDPEGRVHDGRVGVPLRLSEKGFTIEIGRLNGEIGRGFRIVQVSVSDMVRRLR
GMLGVSEKGRDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIREQLPEAVERVRQAELKLNRYRE
QAQAIDLTAEAQGLLEQLRVLDAELRQLDTKEDELRRRFTPNHPEYRNLLNERARAEQRRKRLEAEVGALPETQREVLNL
TQELELAREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGRTLLLALVVGAAAALAWRLLAQAIRRGIRA
PEEIEALGLPVFATVPLVSDMPRQRPGSPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVS
LNLAMVMAQADQSVCLIDADMRRGQLARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMMMRP
RFAEMIEMLGRRFDCVIVDCPPLLVVTDAVIVARAVGATLLVARHGSTAPGEMAAAMRALDGAGRPAHAAVLNGFERRYA
RPGREEGYYGYGYSYEAPIQRD
>MBK5923187.1 hypothetical protein CCR90_05200 [Rhodovulum sulfidophilum]IM796
MQWMLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASPPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIMCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDITERRARETALAGGEGSVRTARDALVNALEALPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGLRELFESALRQGMPRGDPEQRARWIAGREKARCGGARILEGERRDGGWMRLSDLPTSDGGSVEQEVSVTRQADGC
KLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSATLLRNRGDAESNIARILAASAQAG
ALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPREPMLAVADPTDVIQVFLNLLLNARDAICRRTP
QACRGEIAVTAELAHGPALRRKPRIGQLLPDRRYFRICVTDNGSGIGWAVRRRLFEPYFSSKGNGGTGLGLSIVEGAVTE
NGGAIGLQSRRGSRFIVFWPEAGEEPHEDLCAAGPPCGRLPGRRILLSDGDQEALRILSVYLETAGAEVAASNNPEDILE
AVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLVTALPDRHLRSGAARRDLFSGVLGKPVAPVDLVAGAVAA
IGGRQTER
>MBK5923188.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALGVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>MBK5923189.1 hypothetical protein CCR90_05210 [Rhodovulum sulfidophilum]IM796
MTDFEIVSVMFGIVACVVGASLSDGCRFRVPCVIDDFSREWLACVVERSLSGQRVAHELDSIAPARDYPCMVVSDNGTEL
KSDAILEWKEAQSVEWHDIATSKPIKNVRGTLEPMALRRSPWRASMAASGMSV
>MBK5923190.1 hypothetical protein CCR90_05215 [Rhodovulum sulfidophilum]IM796
MSGILPIAVKTVRDLSPSMMRLVFEVDGFERLQPTPHPDEWVSLWFPDATGALPRPLPRALAGPSGGRLPRARSRPYSLR
RIDPVAGTVSIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGQLLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLGPGARLRWHPMGDAAQLPYPAETFVPGRDYVWIAAEAAVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>MBK5923191.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MSSPDEVPFAPVETAENGIISRTYREYYVYIHPRQALRRQRPKVRILSGAPNKSDTYRSFAALGPLDLNIAQGRLTAILG
HNGSGKSTLLKALAGQERPDGGRIDFMGRPIGTWSGRELARRLAWLPQSPALAPGMTLRGLVALGRFPWHGLLGRRSARD
REACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEVLLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMV
LHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLEMETVTWRGSRLVIPSRLLGPRAAAE
>MBK5923192.1 hypothetical protein CCR90_05225 [Rhodovulum sulfidophilum]IM796
MAETAPDRIEEIESLARHNCHESRAMHGDGPERPLPAQASEIQPTLRRGAMKVRFGEARPMPGNEAECQLPALTVGQSQP
AHNRCPSQVQRVATPRLRTHNQ
>MBK5923193.1 hypothetical protein CCR90_05240 [Rhodovulum sulfidophilum]IM796
MASASRRFSFAFSXGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRALDLPVKAVLTDNGREFCGTEKHPYELYLDLNAIEH
RRTKVRTPKTNGFVERFNGTVLEEVFRVKMRETFYETVEALQADLDAWLFHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5923194.1 hypothetical protein CCR90_05260 [Rhodovulum sulfidophilum]IM796
MSKLRAPRPARLPNPKPITINPKDSRYERGTAGGQVSLCTDAGFVPQVTQEAHGMHAVLSLVAVGAGVSVVPESMKQFRP
DQITYQPIAEAGADFPLSLALHKPGPATAAFTEIASYGRCCAIQAEA
>MBK5923195.1 ETC complex I subunit [Rhodovulum sulfidophilum]IM796
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>MBK5923196.1 excinuclease ABC subunit B [Rhodovulum sulfidophilum]IM796
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVKMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>MBK5923197.1 phenazine biosynthesis protein PhzF family [Rhodovulum sulfidophilum]IM796
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEIAAQFPGGVIAAFRNFENVFVELEGAERVRDFV
PDLAAIAGLGPVGLVVTGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLMAYQASARGGWLDCE
MTGTRVMVAGAAVTFMKAEISLPGVERFCA
>MBK5923198.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]IM796
MIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAEQIDAVLDDVRIDAVKIGMI
ANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQAA
LPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTQNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYLH
DALAASEALDVGHGHGPVHHFHALWSDHPAM
>MBK5923199.1 ADP-ribose pyrophosphatase [Rhodovulum sulfidophilum]IM796
MPSHSIPERPIPAAIAVVIRARQVLLVRRANPPDAGCWGFPGGKIDRGETLTEAALRELAEETGISAEPLRVFTAVDAFD
REASGALRRHFILIAILCRWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>MBK5923200.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MQTDNLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RTEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHAQHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADTIFPVCAPSLLGDLRTPLDPEGLLERPLLSHRVTPQDWFDWPDWFAAAGLAGRAKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELS
>MBK5923201.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MICLRSSSRQASGLFPGIGAISVAVLMLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLAGALWLFAQSGGAASGVTRWV
WARSLCLALMWGCYYAGLPSLSFSIAAACYYTAPIWMAVLSFLLLGTRIGARGGWAVLLGFAGVLTILRPGLDALSPVIA
LPLLAGFLYALAAVITQGRCRDVPPISMALNLNLVLVLAGAAHLAVLPWLGGGDEAGFLMSVWPGLGMRGWAFLIGLGVA
LAVITALVAFAYQHAPVPIIGLFDNGYLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRLSGGEGWGGEDARAPR
AQPRRV
>MBK5923202.1 aminoacetone oxidase family FAD-binding enzyme [Rhodovulum sulfidophilum]IM796
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTEALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>MBK5923203.1 cytochrome b [Rhodovulum sulfidophilum]IM796
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLLWGLWGPE
HARFASFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKP
>MBK5923204.1 cytochrome C [Rhodovulum sulfidophilum]IM796
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDNYRAKH
>MBK5923205.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]IM796
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>MBK5923206.1 hypothetical protein CCR90_05320 [Rhodovulum sulfidophilum]IM796
MDGITQLVPRDRFLPLRPRETRAGEPRRAGIEIEFGELTEAEAADVVARTLGGAPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLRPDQLLEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>MBK5923207.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]IM796
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>MBK5923208.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]IM796
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>MBK5923209.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMQMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>MBK5923210.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]IM796
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALNLADTPATDAAGGALFDRAEPAA
EPVAPEAEPTEEEALTLPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>MBK5923211.1 beta-hexosaminidase [Rhodovulum sulfidophilum]IM796
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIACELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRTATVSPAAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARSSIAAGCDAVLHCNGDMDEMTEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAANALDGMLGKVAHG
>MBK5923212.1 segregation/condensation protein A [Rhodovulum sulfidophilum]IM796
MAEQGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>MBK5923213.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]IM796
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVSRYAGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDENAAEAQGEMFEDES
>MBK5923214.1 hypothetical protein CCR90_05360 [Rhodovulum sulfidophilum]IM796
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>MBK5923215.1 hypothetical protein CCR90_05365 [Rhodovulum sulfidophilum]IM796
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>MBK5923216.1 hypothetical protein CCR90_05370 [Rhodovulum sulfidophilum]IM796
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAQRLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEDFRAELWNAFIAPAGTAPAVIEQLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>MBK5923217.1 methionine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGEAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>MBK5923218.1 DL-methionine transporter permease subunit [Rhodovulum sulfidophilum]IM796
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>MBK5923219.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLRLIPLVSVLALTAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>MBK5923220.1 HNH endonuclease [Rhodovulum sulfidophilum]IM796
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>MBK5923221.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]IM796
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>MBK5923222.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]IM796
MDQTIPPSAKSAATPPGTEEKETAQAAQPPVDKPAAPVTAPLTSAPEAAPPVASPANIAHAFETGEYPYRTKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTARIAHAPDPLIVGRAEHVIHKA
EHMLGTSLHPDLRRGRED
>MBK5923223.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MWNERYAGDDYLFGTEPSAFLRREAARLPPGAQVLSVAEGEGRNAVWLAAQGHKVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPGAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGQGHSGRSALVEMVARKPRPEA
>MBK5923224.1 MATE family efflux transporter [Rhodovulum sulfidophilum]IM796
MTSAQSLSLPAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFMSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKLGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>MBK5923225.1 aspartate aminotransferase [Rhodovulum sulfidophilum]IM796
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
CAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLN
>MBK5923226.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>MBK5923227.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]IM796
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEMFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>MBK5923228.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>MBK5923229.1 hypothetical protein CCR90_05435 [Rhodovulum sulfidophilum]IM796
MDCRQALTNGLDVSGSVDGEEYQLKRDELTATLLQPEVRAAFLHSPSAPVASAIFEWSGMLNQGLIPSWTLINSPAALTG
AADRMRRTSRHSAARSTAIGKALGWGERPLAERGACWQATPDLTDNGTSNDGPRPRQVVIGEVTVNALAIGIGASVRLDH
AETDQAGR
>MBK5923230.1 hypothetical protein CCR90_05440 [Rhodovulum sulfidophilum]IM796
MVRLASLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPNDTEVFAFYRDRVIRGPGAFVEIARDFADFERTIRRKLMREVAARVYGGTVSVPPGGG
>MBK5923231.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]IM796
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENLYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>MBK5923232.1 thymidylate synthase (FAD) [Rhodovulum sulfidophilum]IM796
MPVTEDQLAEIEAQRAETAPTRRVVAPGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIAADWVPLAYKAFEDYRIGGVNLSGPAMDCIRRMLKGEAVTQETSGMSKGEWREFEAVLAPTGER
>MBK5923233.1 hypothetical protein CCR90_05455 [Rhodovulum sulfidophilum]IM796
MIAIILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>MBK5923234.1 cold-shock protein [Rhodovulum sulfidophilum]IM796
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>MBK5923235.1 arsenate reductase [Rhodovulum sulfidophilum]IM796
MIIYGLKTCDSCRKAKSALERMGKAVAFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>MBK5923236.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVAALTA
EAKAPDLA
>MBK5923237.1 valine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIIADAEARGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVSGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLHTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>MBK5923238.1 xanthine dehydrogenase [Rhodovulum sulfidophilum]IM796
MERTFGKSQTGPRFEDRRFLTGKGRYVDDIAPASALHAVFLRSPVAHAEIRAMDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMALVIAETLLAAKDAAERIVFDLHDLDPHLTLTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADTRVIVNSMEPRGAWAEWAEGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMGYPEYYVIAHAARALGRPVRWMSERTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTEGAEIAFAEDGTVA
LYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VELSDLGFDEGCFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLRAAA
>MBK5923239.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]IM796
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVNEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>MBK5923240.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVRMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>MBK5923241.1 inositol monophosphatase [Rhodovulum sulfidophilum]IM796
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNT
>MBK5923242.1 hypothetical protein CCR90_05500 [Rhodovulum sulfidophilum]IM796
MRLFLRDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAVGVVELGDFGRDD
>MBK5923243.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]IM796
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPVPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>MBK5923244.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]IM796
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDGEDRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIARIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPGDIDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELEAQLDAEAPAGLRPGPALFEPDRRNSRGWDLAHGPHLAQIETARAPGRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELNPGAPWELSSDLGPLIDAETQAAIASHVATARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAVNATGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGVAPAAPETIAAAVRMAQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVTVEGLLEPAALRDIEGIAGALWWGDAEAGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>MBK5923245.1 proline dehydrogenase transcriptional activator [Rhodovulum sulfidophilum]IM796
MRVFMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVQEVAFAT
VPEP
>MBK5923246.1 hypothetical protein CCR90_05525 [Rhodovulum sulfidophilum]IM796
MLGGMLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAVVLRAGRDP
ITERKEERAVTKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWR
TKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLT
LVRYMGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRV
LKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSAADG
>MBK5923247.1 hypothetical protein CCR90_05530 [Rhodovulum sulfidophilum]IM796
MDNQAFTEAGVLAANVQEFWFIRRELARRESRDKWLIAIVVALISAFSAAMFGFASAWLQHCLGWQ
>MBK5923248.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]IM796
TNGFAERFNGTVLEEVFRVKMRETFYETVEALQADLDAWLVHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5923249.1 hypothetical protein CCR90_05540 [Rhodovulum sulfidophilum]IM796
MATVPVVPPAPEAAEMAPGLRASLRPQTRPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRP
RGALSGNAIGARMSGLHGGDRDALIVQQALAGNIPDFLRELTPVRVSGRLPGGHRADVTICVTPDYLALGSDADFVRVPM
GLPAAARIADRFGFLLPTTRMVDAIYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTN
RLRSHPGRVAIYGWHKPDGHPIQPLSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPER
LMASLYR
>MBK5923250.1 CREA protein [Rhodovulum sulfidophilum]IM796
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>MBK5923251.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MFSATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEEYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSKEQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSSHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSSVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>MBK5923252.1 hypothetical protein CCR90_05555 [Rhodovulum sulfidophilum]IM796
MRLPLILAAALAVATPAMAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>MBK5923253.1 hypothetical protein CCR90_05560 [Rhodovulum sulfidophilum]IM796
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGAESHVGDNARPTLTFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNSSSVTPFLGAGLNYTTFWDTDSALGDVDIEDSWGLALHAGLDYAIDERHS
IRTDVRWIDIDSDVKLNGGKIGTAHIDPWVFGVSYIWKF
>MBK5923254.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]IM796
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>MBK5923255.1 3-methylcrotonyl-CoA carboxylase [Rhodovulum sulfidophilum]IM796
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGQPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRAMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQVFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQERIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVTHGPTRAV
ALNRLARALEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLCRDGEEVTGTLLFEGPRSATVEIGETVLDARLAPEGWRIDGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAVAAGAGADVIEAPMPGLLKALAVSEGDHVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGTQVEAGAALIR
LTPEEEDA
>MBK5923256.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]IM796
MPDRVEIFEVGPRDGLQNEPRAIPVAEKITLIDLLSAAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFVPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALDAGLRVFDAAAGGLGGCPF
ARGAPGNVATEGVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>MBK5923257.1 hypothetical protein CCR90_05580 [Rhodovulum sulfidophilum]IM796
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTVPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQSSVKA
>MBK5923258.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]IM796
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>MBK5923259.1 aspartate aminotransferase [Rhodovulum sulfidophilum]IM796
MSALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQCEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAATVAEALGADRFDLVALVHAESATGILNPLAEIAALTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWEQIALPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGLEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPDGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTGQALAAAETAFREAAKA
>MBK5923260.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSPLLDAHDLAKTYPGPRRIRALDGVSLMIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGRDWGALRGRALR
RARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIDPRPDWPDHVARLLSEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPQS
EILRRLIAAVPEIPAEEALP
>MBK5923261.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTPLLTLTALGIRYPGARIPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPPGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAGGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>MBK5923262.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAGSIPGSAQAGEATVAKALLGRPEALFGAAILLALILVAVFAPLIAPGDPLAIAGRPLIPPFTDPALPLGTDRLGRDLL
AELIHGARTSVSVGLSAALVAVVLGMSIGTAAGFAGGLTEAVLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALG
AWTGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQVLPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNAITWG
AMIAEGRNQLRSAAYLSIIPGIALVLTVISTYLLGEALTDILSGRRNR
>MBK5923263.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MPRMIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPVWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGTGGGSDRG
>MBK5923264.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLATISRRSLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWAGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHIYAGTDIATNPANAAPVGTGPFRWGTHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTRGYEALTYQLTVEINHRNEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>MBK5923265.1 hypothetical protein CCR90_05620 [Rhodovulum sulfidophilum]IM796
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSAKIRVGLREDAPPFSFRINPEARAPDLSASCGYEEKGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAAEAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHH
ILAWYWQHLDKLPRRMELPEAIAARFEALDDSETESTASSLARFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQVDRSFWFLMEFQSKVRDGNPLK
>MBK5923266.1 hypothetical protein CCR90_05625 [Rhodovulum sulfidophilum]IM796
MLVKIFWSLVFAVAFSLSINSGGLADLEAQLQAMPVGFDVIVRGGLPGEGERRAVTLPAALLVLGLFARRFNGWPNGARG
PAGFPEHGPRYFTTRFRFCAWALLYGSVIASAFLVVVFFPTLAGQAVALLFPVMPGNPFFSQIDKVLPSAPPGGGTQWSL
AAAVGIAASCVDGSCIASGK
>MBK5923267.1 hypothetical protein CCR90_05630 [Rhodovulum sulfidophilum]IM796
MAHGRQTEGGFGRPGALRPLDYLISFVMIWSVLVPGVAALIYVLGFSAAFRDVYVGALAYAPVSALWGVMVSITSMRAFD
TQAEGPAIRIWESVIFLLLVAVGVVVAEIWIGSVDPESDTPFNTGRFWSLLFLASALTMVLIGAILLATSSKVSGKLRRM
PGARLTPLRPAYPA
>MBK5923268.1 adenine deaminase [Rhodovulum sulfidophilum]IM796
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGADYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAASAAAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>MBK5923269.1 keto-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]IM796
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>MBK5923270.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]IM796
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAAEQGPARAHLTCGNQAHAYAASGEAKDRLAEGRAPNIGIVTAYNDMLS
AHQPFERFPALIRDAAGAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
KSLNDKILRTAADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>MBK5923271.1 RlmI/RlmK family 23S rRNA methyltransferase [Rhodovulum sulfidophilum]IM796
MDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEIDS
AWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSG
RARGLEGLAEETLVLAGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFSHVGGFALAALA
AGAQSALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERV
ARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>MBK5923272.1 PIN domain-containing protein [Rhodovulum sulfidophilum]IM796
MKVLLDACVLYPTVLREILLGVARRGGFSPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVASRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAGVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>MBK5923273.1 hypothetical protein CCR90_05660 [Rhodovulum sulfidophilum]IM796
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLHSHGVSRIIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RALYCDSGAEAPLYWAHPDARLDTDPASREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSAHSGDEAADILATSGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>MBK5923274.1 peptidase M48 [Rhodovulum sulfidophilum]IM796
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKTADRIAAIEALEARWAVPETP
>MBK5923275.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]IM796
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPKDHAPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLERIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVDVP
FAPGRTDASAEQTDIASFDVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFVAEFA
AAWAKVMNADRFDLV
>MBK5923276.1 hypothetical protein CCR90_05675 [Rhodovulum sulfidophilum]IM796
MTNMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPSQGEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHALISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>MBK5923277.1 hypothetical protein CCR90_05680 [Rhodovulum sulfidophilum]IM796
MEFAGAFFSERVLRELELMASDAGNLSVLPEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYI
GRENNWREIVRVHRVGDRIEVVAPGGMQSKGNEPYLADRKALNAGLPFFSRITPNHEHGREVGPPTIRFVVPVLGTAGTV
GGALVINADFEWLLRAANLHPSDGFSVTVMTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGVGGGDMSDTTEIGW
RRAVNVTSLPSGSPNRGDRLSLRTDIFVVTELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQG
LRKCDLGEDMSDLIPTTNDEVGELARALVSLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADM
VGRNVSILMSEEDAERHNDMLRRRIGRREQKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQ
ARSEALVKALERSNADLDAFAYFASHDLKAPLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSR
IGRIEEKAQIVEGRDLFDELRGLLQIPDGFSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTA
YHLSVTDDGPGIPPKYHAKVFEMFQTLRPRDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKAT
GRAA
>MBK5923278.1 hypothetical protein CCR90_05685 [Rhodovulum sulfidophilum]IM796
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGRDYRPLIETLDRFWNIVSFPDVRPSEE
>MBK5923279.1 hypothetical protein CCR90_05690 [Rhodovulum sulfidophilum]IM796
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMVQLIQNLVQNAIKYSGGGLPNIRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASDMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>MBK5923280.1 response regulator [Rhodovulum sulfidophilum]IM796
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>MBK5923281.1 response regulator [Rhodovulum sulfidophilum]IM796
MMVDDCRFERKMVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERIYEDLPGHLRNSV
VVILTSSECAADMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>MBK5923282.1 hypothetical protein CCR90_05705 [Rhodovulum sulfidophilum]IM796
MLGQPPQARAQPSGSSPPVIITGWLDNPPFWKMTPTGELVGFTPRLIAEIRNLTGLRIEPRRYDDMQSLIAAQITGESQL
MFATARLPALEANHVFTEPIARAHVHLFVLTENANRPDYVTPAGKRIGTIRQYAGSDTSGLLENNRTVLFDEPATMLLKL
LSGEIDAALMAEDWVMGMVRSVRLDHRIAAVGPPILEFNRVIAIHNSRAELLEPLNRAIATLRASGTLEDLRRRWLLEAA
PPQPDILTVGVVNLPPFSEARDDGTITGFSVEVMRDLGEILGIELRFQTVSPEDWARGPQSPIDILPLIGITPERELRMD
FALPIQAIDLGVFVRSGRQDKFDGLSGLRVGTWRAGVANTVAKRNASDIRHFDDYRDLLTALFEDRIDAIVAERGMLSRI
AGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQRYQDLRAVWLGTAPFWTDRRILLTLGGFGLLM
VLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAAKAISPSGPDLIREGADYRQAVRALIKADARH
WGTNSPAALAADLSGPSRRDGHSHEFQTADGEIFRWSSFALPGNTILVMVLNVTRERRHLAEIEDLNAELRAQIAIVQRT
NAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMHEILDRMARMIRDVLDYTRAVGVGGEQTSDTI
ELSGVVGDVMKDLAADIVASGARLHVGDLPRLTGNPRQLHQLIQNLISNAIKFRLPGTMPEIDIEPVAAPQGMVAFAVSD
RGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMVQSTPGAGSRFTVFLKEKQGDKHIDDGRRLSL
RTQDGQAPHSQDRPRGNDAGIRNGRGGH
>MBK5923283.1 hypothetical protein CCR90_05710 [Rhodovulum sulfidophilum]IM796
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGMVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVDPAVAVACPRKAIPGARPLALKAVAAGGAGIYPALGAEAA
LVLSDCRALGGRAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPDWPGEALAA
GPITEGAAPAYAKSGVHALVSSAPYHALPAEIDVAFEPG
>MBK5923284.1 VOC family virulence protein [Rhodovulum sulfidophilum]IM796
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINIHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPV
>MBK5923285.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]IM796
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPEEGADKGQAR
>MBK5923286.1 epimerase [Rhodovulum sulfidophilum]IM796
MTDTALSSRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGGDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQQAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGWLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>MBK5923287.1 potassium transporter TrkH [Rhodovulum sulfidophilum]IM796
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKS
EKELRNATQFAAATLLVYVSLMILCGVLYRAGGMTLFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLSLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>MBK5923288.1 hypothetical protein CCR90_05735 [Rhodovulum sulfidophilum]IM796
MRSAALYLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQLYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGRDHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGSRLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTGDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>MBK5923289.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGKGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLAARLADVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRAESFEGMRVYASALDRLAPLQDRL
EARFGIRTLARTAEVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>MBK5923290.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MGAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQQICARPDPGLVTDLIARLGLDPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>MBK5923291.1 hypothetical protein CCR90_05750 [Rhodovulum sulfidophilum]IM796
MVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHDAPDGPETSRYPAFQPLYVFARQEGWIEVGPSATAAPAGWVAA
DTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAIEPENYVNIRDRFYI
LPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIERTRKALARIIFDING
TDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLAGVEDAIRRTDWDRT
GSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAERYRQLSRFTGRQFY
YPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAPDVFESWVTEKAAEK
PRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDADSLGGALEYLERLP
YRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYDGAPDGEQVFAMPFDILP
>MBK5923292.1 hypothetical protein CCR90_05755 [Rhodovulum sulfidophilum]IM796
MALKIRPDPRRPSGGYAELSAEAKALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPAPGPGAPPPTAQTGDPAP
EEQRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TQQQALAALEAGADAGDADALLLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAGRLERLCPDLRA
ASDTLSRSAAEEYCRP
>MBK5923293.1 hypothetical protein CCR90_05760 [Rhodovulum sulfidophilum]IM796
MALAEPPSAETGANRATTGNGADIRTMSAEAFQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIG
VVERIRTQLKAMAFGLTVDKQAEPAAIVCAEHINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEP
RPTAEETWTDWVFALDAMFVANARDGDAGSVNVAQNQKLGEILAEFGAGGA
>MBK5923294.1 GfdT protein [Rhodovulum sulfidophilum]IM796
MDRNATPARTLSRQPSLVREAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGAQQAYPDVPVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFCRTLVGAGGRAFRLAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQAPPCP
TA
>MBK5923295.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGTVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>MBK5923296.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]IM796
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEEGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEESAE
APKGKGWLGRMMTRKAEAE
>MBK5923297.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]IM796
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPTEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>MBK5923298.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]IM796
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSIDTAAAEAMPGVLRVFTGTDFEGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMKAALAADAPLVHDELK
NNLCYDWGFVEENRAAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVVDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATLDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALLEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>MBK5923299.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]IM796
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIDELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPLPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTAAAEGMIGDL
HGGPDYRAHLVRVLTGRAVAGAS
>MBK5923300.1 hypothetical protein CCR90_05800 [Rhodovulum sulfidophilum]IM796
MSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNFLRLDPFR
LTDLAPAPAAEDEAEVGPDDPGLEAGLPEEEAETAPAGDADETAGMPDEIAADADAEDELSDPGLPMPEEAEDETASETV
VAEEDASDLDSAEDQEFDAPDTEASLADPMPEAGAEEELPNVPAVPEPETGDETATGLADLPEEAGPGPDIGLGEDGILP
DMPEAEPAAEDELAATDSSDIAALDETGNESPDDTAELEEASDETFGAALDRVMDRLDLIEFMLGSPRDDPGDSDPGESL
GTRIATIEAAMARIEDNQQRLAEGLERVEAAVARIEAALDTLAQPSTAPEEDADDTDNSQAAIEAIEERIEAIAERLGDV
QSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGQGEERQGNLDAVLDRLNATQESIA
AMVSQLLEGSSAAERRFGA
>MBK5923301.1 hypothetical protein CCR90_05805 [Rhodovulum sulfidophilum]IM796
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLAEAPGTAAYL
AGSGRVRPAQMRRDLERLVDGVTAQVLLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGASIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLTGDAVSAATRLATGFQVRMYPDWTGDRDGLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDATAAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFVPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>MBK5923302.1 virulence factor SrfB [Rhodovulum sulfidophilum]IM796
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEDLDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSGIVLPRLQSSIEASGGCYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>MBK5923303.1 hypothetical protein CCR90_05820 [Rhodovulum sulfidophilum]IM796
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGSDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALETEQRAEV
LARLEVLSDEIAALAEEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
TLPASAPAATENAPATGAAPADPIAAASARPGMALWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCP
TGARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSEVLQEGSLTR
QGESWTTTINYPGLP
>MBK5923304.1 serine protease [Rhodovulum sulfidophilum]IM796
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSATEAMARRADVPADPPPDTDGSGPPAAGATVASGPVPPEPAARSWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEFLESA
ALTPATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSDE
>MBK5923305.1 hypothetical protein CCR90_05830 [Rhodovulum sulfidophilum]IM796
MLRAAIFGMALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSDAEAAALARLDRLRSRNLALLRDIRRTENELAALQ
CEAVPPTPAPEPAAPSDSAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGT
TCRGAVSGRFLDPGAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>MBK5923306.1 hypothetical protein CCR90_05835 [Rhodovulum sulfidophilum]IM796
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>MBK5923307.1 hypothetical protein CCR90_05840 [Rhodovulum sulfidophilum]IM796
MPVRTIVLTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYD
AGGADGVTGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETG
RCMGGGYPAQNNYGGAPGYPGGNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRS
IADHCQTVKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVEFMAAETDALG
TRPAADLTAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADA
DRARGWYDTAFSALDDGAAPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>MBK5923308.1 hypothetical protein CCR90_05845 [Rhodovulum sulfidophilum]IM796
MTEDAVRDMNTAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKLDT
VLAELDAAGTIPQYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRDTI
HRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIVDARDRLTELTGHVYLTDTLRGMIYRLAAYADP
NTGIVATRRAAIMARDEAEAGSRSAYERLREIAGAASAQDNAAMADANATGAALLADADAARDRLHLVTLGSGAIFILAP
VLTWILIIWPMGRLARVTGRLAQGELTEVRGFRIFGGEIARMGEALVVFRDRLVERDRMQRLEREAEQDRQARGAQQNAV
VSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIADAAGDLSHRTENQAAT
LEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLALN
AGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSLVNRGAAALSDIVERVSHIAELIGGIAT
GAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARATRRAEPAPSPDDARM
PTEPRKSAVNDGGWQDF
>MBK5923309.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MRLALVIAPALAIALAAGLLGPPSTAFAASGTDRPPFRFAQVAALEGPAAALGQGMRLGLLAAFEEANRAGGVHGRKVEL
DSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEIDAEARPDFVSLEGY
LAGRVALRALQKAGPFANRGRMLEALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTRIGADGAFEPLPPAAVDPKL
>MBK5923310.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYRRD
>MBK5923311.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>MBK5923312.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]IM796
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLHPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>MBK5923313.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
LVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>MBK5923314.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNRLIVTAD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>MBK5923315.1 peptidase M19 [Rhodovulum sulfidophilum]IM796
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDRALQVAMTQIATLERLQELGALKICRSAAELHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRQAMVAHGYGPELIARICQGNWLRVLEKTWGH
>MBK5923316.1 ATPase [Rhodovulum sulfidophilum]IM796
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALTQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMSHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIHVPRAIEYAGQVITVYDPIVHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>MBK5923317.1 hypothetical protein CCR90_05890 [Rhodovulum sulfidophilum]IM796
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATHPYRLAMGAARAQHQSTQRTEPIQ
>MBK5923318.1 hypothetical protein CCR90_05895 [Rhodovulum sulfidophilum]IM796
MRHPVLAPTCVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>MBK5923319.1 hypothetical protein CCR90_05905 [Rhodovulum sulfidophilum]IM796
MRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYYLPKYWVERRLQSRQEDLTNGFPDSLDMMLV
CVEAGQSFDQSILRVARELRPGFPALAAEYEIVSNELRAGKDRVQVLRDMSERCGITDISFFITVLIQSATFGTSIADAL
RVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEIYDTLQNADF
>MBK5923320.1 pilus assembly protein TadB [Rhodovulum sulfidophilum]IM796
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRCRCRSSCGAGAIRSTSSGARSARPRPPAPATRRQRCARFREPTGSTVSRPFSNPGTKRRSRPRGSG
>MBK5923321.1 type II secretion system protein E [Rhodovulum sulfidophilum]IM796
MFSRYRKPAPGKVPPAPPQPQAKTPPEAPAEASVPAIPALPLQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEELGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSQRILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIAQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>MBK5923322.1 pilus assembly protein CpaE [Rhodovulum sulfidophilum]IM796
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRHGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGELGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPTDILPLDIVGPDEINALIDMARSQFDFVVIDMPKTVVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAPRSPLRKEIRKLALS
LHDVGTAAAAAAQ
>MBK5923323.1 hypothetical protein CCR90_05925 [Rhodovulum sulfidophilum]IM796
MRARLALLILGTALALTGCSPQQREEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVTFAFDSA
VLDRAAQSALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLAGRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>MBK5923324.1 general secretion pathway protein [Rhodovulum sulfidophilum]IM796
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGHTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNIFDGDPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>MBK5923325.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]IM796
MRLIFGLVLLVGLGLAGFAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKQFTKLIEPGIRLIAVDQIAHDDTTRPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVVAEAVEVDHKTLL
GIEDAPTAPPEEKRICTIRTRRGSEVMEIAIPCTN
>MBK5923326.1 hypothetical protein CCR90_05940 [Rhodovulum sulfidophilum]IM796
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>MBK5923327.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MAETWIILGASSSMARALTRRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLGPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKQRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>MBK5923328.1 FAD-linked oxidase [Rhodovulum sulfidophilum]IM796
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPREITPGTDPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPGSM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>MBK5923329.1 hypothetical protein CCR90_05955 [Rhodovulum sulfidophilum]IM796
MTGTSLSTALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLAVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>MBK5923330.1 hypothetical protein CCR90_05960 [Rhodovulum sulfidophilum]IM796
MKTLALTAAALVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLSRVWFSPASSTTMSSSGYANAHVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTIANPRVAAIAAYNAANAD
>MBK5923331.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]IM796
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>MBK5923332.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]IM796
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>MBK5923333.1 hypothetical protein CCR90_05975 [Rhodovulum sulfidophilum]IM796
MTVDEMFAADLDRNLASVIPDGDLSGAEWGSVTRGTKDAMAARNLFGINTTLASLSESDPTSRTIVVGGDRLDMTPEDLV
AGSIDALADSQMTATRTSLQMDATEGLSALTGGIAPTVLRELTDEPLDSLRSDLPAQGRADHMSGEIGMAVETCESDATV
RSRTVKTPAGPLILPAGNDAWARANWNGFRRKYRNRPPHWRGGLRKTGRPIVAPP
>MBK5923334.1 L,D-transpeptidase [Rhodovulum sulfidophilum]IM796
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDTLGKAAIVADTGSRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>MBK5923335.1 DNA topoisomerase I [Rhodovulum sulfidophilum]IM796
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPAQPASADRFAADYATLAGTGAAARDGKPIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>MBK5923336.1 DNA protecting protein DprA [Rhodovulum sulfidophilum]IM796
MRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARKLGAVALLHGDPSYPPALHDLADA
PPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQAGGIDVP
YPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVLAVPGHPF
DARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAAAPATPPPRMTEVPETPAEARRAAPPDTAALHARILDRLGPSPL
AEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>MBK5923337.1 metalloprotease TldD [Rhodovulum sulfidophilum]IM796
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFIERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>MBK5923338.1 threonine synthase [Rhodovulum sulfidophilum]IM796
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>MBK5923339.1 peptidase M16 [Rhodovulum sulfidophilum]IM796
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDERPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>MBK5923340.1 N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>MBK5923341.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]IM796
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETRGGLVAATDYTG
YLGPTPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>MBK5923342.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]IM796
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAADIVRACAAARVGIVPYGGGSGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALENLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAALDPAGILNPGAVIPPP
>MBK5923343.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>MBK5923344.1 hypothetical protein CCR90_06030 [Rhodovulum sulfidophilum]IM796
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGDAGSGKKK
>MBK5923345.1 methylthioadenosine phosphorylase [Rhodovulum sulfidophilum]IM796
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKTCNKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>MBK5923346.1 flavin reductase [Rhodovulum sulfidophilum]IM796
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRETG
VFCVNIVEEAATEAMNATSAPAPCGEDEFALAGIGRAPCETIACSRVADAPAALECRLTRILRLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGGIFELQRP
>MBK5923347.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MRQAVAVFGTIEHDIPFCHFPRHYLVLGARPAGRESGVIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVA
ELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAVHPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGF
SRLTGVEMPPPTNPDRVLGIELRPGAWAGITGAVTRARPD
>MBK5923348.1 hypothetical protein CCR90_06050 [Rhodovulum sulfidophilum]IM796
MRGFLVSSAPAMSATAAFSADPSRFQNTCSNIAFHYTDDGGAEIAATCLTADGMPNDTSIAMPGIGDDNGSLVMEGGSAS
FQKSCGSIMLHPSIDGVDLTASGRKTDGSFEDASISIDGISNENGTLSD
>MBK5923349.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]IM796
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKLEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>MBK5923350.1 aspartate kinase [Rhodovulum sulfidophilum]IM796
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>MBK5923351.1 hypothetical protein CCR90_06065 [Rhodovulum sulfidophilum]IM796
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGSRDVSKALMAPSVATDRPERSGAPAPDEGSENGTAPAGRPL
STPTGPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>MBK5923352.1 glutathione peroxidase [Rhodovulum sulfidophilum]IM796
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAI
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDTEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLIAKIETLLPQ
>MBK5923353.1 2'-5' RNA ligase [Rhodovulum sulfidophilum]IM796
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>MBK5923354.1 hypothetical protein CCR90_06080 [Rhodovulum sulfidophilum]IM796
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGASL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>MBK5923355.1 hypothetical protein CCR90_06085 [Rhodovulum sulfidophilum]IM796
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRSHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGTDFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>MBK5923356.1 hypothetical protein CCR90_06090 [Rhodovulum sulfidophilum]IM796
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGTSNGPERPRPPAIWLHGASNGELASARPLIERLLARRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWRPRALILIESELWPNRILEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASMDRFATLGLAPERRGPVIDLKAFAPAARPDAADLNALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHATRSNGGLPGSERPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFAAVYGALDRAGAAEGVAGADGLCAALAALDGAEQTRRAACAREVLAGLRA
EAPGPDTLIDALEGLMGAPAPTPPAEKEPGNG
>MBK5923357.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]IM796
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>MBK5923358.1 transporter [Rhodovulum sulfidophilum]IM796
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>MBK5923359.1 hypothetical protein CCR90_06105 [Rhodovulum sulfidophilum]IM796
MRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRPAPARAMPVLLRGPLPQEPGAPALPVAREVAPSG
RRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSVGPATPLGDEAALRLMVSDIV
REVVRQELRGTLGEGIGRNLRKMVRREIGRALAERDLD
>MBK5923360.1 elongation factor P [Rhodovulum sulfidophilum]IM796
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>MBK5923361.1 elongation factor P [Rhodovulum sulfidophilum]IM796
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>MBK5923362.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]IM796
MAERAALEALAGAAIVRSRPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIAGAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGAALLRLHATTGGTYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAEIARRVDTLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGGGYRGLVERCLATLGA
>MBK5923363.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]IM796
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYSETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPIGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>MBK5923364.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIMVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHSVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLTAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALSELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDQ
LLARDGLYAGLYRLQFTAES
>MBK5923365.1 hypothetical protein CCR90_06135 [Rhodovulum sulfidophilum]IM796
MTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRTVISLRGSNRPHSHWL
LEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHAEGTPVAQARKMLSWR
FLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>MBK5923366.1 hypothetical protein CCR90_06140 [Rhodovulum sulfidophilum]IM796
MAATLALVAGAGARFVPSSSAAGPLARILDALAPWLLAGALILALGATVLGLCRLGPGLVAATLVALAGLGALHLRQSLP
ALPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETAGGKRVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQI
HRDTGMATARWPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>MBK5923367.1 SLC13 family permease [Rhodovulum sulfidophilum]IM796
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGLVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASFGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>MBK5923368.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESESTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>MBK5923369.1 histidine kinase [Rhodovulum sulfidophilum]IM796
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYRFETSGAEEAQSVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAAAETA
>MBK5923370.1 EamA/RhaT family transporter [Rhodovulum sulfidophilum]IM796
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>MBK5923371.1 hypothetical protein CCR90_06165 [Rhodovulum sulfidophilum]IM796
MHDIYALDPRGDLPDALRDLLDDCPRELWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADCGTLAEAPTDASAEA
AIRAVRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGR
LQLRLQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>MBK5923372.1 hypothetical protein CCR90_06170 [Rhodovulum sulfidophilum]IM796
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>MBK5923373.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSGHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIIYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>MBK5923374.1 Bcr/CflA family drug resistance efflux transporter [Rhodovulum sulfidophilum]IM796
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVAVLYVRWVDR
RAGPILAMPPKDGA
>MBK5923375.1 hypothetical protein CCR90_06185 [Rhodovulum sulfidophilum]IM796
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKHKAAPLIAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>MBK5923376.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]IM796
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>MBK5923377.1 hypothetical protein CCR90_06195 [Rhodovulum sulfidophilum]IM796
MKRGGWHMLREEGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>MBK5923378.1 hypothetical protein CCR90_06200 [Rhodovulum sulfidophilum]IM796
MILRAVLLAGAALVLGASGEVVDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDVGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPAQVVITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>MBK5923379.1 hypothetical protein CCR90_06205 [Rhodovulum sulfidophilum]IM796
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>MBK5923380.1 hypothetical protein CCR90_06210 [Rhodovulum sulfidophilum]IM796
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>MBK5923381.1 acetyl/propionyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]IM796
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCSGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>MBK5923382.1 hypothetical protein CCR90_06220 [Rhodovulum sulfidophilum]IM796
MTQLPLKKLDIVTVVFSGELALLRLQARSIAREFHASALGDIFVIINDHEEAACAEAVEAMRGDYGPFAGKLKVVRPDEL
LSDCPTLGTRLERFYLTHLRGVGRKLRGAGGGWRGNGGWGMQQALKLMAARLGASPYLLVLDAKNQFVAPVTGSDFVAGD
GRPRSRVVETEEKQQGWIRASFAKLDLPVPALPATAPPTVTPVVFARDDLRTALAVIEEKLGPIELFFARRRGKATEFML
VYAALDQGRGLWWELHAEGLPASFTLFTGCGVDRVSELVAAARRGDCKMIGTHSRLLAAMTETVRKDLVEFWRERGLIRS
DSEIEALFHA
>MBK5923383.1 hypothetical protein CCR90_06225 [Rhodovulum sulfidophilum]IM796
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>MBK5923384.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]IM796
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGAEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>MBK5923385.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]IM796
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLSAPKGSKRATAAE
>MBK5923386.1 molecular chaperone DjlA [Rhodovulum sulfidophilum]IM796
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>MBK5923387.1 endonuclease [Rhodovulum sulfidophilum]IM796
MRIATYNVEWFNALFDDEGQLLESEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>MBK5923388.1 hypothetical protein CCR90_06250 [Rhodovulum sulfidophilum]IM796
MRHRLALVPLLALLLTAAPASAQDRGGAGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>MBK5923389.1 exopolyphosphatase [Rhodovulum sulfidophilum]IM796
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>MBK5923390.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]IM796
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>MBK5923391.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]IM796
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>MBK5923392.1 AI-2E family transporter [Rhodovulum sulfidophilum]IM796
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGERASNEDRD
>MBK5923393.1 proline--tRNA ligase [Rhodovulum sulfidophilum]IM796
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>MBK5923394.1 hypothetical protein CCR90_06280 [Rhodovulum sulfidophilum]IM796
MPAKGKAILSMPMRNEVSEAPRVIPRIAPYHCGPYRLGAILQDPGTIHGSGSNAQKTGEIGVLNGDPTATLCRQALEANG
IPLSAYLPMNAIPWYDAPASRPARLMRDGAAHNRRLILEAGVDLVLLLGRQAWASARYLDLPERIEIRRLPHPGRLGLIN
YRENGKIVGAREAKKRLLAGFALR
>MBK5923395.1 lipoprotein-releasing system transmembrane subunit LolC [Rhodovulum sulfidophilum]IM796
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVVLGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>MBK5923396.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>MBK5923397.1 chemotaxis protein [Rhodovulum sulfidophilum]IM796
MFGRPRKSAQEKEAHALAEAFMAVIDRSQATIQFSPDGTILTANANFLDALGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKAFTDQFPRIHKNGQVIWIQATYGPYVDESGRATRVIKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIESLGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLQKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGNRPNRNAA
>MBK5923398.1 DNA polymerase IV [Rhodovulum sulfidophilum]IM796
MCGGESRENAAGPGRGQADAKSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHAIFAEYTDLVEPLSLDEAYLDVSQACAGGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTGTAEMLEVARQLLAGLHPFPRRVRLLGITLSGLEPRAEAAAEKQLDLFDDGSRNSG
>MBK5923399.1 hypothetical protein CCR90_06305 [Rhodovulum sulfidophilum]IM796
MPADPPIRRSTLPTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIHDREAHLHDITAATAQSELTRLEMEHAE
LHTAIYLADRGVMPLDRVRLDFANFHAQAKLVTETGSFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLL
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGYGRDEVLGRPLEQTLALSAALRRDGEATGRIELPAQRKSGTDFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSAMRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEAAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGIEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEIL
GEVPGAATQCKTAPAAMVPEPGRDAPADKPHRAAS
>MBK5923400.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]IM796
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFTLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMRVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAESLPPAPD
ACPVLPAIPAAPLDIGLALG
>MBK5923401.1 glycogen phosphorylase [Rhodovulum sulfidophilum]IM796
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQEDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>MBK5923402.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]IM796
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAATLEAISGGKTHPLARSPEAPDLFAG
PVPGKAPYVLRARDGSGNCREFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGATGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAGEGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHDPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVMDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>MBK5923403.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]IM796
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPKDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPGI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>MBK5923404.1 starch synthase [Rhodovulum sulfidophilum]IM796
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAERHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>MBK5923405.1 glycogen debranching enzyme GlgX [Rhodovulum sulfidophilum]IM796
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRGKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSSEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLLLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>MBK5923406.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]IM796
MGLAAATEAEAAASLDALEAARAARHLPDWLVLDEGRAPGLAVPAAWRIELENGGVIEGRAEDPLPALPLGIHRLSVGAE
ETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLRQALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHR
RRFNVAHLAVPGEAASPGGELVDYPPVIAARLAALKAAFAGLDAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPD
WPAEYRTCAASAVADFAAANGGAVAFHAWLQFLAETQLGAIREAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGV
SLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGDAPGGYVKMPRAALL
AVARIEAAREGAVIVGEDLGNVPEGLRDDLAASGLLGCRLAMFDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRR
LGHIPSERAEALAAERAGQAQALGVRIGGAGVDALHAALAASPARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPA
ATDLADCEPVRRAARIMVRAGR
>MBK5923407.1 HyuE hydantoin racemase [Rhodovulum sulfidophilum]IM796
MTVIVINPNSTAAMTGSILAMAETAAPGVTFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARIRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVEAAARFVSVL
>MBK5923408.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFMLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWAMNRRRARRGSDAGQGMV
>MBK5923409.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAIVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLTIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSTGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>MBK5923410.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTKATRTGLSRRRLLTGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFSERMGH
IACWNAVMDENRYMIRKWNEFIAA
>MBK5923411.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAARGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>MBK5923412.1 hypothetical protein CCR90_06375 [Rhodovulum sulfidophilum]IM796
MKLRRMTAGELPSVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVAGRIVAAISVVNHTGALAFLGLYLCRPDWRGQGI
GYALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWASDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPVPGPVIAAVATLELG
>MBK5923413.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]IM796
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMNSIRHLALGPGGTVAFAMQWQGPR
AEMPPLLGLHRRGTAPVWLDAPGAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTAQQAHAFDNHLVTVGAA
>MBK5923414.1 peptidase M75 [Rhodovulum sulfidophilum]IM796
MIRRTVLAFALALGAAPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLAVSHL
RLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCALIRA
EARDIHALASAILADWRDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAESRRSG
RSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEESRASL
GPALGVAAGFNSRDGD
>MBK5923415.1 thiol oxidoreductase [Rhodovulum sulfidophilum]IM796
MRCSTLRRWTRPGKAALLGIWMGSAAVAGPLTQAVTGPGLPSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGG
AGTVAGAAAFSSPLANLPPGEGLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAA
LMLQLGVPDPAAIEGYLTAHPDPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVTLSEGESATLRRPRYELAEPGFGQLDEA
TVISPRIAPGLAGLGLLEAIPEQAILALADPDDADGDGISGRASLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIG
LSSPLYPSGHGDCTPVQTGCRAAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACH
RPAFVTRRLPEAPALSFQLIWPHTDLLLHDMGAGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAV
LWHGGEAAPARDRVATMPASDRAALIRFLESL
>MBK5923416.1 bacterioferritin [Rhodovulum sulfidophilum]IM796
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>MBK5923417.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]IM796
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>MBK5923418.1 peptidase [Rhodovulum sulfidophilum]IM796
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIQNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKTKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>MBK5923419.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]IM796
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEVSAEGLARLFPERAALKVG
>MBK5923420.1 hypothetical protein CCR90_06420 [Rhodovulum sulfidophilum]IM796
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTQRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLARFLAGADGFAAVEEALSGRGLGRLYDWASAGAGQPGATDARAVMAALDSDPAAGRALATFVGLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCAGFLARTE
>MBK5923421.1 beta-glucosidase [Rhodovulum sulfidophilum]IM796
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGTPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMAGRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPRGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDALVMGEDGPEIHDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>MBK5923422.1 alpha-glucoside ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGQTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSVPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHEIPFNDPAVVGAIEDYGWFARNDAYVEGGSQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEVERRWNAIR
>MBK5923423.1 alpha-glucoside ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSPLLQGIATILIGVGGCAGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAVSTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPVDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>MBK5923424.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAGHGGRKSGLVWAVHLSVAVLVVIWLLPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFASGESAPLRGGGRLTVAPDGSFTAEAEAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLIVFFALQRYLVRGLLAGSVK
>MBK5923425.1 alpha-glucosidase [Rhodovulum sulfidophilum]IM796
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCNKELRSNPALPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSLAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKETGWRV
>MBK5923426.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGTLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYETPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTTGGGTIRARVPTEPGDKGRKVRVGIRPEDMAATDGEDYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>MBK5923427.1 hypothetical protein CCR90_06455 [Rhodovulum sulfidophilum]IM796
MARRSLLAALPLLFLGACVQTTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSALANSLTR
AGIMTPGGTNRLNADVESVTQPEETWAKVQVTMVVHYTIHDATGRTVFDQTVTTSYSSPLGQAGRGIDRLRIASENAAKD
NIALLLHALGASAEGAPRGGPF
>MBK5923428.1 hypothetical protein CCR90_06460 [Rhodovulum sulfidophilum]IM796
MPMIRPFGPLALCAVLVACAHAADETAMVPAAIAPLSPGNPHRGAISDIETAGGKETNPVLASQIADADFKAALRSALLL
SGALSASGRYVLSAEIEDITQPLFGVDMQVGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGTERLRYANEGAAREN
IAAFLRALGAEARAGGVAGVS
>MBK5923429.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDPIEIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLLALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>MBK5923430.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAIHAPVLEDDSPLSRLDRRLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLTAPVAVPLVVSAADQAASEATHVSGADD
>MBK5923431.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTDGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIVGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>MBK5923432.1 hypothetical protein CCR90_06480 [Rhodovulum sulfidophilum]IM796
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFLFMAFAYGLKLWRRPKVVAEDLRVL
PGRAGLSAAALSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGVSPLWGALSFPMAAFASLMLALTAALEGQAPGEAFRMAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>MBK5923433.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MQDAATCPHSAWIGELPGGLRRRFEPGAAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVVSWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>MBK5923434.1 nitrogen fixation protein CowN [Rhodovulum sulfidophilum]IM796
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>MBK5923435.1 IMP dehydrogenase [Rhodovulum sulfidophilum]IM796
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>MBK5923436.1 hypothetical protein CCR90_06500 [Rhodovulum sulfidophilum]IM796
MSIAVLQAPAAEAGAISTDRLGGYQGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRSIRCLVFH
VERRGGPVGCWVRRAGLPLLWSVLRGEMSLVGPRPATRADLARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDDLRY
GRIASPRVDLELIAAALMRRWRPGRPRPGLALLSGTVPLIVSSHNGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>MBK5923437.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>MBK5923438.1 hypothetical protein CCR90_06510 [Rhodovulum sulfidophilum]IM796
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPSEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTEMFRQLSETQQWRTYTEEQALLADFLTGEALQDYFLEERDKHAEILRG
MASSS
>MBK5923439.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]IM796
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>MBK5923440.1 tricarboxylate transporter [Rhodovulum sulfidophilum]IM796
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTIFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>MBK5923441.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]IM796
MTLQTISDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAERRGLIVLRLSVDPSEPAGRFSLKAGGAGGECDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPEANARSFFDAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAGRMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>MBK5923442.1 hypothetical protein CCR90_06535, partial [Rhodovulum sulfidophilum]IM796
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTGI
FRPAFHTNPTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVARPRQ
GARQGEGAALQIVLAGLPDLEPHLEQSHPPLLGLSRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDAGALALIHDQ
AHGLPRLVNTICDRSLNAAFGAGRPRLDGAFIREVLSEWNDSGDALCLLECPAASLPRAPQTAPPGARPRPVTQPPPPDA
AAVASIPPPPISAPLSASSSVSVSGAVSAPGTPPAPPRPRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPATPIDA
TSPRLAGAGAVPESRRAARLPDRSQAAGTVPGAGSAQTNSMETGAAAERLARTRTRIEAAETRLADTLSELERLAARLRD
ATKETGAAEARRDAARDAAKRAEADFAQLQDRIAEAELRLDALDRRLAEGDADQLTGLQATAAPPAPKP
>MBK5923443.1 hypothetical protein CCR90_06540 [Rhodovulum sulfidophilum]IM796
MRPPCLPRLETRRDRPAARDPARALPPLPGRLIPERPGSFFLAKIPMTRTACRPDARGWTRGGTFLHILRDVISEDPRPM
IDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIAV
VTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAAA
HDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLLT
>MBK5923444.1 hypothetical protein CCR90_06545 [Rhodovulum sulfidophilum]IM796
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFTRTNLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDNFTP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDNGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWRPGGIARLHATLPALCRPCPAG
>MBK5923445.1 glycosyl transferase [Rhodovulum sulfidophilum]IM796
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASEICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFETMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKADRLKPLIDLWRAHAEGSTIPDTTTLPGPPAP
>MBK5923446.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]IM796
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>MBK5923447.1 Tat pathway signal protein [Rhodovulum sulfidophilum]IM796
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>MBK5923448.1 murein L,D-transpeptidase [Rhodovulum sulfidophilum]IM796
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
SAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>MBK5923449.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]IM796
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RLAMAGLTRMMDPGPEIGPDIHPTAIVDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>MBK5923450.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]IM796
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>MBK5923451.1 beta-ACP synthase [Rhodovulum sulfidophilum]IM796
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVRYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREAEVSAVLSNAFAFGGLNAVLALR
KV
>MBK5923452.1 hypothetical protein CCR90_06585 [Rhodovulum sulfidophilum]IM796
MTMREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLLIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>MBK5923453.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]IM796
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>MBK5923454.1 recombinase XerD [Rhodovulum sulfidophilum]IM796
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
KQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGAREALTAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDSDPS
>MBK5923455.1 hypothetical protein CCR90_06600 [Rhodovulum sulfidophilum]IM796
MSTSARTAALVAGALTWAAPALAERPLSAIDWLSDSVAATGPRKPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>MBK5923456.1 shikimate kinase [Rhodovulum sulfidophilum]IM796
MLLCLFLVCSRVSRFGPIITGISPEFTPFRGRNRQQWREVAQVGTKLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSD
AEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRH
KDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTRPDVLEAA
>MBK5923457.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]IM796
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAAGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRNLLDEALAGR
>MBK5923458.1 ATP-binding protein [Rhodovulum sulfidophilum]IM796
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPSRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>MBK5923459.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]IM796
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>MBK5923460.1 monooxygenase [Rhodovulum sulfidophilum]IM796
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRYGNRVLKLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVVPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPHLLEQVHGVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>MBK5923461.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]IM796
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>MBK5923462.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]IM796
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>MBK5923463.1 delta-aminolevulinic acid dehydratase [Rhodovulum sulfidophilum]IM796
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPYTDASLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHHGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANSDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>MBK5923464.1 component of SufBCD complex [Rhodovulum sulfidophilum]IM796
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVATGAGLWI
AGLGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>MBK5923465.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]IM796
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDESALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLKQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>MBK5923466.1 multidrug MFS transporter [Rhodovulum sulfidophilum]IM796
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPENLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPRR
>MBK5923467.1 polyketide biosynthesis protein [Rhodovulum sulfidophilum]IM796
MVRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDPAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGEAPKAGLQ
>MBK5923468.1 benzoate--CoA ligase [Rhodovulum sulfidophilum]IM796
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPIEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEATLAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>MBK5923469.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>MBK5923470.1 entericidin, EcnA/B family [Rhodovulum sulfidophilum]IM796
MTRLLFILLALTLVSCSTVEGVGKDISAGARTVRNAL
>MBK5923471.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPTHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVYRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNTEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSPRLHYPARIPVYGDWVGFLPDVWWSEEN
>MBK5923472.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]IM796
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>MBK5923473.1 patatin [Rhodovulum sulfidophilum]IM796
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>MBK5923474.1 amino acid transporter [Rhodovulum sulfidophilum]IM796
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>MBK5923475.1 hypothetical protein CCR90_06700 [Rhodovulum sulfidophilum]IM796
MFESKEPSAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>MBK5923476.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]IM796
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>MBK5923477.1 translation elongation factor Ts [Rhodovulum sulfidophilum]IM796
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>MBK5923478.1 hypothetical protein CCR90_06715 [Rhodovulum sulfidophilum]IM796
MASADQRPRKTLTIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWILIIGHPRLEHALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGMLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLSDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPSSHLA
LELAFGFIGWIMLALVLAIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIANRNIRESDLLVRWGGEEFLLVMASSAEVLLVQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EVGIGRAIRRADTALYAAKIGGRNRVMSAAALCESEAPVGPLALRTPPRLVS
>MBK5923479.1 hypothetical protein CCR90_06720 [Rhodovulum sulfidophilum]IM796
MTVFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYIMVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAV
GGGVVLLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPAALDLSTTYALMTLHLCLALQPFHRGAAMAVLVAAWTGIWWST
MTDLFEATIWGRPVSGFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGPRMRILLVLALIEPWLVGIATLHAVPETVSA
RLLIAPLLGLFGLAQLALVLTVGALLERAARANARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEV
DERAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRSQPDLPVAAIGISMSAFDEPNLEAAL
QRAESALYVAERRGGGTLVRVSDLAETGQGAEARNPPPVIWEGRRGPPK
>MBK5923480.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWAKHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>MBK5923481.1 hypothetical protein CCR90_06730 [Rhodovulum sulfidophilum]IM796
MQADRAPLQTYEQAIWRLVQSVVSERFDAAQIDLAVDIVADIFWVADKKVLEDVAKASSGLGLRSAEAPAARSHIRVYA
>MBK5923482.1 hypothetical protein CCR90_06735 [Rhodovulum sulfidophilum]IM796
MNWGAVIGAGASLLGGAMASRSSGKHVVPDYAKIRRKAEAAGFNPLTALTSAPGSAVASQNYMGSAIADAGLILADGMAK
KAEKTGELQKAREQNAQLKERVQQLTIRPRVGGIYANNVNTPSIRAAVGVRDENAVQDVAVGDDHGASADGAGPSVGFRP
LEDRSPYDPRREVQNAPVTSTPGFMEVDNPHLPGPFRVPTLDGDEPLQWYDYPSLAAPAIIWAGEKVYQSGQRVGRQIFG
GQRARPRFNPFTGYE
>MBK5923483.1 hypothetical protein CCR90_06740 [Rhodovulum sulfidophilum]IM796
MSYQNARNVRRESRTLVGRFRGGKLNPVMAVAVRGNEGGFLSQQVTLELDPIAGRMITPITGEFISVYLPVQAVDAIKDP
DAAYAGMTEVLREKLLSGNPLFDLEPESEISRRCGVNPRSIGGVKKVNEIVRLGHNAAVNFLRQRKYVKAAQVLHSNTAI
TPALISQTVLDRLNGVLDPEDRVNGRIQFDGNIPIRGVGRINPGSGANPLTNQSVTETGGDTDTYSRAFDLGANGGYLRV
ETDATGVPQVFADLGGAADISLADFYNAETMDRLTRAMRQFVDANPQYGEEMALRWAHGLSVDTGKIPFIISQQSRVFGR
SIVGATDTAGVEGDVMRSDMMVQLSFSVPIPRTELGGVIITFATIKPDETLSSQPHPYLSDVWGADNFVADELALDPVPV
TVRELDSDCAAADESTVALYVGHNGLKRTYVHYGLGRQLDPETVENKTAVWQLEVPMSVTPESVIYPEELEHYPFADQQA
EVCTYVINSTAVIQTPTIFGPTPVEELAILEDENVFGDSEE
>MBK5923484.1 hypothetical protein CCR90_06745 [Rhodovulum sulfidophilum]IM796
MSAEITRKTRLVSANGGTLEIVDPMGEIVAEIAVPPGNVSAVSYLDLVPDGCALFVADGLAALNPRHRIGIQPHPHARET
GANPDYVPTSATRLEREMRLTLARMQTATKRVEARERALSAIERVPQAPAEVPPVEEPSVEVIEDDEGQSVE
>MBK5923485.1 hypothetical protein CCR90_06750 [Rhodovulum sulfidophilum]IM796
MSSRRYVKRVWRVPKDRGALEYFATLVKKSLRKHGWPAEVELRLPRQCFFIRHVDGGEELPPDFQEAAEIAVRILARTYR
VEVEQHSNFVSLKRLYRVTPGGHFREEK
>MBK5923486.1 hypothetical protein CCR90_06755 [Rhodovulum sulfidophilum]IM796
MIYQGNERHPVREAVLHCAAIKDGQFAHFTPFQAFVTVNQWHLERGFNGFGYHGLFMPDGSWFPGRPFEMIGAHVKGHNT
GTLGFLLIESREIDRMGAFEDFFTEAQRCALTAKLAELPGLQTVSGHNDHAPKLCPGFKVRSEDWL
>MBK5923487.1 hypothetical protein CCR90_06760 [Rhodovulum sulfidophilum]IM796
MTPWDDPELRAQQLELEAARRDFLKPVAHLPASQQAAWVARLRVQWTPEMHRLDRVRSGPRTCPR
>MBK5923488.1 hypothetical protein CCR90_06765 [Rhodovulum sulfidophilum]IM796
MCTRPIEQDGFTFACRTCDECISTRRHQWVARAMAEKTGWPHTLCIALTYADDTEENRDAARMFCYADVRAFFARLRAAA
RRHAKSHRLNAPPVIRFLCAGEQGDRNGRCHWHLIIYSNVDLLHLGEYRHRGRVVTKRPDMMSVGKRKIRLDWSLWGRGF
VTLQDPDEGAMHYVLSYCLKDQFTEENSKGTMRYASAENFATGLFRMSKRPAIGSRWFWDKLASYADKGAVMPELKFRVP
GLSGYWVPSGSWRKHALWALVALNQRAVWTRGAPAPQWSSLIASLADLEADTAILTGPWCPEEEEEDSIDYEIEKRAREV
AGRQREAEIARTCGRELPCRACLDNHSEETLAALGVVRVPQETEVEFSYRAAPGFEAPEARWKRPGKGINPHCLLSHLED
RKRVFPASAGRSRS
>MBK5923489.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]IM796
MTRTGTGTGLTLAAALLACGAASADPEEGAYSSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTRAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADIEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASAGNGGTDTDR
>MBK5923490.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>MBK5923491.1 phosphate transport system regulatory protein PhoU [Rhodovulum sulfidophilum]IM796
MKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSAG
DLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDLE
VDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>MBK5923492.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>MBK5923493.1 phosphate ABC transporter, permease protein PstA [Rhodovulum sulfidophilum]IM796
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>MBK5923494.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]IM796
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGVWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTHREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>MBK5923495.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>MBK5923496.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGRDATYDVTASPLEGVAAGGVVLSFTDISD
LEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPG
ARVDVAALLRSAVQTLRPLAEEAGVALTLGGAEAEAHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLEMTRSERELAFR
GPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSAPGKGSTFSVTLPTV
>MBK5923497.1 hypothetical protein CCR90_06810 [Rhodovulum sulfidophilum]IM796
MALLIGFDRGDQPQRGMPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLP
NTEIVRREIAALCPGMTVQMIPRTRH
>MBK5923498.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]IM796
MTLYTLDGVAPTLPEDGDVWIAADANVIGKVILEVGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>MBK5923499.1 guanylate kinase [Rhodovulum sulfidophilum]IM796
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGKDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>MBK5923500.1 YicC family protein [Rhodovulum sulfidophilum]IM796
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPVTLRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPEPETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIGETLRASLARVMETAAGADPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSVGLTRVGLDLKAAIDQMREQVQNVE
>MBK5923501.1 hypothetical protein CCR90_06830 [Rhodovulum sulfidophilum]IM796
MAGGDNVAVNLPAATPRCKETAMVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRA
LSNCFVAEAMAPRHLRLRLTGQHMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALF
AGMLLLPLARENGTPAKVIGALATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPTLTVIQGGVVEPAC
>MBK5923502.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]IM796
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>MBK5923503.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MISFAGAVEPFRIANRMAGRTLYRWRLAAEGGEEVTGSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRALVGWLRR
EARKGLAMAGLCTAAHALAKAGLLDGKRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGRTEA
>MBK5923504.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKKLLLASAATLSCTGAANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGVLRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>MBK5923505.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MIRVENLHRHFGGFHAVDGASIEIATGSITGLVGPNGAGKSTLFNVIAGVLPPTSGRVIMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGTADEIMQN
EAVIEAYLGTGLKNRIKAEPVSEAGA
>MBK5923506.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>MBK5923507.1 hypothetical protein CCR90_06860 [Rhodovulum sulfidophilum]IM796
MRFFFMMAGLLAASAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGSKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLAPEDGALQAIAVSVHGSCAESE
>MBK5923508.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>MBK5923509.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>MBK5923510.1 hypothetical protein CCR90_06875 [Rhodovulum sulfidophilum]IM796
MIATDRSKGGTALKTDILILVPAAGASSRMHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDA
LPRLKVAYVDPAEGMAASLRAGAAAARAAGARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFP
ARLFPGLEAVAGDTGGRDMLAAETVCPVVLPGERAVTDLDTPEAWAAWRARSGH
>MBK5923511.1 hypothetical protein CCR90_06880 [Rhodovulum sulfidophilum]IM796
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>MBK5923512.1 hypothetical protein CCR90_06885 [Rhodovulum sulfidophilum]IM796
MPGLGMAGLLLALAGCNAAMAPGGEGAQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPAGLDEASAPVFGFER
DLGVTTASLGDPTDAGFWALTPLTDENRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYA
SE
>MBK5923513.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]IM796
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>MBK5923514.1 hypothetical protein CCR90_06895 [Rhodovulum sulfidophilum]IM796
MNKTVLTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICV
ADMGPANFVHGYRGASRPGSNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCSDERQFEFADDD
RPAT
>MBK5923515.1 hypothetical protein CCR90_06900 [Rhodovulum sulfidophilum]IM796
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRNGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGADTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVRAVLG
>MBK5923516.1 ectoine hydrolase DoeA [Rhodovulum sulfidophilum]IM796
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>MBK5923517.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]IM796
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLAGVLTT
>MBK5923518.1 hypothetical protein CCR90_06925 [Rhodovulum sulfidophilum]IM796
MAIEAETQPTPGILIGDRLLNVATHLGILPQAYSIRQTDSALDTLLESAGSLPLGTPAHMVDENPCAILVALLETEAPRI
VVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTVIETVDFTIGADLAIFQIGEMFGRSAEAAALLDEREARIASVEAL
LPLARPMRTTVLHGADAGDMAVTVERPGGPTDLALLDRIGVETVGAPAAVPDAGGAPMRVDWHAIAAAEPDVIVATGDAD
QVRAALRRATASVSALSGIPAVADDAILPLPAYSDMDVVGYPYTLEAWTRAFSEIAMAAVSVPAASR
>MBK5923519.1 hypothetical protein CCR90_06930 [Rhodovulum sulfidophilum]IM796
MGGDVQKTVADQDAGCRLGLGFDGQGRRRRCQRRQDCKNAHDDLLPEMEGQHLAWRGLGSCCPVLLTASAGCQPASPTKA
QILDKKSRAVFLATRQPTASSLQCKGCGMTFCGRQGLMLATTILSGSLPALADEDARLGIIYLEEEIDWGALAPLTMDRE
DTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAAVTENNIMINGIGINSIVAAEPFA
VGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLLREPTGESRGLLSFGFSSDDLTTY
NLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYIGDRVESESSSDFGRVVLRHELQD
GGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYTNILGAWDLSARLTYSRNKVANHSNVDYYANWIGRNTDDT
LYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDLSRDLAGGRLNFGASVIKSQAKRARLNDTTAYAAFMPN
TLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYETFLEWERSWERFDLRAGLRLDRNDVMDNTDIAPRLSLGYRLSD
TVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKTPYTDEVALGLTAADPWTGGTWRM
TLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSVGLRVSGVVADRETSSSGYYNASD
ELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFGYEGVRDTDEDETHVNPTYGSRPH
SVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGRSYWLGTEVTW
>MBK5923520.1 hypothetical protein CCR90_06935 [Rhodovulum sulfidophilum]IM796
MVDAQAKLAQALETSTRSVQLLGRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRF
DRINGAIAGLEDPAKKAAVAAALYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVG
NQVAASMAPAITALTTGFTDLLREGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVV
TLNAKLLLTRAALMRTGFGALVIGVGELIYRFTGLVEATGGVGQAFDALKRVAIEVWERIGAGTRIVVLAVKRMGWAIRA
DFYGTLEAIQSRWGGVITNMAAIGAIIPGFGSQFRAVAAEIRKSSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPL
ASVEALRAKLREARAEMDNTGTSSQGLKAALRDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVK
GSGDAGDAISALADRMLDDLLDRAMSPLSDALGSMFDGLFSGLFGGRASGGGTVKPIGDLIGKVMDGGSFDGGGRTPLGP
RAGGLDGKGGFLAMLHPNESVIDHTRDSGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGG
AS
>MBK5923521.1 hypothetical protein CCR90_06940 [Rhodovulum sulfidophilum]IM796
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTGTEAPTPAFRQGVTLWPRLRRPVAPGDPV
AMRAPFGTWALAGPETSYSGSQSRIRTRILQIREAL
>MBK5923522.1 CopG family transcriptional regulator, partial [Rhodovulum sulfidophilum]IM796
AIDQTAKERGLTRSAFLADLARREITG
>MBK5923523.1 integrase, partial [Rhodovulum sulfidophilum]IM796
RQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAPKVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLA
DFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKPMGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDC
DGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRKYITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIER
VYWHHSPDHQRSAVEAMDRRK
>MBK5923524.1 CRISPR-associated helicase/endonuclease Cas3 [Rhodovulum sulfidophilum]IM796
MLDVAAVFERLIEPFGVNNRLRDALVLLSALHDLGKISDSFRCMLEERAPQRFRHWQLTEVLLYEFDPFLAGHLGGTPWV
RQLLYASVAGHHGRPSKLDLGGLGYLGRRPRDYRLALAAIGSAKADAATTLSRFCELWPDASLDEVTEDHAVTLSWWLPG
LCTAADWVGSNTRWFQSQAEITSLKEYLDGTRRVAVDAVCGAGLSGALTRDERLFDFALRPMQTACADVPMIEGPMLAVI
EDETGAGKTEAALLLAQRMLLAGKGRGMFVALPTMATADAMFRRAADVVGKLFGKDASLTLAHGRAGLSVAFRDIVNSTA
RSEDDATCSDWLAESRRRALLADVGVGTIDQALLSVLPVKFQALRHFGLSSKILIVDEVHELGEPYIGAELEALLRMHRA
VGGSAILLTATLPMAQRARLLSIYGGFSDSPAYPALTVAGGVARTDLPQATGPKGAVQVVRLANQDDAVAILAERAGRGS
ACVWVRNAVDDAISAVELLRSRGIEARLLHARFALSDRKRIEAEILARVGKAGVDRSGFVLVGTQVLEASLDLDFDVMVS
DLAPMAALVQRAGRLWRHMDVRPGAARPVPAPILHVLSPDPGEVTSDRWLQSVLDRGAYVYPVADQWRTAKVLFDAGRIE
APSGLRTLIEAVHGEETIPAPDVLSDAESVAEGKGAAARGHAAQNIVELAAGYRMGGQANDDAIYPTRLGEEQRVLVLAR
WEDGRLFPWAVDMFEGWALSEVSARRSRLDALPIPDQSAPEIMAITRDWPDWKRAEQRLCPVAEDGHICAGLRYDERLGL
ILGEIATKVGI
>MBK5923525.1 type I-E CRISPR-associated protein Cse1/CasA [Rhodovulum sulfidophilum]IM796
MLNLIEAPWIPVLCEDGSRHVVAPWQIAEPGILRPDWPRPDLNLACYELLIGLVFLADPPTNNGDWQRRLAPDPDRLKEK
LARFAVAFDLLGDGPRFLQDLSPLDGTPNPVDMLFIDSAGANTAKNNADLMVHRDRYGMLDLPLAAMALYTFQAHAPSGG
AGNRTSMRGGGPLVTMVDPGDGLWSLVWANVPCGRSSDPDILPWMKPTRLSEKGQKSHPPEGQVFSAEAFFGMPRRLRLV
GSGAGVEGVIQKPWGAHYALWKHPLSPYYRLKAGAEWLPKHPRPGRFGYRNWLGVIAREAGSENSELSLSLRDWGQRGGE
ASVIVAGWAMDNMKPRDFVLSVQPFLDLPIAAEDMLVGLILAADAAAVALRGALAAVLSEGDAREAAREAFFAATEGMFL
DHLQAVKAGGSPCADWLNDLRRQALSQFDALAMPGLDRRESDRIREIVEARKTLSGCFAGYGKQGKALFQHLGMEPPVRG
NTRKSA
>MBK5923526.1 type I-E CRISPR-associated protein Cse2/CasB [Rhodovulum sulfidophilum]IM796
MSDDPKSPGAIARGWWRANLGARESAAARALAARLRRAAPMAALCEPAVMELARALHMGPGRADSLVRLVCLLAEVREED
AATLARRLGGSDPTMSPLRFQRLMRAEGDELITLLRRAVGMADRRCNVAALAQDLLYWEEARPRWCFHYFGADAPRDDLK
ESVK
>MBK5923527.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]IM796
MSTFLQFHLLTTYGPSNPNRDDQGRPKQAMVGGSPRLRMSSQSVKRALRESAFFELDLQGNMGIRTKRLFEKLVEHLDAQ
GVPGDVASEAAAQVAEIFGKLEAPNKADGNRVASTLAFVSPEEWRLAEDLAGKIVAGEDMPKEKDLKKLVLRHADGAVDI
AMFGRMLAADADFNRDAAVQVAHAITTHTAQAEEDWFSAVDDLNKAEDTGAGHLGETAFGSGVYYQYVCVNADLLVDNLD
GDRDLAAKGAEALARAIAQTSPRGKQNSFAHHPRAHYVLAEKGTQAPRDLSGAFFSPIREQPILDSSVASLVRTRDDIDE
AYGQAWDADCIMHVGVGGTLDEIVLFAGDAVRDA
>MBK5923528.1 type I-E CRISPR-associated protein Cas5/CasD [Rhodovulum sulfidophilum]IM796
MQPYLVFSITASLGAMGELAGHERRGSLIWPGRSAILGLLGAAMGIERGGDFSKLDALGLAVAVFDTGAPLRDYHTVETV
PSAAAKHPNSRPEALAAARGRTNTTITLRDYRAGPLYGIAVWGEELDAIAAALRRPRYTLYLGRKSCPLAAPPGAKVVDT
VSAEEALTHLDLPPWRRLDRRGAPVVARLLVCGSEEGEIVHDVPGDRRHRHFTPRRVTVRNVEIVPGGAG
>MBK5923529.1 type I-E CRISPR-associated protein Cas6/Cse3/CasE [Rhodovulum sulfidophilum]IM796
MTLYLSRIRLSRSPSAQALSGLLSPPASGPRRSAHHKLLWAAFADGPDRRRDFLWREDHDGDFLTLSERPPQPMDLFEPH
QVKDFAPALASGALLDFTLRANATRMKRGGKRVDVVMDALYELPKGARAAERMMVAGREGKAWLERQGETAGFGVIRAEA
YDYATEVLPGYRGPRKGQPQFGIVDLSGRIEIGDPAAFLGQLARGFGRAKAFGCGLMLIRRAS
>MBK5923530.1 subtype I-E CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]IM796
MSEGNLPGLAPPRPISLKDRSSLVFVERAQLDVADGAFVAVNADGTRTQIPVGGLAGIMLEPGARISHAAVALAARVGTL
ITWIGEGGVRLYSAGQPGGARSDRLLWQASIALDDAARLRVVRKMFALRFGEDAPSRRSIDQLRGIEGVRVRESYTLLAR
QYGVDWRRRSYDPKDWEAGDVPNRCLSAATACLHGLTEAAVLAAGYAPAIGFLHTGKPLSFVYDIADLYKLETVVPEAFR
IAGQAGKGRLDMAPDRAVRLACRDAFRRTGLLKRIIPAIEEVLSAGNLPRPEPPPEAVSPAFPDAPPTGDAGHR
>MBK5923531.1 type I-E CRISPR-associated endoribonuclease Cas2 [Rhodovulum sulfidophilum]IM796
MLVVVVSNAPPRLRGRLSAWLVEVRAGVYVGDYSARTREMIWEQVLAGLDKGDAVMVWKAPTDQGYDFVTAGQNRRMPVD
FDGLKLVSFFPEPPSR
>MBK5923532.1 hypothetical protein CCR90_06995 [Rhodovulum sulfidophilum]IM796
MLLAGCGGLPVPLGPSVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWIVLVALIG
WIAPSPGEIGRRIGEAVRGRRSVERGRTATRRFCTRQPEV
>MBK5923533.1 hypothetical protein CCR90_07000 [Rhodovulum sulfidophilum]IM796
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVNLGDSYTPAECRAMFADRLAEIEAGLDRLIADP
VEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
DVPFRWGGA
>MBK5923534.1 hypothetical protein CCR90_07005 [Rhodovulum sulfidophilum]IM796
MHLVPHWRALIRRAWSIRLILVAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>MBK5923535.1 hypothetical protein CCR90_07010 [Rhodovulum sulfidophilum]IM796
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBK5923536.1 hypothetical protein CCR90_07015 [Rhodovulum sulfidophilum]IM796
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMIWVDTATRALKMRNVPNNGWITLGSFASGSFVPAG
VNRLTEAQAKDAFSDIYGAVTGEILRAAILAHAPDAVIPGWHPYDMLRPGDGATGLIWSYDKAGSVQNVETPEFEDGYEY
ALIFEAVATNKTTSTLQISVQPEITGTWSAFTSFPGAGFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVTT
GAPEASALSAVRVRWAEGNRINEVFRTGRVRLFKRREHLTG
>MBK5923537.1 hypothetical protein CCR90_07020, partial [Rhodovulum sulfidophilum]IM796
VHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVFDPRDGQVKYSTNPALCLRD
YMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGKTENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLT
VGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGE
TGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPA
IFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMAEELYETRGGGGVKTRVRLSATTDNPFVETWQFAWRPVSAPEPTLR
GLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQG
GRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPD
FAGTATGCSAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGSTDA
YGDVDLQVSVTDDAPTAAPDTARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>MBK5923538.1 hypothetical protein CCR90_07030 [Rhodovulum sulfidophilum]IM796
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MBK5923539.1 HNH endonuclease [Rhodovulum sulfidophilum]IM796
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPAAEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>MBK5923540.1 hypothetical protein CCR90_07040 [Rhodovulum sulfidophilum]IM796
MSELFNNIADHTGLDVGSIFAQWYPNERRIEICIADFGPGIPHTVARVKPGLTDAEAISKALEDGFTSKSLPTNQGVGLH
YLQQNVVENLDGELSIQSCGGGLNVKKIGNIVRKVPYSTGGFCPGTMIEMRFSTDRIDQTDEDGEFAW
>MBK5923541.1 hypothetical protein CCR90_07045 [Rhodovulum sulfidophilum]IM796
MVIFVNGVVPSCDTAQQGYAVFKVLSNALSHSDKPIRVDFAHIPNVTSSFVNTAFIPLLDALPFDEIKRRVVVVGANRQI
ANMLRTRMSAHSQRKAVAA
>MBK5923542.1 hypothetical protein CCR90_07050 [Rhodovulum sulfidophilum]IM796
MPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDTELIATVVRNVLPWYAAT
LVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHAKTADAATLGIEGWQPIPRRNRKGVIVHDAVRFTPCHWDPTPTRI
AAARRAYLDWWGYLLEVQAALKGEELAQISLTGDMPPMRPWQG
>MBK5923543.1 hypothetical protein CCR90_07055 [Rhodovulum sulfidophilum]IM796
MDAKEQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEIAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEATWLRDREARLAHCRSIADLAGAPA
>MBK5923544.1 addiction module toxin, HicA family, partial [Rhodovulum sulfidophilum]IM796
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>MBK5923545.1 hypothetical protein CCR90_07065 [Rhodovulum sulfidophilum]IM796
MLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAEIEEFQRRRVT
VFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDKGFGLVQAIQNR
EDTWGRT
>MBK5923546.1 hypothetical protein CCR90_07070 [Rhodovulum sulfidophilum]IM796
MRRAGWERRLSAAVRDWEDRPFAWGSADGLTLLTCAPVAQAPPSVTPAAPYQRAAFGSGWTDPDGDCLDTRAELLADLST
VRVTLAPSGCSVRHGR
>MBK5923547.1 cytochrome b [Rhodovulum sulfidophilum]IM796
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>MBK5923548.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]IM796
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>MBK5923549.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]IM796
MPLSETELMLRGYGLTTAEFYYRMPDFRNVLNSFIWQDYDLAPDHPRLFRFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>MBK5923550.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]IM796
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAAKIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKVDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>MBK5923551.1 hypothetical protein CCR90_07100 [Rhodovulum sulfidophilum]IM796
MKILAGVLGRLSLTGAPIPFNAWLRMILAVCVIAASAEIAARSARRSEPRQNDPNPVCTARRFAIVPGTLPPPPEVVLRS
PSEPLSFAASAR
>MBK5923552.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]IM796
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPNTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDRDAFSQGVTARLMDHPKIRREDTEITSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPNIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRTLPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>MBK5923553.1 hypothetical protein CCR90_07110 [Rhodovulum sulfidophilum]IM796
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAEL
>MBK5923554.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]IM796
MRTRFAPSPTGPLHLGHAFAALTAFERAGGGEMLLRIEDIDSARSRPEWEARIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPTHPGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQEIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMVGL
>MBK5923555.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]IM796
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLILVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>MBK5923556.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]IM796
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>MBK5923557.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>MBK5923558.1 TRAP transporter permease DctQ [Rhodovulum sulfidophilum]IM796
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>MBK5923559.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>MBK5923560.1 hypothetical protein CCR90_07145 [Rhodovulum sulfidophilum]IM796
MQPQNVIPGAIAFWVSDIWPSMKIEQTKNRIRQIGWLRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGV
VDVLLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNL
GLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLS
ARLVRAHLPDWIDVHRQPVEA
>MBK5923561.1 ferredoxin--NADP(+) reductase [Rhodovulum sulfidophilum]IM796
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>MBK5923562.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]IM796
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIVSGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIELLTGRDKGKDRAAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQKGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARKLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>MBK5923563.1 DNA ligase (NAD(+)) LigA [Rhodovulum sulfidophilum]IM796
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRPDSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGEVGENVTA
NARTIADIPGTLAGAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTAGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPDDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGKGVRQLKNREGWGEKSATNLFAAIETRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIEGA
>MBK5923564.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>MBK5923565.1 hypothetical protein CCR90_07170 [Rhodovulum sulfidophilum]IM796
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>MBK5923566.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]IM796
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGSHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQSEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>MBK5923567.1 hypothetical protein CCR90_07180 [Rhodovulum sulfidophilum]IM796
MKPATVGYWAAAGSGAGIIGVEAPRRACILTRSNEMEDIRMRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVA
DMDLEEIVRSMWRPAVASIEASGTQLTTSQRRRIETLYYDIYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRS
VMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>MBK5923568.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]IM796
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAE
VVRLSPDALITIDSPDFCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIAREAPLCLALPGSRRGEVMRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTEL
TAAWPVVAPLVIDPRGDPDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVN
IVSDTFAVPEFLGANCQPGPIAAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>MBK5923569.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]IM796
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARAATI
LAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAHGVLCKAPKSGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLDPEKTLARSDALGLFLWVREP
>MBK5923570.1 acyl-[acyl-carrier-protein]--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]IM796
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPKVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGRRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>MBK5923571.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabZ [Rhodovulum sulfidophilum]IM796
MSDAQAPDADIDEIQNILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>MBK5923572.1 hypothetical protein CCR90_07205 [Rhodovulum sulfidophilum]IM796
MRRSLTAPVLAAMLCLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDQKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGPSPDAPATGGESSSVPAPETGGALLRPMPAPAPPRGATEGGD
>MBK5923573.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]IM796
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDSGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNSRIKDEDLQRIIQSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>MBK5923574.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]IM796
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVAALPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>MBK5923575.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]IM796
MQRRRITVFGATGSIGENTIDLLTRQGGAGTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAASRPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMETGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMPH
>MBK5923576.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]IM796
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>MBK5923577.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]IM796
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKEATALLQKG
VRVRFIGDRDRLDPKLVGMMHALEEITAGNEQVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>MBK5923578.1 ribosome-recycling factor [Rhodovulum sulfidophilum]IM796
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>MBK5923579.1 UMP kinase [Rhodovulum sulfidophilum]IM796
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>MBK5923580.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]IM796
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPEETAR
VPHALYGHVPFTADYSVGHWLRDLAPVLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPVVIEAGRDWLNARIDARFERMMAEGALEEV
RANLPRWDPTLLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGNWPRWPAG
>MBK5923581.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEADTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYTSP
AYFTRAFQARAGASPSRFRKGH
>MBK5923582.1 diguanylate cyclase [Rhodovulum sulfidophilum]IM796
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGEATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTHETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
EFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>MBK5923583.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MIGFIFGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLGGRCLRGRPDPAPAPRFCGVLQGNWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTISIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>MBK5923584.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MERLSWTGALGPWLVPALEAALVVLTLAALAHPVALLAGGRIAPGSEAMRFRPGKAARVTAGLFRLSLGAVATLILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWVFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTAYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGSLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGGLFLFPLVFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEEAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>MBK5923585.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIVDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRSIPRPGSDKTTARLETIPGSFLMPQDRPRGCNFAPRCAHTVAGLCDATEIAMRPVPDPTTRQS
GHEARCLRFEEIDWQSRATRPANAPQGEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETVAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRTRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LLFISHDLSIVRYLADRVMVMYLGHVVEIGPTAEVFAPPYHPYTEALLSAVPVPDTRVEKTRILLEGELPSAMNPPPGCP
FQTRCRWAQRVPGDLCSRELPPMVELAPGHSILCHLPPETLDEMEPVFRSAAE
>MBK5923586.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]IM796
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>MBK5923587.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]IM796
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>MBK5923588.1 hypothetical protein CCR90_07285 [Rhodovulum sulfidophilum]IM796
MGAVPGGAAAVSLLYKFFWRRLDMKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNL
ETSGKADFANRDMPVSAYSDVIVEGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNK
ETPTFDGVRVESGLAGDPGFEALFPTDMVDTLNRASEDLSTLAATGTATVSGGNTLNIDATSGGLNVYNFDISDFGGAIG
QIDFSLGATDTLILNVSGSSILFEDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASA
VLRGQVHLQPFAGELPPTDPAPVPLPATLPMLAVGFGLVGLMRRRRS
>MBK5923589.1 S-adenosylmethionine decarboxylase proenzyme [Rhodovulum sulfidophilum]IM796
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDVARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>MBK5923590.1 hypothetical protein CCR90_07295 [Rhodovulum sulfidophilum]IM796
MKDGPDIPPIIAARIDAPRRASILTAHLAGRALSTAGITPAVASVHLPPQAEAGPIRPRKQNRHRHFALARDAAARLRRP
ERGRHLHPTPAGAHAPAGAFQT
>MBK5923591.1 spermidine synthase [Rhodovulum sulfidophilum]IM796
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPIGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAATLAELEARAAAAGLSTEYYTPEVHKASFALPGYVRRLMP
>MBK5923592.1 helix-turn-helix domain containing protein [Rhodovulum sulfidophilum]IM796
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>MBK5923593.1 hypothetical protein CCR90_07310 [Rhodovulum sulfidophilum]IM796
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>MBK5923594.1 trimethylamine methyltransferase [Rhodovulum sulfidophilum]IM796
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLAQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHSAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>MBK5923595.1 cadmium carbonic anhydrase [Rhodovulum sulfidophilum]IM796
MNLCNIHTHTNAEHAGPGFALGAGSVTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGL
GACMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGNQVNGLHQPRALPAGTGTPVIYGGSTTGPRYNQAICSPLQVT
WSVRPDCARLDINSLYEWAALGNVFEEDHSHGVRPLVTAKELLSQIR
>MBK5923596.1 GMP synthase (glutamine-hydrolyzing) [Rhodovulum sulfidophilum]IM796
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPEEDRIDLLKGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDARVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYS
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>MBK5923597.1 hypothetical protein CCR90_07330 [Rhodovulum sulfidophilum]IM796
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>MBK5923598.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPTAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGASPPAGRVND
>MBK5923599.1 hypothetical protein CCR90_07340 [Rhodovulum sulfidophilum]IM796
MKYAVGAAALAAVATGPALAGGIERSVPSVGILFEQGNYVELGFSHFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADIAYPAGTGYPSLAGASADVDALGTTLMMRYEMPSNFSVIGGVRSLRTSGSVDLPQVASYRLDSS
TETDFGYLIGVAWEKPEIAARVALTYYSSITHDFTADESFTVSGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TDWSSFRITTPDYEAIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAVLFGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSNPTRFDGNDGVGFGLRVGYYF
>MBK5923600.1 ATPase [Rhodovulum sulfidophilum]IM796
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>MBK5923601.1 hypothetical protein CCR90_07350 [Rhodovulum sulfidophilum]IM796
MKSGAGWSAAAFAAGLVAAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGATSD
GHGAYAGVRAEGGQDVIFYVFCARDGERLLQLDGVGGEAGPNVLSLTIDGQGFPVTFGGSSEGGMLARLPPSAAVLGALQ
RGQMLEIRSGTGQGQGLGRFPLAGAGDAISGALALCR
>MBK5923602.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]IM796
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPAQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>MBK5923603.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRGLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>MBK5923604.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]IM796
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>MBK5923605.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQ
SYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>MBK5923606.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]IM796
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTLEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>MBK5923607.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]IM796
MIASESGSGAIPMNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSD
PLYGQLLLRSLLISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGL
GIIDEPLSFILYNANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFI
PTIGDYVTPRLVGGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>MBK5923608.1 oxidoreductase [Rhodovulum sulfidophilum]IM796
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYDKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>MBK5923609.1 penicillin acylase family protein [Rhodovulum sulfidophilum]IM796
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDSEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIHGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>MBK5923610.1 hypothetical protein CCR90_07395 [Rhodovulum sulfidophilum]IM796
MTLLRNRALAPVLAFGFWLALVCFLRVAAAEPVSLIVAGGLLQREGTSGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGASLFATYPVRAQQMAAPGTAAQFAPLRPGGGNAGLAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAPKDG
>MBK5923611.1 GTPase HflX [Rhodovulum sulfidophilum]IM796
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>MBK5923612.1 RNA-binding protein Hfq [Rhodovulum sulfidophilum]IM796
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>MBK5923613.1 potassium transporter TrkH [Rhodovulum sulfidophilum]IM796
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>MBK5923614.1 Trk system potassium transport protein TrkA [Rhodovulum sulfidophilum]IM796
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>MBK5923615.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLRESRELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>MBK5923616.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGSGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQTNDLRRIV
DEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQALTNIMKNAGEAIESLREKGE
PEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAH
CGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>MBK5923617.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>MBK5923618.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>MBK5923619.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]IM796
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVACHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
AEGRAAA
>MBK5923620.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]IM796
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTVEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>MBK5923621.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]IM796
MSLALNIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGALLTVLATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>MBK5923622.1 damage-inducible protein CinA [Rhodovulum sulfidophilum]IM796
MSDKAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MAAGALAHSLADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETVTETVEFGALGRDRVRAATRDHALTLLLAAL
EPRPSAN
>MBK5923623.1 ubiquinone-binding protein [Rhodovulum sulfidophilum]IM796
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMQRIVRAFEDRARALYGSRP
>MBK5923624.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MAERPYVIDELLSAKTIAARVESLATEITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>MBK5923625.1 cysteine desufuration protein SufE [Rhodovulum sulfidophilum]IM796
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>MBK5923626.1 hypothetical protein CCR90_07475 [Rhodovulum sulfidophilum]IM796
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>MBK5923627.1 hypothetical protein CCR90_07480 [Rhodovulum sulfidophilum]IM796
MTPRPVSLILCATALVAACQSTTTAREDAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNARDMSSEATYL
RDRNKRLIARAYECRRPS
>MBK5923628.1 ribonuclease D [Rhodovulum sulfidophilum]IM796
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGSDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPDTDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>MBK5923629.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]IM796
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADSLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>MBK5923630.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]IM796
MSERKNGLTYAGAGVDIDAGNALIERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>MBK5923631.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]IM796
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>MBK5923632.1 Fe-S cluster assembly protein HesB [Rhodovulum sulfidophilum]IM796
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>MBK5923633.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]IM796
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDADETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALNARYGAAAEGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>MBK5923634.1 hypothetical protein CCR90_07515 [Rhodovulum sulfidophilum]IM796
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEEGRAPGGTGQDAPAAESQSDAEMPRSEGDTRPDTG
PEAGSKPDAGPETEAPGSGDGSVKAMAPEKETSSAPGAMQEVPAAEAPEAAPSDAAGAEPDPETRDTGAATEGAVVPEAE
E
>MBK5923635.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]IM796
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>MBK5923636.1 hypothetical protein CCR90_07525 [Rhodovulum sulfidophilum]IM796
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNSVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDAAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERIGQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>MBK5923637.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]IM796
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPDMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRVVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>MBK5923638.1 XdhC/CoxI family protein [Rhodovulum sulfidophilum]IM796
MAEHDAIPETALDWHRTGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPLGRALPEDLLADLVAARAARRAVACLVDTESWARRLAGPEDPAIDARMRADRS
GFEGTVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGDVVIDAWPDAALADLGLDARSAV
VTLTHDPKLDDPAIMAALDSEAFYLGCLGSSRTHAGRVARLEAAGLAPGRIAAIHAPVGLGIGARTPGEIAVAILAEILQ
RLRCG
>MBK5923639.1 hypothetical protein CCR90_07540 [Rhodovulum sulfidophilum]IM796
MTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVLLG
GAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPALPG
DLAGIAMGAVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>MBK5923640.1 hypothetical protein CCR90_07545 [Rhodovulum sulfidophilum]IM796
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPRGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>MBK5923641.1 VWA domain-containing protein [Rhodovulum sulfidophilum]IM796
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVASDTPDPETGEEIEIDATGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>MBK5923642.1 ATPase [Rhodovulum sulfidophilum]IM796
MLAGQNYVCGRALGTVVFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAVCEWNFAAQMIAIR
TAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQVTVPELGTIRAAEP
PIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFKKPGVAETIDWAKC
LLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>MBK5923643.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFALDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERIDSGYRSMMSVQSSLVIYPIYAYGSEAQRKRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMEEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>MBK5923644.1 lysine transporter LysE [Rhodovulum sulfidophilum]IM796
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRVQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>MBK5923645.1 hypothetical protein CCR90_07570 [Rhodovulum sulfidophilum]IM796
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLGMPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLVALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>MBK5923646.1 hypothetical protein CCR90_07575 [Rhodovulum sulfidophilum]IM796
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>MBK5923647.1 dihydroorotase [Rhodovulum sulfidophilum]IM796
MTHSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLEKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTLSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRIILTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>MBK5923648.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCDHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARHQQ
>MBK5923649.1 replicative DNA helicase [Rhodovulum sulfidophilum]IM796
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>MBK5923650.1 alanine racemase [Rhodovulum sulfidophilum]IM796
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>MBK5923651.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>MBK5923652.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>MBK5923653.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]IM796
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALIQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARLLKRG
>MBK5923654.1 methionine synthase [Rhodovulum sulfidophilum]IM796
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPAPVDWAAYTPVRPGFLGTKVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRVVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVGPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>MBK5923655.1 hypothetical protein CCR90_07620 [Rhodovulum sulfidophilum]IM796
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>MBK5923656.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]IM796
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAKQMGAGVEAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>MBK5923657.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]IM796
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEQSNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFYTVRAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>MBK5923658.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]IM796
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
ALGCLDEIHAARDVIAHGTSAERQRNAHAAALATGAGSEEAMRAVVRLLIEEFGADL
>MBK5923659.1 hypothetical protein CCR90_07640 [Rhodovulum sulfidophilum]IM796
MADFRRRCWTDRSFLTTGFDLADQRGSDPMKTTVTREDTGGATSTGGVRMRFRVGALVNQGDIAACRFDPGGDGSVGSTL
WSEAGPLPDFETDMRNVQAGTIGARYDFGVTIGAVG
>MBK5923660.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGRGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>MBK5923661.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]IM796
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVGMILIDAEGDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>MBK5923662.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]IM796
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAAAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>MBK5923663.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSWLARAEGLEGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMSLLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>MBK5923664.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]IM796
MTTQSLLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>MBK5923665.1 ABC-ATPase UvrA [Rhodovulum sulfidophilum]IM796
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>MBK5923666.1 hypothetical protein CCR90_07675 [Rhodovulum sulfidophilum]IM796
MTGTLPAAGAASPCALNIRARPPIVSSEISEQEGAMANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVREAHEVAR
SGKARGAIHIPLMMIRHKANARGPNFDPALDPAKSFALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>MBK5923667.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]IM796
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRTHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
ARTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>MBK5923668.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]IM796
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>MBK5923669.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLCQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSAASGGSQTPG
>MBK5923670.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]IM796
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGAEDATLAFDCEGAAFDEALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAENRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALIG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>MBK5923671.1 hypothetical protein CCR90_07700 [Rhodovulum sulfidophilum]IM796
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SEAPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKIAL
DPFEAQIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPEGGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLARRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRL
SAPRLDLRADDDEVSVSGAAALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGAFTLDLAP
GAPPKLDLSSDLTGLGLRLDAVGWSKPAARAGRLTLEARLGETPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDAAVTLTGQGADRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAVALDRVRVGNGLQLTGVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAVGIYGRASGGTLDMVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
SAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIRQGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPSDPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>MBK5923672.1 peroxiredoxin [Rhodovulum sulfidophilum]IM796
MPDTLTEAGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGSGRIARIWRKVKVPGHAEEVLEAVRAL
>MBK5923673.1 peptidase M23 [Rhodovulum sulfidophilum]IM796
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAHDRS
IQLAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGRRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>MBK5923674.1 hypothetical protein CCR90_07715 [Rhodovulum sulfidophilum]IM796
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSTAAAPTASGKPAEGAPKA
>MBK5923675.1 acetyltransferase [Rhodovulum sulfidophilum]IM796
MENLRPSTAKDMPRVLDIWRRAVDATHGFLAPEDRAAIERELAAFLPTVPLCLAVDDADVPQGFMLLHQGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYETRGFEKTGRSALDGQGRPYPLVHLRHRSAGSAA
>MBK5923676.1 superoxide dismutase [Rhodovulum sulfidophilum]IM796
MAFELPALPFAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKPVEDIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>MBK5923677.1 hypothetical protein CCR90_07730 [Rhodovulum sulfidophilum]IM796
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLAAAAAAPPVGYFPAGG
>MBK5923678.1 sarcosine oxidase subunit alpha [Rhodovulum sulfidophilum]IM796
MSFRLPSGGRLIDRTARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLGDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAAG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAETLGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMVWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWEACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQARSHMTDPERWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALG
LVLHGPERMGEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>MBK5923679.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]IM796
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>MBK5923680.1 sarcosine oxidase subunit beta [Rhodovulum sulfidophilum]IM796
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIATEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>MBK5923681.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]IM796
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>MBK5923682.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]IM796
MQDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
SEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>MBK5923683.1 hypothetical protein CCR90_07760 [Rhodovulum sulfidophilum]IM796
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>MBK5923684.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]IM796
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVKEAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>MBK5923685.1 penicillin-binding protein [Rhodovulum sulfidophilum]IM796
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAATDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDDEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>MBK5923686.1 hypothetical protein CCR90_07775 [Rhodovulum sulfidophilum]IM796
MSACCRLAALLVFLLLVLRAGLPLSVAMAQPLGRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGSRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAERATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLAQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPGHERRGEGFLMLPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGLDRSGIVAIQRWLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPDPGMAAAMAR
>MBK5923687.1 hypothetical protein CCR90_07780 [Rhodovulum sulfidophilum]IM796
MKAVSVVLRAAVALWFGFGPGSVGALGAEPLTALVRPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPTDTGTGGAVRPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>MBK5923688.1 anion permease [Rhodovulum sulfidophilum]IM796
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>MBK5923689.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]IM796
MMDWTDRHCRYFHRLMCRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPDELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAATGVSRVIIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEDLFGLPG
RKTARQVAEEMRPYIARHLASGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALEALPRAA
>MBK5923690.1 integrase [Rhodovulum sulfidophilum]IM796
MGSITTRKRKDGSDSYRARVRVMREGTVYHETKTFDRRPAATTWIKKREKELAKPGALEGLSVSDPPLSKAIERYTEEAV
KEIGRTKAQVLRTIATYPIADLPCSTIKSKDIIEFLQSLPGQPQTVGNYASHLASIFAIARPMWDFRLDDREMRDAITVA
RRMGIISRSAQRNRRPTLDELDRLLAHFIDRRQRTPQAMPMHKVIVFALFSTRRQAEITRLTWDDFQKEHKRILVRDMKH
PGEKFGNDTWVDLPEEAIQIIDSMCKSKAEIFPYSPDAITANFTRACKLLGIENLHFHDLRHEGISRLFEMGWNIPHVAA
VSGHRSWVSLKRYTHIRETGDKYASWPGLQLAIDNT
>MBK5923691.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MARDLRMSRMLHVLIHMDRHVGRATSEQIAQMISTNAVVVRRMMAGLREREIVTSEKGHGGGWQLACPLAKISLRDVYEA
VGHPPLFNIGPQADPSSCLVEQAVDARLDATLAEAEARLLAQFSAITVEEVAQDFERRFAESGHSVPFQWHGMPDE
>MBK5923692.1 thioredoxin reductase [Rhodovulum sulfidophilum]IM796
MEHDVIVIGGSFAGLAAAMQLARARRRVCVLDTGAPRNRDAAASHGFPGQDGRSSQAIRATLRHELSAYPTLSFRDGTAV
SAVRDGDGFRVTLAKGGDITVRRLVLAFGVRDSLPDLPGASERWGNTLLHCPYCHGYELNGGPVGVLALGEAAMHQAMLL
PDWGPTTLFTQGLLALSADQRQGLADRRVTVEETPVADLLGTAPALDGVRLDDGREIALAGLFLAPETAPSCDLASDLGC
ALTDGPTGPYVAVDPMQVTSQPGVFAAGDLASPMPNATIAAASGVMAGSAAHRSLVFDPDLTATA
>MBK5923693.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MQQTTRDFWNDRFREKTGETSGKPGLVLSQFAGPLEPGAALELGCGRGDDALWLARQGWQVTVVDVSAVALAYASEKSAR
AGLAGTLRFEEHDLAETFPDGSHDLVVASFLQSPQDWPRARVLARAAGAVTTGGRLLITEHGKRPPGSEAAEDMVFPSVE
ETLASLALDPLHWRRLCVCAIARKSTRPEVQGQTAEDNVIFLQRLG
>MBK5923694.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKHAPEETQSTRIARILADRIISGEIPPGARLRQDHIAAEFGASHVPVREAFRVLQTQGLAESEPRRGFRVTEFDVAELR
EVAEMRSSLESLALRHAAPNMTRKILQEAEEVTRRGDSASTVRDWEAANRHFHRLILAPCRMPRLLRTIDDLQAATARFL
FAAWRRDWEARTDHDHRAILNALRRGQTDLACTTLARHVGWIGKRKPVGKNSDSREAYKILR
>MBK5923695.1 biotin biosynthesis protein BioY [Rhodovulum sulfidophilum]IM796
MAFLDPSRTRPASLWRGIAVVLGGALLITIGAKVQIPFWPVPMTLHTLAVFFLAAALGPRLGFAAMATYLAVGALGLPVF
SNAPERGIGLAYLVGPTGGYLAGYLLSTLIIGWLSRNRGWIGQALAMLAGLAVVYAVGLLWLTAFVPLPGLIAAGFTPFI
LGDLLKVALASGLNAAITRLKGRTQ
>MBK5923696.1 biotin synthase BioB [Rhodovulum sulfidophilum]IM796
MIRTDWTMQEAREIHALPFPDLLHRAQTLHRAHFDPTTIETASLLSIKTGGCPEDCGYCSQSAHHDTGVKATKLMEPEEV
LAAARRAKAAGAQRFCMGAAWRSPKDRDMDKLCDMVRGVADLGLETCMTLGMLSPAQVARLKAAGLDFYNHNIDTSPEYY
AQIASTRTMEDRLDTVEQVRKGGIKVCCGGILGMGEAEEDRIAMLVTLATLPAHPDSVPVNLWNEVEGVPIQARAQAVDP
FALVRLVALGRILMPASVLRLSAGRTGMSDEVQALCFLAGANSIFVGDQLLTTGNPAAWKDKDLMLRLGMQIAPAQVAVE
>MBK5923697.1 hypothetical protein CCR90_07835 [Rhodovulum sulfidophilum]IM796
MECYCLPPSQYPLNTMSLFEFRSSDALTLRYTCNGSGPLVIALHGFPDTFRTWDQMASRLVAEGYTFVALAMRGYVLSDV
SETAAYSIDRLAMDVLELLDHLKCEKAVIIGHDWGASTAYAIAAMYPERVSRIVTFAIAPLAVAPSGWRERWARPHNIYL
GLGALSDWWFRRGDFREIERLYGLWSPNWDVPMSHLSRVRDALRPAERSKAAIDYYRLGKTGQTSNNLTTPTQIPALIVY
GEDEPDIRKAAFRSALDAVGKDSKLIEIAGVGHWPHFEAPEQCFVEVNSFISSQQQP
>MBK5923698.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]IM796
MSGNLSFHTASAKTFKFGDDPALSSALLSLVRNGKKVATCSALYEFQNGEPSPEIGRRDICLDWDGTPAVVIETVELIQC
RFDEVTEDMALAEGEDDNLEGWRAGHRGYFERNGGFSPDMQIIWERFVLIEDLAPE
>MBK5923699.1 hypothetical protein CCR90_07845 [Rhodovulum sulfidophilum]IM796
MTQLSLDTVKAQAKALRQALRAAGTVIGHAQALELIAKQHGARDWNTLHARLTRQNAPPDLALGDRVDGFYLGQACTGEI
VALSGPAGHRQVEIRLDQPIDTVRFESFSNWRHRIRGTMDMDGRSYRRTSDGTPHLTVNKAPP
>MBK5923700.1 MATE family efflux transporter [Rhodovulum sulfidophilum]IM796
MSVRRAANTIENPFLTLPVRRLFLSNALPMAVVMSTSGLLNVVDGIFVGRFIGAQALAAVSLAFPVVMMLTALTTLTGGG
MSCVLARHLGKGARREAGAVLAGAHGLALVLSAAVILGALTLGPGIVSVLAAGNEAVAGPAKDYLLILILGAPVQFGLGL
HADALRNEGRSGFIALLSVLVNLLNVAANYIAIVILDLGIAGSAIGTVAAQTLGLVLLLLVRKRDPALLPLSAIWHASWL
TEWRQIFSLGLPLCLSFVGMALVASTVLLAIGNTAAQHDTYVAAYGVVTRILGLAFLPQMALALTTQSITGNNVGAGRRD
RALAALRLAIGSAFLWCLSVALAGVLAGEALGALFSEDQEVLTAVGAIMRPMTALYAVTGPILVIAMHFQAMGHPLRTAV
LTLVKPWLMTPVLVVILNALSGLPGLWLAFPVADAALLIVALTIIFRGRVFDAVPGTLSTKEAS
>MBK5923701.1 lysine transporter LysE [Rhodovulum sulfidophilum]IM796
MIDSAVLLTYSLIVLGFVFILGPATLLTVARATTSGTKVGIATGAGITTGDFLHTIMAAVGISAIIAASATLFAVVKYLG
AAYLVYLGLKAIFEKTSVDLGQGRVPITAPQAFRQAILAEFLNPKTALFFLAFLPQFVAPEKGFVVMQLTTLGIVFSLIG
FFSTIVYSIAAGGLGNFLRRNPTVLKWQGKVVGSIYCALGVRLALQER
>MBK5923702.1 glycosyl transferase [Rhodovulum sulfidophilum]IM796
MKILKYAGVLIAIACLALLGYGGTGYWAALSDADVLGAHADELISGRRGGDSLGVRYRDILITVEDPNFWDHSGLDISTP
GAGLTTITQSLAKRVAFDEFRPGLRKIRQTGYALGLEVRLSKAQILALWLDTLEMGEGPNGWIVGFHDASAALYGRPPAS
LTETQFIRLVAVLIAPASFNLTEHDTALDERTSRIQRLIAGVCGPTDNSDVWLDGCRSPSDEGVKPAS
>MBK5923703.1 hypothetical protein CCR90_07870 [Rhodovulum sulfidophilum]IM796
MTQTIDGTDYVTVTNGGFTLSTDPELIDEAYVIQFLTTSAYWSRGVDPDLIRSALRNSEILGLYEKTGRQIGFARIVTDY
ALFAYLRDVFVDEAYRGRGLGLWMTETALAHPRLQTVQNWMLATEDAHGVYAKAGFYSLKHPDWYMQRPGKGLTDT
>MBK5923704.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MPAWVHSAETPFPWAALLALSMAAFITILTEALPAGLLPAIGEGLGVSEAGAGQLVTVYAIGSLVAAIPLTTLTQGLRRK
PLLMTAIVGFLIANTVTALSTSYALTLSARFVAGVAAGLLWALAAGYAARMAPDHLKGRAIAVAMAGTPLALSLGVPAGT
FLGAILGWRACFGLMSLLTVGLIVWVLAKVPDFAGEPAGQRRTLRGVLTLPGIRPVLGVVLSFVLAHNILYTYIAPFLAG
AGMVERTDAVLLVFGLASLVSIWIVGMLIDTRLRVLTLTSIALFALAAAMFWIWRDTPTAIYAASAIWGLAFGGCATLFQ
TASAKSAGPAADLAQSMLVTMWNTAIAGGGLAGGLLLERFGPESLAPGLLLLIALAGAMTFAARYHGFPAGQRED
>MBK5923705.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSSMSISTESLGALNVFVQAAETRSFTVTGRQLGVSSSAVGKAIARLEDRMGVRLFHRSTRAITLTPEGQMFLERCRRVL
SELEAAELELAQTRARPAGQLRVSLPLVGMLMMPTLTAFMETWPEIELDLDFSDRLVDVIEEGFDAVIRSGEPTDSRLMT
RRLGSSGFRIVGAPAYFERHGTPRSTAELAQHRCLHHRYPSTGRLEPWHIEGLAEGALPRTAISSAIEPLLDMAEHGRGI
TCLPDFAVRAHCANGRLVAVLEDAAKGSAEFRVYWPSNRHISPKLRAFIDFMAERLFAGEPKR
>MBK5923706.1 hypothetical protein CCR90_07885 [Rhodovulum sulfidophilum]IM796
MTKHPAATAQPGRLLSETASAEFSGITARILMGGDDAPFTVMELTVGSGMGAPAHISFHEDKIFHVSQGRFLFLIGETRI
EAGPGAHVFVGKGQVHSFAAQDCAARMTLVSSPAHHDRFFLGLSALPVPHDPAQVEAVCRACDQRIVGPVVGT
>MBK5923707.1 hypothetical protein CCR90_07890 [Rhodovulum sulfidophilum]IM796
MTDICTMEKLDPLQTFVEVVRAGSFAAAARALDMPRSTVSLHVKTLETALDTRLLKRSTRSIALTNDGATLFAQAEESLH
RLTAAMDGVRGRLGQLSGLIRLTAPADFPTARLARAIAAFQRQHPAVRFDLMLTNAALDMIGDDVDIALRIGSRGYLDRI
TRRLAPVPWRFCAKPDWLDRNGVPKKVRDIRAFIAPAPELRLFLERHVLAGQCLPDGVIRTDNQRMVRDLVLAGAGIGLL
PGGLCDAEIDAGRLCAVLPDATATAPPLTLTFPSRADITPRVRAFADMLAAEFH
>MBK5923708.1 hypothetical protein CCR90_07895 [Rhodovulum sulfidophilum]IM796
MLTDFPLASSAMPRRNSFVPTLATRSHLTGRNSVSRHWQVREFAMAHLADDRMRQRVFVPLAAKGLRLKARIADTAQATS
AAPTAQHSGERFEHADSIQ
>MBK5923709.1 hypothetical protein CCR90_07900 [Rhodovulum sulfidophilum]IM796
MPLVGLRAVEAVLRLGNLNAAADELCVTPGAVSQQVIKVEAYLGIKLFRRTPQGLAPTETARRLAERLHTGFRDIARAVA
LVEPRRPNSVAVSAPPVFAAKWLVWRLHRFTEAQSELKISIEATTDFADLDDNRIDACIRVGRGDWAGTRAVHLADIRVF
PVFAPEFANRIRTPADLLNIPIIRDAGSGFDWNHWLRPNDMDAAQLPDGPYYSDASLCLDAAIAGQGVFLSWETLSHDAL
RMGRLHALPGRFRTGSAYWFVENAQHTRSKPVQRFLDWLREELNACLE
>MBK5923710.1 hypothetical protein CCR90_07905 [Rhodovulum sulfidophilum]IM796
MSGMTRQPERIVVTGASGRLGKTIAMAARRAGAQVVSCDRVPAPNVVTADIRDLHRLASLFDGADCVIHCAGLHAPHVGV
RPDAEFRDVNVEGTATVLRAMRQVGIRSLVFTSTTALLGGGARAGEPARWIDDVTQPRPRSIYHETKIAAEQLIRSACAV
SLSASILRVGRCFEEPRDIMAIHRLSRGIDPRDAAMAHLRAARFTKRDPEPLIVSYSTPFQRSDCGGLGHQAARVIRNRC
PDLARSFDMLGWSLPETIDRVYDSSTARSRWGWTPKLGPETMLEPQFR
>MBK5923711.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MGYLLRQAANGYRHRVETSLRETGLTQPQFAALTMLDAYPEHSSADLARIALLTPQTMSTILQNLENAALIRRHPHQEHG
RKRRIELTDAGRQVLGRAKRLVYALETELAEGFSEEEQRTIRRWLVAAGRRSCEGGATKP
>MBK5923712.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]IM796
MKTDRNMTYSDFERDHPAALAALLAMSKAVDASGLEKALTELVKLRVSQINACAFCIELHLSVARRAGVDEAKLDLLPAW
RDSAAYSARDRAALAWAEHVTLTPTAALPAEPRTALDTVFDASEQVNLTVAIANINAWNRIAGALHFPTRTPAAA
>MBK5923713.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MSKIVPVEDAATVATCFELMRQLRPHLGSAAEFVARWQSQSAEGYRLLAIHQGGKPVALAGYRIQENLIHGRHIYLDDLV
TDQSCRSRGLGQRLLDHVQEIGRAAGCGRLSLDTPLSNALGHRFYFRQGMLASALRFNIPLTGVE
>MBK5923714.1 hypothetical protein CCR90_07925 [Rhodovulum sulfidophilum]IM796
MSTLLHISASSRTANSRSRRLGQRASERICAARPALKLCRRDLAQPFLPHPDEAFVEASLRPPLDRDANDGTALALSESL
IAELEVSDLLVVDFPMYNFALPSSLKAWLDLVLRPNRTFRVSAEGKIGVLADRPAICIMAAGGRFDGPQAQPDFATPHLR
HALHTIGIGSSQFFIVDRAGRAQHQERDRDFDRWIGGLLRTIRPGHAPLRQSLPSSEPH
>MBK5923715.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MASDLSRLSLNQLVYFIAACNAGSFRRAAIELNIQQSTVSRAVRELEDSLGASLLHRLSHGVRPTEAGKRFHKRARAIVR
DVQLACREVSAIGRSECGTVRVGFFSSLASGFLADLLKVYDFAHKGVRIDLRNGNPQDHVVAIRQMSMDVAFVSGERLWD
GCEACPLWSERVYLVLPTSHELAEKCEISWSDVTDERFIVSESAPGPEITDYLVRRLAGFSHHPEVDTFCVGRDDLFALV
AVGRGLTVTSEAMTVAKLPGLTYRPITGERVPFCAVWLRENDNPALRKFLSVARSMAGTAEAAHDPV
>MBK5923716.1 amino acid efflux protein [Rhodovulum sulfidophilum]IM796
MIGNTLILIAAALPLMGSPGPATISLASLGAAFGFRSALPYLMGIILGTIVVLAIIATGVTGVMSSEAWLLVLLRIAAVA
YILYLAWKIATAPVGRTPTGADGRSGVVIGSFLPGLGLSVANPKAYAAIGAVYAGYSITPEHLLLDTLLKFAALAFVAAA
VNTAWLAFGSTFARFLEDPSVGRAINIAFAIMLILSVGVALALG
>MBK5923717.1 permease [Rhodovulum sulfidophilum]IM796
MDALRTVVVGSDLGSFARAAVQLGRSQSAVSMHLKKLEQQAGTTLFVRKGRGLVPTEAGEAFIAYARRIVALNDEAALSV
GAAAGKASVRLGLPQDFFDDVMPATLGRFGRDVENVHVDVQAGENHRLAEEVRAGRIDAAIAFFRPGSPTEGETLCECPM
HWLAHVDPQQHEPIADPLPLIMFNHPCLFRQAMLAALDHSQTRWRAALTTPSLPAVWAGLRSGLGIAVRTDHGRPEDITC
VGAELGLPNLPNIEVRLLRAPNLSRFAERLAQVLREEALRHLDPAIRSARGVDIVHHPDRLRTT
>MBK5923718.1 ADP-ribose pyrophosphatase [Rhodovulum sulfidophilum]IM796
MPSPSTAPRPISATIAAVIRDNQVLLVRRANPPDAGRWGFPGGKISHGETLFEAATRELAEETGVSAEPLRVFTAVDAFD
HDATGNLRRHFILIAVLFRWTAGEPVAGDDALEARWIDLKALNETSLALSLDVAEVAKQADALMSEVLA
>MBK5923719.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]IM796
MIANVLTIAGTDPSGGAGIQADIKAMSALGAYACSAITAVVVQNTQGVRSFQALDPDFVAAQIDAVLDDVRIDAVKIGMI
ANAGIARAVADRLRHHGIRNIVLDPVMVAKSGHALLDPEAVSAVREALVPLARVITPNLPEAAVLLAREDDWTAETMQTA
LPDLLALGSDYVLLKGGHLAGADSTDLLAGPEAAQTFSAPRLATTNDHGTGCTLSSAIAALLPNHDMPEAVARAKAYLHA
ALAQSDALEVGKGHGPVHHFHALWPTEAEAQE
>MBK5923720.1 hypothetical protein CCR90_07955 [Rhodovulum sulfidophilum]IM796
MTLSHRISAGALVIDQGRLLLLRHFRKGEYDFWAPPGGGVEDGEELEQTARRETFEETGLRIETYQMAYIDELVDGSGRM
VQFWFTARLLSGSMALSRNPDPRESISDAGWFAQDDLPEAHVFPAVLRGRFWHDWTRGFESIVRLPLKTSIF
>MBK5923721.1 thiamine-phosphate diphosphorylase [Rhodovulum sulfidophilum]IM796
MKPSFDLSLYLVLDPGLCAGIGMVDTARRAVAGGATMVQLRNKTGGTAAMVETGRVLKRALEGSGARLIVNDDVEAAVAI
GADGLHIGQGDMAVAEARARIGEGMLLGLSVESPELAAAADPHLVDYIGAGPVFATPTKMDHKRPVGFDGLAAQVAASPV
PAVAIGGLKRQHIAQAFAAGAQGIAVVSAICGQPDPVKAARRLRCATDGARN
>MBK5923722.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]IM796
MSQSPQELLTALRAAPPLVQCITNYVAMNIAANVLLAAGASPAMVSDAEEAGEFARIAGALTVNIGTLSSPFLSGMRAAI
EGAQAAGKPWVLDPVACQATALRRRTAADLVALKPTIIRGNASEILSLAGEPSQGQGVDGRDSVSLAEDAARWLAVQTGG
VVAVTGESDFVTDGTRAARIAGGSPFMPMNTALGCSLTGLCGAYAAVADDPFDATLAALAHFAVAGRRAHEGAQGPGSFA
PRFLDALHAVTPEELGAEAEIRALESVAA
>MBK5923723.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]IM796
MKDLTPSVTKGPLPASRRVWQAGERHPDIRVPMREIDLHPTAGEPPVTVYDSSGPYTDPDAEIAIDRGLPRLREGWVDAR
GDTERYDGRHVRPEDNGFADGARLVPEFPVRHAPRRASGGRAVTQMAYARAGIVTPEMEFVAIRENMGRKAAKEALLRDG
EDFGAEIPDFITPEFVRNEVAKGRAIIPSNINHPEAEPMAIGRNFLVKINANIGNSAVTSSMAEEVEKMVWATRWGADTV
MDLSTGRNIHNIRDWILRNSPVPIGTVPLYQALEKVGGIAEDLTWEVFRDTLIEQAEQGVDYFTIHAGVRLHMIPMTVNR
VTGIVSRGGSIMAKWCLHHHRESFLYEHFDEICDIARAYDVSFSLGDGLRPGSIADANDQAQFAELETLGELTQIAWAKE
CQVMIEGPGHVPMHKIKANMDKQLATCGEAPFYTLGPLTTDIAPGYDHITSGIGAAMIGWFGTAMLCYVTPKEHLGLPDR
DDVKVGVITYKIAAHAADLAKGHPAAQIRDDALSRARFEFRWEDQFNLSLDPETARSMHDETLPKEAHKVAHFCSMCGPK
FCSMRISHDIRAEAQKEGMEKMAEKFRDGGDLYIPLEDVK
>MBK5923724.1 2-hydroxy-3-oxopropionate reductase [Rhodovulum sulfidophilum]IM796
MQTGEPIGFIGLGTMGQPMALNLRHAGHPLMVWNRTPERTAPLREAGAVVAADVGEVFEQCNTVLLMLENEGATDAVLGR
GTEAFMRRVDGQCVVSMGTTSADYSFRLSQDIALAGGCFVEAPVSGSRKPAETGQLVGMLAGPPEEIERLRPLLAPICKQ
LFDCGAVPGALQMKLAVNTFLITMVTGLAEAAHFAARHGLDMDSFADILNAGPMASDVSRVKIDKLRNRDFSRQAGISDV
LKNSRLVLEAARAADTASPLMNVCEALYAETEAMGRDEDDMIAVVQAIEARTGRCAS
>MBK5923725.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MYTPSHFEETDPAAIREILDTAPLACIVAQTGEGLLANHIPLLRAPDGSLVGHVAQANAIHRLIAEEQEVLAIFRGPDAY
ISPNFFPSKADHHRHVPTWNYQAVHIYGTISFQHDEQAKRAAVGLLTRTHERKLNGENAWRMADAPQDYMQGMLEGIVAF
RITATRTLAKSKISQNREERDYLGAVAGLRATGKPTMANVMAERSRKSDEDT
>MBK5923726.1 hypothetical protein CCR90_07985 [Rhodovulum sulfidophilum]IM796
MTATSTKLVESFYNDVWNKRDFRVAHEIISTDFRFRGSLGPEKRGIDGFLEYVEAVHKALENYTCVIEDLVCSEDRAAAR
MIFRGTHQSEFFGVSCTGKDIEWAGAAFFGVSDGKLSKLWVLGDLDAVKQQLGAPTVGRF
>MBK5923727.1 lysine transporter LysE [Rhodovulum sulfidophilum]IM796
MSLDTWIAYTIACVVLTVIPGPSVLLVIAQALTRGRVAAAMCILGDVVGSVVLVGLSFAGVGAILAASAILFQIVKWAGV
LYLSWLGIGQILEARRDAPERVSHAGDASSWSSFWAGTVTAVLNPKAIVFYMAFLAQFIDPQGDLPVQLAVLTVTSSLVV
VVLLAGYALIAERAGRLFDSHRARRRMGYAGGGFMIGGSAVMAVTR
>MBK5923728.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MTSFRNIGNQVPTLGSGMIAITAGVLLLSLSDALVKLNNEGLSLGQVLTVRSGIAVLCLGAVLRLTTRMNIGLVRVSGWV
WLRSLCLALMWGCYYAGLPELSFSIAAACYYTSPMWMAFLSSTLLGTRIGVRGGAAILLGLAGVITILRPGLDEVSPMIG
LPLLAGFFYALAAVITQGRCRAVTAMSMAMNLNLVLFLGGLGLIAGLWWSGQGNDAGFLLSVWPSLKVADLGLLAGLGVL
LAVITALVAYAYQRASAPIIGLFDNGYLVFALFWSVLIFGDRPGFIDLLGIVLIGSGALLATTASANHGPDQSEGN
>MBK5923729.1 hypothetical protein CCR90_08010 [Rhodovulum sulfidophilum]IM796
MARATGLDMVAVGWHPTVANYLGRVTKPRIIEAVREGVGERAAQLIDHLKKGDIQEAVVTVPRAMIAETIDLVAVLSGRG
SARRLAELARVRRDPLFVEVARRHLRIPGHLSV
>MBK5923730.1 hypothetical protein CCR90_08020 [Rhodovulum sulfidophilum]IM796
MDGTAKATKPKARDAKTKIAQTRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFHAQKVRAEAAHRAQQAAERKARK
DSAGRKSRARGEALIELQDCDQIFFEPSPQGVP
>MBK5923731.1 hypothetical protein CCR90_08035 [Rhodovulum sulfidophilum]IM796
MADASTPTRCYWLREEDGIEILIPMCIGAAIDGPAECTCNVPESRIETTERGQAEAERQVLRLMDEIGDLH
>MBK5923732.1 hypothetical protein CCR90_08040 [Rhodovulum sulfidophilum]IM796
MRKINLGVGPSHPEFMARYEAARRGEVWTPPEERGPIPRSIAWLTLEFEKAMQERVAAGLMHPGTLKQRRAFYDRVRADH
GEKAMQIPRAKIVEIRDSMISTPGAADNMVKALRACFAWAIERGILTENPAAGIGKLNRGRGAVPWSVDDLQRFRDRHPA
GTMAHLSLTIFMFTACRLDDARRLGRSHERRIDGITYLDWMPGKRGSARVVIPILPPLAEAIKAQTLVGPTYLLNGLGRP
FASGAAFGNWFRDRVAEVGLEGRSPHGIRKAAGELLALEGASQYHIMAIHGHTQAKTSETYTSGVNRQKLAAEAMQLLRG
MKW
>MBK5923733.1 hypothetical protein CCR90_08045 [Rhodovulum sulfidophilum]IM796
MDNLALDLAFVPEPRWTVCIHLKGGHVERLMMPEANAVSLLEEIDGHIRAHGFRGWRRFELVVLNMEELQMVRLIPWHEA
DEQ
>MBK5923734.1 hypothetical protein CCR90_08050 [Rhodovulum sulfidophilum]IM796
MGENSKIEWCAHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSAANWRKPLAWDKAAAAAGERHRVFCASL
ADVFDNDRSITSGWRGDLWHLLHRTPNLDWLLLTKRTQNIARYLRPEEYGDLPKWGDGWPNVWLGTTVENQEEADRRIPQ
LLAMPAAVRFVSAEPLLGPVDLTPHLCPKQWSCDFGAESGGGSARGTIPKLDWVIVGGESGPRARPMHPDWVRGLRDQCQ
AAGVAFFFKQWGEWGPPKPYPIPAQPGEMTRFTVATSSDSKRVGATVWRVGRGLERQSEFMDRKGKRAAGRMLDGRTWDG
MPEVMREGRADA
>MBK5923735.1 hypothetical protein CCR90_08055 [Rhodovulum sulfidophilum]IM796
MAETQWPREIWAAQSDLDDADDLAAFEREPRDVEAEYRIITETTPDTLTRSFGRFHAEVAPAEARLIICDDGKDMIRLFG
RDLIRSSLLGGSWAPDIERALRWGLELIEAELGEDLRYRAGVMAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRI
CPACGELVTDSLGCGGGICWASAAFPKPVEDPADKAFRDAVAELVDCAMKEGKVDG
>MBK5923736.1 hypothetical protein CCR90_08060 [Rhodovulum sulfidophilum]IM796
MKTALRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWHAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAEQWGGQAGKEAA
>MBK5923737.1 DNA methyltransferase [Rhodovulum sulfidophilum]IM796
MCVSRPLLRWHGGKWRLAPWIVAQFPPHECYVEPFGGGASVLLRKPRAKLDVYNDLDGAVVALFRILRDTPDELIRRVEL
MPFARAEFDAAQDPGQRPKDELELSLRLLLRSHMGFSSAGACGRGGHQKTGFRARGMRSGTTPPENWRRFPPVLREVAER
LRGVVIECRPALDLIAAQDGPSTLFYLDPPYLPETRDAGADYTHEMTEADHADLLAVLGSLQGAVVLSGYASPLYDRALA
GWQRIERPTFADGARPRTEVLWMNRDPALPLFGAQA
>MBK5923738.1 hypothetical protein CCR90_08070 [Rhodovulum sulfidophilum]IM796
MADETTAPDTDLDAEPEWILKFSIKGGDTVEWIAAKSAVFGALEELNKRECETGPVGWVFLPQGAINMSEVRYVSIHPRP
AEAEPKPKPARRARFIWC
>MBK5923739.1 hypothetical protein CCR90_08075 [Rhodovulum sulfidophilum]IM796
MSIMDAIAPPPDALTAFVVEWRGASPEVRLAAIRGALRRHGIEITALPGRVAFYETQLFGLTVTGRDEAEAAQNWMEAAT
RLCPFD
>MBK5923740.1 hypothetical protein CCR90_08080 [Rhodovulum sulfidophilum]IM796
MAAILTIAPQIADRLAAEATAARIEAQTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGTLAEQARAGGAA
>MBK5923741.1 hypothetical protein CCR90_08085 [Rhodovulum sulfidophilum]IM796
MPEQIDSTSDSRTTNNAVRHKYRALTDAEKSQMQDIKDMGAAFIAKLHEIGGTDPQGDRFGSRDLSLANTHAEDAVMRAV
RHITA
>MBK5923742.1 hypothetical protein CCR90_08090 [Rhodovulum sulfidophilum]IM796
MKTILTASALALLAAPVLAATGTTEDQATAVSPSSAPDCFAPIQGTNAFQRSNAPGCIYYTAPTGNDRDRAASDDGEGSG
EGEGEGGESSEP
>MBK5923743.1 hypothetical protein CCR90_08095 [Rhodovulum sulfidophilum]IM796
MSTLIAVALLGATLAAFVMMLVGLAMLLFRSGRRKRGLTIFLATPLVWVAVTGAVMSWDARQQGFEGISDQGAAGRAGID
DPAEWAEIRDAQRAERAAEKAAKEKAADEARAAARAEKAARREAEAAERAEQERIAAEAKAAAAAENRRKGFHCLSAWDG
SHPAFKRIVKNSMRDPDSFEHVGTRVGPVTGGWHEIRMVYRARNGFGGMNVGEAVGRYRNNDCAVEVISLE
>MBK5923744.1 hypothetical protein CCR90_08100 [Rhodovulum sulfidophilum]IM796
MLAPESRQPAFFVLSRDLPEMSLRSGDLLVCDLHLPTEPDPGSVVLVQIVDEATGTAETVVRRLYPPYLVGGPGGDARPL
RFDPASMSIMGQVVTSLRHYG
>MBK5923745.1 hypothetical protein CCR90_08105 [Rhodovulum sulfidophilum]IM796
MHSVVPMDEIFEIWPSLAEMARDMGEKYPTVAAWKRRGIPARRDADVIAAARQRGFDLTYEQIGLAREAFLAPTPAGDAA
>MBK5923746.1 hypothetical protein CCR90_08110 [Rhodovulum sulfidophilum]IM796
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBK5923747.1 hypothetical protein CCR90_08115 [Rhodovulum sulfidophilum]IM796
MSVGAEMLKDPGAAELAVDPLTVRAAQHIVESRKASVSNLQAVLRIGFSRAAGLMEALEAEGIVTAADHVGRREVAVDVL
PPSLAVLADGPTVSLTGPNGATTGPIPLDAFTAGMRAPMKETPADEAVREKTYRVAADELRGFIERFETLAEEKAALGDQ
QKAVMAEAKARGYDTKALRRLIALRKRHADDIAEEEAVLQLYREALGM
>MBK5923748.1 hypothetical protein CCR90_08120 [Rhodovulum sulfidophilum]IM796
MAARIYTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLELVATGRKGLAPMPVRIRGELFTDAHAAAARFGVTPQA
VWKALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQARK
SSPNGPARPEPMEELHHG
>MBK5923749.1 hypothetical protein CCR90_08125 [Rhodovulum sulfidophilum]IM796
MAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRTPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMGR
>MBK5923750.1 hypothetical protein CCR90_08130 [Rhodovulum sulfidophilum]IM796
MDAKDQAEGEKRVRALLIEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGRDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRRTRRWPGGYALGQIRQAAGEALRRHAHLAGADPAH
LSPAEAGWLRERDARLARCRRIADLAGAAA
>MBK5923751.1 hypothetical protein CCR90_08135 [Rhodovulum sulfidophilum]IM796
MSIRAIQGKGVNRVRARCDACGREEVVTCNYLRRPAQGWVPDEGQAKRKMIGRGWAEVKGKLHCPGCEAKRKATGMAKTT
KPAPAPKPEEALRQPTRAQKREIMDLLEEVYDTAAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAVALG
RMEALERDMRAVAEEAARQRVAAEKKLAELSVLKVELDRIRMAVGPRALRKAGVAA
>MBK5923752.1 hypothetical protein CCR90_08140 [Rhodovulum sulfidophilum]IM796
MTAAARVRVPPAPRSRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRSHGMEYVALERARLGTRVDTSRSRSRPHDD
AELIATVVRNVLPWYAATLIADLARAGGTPDWMPDARPRLKPEDWMVNRWGRHPKTADAATLGVEGWQPIPRRNRKGVIV
QDAVRFTPCVWTPTQSQIAAARRAYLDWWGYLLEVQGALKVADLSRIRVTGDMPPMRPWG
>MBK5923753.1 hypothetical protein CCR90_08145 [Rhodovulum sulfidophilum]IM796
MKFISAFFRLIIGAVFGIASVLALSPALAAFSSEDGDSTNFVMLGVVALCALLGVFAPTIRRAFGRGFLLLGASTFALPI
STFLLSGRVASDTMASTSGEEVDAASAIGAGLAGVAMTGMAAFIGLIMGAIFLLIGLILSLGGRREVVIVERK
>MBK5923754.1 HNH endonuclease [Rhodovulum sulfidophilum]IM796
MTIRKLCAASGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKKARAAFLEANPLCVDCAGLG
LVTPAAEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>MBK5923755.1 hypothetical protein CCR90_08155 [Rhodovulum sulfidophilum]IM796
MRGQKPKLDNVVPMKADQTAPVPEAPDWMSAEGREAWDRLAPVLAGKRRLDPAFHDPFAVYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>MBK5923756.1 terminase [Rhodovulum sulfidophilum]IM796
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLRFDCKAASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQEDGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMNLDNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KRDYVAWRDQGWLEVHGGGVIDEDQVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>MBK5923757.1 phage portal protein [Rhodovulum sulfidophilum]IM796
MIGLPFLTRGRKAEAPRPEPRREPPVTASMAAAGPVEPSGTRAPSPWFGDHWAGTQSRVRSLPVVTPLAAQRHATVFACC
NVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTLLDVI
RPDLCAELRDGRARFYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVL
KMEDVYEDDEAWHRNARRVRNALTDPEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHG
VKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANEARAE
DGRAPVEGGDRLNPAPNMTRDDDSKTGTEEDED
>MBK5923758.1 hypothetical protein CCR90_08170 [Rhodovulum sulfidophilum]IM796
METTIASLLGAAPLALDRSFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPGSL
AGSIGIMRQAGWPVGPDRAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPGDLAARLSVT
DDPADGGATFGPEAAIARGLADRAETRLAFYDRIFAAHAPRPAARRSSGRGHLAQAAAAQARATL
>MBK5923759.1 phage major capsid protein [Rhodovulum sulfidophilum]IM796
MPKPRDLNDLRRERRAAAAQMQERADALAALEGAETPDAEAIAAAETAFTEAQAGFETLNAQVGRAEATDAARAAAATGG
DDPAPGTGALPTGATPGTGTPATPRNPAHRGVEVGFMLHALAASRGDRARAVERLESDGHSGVAAIMSGASEAAGGITIP
AAQSEELIAMLAPRVTVRASGARTVPMPAGELRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLL
RHSSVAMAQHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALADNWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVH
PGWIMRASAKNWLASLRDDRGNPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAAST
EAAFVDANGETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>MBK5923760.1 hypothetical protein CCR90_08180 [Rhodovulum sulfidophilum]IM796
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGDDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETAKDPARDAATA
>MBK5923761.1 hypothetical protein CCR90_08185 [Rhodovulum sulfidophilum]IM796
MILEETPPPGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRRPLTPRRVCFETAAGQGRRWWVPVAPVRALLGV
SWSGGELGAEAARLLFPDSEPQILFAEGAFAAIPSGSPLAITLSVGPDIVPPTLAQAVILIARDWLDAGIAIETVESPRI
AFGARALIRQMRYRRPGIWCCR
>MBK5923762.1 hypothetical protein CCR90_08190 [Rhodovulum sulfidophilum]IM796
MSARLDRRVTFERQGAGRNALNEPTGAWAPLATLWAARADLAETERAAAGQIGAVRAARFTLRRSVLTRSLTGADRLRDE
GMIWNITGVAARGLWVDIAAVSNGRKEEA
>MBK5923763.1 hypothetical protein CCR90_08195 [Rhodovulum sulfidophilum]IM796
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKAALGIFVERARDLVPRASGDLAESLAVSTRLDPKQRRDHRRLVR
DDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQPFMRPAWDATREAVLAGIAKGLGHEIAKTVARRAKRLA
KRAAR
>MBK5923764.1 hypothetical protein CCR90_08200 [Rhodovulum sulfidophilum]IM796
MSFKADLTDLLRADPGLAALVGPRITWGRRAPGEELPALVLMRVGATRDYHMKGVGALRRTRIQAEILATTLAEAGEVEA
RLVARLDGVRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>MBK5923765.1 hypothetical protein CCR90_08205 [Rhodovulum sulfidophilum]IM796
MSEADIAWGYGVEVAEDATATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSATDN
LLIGLKASGNVRQIRVTFPGGTVWVFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGD
>MBK5923766.1 hypothetical protein CCR90_08210 [Rhodovulum sulfidophilum]IM796
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAADL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKA
>MBK5923767.1 hypothetical protein CCR90_08215 [Rhodovulum sulfidophilum]IM796
MAGAAARTRVGQHRDRWLAWHIAALVRAPVRDFPEAEEFILPPDPKRAAAVMTLRARVMHARFQQQEQTKR
>MBK5923768.1 hypothetical protein CCR90_08220 [Rhodovulum sulfidophilum]IM796
MALKAVIGALRVNLGLDSAEFRSGLKSADDRSKRFSRNVKIGLTGAVTAATGALSLMAKQAMGTVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALQQLNLTAADLQKMPLDERIATINAAISDFVPAAQRA
AVAGQLFGEEGSIAMARMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLSSALDLVLSNLDRVAAYAGTAATLIGGRLVVSLGGAALAATKLAAGLLLTRKALMRTGIGALVIGAGEL
VLWFGRLVKAAGGFGEALDLMKDVAAEVWDRIVMGPELMRLRMQELGARMKAIWGGVMVYLQEKWTDFLGKFADLPDWAP
GAEALKTAAIGAADGLTAAKEAAAAAGEEAKRLKLEANGIADAMIRTPLASMQALKETLAGVSEEAGNTATSLARIGDAA
GGEGDGGTSAVTQATERLSDTAKAAGDSFKTFFKDVAKGSADAGDAVAQLADRMLDDLLDRAMSPLSNALGGFFDSLFSG
MFGGVGGASGGTTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPEAILPLTRLGNGKLGVASIGGGSV
RMGDVHVSVAQTNADPRQIAEAVRQVSREEAQRVYARQRREGR
>MBK5923769.1 hypothetical protein CCR90_08225 [Rhodovulum sulfidophilum]IM796
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISAWIASLNGPAGSFELDMAAM
EYDGPHGMISADPVVAVAATARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPFGSWALAGPETVLSVSQARVRTRSLQLMEAL
>MBK5923770.1 hypothetical protein CCR90_08230 [Rhodovulum sulfidophilum]IM796
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEA
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>MBK5923771.1 aldolase [Rhodovulum sulfidophilum]IM796
MSFRDRLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVAFPSPELDDAIMTIVEACKHAGCAVGLFVGDAAAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMATR
>MBK5923772.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]IM796
MIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATSQALTLNRLCGSGAQAIATAATMIRAGESRLALAFGTEAMSRAPHTV
GGMRDGVRMGDASVTDWLTGALSDPFDIGHMGVTAENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKG
RRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGTVTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVM
GLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQAIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRM
AGRYALVTMCIGGGQGIALVIERLEDTA
>MBK5923773.1 hypothetical protein CCR90_08260 [Rhodovulum sulfidophilum]IM796
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLL
EGAVAGTMDVVSVLGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSID
RNVASIEDFAGLKTRIVPVPLHRQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVEAGKMSTAATLEYARQQDLEGREELAARDVEIAELTDLSEMRARVEGLTADWSSKDP
LIAAMVDAAAKSA
>MBK5923774.1 hypothetical protein CCR90_08265 [Rhodovulum sulfidophilum]IM796
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMTWYGWDFAERMGPQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVILNLGEEDAALAQTSEMT
>MBK5923775.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALVAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIATGLLIYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>MBK5923776.1 hypothetical protein CCR90_08275 [Rhodovulum sulfidophilum]IM796
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAA
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>MBK5923777.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGESGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADARAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>MBK5923778.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGAANTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQAVLLTLGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLRSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDTDQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>MBK5923779.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVQSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSVRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVEAGAIRFDGVDLRDFGFATLSQMLGVVSQEPYLLNASVTENLRFACPGATGAEMIAATKVAQIHDHIAALPEG
YDTLVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDAEMIV
VMQRGRMVETGTHAALAAKGGVYAGLLAGA
>MBK5923780.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLKLIRDRFDLAEEVGAALNGLEADLTAAGISVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKGALPAGQCDD
>MBK5923781.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAEADGMLEAVRGVGYRLDMPHVR
>MBK5923782.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]IM796
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEAQGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAASGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFSVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>MBK5923783.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]IM796
MARRNILILPVLGLIAGTLALFQLADRPDAAPAEESGTEMAVEVTVETIRPEPIVLATEYSGRVSASRRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPAGDLDSVLMAAEEGLGP
VRIIQDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAELPYGAVPHALLVPEDAVLHTPGGGAQL
VVISPEGKARRRDVVPGARIGNRIIIASGLAPGEVVAIRGQNRVPEGVAVSVDARPAET
>MBK5923784.1 hypothetical protein CCR90_08320 [Rhodovulum sulfidophilum]IM796
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLRVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLSRRNLLRGKLDGGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFD
GALWRRSRLSARVPVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAV
GDEGTILHFDGEGWHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSALALAPDDVLLAG
GRYFLDAGGFRGDLLRWDGKGFRKLDPGPGVTRLRALAAFSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTAS
GAAVAAGDFGTLLAGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVG
TLGLHALAASEDGGVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQ
SALYALWGPDPEHLLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWQAAPTRMRND
LLAISGKGAEAVAVGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>MBK5923785.1 hypothetical protein CCR90_08325 [Rhodovulum sulfidophilum]IM796
MPGFRFLLAATAAFLATSPALPLSADSLNAGNIRLVEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTRDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRTGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>MBK5923786.1 protein DdhD [Rhodovulum sulfidophilum]IM796
MTAQTRRPPTHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
IGGRDPGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>MBK5923787.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]IM796
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>MBK5923788.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]IM796
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGGHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>MBK5923789.1 hypothetical protein CCR90_08345 [Rhodovulum sulfidophilum]IM796
MPREIGPTPRTDQLCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDY
AADPRFARLREVAIRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAAELADRVRGFFDLAELGIAAHWADCGDDTR
LHDMQSRNRAVTLEKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDL
WSCENPEGCDALWIDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPL
HGVLGAAELLRDSDPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLAHNAGVD
FRIETTTRLPAWIDIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGA
TTPGQGETSGSGLGLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAIAGLRCLIVDDDAI
SRFVTVEHLRRLGAEPVEAASIRTALDRVVDREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGG
RSAFDAVVAKPATSDALRKALTGAGQGQDSGPPGQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAE
IAHRMASSCTTLGFVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>MBK5923790.1 hypothetical protein CCR90_08350 [Rhodovulum sulfidophilum]IM796
MGQRPRGAPARLRHRQRPGGGRDRAPHGQQLHDTRLRRPGRRAGGLRDTLPPPSPGRRSGPVAPPSHAAARHGTGARLRT
GEGAPMLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQE
SCRCPIIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGN
RTLRLSPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAD
EETGGQTASKRPS
>MBK5923791.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>MBK5923792.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]IM796
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARVPPADIDAVFLGHFNSGLMPDGFASSLILQAHPELRFKPATR
CENACASGAAALHAGMNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPEHAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>MBK5923793.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]IM796
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>MBK5923794.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYANFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVEEAIARHAGTGTMKRPIEIAADL
>MBK5923795.1 hypothetical protein CCR90_08380 [Rhodovulum sulfidophilum]IM796
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>MBK5923796.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPRASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>MBK5923797.1 oxidoreductase [Rhodovulum sulfidophilum]IM796
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGKAIALAHDVADADVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMEVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWRRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>MBK5923798.1 hypothetical protein CCR90_08395 [Rhodovulum sulfidophilum]IM796
MAYRLILPALLILLAGPAQAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQV
GSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYIYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWTSS
ALASATAATAFPNWAGTNDGAIGQSGGGSCPLGESTAPWAGGAIAARFYFGRRYPGGLDPEAGLSPDLTATEGEIIEASQ
VVLGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGSDLVFRAFSGEASGAEVARASIPVADFANRRGTIYVEISMA
DKSVALWFRGRKYSTNPALCLRDYMLTPQLRGGPGWRAGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATA
AENLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFIVTEDMLVGGLQVTARKPFEEQFNTVKAQYADPETEHVVTDLPVLD
SATFIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVT
GRTVHIGEDGVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMSEELYETRGGGGVKTRVRLAATT
DNPFVDAWQFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPHAITGLSV
QASGGAVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVS
GIAVRAASIIPTTTVATLAEAPGFAGAAEGCHAAGGVLAMAPGETRARYAFAGRIDLGTVQPVRLISDIELLISEARDLF
WQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSLTDDAPDTARWGPWQSFDAADYSGRAFRFRAVLSVESPDYTIGITGLT
VTALQAA
>MBK5923799.1 hypothetical protein CCR90_08400 [Rhodovulum sulfidophilum]IM796
MTQGTYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRALKMRNIANNGWITLGSFASGTFVPAG
VNQLTEAQATDPTGTAFGAVSGEILKAVVEAFAPAEVRPRVYNYHLRDSSAATGAMDLTDATCAVIRFVMNPAGLDPGEG
LQIRLSSNGGASWTAWTQVAFFYTLTAASIQGQVYVGFDAAEASWRRTMMAHSRNSSRNWRHESSSVSGSIPLTGQPTSL
QLRLGDNENSAFVAGTVEIFSGPTDSFVIGGDYT
>MBK5923800.1 hypothetical protein CCR90_08405 [Rhodovulum sulfidophilum]IM796
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTTALDRETARLGEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBK5923801.1 hypothetical protein CCR90_08410 [Rhodovulum sulfidophilum]IM796
MHLVPQWRALIRRAWSIRLILLAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBK5923802.1 hypothetical protein CCR90_08415 [Rhodovulum sulfidophilum]IM796
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECGAMFADRLAEVEAGLDRLIADP
LEDRIPDRTYVAILDWAYNAGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
EVPFRWEGA
>MBK5923803.1 hypothetical protein CCR90_08420 [Rhodovulum sulfidophilum]IM796
MRALLAALLLAGAVGAGWWVQGLRHDLAEARAAVRGYEEAARVHREALRKLAALEADRDRLQSMVDELGDDADAPLADSV
RGAAGRVWQ
>MBK5923804.1 hypothetical protein CCR90_08425 [Rhodovulum sulfidophilum]IM796
MTDRIEIAASEALSALDTYMSGAKISEDEKALYQRVTLAGCFAASAYDAHVPKSGGEGHALIRTFLLALIDPLHADLDYL
RGDPASGEAARAEKEATA
>MBK5923805.1 RNA-binding protein [Rhodovulum sulfidophilum]IM796
MPILHLPLKGVYFDQIKSGEKVEEYRLVTPFWVKRLEGRSYERIELSKGYPLRGDTSRRITRPWRGSRKTTITHPHFGPD
PVEVYAIRVNP
>MBK5923806.1 hypothetical protein CCR90_08435 [Rhodovulum sulfidophilum]IM796
MAEAFTTTRCHWVRTDDGLDILIPMCCGSAIGGPSECTCNVPESRIEAAERGRAEAEAHVLRLMDERDRRLYEQAGIWRR
NKRLRERIEELETLLAGKARF
>MBK5923807.1 hypothetical protein CCR90_08445 [Rhodovulum sulfidophilum]IM796
MREVDLAVVGAGPAGMAAAAEAAQAGLRVALLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGGRLIAGLDRPGISLIG
GAEVSAIEPGIAPGYRLSYRQNEAAETLQARRVLLATGGRERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGAIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEIVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGVFVAGDGAGIVGPRA
AELQGRISALRIAETLGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEADGQDRDEVGPGSPLPAFGTALPGGV
PGILAETGENGGKTVADAAGWLPVGGADDAPPDAPEAEKAATGAACRAGEA
>MBK5923808.1 lysine 2,3-aminomutase [Rhodovulum sulfidophilum]IM796
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELATEATEALARLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>MBK5923809.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDEPTAD
RLGRDLEPVRKRGYAFVSQQAMPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSERDDMIGTLVEGAGGIAEALGDSLL
LHAAGDRGPA
>MBK5923810.1 methylhydantoinase [Rhodovulum sulfidophilum]IM796
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPELAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGSEPTVTDAALVLGYYDPGFFLGGR
MALDPEAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDVIEAEGRAHLARAGIGGTGGPDEEITVERSAEMR
LRGQMNEISVPLPEGRLSPEDGPRLRAAFEAAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGADGGATPGKGDRPA
SLKGSRSCLFEQGRFETAIHDRYALGPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSR
AQAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPRGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAARGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQ
PGGTASGRVLDPEGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETLG
>MBK5923811.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MPNSPQAPTRRHVLALAGAGLAAGTIPAALPAPLLARDQRLMIIASGQDFPNIDPHTSSGSAPAFFMRNVYDPLLRSSGT
PPEPVPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSLARALRLAKGNSWMLRNIVTPEGLEAVDPATVRIT
LATPFAAFLSVLPWFPVVEKAVVEAHLGEDDGQSWLMSNTAGSGPFELGQSRPGALYRFIRSPNAWQPGGGNLDGVIWRV
SREAASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSA
GYAELMVGPLPNGILGHDPGLEVPRHDLEAARAHLAKTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQP
LSWPDMVAACARPETFPDLFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAF
QRAVVADAPDIFGVLEKRKLGLRASIQNYVFTPVASNAIECWPLSLT
>MBK5923812.1 peptide ABC transporter [Rhodovulum sulfidophilum]IM796
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLARGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAAGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMAQDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>MBK5923813.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]IM796
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSARHLFGTNEL
GQDVLSLTLAGASVSVLAGFAVVMIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>MBK5923814.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MVPPLLRIRDLHLRMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILALLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHEVACLDPVAEAADA
>MBK5923815.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILQLEAPDAGQILYRGQDVA
SFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLRLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>MBK5923816.1 hypothetical protein CCR90_08490 [Rhodovulum sulfidophilum]IM796
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGYVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>MBK5923817.1 amidase [Rhodovulum sulfidophilum]IM796
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYMVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDDAEIDKARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>MBK5923818.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>MBK5923819.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>MBK5923820.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>MBK5923821.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>MBK5923822.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDTTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHGKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREWMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>MBK5923823.1 hypothetical protein CCR90_08525 [Rhodovulum sulfidophilum]IM796
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFADVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPATVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPVNDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEES
>MBK5923824.1 protein dehydratase [Rhodovulum sulfidophilum]IM796
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPGRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>MBK5923825.1 carnitine dehydratase [Rhodovulum sulfidophilum]IM796
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPQDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFATNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>MBK5923826.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGSGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>MBK5923827.1 hypothetical protein CCR90_08545 [Rhodovulum sulfidophilum]IM796
MGILPWAFQPEEPVPAHHANIFFAWLPYVFYMTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALS
LHVRNLEARLGTRLLLRRPTGVVPTEAGEILARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEAL
RERYPQITLQIAEAMSGFVAGWLSEGRVDLAVLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMTALDGVPLVLPS
RAHGLRRMIDTELAGDGIAPELAVEIDSYSNIKNLVAAGFGASILPWHAVAPEAEAGRLTVSRIVAPGLWRGAWLIRPGA
RPVTRAQEAVAETLRMVVGDLLARGVWAAARAPGTAPSSGGSPPEADG
>MBK5923828.1 hypothetical protein CCR90_08550 [Rhodovulum sulfidophilum]IM796
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQGGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRVEGDLSQVIATVDDETEIRHAAQAALDTAVAAGVLAETRAFDYVR
REIYEDFEAFMGRISSFAPERGALPADLAEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>MBK5923829.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLDGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLGPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>MBK5923830.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRVVFDGRDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVAQTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>MBK5923831.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAAFLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPEARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>MBK5923832.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>MBK5923833.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MPASKIPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPGQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>MBK5923834.1 hypothetical protein CCR90_08585 [Rhodovulum sulfidophilum]IM796
MPRRAAGARLYWRERSDGQSVWEIRDTGGIRISTGARCRADAEAQLAAYIERKNRPTGPVAADELSVSMCLAIYAEEHAA
HISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTIRRELNVLQAAINYCHGEGYLITAP
KVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMADGKGGRK
YITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQSAVEAMDRRI
>MBK5923835.1 hypothetical protein CCR90_08590 [Rhodovulum sulfidophilum]IM796
MMAETAPDRIEEIESLGRHNCDELAGLTAALEELRTRVARLEGADAVPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDC
TACGGTGKLTAGGATDG
>MBK5923836.1 hypothetical protein CCR90_08595 [Rhodovulum sulfidophilum]IM796
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERTAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBK5923837.1 hypothetical protein CCR90_08600 [Rhodovulum sulfidophilum]IM796
MADETTAPDIAPDAEPEWILKFSVKGGDTVEWVAAKSTVFGALEELNKRECETGPVGWFFLPMGAINMSEVRYVSIHPRP
LETKPDPKPARRARFTWA
>MBK5923838.1 hypothetical protein CCR90_08605 [Rhodovulum sulfidophilum]IM796
MSIMDAIAPPPDALAEFVAEWRGASPEVCLVAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLCPFD
>MBK5923839.1 hypothetical protein CCR90_08610 [Rhodovulum sulfidophilum]IM796
MAAILAIAPQIADRLATEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAEQARAGGAA
>MBK5923840.1 hypothetical protein CCR90_08615 [Rhodovulum sulfidophilum]IM796
MKTILTAAALTLLAAPVLAATDTTEDQATAMSPASAPNCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDRAASGEGEGEG
GESSDT
>MBK5923841.1 hypothetical protein CCR90_08620 [Rhodovulum sulfidophilum]IM796
MTSNSIESREKLTLLGDTSPEAISIRLRAAREAAGYAQQKDFAAEAGLSATTYNSQEKRGAPSITVMKILYRQHRIDFNF
VLHGDFAQLPGDVQERLFEALSSSRP
>MBK5923842.1 hypothetical protein CCR90_08625 [Rhodovulum sulfidophilum]IM796
MCDIREFIQTLGGCRVVAERVGAKYTTMHSHLAAGLFPAKYYDALCALALEAGCEPPSRRLFSFVRMPEANRSNEINALS
DREPTGADDQLKRGST
>MBK5923843.1 hypothetical protein CCR90_08630 [Rhodovulum sulfidophilum]IM796
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>MBK5923844.1 hypothetical protein CCR90_08635 [Rhodovulum sulfidophilum]IM796
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>MBK5923845.1 hypothetical protein CCR90_08640 [Rhodovulum sulfidophilum]IM796
MSVGAEMLKVPGAAELAVDPLTVRAAQHIVESRKASVSNLQAVLRIGFSRAAGLMEALEAEGIVTAADHVGRREVAADVL
PPSLAVLADGPTVSLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVRDRTYRVVADELRGFIERFETLAEEKAAIGDQ
QKAVMAEAKARGYDTKALRRLIALRKRHAEDIAEEEAVLQLYREALGM
>MBK5923846.1 hypothetical protein CCR90_08645 [Rhodovulum sulfidophilum]IM796
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAATRFGVTPQA
VWRAICDGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGHAARERILAAAMALAAKGVTP
>MBK5923847.1 hypothetical protein CCR90_08650 [Rhodovulum sulfidophilum]IM796
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHPELAQNDAAILWMDDWLVEQGCGYRGSTWVERA
LAAWSSHMFDVNRAARARE
>MBK5923848.1 hypothetical protein CCR90_08655 [Rhodovulum sulfidophilum]IM796
MDAKDQAEGEKRVRALLIEPLLRRGLVKSGKLTKARFEEMLVDVEKRLAYMSASNLAALEEQMAALAGGEAKDIFPTSNR
IRQEALKIQKPDDRASPLMRAVFKHPIGQRALTEGWAPELLDELRDNRVWPGTYVLGRVRDEARGAILRLDRLRRIAPAD
LTDAERRWLAAREQQMEECRRIADLAGASA
>MBK5923849.1 hypothetical protein CCR90_08660 [Rhodovulum sulfidophilum]IM796
MPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSHGRSRPHDDAELIATVVRNVLPWYAAT
LVADLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRRNRKGVIVQDAVRFTPCVWTPTQSQI
AAARRAYLDWWGYLLEVQAALKGEELAQISLTGDMPPMTPWR
>MBK5923850.1 hypothetical protein CCR90_08665 [Rhodovulum sulfidophilum]IM796
MLARFLVDRFLCRDATLIMINRSLKMKDFKEQFIFRRVVCELVDVFSWVVVLGGVAITFVGFRDGGFYGHLLGGFYGSMN
ELAQLGYVEAEPSISARLVGAIPGGIVMGSGFFTMMMAHQAKSTLDIAAVARGMFELARMKEPVTKVGRDEPSVSRSSER
ASGV
>MBK5923851.1 hypothetical protein CCR90_08675 [Rhodovulum sulfidophilum]IM796
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>MBK5923852.1 terminase [Rhodovulum sulfidophilum]IM796
MVVIRDARIGALRSFAPLPGLTTPEEILADALPMLDPPSRLSVTEAAERYINVQVQGAWQGFDRSVTPYMVEPSDVTQSR
LFKVVAFMGPSQSGKTMMLQTVSLHAVTCDQNPTLIVHMSRPERDKWVEEKLNQLICNSPEVYSRLGRGRDDDTFSRKRF
RGMRLLIGYPTPQVLSGGTYKTVLLTDLDHMPLVLGGKDNPEGAPVRMAVQRIKSYLSRGCVLAESSPAYPVTDPGWQPD
PAAPHALPPVKGGIARLYNDGTRARLYWECPDCGGEFEPRFDRLRYDDSLDPGTAGAGAEMECPHCGTLIAHRHKMELNR
AILKGRGGWRHEGPEGQLLALGDAGMKRTDIASYALNGAAATFASWRNLVAQYETARRQADLLGDETDLATTFYTEIGLP
YCPRKAGAEDEIGTDFLRAHARDTPRGVAPAWTRFVTVSVDVQGTYFAVQVTAWSETGTAQIIDRFELSAPPDGAERVLD
PATLIGDWSVLLPLGRRVWPVEGTDYGLRALALAIDYQGRPGVSDNAEAFWRARRKGAGPGRWFITRGHGGFHHGSRIWY
ASPERKSGGGKGRNIKLLNMATDRLKDTVFAMLGRVGTGEGALFAGRWMTEAQIAELVAEERLSKGWDKKPGQVRNETLD
LSVQARALAEQKGLLRLDPAALPDWALGGRENPNAVALATANRTAPAAGSAPDGTPAPEAPAPRPGQPATRRINFLKR
>MBK5923853.1 hypothetical protein CCR90_08685 [Rhodovulum sulfidophilum]IM796
MAHTQDELDALKAAFARGVTRVRFNGEEVQYDSATALLKRIRIIEAELAGHGARGLSVSYPRTPRGL
>MBK5923854.1 phage portal protein [Rhodovulum sulfidophilum]IM796
MGWLDRAILSLAPQAGLARIQARARAQVLMNYDAASKGRRTYGWKAPATAADAAGASRAQLRQLSRDMIRNRSLAARGQA
VVTGNVVGTGIMPSVRMAGDADGTAAMELIRAHLLSPAIDVYGVHALPGLQWQVMNAVFSDGEVLVRRRARNLAFEPGLV
LPFQIQVMEADHLDTTITSHGRNEVIEGIEYGPTGRAEAYHLFEQHPGATHRITAGRFRSTRVPARQILHVRRTERPGQM
RGIPWLAPVMMTVGELSDYQEAQILKQRIASLLAFFVEASADGEVYAGAEIERLEPGAVIGLKEGQKVTPSEPPPLDGYA
EFMREGVRSIATGLGLTYESFGDLTGVNFSSGRMGRIEMDRFIQVWQQQIMIGQFCRGVGRWTLEAWQVAGASAGLPPAP
RALEWTAPRRPMIDPGKEIDAAVKEIGAGLNSRQRKQREMGLDPDVIARERAEDAARAPAPSPANVPNGPAIPDAPDTTK
EEDIAHGGV
>MBK5923855.1 hypothetical protein CCR90_08695 [Rhodovulum sulfidophilum]IM796
MEGSDLILNGEIILEGDVLPHEYCSFAETGCFSARMVREALARFDGDVAIRVNSPGGSPYEGEAIRAALEAHPGRVTVIV
SGLAASAASLMIMSADRIEMTAGSFLMIHNPSRGLYGTAAELRKEADELDKLARVYASVYASRSGRAVEDVMALMNAETF
FGPEDAVAAGFADAVSGTAPEIAPELAAAMSAHRGALSRLRMCARSFAAEGNPAPAAADPTGPSGSSLADPAATEEFPTM
TTPSPAAEPTAATVQPPAQTQPQTPAPTTTMQADAEAMVAHAVQAERERARSIRSMAEPFMRAGQLSQAQIEAVIDEGVS
LAAAGNRLMAVMAAAEPPIPAGGAGAARITRDETDTHVEGLIAAMMRDYSGPGEQFRGMRLSGLAMHLAGPGNHFDRTRA
VAQGFRSTRMLGGAHGVSDFAYITTEVMNRSLIAEYDRRGAGWDIVTGPPLTASDFREIHAVRFGGDFQLKTVQENGEYQ
EARLEDQAEGLKVERRGRTITLSFEAVINDDMGAFLRIPREFAMAARVMESSMVWGLIRTNAKTKSDGKPLFHADHRNLA
AAAGPISVETIGAARKAMWEQTAFGSKDAEDFLQVVADRLIVPPALETVALQFTTATTPVKDAETNPYKGTLTPSVVPNL
GAAAGGSDAAWYLISSDLPPVSVAWLDGYESPTVQTIEGMNPDKVTMNARHIFGVAATEHRGAYRNPGK
>MBK5923856.1 hypothetical protein CCR90_08700 [Rhodovulum sulfidophilum]IM796
MKNYLSPGETVTLTAPAETASGDGVLVGSIFGVAQADAAAGAPVVLVRRGIFTLPKSGAEAWAEGDPVYWDGAVCTAEAS
GNVLIGAATAPAATPSATGTVLLDGTIR
>MBK5923857.1 hypothetical protein CCR90_08705 [Rhodovulum sulfidophilum]IM796
MASVFDGMGALLTGALGAPVTIAPSGEAPRRIRALFRDADTAILTEGGAEVLNAVPTLQARRDQLAGLCPGGLVDLADGR
RFRALAPMDGGNPDPGGMVTIQLEEA
>MBK5923858.1 hypothetical protein CCR90_08710 [Rhodovulum sulfidophilum]IM796
MFASKAIRHAIADLLEAAGISVDTPAGRLPVTILRSPPSGGWVKDDALPGIYMYLRREEIRPASMTRSARTITMDLILEA
RGADAEDQLDDMQRAVERSIAASANLGGLVMEIRPVDAEIHLERGSVIFGARRLSWSVRVEVPRADPSF
>MBK5923859.1 hypothetical protein CCR90_08715 [Rhodovulum sulfidophilum]IM796
MPESQALMAYDIGFAIHDGEDPGTFEDLAEVNEITPPNQQADDIDVTHQKSPNKTREYIAGMIEPGDMTVSLNWIPGSAT
DMTIQTLKASGDRRQMRIAWNNGVSWTFTGYIKGFEPSTALGDKMTGTVTIKVAGSTEISGMGG
>MBK5923860.1 hypothetical protein CCR90_08720, partial [Rhodovulum sulfidophilum]IM796
MANRERGEVGARFRGEDIALVLDFNAICALEDHYDEDIDTVLARLDSAGGKRRARARDLRRVVLELMRAARPGTTEADAG
DFITETGLGALPDLLGRVIAASRMVASDEAPSPE
>MBK5923861.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]IM796
PKTNGFAERFNGTVLEEVFRVKMRETFYETVEALQADLDAWLVHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5923862.1 hypothetical protein CCR90_08730 [Rhodovulum sulfidophilum]IM796
MRITFTENGDEACTLSQKSNSSSTAFSIPVSKPALQAAFRGLLLDPEKREVMVGSVGVDRYRDGLRVHAGGGRFELPFRH
LFPLVMEVAE
>MBK5923863.1 hypothetical protein CCR90_08735 [Rhodovulum sulfidophilum]IM796
MTRARWDRLQAQYHLIRDCISGEDAVKDQGQLYVPKPDGMTTDNYNHYLDRGCFYGAPAMTLRALVGLALRKDPVINLPP
RLEAMRLNATYENAPMQVLVEDMVREVASMGRFGILLDFPADGATANTVPHISTFRAENIEDFETGFVRGRKVLTRVHLA
SDGDWESADVTYELILEAGVYQFRRFVRDQHQNRVDVGEINIPTINGQPLDYIPFIMVSHEGLRPEHVTPPFLSLCKVAI
SHFKNSCDREHAIFPTASPTPWIAGSIPANKVPHQIGAGAVWTLPEGTEVGMLEFTGSGVAAMKEVMEEKSETMISLGAR
MLSSTVNRNETIDTATQRTRSELALLHGVVVSVEAGLNRLLRLAAEWVGANPDEASVTLSRDFIESSMEPKMIEQQMKLY
LSGIISRATLHENLQKGEIVRADRSWEDEKDMIEEDGGDISPIIGTREV
>MBK5923864.1 hypothetical protein CCR90_08740 [Rhodovulum sulfidophilum]IM796
MGKDVFLSVGGTANDAQEEFVQAVETRLRAEGLVPNTVGRNTFSVDAPLKTVEYLMDRCVGTVVLALERTHFPTGTERRG
GEKEKVLSNTMLATPWNQIEAAMAYSRGLPLLVIVEEGVKHEGLLEPGYDWYVQTVPLNKDYLNSTEFNGVLASWKTKVS
DTKPNGNRSKEEKSIEKMSVAQLIGSLKPAQLWSAVLALCAVIGVAFSLGANLIP
>MBK5923865.1 hypothetical protein CCR90_08745 [Rhodovulum sulfidophilum]IM796
MPDDQNDKLMEQFIQQATPKRLEAMQEGLAKQIEDQIGGLKANAEKMLDEIKDARRERETREKQQAEEMGQLKTLLERGD
TQGYSPAPFARADPPDAHTGPQRRSLPQGKGTG
>MBK5923866.1 hypothetical protein CCR90_08760 [Rhodovulum sulfidophilum]IM796
MANPTANGAETPLLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDI
TSTAWMLGNAARYAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>MBK5923867.1 NAD(P)/FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>MBK5923868.1 hypothetical protein CCR90_08770 [Rhodovulum sulfidophilum]IM796
MNDAIDSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSETLDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVRFDESFEAMVATLRRLYRGEYNFDGAPNLCDEP
>MBK5923869.1 toxin HipA [Rhodovulum sulfidophilum]IM796
MGRRRSFAPLNVFLNTRLVGQLLREKSGAISFAYDRSWLEWGHRMPISLSLPLRKDRFLGGEAIPVFDNLLPDNPTIRRR
VAERVGAAGTDAFSLLSEIGRDCVGALQFLPDGEEPQPQDRLTGEPVDETQIEAILNDLDRTPLGIRRESEFRISVAGAQ
EKTALLFHDGQWIEPSGTTPTTHIIKPQIGRLPNGMDLSNSAENEYFCLKLMQGFGLRAADAEMATFGERKALVVERFDR
LWTKDERLIRLPQEDMCQALSVPSTQKYQNEGGPGIVEIIDTLRGSDEPTQDRLDFFKANILFWLIGATDGHAKNFSIGL
LPGGRFRLTPFYDVMTVQPTFDAGEIQRKDFRLAMRLGKSRHYRVVDIVGRHFQETGLQAGLSRQAIDDVFADIRATADA
AIAATVADLPRDFPEEIATSVQAAIFKRLEQLTDKS
>MBK5923870.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKQLARTPKDIGNAIREARKAKGFTQKDLAATSGVWQETISKIENGVASTKLETLFDLFAALDLEIQVQPRSKGSQSGLE
DIF
>MBK5923871.1 hypothetical protein CCR90_08785 [Rhodovulum sulfidophilum]IM796
MIAFFTMHELEQLTDDQLDELFAALERLLMATAASTPERRNILASLENITRVRNRRRAVPAPSL
>MBK5923872.1 hypothetical protein CCR90_08790 [Rhodovulum sulfidophilum]IM796
MSSVTGAMCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAPKVTLPPRPDPVERFLTRQEAAWL
LRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYRKPMGKAETKKRQRPARLPPRYLAHL
RRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRKYITPHVLKHTAITWAVQGR
>MBK5923873.1 hypothetical protein CCR90_08795 [Rhodovulum sulfidophilum]IM796
MTQVASRQWVNSGPGSVLPGLLLAALIATLAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLSV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWLPEATVHVTTGITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>MBK5923874.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFRREHPGILLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIQSL
SGDRLALVVAPGHDWANRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>MBK5923875.1 acyl carrier protein [Rhodovulum sulfidophilum]IM796
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>MBK5923876.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]IM796
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATGAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>MBK5923877.1 malonyl CoA-acyl carrier protein transacylase [Rhodovulum sulfidophilum]IM796
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>MBK5923878.1 hypothetical protein CCR90_08835 [Rhodovulum sulfidophilum]IM796
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADELLVPKQAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSAGHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARLG
>MBK5923879.1 hypothetical protein CCR90_08840 [Rhodovulum sulfidophilum]IM796
MNLIPAAATAALIAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGVTKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKAAD
>MBK5923880.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]IM796
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>MBK5923881.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]IM796
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>MBK5923882.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]IM796
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQV
>MBK5923883.1 trigger factor [Rhodovulum sulfidophilum]IM796
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>MBK5923884.1 hypothetical protein CCR90_08865 [Rhodovulum sulfidophilum]IM796
MFGDETGRPQGREIYDDYAALWHLESIGVLGILRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>MBK5923885.1 hypothetical protein CCR90_08870 [Rhodovulum sulfidophilum]IM796
MPRGQRACAGGDRTGRFPRGENVTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRL
ARVDQTMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPA
HASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMMLPVLEIVCRDQMLAAQ
KEWI
>MBK5923886.1 hypothetical protein CCR90_08875 [Rhodovulum sulfidophilum]IM796
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTLERSAWERLRETLT
AAPPVAVDAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGDRAAAHALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGFRGGRT
>MBK5923887.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]IM796
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDQVQAG
>MBK5923888.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>MBK5923889.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]IM796
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDVLHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>MBK5923890.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]IM796
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEETPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGHGTTIGTQFHPEKSQATGLRLIANFLAWAP
>MBK5923891.1 phosphatidylglycerophosphate synthase [Rhodovulum sulfidophilum]IM796
MLDGVMRRLIDPPLDRLGIRLAARGVTADAVTLAGLGAGLLAAAMVALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPVANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPER
>MBK5923892.1 hypothetical protein CCR90_08915, partial [Rhodovulum sulfidophilum]IM796
EINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAVSPRPRTETAIPAAAPPPSASEFEPPKRA
VNDSGWQDF
>MBK5923893.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDD
RGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAG
GRAVLSALSDDAAREVVMRSHLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGRDGVPLGAIHVA
GSLSEWTRDAFVRHAAPVATEAARAINGSL
>MBK5923894.1 microcystin degradation protein MlrC [Rhodovulum sulfidophilum]IM796
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIAMSRGAEMAAAARGVNLGISGALAVAEELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGALDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEIEAVVETLSDGALQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAKGHAEPATAIARP
>MBK5923895.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDDMIQSPVPVFWNITKDGE
>MBK5923896.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>MBK5923897.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLMIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>MBK5923898.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPGSAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGAEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>MBK5923899.1 amidohydrolase [Rhodovulum sulfidophilum]IM796
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGAAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DKAILTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVETRLAPTG
>MBK5923900.1 carboxypeptidase [Rhodovulum sulfidophilum]IM796
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVKGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDADEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>MBK5923901.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]IM796
MSAALSRTMEIRKHVVETDRGLVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLAGDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMAGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFAQPRIDVSGTDRIVADDRLPGRICDALKAVAPVTV
TRKSILPYPFACPSGVLQESSRRSGMTEPTSAWGDAVAEQG
>MBK5923902.1 amidase [Rhodovulum sulfidophilum]IM796
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAINPAVNAVVSCDPDALLAGARQADADRAAARPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPAADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTPVVGGRTPWNAADFARLPSRDLSSLRVAVTEDFGFAPVSAATRQTFRSVLAPLLPFLGKSKERTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVAENVREGRRYSATDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPLQSYYHWLALAYAATIPGHPTIILPCGRDAQGLPFGVQLIGRRHGDLDLLTIAAELEAVIAGIPDLAPCAPD
IATLSAAPPLRTAPGFLDVP
>MBK5923903.1 hypothetical protein CCR90_08990 [Rhodovulum sulfidophilum]IM796
MAELARRGFHTIPESGRAIIREQMQSGGDALPWGLDNAALDRSQLTTDIDLYR
>MBK5923904.1 hypothetical protein CCR90_09000 [Rhodovulum sulfidophilum]IM796
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRADDLVEDAFAAIARDGAPMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>MBK5923905.1 glycine dehydrogenase (aminomethyl-transferring) [Rhodovulum sulfidophilum]IM796
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTRLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEEVADAAE
>MBK5923906.1 glycine cleavage system protein H [Rhodovulum sulfidophilum]IM796
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>MBK5923907.1 glycine cleavage system protein T [Rhodovulum sulfidophilum]IM796
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAEAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>MBK5923908.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]IM796
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTEGWDAPVLNDRAAPRY
PRAQMLDAAERDTVDAGLKARGVRRILPG
>MBK5923909.1 hypothetical protein CCR90_09025 [Rhodovulum sulfidophilum]IM796
MLLDHPDDLRLGETAFPHVVCSFRVGRLYITARELPGGRSIETVELVQCRFEEVTEAMALAEGEDDSLDAWRKGHGSYFK
RNGGFSPDMQIVWERFILIEDLGREDDALGHSSSLTDPAA
>MBK5923910.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]IM796
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDQF
>MBK5923911.1 cysteine desulfurase [Rhodovulum sulfidophilum]IM796
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTVARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDASGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>MBK5923912.1 YIP1 family protein [Rhodovulum sulfidophilum]IM796
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>MBK5923913.1 YIP1 family protein [Rhodovulum sulfidophilum]IM796
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMTPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>MBK5923914.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]IM796
MGLPQAKLTATEARLAALAMPVQSGWTRPLREAALARVQQMGLPGRRDEYWRFTRSDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAVDLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>MBK5923915.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>MBK5923916.1 hypothetical protein CCR90_09065 [Rhodovulum sulfidophilum]IM796
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>MBK5923917.1 hypothetical protein CCR90_09070 [Rhodovulum sulfidophilum]IM796
MPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLVPL
SKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRGDADLRDRRPGDQVLGDRGLRDQDRCDKDRRDKEDRT
>MBK5923918.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]IM796
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>MBK5923919.1 aminotransferase [Rhodovulum sulfidophilum]IM796
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>MBK5923920.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>MBK5923921.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>MBK5923922.1 hypothetical protein CCR90_09095 [Rhodovulum sulfidophilum]IM796
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>MBK5923923.1 isocitrate dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]IM796
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEIGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>MBK5923924.1 membrane protein [Rhodovulum sulfidophilum]IM796
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>MBK5923925.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]IM796
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>MBK5923926.1 translational GTPase TypA [Rhodovulum sulfidophilum]IM796
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>MBK5923927.1 hypothetical protein CCR90_09120 [Rhodovulum sulfidophilum]IM796
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVEISE
>MBK5923928.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEGGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
ELAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPGKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNATDRLRFDFSHAKAMAAHELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>MBK5923929.1 DNA recombination/repair protein RecA [Rhodovulum sulfidophilum]IM796
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>MBK5923930.1 hypothetical protein CCR90_09135 [Rhodovulum sulfidophilum]IM796
MPVLLSVRRSAAAFADRAWVALALGILLAIAAWTSPWPWLFAPLLTAGVTLGCLAGLLRILGRPVSDIPSDRLRRLCACT
PGATLVTDAEGRVLIASPEAQRRVAAMRGQPVADALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGS
GLFLWRFDSSAADGPEIALPMVRLDPGGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLLQLRM
ADGGREFYILPQGSASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLAD
AAQGRAPNTAEVLRVARDDSEVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAI
SGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHA
EALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIF
EPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGKVGPVAPLQESGAVEEMPGSAVVLLVED
EAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALVARPGTRVIFVSGYAEDSF
GEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEAGDTEGERDKDKLPEQVP
>MBK5923931.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVYDAIRCLRSFAALGGAETGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLVPEERAPGPALADLPEPVACDCPEALEGLLRESLGPDFRPVMERLRQRAPVFLRVNTRLGDPV
AVAARLADEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVHCLDGTALEEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPADLDRLTA
LQEEILDRAAGLVAPGGHLAYATCSLLAAENGARIGRFLDAFPGWVLSSERRLTPLDGGDGFYAAVMRRPG
>MBK5923932.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]IM796
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAASAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAART
LAERSWAVVAVTGPVDYVTDGARAWRIVNGHPLMPKVTALGCSLTALVAAFLASGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSPA
>MBK5923933.1 thiamine-phosphate diphosphorylase [Rhodovulum sulfidophilum]IM796
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>MBK5923934.1 hypothetical protein CCR90_09155 [Rhodovulum sulfidophilum]IM796
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSIETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEYRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRRFYRERYDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHMVVGQSAPPYRLRVPVTVETEAGTERHIVALDGARAEVTLA
LAATPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>MBK5923935.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]IM796
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGTRVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPAPLDRLLEAHKAARPAAGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAQIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAADIAWSVV
PGLTAASAAAASLGQSLTRRGRNSDLRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGALATEIASAELTGPAVILLGLAPRAAARSLPLLQEAAR
>MBK5923936.1 hypothetical protein CCR90_09165 [Rhodovulum sulfidophilum]IM796
MKRRFNPSVVTANDLFEGHPVWRTAQGHWSATIREAEVLDDPATAQARLAEAEAESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>MBK5923937.1 sulfite reductase, partial [Rhodovulum sulfidophilum]IM796
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEEDLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALADIRAAFRAPGFRAGGTAIPPGSPAFRAWADTNLAA
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALA
>MBK5923938.1 hypothetical protein CCR90_09175 [Rhodovulum sulfidophilum]IM796
MDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLGGDPTDRIAI
GERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKVLYSEGSKEDAA
>MBK5923939.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]IM796
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWITGRKRHQTRERQAMHVCE
TDEAGRIKINPLHGWGRDEVAAYIEHHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>MBK5923940.1 hypothetical protein CCR90_09185 [Rhodovulum sulfidophilum]IM796
MSTAILVTDAGFAPAGPAQDWLSPADLDGPARPEPVRVALAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>MBK5923941.1 hypothetical protein CCR90_09190 [Rhodovulum sulfidophilum]IM796
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAPAARPEISAAP
ETGPATDIELPPGSEFNRSRPGTEARPPEAQEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPAAEDPPPATRAMHGPSAPEAAAAPVPEPAVPESPREAAPATSPEASPAMPTGTSPDGSAATFPESSSVPE
TPEAAAGLAPETDPETVLDASPETAPETALDSATVPEIAADPETGPEAKPEVVPEAETVPESSTAPEAGSEAPAVLPEVL
PPPGPADPAMPGRAAGPLRPDAPLPMIGEKAAPVEAAPEAPSPATPAMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGL
DRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGEALDRIDGSVALVTPEEGGFEGD
RDLTGAVLGLLEASGHGLVTADNGLNDTLRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVIEARQNGHAVIVGRSH
PETVTAIYAWALLSGPADAVLAPLSAVLRQSRP
>MBK5923942.1 glutamine amidotransferase [Rhodovulum sulfidophilum]IM796
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>MBK5923943.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MSDSLKPLIGLAADRPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGSVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>MBK5923944.1 indole-3-glycerol phosphate synthase [Rhodovulum sulfidophilum]IM796
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>MBK5923945.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]IM796
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>MBK5923946.1 molybdopterin molybdenumtransferase MoeA [Rhodovulum sulfidophilum]IM796
MIPVDEALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRMGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDSPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>MBK5923947.1 repressor LexA [Rhodovulum sulfidophilum]IM796
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>MBK5923948.1 competence protein [Rhodovulum sulfidophilum]IM796
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPVWALWAFAGAAAVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPNETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWILWV
AERVAALDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLLPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYLDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>MBK5923949.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]IM796
MSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVSQFE
RAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGDKVQ
GDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPDGKK
LSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAAEDA
ALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAELTPQ
LQSASWTRDALEAVVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>MBK5923950.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]IM796
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>MBK5923951.1 hypothetical protein CCR90_09240 [Rhodovulum sulfidophilum]IM796
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>MBK5923952.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum sulfidophilum]IM796
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVLAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>MBK5923953.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]IM796
MPMPRRALIALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIE
AGDSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGE
>MBK5923954.1 heme lyase NrfEFG subunit NrfE [Rhodovulum sulfidophilum]IM796
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAARTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAG
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGGYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>MBK5923955.1 carboxylesterase [Rhodovulum sulfidophilum]IM796
MGVMKGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
APDGPQDSGTVPRSQGPNPALDDWRAGL
>MBK5923956.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]IM796
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSADVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYAIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>MBK5923957.1 cytochrome c biogenesis protein CcmE [Rhodovulum sulfidophilum]IM796
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>MBK5923958.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]IM796
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVINKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>MBK5923959.1 hypothetical protein CCR90_09280 [Rhodovulum sulfidophilum]IM796
MKRVFAAVALAATFAFGGAVSAATIVLDGSKDIRLNLNDVSDLALSFSLDDAAASYTNWGGTIKWSTREDGRTDSDGPWD
PCLDCGYDGGGWDLSYDPYSVSNKTSTDLKLDFGKTLKTVYVWIHPTYGNGKGSVSYEDGSAGAPDIAPVPLPAGGLLLV
SALGAALLLRKRGRKAA
>MBK5923960.1 glutamate racemase [Rhodovulum sulfidophilum]IM796
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>MBK5923961.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]IM796
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLDTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPERMQVTAPDYPLPPGGLNIRLSDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALDRIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPAIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEVLARLSPATLTAATALAELPLSVRGFGPVRAEAERAADDKRAALLA
EIRAGGAALDRAAE
>MBK5923962.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>MBK5923963.1 phosphoribosylformylglycinamidine synthase II [Rhodovulum sulfidophilum]IM796
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAADPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGVACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>MBK5923964.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>MBK5923965.1 monothiol glutaredoxin, Grx4 family [Rhodovulum sulfidophilum]IM796
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVEYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FIGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>MBK5923966.1 hypothetical protein CCR90_09315 [Rhodovulum sulfidophilum]IM796
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFAPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>MBK5923967.1 cell division protein ZapA [Rhodovulum sulfidophilum]IM796
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>MBK5923968.1 hypothetical protein CCR90_09325 [Rhodovulum sulfidophilum]IM796
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>MBK5923969.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]IM796
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>MBK5923970.1 histidine kinase [Rhodovulum sulfidophilum]IM796
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>MBK5923971.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>MBK5923972.1 methylmalonate-semialdehyde dehydrogenase (CoA acylating) [Rhodovulum sulfidophilum]IM796
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>MBK5923973.1 hypothetical protein CCR90_09350 [Rhodovulum sulfidophilum]IM796
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTSARAQGLPDFILGTAAINRPANP
>MBK5923974.1 arginyltransferase [Rhodovulum sulfidophilum]IM796
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>MBK5923975.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTREL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLVGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLHEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>MBK5923976.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLECVEGEESAGKYLDRDSLGAGEEAYEGTH
>MBK5923977.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MGDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>MBK5923978.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>MBK5923979.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]IM796
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>MBK5923980.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]IM796
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>MBK5923981.1 hypothetical protein CCR90_09390 [Rhodovulum sulfidophilum]IM796
MVARGHFVRKADWARFLETGLLPGDLDPDLAASWLRSRDCGVLPDRLSAPQVPDEILLRKRKETAELRRLARPALLRARA
MLKETGLMMILTSPDCIITETEGDPGAIDTGRENRLQIGGDWQETSIGTNGIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPVLDPIDGTVRGIVDISGPTDVFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDQTMDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPAPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>MBK5923982.1 acetone carboxylase subunit beta [Rhodovulum sulfidophilum]IM796
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>MBK5923983.1 acetone carboxylase subunit alpha [Rhodovulum sulfidophilum]IM796
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLGEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>MBK5923984.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]IM796
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTGWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>MBK5923985.1 hypothetical protein CCR90_09410 [Rhodovulum sulfidophilum]IM796
MGQALDSLQDDVNLAVTGKALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTS
FFRPLLSLLLLDGVGAEDTLDWRYLWSALDRVIREGARADQLDFDMGQWSNGRPVRPVEVYLSGG
>MBK5923986.1 hypothetical protein CCR90_09415 [Rhodovulum sulfidophilum]IM796
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>MBK5923987.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]IM796
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGHEADACAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGTLQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNVRTAPISIYEVHLASWKRHADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAS
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>MBK5923988.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]IM796
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSVGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFIAEDDAEAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRIGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>MBK5923989.1 hypothetical protein CCR90_09430 [Rhodovulum sulfidophilum]IM796
MLENLALIGTGFAVVILVLAALWGACALMGWGFTRAARKTTAAVPETPVAPGVPPYHLAAIAAAVAETLGPGHRVSRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>MBK5923990.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]IM796
MKRLRITVDGTPYDVTVEEIETGPAPAASPACAASAAPRPAPAAPSVAAATPVPAAPAEPGAVLSPLAGTTVSVAVAVGQ
SVTAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>MBK5923991.1 glutaconyl-CoA decarboxylase subunit beta [Rhodovulum sulfidophilum]IM796
MWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLFHYISLGVDLELFPPLIFLGVGALTDFGP
LIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFLANKMAPHLLAPIAVAAYSYMALVPLIQP
PIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGMLMLGNVLRESLVTDRLAKAAQNEVINVVT
ILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRSKINPLIGSAGVSAVPMAARVSQIEGQRA
DPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>MBK5923992.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIENIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVKEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>MBK5923993.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>MBK5923994.1 dipeptide ABC transporter permease DppC [Rhodovulum sulfidophilum]IM796
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>MBK5923995.1 dipeptide ABC transporter ATP-binding protein DppD [Rhodovulum sulfidophilum]IM796
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPDGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>MBK5923996.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEATFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMGLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>MBK5923997.1 hypothetical protein CCR90_09470 [Rhodovulum sulfidophilum]IM796
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSIADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAARETAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>MBK5923998.1 hypothetical protein CCR90_09475 [Rhodovulum sulfidophilum]IM796
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQARAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>MBK5923999.1 hypothetical protein CCR90_09480 [Rhodovulum sulfidophilum]IM796
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISEGVFAEGWAALKRHFA
>MBK5924000.1 alkaline phosphatase [Rhodovulum sulfidophilum]IM796
MRTLLSALAATTLLTGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEEEIAVTVNGKPYAETFGAKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKAKNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPHQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>MBK5924001.1 hypothetical protein CCR90_09490 [Rhodovulum sulfidophilum]IM796
MLPGLFLTTTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPPLKAESDFFVLTAIPMALCPFC
STDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRTV
>MBK5924002.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGAAIAGLLLALAENSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>MBK5924003.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTKTGFAEGRAFAAEGEAVIGSAVDLSLGDSLIPSHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDGHGQDGHGHATDGHDHDALAAASVDHDH
DHDHDHDHDHDHDHDAEEHEAHKAHGEASFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATGDTLAVFPA
EILTGLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGTGILCGF
GLGYVAADALSRSFALARGFPLPVAFTRADLWSLALLALAAGLLSALPAWLAYRQPPVSALRD
>MBK5924004.1 hypothetical protein CCR90_09505 [Rhodovulum sulfidophilum]IM796
MPIVFVLTSITGGVFSATVVSLIMETGWGAILLSYWVGGMMWGGAAVSYMSLRSDDDSSEAEGHEYETSEYETLEYGASE
YGTSEYEDAGPGALGARSRTARSRAPEDVEEADRCGHFF
>MBK5924005.1 cyclase [Rhodovulum sulfidophilum]IM796
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAGLTAPTPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAEH
GFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVESLVAPLCVIDIATRAAEDPDTTLTPDDIRAWIAAHGEIPENACV
ALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLAN
LDRMPAAGATLVIGAPKHKGGTGGPARIFALA
>MBK5924006.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]IM796
MATVKIWTDAEAEADPRVKAVFDDIRATRKTEFVNNVWRALASQPAVLETTWAQVKAVMARESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>MBK5924007.1 quinone oxidoreductase [Rhodovulum sulfidophilum]IM796
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLIRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
VGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLADLAKGSLSATRPVLFDFIADPAELRARAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>MBK5924008.1 23S rRNA methyltransferase [Rhodovulum sulfidophilum]IM796
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>MBK5924009.1 exopolyphosphatase [Rhodovulum sulfidophilum]IM796
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYSAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>MBK5924010.1 hypothetical protein CCR90_09535 [Rhodovulum sulfidophilum]IM796
MNAHLGRAMTMMAGLTAAMAWGPAEATTMPPGTPRLVPNPVFQSRVSVDDGTTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWPRPDLLAALDDDRGPDGGAPFWPASAGGHGAGGGGGALPWAPPSAVSGGSNGRQGDGDGDGGEDPGN
RPPVEPNAPLPVPLMPSAAFLLLAVAGFGSFARRRRS
>MBK5924011.1 hypothetical protein CCR90_09540 [Rhodovulum sulfidophilum]IM796
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRVGAKDSDAYLAEWRRSAPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQP
>MBK5924012.1 5,10-methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]IM796
MALLNFRKCDRATGRTAGQIAGQTTDQTGPMADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATA
RRLTEEGFVPMPHFAARSIADRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPITGAHFFPLGGIATNTRWLAAYGLAPAQDS
>MBK5924013.1 methyltetrahydrofolate--corrinoid methyltransferase [Rhodovulum sulfidophilum]IM796
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>MBK5924014.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]IM796
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>MBK5924015.1 drug:proton antiporter [Rhodovulum sulfidophilum]IM796
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQISLGTGAFPKHGITVTEEALSPKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKAAELRAIEMDPATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWQIGPARCPLPVLARLQATLRRSDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLDRLAAEIATEAGVAPRQIVETVVVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>MBK5924016.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]IM796
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AVTPARIIAALLIISGIVTMKLASAD
>MBK5924017.1 hypothetical protein CCR90_09570 [Rhodovulum sulfidophilum]IM796
MNTGSLPFPPLRRGRAHEVCGPGAIFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLMAEPRDQTEALAVT
EEALRSGTVPLVVTELTKPLGLTPGRRLQLAARDGNATALSIIADRLENGGAGSNAAETRWHCAPVFDTVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>MBK5924018.1 nucleotidyltransferase [Rhodovulum sulfidophilum]IM796
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAADSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRRVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPLAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLDALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRMDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMALETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>MBK5924019.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]IM796
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMQRERIEAL
RIRSQHRIDTCSRQTVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCHLD
RQDLTEGAQGLILIALPQAEPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGTRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAVGGEA
PQARLDRLARDGLVRRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSRHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGQFRDKFVVGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDVREHGVEVRPVCINHSTWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVAPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIHEPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLSGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLCDLNHPLAGTIAAP
>MBK5924020.1 hypothetical protein CCR90_09590 [Rhodovulum sulfidophilum]IM796
MTRRPVVLSLLAAVSGFLAFDLASSAPLDPYLSPPLFALGSGEAAGGAHCAALPTR
>MBK5924021.1 YeeE/YedE [Rhodovulum sulfidophilum]IM796
MTDSSQAMPVSSRLLPRTAGLGLLALTVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRTIPGRYWVAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIVDHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>MBK5924022.1 sulfurtransferase [Rhodovulum sulfidophilum]IM796
MTRHVPSAAFALALLAGPALSAPDFGPLIEPRELADALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLTVETGPALA
PAPSDIEVSFSHEWLATTEDVEAIVAGKAEGTLIDARPAPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANRLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>MBK5924023.1 hypothetical protein CCR90_09605 [Rhodovulum sulfidophilum]IM796
MAHNVGFGTPWVEHMAGMTGPMPRRNQGPCIKRLGQCLAVRDLDRQRLKAHGRIAVRTASPRLADPSRTLRGKFVRGTEA
PAIGRFVRQCRARHIPSLCRTSFMPEGQALSFGNAPVTRNG
>MBK5924024.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]IM796
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>MBK5924025.1 preprotein translocase subunit TatB [Rhodovulum sulfidophilum]IM796
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGAEETGTATLYLIRKG
>MBK5924026.1 ribonuclease [Rhodovulum sulfidophilum]IM796
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASEESPSEEDGAGRNADGAEERGDHVAP
AASDEDAVPTDAEPADGVQSAGDETRPAETDAAEPEDAAPAEDAEEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSA
GIPGMDVVDLGDDEESEDPAGEDSSAETRKSSSRRRRRSPRKKTDEADDTASSAEETGEDGPEEIHHDDQIESVAEEDVH
EEIRPRKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEI
AAEMDVPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGE
GGYRLAKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSI
EETALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPG
MIEATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEAD
PFLISPDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQG
GDDQGYEAGQDESDEADSDGDTDAEAPEAVTAEASNEAAPAEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEESVAP
KAEEPAAVEAQVPAEAAAPVVEEAVVEEAAVEDVAVEAAEALPETVELPEAELAAEAPVAEAAVEAEEKAAPEAEPAPKP
ETQPEPAPETAEASKDSAPKRQGWWSVGR
>MBK5924027.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>MBK5924028.1 two-component system sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MSSARRSSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLL
LSRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAE
AGNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARA
IQATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLG
YQRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPE
EALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSSALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLE
QVIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGR
LTARNAREEGAVFEVQLPVLNHDKEAAE
>MBK5924029.1 phosphoribosylformylglycinamidine synthase I [Rhodovulum sulfidophilum]IM796
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGATDGAALFRSLLGALVPA
>MBK5924030.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]IM796
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>MBK5924031.1 phosphoribosylformylglycinamidine synthase [Rhodovulum sulfidophilum]IM796
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>MBK5924032.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]IM796
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>MBK5924033.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]IM796
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>MBK5924034.1 methionine synthase I [Rhodovulum sulfidophilum]IM796
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQAQALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPARAPRRRRRS
>MBK5924035.1 radical SAM protein [Rhodovulum sulfidophilum]IM796
MTRPHASSTSSPAASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEVAPPLRTETRLERPRTAITRNSSPD
LPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPYQPIERT
HRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLAAA
GVPVRAMVAPVIPGLTDPELEAILTRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCEIHGGKAYRS
GWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRSGDQLSLF
>MBK5924036.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum sulfidophilum]IM796
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>MBK5924037.1 hypothetical protein CCR90_09675 [Rhodovulum sulfidophilum]IM796
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRMNGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACAARLGLAYERRPTGYGDLAGFLAGRG
>MBK5924038.1 thioesterase [Rhodovulum sulfidophilum]IM796
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>MBK5924039.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]IM796
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGAGKAFCAGHDLKEMQAGRQAPDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>MBK5924040.1 hypothetical protein CCR90_09690 [Rhodovulum sulfidophilum]IM796
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQALIVGTVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>MBK5924041.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]IM796
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGVIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFAVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGVAVDRPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>MBK5924042.1 hypothetical protein CCR90_09700 [Rhodovulum sulfidophilum]IM796
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLIGHPASLPGFAP
PYGQLPPLDAAGWSGAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWALGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>MBK5924043.1 RNA methyltransferase [Rhodovulum sulfidophilum]IM796
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>MBK5924044.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]IM796
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESALGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALAALIAAMG
>MBK5924045.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]IM796
MPRIGVAGWLRVTLRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEEAVRSAAPKL
>MBK5924046.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]IM796
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQQIEVLFGVASFHGTDAGA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>MBK5924047.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]IM796
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>MBK5924048.1 hypothetical protein CCR90_09730 [Rhodovulum sulfidophilum]IM796
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>MBK5924049.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]IM796
MKDITEIHALMADLGARARAASAQLAFASSEAKRHALEAAADAVIDRKPQILADNAADMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLARAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>MBK5924050.1 glutamate 5-kinase [Rhodovulum sulfidophilum]IM796
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>MBK5924051.1 Obg family GTPase CgtA [Rhodovulum sulfidophilum]IM796
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>MBK5924052.1 hypothetical protein CCR90_09750 [Rhodovulum sulfidophilum]IM796
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVARMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFSGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>MBK5924053.1 N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>MBK5924054.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]IM796
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>MBK5924055.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]IM796
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAEAAAGDDLKKLPGVGPAMEKKLHE
AGVTRFAQIAAWTDEQVTAMDTRLGLKGKIVNDGWVALAKDLAGKA
>MBK5924056.1 hypothetical protein CCR90_09770 [Rhodovulum sulfidophilum]IM796
MLRLVAATALIAVLAGGAARADEATETGSLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDKASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRHAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQDL
>MBK5924057.1 hypothetical protein CCR90_09785 [Rhodovulum sulfidophilum]IM796
MKHDPYERLRREALQVLRPPQKLALSEWVEGHVYLPSSIAAHPGRLRLWPHQREIADSIGNPAVERVTATATAAATSGAG
VKMGNLFGIASCDAAIGEPLVLVTEGVFEMPKVSTDDFTVGAAVCWRSSDGAVTTTASGNTGESRACRRG
>MBK5924058.1 hypothetical protein CCR90_09790 [Rhodovulum sulfidophilum]IM796
MTLYDSEIEAVLGGAPEPEASETVTAAELGEWLNLSPARLHALAREGIIPWHEGRFDLRKAIRAYVEHVRAGQKGRLTSN
PDLAAQKLRLAQEQADKLAIANAKTRGELLDAKTVAATWARTLTDLRAAMLAIPQRVAGRCALDRPTAGALDDEIRAALE
ALADEA
>MBK5924059.1 hypothetical protein CCR90_09795 [Rhodovulum sulfidophilum]IM796
MQADRAPLQTYEQAIWRLVQSVVSEKFDAAQIDLAVDIVADVFWVTDKKVLEDVAKASSGLGLCSADAPARRSHSGICA
>MBK5924060.1 hypothetical protein CCR90_09800 [Rhodovulum sulfidophilum]IM796
MPELHLGAARPVSEFEQDDPADPMNDPSRAASFTSSSAPDPTRTRRRFATAEERSYLRRFNRLRRLRRLIFATAFVWPGL
GIGVLAWIGIEARALDGYVVSALVFLTLCVLVGVFVFSGWGAALVGVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDST
NIFTLRRSRDLVEIPFHWERDLVEDGLLPGHDQHIEVARLPDASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSI
AREMRAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSSVPRIVGI
>MBK5924061.1 hypothetical protein CCR90_09805 [Rhodovulum sulfidophilum]IM796
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRA
>MBK5924062.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MTLFAADTIGLHYPGRPDPVFHALSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRIPIRPRRIGMVFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRAALIRALLIRPEILLLDEALGGLDMATWQGARDL
IVAKRDRDGFALVEISHDPARRIMPEARAISFP
>MBK5924063.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFHVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>MBK5924064.1 taurine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MRLLPFFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPIEGITFSFRPWASPEQLRKRVIADRPLMAVAPSPTAAIF
DANGMALRVISATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDFPMPEQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>MBK5924065.1 methyltransferase type 12 [Rhodovulum sulfidophilum]IM796
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEADEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGSRLFDEAHWDAHHRSLAGFHRAVGADATAPCLTG
LPEWPDARNLLDIGPGSSALAARLLAMRPDLHITLFDLPPVAERIGAEAESLPLVIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>MBK5924066.1 TonB-dependent receptor [Rhodovulum sulfidophilum]IM796
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSPDLDA
VAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGVSGSDAGASPLGGSGSVLWSGRAKTGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTVLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASAFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLGLSHQGEVWRARGSLHGSGSYWFDPGNTVKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>MBK5924067.1 DNA-binding protein [Rhodovulum sulfidophilum]IM796
MNLIEPHRFTPFEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLAPALAEGLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMRMSHVTLNQIYRAA
TGMTVFQHLRRLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>MBK5924068.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MVQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRNKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATVPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPETAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>MBK5924069.1 isochorismate synthase [Rhodovulum sulfidophilum]IM796
MTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGGADTLADRVAPFFGAARDADDDGALIGGALPFDKARPDCLWQ
VAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRMAFALPGL
MARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSIVSHPLAGSARRLDDPEEDARNANALARSEKDRREH
GLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAARLIRDLEP
VARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDAALSDPSL
HNQPNG
>MBK5924070.1 2,3-dihydro-2,3-dihydroxybenzoate synthetase [Rhodovulum sulfidophilum]IM796
MALPEIASYPLPAPGALPRSRASWRPDPDRAALLIHDMQRYFCAPYPRDAAPLPGVIANIAALARAARASGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRGPDHQDILPELGPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATGDALASLPAEAACA
>MBK5924071.1 2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase [Rhodovulum sulfidophilum]IM796
MRLSGFDGRTALVTGAVGGIGRACVELLTGAGARVVATDTAAAIEALAERPGAAAWLPCDLRDPEAVGAMVAEAETRAGP
LSLGLHAAGVLATGSLLEMSPGDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCLGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAQRVIAGDPGSYRAGIPLGKLATPEDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>MBK5924072.1 hypothetical protein CCR90_09860 [Rhodovulum sulfidophilum]IM796
MAECLPGPAGVEAALARLGAALPDCRAAVVPVARTEGPKARRAAEFRAGRLAAAAASASLTGIPCLAGRGADGAPLWPAG
LTGSISHSGGQALALVGLLARRGGLGVDIEGPLSPRVAAEIAPVALTPEERACFGTDPVWVGLIFSAKESLFKALSPRIG
RRFDFDAARLLPGGATRPPLLCLTCDLAPGWEAGRRIEPVLIAHQQGVMTAVALQPRKVAPPST
>MBK5924073.1 hypothetical protein CCR90_09865 [Rhodovulum sulfidophilum]IM796
MTQTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>MBK5924074.1 2,3-dihydroxybenzoate-AMP ligase [Rhodovulum sulfidophilum]IM796
MDDFTPWPEDLARRYRERGYWRGVPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDELAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICRVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPELLGCALQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDREGRPCAPGQTGRLWVRGPYTFRGYFRSP
AHNASAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPR
>MBK5924075.1 hypothetical protein CCR90_09875 [Rhodovulum sulfidophilum]IM796
MYDLTPMQAASWVNGHAGARAAQGPSAHLYVELDRRDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILAPGPGPFL
VRHDLKRLGTLDCQLALERIREDQSHQRLALERGEAAAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLAGLYEDGP
GCDLPPAGDFAAHLGARHSDPTRPEREAAARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERMDPARTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLPALAGRVQADLAGAIGHS
AHPGPGQMRDLARHLGHVPAAPVVFTAGFDHPRGSILSERARHCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKAFTDRLCALSDAAPAPRSWPLGPLQRAYLAGREDVLPLGGVAMHEARLFRGRLDEAALRVRLQALFAA
HPALGLRIDASAGRQYLARRPGLPLLTRDLRAAPDAEARLQAVWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPPARPASAPRPVPQPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGRARYRRASR
ILAPELIRPLRRAAAREGLFLNTVLGFAILEVLARFTPDLRICAGLPTAPALDHEDLGNRSSFIAINHDATSGTPRERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLAPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALHRGRGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWVPIDAAAPPARREYLLDRAAPALVVSG
EDLPGRPCLRPGDLPRPGGALPDAAMLRLRSLDTGPGYYLFTSGTTGAPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDY
IKAATVAELRRLCPAARLISLGGPTETTIWSIWHEIGPEIVSAADDMTAGGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTMGDCLSLGYLEAGGLTQDGFVTLPDPDGTPRRAFRTGDLGQWSPDRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQAMVVDLAPGDGRETTLAALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVTALPLSSNGKPDRAAAR
ALALSPTAPCSDRLGREVLDIYLRQTGPDPEATIDSPLIELGLLPEHLIPVAAALNARFGTALRPSRLIPARTARQAAQL
IPPCPEPEDLG
>MBK5924076.1 hypothetical protein CCR90_09880 [Rhodovulum sulfidophilum]IM796
MTAEPRGAAWLELTLAQLDFWEEFRFHPDRPLSTVAHCIEIEGAAEEIALVAALSRLAREAEVLALRFRDGPGGPRQRVD
PGGVPAVRVQDLRGTADPEARARRMMADDIARPIDLERDPLAALWLLRVGPRRWLWYLRGHHIVLDGYGVSLIERRAGAL
YAEALGRCAGPGPFLPFSRYLEEETVYRAGPRHDRDRAYWAEVLRDIPDLVVLPKGAEDYAPTPVAAAPDLPAGLDARLQ
RAARAAAMGWPDLLTLLSAAWIARDRPEGAPGLPVWLPYQSRLGSVAAAIPAMVVNILPLIVSHRPGETLGTYLERSGRA
LRGLRRHGRYRVEQLAADRGLRAGERFFFSPLVNVLPFDPPEFPGCTARSEVLAAGPGDGFNLTWSARTDGSDLALSIDA
DPAAAEEVAAAARTLVPFLARACAPGARDRPLADLLADGPAAPAPCRTPRTARPIASRQEKT
>MBK5924077.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MNRRSFLTLATCAAALGSSAGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAEARARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLAQATGREAE
AEALLTGFAETLSATRAALTLPDGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLSAETTFLLAGTKADAARFIADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGIARQFGGA
>MBK5924078.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MARTRRFWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPGHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>MBK5924079.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSGAAHIVWRWRGLSLRSGRRALWVNLVLALVIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSALNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRQRG
>MBK5924080.1 hypothetical protein CCR90_09900, partial [Rhodovulum sulfidophilum]IM796
MTTHGPEQALPTRPSRPGEGRAWLAHQQSEGGLAPRIAQVSLPDHLEPGAVAVALADALAGRAELTRLYRFDEECGLLVG
PGRGRPDLRLRWAASVDGIGPVIDTCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELVPGAPPA
LAGETGPGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAVLAPLARRT
VTGLEAAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPD
GLLQEAVPMAELDRMGWFMPSDDVEDPAPVLAAEAAHDFDLARELPVRLRFVRTGEGQLLSFLFHHIVLDEWSVNLMMDE
LARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPDPRALSYWLDALRDAPPPRP
>MBK5924081.1 Ala-tRNA(Pro) hydrolase [Rhodovulum sulfidophilum]IM796
MTAPLYRSDPYLREAAALVTAHADGGVVLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTETVKGEAGAELLLAPEGAVLPP
VGTELIQKLDWGRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGVGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTVLLGA
>MBK5924082.1 mechanosensitive ion channel protein MscS [Rhodovulum sulfidophilum]IM796
MAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSILTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPESLGDRPAARTQAPGPFLPRQSAEPQPEPLDDLGGDTD
GDGGDGPR
>MBK5924083.1 cysteine synthase A [Rhodovulum sulfidophilum]IM796
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLTGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVRIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>MBK5924084.1 hypothetical protein CCR90_09935 [Rhodovulum sulfidophilum]IM796
MPSLRRAGPGRSGGPDRACGRLRAAAWRLACGHRPPAGRSRTGRAGGPGHLTFLDLKDTNMERMFLYGTLCHLPLLARVL
NRPAGTLDTLAARLPDHAVRLADGEGFPLILPEPGTEAEGLLISGLTAEDRARLDYYEGGYGFAHDEVTVATTAGPVAAG
IYARARSGRAPTEAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAASTLRARAPGPASLRKPTRPGD
VVETGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPVRDAVLLIEQLRVGPYARGDSQIWSVEA
IAGLIDPGESPEQTVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEAGGLGGLAAEGEDIRGHVVAF
DRAMELIGTGEIGNAPLILSLLWLARHRETNQRPA
>MBK5924085.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGCGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNAFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>MBK5924086.1 deoxyribodipyrimidine photolyase [Rhodovulum sulfidophilum]IM796
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGGAL
GVLRAVASETGAAAIVWGRAYDPAGLTRDKAVEDGLEGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGASVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RSGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGPGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>MBK5924087.1 nitrogen fixation protein NifS [Rhodovulum sulfidophilum]IM796
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPKQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>MBK5924088.1 BCCT transporter [Rhodovulum sulfidophilum]IM796
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>MBK5924089.1 universal stress protein [Rhodovulum sulfidophilum]IM796
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>MBK5924090.1 oxidoreductase [Rhodovulum sulfidophilum]IM796
MFKALVVDKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>MBK5924091.1 damage-inducible protein DinB [Rhodovulum sulfidophilum]IM796
MARYNRWQNRAMMEEVARLGAAERMVPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMIVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>MBK5924092.1 polyamine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>MBK5924093.1 lipoate-protein ligase B [Rhodovulum sulfidophilum]IM796
MEPEWLELKELSPYEQTVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPDRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>MBK5924094.1 hypothetical protein CCR90_09990 [Rhodovulum sulfidophilum]IM796
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>MBK5924095.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]IM796
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAEVLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>MBK5924096.1 carbamoyl phosphate synthase small subunit [Rhodovulum sulfidophilum]IM796
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGRFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPDGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFVTAMADRKQA
>MBK5924097.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]IM796
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELTKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>MBK5924098.1 dihydroorotate dehydrogenase (quinone) [Rhodovulum sulfidophilum]IM796
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLSACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYSKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>MBK5924099.1 hypothetical protein CCR90_10015 [Rhodovulum sulfidophilum]IM796
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGADLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>MBK5924100.1 multifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/5'-nucleotidase/3'-nucleotidase [Rhodovulum sulfidophilum]IM796
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARETMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAAGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRIDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRTGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIAAE
>MBK5924101.1 hypothetical protein CCR90_10025, partial [Rhodovulum sulfidophilum]IM796
PRPVPPVPGPSALPGATGVLVAGAGFAGLTAAIEARLRGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGSYPA
TEFAADIERLVPSDAGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVRIAS
GRIEALPPDWAEDRPLRLTVQTADGARSLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMAHGA
ATVGRPGDGHLVAVDARAPAGDAGIVSRVDGMQFGLVVDAAGQRFRDEGADVGSARYSVWGRALAERADPRAWLILDAEG
AARLPPLLYPPLTAENPADLARLCGIDPGGLAATLDALAVHLDRGTSLEPPRSRPEGVPFAPSLRPPLAAIPLRPGLTFT
RHGLAVDATARIRLAEGGSAHRVFAAGASMAGALLGQGYLSGSALAIGGVFGRIAGAGAASLADHGVGQAGPASDKLRQA
SAVPALQPAPPQPAAPASEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHYDCQYA
PPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLLALLAIPPERLFATGTAPGAFYEVIPHWLMSGGAGLA
FGGAALVLAIRLGRFWRQTRGPAARPGIRPLLRGLGAALRLSNLGEARGCDGPEGPTGPARRIFHHLLAGGFVLTGLATL
AGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRIRADRRPASARMETADRDLRRALGIVAGSGLALLALRD
GPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGVRR
>MBK5924102.1 metal-binding protein [Rhodovulum sulfidophilum]IM796
MSAPEAPAVELLVCTTCKRRQPADPDAPRPGSLLHEAVRTHGLPEGVRLVPVECLSACASGCTVALRGPGRWTYVYGNFD
ETTGAPIIAEGARAYRDAADGLVPWRERPEHFRKNCIARIPPMEALK
>MBK5924103.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]IM796
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVSGKPMRLLVQAVGARVRHQFDRPWGPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>MBK5924104.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]IM796
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCTVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLAQAGLPGAPAEDLTGDLAETLGRETLSWPLADYKAALAALPAPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMACDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAWSGAGTEAGSGFDTAPSVAAESAALLGA
LQGAPVAPGPSGSPWRGRRDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSAAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFTALARDGLWQTRRNSIAAALTDLETPNAS
>MBK5924105.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]IM796
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEILCTLQTEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>MBK5924106.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]IM796
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVAELIPAGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>MBK5924107.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]IM796
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>MBK5924108.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]IM796
MHPTLLILGGTTEATALAARLAGTGMRATLSLAGRVENPRAQPIPMRVGGFGGVAGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVAALAGPPRRVFLAVGRMHLQAFAARPQHRYLLRLVDAPQ
SPLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>MBK5924109.1 cobalamin biosynthesis bifunctional protein CbiET [Rhodovulum sulfidophilum]IM796
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALLPDLAAERIEWPVPFADGLPILQGLRGQRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVADFAA
FLTGAGFGDSHLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERAGRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>MBK5924110.1 precorrin methylase [Rhodovulum sulfidophilum]IM796
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>MBK5924111.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]IM796
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>MBK5924112.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]IM796
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIASATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLVTSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>MBK5924113.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]IM796
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLAEGPGSAAPGLILFGPLVEE
PENA
>MBK5924114.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]IM796
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEDIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>MBK5924115.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSLFEIDGLVFGYPGRPAILQGAGLRLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGHIHAFGQARRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPGGLRLQAGRLVPA
>MBK5924116.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]IM796
MSEILTAGRSGPGAALDGIDPRARAIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
ALLLAMILAELAHVLV
>MBK5924117.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]IM796
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAANATVAVSDPEGNPLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAAGTGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LTAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>MBK5924118.1 cobalamin biosynthesis protein CbiM [Rhodovulum sulfidophilum]IM796
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRIAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPAR
>MBK5924119.1 nickel transporter [Rhodovulum sulfidophilum]IM796
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDIETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>MBK5924120.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]IM796
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>MBK5924121.1 cobyric acid synthase CobQ, partial [Rhodovulum sulfidophilum]IM796
MLDPAPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGVAPPGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRTNGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRHGRA
>MBK5924122.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]IM796
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFAPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPDAMAADPVERALDRLAEDIEADLDLDAL
LTLAR
>MBK5924123.1 hypothetical protein CCR90_10135 [Rhodovulum sulfidophilum]IM796
MHSRDRAALARGEEIAAGNRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAA
FVTQLGVFATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSA
ALGIGLFQATLLLGSFIGVLWRKSEGFTLSFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRF
DLVRVSEAAGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELM
LVAGAFTQVQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRL
DPPEISLAPGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTRAYVPPGRLDLALCYPEPAERYGHDD
MAAALSATGLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLG
IGDGATPSPVFGRVVEIVAEPGSGRPAPQPRRAPEG
>MBK5924124.1 hypothetical protein CCR90_10140 [Rhodovulum sulfidophilum]IM796
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDGSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTGVLEGAKVPLSSNAL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAAPCAYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>MBK5924125.1 hypothetical protein CCR90_10145 [Rhodovulum sulfidophilum]IM796
MTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVGIYAARACGVA
LRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGLTMGLWGAVTS
VWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAWRLGRIIERLK
LQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSHRMLAYLPALP
AFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISRFERSRDAKDA
LVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMFFAGQEPDLPE
RMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRPDILLLDEATS
ALDVNASVDFHDALCEELPKTAMIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAAE
>MBK5924126.1 hypothetical protein CCR90_10150 [Rhodovulum sulfidophilum]IM796
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLTSAQALQERALAGSRLK
IPLFFSEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEAAAEGLHQVYAPMIDIARDARWGRMAESPGEDPHLAGA
IAAAMTRGLQATDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRAGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLAAPEAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGHKLARKAAARSAVLLKNEGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAAPPPSHAAGCNLVEEDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIEQQCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVDYGPPRLSA
TEARPGERVSLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLAA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>MBK5924127.1 hypothetical protein CCR90_10155 [Rhodovulum sulfidophilum]IM796
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALFAAVNWAA
HLRADGAVMWHRHPERPWPENALPIRGWNEAMPVFVLGAGSATFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGVQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAKSRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFAAPYLDASA
>MBK5924128.1 hypothetical protein CCR90_10160 [Rhodovulum sulfidophilum]IM796
MRRAVSATGLSRHRAGFGWTVVPAPGSILASTRVASWDPEPDYFHHWTRDAAIALATIPAAMAAEPEAAAFWRQAVVDHI
RFSLAISDPDRRGPELNPLKATATGAFRPYLRPDAELSALGGPAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALIRL
GELMPEAQGPEADRLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARHLGRAELAEAAAALAGLIAGA
ADPVTGGWRESLEAAPGTLDAATVLALVQAGRMDGPFALTAPRSRATMAALEALFAGLYPLNRGRAAPALGRWAGDVFFG
GNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAARD
QALASR
>MBK5924129.1 hypothetical protein CCR90_10165 [Rhodovulum sulfidophilum]IM796
MDPASPSALWTDRAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFVIGHLGAELGAAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>MBK5924130.1 hypothetical protein CCR90_10170 [Rhodovulum sulfidophilum]IM796
MMEWPMIDRPRPEAPMIQTRCLLEDADGDVAALTFVARETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGVPDLLA
LTLCGGVAAERHWRPALVAARAARRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCA
LWK
>MBK5924131.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPDPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPSQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>MBK5924132.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTFRQTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAESEAARAYLDFLKSPE
ALAIIGKYGYGTED
>MBK5924133.1 molybdenum ABC transporter permease subunit [Rhodovulum sulfidophilum]IM796
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSIALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>MBK5924134.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>MBK5924135.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MRLSIAFAPILGLGLSAAAPADTLHVYSGAGLRPAVEPLAEAFEARTGAGLAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAAAKVTDIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>MBK5924136.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
DAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>MBK5924137.1 hypothetical protein CCR90_10205 [Rhodovulum sulfidophilum]IM796
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGQDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRQARARRVAETLALCAIAHRATRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>MBK5924138.1 ModD protein [Rhodovulum sulfidophilum]IM796
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFMGWKVAQTLTEWASGVATGAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>MBK5924139.1 hypothetical protein CCR90_10215 [Rhodovulum sulfidophilum]IM796
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGRRGD
RWAIPAAIAFLGLADAAFLATALGYLSSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWRGLSALGYAPALMLVLAFAWAPLGLALTGLAALLPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGHGQGHGKGHGQGCGCGGHGGGGGHGQRGGPGQGGGPFRMPEPS
>MBK5924140.1 urease accessory protein UreG [Rhodovulum sulfidophilum]IM796
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLAEPA
>MBK5924141.1 urease accessory protein UreF [Rhodovulum sulfidophilum]IM796
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEAALGETLDDLAGTTFLADIASMTHETQYSRLFRT
>MBK5924142.1 hypothetical protein CCR90_10230 [Rhodovulum sulfidophilum]IM796
MSGLPVALDVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHVHDHSH
DHPHDHSHSHSHGHGHSHDHDHGHDHGHPHHHDHGHGHGAGGCCGGSGQGGCGCGGHGHGGASDGGNRGGGGCGHGH
>MBK5924143.1 hypothetical protein CCR90_10235 [Rhodovulum sulfidophilum]IM796
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>MBK5924144.1 urease subunit alpha [Rhodovulum sulfidophilum]IM796
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEADGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>MBK5924145.1 hypothetical protein CCR90_10245 [Rhodovulum sulfidophilum]IM796
MTLAALLAFGGPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRDAACAAE
AAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>MBK5924146.1 hypothetical protein CCR90_10250 [Rhodovulum sulfidophilum]IM796
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLNAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAAEPSADPAVEAAAETVAEPAVAASARTSGQPSVAAAPAPAASNAPAGSPPVTAP
NRASGASPASVSEPEPEPAMAAAAPAAATASGKARLRGTAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>MBK5924147.1 urease subunit beta [Rhodovulum sulfidophilum]IM796
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>MBK5924148.1 urease subunit gamma [Rhodovulum sulfidophilum]IM796
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>MBK5924149.1 urease accessory protein [Rhodovulum sulfidophilum]IM796
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLRAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>MBK5924150.1 hypothetical protein CCR90_10275 [Rhodovulum sulfidophilum]IM796
MRLFSVLFVCLLVVTVVFAGPALAQSGPAVLSQGQPSPIQNILQENRSLIEKISRRTIGPAIAALRDSGLPAARNVLEKW
QDKALYQRKSDGLFFFAEKAGENGYRLIDIATGADADAGTANRQDLDQLRPNSGVRALIGAALVPYQLTDPAPAVRSGAL
DAISRKGEAAHLGALRGAIASETDPGRKARKERLERLLTIAYDPDPAARISAIESFAGDLGVDVRAALNPLAATTRAVTT
GAPPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLEDLNSDAARERAYAALAA
RGLGSGSRRWSRCR
>MBK5924151.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]IM796
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPTLEAALAEAR
AFASEAVVAVGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDSALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFWDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>MBK5924152.1 glycerol kinase [Rhodovulum sulfidophilum]IM796
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAGAGELAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>MBK5924153.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTAAEREAVILDATEKVLLASGLAGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>MBK5924154.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]IM796
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQAEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGISDGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>MBK5924155.1 hydrophobe/amphiphile efflux-1 family RND transporter [Rhodovulum sulfidophilum]IM796
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAIFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNNSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>MBK5924156.1 hypothetical protein CCR90_10305 [Rhodovulum sulfidophilum]IM796
MVALRDMLGTSAPKSVRMLAKQLDLKKYTVWRWRMLVFSIIGNSSVAASFSGIIEADATYQRESRKGSRE
>MBK5924157.1 hypothetical protein CCR90_10310 [Rhodovulum sulfidophilum]IM796
MKMPPDMQGAGQEPGPALSGAALDRLMPMHLWIGAGGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATCRLEELLQM
QGGALKFTLNARPEIALKGLVVPLPGGAALVNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLA
LRLNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFR
SRDVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATPARRPSCDVLLQEADIALYE
SKRRGRGRATFYDDWQRRRHGPGDTAF
>MBK5924158.1 hypothetical protein CCR90_10315 [Rhodovulum sulfidophilum]IM796
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDATDGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>MBK5924159.1 hypothetical protein CCR90_10320 [Rhodovulum sulfidophilum]IM796
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMDRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEAIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGSLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYAVAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALDRLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMQLNALEVEGRTLFFGR
>MBK5924160.1 HAD family hydrolase [Rhodovulum sulfidophilum]IM796
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVRRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>MBK5924161.1 hypothetical protein CCR90_10330 [Rhodovulum sulfidophilum]IM796
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>MBK5924162.1 diguanylate cyclase response regulator [Rhodovulum sulfidophilum]IM796
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALELARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGCAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>MBK5924163.1 hypothetical protein CCR90_10340 [Rhodovulum sulfidophilum]IM796
MSMADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRA
EAPRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRH
GPPGRNRCEAPPHAR
>MBK5924164.1 hypothetical protein CCR90_10345 [Rhodovulum sulfidophilum]IM796
MKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAAAGVFG
LWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>MBK5924165.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]IM796
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>MBK5924166.1 hypothetical protein CCR90_10355 [Rhodovulum sulfidophilum]IM796
MATETRRRPVTAFEGGRRKVARQRGPKEVEMARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGAARQGMLFDRMDAD
GDGAISLDEFTARARARFAGLDTDGDGMLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMG
QGMMGPMGPGMGGACGGGPGGMGPRGAMQGQAPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDG
DGQLSAEELATRPGPEMMFNRIDADGDGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>MBK5924167.1 hypothetical protein CCR90_10360 [Rhodovulum sulfidophilum]IM796
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>MBK5924168.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]IM796
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPAMADALAAAAIRELWEETGLILGHPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>MBK5924169.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]IM796
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVAAVLDNARRALPGLSDRPLPPEGDVLHVATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADEAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRSIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARIVAEQAGAQAGGRPLEELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAAPIRSVARTVPLDWVDHNGHMTEARYMQVFSDASDRVVELMGCDAAYIAGGASFFTVETHIHHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGGEVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAALPRPAGVGRSVGQ
KPL
>MBK5924170.1 aldo/keto reductase [Rhodovulum sulfidophilum]IM796
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELGVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>MBK5924171.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRPDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>MBK5924172.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSELRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQASVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>MBK5924173.1 universal stress protein [Rhodovulum sulfidophilum]IM796
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANADVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>MBK5924174.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYNKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>MBK5924175.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDHLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDVVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WIE
>MBK5924176.1 hypothetical protein CCR90_10405 [Rhodovulum sulfidophilum]IM796
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPAAFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>MBK5924177.1 hypothetical protein CCR90_10415 [Rhodovulum sulfidophilum]IM796
MLREEMADVTLDHDTRTAEIERKTFDQAAPGRELTCGYERAQGARTAFLRKPAPGSYGRCGYRLLSQRKTPR
>MBK5924178.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]IM796
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>MBK5924179.1 hypothetical protein CCR90_10425 [Rhodovulum sulfidophilum]IM796
MDGTAKATKPKARDAKTKIAQNRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFWV
>MBK5924180.1 hypothetical protein CCR90_10430 [Rhodovulum sulfidophilum]IM796
MRNNAILDDQFPSIFIRREVPLLFEKWASTTNMGISPADAAGPIAHKMALHPVSAALWAALFVCLALIAVRFKLTSA
>MBK5924181.1 IS481 family transposase [Rhodovulum sulfidophilum]IM796
MGQVRHGSATTTHAIRAAIQRSQASTAALSRELGINPKTVAKWRKRETVADRKTGPKEPRSTVLSEADEAMIVSFRRHTL
LPLDDCLYALQPSIPHLTRSALHRCLQRHGISRLPDVDGDKPKRQRFKRYPIGFFHMDIAELQTAEGKLYLFVAIDRTSK
FAIAQLVEKADRRTAWEFLERLLEAVPYRIHTILTDNGIQFAEQPRNRNTAHSRQMRFDMICKANGIEHRLTKPNHPWTN
GQVERMNRTIKDATVKRFHYDSHDQLRSHLADFLNAYNFARRLKTLSGLTPYEYICKIWNSEPNRFIVDPIHQMPGLNT
>MBK5924182.1 flavocytochrome C [Rhodovulum sulfidophilum]IM796
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKDSNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIADVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>MBK5924183.1 cytochrome C [Rhodovulum sulfidophilum]IM796
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>MBK5924184.1 cytochrome C [Rhodovulum sulfidophilum]IM796
MSKFRNLSAAALLLGFAAPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRETTELPLFSQPPCMTDCKQNVEITMQAAVLDVTPDEAAAN
>MBK5924185.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]IM796
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>MBK5924186.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]IM796
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVIKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPHRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYRDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>MBK5924187.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]IM796
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTLEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>MBK5924188.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]IM796
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>MBK5924189.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]IM796
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>MBK5924190.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]IM796
MRGMGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>MBK5924191.1 thioredoxin [Rhodovulum sulfidophilum]IM796
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETLPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>MBK5924192.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]IM796
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVIFAILIATNSVGYLAQVLIDNVPW
FTTLG
>MBK5924193.1 hypothetical protein CCR90_10510 [Rhodovulum sulfidophilum]IM796
MAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>MBK5924194.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>MBK5924195.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]IM796
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLCHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>MBK5924196.1 hypothetical protein CCR90_10525 [Rhodovulum sulfidophilum]IM796
MAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPRAFLRRLLRIAAAAALVSLGTWAVF
PASFVYFGILHAIAAASLLGLLLVRLPPLVPAMLALGMLLMPRPAPLPDLGWLDWTGLTATPRPSVDFEPLFPWAAAFLA
GMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAWTRFAPA
>MBK5924197.1 hypothetical protein CCR90_10530 [Rhodovulum sulfidophilum]IM796
MRRERPLQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKT
TGARSMH
>MBK5924198.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]IM796
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGSNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGTATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>MBK5924199.1 hypothetical protein CCR90_10545 [Rhodovulum sulfidophilum]IM796
MGKCARAGRVIGWITGAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGM
LFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAF
GPDAAWPCN
>MBK5924200.1 cold-shock protein [Rhodovulum sulfidophilum]IM796
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>MBK5924201.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]IM796
MTEREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQIRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>MBK5924202.1 enoyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]IM796
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>MBK5924203.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>MBK5924204.1 hypothetical protein CCR90_10570 [Rhodovulum sulfidophilum]IM796
MAASQPPRGGTAATFAPPVMQARRWLEGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRDGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDVLSRNMSALPGWELM
SAGAFFAWLRHPFDIGSDPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>MBK5924205.1 hypothetical protein CCR90_10575 [Rhodovulum sulfidophilum]IM796
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYNYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQAAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFRAAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVAGDWRR
AETARRLADKAEALKARIDGGEDMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRQNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>MBK5924206.1 anthranilate synthase component I [Rhodovulum sulfidophilum]IM796
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>MBK5924207.1 hypothetical protein CCR90_10585 [Rhodovulum sulfidophilum]IM796
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDISLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EDEPRVAGRLTIVAPADAPEDRAFAATLSGDLGPLVAEPLRPFFGPATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAISLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGLGHAEPALARALGQAAEGRARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGRLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGTVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHVGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>MBK5924208.1 hypothetical protein CCR90_10590 [Rhodovulum sulfidophilum]IM796
MTAVFLASGPHPAAATEAVLSAPGVSDELRQALEASALTPEAARAPDASAQDIFAAARADYARLVGVLYARGYYGPEVHV
TLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTDLPDGFAPGKPAEAATVRAAAKAGVDGWRAAGHA
KAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRSAERLRRTGAFRS
VRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGEDLSL
SARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARGGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFPVSL
TWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFFSGG
GGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTGAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTGIGP
IRFDVAAPVDGDTGDGVQFYIGIGQAF
>MBK5924209.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MNRLSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLL
FAPFRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTV
QTVGLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVR
ARQRLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWA
SRVLSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGA
VQATSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>MBK5924210.1 light-harvesting protein B-800/850 alpha chain [Rhodovulum sulfidophilum]IM796
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>MBK5924211.1 light-harvesting protein B-800/850 subunit beta [Rhodovulum sulfidophilum]IM796
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>MBK5924212.1 hypothetical protein CCR90_10610 [Rhodovulum sulfidophilum]IM796
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>MBK5924213.1 hypothetical protein CCR90_10615 [Rhodovulum sulfidophilum]IM796
MDAFSFPVWPEVPRGPFGYFFAAAPEMPGGADIAAALDELASAMADPLPTGPGEAGMPAIYACFARVIAADIAEAAGLAE
AAAPPDIGRFTPLPRGRAAATLCNRHTGRLALDSLYGGVTPEAPDRTPAALVRLRSDADDPGPLGIAGSGGQDRNGRSEA
EACAAPFRIVRTKAGAEADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFARVEVRKHFQWLVI
NDYLRRICLPEVLEAVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAAFGCVETMARPGDDWLARLGSGRPLPGGLAVF
PRLIDGRVPPPDRRARGPNARLDTWFAPDLLCLREKLPGPNARRRRLAERRLHRGLRLNLPSGQGCVAGMARLGVRIAPL
SPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWHPRD
GVRPAGEPITTVAALIRAAGMRA
>MBK5924214.1 hypothetical protein CCR90_10620 [Rhodovulum sulfidophilum]IM796
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>MBK5924215.1 phosphonate metabolism protein PhnM [Rhodovulum sulfidophilum]IM796
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
RAIIAHDAELAGVGITTVFDAMRVGSVPSRRARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>MBK5924216.1 phosphonate metabolism protein [Rhodovulum sulfidophilum]IM796
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLAPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>MBK5924217.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]IM796
MTPTALWRSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALGLSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRAVEYGRTWFAGDRVSLIVTDDPPED
>MBK5924218.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]IM796
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPPRMASPLAPDLALAA
SDRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVF
HNRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFP
TTRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWGMVSQ
RPAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>MBK5924219.1 flavin reductase [Rhodovulum sulfidophilum]IM796
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>MBK5924220.1 hypothetical protein CCR90_10650 [Rhodovulum sulfidophilum]IM796
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>MBK5924221.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]IM796
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>MBK5924222.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]IM796
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTRDYFEQRKTGTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERG
A
>MBK5924223.1 glycosyl transferase family 1 [Rhodovulum sulfidophilum]IM796
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHMVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERLLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>MBK5924224.1 MarC family protein [Rhodovulum sulfidophilum]IM796
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>MBK5924225.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]IM796
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRVEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>MBK5924226.1 hypothetical protein CCR90_10680 [Rhodovulum sulfidophilum]IM796
MTDEPRATDSNATPADDRIAEIAAAQPPFARLLGLSLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>MBK5924227.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]IM796
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMDDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALERVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>MBK5924228.1 hypothetical protein CCR90_10690 [Rhodovulum sulfidophilum]IM796
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDDRPGPGSMTIYV
VVPDPAHLHARVLEAGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>MBK5924229.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]IM796
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>MBK5924230.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]IM796
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGRAQWLREEDRRLSTATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPGPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERSA
>MBK5924231.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]IM796
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSISGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMAAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>MBK5924232.1 organic solvent tolerance protein [Rhodovulum sulfidophilum]IM796
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTDTMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGELEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVEISRARRDELIRAEIGYLETLRDSESNATIPSLVGDVDYRRRFAPALLGGMASLGFSADALHRSSEEATDGPDFDS
YGDGMDMARLTIEANWRRDWTLGNGMVLGALGAITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
RGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>MBK5924233.1 hypothetical protein CCR90_10715 [Rhodovulum sulfidophilum]IM796
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDVDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGAAGTQVLLSEIVLRADTPDYQRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>MBK5924234.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]IM796
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVQRLPFPAPADPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>MBK5924235.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase [Rhodovulum sulfidophilum]IM796
MSTIDGLPPLREVIATHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>MBK5924236.1 hypothetical protein CCR90_10730 [Rhodovulum sulfidophilum]IM796
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGASSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADQASGGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPGPDPQREAPAAE
>MBK5924237.1 protein-(glutamine-N5) methyltransferase, release factor-specific [Rhodovulum sulfidophilum]IM796
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAERPGAAGLGTDISAAALSVARGNAGRLGV
SVARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGARARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>MBK5924238.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]IM796
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRSLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>MBK5924239.1 hypothetical protein CCR90_10745 [Rhodovulum sulfidophilum]IM796
MKILPLVLLVLGLAAIGGAVWFRTVPDDPAVWHVDPLTAMKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAMALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>MBK5924240.1 agmatinase [Rhodovulum sulfidophilum]IM796
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILDAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAGDGA
>MBK5924241.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]IM796
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAVEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGTEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>MBK5924242.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKIWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>MBK5924243.1 nucleoside hydrolase [Rhodovulum sulfidophilum]IM796
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEITLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTDRLGRL
>MBK5924244.1 hypothetical protein CCR90_10770 [Rhodovulum sulfidophilum]IM796
MFKTSYAAAAAVMLIGGSASAATFDFTSSSLDSNNQLTVGGVTVTAYAGVYRDFPNPDKILHTDCSTTFSCDRSVYQGSY
GLGVAGFLDGPYIDGALGNDLLTLSFNQTVDFSEVAFSFWDSWDSFDLFIDGELVSPEERSGPNPYPLSGLSGTSISFGA
DAWNDSYKLASITVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>MBK5924245.1 hypothetical protein CCR90_10775 [Rhodovulum sulfidophilum]IM796
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALTSEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVARWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAEARMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQRVLERPFDSQTGADDLRDPPAAGEEVLQTFCGT
>MBK5924246.1 sodium:proton antiporter [Rhodovulum sulfidophilum]IM796
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>MBK5924247.1 zinc transporter ZntB [Rhodovulum sulfidophilum]IM796
MSTAPLQPLAAFDIGPDGTTRPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>MBK5924248.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>MBK5924249.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]IM796
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTTAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>MBK5924250.1 hypothetical protein CCR90_10800 [Rhodovulum sulfidophilum]IM796
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGFSRAAADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>MBK5924251.1 hypothetical protein CCR90_10805 [Rhodovulum sulfidophilum]IM796
MAEAREKAMNPGAKGDKRQAVTTLENARNRLRKLHFSGTAIRNRVGGVFLLSPCKGNEEQA
>MBK5924252.1 cupin [Rhodovulum sulfidophilum]IM796
MTAEEIIATLCLAPHPEGGWYRETWVAPAGPGGRSSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATAAGP
ARDLVLGPDLAAGARPQAVVPAGHWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>MBK5924253.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]IM796
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAQALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAELAGMHGQTLAHEPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLGAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDDAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLEAVAGCSDADAAATLTAAVAATVAVGVGLCTRRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>MBK5924254.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>MBK5924255.1 peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]IM796
MRKLLVALLCTLAGPALATGLDIEIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>MBK5924256.1 peptidyl-prolyl cis-trans isomerase [Rhodovulum sulfidophilum]IM796
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>MBK5924257.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]IM796
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>MBK5924258.1 septum formation initiator precursor [Rhodovulum sulfidophilum]IM796
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>MBK5924259.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]IM796
MATRKPPAKPNISKEELLTYYREMLLVRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>MBK5924260.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]IM796
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPDADPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAAEALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTV
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>MBK5924261.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]IM796
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAATAPAPASAPEAPQADAGGKSAPEGGSGGGSAPTAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYEHREHEVVTLDGMRKTIAARLTEAKQTIPHF
YLRRDIRLDALLEFRKTLNDQLGARSIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTPV
LMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEI
EVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>MBK5924262.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]IM796
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>MBK5924263.1 hypothetical protein CCR90_10865 [Rhodovulum sulfidophilum]IM796
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDTDYCRC
LAQVLGALATWREWKAALSVGG
>MBK5924264.1 hypothetical protein CCR90_10870 [Rhodovulum sulfidophilum]IM796
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTLSAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTMVGGAMAPSGAGIGFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGVDGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>MBK5924265.1 host specificity protein [Rhodovulum sulfidophilum]IM796
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMRVYDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRSMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDILYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIGGVRSAEPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVSDADVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVTIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGEYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQPVFAAPVPVHALFLDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAIEDPGYALNVDAG
YTLNTTLERSAVIGLAETPLHAAAPGRWDRGPGLRVKLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGPGGDLTLSWIRRTRIDGDSWASVEVPLGEAREIYALRVMNAAGDELRAETVSAPGWTYTAAMQAADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>MBK5924266.1 peptidase [Rhodovulum sulfidophilum]IM796
MKDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGDEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGMPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>MBK5924267.1 hypothetical protein CCR90_10885 [Rhodovulum sulfidophilum]IM796
MALSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHQAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKIDREENGLRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>MBK5924268.1 glycoside hydrolase family 24 [Rhodovulum sulfidophilum]IM796
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPADYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>MBK5924269.1 phage tail protein [Rhodovulum sulfidophilum]IM796
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>MBK5924270.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]IM796
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>MBK5924271.1 hypothetical protein CCR90_10905 [Rhodovulum sulfidophilum]IM796
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLSLIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>MBK5924272.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]IM796
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>MBK5924273.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]IM796
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>MBK5924274.1 phage tail protein [Rhodovulum sulfidophilum]IM796
MSRVLVLNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>MBK5924275.1 hypothetical protein CCR90_10925 [Rhodovulum sulfidophilum]IM796
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAIEARTGKALIVRSFSCELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSVRIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGAPR
>MBK5924276.1 phage major capsid protein [Rhodovulum sulfidophilum]IM796
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEMKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>MBK5924277.1 peptidase U35 [Rhodovulum sulfidophilum]IM796
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>MBK5924278.1 hypothetical protein CCR90_10940 [Rhodovulum sulfidophilum]IM796
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>MBK5924279.1 phage portal protein [Rhodovulum sulfidophilum]IM796
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLGHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>MBK5924280.1 ATP-binding protein [Rhodovulum sulfidophilum]IM796
MEESRHSTLTRRALKSGADWIACAPPETQTAFLEGMDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAG
AEWVRLQVEGARPLDEGRARRVALVGETIDEAREVMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDS
LRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGGDPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLE
AVRTRYSGTRLGRQELDGILLEEAESALWTLARLEALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQS
WSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRMVAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYE
QGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVDALVWAINDLMISPAAHWRRPRVRGL
>MBK5924281.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]IM796
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMQVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>MBK5924282.1 acetyl-CoA--acetoacetyl-CoA transferase subunit alpha [Rhodovulum sulfidophilum]IM796
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCVVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>MBK5924283.1 acetate kinase [Rhodovulum sulfidophilum]IM796
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>MBK5924284.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]IM796
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPDRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>MBK5924285.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MSALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLMEAARNSKKEMTPGQLVADYRDYLRDAGERWLLTMD
ALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIEPPEGVELRPDKRPYVIIDPRAGHGGGIGGFKPDS
QVGVAFKGGHPVYFVAFGRDPLQGQTLADVCRAEAEFVREVTRLHPAAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLN
GAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLVMNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLD
FERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKAIRAPIIVFASQGDNITPPQQALNWILDAYAGVEE
IRIRGQRIVYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQ
IAGGREEEAAFAAVSRMSTIQSEIYDTAVRPLVRASVNAEAAETTRRLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERH
PAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTRKTTAELRAMPIVQTVLSHVD
QGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFASLTAECRARILHEQTLIATHDPEGAIETLPCLLRDPEDR
ELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAQDVVEDPLASHGTVVHGADMARSGSAATGVPGAEAGVGDAPK
TVSERKTSE
>MBK5924286.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]IM796
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>MBK5924287.1 hypothetical protein CCR90_10985 [Rhodovulum sulfidophilum]IM796
MFPGRDGWFMNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQ
WDDPSLDDPGGVVEAARAHGVPMVSPSLSDRRPRAVWAGFRARPAALMRPIWTGCRISSRPCIWCSTVSPRTSRGPNCVR
CVRCRRRCCNRNRRPRAVCPGGRHGFVISAGYAAGAKGFGARYAAGAKA
>MBK5924288.1 hypothetical protein CCR90_10990 [Rhodovulum sulfidophilum]IM796
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVHDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISVELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>MBK5924289.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGATLEDFAIA
>MBK5924290.1 UDP-glucuronate 5-epimerase [Rhodovulum sulfidophilum]IM796
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHRVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>MBK5924291.1 hypothetical protein CCR90_11005 [Rhodovulum sulfidophilum]IM796
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLEIEHPGRQPETYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DGRLYLRNPISGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQVLAGADPGAVDRLMGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARFNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDTATGRGVVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTSHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>MBK5924292.1 hypothetical protein CCR90_11010 [Rhodovulum sulfidophilum]IM796
MTRCLGLLALCAAVIASPAMSQPLSQANAQMLREMQSARGVSTAAIARIDTIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSASGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>MBK5924293.1 sodium:proton antiporter [Rhodovulum sulfidophilum]IM796
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWVAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGFSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>MBK5924294.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]IM796
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFSH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>MBK5924295.1 GTP-binding protein YchF [Rhodovulum sulfidophilum]IM796
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>MBK5924296.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]IM796
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAEDDSTPIVMMGYFNPIHSRGVERFLGEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEATDVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>MBK5924297.1 multidrug ABC transporter permease [Rhodovulum sulfidophilum]IM796
MGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGSAFLSA
LGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGLGVCTL
ATALVMALCWHWFRTGYRMKA
>MBK5924298.1 GcrA cell cycle regulator [Rhodovulum sulfidophilum]IM796
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAASGAAPAAKEKPAPKPEASP
AAAPAAAAAQTPAAQAPVPPESRPAAAAPEPQDAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLT
LMELTERTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>MBK5924299.1 hypothetical protein CCR90_11045 [Rhodovulum sulfidophilum]IM796
MSEGPMRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWS
DQGPMLSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGLGNWQFDRAESAPAPEAAPSSATDEPQQGALADFT
LDRGRISDGALVYIDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVG
QASLAFDGEAGLAPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISG
DAEFVPGARPHLEARLSAGTLDLSPFVASGGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKV
RLGPVRLDARLEDSTLSGDLHELQAYAGNVTGSFEVDGREGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQA
SGRSVAALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAEG
HGRVDIGARDLDYTLVPSALRGNGKDGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKADE
GESLEDAAKRRLGEEAAKGLKNLFGD
>MBK5924300.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]IM796
MLRSHPPNHGEDYLTTTCPDTDTARAIARDALGQRLAACANILPGVLSLFHWQGRIEEEPEVLLSFKTRAAHRPALVALI
EERHPYDLPVIHWEDADTTPGAAAWLDSETG
>MBK5924301.1 hypothetical protein CCR90_11060 [Rhodovulum sulfidophilum]IM796
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>MBK5924302.1 hypothetical protein CCR90_11065 [Rhodovulum sulfidophilum]IM796
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>MBK5924303.1 hypothetical protein CCR90_11070 [Rhodovulum sulfidophilum]IM796
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>MBK5924304.1 lytic transglycosylase [Rhodovulum sulfidophilum]IM796
MKRQLAAIALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRG
EFVDVARAAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFR
SWRLALAAYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>MBK5924305.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]IM796
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>MBK5924306.1 lipoyl synthase [Rhodovulum sulfidophilum]IM796
MPETGPGGRLPSDQQAHKRGRSVPPGRLPLRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGL
ATVCEEAGCPNVGECWSQGHATMMIMGEICTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDG
GAEHFAQTIRAVRHRAPGTTIEVLTPDFLKCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEI
DPSMFTKSGIMVGLGEDRQAVHQVMDDLRAADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPL
TRSSYHAGDDFARMRMAREARLAQG
>MBK5924307.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQVAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDA
>MBK5924308.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]IM796
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>MBK5924309.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]IM796
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>MBK5924310.1 pyruvate kinase [Rhodovulum sulfidophilum]IM796
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>MBK5924311.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]IM796
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAMHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAGGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>MBK5924312.1 alkaline phosphatase [Rhodovulum sulfidophilum]IM796
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREAFYGMPYRDWKAMH
QTEAGPEQKAAFEAAMAARPEPGKT
>MBK5924313.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]IM796
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>MBK5924314.1 hypothetical protein CCR90_11125 [Rhodovulum sulfidophilum]IM796
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAAFAVPRAPEPVAPGPEGADALPAAGQAADAP
PRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKAPEAAPSPEPEPDPAPTEPSRSAARRDLL
PDVEKITSTLSASTDRGAASIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYIKAPAIAALNPALEGQVAAYVETVDAA
RAWLAGLVPVDREPGR
>MBK5924315.1 cell division protein FtsE [Rhodovulum sulfidophilum]IM796
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>MBK5924316.1 cell division protein FtsX [Rhodovulum sulfidophilum]IM796
MKQRARLLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMG
TQSEAVLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDH
TRWRQPLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALG
TLAGMGAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>MBK5924317.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]IM796
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
SRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMARLEETVETASDRLMAEAGF
TTGA
>MBK5924318.1 acetyl-CoA carboxylase carboxyl transferase subunit alpha [Rhodovulum sulfidophilum]IM796
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>MBK5924319.1 cysteine synthase A [Rhodovulum sulfidophilum]IM796
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGTDMNEEEKAISASTPGFQIG
>MBK5924320.1 LysE family translocator [Rhodovulum sulfidophilum]IM796
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWFG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>MBK5924321.1 CoA ester lyase [Rhodovulum sulfidophilum]IM796
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGTKTLSVRINGL
DTPYWYRDVVALLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>MBK5924322.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]IM796
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>MBK5924323.1 dipeptide epimerase [Rhodovulum sulfidophilum]IM796
MQISVTPENFRLKEAFTISRGSRTEARVLTVRVASGGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQDLLPPG
AARNAVDCALWDLEAKEARARVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>MBK5924324.1 D-amino acid aminotransferase [Rhodovulum sulfidophilum]IM796
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>MBK5924325.1 hypothetical protein CCR90_11180 [Rhodovulum sulfidophilum]IM796
MADIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHEAYEAGLTGAGA
ARVERPSDHRPIWVEIGRPLTG
>MBK5924326.1 hypothetical protein CCR90_11185 [Rhodovulum sulfidophilum]IM796
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIDEFLSDADGPRY
EALIGADGGAQKLYVLRRRGGLVRAVERATDAATLALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRGVVLHT
KSKYVHRGAALWRDPARRQEPHCWPGAGSRPRGSGCAPISTPWSPRIRRRGSSSPATGMTGRGRISSSAAI
>MBK5924327.1 TIGR02302 family protein [Rhodovulum sulfidophilum]IM796
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPIAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VSETVSGREPGAEGAAAAPAGTDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRSRSGEQNRPDLELDYLRRLLERF
>MBK5924328.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]IM796
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARLMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKIAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>MBK5924329.1 K+-transporting ATPase, A chain [Rhodovulum sulfidophilum]IM796
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>MBK5924330.1 hypothetical protein CCR90_11205 [Rhodovulum sulfidophilum]IM796
MRRGARLAALLALLALSACARPHGGVAVSDGGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>MBK5924331.1 argininosuccinate lyase [Rhodovulum sulfidophilum]IM796
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAETGILTVTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLAQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFSRDMSRFTDARERMNESPLGAAALAGTSFPIDRHMTAKALGFARPMANSLDAVSDRDFALEFLAASS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMRSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRAQIARWKDRLG
>MBK5924332.1 hypothetical protein CCR90_11215 [Rhodovulum sulfidophilum]IM796
MIASGPAAKRPPHMALERFWVWSFVIGWPPSEGNMILRSLVLYIALGLCANAAPAADLATLEAMREGSMKKLVLHSEPQA
LPEAVLLDETDAERSLGEYRGRWVVLNFWGTWCPPCLAEMPTLDSLAASMGSERFAVVTVATGRNPPQAIDRFFEDKQIA
HLPKWRDRSSGLARQMGIIGLPVTVILDPEGREIGRLMGEADWNSPGTKALLGRLIEGS
>MBK5924333.1 DNA-3-methyladenine glycosylase [Rhodovulum sulfidophilum]IM796
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGTIGNARAWCEIEAREGFTDYLWRFVDGAPLQNSFASMAEVPVQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHMVSCPRHAEVAALG
>MBK5924334.1 diguanylate phosphodiesterase [Rhodovulum sulfidophilum]IM796
MPDDSHENDVGSTEGAENPLPGAGAEDDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAVGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>MBK5924335.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]IM796
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTMSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFADEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>MBK5924336.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]IM796
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>MBK5924337.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKIYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLLFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>MBK5924338.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]IM796
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>MBK5924339.1 methyltransferase [Rhodovulum sulfidophilum]IM796
MRAEPMTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPS
YAALAGRNAAETGLPLEVVTANLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLR
PGGRLTAIQRAERLPELLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTVE
LTDILRHGEALSWPG
>MBK5924340.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]IM796
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>MBK5924341.1 farnesyltranstransferase [Rhodovulum sulfidophilum]IM796
MGLDTAVTKPHERLAALLTDEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>MBK5924342.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MNIRDFRPDDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLARISDGRSVFVAVTGSDAPIAFIELEEDGHI
DCFYCSPEFVGHGVGKALYQRLETAALAMGLSRLHVEASEAARRFFLGQGFTLVKRREFERNAVRIHNYLMEKTLR
>MBK5924343.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]IM796
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARVRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILAAPALPEFGI
LLVNPGVGVPTPAVFRGLARKTNAPMPDLPGWGSASGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYRL
>MBK5924344.1 hypothetical protein CCR90_11275 [Rhodovulum sulfidophilum]IM796
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAVDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALKLEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLQEEGA
PPLRAANDG
>MBK5924345.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]IM796
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVNVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLSPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>MBK5924346.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]IM796
MTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKLSGPIK
FGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>MBK5924347.1 hypothetical protein CCR90_11290 [Rhodovulum sulfidophilum]IM796
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTPGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPAEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>MBK5924348.1 hypothetical protein CCR90_11295 [Rhodovulum sulfidophilum]IM796
MRIFWRANAVPRAVWDWLAARLEDRSDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTRPPEPGFARHRRVE
RALRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDAEEAPLTLAEIYPAMIGPEVAEALAAR
PGQIPDEVQVRLMAGAVLAAEDTDALLGVPSVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>MBK5924349.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]IM796
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVVLRDELAAELVGGL
RKLGAFGAARGAALAEFATGSGPDPFFNINTAEDLAAAGAALR
>MBK5924350.1 branched-chain amino acid transporter AzlC [Rhodovulum sulfidophilum]IM796
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>MBK5924351.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]IM796
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAIGAGAATLYAMLFLLG
>MBK5924352.1 hypothetical protein CCR90_11315 [Rhodovulum sulfidophilum]IM796
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTSRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>MBK5924353.1 MBL fold hydrolase [Rhodovulum sulfidophilum]IM796
MRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSRGIWAALLAGPLGGRPVERVILTHHHPDHVGLAGWFQAEAGAELW
TSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRALAEGDRIRAGGRDWDVRL
GDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWLESCTRLAAHAREDHLVLPGHKLPFTGLPTRL
VQLIENHHGALARLLEALAEEHTACDCFGVLYRREIGTGEYGLALAEAVGHLNHLYLTGRATRRRRPDGAWLYRRCGAV
>MBK5924354.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWAAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>MBK5924355.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]IM796
MSAELLRPDTRGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGRPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PDQSAP
>MBK5924356.1 DUF179 domain-containing protein [Rhodovulum sulfidophilum]IM796
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>MBK5924357.1 hypothetical protein CCR90_11340 [Rhodovulum sulfidophilum]IM796
MARHLFASRAAALMLAAFAATTTATAPTPVAAGTAARQDGVLQAEILPGWQTARGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSANLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTL
VARSDMVPADGTPFALDRSALRITLLGRDRAIDIRGCDAAR
>MBK5924358.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]IM796
MPGRVASAVGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIASVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGVTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKEAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVMALTLAAVFAATLLPVLATGRLPGILLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALS
RPSRLSGAPDR
>MBK5924359.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]IM796
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRIDPADATSARDLARADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDEGGGLRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAETDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>MBK5924360.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]IM796
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVMADRKILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>MBK5924361.1 threonine transporter RhtB [Rhodovulum sulfidophilum]IM796
MGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIRW
AGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLSLGAVLSLGGL
LVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTVLAVRLALLQKG
>MBK5924362.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]IM796
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAPAAAARPGPSAPVPPVRPAAVDPVAVAQGAAAAATD
LEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFAQIGLGRGDPAAERAL
YITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAY
LLRTQLAKRDAWHDLLMLQARLREG
>MBK5924363.1 aspartate carbamoyltransferase [Rhodovulum sulfidophilum]IM796
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>MBK5924364.1 hypothetical protein CCR90_11375 [Rhodovulum sulfidophilum]IM796
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WLLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>MBK5924365.1 dihydroorotase [Rhodovulum sulfidophilum]IM796
MRTVFSNARLIDPEAGTDSAGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>MBK5924366.1 acyl-phosphate glycerol 3-phosphate acyltransferase [Rhodovulum sulfidophilum]IM796
MPMIDTPFLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
IFLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>MBK5924367.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]IM796
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>MBK5924368.1 N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MTQDLPLGAPLPGWSPPPRPDRDSLAGRYCRLEPLSRDHAAELHAAQLLDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAARDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>MBK5924369.1 acetylornithine transaminase [Rhodovulum sulfidophilum]IM796
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPGFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>MBK5924370.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]IM796
MTHFLDIDSTAPADLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>MBK5924371.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]IM796
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGPATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETEGGLLVFLPGEGEIRRCAAALEGRLPE
DCLIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGICYRLWSKGEDGALAAYPPAEIEAGDLTGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPSPVPPDRGALARIR
AEAKRLAGRAPGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIVWSDICEWSRREARVTTRRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDEGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>MBK5924372.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]IM796
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>MBK5924373.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]IM796
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>MBK5924374.1 hypothetical protein CCR90_11430 [Rhodovulum sulfidophilum]IM796
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRVVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRIG
>MBK5924375.1 copper-binding protein [Rhodovulum sulfidophilum]IM796
MSLKTTLYASLIPLAPALPAIAGDIAIEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDADG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETDMSMKGHM
AH
>MBK5924376.1 NAD-dependent protein deacylase [Rhodovulum sulfidophilum]IM796
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EVLRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>MBK5924377.1 phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]IM796
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAI
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>MBK5924378.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]IM796
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDQLRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAATRHLIGANVLAAMKPTAHLINISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRAAMGLMAVENIRAHLDGRPLPDPVG
>MBK5924379.1 tRNA-binding protein [Rhodovulum sulfidophilum]IM796
MSEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>MBK5924380.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]IM796
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSEWLRARAAEGLHINEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDESQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>MBK5924381.1 diacylglyceryl transferase [Rhodovulum sulfidophilum]IM796
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>MBK5924382.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]IM796
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>MBK5924383.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]IM796
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>MBK5924384.1 methyltransferase [Rhodovulum sulfidophilum]IM796
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRRVPGFHAAARLHLVETSPTLRARQRAALPDADIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDTGWCERLVGLDGTRLSLGLSAPLPLAALEHRLADTKPGDIVETCAAAEAITASLSARISTHGGAALIVDYG
GWHSLGDTLQALRAHRPEPVLDHPGETDLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAHRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>MBK5924385.1 polyphenol oxidase [Rhodovulum sulfidophilum]IM796
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQPDLALGVLTADCQPVLFADRGAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>MBK5924386.1 pyridoxamine 5-phosphate oxidase [Rhodovulum sulfidophilum]IM796
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GAKGDPLTHPRLTLQARAAFATGDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGD
>MBK5924387.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAANHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RNWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>MBK5924388.1 2-dehydro-3-deoxyphosphooctonate aldolase [Rhodovulum sulfidophilum]IM796
MPGKAPTPIAPLPPRQYSAPQQDPTEAALTDTETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQD
RIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERA
ARARHMVL
>MBK5924389.1 hypothetical protein CCR90_11505 [Rhodovulum sulfidophilum]IM796
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>MBK5924390.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]IM796
MKTSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPKDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKEVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPQGGRAWLTRA
RMLQHELLRRWAETYA
>MBK5924391.1 nicotinic acid mononucleotide adenylyltransferase [Rhodovulum sulfidophilum]IM796
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>MBK5924392.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAGKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>MBK5924393.1 hypothetical protein CCR90_11525 [Rhodovulum sulfidophilum]IM796
MILMPQELRKGAILVAHFTFFADESGHVTQEPGISDEVGPSQYLCMGGALIPKARESEVAERLDEIQKKFKKKKFLHAAD
INHVQKIYLIREILALDIDVFGVVSDKNTLGGFRTRSRGNPQQYYNRTALYLLNILGRHLRDRNIAGDAVEIVFERREHD
YEQLQRYIKKVAGNPTGDDVDSIPHVSASSIKARKKEDSHIFSVPDIIAHAVFSAFDRNRNNFGITESRYLRELLTSSLH
ESSGLELYLIQSSKMKDICQPTSDLLREHGMLVKPRKPVQPSENLEATL
>MBK5924394.1 hypothetical protein CCR90_11530 [Rhodovulum sulfidophilum]IM796
MRPQSGAAYMAQAIISQDLMIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLT
LSASARVQADLTAESLTSSKGARVSGRVEIAGR
>MBK5924395.1 hypothetical protein CCR90_11535 [Rhodovulum sulfidophilum]IM796
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDVRAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARRDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>MBK5924396.1 ribonuclease BN [Rhodovulum sulfidophilum]IM796
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSLASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGADEASGMT
>MBK5924397.1 diacylglycerol kinase [Rhodovulum sulfidophilum]IM796
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTTAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLKMTLDGKRQELHTPLAFIANSAYQLRQFNLEGTDALEDGGFALFTAPAGSQIEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLRVLVPETPA
>MBK5924398.1 phosphodiesterase [Rhodovulum sulfidophilum]IM796
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACKAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHARPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>MBK5924399.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>MBK5924400.1 hemolysin D [Rhodovulum sulfidophilum]IM796
MSRQDHPSAQDRASVDAPSQDGPARSGGHRRALLAWIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>MBK5924401.1 hypothetical protein CCR90_11565 [Rhodovulum sulfidophilum]IM796
MQCAPGDAPDPKTDPEAEPEAEPPAEDTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARPGARRED
>MBK5924402.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>MBK5924403.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]IM796
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRALKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDRVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGLDGLIATLRQDYPFLTETWARRLVRAYGTEARGILGDAQAAADLGRD
FGATLTEAELIWLMDLEFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRQRPASE
>MBK5924404.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]IM796
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>MBK5924405.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTRPRGRPPRADAPVSRDEMLTAALTLLDDEGAKAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSAPQEG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLSDRKRRLWLDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGAALDELLNCLGDEAALRTESG
>MBK5924406.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPASGQDGDRRQI
>MBK5924407.1 lytic transglycosylase [Rhodovulum sulfidophilum]IM796
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>MBK5924408.1 protease [Rhodovulum sulfidophilum]IM796
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAARLVRDFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>MBK5924409.1 aspartyl/glutamyl-tRNA amidotransferase subunit B [Rhodovulum sulfidophilum]IM796
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDAKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>MBK5924410.1 hypothetical protein CCR90_11615 [Rhodovulum sulfidophilum]IM796
MPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWTYLRAESLRSEDRQGLFGGRSRALRNVLVFRRARN
PEAGRKEGRDPAVHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>MBK5924411.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IDIET
>MBK5924412.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]IM796
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>MBK5924413.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]IM796
MRTLRICFKTASDRTSDGVMMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNR
RVMIQGYHGTGKSTHIEQVAARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDA
GRADVMFVIQRVLEVDGKLTLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAE
TAIVLAKCPHYNTDKGRKTINHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQT
VAEFYQRLFDEELPESAASMSLG
>MBK5924414.1 hypothetical protein CCR90_11635 [Rhodovulum sulfidophilum]IM796
MRRPDAARSRPAAALAVFFLAAPAAFAQGADPTFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALHPVYLLLLQRHILDGERRARDQYVRLSGLCDDLGRAAGLKGHRHAPR
>MBK5924415.1 hypothetical protein CCR90_11640 [Rhodovulum sulfidophilum]IM796
MTRVTLVAATGFATAFILAAAPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>MBK5924416.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]IM796
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>MBK5924417.1 X-Pro aminopeptidase [Rhodovulum sulfidophilum]IM796
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPVGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHLRDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDASERAWLDAYHAEVAERAGDGLSERARAWLAEATQPL
>MBK5924418.1 nucleotidyltransferase domain-containing protein [Rhodovulum sulfidophilum]IM796
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>MBK5924419.1 voltage-gated chloride channel [Rhodovulum sulfidophilum]IM796
MRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFT
PDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAV
AAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCG
LVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVA
VSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGL
AVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPGAASPGACAELIGQGVMFEADTT
LVEALPVFEKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>MBK5924420.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]IM796
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLIGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYAHADMPEKPHLMVEFHGSASGVAEQAESFGQVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>MBK5924421.1 cell division protein FtsW [Rhodovulum sulfidophilum]IM796
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>MBK5924422.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]IM796
MSAPLLVIAAGGTGGHMFPAQALAETMLAHGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>MBK5924423.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]IM796
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREDNLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>MBK5924424.1 hypothetical protein CCR90_11685 [Rhodovulum sulfidophilum]IM796
MISCPVIAICGPAPLAGIPGLRRAAPPVTAGLLAAAVIPAPPAPAQAAFDPDAALTTGPLHASAFRPVARPAGPGGAPEA
LSHDRGAEGGEQ
>MBK5924425.1 hypothetical protein CCR90_11690 [Rhodovulum sulfidophilum]IM796
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>MBK5924426.1 hypothetical protein CCR90_11695 [Rhodovulum sulfidophilum]IM796
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSSVLLPWGAVALV
SAVLYALGAWIGGGDG
>MBK5924427.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]IM796
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGPRITAGAAALDAHVARRAAEAGVDLTFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPG
DLRLGYRQSHLPEGWVITEATFEGRPGAPEALAALMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>MBK5924428.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]IM796
MGNTEGRRTGPGKPISTRDGTFPHHEAAEVAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQ
DLPGQLISAAPDVVFNALHGRWGEDGCVQGLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSA
RHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLVESYAPGRELTTTVMGDRALAVTDILTEGWYDYHAKY
VQGGSRHVVPAELPEEVSETCLDFALRAHRALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGIS
FGRLCRWLVEDASCDR
>MBK5924429.1 cell division protein FtsQ [Rhodovulum sulfidophilum]IM796
MRPVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGMAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSTELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>MBK5924430.1 cell division protein FtsA [Rhodovulum sulfidophilum]IM796
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACEMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>MBK5924431.1 cell division protein FtsZ [Rhodovulum sulfidophilum]IM796
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQTQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERA
ETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGS
LINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>MBK5924432.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]IM796
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSDGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPIIGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>MBK5924433.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]IM796
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGESWLRSVYRQMIKGEWL
>MBK5924434.1 DNA repair protein RecN [Rhodovulum sulfidophilum]IM796
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETELDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPQPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARAGYDDAAAKLGAARRSAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>MBK5924435.1 branched-chain alpha-keto acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]IM796
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGAQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTSGEAREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>MBK5924436.1 beta-ketoacyl-[acyl-carrier-protein] synthase II [Rhodovulum sulfidophilum]IM796
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGADGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWTPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>MBK5924437.1 hypothetical protein CCR90_11750 [Rhodovulum sulfidophilum]IM796
MPLLALGPGPGPFGRSDTAVWPPWARERLPDGRFRRRAAAPANIRQSYAAILGPSRSERMTRAMGPRRAMSVMTVMSVMR
LLALIAFALAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPASLARVMSKAGLEDGLPV
VSGYIELVADRLRFVPTPPEAGAVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSSGTGGARPREPHPPRTGKP
PAPQPVIADTAGQDRVDLSPPETGPGGPYPPSGDRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAMSKLLKAARAAPWLA
YAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPEPGQRGTLELSGLEV
GCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGQSAAAMDHAAKA
>MBK5924438.1 bifunctional ADP-dependent NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]IM796
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPAKLTVTFHRARIGQFTAEGSVFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTATMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLVLDADGVSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAVRSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>MBK5924439.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>MBK5924440.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]IM796
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>MBK5924441.1 biotin transporter BioY [Rhodovulum sulfidophilum]IM796
MAYALTQKVLVDNIMPRNGAQRLVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>MBK5924442.1 hypothetical protein CCR90_11775 [Rhodovulum sulfidophilum]IM796
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDDLGAGLVYDETGRLEIPGQAPAVATRRYLWRARQADGLEVL
FEDGRFFHLIAPGARPEARHDCAPDLYRVRYDFSAWPCWSSFWEVRGPRKNYAMESSYRPES
>MBK5924443.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]IM796
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAEAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTSALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>MBK5924444.1 hypothetical protein CCR90_11785 [Rhodovulum sulfidophilum]IM796
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATILGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>MBK5924445.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]IM796
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELRFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>MBK5924446.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]IM796
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>MBK5924447.1 aconitate hydratase [Rhodovulum sulfidophilum]IM796
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>MBK5924448.1 thiol:disulfide interchange protein [Rhodovulum sulfidophilum]IM796
MSEKRRISPLLLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAAALADGNIKLVNFWASWC
APCRQEHPELETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHP
GPLTPAIVEAEIRPLLDNPPTTSN
>MBK5924449.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]IM796
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>MBK5924450.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>MBK5924451.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]IM796
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>MBK5924452.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]IM796
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWARIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLGRLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>MBK5924453.1 hypothetical protein CCR90_11830 [Rhodovulum sulfidophilum]IM796
MKLTDMTIPDGLPIDGYGPGFFRIGGEIHEGGALVAEGKLLPWQGPGDEAPLMALEGHVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>MBK5924454.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]IM796
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSGVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTRFAN
AER
>MBK5924455.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]IM796
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPSGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRISNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>MBK5924456.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]IM796
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>MBK5924457.1 hypothetical protein CCR90_11850 [Rhodovulum sulfidophilum]IM796
MGLLLGKALRRGFKWRPDQVISRAMRPSSRPPAALSLALAVALGAATLPAAHATGTRDRAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFHPGKKPDSRSLRSDV
AILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAGLGCPVTAGISGAPVLQRAGRGWQ
VVGVISAALRGAGGIRSIAARPGAAFLAGQ
>MBK5924458.1 hypothetical protein CCR90_11855 [Rhodovulum sulfidophilum]IM796
MTANRARLVDWASHLWHPDFKRFTGFGWIVRLVVALLVLALAIIACGAAVLTLAQYVGALVLAQRFASVEGQYEAIRNAG
LVLAGLIGVPFLVWRSIVAQKQVEVAEQGLITDRLNKAVEGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALE
RISQNSDRDHVNVMEILCAYICENSHRPPSSQPLSRSEDTDAAKASLSELTDLTDVQTALTVLGRRAESRRRLETAARYC
LSLSRCNLAKCDLSDANFSHAAFAGSNLNDAFLYRSRFRDCNFTSASMKRVQGYESIFEGAVFENANLSQAIFNRSRFLF
SPETQIGANFSQAQMEDSVVAFSGVRGSDRWALGAKFAEATWKNATIIGFESQRDTKFGFRTARTGTAPPPRSATIHQGL
AFRDCILGAHHIGTLDLERCFGDGTVVLIGPIIRPPHWPSEALSPAAFDRECARWRADPASYVAPQDRA
>MBK5924459.1 serine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDSLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLAELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>MBK5924460.1 hypothetical protein CCR90_11865 [Rhodovulum sulfidophilum]IM796
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAAIAGAVLAGFLTVRAAT
>MBK5924461.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]IM796
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRHLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>MBK5924462.1 hypothetical protein CCR90_11875 [Rhodovulum sulfidophilum]IM796
MQAEAGQGRTAVKDGPRIKGTATVKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPA
PQAVADMPQLGGNPEHLTPHAALSAQPARIWSTSIGAGNSRRYRITAPPVVSGGVIYTLDARSQASAVSADGKVLWKADL
RPEGKRGKDVSGGGLAYGDGRLFATTGYGALIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISAADGR
VQWQIPGTPAPAAMLGGAAPAVTERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYA
GNQSGRSVALDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYG
PILAGGRIWLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>MBK5924463.1 hypothetical protein CCR90_11880 [Rhodovulum sulfidophilum]IM796
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>MBK5924464.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]IM796
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTVGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAEAAVASATAGLEAAETARRTAEAQVRNAEIETERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>MBK5924465.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]IM796
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDHFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTELGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGQLDLPEIVWSEPPGPTPPGQAAENSKDHDGKGLRAAE
>MBK5924466.1 metal ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNGTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDHAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPDAAVLKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKGYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGQVVERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>MBK5924467.1 hypothetical protein CCR90_11900 [Rhodovulum sulfidophilum]IM796
MGFEGSWHACGSVLWTRDTGVDIVPQGIGPQGGPCGGGGAMPERARKAPIRGSVWTWVILGGEAVLVLMVAAWFLGRDDE
RKSDGPQAEQDAAVTSPDTADKAPDAANPEAQTPAAGDRSEAVPPATPLFAPPEFDLVRVTPEGSALVSGRAGAGSVVAV
LVEGREAARAKADAAGDFAVLFDLGQSDEPRRISLAMLGADGRRTASEATVILAPNRSVPAATGPAGSGAPGPEDAAEGP
RPAQSGAPSSAIIGPPPADAAAILISDAGGVRLLGPPNSHEAPPVSGLTLDAISYDAQGAVRLAGRGRPGAALRIYIDNA
PLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGGVAARIETPFQREPAVEIAVAMPPPAGPAGVRVMTVQPGYTLWG
IAARTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>MBK5924468.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]IM796
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>MBK5924469.1 protein RarD [Rhodovulum sulfidophilum]IM796
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSIRAGTSDTMRT
>MBK5924470.1 1-aminocyclopropane-1-carboxylate deaminase [Rhodovulum sulfidophilum]IM796
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPTLRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHGRGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRTLMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>MBK5924471.1 peptidase M48 [Rhodovulum sulfidophilum]IM796
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLRDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAGQSDPEADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>MBK5924472.1 hypothetical protein CCR90_11925 [Rhodovulum sulfidophilum]IM796
MKLVLCLAVAVATATPGLALPLNEAERVAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLTRIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPDDEAAERAARFALAVLRLAGPAAYEAAQP
RLFAADATLDAAALDRISAELGLNPAEVTTRMAGADITAKLAETRALAEALELGPAPAQVLKRTMVRGDVPAVALLRMVE
AIRRKK
>MBK5924473.1 disulfide bond formation protein DsbA [Rhodovulum sulfidophilum]IM796
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDARAD
>MBK5924474.1 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase [Rhodovulum sulfidophilum]IM796
MSLNSVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>MBK5924475.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]IM796
MIRRRQPRAAEDSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAGVQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>MBK5924476.1 5-aminolevulinic acid synthase [Rhodovulum sulfidophilum]IM796
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>MBK5924477.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]IM796
MGLALGLGAALAASAAPVDGKDARKLVFKPDGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRSKATLAA
ANYHDVDAARVAALRGCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRWAVIK
GQGAASRALEACADQSGATDCRIAVEDR
>MBK5924478.1 hypothetical protein CCR90_11955 [Rhodovulum sulfidophilum]IM796
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYEGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEINGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>MBK5924479.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MVTDLLVRPLRPEDIASWRRLWTAYLDFYDSAVPTETCDTTFARLLHGGDPNMGCRLALIDGRAVGLVHFIFHRHCWKPE
NVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGKSTAFVKYVRG
>MBK5924480.1 ATP-dependent transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSRHGARIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPGRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAAPDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWNEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPGLLARLNPRGGRIGVSGPLPPTPRAWIDAIETALGPRTSSSRRVTAARTAIEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGDRPQRAIALIDGHLADARSGENAA
LLASMLLMKAEALDMLGRDAEAGVTRRDALGWARYGLGSEDEIRARIAEIAWLNPARSD
>MBK5924481.1 VWA domain-containing protein [Rhodovulum sulfidophilum]IM796
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFSGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKARLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFCNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERVRAQWPDHLWINPVPEQHWQYTQSIGMIREIFEDRMVPMTLDGIERGMKSLG
>MBK5924482.1 ATP synthase F1 subunit epsilon [Rhodovulum sulfidophilum]IM796
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITADSATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>MBK5924483.1 ATP synthase subunit beta [Rhodovulum sulfidophilum]IM796
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>MBK5924484.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]IM796
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>MBK5924485.1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]IM796
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>MBK5924486.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]IM796
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>MBK5924487.1 hypothetical protein CCR90_12010 [Rhodovulum sulfidophilum]IM796
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>MBK5924488.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]IM796
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLSVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>MBK5924489.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]IM796
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQADFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>MBK5924490.1 hypothetical protein CCR90_12025 [Rhodovulum sulfidophilum]IM796
MAENAWPRNEILRAAWHLGLFLRKAGADGCVRNRLEARISYRKRFDERALFRVPVGQSAEILICLSTVRLFNAPGRAEIE
AIARTSS
>MBK5924491.1 iron ABC transporter permease, partial [Rhodovulum sulfidophilum]IM796
AGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLSA
ALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIFS
VWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGVI
LSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPMA
AADNALADTWVGLFGVDPGLLMTGSAFAIIYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLIR
TSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>MBK5924492.1 hypothetical protein CCR90_12040, partial [Rhodovulum sulfidophilum]IM796
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGAVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDISLGLPPQAGTTSRLPRLTDPVTALEMMLSARPLSAS
RARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGTGPDGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQVLTARARDWAEAGPEPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYG
>MBK5924493.1 hypothetical protein CCR90_12045 [Rhodovulum sulfidophilum]IM796
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLEQELEDDGSDDLYDDMPV
>MBK5924494.1 TIGR01244 family protein [Rhodovulum sulfidophilum]IM796
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAADACAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MAALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>MBK5924495.1 hypothetical protein CCR90_12055 [Rhodovulum sulfidophilum]IM796
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASGFDAGPAEIGALAASGLPGSDL
PIGEAGGDLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>MBK5924496.1 sodium:solute symporter [Rhodovulum sulfidophilum]IM796
MIAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTD
LKAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPL
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPL
ARGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNAR
KYCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGEIVYLPGQ
GGAAFRVTLPRGCAEAA
>MBK5924497.1 hypothetical protein CCR90_12065 [Rhodovulum sulfidophilum]IM796
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPRETAE
PSGEAP
>MBK5924498.1 response regulator [Rhodovulum sulfidophilum]IM796
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>MBK5924499.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>MBK5924500.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>MBK5924501.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>MBK5924502.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>MBK5924503.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQASSLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>MBK5924504.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>MBK5924505.1 acetyl-coenzyme A synthetase, partial [Rhodovulum sulfidophilum]IM796
MTEHIYPPDPDFVSGAHIDPAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIIFVPDEPGDPVRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAP
>MBK5924506.1 acetyl-CoA synthetase, partial [Rhodovulum sulfidophilum]IM796
APGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELIDNRRNKD
>MBK5924507.1 hypothetical protein CCR90_12115 [Rhodovulum sulfidophilum]IM796
MIVLGHDETGAQTEKHQVRVMGKAVRLTAGSNGALGFDDYRCMVDTPPSGGADPVITREFDGVWTHAISGAVQNGTAKGR
EFPGLSCDACEGGPSVLIGRGNVIY
>MBK5924508.1 hypothetical protein CCR90_12120 [Rhodovulum sulfidophilum]IM796
MMLPRLKEAGVEGPEDFPGRSLGVRSFGKEYPLLSRMAYLGMPTEGSDEAMTLLKQGFNVDPLLQEQADCISTMTCDEYW
RLLDTWLAPEELISFKC
>MBK5924509.1 hypothetical protein CCR90_12125 [Rhodovulum sulfidophilum]IM796
MGFLVTEMGLSERRACRIVGLARSVHRYRPVPKDDAAVVKRMKALASENRRYGYLRLHAMLRREGLVVNHKRTYRLYTDQ
GLQVRTRKRRKLPRRDRVAPQVPERPMQRWSMDFVGDQLAYCRRFRVLNIVDDHSRFCPGQIVDMSIPGARVARFLDDLA
LRFGLPEEIVLDNGPEGTSKAMFDWSERTGVRLRFIEPGKPVQNAFVESFNGKFRDECLNLHWFRSLRHAREEIGRWRQH
YNTARPHSALGYLSPTEFLTKTTAPALETLAVSAPPLNTQTRPEDSGSPRP
>MBK5924510.1 dihydropyrimidinase [Rhodovulum sulfidophilum]IM796
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERSITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFSADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGADADLVVWDPEKTKT
ISAKGQQSAIDYNVFEGKQVRGLPRYTLSRGRIALADGEVLPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>MBK5924511.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]IM796
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPNLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>MBK5924512.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]IM796
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLDA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>MBK5924513.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFEGADRHLAMLFRRLLAP
>MBK5924514.1 dihydropyrimidine dehydrogenase subunit B [Rhodovulum sulfidophilum]IM796
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREIATVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSVAEQGLE
>MBK5924515.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]IM796
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMNREGHPFLRATPTGRRVAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLETLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGAGLDLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHAKLMAEG
>MBK5924516.1 acetyl-CoA carboxylase, biotin carboxyl carrier protein [Rhodovulum sulfidophilum]IM796
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPASVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>MBK5924517.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]IM796
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>MBK5924518.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]IM796
MDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRIRTDSAFEHVVECCADR
PETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDT
QFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDQAWPIPEPQLLLQRSTQTS
>MBK5924519.1 hypothetical protein CCR90_12175 [Rhodovulum sulfidophilum]IM796
MDALGLGDTTLADRPLPLVSRPDPLELQEHRTETRSAAVTATAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLD
ECRFPADNPASDAFAHLDISDPSRGSQLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>MBK5924520.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]IM796
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>MBK5924521.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]IM796
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>MBK5924522.1 elongation factor 4 [Rhodovulum sulfidophilum]IM796
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAHDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
ADFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>MBK5924523.1 hypothetical protein CCR90_12195 [Rhodovulum sulfidophilum]IM796
MRSARSASAYAAAAVSRLQRGKGKPTEVFLRPLWPGGAQPKGLARQYEKLRSFWKHDAPVWTFWRNWNEDMLAGRPVDWD
FLRQAVLLSDEDWKAGPERIADRIEELQTRIKL
>MBK5924524.1 acylphosphatase [Rhodovulum sulfidophilum]IM796
MTDRIAIRVRIAGRVQGVGFRAWTEAQATALGLSGWVRNEADGAVLALLAGPEDRVAGMLDALQKGPAPARVATVETTPG
DWPAEAGSRISR
>MBK5924525.1 Hly-III family protein [Rhodovulum sulfidophilum]IM796
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTG
>MBK5924526.1 hypothetical protein CCR90_12210 [Rhodovulum sulfidophilum]IM796
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>MBK5924527.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]IM796
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFAAVEKVRSEWCIRIDGVVKAR
SEDLVNPKLPTGEIEVFVRELEVLGQAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>MBK5924528.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]IM796
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPALAQRVLKLLPPALAAPILARAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEITRG
>MBK5924529.1 magnesium-protoporphyrin IX monomethyl ester cyclase [Rhodovulum sulfidophilum]IM796
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>MBK5924530.1 hypothetical protein CCR90_12230 [Rhodovulum sulfidophilum]IM796
MAWTLDLALERRMPRRGRLWGEVVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWL
VLGFAVVTTAIVGTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALF
SLAHLMYWNAVVCGLTFLGGLVFAWACEARRNFPLAVLLHAVAGWILFTGGLGVLFHAGNAVRPF
>MBK5924531.1 carbamoyl phosphate synthase large subunit [Rhodovulum sulfidophilum]IM796
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETARILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>MBK5924532.1 hypothetical protein CCR90_12240 [Rhodovulum sulfidophilum]IM796
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVNVGQ
ALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDDILAGRF
STELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLAEHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>MBK5924533.1 anaerobic ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]IM796
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>MBK5924534.1 hypothetical protein CCR90_12250 [Rhodovulum sulfidophilum]IM796
MTMIDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>MBK5924535.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]IM796
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGAGLIGWDTVLAFLGRRCGLLDGVVISGGEPLLQK
GLPEALAELRAIGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLAALGLPPARRQPFRAEGCADPALCRTP
>MBK5924536.1 hypothetical protein CCR90_12260 [Rhodovulum sulfidophilum]IM796
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYETSFNNAVADLEGMARDQATRVSEWFADQRHALAAQATNPFIA
SGLSEFRTALDAAPDGFAPILAAYGSDNPYPSGEGQKLADAGDGSDYSRIHARMHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGENVATGRYSGTALGKVFQRANKAPVGTSVVSDIAEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFITSMNEVSAGNYAKKIDVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQVNARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TGAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTAAKPRRPSAPDALERALNERPAPQTSMSAGWTEF
>MBK5924537.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>MBK5924538.1 hydrogenase expression protein HupH [Rhodovulum sulfidophilum]IM796
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHASDLGNVQHSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>MBK5924539.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTSL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPENQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATAPIAESLKERVDPEVI
DLVLEQAAQ
>MBK5924540.1 hypothetical protein CCR90_12280 [Rhodovulum sulfidophilum]IM796
MAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIPHGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLM
AVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSALHLLLFALGGPEIWGDDAWKETAS
>MBK5924541.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVSDLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>MBK5924542.1 hydrolase [Rhodovulum sulfidophilum]IM796
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIADFHDPEGLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTDDDIARLGRSRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSESWQPAAMFDAATMGGARALGLATEIGSIETGKRADLVLFDFRRPHLRPLTDVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMEVLEAAEAAAAALWDRARAEAARSR
>MBK5924543.1 transporter [Rhodovulum sulfidophilum]IM796
MKLSARNILAGTVSEVETGTVTTHVKIDIGGATVTASITNEAATDLGLKVGDKASAIIKSSDVLVGKD
>MBK5924544.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]IM796
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>MBK5924545.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVSSLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>MBK5924546.1 hypothetical protein CCR90_12310 [Rhodovulum sulfidophilum]IM796
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGVRLAGFRQGRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACVALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>MBK5924547.1 hypothetical protein CCR90_12315 [Rhodovulum sulfidophilum]IM796
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPAEPVRPD
MPEPVETVVPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>MBK5924548.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]IM796
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLLEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>MBK5924549.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]IM796
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFAEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>MBK5924550.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]IM796
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVFYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>MBK5924551.1 hypothetical protein CCR90_12335 [Rhodovulum sulfidophilum]IM796
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>MBK5924552.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]IM796
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>MBK5924553.1 hypothetical protein CCR90_12345 [Rhodovulum sulfidophilum]IM796
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRSGIGSQIGPLLERMQVPGGAAALKTNAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>MBK5924554.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]IM796
MATASPATGTPRRSALPNARDVTPLWRPSPNCGARRGGARPDMVVLHFTAMTDSASALDRLCDPAAGVSAHYLIARDGRV
FQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWD
PGPRFDWRRLARQGLAVWPEVRASAGPAPDETAFRKAATAFGYGAGWETGHVLDSLRQRFRPWATGPLAAADMAVIADLA
RRFPVDPGPAGA
>MBK5924555.1 hypothetical protein CCR90_12360 [Rhodovulum sulfidophilum]IM796
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>MBK5924556.1 aspartyl/glutamyl-tRNA amidotransferase subunit A [Rhodovulum sulfidophilum]IM796
MSDLTRLTIAEAREALRKGETTSVALTEAFLAEIEGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>MBK5924557.1 aspartyl/glutamyl-tRNA(Asn/Gln) amidotransferase subunit C [Rhodovulum sulfidophilum]IM796
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGVEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>MBK5924558.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]IM796
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>MBK5924559.1 hypothetical protein CCR90_12380 [Rhodovulum sulfidophilum]IM796
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPRPGHKARHRP
>MBK5924560.1 hypothetical protein CCR90_12385 [Rhodovulum sulfidophilum]IM796
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGYILLYLFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLW
IGVGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>MBK5924561.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]IM796
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKGAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>MBK5924562.1 tRNA-specific adenosine deaminase [Rhodovulum sulfidophilum]IM796
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCASAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>MBK5924563.1 pseudouridine synthase [Rhodovulum sulfidophilum]IM796
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDTTLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>MBK5924564.1 hypothetical protein CCR90_12405 [Rhodovulum sulfidophilum]IM796
MAHRFGGRYSPGRPAPTEPAPPRHPFQGRRPARAAGRANAMFLAPLPLVPRAFFSDPAGLALSLTAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>MBK5924565.1 toxic anion resistance protein [Rhodovulum sulfidophilum]IM796
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRARMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEITAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAQGAGAATGV
>MBK5924566.1 hypothetical protein CCR90_12415 [Rhodovulum sulfidophilum]IM796
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAIDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>MBK5924567.1 hypothetical protein CCR90_12420 [Rhodovulum sulfidophilum]IM796
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVASASGHDLPE
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>MBK5924568.1 antifreeze protein [Rhodovulum sulfidophilum]IM796
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>MBK5924569.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]IM796
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>MBK5924570.1 carbohydrate kinase [Rhodovulum sulfidophilum]IM796
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALAASRVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGRGPRLVLLTRGAAGAHALSHTAERFMPTPAVQ
VVDTVGAGDSFDAGILAGLAKAGALERTTLAEELPDSVLEAALSLAIRAAALTVSRAGATPPWTEELT
>MBK5924571.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]IM796
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMAGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>MBK5924572.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]IM796
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSIYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLQRVGLSATVEDPPALGRFMAPAGEPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAQHRTTLIFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEILSAGPYAGLTRAGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTGDWLKLQRRLSRLPDPDRLLVETFAFECRHHLCIYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSALLDSNSLHSAFADWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLMDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAVAARLMTEAGLA
>MBK5924573.1 metallophosphoesterase [Rhodovulum sulfidophilum]IM796
MTGHDFTLAGARLTARASGALWWQDESLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLAAEIEILAPRCVICLGDS
FDDDEASRALPAPAARRLSALMAGRRWIWIAGNHDPAPSAPGGSALAETRIGALHFRHIAIPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSHPTLDRLMRPEALAVLTGQKALAFPMRN
>MBK5924574.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase [Rhodovulum sulfidophilum]IM796
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAADTSEADLL
ALIARLNADPSVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPER
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>MBK5924575.1 chorismate mutase [Rhodovulum sulfidophilum]IM796
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>MBK5924576.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]IM796
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAETDHHSFAPLYFDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>MBK5924577.1 cell division protein FtsH [Rhodovulum sulfidophilum]IM796
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>MBK5924578.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]IM796
MAAALERACPGEAPLAVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALEATLAALTRGPRATLHGCLLQRAGGRIRIGREPAAVAGLSC
APGSLWDGRWRLSGPEAPEGQEGLEIRALGEAGLAACPNWRAAGLPRTTLIASPAVWHGGGLIAAPMAEQGKDWSAAVNC
SFKAYLLSH
>MBK5924579.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]IM796
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPEMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGAAGCN
>MBK5924580.1 peptidoglycan-associated lipoprotein [Rhodovulum sulfidophilum]IM796
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>MBK5924581.1 Tol-Pal system beta propeller repeat protein TolB [Rhodovulum sulfidophilum]IM796
MLRLLTAILALVLGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPRE
AFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVYS
RITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVAT
GQRRVLDDQPGTMTFAPRFAPDGQRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGKQ
QLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMFT
RETAGAAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>MBK5924582.1 hypothetical protein CCR90_12500, partial [Rhodovulum sulfidophilum]IM796
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPR
>MBK5924583.1 protein TolR [Rhodovulum sulfidophilum]IM796
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAAGALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGTIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>MBK5924584.1 Tol-Pal system subunit TolQ [Rhodovulum sulfidophilum]IM796
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>MBK5924585.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]IM796
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>MBK5924586.1 hypothetical protein CCR90_12520 [Rhodovulum sulfidophilum]IM796
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLSIFKGACEAVVGLAGHEMAETDADLGSNLIVFFFEDWTELVR
VPHLDRLVPDLARRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDSDLSQMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>MBK5924587.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]IM796
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>MBK5924588.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]IM796
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>MBK5924589.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]IM796
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>MBK5924590.1 hypothetical protein CCR90_12540 [Rhodovulum sulfidophilum]IM796
MFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>MBK5924591.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MLIRNEVGSDATMIRRIVTEAMQLLPQATGTEADIIDRLRRDDALILSLVAEDRGEVVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMAEAIRRLRSTCKGAALVGDPGYYGRFGFRSYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>MBK5924592.1 hypothetical protein CCR90_12550 [Rhodovulum sulfidophilum]IM796
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTCEGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>MBK5924593.1 hypothetical protein CCR90_12555, partial [Rhodovulum sulfidophilum]IM796
MLFLGKEDSAMDGTAKATKPKARDAKTKIAQTRMSVLELAKELGNVAESCRQRGMDRTSFYEWKRRF
>MBK5924594.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>MBK5924595.1 TRAP transporter permease DctQ [Rhodovulum sulfidophilum]IM796
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDMSFIMYGTLFMMGGAYTLLRGGHVRGDFLYR
LWQPRTQAMVDLVLYIVAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>MBK5924596.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWIEGLFNNRTFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPEIVYFLPELVYG
>MBK5924597.1 amidase [Rhodovulum sulfidophilum]IM796
MKDLETALDLGAVELRDRLARGALSALDLVEACLARIAAREPGIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
VPPPRLLDTARGAPPLPPVFAFVRPPGWERADPDTHAAFAELTAALGDQVFTLDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRAAIDEGANMPARDYLAALDWPRVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDSRLLRSAQWLYDWAASA
>MBK5924598.1 sorbosone dehydrogenase [Rhodovulum sulfidophilum]IM796
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMNTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGSLFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>MBK5924599.1 hypothetical protein CCR90_12585 [Rhodovulum sulfidophilum]IM796
MPARPGRSAGARASKETEMSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDSIGRDFGRGMKTGDWVY
SPAATGHILFGLAILALMVWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLILLAMPVVGAVAWFLQSGNAAEMHEA
AANLLIALIAIHVAAVALHKFRWKSNILSRMM
>MBK5924600.1 hypothetical protein CCR90_12590 [Rhodovulum sulfidophilum]IM796
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGGDGPLALVTVPCPALELRAVRYPGRMPGLWQGKRPVLSHAQFMT
LAARLGTRPGRMRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
DRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATRDPAGRARLATESARRCHALRGGPDPAPLLELGRNLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGGGR
>MBK5924601.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]IM796
MLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRSGDAPATRRRLGALAVAVTLAAAVLPAWALVSILPGGWV
GTVLTGILAAPLVASRSLFDHVARVAKPLAAGDIAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVAPVFWG
VLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDARAHRSPNA
GWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>MBK5924602.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]IM796
MADGQDRGRDHGGDLSGAMARFGGTADDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVLAPEGAVRVLGPTYNEYAGAFEAVGRPVETVAGAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGPCPENVLVLRSFGKFYGLAGLRLGFVLGSKALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAETAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>MBK5924603.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]IM796
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSAAEAFAGLSPEARAAWDSREAGRPTEARDWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAGTGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAQGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPAGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADADFVPVPAIGLLDPGYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGLPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGH
>MBK5924604.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]IM796
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIIFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTKIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFVAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>MBK5924605.1 rod shape-determining protein [Rhodovulum sulfidophilum]IM796
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>MBK5924606.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]IM796
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVISSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTDGDPGNG
>MBK5924607.1 hypothetical protein CCR90_12630 [Rhodovulum sulfidophilum]IM796
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>MBK5924608.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]IM796
MKRSQREAEESNRRICRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSSAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>MBK5924609.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]IM796
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>MBK5924610.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]IM796
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEIVTGTGDPAAIDYVVFAPGGGLSDFTPFSGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDT
GRLGHATLDVFRTEPLPPDHPFWRHPQVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>MBK5924611.1 hypothetical protein CCR90_12650 [Rhodovulum sulfidophilum]IM796
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFDLEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLEPAEGAEPALARAVSEAVRFSGLETAALDLTFFPASGPMAAHLAR
LGLRIDLPAPEPMTEAPLIDPDAPPRLR
>MBK5924612.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]IM796
MTVAPDLLRSRIAACRLCASRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSETF
YDLSLVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVHDWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>MBK5924613.1 sodium:proton antiporter [Rhodovulum sulfidophilum]IM796
MYRVWNFVTAYSLLLIGGAATALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>MBK5924614.1 HNH endonuclease [Rhodovulum sulfidophilum]IM796
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAIEEAVDDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDQPSAELAEGAELF
ERPVLERLIRRSYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHPENLRWHRENVFGRSLPGGPAPSLPA
>MBK5924615.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]IM796
MKHIEIGGMPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>MBK5924616.1 hypothetical protein CCR90_12695 [Rhodovulum sulfidophilum]IM796
MSLLFRTLKAFPRGRTTEELLVLVGAGFSHDKRLAALAELDDLLRDGHVERARDGKWRVASRRPGETAGDGSVHAGARPE
QSPDHLVAAPAEFARMSASDEEQSPQDLDEAGTTVDHQALLRYWRSALRADPRGATTQVVDKHGVEWILICGRGPITPSE
GETLRLNIALDALTPSFREAIVRREGHDNALAIGWPMAVTRLRGVPAFQPVGLLSATWQRRDGNLVLSVDADDVLVNPDW
LRHAARQTGWRRDALRELFDTEDGVGLHASDFLLKVKDAVASQIRGRLVGEDLVSRLDETATGIFDAAALFLPADSSFTA
GAARDLDTIATWPPEKIARTALAKVLCSASQADARDVAAINVGPLNAEQTMAVRNACSEALSVVTGPPGTGKSQAIVSMA
ASVLLSGGSVLVASKNHQALDAVEDRLGALAPDAPFVTRTLKPEEEIDAGFGDALKALIDRDHALRRGDLDDAMIDDLKV
AARERSAAIDALAARAELECEIADLLEGIAYRERRGRQDLDHVTVAPALSPWRRLIAAILSRFSKGTDSPAETSDRLLHG
ASLSDLRRRLGNARASRDALDPVADPIELGERVQELAKAALPHAMDRRTAIGEERRQAIAERYDDWTFAGGRGHLPKDLS
RAVLEHRPLWLASILGAPRRIPLDDGLFDLVIFDEASQCDIATAIPLFARAKKAVVVGDDQQLSFIAQLGCAQDRNLMQA
QNLPVVKMARFAQSRRSLFDFASRVPDVPRVTLRHQYRSAGLIVEYISDNFYGGQLETSYDPNGLLLPMGAKPGLAWEHV
PAPGIPQAGNVNPAEVSAIIRHLRLLLEEQDYQGSVGVITPFRAQVIALQEAVASIPEQKRVAADLKVGTVDGFQGQERD
LILFSPCVGPRSPQSGLTFFQKDARRLNVAISRARGIAMIFGDLEFARSGTSRALRTLAARTTEPKRRSGEGVFDSDWER
RVFYALKERGFDPEPQHEIAGRRLDFALFGTNGVKLDLEVDGRRWHQTPDGRRKTSDLWRDHQLKSLGWRIRRFWVDELA
KDMEGCIDIVERDLS
>MBK5924617.1 hypothetical protein CCR90_12700 [Rhodovulum sulfidophilum]IM796
MQNQLASAIEERDAARELAAATRSEIQGLRASEADLANQVGARQEALESARKREADTLNRIKTARTELEALVAESNAARS
TIAEADRLRSETRDLAGQKRDLEAEIASLEKTVQTLTERSDEAKARNVRLTKENSQLTGQRDALQAQFDELGPQVKDLEA
KLRQVRNLEKEEDRLGSVLEGLRTEERETRVTVAAANEALRGLQDKIAARGEEAEKLRVSVETLNGDLTDLSKTRDALSA
ELAVKRTTADDLDAQAKLAQERLLDARARLAQTTEALKSSRSEEATLANALAALRAKVDSAEAEVARLDARRTEVEGLSA
DVERLQADKAGLENALPGLRQEADAARAAAAEEQARVVAARENLSALTGRASVLEERIAQLKQQLSEFTAATETAEAAAD
AAQTALDSLEAEKATARAELNAVAERRTDFQNRLEDLQARIVSAEDALAVRRDRLSEAGSAGTEAASQQAETDE
>MBK5924618.1 chromosome segregation ATPase-like protein [Rhodovulum sulfidophilum]IM796
MITDNTLVVFIIIGAVALLAIVQITLAIRQDRLVSAAGPIEELAVYEKRLEEKQHLMDDLEEELAKRREAMAVVADIGAE
VDGLRRQKEELLAEWNAMGDKREEVQAMRREIEDVVIERQSLEAEIAPLQAEYLSVKERLEKAEELVGRIDALTTEHAEI
SGKVEAMRGQLRRLEEAEARVARLEDRGNELEANCARLEGRIASQNDELAELTARVAKARDALAEVQSEHSRTEAQSAAE
NLELRRQQGELDALGETRSALEARLAYLKGEIAKAEGRTPDGESVESDKLRELREEPPVIRAMVEWPLADRENETDALKR
VERRFRAKGLHYPARTLYAFHTAMKVNETTQMAVLAGISGTGKSQLPRQYAAGMGIGFLQVPVQPRWDSPQDLMGFYNYI
EGKFRPTDMARALWALDEINNDDAIQDRMMMILLDEMNLARVEYYFSDFLSRLESRPKPEEVGDANERKDAEIELEIPNM
QYPPRIFPGYNLLFAGTMNEDESTQSLSDKVVDRANVLRFAAPRAINTARPDGEVSEVRALSQERWQGWVRPVSAVEGEA
RVRNSVETMVEIMKDLKCPIGHRLGRAIMAYVANYPNAEGTRPTEDALADQVEMRLLPKLRGVDFEIAAPHFSRLRTWVE
QGLGDEKLAQAIADSVQSSEETGQFVWSGVTR
>MBK5924619.1 hypothetical protein CCR90_12710 [Rhodovulum sulfidophilum]IM796
MRRLARPWSARSLPEDRPFGPGDCLMIAYDGLPPRGVQHVVLMKGNVRGQDTCLALCPYPKREQAENPDRTGFPSRPRKG
HDPKDKSELFAADALRRMNEVLARIQELEEALDDPSDVWGSLRAAWKRAEREEDPRMAEIVKQARELKPVLDALLKSIRR
VLRRHRELTPLDRVQEMDRASMVWLSRQPGRSVAERAGAGQRILATVRQEHFDTLENRVLHAYARLAADAAREWMREHPR
SKESARYAQVDAFRKTCRNVGAVLVELDVSVAEPGCTPNYVLMQDRDYRSVREGWERLLKRDKAIDDLWAWQAQTWTDFA
VLAVTLAIVELDEAQLVAQSPINWRAEAETGRWFDQDRPIAVFWLRETGRVVEVQARPETPGSLLTAARAHVALRITDPT
RMEVPRRVAVWTPHAMKRIDLDDAVQDAAALVDQLQPLAMTEILRQGLILTPAHGRPETARADGQVSRVSGIALGASGES
LAAGLEAVREFVRSEFYGTPT
>MBK5924620.1 hypothetical protein CCR90_12715 [Rhodovulum sulfidophilum]IM796
MSGGPQQLAATFSDLARGAAHTVLAIEDSSETTETLQERLLAGLSQGRMWNAALVWRTVLGVLYAIDAGMIQGECTVGIV
SHASAGLSVQKLRVRRADILRDVLVPERRSAAQMLGCSLGLREIVEHVRRRVIGDYSCNGRTANLAMARSVGRLALGLPC
DREILRLPNGDWEEIMLAGEDYLPVFKMEDHFPPLRDCDHVFLETIAEGDVRSQLATLISNLKIGDLQTLPPDAVAQGAL
VAARRMSDGDPV
>MBK5924621.1 hypothetical protein CCR90_12720 [Rhodovulum sulfidophilum]IM796
MATTTSVCMLSHIANLLGEDLDLLEAIVSNDDNLKRFTFINQIEILCHAVRRNDRGDPR
>MBK5924622.1 integrase [Rhodovulum sulfidophilum]IM796
MRAVQLLLGHAKMDSTVRYLGVELEDALTISEGIEL
>MBK5924623.1 hypothetical protein CCR90_12735 [Rhodovulum sulfidophilum]IM796
MGTKSLERFYLGDKDQEISQVSFFLAKPENTFDTVLDAEAKLEERDNFSQLEIEVEDASCRFIYFETTSHKKNPKWLDFV
NTRIENKLSFSAVSKNPNGLLMVSVDDRVLLAAFGRSSASILDKKRLENDFGIRTAMNMCGNEEIRQTKSQSNSITTTQI
DRQVSRPSDSFVFGLSEAEDLKYISAHMKGNNLVTLQGKDRLTIKVLGKDKLTWEKLIDQCKDFLSAYSKEDYKALFPNY
KNFTPATEEEAKQLNVALIDALRDKKLDKLQLCIPEFISDDDYSFSYSNKKRQEDLVYFHLDVSQLYEHLDFDKIDAKYL
QNKLIYAYSLEEGRVLPYRKWSIYDCLLFEAKIGDACFVLVDGNWARVEDDFYKAIIEFSQKKVMVESCPDNCKNIQIND
DKDMKNKEEIFNNKACEANPGWVKFDRARLKIGTGRKDKEFCDILASFEDGVLDIIHCKPLKDASSMNYLFSQAKFYGDA
FLQDQVFLGDIRAHIEASTCPQKQTYLDHIKEEIEGIHGHDYRVRLWLLYDWKEAVPTIEVIPLIAKYEMMLMHDHMRRI
CKFRDIIVSFVPVQKVTYKISKKPKVA
>MBK5924624.1 hypothetical protein CCR90_12740 [Rhodovulum sulfidophilum]IM796
MGHLPSNGRWGRDARAEDGDDRLVAKLRLVVEPSARETLPSFFARMATLNGTDVSGFALDLGVSFRRILEQDPTAITTFA
TRSGLTPEQRTTLLSWTGERAGDVRMRFRGEIFVSRALRNPVVRACPHCLREQAEGQAHPLRHMTMSGDWQCRGVDLCLK
HRHPLVPLWTRMRPIERDDISARLAGILPDLLEGRFDRETVTPSEYDRWLDLRLSEGRDETWLATQPLFAAMTFCDLLGA
ALLRKRGEEADGRAARATGFAVASRGPDSIRGALEDLTQAGDGGRIVTQGELKPVLKTLGLFYRDDDSFGGFRDIVRTHL
LEIWPLAAGEDILGHTLPERRLHSLGSASRETGIGTAVLNAFLTEAGAFSPDDARAESRKTFDAKAWQSLLDEIPALVGP
IAMRKAMGATLAELKSLEADGVLVPRTRVATIKSPWRISDGLSFLDDLEQRAIPVDGETPGWETIQLVHKRLGAPAGRVI
AAIRTGSLRLGKRPDVLGYHGFVVNISEASRWADQSSTREALKIAEGGMSVSVFARSAGIRGKDTFQALIDGGHTPATEV
LNPRTKRLQWQMTSADIAAFHEKFATLTIISEETGAHRTTILAALASLGIERFQPDGRDIGSIYLRQDLAPVLDKLVPR
>MBK5924625.1 hypothetical protein CCR90_12750 [Rhodovulum sulfidophilum]IM796
MRTWSGSLLLREHGGTKRCLWRKIHIGADEQTLEIRAIAITGSNVGDAPMPPELLDRIPADVEIGTVPTDETCDTRKFHD
AVADRGADAVTRHLGRAFRRWTGDHAQSRAEARMNCLKALGERLMSRGPDRQTAEIQIRIIRNCRSDQWRDMAHS
>MBK5924626.1 hypothetical protein CCR90_12755 [Rhodovulum sulfidophilum]IM796
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDEASDLPETEPHDNDTGNGDAQIVSLDKFRK
>MBK5924627.1 fumarate hydratase, class II [Rhodovulum sulfidophilum]IM796
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAQNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHRNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>MBK5924628.1 hypothetical protein CCR90_12765 [Rhodovulum sulfidophilum]IM796
MTGGVVNLRQARKARERAAKTAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>MBK5924629.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]IM796
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFQRRQDER
>MBK5924630.1 serine protease [Rhodovulum sulfidophilum]IM796
MRPLWALMLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLVPEGSPFEDFFRDFMNPDGNP
NMPPRRSQALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAM
RVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGF
AMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLEQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDT
HGLVRQVGNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSPAPEPEAAEILGMTLVPLTDELRDQLGVG
NLAGGLAVSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>MBK5924631.1 hypothetical protein CCR90_12780 [Rhodovulum sulfidophilum]IM796
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAEARRLIGLAAITLGTGLVWLAQSLWG
>MBK5924632.1 protease modulator HflC [Rhodovulum sulfidophilum]IM796
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>MBK5924633.1 HflK protein [Rhodovulum sulfidophilum]IM796
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>MBK5924634.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]IM796
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGSIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>MBK5924635.1 ribose 5-phosphate isomerase A [Rhodovulum sulfidophilum]IM796
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTVDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLCRIGNPRQLGLILNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>MBK5924636.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSFDKDDSAGYLANHMARLFAAALTRRIAPMGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRARFAALLQTVIAGLREGR
>MBK5924637.1 hypothetical protein CCR90_12810 [Rhodovulum sulfidophilum]IM796
MTTIPTQKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAAAQDFDATFVLVQLAELAAGAVNLALLGANLRDGLTMRDRRLALR
>MBK5924638.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]IM796
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>MBK5924639.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]IM796
MSDVKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGAEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>MBK5924640.1 Phasin [Rhodovulum sulfidophilum]IM796
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>MBK5924641.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]IM796
MSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNP
LWQTHPYFNYIKQQYLMSAEAISSAVKDIEGLNPRDARRLEYFTQQIVDLISPANFLGTNPEALERAAATDGQSLVDGLE
NLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQYSPTTETVHATPIMIFPPWINKFYILDLTPQKS
LIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKINAVGYCIAGTTLALTLALLQKRGDSSI
RSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYW
NGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQ
SGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRWDSWLKRRSGRQVPAREPGADGRPLLGDAPGTY
VMGKKAT
>MBK5924642.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]IM796
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>MBK5924643.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMQGTKATHLEAWARARGRAFLRFDYSGHGQSSGRFDEGAIGDWT
ADARAALGGLTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRLELPSAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>MBK5924644.1 histidinol-phosphate aminotransferase [Rhodovulum sulfidophilum]IM796
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHELRLALAEAH
RVTPDCIMVGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHNVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEDTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>MBK5924645.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]IM796
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALLVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>MBK5924646.1 metallophosphoesterase [Rhodovulum sulfidophilum]IM796
MKLLFLGDVMGRSGRSAVADRLVALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>MBK5924647.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]IM796
MIAEAKATLRTEAQARRAEAHDPERGAAARSRLGTVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWAPDCALETGAFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRAQGPVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTEAEVILP
>MBK5924648.1 magnesium transporter [Rhodovulum sulfidophilum]IM796
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDGSLSDRVIETCRQRVPWLLVNLGTAIVASLVIAQFEA
AIAQVVALAVLMPVVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGAINGLLFALLMGIVGVIWFGSGTLA
LVIAAAMIINLGVAALAGILVPVMLDRCGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>MBK5924649.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]IM796
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGSGLPPEGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRALYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAARQVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>MBK5924650.1 histidinol-phosphatase [Rhodovulum sulfidophilum]IM796
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>MBK5924651.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>MBK5924652.1 zinc-binding dehydrogenase [Rhodovulum sulfidophilum]IM796
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLVPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAADGLDLLRRRKATGKVVIAME
>MBK5924653.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>MBK5924654.1 hypothetical protein CCR90_12895 [Rhodovulum sulfidophilum]IM796
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>MBK5924655.1 hypothetical protein CCR90_12900 [Rhodovulum sulfidophilum]IM796
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>MBK5924656.1 hypothetical protein CCR90_12905 [Rhodovulum sulfidophilum]IM796
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>MBK5924657.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]IM796
MNIPNRARLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPMWLSAAFIIEEGTEVALLRRVAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGAVIVGRATGDHPG
QVRMRTAFGGTRIVDMLVGEQLPRIC
>MBK5924658.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]IM796
MKYATEFRDPKAAKAVLARIAELADEIGATRTKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>MBK5924659.1 hydrogenase formation protein HypC [Rhodovulum sulfidophilum]IM796
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>MBK5924660.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETIATNLRLICGAGADLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>MBK5924661.1 hydrogenase accessory protein HypB [Rhodovulum sulfidophilum]IM796
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGSHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPEIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>MBK5924662.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]IM796
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>MBK5924663.1 hypothetical protein CCR90_12940 [Rhodovulum sulfidophilum]IM796
MTTALHIALGAAGPRIVPPAPVPVEALLLNRKVEEAAALMPRIFGLCRAAQSLGARAALGLPVRPEDRTALADEILREHL
MRFFVFWPRRLGLPSTPLPSQERMAEAVFGPVARCPGPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPTATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVCEGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>MBK5924664.1 rubredoxin [Rhodovulum sulfidophilum]IM796
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVREDPGARDAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>MBK5924665.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]IM796
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTQVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGTDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGTGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>MBK5924666.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]IM796
MTAMTHPLIARLETDLGWPRLATIAEIEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEA
RLREATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>MBK5924667.1 hydrogenase [Rhodovulum sulfidophilum]IM796
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IETREPTLPPHLQAALAAGAAQG
>MBK5924668.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]IM796
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADGTGRAG
>MBK5924669.1 hypothetical protein CCR90_12970 [Rhodovulum sulfidophilum]IM796
MRGRQDPGLRALLRPRLRNRTGGRAMRRGLVPGEAEKARNRQGLSAASEKPIFAEAGAQGRLAAGATEGGPNASRD
>MBK5924670.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]IM796
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>MBK5924671.1 urease accessory protein UreJ [Rhodovulum sulfidophilum]IM796
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVLIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>MBK5924672.1 hydrogenase 2 large subunit [Rhodovulum sulfidophilum]IM796
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVQNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>MBK5924673.1 uptake hydrogenase small subunit [Rhodovulum sulfidophilum]IM796
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>MBK5924674.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]IM796
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLGGEVFNDAEGVLIRAAGDDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGVVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRG
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGVLPEAVAPGMTRLGVMLPYTPLHHLLLEAVARPLV
MTSGNLSGAPQAVGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAIADYGALFDHRPALVACDAHPGYRATQHAGVLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRWLADRPRAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFRAMMGDIEAGVPHPLISVRFHAGLARAFADPARALVETGRARAVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>MBK5924675.1 HupV protein [Rhodovulum sulfidophilum]IM796
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQSGGVTRAPGPRDKVRIGASLAAFRRYLEAELYGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALTGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMHPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>MBK5924676.1 HupU protein [Rhodovulum sulfidophilum]IM796
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>MBK5924677.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTRAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGATPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCSARTGACFRLDLPLAGDRP
>MBK5924678.1 cytosine deaminase [Rhodovulum sulfidophilum]IM796
MAEFDLLIVDGNLPDGQVGDIGISKDRIAAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGKV
VSETPRADARLDLPGRPTGVRRRHHVN
>MBK5924679.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVTAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>MBK5924680.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>MBK5924681.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLASNLTVTENILLGTRPLWRAGLGRSAARERIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPHPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLQAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSLWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>MBK5924682.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAARAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFIVEINDKEPKSS
>MBK5924683.1 hypothetical protein CCR90_13040 [Rhodovulum sulfidophilum]IM796
MTTLTHAAAPNAAFITRLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGIHRCDIGAIATEASRNA
>MBK5924684.1 IS481 family transposase [Rhodovulum sulfidophilum]IM796
MTEKNYNQRRACALAGLEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHKTHPQTTSPETVERIKALALEHPAYGCN
RFEAMLALEGVRVSSITIQKILNENRPGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQNPCFRERHVESGTPGGLLSAD
TFFVGSLKGIGKVYXKAVLTDNGREFCGTEKHPYELYLELNAIEHRRTRVRTPKTNGFVERFNGTVLEEVFRVKMRETFY
ETVEALQADLDAWLVHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5924685.1 hypothetical protein CCR90_13055 [Rhodovulum sulfidophilum]IM796
MAQAADNQRLLREIEFAYSDVTRVPVAALRWDQITLDRTNQRWSELLSFARLLLTDILAEVIKKRPRGVPEAVCMSGYGD
AWRCVAGAACRGGQSIFIARGVIV
>MBK5924686.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPRT
>MBK5924687.1 arsenical-resistance protein [Rhodovulum sulfidophilum]IM796
MSDTCTAAPMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQ
PKGLLVTLVVNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLVQVSVN
DLVMVVAFAPIVAFLLGVAEITVPWSTLVLATLLYVVLPLLAGLLTRRALGTEKAISAFTARIKPVSMAGLVATVAILFG
LQGDTILSRPGVIALISVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>MBK5924688.1 hypothetical protein CCR90_13075 [Rhodovulum sulfidophilum]IM796
MSDFKTKIFPEPELEFGDQHHHPDPRLGLLQAGPLQTNLGDTIKVGVVGSALTVEKSGEFLDAIEDGFEGKTEKHPNLHP
DFPGLRNQNPYRCRFEMVATDVGLLTKGQIEKIAKEPSDARAVEMAVDAVMEQLEKLEAHHERPDVVMVSLPVKLIERVW
RNEQARDDEVVEDEAAEAKAGKETSPNFRGLLKARAMNLRFSIQIVWEDVINPVAKIPRKIKENSDRQTQDRADLAWNLM
TTLYYKGSGKVPWRRLPEEGEFTACYIGISFFKDAETDEIWTSAAQMFDERGRGFILRGGPAQSESRGRHPFLTIDEAHK
LTESALAAYKSVHRTMPARVIVMKTSRFREDEAEGVGKALDEAGVELRDLVWIHESYSVKVLRDGDFPVLRGTFVELDGN
GLLYTNGSIPYYGTYPGLYVPNPLLICPHPQSESTIEQIAKEVFSLTKVNWNSTQMNQRLPIPIRAARKVGDVLKYVPQG
QMVSSDYRKYI
>MBK5924689.1 hypothetical protein CCR90_13080 [Rhodovulum sulfidophilum]IM796
MNKKITTNQRTGEIGEQAAKLQFLRIGFQFDGRSRLEAGIDGIAEVMDGDQPTAKMIAVQVKASESSTYVGETEAGFTYR
VRASDFDYWRGSNLPVILVLYRLSDDTFFWKSLENLVGEAERTLQFDKERDVLDAGAKDRLAALTVAKQGHGYYVPPLGG
GEEAIINMVPLQLPEEIFVAQTQLSTQKALARMNKVREGQRYDWMIDETSLWTFCDPLTTPVRDLVERDQVERIETDFLA
QHDAVDQQHKFAGLLRHTLAHDFRDLLGWDRKKKQFYFLPTPESVARKFRYLGAKQKTQADVVSVYQKSKGEGPVDYVRH
HSFHPRFERLADKWYLIVNPSYYFTSDGERALNYPDALLSGKKRLDTNSTVRGQVIMWHRLLSGMDFEDAGELLTPDTKT
DRIIKFGLPPSVELPKSVPEDVWGAKAQKSRKSSGANEQGSFDL
>MBK5924690.1 ribonucleoside-diphosphate reductase, adenosylcobalamin-dependent [Rhodovulum sulfidophilum]IM796
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWELQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDTELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDGDAPRGPSCPSCGAYEVRMVEGCKTCMSCGYSKCQ
>MBK5924691.1 lysophospholipase [Rhodovulum sulfidophilum]IM796
MARGHVNLVKLCVGAERVEDLIDWQAERRAALPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGMILARQSVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADTAPRDLPAARAQEDDLPPQLMAALAEIGVR
>MBK5924692.1 ATP phosphoribosyltransferase catalytic subunit HisG [Rhodovulum sulfidophilum]IM796
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>MBK5924693.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]IM796
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>MBK5924694.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]IM796
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEVGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGSDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVAEVRRLLAQGEG
>MBK5924695.1 hypothetical protein CCR90_13110 [Rhodovulum sulfidophilum]IM796
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVTATLARAAERDRTETAEVAP
>MBK5924696.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]IM796
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVTPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPALVQMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDHLEPGMNVVVQVEANLENDQLKLLGRSVKPVDTVAADAGAIGLKVVVETEAAVEAVAALLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>MBK5924697.1 glyoxalase [Rhodovulum sulfidophilum]IM796
MYPHALHHVQLAMPEGGEDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>MBK5924698.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]IM796
MYIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAQIPSGRADPQDRRGADSPPAFRPATADALAAWYQAHPDATLIAGATDIGLWVTKGLQDLSQVAFLSGCEDLT
RIEITETEIRLGAGVTIARLREMMRAYHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEGFFLDYRKQDRAPGEFVEAVTVPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVRAGRVETARIAFGGMAGIPK
RARAVEVALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNGPTDIDELAP
>MBK5924699.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]IM796
MSVTRPLPHDAAHLHVTGAARYLDDIPAPANTLHLAFGLSRIAHGRILAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARQAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGEAAMAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALDRDPLEIRRINYYDSAAKAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTEALARSADYAARRSAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMASVKITATDTGKVPNTSATAASSGSDLNGMAVKAASDEIRGRIAAHL
AATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRVLRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPRVFNVALWDC
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIARVRA
>MBK5924700.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]IM796
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAEMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTTVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>MBK5924701.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAGVAMV
FQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIMDEPT
SVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATPARAG
GTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGALGPSL
RRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSGGNLQ
KFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVVVISQDLDELMEISDRFTALNEGRMSAPRPARGL
SLEEIGLMMGGAHGMEVAHVAE
>MBK5924702.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]IM796
MIRLEKRPSPSRAWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVMICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>MBK5924703.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSHALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>MBK5924704.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKLNAILAGAALALGLAGAAQAQDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIDRIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>MBK5924705.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]IM796
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKSLGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGITDRAWDIDTDRLLQNFAREIRAQGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARMAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>MBK5924706.1 methyltransferase [Rhodovulum sulfidophilum]IM796
MPKRLTLPDSASLATPGAGGRLSAPSALRNAEAICAALETVAPARGRALELASGTGEHAVRLAARLPGLVWQPTEIDPQR
RASIDAWAAEAALPNLRPALALNACQPGWGASHAGQDLIFASNILHLVSDAQAETLIAEAARALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWIADRGKAAGLRCEAQISMPANNLTIIFRQPSVIAQRNH
>MBK5924707.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]IM796
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>MBK5924708.1 hypothetical protein CCR90_13175 [Rhodovulum sulfidophilum]IM796
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQARRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>MBK5924709.1 diguanylate cyclase [Rhodovulum sulfidophilum]IM796
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYEQNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKCIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPDLAVPGTRLS
VRMFDALWTAEVVGDSPHDPANARIRADG
>MBK5924710.1 hypothetical protein CCR90_13185 [Rhodovulum sulfidophilum]IM796
MTEATASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVAKATLAELIPALLAVGLALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTRRLEHPTGRVLVIEEKRRDGEVIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>MBK5924711.1 hypothetical protein CCR90_13190 [Rhodovulum sulfidophilum]IM796
MGTDRRIWSCRACSRRMAMDDAADRRATAFFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLRLGYGPQLPLYNW
LQLGFFELFGRGLLALSLLKNLLLWLTALLAFLGLRIWLPASGAALAAMSLFLLPDYAWEAQRATTHSNMLLVTSAATLA
AFLWAVKRGSRIGWVMLGIAIGLGGLAKYNFYLVPLGLVLAGLTLALLRAQILRRRALIAPAIAAVIVALPYRWMIANRD
LAFSSVGKLQLEAEPVRQMLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGKPVGPGPVAALLLRAAIVATLLTAVGV
WLAQAGTLTARWLLPLAFLSVLGVFAALAPRLGRGGRVGLVSFVGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAI
EGSEGLPVIAEFYTAGNLAAREPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEAGLVRAGWPVSARFDILSEGDFTL
PYMHSDEDMPFRYVLARPVAQP
>MBK5924712.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]IM796
MPAQRLSVVVTRRLPAPVETRMKELFDAELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>MBK5924713.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]IM796
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKAPLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPK
TAIWGVDPDEIRE
>MBK5924714.1 cation-efflux pump [Rhodovulum sulfidophilum]IM796
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFPGADVIIHFDPVR
>MBK5924715.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]IM796
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAA
>MBK5924716.1 deoxyuridine 5'-triphosphate nucleotidohydrolase [Rhodovulum sulfidophilum]IM796
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>MBK5924717.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase [Rhodovulum sulfidophilum]IM796
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPALDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKEEVAARLARRIAEALT
>MBK5924718.1 hypothetical protein CCR90_13225 [Rhodovulum sulfidophilum]IM796
MGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTQGQAAKVTPGLRLDGVALGQALGWAESGWPDF
AMYFPIFSAAPEAQIYGAALPRDEVRRSVTEGAAAVFGDAAGLYGLDTPLPAAELDQRIDDQREAHCNALPEHLLPGMVE
AQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQIEGAATGAPPYDYWLVTGVAERD
DPCAALTGG
>MBK5924719.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]IM796
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>MBK5924720.1 glutathione S-transferase [Rhodovulum sulfidophilum]IM796
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMVLIRSYDGFRPPPEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAIAHGPA
INAACPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>MBK5924721.1 AAA family ATPase [Rhodovulum sulfidophilum]IM796
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGMVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPEADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASPAAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFEHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>MBK5924722.1 hypothetical protein CCR90_13245 [Rhodovulum sulfidophilum]IM796
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPAFAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGAFLGLALLATGGWLAVSQDKRPAGSSRLPLGLLVAMGVVAVAIVTFATLSAM
>MBK5924723.1 hypothetical protein CCR90_13250 [Rhodovulum sulfidophilum]IM796
MEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTLDGTTEAIAGAERQAYWTRIAELCRRLAG
ALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRNDLPLGLLADVALNLLVTVDRWFAINASDL
AEGEEARLAERAFSLLMTPLLPPDYSGKTDT
>MBK5924724.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDTAPDLAAARSEAGAVA
RPLELALTLPTDAPQEISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARGGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDVARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>MBK5924725.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFMEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERIKVSTALPLAGMLA
>MBK5924726.1 sulfate transporter subunit [Rhodovulum sulfidophilum]IM796
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPAATPLRRLRHPFRWRNGILTVLATFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>MBK5924727.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]IM796
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LALAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>MBK5924728.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]IM796
MAYPRREPVTTEPKLARWSLIAAVLALVGILLFAPLATVFAEALSGGGAAALAALGSSDARAAIGLTLTVAVLSVPLNAA
IGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVA
RELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEML
YNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>MBK5924729.1 sulfate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRILLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>MBK5924730.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]IM796
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVETRD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARKILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPEAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTEPDVRT
>MBK5924731.1 nitroreductase family protein [Rhodovulum sulfidophilum]IM796
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPLYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDAARFRTHGK
>MBK5924732.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEESLGQVLGRAFRDPSFIMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGVFNIVGTVTAGWLGNRYSRKYLLAGIYTARTIAAAAFILMPITP
GSVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGKLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIREAPAPARVAA
>MBK5924733.1 hypothetical protein CCR90_13305 [Rhodovulum sulfidophilum]IM796
MAGGWARDGAVNDQIDASIEDELNRMKARRAPVGDSLADCADCGEPIPEARRQALPGVKLCVACQGDRDRRPVIRGGINR
RGSKDSQLK
>MBK5924734.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]IM796
MMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALVLAPTR
ELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDMG
FIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELLDGHRD
DRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNV
PDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPAKARAR
RRPRNKNRAAA
>MBK5924735.1 peptidase M3 [Rhodovulum sulfidophilum]IM796
MTNSLLAPRMAPFELPDFAAISDEDFAPAFDRALTEARSEIAAIAEASEPPDFANTIDALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLTAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSARLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFGLDFTPLDVTLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGLPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEENVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>MBK5924736.1 succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]IM796
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEARKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>MBK5924737.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]IM796
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>MBK5924738.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]IM796
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFSLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>MBK5924739.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]IM796
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDHHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSEASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>MBK5924740.1 dihydrolipoamide succinyltransferase [Rhodovulum sulfidophilum]IM796
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGATVEAGGQLAVLSSGEGAAVSATDDKHAAEASSGKDVEDAPSAKKLMAEKGLTAAEVTGSGRDGRIMKEDVLKA
ASAQKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALRKEY
KDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEKRIA
EMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHRIVD
GKGAVTFLVRVKEALEDPRRLLMDL
>MBK5924741.1 hypothetical protein CCR90_13345 [Rhodovulum sulfidophilum]IM796
MPPELAALAATAVIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>MBK5924742.1 hypothetical protein CCR90_13350 [Rhodovulum sulfidophilum]IM796
MPPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSDQ
SSWFTALCAWIYLIARVAYVPAYVRGWVPGRSMIWAAGFAATVLMTLAALI
>MBK5924743.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]IM796
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDDVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEAASLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>MBK5924744.1 hypothetical protein CCR90_13360 [Rhodovulum sulfidophilum]IM796
MRNTLKTFGSVAALGAATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTELEPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQFEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>MBK5924745.1 hypothetical protein CCR90_13365 [Rhodovulum sulfidophilum]IM796
MTMKMALFASATGLVLAASGPALAGGVSQPNNVGGSPSTQAAAASTVNAAIAAATTTISRVNSAPNAAGGALDTTATTDL
GDNDVTVTRDASGGALFNGEPTVVNGLPNLSVSFGIAYGGR
>MBK5924746.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>MBK5924747.1 zinc metalloprotease [Rhodovulum sulfidophilum]IM796
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>MBK5924748.1 TIGR02300 family protein [Rhodovulum sulfidophilum]IM796
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>MBK5924749.1 ATPase [Rhodovulum sulfidophilum]IM796
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRMAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCNLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCSVMFETYIALGYEIIE
LPRTDIARRADFVCEQLAI
>MBK5924750.1 hypothetical protein CCR90_13410 [Rhodovulum sulfidophilum]IM796
MRHALKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGVGVLCALALETALKIARSKVLAPLAI
DYEVRASCSAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGA
IALVVAAAPANRSARKALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLS
QLVVQLSIIGVIVLGSLLILQGRMSIGGLSASTLLTGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILD
ASQAPSRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGQPLSDYTDQSL
RRTIALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMA
LDPQVLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>MBK5924751.1 hypothetical protein CCR90_13415 [Rhodovulum sulfidophilum]IM796
MAGTGTENRSGGANGRLARLEAEPAVNGQGQVWDAVDETLAVCLYDALRDLGWRGELRDLRLSFALDLSGDRVLDTLNAA
ARLGFAGHVRRCRAFSDKDLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADARPSMRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAVIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGEIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEAEEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGIVDKILMLEEGTVRFFGSAEKVRDRIPKGL
I
>MBK5924752.1 hypothetical protein CCR90_13420 [Rhodovulum sulfidophilum]IM796
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLQLQAERFAAFAERRRADFYRFTNDEKLIAEQERILNAQIGV
RVSQEKIFQEQVTGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGYVYGKISSISPSTFLDANKIPYYLCRIHLDSRQIGSEG
ETRHFLPGMTIHADILTGKRPFFSIS
>MBK5924753.1 hypothetical protein CCR90_13425 [Rhodovulum sulfidophilum]IM796
MDQRHTAVIDGAYGRICVYRTFDYLDALAARRCQLSAQRVILRPKRRFRNLFTLRHQTLPQTPGLPFPQRTIDYCVEWL
>MBK5924754.1 hypothetical protein CCR90_13430 [Rhodovulum sulfidophilum]IM796
MDVRDAISFDVAELAVQSILAVDTIPPDTSANGAVFPNQNVSADDNPAPTPVTDPPRLEVAPATGAEDSAIALDLAADLI
QPAPGETLTLTVSGLPEGAALSAGTATADGSWTLGPDQLDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVT
PVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTRNADGSWSLGPDQLDGLTLTPPAEF
HGELSLEVAATATLGADSRSVTAPLAVTVTPVTDAPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAA
LSAGMIAGVASDGSTTWSLGAADLAGLTLIPPSGFTGDFDLEIAAIASDPDGGVATTSHLLPVTVLAEEPSLPPSSQVIE
LNGLITPEDTAVALELGQAFLEATGFSNLTFATISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAV
SFELTDGAQVNAAFDLQVDAVADMPTITISGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEGARLSAGTYAGDGL
WSLTPEDLTGLALRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLL
FDLTGFASIAVEGVPEGGALSGGYLDENGDWIIAVGLLQDLTYTPPEHDASDVTLTVVGRILSFPITLGRIDVLVDAVAD
APSLSASAVDGIEDQALSLTINGALVDTDGSETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQ
LTFDVRANSLEDEGNAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVL
SAGTALGAGAYAVQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAPVLNVTDALGVAGEP
VDLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAHATIPGTGDI
ASNTAVIDVQVPEPAPIATEVVVDIAPGFTVDSTASLSRIVVTLADDPLFAEDTLALSDETASDPVISDALSGGALSLRF
ENDDRQAILEGDAPAEFFEQLVRGLQLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLTLNPNDPAASTDPGDLLAADTSF
DAETDTTSLDWNAGSDALDPPTTDDPAPYQEMST
>MBK5924755.1 hypothetical protein CCR90_13435 [Rhodovulum sulfidophilum]IM796
MKILVVDDDDLVRELILHSIGQLGHDLHAADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMDAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNRELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDDTFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSAPNGELFGVERFQALLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>MBK5924756.1 hypothetical protein CCR90_13440 [Rhodovulum sulfidophilum]IM796
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLEGA
>MBK5924757.1 hypothetical protein CCR90_13445 [Rhodovulum sulfidophilum]IM796
MGNMPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIRIRLGLTEIINNIVEHASNGQDDARFSLRILKLEGGLFLCLS
YAGPAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVKYRDRGLTQRVIARL
>MBK5924758.1 hypothetical protein CCR90_13450 [Rhodovulum sulfidophilum]IM796
MSFLRPQKSLPRHPVVTGMIVFLTVLTVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLKADDGVPDRVFKGQEELFAPTSIIRDIVLPG
LVWQIAATPREGWTQSLGHLQLLRGLSFLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAEIMFGRPTAQAKSTPVAEMFQVETVLANASVQTVVQGWRADGTELCLEVNSSTVDMMGNLKTIYSIRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRANEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRSVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVIL
SANAAAAQIFQYSAEELVGQNVSMLMPDAIASRTERYLDSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTLAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISS
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPFELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMDGEIDVSSVEGQGSVFRLTIVLPEATEMTGNISHPARLALGPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVALVKENDFDAVIMDMQMPIMDGVTAARLIHTEDRNGPPIILLTADALSRKSFEKENV
FAAVLTKPIDWKQLFSALNEFARSDGEASADAQQHDKRSNFICASKNNSNPGEEASSTEPPTLSLEWLDVLHQTIPPDRV
NSIFASLIEKLDLQSRDLHARLNAGDLEGAERTLHSLLGLSRQFGLGRVAQCCQDISSTSESGDVAHQSPLLERFDIEIS
SARRALKTFIENQSKPFS
>MBK5924759.1 hypothetical protein CCR90_13465 [Rhodovulum sulfidophilum]IM796
MSRKGDCLDNAPMESFFGSLKTGLVHRTRVRSRRDPKAALFEDIAIFCNRKRRHSSIGDRMPEQARIDMAAAMAA
>MBK5924760.1 hypothetical protein CCR90_13470 [Rhodovulum sulfidophilum]IM796
MNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEVRKRVGREELRDVSGLLGQIRAARGQDRL
TRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALLLGIRSDWAIFSAYRNMFSLEAIATFGLVAPV
LKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLWYLVAGSYW
QVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPREPRHWGLVAYSVG
SFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVALGFVPLPY
HLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDHPAKAAMAA
HQVMSLSDQVAVSAREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKFQQGPVAAE
LRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGLAARFREAQ
MADRSGI
>MBK5924761.1 hypothetical protein CCR90_13475 [Rhodovulum sulfidophilum]IM796
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDLIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVAAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>MBK5924762.1 hypothetical protein CCR90_13480 [Rhodovulum sulfidophilum]IM796
MTRQGQNMTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDDKKEIEVKLANRIVMSP
YAAKRLAVILTQSIKAYEEQFGKIEA
>MBK5924763.1 hypothetical protein CCR90_13485 [Rhodovulum sulfidophilum]IM796
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANGSLGDDTSISFSGNISASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDTADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGVSGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLD
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFSNIADTFSIDTESLGFSENVSGQTLSAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRITSDEQEDDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDVASDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLDWVNSELSQAWEGAALELTEDGALVFVLPEATSTLVIEADDGVFFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLDALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGSSRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGSLALTATGYDTALSYDTIAFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIIGDITSGTLYVADDGDAIRIYLDTEECGIKLSFSAGVEEGLNLTL
ALGPLSVAVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSETSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDLTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEDALEYASTPLADGTMPTTVDLITGFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDADGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGLGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGVFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGVEARFVAQIEVGYDLSGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGLSVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDG
DILEALGYIFYGEASFGFELSVWVGIDLLLTKLSWDIELFDYDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGSGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTALTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDLIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGDDTILGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPSLAAGAITSTYVNSRNAGQDDLYGGTGDDILIAGGAGEGVAETLTDTQGSNILIGDFAVLEGSIILDAV
TKITTLASDMGGDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIWGDSTAADGNDTITVGNDEGISS
VDDLKDIVIGSLGDDTLTAGDGGLVVLGDGGTITTDPTALNALRTYVPLGPDPSDDDIAADLKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRKVELTSAAAAAAVNDDQINTGSGSDVI
VGGEGSDEIRAGVGDNAILGDNGTLSRDDTGDTLSLTLKSAYLRTDGDDLVVTGSGDDAAVLGGGDDTAKLGDGDNIAMG
DSGTATWTGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGNGGNAVIGDNGHLQIDEDGIELTSADPSLGGN
DKITTGSGKDAVLAGVGSDTVDAGNGSNAVIGDNGHLKIDEAGIELTSADPSLGGNDKITTGSGNDAVLAGSGNDTVDAG
NGGNAVIGDNGHLQIDEDGIELTSADPSLGGDDKITTGSGNDVVLAGLGSDTVSAGDGENFVLGDNGWISLVDENVVETS
DESLGGDDVITTGKDNDVVIGGTGSDTIALGDGDNRALGDSGYYRSQGELVSAHLDSDGADKVTSGTGNDFVVIGGDADT
AVLGDGENRAIGDSGRIVWSATEIGTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQGRIELDAGA
DQVVARRVVTKDVAHGGGDVLTTGKGDDVVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTSAVLDFGGDDVIY
TGAGADIVMGSQGNDRIEVGEGEDVALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQAGADTVIGG
SEDDIIIGDLVEITFTDASAAMAGQSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQDFLIGDTII
YQRSYTEMADGTLFEVILLDTNFAYRTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGRWSSLGFEG
DTAFRTLWKSNFAGPGAIDVVSRAQQDDSIGSPLDLVLEEMDVANEDRGLLAGGEFISEGAGIDTSFFAGRLLDFLETDE
VVGTLATLVTLGADQAVLAQALEAAIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>MBK5924764.1 hypothetical protein CCR90_13490 [Rhodovulum sulfidophilum]IM796
MTKGPDMTTDAPRRLAPLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGT
SLALTRDWEFGDTGLGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLI
LQDLGDSHASGIDLGLTWSNRQKGASFAPGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSND
GDYVTLLDRATMGGGMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADID
DDLYWRQSVGLSMTFETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>MBK5924765.1 hypothetical protein CCR90_13495 [Rhodovulum sulfidophilum]IM796
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VAHPLPVRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>MBK5924766.1 hypothetical protein CCR90_13500 [Rhodovulum sulfidophilum]IM796
MTIRTSFAAAIGCSLLWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGP
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTE
SASLRSERDSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENEHRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>MBK5924767.1 hypothetical protein CCR90_13515 [Rhodovulum sulfidophilum]IM796
MLHDNNTPFAAIGFEQWKPDGTPMACIAARCSLVLHEGAVHYGGTQALALADEFAGDPHREPMLKAGDLVPFRPHADITV
IGSAHAPEPAREFEAAIRGGPLTKRLRLTGPRHWIHEGHWRLSEPEPVTEVPLSWRLVSGGRIVGDPDGDADPRNPIGAG
IVHPLYTSEKLEIPAPQIASVEHPLSLDPARPADPEGFGPVPPWWQMRARHAGTYDRAWQETHHPLLPADFDYRFYQVAP
PGLQLTGYLAPGMMVEGEGLLPGAARFRFRLPDLMPFAKFSFTDGREVTARLNLDGLHLDLREGIKFDLTWRAWIPSCPA
FYRIDLELGRWDEVMAMGLPVPGAEGLEIA
>MBK5924768.1 hypothetical protein CCR90_13520 [Rhodovulum sulfidophilum]IM796
MKIDADLTAMSDLDADAVLKSRNDPERIATRIGSLLNFYFLRGWEKRREVVEVVEEFLRLPGCRIEHYASKEGKRRRLER
NGQLPAQSLNSLGKGPEESLYFSLYEDLGGDYVSTPLWETWGMAYGTSDPGRKLSGVHFHLPASEVLTNTENFIAFSCFC
AEALGLIHGTAGLGVLGGIGSERSTDAYWYPWLKAYPCLEYEASGLYWNAVERDGYEVPRSSNWLTILGDDNIALLGGET
QIRTQLTEGMAWIPFRGGAIIRASDKPALGNKASGGVPEGYRTAARIIKPIRFEGYKRGIIKTPREWGYSREQDLQVTLD
WVRRFD
>MBK5924769.1 hypothetical protein CCR90_13525 [Rhodovulum sulfidophilum]IM796
MPGTLTIGQLIAQARTAPAASVLDSPLLNRVARHPAIKMALLLQSANADIATILNNPGYRTITGLLNHPAAQQIIADSNL
LYGRQTGLAGLKSLFTPGKYGVKFDSSELLPGLSDVLSIAAGHPVDAAAVTPEEAASILDGYQARKEEEETARSEVTAGN
VRVAGTGNDKDPCDELCEIACGCLADRGTARTYQQCVAEELQRRYYKGRRPQGPDADGPRPEVSYKLDETGTYQPVMSRN
DAAYPTSAPVVRGAPRPDVSWWKDGKLWKIFEMKFPEDTHTEAQSTGQYERIADHQDADLQEINVGKDCDCKSGKAKSGV
C
>MBK5924770.1 hypothetical protein CCR90_13530 [Rhodovulum sulfidophilum]IM796
MAIPKEGSRDTSEGLIVSCTPDVCKTPVGSSLVPIPYTITAVQGDDANTAATVRMTGLRAHNTGSMTTCCTGDEPGTGTG
VKSGTVGAICEPKGHSGSVRIEGKWAVRHTDEWWMNKRNTVGKLTYVKSTEAWGPTPAVERAQNPKLEAPE
>MBK5924771.1 type IV secretion protein Rhs, partial [Rhodovulum sulfidophilum]IM796
GEYMCLSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRF
HWDLDEAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGTHDRPYVLPAHKTKSVLRSDSHKS
TGHNEISFEDATGEEVMFLHAQKDQMTRILNNRGARIENSSVETVGNNRLVSTGNNQQETIGGSLNRTVGGQFGSLFGAV
GAVAAAGGQDALAGSEAVGSKAVTAFAASFAAAGAAIEAAAGSARARFDAAGNHRAVGGAEQAARTDSIASLLSDVMPMG
GVMMTMVEKFRSDTIGLARTEQIGAYKNTSVGHTMTVNVGQEFLINCGKSKFVMDAEGNVTIIGTKFNFTASGHVQINGK
VIDLN
>MBK5924772.1 hypothetical protein CCR90_13540 [Rhodovulum sulfidophilum]IM796
MTDLAELRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAEARAAK
AAADRSASQLAMAFRNLDEEDANASPPRPARSRGGSARPSRAAGPESSPRLRAGARRCCSTASPRSLRQQVLRRHH
>MBK5924773.1 DNA methyltransferase [Rhodovulum sulfidophilum]IM796
MQKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLARIGPLLDAAHARLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFVLSINDRPEIRDLFGAFRIEEVR
LNYSVSKTGATAARELIIANREVRVGLV
>MBK5924774.1 hypothetical protein CCR90_13550 [Rhodovulum sulfidophilum]IM796
MRRLLSLLLLSLTLLTCAPVAQAPQSVAPALPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRIAASYGLVHSAADERELVALTGRVCGA
>MBK5924775.1 hypothetical protein CCR90_13555 [Rhodovulum sulfidophilum]IM796
MRVRFTKSYKLCEQEIKFARGVVGVYFIYLEGVVITYPFRPSGLIYIGMSGSKQNSLSMRLRGHLTGQSGNFGIRNYAKK
FKLNFTYYSTDVLSAYGSDNTYDLESFFIGDFLCEHGSHPICNGQAGHQLSDESKEIFASVDWNFFCRALS
>MBK5924776.1 hypothetical protein CCR90_13560 [Rhodovulum sulfidophilum]IM796
MINKKIPTAAEVVSTFLIEQAKDEDLDPDTVRTVAKLRDEGKLTKTNLLRQLEALREATTDDPATEGSDND
>MBK5924777.1 hypothetical protein CCR90_13565 [Rhodovulum sulfidophilum]IM796
MTKLRSLRVTGFRGARFELSLDFTKKYRSVAIHGENASGKSTITDALEWFIRDRITHLWKEDCKLDALRHVKCEHDDASL
VEVAFDGADQNGSKSLSVNLKTSTVYGHPNVPALLDDLKSDRIILRYADIVAFLDESKGRKREAVASIIGFDEITQFRSA
IQQSRNALQKDGDYNSAKRHSDTLQAEMIKSVGQVVPDRAAFFEVANSIVESFKLHTKAIDQHSFVKSLNELRNLGSSAE
KIKTAHRLNLLEQLCKELKSDVDQVKGKLGAFSGDYNTLANEHEKVNKLRLSEFLVKGKTVIDDDTFTEDECPFCLGPYK
LEDLQVEVARRIAELGDLQNKLDKCGEIKGELLSTIKDTGTKAKSAATEYADLAGFDPFLKSCLKVLEPLRDCYKAINTA
FESLTTFNAPEDLDEAINDFSERCQATAVSAKDAAKKLELTEIETKIAEVLKTLQILEEQVKSYETCQRTIAAYEAQILT
LSTMFDKFVKVQNESLQAVLDIISTDVGKFYQKLHPNENIDNVRLAMVGEEGVEFEYSFHGHPTQPPRKYLSESHLNSLG
IVLFLANARIFNKKARFLVLDDIVTSFDINHRRRLLRLLRKEFSDWQILILTHENVWFELVKREMASSGWQFHELSSDKS
NGILLENSPSTLRELINLKRDKEDVTNDLRKLLEAILKQICYALEVKLAFRFNDINEKRMPEELLSQLRATLKAKTPDLA
NHPVFSDLAGSTLIANLDSHDNQEKIVGGDIDVILEDIDTLIGLFVCSDCNQIVQCKYPVAGAKAISCKCGCFALEWKS
>MBK5924778.1 hypothetical protein CCR90_13575 [Rhodovulum sulfidophilum]IM796
MIEAEKPTSIVVETRPKEETSLKLYQFADGRQDLVVEITDKMRHFLFHESSEAEFNYRYNQMRLASYDPSDRLLTTYPKK
LPPNHSHFGLPKYANVRRISMEDGRPLFERKDREKSGKYYFGQFPNGFVDKPFDGFGLTYTFRFIVDAIEEFPGIEEIRL
CRGSKTAIDGTVFRLPISIYESIRKTLNRTHKAALTFANAEKRSFLQSNLVNPLLPQSEQNPVMPRTEADLSAVLNDAIN
ASGRRSKARAANQSTAVRVVKTSAKALITDHHDELLELNREIELVTLKDVIAKFEARLANTSLKEDNWQKFLSTNPFILR
LAFGLPAVVFKEQMPVGGWNFDNKGGKLADFVVKSGAVGNLSIIEIKTPTAKLLGKTQYRGGIHAPSAGISGAVTQVMDQ
RYLLQENIASFLRAEPHNDVHTYAVGCIVVIGTTPTSEPAKKSFELYRNNLVGVTVITFDELLDKLKALHQFLVEPSLEE
EPDPQDFRGFWGDDLDDDLEEDEDGEE
>MBK5924779.1 hypothetical protein CCR90_13580 [Rhodovulum sulfidophilum]IM796
MRLFNTSSALCQRAKNRANLGGDIARCVLERMRGETDFVVYGLLTGKPVEFGAGVRAKRRRRPSR
>MBK5924780.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]IM796
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAVEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>MBK5924781.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]IM796
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNGEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAAAMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAGLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>MBK5924782.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]IM796
MAGLVYFSSRSGNTARFVERLGLPAVRIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGTTYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>MBK5924783.1 NrdH-redoxin [Rhodovulum sulfidophilum]IM796
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>MBK5924784.1 Rieske (2Fe-2S) protein [Rhodovulum sulfidophilum]IM796
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWSYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QCYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVQDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIVSPAYEPGPYSPVHETGVMGFVEWYCNTMTGRL
GSVALAAE
>MBK5924785.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMMIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>MBK5924786.1 potassium transporter [Rhodovulum sulfidophilum]IM796
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEAPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>MBK5924787.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]IM796
MTNPLYDRLFGRHAGRDTPFLHLPDGGSLTHAAFLALAAHHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSAIYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPDKTREELCEDGFFLTGDLGAIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>MBK5924788.1 anion permease [Rhodovulum sulfidophilum]IM796
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSQGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>MBK5924789.1 NUDIX hydrolase [Rhodovulum sulfidophilum]IM796
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASRS
IGSYEYDKRLDDGTVMRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>MBK5924790.1 hypothetical protein CCR90_13650 [Rhodovulum sulfidophilum]IM796
MTADDAYAGLMAAAARSGHDAADLHAVASTLALALSETASPEDLPAHCGLDAGALTELLGALFPAAPPEFRRGRGAAPRG
VEEDSVRALLLAHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARASRAVHPAPAQVLKMR
>MBK5924791.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]IM796
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVSLTFTPA
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGGLELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDRPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>MBK5924792.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]IM796
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRDRGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>MBK5924793.1 hypothetical protein CCR90_13665 [Rhodovulum sulfidophilum]IM796
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>MBK5924794.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]IM796
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATKAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRKALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLVLVGEELGPGWQEPDLFRFGASSLLGAIERR
LDEIAFGAASTPRRHATG
>MBK5924795.1 hypothetical protein CCR90_13675 [Rhodovulum sulfidophilum]IM796
MRRASAMAPNALDRGPGRAPDAEARAWIGQHDGAFGPWISGSLHPGADATAMCSPASSAELARLADASPADLADARAAAA
TAQPLWAALPGVERARKLNGWAAEIAARETCLTQLLALETGRPVRACRRGLSAALDALRQAAGSLLAGAADRPGHAPLGV
VAPGPSFGPSFGLSLGRIAPALAAGNAVILAPGPADGRLAMLCLAEAAGAAGLPEGLLAVLPGAAGALSDLVQPPVATLR
GPCLHLVLEDADLDAAADGIAGMLGDPPPGTAGHWLLVQESIAERVHARLAGRMARLIIGDPLDPATDLGPLPGPALRDR
LTAALAETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMATGLPGPVLLSMTFRTPAEAIRLANATPPAPATSLWSET
MSTALDLATTLEAGTVCVNGTDLDPAPDPLEAWQRPAGLAPARPVALPVAAAPVPSAALTTARRAQSGWAGRSTAERAAI
LIRAATRLAESAEAPDARLASAAGATATASAAWAETPGRATLTRHRPLGVIALLCPEICRQAAPVPAMASILGPVLAEGN
GALLCPGAGANAEAEALIAALEAAGMPKGLVGIVSGPRAALACGLAARVDLDALWCFGAGDLPEDLPARAAATGKVLWLS
EGGASETWTGPGGASDLFRVAAGRRQTLRLSWGA
>MBK5924796.1 hypothetical protein CCR90_13680 [Rhodovulum sulfidophilum]IM796
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>MBK5924797.1 hypothetical protein CCR90_13685 [Rhodovulum sulfidophilum]IM796
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>MBK5924798.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]IM796
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDGHPRWNMIA
RHEGGSGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>MBK5924799.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]IM796
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGKALEAGAGAGEALAGARAEILAAGFDEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>MBK5924800.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]IM796
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGNAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>MBK5924801.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MRPIRTTALNLALALPFALALTPGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTVVPGL
AASWEANEAATVYTFHLREGVRFHDGTAMEADDVVFTLDRARGPDSTNAQKALFEGIESVAAPDPLTVTVTLARPDGAFP
FKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAGDVDA
FPNFPAPETLPQFEADPRFRVIFGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFAPHHP
DYVDLTDLSRHDPKKARALLAEAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRHDFDL
TIVSHTEPMDIGIYARPDYYFGYDRRDFPALMDRLAGATDPAERAEILKAAQRMIAEDYVNVYLFQLAKTGVANAKLEGL
WENAPTQANDLTAVHWTD
>MBK5924802.1 creatininase [Rhodovulum sulfidophilum]IM796
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAALVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITRRINDLFAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>MBK5924803.1 peptide ABC transporter [Rhodovulum sulfidophilum]IM796
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPIADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGPGIKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVYPRLRRR
>MBK5924804.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>MBK5924805.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MPVLRQVSLGIGRGEIVGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSERQMCRLRGRDLGMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLADRLAVMRAGEIVEEGPTATVLTARRHPYTSALVAASAHS
PATAPPPPGPPLLEVRDAVRTYPGPRRGLIGRSPPQRAVDRVSFGIARGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPANAAARIDEALLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>MBK5924806.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]IM796
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETLPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARTLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYAFSVLKTVAAR
HG
>MBK5924807.1 hypothetical protein CCR90_13735 [Rhodovulum sulfidophilum]IM796
MAETVSVTELNPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEAPVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPGDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLEDVLGGGRAPS
>MBK5924808.1 peptidase T4 [Rhodovulum sulfidophilum]IM796
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGEAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGDGPEFWAAPFEIGAEFGGRGVGRHDPCAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFEALRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>MBK5924809.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAASGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMRFD
KSFWSHMAAAALARGFAAVLPSYRLAPEVTIPEITADIRAAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGAAA
ARIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAALTV
DPGHHHFNVIDGLARADSPLATALFDGL
>MBK5924810.1 succinate-semialdehyde dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]IM796
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLRVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>MBK5924811.1 elongation factor G [Rhodovulum sulfidophilum]IM796
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDYLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPVSEEVYAILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYGAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAAVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGIREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>MBK5924812.1 hypothetical protein CCR90_13760 [Rhodovulum sulfidophilum]IM796
MDPSPRFKKTLQSIWSWYLAQSIFVRALLLVPIVGGLLMTFLIGNMGLALMGTAYAINAFLVGWIGGAIAVVLGRALQII
AREGRQSR
>MBK5924813.1 heat-shock protein [Rhodovulum sulfidophilum]IM796
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDTSQPESTAV
>MBK5924814.1 hypothetical protein CCR90_13770 [Rhodovulum sulfidophilum]IM796
MGLRRPLLHRSAGFRRGLGLRALRLGAAVLAGLMVALAAASGGSAGTGADGPLHPLVTGDQSRGWKAVGRLELGAGGFCT
AALVAPDLVLTAAHCLFDGTTGGRLPLAGLEFRASWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAI
RLPGLVPFGIGSQPGRGDAVGVVSYARDRSDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSA
KAEMGSRKVALGTVIHDGLEVLRARLAADEPGGAMPRFGPGTARSAGARFLRP
>MBK5924815.1 glycolate oxidase iron-sulfur subunit [Rhodovulum sulfidophilum]IM796
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARFMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATD
>MBK5924816.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]IM796
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQSGRTNLSVTGAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESTRIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEFGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>MBK5924817.1 hypothetical protein CCR90_13790 [Rhodovulum sulfidophilum]IM796
MTGEVIFDPLLPLPLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLSDILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RLGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVALSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>MBK5924818.1 LytTR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEEVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEAGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDVLASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRADEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIEVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>MBK5924819.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]IM796
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPT
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>MBK5924820.1 AAA family ATPase [Rhodovulum sulfidophilum]IM796
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>MBK5924821.1 proteophosphoglycan precursor [Rhodovulum sulfidophilum]IM796
MAKNRSGQMIVKPVTESLADAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGR
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPDHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>MBK5924822.1 DNA polymerase I [Rhodovulum sulfidophilum]IM796
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPGRVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPALPETSPAAADPADGTAPA
ALPFEPEAYECVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLLGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLGDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>MBK5924823.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]IM796
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>MBK5924824.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>MBK5924825.1 pseudouridine synthase [Rhodovulum sulfidophilum]IM796
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>MBK5924826.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]IM796
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>MBK5924827.1 hypothetical protein CCR90_13840 [Rhodovulum sulfidophilum]IM796
MATIAYLLLCREGPSATVALAERLSAAGDLVALHVDRRARPADIAAIRAAVAGNPSVVLARPVRCDRGEWSRVQAVLNTA
RAALAAFPQATHLYLLTDECLPIKSAARLRAALDAEDCDHIEGLDFQAMGGGGQMALRPILRQDVAAPRRRAGIRAAVAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFSRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTF
GLVAENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>MBK5924828.1 adenosine kinase [Rhodovulum sulfidophilum]IM796
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGKIFAHDLRAQGADFATPMAPGSDEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDDALAQAAAE
IELVACTDSADGAHILSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>MBK5924829.1 endonuclease III [Rhodovulum sulfidophilum]IM796
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEERLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPMCGTCPIRDLCPYEDKTV
>MBK5924830.1 6-O-methylguanine DNA methyltransferase [Rhodovulum sulfidophilum]IM796
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKTAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRAG
>MBK5924831.1 hypothetical protein CCR90_13860 [Rhodovulum sulfidophilum]IM796
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>MBK5924832.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
TFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>MBK5924833.1 hypothetical protein CCR90_13870 [Rhodovulum sulfidophilum]IM796
MPGEAKPASSSSPETRALLRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQD
LTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANL
TNSVN
>MBK5924834.1 ATP F0F1 synthase subunit B [Rhodovulum sulfidophilum]IM796
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>MBK5924835.1 ATP F0F1 synthase subunit B' [Rhodovulum sulfidophilum]IM796
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>MBK5924836.1 ATP synthase subunit C [Rhodovulum sulfidophilum]IM796
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>MBK5924837.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]IM796
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>MBK5924838.1 F0F1 ATP synthase subunit I [Rhodovulum sulfidophilum]IM796
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLETTPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>MBK5924839.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>MBK5924840.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLFLRQRVTPRILAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLKDG
>MBK5924841.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>MBK5924842.1 signal recognition particle protein [Rhodovulum sulfidophilum]IM796
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQDKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYMKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GMGGGMGLPPGLGGLGGFGKKK
>MBK5924843.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATADRPDPGDL
VYRHPRPEAAA
>MBK5924844.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MKITIDCPEIETERLILRGPRASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPGAAA
>MBK5924845.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASDRTVGMVG
LWNPEGWPEPEVAWDLFEGSEGKGYATEAARAARDHAYGALGWSTAISLVDPANAASGRVAERLGAVYEGEVSHETYGAI
GVYRHPAPEACR
>MBK5924846.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>MBK5924847.1 chorismate mutase [Rhodovulum sulfidophilum]IM796
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKRTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>MBK5924848.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]IM796
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>MBK5924849.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]IM796
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARATARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>MBK5924850.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]IM796
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVIDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>MBK5924851.1 hypothetical protein CCR90_13960 [Rhodovulum sulfidophilum]IM796
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>MBK5924852.1 tRNA (guanine(37)-N(1))-methyltransferase [Rhodovulum sulfidophilum]IM796
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>MBK5924853.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]IM796
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>MBK5924854.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]IM796
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>MBK5924855.1 ATPase [Rhodovulum sulfidophilum]IM796
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>MBK5924856.1 hypothetical protein CCR90_13985 [Rhodovulum sulfidophilum]IM796
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>MBK5924857.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGQVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>MBK5924858.1 ribulose-bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]IM796
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>MBK5924859.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]IM796
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>MBK5924860.1 AAA family ATPase [Rhodovulum sulfidophilum]IM796
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVVHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>MBK5924861.1 VWA domain-containing protein [Rhodovulum sulfidophilum]IM796
MATLADYAELLEDLDAPQREKLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRIARALLDPAAPVGDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDREKGPAPQQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPERLPQLYAGLTR
>MBK5924862.1 hypothetical protein CCR90_14020 [Rhodovulum sulfidophilum]IM796
MTEAVQDTREAITGSEEPVIGGDAPEKAAAEPAATEEAAAEPAAEEPAAEEPAAEEPAAAEEPAAAPAAVVTGDAAKGEK
AFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYL
DDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>MBK5924863.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]IM796
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEVAHASGKSPMALAR
VLIDRPR
>MBK5924864.1 Tat pathway signal protein [Rhodovulum sulfidophilum]IM796
MTAPGPVLGDGAYPAYSVTDASGAYAGSLWLAGAKAKYYKSLSGWCAATGGDSAEVEDIPGASVGAGRTLTVSLDLAEAL
FDAGYELHNDAAVEDLRDSPSEIVLQLGTEGLSRPVAGGCIPSFTCEM
>MBK5924865.1 hypothetical protein CCR90_14035 [Rhodovulum sulfidophilum]IM796
MTRISLPLLAACLALGLSGTAFAQTAGAAPTNSGPISSGPSRIIAQQAGSGGCLLQSGRHDRHRDLSRRGEDHHGRGGAY
RADDWRQNLSRDRSAACSRDCDRRSGGGQAMRAPAPGTLPANGFFGNGTAPRARSN
>MBK5924866.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGTFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVALTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>MBK5924867.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRTEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSALGEGALPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTAAEPSDLRPVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGSR
>MBK5924868.1 hsp70 family protein [Rhodovulum sulfidophilum]IM796
MSSPSAMLAVDFGTSNSAAAVLDGGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMECHAVDRAAMGRLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>MBK5924869.1 hypothetical protein CCR90_14055 [Rhodovulum sulfidophilum]IM796
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAASALADEMGLVSAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVAWRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARIGITV
NDLFRTALKASARRPADWSSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEEIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLIAATGPSAQYARLLAAGQPGTA
ESSAKLSEPEARARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTDDSVDVDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>MBK5924870.1 DUF159 family protein [Rhodovulum sulfidophilum]IM796
MCGRFAITTPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKSPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGQQGTRLPWYISRSDGAPLAFAAIWQDWERDGHSLMTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADDGVVQLHRVGTAVNSTRADSPELIEPI
>MBK5924871.1 fructose-bisphosphatase class II [Rhodovulum sulfidophilum]IM796
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>MBK5924872.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]IM796
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILAALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRDAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCNILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>MBK5924873.1 integrase [Rhodovulum sulfidophilum]IM796
MRQPVWGVQLKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGGADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIAFYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSA
LPAFASGWAVELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>MBK5924874.1 DNA-binding protein [Rhodovulum sulfidophilum]IM796
MRTRDIQFAPRLLPAPEAAHYLGVSTSTLRSLNIPRRQLGAKRLYDRLDLDAFASGLPTEGNLSGDSECDSLFGVSS
>MBK5924875.1 hypothetical protein CCR90_14090 [Rhodovulum sulfidophilum]IM796
MAEILTRSFGRFNAEVTPAEARLIVRDDCKDVIRLFGRDLVRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTDSLGCGGGICRASDAFPKPVEDPADKAFREAVAE
LVDCAMREGKVDGEAWGGMPDAHA
>MBK5924876.1 hypothetical protein CCR90_14095 [Rhodovulum sulfidophilum]IM796
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPTEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPHVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>MBK5924877.1 hypothetical protein CCR90_14100 [Rhodovulum sulfidophilum]IM796
MRGQGAEGAYDRTAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGANGKSVLVDTIARVLGPYAAT
ARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALHSDFLDFLPYFKLTMSGNHK
PEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVG
AFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGKSFIPAKRGATGYRGIRFTD
EFAARMADRRDHGGAGAPVDEPF
>MBK5924878.1 hypothetical protein CCR90_14105 [Rhodovulum sulfidophilum]IM796
MQERAMMLDRRMQRQGQRNGPIRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPAEWQQNQHRAYGRACDSAELPDGWQPIPRRN
RKGVIVQDRARYTPCVWEPSPAQIAAARRAYLDWWGYLLEVQAALGAADLARLRITRDMPPMTPWR
>MBK5924879.1 endonuclease [Rhodovulum sulfidophilum]IM796
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>MBK5924880.1 hypothetical protein CCR90_14115 [Rhodovulum sulfidophilum]IM796
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>MBK5924881.1 phage major capsid protein [Rhodovulum sulfidophilum]IM796
MTGAMTAAMTPAASWAACPDWWEKLQAGATPIPDLALDANLTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAA
NGITLNPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGTN
FIDGMKTMKGSKRLALANKRPAALVTGGFTFA
>MBK5924882.1 hypothetical protein CCR90_14125 [Rhodovulum sulfidophilum]IM796
MVSYPALNKTPGDEKPEILRQHSLRLCQMKPASLAKAGFDGAARLPEPVDNGHRCAAVHRQEDGATIKADVRADFDPANP
MLADRNEFCTVFTPNRKTAVSHAEAVFGIQNVEHAMPLVEPGPFLFEQDHAVIRHFRFHRF
>MBK5924883.1 hypothetical protein CCR90_14140 [Rhodovulum sulfidophilum]IM796
MGRKRKKGGRLMAETAPDRIEEIESLARHNCDEARAMHGDGPERPLEGTDLLGEPGGLAVERGGIGAGAGFEPHRPDGQP
EQREHHRPPVPDLRGQMHRAIAATPGGQMTYLATARGQTRSSKALGTLIREAARAAGIEKSAHGLRKARAVALAEAGATT
HQIAAWTGHVSLKEVEHYTRATQRRAAVVGIEQERNVANTSAQSEKHGEK
>MBK5924884.1 hypothetical protein CCR90_14145 [Rhodovulum sulfidophilum]IM796
MLSRLLPDRDMSEIPENFPPIESIGIEDIDNLFESKRFSQHASQAIDQLITYLGDRSTRGLALTDPAGIRAAVTRLTLGG
QTGDTAEHDRKLAEIVDLYLQTGIQVYSPGYMGRQFSGPFPVTAVVDMVSAIATQPASFYEAGALPCVVERVMSEEFNRF
LGFPSDRFTMFTTSGGSLANLTALLAARGRRYPQAWGAGMGETDCCPAIAVSSDVHYSITRAAGILGIGENRLVRLPLDH
ARRITPAGAREALDAAAARGLDVFCIVANAGSTSFGAIDPLDELADMAAERGIWLHVDGSHGGSLIVSDRLRPRLAGLNR
ADSLTLDAHKTMFVPAACTLLFYRDRDQATAAFRQEASYVFENTSDVYSEYNSADRNFECTKRPMIMSLWALWAMYGRTA
IAEKLEALCDMTRKAHGILSAAPDFVPLHLPETNILCFRYLPNEQLSPKALGALQTEIRSRVRARGRFFISKVDIDGVSA
LRLVLMNHRITTDHIRQMLDEVRAVALTIREEFPQSEEI
>MBK5924885.1 hypothetical protein CCR90_14150 [Rhodovulum sulfidophilum]IM796
MSTDTALRPVADTNTIAGLIAADELQPGSPAAIRGLESFLSKIRRAEQLTGRRFAEFAPDLQDALILRRLQQMIGTLQSN
PSWAARLAAAGITGAVRDFDQWQSIPLTDKTVMRDLYMGERQGLAVPLSFGGFEIVASGGTSSGQPVETVYSLRELQDTY
EFAGEFMGRYQLAPFFDEDAPKWVMTTLADYNLWSSGTMVGGVLQKIPGTNYLGIGPVTKDVFGHLMRYIGPKAFMSITA
SVAALPELGSELSDDARRSLRVALYGSGVLNARHREELKAAYPNVSILSYFAATQAEAIALQLDPASPWLATVPGLHLVE
IVGPDGRWVKDGEEGELVVTRLHAHEAPLPRLLIGDRVIRRPGVAGAGLNTMQFEYVGRSGDVIHLGDTQFSAKRVLDGL
GHGLAAIGIDLNRAAREVQFVNDRRNRRLTLLVAADEPEIINRQVGLIGAHGTYQMFGDALIRSLSLFNQGEANFHYLAK
TGYHLELRFVPPGAPEINRTAVGKTPLLCDKQQ
>MBK5924886.1 hypothetical protein CCR90_14155 [Rhodovulum sulfidophilum]IM796
MQPVNILMTVDSITALSLGTLTGNLYLTDDAWCSQGKGTEALKTACQRGQTVNWRVLAVDVQSPAVIVDIRFLDDAATLN
NSVGASSEKAIDPDTSRYIRPFWQTWSGIIPCNLQPGLYHYHLAFQIGAGPNSVLFTTSPALQLTA
>MBK5924887.1 hypothetical protein CCR90_14160 [Rhodovulum sulfidophilum]IM796
MVDIAAAIEANDLRGHLWLVDNGRWAGSTGEGTGNLASALDVTDSALAGAPILNWFQIGIGSIPITVPQTFFLHDEDRKA
LAQTALSAKHRSRFAARLRNILGEEINIRKSPRKMAASTEPTRALPHAGQGFLEPGRARFRNTRKSRVTRTDDQDLIHYP
DPVIARIDGEAVEKKVIFPAQYGSPQLFSDGLYWSASVNPAMLGVYSYTLWITLYYARRDKDGEVTDHSVTLPHDAWISV
STGAIRSGFSNSTLDIIPA
>MBK5924888.1 hypothetical protein CCR90_14165 [Rhodovulum sulfidophilum]IM796
MGEVDTATARSGSDANAKRVITVIGLVDVVGALAEDALGRDLYLFDDNKAGGSSGHGTSCLRTCADAEDLVVWEVMPLEC
EAFARIDDVLIDDKYAPYIDLESGVYDPSSVVYWAARILKPLPPEGVPYRLAFRMGSRPEPLIAEVSSLLVGTPEDEAGL
PPEPGTEITETAPDAKPVPSAAAASKASASKKSSATSEADDVGSSKGARK
>MBK5924889.1 hypothetical protein CCR90_14170 [Rhodovulum sulfidophilum]IM796
MTKGNSLRTNSRPRQIVRNSLQVNVIAIVDVARAVYTETLDDAVIFVDNSVTPEGKPSPGRGTTALKTQCLEGMVINWIV
YPVGPYGVPVPVSIADITFDEPICVKLQSYGSIVTAHSPDVIPGVTPSYDYWAGMVRPEVEPNTYGYRIEFQIGTQRMGI
STPAVEISTIPAPLQASGDRGKAQYVLG
>MBK5924890.1 hypothetical protein CCR90_14175 [Rhodovulum sulfidophilum]IM796
MMTKALILVDVQNEYFDGGRLPLPDMDEALTHIEALLTCFRSNRAPIFHIQHFALTADGPFTLGSLGAELHDRVKPQLTT
QPPEVVIPKYYTNAFRMTWLAAALQGSGVSEVVVVGAMVQNCIDATVRGADDFGFKVTVASDACAAAPITLKDGRAIEAA
TVHDLFLEALNNVADVLPTTEVIAVIEQERDHAADHVSWGG
>MBK5924891.1 hypothetical protein CCR90_14180 [Rhodovulum sulfidophilum]IM796
MRALLAALLLAGCGGLPGPLGPNVAANVQAGAENVQGQKVENAPSIVRPRACEIRQEQSENRLRADRVETVIVNEIPAWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>MBK5924892.1 hypothetical protein CCR90_14185 [Rhodovulum sulfidophilum]IM796
MRRTLKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVALGDSYTPAECRAMFAGRLAEVEAGLDRLIADP
LEALIPDRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIQA
EVPFRWDGA
>MBK5924893.1 hypothetical protein CCR90_14190 [Rhodovulum sulfidophilum]IM796
MHLVPQWRALIRRAWSIRLILLAGLLSGVEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>MBK5924894.1 hypothetical protein CCR90_14195 [Rhodovulum sulfidophilum]IM796
MQQLTTQIRNWWGVMLSLLGLAVWSVRLEARARANTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>MBK5924895.1 hypothetical protein CCR90_14200 [Rhodovulum sulfidophilum]IM796
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>MBK5924896.1 hypothetical protein CCR90_14205 [Rhodovulum sulfidophilum]IM796
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAATRPLRLPPGTLGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVSTAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTAR
LPAYAKCYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATPAAQVATFPKKS
>MBK5924897.1 sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIIAPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>MBK5924898.1 dihydrolipoamide dehydrogenase [Rhodovulum sulfidophilum]IM796
MAPMKTDLCIIGGGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDWVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AITVETADGLLEGSHLLVVAGRLPALERLDLPAAGVEADAAGVRVDAGLRSTNRRIYAIGDAAGQGQFTHMAGYHAGLVI
RPILLGLPARVRRDHVPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>MBK5924899.1 hypothetical protein CCR90_14225 [Rhodovulum sulfidophilum]IM796
MVSGTTEMARTRQQRPRWRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIV
AFSLPGATVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIR
LVPAVPFFVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARDARPDLGIIFAPYVLGPLLGLAALAALP
IAIRVARRKG
>MBK5924900.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]IM796
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>MBK5924901.1 ribonuclease P protein component [Rhodovulum sulfidophilum]IM796
MNGASETSESVKASPAVSSFLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVARNRAKR
RLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>MBK5924902.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]IM796
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALAFWRILRCNPWGGCGYDPVPPKPDPER
>MBK5924903.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]IM796
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGETPGG
>MBK5924904.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]IM796
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSPAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGSDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>MBK5924905.1 molybdenum cofactor biosysynthesis protein [Rhodovulum sulfidophilum]IM796
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>MBK5924906.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]IM796
MTTLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRAALTRHPAAFPEIILSSSEKGDGIATLRATVEGIA
>MBK5924907.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>MBK5924908.1 acetylglutamate kinase [Rhodovulum sulfidophilum]IM796
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>MBK5924909.1 phosphoglycerate mutase [Rhodovulum sulfidophilum]IM796
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>MBK5924910.1 ferredoxin [Rhodovulum sulfidophilum]IM796
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>MBK5924911.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MTQSDILIRAPRPGDHARLSEIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGRKGRLELEVYSANARACAFYHGLGFVEVSRRPDDDEGLPFETLRLRREA
>MBK5924912.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MSDPVIDPSRPAVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>MBK5924913.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSDAPSHDTAFVRDAMLPPAPAPASLAGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVFYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPTSGQLQAVLPLGIEPVSSRSFGGFMLSVTIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>MBK5924914.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSQVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>MBK5924915.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>MBK5924916.1 ATPase [Rhodovulum sulfidophilum]IM796
MSEWALKRFWTEAGVARAEDGFAVLLDGRPVKTPAKRPLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARAAL
>MBK5924917.1 HAD family hydrolase [Rhodovulum sulfidophilum]IM796
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPSAAEALDALLAVDGMELGIATGKSRRGLDAILASHGLGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPAAVLALVGETA
>MBK5924918.1 pseudouridine synthase [Rhodovulum sulfidophilum]IM796
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>MBK5924919.1 protein CrcB [Rhodovulum sulfidophilum]IM796
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>MBK5924920.1 AAA family ATPase [Rhodovulum sulfidophilum]IM796
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>MBK5924921.1 serine protease [Rhodovulum sulfidophilum]IM796
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNFHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGEARPQTASVDLVAPPETPPRDPLTIRRQSVLSGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>MBK5924922.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]IM796
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVSETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>MBK5924923.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPITSRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIDALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>MBK5924924.1 hypothetical protein CCR90_14350 [Rhodovulum sulfidophilum]IM796
MHPILFNRVMRLPSSLRSEVLEYAGAASLADDQIKSLLDDICDMIEKEGQTGTGTCLPERLYAA
>MBK5924925.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]IM796
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>MBK5924926.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]IM796
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIDTDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>MBK5924927.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]IM796
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>MBK5924928.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]IM796
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>MBK5924929.1 adenylate kinase [Rhodovulum sulfidophilum]IM796
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>MBK5924930.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]IM796
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTVRR
>MBK5924931.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]IM796
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>MBK5924932.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]IM796
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>MBK5924933.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]IM796
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>MBK5924934.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]IM796
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>MBK5924935.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]IM796
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>MBK5924936.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]IM796
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>MBK5924937.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]IM796
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>MBK5924938.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]IM796
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>MBK5924939.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]IM796
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>MBK5924940.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]IM796
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>MBK5924941.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]IM796
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>MBK5924942.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]IM796
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>MBK5924943.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]IM796
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>MBK5924944.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]IM796
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTNSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>MBK5924945.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]IM796
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALSDLTFSKKRIADDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>MBK5924946.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]IM796
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>MBK5924947.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]IM796
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDMGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>MBK5924948.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]IM796
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>MBK5924949.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]IM796
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>MBK5924950.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]IM796
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>MBK5924951.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]IM796
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>MBK5924952.1 hypothetical protein CCR90_14490, partial [Rhodovulum sulfidophilum]IM796
TTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBK5924953.1 elongation factor Tu, partial [Rhodovulum sulfidophilum]IM796
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRT
>MBK5924954.1 elongation factor G [Rhodovulum sulfidophilum]IM796
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMKKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>MBK5924955.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]IM796
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>MBK5924956.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]IM796
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>MBK5924957.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]IM796
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRQVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>MBK5924958.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]IM796
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>MBK5924959.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]IM796
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>MBK5924960.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]IM796
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGSMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>MBK5924961.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]IM796
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>MBK5924962.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]IM796
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>MBK5924963.1 transcription termination/antitermination factor NusG [Rhodovulum sulfidophilum]IM796
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>MBK5924964.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]IM796
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDTLIRVGLQALLAFFG
>MBK5924965.1 hypothetical protein CCR90_14560 [Rhodovulum sulfidophilum]IM796
MSFAILSALLGFVFVTTVTPGPNNLMLMASGANFGFRRTLPHMMGIVGGMSVMALLVGAGLMALFDAVPVLNLVLKVISA
GYLLWLAFRIATATPLEEWDADSRPMTFLKAATFQWVNPKAWAMCLSAVTLYAPDRSLLSVAIVAAAFTLVCFPAISVWA
WLGTVVRQWLSNAARLRVFNIAMAALLVASLYPVPGLGT
>MBK5924966.1 elongation factor Tu [Rhodovulum sulfidophilum]IM796
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>MBK5924967.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]IM796
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNIDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEMELTVERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>MBK5924968.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATGLDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSTRADQYRNSLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>MBK5924969.1 electron transfer flavoprotein subunit beta [Rhodovulum sulfidophilum]IM796
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIEGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>MBK5924970.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]IM796
MAVLLLAEVTGGELQLDATAKAVTAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDAETFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>MBK5924971.1 hypothetical protein CCR90_14600 [Rhodovulum sulfidophilum]IM796
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKVLLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>MBK5924972.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EETYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>MBK5924973.1 acyltransferase [Rhodovulum sulfidophilum]IM796
MHGQSAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIRVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVAEVAEFMIPVPFPHAEDAREGNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPVVGAPIGRDEIEPWVRDPRGFMAWLRARTLALT
>MBK5924974.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]IM796
MPPPRRWRPGANISTVSTQAACEDPLTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDAAAEVLRDGMSASGDSIMGLL
MLAASKGTAIEVSTHGPEALKLADALDRLVATRFGEDM
>MBK5924975.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]IM796
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>MBK5924976.1 RNase adaptor protein RapZ [Rhodovulum sulfidophilum]IM796
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWDPSLRALDGRDPAVAAHIAADPRHAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>MBK5924977.1 serine kinase [Rhodovulum sulfidophilum]IM796
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMAHGAELVADDRTILTRTGSGLLASAPEAIRGLIEARRVGLL
RAEAVASAPVVLAVDLDTSETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLIAGPSD
>MBK5924978.1 histidine kinase [Rhodovulum sulfidophilum]IM796
MPGTEPVRDSKRRADDAAGPGDAPCGRSEADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYLNPARDSLLS
LRESGMVAETNLVADMFEAQIRRDDPLDPLAGNSLDVDAMLNGLELAQEAEVFVFDTAGNLVGHARGLARTDWPVEEYEG
DSWITVITDALYRAWLGGVSFFGREEGSDVEGDPRRRLTDQVAITLTDGQQLATGVDSSGHTTFSVTAQILRDRQMVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>MBK5924979.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>MBK5924980.1 phosphoenolpyruvate carboxykinase (ATP) [Rhodovulum sulfidophilum]IM796
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELEQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>MBK5924981.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]IM796
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETIAAEAMTRFGLLDCLVIHRH
GSLPPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>MBK5924982.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]IM796
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMT
GG
>MBK5924983.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]IM796
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>MBK5924984.1 excinuclease ABC subunit C [Rhodovulum sulfidophilum]IM796
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTVKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRMAESAAQGKLLAGLADSFGLEA
PPKRIEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>MBK5924985.1 short chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MVTGAAQRLGRAMALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVL
VNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLA
KMGLWALTRTAAQALAPGIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDG
GQHLGWRTPDVLGVE
>MBK5924986.1 sodium:proton exchanger [Rhodovulum sulfidophilum]IM796
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWVHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>MBK5924987.1 hypothetical protein CCR90_14680 [Rhodovulum sulfidophilum]IM796
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>MBK5924988.1 S49 family peptidase [Rhodovulum sulfidophilum]IM796
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKSED
VARLMQLQEPIHAAFKDHVRERRGARLASDRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARFLWSRYGL
>MBK5924989.1 endoglucanase [Rhodovulum sulfidophilum]IM796
MQAGYKRKRQVTRIWSRLGYSIIACPALIVWGDDVAVSPPLTVLPGDASVIYPSVDKDRRRAALDRFWQDWKSVYLSEGC
GGAYVDIAGDGKPTYGDSVPNTLTVSEAHGYGMLALVRMAGRDSQAKPLFDGMLAYFRLHPAESGPGLMAWNQTRDCKDA
PEGGTTASDGDIDIALALQLAQETWGGYAEDTAKVREAILAREISRHDLVKLGDWARYEVYDAASRSSDFMPYNFSVFTH
APGPDASRWTEIRSTGYDVWGRISETYAQSTGLVPDFMVGMPDDPRPAPAEFLEGDYDGFYSWNALRYPYRLAADYRVSG
DPRAANRLRRINAWIRTETGGDPSRIASTYRLDGSIPQDGRWTGEPGWISMFAAGAIAGSGDPDSDQVWMDALWAAMAAI
PIEDGDYFGNTLKLLAMIDLAEM
>MBK5924990.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKQNVRDFLAHSPAANAVTTLDLGAGRQVTIWEHRDDRVFYDGPQGHAFSLYLQGGYGTRRLDRGAGSGQPGTVCILPEG
HRSNWEITTPCRFIHLYMPDDRLRSSFAAIHDRDARQLDLPEVTFAEMPGLAGPLNALAQAAMTGDRLLADTGLAELIGQ
LGGCRIVLRGGLPPRLLRLLEDWIEVHPGETIRLEDLARIADLSPFHLNRMFKASKGIAPHAWITLKRIDCAKAMLRDHV
PIIETALACGFSSQSHFTRTFRAHTGTTPAIFRLTYNGG
>MBK5924991.1 hypothetical protein CCR90_14710 [Rhodovulum sulfidophilum]IM796
MLLRLPVIYMVYLDEFGHIGPFGSKTDAKFKESPVFGLAGYIIPLEEVRRFRTWFYQQKCHLLKFEIDRAGQHPAVWEKK
GAALYTVNNVTKYRELRATTNRILNKIQKVGGKTFYVGLRKTHSPEVADANALYHGVLKEALKRLNDFCEHDAPENSRFL
LALDEHDQRDQLLTTASMQTYGGETPMRHLIEPPFQIESHRYQTMQTADWLAGLVGRLGAIWAEPEQYPENAVFRTYFEA
RLNTASVRSGVRTK
>MBK5924992.1 hypothetical protein CCR90_14720 [Rhodovulum sulfidophilum]IM796
MKLAATLVAACVAFGTIAHADEVIRHPIPNSDFPILQAVEVPSDATTVYLSGVVPAKKADAGDATGIEAYGNMEEQTVSV
LTRIEETLASLDLDMGDVIKMQAFLVAEDGQPVDFSGFMAGYTQFFATEAQPNTPTRSAMVVDALASPAWLVEIEVTAVR
P
>MBK5924993.1 hypothetical protein CCR90_14725 [Rhodovulum sulfidophilum]IM796
MKIKAIATLLCAVVALPAAADEPPRVDTTGWFENPAKLDQVEGEDIYNAICAACHMPDGKGAVGAGMYPALAGNDNLLGA
DYPIHVILNGLRAMPALDGQLDHEQVAAVVNYIRAGFGNDWSENPATAETVAASR
>MBK5924994.1 flavin monoamine oxidase [Rhodovulum sulfidophilum]IM796
MQTNEAAISRRALLSMIGTAAGSAVMYGAMSKMGLAKESTWKGRLELQGDPKGASVLILGGGLAGMTAAFELRNAGYKVK
ILEYREKAGGRCWTLRSGDTYTELGGFTQRVDFAEGNYINPGPWRIPSDHFAVLDYCKRFGVELEPFQQVNYNAYVHDTN
AFDGKPQRFKEIDADFRGGVSELLAKVADQGMLDEMVTEEDAEILVSALKSWGVLDDGLEYVTGEASSSHRGWKLPEGGG
TTGKPVPSEINPLSVILQSGLWSKISGGHHLHMQTTMFQPKGGMDMIARGFEGEVGDLITYGAKVTRIENTETGVRATWI
PSEGGGAETVEEADYCICTIPFSVLGQIKTNFSSRMTGIIQNMPYYSATKVGLEFKRRFWEEDEHIYGGISYTNLPISQI
SYPSTDYFSDGPGVLLGAYVWGAYSYQFNSLPGEQRVEKALEYGAQIHPQYHDEFKAGVGVGWHRVPWTLGCFGQWKDRD
ADYMDACQMDGRTLMAGEHISYLPAWMEGAILSSLDAVKRLHETVTAA
>MBK5924995.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]IM796
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EIEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>MBK5924996.1 flagellar biosynthetic protein FliP [Rhodovulum sulfidophilum]IM796
MSLRLVPAVLFLFALALPAHAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>MBK5924997.1 hypothetical protein CCR90_14745 [Rhodovulum sulfidophilum]IM796
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIEDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>MBK5924998.1 hypothetical protein CCR90_14750 [Rhodovulum sulfidophilum]IM796
MSRLFLEDFSDHGAGPQIDPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARWGLAPKVVEIAREMAETEADRPLQLQVSPENREALEELVGADPGLPLRIVDDPGLGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>MBK5924999.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]IM796
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSISGGQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGETDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGTETWQPLPDADLDSLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>MBK5925000.1 flagellar basal body protein FliL [Rhodovulum sulfidophilum]IM796
MAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETVAGAHGGHGKAAESGPLDVAFVPIEKMIISLGP
ESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDLLITEF
VLN
>MBK5925001.1 hypothetical protein CCR90_14765 [Rhodovulum sulfidophilum]IM796
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>MBK5925002.1 hypothetical protein CCR90_14770 [Rhodovulum sulfidophilum]IM796
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNAGAPKE
>MBK5925003.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]IM796
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>MBK5925004.1 hypothetical protein CCR90_14780 [Rhodovulum sulfidophilum]IM796
MNARHIFLALALFTCQPALAQQVEIRSGEHPDYSRLVFETDTPQAWTLGRGPDGYLLRFDNRALRLDLGDVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPENSPFETALQSAADTPAEEEVPPAPAEPVRPDAPPAVDI
AAQSPSPSPAPPPVRLPIDLGLKSALNPSAGIKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGNAEKVSNAQDALPDPDQRAEENGQAKTQVAEDHTPSDWSNMRVETSMDRGLDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRTPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRIETGLSRGQAPSEDSLALAESLAFERRGTAS
GTRLLMLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFMREVYLGALTLPALSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEANALRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGVESLGDPNQRAFVKTRRDREPADLTMEPSLAVARDALGTSEIMRERLRALLDRPSAQP
>MBK5925005.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]IM796
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQQEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDQLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>MBK5925006.1 flagellar biosynthesis protein FliR [Rhodovulum sulfidophilum]IM796
MTLELAPALEIWRPLAWAGFLVFLRVGAVMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIESPPSLALAFATET
VIGLALGLVLRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>MBK5925007.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]IM796
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNRMLRDVPDADVVIVNPTHYAVALKWDRAHRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>MBK5925008.1 hypothetical protein CCR90_14800 [Rhodovulum sulfidophilum]IM796
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDDDITMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>MBK5925009.1 flagellar basal body-associated protein FliL [Rhodovulum sulfidophilum]IM796
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDSTDHSASQGQAEDGSHMMADGHAADAASAAGHGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPIGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>MBK5925010.1 flagellar basal body L-ring protein [Rhodovulum sulfidophilum]IM796
MRPVVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWSHGRQSLLGDHRAGR
RGDILTVVIAIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>MBK5925011.1 flagella basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]IM796
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVAVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLRIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>MBK5925012.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]IM796
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>MBK5925013.1 flagellar basal-body rod protein FlgF [Rhodovulum sulfidophilum]IM796
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGAFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVAADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>MBK5925014.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]IM796
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>MBK5925015.1 flagellar hook-basal body protein FliE [Rhodovulum sulfidophilum]IM796
MDLKSSTAALGYSTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>MBK5925016.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]IM796
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>MBK5925017.1 hypothetical protein CCR90_14845 [Rhodovulum sulfidophilum]IM796
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>MBK5925018.1 flagellum-specific ATP synthase FliI [Rhodovulum sulfidophilum]IM796
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSENAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVIDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMTRAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPIADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>MBK5925019.1 hypothetical protein CCR90_14855 [Rhodovulum sulfidophilum]IM796
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGVAAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDDEGDTNNEKIVFSGITIPDLAQSISVNDKGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDERADAKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQEVFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLSADNMSEDAKWFSIMGSEPMRAVFDTAFGLLSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>MBK5925020.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]IM796
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>MBK5925021.1 flagellar biosynthesis regulator FlhF [Rhodovulum sulfidophilum]IM796
MAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAELRARIF
YLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>MBK5925022.1 flagellin [Rhodovulum sulfidophilum]IM796
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>MBK5925023.1 hypothetical protein CCR90_14875 [Rhodovulum sulfidophilum]IM796
MTPIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQTPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>MBK5925024.1 hypothetical protein CCR90_14880 [Rhodovulum sulfidophilum]IM796
MLPSSPTPIGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVAGELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDPD
>MBK5925025.1 hypothetical protein CCR90_14885 [Rhodovulum sulfidophilum]IM796
MQVPFPIDTLGASASSRPDRPASSAGAADTDGSDFRSAFDETRPSDRNETAREAARRDTPKTSAASDRAEETPSSAPPGT
RKNSEVSAEEIDETAETKAGSDTVKNDPADASDAIAELPAVAGFSTTPQPGTAAATKTQALPTETIAAGAGTTAASAGSD
MARTTSVPLTADPRQQSGESQPNSALPASSSMADARPAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSSA
AAAQANAAPLLSGTSPEALQASNKEGAALNSATPKDSTTNRSSPEIADATPEAVAPKEGSTGQTASRQGDGMLQGREAAQ
SQAVAVAARTIASDDPATDPKGDQKGHASAHRENTSATPTTPTAPHATAAQPDATASAPPIAGTAIDIQTAIDGSRGDPT
AATDSGTSERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVNI
SADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGGQNNAPGQGRRFAAAGPAPNEEGTETGLLSANRTSPRTAGGGLD
LRL
>MBK5925026.1 hypothetical protein CCR90_14890 [Rhodovulum sulfidophilum]IM796
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILSEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>MBK5925027.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]IM796
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRVIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWMQPLLWMGAGAALTWIGAGLALLLS
>MBK5925028.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase [Rhodovulum sulfidophilum]IM796
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRIMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSLG
IAALHSGWKI
>MBK5925029.1 DNA-formamidopyrimidine glycosylase [Rhodovulum sulfidophilum]IM796
MPELPEVETVRRGLTPAMEGRRIVKTRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLAPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARVATLVPAIRTVLSEAIEAGGSSLKDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRVVQSGRSTFYCPQCQR
>MBK5925030.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]IM796
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>MBK5925031.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]IM796
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>MBK5925032.1 chromosomal replication initiation protein DnaA [Rhodovulum sulfidophilum]IM796
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVKVDRLEFAVAA
PKRVAPAAAAAPDAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>MBK5925033.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]IM796
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>MBK5925034.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]IM796
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVTAVLSG
PRSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALA
TGRGRDMAAGRTLAGPHRADLGAGFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGARAQYLEVRETDGTSQIERMDGPCPRSA
>MBK5925035.1 hypothetical protein CCR90_14935 [Rhodovulum sulfidophilum]IM796
MTRVTPSVNDLGRARGLYEALGWWPAEIGEGLVLLHHDGVAAGASGRAALTTDQGRPEAPPGTGAMTPA
>MBK5925036.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]IM796
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>MBK5925037.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]IM796
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEERRITVQASPVGVDADYIDAVARREATAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>MBK5925038.1 alpha,alpha-trehalose-phosphate synthase [Rhodovulum sulfidophilum]IM796
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRTSVGLIFVTGRDPDFIIEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>MBK5925039.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]IM796
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALDGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>MBK5925040.1 LrgB family protein [Rhodovulum sulfidophilum]IM796
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>MBK5925041.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]IM796
MTTRLLARRLRVAVRRSLTVQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>MBK5925042.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQAPGPLTLADLRSMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPETDWAMATLWRRGAYLPQAARAWLDIAAGDPARTATDRGPD
>MBK5925043.1 murein transglycosylase [Rhodovulum sulfidophilum]IM796
MRQSPRPEIRSAVVAALARAGTPDTVADEARGFPGWIAGFRGRALAQGIAPGVFDRAFEGARFQPDVIRRDRNQSEFVTP
IWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGVDKEIVAAIWGMETSYGSYRGSAPIISSLATLAYEGRRAAFFEA
QLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSYLEHAVDFTGNGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWG
VEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRAVRDYGRAAILQPAGARGAAFMIFDNFRVIERYNPADAYVIGVG
HLADRLKGGGPIGGSWPRDDRALASAERKELQERLTRAGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRL
R
>MBK5925044.1 ribonuclease R [Rhodovulum sulfidophilum]IM796
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLHRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>MBK5925045.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]IM796
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEICDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMV
CCLVGEPTCREAMGDMMKIGRRGSMTAYFNARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLTDWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>MBK5925046.1 hypothetical protein CCR90_14995 [Rhodovulum sulfidophilum]IM796
MRKPGPRPASTSSCVTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVT
GYGTLAERRDQGHEIGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>MBK5925047.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]IM796
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>MBK5925048.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]IM796
MHDDARRPLRDALRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARMMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>MBK5925049.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAFLGMGLLNNVIPFSLIVAGQ
HSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGTNALAQLAVLGGALSYACAA
VFGRRFRRLGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPSAGTCAAVLGLAVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>MBK5925050.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]IM796
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>MBK5925051.1 hypothetical protein CCR90_15020 [Rhodovulum sulfidophilum]IM796
MRLLFTTAASILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAKANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLASGHVEELFQL
PIFEGDFRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>MBK5925052.1 hypothetical protein CCR90_15025 [Rhodovulum sulfidophilum]IM796
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>MBK5925053.1 L-asparaginase [Rhodovulum sulfidophilum]IM796
MTGAVGMVEVLRGGMVESRHRGHAAICDGTGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVEPDHP
VQRAVRTAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAAFAAARPDAGDARTRAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPKHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>MBK5925054.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]IM796
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMARAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEILGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARTVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>MBK5925055.1 hypothetical protein CCR90_15040 [Rhodovulum sulfidophilum]IM796
MTEAETLSLAEEAIAHWEGCTAPRLLSHRENAVFAIALSDGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFAELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRVYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>MBK5925056.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>MBK5925057.1 nicotinamidase [Rhodovulum sulfidophilum]IM796
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPADHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSDPAVDSYSAFFENDHETPTGLDDYLAAKGIEKITLVGLATDFCVLYSA
LDANRLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>MBK5925058.1 hypothetical protein CCR90_15055 [Rhodovulum sulfidophilum]IM796
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPHGSFGRGIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDEEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>MBK5925059.1 hypothetical protein CCR90_15060 [Rhodovulum sulfidophilum]IM796
MITMVDLLGVMAVGASADPDDSTRSHADGTRAGDGPAPDRATDDLMAVMDLHAALAEAGPAIDGMSRADELLFSWLSGGP
DSMDADDLPFPTDHDHDKDLPVAETCLVDAALGAGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVLS
IDATETGAGDALIRIDGQPLAIVTGAAATLRLGHLSLVPDTMLSDALAARA
>MBK5925060.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]IM796
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>MBK5925061.1 hypothetical protein CCR90_15070 [Rhodovulum sulfidophilum]IM796
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>MBK5925062.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]IM796
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>MBK5925063.1 diguanylate cyclase [Rhodovulum sulfidophilum]IM796
MRIDYDALSQTLAALTEGETDAVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>MBK5925064.1 lysine transporter LysE [Rhodovulum sulfidophilum]IM796
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVAAILTQAALFLTLSAAGITALIAARPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVVPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIARQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>MBK5925065.1 hypothetical protein CCR90_15095 [Rhodovulum sulfidophilum]IM796
MRSELILSTYNNPRSLALCLESVACQRVAPGGICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSEHRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAVAEGCGGKA
>MBK5925066.1 peroxidase [Rhodovulum sulfidophilum]IM796
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>MBK5925067.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]IM796
MDSYAPPDTPLEILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>MBK5925068.1 hypothetical protein CCR90_15110 [Rhodovulum sulfidophilum]IM796
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>MBK5925069.1 GTP-binding protein Era [Rhodovulum sulfidophilum]IM796
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEIDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>MBK5925070.1 DNA repair protein RecO [Rhodovulum sulfidophilum]IM796
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAAMPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARA
PG
>MBK5925071.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]IM796
MDELRQKYLGAIADAADEPTLEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>MBK5925072.1 hypothetical protein CCR90_15130 [Rhodovulum sulfidophilum]IM796
MFQSREAAGRLLAEKVLAAEPESPLVLALGSAGVPVAAPVARALGCPLDPVFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLSAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLATGAPARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYTDFAPVGDDEAVRLLDELLARR
>MBK5925073.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]IM796
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAENDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVTVTIDPETRERACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLRVHAAAGGEEFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGEATGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAATGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPSDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>MBK5925074.1 anti-sigma factor antagonist [Rhodovulum sulfidophilum]IM796
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>MBK5925075.1 hypothetical protein CCR90_15145 [Rhodovulum sulfidophilum]IM796
MTLSRAPRGEAPPAAEDTSSRQPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GDRSGPIELRLVRDGIWLRVDVRDYGRAMPGEGLPDADKTSAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQNRLRFT
VPLNEDC
>MBK5925076.1 class A beta-lactamase [Rhodovulum sulfidophilum]IM796
MRIPASVLSRVAAGLSLGLCLASASLAQTALETLADTVERVENRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRG
>MBK5925077.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>MBK5925078.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MSKKAILALGSAVLAISGVAVQAATDYPLTIENCGHSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNSVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMTAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>MBK5925079.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSITNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>MBK5925080.1 histidinol phosphatase [Rhodovulum sulfidophilum]IM796
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>MBK5925081.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDTGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPKCPPARAVDASSERL
>MBK5925082.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLSFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHAIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>MBK5925083.1 iron ABC transporter permease [Rhodovulum sulfidophilum]IM796
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>MBK5925084.1 histidinol phosphatase [Rhodovulum sulfidophilum]IM796
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>MBK5925085.1 methylisocitrate lyase [Rhodovulum sulfidophilum]IM796
MMRRLALSALLPDLGIITVDEVAFFIRQIARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHL
NDKKLARPEDMAAKIAAAARARRDLFIIARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRTRLPGVKL
LANMTEFGRTPSLTATEFQELGYDMVIWPVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDR
SIVASVAPEPV
>MBK5925086.1 hypothetical protein CCR90_15200 [Rhodovulum sulfidophilum]IM796
MRRQQVTRRWQVIKAQQVKPGEVTEYLLQQFIYQATRYLVWMDDDSPDFGSATDDERNNGFWWADEDGLMPDGSEG
>MBK5925087.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]IM796
MRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQISPERF
QLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVRAPVD
GYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNAASDD
LGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>MBK5925088.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]IM796
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>MBK5925089.1 hypothetical protein CCR90_15215 [Rhodovulum sulfidophilum]IM796
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNREKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPDVSGSAALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFTLIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>MBK5925090.1 hypothetical protein CCR90_15220 [Rhodovulum sulfidophilum]IM796
MSKGPETNTDNEPGRELGGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRSLSAVLD
AAEERQRGR
>MBK5925091.1 hypothetical protein CCR90_15225 [Rhodovulum sulfidophilum]IM796
MAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHQVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTPEDGQDRDVDRAFRDQRRR
>MBK5925092.1 hypothetical protein CCR90_15230 [Rhodovulum sulfidophilum]IM796
MIERFEISGDDDLDLRSEDEKARAAVTNWMRWQGYLGHLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADV
VERR
>MBK5925093.1 hypothetical protein CCR90_15235 [Rhodovulum sulfidophilum]IM796
MRETKKRRPPVRMPQKLLAHARRWKRNRTWVVEYEGARVGSIKTAWRRAIRDADLPDVTPHTLKHTAVTWAMHKGVPLAD
AAGFFGTTVATLESVYLHHHPSFQEATAKALDGWK
>MBK5925094.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MRKGEDLPVSRACPMAASTVRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFFSALLGFPLIALILIREGDGGSLWPR
RPGWIALRTVAVMMNILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGLRRWAAVVLGLIGVLIVLRPWGASE
LSFGHLAALISAGSSALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGGMALVAIGALTAMWLMI
NAYRASEAATVAPMQYSQMIWAVLIGSLFFDEIPDATTLIGATVIAASGSILFLREGRAQVSENRPALHATGRAGVAPGP
VLPGVEESPE
>MBK5925095.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]IM796
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTAQMGDAILAALDASL
>MBK5925096.1 endonuclease [Rhodovulum sulfidophilum]IM796
MRRPAALVPGLLALCLAVPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQVAAVLDVIAAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALIWR
DLPGATLPEMDGVPFPSAEAQAVQRLSTTGHWDVPVDLGGSILHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>MBK5925097.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]IM796
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLESQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>MBK5925098.1 hypothetical protein CCR90_15265 [Rhodovulum sulfidophilum]IM796
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>MBK5925099.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]IM796
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFNEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>MBK5925100.1 hypothetical protein CCR90_15275 [Rhodovulum sulfidophilum]IM796
MKRVFDMDDRARLPWRFFGAARSVLARL
>MBK5925101.1 mechanosensitive ion channel protein [Rhodovulum sulfidophilum]IM796
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAADPLPDTVSDDPLPEKEP
>MBK5925102.1 hypothetical protein CCR90_15285 [Rhodovulum sulfidophilum]IM796
MRLSAFPTGLVLAAALFAGGLARAETYRGYPEVPYSVERQAEAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGQKIAMTVPVGQTRTDRGWAIRFTMPEGSAPETLPEPTESWVRLRRLPPETLLVARFSGRATAEKLNAAGRELVAE
ARAQGLRPSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>MBK5925103.1 ribosome silencing factor RsfS [Rhodovulum sulfidophilum]IM796
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>MBK5925104.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]IM796
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAGEAALLSRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>MBK5925105.1 phosphoglycerate mutase (2,3-diphosphoglycerate-independent) [Rhodovulum sulfidophilum]IM796
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSLLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIGKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAEEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPEGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>MBK5925106.1 peptidase M23 [Rhodovulum sulfidophilum]IM796
MPGPFFGPFSSGQALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>MBK5925107.1 peptidase S41 [Rhodovulum sulfidophilum]IM796
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLEEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTDGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>MBK5925108.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]IM796
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>MBK5925109.1 hypothetical protein CCR90_15320 [Rhodovulum sulfidophilum]IM796
MPLWPDGPSRAEPVVRLIAFQSSKAPVLRAFPIHGGFAVGLAAGPGPAAENPARLLRDDATGATGAPGATIRAVTGIERR
PKVIY
>MBK5925110.1 mannitol dehydrogenase [Rhodovulum sulfidophilum]IM796
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEALTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVADVTPYEHMKLRMLNGAHSALAYLGYLAGYETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRE
TAQAD
>MBK5925111.1 xylose isomerase [Rhodovulum sulfidophilum]IM796
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGLPYFCFHDADMRPEGKTLVDTVTNLNRVAEVFAHKMETTGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>MBK5925112.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQGVDAL
LILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNADFLRA
GQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSGQDGD
HAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIADAAQWTSPAGTTLWARFLEPIPVTQDNLTTVTDAGW
IGVEALCQGVTDGPAPCN
>MBK5925113.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDNAQTRGDARARKSILDSLDLDTRLLGMIGAFVVLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>MBK5925114.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYTIETIYQTLALADNLDAASNLFLGRELTSPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVAALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>MBK5925115.1 hypothetical protein CCR90_15350 [Rhodovulum sulfidophilum]IM796
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>MBK5925116.1 divalent metal cation transporter [Rhodovulum sulfidophilum]IM796
MSASDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVVALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>MBK5925117.1 transcriptional regulator MntR [Rhodovulum sulfidophilum]IM796
MPPDTPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>MBK5925118.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]IM796
MQRLGPKESAMGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGA
LDRSDGTGPRLVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVA
KVADEVEFVVSGLPLRVK
>MBK5925119.1 DNA-binding protein [Rhodovulum sulfidophilum]IM796
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>MBK5925120.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]IM796
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>MBK5925121.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]IM796
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>MBK5925122.1 2-keto-gluconate dehydrogenase [Rhodovulum sulfidophilum]IM796
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDGAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AKGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>MBK5925123.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]IM796
MLADRAAALAARPHVPTPVHQPDVLEKIDYDAHWKIRFRRDAALMLGNTPAQFFHLGTYFREPVKIFAVENGTAREVVYS
TDYFDMPEDSPAHALKSDAGFAGFRLMRPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYL
EPGPDGRTIVNALLDGPSVTGAYRMVLGDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHD
TDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRDIKGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEI
PTDDEIFDNIVAFWNPETKPQAGDEMEFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDG
LTRKDAILPQVSAPEGIEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGKPLTETWLGQIHPDQIERLR
>MBK5925124.1 hypothetical protein CCR90_15395, partial [Rhodovulum sulfidophilum]IM796
LWGGAGNDWLDGGEGGDVFDGGAGSDLMIGGAGADLFIFGGGWDRIADFEDDVDTLRLDHALWAGAAPGPDAVLDLAYAT
AEGVFLDFGDGNGILIEGLGTVGALIDDLQIL
>MBK5925125.1 hypothetical protein CCR90_15400 [Rhodovulum sulfidophilum]IM796
MACLPSGRRLAPPIVAFGAGGKVKLPCGPAAMASARSAAGHPGTAKNRRDIHDLVAFPAPRRRVPMSFRVPGAAARRFRQ
DAGMSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGA
DTLLGFNEPDLARQAGMSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAIHYYSDSGD
IAAFETWLKAVHDQYDKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVELHAWFAAYEGGDGWYLNSGLFD
AAGNLTEVGRVFADLAAPVAPPTVAGSDGDDRLSGGAGAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGG
AGDDLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGGALGGTGNGLGNRLSGNAADNRLDGLGGDDTLQGG
DLMEGGTGDDLYMPSIPPRTVSSSGPARAGTGSAPGSTGRLRTISNISP
>MBK5925126.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]IM796
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>MBK5925127.1 50S ribosomal protein L36 [Rhodovulum sulfidophilum]IM796
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>MBK5925128.1 poly-beta-hydroxybutyrate polymerase [Rhodovulum sulfidophilum]IM796
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAA
GWSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTN
PEILQETLRTGGTNLMQGLQHLAEDMGAQAVGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLI
VPAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIMPEHKIHACGYCLGG
TILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRA
VRRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSV
YKVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEA
APPAMGAPDAGLPPLCPAPGTYVFMT
>MBK5925129.1 hypothetical protein CCR90_15430 [Rhodovulum sulfidophilum]IM796
MKYASDAHQWAARLLAAALTLEDFGGWAARLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFW
ASLANRAELKAFALASFEAMAPHDQTAFLRHISEIEVAA
>MBK5925130.1 hypothetical protein CCR90_15435 [Rhodovulum sulfidophilum]IM796
MFFSIAVVSTATQDKLPSSITPAFRPTSIVFSSQAEKDGLVHLGTLCLFMFGTAARVGETCNLTWRHVDLNAARVELHLF
KPTPWKRIAHLPPEIVVSLANIPSNRNPDDPVFGYAGRGSVRGPWNNVCRRAKIERLTPHGCRHGFATSMLQAGIDVKTV
ADMGGWKDATTVLRTYAIAMKEPSVTNVLFGAKSRQEAARYLKYNGKI
>MBK5925131.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]IM796
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVTKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>MBK5925132.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>MBK5925133.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSKAFAAENGIAPRCD
>MBK5925134.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>MBK5925135.1 hypothetical protein CCR90_15470 [Rhodovulum sulfidophilum]IM796
MSHRTRIGGFCIDCRTEDPGPALAFRSAASGREGALVEDVRSGWLRGPPAAPQVILQAVGHDPSVPLDIEAECARPTGLG
AVELTRVRDRGVRQAPGGHRFCPVPPEGDFPKDVMEVD
>MBK5925136.1 hypothetical protein CCR90_15475 [Rhodovulum sulfidophilum]IM796
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>MBK5925137.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>MBK5925138.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MNRMAPPQPDEGLPTENGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLMSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>MBK5925139.1 hypothetical protein CCR90_15490 [Rhodovulum sulfidophilum]IM796
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>MBK5925140.1 long-chain fatty acid--CoA ligase [Rhodovulum sulfidophilum]IM796
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGLRKYDHTRLNWL
HDIGEEGRAAHRRLEPELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>MBK5925141.1 hypothetical protein CCR90_15500 [Rhodovulum sulfidophilum]IM796
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>MBK5925142.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPM
TAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRSTG
VKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYFPLFGRKS
>MBK5925143.1 hypothetical protein CCR90_15510 [Rhodovulum sulfidophilum]IM796
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>MBK5925144.1 sugar:cation symporter [Rhodovulum sulfidophilum]IM796
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGAGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGVLAAVAALAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDWLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCVLKLVALALL
AATPLNRETIG
>MBK5925145.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]IM796
MTAVVEHIRGKTFHQRRGRVGHKLNHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>MBK5925146.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]IM796
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQGILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAANVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEESAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYA
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATLRHPVYDRGALEAQQAVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>MBK5925147.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]IM796
MLHGSHASQKLDEAGALPPYLGFDEGPVSTAEARVVTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKS
GADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETE
QLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>MBK5925148.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
EETHIRAPEPDAASVPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>MBK5925149.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]IM796
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>MBK5925150.1 DNA mismatch repair protein MutL [Rhodovulum sulfidophilum]IM796
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPATPFEA
PSQAPPEAPLAEGFADPSARFEAAEPASWAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELAYQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>MBK5925151.1 peptidase M16 [Rhodovulum sulfidophilum]IM796
MIRAVFSSLAFVLLAALPLRAEVEIQEVTSPGGLHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLDEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
PAPLNLEGGATVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRSEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>MBK5925152.1 peptidase M16 [Rhodovulum sulfidophilum]IM796
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYDG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>MBK5925153.1 pyruvate/2-oxoglutarate dehydrogenase complex, dihydrolipoamide acyltransferase (E2) component [Rhodovulum sulfidophilum]IM796
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPRPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>MBK5925154.1 signal peptidase II [Rhodovulum sulfidophilum]IM796
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>MBK5925155.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]IM796
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLSEPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>MBK5925156.1 heparinase [Rhodovulum sulfidophilum]IM796
MAGQTEIEFPPLRRGAWRNRLHARLCALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVNSPGL
RFEAARQGFGWLDDLAAAADGKARTVGQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGAVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMDRAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPGVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>MBK5925157.1 16S rRNA methyltransferase [Rhodovulum sulfidophilum]IM796
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPACDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAVALAGATGGVALSTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWADDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGASVKPLFPLQSTLIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIAFEAPWIEPGWRA
AHGALRLRPDFWSESGGMDGFFIAGLQMPA
>MBK5925158.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]IM796
MSDDAENTAREDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>MBK5925159.1 hypothetical protein CCR90_15590 [Rhodovulum sulfidophilum]IM796
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>MBK5925160.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]IM796
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSDRGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>MBK5925161.1 ribosome-binding factor A [Rhodovulum sulfidophilum]IM796
MQPMSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRN
RGELRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLATPDGDED
>MBK5925162.1 hypothetical protein CCR90_15605 [Rhodovulum sulfidophilum]IM796
MRIRAALLLLAVLLPLPAAAEPSCHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFARVNQALAAGGETLAFAMN
AGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRAYLADPPDCRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPSLGRHDAGLPMGPIVG
AVVPAGD
>MBK5925163.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]IM796
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGELIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>MBK5925164.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]IM796
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAPRHQQLMIDMFEMSMEPLRRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILASYV
>MBK5925165.1 hypothetical protein CCR90_15625 [Rhodovulum sulfidophilum]IM796
MSSREIPLFSWWSAARKDNFATTDRAWAAAPGTSIEAHDGYTMYRIEGALFAPDDPQPGGTVRVSRFYSPSRGDNFLTTD
PRHLPGDILAPDYHHSRHEGYLYDPKRPQPTGTVPIFSWWNSDRGDNFATSNPDWSMPVGEIEWAGEHVSNGPVREGYRL
YRLEGFAKTFDLDTLDDFVRDRMKVCYKLIIDIHEDNNRDDPRLDLVVASFGGYYQIEAHTTGTLANHSGLDIGSGGSIL
PLPGEDVRNTYRGCFDVEHPANGADPHLALAIRAVDEDNSSDENRGKDLNYFKRGIRNALERATSGGVILTEPVLQSAAG
EELIDRFGRDDDDKIGVAVAVIADCYRQSVAVCRTPPSETTRG
>MBK5925166.1 ATPase [Rhodovulum sulfidophilum]IM796
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>MBK5925167.1 hypothetical protein CCR90_15635 [Rhodovulum sulfidophilum]IM796
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGDTGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALGPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGRVLSLAR
>MBK5925168.1 hypothetical protein CCR90_15640 [Rhodovulum sulfidophilum]IM796
MTETDPSSLHDPGGKTRWSLPQGMRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSPGNLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>MBK5925169.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]IM796
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLNFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVAPEMPPEARCEAG
>MBK5925170.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]IM796
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>MBK5925171.1 phosphoserine aminotransferase [Rhodovulum sulfidophilum]IM796
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGIPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDANVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>MBK5925172.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]IM796
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRARVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>MBK5925173.1 hypothetical protein CCR90_15665 [Rhodovulum sulfidophilum]IM796
MTITRITHLPPGSDFRPLFPRSAVETGFLLTLEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>MBK5925174.1 hypothetical protein CCR90_15670 [Rhodovulum sulfidophilum]IM796
MTVPFLRPILASTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTVLEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEAAALEGEVAARKQALQKSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>MBK5925175.1 hypothetical protein CCR90_15675 [Rhodovulum sulfidophilum]IM796
MLRSLLHICVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSVATVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAAEMDRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYKPGEVRSPIGYFA
FEQGPTDCPSAWPTLRWNFTALQPLWRDYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>MBK5925176.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MPPAPQPQDDRARSKRIGALAALWPFLAPYRQMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>MBK5925177.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]IM796
MSMESARSEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRRKSPGHYHADVLDFHRALAAEPADRLTFDDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKTGSVGLPFPYTEVR
ILKCDGNGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDDDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDH
>MBK5925178.1 hypothetical protein CCR90_15690 [Rhodovulum sulfidophilum]IM796
MAGATAISHPNSLNATNRIFDMKRIIAALSLGLFSTAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMG
ADVIEPDLQMTADGVLVAMHDATLARTTNVEALFAPRNGDYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKV
PTFQEVMDLVAAHNAATGAGIGIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNA
IAALGYALDLGDGFGVYDATTGSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPW
IEAGMDGFFTDYAQRGVDVLDRYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>MBK5925179.1 alkene reductase [Rhodovulum sulfidophilum]IM796
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSELQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAATAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVEAVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>MBK5925180.1 holo-ACP synthase [Rhodovulum sulfidophilum]IM796
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRHAAPPTR
>MBK5925181.1 signal peptidase I [Rhodovulum sulfidophilum]IM796
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSVETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>MBK5925182.1 ribonuclease III [Rhodovulum sulfidophilum]IM796
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>MBK5925183.1 bacterioferritin [Rhodovulum sulfidophilum]IM796
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>MBK5925184.1 GTPase Era [Rhodovulum sulfidophilum]IM796
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>MBK5925185.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]IM796
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIAADPAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAKRDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>MBK5925186.1 hypothetical protein CCR90_15730 [Rhodovulum sulfidophilum]IM796
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>MBK5925187.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]IM796
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>MBK5925188.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]IM796
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>MBK5925189.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]IM796
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>MBK5925190.1 NYN domain-containing protein [Rhodovulum sulfidophilum]IM796
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>MBK5925191.1 hypothetical protein CCR90_15755 [Rhodovulum sulfidophilum]IM796
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>MBK5925192.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]IM796
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEAKRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAVGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>MBK5925193.1 lysine transporter LysE [Rhodovulum sulfidophilum]IM796
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGMFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>MBK5925194.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]IM796
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGQADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>MBK5925195.1 hypothetical protein CCR90_15775 [Rhodovulum sulfidophilum]IM796
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFSDLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>MBK5925196.1 ribonuclease HI [Rhodovulum sulfidophilum]IM796
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>MBK5925197.1 hypothetical protein CCR90_15785 [Rhodovulum sulfidophilum]IM796
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRPRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>MBK5925198.1 NADPH-dependent FMN reductase [Rhodovulum sulfidophilum]IM796
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>MBK5925199.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]IM796
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTTPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>MBK5925200.1 aspartate racemase [Rhodovulum sulfidophilum]IM796
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>MBK5925201.1 hypothetical protein CCR90_15805 [Rhodovulum sulfidophilum]IM796
MDYAGIPPVMVEVEGSTFAIRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDTLSGDPAMAYAKLTCAGS
>MBK5925202.1 hypothetical protein CCR90_15810 [Rhodovulum sulfidophilum]IM796
MGLSIAIEEPTPADDCAPITGSAAMPPEVCPPEERFPMTAEDLASPGSGSWGRVSAAGLSDVWLLGATAMAIKRLYVEER
ARSGRRPRPGPRGRLETGPELAAAMRLSRGFGHTNCGGFGGSVDIAPTIVMERCLPLQDPAQVSLA
>MBK5925203.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]IM796
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSAARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALAPYPAEQPL
PEGAAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALDPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAENQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELDRAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAREADHAAREAER
>MBK5925204.1 chromosome segregation protein SMC, partial [Rhodovulum sulfidophilum]IM796
AGEAREARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEE
DARAVQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGL
EIMCQPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHH
ALTMSRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>MBK5925205.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]IM796
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>MBK5925206.1 lytic transglycosylase [Rhodovulum sulfidophilum]IM796
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLHASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>MBK5925207.1 glutathione-dependent reductase [Rhodovulum sulfidophilum]IM796
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDSLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEEVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>MBK5925208.1 aminotransferase [Rhodovulum sulfidophilum]IM796
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLATREGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>MBK5925209.1 peptide deformylase [Rhodovulum sulfidophilum]IM796
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRERSRS
>MBK5925210.1 peptide deformylase [Rhodovulum sulfidophilum]IM796
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>MBK5925211.1 peptide deformylase [Rhodovulum sulfidophilum]IM796
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>MBK5925212.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]IM796
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
IAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLLRETTAIGPEDT
TGALHDRLSAMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVKARMMEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>MBK5925213.1 hypothetical protein CCR90_15865 [Rhodovulum sulfidophilum]IM796
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGAQVL
>MBK5925214.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MMHMEESMFDTTFRGLAAASAIAMIAGAAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYAD
IWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKD
SGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERG
LYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGV
QYTPEGLAAE
>MBK5925215.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>MBK5925216.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]IM796
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>MBK5925217.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]IM796
MTEQDLTTRPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>MBK5925218.1 hypothetical protein CCR90_15890 [Rhodovulum sulfidophilum]IM796
MAGGGDGAAVHPRAGPPGRDRLGLAAAAHPVRQAAEVLLPDTADAAGRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLS
EAAGDVDLVLLDAYGVLNVGETPIPGAAARIAALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLE
SLAGDTRHWGIMLGDEHGSEDLGDLRVSFLGDDPGTYARVDGFLLIGASGWNEARQSLLARALAARPRPVFCGNPDLVAP
REAGLSLEPGYWAHRLADATGQAPVFCGKPFPSVFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGQGA
LKSLSCQSCCREAGIHPDFVMTSI
>MBK5925219.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]IM796
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>MBK5925220.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGHSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRDACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>MBK5925221.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLYGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGVKGPLHFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIEADGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>MBK5925222.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLTAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>MBK5925223.1 hypothetical protein CCR90_15915 [Rhodovulum sulfidophilum]IM796
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDPAAIVAFFGSRDPLTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSVERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLTGRTGALSLSKELKS
N
>MBK5925224.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]IM796
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYAKALDLQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTRDRIDAALRHAGLLN
>MBK5925225.1 hypothetical protein CCR90_15925 [Rhodovulum sulfidophilum]IM796
MGPDALRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKNICRARERGAPATLEIDPVFAPALRGLSVGQPVIVLYWM
DRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDAETGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGEP
G
>MBK5925226.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]IM796
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVEEG
>MBK5925227.1 SsrA-binding protein [Rhodovulum sulfidophilum]IM796
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>MBK5925228.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]IM796
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADATMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVQTGPARC
>MBK5925229.1 aromatic amino acid aminotransferase [Rhodovulum sulfidophilum]IM796
MLTRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDARGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHTLDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPDPAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>MBK5925230.1 ammonia channel protein [Rhodovulum sulfidophilum]IM796
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALIGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWSAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>MBK5925231.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]IM796
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>MBK5925232.1 glycosyl transferase [Rhodovulum sulfidophilum]IM796
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKSDLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRAQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>MBK5925233.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMIPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTDAFQGYIARKYGRRFREFIGGEIKVDRARQVKTFYEVKSTAQLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>MBK5925234.1 hypothetical protein CCR90_15970 [Rhodovulum sulfidophilum]IM796
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>MBK5925235.1 hypothetical protein CCR90_15975 [Rhodovulum sulfidophilum]IM796
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAEAARACAIALLAQVKA
ACGGDLDRLVRVIKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>MBK5925236.1 phosphodiesterase [Rhodovulum sulfidophilum]IM796
MSPLPPPFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLVRVLEEVSGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLAGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPAPPSA
>MBK5925237.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGPGTGWQPHHLVARDTSGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGRETGLLHRVTQQFHWENRDYPDFETFLTTLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>MBK5925238.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]IM796
MTAKLTEDQRRLELSSLSAHGWAETEDGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>MBK5925239.1 peroxiredoxin [Rhodovulum sulfidophilum]IM796
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIICVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPVGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>MBK5925240.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]IM796
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVEIRETTGLVRLLGETRVTGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESIAAGDLKALMA
A
>MBK5925241.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD, partial [Rhodovulum sulfidophilum]IM796
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDALVLDMFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAGAETAILRRNATRPGPA
>MBK5925242.1 hypothetical protein CCR90_16010 [Rhodovulum sulfidophilum]IM796
MSAPGAPATLVFLDPPYGKGLGEKALAASLAHGWIAPGALIVWEEGAAVTPPEGLALLDSRRYGETAISILEAP
>MBK5925243.1 hypothetical protein CCR90_16015 [Rhodovulum sulfidophilum]IM796
MPRDADDALVDAARNYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSRAPRL
AAWLGTRRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYGGTRS
AVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPTAAPAWMTLAITLPLIGLG
ALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>MBK5925244.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATTGIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>MBK5925245.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]IM796
MDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGYKHASC
ISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTFGDIGA
AIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNLGRPET
KILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>MBK5925246.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]IM796
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGVGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>MBK5925247.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]IM796
MKIDRLFEGQEATWPPAARHLTGPWCLRDGQAGGKRVSAATLEGGFEPEAITGAETGMARLGQTPLFMVRPGEGALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGDASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>MBK5925248.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]IM796
MTHDKTRPTALDLPMVDPLPPETQKYFDICAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVV
SSINRCWYCQVAHGATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWD
IATVAGFFNMTNRVASASGMEPNPDYHGSHR
>MBK5925249.1 hypothetical protein CCR90_16045 [Rhodovulum sulfidophilum]IM796
MRARRPLLALALLWSGLLIWPGLAGAIVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKAELIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDEATLADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRANPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>MBK5925250.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>MBK5925251.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]IM796
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRLTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDAWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVVELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAEAPRRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVAKESIALKLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPATHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>MBK5925252.1 hypothetical protein CCR90_16060 [Rhodovulum sulfidophilum]IM796
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAVERLDIPDLTALPGRAWRLRYRRDRAIHGADARRAAFHAAAATARL
PLGSDWGFRPAPFAERVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSRAGEGAPFGLALEVSCFDGGFLSVVF
ELPSHAVEGLGRHHLIRLDAALGTEAPVDVFARISIRHGPNLAQLVRAVPPEGSRIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>MBK5925253.1 hypothetical protein CCR90_16065 [Rhodovulum sulfidophilum]IM796
MMPEQTPDIFRKILSPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFV
LLASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPKDRALVLQRYFSSELGRAALARSGDPADVEVLETDTRGALFLV
HSLDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFASRPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>MBK5925254.1 hypothetical protein CCR90_16070 [Rhodovulum sulfidophilum]IM796
MRYDPHETLVSAARGQPALWRLAAGLAVVAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLCLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAAIGQFVRVLRAVALLYLVLWIVLPAGPEKVAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALLFALAHYSPGAAGDNALPAALWAAVFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPVLGPLIAVDLAVLGLSWLAARVALRV
>MBK5925255.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]IM796
MRSPLFEAYIEPARLYPETWRLIVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLVPAYALLFGLAFATMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>MBK5925256.1 acetyl-CoA carboxylase carboxyl transferase subunit beta [Rhodovulum sulfidophilum]IM796
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>MBK5925257.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]IM796
MSAASSDILLERMMALHPKVIDLVLDRIWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLAAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>MBK5925258.1 cell division protein ZapE [Rhodovulum sulfidophilum]IM796
MSETLKDLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAVPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>MBK5925259.1 hypothetical protein CCR90_16095 [Rhodovulum sulfidophilum]IM796
MIWAGLLVLMLLAAWPLAEALRRPMAARARSEAPGEIAALPRGRTHLVWEGPAEGPVLVLLHGLTIGSHMLDRLAGGLAD
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEARGVGGELTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGGVVLRRMARAADRAYGLPGTLIAAQGVETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>MBK5925260.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]IM796
MPESIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGADTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGNSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATEPLIRGAWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLADYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>MBK5925261.1 hypothetical protein CCR90_16110 [Rhodovulum sulfidophilum]IM796
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLSHTGEAFTQANIGQKLATRDLMADLRAADPFRQGSGKGFGKADRSRFLDALERELSAATRR
>MBK5925262.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]IM796
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGRVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>MBK5925263.1 rubrerythrin family protein [Rhodovulum sulfidophilum]IM796
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAVADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>MBK5925264.1 Maebl [Rhodovulum sulfidophilum]IM796
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>MBK5925265.1 hypothetical protein CCR90_16130 [Rhodovulum sulfidophilum]IM796
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWEDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>MBK5925266.1 hypothetical protein CCR90_16135 [Rhodovulum sulfidophilum]IM796
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRSRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>MBK5925267.1 NLP/P60 hydrolase [Rhodovulum sulfidophilum]IM796
MSGPADRDRRETPANDRVAAARLRGVIEAPRYAEPERWRVTRPVTDLLRAPNGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAAGGPAPTHRVAVPASHAYSAPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFLPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLIQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTGHRRMPVGAD
>MBK5925268.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]IM796
MCPRFADPAAPSRPLFVVDEAAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTVAARGRGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAGYRFDRYRTQSGAPRASFKAPSGVDAARLEAMAAGEVLTRDLINIPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGMTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>MBK5925269.1 hypothetical protein CCR90_16150 [Rhodovulum sulfidophilum]IM796
MRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMISLSSAAR
NVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>MBK5925270.1 carbonic anhydrase [Rhodovulum sulfidophilum]IM796
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>MBK5925271.1 hypothetical protein CCR90_16160 [Rhodovulum sulfidophilum]IM796
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVAVEGATLGSVS
ARRDFVLPRGAETSPEVAEAEAEVERRRTALDAAMAEISRIRAAAQGAEARAAFLGRLGQGEGAAVMGVEDLQALTRMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAAEGPAEGSSAGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTEVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASIVAGEVLRMT
TARGARAAAPPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEIV
LPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRTVQDRNEGDRGVLTKSNERSEAVRIAVENLTDETWPL
RLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>MBK5925272.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]IM796
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLRKG
>MBK5925273.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]IM796
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRTLIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPVGVNARNGLPRDPGFYLDWAAAEPSRQGEAW
RGLGRGLVARASRRADVGQAGAGALSDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSAAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETPDGVHIDAAALARILAAARS
>MBK5925274.1 hypothetical protein CCR90_16175 [Rhodovulum sulfidophilum]IM796
MLLGAAISGLAGAVSSEGVREGVRSEQAIAGASAMRWLVPEPKSKPSRSSKSGRKAAALALDRRQGRGSHICSASGFGQR
PRCVAR
>MBK5925275.1 beta-mannosidase [Rhodovulum sulfidophilum]IM796
MRPDPVIATPRLAALSLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDADAYAR
ARNRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDPETYKA
AYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAAFGKPV
VVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>MBK5925276.1 N-acetylglucosaminyltransferase [Rhodovulum sulfidophilum]IM796
MPGAPEARQGGPPPGAGPGGPFLVSLFTRGQRWRYGLAALAWLGAAIFFWSWWLQPAHDIGAIRFAICSALLGWLTFLQA
YFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFEILRGTLSAMLAQDWSRESPHDTWLADEDPAPETLAWCAAHGVQ
VSTRKGRADYHRPAWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNA
ADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGGWRGVHAIDAIAI
GAGPANFADMLIQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVGVTY
PAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAAAEA
RLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGILAVL
AMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHIVSGAGQGGRKRLHYVLDFGRNSGARRP
>MBK5925277.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]IM796
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRVALVQAIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGDDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVGDAGSA
>MBK5925278.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEQLL
ARLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFENTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPDDFTARLLRFLSSQPE
>MBK5925279.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MEGGNLSRFSERFLFAAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARN
GIILGLALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRQRAGASAAGLMGLYSTAIMAGAFLSGTFSPWI
AQASDWQPALGIWAVPALLGGLIWWRVNDPRASVPEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRS
AETAGLMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPAAVFAGLGIGALFPLSLIVA
MDHGDNASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>MBK5925280.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDKRGTLVALTPGGLALIEKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>MBK5925281.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]IM796
MLSRRSLLALPFYGACLTTPLTALAAGHSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLAR
SWTVSEDGREYSFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLEPYRFDPAAAAGLLEADGWVATRAGQPRQKGGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLSDKAEIDRRIGEVLISTDEATRQALYR
DLLTRFHEAAVYLPLTHLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>MBK5925282.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]IM796
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>MBK5925283.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]IM796
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>MBK5925284.1 nickel import ATP-binding protein NikD [Rhodovulum sulfidophilum]IM796
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPERVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>MBK5925285.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]IM796
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLDDIRRQSGIACLFITHDLRLVSRFADRVLVMDRGRIVEEAPSGELA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPREIPTAPVEAEAAPSPIPVP
>MBK5925286.1 hypothetical protein CCR90_16235 [Rhodovulum sulfidophilum]IM796
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAEALAPLATFRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRVGHPLVVVVGDGLSAPALAHAAPVVAALRPALPELDAMPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTANPMPGTRDSARNCVSNIHRMGGLSPEAAAARIVWLIGAARKLGRTGVALKDESGTRPA
GVLAP
>MBK5925287.1 ethanolamine ammonia lyase large subunit [Rhodovulum sulfidophilum]IM796
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFALFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTAFRNTIGRTGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>MBK5925288.1 choline/ethanolamine kinase--aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]IM796
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHDMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>MBK5925289.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]IM796
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMREGFDLDAAMTLARQAGAAG
VGPRVLWSDAVQGAIAMEALTEAGGWRRAMQKDLQEPPVLAGAMAALKALHATPALSNRFDPFAQIDALIAEYRRLAASL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>MBK5925290.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]IM796
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPKGGRFDGAYGVMAALAAIESFRRDGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDAAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRTALPELAAKAATHAE
IVSIDRRPAGKFDPRLAGLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>MBK5925291.1 glutathione ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRSDISADAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALISELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRKFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENALHETATETPHA
>MBK5925292.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>MBK5925293.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>MBK5925294.1 diguanylate cyclase [Rhodovulum sulfidophilum]IM796
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATDITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPDECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>MBK5925295.1 histidinol phosphate phosphatase [Rhodovulum sulfidophilum]IM796
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSELLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSVGEVL
AAATPELHAAMLDRIARLRAGQAA
>MBK5925296.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGTLAATLIPPGSTVFIDAGTTTCAFARALARAGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEIARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPDL
>MBK5925297.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]IM796
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>MBK5925298.1 AMP nucleosidase [Rhodovulum sulfidophilum]IM796
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALDVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>MBK5925299.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGGSGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAVYNLADDEPAPPDEVIAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>MBK5925300.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]IM796
MNNRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>MBK5925301.1 farnesyl-diphosphate synthase [Rhodovulum sulfidophilum]IM796
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>MBK5925302.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]IM796
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>MBK5925303.1 acetoin utilization protein [Rhodovulum sulfidophilum]IM796
MTTAFLTHPDGLDHATPPGHAECADRLRAVTEALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRHGLTRVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAADNVLNLPLAPRSDGRAFRAAFEAHALPRLGAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>MBK5925304.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>MBK5925305.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>MBK5925306.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]IM796
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSQEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>MBK5925307.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>MBK5925308.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]IM796
MKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDP
LAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLDQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRNLG
NWFFLGVIFTTVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYGCDDC
LGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGAVARL
AEDADPVVAEAARWAVARLSRG
>MBK5925309.1 glutathione S-transferase [Rhodovulum sulfidophilum]IM796
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>MBK5925310.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]IM796
MAKPTKSTGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLAQRLRRAARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRK
ALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>MBK5925311.1 hypothetical protein CCR90_16360 [Rhodovulum sulfidophilum]IM796
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>MBK5925312.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]IM796
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPENVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>MBK5925313.1 hypothetical protein CCR90_16370 [Rhodovulum sulfidophilum]IM796
MKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWYAFTAE
GAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>MBK5925314.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]IM796
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVGQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>MBK5925315.1 undecaprenyl-diphosphatase [Rhodovulum sulfidophilum]IM796
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTFAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGIVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>MBK5925316.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]IM796
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>MBK5925317.1 ribonuclease D [Rhodovulum sulfidophilum]IM796
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTAAPNLTRMLADPDTLKLFHFGR
FDIAILEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>MBK5925318.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]IM796
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>MBK5925319.1 hypothetical protein CCR90_16405 [Rhodovulum sulfidophilum]IM796
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDNRGRSEASNIQARLDLPDGSSAEIKARTGAIDTDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>MBK5925320.1 hypothetical protein CCR90_16410 [Rhodovulum sulfidophilum]IM796
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>MBK5925321.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>MBK5925322.1 ribosomal subunit interface protein [Rhodovulum sulfidophilum]IM796
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>MBK5925323.1 PTS lactose transporter subunit IIC [Rhodovulum sulfidophilum]IM796
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>MBK5925324.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]IM796
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDSLSAGWAEAVKFGPFEQGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVTDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYNS
>MBK5925325.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]IM796
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRSVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>MBK5925326.1 3'(2'),5'-bisphosphate nucleotidase [Rhodovulum sulfidophilum]IM796
MRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAADFLIVDPLDG
TKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVTTPDNDALMVVASKS
HRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSPLSYGKPGYE
NPFFIALAPGVELKGA
>MBK5925327.1 alkylated DNA repair dioxygenase [Rhodovulum sulfidophilum]IM796
MSETERPDRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>MBK5925328.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]IM796
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>MBK5925329.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]IM796
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>MBK5925330.1 hypothetical protein CCR90_16460 [Rhodovulum sulfidophilum]IM796
MPRPTPPPCPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>MBK5925331.1 hypothetical protein CCR90_16465 [Rhodovulum sulfidophilum]IM796
MRFLTGAVLFCAALFLSSARPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLETIYGPLAVNAAGVTCAGAACPGEQVT
RIALSGSPALGDMLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVMAD
REILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDPAGGLSQAALLGRLTGEIADRSGPGGPEAPVTVHL
PGQAGQGLRQLPAARVLGGRRPVASVRRHGRAAAVAAAVAADPTGLGLARVSALGDAVQVPLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLARDFLAYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALVEALEAGHLDGRRLILAGFAEGSDDSEASAARARREAEAVRDTIRAAATA
ADFDLVRLEVAGFGDLLPVMCDGGGSKAGPEQSRDRPSGDWARRLNRRVEVWLR
>MBK5925332.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]IM796
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTVEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQSENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLASGFDES
RPETWGNPSRNDPCPCGSGKKFKHCHGQLV
>MBK5925333.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]IM796
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>MBK5925334.1 bifunctional ornithine acetyltransferase/N-acetylglutamate synthase [Rhodovulum sulfidophilum]IM796
MAKDKKKKKVETEEPGKKKKKKARIKSLKREVKRMRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAGEAGV
RYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVLDCEAKLAATPDPEAGAAIVVNSGNSNAFTGVSGAEAVKAISAGLAE
AADVPEARVFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVAESYAEEVGAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>MBK5925335.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]IM796
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>MBK5925336.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]IM796
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADEARQREEHERQREAERQRRRDEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGLMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>MBK5925337.1 hypothetical protein CCR90_16495 [Rhodovulum sulfidophilum]IM796
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>MBK5925338.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]IM796
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>MBK5925339.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]IM796
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGLLQGVEDDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>MBK5925340.1 hypothetical protein CCR90_16510 [Rhodovulum sulfidophilum]IM796
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQR
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPWLFRWVIAAGY
ALRLLPLFNPLTVDALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>MBK5925341.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]IM796
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWSRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>MBK5925342.1 bifunctional 3-demethylubiquinone 3-O-methyltransferase/2-octaprenyl-6-hydroxy phenol methylase [Rhodovulum sulfidophilum]IM796
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>MBK5925343.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>MBK5925344.1 amidohydrolase [Rhodovulum sulfidophilum]IM796
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>MBK5925345.1 glutaredoxin 3 [Rhodovulum sulfidophilum]IM796
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>MBK5925346.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]IM796
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>MBK5925347.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVAPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYEEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERKDGGSD
>MBK5925348.1 ferrochelatase [Rhodovulum sulfidophilum]IM796
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRTIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQKPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>MBK5925349.1 hypothetical protein CCR90_16555 [Rhodovulum sulfidophilum]IM796
MKKLALAAAFAATASTAFAGSYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>MBK5925350.1 hypothetical protein CCR90_16560 [Rhodovulum sulfidophilum]IM796
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>MBK5925351.1 hypothetical protein CCR90_16565 [Rhodovulum sulfidophilum]IM796
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAATPDA
>MBK5925352.1 hypothetical protein CCR90_16570 [Rhodovulum sulfidophilum]IM796
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMEPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVI
DIFP
>MBK5925353.1 RNA methyltransferase [Rhodovulum sulfidophilum]IM796
MSHLVERLSLRGEGVTGDGLTVALALPGEEVEGVPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLAGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGTALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>MBK5925354.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLERVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDIARVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>MBK5925355.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]IM796
MTRVSGDPFFADHTQAVCALLTEAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAEAAGFKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPGGLAACATNSAGIETLSRERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVMIHLEAALGLAPDPIRRLAALGGEDVAGRLRLSKAEARRLGRIAEGAAAGEGPAVLAYRVGPEEARDAVLLRAA
SLGADLPEGLGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDSAALIALAGRGD
>MBK5925356.1 coenzyme A pyrophosphatase [Rhodovulum sulfidophilum]IM796
MPSDPFDALAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPGPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>MBK5925357.1 molecular chaperone Hsp33 [Rhodovulum sulfidophilum]IM796
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHHYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>MBK5925358.1 NUDIX hydrolase [Rhodovulum sulfidophilum]IM796
MIRRYGEAAQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDMALGRLGNAGDRAMLHRWLGQIR
>MBK5925359.1 fused response regulator/phosphatase [Rhodovulum sulfidophilum]IM796
MVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEFCRAFRALPRESYGYFILLTSKS
ETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSLVP
ERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGGQY
RARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFEGC
EVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>MBK5925360.1 hypothetical protein CCR90_16610 [Rhodovulum sulfidophilum]IM796
MIDWTRVDELRCEVGEDAFEEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>MBK5925361.1 threonine dehydratase [Rhodovulum sulfidophilum]IM796
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEALNFSALFARMDAQGLT
YRDITDDPTLADFLI
>MBK5925362.1 argininosuccinate synthase [Rhodovulum sulfidophilum]IM796
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>MBK5925363.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]IM796
MAMSLKTIKPVLLICALVLGYMAEGAKAKAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEEPSYRQVARGG
TGHVEAVEITYDPALVSYEKLVSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKTEAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>MBK5925364.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]IM796
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>MBK5925365.1 hypothetical protein CCR90_16635 [Rhodovulum sulfidophilum]IM796
MRPQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELITDGEGNPGTSLRQMVQRNEFQEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPLRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>MBK5925366.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]IM796
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEGLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSALETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>MBK5925367.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]IM796
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>MBK5925368.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]IM796
MEARQVSTQGILEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPT
QLGLRMFVDGLLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRAL
TVLVFADGHVENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGH
DQARLIVRGRANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADR
KIIGAVGVIGPTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>MBK5925369.1 ribonuclease PH [Rhodovulum sulfidophilum]IM796
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>MBK5925370.1 non-canonical purine NTP pyrophosphatase, RdgB/HAM1 family [Rhodovulum sulfidophilum]IM796
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEAKAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>MBK5925371.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]IM796
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILETARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSIAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVERDGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLKRYERIANSQIDRSKIKELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>MBK5925372.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]IM796
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVAYRSLDDLDRLCAVLSAPSGGSGGED
>MBK5925373.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]IM796
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSNLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>MBK5925374.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]IM796
MISAGEFFDVSRETSGRLSTYAALLRKWNPAINLVSRATLDELEIRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVIA
IIAEEYAPDLRVTLIESDQRKATFLRTVIRELGLKRVDMIDVRIEAADPQEADVLSARALAPLDRLLGFAERHLSPGGIA
LFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>MBK5925375.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]IM796
MKHRAFDVLVVGGGHAGAEAAHAAARLGARTALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAGIQF
RLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQCEGRVAGVVLADGSELSAGAVVLTTGTFLRG
VIHIGNRQSPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDHQPGDDEPVLFSFLSSQVEARQVAC
GITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKETHQIFLEPEGLDDPTVYPNGISTSLPEEVQE
AYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQGPVI
FSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGFEIGCVGERRRTSFETKMERLSAGRARLEA
MSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVNFEDLIALDPELEEVDGESRVQLARDALYANYIARQTLDVEAMRRDE
AQRIPSGFDYEKLEGLSSELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>MBK5925376.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]IM796
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLADADGVLLDEALVLCFAKAASFTGEDVVEFQC
HGSPATVSALLSALGCIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRAEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLEGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLVPGPEDIVLRG
KADLADGAGHGVSGLTGEGVADLVADISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVETLLDEIFSRFCLGK
>MBK5925377.1 transcription termination factor Rho [Rhodovulum sulfidophilum]IM796
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>MBK5925378.1 hypothetical protein CCR90_16700 [Rhodovulum sulfidophilum]IM796
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLFRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>MBK5925379.1 septum formation protein Maf [Rhodovulum sulfidophilum]IM796
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAQGALVIGCDQVLA
HRGKVLAKAETCEEARGQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>MBK5925380.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]IM796
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLRAARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>MBK5925381.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]IM796
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDTILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>MBK5925382.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]IM796
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMRQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTETEAWRPRPRPTPLPSRLTGEEAAAHRAFVETMGDDAL
WKSFD
>MBK5925383.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]IM796
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>MBK5925384.1 exlusion protein FxsA [Rhodovulum sulfidophilum]IM796
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGDPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>MBK5925385.1 preprotein translocase subunit Tim44 [Rhodovulum sulfidophilum]IM796
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVNEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>MBK5925386.1 elongation factor P [Rhodovulum sulfidophilum]IM796
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>MBK5925387.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]IM796
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTARMLQLACEAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>MBK5925388.1 hypothetical protein CCR90_16750 [Rhodovulum sulfidophilum]IM796
MSAALVLSVSACAKRPDAIAPAPIPAGMYDGMSCAKARKTLIDVNAEIQELSRRQSGAATADAIGVFLTLVPVSTVTGGD
RAGRIAAAKGRKLALEARLESCG
>MBK5925389.1 murein transglycosylase [Rhodovulum sulfidophilum]IM796
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>MBK5925390.1 hypothetical protein CCR90_16760 [Rhodovulum sulfidophilum]IM796
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRSR
>MBK5925391.1 HslU--HslV peptidase ATPase subunit [Rhodovulum sulfidophilum]IM796
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>MBK5925392.1 HslU--HslV peptidase proteolytic subunit [Rhodovulum sulfidophilum]IM796
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAGDI
ARKAMAIAADICVYTNGNLTVESITR
>MBK5925393.1 thiol reductase thioredoxin [Rhodovulum sulfidophilum]IM796
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>MBK5925394.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]IM796
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLARLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGSAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRTLFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVTR
DFGFGEGLRYERGLWPEDRVLAAPETAPPETALPDWALRDAPRPERPTQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>MBK5925395.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]IM796
MFEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVETLLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAEGHEDGRKAWAAWLAEALDGTDRAGT
EPLSAHVARHRQLADILAAGPDTEGSGALWLEEAGLQARAALDLLEAEAEAGGEMTPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGAWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPETPLPAMRRPSPRPPLDRRPEQLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGQPLDPDPDRAQADLMAIADKVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>MBK5925396.1 nucleotidyltransferase [Rhodovulum sulfidophilum]IM796
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLAGRSGLTVLRETD
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLANAWDPAQMDGLLLLIPPERATGHSGKGDFLIGPDGRLTRG
LGATYSGAGILKTEALAEIPERIFSLNRLWDGMLAKGRLYGILHSGGWCDVGHPDGIAEAEALLAGQGDV
>MBK5925397.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]IM796
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLIEDLGDDLFARLAARAPQLEEPLYAAATDLLTRLHRAPLPDGLAPYGPAEMAELGCLPFRWYLPGQGLAAPEE
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPELGDRM
RARYVAATGTDAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLIRDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>MBK5925398.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]IM796
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGESETLRHASFMSDRADWTGRLSPIL
TEIQTGTAPDA
>MBK5925399.1 hypothetical protein CCR90_16805 [Rhodovulum sulfidophilum]IM796
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>MBK5925400.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]IM796
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>MBK5925401.1 SCO family protein [Rhodovulum sulfidophilum]IM796
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYQVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARTRP
>MBK5925402.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>MBK5925403.1 hypothetical protein CCR90_16825 [Rhodovulum sulfidophilum]IM796
MADIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPVTLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>MBK5925404.1 HD family hydrolase [Rhodovulum sulfidophilum]IM796
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>MBK5925405.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]IM796
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>MBK5925406.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]IM796
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDTEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>MBK5925407.1 hypothetical protein CCR90_16845 [Rhodovulum sulfidophilum]IM796
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>MBK5925408.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]IM796
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRDLYNLPDAFPAGGRDWDRLFRDGDEIVLGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFMRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>MBK5925409.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]IM796
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMAGL
>MBK5925410.1 hypothetical protein CCR90_16860 [Rhodovulum sulfidophilum]IM796
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVADKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>MBK5925411.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]IM796
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLEAHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>MBK5925412.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]IM796
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVIEGQTALHAAYGGVVPEIAARAHAERLDFCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLGFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>MBK5925413.1 hypothetical protein CCR90_16875 [Rhodovulum sulfidophilum]IM796
MTQHPPLLLLTRPRVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIDIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>MBK5925414.1 hypothetical protein CCR90_16880 [Rhodovulum sulfidophilum]IM796
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDANTEPPRDETPSEDDTPVEEVSETGPSEAAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGS
DDSLAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>MBK5925415.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]IM796
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVPLTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPAAVGPAGLGGASDMLPLLVGGGFQKSAE
>MBK5925416.1 hypothetical protein CCR90_16900 [Rhodovulum sulfidophilum]IM796
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>MBK5925417.1 hypothetical protein CCR90_16905, partial [Rhodovulum sulfidophilum]IM796
MAYRLILPALLILLAGPAQAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQV
GSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPREWISS
ALASATAASTVPNWAGTDDGAIGQVGGGGYPKGETATPWTGGAIAARFYFGRRYPGGLDPEAGLSPDLTATRGEILEASR
MERGADLFAAFDVAFPDAPEGVIWEQGGAVYGAYLGVTGSDLVFRAFSGEATGAEVARASIPVADFATMLRWDRHPSLDV
RQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAE
APGFAGAAEGCHAAGGVLAMAPGQTRARYAFAGRIDLGAVQPVRLISDIELLISEAR
>MBK5925418.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]IM796
DFPLPAERVVRSLNQLIEWRGKPLAIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNACVERYNRTVRYEWLDLYI
FDTIEEVQQISTEWLWTYNNERPNRGIGGVTPAMKLKMAA
>MBK5925419.1 hypothetical protein CCR90_16915 [Rhodovulum sulfidophilum]IM796
MRQKSDSLRQSRRIGRNCGNKSPMSTPLPGMLSVRALIFGPILEYFADDPGSLEALLAREKLSPEILADPYAAIPLQSYL
SIIEAAADLAGDPLFGARLGFSLRPGNLAPIGLRAVQAGTIRGALSAFARWSGALQSATQSSLESEDGNLVFTYRITAPV
VAPSRQDTEFSLAGICRLIRGAFDPRWRPSEIRLNHPPIPEKTRLEALFRAPVVYAHPTNAIAFSAAAAERVHRTEDPDM
IALIERHLQDLTAGASRSENIVDQVEALIDLYLGVRPVDLRTIAAALRMPPRSLQRRLAEEGQSLSALLRLHRQRRARIL
LAEKGMSVEAVATALGYSDGTSFWRAFRSWTGDAPSLGQETQCR
>MBK5925420.1 amino acid permease [Rhodovulum sulfidophilum]IM796
MEKGQGANRLQANSIGLAHIVFFVVAAAAPMTAVVGATPPAFAFGNGAGVPGAFILAGILYLIFSAGFTAMTRHVPRAGA
FYTYITRGLGSPAGLGGALTALLAYFAIQIAVFALFAVFVSGFAASFGLDLPWWVWAFAGLAAVVLLGRRHISVSGHILG
VCMIAELVILLVLDIAILAHGGGPDGISAAGFRPSDVLVPGLGVTMVFVLGSYVGFEATAIFGEEASNPDRTIPRATYTA
VILITAFYAFSTWSIVQYYGPENAQAAAAASLEGFYFNAMEALLGGWVVKLAYILLITSLFACLLSFHNTLNRYLYALGH
EGLIWAHVAKVHQDHGSPHVAGLVQAALVVSILGLFALFGADPYGVVFSWMSALAVLSIVAVQTMVSAAVIAFFRRDSFG
RSPLVTLVAPALATAGLAAAFCLVWSNLPMLTGSENPAVRAFPVIVLGTAASGWLLALRIKRSQPEIYARLGQAFD
>MBK5925421.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]IM796
MNAATRIDFLYLSEPDMIKAGVTDMAACVDCMEEMFGLLHAGDYRMAGANNDSHGAMVMFPAESPFPTMPKPTADRRFMA
MPAYLGGRFCTTGVKWYGSNVANREKDLPRSILMFTLNDTETGAPLAHMSANLLSAYRTGAVPGVGARHLARKDAKIAGI
LGPGVMAKTTLSAFMAACPGIDTLKVKGRGEKSLNDFLAWVADAFPQITSVTVVDSIEEVVRGSDLVSYCNSGETGDPST
YPLVRRDWVKPGAFLAMPAVCNIDEGMQAPDIRKVLDNTGLYEAWYEEVPKPAHATIPVIGVKFMDMIAEGKMARSDLED
LGAIVAGDAPGRRTDDEIVIMSVGGMPVEDVAWGTVVYRNAVERGIGVKLNLWEEPVLR
>MBK5925422.1 hypothetical protein CCR90_16930 [Rhodovulum sulfidophilum]IM796
MTQILKLKSGNALEEKSSYSRLVAAGDWIFVSNTAGRNPETKLIPEDVAGQTRQVFANISRALAGAGACLGDTVSARVFI
QEPADTPAVMEIFAEMFRGIDPALTVTCPPLGSTAYKVEIEVTAFRGASNGAQKITLEG
>MBK5925423.1 D-amino-acid oxidase [Rhodovulum sulfidophilum]IM796
MEPLADLPVSTLDIPAKTTVVVIGAGIAGLSAALTLIERGIPVCVLDKGRIGAEQSGRNLGWVRKTSRAPADVPLAQAAD
RLWAAMPARTGSDCGYRQAGILFVTRSRKQMAVYEDWLTAVAPLDLGARALSPSEIDHLVPGGTGGWIGGLHTASDGRAE
PSMACAALARAVLAKGGQIVEHCAVRTLSTAAGKVSGVVTERGEIACDQVILAAGLWSRRFLGNLGLFLPTLPLVCSVLR
TAPMEGPCETAVGGPDFSFRKRLDGGFTITQRGRLDAPLTPDHLRLGLRYLPVLRTQKGAVQTGLGRHFLNELLSETRWR
DGRITLFERCRIMDPPVNAGLNAEALAALRKAWPVFEKARTAAAWAGMIDVTPDSDPVIDSVARLPGLTVATGFSGHGFG
TGPAAGQLAADLATGAVPLVDPAPYRFSRF
>MBK5925424.1 hypothetical protein CCR90_16945 [Rhodovulum sulfidophilum]IM796
MLLQDANDLLFAETAFPHRLSPRLENRLTSNRGLFRGARQSLLDCRCGPLLRKTCTAANQPSTLRRFLYDKRSSQP
>MBK5925425.1 sodium:proline symporter [Rhodovulum sulfidophilum]IM796
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGVMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>MBK5925426.1 hypothetical protein CCR90_16955 [Rhodovulum sulfidophilum]IM796
MVGGLALATGVGAPLGIIMHRSPGAGAFLAPLRLLPMGISRPVLAILWTQGGTWTLILRDAALLMRVFQVAVAEGLCAVD
PQIDEMTRPFRVLLRRRLGLQGTADRPAATLSKGQAQRIVLLRALSVRPDILLLDEALGGLDDEFWAMARGMGAKQHAPT
GVAVIEVTHDPVWRLFQGRCLSLNHPGKDSHPGKDGTGARKELG
>MBK5925427.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]IM796
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDAAALETIPAAVFRQRADMADAGQIAEFMTAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPTDWETCLSVCLTSQFHCVRHAVPALRQSANASIINLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTI
SGQAVSVCGDCQMLT
>MBK5925428.1 hypothetical protein CCR90_16965 [Rhodovulum sulfidophilum]IM796
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLAASGALEVSPKRAVMVPL
MTAAEFEDLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>MBK5925429.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINENGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLEANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSAPLPGPDQPL
ETLATSVTGGTCSL
>MBK5925430.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]IM796
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>MBK5925431.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVIYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAGFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTKVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPESHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSSGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVKENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALATDIDLRRKVLWL
>MBK5925432.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDTKVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLGGRARCLVAHPVNPPHLIPVVELCPAPWTAAE
TLDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWAQDRDPQDIRRRQDRRDRRLAALRRHLASETTQTSGA
>MBK5925433.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]IM796
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILTTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>MBK5925434.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]IM796
MTGNTIADRTGLSDRDLLRDRSRIGGDWVGSESRFEVRDPADGAVLGSVAAMSAEQSRAAIDSAQAAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYSQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEAAVAKQEDHVADALAKGARLACGGNRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIGREGARRGMEAFME
IKYVCRDWH
>MBK5925435.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLKVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGVRRAG
>MBK5925436.1 hypothetical protein CCR90_17015 [Rhodovulum sulfidophilum]IM796
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGVRAAGGLPALLDLPSNGEIRRA
LLATLYIVSSVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTAAFDLIFRVLLRVPLPSGPLTGVL
>MBK5925437.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]IM796
MTRTKALIAGLSMTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>MBK5925438.1 thioesterase [Rhodovulum sulfidophilum]IM796
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSAVKRNYLPADYRAATRPWTIAAAIHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMIAQVWLDRPEAQDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIESFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>MBK5925439.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGATVVRLSP
EDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALSRVYASES
ARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAASPNH
>MBK5925440.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]IM796
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAETAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTTRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSENSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>MBK5925441.1 hypothetical protein CCR90_17040 [Rhodovulum sulfidophilum]IM796
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDEDMRALLIETAQEGARRQRALNVEREVTSLAKLREEGMEVVETPDRKAFRAIVAEPVQASFGEEFG
PELIEQINAAA
>MBK5925442.1 cyclase [Rhodovulum sulfidophilum]IM796
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLLAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDAGSREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTAALKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>MBK5925443.1 hypothetical protein CCR90_17050 [Rhodovulum sulfidophilum]IM796
MRPARLAVLAVRVADRVLAAVEALLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
FGLTGGIMASGKEDPGA
>MBK5925444.1 L-dehydroascorbate transporter large permease subunit [Rhodovulum sulfidophilum]IM796
MTTILIFVGVLLVTAIAGIPIAFGLMLAGIAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>MBK5925445.1 hypothetical protein CCR90_17060 [Rhodovulum sulfidophilum]IM796
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVASALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATIRGAPGAIAAKVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>MBK5925446.1 aldolase [Rhodovulum sulfidophilum]IM796
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADVNEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>MBK5925447.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVLRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTHERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>MBK5925448.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]IM796
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>MBK5925449.1 D-galactarate dehydratase [Rhodovulum sulfidophilum]IM796
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPEKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMIVRTANGRNTAAEALGHREFSLTKLYRSA
>MBK5925450.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]IM796
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDARDPAWQGVENCTLPELLARADILSLHVPLSEGTRDLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADVPA
>MBK5925451.1 sulfolactate dehydrogenase [Rhodovulum sulfidophilum]IM796
MSRPDADMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGCAALMVANTPKAMAPWGGSSALFGT
NPIAFAAPRVDAPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGQPTTDPRAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLAAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>MBK5925452.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]IM796
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKESPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>MBK5925453.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGAGALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRTLRRRGTALPAPSDKRDPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETLLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>MBK5925454.1 hypothetical protein CCR90_17105 [Rhodovulum sulfidophilum]IM796
MTDHPATMPRLRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPAALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>MBK5925455.1 hypothetical protein CCR90_17110 [Rhodovulum sulfidophilum]IM796
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCIFRPSLDGDRRPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
AVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>MBK5925456.1 hypothetical protein CCR90_17115 [Rhodovulum sulfidophilum]IM796
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>MBK5925457.1 hypothetical protein CCR90_17120 [Rhodovulum sulfidophilum]IM796
MTTLPRFFGAAALAGLAPLAVQAGDLPATEFSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTASLDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>MBK5925458.1 hypothetical protein CCR90_17125 [Rhodovulum sulfidophilum]IM796
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAR
>MBK5925459.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFLPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>MBK5925460.1 dienelactone hydrolase [Rhodovulum sulfidophilum]IM796
MFRALRLAAFAMLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPTDLPEISWQAGPFEIDATREAPVAEGRFPV
VLLSHGHNGGPLSHRELAAQLARAGFIVIAPAHMGDTAGQPPRTSQDRILKNRPAQAIAALDAALRNERLAPHADPARIG
MIGYSAGGYTGLILAGAKPDFDHAAAYCAKEGHDDTGSCGEARFIGISEKLATWSAPSEARLKALVLLDPLAVMFDATGL
ADVGIPVLLFRPQEDIYMRSAANAVALARDLPRAPQEIVLPGTHFTFVDPCPKDIAGKAAMVCNDPPGIDRPAIHRSLED
DVIAFLNETL
>MBK5925461.1 hypothetical protein CCR90_17145 [Rhodovulum sulfidophilum]IM796
MVREAMRALSVLGVIEIRPGGGACVSALYVSSRLSPLNVFLGLSEISVDQLWQALRLIGGELAARQAKAADLEALDPPAA
GGGRSLSRFRFPRPASQAGRSLFPCPRRPEPGRTGARIPQGRRPYRRDGAPVHCRIGEAPRAGDASRQAMAAHMAQARTS
PLGISQTLPAKGFSRMTGAQA
>MBK5925462.1 hypothetical protein CCR90_17150 [Rhodovulum sulfidophilum]IM796
MSRRPVVETDDIFPDRTVAELSGAEFLAHQSQDPADVAKAIRSADMAVVQFAPDDDAEVITGMAEGGALIRYGIGFGNID
VTAANDRGQPAMCLVAASTKWPGLRSRRCCASRLRSTPRCGTAVAMAWPIPR
>MBK5925463.1 2-hydroxyhepta-2,4-diene-1,7-dioate isomerase [Rhodovulum sulfidophilum]IM796
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPAVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEAAALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPVGPWLVTPDEAGDPQDLGLWLCVNGEKVQDGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVELGVDGLGIQRQVCIADI
>MBK5925464.1 hypothetical protein CCR90_17160 [Rhodovulum sulfidophilum]IM796
MITVAMSQWFLTPEVDHRLLAEADLGVVQAGRGMRRDLFGQFFDAGPGGLQAGDGRQPVTDRPARQIKHPCTEQLALEI
>MBK5925465.1 hypothetical protein CCR90_17170 [Rhodovulum sulfidophilum]IM796
MTIRKLCAASGCDDLAVPGAALRELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKKARAAFLEANPLCVDCAGLT
T
>MBK5925466.1 hypothetical protein CCR90_17180 [Rhodovulum sulfidophilum]IM796
MTQQSPSRTPDKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRADMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPPEKRIPLPKAKADIDITLF
>MBK5925467.1 hypothetical protein CCR90_17185 [Rhodovulum sulfidophilum]IM796
MRVMIADERTGTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETVAGMARLPPSLIREGVAVTHSDASVEDLRQCLLRVHLGRTAQNASRKQSDAAMTFQHGRLVLLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>MBK5925468.1 hypothetical protein CCR90_17190 [Rhodovulum sulfidophilum]IM796
MGGVPDLCATHNCTQLIKAQPVDEAFWNTRLLRHELRQILTEGCHILQDLDDQIDELQFACAPLPHRLRHLPFQDSFLVT
SQKLRRMLEFMAENVHNFR
>MBK5925469.1 response regulator [Rhodovulum sulfidophilum]IM796
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>MBK5925470.1 chemotaxis protein [Rhodovulum sulfidophilum]IM796
MTPRRRSDIVFEESDFRRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFAEYDKYLKANIEAESEHFISALTTN
VTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDPFVLRRAE
AAVYSDEEAKIPPGAWADQVFEKTVGKRTEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQTQQTLWR
RLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>MBK5925471.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]IM796
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>MBK5925472.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]IM796
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLSGLQIEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>MBK5925473.1 response regulator [Rhodovulum sulfidophilum]IM796
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>MBK5925474.1 hypothetical protein CCR90_17220 [Rhodovulum sulfidophilum]IM796
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>MBK5925475.1 transglutaminase [Rhodovulum sulfidophilum]IM796
MEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGVDFFGNATTEIAHDAGQTEFRFRFKGR
VRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHERFD
FDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETGWV
EIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>MBK5925476.1 hypothetical protein CCR90_17230 [Rhodovulum sulfidophilum]IM796
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGVEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDMGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLLREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>MBK5925477.1 IMP dehydrogenase [Rhodovulum sulfidophilum]IM796
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRCPEPAGARMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRTAAPISGMASPAEVDFRFHMEVRRTAEHPRITRPFPEDAWQALDALGQKVDARI
SAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETYTGATAEDAGRFLSGLAEVIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSAAS
GPLPDFHVGREDRRLALMQEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVHPAQSWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDCLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRATLSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMEVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVPLAETGTSGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDTWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>MBK5925478.1 nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]IM796
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAAAVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>MBK5925479.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSEHGKDMQETL
>MBK5925480.1 tripartite transporter [Rhodovulum sulfidophilum]IM796
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>MBK5925481.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEQMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFREDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>MBK5925482.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]IM796
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDRPTAIAAE
>MBK5925483.1 hypothetical protein CCR90_17265 [Rhodovulum sulfidophilum]IM796
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQAGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQSRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRHWLQAVHRAYRRPIWVTEFALVDWDRPGVGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQTFRRVLSELGGREIARSD
>MBK5925484.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]IM796
MTAPSPTEPDLSAQDLSELIACPQCDAVYRAVKPAPRARAVCARCQTVLIAPQRQAGQRLIAVALTVVVLICAATLTPFL
EVEAGGMSNATSVLDAALAFAGRPLLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETLRPWSM
AEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>MBK5925485.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]IM796
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>MBK5925486.1 paraquat-inducible protein B [Rhodovulum sulfidophilum]IM796
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIAMGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>MBK5925487.1 hypothetical protein CCR90_17285 [Rhodovulum sulfidophilum]IM796
MKHRLLPAALVPLALALTACGGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>MBK5925488.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]IM796
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTAAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYERGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKTTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>MBK5925489.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]IM796
MSTASPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEAGALSVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>MBK5925490.1 FmdB family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPIYNYRCTACEAEFELLRSLSDDSAPACPDCGSPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>MBK5925491.1 hypothetical protein CCR90_17305 [Rhodovulum sulfidophilum]IM796
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>MBK5925492.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]IM796
MTGPELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>MBK5925493.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]IM796
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRQPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>MBK5925494.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]IM796
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>MBK5925495.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]IM796
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>MBK5925496.1 hypothetical protein CCR90_17330 [Rhodovulum sulfidophilum]IM796
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>MBK5925497.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]IM796
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>MBK5925498.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]IM796
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>MBK5925499.1 hypothetical protein CCR90_17345 [Rhodovulum sulfidophilum]IM796
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRALADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DSGRLQTLSAPLRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETGAYRWTPLHRAVLEGSPP
VLEALLALGADPNRLFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPHALDARGVGVLPYLEGQLGRHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>MBK5925500.1 malonate transporter [Rhodovulum sulfidophilum]IM796
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGDIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>MBK5925501.1 phosphoribosyl 1,2-cyclic phosphodiesterase [Rhodovulum sulfidophilum]IM796
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>MBK5925502.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSDTETPKITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLDRILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>MBK5925503.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]IM796
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVVLLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>MBK5925504.1 dTMP kinase [Rhodovulum sulfidophilum]IM796
MDRSARFISFEGIDGSGKSTQARLLAERLRGQGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPDEVARDIARLADEALA
>MBK5925505.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]IM796
MREVTMRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGR
VTLETQFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFA
NASGWPHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVG
SALQNGRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRD
TVEAEVHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>MBK5925506.1 hypothetical protein CCR90_17380 [Rhodovulum sulfidophilum]IM796
MQAYRIARVVLLLGVAGGLSACQGAGFGLFKKDDTETMPVRAESSVAAAAEGEEAEAPEVFHLEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEIAVTALRRAPAPEAGDRKAEPAG
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>MBK5925507.1 hypothetical protein CCR90_17390 [Rhodovulum sulfidophilum]IM796
MAEFELDTDRLDDAALAILSLTLHDVKRVWKGIDWEITDRLHVKGLIHDPSGKAKSLTLTDEGLARAGDALAAMFAKR
>MBK5925508.1 hypothetical protein CCR90_17400 [Rhodovulum sulfidophilum]IM796
MIVERATQTEIETSNGGRFIAVPASEATIRGYSVHEIQIDEAAYLPGQNEGEDVIVSVLPMLRDTGNSQVVFASTPAGKN
NHFAELFLEPKPGVHQIVVKGTSIPRLASRVERLRAQLSATRFRQEVEVEMLSDGLSYFDLSTIENATNMKEGAICPRM
>MBK5925509.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]IM796
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAEDADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>MBK5925510.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]IM796
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENVLIVNTCAVTSEAVRKARQEIRRLRRENPQARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVARHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>MBK5925511.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]IM796
MRRHSFEHDGLVFSFLDAGGEGRPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHDAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAINGDHRDVWLQSRCPALVVSGSESRVCDPAELQAMAQSRENTAFIQLRAGHSVHID
APAEFARHLRAFLEDSCS
>MBK5925512.1 hypothetical protein CCR90_17425 [Rhodovulum sulfidophilum]IM796
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>MBK5925513.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]IM796
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLADLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>MBK5925514.1 cytochrome b [Rhodovulum sulfidophilum]IM796
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKGEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLVGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>MBK5925515.1 cytochrome c1 [Rhodovulum sulfidophilum]IM796
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>MBK5925516.1 thiamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWKGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTQAQNRAVEAALDRVGLGGLGDRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAKLARETGATLLFVTHDPADARAIADETVLVAEGRAHPPRPTDRLLADPPPALRTYLG
>MBK5925517.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]IM796
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDTTCLGLAALFLILPLAMVALRGLPGLAGLPASV
YAAALRSIAVALGSAALTLVLALPMAIAIDRLGGLRGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>MBK5925518.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]IM796
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIIEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEELIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGILASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>MBK5925519.1 chorismate synthase [Rhodovulum sulfidophilum]IM796
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAIDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEEAE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>MBK5925520.1 hypothetical protein CCR90_17465 [Rhodovulum sulfidophilum]IM796
MLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAPQPAMAAAASTGTEISDK
PVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPLLSWIGGVLEIVGVLCVL
FSSGVLYSFGREFFWRGRG
>MBK5925521.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]IM796
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>MBK5925522.1 ATP-dependent RNA helicase [Rhodovulum sulfidophilum]IM796
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSERSRPDARPDR
APRPPRPAPAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRPKPEFEARPTPRPTPGPERREVLSAEAEAPKPRAPRREA
DAAPVERPRKPRPGAERSGPRSDAGGPRPKEGRKDGWKDARKDDRKDGRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGG
SRDWPKDKRPAGNDAVPAERRRADAADTSKRFERPGAPKGKGAKPAGGGKRGAPKSGRSSGNAPPRRPR
>MBK5925523.1 hypothetical protein CCR90_17480 [Rhodovulum sulfidophilum]IM796
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRRHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>MBK5925524.1 hypothetical protein CCR90_17485 [Rhodovulum sulfidophilum]IM796
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>MBK5925525.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]IM796
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>MBK5925526.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>MBK5925527.1 hypothetical protein CCR90_17500 [Rhodovulum sulfidophilum]IM796
MTCFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGKPVMGVLTDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVTVDFSYVSCRAGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>MBK5925528.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]IM796
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPFEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>MBK5925529.1 co-chaperone YbbN [Rhodovulum sulfidophilum]IM796
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>MBK5925530.1 ATP-dependent protease [Rhodovulum sulfidophilum]IM796
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>MBK5925531.1 hypothetical protein CCR90_17520 [Rhodovulum sulfidophilum]IM796
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKVAGLAFPIRGGIPIMLVDEARRLD
>MBK5925532.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]IM796
MSHDGERSISIISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLV
FDIDEMTWPHMGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFS
YWTWGRFPTKANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAP
FYCRSAIRTKVFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>MBK5925533.1 methoxyneurosporene dehydrogenase [Rhodovulum sulfidophilum]IM796
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGAKLSD
YVTLHREKVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>MBK5925534.1 geranylgeranyl pyrophosphate synthase [Rhodovulum sulfidophilum]IM796
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLTQMVRHMAERLIPEPARQPAE
>MBK5925535.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]IM796
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADKRFRALGMADRVTVTGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKIFATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVDMPRTHRPFIASVVVGCKPGAT
>MBK5925536.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]IM796
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>MBK5925537.1 chlorophyllide reductase iron protein subunit X [Rhodovulum sulfidophilum]IM796
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>MBK5925538.1 chlorophyllide reductase subunit Y [Rhodovulum sulfidophilum]IM796
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>MBK5925539.1 chlorophyllide reductase subunit Z [Rhodovulum sulfidophilum]IM796
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>MBK5925540.1 protein PufQ [Rhodovulum sulfidophilum]IM796
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>MBK5925541.1 light-harvesting protein [Rhodovulum sulfidophilum]IM796
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>MBK5925542.1 light-harvesting protein [Rhodovulum sulfidophilum]IM796
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>MBK5925543.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]IM796
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFGMAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>MBK5925544.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]IM796
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>MBK5925545.1 hypothetical protein CCR90_17590 [Rhodovulum sulfidophilum]IM796
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>MBK5925546.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]IM796
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGIGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>MBK5925547.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]IM796
MKLITDPNLTDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDRETLTEALELARGR
>MBK5925548.1 hypothetical protein CCR90_17605 [Rhodovulum sulfidophilum]IM796
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVLLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPAEARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>MBK5925549.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]IM796
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLEPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLKVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>MBK5925550.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]IM796
MRALLPVLAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRNGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFRSHPGIDARALLRAAGQALDHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAAHAARAARDRVLARMAEAGVLEPETAARAAR
SPVPETRRPFPELAPHLADRARATEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRRFARPGASQGADPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>MBK5925551.1 PAN domain-containing protein [Rhodovulum sulfidophilum]IM796
MARSAALMALAITVLATLTDGAAAQSVAASADNPLPDRRAVLWRDMDFPGSDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSSACFPKARAEAPTPYAGAVSARIVATDPATRAAAPARAAELDFLRDRDLAEARAQAEKLPEDHPVDGATLDELRRAA
VSARAANRPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALGVMAG
ALEDLGRGRDMIPALRLAQTLAPRDGLQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDP
GLAVTTEDRRLCVEGLSHGESYRLTLRSGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSG
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYALSA
AIPGEDPYERPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRAGAAPAMLTAEDGTDDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLP
LTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPEAPI
DPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMALIVGAGRTDAAGRAQIGLTLPTL
KAEGKPVEARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVE
TRYQWYRVDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDM
LELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGH
NPARALGLAHATVDPGPHRLSAAFEVPAEAGPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQ
RKLGMGLRDVYGRLIDGLNGAMGTVRSGGDSTAGMRRQAPPPTEELVALFSGPVTVGEDGVAHARLDIPAFNGTLRLMAV
AWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELAKGGKT
ALSIPITAGMPGVQHVKVALSTPDGKQLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGP
VARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDF
WLDAYVTDFLSRARAQGVAVPDRAFGMALDNLRNRVNYAPDFDSGGEDIAYALMVLAREGRAAMADLRYYADTRAGAFAT
PLAAGQLGAALAAYGDPTRADRMFARAARMMAGRMGRAEPPVWRSDYGTDLRDAAGLLTLAVAAGSTAVDRDALTGYLAA
TDRPLSTQEASWMLLATHELIDRPGAGVGGEGFTLNGAPLTGPLVRLLTPGDGPAVLGNDSGRPETLTVTSFGVPEVPGP
AGGNGYAISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSEDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTA
EVRHSEARQDRFLAAIDWGSADPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>MBK5925552.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]IM796
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDLTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAIGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPSAPAGVPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGTG
>MBK5925553.1 hypothetical protein CCR90_17630 [Rhodovulum sulfidophilum]IM796
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEASHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDILVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAE
>MBK5925554.1 DNA helicase RecQ [Rhodovulum sulfidophilum]IM796
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPETLDAMARISGVGATKLERHGAEFLAVITGAETDLPHPARRKLAGGAAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>MBK5925555.1 YggT family protein [Rhodovulum sulfidophilum]IM796
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFA
>MBK5925556.1 thioeseterase [Rhodovulum sulfidophilum]IM796
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>MBK5925557.1 MFS transporter [Rhodovulum sulfidophilum]IM796
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSVLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>MBK5925558.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]IM796
MARTLIGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKVEMCNRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARDCVTQRPTV
AELSKGGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>MBK5925559.1 hypothetical protein CCR90_17660 [Rhodovulum sulfidophilum]IM796
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>MBK5925560.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]IM796
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>MBK5925561.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]IM796
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLTGLDAQVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTMNDFVDA
>MBK5925562.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]IM796
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTPSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>MBK5925563.1 universal stress protein UspA [Rhodovulum sulfidophilum]IM796
MTMTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQ
AQGRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSN
RSFAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKAL
ADLVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>MBK5925564.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MLKPFIRTLATAALAICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>MBK5925565.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>MBK5925566.1 TRAP transporter small permease [Rhodovulum sulfidophilum]IM796
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>MBK5925567.1 hypothetical protein CCR90_17700 [Rhodovulum sulfidophilum]IM796
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGDDWGVVGINLTPPDLAAAHAAQNGIYAVLTDDGQTRACRG
IGTLIGLHDARSTPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLARMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWIDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>MBK5925568.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]IM796
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGESVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
ATMAGDLTGATVLVTGAGVIGQMCATAARAAGAARILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>MBK5925569.1 hypothetical protein CCR90_17710 [Rhodovulum sulfidophilum]IM796
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQDRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>MBK5925570.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]IM796
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGDDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAAKDRMQARFEQLIDCWQSTRQAKAA
>MBK5925571.1 hypothetical protein CCR90_17720 [Rhodovulum sulfidophilum]IM796
MGRAGTASAFIALAYRRFDIITMCRRYSPKLAEEIADLLVWLTTAKKTWGFGHRVARKPDRIAETNRYPRMEVSDRRGPG
NDLRDRFPEEEHRADL
>MBK5925572.1 acid-CoA ligase [Rhodovulum sulfidophilum]IM796
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKGRIGARLWISETPGGGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAINRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKSAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPHGDQVDPGSTPSGE
>MBK5925573.1 cyclophilin-like superfamily protein [Rhodovulum sulfidophilum]IM796
MTKLKVTIAGIEFDARFEDAAPKTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQEILFEEVDA
>MBK5925574.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKKGGPAYRETEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>MBK5925575.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>MBK5925576.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]IM796
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>MBK5925577.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]IM796
MKFRGSYTVCVTAFDDEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTDEAIALSRDAEALGADGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGRDIYVKCLPLIN
ALAGDLYVSATKAAMKMIGQPMGDPRPPRLPLPQDRQDKLRRILDDLGLLAEA
>MBK5925578.1 hypothetical protein CCR90_17755 [Rhodovulum sulfidophilum]IM796
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEKFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>MBK5925579.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MDQFFTEEQRMVRDTARKLSDQVIAPAAADIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGGEETRTWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKACA
>MBK5925580.1 monoamine oxidase [Rhodovulum sulfidophilum]IM796
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>MBK5925581.1 hypothetical protein CCR90_17770 [Rhodovulum sulfidophilum]IM796
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>MBK5925582.1 dihydropyrimidinase [Rhodovulum sulfidophilum]IM796
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTASDGQYLPRKISGEAFPG
>MBK5925583.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]IM796
MSNRALPAIALMAMLTGLPALAADFTFQVAHANAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLKALTG
K
>MBK5925584.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPVSIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>MBK5925585.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]IM796
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRIPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>MBK5925586.1 aldolase [Rhodovulum sulfidophilum]IM796
MGSIRSCVFANTHLHFTVGLAGPKHEPCSSRAAGSPQGIISVQSKNAASPEIGLAFCLTGRAEAVLLAKGAGFDFAVMDM
EHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVDSADDARRVVRACRFAPLGRRALPGPLP
VADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGMGLRGRVGHPEIHAAFGRIAAAAR
ARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGGAALLAALRGPAGS
>MBK5925587.1 transcriptional regulator [Rhodovulum sulfidophilum]IM796
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEADPLFLLRDAVN
QRAADLRRGQIGRIRIASTAELSEAVLPGVIAGYARAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LAELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>MBK5925588.1 hypothetical protein CCR90_17805 [Rhodovulum sulfidophilum]IM796
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLDARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDRIRNFRRVRLTKN
>MBK5925589.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]IM796
MAAHPHGGLYAATICPMRADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADAQAARAAGADGIMVFAPFSWALGADPSAIVAHHKGIAEAAEGPIYLFQGSVGSGGLHYGPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRLTRTLRPDVAVMASGDEHLFACYQFGSDGSAVSLAAVVPGLIVALDAAVRAEDTDAAL
AIHRKLYPLAKAIYARPGHLAAARLKTCLARLGRIDSPACRAPTPRIDPAEADRLAAALAPCLEPRDD
>MBK5925590.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]IM796
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLQQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVIDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>MBK5925591.1 acyl dehydratase [Rhodovulum sulfidophilum]IM796
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYAAGTRFGERLAPGILVAGICTSVLTAELVGTLGI
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKVDASLKFPRKKKVTA
>MBK5925592.1 hypothetical protein CCR90_17825 [Rhodovulum sulfidophilum]IM796
MESAMTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPAYRIGAI
SFSFHRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>MBK5925593.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAIRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDRYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPDKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEIGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGLDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>MBK5925594.1 CoA transferase [Rhodovulum sulfidophilum]IM796
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVKDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEIAMLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
GNPQVKHLGAFVEAETRGGAPMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGEDEIDALIEAGAAAQTDRMRG
>MBK5925595.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLTFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>MBK5925596.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]IM796
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQATGGDCDCHCGCGGSGAAADAGQADCAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLAPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAVLVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPEVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILNAAEARGLELPQARGARSLPGRGAEAEVAGASIWVGAPAHAPERIGAGQEMAAAVAEIEERGGSAVLVVAEGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>MBK5925597.1 paraslipin [Rhodovulum sulfidophilum]IM796
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>MBK5925598.1 hypothetical protein CCR90_17855 [Rhodovulum sulfidophilum]IM796
MLETWWGWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>MBK5925599.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]IM796
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFAGGARERRESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKEQLAEYLAARPGG
>MBK5925600.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]IM796
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEATGKLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASSEPGRA
>MBK5925601.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]IM796
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALGKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDAASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAEAARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>MBK5925602.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]IM796
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>MBK5925603.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]IM796
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAYGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>MBK5925604.1 mononuclear molybdenum enzyme YedY [Rhodovulum sulfidophilum]IM796
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAATGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWTVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLSIAGVQPSAKYVAFETLYRPEE
MPGQQGRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNHYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVADLYAGMDLAAKF
>MBK5925605.1 sulfoxide reductase heme-binding subunit YedZ [Rhodovulum sulfidophilum]IM796
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLTLHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNLAIRRLGPPRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLAAILGLLALRFRSSRGRVAT
>MBK5925606.1 hypothetical protein CCR90_17925 [Rhodovulum sulfidophilum]IM796
MAGRGNLEKELARVRGSHAKLVDAIVAGIPAEQVKDRMLALDARRRELEAALSSVPAPSGFIRRWR
>MBK5925607.1 zinc transporter [Rhodovulum sulfidophilum]IM796
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETDGTTELEFRENATFEPHSHDHGDEHAEAGHDHDHEHAEDHDHDHEEHDHDHDHA
GHHHHGHDPHAWLDPENAKVWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPERGKHFIVFHDAYHYF
ENRFDFPASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLGADLAIGADLYP
HLLRNLSSSLTDCLE
>MBK5925608.1 Fur family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAARRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTSAPSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>MBK5925609.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]IM796
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTFLRLLIGSLTPSEGRISRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVRPAQIAQALAEAGVAGLERRQISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYR
QIEQVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>MBK5925610.1 hypothetical protein CCR90_17945 [Rhodovulum sulfidophilum]IM796
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAGAVIGGVRASYSFDTP
TGPTIVCVVAVLFMLSLSVSRMVRQH
>MBK5925611.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]IM796
PKTNGFAERFNGTVLEEVFRVKMRETFYETVEALQADLDAWLVHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5925612.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]IM796
MKRAADKRPTSVNHGFEDDCVTLPIDLILPLRTLGKSAKSSRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPATGAVFDALRKMKTMRQIEAAELLVNANNYSVAYVKAILAGTPQAQLVESSKPKKVKGITPEAMARMERELAR
LQEGIASIQDTYGQDHLHLTVIKAYISKLLGNARVVRYLMQTRPEFLSEFQTIAEMASVAPAKAE
>MBK5925613.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]IM796
MPDDMKPTSQRQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVARRAGADPQEYDLVCGQGRLEAFIELKQ
DNIPAIVIEADESQCLVMSLVENCARRQHNPIDLMREIGSLRERGYNDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKTDAKGTQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPTDLAQAVTSGPSS
>MBK5925614.1 recombinase family protein [Rhodovulum sulfidophilum]IM796
MAGQSGNTETGGTAVEQDVPAVAYVRMSTDHQRYSTENQLDVIRKYAETRGLTILRSFEDTGRSGLRLDGREALQNLMAE
VQSGQADFKAILVYDVSRWGRFQDADEDAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVF
AGQCRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREIA
EVLNDEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWIRAEGAFPAIVDKALFLRAREIVDA
RSRHFSDEELLDALRAILKRQGMLSGLIIDDADDLPSSSAYRSRFGSLLHAYRLIGYEPDRDYSYIEINRALRQAHPQVV
AEIIAGVTRHGGRAVQDPETDLLRVNDEFTVSIVLARCAATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLP
SIDMTFGKLKFAEQNGLALDAYRFDTLDFFYALASRARITEVA
>MBK5925615.1 hypothetical protein CCR90_17970 [Rhodovulum sulfidophilum]IM796
MKMRVKMGTVVPKMGIFVHPEDVPGDYRAAVAMALHAELGSTHRAIKSAMRWTGASERTVKYWFAGERGPSGEHLVSLAR
HSDVVLVLLLTMADRLVLEEGEG
>MBK5925616.1 addiction module antitoxin [Rhodovulum sulfidophilum]IM796
MSRTTTMTVRVSGALSEFVAANVGEDGAYENVSEYIRDLIRRDKERVEREAFDRLKAELNRAFAAPEDSYKPIPLKNSAL
RPH
>MBK5925617.1 hypothetical protein CCR90_17980 [Rhodovulum sulfidophilum]IM796
MTGPRNGQILFALGLALANTVYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLISEFRSRRAEASGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSVLVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>MBK5925618.1 tricarboxylate transporter [Rhodovulum sulfidophilum]IM796
MVADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAALL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>MBK5925619.1 hypothetical protein CCR90_18000, partial [Rhodovulum sulfidophilum]IM796
MTSKHPQKGKAWPSAYRRASDAALSFTRHVAQGRAPHHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLMLGRDA
VPVDGAVLLAGEDLARAAPLVPVARPAAFARPDAGPLSTDGLGPVAEARALQGRQAGRALLAAYPASPGGTLLLTGIHVF
AGAPDLSPPARPDVDTAPEGNTLAQLRPPRRPLAAADPKRPRPRPAAIGNSAAPTGPAAAATADLVVAASDRPRSRPASA
AMVSSAPDLAGLRPVSRPLVLSEAEPDALRPSAR
>MBK5925620.1 peptidase [Rhodovulum sulfidophilum]IM796
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>MBK5925621.1 transglutaminase [Rhodovulum sulfidophilum]IM796
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>MBK5925622.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]IM796
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWGAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>MBK5925623.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]IM796
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>MBK5925624.1 uracil permease [Rhodovulum sulfidophilum]IM796
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>MBK5925625.1 Ureidoglycolate hydrolase [Rhodovulum sulfidophilum]IM796
MLEAMPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEEGQPGAPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>MBK5925626.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]IM796
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>MBK5925627.1 OHCU decarboxylase [Rhodovulum sulfidophilum]IM796
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQDAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGIAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFELELGPAHDSALGMHNALARVFRSAGPGKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFGDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>MBK5925628.1 5-hydroxyisourate hydrolase [Rhodovulum sulfidophilum]IM796
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFETGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>MBK5925629.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>MBK5925630.1 cysteine desulfurase [Rhodovulum sulfidophilum]IM796
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPRYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAATAALFAAIVALSLWPTRDMAAPEDEAALPAPLA
RVVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>MBK5925631.1 hypothetical protein CCR90_18065 [Rhodovulum sulfidophilum]IM796
MRNVPNNGWITLGSFASGSFVPAGVNQLTEAQAKDAFSDIYGAVTGAILRAAILPSHDEARHDRHQHRAPRDPGRRPAGR
GPPAKEPAMQELTTQIRDWWG
>MBK5925632.1 hypothetical protein CCR90_18075 [Rhodovulum sulfidophilum]IM796
MAPVAPRKSENGLRGAEGPAADPQDPPSNDLSGDGRADQGAGARTSGLWLQPLRGEALVTEGLAGHFAQQLYGGPPEKWE
SSLDAEGLAQAASDAAAAWDDEAYDHAAWFFGTAPAWRGYALGYALVGRHLAARPNETPAKLIHAEAASFRDNLKSTFG
>MBK5925633.1 hypothetical protein CCR90_18080 [Rhodovulum sulfidophilum]IM796
MDGTAKATKPKARDAKTKIAQTRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFWV
>MBK5925634.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MKKIGFLSFGHWSPAPSSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAGMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>MBK5925635.1 prevent-host-death protein [Rhodovulum sulfidophilum]IM796
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLMAFPAPEIEASSGIGRAEVR
PRDVRF
>MBK5925636.1 VapC toxin family PIN domain ribonuclease [Rhodovulum sulfidophilum]IM796
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>MBK5925637.1 replication initiation protein [Rhodovulum sulfidophilum]IM796
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>MBK5925638.1 ATPase [Rhodovulum sulfidophilum]IM796
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQPTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>MBK5925639.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]IM796
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAEARLREALAERVPADPADEAEIIAEALSKVETGPDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>MBK5925640.1 type IV secretion protein Rhs [Rhodovulum sulfidophilum]IM796
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLFDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVEILEELFAPYASAGRVSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTAEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQIESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEEYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAGRGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>MBK5925641.1 hypothetical protein CCR90_18120 [Rhodovulum sulfidophilum]IM796
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVEGSDVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>MBK5925642.1 hypothetical protein CCR90_18125 [Rhodovulum sulfidophilum]IM796
MMLILRIENAERLTDGSPAWIGLDGSDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLAPGDRFRVGPYVIAVAEGSDGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPRPAPAMSGPLAGSGRDDGLQ
GFVPLAPSAPAVPGAPVAAGTGAVSGTGGPAPRRQPSGVPPVAPEPQPFHPPGRDPAAAQAVPSSVGPDRDEAFLRAFCE
GAGLDPDLAKGADAEALARDLGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEVLFLVPR
DGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALAGKGENG
MLDAFLEAFSEAYARAQGEMPD
>MBK5925643.1 hypothetical protein CCR90_18130 [Rhodovulum sulfidophilum]IM796
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPEAAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPGPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>MBK5925644.1 type VI secretion system-associated protein [Rhodovulum sulfidophilum]IM796
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGAGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>MBK5925645.1 EvpB family type VI secretion protein [Rhodovulum sulfidophilum]IM796
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>MBK5925646.1 Hcp1 family type VI secretion system effector [Rhodovulum sulfidophilum]IM796
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>MBK5925647.1 hypothetical protein CCR90_18150 [Rhodovulum sulfidophilum]IM796
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>MBK5925648.1 type VI secretion protein [Rhodovulum sulfidophilum]IM796
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>MBK5925649.1 hypothetical protein CCR90_18160 [Rhodovulum sulfidophilum]IM796
MCRGQQLYPGPGGLGSARRDPELAAALGQRADPVTGESFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAE
AVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRAQFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFF
RAWSDARPITQFDHPDDRFQGYLLGFAGTATPAFRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEE
MVPGWLDFEPGTESRLGLGAASLGRDAHLGARARTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIE
AALWLPQPKVVPAVLGRSARLGWMACLAPDPDNPEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>MBK5925650.1 ClpV1 family T6SS ATPase [Rhodovulum sulfidophilum]IM796
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTAEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRA
EAGEDLTRLEELHDEQKALVEQILGLRARIAGAGDGAAAEDMPGEDMPGEDLAGEDLAGEAGTEGGAAGEGEEPLDIDAL
RAEMHERLATLEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIET
SRAGLANPEKPIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAV
RRKPYSVVLLDEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALK
PRQLEVFPPALLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIIT
NTILPDLSREVLGRMVSGEGIARVEILLQDGALAYSFEGENA
>MBK5925651.1 hypothetical protein CCR90_18170 [Rhodovulum sulfidophilum]IM796
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTGPGSA
ARAAQAQARDTASLWVMREVMRRL
>MBK5925652.1 hypothetical protein CCR90_18175 [Rhodovulum sulfidophilum]IM796
MKPPGFGVDPAFRAAAARARARRRRRLVRPVLLGLLALALATAGWRLTRDRPETPPAIATGDDLAMVPEAEPDAAPPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPGFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRSSSAPGDLALGLLPEAARHPFFADSLLRLGPGADLTTALTGAGLGSEAASAATGALPTLADPPRLAALRLR
PGGTRSGTGPEPQAELLQLSLYGAEGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGP
DLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLGGHSGCYVLPMPAGGHACAGTGSLAGATAGIDD
DAAVETLVARIVHVESGGRADARNPLSSALGLGQFISSTWLRMMREHHPELAARMDRAALLALRTDPVLSVEMVYALARE
NAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGTAAPAVV
SPEIRRYRETVDAILATG
>MBK5925653.1 hypothetical protein CCR90_18180, partial [Rhodovulum sulfidophilum]IM796
RAAGAGQGAGPAPDPVPEPPRDRAALRLIGGLAAVFLALLGAAGWYGWTAGLIGPGKAPEGGIEARLPPRQEAGRAGFLA
AWQSGPCSYLTRVETGPRAGVVERYGRRRGDAAEDNAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLP
VLSATPEQVASGEEVRAAVAAPGPARLWVALVARDGAVYDLTDRIGPDGRLRFGLSLPEGAAAAPQLLLAVAATRPLASA
ATATDGTAAARLLPAVLEEIAGRGGGAGVAVAHLELLPPGPAEDG
>MBK5925654.1 hypothetical protein CCR90_18185 [Rhodovulum sulfidophilum]IM796
MTAFEPLDAQSLSVDPALNLRLGRGRPVFLDNPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALEL
LRDSAQGALCLYATPDAERQAAAPWLVPLSGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGRDAAP
LYFRFHDPRVLSDMAQALEPARFAGFASPVQRFFLPLSTELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNL
HVTEAEFARFDRLKRQRTAQSVARGLYRSLGQDKGPEACLEAAGHAMRLGDLHDMPSRAQVGALARAVLFFGADFAERDS
RAAEILEDRRALPFQRKDRLLRWLALALGERGGAALAAPALRTGQG
>MBK5925655.1 hypothetical protein CCR90_18190 [Rhodovulum sulfidophilum]IM796
MAGTTMNANEALLWALGSDMPKPPMMLNTLTMYPPMIEAETSPGRRRMLQQQLDQAVEQANGLRAREEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITQKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPATRAEEEQSESTPLITFIEDIQDAMNGLAG
RTRSPDAPRAPQQDDFGSSIGIELKLGLKIGNLELKGKEASPDLSLALSGCEVTYGLAVTGTLDLLDLFLSRFPKGPEIR
RRLADPENAMTAEARCSITVTGSGDLSYGIGDIADLTIGNSGDWEARMEDIEQTFAATAKITGKITAYASLDADVWFFEA
HASAGAEVSTGWHFGGRVVREAGGSRKTERLYYFEGIILRAHAKVTLSHEGKSEISDDYFGDATQATTASKSSTKATTVL
ASSETEVPLMDPEGEEDGWT
>MBK5925656.1 hypothetical protein CCR90_18195 [Rhodovulum sulfidophilum]IM796
MADDMQHSYGLSCMARNATVELFVNGAPTALHASLEDMVWSWPVRDFLRDGTNRIDIAYEPINPAERNYTPNPDVAIQME
LSRGRLPAAVLFNASYDMEQGRLAPRPKTIFGGNPVQGNVGSISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQIDD
PALRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVERKDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDE
AAGMRPLLSRDEAQKVALHFGSDRRLVCFADYQVAALDRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>MBK5925657.1 hypothetical protein CCR90_18200 [Rhodovulum sulfidophilum]IM796
MGMAALSGGAARLLAGPPTGAAPKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPATELLRDGANRLDVVYEPL
DVEKRSYTPTPEVAVQVQLSQGGVGEATLLNARYGMEEERLVRQPRTVFSGRPVQPDLGNISRPRPEAERTFTIWFGDGK
PSREFTRIVPVGFRLDDPPLGDVAWAGTEPPEDDEDTRDALWQAMARLHGAVERRDRDAFVEIARPYLARMARIWGKPDA
GAAADTILAKAPWASERAAGMVPLLDRQEARSATLAFGSDRRLVEFSDRRVAATDAGGEVLSALPLYFARRPGEPFLACY
SRDMNIGL
>MBK5925658.1 hypothetical protein CCR90_18205 [Rhodovulum sulfidophilum]IM796
MHLTRTDPVSNLYRFYRMEIVQGLFGDWGLVRNWGRIDSAGQLRTDWFMPAANSTPDGTLSILMRTGMRLARRTDEKVAA
TFGSPRRTLRVRQARIAASL
>MBK5925659.1 hypothetical protein CCR90_18215 [Rhodovulum sulfidophilum]IM796
MLLHEMGGSIESWDRVLPHLSADQGVIRPEMRGMGQSQKISRTSSFAQIATDVAALLDHLGIDGPVILAGCAVGGAVALR
FALDYPQRCLGVVPLDPALNVADGSRAAVLALADRMAAAGMGPMEPILLDRTYPERYRRRHPGHFAAVRGRWYANDPVSF
AHFFRMLAASDLRDELGDLRCPVWYGSGQYDVLRPPEYVRDLAERTPGARVCDLDAGHHVADHAPQEVAQMLTELVSEVS
AAHRC
>MBK5925660.1 hypothetical protein CCR90_18220 [Rhodovulum sulfidophilum]IM796
MCNNTDLARYPLVTQLAFGSVDYCADLGRAHSREALLAARSELLLASRLAGIAPPLDGVTTDLTDPGVIAEDACHARQLG
TGDKMCIHPAQVAAVRMALRPTDAEVDWARRVMAAGNGAVTLDGEMVDTPVRLRAAAVLRSLSTGEPR
>MBK5925661.1 hypothetical protein CCR90_18230 [Rhodovulum sulfidophilum]IM796
MQADRAPLQTYEQAIWRLVQAVVSERFDAAQIDLSVDIVADIFWVADKKVLEDVAKASSGLGLRSAEAPAPRSHIRGYA
>MBK5925662.1 hypothetical protein CCR90_18235 [Rhodovulum sulfidophilum]IM796
MNWGAVIGAGASLLGGAMASRSSGKHVVPDYAKIRRKAEAAGFNPLTALTSAPGSVVASQNYMGSAIADAGLILADGMAK
KAEKTGELQKAREQNAQLKERVQQLTIRPRVGGIYANNVATPSIRSAVGGNDESSSGDLLSDGLPVSGGRPLRGAGYDLA
KSDDWSDAEDYETRYGELGSSLIGIPILGADLLKTLRPWARSKIGAEVGPERDLIRFPHSSIPPDQRSAFERINDWRKWW
ER
>MBK5925663.1 dihydrolipoyllysine acetyltransferase [Rhodovulum sulfidophilum]IM796
MAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIERLIASAPPQTTAETTAGPAPEPAPEAAAIPP
GLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNEGREGPARISVNDFIVKAAARALARLPEAN
VIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLATRARTGTLRPEDYQGGGFSVSNLGMYGVRS
FSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMNLTLSVDHRSVDGALGAQLLAEIRQGLEDPMSLLL
>MBK5925664.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAADRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGAVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>MBK5925665.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]IM796
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>MBK5925666.1 hypothetical protein CCR90_18255 [Rhodovulum sulfidophilum]IM796
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGNGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLEDRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLT
>MBK5925667.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>MBK5925668.1 hypothetical protein CCR90_18265 [Rhodovulum sulfidophilum]IM796
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDTFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>MBK5925669.1 hypothetical protein CCR90_18270 [Rhodovulum sulfidophilum]IM796
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLVLLGAAALDMVLFPADPDRGLPDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGLAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>MBK5925670.1 hypothetical protein CCR90_18275 [Rhodovulum sulfidophilum]IM796
MIRGTATALALLLAVPGLAAPETGAPPAEAVADGQAVDVRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETRFS
DDGKVLHDRHWKDGKLVHERMPVTVGGHGAGEKIVERYGRITETDIRAEGYRLTTRHRGDELIDRSEVIDGRIQGRYILT
GRIDNDVSRVTYVDNQPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTTIHEVYDPEGRLDGPRREIGANGELRRL
ETYVHGTLDGPWEERDREGRLLSGGAYSAGEKTGPWREGGPYGEEYWQGSYVAGLRNGPWERLDSQGYRLERARYEDGTR
DGLRYLFRPDGAVGEVQSWKNGERDGPTTRYEDGLPVGRDLWRDGRPVATGLPPEAE
>MBK5925671.1 hypothetical protein CCR90_18280 [Rhodovulum sulfidophilum]IM796
MTYKTAGYGLILVLAANVAGAETLTFAPAEGSERSYRVEISVRSVEPDSQTVPLDPERVSFLARIRAAERDGDNVDLTLS
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTIPEYGGVRDVTITVDHLTADRVFLRYEGEDFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGAPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSQDLEAATELRADLDWYPVAPFVMSLVPDETGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGSGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEAPAASREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAPDEVAPEGLESGALRLPLAPAQAAHCTASLVPPAT
EGAETLVFVRRKAEDADVLELQTGDGQRRHFYGLGSREVTLSCDATLAWTGAGVQPSPDRPWRIDPAALDIADGMTVAEL
TEQLRFVDAQGVPLALSAPGGGVLSPDASIREAMFPDGTLRVAGTPAKILRAELTPEPLSRSFAVRFPDLPVPEAAAQ
>MBK5925672.1 hypothetical protein CCR90_18285 [Rhodovulum sulfidophilum]IM796
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGRNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>MBK5925673.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]IM796
MTSTSNSSLPLSKRSFLKGSLATGLGFAGLPLFARGAAAQTASQGIVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSPGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAKNCELMVFWGANPLNNSEICWQVADHG
SFRGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYAS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRRLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIAAK
LGKGYEFTQGLSEMDWIRGFYEAAKVEARAKSMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHATWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYAVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>MBK5925674.1 hypothetical protein CCR90_18295 [Rhodovulum sulfidophilum]IM796
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTADEAAAQPLHDPATARI
>MBK5925675.1 cytochrome C [Rhodovulum sulfidophilum]IM796
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDEETGIGSWTLAEFDRALREGVGPDGLMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDPDVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDQTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKNVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQEKGQRVMMAIFDDAAAAAVTRGEPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWEYGQDTF
QKACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKETVQ
>MBK5925676.1 DNA-binding response regulator [Rhodovulum sulfidophilum]IM796
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>MBK5925677.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]IM796
LPVKAVLTDNGREFCGTEKHPYELYLELNAIEHRRTRVRTPKTNGFVERFNGTVLEEVFRVKMRETFYETVEALQADLDA
WLFHYNTERPHMGYRNMGRRPIETVMSFVSQEG
>MBK5925678.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]IM796
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSADGFDAIFFPGGHGPLWDLAEDKDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFT
NSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>MBK5925679.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]IM796
MAQTDTVNRRYVLAQRPKGAPDENTLRRETVEVPGPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGDEKCRHVTETLGFDACIDYKAEGFPKALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>MBK5925680.1 hypothetical protein CCR90_18330 [Rhodovulum sulfidophilum]IM796
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMALSADQGPEAITADLLKRFASIRRGRSFISRKAQKKLAREL
AELTQLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTLGEVMGEAMASIERLAPRLGKDPEALAETVFEAILDD
GYGAFDDVVPALAEALGATGLARLKALAEATRAAPPGEADLARYAFISDRDARAARAVAGRNRSLDMILRDVADAEGDVD
SWLARYTPEQLTCSTIAPDAATRLLAAGRAGDALHLIEAALPGESDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAEDRARGIILDYEPVEKALAYCLEAPDLSLAAELIEARSEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKSAFWERLRIG
>MBK5925681.1 galactitol-1-phosphate 5-dehydrogenase [Rhodovulum sulfidophilum]IM796
MKALIYTGPRLLELRELPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSTPPGGPAAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGILTFDPTGPGTGPEAADLVVDGVGFGATRA
AASAALRPGGAMVHIGLGDAGPGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEAAPKIALLPDG
>MBK5925682.1 gluconate 5-dehydrogenase [Rhodovulum sulfidophilum]IM796
MTAATPFEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>MBK5925683.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]IM796
MTVSYLKKAPRRAVSDATETRETVQKILAEIEAGGEPAALDYAAKFDRYDGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRGAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAAISDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>MBK5925684.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLSRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>MBK5925685.1 TRAP transporter small permease [Rhodovulum sulfidophilum]IM796
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>MBK5925686.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]IM796
MRNENDDNGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLINLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>MBK5925687.1 hypothetical protein CCR90_18365 [Rhodovulum sulfidophilum]IM796
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRGACDADGPRLCENSIGHGRR
RNSVRPLAIGRVFVPMLAAVGSLARK
>MBK5925688.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MSGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPERVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLCAAGLELAPGDLRECPYTLADGE
ATAAALLDRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGKRPVSRLLPTEFVARESLGPVG
>MBK5925689.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]IM796
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRAYEVLSGLRRFRGRLASEDRLSRDAANGR
>MBK5925690.1 VapC toxin family PIN domain ribonuclease [Rhodovulum sulfidophilum]IM796
MAADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>MBK5925691.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPAAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>MBK5925692.1 EamA family transporter [Rhodovulum sulfidophilum]IM796
MAGIAAMCTGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHLARGGLVIVAALMF
FTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVLPVLAALFYAVLML
SARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAPAVVIAPLDYTALL
WATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>MBK5925693.1 exopolysaccharide biosynthesis protein exod [Rhodovulum sulfidophilum]IM796
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>MBK5925694.1 hypothetical protein CCR90_18405 [Rhodovulum sulfidophilum]IM796
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDVWFDRAWRLFVEGAAPGRG
>MBK5925695.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]IM796
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDAAGTLQYGLTAIGRSANTRYRDVDEKRYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTTA
APLDVTAPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAEGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTNVLTPGDVSGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>MBK5925696.1 hypothetical protein CCR90_18415 [Rhodovulum sulfidophilum]IM796
MVGRRGFLTGAAAALAAPRLARADAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIAEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPKAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGRLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRADRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAALNDRFASPLPGPLWLSLDAA
>MBK5925697.1 hypothetical protein CCR90_18420 [Rhodovulum sulfidophilum]IM796
MIDVETELAFPGAATAHATLSAHAKTHDVPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARKLRWPGDEGADSHQTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRTRSPVWPGV
AANGATRWPKGPDRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAADPGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPEGFAAGAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAGLPAERKEIGTYWRRGRRGDARRDDHDD
>MBK5925698.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQAESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRVGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>MBK5925699.1 AMP-binding protein [Rhodovulum sulfidophilum]IM796
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRNLVALRAVPAEGNLAEYTFEDLRELSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLVCAGTRMIVTTAAQRDKLDEIPDCPPVA
LIRGADDPLPAGDIDLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDSFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIEQLGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLSHDVRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>MBK5925700.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MQIEKRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAIAINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>MBK5925701.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]IM796
MTSDPIVITGARRSPMGGFQGDLAAANAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAEAYQFTREAQDAYAIASLDRANAAITDGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLARILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>MBK5925702.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]IM796
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEIAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>MBK5925703.1 hypothetical protein CCR90_18450 [Rhodovulum sulfidophilum]IM796
MIETLRMPFFVLALVLLAFAVSFEIGLCLVWPALMPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGR
VQAAIGILLALIGGLLVLALILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIVSSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>MBK5925704.1 hypothetical protein CCR90_18455 [Rhodovulum sulfidophilum]IM796
MRRASFALEGRGRLVYSCPGCDGDQVWPEEGTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>MBK5925705.1 hypothetical protein CCR90_18460 [Rhodovulum sulfidophilum]IM796
MKKAVHIIGILCAAAAGLALIIHGALITSAPMEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSPGAKFTRIADWAWYCI
AALVVVGIVLSFVI
>MBK5925706.1 hypothetical protein CCR90_18465 [Rhodovulum sulfidophilum]IM796
MARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAEARLEAVVLAAAPRVTV
DEDCIRHNPGNIAAKQIGGRWKIVDGSHWMMDFGTDADSAKKVLAVLKAYGADRICYVSRPQPPMMYILNGDSAPSATAA
TRQRLAAAGLGREDCIGFDPATLDLESGGAGVTLVSDRSRMIRFRNMDEAKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>MBK5925707.1 hypothetical protein CCR90_18470 [Rhodovulum sulfidophilum]IM796
MARHEIAALLPEILREADRPASPFRALLEAMAGLADLVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPALLPRRGTQAGLRDMLAAASGLEALRLRESLPGPGFRPFHVVIEYPRRPRPVRALIRDVAELE
KPVFVSFEIVELSAPEHSEEGA
>MBK5925708.1 hypothetical protein CCR90_18475 [Rhodovulum sulfidophilum]IM796
MTAPAGKASPGRRAVRRPRCGRIRAAPVWAEGGNHTEDGSRLAVSFDCGETWQSDAIRFDSWIYDLAWLGTAADPVLLIA
TRSGLYSWKVRSEALQRRLPVAAGVDAVGLYAVLATGTALGRPVVAVAAREQRGVWISYDPLEPGSFVATGLEGSDIRVL
DAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDAWQPLRARWRGGSCLGFAFLGTRAWAGSFDAGVLEAGLGAD
PIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPGGPGLMMAAGPRGLYARGAGGGPFAATSQTLFENEVRLPAPWLFA
SEPHLVRVIGSDGTP
>MBK5925709.1 hypothetical protein CCR90_18480 [Rhodovulum sulfidophilum]IM796
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>MBK5925710.1 hypothetical protein CCR90_18490 [Rhodovulum sulfidophilum]IM796
MQGAPLPSVRFGTASELRAALVGWIGATVPGCRVGAPDEETGEETGEDGLRAVLRLGDIAPVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLILEGAGHPAFAVEAVVRPDAPLPGLAIRACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>MBK5925711.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MSMVEIADAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCALM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPTAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFITRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>MBK5925712.1 ABC transporter [Rhodovulum sulfidophilum]IM796
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVVLGYLLLGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MDEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>MBK5925713.1 hypothetical protein CCR90_18505 [Rhodovulum sulfidophilum]IM796
MMRSLLNTACVAALAFGSLAFAARPLEARDRSAGGELDLGTIFVRGAKRPQEALSFPGAVAEADASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGEGTPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVIGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGSDLSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVIGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDETNSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>MBK5925714.1 hypothetical protein CCR90_18510 [Rhodovulum sulfidophilum]IM796
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRQWILTCQSLLCLCFL
VGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRQTRSLASGASTVGGYAGFLIGGGLWLWIYAWLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCAGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRRLAGTCLASEIPLKNMEIAE
>MBK5925715.1 hypothetical protein CCR90_18515 [Rhodovulum sulfidophilum]IM796
MGSDFYFPGTVRMGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTA
PCVALSLLFEAAGTGWINEGDGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGA
GHPHAAMASPSVWVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNVATAIAPAPLLARDSRA
VQRVIALMEGDLGRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLMEGKGSVTDVALSVGYGSLS
HFTALFRRRFGQTPSDVLSLSKTARRTG
>MBK5925716.1 hypothetical protein CCR90_18520 [Rhodovulum sulfidophilum]IM796
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLAYGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPRGADPAADPALRTRQRG
>MBK5925717.1 isocitrate lyase [Rhodovulum sulfidophilum]IM796
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKTLDAARAA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGAFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAVVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGRISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>MBK5925718.1 malate synthase A [Rhodovulum sulfidophilum]IM796
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAVRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANMLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAAFARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>MBK5925719.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGAGLGDGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>MBK5925720.1 hypothetical protein CCR90_18540 [Rhodovulum sulfidophilum]IM796
MLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLYA
FDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYAS
FFLDSAPAATIILVLTGLFVLAFLRRLRLTRSASRRAATA
>MBK5925721.1 hypothetical protein CCR90_18545 [Rhodovulum sulfidophilum]IM796
MSVLLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>MBK5925722.1 manganese/iron transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MKDELQKTGAVRPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADHAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKTERSQ
>MBK5925723.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]IM796
MSLKMTRLMGMAATAGLMAGPALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLTATTN
>MBK5925724.1 transcriptional repressor [Rhodovulum sulfidophilum]IM796
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>MBK5925725.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWSMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNTRLIEMATQQVEQRVAGALL
RLIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPRRLELIGEGR
>MBK5925726.1 hypothetical protein CCR90_18575 [Rhodovulum sulfidophilum]IM796
MRHPVSLPIAAAPTARAASAALLDMEMPDRGEARGMVSKPAFGEARQDDTIRVAPTGTAPDAPGIDGMLPAGRATVVGAP
GRKVEPGVTGAGLSGNKGPTPVARGMAPPRIGGPARHHRGRTAGLFGDLVAQVVQ
>MBK5925727.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMALDLSFLLAVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHIEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLVLWSLAPGLPGLSAAL
AGLAGLHLARLARWRGWRCGRAPILWILHIAYLFLPLGFAALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPAQGGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>MBK5925728.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGGISFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>MBK5925729.1 hypothetical protein CCR90_18590 [Rhodovulum sulfidophilum]IM796
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>MBK5925730.1 hypothetical protein CCR90_18595 [Rhodovulum sulfidophilum]IM796
MPRFSVTPEPPGLLMRSVLFAALMIAALVSRGDAQPVHPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFG
RTLANTSSMILGCPGYIVMKDPDIVPRILREKGLERVLVERSDPFDRTRPHRDPMNLLPILEETGIAADPGGKITVIDFT
AGLEAAIRQIGAVLGREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEDETAQAFVRAHLPGGYADDFLLTPL
GAQNAAGPLADQGLNGFAALAGLDGLEALRPDVIVMTGESDAVQLQLAEALARHPDLASSVPALANHALVSLPAYYDSAV
VDYPRILGRWAAAFTSLIEG
>MBK5925731.1 heme iron utilization protein [Rhodovulum sulfidophilum]IM796
MTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILEA
KGPLPEGSVAQGFFNLHGRPIGGHIRARACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPAQLAAFD
ALRTRLAQGQMA
>MBK5925732.1 hypothetical protein CCR90_18605 [Rhodovulum sulfidophilum]IM796
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCETRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>MBK5925733.1 hypothetical protein CCR90_18610 [Rhodovulum sulfidophilum]IM796
MSCGRPFRFFQSVKVAMNTQRIRHFLSTTALVSVAALPLAPAAWAQEGNTVSNWTGKLDSTYNFFENWDNGFNGADLVID
GKDVVVDAKQATVAADYGSVYGEPDHGPRTVTISGGATLNATNPEHTVLAIGWSRGEPESTVTVTGEGSTLHTDNWSNIG
NNAGTNGVLYVKDGGAFLADGHIALGFGEEASGRIDVDSGNLKTGDGIELQLGYAKDSNGKVILKNGSIATLNGMIVVAK
GVDSTGLIEVDDSRLTAGNGAELQLALDVGSSGTVTLKNGSSATLGSNVLMGRNTGTTAAFNILSGSEATSNGQVVVGET
GGSNATFTVDGEGSTYTSNGEFDLGYASGANGKLVVGNKGEATFNDDLLVGLMGNGAIEVNTGGKVTANTDVHIGGTEGE
RKGGKGSLSIDGAGSSFTVNDNGLFIGFSTAGTESNPSGSVTVSDGGTLTLKAEAPEPQGNQKQMPEPRESTGELTLGYG
EGTYGVLAVRDNGSSVAVGGDLYAGYSGIGDIEVSGGASLAVDGTAYLGHGEGSSGVMTVADADVTLNGKTYIGYGGQGK
MSIEGGGKVTAQDDVSLGHDTGSATETGTIMINGIGSELDMSDSLLTVGYDSVGDATDGLNGGSVTIFGGASATVGELSV
GHEAGGGGSVGVASSGQDGKNDTVASRLTVRDDATVGRGGKGVLIAQLGASVDIGGGLAIGANDGSNGTMRVSRGATVSV
GTEGGKGNYDGTISVAQNSGSTGTLIIGGDRIAGGNYEPSDAGRVNAATLAFGNGNGSLVFSITDTDYTFGLDVTGGGAI
EAYNGTVSLTGDYSEYDGDTNIHGGTLSVDTGTFTHSAIKVMDGATLAGSGTVSDVTLQDGSTVAPGGAGISTLTVSGGD
LSFADGASYAVTVSSDGSSDLLAVKSTEEDEAPGFAANNIGGAGGGTVTTGGTVTLGGSSSLSVSRLASDTAGDFKVNTW
YTILTADQGISGEFSEVSDDFAYLDTTVDYDDDTKVLLALTRNNTDFEDVVGSSNTNARNAARAVGSMDEDNPLYKKVLF
LEEGDVDRTYQALSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNAIYYGAEAGSFFRDPEVWGQAYG
SWSKLDGSDGASGMESTTGGVVIGTDAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQMALRMGAS
YSWDDVSADRTVTVGGVRQDLEADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLT
LGITTVGLRFGRDLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGSDAFSVTGSALDRNQAVLSLGLRTELTERSVL
DIGYEGTLSENSQSHGLQATYSIRF
>MBK5925734.1 hypothetical protein CCR90_18615 [Rhodovulum sulfidophilum]IM796
MTMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREELTLLKRDAVKLTVYGRESGLPGDWEGIEARLLDIHRQMRRRLDRAELETLKAVLSGLLSEIRVLLVET
ENPSGSDGEIGRHYQNSNPELNESEPCQEMAKGAGVPCSGMASMTGTGAELAPGGGTWTDSGSEPATDPGSAASVTSIRA
AGSKTPDLSAVTGGAPEPPVLPLALVLKACPDILDYAPSPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKATQGGFSPGPMVMALLRPMAA
>MBK5925735.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]IM796
MARKDLLKGLMDPGKPVPATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRVVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLGRLHGEWQDGRED
>MBK5925736.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]IM796
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>MBK5925737.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]IM796
MDGQALGPRQDTSRQDTSPQDAPPARRRRVSPWGILTPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPW
GLFAGVVICTVGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELKQRADLPVAAPEGAPALSFEDVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLETGGTYARLWQNYKKAQSWSLGAARAPVTEEVAR
>MBK5925738.1 ABC transporter permease [Rhodovulum sulfidophilum]IM796
MNATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAAFQGFGLAAIAPLFTAAATGPGLREALF
WFGVMVVLMGAASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMGPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAVAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>MBK5925739.1 iron-dicitrate transporter ATP-binding subunit [Rhodovulum sulfidophilum]IM796
MTRPDPGPFTAQISAQISGQTPADIPAAGPRLTARALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGQNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>MBK5925740.1 hypothetical protein CCR90_18645 [Rhodovulum sulfidophilum]IM796
MRRPRLPPLPRDPDAADGAANDAEGAWSEIALEPAVSDGLYALSKACSASLFNTVYAAISVALQRLAGLDALTVGTSASG
RTDPDYFDTIGYFTTVTAHCLRAPGHLTPRALIGTVRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARN
ALNGALEGPEGPVRFRQVDPDKTDSVLGLQFEVVEDVIGGKRGLRMMMSYRHAHYGADDVADLVAAVTRTCTAFAREGAA
DRPLDALLS
>MBK5925741.1 hypothetical protein CCR90_18650, partial [Rhodovulum sulfidophilum]IM796
RQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAPKVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLA
DFILHGLYTGIQQGHGPRADT
>MBK5925742.1 hypothetical protein CCR90_18660 [Rhodovulum sulfidophilum]IM796
MDANLTNTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMNSSFAPTGHASITNSGTFEGTGTYALEKTSGISYDLT
LDTGSNLIGQVQAEAV
>MBK5925743.1 hypothetical protein CCR90_18665 [Rhodovulum sulfidophilum]IM796
MAGNAWTLSGGVQADALTVSSGTLTLTGTDLSFGSVDLASASTLIVNGNFNSSGETTVASGSRLGGSGTFGEITVQSGGI
LSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVINGGAVQHIGFDGTYDPSATYRILEGGTGLTGAFD
SVTSDYAYLDPSMVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAVSEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLS
GELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYTSRAATGADMVRAADAPEIWVEGFGAWDRKDGNDNAAALR
ENTGGFLIGADMTVSEATHLGVFAGYGRTELHVSERASSATADSFHIGAYGSRSFAAGSGLLSLRGGASYSLSDVDSDRT
VAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLNTDSFTEDGDAAALAGQSQDMSTFFTTLGTRGS
AQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIRDVALLEAGASLSLSDMTQLTVGYKGQIGDNVR
EHALILRLSARF
>MBK5925744.1 hypothetical protein CCR90_18670 [Rhodovulum sulfidophilum]IM796
MTDLADLRRLYPLPEGVEDTAMNRAQIALALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWPRRSAPSRPADS
GSAPNRLRADRVETVIVNEIPAWIVLVALIGWLAPSPGEIGRRIGEAVTRRRA
>MBK5925745.1 hypothetical protein CCR90_18675 [Rhodovulum sulfidophilum]IM796
MRLMLAIIGALALFAIITWLATGTQSVALFHWAAMQQRAVQEAMAGSLQAIRAGDPLALAGLCLLAATYGFLHAVGPGHG
KVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAMSGGSASLTEGTLADISRWAIAAIGALMLWQGGRR
LWRLHRPPDATQHHHHHGEGCSCGHAHGPTVEQVTSLGSTREAAALILSIAIRPCTGALVLLTIAFGLRIPLAGILATLA
MGAGTAALNAIAIFGGDAIGRMSALETRLGLAAAPAISGAALRIAGGLIIIVLTLGFGL
>MBK5925746.1 hypothetical protein CCR90_18680 [Rhodovulum sulfidophilum]IM796
MRLTFAFIFLFLPQIALAHPHVFIDASAGFRFDDDRRLAGLRIVWLYDAFTTLNLYVQLGLDTDGDGKLDADDLEKIARG
ETDWPPDYPGDTYLFQNEAPVALGRPQHGTARMIGDRVEVSFDLPLVRPLAVDGQRTSLKLYDPEYFYAYTLKTVLAPGS
MPRECRTRLIPFTPDAADAATQKLLASLSVEELPSTPDIGARFADELRLTCD
>MBK5925747.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]IM796
MGPGCCRGRRPWQAARCRIELVDVSARLGADVLTTARTKPPEIPEDRFVAADLARAEGCARVAEAVREGLGGVDIIVHML
GGSSAPAGGYTALGDAEWRRELDLNLMPAVRLDRALVPEMESRGSGVVIHVTSIQRELPLPEATTGYAAAKPALSTYSKS
LSKQVSPKGVRVVRVSPGWIETESSVELVRRLATEHGVEVEAGKRMIINSLGGVPIGRPSTPGEIANLVAFLASDRAGTI
SVPREALSTQDAAE
>MBK5925748.1 hypothetical protein CCR90_18690 [Rhodovulum sulfidophilum]IM796
MPSNETTPAASACGAGRTREDWNRRYSETEQLFGIEPNIHLARELSDLPPGRALDLACGEGRNGFWLAERGWQVDGIDLS
DVAVERARALAELRGLGGRMTFHAADLSEFAPEPGRWDLVIMMYLHLPWDRLRPILYRAAEALVPGGTFFVAGHDLANFE
KGHGGPKSPAVLYTAEDVAAALDDQIEIGLARQVERVVHVPDGERTALDCILRGRRRPPAPVESLGGGLPRDPAGL
>MBK5925749.1 hypothetical protein CCR90_18695 [Rhodovulum sulfidophilum]IM796
MFHEMRLDIGERGAGVEVHDVDLAVETGVGWQHLLHDQPVVATQDPDKEVIEADEVEARQPATLNELFATTPEISVSGGN
RTAAQKVYVRGLEETNLNVTVDGAVQTGGQYRHSGNMGIDPFLLKRVEVEGGTASALSGPGALGGAIRYETKDAADLLLP
GQTQGVMLRFGGQSNGNRLSTGLAVYGAPDERFSYLFYGSKQWADNYTDGRGEKVSYSGNDPLDGLAKLSFAPTEGHRIE
FVNSYREDNGWRDRRMNFGLADDSETPEDQEATRRSTTLRYNYDPSDNALIDLTATIYDTENRILRKPEAGRRRGEGETR
GADIRNRSALGDLTLTYGADYLRIHTRGKAEGDAWHSETGYNQGLYLQGDYEIDPHWHATAGLRYDKSWLTDLAGNDYRG
DRLSPNAELRYMPVEGLTIFASWAEAYRGIRPIPGMKLNLGAIDPDTDTGLDGEVARTTEIGVSYAGGVWRSGLSAYSTR
ISDYVLYGGQKGTPYKRSNGGDIELTGFTVRLGRDWGNLSGDISYNHSDTDFAGDPASPSSWGNGVAPQGDKIVLSLGYR
MPRHDLRIGWTSTVVLAEDDLPESYTLSDKLPAHDVHDLSVVWRPRPNAEYSLALTNIFDEAYIDHATPPAGNAETLLYE
EGRSIRLAATLRF
>MBK5925750.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]IM796
MPPSTILGRLPGLRHFIEVAQQGSFRAAADKLHVAPSAVSKQIKNLELALDVELFRRDRGRGGLEVTEAGEILLFRCASV
VNELTIAQDEIDQLHGLHRGQLRLGVNEVLASDLLPGILRDMSYNHPGLKFHIVVENTREIVQRLQTGDIDIGLGYNFPP
SPDIETLATLRRRTYAITALDHPMARLRDVRLEDIDGERVIFPDSSIAMREMLEKALAQAGVQVREVMSTNSFTLLRQMV
ESGMGIGIVFGRFLQTRRERIAFVEVNELPFASPPVACCRMAGRTPTVSSEAFAAAIKTIFVNYGG
>MBK5925751.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]IM796
MDRTGIQLDIRDDIEQSALIEALTEILGPKGLLTAPEDCARYASDQSGLCGVTPLAVLRPAGTDEVAALLALCNERRIGV
VPQGGRTGLSGGACSPQGTVVLSTERMSGVTEIDPDAMTLTAWAGTPLETVQEAARAEGLDYAVDIGARGSATIGGTIAT
NAGGIRVLQHGMTRANVLGLEAVLADGSVISRLGKTVKDNAGFDLKQVFIGSEGTLGVVTRAVLELRRQVVQTALALFAL
PDHAAALACLSAARQRFGARLSAFEGMWPDYWDFVCHETSLAAAPLEGRHGIYLLIEIEVDGQHGETELEDFFAELFEGG
VVEDGVLAKSLGEMRALWQVREAVGQVDDDFGPHINFDIGVSPSALGRFCEAADVRLTEVPEAVGVLKVGHVGDGNVHLL
VAHDGSNTAEARIEAAIYDLVREWGGAVTAEHGIGRIKGRWIGHSRSPAEVAMMRGMKLQLDPNGILNPGALFVETKP
>MBK5925752.1 hypothetical protein CCR90_18725 [Rhodovulum sulfidophilum]IM796
MPDLTGWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAENGLAPYASYSTSFEPTPGSDFAGEAFKPTTG
EQFEIGVKYQPVGFDGFVALSTYELTQQNVTTTDPVNTRFDVQTGETRVRGIELEGVAALSDSLNVKASYTYMDGKVTQS
NDYLRNIPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGVRYVGERFGDAANRMDLPATTLVDASLRYDFENLSPDFAGLS
LRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFQW
>MBK5925753.1 hypothetical protein CCR90_18730 [Rhodovulum sulfidophilum]IM796
MRARLIFVEKSLDVTRLDYDDLTDPRWRDRMFIRSADHMFNTGLIAACLARYGQEKTEAWLAGIAANNPLGNGGDRNAAR
AIAEGRALIGVANSYYFGEMQAGVGGSEQKAWSESLRAIVPTFDDGRTPINITGAAVATHAPHREEAVAFLEYLAGDNG
>MBK5925754.1 IS3 family transposase, partial [Rhodovulum sulfidophilum]IM796
MKKSRFTEAQIMGVLRQAEGGMPVAELCREHGVSSATFYKWRAKYGGMDASMMSQMKALEDENRRLKRMFADLSMQADL
>TDX18260.1 hypothetical protein EV657_1801 [Rhodovulum visakhapatnamense]
MPLRPRLILAAALLLAGCGGLPVPLGPNVAANVQAGAENVQGLKVENAPSIVRPRAREIRQEQSENRVRADRVETVIVNE
IPAWIVLVALIGWIAPSPQEIGRRIGEAIRRVGYSRKL
>TDX18261.1 lysozyme, partial [Rhodovulum visakhapatnamense]
IAAAVALIAPWEGLRTASYQDIVGVWTICYGETLGVGPGQTATPEECRGQLARRAAQFEATIRPCLPEVLPVETRAAFVS
AAYNIGSGAFCRSSMSRRALAGDLPGACDALTMWVKAGGRTVPGLVNRRTAERALCLSGLD
>TDX18262.1 transposase [Rhodovulum visakhapatnamense]
MNDTVGIDISKATLDAFRVSDGRREQFYNDAAGLKKLKKWLGKTPVRVIYEPTGPYHRDLEQALASTSHGLVKVNPTRAR
RFAQATGQTAKTDRVDAELLARMGAVLNLEASPARSETLMEIKELHVARVGLIKDRTACRNRLGTARCKVIISQLNARYR
QIKAQIAQIDAELVRYVKADPELARRYEILLSIPGIGQVAAIALIVEMPELGSMNAKEVASLAGLAPITRQSGMWKGKAR
ISGGRQTIRTMLFMPALIATRFNAPLRQIHEALIGAGKPWKVSITAVMRKLVILANALVRDDRIWAEARA
>TDX18310.1 transposase [Rhodovulum visakhapatnamense]
MPEHVLMSEIEIITDGGRRRRWTASEKLRIVEETLDDRASISVVARRNGVAPNLLYRWRRLMLEGGSVAVSEDDDVTSNK
VVRQLEERIRELERQLGRKTLEAEILREALDKSRTKKPTLLARSPLKDDFR
>TDX18311.1 transposase InsO family protein, partial [Rhodovulum visakhapatnamense]
MKVVAQTLGVARSHLIDRLNGRTKPRRRYHKAQDAALVPLITTLVAARPTYGYRRITAILNRQLRSEGLAPVNHKRVYRI
MQAHNLLLAREYSERPEHVHDGKVIVMRSNLRWCSDGFEFNCWNGDVVRGAFIIDAHDREIIAWRAVVNAGISGSDIRDI
MLEAVERRFGSYPAPSVIEMLSDNGSPYIAKDTQIFARQLGLKSCFTPVQSPQSNGISEAFVKTLKRDYVQVTPLPDAQA
VLGLIGGWIEDYNENHPHSGLKMRSPRE
>TDX18312.1 hypothetical protein EV657_1771, partial [Rhodovulum visakhapatnamense]
MALANAAEEPVPLATGGSQPRYAFNGVLDTEAAPRENLDALSSAWGGWWACERGRLTLGGAVWEEPELTITEDMLVAGIR
VIARRPFEEQFNTVKAQFADATAEHVVTDLPVLASETYRAADHGERLVRDLGELPGETGHARG
>TDX18313.1 hypothetical protein EV657_1772, partial [Rhodovulum visakhapatnamense]
LILYGERTLGGTIVARSTTEAGGKPHRRYHSVMPLACHEIDGAVEVWLGETKVWTEAQYTADAAAGTGNPYYWGQIDSDY
KGRFYLKVYNGSDDQVADAEYVAAASEWTADHRGRGVAWVYFAANYDRDLFPSGAPQVRVRARGKRVYDPREWTSTPLAS
ARALRPISLWAGYDGGAIGRTSGASYPQGESDAAWTGGPIAARFHFGHRYPGGLTPEAGLSPDLTAQDGDTLDYTRMALD
ADLFAAFDVAFPADPEGVIWEQGGSGYGAYLGVTGGDLVFRAGSGEVAGEDLARASLPVAELAGRRGTIYVEIDIAAGAV
ALWFRGRRYSTNPALCLRDYALTP
>TDX18314.1 DNA invertase Pin-like site-specific DNA recombinase, partial [Rhodovulum visakhapatnamense]
MTTRTAAPRAAIYARYSTDLQSAASIPDQVRLCRRLCEERGWTVAEVFADKAMSGASQLRPDFQRMQQAAMRGSFDVIVA
EALDRLSRDQEHIAGLHKRMRYLGVEIVTKAEGEISEMHIGLGGTMSALFLRNLAEKTHRGLEGRVRAGKSAGGISYGYR
LDRQPLPDGSFTTGDRVIDAAEAVIIRRIFMEYDRGRSARTIATGLNRDGIPAPRSGGKGKGTWSFSTISGNWKRGTGIL
NNELYIGKLVWNRQRFVKDPDTGKRQARPNPPEAWITEDTPALRIIADDLWSRVKQRQGAIREDILSERAADPDAPQIER
GHRPRYLLSGLLTCGCCGSGYIMISDSRLGCAAARNSGTCTNRKTIKRLDVEARVLDGLKTQLMHPDLVAEFIAEFHREM
EKDRLEAEAGRVEAERALSKVTKEIDNIVTAITEGMFHPSMKAKMDALEAQKAAFEAKLTALPARSPVVLHPGLADVYAA
KVSDLAAALNDPASRPEAVEILRGLIE
>TDX18315.1 hypothetical protein EV657_1762, partial [Rhodovulum visakhapatnamense]
DLRVRDRERHVMAGKRTDGGQDRAEQLPVPPPAPALIALARLLARQAAREARACHTDAS
>TDX18316.1 DDE family transposase, partial [Rhodovulum visakhapatnamense]
RIEIMFGRLKDWRRVATRYDRCPETFFSAIMLAATVLFWL
>TDX18317.1 DDE family transposase [Rhodovulum visakhapatnamense]
MDHLEGAGLARGDRVDFDRRVRLEFRGAQISSDGGLLVMRELDDVLGLSNLASEALRDSRTGKNTLHRLDGLFRQSVFGR
LAGYEDVNDADRLALDPVMRQVVGGRAVGAQAASASQMGRFETETLALAANRAALADLNGQWIDRFHDRNGLKYIVLDMD
SSVSPTHGDQEGAAWNGHFDCTCYHPIFLFNQFGMLERCALRNGNVHSADGWRDVLDPVIARYAGRDLGGRFFRADAAYA
IPAIYMRLEEARFFYAIRLPANAVLREKIAHRLTRPVGRPSLTKVKRFFEDFEYQAASWDKPRRVIAKIEWHPGELFPKV
GFIVTNLPMEPDWVVRFYNQRGTAEQHIKEGKYAFRWTRLSCRKFRHNEVRLQLHALAYNLATFLRCIELPEAMADWSLT
SLQLKLIKIGARVVRHARAITFQLAEVAVTGPMVRAVLVAIRRLRTPPSCA
>TDX18356.1 P27 family predicted phage terminase small subunit, partial [Rhodovulum visakhapatnamense]
MRGQKPKLDNVVPMKADQTAPVPAAPGWMSAEGRDVWDRLAPVLAAKRRLDPAYEDPFAMYCESVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFG
>TDX18357.1 5-methylcytosine-specific restriction protein A [Rhodovulum visakhapatnamense]
MTIRKLCAASGCDDLAVPGAALCEEHEAERIERNRARRAKVKTAEEIRRRAKLYASPAWKTARAAFLEVHPLCADCAGLG
LVTPATEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGC
>TDX18358.1 hypothetical protein EV657_1743 [Rhodovulum visakhapatnamense]
MIGPVTATSVMPVRKEQTEQQTATQADFRLKLANARPVTPEELGIELTKGSDEFTAILAESNARLEWMESAEGKAWQAEQ
LAKQNAQPVELAVYKGGQMVGFMAGGFSGLGSMGAILPDNWGSMRTEDLKKVFQSHGFKVVTAKDGLSMNHGQAANILNR
S
>TDX18359.1 hypothetical protein EV657_1744 [Rhodovulum visakhapatnamense]
MIGPVTSPSLAQFFKQHAEQHEAARATLCENIKKFGGGSAEELGLTPVQAPPEFMAMMAKSDAEAAWMDSAEGKAWQAEQ
RAKQDAQPVELAVYKGGQMVGFMAGGFSGLGSMGAILPDNWGSMRTEDLKKVFQSHGFKVVTAKDGLSMNHGQAANILNR
S
>TDX18360.1 transposase [Rhodovulum visakhapatnamense]
MSSAPPIDLSAIPESQRAAVLAVLQERDALKDANRRLEHLVAELNHVVHGKRSEKLSDDDRQLAFEDLETAVAEVETRKE
QVAPSTATPRPARRRNLGHLPAELPRIERVLEPASLDCPCGCGRMHRIGEDRTERLDIIPAQLRVLVDIRPKYACRVCSD
GVTQAPAAPWLIEGGLPTEGAIAHVLMSKFADHLPFYRQSQILARSGSQLDRSTLADWAGTAAFHLGPVVDRLTEHLKSS
GKLFMDETTAPVLDPGRGRTKTGYLWALARDDRGWGGEDPPGVVFTYHPSRAGAHAEQILQGFDGILQLDGYTGYDRLTR
PSRKGGAPITVAHCWAHARRKLKEVFDRDGSEIAAEGLRRIAEFYRIEAEIRGMGPGQRLSARQARSAPLVAAFGDWLQA
QRLRVSAKSRLGEKLTYIHRHWPGLQTFLHDGRVEIDSNAVENLIRPIALTRKNALFAGHDEGGRTWARAASLIATAKIN
GVEPFAYLKATLEAIAAGHPASRIDELLPWNFNPSS
>TDX18361.1 IS66 Orf2 like protein [Rhodovulum visakhapatnamense]
MLMPSQGVRILVATQPVDFRKGHDGLAALVQSTLAEDPFTGTVFVFRSKRADRLKILFWDGSGLVMAYKRLEESAFTWPA
IRDGAMTLNRAQFEALFAGLDWRRVRSLEVRRPAVAE
>TDX18362.1 transposase [Rhodovulum visakhapatnamense]
MFAKSSFLTALGVEVFASGQRRWPDHVKAQAVAETLEPGATVSGVAARYEIMPSQLTAWRRLAKDGKLVLPAVEIDEPVF
APLVVRDETTTAPEPERHRAEAPVRVVRGSVIIELAQDAPAARIAEIIHALEAHPC
>TDX18408.1 hypothetical protein EV657_1721, partial [Rhodovulum visakhapatnamense]
KTIRGIVFPRTGGLNSTLHVLADAKGRPILFLSAGRTSDAIGARALPSSIPQAGTLRGDPG
>TDX18409.1 hypothetical protein EV657_1722 [Rhodovulum visakhapatnamense]
MGILLCIASRIGRKVPIPHDASLCRLRHGIETMFARLKDWRRIATRCDCWPILFLSACALAATAIYRV
>TDX18410.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MEADRAVSTVPFSEVLLRYAREVSPTHRGERWEGMRLRKFAEDKIGAVKMRDLSAADFADRRDRRLREVAPASVRREMNL
LGSVLTQARKEWGLLSGNPMADVRKPKAPPPRDRLPTQDELDRLAHVAGDDLSTAQARAFHAFRFECETAMRAGEIIGLE
WSRIDLEARVARLPMTKNGHPPPQPQGRDRPRPRPLHPLRLGADPRPDRGGTSGLSRLVGLSAGAAGGARVRRSRADPRH
RGYAPDDALAMKFRDFCPADEGPGFRKARSSNANALLRCVGNGACFPVATIRRRDSSNVRPALRRDV
>TDX18411.1 pentapeptide repeat protein [Rhodovulum visakhapatnamense]
MPCARAESLLSTRPSDIAKSDFFGDWCKREANDCTRKELSEYQQALFEREFRRRREAAISELRKPQWHQPGHQKPDFRGA
QLTDTFLAGANLIGAQMEGADLSWVQMEGADLSMSFLTGVRFEPLIIQSANLRAVTNGGGALRFADLRSVNFNEETDFRN
AFLDGSVQITDGFRKQMGDPCQWHADVLSDEEFFGRWRGWLEASGMDSRNWSNISPEGWSDVAAIPPPDGCNWKTGSISD
TSQ
>TDX18412.1 hypothetical protein EV657_1711 [Rhodovulum visakhapatnamense]
MPYARAESLLSTRPRTVPIFASERNAAQLLDMKQAEFRALVEAGHLPRGREIAPGLIRWPVEDLRRIASGEAAEGMGDVS
W
>TDX18413.1 site-specific recombinase XerC [Rhodovulum visakhapatnamense]
MSKRYLWRHPSGRIYVRLRGRLCRIMAPEGTAEFDREYWEILTGKRMQAKTSWNALMDDYRSSDRWLGLKPRTRQDYDKV
MAYLREKIGTRDVKALTRADVIAAQKANAHRTRFANYIPQMLVILCEHAIDLGWLANNPAKGVRALKTPEKRRKQHLPWP
DWAVEKFRSEAEELPRLIFEIGVGSVQRPGDWVGFRWGDYNGESLTLRQNKTDKSLVLPCTPQLKAALDRAKDALGAVPI
AGRPILMKRDGNPVSYRYMAQIMLKERRRLGLEAYDLHALRYRGVRELALDGCSDDEIAAYSGHATKAMIEKYAGEARQI
MRARQAAEKRR
>TDX18414.1 mRNA interferase HicA [Rhodovulum visakhapatnamense]
MNSKELEKLLRSKGCTFETHKGGSGHKTVRLGDRKSQIPMHGARKELGTGLVNKILKDLGLK
>TDX18415.1 antitoxin HicB [Rhodovulum visakhapatnamense]
MLAYPVDLTPDDNGTFLVTCPDLPEVTSFGETEAEALSMAKGAISEALASRLSGFEDIPQPSEGPRLVAVPLQLQIKVLL
FWALSDADKTRADLVRDLGWHRPQVDRLFDPNHATRLEQYDAAFAALGRAPGFALEAAA
>TDX18416.1 mannose-1-phosphate guanylyltransferase/mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum visakhapatnamense]
MPDLHPVILCGGSGTRLWPASRKAYPKQFAPLLGQDSLYQTTLRRFSAEGFTAPLVMTGDEFRFMATDQAAAIGLADARV
VVEPCPRDSAPAILAAALLLEGTPDDLMLVAPSDHVITDAPAFLDAVRAGTAAALEGALVTFGVTPDRPETGYGYLELAA
PPGKDPVPVVQFREKPDQATAEAFLAAGTYLWNGGIFLGRVRDVIAAFETHAPQMVPPCRAAIAGGAEDLGFFRLAETPF
AGIEPISFDYAVMEKAAKVAAVPIDCGWSDLGAWDALWKIAGHDENGVALVGDAVAVACEDSYLRSEEEGVVLVGLGLKD
VVAVAMRDAVLVADKSRAQDVKKVVETLRRAKAVQADHYPRYHRPWGWYETLCLGARFQVKRIMVKPDGVLSLQSHHHRS
EHWIVVAGTAEVTIGEEKKLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYEDIYNRS
>TDX18417.1 transposase [Rhodovulum visakhapatnamense]
MKKSRFTEAQIMGVLRQAEGGMPVPELCREHGVSSATFYNWRAKVRVSGHVDWAMKAKSYSQRRACALAGLTPWEYHQRS
KEDQTLNRANL
>TDX18468.1 DDE family transposase [Rhodovulum visakhapatnamense]
MTDPEARLFKKSRRAGAMLCFMGHSMMENRSGLIVQADLTRADGHAERRAAIDMLHRHSPGSTRRLTLAADRGSDSADFV
AEPRQMVVTPHVAQKSRHSAIDGRTTRHPGYAKSQRRRKKIEEPFGWAKTVGGMAQTLYRGIERVRARFTLAMAACNLAR
LPKLLAN
>TDX18469.1 transposase [Rhodovulum visakhapatnamense]
MRGSDQVTGSLFSYVDLEVRIPVRHPLRKIRAVVNDALRFLNAEFDRLYAGEGRPSIVPERLIRASLLQILYSIRSERQL
MEQMDYKLLFRWFVGLGIDDAVWVPTVFTKNRDRLLTTDMSRKIMAAILAHREVAPLLSDDHFSVDGTLVKAWASMKSFQ
PKERATLGGDEGPGDPPDGSAPRTSSSDQSTAEPDPMTRPTRRNRNAESTSVANDGRTRPMLR
>TDX18470.1 DNA helicase-2/ATP-dependent DNA helicase PcrA [Rhodovulum visakhapatnamense]
MQQDRYRLSTIDGWALRILKTFPARSGIAPAHLDLEDARRDYPVIKTAIAHFLSGRHIDEVLSASYSRVIVDEYQDCDPD
QHSVVCHLATILPTVILGDPMQEIFNWRGHHPNWDADVLGTFPLVAELTRPWRWENAGAHELGTWLLEARRTLKAGDRID
LLTAPDDVDWVHLDGTNDQEKQRLACLTRSPQAGGEVLIMTGGTQKGLQRRLAKQTPGAVTVEAVDLTDVTDFASEIDLV
APGNLEAALDFAFAVMTGIDRQSIALRATTIAADRNRTPPEAHELAAIKYREVGDAESLIALFDALEATQGTRTFRPEIL
RTCIKALRSSGPDVGFLDAAKRIREQQRILGRLLPKKAVGSPLLLKGLEGDVAVILDASDFDRNALKNRKNLYVAMTRGS
RKLVVCSSTHLLG
>TDX18471.1 IS4 family transposase, partial [Rhodovulum visakhapatnamense]
QIGRTKGGMNTKLHAVADAKGRPIWFFVSAGQVSDYTGAAALLGSLPKAGWLLADRGYDADWFREALKDKGIKVCIPGRK
SRKKTVKYDKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPETFFSAIMLAATVLFWL
>TDX19315.1 hypothetical protein EV657_1681, partial [Rhodovulum visakhapatnamense]
TGATWQSSVVIGKAVPGGATDASLPLKTGSYLARPYDARGNPGPVSAVALRAASLVPMTEVARLDEAPGFAGTKADCSAA
GGVLSTDEGATEALYVFSALINLGTAGPVRLVSDVGILIEERRDRIFGPETGAFWTPPDGLFWQGGADAYGDLDTQVRVR
DDATATWGPWQSFDAAEFDGRLFQIRAALSVESAAYALRVTRLSVAAFRAT
>TDX19316.1 hypothetical protein EV657_1682 [Rhodovulum visakhapatnamense]
MTQATYIPNVTHTKAQAFAFFQGALAAAASTNAGPTPPPETWPGMLWVDTAAKALRMRNEANSGWIALGGYASDSFVPAG
LRELTEAQALDSSGTAYGMLTGKILAALLDKYDSTNTRAACHQFHSDGSSEPGIVAIGDFAMAHVAYYSAQRGSDGWRMA
FSSDGGMSWGPWIALPGDYANETGGAGTFPLTEGAFLCPFQSYARRAVTLPGGSGTELFPALTTETVRVPALATHVRFAV
VRSRAGDAVLTVTLSPAGARTEL
>TDX19317.1 hypothetical protein EV657_1683 [Rhodovulum visakhapatnamense]
MLEATDSALRTLLALLGALVLVWLRTDGMALLARMGIVLASGAIGYVAGPEIALWLDMPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>TDX19318.1 hypothetical protein EV657_1684 [Rhodovulum visakhapatnamense]
MLNFILKSLPALIPNWRAVLWRSHSMRALILGVIWTGVVSIIAMLPWLPIPPMLVAWVYLGLLAYGAVGRLLAQGIGDE
>TDX19319.1 lysozyme [Rhodovulum visakhapatnamense]
MNKILLAVAGLVLIAVFAFPQPQPDIGIPTSAPESAQTQEARALALAVPLIAKWEGKRNAAYRDIVGVWTICYGHTRTAR
PGMVLSDADCEALLRAEVRDYRARLLTFFSAETRARRLPPPRDAAFTSLAINVGVAGVGRSTATRRLNAGDVPGACEALT
WWNKAGGRVVAGLRNRRTEEYGYCMREAS
>TDX19320.1 hypothetical protein EV657_1686 [Rhodovulum visakhapatnamense]
MGWLMQILGGGLAGQLREAYEARLRASNDADRIAAEIRIAELQERQANRALGGRLTAWVQAAWAAPFILYNAKLLIWDKV
LSLGATEALSGDLLDLQLRIVTFYFGGAAAIGVVRALRR
>TDX19321.1 hypothetical protein EV657_1687, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX19374.1 hypothetical protein EV657_1671, partial [Rhodovulum visakhapatnamense]
ATRYDKTAESFLGFIDITSIRLWVRHLST
>TDX19375.1 uncharacterized protein (TIGR04141 family) [Rhodovulum visakhapatnamense]
MSNTQKLSIRLLRDRLAPADAVRDGVDLTPWDKLEGALISLATLGGGAPKWAGFLELSEDEKKKVFNHTAFGLVFVQASG
RWFAVSFGMGHVKLDPAAFEQDFGLRVVLNSVDPKQLKSADVRTPDENTLSRRTQTSRGSDQTAFAIDIERDLVRGLAGT
PKDAGFGSYVAGTDGLTLNRKLEIAELAKACADTYAIYQKTDYKTDFGWIDQIRHIREQELIDKLDARLVEALAKAVDEG
ETDGIHLAFPVIYDPEKSSLIRYKGFRSWQLYADLDLPGYLDALKEREKAGYSDEDLRNHTVHEVDDDGHDCGGKWKLRE
CIVFETELDGTTYVFSGGRWYQIDQNLAKEVQEFFDTTSKVDMPAAEADETEETYNKRVAGLDADMICLDRRLIKPTGAA
SKIEACDFLGRERQLIHVKDKTSSSRLSHLFSQGTVSARVLATDPPSRDSVRNEVIAVQAETGQTGYQDIIPNSGNDFTR
GDFTVVYSVIAASDKPKLPFFSLVSFRQAARELHALGYKWAFAWIEKPKSGAKAKAKRSKKAAEEDAEVIE
>TDX19376.1 hypothetical protein EV657_1673 [Rhodovulum visakhapatnamense]
MVAAGGYILRVPKQRRELLLNEAEHGGSFYSPKPFVSEPVPRFDHSRRAPLAVFASFEDGFITHIAGGRKGQSAGTGLVR
LNLEELQPLKRPVSFDEILAGIDIRVARHVKQRLETGGLLPPKSLGAFVDRITQLDETVSPRLARYSERRAQALRRLEPR
ARENLAYQKETLGLALEIAGMSRDDLLAWTPTDASQQSFLDGLPGAQVREDAMLLSDFSTVPGFEAMGETTHYGSKVFAS
EEDSSKRLTVIMANRLPLEQQTGADLIYFNEAYRSFVMVQYKAMEKREDEVEFRWRAKDQFCDEVQRMETLLAELRKLPS
GEHPDGFRFSDNPFFLKFCPRVVFNPDDKGLFKGIYLPLDLWKRADAAGLFKGPRGGKVLTFKNVGRRINNSEFVGLVAG
SWVGTSIEQSAVLSEIVRQVLETGKTVTIAIKHTSPPHASEMEAAE
>TDX19377.1 DNA invertase Pin-like site-specific DNA recombinase [Rhodovulum visakhapatnamense]
MTVTKIGYARCSTDKQDLTAQRQALCALGVSEDLIYTDHGLTGTNRARPGLDQALAAVREGDVLVVPKLDRLARSVPDAR
AIADQLEKKGVKLALGISIYDPTDPMGKMFFNILATFAEFEADLIRLRTKEGMAIAQAKGKLRGKQPKLSEKQQKELARM
HATGDYSISDLAEVFAVSRPTIYRTLHRTGAKISP
>TDX19378.1 TnpA family transposase [Rhodovulum visakhapatnamense]
MSLRGLVATAAQLTDTLAADPLAHVVHGYHRFRRYAPRMLRALDIQAAQVAEPLLEAASIVAGTETTGDRPLTFLRRTSK
WHRHLNKDDGHRLWEVAVLCHLRDAFRAGDIWLAHSRRYGDLKDTLVPAEVARVTPRMAMPYEPEIWLADRKSRLADGLQ
RLARAARAGAIPGGSIEDGVLKIDRLTADVPEEADALVLDLYKRLPEIRITDLLLEVDDEIGFTEAFTHLRTGVPCKDRV
GMLNVLLAEGLNLGLSKMAGATHTHDYFQLSRLSRWHVESEAMARALAMVIEGQSALPMAQFWGGGTSASSDGQFFPTTR
QGEAINLINAKYGHEPGLKAYTHVSDQFGPFATQTIPATVNEAPYILDGLLMTDAGQKIREQYADTGGFTDHVFAVTALL
GFQFIPRIRDLPSKRLYLFDPASCPKELKGLIGGKVREPVISSNWSDILRSTATMVAGAMSPSQLLRKFAAYPRQHELAV
ALREIGRVERTLFIIDWLLDVDMQRRAQIGLNKGEAHHALKNALRIGRQGEIRDRTTEGQHFRMAGLNLLAAIIIYWNTK
HLGQAVNGRRRDGLYCTPDLLAHISPLGWAHILLTGEYRWPKR
>TDX19379.1 ATP-dependent Zn protease, partial [Rhodovulum visakhapatnamense]
MPKTTAAPWGPYARTILRRLREAEDDSTFDPDIDMDGDTIAPRSRRTPSAVELLDALEHSQHQDSRDIEDLRAAGIDGYA
MDDRGSDRPKVVIAPDQILMALRLAATFGSQKRFGAALDQRACTVITGFEPIQISGAATAIGRLFLPDGWTSQTRAPRTG
ETTVLQLLRPMQTGSNKITEPAIAKLEHEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTH
SATGKVDRTLITPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSD
LAAWKRGAARWSDLPHSVLLTGAPGTGKSVLARAIAVTAGVPLIEATLGNWQSAGHLGDMLREMRRSFAQAVRQKPSVLF
IDEIDAAGSRQGEDRHNANYRANVIDALLTEIDQLTRAEGVILIAATNHPEALDPAILRPGRFDLHLSLPLPTQAQIRHM
LQRALPEERADDLAALALALSGQTPAAIDARLRAAKAAARRAGGQLTARALRTTLPAAEPGRAAPGRRIAVHECGHAIVA
SLLGAVPVRRMQLSRDGGSTSRASAIHEGTVPEFENELTILLAGPAAERLILGSISAGAGGSADSDLAQASALQLQFDRE
FGLGTNGNAWLGEPDMQRLSDDDCTRLRVKLEQFEHRARALLAPHRDLLERLADHLLAHRDLDETAL
>TDX19380.1 hypothetical protein EV657_1652 [Rhodovulum visakhapatnamense]
MNTDLHFFPDSTHDHPVPVGLPIHEHWQATAEAKGFEITARVDDRYHLMLRCNSCGGAHRSKLHVLMTSQPLCPHCMDAR
WRKDAEAAGLIWLGRDPDDRHYGFYQAPCGHKLRRQFELVKRIAAGECEHRCEACQHEKEEAEARARGWSLIGPAPTKGP
GYRRYRHACGHEQTIARANMQSGRFNCANCGEGWSTAPSFIYCMRFTLPGLAPLVKLGFSRNPDSRLHWQLKRSPDLSGQ
ILRSVPIRNGHTAQSLEKKMHAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLQPVILKLLDELDTGCSDPD
>TDX19381.1 hypothetical protein EV657_1653, partial [Rhodovulum visakhapatnamense]
DIRSRAKLVSIADASLNHALRTSGIPFVNTTYIECERDLEHVDCFDPAFMNWARDAEAARRKTLLLCGDIIRAAICRPED
RPLQRLALLTRALIESETSERFTTLHRALDLHADLFSCPGTTPTLARARHMLNRCHELLDAMAELGEFRDPAEISWAVRS
DAEPDALIATCAH
>TDX19433.1 uncharacterized protein DUF2442 [Rhodovulum visakhapatnamense]
MAELTDAEIDAALERGRMAQEIEPRAEAVRYDRRNSRIIVDLTNGCTFAFPPSLAQGLETASEDELEAVEILGAGYGLHW
EALDVDLSVPGLMAGLFGTKAYMARLAGQATSAAKAAAARANGRKGGRPRKQA
>TDX19434.1 uncharacterized protein DUF4160 [Rhodovulum visakhapatnamense]
MVTIYRAHGLRIIIFTDDHEPAHVHVFGDGQAKINLIGPAGSPVLVWAQGMKGNEVRRAVQVVRDQQDLFLAKWREIHG
>TDX19435.1 replication initiator protein [Rhodovulum visakhapatnamense]
MPSSALALESEQPLTPAMVSAVWEIAAALDEQRVPSQVPNSVWLEVPTLRLRGEGGRADNIWLRKCLDRLIGIKISGEHR
GDPWGAVVLAEWHILQGGSVARLLIPPAGVHALRSPSNFTKIEAAAAHQLTGHGRRLYALLADKKRLGRPYWTFELGELR
TLMGVTKQKSYDRFNTFRQRVLDPAIDAINDYGTVTVRMTPEKRGRSVHAVRFDWRWKDPHNAAETVTENDRHSSTRRKQ
QATDDAPPMIEDPKEAARLWWEDLSEEERVSWADQVGREAEIGGVMQPRPERIIREIAFAASGQGGQAAQ
>TDX19436.1 hypothetical protein EV657_1631 [Rhodovulum visakhapatnamense]
MRWTGKPILAHFGAHRPDRISTQRCRAYTAARRAAGIGDGSSWTEPGHLRTALNGAARMRMIEFSPCIERPPKPSPRDRH
LTHVEIGRLLAADCEPHIAPAITLMLSTAARVTAVLELAWDRVDMRRGQIDLRRDTTGPRKGRAVVPMKSGARAALTAAK
EAP
>TDX19437.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MERGGPVKSIRKGFQRAVASAGLKDVSPQVLRHTAAVHMAEAGVPTSEITQYLGHSNVSVTGRVYARSSPTHLRRAADVL
DVTKLQKVHGPRGTSQKRHKPLRIWWVIRDSNS
>TDX19438.1 ATP-dependent proteinase [Rhodovulum visakhapatnamense]
MPEHISSSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQIDPAVDEPTTEGIYRTGVLANVLQLLK
LPDGTVKVLVEGKTRVRTTGYLDNPSFFEASCEPLSEELGDEEVVEALLRSVGAEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVAQKQELLETLTVAARLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDDGQNEIAELEERIAGIKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWILSLPWGVKSRVKKDLTAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNATFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKREIAERHLVPKQMKNHGLKAKEFELTPEALTEIIRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTIGPDVLEDYLGVKKYRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPDIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVAHVREVLKQALVREPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>TDX19439.1 hypothetical protein EV657_1635, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX19440.1 homeodomain-containing protein [Rhodovulum visakhapatnamense]
MDGTPKATKPKGRDAKTKIAQTRMSVPELAKELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHKTHPQTTP
PETVERIKALALEHPAYGCNRFEAMLALEGVRVSSITIQKILNGRQRGATGSSPLASAWARATTAGWRSRKPMRARPSRS
PPSRPPSSRSRTHASGKGMLNQALPASCSRPTPSSSAR
>TDX19441.1 integrase-like protein [Rhodovulum visakhapatnamense]
MKEIGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRTLDLPVKAVLTDNGREFCGTEKHPYELYLELNAI
EHRRTRVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHYNTERPHLGYRNMGRRPIETVMSFVSQ
EG
>TDX19442.1 peptidoglycan/LPS O-acetylase OafA/YrhL [Rhodovulum visakhapatnamense]
MRYRPDIDGLRALAVLPVILYHADIPLFGGGFVGVDVFFVVSGFLITGILISELDEGRFSILRFYERRSRRILPALFAMM
IVSLPFALALMLPSQLKLFGQSFFAIVVFASNILFWKKVDYFAAPAEESPLLHTWSLAVEEQFYVIFPILLWLLWKLGRR
YLIGLIIVLSIISLGLAEWASSRFPGPNFYLLPTRAWELGVGAMAAFWIRRPSHLARPGLSLFGVAMILAAIFLYSDETP
FPSFYTLLPVLGAALVVLYGANSVENPPTKGETRHDNLAAHILCNQPMVFVGLISYSAYLWHQPIFAFARLSRLTPPPMG
MMAGLALLSLLIAWLSWRFVEQPFRRPERRWLSGRQSIFAGSAIGMAAFAAIGYVFVSFNGFEARWRANHQDQPALLAGL
DYHNSRNMYDQFVSGGCFFSGGSASVPKSFEHCFNLDPERINYVLIGDSFAAQYAKALEEHYSSAHLVQLTISGCRPIWN
GQGLGMCTDLYKTRIKRFIEDNAEQLGGIIIAAHWRSIELHDLEHTINWLHGLGLKTAIVGPGPDYGSALPEILIKASDH
ESLSSTNRFSAPERWRVQEEYRGMAERTGARFLPIMDYLCTPDGACQNFTSDGDLIIFDYGHLTLSGTRDLIKAHFPATL
VDMFSSASR
>TDX19517.1 hypothetical protein EV657_1611, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX19518.1 uncharacterized protein DUF1524 [Rhodovulum visakhapatnamense]
MRRFLPLLILSLTLLACAPVAQAPELASPAAPYTRAAFGAGWADPDGDCLDTRAELLAEISTVPVTLAPSGCSVRHGRWI
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWSAEKRARFALDPVNLLPVEVPTRDVVPVKPRSGLMPTPSSTPMRWAY
RNCIEPASCWRQSRRPRTEACSRGDLRRRGRKERLPRTRGENRFRGRLRVRKTA
>TDX19519.1 DNA adenine methylase [Rhodovulum visakhapatnamense]
MNEMRKTVPASPVAPWMGGKKALHRRIIEKIEAIPHRTYVEPFLGMGGVFLRRTWCPRLEVANDLNGEITNLFRVLQRHY
PQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSLARIGPLLDAAHARLD
GVVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAGRLGRIEGAFVLSINDRPEIRDLFGAFRIE
EVRLNYSVSKRGATAARELIIANREVMTGLV
>TDX19520.1 hypothetical protein EV657_1614 [Rhodovulum visakhapatnamense]
MPLRPRLILAALLLAGCGGLPLGPNVAANVQAGAENVQGVKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNEIPA
WIVLVALIGWIAPSPGEIGRRIGQAVRRRRA
>TDX19521.1 lysozyme [Rhodovulum visakhapatnamense]
MIRRRTAAGGAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETRGVSPGQTATPEECRDQLARRTAQFEAEIRPCL
PAALPIETRAAFVSAAYNIGSGAFCRSSMSRRALAGDLPGACDALMLWVNAGGQTVPGLVNRRTAERDLCRSGLD
>TDX19522.1 hypothetical protein EV657_1616 [Rhodovulum visakhapatnamense]
MKLVPNWRAVLSRAWSVWILAAMVILSGLEAAASLLSADMLGLPPDIYAAAVGLLSAAAMLARVIAQTGLAGADE
>TDX19523.1 hypothetical protein EV657_1617 [Rhodovulum visakhapatnamense]
MLDATDNAIRTLLAILGGLVLVWLRTDGMALIARMGIVIASGAIGYVAGPEIALWLGTPERLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>TDX19524.1 hypothetical protein EV657_1618, partial [Rhodovulum visakhapatnamense]
ARVPLGGRIRIPDPLRPRPIGIARPDYIYDQTGSVGLSATIALGGPARRTSRIRLVFISGGSNYGTFGGGRASLYRRRDY
TAD
>TDX19525.1 hypothetical protein EV657_1601 [Rhodovulum visakhapatnamense]
MDFEYDPAKSASNLSKHGIDFDQAQALWDDPWMLEAPAKTEDEPRFISIGKIEGKHWAAVWTPRGDAVRIISVRRARKEE
ISYYEGN
>TDX19526.1 hypothetical protein EV657_1602 [Rhodovulum visakhapatnamense]
MKATEFDKKFDAGEDVSDAIDWSQARRRNDQPKRVNVDFPAWVVEGLDKQARHLGVTRQSLIKLWIAERLQ
>TDX19527.1 hypothetical protein EV657_1603 [Rhodovulum visakhapatnamense]
MWIVLVIVAAGFWLWRSNQKRAKRFVRAVHFLNALDSGATPDEANGIVAKLFTKHSNADADNQAIRFAQDRAQRWTQGKQ
LPWIHEARTKGFAIDSGSTKRDFAHLSVQASDEERREDLYVAAGIAHVSFLNAMKRDVDDEEFSAAALGAFDGTVQALGV
KLTHVEMFSMGAAFVVRQLKDLGRLNEVDPERIADLTAEAMNSSALEEIRGQAGQVAYSVTMTMRSASPIG
>TDX19528.1 excisionase family DNA binding protein [Rhodovulum visakhapatnamense]
MKYSLSEAAKATGKNKTTIQRAIKSGKISASKGNGGSYEIDPSELHRVFPPTVAQHMQSNDTQQAKFAPESSHIDRVVDL
EKELAVARERANGLEAQKDQMADTINDLRKRLDSSETRVTALLADNRPKPGLLYRLFNR
>TDX19529.1 replication initiator protein A [Rhodovulum visakhapatnamense]
MSLLPDRHPNLDFFVLDIADAVPKDDMATMEHPLFSLATKPDMRHLEYRSGDNVLKIRPSGLGLPTIFDKDILIFVISQL
MHRKNRGEAIGETVRFSARELCVATNRQIGGDHYKRLENAFARLQGTQFVTNVRTGGKIETRIFSLIDEGGFVRTDDERF
RLDYCEVKLSRWLMRAIESDQVVTISNDYFRLRRPLERRLYEIARKHCGSKSKWQISLTTLQNKTGSNAPIKRFRHNLRE
IIKADVTPFYRFELDDNDLVTARPRQPKAQVDPSISLPAWAEEKARAMARKKGRDYYALRSDWLAFAKSEAAKGNPPKNA
GAAFVAYCGKQDSLR
>TDX19530.1 hypothetical protein EV657_1606 [Rhodovulum visakhapatnamense]
MFKAAIRVNKFTSIAQLRGASLHAQRHDETGKARVRDDAEPGFGLAWSKAENDRDYLAAFKAHKSELGAGERKGSPLCLQ
AICVVSPEWVEKAGNLHDPDNPHNRQLFDQAKAWAESWGGEGSVIATRLDLDEKGGAVVDVLVSPVRESRGKPVISTNKA
LRELKEATGERNEYSALQTSWADWCRENLDAEIVRGTRKEITQRQHLSPETYGAVMDKARESVRAPSEGLWDAIRDADLS
ERQTEALSGLLALKGEIARHRAEGSSYEPPRGALTLDRVGGDTSTDPWPFIEAIRSGAERIYDTAHRFGVGLRENMGDRY
EAGRDLFPSLSDRMHLAAVVAKCGAFMARMEAAVKNMLRTDVPQLDVTTCWPQEAPAEVERHETNLGLTAPAVREETGPE
RESDVTDRASRERDRGSSHGL
>TDX19611.1 putative secreted protein [Rhodovulum visakhapatnamense]
MKNYGFTAFFSGLALLGLSSLETQAATVITTLDPPLVASNGSFPGLDVDGDGWNDFYFYGGGEDGDYGAVFAAEGSPFSE
SLGYFSYAWLLGVEDSPGNAATAFFEPGSEVGLTSPQELGILPYAELYVAGEAGELGEIGDTAIIGFVLETYRPCVDETT
QACEEGDGDDGLVEFLGYRFGWFDLERGSTIVNRYGLADLGDPAAIIPPVPLPAGLPLLLAGLGAFGLAARRRQA
>TDX19612.1 peptidoglycan/LPS O-acetylase OafA/YrhL [Rhodovulum visakhapatnamense]
MPSQQLQSQIPEEPHLQELDGFRAFSILAVLACHMLPLGPAPWQLNVTAGYMGMSVFFALSGFLISRFLWDRPDVKVFLI
RRTARIMPLVLLVSFIYTVLLQHRLDSFAAANLYVLNYWHSAIIPYISPLWSLGVEMHFYLGIALAVLFFGRRGFVLVPV
AAAVVMALRVEHNVFGAIGTHFRIDEILSGSMLALAFIHRRNRYLTRFWTVLPALFWPLVLLWLLSCWPPSGALGYMRPY
LAAGMIGSVLAMRKGSWQAGLLSHRILAYIATISFALYVWHSPFRHDWFASGGEWDIYLVKRPLGILAAFALAHLSTFYF
ERPITQWAKRYTSRPRLATA
>TDX19613.1 exopolysaccharide biosynthesis WecB/TagA/CpsF family protein [Rhodovulum visakhapatnamense]
MADGTTVKEAAAARLATASRVPMLNAYVHDISMDDLVAGFTEGALLTLHVDMAMKLQQDRAFHDIVGKFDVITCDSQIMY
FATKFLGTPVQERVSGSDYFPRFYMHHKDNPDITVFLMGGKPGIAEKAAANVNAKVGREMIVGCCSPAFDFETRAGETDR
MIEAVNASGATVCVVGLGGGRQEKFIMRHRDRMPGVRLWLPLGGTIDYESGTFERPPSWVTEGGLEWLYRLLKEPRARFH
RYVIHEPPFLWAVLKQKLGLYRDPFA
>TDX19614.1 hypothetical protein EV657_1594 [Rhodovulum visakhapatnamense]
MDRLLFGDNQFFGINHMSEEKARAQAMRFQKTDAIMEVLDTAYDAGIRTFMCTTHDRIAGIVDRVRADPVRYADFQFYPC
MPYAHKYANAVTEYGMVGALRHFMPEDGLLATALAGGKALATREIDGMARVLIDMEMKMFAGTKTPVIFVQNVFTDLLLG
MGFTRAFRIFHDHIVEKYGAEPAYITMNMPMLLEALEKEGIERPIICSNINKIGFRMSGGFDAYLDALKSGRVRAVAMSV
YASGAIPADEAIHWISELPGVEAIVFGASSAGNIRSTRALVDKYMKEAA
>TDX19615.1 oxidoreductase family protein [Rhodovulum visakhapatnamense]
MIRAKTHHYRYVGAFREMKRILDSGALGRVTHVLAEAYGPVVLRPKRTTWRTDKAEGGGCLYDYAAHPLNLLNWFFGAPA
QVTGSVLDQVFSEGTDDQVMSTLRWENGPTAQLSVNWSDESHRKMSAKIAMIGTNGRLYADRQECQLYLRDPVEALPGYE
AGWTVKYTTELTDETWFYLRGEEYSAQLDDFITAVAEGHKTARENSFRSAAETDRTMAMIIGNAETGLPVGEAPTASRPE
PARKRGWFRR
>TDX19616.1 hypothetical protein EV657_1581, partial [Rhodovulum visakhapatnamense]
MAHRVIGLAAALFLLSVAPAAAMPPVGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPKAKTRDEITLNKI
QPVTAGL
>TDX19617.1 hypothetical protein EV657_1582 [Rhodovulum visakhapatnamense]
MGTVITRREGWELRLAAEIRDWEGRAFVWGAADCLGFCRATARAMTGTDPIPDLPDYASERQAAKGLVRLGFGSIADLID
AHLPRVPVALARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>TDX19618.1 hypothetical protein EV657_1583 [Rhodovulum visakhapatnamense]
MDTSGDRILGLLVQCRFDNGELNMFTGLGSVEWEGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPEAATATLACEERAMDLGRKRPFYYLPEDQQRRFPGDRFFD
LVQAIQNREDTWGR
>TDX19619.1 putative RNA binding protein YcfA (HicA-like mRNA interferase family) [Rhodovulum visakhapatnamense]
MRIYLHPILALAQRRAYLYAHNHTGAPRVETNSRKIIKRLEQDGFVLVKVTGSHHKFRKGDRTVTIPHPKKDLPLGTVRN
IHKQAGWL
>TDX19620.1 HicB-like antitoxin of HicAB toxin-antitoxin system [Rhodovulum visakhapatnamense]
MRHYIGVVHQEGDSAFGIHFPDVPGCFSAADSLDDLLPNASEALALHLEDEPLPEARSLDAVRTDAEVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>TDX19621.1 hypothetical protein EV657_1586 [Rhodovulum visakhapatnamense]
MAFPPEAVRIAGFTLRQVTSSIRTQSPYSFAQTAYDFMGGTWAAELTLAAFDARESAAISAWLASLNGPAGRFELDMAAM
EYEGPQGTITADPVVAVAANARAQTLVLQLATAADTITVGDYLTLDGHLHIVTGAEAPTAAFRQTLTLWPRLRAPVAPGD
PVALRAPYGTWALAGPETALAVSQARVRTRTVQLVEAL
>TDX19622.1 hypothetical protein EV657_1587 [Rhodovulum visakhapatnamense]
MALKAVIGALRVNLGLDSAEFRNGLKSADDRSKRFARTVTVGLAGAVTAATGALSLMTKQAMGAVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAMGTVEQATKDLTRRLSQAATGTGPAVDALKRLNLTAGDLLKMPLDARVEAINAAILDFVPAAQQA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSELDADNIESANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLASALDLVLSNLDRVAAYAGAAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVVAGEL
VLWFGRLVTAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMEELGARMKAIWGEVMVYLQEKWSGFLARFADLPDILP
GAAALKEAADGAAEGLAAAKEAAAAAGDEAKRLKREANGVADAMIRTPLASMAALKETLAGVSDEAGNTATSLARIGDAA
GGAGDGGTGAVTQATEDLADAAKETGDSFKTFFKDLAKGSADAGDAISALADRMLDDLLDRALSPVSTAMGGFFDSFLSG
MFGGAGAGGGVTASALGNVFDGGRVRAFAAGGVVDRPTFFPMRGGATGLMGEAGPEAILPLTRLGNGKLGVASLGGGGVR
MGDVHVSVAGSSASPEEIAEAVRRVTRDEAQRVYARQRREGL
>TDX19623.1 hypothetical protein EV657_1588 [Rhodovulum visakhapatnamense]
MAGAAARAKVGQHRDRWLAWHVAALTRTPDFPRAEDFILPPDPKREAAVMILRARVMHARFQQQQTQHGKR
>TDX19624.1 hypothetical protein EV657_1589 [Rhodovulum visakhapatnamense]
MANPMKGEVDIEACGERLRLILSFNAIAELEDEAGQTLAEVMTSLKAGSVRTMRLILWAAMRDHRPATTLRQAGAVAEEL
GPELGPVLGRVISTCGFLADLSDLAGEAPAPGKPEGSDMG
>TDX19625.1 hypothetical protein EV657_15810, partial [Rhodovulum visakhapatnamense]
VTFPGGTVWLFEGWLKSYAPPATVGEFQEVSASFRVTGSLSITLPEEG
>TDX19700.1 hypothetical protein EV657_1571 [Rhodovulum visakhapatnamense]
MIGPVTATSVMPVRKEQTEQQTATQPKFRPELANFRPGTGEEAGFKPYKAPAEFMAMMAKSDAEAAWMDSAEGKAWQAEQ
RAKQDAQPVELAVYKGGQMVGFMAGGFTAESSIAGFLPRNWDSMSIKDLSQVFRSHGFKVVTAKEGLSMNHGQAADIMNL
L
>TDX19701.1 hypothetical protein EV657_1572 [Rhodovulum visakhapatnamense]
MTAAIRPPAQTASRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRSYGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNTLPWYAATMVADLARAGRTPDWMPDARPRLKPDDWTVNRWGRHAKTADAAMLGVEGWQPIPRRNRKGVIV
HDAVRFTPCHWDPTPAQIAAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDMPPMRPWKGAPQRL
>TDX19702.1 hypothetical protein EV657_1573 [Rhodovulum visakhapatnamense]
MDAREQAEGEKRVRGLLIEPLLRRGLVKPGAMTKAQFDEMLADLAKRLAYMTPPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRRTRRWPGGYALGQIRQAAGEALRRHAHLAGADPAF
LDPAEAAWLRDREAQLARCRRIADLAGAAA
>TDX19703.1 hypothetical protein EV657_1574 [Rhodovulum visakhapatnamense]
MTLAASRLRPVDAADLPDYPLGPEDDLNGHYFMTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQL
AKLLAVDVARLRRLSEMEYGPLHHWQPCRCGDQIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGIHP
DLAQNDAAVLWMDDWLVEQGCGYRGSAWVERAITAWSNHMFDMTRAARPRE
>TDX19704.1 hypothetical protein EV657_1575 [Rhodovulum visakhapatnamense]
MATRIYTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGVGRKGVEPMPVRIRGEVFTDAHAVAARFGVTPQA
VWKALSDGDPDRIGRPQRRPGRDPHPVEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>TDX19705.1 uncharacterized protein (UPF0335 family) [Rhodovulum visakhapatnamense]
MTGPIPLDTFTAGPRPPMKETAEDEAVREKTYRVAADELRGFIERFEALAEDKAALGDQQKEVMAAAKARGYDTKALRRI
IALRKRHADDIAEEEAVLQLYREALGM
>TDX19706.1 hypothetical protein EV657_1577 [Rhodovulum visakhapatnamense]
MTLAIRIYWRVAGRFNQLRAGRARAAARLFEARAEKFLARFKGGRA
>TDX19707.1 hypothetical protein EV657_1578 [Rhodovulum visakhapatnamense]
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELFDPEHTA
>TDX19708.1 hypothetical protein EV657_1579 [Rhodovulum visakhapatnamense]
MVDMSWRERLRVAIQDAGKSMRAVSLASGNGPGYVHSILSDGKEPTMDNLAAVCDAIPVSLIYILYGLDVSEEDFEILRA
LREHPEIRQGIYQIIRAKSSS
>TDX19709.1 hypothetical protein EV657_15710 [Rhodovulum visakhapatnamense]
MLVDDYLRRLEGLTRAKKLEILAEIRRMILRE
>TDX19710.1 hypothetical protein EV657_15711 [Rhodovulum visakhapatnamense]
MKTTLTATALALLAAPALAAVNATEDLSAIRQPSADGAGCFAAIAGTNAFERTHAPGCIYYRAPTGTDPKEVEAADPEPG
DPGEAEGDDSENAGL
>TDX19711.1 hypothetical protein EV657_15712, partial [Rhodovulum visakhapatnamense]
MPRMPRIPDLPANYGFGTWRDALLGALIGALFVGSAWGGITLAGIAHG
>TDX19712.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MARTLNDKLAALDPARRAGIEAEADRLQAEYLTLRELRKARELTQVQLAETLGIQQATVARYERQSDLLLSTLSTLSSYV
RAMGGSLKLMVEFPGRAPVALDGLGETEKPHRCGRAKTSKR
>TDX19713.1 EAL domain-containing protein (putative c-di-GMP-specific phosphodiesterase class I) [Rhodovulum visakhapatnamense]
MNSYGFREALLADVANRPETLRWKKRKILAALRDLFGMEVAFISRFTPTSREFDLVESHDPGFAADVLSAAATPLDQSYC
FRIAIGHAPNLMPNAQEEPAVADISETLSLPVGAHLSVPIVLSSGRTYGMLCAFSRKPNSELADRDVALFTLCADLLSRD
IEAVILDDLPKSTAADEFSKTLAETSFDFFLQPITSMPGRVPVGFELLTRFAPELGSVEQIFDRARHLDMVMTLEEKVAR
TASRVLARLDRSVWLAINFSVSSIESCDFEAIFPPDYRDRLVLEITEHERVVDYASFLARIKALRGFGFRIAVDDVGAGY
SSLRHVLQLRPEILKIDRSFVAGIDQSPDQQTFVRAIREYAASYGGMVIAEGVETASEEAELVRLGAYLAQGYHIAKPRR
WTEVLPPC
>TDX19714.1 hypothetical protein EV657_1563 [Rhodovulum visakhapatnamense]
MRFQITSRREFERLRACDPATLTDLEHAARFLYLQRLAFGGRPSDVFGVQPGCGSRFSLAKVGPLFDSAHSRLDGVVFEN
LPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRASTPSRLDFGSLGGELPFGTVPERRPSFQSGPSANRRAV
>TDX19715.1 hypothetical protein EV657_1564 [Rhodovulum visakhapatnamense]
MPVRPRLILAALLLAGCGGLPVPLGPNLAANVQAGAENVQGVKVENAPSIVRPRARDIRQEQSENRLRADRVETVVVNEL
PAWIVLVALIGWIAPSPAEIGRRIGEAVRGRRR
>TDX19716.1 lysozyme [Rhodovulum visakhapatnamense]
MIRRRTAAKGGAAAAVIAAAVALIAPWEGLRTASYQDIVGVWTICYGETRGVGPGQTVAPEECRSRLATRAAQFEAEIRP
CLPATLPVETRAAFVSAAYNIGSGAFCRSSMSRRALAGDLPGACDALMLWVKAGGRTVPGLVNRRTAERALCLSGLD
>TDX19717.1 hypothetical protein EV657_1566 [Rhodovulum visakhapatnamense]
MKLVPNWRAVLRRAWSVWILAAMVILSGLEAAASLLSADMLGLPPDVYAAVVGVLSAAAVLARLIAQTGLQGADR
>TDX19718.1 hypothetical protein EV657_1567 [Rhodovulum visakhapatnamense]
MIEATDSALRTLLAILGALVLVWLRTDGMALVARMGIVIASGAIGYVAGPEIALWLGTPEQLTIVGVTVLGPLALETAAA
ALLWLKRDPAHLAEMLRLWRGGK
>TDX19719.1 hypothetical protein EV657_1568, partial [Rhodovulum visakhapatnamense]
ARVPLGGRIRIPDPLRPRPIGIARPDYIYDQIGSVGLSATIALGGPARRTSRIRLVLISGGSNVGTFGGGRACLYRRRDY
IAD
>TDX19813.1 hypothetical protein EV657_1541, partial [Rhodovulum visakhapatnamense]
VTFPGGTVWLFEGWLKSYAPPATVGEFQEVSAAFRVTGSLAITLPEEG
>TDX19814.1 hypothetical protein EV657_1542 [Rhodovulum visakhapatnamense]
MANPMKGEVDIEACGERLRLILSFNAIAELEDEAGRTLAEIMTSLKAGSVRTMRLILWAAMRDHRPATTLRQAGAVAEEL
GPELGPVLGKVIAACGFLAAEDPAPGKPDPAKRSAGTGAASGSDMA
>TDX19815.1 hypothetical protein EV657_1543 [Rhodovulum visakhapatnamense]
MAGAAARARVGQHRDRWLAWHVAALTRTPDFPRADDFILPPDPRRAAAAMIMRARVLHARFEAQNQKKNQKKR
>TDX19816.1 lambda family phage tail tape measure protein [Rhodovulum visakhapatnamense]
MALKAVIGALRVNLGLDSAEFRNGLKSADDRSKRFARTVTVGLAGAVTAATGALGLMTKQAMGAVDAQAKLAQSLGTTVK
SVQVLSRAGDLSGVAMGTVEQATKDLTRRLSQAATGTGPAVDALKRLNLTAGDLLAMPLDARVEAINAAILDFVPAAQQA
AVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDADNIESANDAVSRLGLVATGLGNTLAAAAAPGIERLATG
FADLWRKGAPLASALDLVLSNLDRVAAYAGAAATLIAGRFAASFAAATVAAAALNAKLLLTRAALMRTGIGALVVGAGEL
VLWFGRLVTAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMEELGARMKAIWGDVMVYLQEKWSGFLARFADLPDILP
GAAALKEAAEGAAEGLAAAKEAAAAAGDEAERLKREANGVADAMIRTPLASMAALKETLAGVSDEAGNTATSLARIGDAA
DDGGGVEKLKTKTKDLADTAKESGDSFKTFFKDLAKGSADAGDAISALADRMLDDLLDRALSPVSSAMGGFFDSFFSGIF
GGAGAGAGGGVKVNALGNVFDGGRVRAFAAGGVVDRPTFFPMRGAATGLMGEAGPEAILPLTRLGNGKLGVASLGGGGGV
RMGDVHVSVAGSSASPEEIAEAVRRVTRDEAQRVYARQRREGR
>TDX19817.1 hypothetical protein EV657_1545 [Rhodovulum visakhapatnamense]
MAFPPEAVRIAGFTLRQVTSSIRTQSPYSFAQTAYDFMGGTWAADLTLAAVDARESAAISAWLASLNGPAGRFELDMEAM
DYDGPQGTITADPVVTVAAQARAQTLVLQLAAAGDTISVGDYLTLDGHLHIVTGAEAPTAAFRQTLTLWPRLRAPVAPGD
PVALRAPYGSWALAGSETALAVSQARVRTRTVQLVEAL
>TDX19818.1 hypothetical protein EV657_1546 [Rhodovulum visakhapatnamense]
MDASGDRILGLLVQCRFDSGELNMFTGHGSVAWEGVTYLGAAGQMLRIGEAQETSGGEMPGLTLTLAGLDPEVVALAELE
EFQRRRVTLRLALFDPEGRIEAADVLWDGLADTLDSDDGPDTATATLACEERAMDLGRKRPFYYLPEDQQRRFPDDRFFD
LVQAIQNREDTWGR
>TDX19819.1 hypothetical protein EV657_1547 [Rhodovulum visakhapatnamense]
MGEMNGGTMIGGTMTGGQITRREGWELRLSAEIRDWEGRAFVWGSADCLGFCRATARAMTGRDPIPDLPDYVSEMQAAKG
LVRLGFTSIAELIDAHLPRVPVARARRGDWVMGDAAGALPGAMGVVTGRHAVHLAERGPVRRPVLDAEAAWRIG
>TDX19820.1 hypothetical protein EV657_1548 [Rhodovulum visakhapatnamense]
MAHRVICLAGALFIITAAPALAMPPVGAALAAAAGGWAAGLTATAIMGQAAMAFVLSGVQMALAKKPKAKTRDEITLNKI
QPVTAGLILYGERTLGGTIVARSTTEAGGKPHRRYHSVMPLACHEIDGAVEIWLGETKVWTEAQYRQDAARGTGDPYHWG
QIDSDFRGRIRLKVHTGAEDQAAEPRYVAAASEWTADHRGRGVAYVYFEADYDRDLFPTGAPQIRVRARGKRVYDPRDGQ
TRYSTNPALCLRDYALTPELFGGIGWREEDLDDAALLALANLAEEPVPLATGGTEDRYAFNGVLDTEAAPRENLDNLSTA
WGGWWACERGRLTVGGGAWEEPELTITEDMLVAGIRVIARRPFEEQFNVVKAQFADATAEHVVTDLPVLASETYRAADHG
ERLVRDLGELPGETGHARGQRLMKLALLKGRRQRQVILPCSLAAWGVRLGDTVRVTLPRRGWQAKTFEVTGRAVTVGPGG
VQVRLTCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPQVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQF
SWRPISAAEATVRGLTDTPEDLIDDMAPGTYVFGARGRNTRGMWSDWVYAGAAAVQGENAPPVAITNLAGQSAGGAVAML
RWDRHPSLDVRQGGWIEFRHAGVLTGATWRSSVVIGKAVSGGVTEATLPLKTGTYLARPHDAKGNPGPVSAVALRAASLV
PMAEVARLDEAPGFAGTKAGCSAAGGVLSTDEGATYALYVFTGVMDLGVAGPVRLVSDVEILIEERRDLMFGPGTAAFWT
PPDGLFWQGNTDAYGDLDTQVRVYDPATATWGPWQSFDAAEFDGRFFQVRAALSVESEAYALRVTRLSVAAFRAT
>TDX19821.1 hypothetical protein EV657_1549, partial [Rhodovulum visakhapatnamense]
MTQSTYLPNVTHTKAQAFAFFQGALAAAASTNAGPTPP
>TDX20734.1 phage terminase small subunit, partial [Rhodovulum visakhapatnamense]
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDVWDRLAPVLAARRRLDPAYHDPFAVYCEAVADVIRFTGDIAAFGS
WYEVATRNGRQ
>TDX20735.1 5-methylcytosine-specific restriction protein A [Rhodovulum visakhapatnamense]
MTIRKLCAASGCDDLAVPGGALCEEHEAERIDRGRARRAKIKTAEEIRRRAKLYASPAWKKARAAFLEAHPLCADCAGLG
LVTPATEVDHIARHEGDRARFWDRSNWQALCKPCHSRKTAREVLGRS
>TDX20736.1 hypothetical protein EV657_1533 [Rhodovulum visakhapatnamense]
MLQFPIHIPRQSYRGQSKSLARLIERWNFDAAALEAHGNTLALEQIDDEVRYSFEQIAKETGYDLRRVRELYLAAGCAGH
ALSIARPKPEDAQEYLEELTAEAQGGSGLTLEAMIAHHAERPLRKGDRVAHPSYGEGTVALLLAEATVACVDWDDMTVAE
LRMFTSQLKRVETGPIPTAASAACPG
>TDX20737.1 hypothetical protein EV657_1534 [Rhodovulum visakhapatnamense]
MTAAARVRVSPAPRTRRAMPVRAALEWAFGTECARLDHDEIGAVGGTGWRSYGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHAKTANAAMLGIEGWQPIPRRNRKGVIV
HDAVRFTPCHWDPTPSQIAAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDMPPMRPWG
>TDX20738.1 hypothetical protein EV657_1535 [Rhodovulum visakhapatnamense]
MSIRAIQGKGVNRARVICDGCGREEVVTCNYLRRPGQAWAPDEGQTRRKMIGRGWAEVKGKLHCPGCEAKRKATGMTKTT
TKPAPARAPDPKPDEALRQPTRAQKREIMDLLEEVYDTAAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDI
AAALGRMEALEREMRAVADEAARQRAAAEKKLAELSVLKVELDRIRVAVGPRALRKAGVAA
>TDX20739.1 hypothetical protein EV657_1536 [Rhodovulum visakhapatnamense]
MDAKEQAEGEKRVRGLLIEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMTPPNLAALEEMAAAAPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGREALAEGWAPELLDDLRRTRRWPGGYALGQIRQAAGEALRRHAHLAGTDPAV
LDPAEAAWLRDREAQLARCRRIADLAGAAA
>TDX20740.1 hypothetical protein EV657_1537 [Rhodovulum visakhapatnamense]
MAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRGPQFLDRFDDWLAERYPETQRREGFIRQALDEFTAEMAR
>TDX20741.1 hypothetical protein EV657_1538 [Rhodovulum visakhapatnamense]
MATRIYTDLTIRGTTYPDAATAARALGVTPEAVRSAARKGRLDRVGAGRKGAEPMPVRIRGELFADAHAAAARFGVTPQA
VWKALADGDPDRIGRPQRRPGRDPHPVEIGGLHFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALCARQASA
SRTSSPTGPARPDQMEEFPHG
>TDX20742.1 uncharacterized protein (UPF0335 family) [Rhodovulum visakhapatnamense]
MTGPTVSLTGPTGATTGPIPLDSFTAGLRPPMKEAAEDEAVRDRTYRVAADELRGFIERFEALAEEKAALGDQQKEVMAA
AKARGYDTKALRRIIALRKRHADDIAEEEAVLQLYREALGM
>TDX20743.1 hypothetical protein EV657_15310 [Rhodovulum visakhapatnamense]
MTLAIRIYWRVAGRFNQVRAGRARAAARLFEARAEKFLARFKGGRA
>TDX20744.1 hypothetical protein EV657_15311 [Rhodovulum visakhapatnamense]
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALTTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELFDPEQTA
>TDX20745.1 hypothetical protein EV657_15312 [Rhodovulum visakhapatnamense]
MKTILTTTAALALLAAPALAAVNATEDLSAIRQPSADGAGCFAAIAGTNAFERTHAPGCIYYRAPTGTDPKEVEAADPES
ADPGEAEGDDSENAGL
>TDX20746.1 hypothetical protein EV657_15313 [Rhodovulum visakhapatnamense]
MPRMPRIPDLPANYGFGTWRDALLGALIGALFVGSAWGGITLAGIAHGSL
>TDX20747.1 hypothetical protein EV657_15314 [Rhodovulum visakhapatnamense]
MDTTLAAAPELADFVAEWRSAAPEVQLAAIRGALRRQGIAQPAPEDPARAGYEIQLFGLAALGRDGADAARTWMEAAARR
CPFA
>TDX20748.1 hypothetical protein EV657_15315, partial [Rhodovulum visakhapatnamense]
MSDDITADDRLQDTAPDAEPDWILKFTLRGGSTVEWIGSKSAVFGALEELKTHDRATGPLNWFFLPMGAINMGEVRVVTI
RPCPPETKP
>TDX20841.1 phage tail tube protein, partial [Rhodovulum visakhapatnamense]
MSEADIAWGYGVEVAEDAAATTFLDLAEVKSVALPDQQRDEHDATHMKSPNRTKESRPGLLDPGECTVGMNWIEGSATDR
LLIGLKASGAVRQIRVTFPGGTVWLFEGWLKSYAPPATVGEFQEVSA
>TDX20842.1 uncharacterized protein DUF3168 [Rhodovulum visakhapatnamense]
MSLKADLTDLLLRDPALADLVGARITWGRRAPGEGLPALVLTRVGATRDYHMKGVTTLRRTRIQAEILATTLAEAGEVEA
ALTARLDGIRGPHGGTDVRGIFVEALRDGLDTDRDGSGIHRILADLIVHHRLHNKENER
>TDX20843.1 HK97 gp10 family phage protein [Rhodovulum visakhapatnamense]
MSRQPVSVEGLADLEKMMVEHLPKSTGRGVLRRVGTAALKIFVERARDLAPRASGDLAESLAVSTRLDPRQRRDHRKLVS
DDKAAVELFGGAAALPHAHLVEFGTVERHLASGGSTGTMPAQPFMRPAWDATRDAVLDDIADGLGREIAATVARRAKRLA
RKAGR
>TDX20844.1 head-tail adaptor [Rhodovulum visakhapatnamense]
MSPLLDRRVTFERQGAGRNALNEPTGAWAGIATLWAARTDLTETERAAAGQIGAVRAARFTLRRTALAEGLTRTLGPADR
LRAEGLIWNITGVTERGPWIDVSAVSTGRKEEA
>TDX20845.1 putative phiE125 gp8 family phage protein [Rhodovulum visakhapatnamense]
MILAETPPLGVSVEAYKRASHWEGDADNSRIEACLAAAQSAVETATRRPLTPRRVRFETAAGQGRRWWVPVAPVREIAEI
RWTAPDGTSGDLDAGAAWLLFADSEPQILFSDGALAGVPPGSPLAITLSVGPDTVPPTLAQAVILIARDWLEAGIAIETV
ESPRIAFGARALIRQARYRRPGIWCRR
>TDX20846.1 hypothetical protein EV657_1526 [Rhodovulum visakhapatnamense]
MTKVILKFRRAHGRYNRGEVAGFAPALAARLTRGEDPVATVFDRAAEAQLAAAADPGEIEARAADLAAREAALAAREAAL
AQAEAKARAGAPPKQGKAPDKAPDKDPARESAGA
>TDX20847.1 HK97 family phage major capsid protein [Rhodovulum visakhapatnamense]
MPKPRDLNDLRRERRAAAERMQDRADALAALEGADTPDTEAIAAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPGTGGAAPTGTARPQQAATPRDPAHRGVEVGFMLHALAASRGDRERAVARLETDGHSGIAAIMSGASEAAGGITIP
AAQSEELIALLTPRVTVRASGARTVPMPAGALRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLL
RHSSVAMAQHARDDLLKAMALREDLAFLRGDGSNDTPKGLRSWALAANWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVR
PGWIMRASAKNWLASLRDDRGTPVFPSIEASGTLKGYPIRTTSQVPDNLGAGGDGTEITFADFDEVVIGDAMQIAIAAST
EAAFVDANGETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>TDX20848.1 peptidase S49-like protein [Rhodovulum visakhapatnamense]
METTIGSLLGAAPLALDRSFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALASAEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSDIAMTPGSL
AGSIGVMRQAGWPVGPDGGGNQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPEDLAARLSVT
DDPVDGGATFGPEAAIARGLADRAETRAAFYDRIFAAHAPRPAARRSSGRGHLAQAAAAQARATL
>TDX20849.1 HK97 family phage portal protein [Rhodovulum visakhapatnamense]
MIGLPFLTRGRSRPELRQDQRREPPVTAGMASAMASAGPVDPSGTRDPSPWFGDLWAGGQSRVRSLPVVTPLVAQRHATV
FACCNVIAGDLAKVPLRLYQRMGPSRAEPVVEHAATYLLNTESAPGVAARVARFALVYAFALRGRAYAYAPRDGAGELTL
LDVIRPDLCGELRDGRARFYAFEDGAGIQRRAPSRAMVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQM
RAVLKMEDVYEDDEAWHRNARRVRNALIDPEANGIPIIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQM
LEHGVKANGQQQAIDYKTDCLLHWGGFVEAQLALGVLTEAERRAGLFFRHDYDALMQATTKERYDALKAAVGGPFLTANE
ARAEDGRAPVDGGDRLNPAANMTRKEDAGAETEEDKD
>TDX20850.1 phage terminase large subunit-like protein [Rhodovulum visakhapatnamense]
MEPIDHPVSRYALDVIEGREVAGALVRLACERHLMDLETGADRGLWFDCKAASRVLNFARLIQHTTGPAAGRPLDLTPWQ
VFRHGSVFGWKQDDGLRRFRTTYHQVAKKNGKTTDTAVPMLYTQLFDGEAAPQGFCTATTRDQAGLLFRELRRMIKAAPA
LSAFMDTGNKHLISTAITNGTIRTLSRDGNSADGINPSFVARDEVHRWTDRELAEVVVNSMIARAQPIDWAITTAGADMA
SICGELREYSATVLRGDVADDSFFAYVAEPPADCDVGDPVAWKMANPNLGVAFSEDRFAELYREATVISGKMPNFRRLHM
NLWTEGAQSWIEREIWDKGAEPFAPEALYGRPAWVGLDLSKTTDLTSICVAIPKDGQVYLISYSFLPSGPKGFIARAQSE
KRDYVAWRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRRFPLVEHGQGYASMSSPMKRF
ERAVAQGRIRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEAEAGKRKARDVATV
>TDX20851.1 phage terminase small subunit, partial [Rhodovulum visakhapatnamense]
TRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGTD
>TDX20852.1 large conductance mechanosensitive channel [Rhodovulum visakhapatnamense]
MLQEFRDFIAKGNVMDMAVGIIVGAAFTAIVTSLVNDLINPVIGLFVGGIDFSGLAFRIGEGENAGVFAYGNFLTTLINF
LIIAWVVFLLVKGVNRIKDAASRKERPVPGAPAGPTQEQLLTEIRDLLKAR
>TDX20853.1 L-alanine dehydrogenase [Rhodovulum visakhapatnamense]
MQIGCPREIKPQEFRVGLTPNAAREAVAHGHAVLVETGAGLGAGFDDDAYIAAGARIAASADEIFAEAELVVKVKEPLAQ
ERRRLREGQVLFTYLNLAPDPDQTCELIDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQLGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDRSLLRLRQLDETFGAAFSTRYSSEGTLAELLERADMVVGAVL
IPGATAPKLVRRADLARMKPGAVLVDVAIDQGGCFETSHPTTHEDPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACADDPHLRAGLNVHAGHLTCYAVGLAQGIDVLSPHLALKA
>TDX20854.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MTLDETDLRLLRVLQKQGRISNADLSERVNLSASACHRRVQRLEEAGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGSADYLLKVVAEDSEDFARIHRQYLTRLPGVARMQSSFALRTVFKTTALPL
>TDX20855.1 L-fuculose-phosphate aldolase [Rhodovulum visakhapatnamense]
MIQETDKRAAIVAACRSMNAVGLNQGSSGNISVRHGAGILITPSSIAYDVLAPEDIVFMEMDGTAHGARKPSSEWRFHLD
ILRARPDLNAVVHAHAPYCTMLAILHRPIPAVHYMVAAAGGGDIRCAPYETFGTQALSDRVLEALEGRKACLMAHHGMIA
AEVSLEKAMWLAVEVETLARQYHGALTLGEPPLLTEAQLAEAVAQFSQGYGQAERG
>TDX20856.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MSLRFILLLALVPLVLLILVLAGNDLRGFSSAARFGGDMATVAEETDRIGDLVHELQKERGLSAGFTASKGRNFSAELRT
QRTETDTALSVFRDKLSVVRTMAPEATDSALRALQALQTQRGKIDALDLTVPQLAGYYTGIVESLLTAATRIRDGKVASS
TAILMEAQELVALAKESAGLERAMGATGLGTETFPDEVHLRFLALGARQSALLARAQTVLGRPDFVSTIEASKPARTIAP
MRETIAALPYGGARGDLTAPQWFAASTAWIDRLRTVESDLGEEIGLLAERNRAQAERAMVVGSIATGIGVLLGVLIAAAI
ADGITRRLRKLTGIMHQFMEGNFEAWVPFIEKKGEIGQMANAIYRFKQLTRAAMRQKEEDEATLNERHQQVVDLVTEGLK
ALSRSDLSRHFDDPLHGDYDTIRTDFNATVVRLREVLSTIASTVSDLEGRSEDMLRTAGDLAQQTASQSSTIQGTAASVD
RLASGLKDTNGSIHDARSLAGDAKQRADLSGEIVRDAVFAMERISESSSKIAQITAIIEDIAFQTNLLALNAGVEAARAG
ESGKGFAVVATEVRELARKSAESAMQIKKLIGESVEEVSGGVRLVGEAGESLDEIVSQVTRVYETLAQVSAQADGQTREL
QEVNESMTSLRALTERNGHVVDSTRDASNDLAASAQALARIVADFNLGPDQRADQVGRAA
>TDX20857.1 Cd2+/Zn2+-exporting ATPase [Rhodovulum visakhapatnamense]
MSDSIRRQWSVSGMDCAACTAKVTKAVEKLPGVSEVSVALMSEKLSLTLAPGATAPEQIETVVRRLGFGIAPASSDRGNA
AAARPRPSCQGHHHDHDHSAHQPSGQESAVGAPSARNAGHGAPGHVHDDPADRSTAWYRTGKGRLVLFTGVLLALAWAFE
LLTNAEYGDWAFMLACVIGVAPVARRAFEALRLGQPFTIESLMTIAATGALFIGAAEEAALVVFLFAVGEVLEGVATGKA
RDGIRALANLVPKTALIEEDGRTRESPADQLMIGQRVLVRPGDRVPADGEIVEGVSGVDESPVTGESHPVTRGPGDTVFA
GSINTEAALRVVVAKEASDNTIARIVRLVEEAEDARAPTERFIDRFSRWYMPAIVAVSALVVLVPPLGFGLDWNTWIYRG
LALLLIGCPCALVISVPASIASALSSGARRGLLMKGGAVIEAAARVERIAFDKTGTLTHGRPRVTDIRPAEGVSETDLLA
VAAAVESGSSHPLAQAILRAAEDAGITPLGASDARAIVGKGVEALVDGARAWVGAPRHALEAGGLSAWQGEQARTLEAEG
KTVVAVFREGEPLGLVALRDEPREDAADAMRQLTAMGIAPVILTGDNPRTAQAIAGQLGMDYRAEMMPEDKLSVIREMGA
DGGVMMIGDGINDAPALKQASVGVAMGSGTDVALETADAAILRDRVVDVPALIRLARATMRNIRHNVAIALGLKAVFLVT
SVLGITGLWLAILADTGATVLVTLNALWLLRFDPDRES
>TDX20858.1 DNA-binding transcriptional MerR regulator [Rhodovulum visakhapatnamense]
MLSIGKLGARTGVKVPTIRYYEQIGLLAEADRSAGNQRLYDEKAVERLTFIRHARELGFPLDAIRELLSLSDQPDIPCGA
ADMIARRQLDAVRERMLRLKALQTELERMVAQCAHGTISDCRVIEVLGNHDLCLHPDHGH
>TDX20859.1 hypothetical protein EV657_1501, partial [Rhodovulum visakhapatnamense]
ARRVATRYDKTAESFLGFIDITSIRLWVRHLPT
>TDX20860.1 diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MRSEALPPKIMAASILFIATFSGVLWASFISIVDTTNRDAAKQSKVLMSGRIGAYQEQLALIASDYNNWTDVYLAAENLD
LKKLSTNYGITAVRGDVFQYAEMFDGPFAEPIAWFSGGTLQPGPSLFDEEVQNALRRHVADLNQNTRETYEFFMNIRGKI
VIFSASYLLPEFGEFEKSNHGEKHAIAMVGKVLTQEALLRVADELSVRDIHFTTEYSTEALPSISLLGPDEAPIASLSWN
APEPGTNLFAKMWKILAAATAALAAVTILAAAVVNINIRKLVRKECEAADLARTDNLTGLANRLYLLERMEALLQMPGHE
VVALVLDLNRFKQVNDVVGHAGGDALLKSFASRLNGFPFRNSFCARTGGDEFVIVFWGESGLLEAIKKRASWLQSVCSRP
ISCLGFEFDISVSKGLAITHNGQLSAQEVLRRADRAMYHAKTQGLQRLVIFDDEMERTDHSNRKIERSLRESLTTDGHFF
VEYQPIVSASDPSKLIRVEALARWRDDSGDIVSPSEFIGIAEVSNLIVPLGWRILDIVCLDLARNPGISASVNVSAIQLM
SPSFASSLTTRVFRSGVEPERIELEITETVALQDTEVVVDQVRRLVAAGFSVALDDFGTGYSSVGYIRKIPFSTLKIDKS
FAIGGIGGGENEALIEGIVSLSHALGVEVVAEGVERVEDFIKLNQIGCDYIQGFLVGRPTSLEVALDGISKSYLELAMQS
>TDX20861.1 hypothetical protein EV657_1503 [Rhodovulum visakhapatnamense]
MILVRHYVAPSPIHGLGVFTREQAKKGDVIWRFEPTFDVEIPERLLEFLLDPYAETVRTNAEYFGSRRVFRLGNDGDIFM
NHSDNPSLIDLGDEMVAAWDLKVGDELTCDYRNVVVLDFSPPPKAQLKERTP
>TDX20862.1 hypothetical protein EV657_1504 [Rhodovulum visakhapatnamense]
MNGQNAEMVKTYAILAGIVIVTAAGDYALKMAAVRPSPLTSFWFVKGTLLYAVTAVGWIALMQSHSLPQIAVLYSAATIV
ALSFIGVVAFGEHVSLRQWTGIVLALTAVILVEFEAS
>TDX20863.1 DDE family transposase [Rhodovulum visakhapatnamense]
MSKPKPARYRTTNWSTYNDALRKRGSLLIWLDKEMTWHAPHEGRPGRPPVFSNAAIQFCLSIKILFKLPLRQTAGMVASL
LRLSGLDWPVPDYSTLCRRQKTLKVQIPYRRAGGPLNLLVDSTGIKFLGDGEWQARKHGVQGRRQWRKVHLAMDMDTATS
DIRAVEFTPSREGDSPVLPDLLGQIPEGEDIGPVTADGACDTRRCHSAVIARGGTAIIPIRRNGRAWKEDCPAAKARNET
LRATRYYGRAFWKRRTGYHARSRVEAKMRCLKAFGERIAARDPDRQTAEIHIRVALINRFNALGTAEVVRVA
>TDX20864.1 hypothetical protein EV657_1506 [Rhodovulum visakhapatnamense]
MEREPNLVISSASRRIVEDGVPFKVDIYKLEGGDGWSLEVVTEDGTSIVWDDLFEDDRAAFEEATKTIRSEGAVAFANGG
SNVIPFKR
>TDX20865.1 hypothetical protein EV657_1507 [Rhodovulum visakhapatnamense]
MDFAEFGSRMEELFPKLEEKGFQPDVSLDRILDIVLRSEDADTYLENFFEFGEIEELDDPSRFEPDVLWRIYEVIAAAQY
KSNPRRTRSLWLSAAYGNAARAKAAIAQEADRSYRIGGWDSAGKAAFILGAEGERQTLDELLRISDFGGDSKNAAAEALT
IRLFNLGAAIAGDAEALDALVQGSGYRELAEILEGIGPRQVVSLLFDPYYRDFDYYRDFDLRAEAVPQALLDRARRFAFV
ENVTAQGLDARDIARQIPKGDAELAYAVLSSVELQTRIALAAELDAGSAEFQALYGIFDDTVLSNTVATER
>TDX20866.1 hypothetical protein EV657_1508 [Rhodovulum visakhapatnamense]
MDQPSNSDADGRGCVKTPISRIWREQFPQRPVCGGRSQNEILPLFLLENVVSGSTMPDRVFTQPRPFPDIRRPNWHHGAA
SSNRSFAARARKTIWCRCAGLSLRSAFLAHRQAERQISRIHRRWNDCVRNRCAPRCAQDLTVGRNLTILQSDSVDVEPGA
SVHERIWNRPRNDYAVVDSDFGGTHADFSLRLDYHNDYRDDVARRVGRGIRRQCAFCSGHSSLCRPARRPCRAPGSVE
>TDX20867.1 phage integrase family protein, partial [Rhodovulum visakhapatnamense]
NFDAFMRFRSSPSQERLAENSSFKRSSFQGTQHAHGLRKTRGVALAEAGASAHQIMSWLGHQTLKEAEHYTRQASRRRAV
MGEEQEQNVATPAAPVATFPKKS
>TDX20974.1 uncharacterized protein DUF2493 [Rhodovulum visakhapatnamense]
MHAHDEFEPDHSTSPTGHVIEALELYGYHPAEGEADPRITPEDTAIQGAVADIFDALISTMADTSLDFDLDEIMWSTVNT
FHRAVERIERKLDDNEQAQKRLQREQDGSEVKSVQLETLIGIGQNLIERRDSMETFRDTAADLFLRTTGAPWSPRSGSRV
NHRQMTSAMIDSRDFLAAKQRADNEVLLPAGPKIAFSGGDTTDHRLIWDRLDQVHAKHPDMVLLHGGSPKGAERIAATWA
DNRKVAQVAFKPDWTRHAKAAPFKRNGRMLDTMPIGVIVFPGTGIQENLADKARKMGIPVYRLAEGSA
>TDX20975.1 Toprim domain-containing protein [Rhodovulum visakhapatnamense]
MMARLNASELAQRLGREAEAVCRHYLSNGRKQGNYWQVGDVQNSPGRSMFVRLTGPESGKGAAGKWTDAQSGEHGDLLDV
IGESLGLIDFADVAEEARRFLSLPHPEPEPQSRKFRTPPVPSGSSEAARRLWHMTRPLIDSLAETYLRGRGITDLRGTAN
LHFHPSCYWRPEGDGPTEAWPAMIAAVTDLDGRITGAHRTWLIRDGSGKAPLDPPRKAMGDLLGNAVRFGKAQDVMAAGE
GIETILSLRQALPFLPMASALSAGHLSAIQFSPHLRRLYIVRDNDPAGNAARDNLVDRAIGAGVEAITLSPMLGDFNDDL
VSFGLEAFRAQIRVQIAPEDVSRFMALAT
>TDX20976.1 strawberry notch-like protein [Rhodovulum visakhapatnamense]
MNISSPVTDPVTPLAAAPAILAAANLILPHLERGQRVDAAILRGAMETAFGASDVTGVWDWKLAYEACEVATVLFLRKYG
KTLFRKAASPVSRLNLLAKIAGLLPTQTRRSEESQSFQQFSTPLPLGLAALAAAAITPDDVVLEPSAGTGLMAILAQAAG
GSLILNELADTRADLLGQLFPAFAVTRFDAAQIDDHLVKDAVPSVALMNPPFSVMANVSGRVADAAYRHVASALARLAPG
GRLVTITGAGFGPEAPAWRDAFIRLQARGRVEFTAAVGGAVYAKHGTTIDTRLTVIDKLPADDPASFPASPGIAPDVATL
IGWIEAHVPQRSPVSLPKIAMPASTAAPKTVRGYLARAAAARPAAAPANDPEGVELAYETVDWTPPEGARLSDAIYEEYA
LQSLRIAGAQPHPTKLVQSAAMASVAPPKPSYRPMLPADICARLSDAQLETVIYAGEAHADHLASAWTVDEHFNNVSAAA
EGAADAVRFRRGFMLGDGTGAGKGRQSAGIILDNWLRGRRKAVWISKSDKLIEDAQRDWSALGMERLLVMPLSRFPQGKP
ITLSEGILFTTYATLRSDERGEKVSRVKQIVEWLGSDFDGVIIFDESHAMQNAGGGKGDRGDIAASQQGRAGLRLQHALP
DARVVYVSATGATTVHNLAYAQRLGLWGGEHFPFQTRAEFVEAIEAGGVAAMEVLARDLRSLGLYTARSLSYDGVEYELV
EHKLTDEQRRIYDAYAAAFAVIHGNLDAAMEAANVTGSPESGGSTLNRQAKSAARSAFESTKQRFFGHLLTSMKTPTLIR
SIDADLAAGHAVVIQIVSTGEALMERRLAEIPTDEWNDISVDVTPREYVGSYLQHSFPVQLYEPFTDSEGNLSSRPVFRD
GQPVESREAVARRDEMLEQLGSLPPVPGALDQIVQRFGTDVVAEVTGRSRRIVCKGEGASARLVVENRAPSANLAETSAF
MDDQKRILVFSDAGGTGRSYHADLLARNQRLRVHYLLEPGWKADAAIQGLGRTNRTNQAQPPLFRPIATDVKAEKRFLST
IARRLDTLGAITRGQRQTGGQGLFRPEDNLESAYARDALRQLYLLIVRGKVEGCSLERFESATGLKLMDANGIKDDLPPI
TTFLNRLLALTIELQGILFSAFEQLLQARIDGAIASGTYDMGLETLRAESFVVADRQLIHTHPDTGAETRLLTLTERKRN
QPITLDAALAEQDDPRARLLINERSGRAAVQIPTTSVMLDDGEIERRVRLIRPMEAMNIPVRAMGETHWIEADHADFATA
WNSELEEVPEFTDSILYMVTGLLLPIWKRLPQETSRVYRLQTDEGERIIGRRVSPAWAANAATSGVATTITPDEAYTALI
EGRTIFDLAEGLQLRRSRVMGANRIELTGFADTMRDRLRAYGLFSEIISWKLRFFVPVGEAGPEIIGRLLDHFPVERISE
REAA
>TDX20977.1 Fic/DOC family protein [Rhodovulum visakhapatnamense]
MIAIDIHEIHKFETNHQGRDLNFMEQAQRNPFSGAVTVFHERWLPEEATPAGYAALIDAYALATPLPRTLSAIGPRHKVY
EADGWRLYTPRHEPEASLIGHLTFALRYEGLDLAVLKQLFKATGPGQIQAIVEAAPTGSYARRIWFLYEWLLGEELDLPD
ATRGNYAPVVDAKLQWDAEGAPSPRHRVRNNLPGTPEFCPMIFRTPAIEAFIARDLAAEARAVLAEVPADLLARTAAFLL
LKDSRSSFQIEGENPPQDRIRRWGQIIGDAGRHLIDRAELERLQRIVIGDARFVHLGLRQEGGFIGEHDRATGAPLPDHV
SARHEDLPALIAGLEAFDRTIAPGLDPVLAAAGLAFGFVYIHPFEDGNGRLHRYLIHHVLAARGFNPPGLVFPVSAVILE
RIEAYRQVLESYSRRLLPHVSWRPTDRGNVEVLNDTGDFYRFFDATPHAEFLFACVAQTIDHDLPAETRFLRAYDGFKSR
VSGLIDMPDRVLDLLFRFLHQNGGRLSGRARAKEFASLTDAEADRIEAIYAELREEF
>TDX20978.1 hypothetical protein EV657_1495 [Rhodovulum visakhapatnamense]
MGGGTRQDPCIWFRGFWSQGDGACFETFYAYRKGAPRLIREYAPQDTELHRIADALQAVQRRNFYQLRAEAAHRGHYYHE
YCMAISVERDSPSWQDMTADAEEVVIEALRDLARWLYRQLEREFDYLSSDDVVDETIITNGYIFTEAGQRFE
>TDX20979.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTDHPPRTRIQQRNRETILGAALEVFSQHGFRGATLDQIAQAAGLSKPNLLYYFPSKEAMHEALLAGLMDTWLAPLRALD
PGGEPLDEILGYVHRKLLLSRDFPRESRLFANEILQGAERIRPTLEPTFSK
>TDX20980.1 beta-alanine--pyruvate transaminase [Rhodovulum visakhapatnamense]
MALDRNSGPNDLSAFWMPFTANRQFKTAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAIQKQAAELDY
APAFQMGHPKAFELASALRDMAPKGMDHVFFTNSGSESVETALKMAIAYHRARGDGARTRLIGRERGYHGVNFGGISVGG
IVTNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGAHLADELERIVALHGAETIAAVIVEPMSGSTGVLLPPKGYLER
LRAITKKHGILLIFDEVITGFGRLGSSFAAEHFGVMPDMMTTAKGLTNGVIPMGAVLTTAEVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEDALHALKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKNLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>TDX20981.1 hypothetical protein EV657_1483 [Rhodovulum visakhapatnamense]
MEILKDQFKWMLGLVALIGVFGLGYELNKADPNPKAGTEADVAAVADPAADPVAEAVEPVEAATETAAVEAVAETPAEAP
AEAPAEAAPAETAEAPAQ
>TDX20982.1 N-carbamoyl-L-amino-acid hydrolase [Rhodovulum visakhapatnamense]
MTAPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFQSWCEAAGLTMGVDRMGTMFATRAGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTKHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYARK
DLEGLSYGDELTRIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPDAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICEDLGVG
CSVEPVGHFDPVTFTPELVGTVRSAAEKLGYSHMDIVSGAGHDACWAAKVAPATMIMCPCVGGLSHNEAEDISKDWATAG
AEVLCHAVLETAEVVG
>TDX20983.1 dihydropyrimidinase [Rhodovulum visakhapatnamense]
MSTVIKNGTIVTADLSYGADVLIEGGKIVEIGPDLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDKQVFDEMETVVNERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGKPLIQHLTLDEREYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFTTD
QKRYGVGDFTKIPNGTGGLEDRLPMLWTYGVGTGRITPNEFVAVTSTNIAKILNVYPRKGAVLVGADADLVVWDPEKTKT
ISATGQQSAIDYNVFEGKQVKGLPRYTLTRGRVAVADGEMKPQEGWGEFVKRPPNGAVNRALSSWKALTAPRAIERAGIP
ASGV
>TDX20984.1 NitT/TauT family transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MRARPAGKGRDVKTPVIKAENVDLVFQTGDGPVQALSDVSLDVGRGEFVSFIGPSGCGKTTFLRCVAALEHPTGGSLSVN
GMSPDNARKERSYGYVFQAAGLYPWRTIARNIRLPLEIMGYPKADQAARVQKVLELVDLAGFGNKYPWQLSGGMQQRASI
ARALAFDADILLMDEPFGALDEIVRDHLNEQLLALWARTGKTCLFVTHSIPEAVYLSTKIVVMSPRPGRIADVIDSPLPK
ERPLDIRDTPEFLEIAHRVREGLRAGHAYD
>TDX20985.1 hypothetical protein EV657_1487 [Rhodovulum visakhapatnamense]
MPMTRKQRLTGAGLAGLWLAVLLVWVFAPSVMAVPVLGWGLFLLILAPLVWGMHLLARRLARKGRRDA
>TDX20986.1 NitT/TauT family transport system permease protein [Rhodovulum visakhapatnamense]
MRSVLPILTVVLAILALWYGAAVALNARWTLDQAARAGQELTVSQIVSDTLQQERPKLPAPHQVGAELWKTTGAMALEGR
AFSKRSLIYHGWVTLSATLLGFAIGAGAGILLAVGIVHNRAMDRSVMPWAIASQTIPILAIAPMIIVVLNSIGITGLVPK
AIISAYLSFFPVAVGMVKGLRSPDAMDLDLMKTWGARAGQVFWKLRWPSSMPYLFTSLKVAMAASLVGAIVGELPTGAIR
GLGARLLAGSYYGQTVQIWSALFGAAILAALLVGLVGLVQRITLKRMGMAR
>TDX20987.1 NitT/TauT family transport system permease protein [Rhodovulum visakhapatnamense]
MTWVLGALGFWAVAWAVNVRLARLDNSRGLRLLMPALFGLTLLVVWEGLVRGLNVPGVILPPPSAIGARIATSLPVLWAD
FVQTFVKGALSGYVLGCGAGVLSAIAIDRSPFLQRGLLPVGNFIAALPIIGTAPILVMWFGFDWQSKAAVVVAMVFFPVL
VNTLQGLASADAMQRDLMKTWSASYLQTLTKLRLPAAMPFIFNGLKIATTLALIGAIVAEFFGSPIRGMGFRISTEVGRL
ALDMVWAEIAVAALAGSAFYGAVAACERAVTFWHPSQRGL
>TDX20988.1 NitT/TauT family transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MDVKLTGALAALLLGTGAAQAADEVTLQLKWVTQAQFAGYYVALDKGLYDEEDLEVTIKPGGPDIAPSQVIAGGGADVMI
DWMPSALAAREKGLPIVNIAQPYKSSGMMLTCLKETGVASPEDFPGRTLGVWFFGNEYPFLSWMAHLGIPTDGTDGGVTV
LKQGFNVDPLLQKQADCISTMTYNEYWQVIDAGIAPEELITFKYEDQGVATLEDGLYVLEEKLADPAEVDKLVRFVRASM
KGWKWAEANPEEAAMIVLDHDETGAQTEKHQIRMMGEVAKLTAGSNGALDPEDYRRTVDTLLAGGSDPVITREPEGAWTH
VVTDAALN
>TDX20989.1 hypothetical protein EV657_14811 [Rhodovulum visakhapatnamense]
MRNITKVKGLLLGIGLVAVLAGCAKEPEECEPGVSTISDMATVTAPGC
>TDX20990.1 hypothetical protein EV657_14812, partial [Rhodovulum visakhapatnamense]
KIAENDFGSLGDISTLADPSVVDELINNRMNTD
>TDX20991.1 putative transposase [Rhodovulum visakhapatnamense]
MKKDHPGLSVRRQCSLLSLARSSLYYQPRGESAENLAFMAIIDRQFLETPWYGSRQMARHMQREGHKCGRHRVRRLMRLM
RLVPIYQEPKTSRKHPDHKIYPYLLNDLSITRPNQVWCTDISYIPMRRGFLYLVAVMDWHSRKVLSWRLSNSMDAGFCVE
ALKEALAKYGAPEIFNSDQGSQFTSTDFTGVLLDAKVRISMDGRGRWIDNRMIERLWRSLKYECVYLNAFETGSETRKGI
GAWISYYNERRPHSSHGLLTPDEAYGSRTPNLKIAA
>TDX20992.1 transposase [Rhodovulum visakhapatnamense]
MTKRKRYSAEFKAKVALEAIREELTTAELAKKYDIHPTMISGWKRTAIDNMASAFGAQAASEPLISPAEVEKLHAKIGQL
VIERDFLSEASSLIPGTGGRKR
>TDX20993.1 TniQ protein [Rhodovulum visakhapatnamense]
MAMLFPHLPFHPDETPLSWAARSAAFHTGGRLVPFLNDLGIDLWSLKRGEECALARLCSISGQERAPVAHNAVTALGDRQ
YALRGERFAAEFLTGPVTRFCPSCLAEDAAGAARPATKWRHRLIWSLSVVRVCPVHQIPLLSHRGGKWDDGAHELQALPW
EKDALAVGPNASLRPSPLQDYVVARLTGASGPAWLDGQGIEQGVRATEMLGAVITFGAGQKASNMTESMWDEAGRAGWAV
MSEGEAAIRTTFMDLLKRSETNPGSMHPKTAYGMLYAWMSASRLTKDPGAIRPLLREHILDTVPLTKGQILLGSPVEAPR
VSSVAKIAAGELVHPMTLRNLLADQGAISASDREAPCGRIFLRYDEARASIRMLKHAVPVSRLPELLGASRPMVAALLEI
GALTRLAEVEAASSKTSKAVDGLEMTAFLERMQVRLPEVAEKPTTMVTLAKAAEKGRVKMSVILSMLLQGRLLRACRLAG
AAGLAAVLVDPQEIKSKLALPRPGMSGELALIILGFDPSRGRRVFCHPEAAPLIASEPYGEDVWVSPAALENFRQKYVTK
KRLPLVMGVRPLAIGKLLRERGVKPIWDPREFGAAIYEKADLPIV
>TDX20994.1 TniB protein [Rhodovulum visakhapatnamense]
MSHHAQTARALEHLRSLHVGSDMDTELTSQLARLLKRDDDGELSPEPIRFTRTNETRGIMVVGGAGSGKSHLVHRALMKF
PVLAEGEYGRPRFLECSVPSPATLKSMVLEMLEKSGYGTVSPTRQVWSLVQILRERMRVTGTVVLWIDEAHDLFCADRNL
ILRALKSLMQGDDAVIVVLSGTEELAQVIRTDPQVQRRFSTVAFVALVPELHGDLFQQIVGDYCHRAGLGAPLEADLVGR
VFHGARYRFGRAIELIVRAIEVALHAEASDLAIDHFARAWAMHEGCPAEQNVFYAEQYRLLRLDQASEDAPRVSMRRRG
>TDX20995.1 putative transposase [Rhodovulum visakhapatnamense]
MELNFNIDNARYAFGKFDRVHINGMACKVIHQSEDGYVFGADDSVGLAQAYTHGQLSRLGAQGRIRVETGYYDVASARKR
LVQSAGFVNDLSFKSYARLSKKDAYCEALLELRRDGLIKMTDESLGANMVLIKGKALEYAGKDTRAGDHRLDISRNFGEA
PSPRTLRRWLVAKDELGLIGLADAMHRRGNRTRVMSSGAIGLLMTEVRKYLSPEKPTIKMIHEGVQIAFAERNAERVKAG
LGVWTTPSRETVRRAVRELDPFQVTLAREGEAAARKKYRPVFEGLYLARPLQRVEIDEWQIDLITLMKSSGMYDLLTDEE
RAALGLDKKKARWWITAAICCTTRCILSMVLSREPGGEAATQAVQMIMTNKGKWADAVGALTAWDMHGRPELIVTDGGAA
FKSERFRFACADLGIATEIAINGVPEVRGTIERVFKTFVLDLMPRLSGRTFSNILEKGDSDPTKRAALTVDDLTFALVRW
VVDIYHNTPHRGLDGETPIACWRRLSTQWGVMPPPDMHTARTVFGQHKTATLDKTGITILKVRYHSEKLATWLRREDSCT
VNVRWHPKDIGAVSVQLGDRWHEVPSVDASLEGVSAQTWLTATRTVRAGNPKSNRLDLPAVRQAIKAIEERNEAAMVSAS
LNLEDWSAEAFARAEKNVLAGVEFHERASSPQNDNELGRAIRDHVEPADAAPPAQRNAAKRAGSAPKTQTTLNIEED
>TDX20996.1 hypothetical protein EV657_1476 [Rhodovulum visakhapatnamense]
MSYPFLPGGICLPEVSAGNRSTQVASKSHFTGHITFGEGHGRGVGLESNLEKKVALILRYAPTTADLVEQQAFDWYDADG
EYYTHYVDLVCRLRDGRRIGYAVRPIHRVSAGYEDELARVKHQSLSQGVFDDFRLFTERDVCPVALHNATHLHSVRIAEP
DADQAAAEVIGMMRGVETIGALRDRIGMEGTGLRAVVRHIGSGHLQLLRQEKISETSQVIRVMALH
>TDX20997.1 hypothetical protein EV657_1477 [Rhodovulum visakhapatnamense]
MATKGEMVRALAQRFDLNPNKVDAMTRAMARAGLRTPGGRGRAAADMTGEDIFHLTLALVMGLETKDAPEAVRELSQLQL
VRGNLFLDGHIQWEANCDGEGGSKLLDALNRLPVADLELHRAFGAFCGHWLEEGFSGADEGFSSAPVSVEVSSNGPHAVF
SHRSDKGSLKLWFGDAARDLKTPEWERRTILSDKLFRRLSQLARSGAS
>TDX20998.1 hypothetical protein EV657_1478 [Rhodovulum visakhapatnamense]
MRLISADRAPTDLAVSRQVAVTVATSLMIARIKAKYSADSVSAWAESGKHSPA
>TDX20999.1 hypothetical protein EV657_1479, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX21106.1 site-specific recombinase XerD [Rhodovulum visakhapatnamense]
MTKTTEDRAPYLVWPKGKASWQIRDKRRYISTGATRKPDADAALFEYMKRRDEDAKKAAAGSMASTTLRNILDIWADKRK
RENPGTWERKWQYIYKTIYGKSGKMLLHAIDQKWAYWYEQERYEDGVEESTVRQELSTVLSAWRLARNSNPPLTDLPVPE
LDLPPSSDPREHFISRADAGRLIAAANKDYLRLFIRLCLATGGRHTAILQLTWSRVDLESGTIDLRNRSDRETVVERNER
GRRKRAVRQKPRAQVRVEGLILEELREAQDRAASPFVIEHSGKGLGSVHRGFKAAVIRASLDPDTVTPHVLRHSAITWLM
QDGEEIYKVAGFAGHSSARMIEKVYGHHHPDFQTSIAKRLAQR
>TDX21107.1 transcriptional regulator with XRE-family HTH domain [Rhodovulum visakhapatnamense]
MTDANEESFNPEDYDGPEMNDQALSDLLVPELFRKALDRAGINQSELARRSGLTREAISRYATGRTPIPDAKLIVIAQAL
ETQPSRIVPKRRNLDGIPPRGPDDPEFIIRPGSTPGLVRLEIAAEIELETATKIVAMMTKKKPHDEDD
>TDX21108.1 hypothetical protein EV657_1464 [Rhodovulum visakhapatnamense]
MSWSPLALALALEYEHIFQPLQYFEPGIVIADVHVPSLKEACVWLDAYVRQNPDCGAVIIDVGLFDAGLMVSVFPDIPEV
DRRMSDIRHKSVIVI
>TDX21109.1 ATPase family protein associated with various cellular activities (AAA) [Rhodovulum visakhapatnamense]
MSRKRPISPFCQHARSIAFAIFRAKYGIPDDELKDVVPSRVLSREQQVREKYQVWRSPRLARAVAAELQDIENRAMLDVI
DSWAWLHAKMPTGTRSVYKFLKLRERLFGQSLSWIIGDLRDRRLDDFAERTYLETRNAHLAARGEKALLEDIWAATEKSG
KTDEAKDEDADKITIYKAPPRTATMERDERGRDAIRKRLAIQYRVLGWTDRHEIDEVFSELYVAAPWLAEPIQWLWEHQL
LNLDDERKKVGFPPMLLVGPPGCGKTHIARLLGDIVGLKTARIDMSARSSAFDISGTEYVWRSSAPGIPVRTLGASDHAN
PLIVLDEIDKSGATSGGDPVEALLPLLQPDMARDFVCPFLQGTIDLSWISWIGTANDLRRVPDPIKDRVKIFRVEAPRGE
GLRQVVAAQLGPVGADAHVVEEVCLRIESGEMSLRALGRLKDEFAAISRRPVLH
>TDX21110.1 hypothetical protein EV657_1466 [Rhodovulum visakhapatnamense]
MNFLIKIAYIAVGWAGLFCAIGAYTSWSAMHSGPIGHSGWAILMLLACVTSVAMLYRFHCIADSIALIPGIFPLACLIGG
VGVYFVPVLIMFALGTMVGGATLEMLSFELFCGPLAILVLLAGWTGGFGLFE
>TDX21111.1 hypothetical protein EV657_1467 [Rhodovulum visakhapatnamense]
MTYLFMLAHVGLILMSGVGIISSVTVWSDFLHTGLGPVAWGLIALMSAVLATAAHAFTHASTTDRTWGITEVLIGVTFLL
HMSAAIYAIPVAIMAVLYMLAGGFSVEAALSIITAAILSIFMTPFGEVIFEIASDG
>TDX21112.1 hypothetical protein EV657_1468 [Rhodovulum visakhapatnamense]
MPRNFDERLARMRSRRMDDQNIVLNSQGFGEAYEKRATSKATKYALGAMQEVDPRSTQISHEEAEKVERNMKDGLSSEGL
YPAFRLQGSVPLNVHIRGVSDVDLLVIEGVCLRRQYCEGSLKSYLPYSGVGSVAEDVLLLRAKSEEVLERRFWGATVDKT
PAKSIQLSDGAFRRKVDVVPANWWDTEHYQRTLEEAQRGIEIVNKYTREHITNYPFIYIAEITAKARRTNEGARMGIRLA
KNVKNDAEAEIALSSYDIGSLIYHCPDHYITHLVARDLMILSGVERWFDELSRDYVRATSLMTPDGTRRILDDAGKWEGL
VKLSGELTSLAQAVERELASPYDVSLPDRDMLRKRLNDNSIPLAPEFTSGGIRF
>TDX21113.1 hypothetical protein EV657_1469 [Rhodovulum visakhapatnamense]
MFKNLQQELEKLGRMKEISVPIEPDSEGYLDKECPSEPCLFLFKVHGDDWSNIVRDEEVFCPSCGHVAPKKSWYPRAQLE
AARDYALGTIANSMNKAMRADAAASKRRQNRNSFLSITLDVKGGRDTVLVPVAAAEPMRLRTSCESCGCRYSYVGAAYFC
PSCGENSASHTFTQTLNTIRTAAGLGEILRNTLGPDEAEVMIRTLLEKAIQDTVMSFQRLNEQLYKRQSGKTARRNAFQK
LDAGSDLWKAEIGHAYVDLIGQAKLDQLKIYFQQRHLLAHQQGIVDQDYIDRSGDKTYAVGQRLIVRERSAQKFADLVEE
LGDELRQRVEAKSG
>TDX21114.1 AAA15 family ATPase/GTPase [Rhodovulum visakhapatnamense]
MAQIRKLDILNFRSIRSLSWLPTAGINCLVGPGDSGKSTILDAIDLCMGARRTIQFTDADFTDLAVDAPIEITITLGALS
DQLKALDTYGLFLRGFDDASGEVEDEPQAGLETVLCLRLTVDADLEPVWTLVSERAAVLGSERYLAWSDRQDIAPTRIGS
YSDVNLSWRRGSVLNKLSSEKADASAVLLAAARDARAQFGDTADEQLLEGLAKVKKVADGLGIGDGNDLHAELDAHSVSV
SAGTISLHNADGIPLKGMGVGSTRLLIAGLQKEAAAGSAIVLVDEVEHGLEPHRIIQFLNALGAKDPEPSLQVFMTSHSP
VVVRELGLIPLTIARQGNHGPELKRARDHLELQGTARLFPEAFLAKSILVCEGATEVGFVRGIDQWCDDQGKPTLHSAGA
CLVDGGGGGDQMLSRAQAFCTLGYRSALFRDDDKRPSEVKECDFQLDGGCVFTWRDGKKIEVEIFDSIPPEAVGPLLDIA
LEERGEQSINDQLKTVSGNKVTLATVRAEVKANELSHASRHALGEASGKGWFKNISTMERVARDVIAPRAANLDPEFRKS
INSIRRWCLNAR
>TDX21117.1 hypothetical protein EV657_1451 [Rhodovulum visakhapatnamense]
MVKWSELKRASDTILAVWPHYQPLFERWFMQELVYKDELALTWRERYVPGDNDTILSDHYPDREAAVKAADALNSSLKQA
LSTRSMDDVVKRSLELKIDKALQAKRRLQDEEALMLAEALRRCAGDKRPHAATIKLSPEAERYRQDLAEQRKRCLRPTRD
QLDGLKFQGRSSSILLAG
>TDX21118.1 AAA domain-containing protein [Rhodovulum visakhapatnamense]
MDQQSTEPSNEAAALADILKWSADLPGWQRDALRRLCSQTKLESADIAALVAVCKGDNPAAPLDASHIRDPAASHAVVSL
GALHGLSNVNALMPGERLSFGKTGLTVIYGDNGAGKSGYARVLKQLCRARSPKGDAILPNIYAGAGGAPTASIDFFVGGQ
KRNATWNQGGAVDPMLSAVSVFDSRTANVHVENTNDLAYTPLPLRILAGLAQACQDVKAELSAEIHKLQQQLPVVLSKPE
CKPDTAVGKMIAGLSGKTKPEAIEKLAGLNAQEDAHLQTLISDLASDPARTVRQLQAQETRTNAVIEQIRKLTAVACDQN
RIALREAHGRLATARAAALAASVDLFAAEPLPDIGSDIWRALWDAARTYSREAAYTDKPFPVTDPDAHCVLCQQPLSKEA
ANRLNSFEAFVQDESKRREEEAAAAYDELLEQLSSHSFPMRELPSFVTLIRDDIGKDELAKTLRRQIVQLSWRLRAVFRT
HADEFLHTLPPDVIPTLDGLRDVLDGIATRIEGLESEAGSPQRAALIIERDGLADRKWLGVVQADVLAQIERRKAIEALE
RASKDTTTKKITTQSARIAQALVTNRLRSRFATEVDKLGVAGLAIELQQAKTSAGVPFFQVRLINKPTEPVGKVLSEGEH
RCVALAAFLAELSTIDAQSAIVFDDPVSSLDHLHRDRVATRLAEAGSTRQVIVFTHDMAFLLLLDEACRATKDREATPVA
YRLISRGADNSGFCHQDPPASVMPLDKVIDGMKAHLDNVKIHYERGDQAKWLREVTSFQDQLRTCWERAVEEAVGPVIRR
LSRKVDTTGLIKLTVLTDTDCVTMREAFGRCSALLHSQPREINPPLPSASVIESEISALAHWIVDIRARQEKAA
>TDX21119.1 hypothetical protein EV657_1453 [Rhodovulum visakhapatnamense]
MNLADFAKRLPKNFTEQEFVDLMNQVIDLKAIVDLPASERSALFNGVQYLVDFIMLAQEANGELHTHEGHPVVDYGGPFI
PHVLVRPEGTEMDCTALETFGVGEADKFFGDE
>TDX21120.1 putative KAP-like P-loop ATPase [Rhodovulum visakhapatnamense]
MWSDNETLRDLVNFSHVAEIAAERIVGAKGEPLSLGISGDWGVGKSSMMKLLRTSLEERDDVNIRFVEFNAWLYQNYDDA
RAALMETITAAVVDQALAKKATLGEKALKRAASLLGRVKKLRVLGIAGSALFDYATQGSVTPFVASGISAVSGLLDGDVT
GEDLRKVKELAADGIQNGKELIKEGDEAEVGAETPRKAIQAFRDDLEATLADLDITLVVMIDDLDRCLPKTAIATLEAMR
LFLFLKHTAFVIAADERMIRQAVRSHFEEVALNDDLVTNYFDKLIQLPIRVPPLGTHEVRAYLMMLFVDAEASFELEQKE
EIRIAVCRRLGRTWKGERVDKSFVSGLMQNCPPGLLNRLSLAERIAPLLTTSPNIQGNPRLIKRFLNTLSLRSSMARIQE
VVVDEAVLVKLLLFERCGDKDAYAELLRAVNESENGLAEFLADKEASARGDAEAPPLEKPWNDAFHQNWLALDPPLAEKD
LRGALYVGRESHPIISRADELSSEALETLDMLLRMTSASATVDAEVARLTNQEIGRLADKVIAKARQETSWGVPKILNAL
QSLAGASPSAEASIIAFFSEVPSSQVKASIVPRLSQVEWGKRVLAEFLTRPDLPTPAKNAIGKVGKSK
>TDX21121.1 hypothetical protein EV657_1455 [Rhodovulum visakhapatnamense]
MGTSASSRGPGAGPDIPIVPPWVDDPPGQPNQPQPQPQPQPQPQPQPQPGTPVQPAPGGPGHAPQQPPAAPQQPQVPPQQ
PPTPSQPGRWRGARTSLGKFAGGGDGRDKHLKRGLGHYSRSGMGGSRNAARRMGGSAKAASVLHGALTSLASGQPLPQEL
GIDPQTLAGRTPVELADILVDAIRPIDGTQDAEVTRDSVARALSDILAQHNDLTNLTAEQVDQVTASTLGYDVAHRIELD
VGKAIIDKAPTKGEGLERLQEMKDYIREVVAAEYAAERARGSVVGHSSIERISRAAIQQTFEVFEEEAGL
>TDX21122.1 queuosine biosynthesis protein QueC [Rhodovulum visakhapatnamense]
MTSVACLPQDLPDIPDTDIRFDIYTNSRTPGRGRVGDLVPGRLRRLGLFPSGAAWDFMSFAMAVVAADEAVSRVRSPDGW
TRKIDLTVAVSDPAFWNSESERLTQALRFLSGDMWSVQFIAGGGMPFPRGPRRPRPEDMICLLSGGMDSLIGAIDAVSEG
RQPLLVSQMAKGDTQDQRTFASSVAPRSLHLQLNHHARPPCASERSQRARSIAFLGFGVMAATCLQSHADGEIVELRMPE
NGFISQNVPLTPLRTGSLSTRTTHPYFLRLIQETLEAADLRVHIRNPYEFQTKGEMLKGCQDPALLAALVDTSTSCGRYS
RTGFQHCGRCVPCQVRRAAYVAWGVPDRTVKGYKYEHLGQKDARHAGFDDVRSVAIAIETVSLQGISALIGGSMNVQLLG
DPTPYRRVVKNGIAELAALHSKLGVT
>TDX21123.1 putative AbiEii toxin of type IV toxin-antitoxin system [Rhodovulum visakhapatnamense]
MRFIVKFRSDESPKTSRYPHAVLVQDNWDDYGYKTTFQVTLRLSADESYDLGSIKIIQAGRSSGYTEMPKRPFRELPAGH
ASLGADLDYYETIYKLGRAVFEPYLKGLRDVAFDDEIKASVEDTEAYQVSLLRFSGAKRTIADAARLLRAEALPARRRSA
GFKVKFKTRVARNANPFTIEFDFQRKGRLPNRINALIGYNGTGKTRLLSNLAIVASGFGYGSKKDILEDTAGRFVGKAPP
FKTVVVVSYSAFDTFVIPGSTEEEKERLQDSGEIFGYVYCGLRERSDDDSLDDEQAYRLRTPSEIEAEFLAALKRVREAD
RLENLLEVLKPLLRDPSFQRIGLTQLYANRDEEDLAELFHGLSSGHKVVLKIVTELTAHISGSEPTLVLIDEPETHLHPP
LLAAFLKSVRSCLEAFDGYAIIATHSPVVLQETPAKYVHVLRRLADQNHVAAPSVETFAESIGVITQEVFNLGDGSTDWH
ETLRALARQNNLEEIEEAFGRKLGFAARSYILSIRDEMEE
>TDX21124.1 hypothetical protein EV657_1458 [Rhodovulum visakhapatnamense]
MRSIPLLAVNATDVFDEITAAKRQPRRRRMVAVRARSC
>TDX21230.1 hypothetical protein EV657_1441 [Rhodovulum visakhapatnamense]
MNPDNKPFSPPRVSRATRKIPVRSKASSRGIVVAQLPADSHPRRIQYESKLEHHILYLLLARRDVHDIWDQPPGITFRDG
QGRVRLHFYDYLVRFSDTRRVALAIKPFEICQRIGFREYLQHVRAATDVSYAHDVVLMTDRSFRRVDALNAERLHFFRRH
ADDEANRIVAQVAQNLAGPTTIEAIVSATELGERGFAAAFRGIYAGVLRRLDEGEITPRSQVCAGRGAEVMS
>TDX21231.1 putative transposase [Rhodovulum visakhapatnamense]
MSWRLRLLETDMVMIGESELRLAKQSTRGVSLREVRSPDVVRSFSHAEFHALLQKPDVRLKRGFYEEAEVRRRLAFDKLY
LESIALAEREKVLWKTAWCEEYLRAELAGRIQRTELSISAALSTLRNAVDERERNGQGKGSTPRAGSPVALKAPPHPKTL
LRWVRRYERAGHSPLALARTRSKSQIRSIESYRVREALLQDCVKGYQERNRPTMEIIVANTAAAFRKANEERAREGRLPL
ELPSASTIRRRIRQLDPFETYAQRHGTEAARKKFRPYRTGVSSLAPLERIEMDEWRIDLMTILDEGGVFDGAPSELRERF
RVGRRWLYVAIDVATRCILSMRLCEKPTPEDAVRSLELITVDKTAISDAAGCECPWEQFGGIGTLVSDQGPSFVSDMFRT
AVTDLGATVETPPAGLAEMRATVERVFRTFGVQLMPWLSGRTFSNVVERGDYPSEALAVFTDDELTEILLRYVVDGYHNS
PHTGLGGETPANAWQRLCSELGKLPAPDTIQRRYVFGIPGVRKVERHGIRVCSLHYDHPLLGELFRHGQDRSVRFRMDPQ
DLGHIAIYINNDWHGASSVRSGFQGVSLAEWTAAMRDIRQRHRDAQLINEEIVRRAFERIAHIDRIASQRARLTPRFMTE
KDILKLERNLFIHLSWEDSGSGQPQNGDEGDLFGEVINAPGHHLQPPGDLHDENDLPDDSQPPYDWWLEDPQ
>TDX21232.1 TniB protein [Rhodovulum visakhapatnamense]
MTLPLASENRADHIAAVVVELRAFFAHHEGYAMLREQFEILLAERRAALAAGRPVEARGIAVIGDTGSGKTTAVRHLLRS
YLPEAGEATAEVASFQVPSPATLKHVGHELLNALGYPMNRLPTTAIIWDKVRFHLRERQVKFLHLDEAQDLAISQSDREK
IAVVNTLKSLMQNNSWPVGLILSGMPDLRSMLNMDPQLARRFHPVEFQPISAARSGGNIMQIVHAYGAKACLETASGLGE
REFLERLVQASAHEFGRMIELIVNAIRERLYAGGATLEAGDFAAAFRRSTGVVDGVNPFIADQFQHLDARMLRGGVEL
>TDX21233.1 TniQ protein [Rhodovulum visakhapatnamense]
MTRLALTLPLTPYETQTSYVSRLAARNGCASAYEFCHDVGLDWRAVINGESHELARLADISGENAGRLISQAIRVVGRRR
LATRYAVVSDKVLERTQVRLCPICARGAEHGEVPFSAIQVVQNVVAPVVTCPWHKLPLIILPRARFAIDNFDVTAVARKH
RQMLELPQIALSTARPAAVETYMLERLVDGRATCDWLDELPAHVIARASEVIGLRANLGADTALSGHDSSVLNHARAVGF
DVLQGGPDVLAHWLETTCISNEGRRRRYGKDLGPINTWLTDSRLHPDYFPLRKVFAEFVIRNYAVTAGAKILGEIVATPK
LLPTRHFARAVGVSTSFIRDVISSGLAPPPPSELADLSYLSLVTAEQANAVRKINGNVIEPIEAREMLGCSEGTFASILK
AGLVRPLQGSPAHLRWFSRSDVVDLLTRVRELPVVKQAHRDAVPLAAAAQASKCSIGELLGMLMRGEIRMARSRRDGPPV
SSIVLARPAVSAICPSYDGRGILRSDAAKTLGVSVRTIARLLHLGRLETLEERHPMTGEAFVTVQKESLEAFRARYIAIA
RAGDEIGESFQAVQSAVDRLNISLLSAGRRGARFLHRRDLPRIVDDLHVREINGKRRRRKAGAPIAG
>TDX21234.1 type 1 fimbriae regulatory protein FimB/type 1 fimbriae regulatory protein FimE [Rhodovulum visakhapatnamense]
MSKPRNVKSYGQAAADAHERRQDYLSPPDMERLLTSAKKGRHGIRDQLLLMMMYRHGLRVSEATALRRADADLSQARIWI
SRLKNGLSVEQPVSGDELRALRRWLAKRNDALPWLFISERQQPLTRQAVNYIVATAGDRAGLGHVNPHMLRHSCGFALAN
RGHDLRLIQDYLGHRDPRHTAHYTRTAARRFDNLW
>TDX21235.1 type I restriction enzyme M protein [Rhodovulum visakhapatnamense]
MTEEQKKKLEQKLWDIANELRGRMDADEFRDYILGFIFYKYLSERLHIYVDRELLKSEGLTFTSLDDADAVHRGILAAVE
EACIERLGYFLKPCELFSAVAARGTEPGSFILADLGETLNSIQKSTMGNESEEDFVNLFEDLDLNSSKLGRSTEARNTLI
AKVLGHLDAIDFQLGTSNSDILGDAYEYLIGKFASGAGKKAGEFYTPQQVSTVLAKIVTSGKARLRSVYDPTCGSGSLLL
RVAREVGEKNVADFFGQELNRTTYNLARMNMILHGVHYSKFDIQQEDTLEHPQHMGRTFEAIVANPPFSAKWSANKIFES
DDRFAEYGRLAPGSKADFAFVQHMLHHLDEDGTMAVVLPHGVLFRGGAEGAIREFLIRRNWLDAVIGLPANIFYGTGIPT
CILVLKKCKETEDVLLVDASTCFEKGKNQNSLGEDDVARIVDAYRTRAEEDRFSHRATLSEITENEFNLNIPRYVDTFEA
ELPVDLEEVTRRIERINVNMQEIDESLRAFCAELGLEAPV
>TDX21236.1 type I restriction enzyme S subunit [Rhodovulum visakhapatnamense]
MSVEGQTFPKSVQPGIPKLGSTPKGWKRYRIGDLFDVVSRPTDLHDDQEYDLVTVKRSRGGIERRSRLLGRRISVKSQFL
LEEGDFLISKRQIVHGACAVVPAEFSGSIVSNEYSVLRPRPVLSLNYLRYLVHSIYLQQTFFHSSVGVHVEKMIFRLEDW
FKWPIHLPPLAEQGKLGRGLMDADAKITLLTDKKTALEEYKRGLMQRLFSCELRFTRDDGNAFPDWEKRKLGEVFDWVRT
NSLSREHLGDDPASGVQNIHYGDVHGKFRPLFFQSKEDAPFIATTAPIREFKGEEFLRQGDVVIADASEDYSDIGKAIEV
MEVAPDSAVAGLHTYIARPKAESLVLGFSGYLLRSAPMRQQIMRIAQGISVLGVSKGNLEKLVFWLPHPDEQRKIAAALS
ALDAKIDALSQKISEMEAFKKGLLQKLFV
>TDX21237.1 type I restriction and modification enzyme subunit R-like protein [Rhodovulum visakhapatnamense]
MNTQSEAQLETALIRRLNDLGWASVAIPDNAALEANLRAQLEVHNGLRFSDGEFRTILNHLGKGSTFEKAKTLRDRMALQ
RDDGTTAYVQFFNTREWCRNRYQVTSQVTQVGSYQTRYDVTLLVNGLPLIQIELKRRGIELKGSLPGSWSAWPQRVPSIR
PS
>TDX21238.1 hypothetical protein EV657_1449, partial [Rhodovulum visakhapatnamense]
MVGLAAESAEHKTIMIDATYLKAHR
>TDX21242.1 phytoene/squalene synthetase [Rhodovulum visakhapatnamense]
MTLEACAEIVRKGDPDRFLAVMAAPVAARTRLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDALEEIAGGGPVRRHEV
ATPLSEVLAREAARDLLPLVEARRWDAYREPFADGAALEAHLAATSGRLMGAAARVLGAEDGQAALADLGLAMGLAGWFL
AVPALLARGRQPLPDDRPEAIADLARSGLARLAAAHAAGLPARAIPAARTAWRTGAILKRAAARPDRVRGGGLEGAEVAR
RAGLLRRALTGGW
>TDX21243.1 2-isopropylmalate synthase [Rhodovulum visakhapatnamense]
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDELGVDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTGAVCLVGKTHDFHVTTALGIGLDENTENIAKSVAHLVAQGREALFDAEHFFDGFKANPGYALDCC
RAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGDRLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETGITPEALAGITRASRLLDEILNRVPQKSAPYVGSSAFAHKAGLHASAILKDPTTYEH
VEPQATGNIRIIPMSNQAGQSNLRRRLAEAGLEVAKDDPRLAEILDEVKVREGQGYSYDTAQASFELIARRVLDRLPAFF
RIKRYRVTVERRRLDPARVVTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWRALAKDLGPYQAFIDDMRLVDFK
VRITNGGTEAVTRVIIDSEDGAGRRWATVGVSPNIVDASFEALLDAVVWKLVRDGAPDFDARRP
>TDX21244.1 cysteinyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MTDIQLYNTRTRQKQRLEPLDPANVRMYVCGPTVYDRAHLGNARPVVVFDVLYRLLRHVYGADHVTYVRNFTDVDDKINA
AALARKQAGDPRPLEELIRERTEETIGWYHADMDALGALRPGQEPRATEFIGAMIAMIEDLIAKGHAYAAEGHVLFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSFELLGPSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFATIWLHNEMLQVEGKKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEATLRKWRGLVAGIEPAPSPAPEVTEALCDDLNTAGAIAALHRLAGAGDLAGLKASAGLLGLLGEDLGAWADAP
VADLGGWAERLAAARAAAMDSKDFAEVDRLKALLIGAGVEVRMSKAGVELVPGAGFDPARLEALE
>TDX21245.1 putative DNA-binding protein (MmcQ/YjbR family) [Rhodovulum visakhapatnamense]
MSNPTPDPTPDQTPAPMTEDQILAFCDGLPGAARSQPFGPGTDVWKVGDKIFALMAPGSGRVSLKCADPGFAEMLISVGR
AGKAPYLPRGGWIALETARHDPEEMAHRLRESYDTVRASLPRRVQATLD
>TDX21246.1 aromatic-L-amino-acid decarboxylase [Rhodovulum visakhapatnamense]
MNHDDLAYWSKRAADWAQAYHSGLRDRPVRGQTAPGETAANLPAAPPEAPEPVETIFADFEALVPDAMTHWQHPRFFAYF
PSNASPASMLAEQLASAMAAQCMLWQTSPAATEIEQVMVGWLRQALGLSDRFTGTIHDSATTATLSAVLTMRERALGWAG
NTGGLAGQPRLRIYASAQTHSSVDKAVRIAGIGQENLVKVATDADFAMDPTALDAAIRADLMAGRVPAGVVLCVGATGIG
ATDPIAACAAVARTHGLYIHVDAAWAGSAMICPEFRDLWDGIETVDSLVFNPHKWLGVQFDCSVQFLADPAPQVRTLGLR
PDYLQTPGQAEVTDFNEWTVPLGRRFRALKLWFTLRAYGLEGLRTRIRNHVSWAAEARDTIAALPGVEIVTEPRLSLFTF
ALNDEAATADLLRRVNDDGRIYLTQTRHEGRLVIRVQVGPFDCTREDVLTIPRVLADLTR
>TDX21247.1 outer membrane autotransporter protein [Rhodovulum visakhapatnamense]
MTSYFAPAAIALGLSTAMAAPAMAGSYAPAPAEPVIVPAVPAAAPDGDWGGAYVGLSYGYIDVDTDSGAPDDSSDALGIM
AGYRWDFGKTVAGVEVEYGEPDLNFGSEEVDSVWRIKGQYGYDFGRTLAYATAGIAPTDTSLGSETGYLVGLGVDYQMTP
NWVLGAEVLYHDFDEFGSSGVGADATTAAVRVSYRF
>TDX21248.1 hypothetical protein EV657_1437 [Rhodovulum visakhapatnamense]
MPISLHKQATTTPRIQAGTDPARMVAERDGISEQTVGTWRGRDGVHDRSHTPHRLQTTLTPRRRRRWRALRKTLLLPLDE
LLAVVREVLNPHVSRSAHRIRRIAGSLVPAGRRSRLQLKALHGSPGIHQGVIDREMLVREPWRHLVMRQDGGHDPTGHLR
RQQPVAVLAEHRGDPDRIIDPEAHEPAEEQVGIRLLHELRPGPDRVEGLQQAGWDRPLRRDGGVALTRVEPVELGVQRAQ
RIVDDGPDPSKRMSRRNSMFEIGVAERRARHLVRSPTNVSPVECWTYGGSTKRATTASSESPSARRPVADQFLAVPASRG
KPRPTRGRPSPGQ
>TDX21249.1 hypothetical protein EV657_1438 [Rhodovulum visakhapatnamense]
MKISKGFIAAAFAVATGFAGTTAMADSCFWMSTDSGNPWVPAPQGDVDKDKCFALDSCDGGKGESGGGCYKWAASADAPR
EPWYSCFWLNNQTNEWVPAPQGMVSEGQCQALDSCQTGGGGQSGGGCYKWTVSATDPQNQWD
>TDX21250.1 hypothetical protein EV657_1439 [Rhodovulum visakhapatnamense]
MADTLNKQQKTLPIAPDFLAWHVTQKGDKSCWNMRDQRINRL
>TDX21251.1 hypothetical protein EV657_14310 [Rhodovulum visakhapatnamense]
MIAFFTIYELEQLTDDQLDELFAALERLLMATATGTPERRNILASLENITRVRNDRRAVPAPSL
>TDX21252.1 Xre family transcriptional regulator [Rhodovulum visakhapatnamense]
MTQLARTPKDIGHAIREARKAKGFTQKELAARSGVWQETISKIENGVASTKLETLFDLFAALDLEIQVQPRSKGSQSGLE
DIF
>TDX21253.1 HipA-like protein [Rhodovulum visakhapatnamense]
MGRRRSFAPLNVFLNTRLVGQLLREKSGAISFAYDRSWLEWEHRMPISLSLPLREDRFLGGEAIPVFDNLLPDNPTIRRR
VAERVGAAGTSPQRSLTCRTTFRKRSRHRFRALFPNA
>TDX21257.1 acetyl-CoA synthetase-like protein, partial [Rhodovulum visakhapatnamense]
MTEHIYPPDPDFVSGAHIDAAAYEAMYRQSVEDPEGFWGE
>TDX21258.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MNVKPDFNKNANQAATAPAFLSVYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPQVTYGEIW
LDHAPLHTMAAHQASAAGLGLVPEDRRIIPGLTVEENLQLAQIVPPVGWSLERLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLK
NDALRAEYLAI
>TDX21259.1 branched-chain amino acid transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MGILEVKGVNKRFGGLQALGDVNLSVAENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQLGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAHERDIVARAEQMLDDVNMLDKAGMQASSLSRGDKRRLEMA
MCLVQEPKLLLLDEPTAGMARADTNNTIDLLKDIKATRNITMAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>TDX21260.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MFGLSARDTRFLLIVIALTLLTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRNSAQVDLGGWVFTFNVGYYFCAVMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGI
LHGWFAFLPDGLEDFIVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRIWRLVRRRKSGGPKRKDPEHRPTAAPH
MAE
>TDX21261.1 branched-subunit amino acid ABC-type transport system permease component [Rhodovulum visakhapatnamense]
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPDLGGAIIDWSVPLGILLAIPVMIGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPAAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLVIIGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>TDX21262.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MTKSTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPSGNTVTFGFNVPQTGPYADEGLDELRAQELAVEHLNGMGDG
GMLNTFSSKALDGTGILGKQVEYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKQFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>TDX21263.1 hypothetical protein EV657_1427 [Rhodovulum visakhapatnamense]
MPRSALTGTRIRERRTMIGMRQADLARLAGISPSYLNLIEHNRRRIGGKLLVELARNLGVEASALTEGAAAALIETLREA
AAGHDEAEADLPRLEEFAGRFPGWAGLIADRHRRVRELERTVEMLTDRMTHDPFLSASLHEVISAVTAIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGTEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEARE
LTSGPARELALAHLKRYRRDAELMPLQRFSEAARGAALDPGALAQAFGVDPGAAFRRLAALPEDRAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGATPQRFLTYAICQPVLAAGFDGPQVLEAAMLILPEGT
VALPRMAAQPVGTSCRICPRRGCVARREPSILANGF
>TDX21264.1 response regulator receiver domain-containing protein [Rhodovulum visakhapatnamense]
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHADGTTAFDRVAETRPDIVILDVMLPGRSGFDILRDIRADAGLGALPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>TDX21265.1 hypothetical protein EV657_1429 [Rhodovulum visakhapatnamense]
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDARDGLGAGMLIYLFSAWFGLILASAFVSARLARAAPPEGAE
LAFEPPASEPPASEPPASEPPASEPPVSEPPVSEPPVSEPTADPSEGAR
>TDX21266.1 Na+/proline symporter [Rhodovulum visakhapatnamense]
MIAFDMLVAICLFYVAILFGVAFLAERGGRRGSNAWLRSPLVYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLV
LIGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNMLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGAPGPWQVVD
LNAAAFSVAVGLAVFTVFFGTRNLDANERHHGVVTAIAVEAVVKLIALLAVGIFVVWGIGGGVQATLDRIEASPLAGMPV
APGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPGYVFLMSLFVVPIAAIGLAEMPPGANPDLFVLTLPL
AQGRDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRTLVLRARRLSIGGVLLLGYLYY
RLTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSAGLLADGPWGIG
WLRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSLLDFPGPMERLQAAQFVNVFDHSPAGQGWSQGRAEAEDLLLMAQR
ILGADDAQRLFQRAAADQGKQGYLPDTTPEFLRTLERKLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYS
SQLEAKSEELARTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMEDDALPPERLADYSRIIHQESMR
LTRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGRSGRAPMAIRRDPAAERVDLITDGDRLSQVFINLVSNAQ
KYCDAADPVLTISVTEAEGRVAVDFIDNGSGIPDRSQSIIFEKFSRLSDPRKAGGAGLGLAICREIMVRLGGSIVYLPGR
GGAAFRVTLPSRCAEAA
>TDX21267.1 type III flagellar switch regulator (C-ring) FliN [Rhodovulum visakhapatnamense]
MAENGHQAILRRILGEDRVSLGGARGGGSDGVAAMRLETARATREAFGLTALVEECKAERTGLPEIEAEVTDESLPILLR
GPDGRLGLVVYSADLAMALLEWRLVGFLSETAPPARTLTATDAAVLADLTDPILTRFARAMKEASGADWASGFAQGARID
DPRHVPLLMAAGRYRLYRLKLVAGRGRSGGLIIALPEAAPVARPKPADKVARPWPEALRAGVLGAELSLNAVLWRTRMSA
AGIARLKPGDLLPLPSAALGAVQLEGPGGVVIAGGRLGQAHGDRAIKLDSEAGAADEPGFGGGMLDEGGLGTGLPGGDPL
QIGADLPLDEGGFPFGEAAEEGGLDFAAEGFPAGGLDLGTGDFPFDPGGLDSDLENALQNDLDIGGFGAAPLDLSEEFPA
ASA
>TDX21392.1 hypothetical protein EV657_1411 [Rhodovulum visakhapatnamense]
MSVADKIIAKCGGVARTAEIVGVRKNWIYRWRLPRERGGTGGEIPRTAQLKIMEAARQGLVAISPDDFFPNKAKSEGGTN
>TDX21393.1 hypothetical protein EV657_1412 [Rhodovulum visakhapatnamense]
MKTILTTATALALLAAPALAAINATEDLSAIRQPSADGADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVEAADPEP
ADPGEAEGEDSENAGL
>TDX21394.1 hypothetical protein EV657_1413 [Rhodovulum visakhapatnamense]
MPRMPKIPDLPATYGFGTWRDALLGALIGALFVGSAWGGVTLARIAEASL
>TDX21395.1 hypothetical protein EV657_1414 [Rhodovulum visakhapatnamense]
MAAILAIAPQIADRLATEAAKAQTEANTARVAAKSSARDGKPLLARAAFARAERLQGRASTLSALAEQARAGGAA
>TDX21396.1 hypothetical protein EV657_1415 [Rhodovulum visakhapatnamense]
MSLIDAIAPPPDALAAFVAEWQGAAPEVRLAAIRGALRRDGLEIPALPGRAPFYEIQLFGLTATGRDEAEAAQKWMEAAI
RLCPFA
>TDX21397.1 DNA (cytosine-5)-methyltransferase 1 [Rhodovulum visakhapatnamense]
MPDGALFPVEPATRAPFDPTPMIVDSFAGGGGASTGIEMALGRSPDVAINYDAAALALHQANHPATRHLNSNVWHVDPAE
ICRGRRVGLAWFSPDCKHHSKAKGGKPVARNIRDLAWVVVLWARRVRPEVIALENVEEFRDWGPLTEANRPCPERRGQTF
RHWVGELRRLGYRVEWRELRACDYGAPTIRKRLFLIARRDGRPIVWPAPTHGAPDSPEVQAGRRAPWRTAAGIVDWSLPC
PSIFDSSAEILARHGLRAVRPLKEPTLRRIARGVMRYVIEAQEPFLVTYAQQGGAVRSGFDPLHTVTASAKDQNALVVPT
LVQTGYGERPGQAPRVPGLDRPLGTVVAGGAKHALVAAFLAQHNAGARMQRHAGRPAGAPLSTLTTRGTQQQIVAAHLMS
LHGTTRRDQSLAAPVPTLCAGDGHGALVAAFLQKYYGAGTGQAAGAPLHTLSTRDTFGLVTVEIDGATYAIADIGMRMLT
PREMFRAQGFPESYRIDTAPDGRAFTKTEQTRMCGNSVCPPVAAAIIAANCPHLAAAPQRHAG
>TDX21398.1 hypothetical protein EV657_1417 [Rhodovulum visakhapatnamense]
MPRTIPDRIEEIESLARHNCDELAGLTAELAELQARVDKLERRSAEAPPRPNCPRCGGSGAIKKEGKDDG
>TDX21399.1 site-specific recombinase XerD [Rhodovulum visakhapatnamense]
MRDYRLGRLKGRHVVIWTDDDGKRRRYRLEAHTAREAEREARDLILRLDAPPAGMTVAQVWDAYRMEMGDRRQGAKVAQA
GGVVLPHFGHLSVGQITVADCRSYTAKRRSAGRKDGTIRSELGCLRSAILWARKTRLISTTPAIEMPPTPAPRDRYLSRE
EVDKLLAAAIDPHIRLAMLLMLTTAGRSGAVLELTWGRVDLANRTIKLATNDLGPRKGRATVPINDTLMAALQEARQAAV
SEYVVEWGGRRVGSIKTGFNAAVARAGIAHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPGHLRR
AAGSLEFGTPKLVQRTRGQSPKHNLSI
>TDX21400.1 LacI family transcriptional regulator [Rhodovulum visakhapatnamense]
MTADRPDRPSRPLTLRDVSEASGVSEMTVSRVLRHSGDVSEKTRAKVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPYEEKVLFEMLSWRPSGLIVTGLEHSEASRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAGAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAQIIADCVA
KGLPGKGERVALTPRIDPGHTLRADLARCGQAVRDQV
>TDX21401.1 dolichol-phosphate mannosyltransferase [Rhodovulum visakhapatnamense]
MPAVSIVIPMKNEAENVAFLLGEIAEACAGLDSHEVIVVDDGSTDTTAAIVAERMKSDPALRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADETGRLGLVAGQRVGRQDTASKKWASRAANAIRARLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFKRDGWEIALVDVSHRERHAGQSNYNNLQRALVGIHDLIGVSWLILRRKKARATEEV
PHGH
>TDX21402.1 lipid-A-disaccharide synthase-like uncharacterized protein [Rhodovulum visakhapatnamense]
MAIEALFGWLHVDGWAEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGVILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRSA
>TDX21403.1 dolichyl-phosphate-mannose-protein mannosyltransferase [Rhodovulum visakhapatnamense]
MRTGAAAPDRHGWLIPAATAVLAVTAIRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAVTEMAGNDAP
FWVRLPAPLFHAATALILGRIAAGLWGRQAAIWVALGFITLPMVAAGSILISTDTIMFPFLALALGFWLRMLARPGPGWA
LAAGVALGLAFLSKYAAIYYPLCAALAAVLIRPARPRLRDAGLALLAFAVTISPNVVWNLQNGLTTLEHTLDNADWVRDP
SGRAGFNIAGLAEFLGSQFAVFGPVLFAALIWGALRWSDRDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLAGT
LAVLPRLGRGLRIASFAINGTVALALPVLGVYAPSASFGGPPVLERYLGRVDLSDRILDIAEAEGQRVIVADNRDLLADL
FYTGRDRDVSIHAPPPEGRASNHYALRHALPRGLSGTVLYVAAGTPPACAAGTDPLTELTPETGAYRGKQFVLFKLPASC
WNG
>TDX21404.1 SulP family sulfate permease [Rhodovulum visakhapatnamense]
MNALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLAKLGQLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTSVPSPLITIIVLTAVTMAFGVDVRTVSDMGELPDTLPVFLIPDIPLTLETLKIILPYSIGVAAVGLLESLMTQ
TIVDDLTDTPSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGTMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRTLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFRVTSEISPDGR
ARTYVVEGQLFFASTEEFMRAFDFKEALERVTIDVSRAHIWDVSSVAALDMVVLKFRREGAEVEIRGMNAASETIVDKLA
VHDKPGAMDDLLGH
>TDX21405.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MALVDGSAYSESVCRHAAWIAKRSGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSQLMEQLSDLDEQHAKLSQAQGRAIL
EDAKALIEGEGVTDVITRLRHDDIVNTVEQKEAAADMIVIGKRGEAAGLESAHLGSNFERIVRACHKPVFVSNRSFAPIE
RVLIAYDGGVSSMKAVDHVARNPVFAGLKVIVATAGQDTADLRRALEKARVTLNAGGHEAEVKLLKGAPDKALADLVETD
GIDLLVMGAYGHSRIRTLVIGSTTTGMIRSCKVPVVLMR
>TDX21406.1 hypothetical protein EV657_14116 [Rhodovulum visakhapatnamense]
MIGPGHVDRAGVLIYTQSKVKQPAFVPWTARLPAYAEGYAGDREAMHDALAALNSRHMTFLATAAGAPRSEKGLGNMIRA
AAAEAGIEKSA
>TDX21408.1 hypothetical protein EV657_1401, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX21409.1 ABC transporter family protein [Rhodovulum visakhapatnamense]
MTIPRSDMRGAVQLDHVSFAYAGQSLRTIDDVTLTIPAGSHVAIVGPTGSGKTTLGYLLARLYDVDAGAIRFDGVDLRDL
GFATLSQMLGVVSQEPYLLNASVAENLRFVCPKATGADMIAAAKVAQIHDHIAALPEGYDTLVGEGGFRFSGGEKQRLAL
ARTILRDPPILLLDEATSALDTRTERAMPQALEPCIDLVGQFVGLGIFGFEVVELVAQRLTPGALVFGQIDRRPGDRPKA
LGVAIGEVGRDLDPLPAFAGDGLRFGLQLVGDELLQQRDILDPAPVVVLEQIAQDDAAGLLIDLDGDEADAAIRGADGVL
RQHPADLIGLLRPAMLDRLPDLLLARVVGGDGEGHELIEGHLVLGIGIEQSLRDGDELEPLLDDGGRDEEARGDLLLGET
LIAQRPESPELVEGVKRRAMGILGERVFFSRDFGPGFADHAGHRRGLVEALGLHEKFERPVAATASGDLEHAGLRAIGIE
NRSNVEALQETAAGDVLGQLFDRDAGLRGGRTPGLDPWHPTGF
>TDX21410.1 two-component system sensor histidine kinase AdeS [Rhodovulum visakhapatnamense]
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAEEVGAALNGLEADLAAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRANGDAVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALHAGQTDD
>TDX21411.1 winged helix family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAEADGMLEAVRGIGYRLDMPHVR
>TDX21412.1 multidrug efflux pump [Rhodovulum visakhapatnamense]
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPDTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
IEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAASGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>TDX21413.1 multidrug efflux system membrane fusion protein [Rhodovulum visakhapatnamense]
MAHRNILILSFLGLMAGTLALFQLADRPDAAPAEMSGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEAAEAHARRAVERSDALLARKAISQQSNDTAHTELRLATAG
VAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVLMAAEEGLGP
IRIIRDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAILHTAGGGAQL
VVVSPEGKARRRDVVPGARIGNRIIIVSGLAPGEVVAIRGQNRVPEGVAVSVDARPAET
>TDX21414.1 hypothetical protein EV657_1407 [Rhodovulum visakhapatnamense]
MFPLPVRRTTARRVLTHPTHDALCTLKLDGKAEAFAELLSEDHGRDLDPATWIGLMLDREKARRNTRRFQTGLRAAALRH
GDACMEDVNYRIALDGPSMRKDRSDAKKEYEK
>TDX21415.1 IS4 family transposase [Rhodovulum visakhapatnamense]
MNTKLHAVADAKGRPIGFFISAGQVSDYTGAAALLGSLPKAGWLLADRGYDAGWFRGALKDKGIKACIPGRKSRKKAVKY
DKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFSAIALAATVLFWL
>TDX21416.1 serine/threonine-protein kinase HipA [Rhodovulum visakhapatnamense]
MGRAPQTRTLDVWVNGRLTGYYRYSPSGGVSFQYEREWLDWEHAFPLSRQLPLVARSQSGRHVNAVFENLLPDNAPIRRM
IAERTEARSDRPHDLLAAIGRDCVGAMQFVPHGQDPGDPFVIEGEVQSEAQIAETLRHLARDPLGIAEEDEPLRISLAGA
QEKTAYLKQGDNWVKPRGLTPTTHIFKRPIGVTQRGLDLSESVENEYLCLKILQAFGLEANNVEMARFEDERVLVIERFD
RAPRAKGGIVRLPQEDFLQASGFESGLKYQDHGGPSMRDCLELLAASENPLSDQNLFLKAQILNWMLLATDGHAKNYSIF
NLPGGGFRMTPLYDVLTAAPAELRNNFRHKDIQMAMSVGNARHYRMDQIHPRHFTQTARAARVPIRVIRDATIEIVEIGR
PALAEVEVGLPGDFPERISGPVLERLGRCLATVEAYAESGDA
>TDX21417.1 DNA-binding XRE family transcriptional regulator [Rhodovulum visakhapatnamense]
MQKPEPFRDLKELGSLVRRHRDLHGLSQQELASMSGVDAKQISRIETAAHEAKITTILRVAAALGLDLAVTDRAGASSRV
EDIF
>TDX21418.1 Gene Transfer Agent (GTA)-like protein [Rhodovulum visakhapatnamense]
MITHRRFAYLQANIAGGEGFDWFYASAADRSAQFGTAITDGAASKPWVFRYKDLRAWWSNPHYNRLGGVEPCFS
>TDX21419.1 DNA invertase Pin-like site-specific DNA recombinase [Rhodovulum visakhapatnamense]
MPTPRRAAIYARYSTELQRDASIEDQIRACRTQADRQGYEVVKVYFDRAASGASLMRPGIQSLLQDAREARTFDIVLAHA
LDRLSRNQADIASIYQQLQFVRIPIETVSEGEIEEMHIGLKGTMNALFLKDLAKKTREGLRGRAIAGKSAGGLTFGYRAV
RAFDATGERIRGDREIDPEEAAVVERILRDYAQGRSPKKIAEQLNREGVPGPRGGSWGASTIHGNRERGTGILNNELYVG
RQVWNRLSYAKDPMTGKRVSRMNPEEEWEITEVPELRIVDDELWQAVRSRQGALISKGTRVPVGDRRRPRFLFSGLMQCG
CCGGGFAKVSQDAFGCSRARNKGSAICTNMRTIKRVDLERRVLDALEHHLMDPGLVEAFCKEYTAERNRLQDAALAGRGN
LEKELARVRGSHAKLVDAIVAGIPAEQVKDRMLALDARRRELEAALSSAPASGPVRFHPSMALTYRDRVGALIRGLGDAA
GMEEAKEALRALVDRIVLTPAAEGEGLTIELHGALAGLLRLATGAKALTQARMADTPEGDRLEGIDSIGELVLVAGAHNR
RPLPQLRCMLA
>TDX21424.1 ATPase subunit of ABC transporter with duplicated ATPase domains [Rhodovulum visakhapatnamense]
MPASVSLSGLSWSTPDDAPLLTDLNLTFGLERTGIVGRNGIGKSTLLSLISGDQHPASGQVRVTGSIAMMRQEALERPDD
IITDLFGARSALDLLDRAEAGLADADELADADWTLPARIEGALLRCGLSVGPQTLLATLSGGQRSRAALAALIFAEPDFL
LLDEPTNNLDRDGRKAVIDLIRGWTGGAIIASHDRELLEEMDAIVELTSLGASRYGGNYSDFRQRKETELDAAARDLAQA
EKARAEAARRAQQASERKARSDSAGHRARAKGDQPKVLMDAAKGRAETSGGAGFRLRDARREAADKALSAARVKIETPQL
LRMDIPPTGLATSRTVLRLEKVTGGHDPDHPLIRDLSLTVTGPERIIITGPNGCGKTTLLKIITGQIVPQSGLVALSVPF
ALLDQHVQLIDTALSLRDNFRHLNPLADPLNAHAALARFGFRAADALRYAGELSGGERLRTGLACALGTTPPPPLLILDE
PTNHLDLDGITALEAALAAYDGAVLAISHDTAFLESLAPDRTIELGAGSTSSRC
>TDX21425.1 NADPH-dependent ferric siderophore reductase [Rhodovulum visakhapatnamense]
MIDVETELAFSGAETAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPAAARKLRWPGDDGADSHRTPPNFRLLTVLERSRPIGGMTRLHLAGEDLEPLTRDGIHVKLMLPADRARSPVWPGV
AANGATRWPKGADRLHVRYFTLLGLDAEAGRVAIDFVDHPDGQISDWARAARSGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAQGCVIAPLRPDDAGYLPASPLETLLLGPERFAASAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGQRGDARRDGHDG
>TDX21426.1 iron complex transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MVGRRGFLTGAAAALAAPRLARAGAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIAAPGERLAGWASVPRLDLG
RADWLAPKGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQAARELAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPEQGREGLARAAARPALKDSAATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELGPGRTLAELNDRFARPLPGPLWLSLDAS
>TDX21427.1 iron complex outermembrane receptor protein [Rhodovulum visakhapatnamense]
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRAQAGFEQHGTLDEAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDLNVGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDTNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTTA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGDPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGAVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFGGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATMNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>TDX21428.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEELFAAVTQRALER
TEAWFEAVAADCPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAADELAAPD
ADFVADQLIAALVLGPSNAALMGDDALADPAARDAWFDRAWRLFVEGAAPGRG
>TDX21429.1 hypothetical protein EV657_1396 [Rhodovulum visakhapatnamense]
MGAGWGLALAVKRRLEPGPGLSLAAGAGRPDDTPLFWFGFDAVPGDHGALPRQEAPGCRAFAVVIKQRITRSACPVAAVT
AAFSGLAHLPERPGCRSHIEYACCLQQIVRVRSVGRTRLCRP
>TDX21430.1 RNA ligase [Rhodovulum visakhapatnamense]
MAASRPSCYAGRLKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWL
KAFAAGISPYLAEGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQPVATLYRGAYRTGLFE
DLARALDLSRQEGFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGRADS
>TDX21431.1 hypothetical protein EV657_1398 [Rhodovulum visakhapatnamense]
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>TDX21432.1 EamA-like transporter family protein [Rhodovulum visakhapatnamense]
MAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHLARGGLVI
VAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVLPVLAALF
YAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDFWAFGCIALFGTLGMTLITQAFRMAPAVVIAPL
DYTALLWATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>TDX21433.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDALATELGAAALALPGDATDPTAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>TDX21434.1 putative nucleic acid-binding protein [Rhodovulum visakhapatnamense]
MAADFFDTNVILYLLDDGPKADRAEALLAQGGAISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVCDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>TDX21435.1 antitoxin MazE [Rhodovulum visakhapatnamense]
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRFAVSRHPRADEVLSGLRRFRGRLAPEDRLSRDAANGR
>TDX21436.1 putative transposase [Rhodovulum visakhapatnamense]
MKRNRFSEEQIIGILKEHQAGLGAKELCRKHGVSDATFYRWRSRYGGMEAPDARRLKALEAENAKLKKMLAEQMLDVATL
KDMLGMGAGERHAFE
>TDX21437.1 hypothetical protein EV657_13914 [Rhodovulum visakhapatnamense]
MGTSNYSADFKRDAVHQIAVRGYPVREFPGVWASARILCTNG
>TDX21578.1 Mrp family chromosome partitioning ATPase [Rhodovulum visakhapatnamense]
MEKLQAALDKARQTRAVRSTTVSSRTQLKTTPSPDAMGAWEALTPITLGGEALAQHLIVTQEAGAEATPFDILRTKALLQ
MRQNGWKRLAITSPMPKSGKTTVACNLALGLGRQNDLRSMLFDLDLRDPSVHEFLQVEPAYGIGDVLTGAVPFSKHAVRH
GSNLAISMATRHELDPTRLLLSEETAEALDEIEATYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVARAEHTRFGQFDI
CEREIGEHTNVLGAVLNACRIGV
>TDX21579.1 polysaccharide chain length determinant protein (PEP-CTERM system associated) [Rhodovulum visakhapatnamense]
MTFDLTLYWRLLLRRLPVMAVLLIACSVAGVVAAFKLPETYATSARLLVEAAQIPDRMVTSTVQTDAEEQLDIIEQKLLT
RANMIDIANRFNVFPNLREMEPDEVVSAMRSATRVHRSAGRDQATLMMISFSSESPQIAANVVNEYVTLVLEENSEFRKS
RAENTLQFFDQEAQRLGQDLDRQSTAIATFKSENADALPEDQSYRLGRQNLLQERLSRLERDLKAGQDQRNDIVRIFEAT
GTVRPDGGAVRNMSPEEQRLAAAKAELDKARAIYSETSPRVTSLQAVVDRLEKTVAEQDPAGTAGENPTATSPEQALLDA
TLSQLDSRLKSLQDDISSTNAELADLQALIGKSASNGIQLAALERDYEITQTRYNAAVANLNEARMSERVEASAKGQRIT
VIENASVPQLPSGPSRKKVAALGVGAGIGLAGAYFVLLELINRTIRTPSELTGRFNITPLTTIPYLEPPQRPRRRRTRRG
ATAACVVLLAGFGMPLGGSGQDSSDHPGQGPDRPAGLYWIMHR
>TDX21580.1 type II secretion system protein A [Rhodovulum visakhapatnamense]
MSGSLYNAHFGFRERPFALPPDPDFLFWSKAHSRAFTVLEFGIVSRAPLTVVTGEVGTGKTTLILALLRQLDEDLTIGLI
SNAQGGRGDLLRWILYAFDISVPTGADYVSMFQQFQSFVLEEYAAGRYVILIVDEAQNLGAETLEELRMLTNINSGKDEL
LQILLVGQPELSTLIRQPELRQFAQRVSAVYHLEPMTLATTRDYIVHRLQHAGGSGEEFTPTAIRHIHEEAEGIPRMVNK
LCDLALVYASSAGTRQVGEDTIKELIQDGLILKPFRDPLLLSGAIKPFGKAAE
>TDX21581.1 lipopolysaccharide/colanic/teichoic acid biosynthesis glycosyltransferase [Rhodovulum visakhapatnamense]
MLSAPFSLTLVAILAFLVALDGHNPFYTQQRVGRNGRYFRIWKLRTMVPDADQILESYLARHPEARKEWDRDQKLRHDPR
ITRVGRVLRKLSLDEVPQLLNVFNGTMSLVGPRPMMIAQQLFYCGEAYYRLRPGITGPWQVSDRNECEFVGRVAYDERYD
EDLSLATDLRVLFRTVSVVIRGTGC
>TDX21582.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]
MPAPLRLFATAFLLSTALTLSGCKSDEEKADEHYQNALTLIQQGDPDRAIVELRNIFRFDGSHKDGRRTLAELMRQRGNL
QEAYSQYLRLAEQYPDDLETRIALMQIAFSVNNWDEMERHGSKAAELAPDRPEVKAFEIARAYRDAIRGSDDDARRAAAA
KARTLLQDQPEDFMLRSTVIDSDLRDKDLNGALSGIDWLLAHGNTDMRTYQMRLGILAELGDMDAVETQLRELVAKFPDD
KNSKAALLRFYLSQKKPDQAEAFLRELAAASALDDPGPTIDLIRFLSETGKSDEARAVIDKAIAERPDPAPFRMIGAGLD
FEAGQREEAIATLESVLDGAEPSDQTRNVKVALARMLLATGNEVGARKRVEEVLAEDATNPEALKMQAAWQIQADDTDTA
ISGLRVVLDHQPEDAQAMTLMAEAYIRSGRPELANDYLAQAVDASKNAPAETLRYVRVLIGDGKLQLAEDLLIKALRLAP
SNRDILISLGKLYLQMEDYPRAQHVADTLRRLGDDTSVQAANQIEVERVNRQSGTEDAMTLLEGIAGDAEASLASKIALV
QAQIRTGDLDAALQRAKDLKAENPDNRALDVVLATAYAVHGDLDAAEEIYRTLLASDPAVPGVSLQLSNLQMRKGDAAGA
RQTIEEGLEATPADPRLLWAKASFLERDGDIGGAIKVYEDLYARNSSSLIVANNLASLLASYNDDQDSLDRAWTIARRFR
DTDVPAMQDTYGWIAQRRGDSKEALPYLEAAAKALPNDPLVQYHLGKTYMALSQPEAALASFRKAVEIAGPGDQRSQIEE
ARQAILTLENGASAPAAEN
>TDX21583.1 polysaccharide export outer membrane protein [Rhodovulum visakhapatnamense]
MLSFIRLLAALVLTIAATAAPAQQEYTVRPGDVLSIEVLEDSSLNRSISVLPDGRFSFPFAGSVTAAGKTVSQIQASLTD
AIRSNFSVPPNVFVSVQPGSPAAYASESSVQAIDIYFLGEVNKPGLIAAARGTTFLQALAQSGGLTPFAATKRIQLRRTD
PRTHAQKVYEINYKALSRGATLSRDIQLLDGDVILVPERRLFE
>TDX21584.1 hypothetical protein EV657_1387 [Rhodovulum visakhapatnamense]
MALPRIHQVTAGMAAAGLCLLGPVPALTQGTDGGRLAELRFSQQLERDDGVSSTTTGLGVSLASRTRSSHLEFSADGGLE
HDFNDSSPSSVQDPRVILSYGRESRSSALDLSFSYREDDVDSDFTEEDLDGRVLNFGDGTRRSMSTDLSLVTGRDAVFGT
SLDLGYDSLTYSGTNDPSLIDEETRRAALALRFQLDPQLSTELRATFRDRDRADQGTDTRYESFGVSADYAISEALSTSL
YVGHSRTTEDGITGESTEKGFTYDLSVILDRPNGTLTGSLSSDIDEAGQRTTARLTRSMDLPTGALTAGAGLSSSQGDSL
RPLVSLAYSKDLPRGSLGASAEQAFTTDSDGDEVLNSRFSLSYRHSLTPLSSFQAGLGLSQTDYISADSEDGDRLWLDLS
YRHNLAADWDIVSGYSHSLSKKGDADREYSNKVYISLEKSIQWRF
>TDX21585.1 membrane associated rhomboid family serine protease [Rhodovulum visakhapatnamense]
MAVLSRGNLMLWGLIACCTSIELVLSLSDAGVLFPARLRSLAYDYGGFWPGLLGSWQPNYPAQPYLMFFTYGFLHGGLAH
LAVNMVTLWSLGRAVLRRVGAMGLALLYGGSILGGAAGFAALAPDLRPMVGASGALFGLIGGLLAWIYVDRYTYREGLWP
VVRAVVLLAVLNVVLWWAMDEQLAWQTHLGGFVAGWVLALLIDPRPGDAEDDPA
>TDX21586.1 phosphomannomutase [Rhodovulum visakhapatnamense]
MAPKFGTSGLRGLVDDLTPGLVGGYTAAFLASCPTGGRVFVGRDLRASSPRIAGDVIAAVRAAGLEAVDCGIVPTPALAM
AAMAGGAGAVMVTGSHIPADRNGLKFYVPGGEISKADEAAISAAFRPDWHAPAAPAGGPTHTAPGTGHAYAARYVRAFGP
EALKGLGIGVYQHSSAAREVMAEVVRGLGGDPVPLAWSESFIPVDTEAVDAATREMLAGWCATHGLDAVISTDGDADRPM
LTDAGGRVVPGDILGVITARALGARVVCTPVSSNTMVSLVPEFERVALTRIGSPFVIAAMEEVLAAGPGARVVGFEANGG
FLLGFEASGPAGALPPLMTRDSLLPMVAVLTAARTQPGGVAGLLETLPARRTAADRLQGVETGRAAALLDRLAADGAARA
AFFAPAGTETGCDLTDGLRVSFDSGEIVHLRPSGNAPEFRVYAEADGAGRAEALLGVFLDRVAMALAG
>TDX21587.1 dolichyl-phosphate-mannose-protein mannosyltransferase [Rhodovulum visakhapatnamense]
MIHILRFVSGRERQLAWLIAALTVAVCWIVIFKDGGRVKSMDEPDFLAIARNLAFEGVFAREDGTVTAYRAPGLVFFFAP
FVRLGAGLMELRLINAATAGLGLVVLFDLVRRHGGPLAGLLAVALVPAWPVMIYAATTIYPQTLQAVLLVLTVWCLDRAT
RSPGVLPALLAGLACGAAILTAPIVLLVFPILAGWLLWRSARRWSHTILFCLVSGLLVSSWTARNYVVFDAFIPVATSSG
LNLLVGNSPETRPDTALEIRFPEYVYTEITGKDEVERNRILTRAAVREMTGDPARTIRLYFGKFLHWFDYSNKLVSDDVV
EGGASAIKADLRDMILFGAYMIIVLPLLAHLILIRRYPFKPVEILFLALWIGAGLAYAIFFTRVRFRLPFDWFVIASNGI
FLAAVIEGWATRRGLSVRGAAFRTREPQR
>TDX21588.1 4-hydroxybenzoate polyprenyltransferase [Rhodovulum visakhapatnamense]
MSENQCPVLAVDLDGTLMRSDALFESFWSALSANWRTLPGAVLALRQGRARMKRYLADRAQIDVTSLPYSEAVLDRLRTH
RAQGGRVVLVTATDQDLAERIGAHLGLFDEIHGSDGQTNLKGHRKAAFLNGRYGAGQYDYMGDSAADLEVWPHARRAITV
NAPPALRAAAEKVNPQIEHMTAEPPRLQDHLKALRPHQWLKNTLVFLPVLAAHALAGPELAASTLGFVSFCLIASSVYVI
NDLLDLAADRQHPRKRRRPFASGRIPIAHGTWMAGGLLLGGFGIAAALGGTFLLVMLGYYGLTTAYSMWLKRRAVVDICV
LAGLYTVRIIAGGAAAGLPLSVWILAFSIFLFFALAAVKRQAELVDMAQRGKLTASGRGYTTEDLPVITMMALASGYVSV
LVSALYVNAPATVAAYGQPEALWGICCVLLYWISRTVLLAHRGQMHDDPVVYAAKDRISRICLLLILGFIAAALVF
>TDX21589.1 hypothetical protein EV657_13812 [Rhodovulum visakhapatnamense]
MLDVISLVWRCCRWSGGQGLDVSAIALQTGLDRKTVRKYLDHGLEAQVYGPREPEERLAEDYHNCLVDRLATWPGLHREI
KASNGLRGAYSTLTEYLRLIRAASCQFERRFETPARQQAQVDFAEVQVEFTSEPGVIRKVWLFSMVLGHSRWLWGRFCPN
QTLETVMRCHSRPSMRYLSTSFESALAALLDSDQAGARRAGRNSPPERVCQQPAKRQHLADFRSFPMRENLFGGKGFSEI
LF
>TDX21590.1 glycosyl transferase family 1, partial [Rhodovulum visakhapatnamense]
GPTSCSLANTDGPKDDQTALAYYSAPSGNRPRYRSYIGSLRRWAAKDGKLVWTVHDEGLHLNDSEQNRIRDIRAQLRDMA
DFVHVHSEAAKALIVQNFGVDAARVLVVRHPSYAPLYPDAVSGDAVADLAPRRRLLCFGHLKPYKDYQGLGNALDTLAPG
SFEALTIAGQMGGGVMLPEETYRRNLHLDLQLGFIPDEAVPELFANAHFLVLPYTESLTSGAAALSMGFGVPVIAPDLGG
MREAVPEECLPLIYNPEDPEGLTTALRVARDMIPETYRNLAESCRAFGAAIHPDQISGSLRRFLSERGIFI
>TDX21614.1 hypothetical protein EV657_1371, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX21615.1 hypothetical protein EV657_1372 [Rhodovulum visakhapatnamense]
MSQYPQLYSRIGFVHEYPPLSKDEMQFVLQRQWKKPGFGQDDADFTDARAAAAVVRLTAGNFRLLQRLFMQIERIARINE
IAAITEEVVEAAAQTLVIGNAN
>TDX21616.1 hemolysin III [Rhodovulum visakhapatnamense]
MLDDFRAYTRAERLSDAVVHVTGLAAVAIGVPILVVLAILIRGDTPAVLGIAVYGAALFAMIGFSALYHMVRHPNWTPVF
RRLDHSAIYWKIAGTYTPFTLLSGHGVTLLAGLWAAAAAGTGLRVLAPYRFRAVNLALYPAMGWAGAVAGWSMFATLSPP
VLGLVIAGGVLYTVGMVFYLWERLPYHNTIWHVFVLVASMLFFAAITTHVVQTA
>TDX21617.1 hypothetical protein EV657_1374 [Rhodovulum visakhapatnamense]
MTVKPLAIAAVLASISAFAAEAGQIERACLSSGRPGVTRGLCGCIQQAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
SDAEFWRRYQLFGDTAAAYCS
>TDX21618.1 uncharacterized protein DUF4336 [Rhodovulum visakhapatnamense]
MAGRADGLYPPLSVPKPLGQEIWVVDGPAIRFYGMPFPTRMCVVRLPSGGLWLHSPVRPDEDLIARIETLGPVAHLVAPN
ALHYAFLPAWAARFPEAAVHAAPGAAERAARHGVGFPDHAPLGPRAPEAWRGTIRQRLVPGHPFLKEAIFFHRPSRTLIL
TDLIEAFEPARLGPVMKLATWIGGIRSPGGTPRDARLTWTDTAAAAPVLREALSWAPDRVIMAHGAPIETDVTARLRQAF
VWALGPDADARA
>TDX21619.1 acetylornithine/N-succinyldiaminopimelate aminotransferase [Rhodovulum visakhapatnamense]
MIPSVLPTYNRAPLSFETGEGSWLVATDGTRYLDLGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAIKMARKYWYEKGRPDRVNIVTFSGAFHGRSSAAIAAVGSEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDDTVAAILVEPVQGEGGIRPLPDACLKGLRDLCDETGALLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAAAGMTLGTHGSTYGGNPLACAVGKAVLDIVAEPAFLDEVNRKAGLFRQRLEGLVASHPD
IFEEVRGSGLMLGLKCRAAASDLVQAGYAQHLLTVPAADNVVRLLPPLTITDDEIAEAVARLDAAAAAVAAKEAQA
>TDX21620.1 ornithine carbamoyltransferase [Rhodovulum visakhapatnamense]
MTHFLDIATTEPADLRGILDNALAMKRARAGRSKGAPDDDRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGETMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADYASVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQLGFDLTFTGPATLDPEAVFVEAARAKGATVTIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRNEEATNAVMDGPHSVIFDEAENRLHAQKAVMRYCLGV
>TDX21621.1 ATP-dependent helicase HrpB [Rhodovulum visakhapatnamense]
MTPLPIDAVLPELTAALARAGRAVLQAPPGAGKTTRVPLAILKAGLTAGRIVMLEPRRLAARAAAERMAETLGEPVGQTV
GYRIRGEAKTGRATRIEVVTEGILTRMIQSDPGLDGIGAVIFDEFHERSLNADLGLALAWEARQALRDDLILLVMSATLD
AAPVAALMDDAPVVTSEGRAFPVETRWLPAPLPKGARLAEATADLVAQAAAETAGGVLVFLPGEAEIRRCASALQGRLPD
DCHVRPLYGALPFAEQQAAIKPAREGRKLVLATAIAETSLTIEDVRVVVDAGRARRARFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGACYRLWTKGEEGALAAYPPAEIEAGDLTGLALELAAWGTSGPEDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITAHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGSDLALRLRCIADPTAPTPVPPDRGALARIR
TEAKRLAAQAPDAPRPMGPGEMAALAYPDRIGLRRKGEDPRYVLSGGKGAVIDPADPLAGQRLIVALDLDGDTREARVRL
AAPLSEAALRAVHGPAIAWQDVCAWSRREARVTARRQERFGALVLDDRNWPDAPSEALARAILEGVRSLGLPWSDAARRF
RARVELLRTEGADLPDFSDAGLMADLEDWLLPHLGGLRTAEDLRRFDLLPPLTGRLDWEAQQMVDRLAPASFETPLGRKI
PIDYDAEAPGIELRLQELFGVTRHPTVGPRRLPLRIALLSPAGRPVQVTMDLPGFWATSYAEVRKEMRGRYPRHPWPEDP
TAADPTLRTKRRN
>TDX21622.1 LAO/AO transport system kinase [Rhodovulum visakhapatnamense]
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLADAPGQALRIGLSGTPGVGKSTFIESFGMMLTAEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSREPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWDDMQRLADWRRAQGHFDARRAEQARYWFTEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>TDX21623.1 GMP synthase (glutamine-hydrolysing) [Rhodovulum visakhapatnamense]
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVAKGRFGEPVGTTTCRLTEDGRADPLTRDLPDAFAAFVGHKEAVEA
LPPGCAHLLASDPCPFQMISHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRAQAVDWPETILARFV
ARHARP
>TDX21624.1 LSU ribosomal protein L28P [Rhodovulum visakhapatnamense]
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRAFKFRVSAAGLRTVDHRGGLDNFLAKARDAELSDK
ALKVKKEIEKAQATA
>TDX21625.1 hypothetical protein EV657_13712 [Rhodovulum visakhapatnamense]
MTRLRPAFGLGLALLLALTSLSLAAARATPRPVDRIVLCTGFGLQTVEIDATGHPVGAPHICPDGLAALAALAPLPPALP
LRSLRARPLGRRSHAPAPCGRRPPQPRSRAPPAPIA
>TDX21626.1 hypothetical protein EV657_13713 [Rhodovulum visakhapatnamense]
MSLKTTLAASLIALAPALPAAAGEIAVEGAYARASSMMAQSGAAFMTLVNSGGADDRLIAAASDAADRVELHTHVSDANG
VMQMIEVKEGFPVPAHGRHELRRGGDHVMLLGLTRSLTEGDSVHLTLTFEKAGTVEIEAPVEVVRQPMGGQMGARPAMGN
>TDX21627.1 NAD-dependent deacetylase [Rhodovulum visakhapatnamense]
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARNPALVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGAVRIVTQNVDDLHERAGSRAVWHMHGQLARARCAACGADWAAPPVMRAEDPCPACGAPATRPDIVWFGEMPYYMDEIW
EALRSADLFVAIGTSGTVYPAAAFVQDASRAGAETLELNLEPSETVSDFDRVRQGPASGIVPVWVDECLNQLTRG
>TDX21628.1 protein-tyrosine phosphatase [Rhodovulum visakhapatnamense]
MTTRILFVCLGNICRSPTAHGVFQTLAEAEGLAVEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTALRARQVKAADFAA
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADADRDELPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>TDX21629.1 hydroxypyruvate reductase [Rhodovulum visakhapatnamense]
MARILVTRPMPETVAEAVRSLGETEFRASTLPLSPDELRAALTGYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAAKAAGVAVTNTPGAVTDATADIGIMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGSATRHLIGAGVLAAMKPTAHLVNISRGEV
IDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRRRENVTLLPHLGTATQEVRTAMGLMAVENIRAHLGGRPLPNPVG
>TDX21630.1 tRNA-binding protein [Rhodovulum visakhapatnamense]
MTEISFDDFLKVDIRVGQITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPIGGRMF
>TDX21631.1 pyrroline-5-carboxylate reductase [Rhodovulum visakhapatnamense]
MQFDDLSARGLVLLGCGKMGSALLEGWLKRGLPAGAVWAIDPHPSDWLRARAAEGLHLNQPLPEAPALVLIAVKPQLMDE
ALPQVAGLADGQTLFVSIAAGKTLGYFADRLGAGAPVVRTIPNTPAAVGRGITALIGNAKVDEAGLALAESLLSAVGQTV
RLDDESQMDAVTAVSGSGPAYVFHLIETLARAGEAAGLPAAMAMTLAKATVAGAGQLAEEAAEDPAQLRVNVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGRELGA
>TDX21632.1 hypothetical protein EV657_13719 [Rhodovulum visakhapatnamense]
MRSSEDFLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSGFDETLRLICTFEMEPPPERLPAL
YEALNATNDMCWAGAFTFWRDQRLMVWRHGLMLSGGQTASPEQVDQLIHAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAFGRA
>TDX21633.1 hypothetical protein EV657_13720 [Rhodovulum visakhapatnamense]
MTLNGHKVFFQDHTLTVADLDLGVGGHLQAVNGRLNVSAAPVCSGGGARTTDESGQVWIAG
>TDX21634.1 hypothetical protein EV657_13721, partial [Rhodovulum visakhapatnamense]
LPPEERRAVRNRPIGPGQAQEARDHPGGLPEQRLDQHPDRQAEPDCRIREDRRASWTALTRRVPRHLLVPPDHRSPALAQ
SSPRHRVRTGWRRDGSTGGPGRRAAAGGFGLARPIRPTAGSRGVNPSRRAFCNNALTRPDQLRTGRDLYPLQPRSDERQR
CYDLPLVRCAAGQCPGRHNRYHGHLLEADGTRGAENRTSGRVGRRFHAGAIRHHTDLAPSPSGRFLRAGSGRGRPPPGQS
PQPGRRPDLGAVSRAIP
>TDX21655.1 hypothetical protein EV657_1361, partial [Rhodovulum visakhapatnamense]
METSLARDLMSDEEWAFFEGFILAVR
>TDX21656.1 hemolysin type calcium-binding protein [Rhodovulum visakhapatnamense]
MAFVNGTDGNDYIVPNYDGGPWYYADTVYLKAGNDYVDTSSGDDYIDAGSGNDTVNAGDGDDHIFGGDGNDHLKGGMGND
VIHGGEHDDTINGGQQDDMLYGDGGNDTFQHTGSDGWDCYFGGSGDDTILVEAVSSYSMWGQIKIQSLDSVEHITNEDTT
KDVDILVDGEIDFSNTEITGIRHILGQDANDTIIGSKENNSINGGAGNDILMGFEGSDVLTGGAGADQFVFMQDKSVDRV
MDFTDGEDMLVFSGATSLQLFDHNGSALLYMNNDTYVLLEGVDPSLIDGSDIFFI
>TDX21657.1 hypothetical protein EV657_1363 [Rhodovulum visakhapatnamense]
MTAHRSRLVDWASHLWRPDFKRFSGFGWIVRLVLALPLLALAIIALGAAVLAVVQFAGALVLTNRFASIEGQYEAIRNAG
LVLAALVGVPFLVWRSIVAQKQVDVAEQGLITDRLNKAVEGLGAEKTVKRRLTHPDGTTGIEETTEPNTERPHLGYRNMG
RRPIETVMSFVSQEG
>TDX21658.1 V8-like Glu-specific endopeptidase [Rhodovulum visakhapatnamense]
MRPPIRPRAALSLLLAAALGLAALPAAHAAGAQDRDRNRAEPLAEAQHRAWRAIGRVNVAGFDTGGFCTGTLIAPDRVLT
AAHCLYALRGSARAQPGQVHFLAGWYKGTYAAHRIARAVLSNPDFHPGKKPDSRSLRSDVAILVLETPITDIPPLPVAAP
DLVGPRVTVIGYRRDRLNALTKVTDCRVVVQSPGMAGLGCPVVQGTSGAPVLQREGSRWSVVGVVSASVSGAGEVHSVAA
RPSAAFLAGR
>TDX21659.1 protein translocase subunit yajC [Rhodovulum visakhapatnamense]
MFATPAFAQAAGGGAAGAFGSFIPLILIFAIMYFLLIRPQQKKAKEHKAMVDALRRGDQVITQGGLIGKVSKVKDDGEVE
VEIAENVKVRVVRQTIAQVLNRTEPAEKA
>TDX21660.1 preprotein translocase subunit SecD [Rhodovulum visakhapatnamense]
MLDFALWKRATVWGLVLLGLLFAAPNVFYSRVEGHNDALKAIETQGATPELIASRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALRAVRDQVGPIRRVEGAPGLLQVRLSEPEGMPAALEAVRALARPIVSLTGVGASDIE
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTTNPNEAPGASNVLLPSMDEQGTYYIIEKTPVVSGEDLTDAQPAFDQNGAPSVTFRFNPSGARKFGQYTAENVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFSVEESTNLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASIAAF
MLVLVFMWASYGLFGLFANVALVVNIGLIFGLLSLIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFAMGSGPVRGFAVTLAIGIVTSVFVAIYVTRLMIVMWMERRRPKTIVL
>TDX21661.1 protein translocase subunit secF [Rhodovulum visakhapatnamense]
MRLKLVPSDTSWDFFKFSHVSLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRDAISALDLGDVSI
TEVFDPSFGPDKNVAQIRIQAQGDAESVTPETIAALEQALTGIDPSITFPSVESVGPKVSGELVQSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLRFDLAIIAAILTIVGYSVNDTVVVFDRVRENLRKFKKMDLKDVLNL
SINETLSRTTMTSFTTILALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVASNILLMLGVKRDWSKDGDGGAGTQFAK
AEG
>TDX21662.1 uncharacterized protein EV657_1368 [Rhodovulum visakhapatnamense]
MKLTEMTIPEGLPIDGYGPGFFRIGGEVREGGALVALGRVERWAGPEDEAPLMALAGRVDILLIGTGPTLVPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALFPMPAPGA
>TDX21663.1 heme exporter protein A [Rhodovulum visakhapatnamense]
MELVVTDLACARGGVPVLEGVDFTLVAGQALMLRGPNGIGKTTLLRTLAGLQPPLAGSVSAPTESIAYAAHADGLKATLT
VTENLTFWARIFGQTDIAPAIEAFDLADLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVA
RHLDRGGAALIATHIDLGFEAGVLDVSAFRARPRRIDSFDEAFA
>TDX21664.1 heme exporter protein B [Rhodovulum visakhapatnamense]
MIALLQRDLKLAIRAGGGFGLGLAFFLIVVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGAVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPASGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLAAITLAATALLPFAAAAAIRINLR
>TDX21665.1 heme exporter protein C [Rhodovulum visakhapatnamense]
MSSLWEYANPQKFMRTSSVLLPVFAVAAAISLGVGLVWGFFLTPEAENFGSTVKIIYIHVPSAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALVTGAIWGEPMWGTYWVWDPRLTSFLILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFAVLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLLCIAGFVCLFVALVLLRTRTEIRARRIRAMIARE
RMA
>TDX21666.1 heme exporter protein D [Rhodovulum visakhapatnamense]
MMPDLGKYAVAVLSSYGITLGLLAGLVALSLWRGARVRRQLDEVEARRKPDV
>TDX21667.1 cytochrome c biogenesis protein CcmG/thiol:disulfide interchange protein DsbE [Rhodovulum visakhapatnamense]
MSEKRRISPLLLVPPVIFAGLAALFFIGMTRDDPNALPSMLVGKPAPALELTDLGEEAPFTAETLRDGQVKLVNFWASWC
APCREEHPDLKALAEAGVPIYGINYKDDPAKAQRFLDELGDPFAAIGADASGRTAIEWGVYGVPETFVLDGNGTVLLRHP
GPLTPKIVESTIRPTMEAAAQ
>TDX21668.1 STAS domain-containing protein [Rhodovulum visakhapatnamense]
MATSLIHGIDGIDLEIAEDLRVRLISDLSSKRAYRIDTAEWTRCDLSGVAVLLSAVKTASVLGATLEIDLPPDGLVETCM
RGCGLDPALLRRAGAMASAQV
>TDX21669.1 two-component system chemotaxis response regulator CheY [Rhodovulum visakhapatnamense]
MAKKVFIVDDSPSVRQMVKKTLAGAGYDVMEAGDGEEALSLLASVRPDAILTDQNMPRMDGLSFIRAYRGRPGGMGVPIV
FLSTETRDDLRQQAKAAGALGWMSKPFDQAQLLTVVKRMVGT
>TDX21670.1 two-component system chemotaxis sensor kinase CheA [Rhodovulum visakhapatnamense]
MTDDDDGAAVFLIEARELQSAIERNLLDLSEAPGDRALIDALFRDIHTLKGSGAMFGHVDLAHFLHGFETAFEALRAPGR
TASDALINVALRACDQITALLDDPAAARAGNASLIESLDAALGGGDAASGPHPASAQATPAVAPAEDGWRISFSLGPTAL
GLGVNVPALLGELKDLAPDAVRIACETGALPGLDALDPACPPFVWTVEIAADLDPARIDEVFLFLRDDLVLEVTSLAEAA
APESVAETPQQTVASAEPRPSELPPADVPAEPAPATASRQRERSTMRVATERLDEIMDRVGELVIAESRLHDLSMALQSP
ALMAVAEDIRRLTSGMRETTMSIRMLPIGNLFSRFRRLVHDLSDQLAKPIDFVTAGGETELDKTVIELLNDPLVHILRNA
ADHGIEDGGARAATGKPRQGTITLSATHAGAEVHIRIHDDGRGLDDGQLRAKAIERGLLPANSQVTGPELYRLIFEPGFS
TAPAVTELSGRGVGMDVVRSVVQGLRGQIDVDSEPGHGTTVTLRLPLTLAITDGLLVEVGGERYSIPVAAVEECVELPPD
LALGAGRSNFLNIRGDLVPFLRLADVFETPGLRPDFQKVVIVAGSHGRIGLVVDRIVANAQTVIKQLSCIHAGLKAFSGA
TILGDGTVALILDVGHLIALGTAIEDRARKRKGAA
>TDX21671.1 purine-binding chemotaxis protein CheW [Rhodovulum visakhapatnamense]
MQAVTLTLSDEIFAFPTRILHEILEPVPVTRVPRAGSFATGLINVRGTVVPLTDLRVAFGMTSRPPDEHTRMLVLDVPVA
GAETTVAVIADRVLDVTELDDAAVGEIPEVGMRWPPEFLSGIARTDQGFVIVPDLARIYAAALSEDSADFSFEKDPSSCV
>TDX21672.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MRLTIKLKLAGAFVLLIVMSALGIGITLSDMSALNSRLKDIVDNGAKRVELTLAVTAEALRAQMDVREYILAETQAQREA
VAQALTASRTVHERYVSDLQDLSTPEGRAALEDYGALYQELRGTSAKAMSLAEAGQKDAAYAVLSEEAPVIWSKMEANLT
SIRDRNNDMMLSAAADSAHRFELARRLAIGMIVGAVVIGSVLAILMLRSISSGLARANRLARAVAEGDLSQSARVTANDE
VGDLLKTLNLMCEKLRTVVGEVSTAARNVSTGAGQMSVTSEELSQGATEQASSTEEASASMEEIAATIQQNAENAAETER
MARKSASDARVSGVAVKEAVEAMQTIAEKIMVVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQSAAG
EISALSGSTVKAAREAGTMLESLVPDIERTSELVTQISRSTQEQATGAGQVNLAIQQLDKVTQENTSASEELSSTAEELA
SQAEQLQSAIGYFRLAEGGAAPRPAPARSKPRKDRRTAALGFDFNLDSEEDGLDAKFMRDWKKDSAA
>TDX21673.1 purine-binding chemotaxis protein CheW [Rhodovulum visakhapatnamense]
MSGIGQVVTLGVGDERFAVPVDRVQEILDRRRIARIPNAPAHVLGVIDVRGTGVSVVDLRVVLGLPAAEEDDATRIVVLW
LETGRRRAQVALRTDRVFEVAALDGDRVEDVPEAQLLNWDKRLISGIGRRQGEFVTLLDLDRLFDALPESRTADPLDA
>TDX21674.1 chemotaxis protein methyltransferase CheR [Rhodovulum visakhapatnamense]
MSILSPFRADEAEDPDGSARRGAPRRAGSGFARFAAFVEAEIGVRLSEKKRTMVDGRLRRRMSQLGISDLDSYFRHLFED
GALDEERTAIFDAVTTNKTDFFRESAHFDHLMDVAAPAAIARRSGTGQPVKVWSAAASTGPEAWSIAMCLASLADRDGAF
NWAILATDINTEVLAIARRAIYPESMLGPLRPEDRQRWLMQGHGDHRGSWRIVPELRRRVRFGQLNLMDLDFSIDTDIDV
VFLRNVLIYFSAEDQTRLIDHISCHLAVGGTLYLGHSESMVAHRSDLRQVGPATFVKAE
>TDX21675.1 two-component system chemotaxis response regulator CheB [Rhodovulum visakhapatnamense]
MARSKISDPIRVLLIDDSASIRIAFKKLIAEDPGLELIGAAPDPFVAVEMMRDRLPDVLLLDLQMPRMDGLTFLRKIMSQ
RPLPVVVISAFTKSGSEASFKALELGAAEVLAKPSVSTPDERREAAIRISDAIRAAVQSRQPRARSARVAGPIQVGERHT
ADVILPRIATAPGFSGPPVIAIGASTGGTEALKVVLEALPSGLPPIAVVQHMPQHFTRAFADRLNLTCRLHVKEAETGEV
LTPGVAVIAPGHRHLVLRRSGKLYRVELHDGPCVARHRPSVDVLFRSVAQAAGGGAVAAILTGMGDDGAQGMAELHQAGA
WTLAQDEASCVVYGMPRAAVELGAVDRVATLGDIAREITARVTREDRKAVP
>TDX21676.1 hypothetical protein EV657_13622 [Rhodovulum visakhapatnamense]
MTAHSRTFSQHGSRHTGGAEVHVLRREVEAAFLAAGRSLVSMDERIEVLTVPLGDLVNRAPTVLDAVGAYANRLQTSAGA
LDTDLLAGARNVTELRSMIEKLGATVTDIGRKLKTMKFVATNARIYVFSLSTRHMRLEAFAESARDLVGHSDAIVTDVAT
VTECISDCLAVLAHRDLPSLRREVAALLPQFAEVGQMVSAFRGERRNETAFGRPLASTMDRMKDEFGQLIVSLQAGDRAS
QRIDHAGQILDLANAPGGDPALAMLAQAQLAGAHADLAAETENILMGLRDGVARFEDIAGSSGAGSERHRLTLFEMLHDR
VRSAEARVDEIRHRRTVMLEASELLLSEMERLRKVLTDISSLAEDLRLVGTNAVLACGELGDDGDALREIATQLRHLAAG
AAGEFGTVWRSLAATDKRISSLVEGIRSRLATAIAEIETSGSQMAVELEDVFSAGKAVSQGTGQLLASLRETVPETCEDL
QSVLGRMGRIAESLRDAEAVAPQVDPDPELLRTAWDLYTMDAERVLHRDFCDRMRWTPPPDCAVAQVSSAEDVFF
>TDX21865.1 transferase family hexapeptide repeat protein [Rhodovulum visakhapatnamense]
MVRLWKRLCRPSAEDWTAYLKRHGGFHRLGDNCFIMPDSVFTDPYLTSIGNNVWIVGAWVACHDGSAVMAGNALGKKFDT
VAPVILHNDVFIGRGAIILPGVSIGPRAIVGAGAVVGKDVPPDTIVAGNPARKVRGFAEHAAKLSARTEGYPWKLLIESR
EGGYDPMIEPELRHMRVAYFFPED
>TDX21866.1 glucose-1-phosphate thymidylyltransferase [Rhodovulum visakhapatnamense]
MTSRKGIILAGGSGTRLYPITIGVSKQLLPVYDKPMIYYPLSVLMLAGIREIALITTPQDQDQFRRLMGDGSQWGLSFDY
IVQPSPDGLAQAYLLARDFLAGSPSAMVLGDNIFFGHGLPDILRRADAQANGGTVFGYRVADPERYGVLDLDGARVRRII
EKPADPPSNYAVTGLYFLDGTAPERAAHVRPSARGELEITELLEMYLADGTLTVEKMGRGYAWFDTGTHASLLDAGNFVR
TLTARQGLQTGSPEEIAFQKGWISKEDLLRAAAPLGKNAYGQYLQQVANET
>TDX21867.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum visakhapatnamense]
MRLLVFGRSGQVATELARHMPHGANLICFGREMADISVPGAIETALAKIEVDAVVNAAAYTAVDRAEEEEALATRVNGAA
PGAMARICAQRDIPFVHISTDYVFDGRGNTPWAPSDPVAPLGAYGRSKLAGEEAVTAAGGRHAILRTSWVFSAHGQNFVK
TMLRLAETRDRLTVVADQIGGPTPAAAIADAAFRLVQGLSRGGASGIYHFSGAPDTSWAGFAREIFAQARNPGGQAVEIE
DIPSSAYPTPARRPLNSRLDCRALERDYGISRPDWLVGLKDVLKELDT
>TDX21868.1 hypothetical protein EV657_1354 [Rhodovulum visakhapatnamense]
MHRGVFPPGTTDSAICCRFVLIVSKNPAMFRMFFDEFAQPGRFMFEAEGKRETAASPQNMAPSLDFSALRQTLGRFA
>TDX21869.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MMRIGFLSVHNPYDRNSFSGTPYYMLRALEAQSGLEVRVLGRHSPPPTRLGGRLITRLESAVSGARRKDIGCEDIDDRGL
HGIVAPVSSSLVAHLGDALTAPVLLLTDATPQFLREFYSKPIPPEADEAEARALSRAVRVIYSSDYMAARAQAEFPELAP
SRIHVIPFGVNLDGLPETPPEKPPLDRLELLFIGQDWVRKGGDIALATLDALRDSGVAAHLTVIGATVPEALADPDTTVL
GYLDKNDSTDAARLAEALSHAHVLILPTRADCTPMVVAEANAHGCPVLISDTGGIATLMDARGRNGRMLPPGADGAAYAT
ILRGMTTDPAAYRQLSKSSFEHCRTRLTWDVWARDIVTVLQDITKLEHIP
>TDX21870.1 dTDP-glucose 4,6-dehydratase [Rhodovulum visakhapatnamense]
MKILVTGGAGFIGSAVVRRAIADGHEVVNLDALTYAACLENVASVAGHPGYVFVQADIRDPAGLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWEGRGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGKPIPVYGAGENVRDWLYVEDHAAALLLVVQKGQV
GRSYNIGGENEARNIDLVRMICAILDEIKPADRPYSSLISFVADRPGHDLRYAIDPARIREELGWRPSVTLEEGLRRTVI
WYLENETWWRPLLDRQGVGVRLGTKR
>TDX21871.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum visakhapatnamense]
MNIIETSLPGVLILEPRRFGDARGFFEETWNRRTMAAAGLDHDFVQDNHSLSMQAGTLRGLHFQAPPYAQAKLVRCGRGV
LFDVAVDIRKGSPAYGQWVGVELSFENGRQLLIPEGFAHGFATRVPETEITYKCSAFYAPEADGGVHWDSCGIAWDLSGD
PVLSDKDRTAPRLEEFDSPFTWEAP
>TDX21872.1 O-antigen/teichoic acid export membrane protein [Rhodovulum visakhapatnamense]
MRSWIQAFFTGDSLKMRAMRGSMITFLGFGGTQVLRLAGNLVLTRLLVPEYFGLMTIVQVVTTAVQMFSDTGVHVSIMQS
KRGDDPLFLDTAWVVQILRGALLWVIVTALSGPAAAFYDQPELAALLPVASVGLLICGFRSTKMATAGRHLALGRVTLIE
LSTQAICLVILALLAFWLRSVWALLIGGLVGQALNTLASHLFLPGHANRFRLERAAFGEQFNFGKFIFLSSTLGFLLNQG
DRAILGKFVSMSELGIYNIGFFLATVPLMLTRQFGDRILIPLYREKPPSAGAENRVKIRKARLGLTGAMLVLSLFLAIAG
DWLIRLLYTEAYHEAGPILVLLALSGMPFIISNAYTGLYLAAGRSRDLTLQLSFTAAVQMIVLYTGVKAFGLLGAAIAPA
IVAMISYPVTVYFARRNKGWDPGLDGGLALAALLGAGAVMLWIHPEIVSRL
>TDX21873.1 GT2 family glycosyltransferase [Rhodovulum visakhapatnamense]
MSRAGSIGIVLIGRNEGQRLIRALAAIPPGVTRRVYVDSGSTDGSIEAAQAAGAEVICLDTAHPFTAARARNAGIQALMA
DGSVDLIQFIDGDCELQPGWIAAAQAFLEDHPETAVVCGRRRERHPDATLWNRLVDAEWDTPVGEARACGGDAMMRAAPL
IAAGGYNPDLIAGEEPELCIRLRAAGWKVWRLDAEMTLHDAAMTRFGQWWQRARRAGHAYAEGAAMHGFGPERHKLRETR
SAMVWGFALPLAALAGAVLISPWALALLLLYPLQVLRLIRKGHDPMRAIFLVLAKLPEVQGVLTYLWRRASGARGRLIEY
K
>TDX21874.1 hypothetical protein EV657_13510 [Rhodovulum visakhapatnamense]
MLLPPFVALYLWPVACIAFFRKYRLQTALCAALLGGYLLLPEKTSFNLPLLPQLDKQTVPAMTALVAVLLVAGASRNRWQ
TRPAPNVLRGLLPRHPAGLVLLGVLVAGSFLTVLTNGDSVRYGSAVLPGMRPYDGFAAVLAIFMSVLPMLLARKVLARPG
DHRLLLGALAIGGFAYSFLALIEVRMSPQLNIWIYGFFQHSFIQHYRGGGVWRPVVFLPHGLWLSIFFMATAIAACGLWR
LKAIPRKFFGIAGIWLLGTLILSTSLGAMMITAALLPVALLLRPRGQLVVASVIAAIFLTYPVLRSADQVPLDRVLNFAE
SINPDRAGSFRTRILNEDIMLAKALQRPVFGWGGWGRSRVIDSSEGNTAGPIADGYWTIVLGVGGWTRYIAEFGLLTAPI
FLLLLGWRRRRPGLETGIIAIILAGNLIDLIPNATITPVTWLLAGALWGRLEVGQDSLAEPAIAAGESARPGNRRASGDP
PEAPSHPVQETSPLSAYTRQTRRVRRGGNKET
>TDX21875.1 hypothetical protein EV657_13511 [Rhodovulum visakhapatnamense]
MNDIFARHTGGLESPAAELTPISPSDSSDLTHASRALNVATTGFVRVTTVRGTTATVFIAAGIAFPVRVTRVWATGTTAD
GIVALL
>TDX21876.1 hypothetical protein EV657_13514 [Rhodovulum visakhapatnamense]
MATRRSFLGITTGMAVALAVTQGSKTASGQTGPEGWGQAVAPGTSLSIEVRRSNHHVAPEGIWLKAVPSGFDVEPIDLAT
NDGDYDPSFGKISYTWTRHKVGEVYTPEAYSIPLRVPAAMNDKHLRTGRWVHFTADEPGDWVYTCVAIDESGHMNTASVT
LTTHDPEAYFTNATTIVVSNDPRETWAGAPTDVAANRVKNWDEAIARSGVIAQPVRILFKGGQSFVPSEIEVNWTFPGAL
FSKWGEGEAVLDGTLKLGRMRYDCDVTFQDLTHTAGYDLATDTNLGDSAVNTFDGRVEKMFVWHRVKFDGNSGAVAMLSP
VSTTQGETSSYIFTECKMSNWFKCPIFCQEQRASIGISGCDMKDTPGLAMMKNNWNDAGWAVRSSGRIINVTCSDFFCYR
GWFRNGAALSAQPAFRLGNDGALGLHAVLERNFCEGTFLTGSATSGVSPVVNILAERNIIVGIASNFTGMISVLSGGTFV
RNNHLVMPNAQPQQHDNRLWTTRYFHGSSVILGLAAVTPSAASIAAPIRIQRNTSIYLRDLTDSGTTLTTVHINNPPVFT
DMVISNNVTYGPNLADQSPVVADGPFDTFDWSSISAKLLYEGYWSEYESDLGLKDKPTHVLSYSDESPTGTIGSTSVRAI
YGATSGAAGYVVERTPDAASGTVSLSQVVGAFVSGETLKAAANARVTAITESGTRLSLSDKNGPAFPVGATVVGSSSGAT
ATVVADAGGYITVSNTVGAFTTADRIYAAGATTVATAAGASTAIPEDVTKKINIYAETGTPVAVGATITGVDSGATAKVI
RRSGTVLLLQELSGTLYSLEVVSFSGGTGVINDTNESFLPCQFIPRTVTPSHEISYTGASGTFEEGETLTGGTSGATAML
TYHQSTQSKMMLWKVTGAFRNGETITGKSSGAQAKANGPSRRHGADFLYVPTGDFTGGGVVGQMQERVAWAPPGKRGAFA
YN
>TDX21877.1 peptidoglycan/LPS O-acetylase OafA/YrhL [Rhodovulum visakhapatnamense]
MVHSAADHSYQEYLNTHHFGSLDGLRFICIAAVIWHHGLLWQHLIGFSPIFGRGYTGVDFFFVLSGFLITTLLLRERSKK
GQFDLRGFYWRRVLRIVPVYFLVVTVAGVLAALRASETAELLPFYYLFLSNFLTEHIPLLTVTWSLSMEEQYYLVWPVLL
MLLPARWAIPVLVGFVAVNLAAVLGALAPLGIHPAWAGPLRFAMPASTYAPLLMGSLAAILLHQPHWFDRISPLLAPRIM
PWLLFTALAAVLANWPEGLAGWPNLLMHALMTLILMSLVVREDNGMHRILCFAPIARVGQISYGIYLYHLFALSAVVKIL
RPVGLENQIAIMIIYPALAVFVAEISFRTYERWFLGLRHKGLGRV
>TDX21878.1 transposase InsO family protein [Rhodovulum visakhapatnamense]
MIMNEKKLYRIYREEGLSVCRRRGRKRARGSRTPMPVPLQPNQRWSLDFLSDTFGACRKYRILAVNDDCCRKNLALIADT
SISGARVARELDALVRVYGKPACIVSDNGTEFTSKAILKWANENGVEWHYIDPGKPQQNGYIESIQHAMRVIGDWIAFYN
HRRPHQALAMRTPAEAFRLAA
>TDX21879.1 integrase-like protein [Rhodovulum visakhapatnamense]
MPPSLPSIPRIDGFTLRPPNLVWSMDFMVDRLADGRQFRLLNVLDDFNREGLGIEVDFSLPAERVVRSLKQIIEWRGKPL
AIRVDNGPEYVSSTLMTWAEQQGIALTYIQPGKPQQNAYVERYNRMVRHEWLDLYIFDTIEEVQQIATEWLWTYNNERPN
MGIGGVTPAMKLKMAA
>TDX21880.1 hypothetical protein EV657_13518 [Rhodovulum visakhapatnamense]
MLFFNAFAGDETRAERIVSAAMAKDPDVIVFAESRAVGPALAQLKDRYEVLPGCSPESCEVLVAVKRKPVRFWTLQLNPV
FEARYAFAELETPSGKRVALAASQSVKPWFTGGAEAEREKIAAQYRWITGPVVAVGDFNAPPWSRPMRLLLHKTGMRGLR
RPVATWPAGLGRFGLPIDQILVRGGARVVHAER
>TDX21881.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MTIPFEPSGLPERTRTADGAANPVLPRIAYFTGQYPQVSLTFILREIEALRTMGAEVLSCSARQTPPNLHPGPAEREAAA
TTFYVLKALRNPLTLVAALSWLATRPRRCARGLRLAWATRAPGLKGAVYQLIYFLEALVLGRHLERHAVGHLHNHFVSGS
ATVSMLVSDLTGIPCSFTLHGPADLLEPSRWRLDEKVARARFVAAISHYARSQTMLNSDPAHWDRIRIVHCGVAPGRYEG
PDPRREDDEIRLLFVGRLAPVKGLRVLFEALQTIGGDLPGLRLTLAGDGPDRAGLEAAVAGLGGRVRFTGYLSQEAVAAE
MKQTDIVVLPSFAEGVPVVLMEAMASRRPVIATQVAGVGELVEHGRSGLIVPPGDAAGLAAAIRRLARDPALRAAMGEAG
RKRVLAEFDIATEAARMARLIAEGPGQDLRPAPLGTQTARQWLGRRVPRTGKGS
>TDX21899.1 DDE family transposase, partial [Rhodovulum visakhapatnamense]
YKRRNRIEIMFGRLKDWRRIATRYDRCAKTFLSAIALAATVIFWL
>TDX21900.1 transposase [Rhodovulum visakhapatnamense]
MIAFPAGVRVWIAGGVTDMRRGMNTLALTVQQGLGRDPHAGEIFCFRGRKGDLVKLLWHDGVGMSLYTKRLEAGKFIWPT
SGSGEAVQISAAQLGYLLEGIDWRNPRWTQRPAKAG
>TDX21901.1 transposase [Rhodovulum visakhapatnamense]
MSDAASEIARLRAALAASEARAEAAESELAQTRAVVSTSEAMIKHLRLEIAKLRREQYGHSSERRARLIDQMELQLEELE
AAATEDEIAAEKVAKTSIVAGFERRRPARKPFPEHLPRERVVIAAPTACSCCGSDRIVKMGEDVTETLEVIPRQWKVIQT
VREKFTCRQCEKISQSPAPFHPTPRGWAGPNLLAMVLFEKFGQHQPLNRQAERYAKEGIQISLSTLADQVGACAAALAPI
HALVRAHVLDAERLHGDDTTVPLLAKGGTQTARLWTYVRDDRPFGGDSPPAALFHFSRDRGMANPNRHLVGWQGILQADA
YGGYNDLYRADRDPGPVESALCWSHARRKFFELADIKGNARKGKPAHDISPVALEAVARIDAIFDIERGINGLTAADRQV
ARHQLSRPLVEELHGWLRAERDRLSKHNPVAKAIDYMFKAERWPAFTRFLDEGRICLTNNAAERALRGIALGRKSWLFAG
SERGGDRAAFMYSLIVTAKMNDVDPQAWLADILARLPGTTASRVPDLLPWNWSRTPQRMAA
>TDX21902.1 pRiA4b ORF-3-like protein [Rhodovulum visakhapatnamense]
MTLIARLRIILNDVDPQPMRHIEVPLKIRLDRLHEVIQAAMGWTDTHLYEFRVGDAGWGMSDPDGFYDGPMDAKKMTLEK
LLDQTGTRTIQYIYDFGDDWDHSIRIERVNEAAPGMTYPRLLKAAGACPPEDVGGAWGYEEFLEALADPDHEQHVDMVHW
SGGHFDAEDAGIDSIIERFDRLAKKWAPRPRKPKSTI
>TDX21903.1 hypothetical protein EV657_1345 [Rhodovulum visakhapatnamense]
MFEETQRFLRSLDGGGQVPVLIEDDEEGYFDRECPSDECLFQFKMLSEDWHKAKEAERLHCPACGHTDHSDRWWTQQQVE
HMHAAAVAQIQGGLNRALKTDAARFNRSRPRGGFISMTMKVDSRPQHVMLPPAATDPMALKITCPSCACRYGVIGAAYFC
PACGHSAAEQVFEQTIAGIKATLKALDQVRAAMPDRDTAEITVRVVIENGLQNAVTAFQRVVEALFVELPAPPKTRRNAF
QNLAEGSTLWQQTTGQGYDAHLDAPSLDQLARAFQQRHLLAHRQGLVDEEYIAKSGDTRYRPGQRLVLRAEGVTEAVELV
ERLVAGLRHDASIARSRQGPSP
>TDX21904.1 hypothetical protein EV657_1346 [Rhodovulum visakhapatnamense]
MTILPRLTAEPIMRILCKKTDTLVGYLYQWNNGDLQPAWLNDAMPDVRYEPMVEAA
>TDX21905.1 hypothetical protein EV657_1347 [Rhodovulum visakhapatnamense]
MSSPTRTRHSPATRKIDIRVNALERQEEALIDCGVDPAHVIRAALRRAVKNWELGSEFVPPSEEQRTRITEWRARTSLAV
DAPALTTLLRAHDPLDVLSKWALVRGQIEPRVWAEIDILLDEIAVRAAAQNAEKDTPETCL
>TDX21906.1 chromosome partitioning protein [Rhodovulum visakhapatnamense]
MPNDNLMVIAAMARKGGSGKTTLSRALISAAVAAGRRVLLIDTDSTGVLGTWHKRAEAAGLGSPLLRSATVESVGAVDRR
IEQVYAADSADFIFIDTAGVGAEWSDGIAVLADHIVTPVMLSTSDLDVGAQTADWFEKLRARVDDPDSLPRHHVVLNMVD
TKTTRADAALIEAAIARFPVVETVMMRRNVYKEMDEKGLLHAVALQKQADPNPLMRPHVRHVVEALEEATDILNNILAA
>TDX21907.1 mobilization protein MobC [Rhodovulum visakhapatnamense]
MGHSRRLTDQERRQIVRERAKGVSVSAISAALKVSPKTVYNVLSRGRSAVSANDSRTRVLTMRVTERDLRGFDAALARRG
IAHRSDAMRCLMLAADDLLRPDEGMTDELKGMSAALNRVGNNVNQVARRLNEAKLKGERLPYTPASHAEIRDLAVLVFDM
ADQIQEMFRARRRDLDLEVTKALAGLAQQEAEQVAEHGEE
>TDX21908.1 type IV secretion system T-DNA border endonuclease VirD2 [Rhodovulum visakhapatnamense]
MARSEARGVGPALFDRDWSRVSGSWQGLSKKAQMVRAARGYSPAIFKPISKGGCHTGAQLKAQLTYLTTKSSHILDSRGT
HDGKKALTAAEIDRVVRRFENQWGERHSPKLGHTSHLLMAFPVGTSGEEVRAITESVCERFFQGEGSQFDYIAAIHQDRA
HPHAHIVLNRRSKDGEMFFLGKDHHFNYDAFRVAMVEAAQVHGIRLEATRRLDRGVTTYRAEIDEVYKARDEGRPPVERQ
RTGADLAAALETVARNALTYRGLALEASRSNFDDVAEALERASTILASGGQIQSDGAIYMSQDETACDTLITEFSQNIRQ
IEAAIDRAPAAERPEIERKLTDVLASVAHLNPLGDRSAALLDAPSRDGVYARANMREDQMARLDEDAVKARLGEALQGTG
IDPEAVAARMREGADNAALERQWLAQDLRAIAKAGDLDLEKGEDREEALDRLEAVHVRLGDTLTDARILRAVDDVDQTED
DPVALAQRVTLPERERAAGEPDIFAASERRDFQELVAQFRRTDFDHPFSDDPSVRRAGAIEVEEARAAFNAFAQRSPDHA
ELASMAWDKITDSRKPQEFAVEERDRKLHAGDMDLALRDPMQHLGPITEDDRTFARYRAEMPDEEFGAAVQEEINRLRAM
GASRAYISERSFDIEDKARQDYAERRFMAETAPDVMTFLQRAEDVKPLSETDGQRLVAQIDRNLTPNAVTALRAGHADVL
ENFTEHPLRQLELAKAYLESSEVTAHGPAMERVLDALAEEQIEAQRARHAATHGEKGITHG
>TDX21909.1 type IV secretion system protein VirD4 [Rhodovulum visakhapatnamense]
MDKGKIAGGILSLTLVGLAIGYVVATGYLILRYGLSTERIDFTLLAREYRGLGTTAPKDFLWVNLILGGFGIAALMLSVT
LLGDALTRFGTTHWQTKAEMKRNGFFAKPGGGFLLGKLGRPKSKRPFLVSKTFPHALIVAPTGRGKGVGFVIPNLLTYKG
SAVVLDVKGENFRETSRFRASMGDKVFRFAPTDWDRPTHRYNPLARIAAMTNPDRQQMELKLTAKLFLQTDNEKLSGLLA
GGIDLFVAAGLLAFERGVPTIGEIYRITASGGDKQKEYLKRAHEVKNTSAKLIFERMASTNNDTLTSYLSLLMTSGLDTW
DNRAIDAATATSDFSFRDIRRRPHAIYLVVESEMIRPLAPLIRLFFSDLIASLQAQEPGDDEPWPVMIMLDEFDRLGKMP
IVAESIKTLRSFGGNLAIVTQTIPALDEIYGENTRRSLQGGAGVKLYLTPSEQKTIEELSQAVGKTTKRVITRSRAVGRN
PFEGRSVSERTEDTPLLTEDQARRMDLDEVILVIDAQMPIQARRIKYFEDPALKVLHAGQAGSFPYPDEDGLRRDRQMTE
TRETVEKLKLELQAVRAAAGAQGSEGDALPKAAQSPLQKLRELKPAPSGRARGRAARASAGGGGSGKLSFDVAALGLMEA
DMTELATAVQTTRAIIAEYT
>TDX21910.1 subtilase family protein [Rhodovulum visakhapatnamense]
MAERDSIQRPVQVFLDTRRFIHPPAPGTRGPSRDFFQGDNEGFRRHKAKMREQLRASSLRLREQHSALGFVLVQMREDAL
AKSYRPIDKLFCERNRFALVGGRGIGEMFFQATPDALDALDTLIAERAEDVPQERENPRTGEFEERVSGYRSELGAIASI
GLLEAPDRLDFSASEAVEALEKEGAIGGYLVELFRPDPAVSGDAVRAQMEALKNRLASVGSLFVRPVAGLRERRPTGLAL
SIDLLSAGTPNDIVLLAPDGSTEATERPAGRAVASAPRDRSIRRHQLLLEQLAEEPLVRRIALPMEIAPAPADASESGVA
IDLPAPLADRDYPVVGVIDGGVSALDALDPWCAGVAGPLLPGDSDHEHGTFIAGLVAAGSALNPGFADRLEREPCRYFDL
AIMPRKSLLGQYYGTPDEFFDQLEELVTHAKVEAGTRIFNFSLGSPNARTRHSYSTFAARLDEIARLHDVIFVVSAGNLD
GAERRPEWPAETDKALEMLAQRGARNDGITAPAEHMFGLSVGAVNPPGLTAAVDGLPTAYTRRGPGAGGARKPELVHYGG
AAQRTGNDTGLASLDADGSVVRKSGTSFAAPLVAATVAALDHRLGGQVSRELLMALPVHRSTRHPAMMKKPLRPIAREFV
GFGVPGDSEACLADDPHCITLVFTDVLPAKRELSFVFTWPSSLTGPDGKCRGAVDITLAYSPVVDAAFDAECQRVQLAAT
LHQLNETITDEGEIIPNHTSQLKHYDNELPQNLDYTEKYLLESGLKWTPIKRYFREMRGVGNRSDWRLSLSALTRAGAVI
PDEGIGFALLMTISDPKGVAPVYDEVRAEVLRRGLRLADITTQARIRV
>TDX21911.1 ATPase family protein associated with various cellular activities (AAA) [Rhodovulum visakhapatnamense]
MLTPRTVPSDCTFMSSRNHHDILGSQRGADVAQRDVGVLTGNTGTDRQHHVEDRCITEAKIASCVPNHEYCGRISDMDHF
EIILSLSRAAASGDSNRARYQIERLRDSLRESEPRQAEKLSRLLSREVRKQSFAPMSLERMRAGSAQALPGEVLSRNTPL
PHDKETGTPLVRVVQPDEAADAEPVFNEALKSAVTDLIEEWSRVKELAALGVQPNLRCLLYGAPGVGKTMLARYIGAQLG
LPLVEARLDGLVSSFLGTTARNIGALFDFANRYRCILFLDEFDAVAKARDDAQEVGEIKRVVNTLLQSLDARGDRGFTLA
ATNHEHLLDPAVWRRFDGRIEIALPDETARRVLLERFVRPIELTREEIDMLVWLTEGMSGADLETLVAGGKRFLVLHLPK
GNSSRAGRGQSMLAGLRRQATLNGHLFGGIRKALLLGPEEDLAAAFVEQAGLTQNAAGAIVGVSQSTVSRRLRERSQSAR
VTSSGTEAVSDG
>TDX21912.1 JAB domain-containing protein similar to deubiquitination enzymes [Rhodovulum visakhapatnamense]
MDVELTLQEAHQAELKHLLHREDGTEAAAYVLYGVNQIGVDPWSRQGRLRLTSFEIISIPPDDAVSASERHITWRTDSYV
SLCRRAAEEGLLPGIVHSHPGGFPDFSTQDDQNERELFRLARNRNGDEARLLSLLLIGKDRLRARLWVDEKTPIEIGTIR
SVGTQLIYTTVGAATPEAAFDRQARAFGAGLNSILRGLRVGVVGCGGTGSATAMLLARLGVGQIALFDEDIVEVTNLNRL
HGARRADADAMRPKVEVVAREISELGLGVRVRAYQRWVEDPSVRDALKACDVIFGCTDDHGGRLFLNRFAHFYLVPVIDM
GLAIEPSPEGGLRDMSARVTVLTPGAPCLMCRGVVDAQAAGEEALRRNAPAEYERQKREAYVRGGGNPAPAVVTFTTETA
SIAVNELLQGLVDYRGEGRWAWQRVRRLDRGEERRQGAKQRSDCPICVDTHYWGRADVEPFLDRIS
>TDX21913.1 E2/UBC family protein E [Rhodovulum visakhapatnamense]
MSLLPSADRRYLAGRGLAYREVTDGAQQGVILTGFRLPSAKYQVDAASILILLPSGYPDVAPDMFYALPWLQLVPDQRYP
KAADQPVQFEGQRWQRWSRHNTSWRPGVDGLSTMLKRVEQALEEAA
>TDX21914.1 multiubiquitin [Rhodovulum visakhapatnamense]
MTTGTTDIEDVAASLAAGSKHRAHGPYRMEVGDAELAFRPVRIDDPVPTGRQILDAAGIRQVEEHLLFLVLSNGELEELR
LDETTDLRGGGVERFLIFASAESYRIELDRKVFEWGACAISGRVLKRLAGVDPATYGVWLEVRGGEDQPVGDSELVRLDG
KGLERFFTGITQTTEGAA
>TDX21915.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MTTTSDNPSDIFKERLRTAREELRKLSQAELARETGLPPSSVAHFEAGTRKPSFDNLRKLANALNVTTDYLLGRSEDPAG
AAEADPIYRDVHKLTDKNRKMAADFMRFLAQQDEKERGEDE
>TDX21916.1 uncharacterized protein DUF955 [Rhodovulum visakhapatnamense]
MIRNPDLQQRKLVRLAEHVLRDKGLLHLPVNLEALASACRIPLQAMDADEEGVSGMLLRVGNAFGIRYATHIPSVGFQRF
SIAHEFGHYFAEGHLDHIQFEAGIHSSRAGFVSPDPYEREADYFASGLLMPSSLVRTLLKRAPEGLQSIEMLGRAAEAST
LAAAIRYISETEDAAAIIVSRNGHVDYCFKSEALKQLKGQTWLRKGAALPEGTLTAAIARQPAAERRRLRDEADSDILDW
FGGARAVPATEQVVDLGRYERVLTVLSCAQLVDDTYRDEDELDESDEAMEERWTPRFRRR
>TDX21917.1 type IV secretion system protein VirB6 [Rhodovulum visakhapatnamense]
MSIVSWMVGTADGFLADAAESQFGAVASNTGTIVLLMVTLSLIGVCINMAFQFRSMDGASFFWYLIKLTLIGLFAFNWAN
FNAVANAVIGGLDYVAGALISSVGGGGAGATYFAGEFDRLITEFSQYLNAIGNNLNWMTGAILGGIGLVMLSLLGFMTGI
VLIFAKMMLTLMLGLAPIMIALSLFDATKDFFHRWVSTTISYAFYPIAIAAMFSTVVGMANSLLAQLGDPNSATNIGSLV
PFFVMVFLAKGFVAATPLIVRGISGNLMVAAAPAVVAGSAGIMRGILNTDGVKGRARIGALTTGEAIGRGAVQAPTAVRS
AAVTASAQVVRMAERAKRLGS
>TDX21918.1 hypothetical protein EV657_13420 [Rhodovulum visakhapatnamense]
MRKITLAAAVTLMAAPLAAQTSPQVTNDLTVTITPQQYRICNDRPARPTWMDEIHPREAYKALTLMRLYELRSWEAIKET
GDCGCDVRFPSWDAASAEYEERFATSTQAEHTQAQLALRNEQNQIARDVQDICEAQGNW
>TDX21919.1 type IV secretion system protein VirB11 [Rhodovulum visakhapatnamense]
MAASYLEASLDRLGAPVQRDDTIEICINPDGQVWGEFQGDHFMRGLGTPLTQTEIKDLGNQIASAASTTLSPKKPIVSVS
ILYRDRPIRAQVIQPPAVEGGFSISLRFFSSLPLEAIKLGFLYGKERSLEGLRRERNAALRDVVASGDIDAALRFCVENK
LNMIVSGGTSTGKTVAARKILSLIPPEERIITIEEAAELRPEQPNAVTLIADRDADARSADVLLASTLRMRPDRIVLGEV
RGREAMTFLEAINTGHGGSLTTLHAETPQLAVRRLAIAALKTDVPMTYADMVDYIEGSIDVIIQAGRHDGARGITEFFLP
GQAKHPDQNTVGTGGTHRPAVVAE
>TDX21920.1 hypothetical protein EV657_13422, partial [Rhodovulum visakhapatnamense]
AVMRKLVILANALVRDDRIWAEARA
>TDX22146.1 hypothetical protein EV657_1331 [Rhodovulum visakhapatnamense]
MRRFAILLAAGLLRAASVQAQMWMPLTGTGGEFDGAVVCEDHPWGESSCILLGCRAGQPIDLYVVSRTLTRSGLTDAMLT
VDGRVISVAAFQRQEGHDDLFFAGATRQSIEAIAEPLRRGSRFALDFEGGAAGLTLQGSLRGSSRAIDHALSVCPMPLPA
PVADPAGDALAQVQRDCAEIGGTVTPEQPMARPVDIDGVAPMDLAVDFGAVRCSSASSLYCGSGGCSQQIYLGVAGGGYR
PIYGDTMYGFEVPSPGVLRVDVHGSACGRVGASGACRLTFRVDPDGVTLLSKE
>TDX22147.1 putative spermidine/putrescine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTGTSDGFVVFDRVQKSYDGETLVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGKPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRSDREAKVQRALEMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFNDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKEIDGTALVELDDGEVIDAMPVNVSRPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLRPGEHIEIGWLPEDCRALDAP
>TDX22148.1 putative spermidine/putrescine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQTSQQKAYSEPYAEMTGTGFTWDESSNEAVAKLRAM
NEAGNVTWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPGADGTPASEDFGDSVINDCFVPQIVFSTTFGYRTDVAAWNGK
EPENLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVTKDELYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWIIPADLPEDRLNRVMHFLHFATDTQRLADQAKYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPENQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>TDX22149.1 uncharacterized protein (DUF1330 family) [Rhodovulum visakhapatnamense]
MPKGYIIAHITVTDPEAYREYVDRDTPILESFGGRFIVRGGASEAPEGPMKDRHVVIEFPDFETAKRAFHSPEYQEVARI
RHATAFSDIVLVEGVA
>TDX22150.1 putative spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MTETATDPTGPVLAADGLPLKRSLRRALRAQKLRALMLIAPLLIFILVTFIAPIADMLFRSVENEIVADTLPRTARAIQD
YDPDLGGMPSDKVLAAFTYDLVAADERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGETYRDQFAAVDPAWEEPATWI
ALMADPDWVAEYRAWTAAGDAAKAARRDFAQAQPLFRLRDGVEDILPETASAYAEFARIVQVEDGDDPAAEGPWAPVYLA
LYRDLLHVGPGAIAQLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADKDWADPGVWGTIKAFSPAYTPGYFLNAVDLQLT
PGGVAAQPEDRQIYIMLFERTLFMSLMIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQQQ
GVINDVLVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPTYVRAAKSLGATNWTAFWRVYFPQSVP
GIGAGCILVFILAIGYYITPELVGGTNGTFISNRIAYHISSSLNWGLAAALGSILLAVVLILYWAYDKLVGIDNVSLG
>TDX22151.1 putative spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MSQMDLPPYATAGQRIWHYAFYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQEFFTSNSWQH
ALWNSVKIAPAATLLAVGLGTLAAVGLSQEHVPFRRAIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAAL
GIPFVIITVTATLVGFDKSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQM
FTGLREQISPTILAVATILVVISIGLLTAVEILRRRSEKMRGMSPG
>TDX22152.1 protein required for attachment to host cells [Rhodovulum visakhapatnamense]
MKPFKTLVLVANEREARLLVNLGPGKGLREVSHFQKAREIEYADGRGRDQGGPAAGRHALEPATSARQLSRESFAMHVLS
VAAEAWVRGDYDRFVMTAPPQMLGELRNRIEGPLERALAVDLNKDIVGVAATDLPRHFEEVIVF
>TDX22153.1 uncharacterized protein DUF4389 [Rhodovulum visakhapatnamense]
MTDTNSTLNDGARASGAQGKGYRPALIRGGWMLVMLALFYAAHTVLIIAAVLQFGWILFAKEENERIAEFGDKLANWMAI
AARYLTVASEAKPFPWTDWR
>TDX22154.1 oligoendopeptidase F [Rhodovulum visakhapatnamense]
MRIAPPAPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMDWLEQECTAFAADYEGKLAGLDAAGMLACVERYEAI
DRVAGRIMSFAGLRYYQNTMDAGRAKFLSDCQDRITAATTPLVFFSLEFNRIGDSAYEAVITADPALARYKPVFDRMRAM
RPYQLSDELEKFLHDQSVVGASAWNKLFDETVAGLGFEVGDEALGIEGTLNLLTDPDRDRREAAARALAEVFGANIKLFA
RVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLPIE
EPKTVGWNAAKTTVMEAYAEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLAHE
LGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKLHA
ARRGGELTPEDINEIWMSVQGESLGPVFEFMPGYETFWAYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGPGFQDKYL
DMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGFIDELEAMED
>TDX22155.1 DNA ligase-1 [Rhodovulum visakhapatnamense]
MNRFAALYTALDRTTRTNAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTAARLREWAAERAGLPLWLFEDCYPVVG
DLAETIALVLPPPGQDSDLSLSARMADILAMAAMDEPARKTAILDAWDSLGGTERFLYTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWRALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPVDWIAEYKWDGIRGQLIARG
GTHFLWSRGEDLITDRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAVLQTRIGRKTVSKRLLAEAPAAFVAYDLLED
GGADLRSRPLAERRARLEQIIAGVPPGGPLRLSPVLPFDDWQDLARTRGAARMAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGEALVPVTKAYSGLTDAEFGEITAWVRRNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMARWRRDKPAAEANTLDDLKALLEAPDPDAGPEGQPGA
>TDX22156.1 putative mRNA 3-end processing factor [Rhodovulum visakhapatnamense]
MRRRRTECNRPGPGPRYSRVMSVLTVTGQGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRRYLATDTAAPVMRHRL
GAIALDTIRYAETRRIGAASVSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVPCHTFISECTFGLPVF
RWRPQAQVMAEIRDWWAENAARGRASLLGAYALGKAQRLLVGLGDGAGPGPILTHGAIEATCRVMRAQGIALPDTVPVTP
ETDPRAHPGALVLAPPSALGSAWARRFGQASTGLASGWMALRGVRRRRAADRGFVLSDHADWDGLNAAIRATGAERVLVT
HGYTGPFRRWLAEQGYDAGIVATAWEGETTEGDAE
>TDX22157.1 D-3-phosphoglycerate dehydrogenase [Rhodovulum visakhapatnamense]
MADVHVTEPIHPDALALLAAAGLSVSCGWEDSDPAAGLAAARAWILRTFVVSPAMIAGAAALQAICKHGVGTDNIPVAEA
ERRGIPVFNTPGANANAVAEHTMMLLLALARQAVAMDRVARTGFQGVERLAPVELSGRRMLIAGFGPIGQRVAHLARAFG
IEVTLWHRRLSEQEAGVPVLRDLRAALPAAQILSLHLPLNEGTRGLIGAAELAALPEGAILINTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPARPTDPLFALPNALVSPHAAARGDQSFRRMGMMAAEAAIRALGA
>TDX22158.1 SSU ribosomal protein S4P [Rhodovulum visakhapatnamense]
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVVEVREKSKQMAALLEATQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVLMEPHLVIEFYAQN
>TDX22159.1 uncharacterized protein (TIGR00645 family) [Rhodovulum visakhapatnamense]
MAEKPSVEQAFERGLFASRWLMAPMYLGLVVSLAMLVVVFMREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGAHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAIYGDTELFWLVLIHMVFVL
SGVLLAAMDWLSARAGKH
>TDX22160.1 histidinol phosphate aminotransferase [Rhodovulum visakhapatnamense]
MTRIPPQPGILEIALYQGGQSKIEGMSDVVKLSSNENPFGTSEKTKTAFSRCVHSLHRYPSTDHAELRAAIGEEHDLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAENLPERVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVARCRAENTRLAAWLAGALTEAGVPTDPTFANFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>TDX22161.1 prephenate dehydrogenase [Rhodovulum visakhapatnamense]
MSSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAIAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ERLRRLWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDSEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTDAPDFGRGTKART
>TDX22162.1 hypothetical protein EV657_13317 [Rhodovulum visakhapatnamense]
MRRAGLGLALVLIAGTGSAATLDSVLRPKPRPAATQAATRADAATVAMAEGPAALGRTLAPARPQPRPEGDAELPLAGTE
PDPAPGFALRPHARPTVAGAPARVREVTADMTLGRSARPEPRPRTPYQVASLSAAGIRTQPSAILTPRGGVVCGDPAITG
QMIAPIPGRIAGCGVDRPVRVTAVDGVALSQAATIDCDTARALRVWVSDGIKPAVGRLGGGVASLKVFAHYACRPRNNQK
GAKVSEHGRGHAVDIGAVTLRNGVSMTVARGWNDAAQGKILRRIHRAACGPFGTVLGPGSDGFHKDHIHVDTARYRSGSY
CR
>TDX22163.1 hypothetical protein EV657_13318 [Rhodovulum visakhapatnamense]
MRFLLSLAVLAALAWSGYWALAARGIERGLAGWLDARRAEGWAADAGRISVTGFPARFDTRLAPLDLADPATGLAWSLPW
FGFSAHSHRPQRVTVRWPETQRIATPTERIEVTAEAMTGALAFRPGLALELVSAQLSIGAFGLVSDAGWRASMDGAEIET
AALDERPGAQRLRLSASGMRPPEKLVATLDPAGLLPPVFQQVAIEAVAVFDAPWDRHAVEDRRPQLRQVEIGRLDAQWGD
LALQAAGRFDVDAEGQPSGSLTLRATNWREMIALARGSGRLSAPLADRLEEALGLLAGLSGRPGMLDVPLRLALGQVWLG
PVPLGPAPNLRLR
>TDX22164.1 cation transport protein ChaC [Rhodovulum visakhapatnamense]
MQDGLWVFGYGSLLWKPGFEVAERRLARLDGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCHGVALRAAPGSEEATL
AALRERELISSAYFEVELEVTPEAGPDGTVPAALRVVAYVIDPDHVQYCGGLPLDEQARIIARAKGGMGPNDEYLFNTVA
HLAELGLADPDLDWLAQRVRALQTD
>TDX22165.1 hypothetical protein EV657_13320 [Rhodovulum visakhapatnamense]
MDKTPREAEPQFSRPLRQVVLMTSSCVLFATGAYLAYPQVAPVFMASPYLNGAIFFVFLIGVATCFLQVIQLGASVRWIE
DFANGVPGHNLTRAPRLLAPLAALLRKRRDKRMQINTGSARTILDSVASRIEEQRDITRYLTNLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMTGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEEWLSSIT
RLGFSTGETEGEVSAEVGLLAATLDQLAEQMEGLHTLFAESEGERVALESRVGTLAEAVNTLGAAMERQLDDTRAVTEAL
SRVADAQGRATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRVLSRLAPGDERWG
>TDX22166.1 chemotaxis protein MotB [Rhodovulum visakhapatnamense]
MALTRRGGGRFQATIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQKSELTELNAELSALADALGMERQRASGLE
EQVGELGAALSTARTDAEAKAALIAALRDRVSTGEADLAAARTRIEDVEARMARLLTERDAALARGDALAGEVAELEGTR
DRLEAALASTRQEVDAQTEAARLAAARREALEALIADLHARNAETEAARAALADKVESTEAALSQAEKDRLAEAAAAAAL
RDRLAGSEDELTAMSLALEEARKRAEDTLTLLAAAEKARDQAAARAEGALTEADRRAALLAVANETLDKEEAKSAESQRQ
VELLNRQMAALRGQLGELQGLLDAAEDRDAAAQIQIETLGRKLNAALARAASEQRARAELEEAARRKAEEEAARLAAEKK
TLEGYRSEFFGRMRTLLAGREGVRIVGDRFVFSSEVLFETGKADLSDDGESQIANVVSILREVAGEIPPDIDWILRVDGH
TDDVPLAKGADFADNWELSQARALSVVRYMTEDLGFPPDRLAAAGFGQYQPVARGNSPEARAQNRRIELKLTER
>TDX22167.1 SSU ribosomal protein S6P modification protein [Rhodovulum visakhapatnamense]
MTEHTEPALPGFRLGWEEWISLPELGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSATI
VDRREVTSSNGDSEWRYVIAAEIVVGERRWPIELTLTHRGGMAYRMLLGRQALGEDVLVSPVDSFCQPRLSYDVYHTARV
REVAPARVLRVAVISREPHNYSTARLVAEGEARGHVVEVIDTARCYMALDALAPEVHYDGARLPRYDAIIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETNNAAESVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGYAVPVKITPQERET
AVRAARAFKLNLAGVDVLRAHDGPKVLEVNSSPGLEGIEKASGKNIAGMLYDEIEKRVRPLPVPKGRRRR
>TDX22168.1 tRNA-guanine transglycosylase [Rhodovulum visakhapatnamense]
MRTPMTTFGFTLHATDGAARSGAIATPRGTIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARL
GGLHAFMHWNKPILTDSGGFQVMSLAGLRKMSEDGVAFRSHIDGSTHMLSPERSMEIQRLLGSDIVMCFDECPALPASEA
EVARAMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESAEALTAIGFDGYAVGGLAVGEGQEAMFGVLDYATGF
LPADRPRYLMGVGKPDDIVGAVARGIDMMDCVLPSRSGRTGQAFTRRGVVNIKNARHADDPRPLDEHCSCPACRNYSRAY
LHHVFRAQEILSSMLLTWHNLHYFQELMAGMRAAIAEGRFAAWQAAFHAGRAEGDIEPP
>TDX22169.1 hypothetical protein EV657_1321, partial [Rhodovulum visakhapatnamense]
MDIIGGRLPTSVRRQRTDTVYAAKVSDLAAALNDPASRPEAVEILRGLIE
>TDX22170.1 chorismate synthase [Rhodovulum visakhapatnamense]
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDEAMLQHWLDRRKPGQSRFTTQRQEPDAVEILSGVFEGQTTGTP
VQLMIRNTDQRSKDYGDIAQKFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALASLAPGLKITGYMVQ
IGPHAIDRARFDADQIERNPFWAPDAQAASDWESYLDGLRKAGNSVGAVVEIAASGVPAGLGAPIYGKLDTDLAAAMMSI
NAVKAVEIGEGMAAAALTGVENADEMTMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTVTVAGEETE
IVTRGRHDPCVGIRAVPVGEAMAACVLLDHLLLHRGQVGGNRGRIG
>TDX22171.1 thiamine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRFTVFAAALAASALPAAADERPELTVYTYESFVTEWGPGPIVEAAFEAQCGCDLTFVPAGDGAALLARLRLEGDRTDAD
VVLGLDTNLTAAAAETGLFAPHGRDDAVLDLPVGWEDPLFLPYDWGYFAFVYDKTRLPEPPASFEDLIAAPEDLKIVIQD
PRSSTPGLGLLLWVKAAYGDRAPEIWEGLAPHILTVTKGWTESYGMFIDGEADMVLSYTTSPAYHLIAEEDYTKAAARFD
EGHYLQIEVAGIVASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGYQTLIRPETALIFPAGEAAEVRD
EALAEWRDALSR
>TDX22172.1 thiamine transport system permease protein [Rhodovulum visakhapatnamense]
MARRAQPLGIATGLGLGAAAVTLALALGTIAAVAWRAEGAARLGAADLAAVRFTLLQALASAALSTLLAVPVARALARRR
FPGRGLLITLLGAPFILPVIVAAMGLLAVFGRNGLLSAALAPLGLGPIDIYGPGGVVLAHVFFNLPLATRLVLQGWLAIP
AERFRLAAALGFGPAAHFAHIERPMLREVLPGTFLVVFLICLTSFAVALTLGGGPRATTVELAIYQAFRFDFDLGRAAWL
ALIQVGVSVAAALAAFAIAVPGAFGPGLGRPIPQFGTNGRWLRLQDGASLTLATLFLILPLVMVAFRGLPGWASLPASVY
SAALRSLAVALGSAALTLALALPMAIAIDRLKGLRGRAVQAAGTLTIAASPLVMGTGLFILLYPLADPRILALPVTATVN
AAMSLPFALRALVPAVAEAERNHGRLADSLGMAGRARLKLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATLP
LQLYGLMAAYRMDSAAAAALLLLALSLGLFWIFDRGGRAHAEP
>TDX22173.1 thiamine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLSLERLAILQGGFSLTADLTVAPGQIVALLGPSGAGKSTILDTIAGFLAPDRGRVLWKDTDLGPLAPGDRPLSVLFQDN
NLFPHLTAAQNVGLGLRPGLRLDRDQTRAVETALARVGLAGLGPRKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAGMLDLVAELARETGATVLFVTHDPADARAIADQTILVAEGRAHAPRATAKLLADPPPALRAYLG
>TDX22174.1 ubiquinol-cytochrome c reductase cytochrome c1 subunit [Rhodovulum visakhapatnamense]
MFKKLTITALTALTLGAGGAWAAEGGHVKDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKYVPFRSLSEPGGPTL
SDDAMRAYAASYSIFDPELEDYRDGKPTDHFPEATYPGAPDLSLMAKARAGFHGPLGTGLSQFFNGMGGPEYITSYLLAF
SDETKEEAGTLYYENSVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDVAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKNV
>TDX22175.1 ubiquinol-cytochrome c reductase cytochrome b subunit [Rhodovulum visakhapatnamense]
MSGIPHDHYEPGSAPEKWLERRLPVISLIYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYVPNTEMAFASL
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNNNPTGVEVRRGSKEEADKD
TLPFWPYFVMKDLFALGVVLVVFFAIVGFMPNYLGHPDNYLEANPLQTPTHIVPEWYFLPFYAILRAFTADVWVVMIVDW
LTFGVVNAKFFGVIAMFGSIIVMALVPWLDTSNVRSGRYRPQFKLAYALFVADFVLLTWAGGMPAEAVYANISLLGAAYW
FAYFLVILPVLGVIEKPLPQPETIEEDFNAHYGDGAAAGKATPAE
>TDX22176.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum visakhapatnamense]
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLINQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFIRLRTPE
DIELARSIPLGDLRDNNSRNPNKPGEATDQNRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>TDX22177.1 hypothetical protein EV657_13211 [Rhodovulum visakhapatnamense]
MPLPLAPIATVALRYGLRYGAVALAAYALSKSRDGLRRDQRTEDAMDELGEGLTFRRDQEQVNGAARMRRTFRMGTAGPG
VEIDASAFGRLRVRRV
>TDX22178.1 threonylcarbamoyladenosine tRNA methylthiotransferase MtaB [Rhodovulum visakhapatnamense]
MDGAAPRFTTLGCRLNAYETEAMKALAAEAGLENALIVNTCAVTSEAVRKARQEIRRLRREHPEARIVVTGCAAQTEPGR
FAEMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVTETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLVDQIRRLVGAGYNEVVLTGVDLTSWGADLPATPRLGDLVARILKLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDLILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETDAMFENSLRLVED
CDLTWLHVFPYSPRPGTPAARMPQVEGAAIRDRAARLRAAGDAQVARHLAAQIGLSHRILMESPRMGRTEQFTEVDFASD
RPEGRIVTATIAGCSETRLQVD
>TDX22179.1 diaminopimelate epimerase [Rhodovulum visakhapatnamense]
MARRNDPERLPFMKMHGLGNDFVVIDRRQGGRPLSASLVAAIADRHRGVGFDQLAVIEPSAEADARLVFYNADGSPSATC
GNATRCIARHLIDETGRRELTLVTERGRLSARDAGGGRTSVNMGPPILDWQGVPLAREVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVDLATFGPEHEHHPLFPERTNVQVAHLAGPDRIRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRAVTI
LLDGGELQIDWRADGVWMTGPTAHVFDGVFTAPFLAEVG
>TDX22180.1 hypothetical protein EV657_13215 [Rhodovulum visakhapatnamense]
MTLPEDHTANKLAHALRAVGLNDMAARAAEGYYHDFLSPLDFPELELMRDLEKARMAGNIGAAQLIARHIEGDFDASFEE
SEAWAASAEGRETLASVLGRPVSLGGRA
>TDX22181.1 hypothetical protein EV657_13216 [Rhodovulum visakhapatnamense]
MVGAQFAYWRDYDRRQRRAMYLKWHLFMPAVTQRFGYFPGARLGWLEDVPRGVVRDWTRY
>TDX22182.1 hypothetical protein EV657_13217 [Rhodovulum visakhapatnamense]
MMQMVSPLTLIRLKREPFDEIYAVAPTAHQSDRARKAVGARDMMLLSGAMADAEAGRHSTRNLSGR
>TDX22183.1 T5orf172 domain-containing protein [Rhodovulum visakhapatnamense]
MSRPSLEDIFAEDDEFGLLDVKPRAGRSGPAQDRGVAALLEVTAFHERHSRLPDPDAMDHDEMRLGAIWDTVKQAPTDQM
RAFDRLGLLSDDAAPTPRSWQDDPVDADIPDSLDDIFADDDLDVDASLVSLMHTTPSADRHVPDHRADFVPCQDFEQFRE
RFEAVQRGLEAGERKASPVRKWSVIEPIEGDFFIRNGLLAMIAEKSEMTARGGARDHRLRVIFSNGTESDPLMSSFRKSL
NDDKTARMVQKVGLGPLDPEWESDQLELSGTIYVARSRSENPEIKGQRMILHKIGVTSQDVARRVADAKNDPTFLLAPVE
IVATYSLQNLSRSKVESLLHRFFAAARPGELFVTDRFGKKVFPKEWFYVLPEHVGQAAKLIEDGTLHLYRYNPSVQKIVY
RSEEFPTT
>TDX22184.1 hypothetical protein EV657_13220 [Rhodovulum visakhapatnamense]
MVQMLNVTYGTSKATTNALGQRPMQARTYAARAAQFLLLKAPPAAGKSRALMFVALDKLRHQGLEKVIVCVPETSIGGSF
RSTDLTSYGFEADWEVEDRWNLCLTGEDADKQKVRAFQTFMDSDAKVLVCTHATFRFGFDEVIKTKGIEAFDSCFIAIDE
FHHVSASDNNRLGVILRSLINRAECHVMAMTGSYFRGDADPVLRPEDEDRFTKITYSYYEQLEGYAWLKALGINYEFYKG
NYVNGLPGVLNPDQKTIIHIPHRGSSEAFDDKFNEVGKILDLLGTHEGRDPETGFDLVRKPDGELLKVADLVDDGPGRDI
VKAALSREIKGPDGKRDDLADRAKVDIIIALGMAKEGFDWVWCEHALTIGYRSSLTEIVQIIGRATRDAPGKPRALFTNL
VAEPGVETGVVADAVNDMLKAISGSLLMEQVLAPNFKFYRREDGDVRAPMGNDDEGNITIGIKGLVEPPTDRSREICEKD
MNDLMATAYQEMDRRVLSPDTAPEVATQMVLTDIIEKRYETLDAEEAESVRQHLAAHMNVLTLARKEAERGFTEGQSPLS
GTPPKPSGEDDDGEPASAPNTLLEMVRKFINVRDIDIELIDSVNTFQERFEVASKSLNSELLSHVQSAMVALRVNMTGDE
ARTLWPRIKAFRATEGREPNVHSANPLEKRMAEALAWLKAEKAKRLREGAL
>TDX22185.1 Abi-like protein [Rhodovulum visakhapatnamense]
MTDQSGLKKRSEAAPEGPPHDLVRRRGQKPAEAPKGNLTTSHTSSDSDKSHINQVPSLTDLTIQKLLTESLSERRLQRYA
PAAGDAGVAREDIYLWNCDLADAFQFALHMAEITCRNSIHSALLYKGNRWFEDSTFRKLLDGPRLNDLDMALADERAQHA
DSFDTHHLVSALSFGFWEHLTTKRFKRYLFPKGFQKNFKHAPWKAELDELHDLIESVRRWRNRIAHHNAVFDKGPSAKYQ
DALTLISWSSPALEAWVAGRCRVNQIINARPRGKE
>TDX22186.1 hypothetical protein EV657_13222 [Rhodovulum visakhapatnamense]
MTGNYVLFQMWGPFRQSLIDGHIFYVEQARKRLLTQFENIEAEADKASEDWLENNSHRFDPDRDDPGSFYEAAGEAGIEF
YRLLSDMRDQTQLSVVAGMFHEWDKQLRDWLVAEVRHWHRGDLTAEKIWKASFSDLADLLEGLGWKIRSTGYFKLLDACR
LVVNVYKHGKGTSLDDLKKSFPEYLPDPNAGTRLTRASIDFLDYTYLKVSDVQFQAFSDAIVSFWKDVPENISESDVTSV
PAWFEKAILKDRAEKAGAK
>TDX22187.1 type II restriction/modification system DNA methylase subunit YeeA [Rhodovulum visakhapatnamense]
MNPTEIYDALAEIAAEPFDATEFPFAFAAATDGAKAAISKLRSGSTNKSDLPGGVLFGKKFHFAPALAGMTDVTLDQLRG
SKKTKTSKPAILIATDGKMISAEHPASGDTLHCGFTELGDNFGFFLPAAGKERYRAVEENPVDVKATGKLARLYDALTRA
NPDWGSDERRHEMNQLMMRLIFCMFAEDVGIFPDNQFSRLLFTHAGDKGEEARETIIAAFQAMNLPKAKREGLPAWTGEL
EYVNGGLFAGTIDAPRFDAVAFRYLREACDLNWREINPDIFGSMIQSVADPKQRSELGMHYTSVPNIMKVIGPLFLDDLD
AEIHKAWDRGRGLQQVLDRMSRIRVFDPACGSGNFLVVSYRELRARETRILRRLEELNGPGSLTMFSAIPISHFYGIEIA
DFAAETAKLALFIAEYQANASFAEVFGRRPAALPLKDAAHIRTGNSLRIDWEEVCPPPGEGEEVFIAGNPPFLGSSFQGK
EQKADLAHVFSEHVKSYAAFDFVAAWFFKASHFIRQRAARAALVSTNSICQGQAVATLWPHILGDDLEIFFANKDFKWKN
NASSNAAVICSIIGIRNQSNAPKRLFDADLESVCDNINAYLVNAPEVYVNASTSAKFGLPEMVRGNQPTDGGNLILSCEE
ADALIAEHAASQTFLKKYMGSQEVVRGQVRMCLWIEDADLALAESVPPIAERIEKVRSFRLDSSKAATVKKAATPHRFDE
VKVVPGAHSILVPRVTSERRPYLPVERVGADVISSDLNQVLYDAPEWCIALIASRLHLVWIATVCGKLKSDFRYSNTLGW
NTFPVPKFTEDQLEKLSASARKILRTRYSHYPATIAELYDPDKMPDDLRAVHRENDELLESMYIGRPFRNDTERLEKLFK
LYAAKVKSQDKKRALA
>TDX22188.1 hypothetical protein EV657_13224 [Rhodovulum visakhapatnamense]
MTRIESFITADLIATDEQILQRAGEAMNRALQDKKREAAAVREGWMQMRQQSMQSRTSAAPTALRETLDRAARKLELAGD
FEIQVIEKGKKETSAFTVRHILDDREKFNGCQTLDPLEPEYNSSSVVGKLFLKSATPTLHSLAHGGMTYRLFSSADEPNV
CRKRLIWNERNPSEIVLRCINQMKATERFFCMGEAAALLRNNRVSILTEPLLDFEISRHVDLMTQNAEGEYKAKQMPIRQ
IKQILDLVPSELKPLESIIDYPLPDEDGILPEMPGYIDKAGLFLTKDPALFDVPKVPSEEDLRKAVETCFLPFTHFQFEN
HTQGRSAVLAAVMTSVLRPAVPVAPVIAITSPSLGAGKSYLATALGAIATGEVPDCQSLPETSVELEKVLFSHLMQGSRF
VHFDNADQNVQSSVLSSYATAARISGRILGVSKINKHLPNRALLVINGRNLSFGNGMARRHIPIRLKPSSTADLTKAYDF
IPQDLALKRRHDIITAVLTLTRAAKAVCVSRRNFASYEQWSRLVRDPLAAIAELLPDLDLVDPLAFLQSGMAADTHVEHT
GELLSFLQAHFQGEEFTSADVRERCLGDRAWDDLVRTVFPSGSGRTAQGIGIVLSRLLDQPAQDRVLRRRMRDGKNMWLI
EMLKPSD
>TDX22189.1 hypothetical protein EV657_13225 [Rhodovulum visakhapatnamense]
MSLRFTRITSYKPTILSKQYELKNGKLAKSVSAQMVRGFAVVREITMFYDFIGELTQLRESDALAYGLPKGTTSAAVVTK
DAFDKLSQDAKAETLTRTNEHFHWSDGPSILMIDIDPPSEAESVSQRQALDVLIAACPKLREIPKIWMPSSSSYIYTTDG
KSLTGLRGQRIYMPVDRGSDIPDISEAIWQRLWASGHGFVKVSKSGALLKNSLIDNAVYQPSRLDFAAGAVTGPGLEQRR
GSPEYLQ
>TDX22190.1 transposase, partial [Rhodovulum visakhapatnamense]
MNTKLHAVADGKGRPIGFFMSAGQVSDYTGAAALLGSLPKAGWLLADRGYDADWFREALKDKGIKVCIPGRKSRKKAVKY
DKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPETFFSAIML
>TDX22219.1 integrase-like protein, partial [Rhodovulum visakhapatnamense]
AQAVLGLIGGWIEDYNENHPHSGLKMRSPREVIAAQTEIA
>TDX22220.1 integrase-like protein [Rhodovulum visakhapatnamense]
MIVAFRRHTLLPLDDCLYALQPSIPHLTRSALHRCLQRHGISRLPDVDGDKPKRQRFKRYPIGFFHMDIAELQTAEGKLY
LFVAIDRTSKFAIAQLVEKADRRTAWEFLERLLEAVPYRIHTILTDNGIQFAEQPRNRNTARDPDARPRRKGDHRGSSTA
SSAARCEGASEAGIVMRRPFVSVMSIWALSASREGGLAPVSPDTQAISV
>TDX22221.1 hypothetical protein EV657_1313 [Rhodovulum visakhapatnamense]
MRRLGFFSLLAIFLAAALPANAVTYRLEATATLQSVDFFKVLDYTDEFNDETGTVGPVEVNLVLAGDDVLALGRISRESS
GTFEFQMGANGEALIDRSSCTGMMWAFCSYVDPTKLTYNYLSGELSGFWGYFGGGGVLSSALLYVETDEWPWFELDGRSY
WAQHVMYYYDLESSVVVAHFPLPASISFFAIFLTLPGLGLWRRGSPSRLARCALRGAKPGTRDQSEDGREVA
>TDX22222.1 hypothetical protein EV657_1314 [Rhodovulum visakhapatnamense]
MDGTPKATKPKARDAKTKIAQTRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFWA
>TDX22223.1 hypothetical protein EV657_1315 [Rhodovulum visakhapatnamense]
MRRLSLAADRGYDSADFVAELRQMVVTPHVAQKSRHSAIDGRTTRHPVYAKSQRCRKKIDLRQGNDPLYRCLFLLTFGWA
KTVGGMAQTMYRGIERVRARFTLTMAACNLARLPKLLAA
>TDX22224.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MTGRSYLVISPGRNEAKYMRRTLDSMVAQTERPALWLIVDDGSTDESPQILADYAARHDWIRVITKPDRGHRAVGPGVIE
AFYYGLESVGMDGFDYICKLDLDLDLPPRYFEILMDRMQATPRIGTCSGKAYFRDAAGALVSEQISDEFSLGMTKFFSVA
CFRQIGGFVREVMWDAIDCHKARSLGWTPVSWDDPDLRFEHLRPMGSSQSSIYTGRRRHGLGQYYMGTHPVFLLASVVNK
MRTRPYVLGSLAILQGYLAAMLRGAPRHGDAELIRFIRGYQLRAVFQGKSRAIRAVEAAYAPSWDPKD
>TDX22225.1 hypothetical protein EV657_1317 [Rhodovulum visakhapatnamense]
MKYRLEIDGLRSLAVLPVILFYSDISVFSGSHVGGDVVPVISGYLIAMILLDQIAAGRFSIFVFHLHRARRTLSAPNPAA
ERPYDFVVFPLLLWLVWSLLHRLGVAGRAASEAAFNRRLASRNLPETQP
>TDX22226.1 hypothetical protein EV657_1318 [Rhodovulum visakhapatnamense]
MNSIAVIIVNYNAAGLAIEGVESVRARTHGGRTVEIHLVDNASPDGSAEILQRAHADRGWGREVTLYLEAENHGFGRGNN
IVLETLAARTDPPDYVFLLNPDARLENETLAILADFLDAHPGAAFAGASVTNPGAEAPVPASAAFRFPSLPATFGAAVNF
GPITRLFARWTVALPADIPTRRVDWVSGAGVMARRHVFQETGNFDPYYFLYFEEVDLMRACVEAGWEGWYVAEARILHVE
GASTDVQSRTAAQRPRKPAYWYDSWQHYFVKAHGRPYALATGLAWILGASMNHAITRLRGRTPIAPAHFFRDFWAMGLRP
VLGLKQEPY
>TDX22227.1 hypothetical protein EV657_1319 [Rhodovulum visakhapatnamense]
MGGFPHHLILVLGVNAPIRTLCCTNMQSVLIPVTGDGAYDTRRYRATLIVIVSRQRLLITSAQVTR
>TDX22228.1 hypothetical protein EV657_13110 [Rhodovulum visakhapatnamense]
MSLFKVSPKGSLRYTLLTAPLDLNIPGTSLPSAPGPQQSTPPLEMSLQPTCADLSPMMTASLEKAPPLWEKRIFTSEDRA
SDASEELVQTDTAAAEVTSVASGSLPLTRIRKMLTPTELTSGTGDGTDDTGGSPAVGAPQDLGMIRVAGHLPSIMASLAA
RAAAAQTGGDETGQPPAEPESPAEEPDITEELSEVVHQIDPTLIAEDGSPLDVAGGRVTTLELADAGNITTLEIVNQPDF
GRVTVNPDNTLSVVLTGTSDSGSLSFAYQVTLADGSVETRSADLTVAPLTQEQGWGLGLHYLLEEDANGNMVVEYGDNHR
CVYISGSADALTKTDIAALEGLSESAITTAWLVAHPEYGGSEEMALSADVGMPIWYQITRLDQDPGSHWLLFEKGYTYSD
LGRVIERGSTGEDELHPLLITSYGEGDKPIIDSKIWIFQETASNIVVTDVEVAEGLTALTGSNLLFDDVRFSSYGDFQHI
DGLTIRNSEFVDAITPAPVDPSGEWSPHADRTTALYGADLENVLIEGSLFDHAGWADGYDGTADEGQPPSMFSHNLYFQE
NTWDVTFRDSITMRAASIGAQFRGGVHAEGNLYLDNNVGTNFLGGNYADAGPIGNYTYFADNVITSGAHKEAFMIGAYAM
GVDNGAIDTTLLDNIIAHLADPNNAEEFAEKLWNNSSLINRHEAFYDDTIIYNWIGSRYDSYDKLWSNGGANGLTAEELN
KITIQNFIADLLIDPDATIADLADYLRAQVSQDGLAVVKAAQDIITFFQQGFGIAPDGDGSDAVVAFVPNALADGVRWDN
AINWTGEAVPTDGDKVLLGGNWVTYGSAGTNAISLLDLGPGGTLDIHSGKLTVSSGVILDGTGEINVTYSGQFWLDTYSD
GDTLSLTVEGGRFANTGLVSGGLDMSVSGGQALLGIKNAVFDLSAGSELSIEGTGAKIGFDGLAGDLGLLRMEEDAVLSF
VFDTTGVSAIGEFRSGYYGSQASDVASGANLGGGTLALDLSALTAGTGHYTLIELDELTGRFDELSVTGLGNRNATITVD
YLNDVVTLDLYSGTGKVEQTVIGNDVQDVDGNTALWDALTGQFGIYLDDVA
>TDX22229.1 transposase IS66 family protein [Rhodovulum visakhapatnamense]
MPPGADVLRNAVSSQPAGEIAATPELEKVSTRFVPPYRLFSEIFARLGAEIPDTTLVDWCGGAMKELAPLIDKIGKGVKQ
GRIWVYVRDRIHDHKINRLDEILPWNWKPQAAETARSDAA
>TDX22230.1 ParB family chromosome partitioning protein [Rhodovulum visakhapatnamense]
MARRKRLGAPQTGDAAPETKAFPLGVAPTTTRRAPIAQVAGDAAALAAAEALAGEMAAARSEGRLVQALPLDRIEAGHLL
RDRRVFDPEEMAALKASIAARGQQVPIEVIETGQGAYGLISGLRRLSALRELQEETGEDRFARVKALIKPLDSAPEAYIA
MVEENEIRSDLSFYERARLAWEAAGRGVFDSPQAAVKALFANTTPARRSKIAAFVVLHEAFGEALRFPEAIPEKVGLALV
KAHQGDAAFAARLRADLEAEQPETAAAERRVLDESLRKPAGSFAETPKAEPVATGISMAASNGRVVLSGAGVTGELAAEL
RAWLAARR
>TDX22231.1 chromosome partitioning protein [Rhodovulum visakhapatnamense]
MSTTSLPPYFNLSPKAAMNELGAPSGTADLASIAEACRRGRNDLMGRGLDETGAKTLRPFSTWEITKYLIPVAPAHFRRV
LRQNPDLPQGGSETEGGAKWFSFDEVLRLRAHFAAEGSKAKNYLPYRPANLSAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLMIDLDSQGSMTSIFGGQVADEWDTVFPLLARHYGAALRTENQRRIDRGEPPLPLDDSIAEGMKMTAADVIKPTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRSWKLWNALGDILAEDGVLNRYDIVFLDTPPALGYLTINGLAAADVLLVPFGA
SFLEFDSTGRFFDMLHSTFSSIEEGENMAARALGTEELAFEWDAVRAVITRYDSAQQAEMATLIQTYMGSTLSPYRQDFT
ALIGQAGEQVHGIYEADYRDFNRETYARGRATFDETYAAFKKLLIGIWHRETLAVQEAAQ
>TDX22232.1 plasmid replication initiation protein [Rhodovulum visakhapatnamense]
MAGVQAAAGAPDFFVCDFFAAMPKHDLASMEHPVFSLSTRPDRRILSYDHNGTEITVTPSVKGRATIFDADILIFCISQL
MAAINAGRPTSRRLTLTAHDLLTATGRETSGDGYRRLRDAFERLAGTRITTNIVTGSEEITRGFGLIESWEIVRKTRAGR
MVSVCVTLSEWLYDAVLAKSVLTLSRDYFGLRKPLERRLYELARKHCGRQREWRISLETLLKKSGSSSPRRVFRAMVREI
ARAGTLPDYVLTEDAGDLFVFSQREVVVAPGAGPQLSPEALEEARRLVPGDDVYALEAEWRAWWGRTGSPRLRSADKAFL
GWVRARQSGRPSSGA
>TDX22233.1 putative secreted protein [Rhodovulum visakhapatnamense]
MKKILMTAGAALLAMGTVASAATFSIIGGVADSVPGGSTGSQLETPENEVLDALLGAVGSSMDGFSQGTVHLNRDTVLRV
EVLGWEAGWINTFTIDGTTVGKAVGDSALVTGDPVSSFDTSFMTAGDLDFFFKSIGGSLLVPVVVANGDTTVPGAGPNFI
ASLDASDQTDGDVLWLFFDDNAIAGDNHDDLVIRISAVPLPAGALLLLSGLGALALRRKRNAA
>TDX22234.1 transposase [Rhodovulum visakhapatnamense]
MRHEVFTGPERRRRWSAEEKLAIIEEVGVNGWTVSDVARRHDVGRQNIYHWQRELRRKGLWPRGGEAPLFLPVELAAANS
ADIAPTAAMASRVGEVAIVFSNGRSCRG
>TDX22235.1 integrase-like protein [Rhodovulum visakhapatnamense]
MKGIGKVYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRALDLPVKAVLTDNGREFCGTEKHPYELYLELNAI
EHRRTKVRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHYNTERPHLGYRNMGRRPIETVMSFVSQ
EG
>TDX22236.1 putative transposase [Rhodovulum visakhapatnamense]
MKRSRFTEEQIIAILKHQESGVATADVCREHGISSATFYKWKAKFGGLEVSDARRLKALEDENAKLKKLLAEQMPDNAIL
KCPLTFLANE
>TDX22237.1 serine O-acetyltransferase [Rhodovulum visakhapatnamense]
MPHGSDAYRAAEAEMAIPPVSQRGRTNQNPPGIGFWALVAEDFRTHERRLFEQGFWAVFVHRFGNWRMGQRKIVRAPATL
VYNILFKLVEWFCGISLWYTVKLGRRVRIWHHSGIVISARAIGDDTQIRQNTTMGVRNARHLQEIPIVAAGADIGAGAIL
VGAVYIGKGARIGGNALVLTDVPDGAIAMGNPAQIVSYGKVP
>TDX22238.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MTRLSVLAIAEAANPEWVSVPLVGWSLAHALRKVADVHLVTQIRNREAITRTGLVEGRDFTVIDSEALARPMYRAASLLR
MGAGKGWTMNTAINALAYPYFERLVWNRFGEEIRSGRYDIVHRITPLSPTVASPLAPKVAGAGVPFVLGPLNGGVPWPKG
FAAERRREREWLSHVRAAYKINPARGRTLNAASAILAGSRHTGGEIPARFQNKVFWLPENAIDPDRFSLVSEQDISAPLR
ACFIGRMVPYKGPDMLLEAAAGLLRSGRLVLDMIGDGPMLEALKAQADKAGLADAVAFHGNLPHRQVQTVAARANLFTFP
SIREFGGGAVLEAMALGVVPVIADYAGPGELVRPETGYKVPLGSRDEIVARFRSLLEEIVSDPSALPQMATAARTHALTC
FTWDAKARQVAQVYEWVLKGGPRPEPVPMTGGSE
>TDX22239.1 exosortase D (VPLPA-CTERM-specific) [Rhodovulum visakhapatnamense]
MTSASDYTARIRSLRIANPGGLVCLLIAILAAGIYFRTGIEALLTAWQTPEYSHGPIIPVLSAWMWLKELKAVPERPGPK
PDRWPGVVLVTTALALGALGILSNIGDIAAYGIILWIGGMILISFGWQDGRKFWPPVLHLVYMLPLPATLYYKVTTSLQF
ISSELGAWFLHMLSIPVYLDGNIIDLGVTKLLVAEACSGLRYMFPIMSFSYVFAVLYRGPKWHKAVLLISAVPIAIFMNS
VRIALAGVIVQHFGLDWVEGFSHFFEGWVIFLACILILFGLAWLMLQFQPDHKSLSETLDLDFSRVGEQVMRLRLVRPSA
ALIAAMAIVLAALAALSSLPERGTHAPERDSFAMFPRTLGNWTQQGPQQRLERRIEQGLAADDYLQTTIAEPSEEASVGL
FMAWYNDQSKNGVHSPEVCLPGSGWEIAWLERIDIAPEIGADRPFHMNRAIIQKGETKMMVYYWFQQRERRIALDYAAKF
WLMADGVMTGRTDGALVRLTTLIGREETEADAERRLNSVLRPLQTTLPRFIPES
>TDX22240.1 hypothetical protein EV657_13122 [Rhodovulum visakhapatnamense]
MDGTPKATKPKGRDAKTKIAQTRMSVLELAKELGNVAEACRPSTLPARPSP
>TDX22241.1 putative transposase [Rhodovulum visakhapatnamense]
MRRIDELHMDFPFAGSRMLKGLLCQEGFTAGRLHVATLMKRMGIEALYRRPNTSKPAPGHKIYPYLLRKLAVTRPNEVWA
MDITYVPMARGFVYLTAVADWFSRKVLAWRLSVTLETGPCLEALDEALARYGAPEIMNTDQSSQFTSIDFIKALKDAGIQ
ISMDGKGAWRDNVFVERLWRSVKYEEVYLRAYESVTVARDGLACYLAFYNTRRPHSSLDGRTPDQAYLTPPRPIPVAA
>TDX22242.1 DDE family transposase [Rhodovulum visakhapatnamense]
MPKPASPRYRTTNWCIYNASLRRRGSLLVWFDRDMTWFADRNGKRGRPETFSDVAIQFCLSVKVLFGLPLRQTSGMVASL
LEMADLDWPVPDFSTLCRRQRTLNVQIPYRRADGPLNLLVDSTGIKFLGDGEWPARKHGVQGRRQWRKVHLAMDTVTADI
RAVEFTPSRDGDSPVLPDLLSQIPADEQIGTVTADGAYDTRRCHIAIIARDADPSTRHSGNAVTPKRQRARTGLGPVGRG
RGARPKVCTPDAASCPLPSSFWLQRLFGCFRPAKLYRGSAICFCSIFGACGTRCHVHGTVCHDWFRIVSHSVV
>TDX22243.1 mutator family transposase [Rhodovulum visakhapatnamense]
MDASRDDVLAYMSFPREHWTQIASTNPLERVNREIKRRADVIGIVPNDAAIVRLVGALMLETNDEWAVARRYMSPETLAR
VTDNPTVRLPAVAF
>TDX22244.1 mutator family transposase [Rhodovulum visakhapatnamense]
MTISKELLDELLKGVERPEDLLGDGGLMKELKIKLMERMLGAELTAHLGYEEGESAPPGQSNRRNGTSAKVLKGQDGELP
VAIPRDRDSSFEPELVKKGQTRIDGMDDKIVGLYAAGLTVRDIQAHLLDLYGLKVSPDLISRVTWLNTSTRFSSRSLIKT
HPMTALSACSCWGRV
>TDX22245.1 DDE family transposase [Rhodovulum visakhapatnamense]
MLPDLLSQIPADEQIGTVTADGAYDTHRCHTAIVNRQGTPIIPIRRNGRLWKEDCPAARARNDTLRATRYYGRAFWKRWT
GYHARSRIEAKMRCLKAFGEHIMARDPDRQTAEIHIRIALMNRFNALGTAEILRVA
>TDX22246.1 transposase [Rhodovulum visakhapatnamense]
MKDGFVGQFDVLDEPTGWRSWPDEVKARIVLESFAHGARVGDVARRHRVLPSQLTTWRRQARIAFPVDAPGLPTPAEFVY
RPSGICSG
>TDX22247.1 putative transposase [Rhodovulum visakhapatnamense]
MIRRIQQGLLAEGVAVSIAKLCTWFGIPRRTVYYKPVKAASKVDPRFADPIKKMIEEELSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHTRELLGWHLSKSGKATTASAALE
HALIARFGTLGRVEEEFLLRSDNGLVFTSHHFTAIVRSYGLKQEFITPHCPQQNGMVERFIRTLKEQCVHRHRFESIQHA
MRVIGDWIAFYNHRRPHQALAMRTPAEAFRLAA
>TDX22248.1 uncharacterized protein DUF1153 [Rhodovulum visakhapatnamense]
MSMTMDDSIKRWTAKRKTALVIEIIQGKTTVSEASRSFDLTPSEIEGWVEDAKRGMENSLRATPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>TDX22249.1 integrase-like protein, partial [Rhodovulum visakhapatnamense]
AQAVLGLIGGWIEDYNENHPHSGLKMRSPREFIAAQTEIA
>TDX22501.1 hypothetical protein EV657_1301 [Rhodovulum visakhapatnamense]
MSTHVANKRADAVQDPFKKMGKAKKSAEKPKKAPAILLGEHSRYQIKSGWLAGTFVARAFPKPPTTARGMIAEATGATEE
AAISALHEVIDAREDRRTGERRRDTQNGVDVPCVEEYLEAVRQVTLSGPQRAMLTALSLADEDGLTDARLAYAAGYKSEA
SANKSFAATGLLIAEYLFSGPQDDDAPGTPEGTAFLGFRGATATEEQTGNWILHPELRQAVRLAM
>TDX22502.1 putative cold-shock DNA-binding protein [Rhodovulum visakhapatnamense]
MTNGTVKFFNTQKGFGFIETDTGGKDVFVHISAVERAGLTGLSDAQKVTFEVETGRDGRESATNLALA
>TDX22503.1 ATP-dependent RNA helicase RhlE [Rhodovulum visakhapatnamense]
MTFNELGLNARMVSRLDAVGLKKPTPIQEQAIPQALQGRDILGIAQTGTGKTAAFGIPLVVALSKTPERPSPRSARGLVL
APTRELAGQIVQSLQGLTKDLRITLVVGGKSINAQAEKLARGTDILVATPGRLIDLMDRGSIDLGQTRFLVLDEADQMLD
IGFIHALRRIAPRLSTDRQTMMFSATMPKAMAELSRQYLDEPIRIEVSPPGKVADKVAHSVHFVAKAQKQDLLIELLHGH
RDDRVLVFSRTKHGAERLMKNLDRAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPGVRHVYNYDLP
NVPENYVHRIGRTARAGESGRAIAFCAAEELTELKAIEKVLGTRVEIAGGRPWEVVNGAPQKKRRPRRRSAGRPDRMAA
>TDX22504.1 hypothetical protein EV657_1304 [Rhodovulum visakhapatnamense]
MNTPEWLKPGIYGAAIGAAVVGIGGFTWGGWVTGGTAHDRAMAMSRDDVVAAMVPVCLDMAQADPDRAAKLAVIRDTQTY
QRRNALMDAGWATVPGAEAPDRDIAQACLASLDVDASPERPEAAADEG
>TDX22505.1 hypothetical protein EV657_1305 [Rhodovulum visakhapatnamense]
MSGFIATVRSRIPTPGLGGTVIVAAGMIASLAHPVLAQDGTGPMPENAEARSYGGGWNCALGYRVAGEECVAIDIPENAY
ATGRSFGSGWACRRGYEEAGGTSCAAIPVPDNAFLRSSGYEWQCDRGYRQDREACVPIVLPDNAYLTDDTSGSGWTCERG
FTASSSACVPIAIPKNGYLTNADYGDEWACERGFLEIDGRCDPVALPGNAFLDPASHGPGWRCERGFETVDTACVAIDLP
ANAHLDRSGNTWRCDRGFQLAEGECVLGR
>TDX22506.1 transglutaminase-like putative cysteine protease [Rhodovulum visakhapatnamense]
MDDKVPRSDHGDASGIRMRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPA
GDFTVSTDGIFRDSGLPDLVAPDATQQAVQDLPFETLVYLLGSRYCDTDLLSEEAWRLFESAPPGWSRVQAICDFVHDAV
SFDYMKADATRTASQTLAGRHGVCRDFTHLAIAFCRCMNIPARYCTGYLSDIGEPEPYPPGDFAAWMEVYLGGRWWVFDP
RNNTRRKGRILIGRGRDAADVPLTQTFGPNALTQFEVWTRDARHDPAEAPPVSRD
>TDX22507.1 hypothetical protein EV657_1307 [Rhodovulum visakhapatnamense]
MLVRLHPRASHPGLSRTLAVPLAELEHAVAKDKLTGKALTDFFLEKMLADPMTRLVMQADGVAEQDLRGLYSPRSDQRQA
EQDHPSKMGEPRRGRITDVSGPRFGSARPGIGE
>TDX22508.1 hypothetical protein EV657_1308 [Rhodovulum visakhapatnamense]
MFPARGSEARARASENDSRVRRIVRRPLWDRRGAAVTDGPINLDGRRSVAGQRASEMRRRPANGQPPLALSRQPHLESPE
DQMFAEPAWTWAEVLKKWRFLLDLYAMTPEAGDERIQKFIKRALGDMERLKKREERK
>TDX22509.1 hypothetical protein EV657_1309 [Rhodovulum visakhapatnamense]
MTIKSAEIEFGSIKAAADVAAARACLRCRSTFWSEGFGERICSRCKGSAVWRSAIHEGSGQGRRRSGGRSS
>TDX22510.1 transglutaminase-like putative cysteine protease [Rhodovulum visakhapatnamense]
MLRPRETRDLILTSFDLEISPEARIDWSHDVAGNAVATAQFVTNTTLLSIRSCARVELRAPVWPVFPIAAAAASYPFVYS
PDDSTDLGALAMPQYADETGRLSRWVESFVMARPTDTLSLLKDIGNGITAQISYQSRETEGTQGPLETLDRGWGSCRDFA
VLFAEATRTLGFGARLVSGYLFNPAGDQVGSMDAGSTHAWVEVFVPGAGWIPFDPTNRSVGSSNLIPVAVARRIQQVAPV
SGSFHGRPTDLLSMDVTVDVREI
>TDX22511.1 RepB plasmid partitioning protein [Rhodovulum visakhapatnamense]
MKAILAGTPQAQLVDASKPKKVKGITPEAMARMEQELARLQEGIASIQDTYGQDHLHLTVIKAYVGKLLGNARVVRYLMQ
TRPEFLSEFQTIAETDAVMPADAE
>TDX22512.1 ParB-like nuclease family protein [Rhodovulum visakhapatnamense]
MKRAADKRPASVNHGFEDDCVTLPIDVILPLRTLCKSAKSSRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQKVECLVSTDDEAFTYNRQVSSLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPAAGAVFDALRKMKTLRRSRRPNCWSTPTPTPSPT
>TDX22513.1 ParB family chromosome partitioning protein [Rhodovulum visakhapatnamense]
MPDDMEPTSQKQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEFDLVCGQGRLEAFIDLKQ
DNIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRERGYKDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIQISKTDAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPQIKSNALGRMVAKRALTSEGLVRAYQ
QEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVSDGPWS
>TDX22514.1 DNA invertase Pin-like site-specific DNA recombinase [Rhodovulum visakhapatnamense]
MRGREASRETGARQSEPDLPAVAYVRMSTDHQRYSTENQLDVIRSYAAARGLQILRVFEDSGRSGLRLDGREALQNLMGE
VQSGQADFKAILVYDVSRWGRFQDADEGAYHGHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVF
AGQCRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNKGRPEREIA
EVLNAEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFAKVSFKLKQRRVVNPREMWIRAEGAYPAIVNQALFLRAREIVDA
RSRHFSDRELLDALRAILKQQGMLSGLIIDEEDDLPSSSAYRSRFGSLLRAYRLIGYEPDRDYSYIEVNRALRQAHPQVV
AEVIAGVTRHGGRAVQDLDTDLVRVNDELTVSIVLARCTATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLP
SIDMTSGKLKFAEQNGLALDAYRFDTLDFFYALASRARIAEVA
>TDX22515.1 hypothetical protein EV657_13015 [Rhodovulum visakhapatnamense]
MKMRVKMGTVVPKMGTVVHPEDVPADYRAAMAMALHAELGSTHRAIKSAMRWTGASERTVKYWFAGERGPSGEHLVALAR
HSDTVLIALLALADRLILEEAEDRERR
>TDX22516.1 putative addiction module CopG family antidote [Rhodovulum visakhapatnamense]
MPRTTTMTVRVSGALSEFVATNVGEDGAYENVSEYIRDLIRRDKERAEREAFDRLKAELNRAFAAPEDSYKPLTAAEVIA
RNRT
>TDX22517.1 plasmid stabilization system protein ParE [Rhodovulum visakhapatnamense]
MAIRVQETASVRLDVIYRYTRDRWGEAQAETYITGLFAAFEQIDTRGVMSRPVPAEFGVEGCFFRYERHFVYWRRLSNGD
IGIVTILHERMHQMDEVSGVTAGVTASSGG
>TDX22518.1 hypothetical protein EV657_13018 [Rhodovulum visakhapatnamense]
MDGTAKATKPKARDAKTKIAQTRMSVLELAKELGNVAEACRQRGMDRTSFYEWKRRFWV
>TDX22519.1 aconitate hydratase [Rhodovulum visakhapatnamense]
MPITVGQDTAKTRKTLSVGRASYAYYSIPAAEAAGLGDFGRLPAALKVVLENLLRFEDGKTVTVDDIKAFSDWAANGGKA
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGNAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQDGAEVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFKLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLDHLPLADRATIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDAGYDPVYTDTLYLDMGTVVPAISGPKRPQDHTPLDQAAEAFF
RVVSDYRGKDESAEAHDMLAEAPAPDSASDPRKTAKVAGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDLNIDLTRDPIARDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPTSSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKDTTPAGKYLIERQ
VPVREFNSYGSRRGNHEVMMRGTFANIRIRNEMLSGVEGGYTLGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEERFSIKGLAGDLKPQAEVPCTIVYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>TDX22520.1 hypothetical protein EV657_13020 [Rhodovulum visakhapatnamense]
MRAVLTVLLAGCVSFAGPARSDPSPVVVELFTSQGCSSCPPADALMAELAQRDDVIALALHVDYWDYIGWKDVFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGEDHVVGYRPMDLAHLIEAHAVTESPVTLSLSRQGDTVTVSAVSTQAFGEDAVLQIV
RYQPEQLVDIERGENAGKSLLYTNIVDAWTPVARWNGADPLSMSIEAAGGEPVVAILQRPGPGEILAAARLR
>TDX22521.1 KDO2-lipid IV(A) lauroyltransferase [Rhodovulum visakhapatnamense]
MGKRDRRARRLGDWLTDRVARLLIGTALALPYERRVPFGGWVTRRLIAPVAGYRTRAEANLALVHPGMPAGERRRIADAV
ADNAGRTLIENYSTRAFLARMAGVEPRGPGLAALEAARAAGRPAILVTGHFGNYEAARAALVARGFEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTAGFVRHLRNGGMLVLLTDQHARRGTELRFMGQPALTALSAAELALRYGADLIPFYAT
RRADGLNFDVEIEAPVQPSTPREMMQALNDSLEARVRRHPEQWFWIHRRWKVR
>TDX22522.1 flagellar motor switch protein FliG [Rhodovulum visakhapatnamense]
MQSFGAPIASPGLTSRQKAAIIVRLVLNEGIDLPLHSLPATVQTDLADEIANMRYIDGNTLQVVIEEFLIELEQFGLAFP
GGIDEAMRLLSDHLSPEAAAAIRARFGAERGGDPWATLAGLDPTRLTEILLAESPEVAAVALSKLPSQIAAATLGKMPGS
DARRIAFAISRTAEVPPAAVVRIGRALADRINSAPEPAFDLAPETRMGAILDVAPAATREDVLEGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQAKLITAMAGADGKTGPAVEFILNNMSQRMANTLRDEINERGTPAADEAEAAMADV
IAAIRGMEAAGEIKLRKSSKAA
>TDX22523.1 hypothetical protein EV657_13023 [Rhodovulum visakhapatnamense]
MTTRTILAAAALALVPALASAECGWEKRINANTCGEGQTFDTATGTCVDQSTS
>TDX22524.1 adenylosuccinate lyase [Rhodovulum visakhapatnamense]
MIPRYARPEMTAIWDPATKFRIWYEIEAHACDAQAALGVIPKENAEAVWKAKDVVFDVDRIDEIEAVTKHDVIAFLTHLA
EHVGSDQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRAFEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPSVEEHVCKQMGLVPETISTQVIPRDRHAMFFATLGVIASSIENVA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VALDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEAGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTLFKRVFGES
>TDX22525.1 hypothetical protein EV657_13025 [Rhodovulum visakhapatnamense]
MPELEDFEGAWLLTRRIDDRLTGQVLRLTGRAVFAPDDAGLVYDETGRLELPGQAAAVATRRYLWRAGAAGIEVFFEDGR
FFHALGPGDRPEARHDCAPDLYRVRYDFAAWPCWSSRWEVHGPRKNYAMESEYRPES
>TDX22526.1 biotin transport system substrate-specific component [Rhodovulum visakhapatnamense]
MAYALTEKVLVDNIMPRNGALRVARDAALVVAGIAILALAAHIKVPMIPVPMTMTTFAVLTLGAAYGPRLGLITILGYMG
VGALGFDVFAGSSAELSGLTYMMGSTGGYLVGYVLATLALGTFARAGWDRSMGRMAVAMLVGNVVLYVPGLIWLGQLYGW
DQPILAWGLTPFLLGDALKLALAALAVPAVWRLIGRD
>TDX22527.1 hydroxyethylthiazole kinase-like uncharacterized protein yjeF/hydroxyethylthiazole kinase-like uncharacterized protein yjeF [Rhodovulum visakhapatnamense]
MAELLTSAQMRAIEADAMARGDADGATLMERAGEGVVAAALAEWPDLEAGPKAALVLCGPGNNGGDGFVVARLLAERGWR
VDLFLFGTSDRLPPDARRNHDSWAAMGRVRPWDDAAVAAHLAGGEADLAVDALFGSGCTRGIGAIAARTAAALEVFRAAG
GRALAVDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEASAFCGRVVIADIGLDPAGRCPGAVALVQAPGPRIGK
AGAVGGHKYSHGHALVLAGGPGRTGAARLAARGALRVGAGLVTLAAPGSAQLECACHLTATMLRRVDSAEDLTALLDDPR
FSALCIGPGMGAGPREAALLAASLASGRAAVLDADALSLLAAAADPFAGLRADCVLTPHGGEFARLFPDLAERLASRAAR
GPAFSRVEAVRAAAARSGAVVLLKGADTAIAAPDGRAAIHAALYERAAPWLATAGSGDVLAGLVTGLLARGRPAFEAAAE
AAWLHAEAARRFGPGLIAEDLPEALPAVFRALDL
>TDX22528.1 nitrogen regulatory protein P-II family [Rhodovulum visakhapatnamense]
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVNA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>TDX22529.1 L-glutamine synthetase [Rhodovulum visakhapatnamense]
MSKDKVLKTIKDEDVEYVDIRFTDPRGKLQHVTVMADLVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFIFDDVRYAVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKRIGMKVDKHHHEVATCQHELGMIFDSLKKQADNLQKYKY
VIHNVALAYGKTATFMPKPMAGDNGSGMHCNMSIWKDGKPLFAGDKYADLSQEALWYIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIKNKIDPGEAMDKNLYDLP
PEELEGIPTVCASLREALESLAKDHDFLLAGDVFTKSQIEGYMELKWEEVYAFEHTPHPMEYKLYYSC
>TDX22530.1 hypothetical protein EV657_13031 [Rhodovulum visakhapatnamense]
MAPRWPSAATHRDAVHAMRPEAGDAAWELYDLVLADLARRPGTVIGATEVLRPDGVRAPLEGPPLVRLGRLLDPHLCRGD
>TDX22531.1 hypothetical protein EV657_13032 [Rhodovulum visakhapatnamense]
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYRHLDWHELLAGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>TDX22563.1 hypothetical protein EV657_1291 [Rhodovulum visakhapatnamense]
MSGHFWLTDEQMDRLQPFFPKSRGKPRVDDRRVLPDDLAARSAALERQDGQ
>TDX22564.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MFATISRRGVLTGTAALLASTALPRLALAQGGGRLIVAADSEPRQLNPAIVASNGVFFISSKVIEPLAEASYDAGGLKPL
LATGWEGSEDGLSITFALREGVSWHDGTPFTSADVAFSAMEVWKPLQNIGRSLFANLETVETPDPLTAIFRFSKPTPLQL
IANALPVVSSVLPKHVYEGSDIAENPANRALIGTGPFKWGDYRPGEYYLLTRNDSYWGEGLPHLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSSVPLADLDRIAKVPGLSVVTRGYEALTYQLTVEINHRTGILSDLKVRQAIAHAIDKDFVLDTIFLGY
AEKATGPVPANDPTFYTPDVTTYPFDIAAAKDLLDEAGYREGPGGTRFSLRLLPAPYFAETRQFGDYLRQALAAIGIDAQ
IVPHDAAGHIKAVYTDHAFDLAIAPTVFRADPAISTTILVRSGQPDGVPFSNQGGYANPDLDALIDEALVTLDPGKRVAL
YKDFQRMVTADLPLINVADWSFTSVVADSVTGVATNPRWVVSNWAETGLSE
>TDX22565.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MARLGRVVLVRLAGSLPVLLIVLVGVFVLLDSAGGDAVDAYLLSMGGGDAQMAAELRARYGLDGSVLNRLLFTLGQYARG
DLGWSIALNRPIGPVIAERLPNTLWLMGSATALSFLLGSALGVLAGRRPGSVLDRVLSGGSLFLYSIPSFWLGLVLAVVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRSGMAEAWGQDFTLAARARGLPDWRITLN
HAARNALLPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLLVDLAYGWLDP
RVGSGAGHD
>TDX22566.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTRPFLRRPEALLGGAILLALILIAGLAPLIAPGDPLAIAGRPLIPPFTDAGLPLGTDRLGRDLLAELIHGARTSVAVGL
SAALVAVFAGMTVGTAAGFAGGAIEAALMRIVDAFQIVPGFLLALAFVSVMGPSLWVVVLAIALGAWTGPARLARARVLS
LRESDFVAAAKVMGMSPAEIAFRQIMPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSVTWGAMIAEGRNQLRSAAY
LSIIPGIALVLTVISTYLVGEALTDSLTGRDKR
>TDX22567.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTMLLGLTGLSVRYPGARAPALADLGLALFEGEKLAIIGESGSGKSTLARAIAGLLPPGSRIEGRIDWGDGPIPRPGRDI
GYVFQDPGGSLNPLLSVGRHLTEVLRTHLPLSPRAARARAAALLETVQIPGPAQALDAYPHQFSGGQRQRIAIALAIAAG
PKLLIADEATSALDVLVQAEITALLRSLCGAKGMTLLFITHDMALAGQLADRIAVMHAARMVEIGPAARVLQAPRESYTR
SLLAAHLDLASPRLVGEPP
>TDX22568.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTLLQARGLTKTYPGARRIRALDDVSFEIAPGETLGLIGPSGCGKSTIARVLTRLTEPDAGTIQFDGQDWGGLKGRTLRR
ARGAMQMVFQDPGAAFHPRATVSGALCEPLRLHAIAPRSDWPDHVERLLTQVGLSPELAPRPLSALSGGQRQRVAIARAI
APRPKLIVLDEAVSALDASVRARVLDLLAQLQREMGLAYLFVSHDLAVTRALSHRIAVMEAGRIVETGPAEALLAAPRTE
ILRRLIAAVPTIHTEKVSS
>TDX22569.1 aspartate aminotransferase-like enzyme [Rhodovulum visakhapatnamense]
MSSRPPAPLPPSWLPLPDAPAFPADGYAPLADAIGRLIGTANDVLLVQGEAMVALEAAASSLGRPGVRALNVVTSLYGRW
FGGWLRRAGAEVTDLAGAAPGHPITTDAVARALEAGRYDLVALVHAESATGILNPLPGIVALAKAHGALVVVDAVASLGG
HPVEVDALGIDVAVMGPQKALGGQAGTSAIAVSPAAWDRIAPPGEAPSILSLADLRTLWLETGRGALPGTPSALEFHSLA
QTLARVEAEGMAAIRARHGRAAAAARAGARALTGAEWVAPGQASNLVTAAALPEGLSATELLTHASGDALSAGVGPAGER
LARLNHTGPRARLETVLGDLATLGAALDAAGHPARTGAALSAAEAAWREAETA
>TDX22570.1 putative hydrolase of the HAD superfamily [Rhodovulum visakhapatnamense]
MRPPRTILLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLADEEGRKLWRLEGDATRRRVVRA
AFHRLNLARPPGSEPLHGVDADRIADRFETYLEEAITLKPGAREMLAGLGAAGLRLGLLTNGTRTRQRAKIARFGLSPFF
RAIQIEEEAGFGKPDPRAYLRLLARLDTAPRDAWMLGDDPVWDVAAPAALGLTAILYDETGRTPLPEGAAARIDRLETLP
RLLAQTA
>TDX22571.1 hypothetical protein EV657_1299 [Rhodovulum visakhapatnamense]
MEHTTGRCPFAAQRETRSGAHPLHLRRSILNREVLRPVLRQLGLETMPDDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QRPRFERTPAGGVDLVFGAPELETRWRELTGAGAVWDLPPFVPRVALGPCPADLPAICFFAGPVLFGPEWRATPDCLGAE
APHHPVSA
>TDX22572.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum visakhapatnamense]
MPDRVEIFEVGPRDGLQNEPRAIPAAEKIALIDLLGQAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGVRYAALTP
NIRGYERARAAGADEIAIFASASEGFSRANINASIDESFRRFAPVAAAAKADGLPMRGYISCVTDCPYDGPMPPGAVAAL
ADRLLALGCYEISLGETIGRGTPQTVAAMLDAVLAVAPPARLAGHFHDTGGRAMANIEAALEAGLRVFDAAVGGLGGCPF
ARGAPGNAATEKVAARLAELGFDTGLDPTRLAEAAALARRMRGDPPGTGPGGAAS
>TDX22573.1 3-methylcrotonoyl-CoA carboxylase alpha subunit [Rhodovulum visakhapatnamense]
MFRKILIANRGEIACRVIATARRLGIATVAVHSTADARAAHVALADEAVAIGAPAPADSYLRADRIIEAALQTGAEAIHP
GYGFLSENPGFVEAVEAACLTFIGPTADAIRAMGLKDAAKALMEKAGVPVVPGYHGANQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRKVTRPADFAAALASARSEARAAFGNDTVLIEKLIEAPRHIEVQVFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDGSDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRVA
TGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLAFPRGIRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALDDTQVAGTTTNLAFLGRLARHAGFARGEVDTGLIERDIESLAESPPPARAVEAVALLEAAAPSAGPLAGFT
LWAPLRRVVTLGRDGDEVTGTLLFDGPDHATVEIGEAVLEARCAADGWRIDGASAGAVRRAGGAIHVFAGAQGTFSFTPI
DPLDRATAAGAGADVIEAPMPGLLKSLAVVVGDRVAAGQPLAVLEAMKMEHTLAAPREGVVAEVLAAPGAQVEAGAALVR
LVPEQDDA
>TDX22574.1 3-methylcrotonyl-CoA carboxylase beta subunit [Rhodovulum visakhapatnamense]
MRLRSAALPASDVFQANRAAHLAALREVAEAAALAAAGGGEAARARHVARGKMLPRDRVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRRETPEDPAYDPDEILGVVPADLRTPYDIREVIARIVDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENEGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWTWPNSRISVMGGEQAAGVLATVKRDAIERAGGTWTSEDEAAFKRPT
IEMFAEQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPETRFGVFRM
>TDX22575.1 outer membrane protein [Rhodovulum visakhapatnamense]
MKTSLFAIAMTAAALAGSSAFAQSQGDWTLGLGLGYVLPKDDNGRLAGSESHVGDNARPTITFEYFFADNWGVEVLGALP
FKHNIHIDGVGEADTLQLPPVVSLQYHFVTSSSVTPFLGAGLNYTTFWDTDSALGDVDIDDSWGLALHAGVDYAIDERHA
IRADVRWIDIDSDVKLNGSKIGTAHIDPWVFGVSYIWKF
>TDX22576.1 uncharacterized protein DUF1311 [Rhodovulum visakhapatnamense]
MRLSLILAAALAAATPALAQQYDFKPDATLACMDKQKMPGADIACVGESARACFQKMKSPAVSDIAACQQAEGEYWKARM
DSAFEKLLGLAETADKDFAKTQDEPLHATMVNDLKNEQEQWDTWQKTRCWVEAMMRRGTPYRMTAAANCTMKQIAARAMF
MESAVKYMETK
>TDX22577.1 isovaleryl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MFTATMDFDLDDETRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEEYGGAGMSYLAHTIAVEE
IARASASVSLSYGAHSNLCVNQIKLNGTDAQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMKLRAEKRNGYYSLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKSMSGFSTSRHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEIMPYLRDRQQFGQPIGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGQVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMD
>TDX22578.1 CreA protein [Rhodovulum visakhapatnamense]
MTRPALLALLVAALPITAPLAAPADEVGRVGVDWTGNDIVIEAIQDPEVKGVTCHVAYFSRSMLDRLSQGNWFEDPSNAS
IACRQTGPIEIGDIDRSPEGEEVFRQGRSLVLKSLRIKRIFDDANQTLIYLAHARELTQGSAKMSISTVPLFNSGAN
>TDX22579.1 hypothetical protein EV657_12917 [Rhodovulum visakhapatnamense]
MTPDHTQKGKTEPSIQRPASDVALSFSRLAPDAHARIRVFPVLAVAGAALTALVSVLAVTAVPPAQGRAPEAALALGRDA
TPVEGSVLLAGADAARAAPLAPVTRPEALSRVTGPAEDGLDAVAEARAAQGQQAARLMLAAYPATAGGTALPNGLHVYAG
PPDVAPPARPGAQPDAPEDQLAQLRPHPRPLAEGGDARRPRPRPSAEAPAAATDVVASLSAENAPRPHARPETDADTAGT
ALPEASGTDPQRPLARPVILADAADSVRPQARPIPLAVAASGASLVPAPGIERAAAFVPPVAAPAEAAVPEAASAAPAEQ
GLKASLRPQTRPAALARLARGALVPEERRSAAPRAEPFAHTDIARGANGCSMRLARGIPNRGRGALDGREIGSRMGGLHG
GDRDSLIVQQALAGNIPHFLRELTPVKVSGTLPGGGRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPT
TRMVDAIYAQAGLRLDPRPMTAGAQMSSTGYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKRD
GSPIQPLSTVHGAYYSDYSHGVRLVSQTAFLNGRAVSLASLLSNPTYAQMLTGEGPIDAPERLMASLYR
>TDX22580.1 putative proteasome-type protease [Rhodovulum visakhapatnamense]
MTYCVGLMLERGLVMMSDTRTNAGVDNISTFRKMFTWEKPGDRALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEV
PSMFQAARLVARTLKDVIAAHADVGQRADAAFNATLILGGQIKGGAPRLFLIYPEGNFIEAGEDTPFFQIGETKYGRPIL
VRAYDPAMSFEKAVKLMLVSFDSTLKANLSVGMPFDLQVYEADSLQLGRRIRIRANDPYFEQISTGWGEELKAALDSLPD
FEF
>TDX22581.1 transglutaminase-like putative cysteine protease [Rhodovulum visakhapatnamense]
MRLKIRHTTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTTVEGGVKELSFEDHHRNTVELISFEKDVTELVVRCEGEV
EVLDSSGVIGPHRGPSPLWLFRRATPRTRAGQGCRALVREVKGEGDLDRLHALLRMVHGAVGYEIGVSRPDWTAEDAVTA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTGDRVQHEASHAWAEAHVEGLGWVGFDVSNEMSPDERYVRVATGLDYAE
AAPVTGSRMGGTGEALSVEIEVAQQ
>TDX22582.1 putative alpha-E superfamily protein [Rhodovulum visakhapatnamense]
MLGKTANGLFWMYRYIERAENISRLVETGQRIALTRLDSPDDEWVSVMKTAGVAKAYKRHHETVTKEAAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWEAMNGCYMALKDALSRRVNERDLPAVIDLIKERTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSVYSVGSSIDNVQWETILRAVSARGGYRMVHGSQASPRDIAQFLVLDRKMPRSLE
FSVTKIRDNLEYLALDYGDRHRSHELAEALKQRFTAHDIDAIFDYGLHEFLQDVLGSLNELGQQIEKDYRFYE
>TDX22583.1 putative circularly permuted ATP-grasp superfamily protein [Rhodovulum visakhapatnamense]
MNESQTFDEMWGREQVLRPPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQKLSRGIEQRVQAINAFLYDIYHRQEIVKAGRIPQEMVSRNDAFLPQMIGVKPPGGVYTHIVGIDLVRTDDNEFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPADVDEKPTIAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPESALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPDIVEFYTGEKAILENVPTWRCSEPEALAYVLDNLHDLVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTQKGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>TDX22584.1 xanthine permease [Rhodovulum visakhapatnamense]
MAVDSSIGTPEQLRDPNYTPALHKAVPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMKYMIQMSMLFAGI
ATLFQTIGFGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPMLFTGVFLGGLFHAMLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVPAMDTPEYGSLLNWSAALVVIFVTLGLKFFARGLLSVSAVAVGIVAGYLFALATGMVTIGGI
ETSWDRAAVLEVPLPFKYGFDFSIAAVVGFCLMAFVSAVETVGDVSGITKGGAGREATDREIAGATYADGLGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTIGAIFLILCGLVPKVGAVISTIPIEVLGGGVIVMFGMVVAAGISMLSDVNWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPESVQILMTSGLLPAALIAILLNLILPEELASEATEEVSGGLSGHGLGSLGRD
>TDX22585.1 ureidoglycolate lyase [Rhodovulum visakhapatnamense]
MLTAIPITAEDFAPFGEVVELGGEFKTINEGFCRRYSDLATLDIVDGAPGISLFNAEIRSLPYDCGLLERHPLGSQCFIP
MRNAEFLVIVAPDAGGRPGAPRAFVAGAGQGVNIGRNVWHGVLCPISGSGLFAVVDRIGPGPNLEEVRLPEPVTVTLAPE
G
>TDX22586.1 (S)-ureidoglycine aminohydrolase [Rhodovulum visakhapatnamense]
MTGYFSTLGGHPGQDALHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPLTGFAETFAQYVMEVGPGGGSD
RPEPDPGAEGVIFVTEGALDLRLDGLPHLMTAGGYAYLPPGSDWTVLNPGEAPACFHWVRKRYAAVEGIDRPEAFFVSEA
DIAPVAMAGTEGRWATTRFVDPNDLRHDMHVNIVSFEPGGLIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAFCPQACYAGGSGRFRYLLYKDVNRHPALTLGAL
>TDX22587.1 OHCU decarboxylase [Rhodovulum visakhapatnamense]
MTRYPRDLRGHGATPPHPHWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRLFTARNMPVTVYGVATALARGPEQVAAMQDAGWEIASHGLKWIEYKDYAEADERAHMLEAIRLHEEVTGARPR
GWYTGRCSAQTVQLAAAEGGFAYVSDTYDDDLPYWKKVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGVEGVPKMMSVGLHCRLAGRPGRLAALKRFLDYISGFDGVWVARRLDIAEHWARVNPPVEWERPTDMDRETFVARFG
GVFEHSPWIAEGAFGLELGPAHDSAVGLHNALARVFRSADAEKRLAVVKAHPDLAGKLAQAKRLTEASSAEQASAGLDAL
SDTERARFEDLNRRYTDRFGFPFIIAVRDHDKAGILAAFERRLENSAEAEFAEACAQVERIALLRLKEMLPQ
>TDX22588.1 5-hydroxyisourate hydrolase [Rhodovulum visakhapatnamense]
MPGYLTTHVLDTATGAPAAGLRITLYRVSGNSHRKIAEVETNADGRTDAPILPPGAFKTGTYELVFFAGDYLKRAGLAGG
EVLFLDQIPIRFGMDDPEAHYHVPLLLSPYGYSTYRGS
>TDX22589.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MAGINNIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVQVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRSLGD
CPRVLCAAPTYIARRGMPRSGADLIGQGHDCLLLRFPGSREFRWTLQTPEGPQAFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALLPVCQETPPPDARLACLFPHKRNQDPKSRLFIEFMAGRIKTALRARDRIYQLPR
>TDX22590.1 putative membrane protein [Rhodovulum visakhapatnamense]
MFDIALVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTKDRPLPEGVLGEEWQVHGGGFYHIQKYTVAPAHMPEHLT
WFKWEAYWTFLSGLMLLALVYWMGADLYLIDYDKIQWAPWQAIALSAGSLTIGWICYDLLCRSPLGGRPTTLMLILFAII
VAMAWGYTQIFTGRAALLHLGAFTGTIMVANVFLVIMPNQRVVVADLKAGRTPDPKHGKIAKLRSTHNNYLTLPVLFLML
STHYPLAFASPYNWLIASLVFLMGVTIRHFFNTMHARKGRPWWTWGATAAIFLVIVALSLAPTQNAVQAPETAALPAPLD
RVAAAEGFDEVRDIVESRCSMCHSAEPLWPGLGQAPKGVRLDSPGGIALHARDIYRHAGLSRAMPPGNVMMMAAEERARI
VAWYQGIDRAAR
>TDX22591.1 IS4 family transposase [Rhodovulum visakhapatnamense]
MSKPEPARYRTTNWSAYNAALRNRGALLIWLDMEMAWSAPHEGCPGRPPVFSDAAIQFCLSIKVLFKWPLRQAAGVVASL
LRLAGLDWPVPDYSTLCRRQKTLTVQIPYRRAGGPLNLLVDSTGIKFPGDGEWQVRKHGVQGRRQWRKVHLAMDTATSDI
RAVEFTPSREGDSLVLPDLLGQIPDDEAIGTVTADGAYDTRRCRGAIIARGGTAIIPIRKNGRPWKEDSPAARARNETLR
VTRHYGRALWKRWTGYHVRSRAETKMPSPVRSNRWR
>TDX22592.1 hypothetical protein EV657_12930, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX22868.1 hypothetical protein EV657_1281, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX22869.1 DDE family transposase [Rhodovulum visakhapatnamense]
MSSTKTGNTWSFGMKAHVGVDAQSGTVHSLETSTAKVHDSRIRDKVLHGEESSV
>TDX22870.1 adenine deaminase [Rhodovulum visakhapatnamense]
MVQPLSDLIAQGRGLVPADLVLRGGQVLDLVTGEMVPGDVAICGETIVGIGSAYEGREVLDVSGLTLVSGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGIEGIDYFLRAATRTVMDIRVNLSSCVPSTGMETAGARIEAEALVALKD
HPQVIGLAEMMNYPGVLMQDPGVLAKLEAFRGGHIDGHAPLLSGRDLNAYIAAGIRTEHEATSAAEAREKLQKGMRVLIR
EGSVSKDMVALSPLLSERTSPYMCLCTDDRNPLDIAEQGHLDHMIRWMIGQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVALEDLAACRARLVLAGGRLASAGAFAAREDVAPVGRGSVRAPKVTAASFRATSNAAETHVIGILPGKILTEHL
IEAVPPEGGEKRADPRRDLAKVAVVERHGKNGNIAVGFVRGFGLQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGRVLAELALPVAGLMSLEPFETVEARLKALRAAAKSLGVVLDEPFLQLAFIALPVIPALKITDRGLVDVEA
FEIIG
>TDX22871.1 2-keto-3-deoxy-phosphogluconate aldolase [Rhodovulum visakhapatnamense]
MTPHAASEITEALCRKAPVIPVLVIEDAALARPLAEALVAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAATAAGARFGVSPGSTPALLDAARAGDLPLLPGAATASEAMALLEKGYSVQKFFPAETAGGAAALKALASPLPQIRFC
PTGGVSLANAASYLSLPNVLCVGGSWVAPKEKVAAGDWDAIVALAREAAALPR
>TDX22872.1 6-phosphogluconate dehydratase [Rhodovulum visakhapatnamense]
MPLHPVLEEVTRAIVRRSADSRAAYLDRIARAADQGPARAHLTCGNQAHAYAASGAAKDLLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKAKVRQRYATGEIGRDALMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVPPNTALRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGILLD
IEDFARLSEVTPLMARVYPNGLADVNHFHAAGGLGYMIGELLAAGLLHPDTLTVAGEGLAHYTREPKLVDGTLTWTEGAG
ESLNDKILRPTADPFQATGGLRALTGNLGRGIIKVSAVAPERHMIEAPARIFHDQEAVKAAFKRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVTPEAVDGGPLARLRDGDLIRLDAPAGRLDVLTEG
ALDRPPVTPDLSANETGLGRELFAAFRAHAKSATEGAGIVV
>TDX22873.1 SAM-dependent methyltransferase [Rhodovulum visakhapatnamense]
MSTEPSTDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTKALAPGTLAVLEDAERRPLGLAAVNPLSRIVARVIDRDP
EAVVDQAWFAARIGSALALRDRLYDAPFYRLVHAEADGLPGVVIDRFGSAAVVQPNAAWAEYRLDALVAALVEVKGVETV
VKNGSGRVRGLEGLPEETLVLRGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAKGGRVLDVFSHVGGF
ALAALAAGAESALAVDGSEPALALAEAGAEASGLAGRFATRKGDAFDTLAALGAEGAQFELVVCDPPAFAPSKSALDAGL
RAYERVARLAAALVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGQILYTGFAGPDHPVLPHLAESGYLKALAFRL
TE
>TDX22874.1 PIN domain-containing protein [Rhodovulum visakhapatnamense]
MKVLLDTCVLYPTVLREILLKVAGTGLFTPLWSARILEEWARAACKIGPTGEAQARAEIALLRGAWPGAEVAPKAGLEAR
LWLPDPDDVHVLAAAVAGGADAILTFNARDFPGHLLAAEGLVRAAPDGLLMDLWLADPGPVERAVAEVHAAAERMAGEPL
ALRALLKRARLPRLGKALG
>TDX22875.1 LuxR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSVEPQGLDFAGTLRAQRSFDAAWLVFNDHLRAHGVSHALYAQLPSVRVRSISREMIYHATYPEGFTRRYASEGMIDHDP
RAHYCESDAEAPLYWNRPGDTLAADPEARDVLGLCEDFGLAFGMTLPLKGRSRLNRSGMGLAFDARTLAQAEEILAASEG
AILSAAALFHALAQTPDIAADMIRLSLRERECLLWSAAGLRNKEIAFRLSIAEKTVEHHMASAMTKLHAVNRTHAVARAL
ILGLIAP
>TDX22876.1 putative metalloprotease [Rhodovulum visakhapatnamense]
MLKLTPILLAVLYALAMYRFSAWRTGRELDARSSELADPALKALTDRMARALDLPRIRVDIYEIAPVNGLAAPDGRIFIT
RGFHDRYRAGEVTAEELASVIAHELGHVALGHGRRRMIDFSGQNAMRTALAMVLGRVLPGIGVYLANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTGPQKTLFEKLDRITQSRGGAMPAWLMSHPRTADRIAAIEAMETRWTPATTT
>TDX22877.1 catalase-peroxidase [Rhodovulum visakhapatnamense]
MDGNDTPAGKCPVLHTTFGGQSNRDWWPNQLNLRILHQNPTAGNPMRPGFSYAAAFGTLDLKAVKADLHALMTDSQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGTQRFAPLNSWPDNVNLDKARRLLWPIKKKYGNAISWADLMILAGNVA
LESMGLKTFGYAGGREDVYEPEEDIYWGSEREWLATSDKPDSRYSGDRDLENPLAAVQMGLIYVNPEGPDGNPDPVASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPETGERNRKIIMTTADMAMRMDPIYEPISRHFHENPEEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIDADDIAALKAEILGSGLSVAELVSTAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPAQLARVLEALEGIKAGFDARAAGGKRVSLADLIVLGGSAAVEKAAADAGHAVEVP
FAPGRTDATAEQTDAESFEVMEPVADGFRNYQKGAYSVTAEEMLVDRAQLLTLSAPEMTVLVGGLRMLGANAGQSAHGVF
TDRPGQLTTDFFVNLLDMGTVWVPTDADETLFEGRDRATGAVKWTGTRVDLVFGSNSQLRALAEVYAQDEAGPAFAEAFA
AAWAKVMNADRFDLA
>TDX22878.1 response regulator receiver domain-containing protein [Rhodovulum visakhapatnamense]
MLMLDDNEIDRLRLKKLCLRAGLKFRVREAASIHDFRAALDETSYDMVFLDYDLKMETGLDALELLKAHPDQPKAIAIMI
TSSDDPATVAEAMRSGCSDYLVKDELTISMIRRAVTAAIEREIYRAAILHEREARAEVEQMLERFSAVCAADIRGMLSGM
LRKIRVVTQSVEGHSEIRKEAAEAERACLDLFEYLENMKTILALEAQPKTERLLR
>TDX22879.1 hypothetical protein EV657_12812 [Rhodovulum visakhapatnamense]
METRQVIVGRQISLGVKLALMAFCVVLVASLFFAAVNLFGVQWYRTAAVSRMEFAGGFFAERLLQQLDLMASDGRKIAAL
PEIDGVVAATGQGLHDQKVQESPDIYWHRRLEAVFDSVLRTRPHYSQLRYIGRDDNWREVVRVNRVSDRTEAVRRSALQS
KGDEPYLADEAALDAGQPFFSRVTLNREQGRDEGPPTIRLVVPVPGSDGRAVGALVINADFESILRAAVIYPADGYVVTA
MTSSGDFMRYDPVTGPGPLRFHGTPGWRAEDLPDLGGIVPSGSTRATKIGWQRAINVTGLSAASLSRGERLPLRTDIFVV
TELPTPYLFAPIRQQLVYGLAAGIVLSVLAGLVAWHFGNRLTGPLNRLARGLRASEPGDDLRDLVPESNDEVAELARAVV
KLNERLYQKSAKLNAIFAEAADGLITINQEGVIEEANVAVARIFGYEPSELLGRNVSMLMSDKEAVKHDRMMRRRIGQAT
PQRLIAGREMPGKRKDGTEITVEISVASTSHAGGTRFIGVLRDVSSRREAQARSEALVQALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNDDTRDSMNLLRSRVARMDRLLDDLLNHSRIGRIDEKARIVEGRELASELRGLLNLPEG
FTFEVTPDFDKLHIPNMPIKTILLNLLGNSLKHHDRPTGLVRLSGRETDDAYCLSVSDDGPGIPPAYHKKVFKMFQTLRP
RDEVEASGMGLAMVLKYVQIAGGQVRIESDGGRGTTMHVVWPKVRAKSGKSAWRAA
>TDX22880.1 response regulator receiver domain-containing protein [Rhodovulum visakhapatnamense]
MTQDADLLGRTPLNLLIVEDDDGDAKAVRRALNRSRIKATLTRAVDGVEALSIMRGVAGPVPASPYIVLADIRMPRMNGL
EFLHELRNDCSLRQAVVFVLTTSNDDDDKRIAYEAGISGYILKQRVGRDFASLIETLDRFWNILSFPDIRLSED
>TDX22881.1 hypothetical protein EV657_12814 [Rhodovulum visakhapatnamense]
MRDLDVMIIDDDAGDRKLIRRLLERSGMCRSICEAELVHAALDHGSETLDAVFIDYVLPGENGLDGLETLKRKWPGAAFI
LMTGQGDEQIAKSAILAGAADYTPKSRINQAGLERMLVRAVEMVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEEMGEVQSAELQKLMVMMKKTATQMSHLVETLADHIRTDINPVFETIPATELVENALSFLDQDIRESGGSVDVDLSD
FDVFCSPAMLAQLLQNLVSNAIKYSGENAPEIRISARRLENGDVLFEVADRGIGVPEEYRQRIFEPFQRLSWATDKPGTG
LGLATCQKIVKRHGGRIWCEANPYGGTLMRFRVPGSSAPVDGFASKVWSPHPSDAAVSR
>TDX22882.1 hypothetical protein EV657_12815 [Rhodovulum visakhapatnamense]
MPISLHKQATTTPGIRTAIQAGTDPAWMVAERDGISEQTVWTWRGRDGVHDRSHTPHRLQTALPPRRRRRWRALRKALLL
PLDEPPAVVREFLSPHVSRSGLDRCLRRHGLGNLRAPKPKASKPAHGSFKADDPGDLHIDIKYLPRMADEDRRRHLFVAI
DRAARWVFVRICPAQSAANARRLPHAISSARPR
>TDX22883.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MNITLRQLSYFIALAETRHFGRAAESVHVSQPALSVQIRELETDLGVQLVERQPRAVVLTPAGHDLLRHAQRVMQEVRAL
RDAARWQRGLGGRLSLGLIPTVAPYLLPKALPLIRAQNLTLEIGVREARTDRLLADLDEGRLDAALVALPVGRDDLIEAP
LFEDRFLLAGSARQIAALGGETAGVRPAALDPDRLLLLDEGHCLADQALEVCGMRREETRVDLGASSLATLCGLAAEGFG
LTFLPEIALVSERAASPALAVHRFASPEPARRLGLVRRRLSRDDGWFEALAAILAEAGRSLTDSARAAAGG
>TDX22884.1 lipoic acid synthetase [Rhodovulum visakhapatnamense]
MRDLKNPAERHPEKARRPDAPQPKKPAWIRVRAPGGEGYRDTHRVIREHGLATVCEEAGCPNVGECWSHGHATMMIMGEI
CTRGCSFCNVATGRPDALDVFEPGRVADAVQKLGLRHVVITSVDRDDLADGGAEHFAQTIRAVRHRAPETTIEVLTPDFL
KCGAGAVETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPAMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHGVDRFVTPEEFAAYERAAYGKGFLMVSATPLTRSSYHAGEDFARLRTAREARLAQG
>TDX22885.1 stage IV sporulation protein FB [Rhodovulum visakhapatnamense]
MTWSYPVGRVFGSEIRIHATFFLLLAWIGAAAWIADGPIAAVANLVFVLALFACVVAHEFGHALTARRFGIATPDITLLP
IGGLARLDRMPERPGQEIAVALAGPAVNLAICTLLIVLGARTDLTGAAALQDPAAGFWSKLATVNLFLALFNLLPAFPMD
GGRVFRALLALRLGRVAATRFAARSGQALAFGFGFLGLVTGDAVLVLIAIFIFAAAGAESADVALRDMARHLRARDAMIT
DYEALQPSDTLRGASSTLIRTAQHEFPVVDAGGGLRGILTRTALFQALAEGRDMCPVAENMARGIPTVPLAAPLDAALDA
LQDSGAPAVTVTEPSGRMIGYITRENIGDLIVICGRDRHR
>TDX22886.1 single-strand binding protein [Rhodovulum visakhapatnamense]
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSENWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYTTEIALRPYRSELTMLDGRDGGGSGGGNYGGGSGGYDQGGSRGGDYGGPQPAGDFDDEIPF
>TDX22887.1 transglycosylase-like protein with SLT domain [Rhodovulum visakhapatnamense]
MKPRLAAIALTVLAVSGSHPASGLAESVVSSKARLMLFKSQTRVLDGRAGQQYSNSVRLQPDRVHTPSQGSLLYSGRYRG
EFVDVARDAARKHGVPEDLFLRLVQQESGWNSGAVSHKGAIGLAQLMPDTARRLGVDPTDPHQNLDGGARYLRRQFDRFR
SWRLALAAYNAGPEAVEKHGGVPPYQETQTYVRRIWGS
>TDX22888.1 hypothetical protein EV657_12821 [Rhodovulum visakhapatnamense]
MFSIEHEFDATVITLVDEGPQHLQEDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAAFDLPEGVYRIAFGRD
>TDX22889.1 hypothetical protein EV657_12822 [Rhodovulum visakhapatnamense]
MSGQTKYEEHAHLVEKMAEVLGVDLEEEAMAGRWTPEDMQDTVSRCLGCTEPSQCKGWLGSHDTGTDETPGFCRNKDLLE
AMRARLVSA
>TDX22890.1 hypothetical protein EV657_12823 [Rhodovulum visakhapatnamense]
MEDQGRLSKHFWLTQGMARTIGVNLNDALRSGQLGRGEYSELVAACAHCGRAEECMRWMGHQVTGADRLPEWCGVGVRLE
ALKEPA
>TDX22891.1 periplasmic divalent cation tolerance protein [Rhodovulum visakhapatnamense]
MIHVVTTCPDIDSARAIARAALDRRLAACANILPGVVSLFHWQDRIDEEPELQLTLKTDDGHRAALVSLIAETHPHDLPV
ITWETVETTPEAAAWLTAETSA
>TDX22892.1 hypothetical protein EV657_12825 [Rhodovulum visakhapatnamense]
MTDDPSPEAGGAAAWALLEEAEEHYRRTIRALNELIEEIEAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESE
SEGGIQALDLEQARLEVGRRLDRLRNTLDAGRVSGGVE
>TDX22893.1 phage terminase large subunit-like protein [Rhodovulum visakhapatnamense]
MQAAFLEGLNDSALLALPYLFEFWALPHQLPPEGDWRSWVIMGGRGSGKTRAGSEWVRSQVEGARPLDEGQARRVALVGE
TVDEAREIMVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDML
QFGLRLGQAPRQCVTTTPRNVAVLKSILANPSTVVTHAPTEANRANLAASFLEAVRTRYAGTRLGRQELDGVLLDESDGA
LWTLSRIEALRVDEAPPLDRIVVAVDPPVTSRDSSDECGIVVAGVRMQGPPQTWCAYVLEDVSISGVAPTAWATVAIEAM
ERYGAERLVAEVNQGGDLVETVIRQLDPMVPFRAVRATRGKIARAEPVAALYEQGRVKHLRGLQVLEEQMCHMTARGYES
QGSPDRVDALVWAINDLMIAPAAHWRRPRVRGL
>TDX22894.1 HK97 family phage portal protein [Rhodovulum visakhapatnamense]
MKFNLFRRATERLPETKASATGPVIAWAGAGRAAWTPRDTSSLIRSGFNGNPVGFRAVKLIAESAAALPLICQDDERRYE
AHPVLDLLKRPNPAQGRAELLEALYGQLLLSGNGYLEAVGGEGGLPFELHVLRSDRMRLVPGADGWPVAYDYMVGARKHR
FDMTGAVPPICHIKNFHPQDDHYGLSAMQAAATAIDVHNSASRWSKALLDNAARPSGAIVYHGGEGQSTLSEEQYARLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVAGAVAEFLTHFSGAAVSLRPDLDQVPALAAERDTQWKRISEADFLTEDEKRALLGLPRRPEGR
>TDX22895.1 hypothetical protein EV657_12828 [Rhodovulum visakhapatnamense]
MAGQRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRMWLTVYGIVAVILAEGIASILSAISTP
>TDX22896.1 hypothetical protein EV657_12829 [Rhodovulum visakhapatnamense]
MKEYESGIALERKFCKSDTLPLALKDGAVIEGYASVFGAADYGGDIVQSGAYTACLRQMGTEGRRVKMLWQHDPCEPIGV
WDEVREDARGLYVKGRILTDVARGREAVALVAAGAIDGLSIGYRTKRAGKDDSGHRLLAELELWEVSLVTFPMLADARVG
TKAEGTAEELLRDLAEAFAGARRMLAEG
>TDX22897.1 HK97 family phage major capsid protein [Rhodovulum visakhapatnamense]
MTETEIKAGRAHGPAMEMREALEDFLIDFRGFQSEVKSRLKQQEERLTMFDRKSQITAGRPALSRAVEIEVPHKKAFGAY
LRSGDDDALRGLEFEGKAMSTAVAGDGGYLIDPETASTIKSVLTATASIRSIAQVVTVEASSYDVLVDHADTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKVSQRLLDDSAFDIEGWLAGRIADKFSRAEAAAFILGDGTDKPRGFLSHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANGSFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAPDAAAIAFGDFQAGYTVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVA
>TDX22898.1 putative phiE125 gp8 family phage protein [Rhodovulum visakhapatnamense]
MMLIEQTTVPAAALPLAQFKAHLRLGTGFADAGDQDAYLETLLRAALAAIEARTGKVLISRSFSYVLYGWRHGGSQSLPV
APVRAVTEIRIVDRGGVAVPVAPERYHLLADAHLPVVRGAGGSMPGIPFEGSAEIDFEAGFGSDWAAVPEDLGHAVLLLA
AHYYENRLEQTVGGGAMPFGIAALTDRWRRLRMTPGGV
>TDX22899.1 head-tail adaptor [Rhodovulum visakhapatnamense]
MARSPILNRRLELEVPVRVADGAGGFSETWVARGTLWAEVTVRSGGEQSGEELALSRVLYRIVVRGAPPGAPERPVAGQR
FREGLRSFRIRAVTEHDTRGQYLACLAEEELAA
>TDX22900.1 uncharacterized protein DUF3168 [Rhodovulum visakhapatnamense]
MSYGMAAALQAAIFQRISGHAAVAAIVGEAVYDAVPAGRLPPIYVSLGPEEVRDASDKDAGGALHLVTISVVSEEAGFAR
AKAAAGAISDALTEAPLVLVRGRVVGLWFDRARARRVGAQDQRRIDLRFSVRVEDD
>TDX22901.1 TP901-1 family phage major tail protein [Rhodovulum visakhapatnamense]
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLAGAGVKSAAITGSGVFKDAETDTRAR
QVFFEGLMPVFQLVIPDFGIVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLNFTAI
>TDX22902.1 tail tube GTA-gp10-like protein [Rhodovulum visakhapatnamense]
MPNPHAGEVALMVNGERQVLKLTLGALAELEAALGADTLLTLIERYEEGHFATRDVIALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEAKHDGL
>TDX22903.1 putative phage protein (TIGR02216 family) [Rhodovulum visakhapatnamense]
MGFDWGGLMRAGIRGLGLRPSEFWDLTPAELMLMLGAEGGPAPMSRARLEELARAFPDKLRDEG
>TDX22904.1 lambda family phage tail tape measure protein [Rhodovulum visakhapatnamense]
MAEAEDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQNQLGGLLAGGIEGLLGAALPFARGAPFLQGRVIPFASGGIVGQATYFPMRGATGLMGEAGPE
AILPLSRGADGRLGVRSDGSGSSRPIQIVMNISTPDVQGFARSQSQIAAEMSRLLSRGQRNR
>TDX22905.1 uncharacterized protein (TIGR02217 family) [Rhodovulum visakhapatnamense]
MAFHEVRFPANLSFGSVGGPERRTEIVTLANGYEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFEARRGQLYGFRWKD
WSDYKSCRPSGAVDPEDQVIGIGDASTVEFQLRKTYASGSQSYLRPIAKPVAGTVSVAVDGRQLFAPVDFAIETSTGIVT
LAEPPGMGAVVTAGFEFDVPVRFDTDRIQTSVESFRAGEVPSVPVVELRI
>TDX22906.1 putative phage protein (TIGR02218 family) [Rhodovulum visakhapatnamense]
MPLSATFQAHLESGATTLARAWALTRQDGVVMGFTDHDRDLTFAGITFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAALRIWMVNWRDAAQHALIFTGTLGEMTRTAGVFEAELRGLSEALNQPQGLVYQAPCGAVLGDAACR
FDTAHPDFSTVVPVASVTGRRLFRIAGLSGFAPRWFEQGRLEVVSGPAAGLVGAIKGDREDSGGRVIELWSEIRGTVLAG
DSLRLVSGCDRRAETCRDKFDNFLNFRGFPHIPGEDWLMSYPTRSGLNDGGSLKS
>TDX22907.1 NlpC/P60 family putative phage cell wall peptidase [Rhodovulum visakhapatnamense]
MTIMGERAANEARRWIGTPYRHQGSVRGAGADCLGLLRGVWRSLYGREPEEVPPYTPDWSEPQGEEILWRAAGRHLIAKP
LEEAAEGDVILFRMRDDTVAKHLGVQGRVEEAPSFIHAYSGRGVVESSLSQPWARRIVARFAFPEGI
>TDX22908.1 putative tail protein [Rhodovulum visakhapatnamense]
MATIVLSAAGAAAGSALGGSVLGLSSAVIGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSTHGGGKGAPSKPKVKEYSYSVSLGIALCEGQIARVGRIWADGAEIEPQSLTLRVYDGSEDQLPD
ALIEAVEGPGRAPAYRGIAYVVIEDMELARFGNRVPQLSFEVVRRAAGATDDLPALVQGVSLIPGTGEYALATTPVHFSY
GPGQAVSANVNSPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARLRPKVEQTGFDGNPMPWRVAGLSRSAA
EIVPHVDGRPIYGGTPADASVIEAIRALNARGQDPVFYPFILMDQVPGNALIDPYTGAAGQPPLPWRGRITLNFAPGHPF
TTNGTRFAEDEVALFFGTARPEDFTASGQSVAYAGTDDWSYRRFILHYAHLCALAGGVSAFCIGSELRGLTTIRGGSGRF
PAVDALRALAEDVRAVLGPGCKIGYAADWSEYFGYHPETAPGDVHFHLDPLWADPAIDFIGIDNYMPLSDWRDGDDHADA
AWGAIHDLDYLRANIEGGEGFDWYYASQAARDAQIRSAITDGAHGEPWVWRYKDIRNWWQSTHHDRIDGVRSATPTTWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDAKSSESALPPYSTGARDDLIQTQYLRAMLGYWGDPAANPVSALYGGPMVDLSR
AHVWAWDARPYPQFPGNRTLWSDGDNYGRGHWLNGRASAQALDAVIREICTASGVTDLDVSDVYGLVRGYAVGDLAGARS
ALQPLMLAFGIEAAERDGRIVFFNRDGRAGVVLDPADLAQTGDLAGDIEHSRTPGAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRAVSVSELPLVLTAAEGQAVVERWLSESRVARDRVRLALPLSTLSVGAGDVMRLPSGDYRIDRVDLADTRQIE
AVRVERGLYLPPRFEDRGVAQAAFVAPVPVHAVFLDLPLLTGEEVPHAPHVAAVAAPWPGTVDVYTAVEDAGYTLNATLD
RSAVIGLTETPLAAADPGRWDRGPALRVKLAAGSLASVGEADLLAGANVAAIGAGGPGGWEVFQFAEAELIGPRTYELRL
RLRGQAGTEADMPQIWPVGSTVVLLDARVPQIALAASARGLARHYRIGPGTRAYDDPSYDHVRLAFDGIGLRPYAPCHLK
AVRAPGGDLELSWVRRTRVDGDSWASVEVPLGEERELYSVLVKSGEGAVLRTETVAATGWTYTAAMQAADGTTAPSALEV
AQLSDQFGPGPYRRIEIDG
>TDX22909.1 uncharacterized protein DUF2793 [Rhodovulum visakhapatnamense]
MADTANLSLPLLQAAQAQKHVTVNEALTRLDALVQLRLQSVTVSAPPMGVPDGQAWGVPAAGEGLWEGQDGRIAVQDNGG
WVFVAPLPGWRAYVVDAGADMRWTGSAWSAIGAAVSASGAGIALRVLEFDHVLTPGGAQDSGVAIPSHATVFGVTGRVIE
AISGTLSAWRLGADGSDNRFGSGLGLGLNSYVHGVLGSPLTGYAPMPLTLTPEGGDFSGGTVRLAVHFAELTIPASV
>TDX22910.1 hypothetical protein EV657_12843 [Rhodovulum visakhapatnamense]
MRPVLHGDAVAAARALYTLPQADRAGALQAMLLRVEAADAYRKRFGRGHPLWGNGSLMALVQRGALPPEPSLDEPDYCRC
LAQVFAALAAWRDWKAAFPSPG
>TDX22911.1 serine O-acetyltransferase [Rhodovulum visakhapatnamense]
MPEIKPRLAELDPVWKRICDEAEEAVHAEPLLGGLMHSSLLHHAGFDDALAYRFAMKLSSGDMSEQLLREIADAAYADDP
GLGRAARADLTAVYDRDPACHRYIQPILFFKGYQALQAYRVGHWLWRRGRQDMAYLVQMRVSECFGVDIHPAARMGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLQDVPPCST
VAGVPARIVGEAGCDQPSVMMDHRLGGCGCSED
>TDX22912.1 AraC-type transcriptional regulator [Rhodovulum visakhapatnamense]
MGGYVRASALAPIRSCVDRLGGRMDRILRAVDLPVGLLDRPVLVLPRMDHYAVLQAAGRDTGSTDFGAEMGAAVRTGMLG
PYGTGTTEAPTLGAAIRRANGTLNRMMQTDTDLVLCRLRRGVRWSMASHTRGKAGRFQNELPATGYQLDLLRHFPGEAWS
PKAIRIRDIERARIAHLEQLFRAPVCGPDRGDSPVPGMEFDERCLAALNPAAAWTRPRTTPRQRPCRRPPIPRPACVPPS
GWSFCADVPGSTASPPGSVCRGAAFSGSSDLCGAT
>TDX22913.1 uncharacterized protein DUF2380 [Rhodovulum visakhapatnamense]
MPLCRLIPILLLAGVFGASARADPLPVAVFDIEFVNFSQEVEFGATNAAERARARMLSDAFRRLVAQSGRYRLVDMAPAE
ADLALHGNPFSCNACEADIAARLGAERSFTGAVQKLSVLVQTIVIRERDARTGEVLALYQTDIRGNTDEAWRRGLSWLMK
NRMLPGTAALDGG
>TDX22914.1 dTDP-4-amino-4,6-dideoxygalactose transaminase [Rhodovulum visakhapatnamense]
MARRFTRSFTQQEPISEAAIEAAVAVLRHGRLHRYNLAEGEAGEVALLEEDFAAFTGARFALAVASGGYALACALRALQV
RPDEPVLTNAFTLAPVPGAIASLGAQPVLVEVTPDLVIDLDHLKARIDETGARVLLLSHMRGHICDMDRLMTICDGAGVR
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPKLMARAVLLSGSYMMYPRHSAAPAPEVFEDLW
AQVPNVSGRMDALRAAILRPQLADLPGRIVRWAELYRALENGLRTTPELALIERPAAESFVGSSFQARLPDWTPGRIEAL
VARCAARGVELKWFGAAQPQGFTSRYAHWDYAAPEPLPRTDRVLAGLIDLRIPLTFTPEDCRVIAEILDEEIRRDTA
>TDX22915.1 phosphoglycolate phosphatase [Rhodovulum visakhapatnamense]
MRTVIFDLDGTLADTSRDLIDAANACFETLGKGRPLDPEADAATAFLGGRAMLRLGFERLGKISEEAPVAEQFPLFLDHY
AAGLDRHTRLYPGALDAVERLRATGIAVGICTNKPEALAEDLMTLLGVRGLFASLVGADTLPVRKPDPAPYVLAVQRAGG
QVAHSLLVGDSATDRATARAAGVPCVLVTFGPAAAEMPGLVPEALMRTYDELDGLVARLLPES
>TDX22916.1 UDP-N-acetylglucosamine pyrophosphorylase /glucosamine-1-phosphate N-acetyltransferase [Rhodovulum visakhapatnamense]
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPVRTVVVTGHQADAVRAAALDIDPEVAVVEQAERLG
TGHAVAQARPALDGFSGDVIVLYGDTPFIRPETLEAMAAARAQHAVVVLGFHAADPKRYGRLVMAGEALDRIVEYNDATE
AERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLACARGLSAGVVICDEAETLGVNSRADLAAAEAAFQA
RARAGALDNGVTLTAPETVFFAFDTVIGRDAVIEPNVIFGSDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLSYIGDATVGEHANIGAGTITCNYDGVFKHRTEIGAHAFIGSDTMLVAPVRIGAH
AMTASGSVITTNVPDDALALGRARQEVKPGLARRLMDRLRAEKAKRKGH
>TDX22917.1 glucosamine--fructose-6-phosphate aminotransferase (isomerizing) [Rhodovulum visakhapatnamense]
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRALRDELGARGIGFESDTDTETVAHLAQTYLDEGLTPREAAARAIDRLEGAFALLF
LFEGEDDLMIAARKGSPLAVGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGVEIFDATGDLVPREIRTIEIDA
TRVEKGGYKHFMAKEIAEQPAVLGDALRHYLGEEGTEIALPGGGIDFSGITRITMVACGTAYLACLTAKYWVERLAGLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCKNRADRIVSVVNVAESSIARESDLALPILAGAEIGVASTK
AFTCQLGVLALLALEAARQRGRLSPAALAEHLAALRAMPGRFNAALALQDRIEGLARRLAEATDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPYDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LVLPEAPELFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>TDX22918.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MGGVSEPAITVTRALELYWGLVADKTLGKSPDQLRHWENPRKKAVKKFVDVVGDKAIGDITGDDMLDFRQWWFERIQSED
LTPNSGNKDLIHLGDVLKTVNRMKPLGLVLPLSDLSFKEGEAQQRPPFSESWIRDKLLAPGALDGLNKEARCILLAMVNT
GARPSELAALTSDQIRLGAATPHISIEPVGRQLKTRNARRVIPLTGVSLKALAQCPDGFPKYRTSPASLSATVNKYLRAN
RLSETPGHSLYGLRHTRCRDGHADLGASAGGAGHSPVGGAEKDRIAHGQFVGGDFGHLEDAFRHQNQRIANGGVPRCNAE
EIAEVDAIARAGGGHGGHPTVLDGCPLPHTLAYGVSYKGTEFITPSHSPGPAIRPLFDGDRFGQVAGLVDIGALGHRRVI
GQKLHRQGI
>TDX22919.1 hypothetical protein EV657_12852 [Rhodovulum visakhapatnamense]
MTIMKRGSTYHLRKRAPRRYERVEERKSIWVSLHTDSLTVAQQKAPVAWQHIVEGWEARLAGDTSDAEKRFEAAKNLAAV
RGFRYPPAPQIAKLPQDQLLARVEASKSAKTVNWICGTRLPLWAE
>TDX22920.1 uncharacterized protein DUF2059 [Rhodovulum visakhapatnamense]
MSRLFAAAALIAALAGGPVRADDGPEVQRLVEALALPDLVEIMRDEGLVYGDGLEADLFPDRGGARWDAAVARIYDSDRI
ERAMREALGTRLAADEIEPLVAFFTSPEGARIVALELSARRAMLDPEIDKASRERLEEMQADGDPRLDLVGRFIAANGLI
EANVAGALNANYAFYTGLVDGRAFDYALTEDQILDDVRRQEPEIREDTRTWLFSYLAMAYAPLDDATMESYIRLSETRPG
QDLNDALFEGFEAAFQGISRDLGLAAARFIAGQDL
>TDX22921.1 LSU ribosomal protein L21P [Rhodovulum visakhapatnamense]
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMVDGQVGTPTVEGAGVQATVIDQIKGDKVIHFVKRRRKHSS
QRTKGHRQQLTLLRVTEILASGAAATGVKAAIGSGSVSGAAVIVAEPKAAKAAEAKAEAPAEAAAPAGDDLKKLPGVGPA
MEKKLHEAGITRFAQIAAWTNEQAAAMDSRLGLKGKIVNDGWVALAKDLAKKA
>TDX22922.1 LSU ribosomal protein L27P [Rhodovulum visakhapatnamense]
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAAASGNIIVRQRGTKFWPGEGVGMGRDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>TDX22923.1 RimJ/RimL family protein N-acetyltransferase [Rhodovulum visakhapatnamense]
MKLDLIPPQPAIAAERFVLRPVRRSDAGLLSLYSGDLRVARFTRSIPHPLPPGATEAFIQRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLTANPQKAKTVFAEVFQDNPGSARVLTNAGFEYLGDAEA
YSVAREAKVATWTYLKKLG
>TDX22924.1 RimJ/RimL family protein N-acetyltransferase [Rhodovulum visakhapatnamense]
MTGAADGFHVETPRLILREFRPEDVTPLLRIGRDRRVAQMMSTLPVRWTRAQATEWIARSRFRGEPGFRLAIEQRGLGLI
GVAGLGGAPAMLAYFLDPAVWGRGYATEAMRAFVSAAFARFRGLDVLAADHFADNPGSGRVLEKLGFERLGRGAGRSLAR
LEPAPNIHYRLIRAKFEARHEIP
>TDX22925.1 GTP-binding protein [Rhodovulum visakhapatnamense]
MKFLDLAKVYIRSGSGGNGCISFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGADMVLKVPVGTEILEEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANSGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDATSEDVAADWDTVLTELELYGGDLADKPRVTVLNKIDSLDDDERAEKRAALEEATGGPVMLMSGVSREGVTEVLR
ALRAEIDEDRLRLKADEDGEDEAWRP
>TDX22926.1 glutamate 5-kinase [Rhodovulum visakhapatnamense]
MASLSLARRLVVKIGSALLVDRATGSLRADWLKGLAQDVAMIKARGTDVVLVSSGSIALGRGVLGLGLGTLALEQSQAAA
AVGQIRLARAYEDCLEPHGITTAQVLVTLEDSEDRRRYLNSRATMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYNANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRMRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFLRVDAGAAGALKSGKSLLPAGVTEVTGDFGRGEPVAILGP
QGEGLGTGLSRYTSVEARLIKGCRSGEIESILGYPGRAALIHRDDMAT
>TDX22927.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]
MKDIIDIHALMADLGARARVAAAELAFAPAAAKRRALDVAAETVLRHKAQILAENATDMEYGRDKELSPAMLDRLMLNEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDMPSGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLARARLPEDAIQRVPTRDRAAVSAMLTLTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADKVLARLPGTVPATAEDWGREYLDM
DIAAKVVGDIDSAIEHIRTFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGNGTLRA
>TDX22928.1 serine/threonine-protein kinase HipA [Rhodovulum visakhapatnamense]
MTSKLKQHDDAFVWIWLPGETEPVVAGRLTKNGDQFAFNYGASYLNRAGAIPIYEPELPLERGLIEPAPGLSMASSIRDG
SPDAWGRRVIINRLVGAKAAEAESREINELTYLLESGSDRIGALDFQHSATKYIPRLKAEATYEELLEAAERIEKGIPLT
PALDQALNHGTSIGGARPKALIDNGDHKMIAKFSSSTDLYSVVKAEFVAMRLAAACGLTVAPVSMIAAGGKDVLLIERFD
RIKVEEGWQRKAMVSALTMLGLDEMMARYASYEDLAEIIRHRFAEPKETLRELYGRIVFNILCGNTDDHARNHAAFWDGK
RLTLTPAYDICPQGRTGNEATQAMLIKGENRMSTLRSCLDAAPAFLIKEDDAKAIIGDQLTTLASEWAGVCEDAKLNETD
RNLFAGRQFLNSYCVEDLDVDHEDLRERFEAARAQLAG
>TDX22929.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MRVTRSYSRATKQTLSLLGKLIKAGRLERGLTAEDLSERAGITRKTLRKIENGEAGSEIGIVFEVAALVGVRLFDLDDRS
LQMHNTRLDEKLTLLPKSVRHRKQEVDDDF
>TDX22930.1 hypothetical protein EV657_12865, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX23245.1 hypothetical protein EV657_1271, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX23246.1 phosphotransferase system enzyme I (PtsP) [Rhodovulum visakhapatnamense]
MPDPTESASRRLLVRLREALAEPAAGQERLDRITALIAGQMGTHVCSIYLFRDADTLELCATEGLKPESVHQTRLRVGEG
LVGRVAKTARPINTGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKEARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVITNPIADDFETEMRRLHEAVDRLRVTVDEMLNSAP
SGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPADPILIARNIGPGELLDYGRSLRGVVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVATAFNDKIAMQAKAQQRYATIRKEPALTLCGQRIALHMNAGLMADLPSLESSGAEGVGLFRTELQFLVRS
KVPKRSEVAALYARVMDAAEGRRVVFRTLDIGSDKVLSYMKPQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRIARDHLMCEIDREGRLGRPLPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTPLSFCGEDAGRPVEALCFAAIGLRSLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIMDWLRRRD
>TDX23247.1 aspartate kinase [Rhodovulum visakhapatnamense]
MPVLVMKFGGTSVADLARVRNAAEKVKREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLKTSSAHSAARIEAIPRANIDQKFAEGMKVAVVAGFQGISSEGRITTLGRGGSDTTAVA
FAAAFDAVRCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDENS
GTLVCDEEDIVEQNVVSGVAYSRDEAKMTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVAR
AREAMNKTKDAGEVNFRELVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>TDX23248.1 NAD(P)-dependent dehydrogenase (short-subunit alcohol dehydrogenase family) [Rhodovulum visakhapatnamense]
MTPLITGANRGIGLGLLQLYAGRGLAPIGTARTDAPPRVEGARWMPLDVTDPKAQRGLAESLGDAALDLLVCNAGAFLDR
NQTPDDGYPPEMWAQMFATNVTGVFLTVQAMLPLLNRSDRPRIAIISSQMASDERAPGGSYIYRASKAAALNLGRNLATD
LKPRGIAVGIYHPGWVRTDMGGEGGDISADQAAEGLAARFEALSLETTGCFETWDGRPHPY
>TDX23249.1 hypothetical protein EV657_1275 [Rhodovulum visakhapatnamense]
MIRYALTCADGHRFESWFQSASAFDTLLSGGHVTCAVCGNGTVSKALMAPNVATDRPGADPAPPERTQSAPTLSAPAHPA
EQALADLRKRIEEKSDYVGLRFVQEARDMHAGLSPARPIHGEARADEALRLIEDGIPVAPLPFLPSRKTN
>TDX23250.1 glutathione peroxidase [Rhodovulum visakhapatnamense]
MRPAILPVVAAVLLCAGPGAADGFRFASIDGGEIDLSAFHGQPVLVVNTASQCGFTPQYDGLQALQDRYGPRGLVVLAVP
SDDFNQELADEAAVKEFCEVNFGLTLPMTEITHVKGPEAHPFYRWMAEAHGFTPGWNFNKVLLDGEGSPVATYGAFTTPK
SAKLTARIESLLPE
>TDX23251.1 2'-5' RNA ligase [Rhodovulum visakhapatnamense]
MIRAFAAIALPPEIRESLVRLQAGLPSGRPAPPENLHLTLVFLGELPEPVLEDVHLAFAAIRADRFDLTLSGLGLFGGAR
PRNLHACLLENAALCHLQARLETAARRAGASPERRRFSPHVTLATLRPGQGDPGRLERAVIAGSDFRAGPFPVESFGLYR
SELGRNGAVHTELAQYALFSSQLAFPGP
>TDX23252.1 hypothetical protein EV657_1278 [Rhodovulum visakhapatnamense]
MFWTVHPGHGLGSLSFGMTPEDVKAQPGLGRPGHVYRGSRGRVMEYRGLAVPICEYGPGGLNCIIAGRKVAGVRFQGTNI
FDTDPEAIVRLLESRLGPAQLCQEQLCFPKAGLLLGGFFDAHDKCFFRPDAEYHDERSVTIYMPGACGLSCETEHELVSF
L
>TDX23253.1 threonine dehydratase [Rhodovulum visakhapatnamense]
MADPLFSLDDLEEAARLVHARMPPTPQYPWPLLAEATGAEVWVKHENHTPTGAFKLRGALTFIDWLARTQPDCPGIVTAT
RGNHGQGQALAARAADMTARIYVPEGNSVEKNAAMRAFGADLRIFGADFDTAREEAFRVAETEGLVPVPPFHRELVRGVA
TYALELFTAQPDLHTVYVPIGCGSGICGTIAARDALGLSTRIVGVVSENADCVLRSMAASDLVETPTAHTFADGLAVRVP
VAEAFAIYSAGAERIVSVSDEEIAAAIRLYFRATHNVAEGAGAAPLAALMQEREMMAGRRVGVILCGGNIDSAWFAEVLG
GGVPQP
>TDX23254.1 3-deoxy-D-manno-octulosonic-acid transferase [Rhodovulum visakhapatnamense]
MPPLVRPAPSVALLGYRLVLTLAAPGLALRLLREGARARERLGLAGPRGALEPRAPTVWLHGASNGELASARPLIERLLV
RRPDLMLVVTCNTLTGRALVAGWNLPRVAVRLAPYDYVWTLRRFAARWQPRALILIESELWPNRLCEMARQGRPVLVAGA
RLSARSAARWGRLPGLARRLTGAIRFLSAQDAGSRDRFAALGLPGNRIGPVIDLKAFAPAPAPDPDELARLAPCLPRDRT
VLAASTHEGEEAPVLAAFAARYRADPGARLILAPRHPRRAPEIAALIARAGLDHATRSKGETPGPARPVLLADTMGEMAL
WVALAGTSFVGGSLVPKGGHTPFEPAAGGSAILHGPHVANFADTYAKLDRAGAAIPVTGAEDLAAALAALDGPEQSRRAA
LAQRTIAALRAEAPGPDTLVDALDRLLTAPDAKDPCHG
>TDX23255.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum visakhapatnamense]
MADYAARREAMVDTQVRPADVTRLPIIEAMLAVPREAFVPARLSEAAYIGENLPLAHDRVLLDPRTFAKMLEAADLGPGD
LVLDLGAGLGYSAAVMARMADAVVALEEDGTMAREAEATLAELGVDNVAIEVGPLTEGAPKHGPYDVIVVEGAIETLPQA
IADQLKEGGRVVAVFMEGALGVVRIGWKVEGALSWRFLFNASAPVMPGFARATEFQF
>TDX23256.1 outer membrane protein [Rhodovulum visakhapatnamense]
MSSFLRYFAGTALSATLSLWASGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQSLALLRPVIAFAMSGAYTDP
ASAANGGQNTSASAELTATLTVFDGGQNRLALDATKETVLATRSALIGIEQDVLLSAVQAYMDVFAALQNVSLAENNTRL
ISEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAAQGALATARESYKLAVGHYPDTLSGIPNLPSVPTSPEAARAV
AVQTHPDIIQAQHNVTVAELNLARARAAQGPSVTASVGYQRDDNSDEGVTGQIQLSQTLYAGGRLYAAERQAVANVQANR
AGLLQTVRLVELDVGNAWSGLAVARAQLGASDQRIEAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVQAEADQ
YTAVYSVLSSMGLLTAKHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>TDX23257.1 hypothetical protein EV657_12713 [Rhodovulum visakhapatnamense]
MAETRSIVDPAGLRPTAMAQEPSRPRLGRLVLTPNLRVRAEPETAGSARPVPVLLRGPLACETAPDVDPGAARKRAAAVA
DLAEANRREAASLERRIAELEAAMAGAEADWEDPETDDVWLDAGWARRGPVPGVAGQSEGALADAVAVRALVAEVVRQEL
RGALGEGISRNLRKMVRREIARALAERDLD
>TDX23258.1 hypothetical protein EV657_12714 [Rhodovulum visakhapatnamense]
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVS
RGVRTSVALSREESERRHSQEQAEAA
>TDX23259.1 translation elongation factor P (EF-P) [Rhodovulum visakhapatnamense]
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRTGTKLNERFRSADKVDRVELERKDQQFLYEAEG
MLVVMDTDSYEQTELPADLLGDRRPFLQDGMTVVVEYYEAEALNATLPPKVTCRIAETEPVVNGQTAAKSFKPAVLENGV
RVMVPPFVGPGEEIIVNTETMEYSARA
>TDX23260.1 fructosamine-3-kinase [Rhodovulum visakhapatnamense]
MADRAALEALLGAPVARVTPLQGGDLSEVVRVALSDGRQVVAKTGLRVATEARMLRAIAAAGAPAPQVIAVTEGLLILEY
LAETRAMPDGWAALGDGLARLHATAGAAYGWPEDYAFGPAAIPNGASGDWPGFWAERRLLAWPEALPADIARRVEALALR
LGDLIPRRPAASLLHGDLWSGNVLFTADGAALIDPACYHGDAEVDLAMLELFGTPDPAFRARYGAPAPGWPMRRAAYQLW
PALVHLRLFGGGYRSLVDRCLTALGT
>TDX23261.1 hypothetical protein EV657_12717 [Rhodovulum visakhapatnamense]
MTGEQAADRTVLKVTGADRAKFLQGLVTNDVSALEGRLVYAAMLSPQGKYLADFLLTERDGAILLDVSTSVAEALARRLT
IYKLRSDVQIAPSGLNVLRGLGPAPDGALPDPRHEVLGWRAYSETPGTAPVIDWDAIRVAQCIPETGIELIPDDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGIEGTAPPGTPIEANGKEAGTLFTCAGDLAIAHLRFDRVAPRM
TAGTATVLWPDG
>TDX23262.1 ATP-binding cassette subfamily B protein/subfamily B ATP-binding cassette protein MsbA [Rhodovulum visakhapatnamense]
MAGGAQIFGWLWRGYLRRHSATIGIALALMTVEGASLGLLSYSFKPMFDRIFVAGERGAIPVVAGAVLAIFLARALSGFG
QRVLMARAGLAITGDLQKDMVDHLLDLDGSYFQRNPPGGLIERVRGDTTAAANVWNTVLTAAGRDLVSLISLLAVALSID
WVWTAITMAGVPLLVVPLMMLQRWIRRTARSAREEAARIAGRLDEMFHGIVTIKLNRMERREKGRFGATVSRFIDVQLRA
QAGQAGMPALVDLVGGVGFAAVLVFGGLQIIDGGKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHAVFSE
RATILPPARPKSLPAPAATCDVVLENVHLSYGEAPVLRGLSLTAKAGDTTALVGPSGAGKSTVFNLLTRLVEPQSGRVTV
GGVEVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDIPEAALREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAHSERAVQEALSHLAKGRTTLVIAHRLATVRDAARIVVMEAGQVREEGRHED
LLAQGGLYAGLYRLQFAAES
>TDX23263.1 tyrosine phosphatase family protein [Rhodovulum visakhapatnamense]
MFDLLKTRFEAFERRMTRRHGTDLTVPGARRVALLHFHLMDHAFLRILWTNLEQIAPGVWRSNHPSAARLRRYREMGIRT
VISLRGPRQDSHRLLEEEACAALGLRLETVTLKARRLVPRENLLALLDLFDRAERPMVMHCKSGSDRAGFASALYLIHAE
GAPVARARTMLSWRYLHSRRSKAGVLDVVLDRFEADCAKTPMTLRDWIATRYDPAAIESAFRAERR
>TDX23264.1 alanine-glyoxylate transaminase/serine-glyoxylate transaminase/serine-pyruvate transaminase [Rhodovulum visakhapatnamense]
MSLRYGRPYLAIPGPSVIPDRVLQAMHQPAPNIYGGPLVDLVESVVRDLKAVARTRHKVAIYIANGHGGWEASLANVLAR
GDRVLVLATGRFGHGWAEAAQAMGAEVEILDFGNRATVDLGRVEDRLRADKDHAIRAVLVSHVDTATSVRNDVAGVRATL
DAAGHPALLMADCIASLACDRFEMDAWGVDVMVAACQKGLMVPPGLAFVFLGPKAEEARARADLATPYWDWTPRANPQEF
YQYFGGTAPTHHLYGLRAALDMLVHEEGLEAAWDRHAQLARAIWSAIETWGQGRPIALNMTDPALRSHAVTSVRIDPPHG
TALREWLSETAGVTLGIGLGMAAPGDPAWHGFFRIGHMGHVNAHMILGALGTMEAGFKALGVAHGAGALEAAAGVIAGR
>TDX23265.1 endonuclease/exonuclease/phosphatase (EEP) superfamily protein YafD [Rhodovulum visakhapatnamense]
MIWKPQAAGALAMAASLALLAGAGARFVPGGSAAGPLARILDSLAPWLLGGALGLSLGAAALGLRRLGPGLALAALAALA
GLGALHLRQSLPALPDRAPDLRILFFNAYSGNRIPAETIIRAVIDTNPDIVLFAEAEAVAAGLTLLQKHYGFVSPCSPGA
CQIVLAARTRPRRFWAMALNPVWPGRYAVAEIETASGKRVFLAGLQLLKPWMSGLAETELGRLTAQLGWLPDPAVAIGDF
NAAPWSRTLSQISAETGMATARLPVATWPVGAGRFGVPVDQVLVGGGARLVRLSPFGADLGSNHRGLIAEIALP
>TDX23266.1 di/tricarboxylate transporter [Rhodovulum visakhapatnamense]
MTQDQSILFALFATVFVALIWGRWRYDLVAFAALMAAVLLGVVKPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIAFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGQRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANEERLKAEGAGLTVVEVVVPE
QARIAGRSAQLVGLAWRRRTDLLGISRQGRPIRQQIRKTRVRPGDILLLLTPQDVAQDVVDWLGCLALADRGLAVTDTRK
TWVAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPITEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAEMLV
GLTGDMPPWVILTALMVATMCLSDVLNNTATAVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPF
>TDX23267.1 YebC/PmpR family DNA-binding regulatory protein [Rhodovulum visakhapatnamense]
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAIGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASNVRSTFTKYGGNLGETGSVAFMFERMGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEAELGESQSTKLIWKPGNTTEMDLEGMQKLMKLIDALEDDDDVQHVTTNFSASD
EVLEQL
>TDX23268.1 hypothetical protein EV657_12724 [Rhodovulum visakhapatnamense]
MEVWTMYPWVILGVAISVVLPIVRHALPATPSGALEAAAPPVWVRIWREARPDLALGLFSCIVGLLVLAAMGEQILDWRA
ALLAGYASDSTLQKLK
>TDX23269.1 hypothetical protein EV657_12725 [Rhodovulum visakhapatnamense]
MAEPASHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETRGQDQARAVAEDLAENIRAIMRNEGGPVAAR
TMYPILERNWDDLGYKIAISPSPVTVRSIEALFGFTPEGIPLGDWPDGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLERDFAVWLDDVTLSAGLAVGKIVLHSILLFLILRARMEPLLRLRGTVAGLARAFGTLSERAEVRTADEFGALAHD
LNLFLDRISRLIDELNAVLRRVVRVNDDIVSVQGALRGQVDRLVGGVRRLERDAMLSAKREPLLSQAWFDAIKGAVADLD
AALARAGEAPQAAGLVSDLSAVIANAEAQIAASQRLFEGLAGLGDETEALKGAIADMVRMEERMKLIIETGGTLVQRLRP
DLAEAAPATLPERRTPPVRST
>TDX23270.1 threonine/homoserine efflux transporter RhtA [Rhodovulum visakhapatnamense]
MQSVPARGQNPVAGILWMLVTGVCFVAVTALVKLSGQGIPAAQSAFLRYVLGLVFLLPVLGRLMRLRMDRGRLMLYGGRG
LAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISDGHVAMLF
TAVLFGISYLTAKLLSERDDAVVVVAMMSIAVTVVLAPVALAVWVTPRWDQVAGLFLVALFATAGHYTMTRAFRAAPLTV
TQPITFLQLVWATLVGWLAFGEAVDGWVLLGGGMIIGSVVFITWREAVHKRRAVTPPTHLPET
>TDX23271.1 hemerythrin HHE cation binding domain-containing protein [Rhodovulum visakhapatnamense]
MKDDCALGQRTGLPETLRVLLADYPRDLWDSTVPLDGVTRFWLDRHIMFRSLLAQMEDEARRLCDGEAPPEHVVRAIRRQ
AAILLSELYGHHKIEDLHYFPQLALLEPRLGAGFEILDADHHALEEHLDDLATAVGGLVQAAPEVQHDAAGRLRVRLDRF
GGVLDRHLFDEEEIVVPILLRHGEGLVG
>TDX23272.1 hypothetical protein EV657_12728 [Rhodovulum visakhapatnamense]
MTHTPHELAADFPDKARLIEELKDSDAHFARLFQEYHEINGAVHRAETDVEPTDDLHLTEMRKTRMHLKDELVRILNHAS
A
>TDX23273.1 hypothetical protein EV657_12729 [Rhodovulum visakhapatnamense]
MATRKLYAGVKLRETRTRLGLTQKDFAARLGISLPYLNQMENNNRPVSSSVLLALASEFGFDVTELSEGDAERLVSDMRE
ALADPVFSDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDATLGPSPWEEVRDFFHYCDNYIDA
VDRAAERFARGPESGPDPEQRALSALESQGISLILKDIPGLRAYDEDSRTLTLSSHLRGPTRRFQLLHQIALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFFF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYVSLARDVSKPGGAWRAPVRRYAISL
GCEVRHADQLVYADDLDTGNSAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>TDX23274.1 DHA1 family bicyclomycin/chloramphenicol resistance-like MFS transporter [Rhodovulum visakhapatnamense]
MPQPKVRFLDRTTPPHVLTLVLLAGLPALTMNIFLPSLPQMAAHFGTDYGVMQLSVAAYLAVNAVLQLMIGPISDRYGRR
PVLLISTALFLVATLGCMLAPSVEVFMAFRMAQAVIVTGMVLSRAVVRDMVADSQAASMIGYVTMGMALVPMIGPTIGGV
LDEIWGWQSTFAALVVAGIGVLALVWADLGETAAPQDVSLLGQFRQYPELVRSRRFWGYALTAAFASGAFFAYLGGAPFV
GSHVFGLSPSTLGLYFGIVAVGYMGGNYLSGRYSVRVGINGMIFWGTLIGLVAPALSMALFGLGLLHPMAFFGAMSLVGL
GNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAALSALAGALLKPGTGAWPLLIIMAATSAAAVLAVLYVRWIDSR
EGPIASMPKG
>TDX23275.1 hypothetical protein EV657_12731 [Rhodovulum visakhapatnamense]
MPALPVPVVTIGLLVLSNIFMTFAWYGHLKFKAAPLAVVIVASWGIAFFEYLLQVPANRIGHGHFSAAQLKTLQEVITLT
VFCGFSVLYLGEELHWNHALGFVFIGLGAFFIFHRWS
>TDX23276.1 propionyl-CoA carboxylase carboxyltransferase subunit [Rhodovulum visakhapatnamense]
MKDILNELERRRSIARLGGGERRIESQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEESRPYGDGVVTGWGT
VNGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVVPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYQVRR
LVDFLPLNNREKPPVRPFFDEPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMSSKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDADKIARRTKDYEDRFANPFVAAERGFIDEVIQPR
STRRRVCRAFASLRGKRRETAWKKHDNIPL
>TDX23277.1 hypothetical protein EV657_12733 [Rhodovulum visakhapatnamense]
MAMRGWHMLREEGALTMARQLPVRFDLCASAAFPPARKGRLALQIRQDLWRMLQDLRGFSPVIRVEEEGQGLRVSAGGRA
AAPFPRLDCEARIAALLTSPVHRARWLARARIEGLA
>TDX23278.1 hypothetical protein EV657_12734 [Rhodovulum visakhapatnamense]
MMAAGRAFLLAAAVLVLGGTGTVVDVPSGQSVTHLDTVTGEPGPAGLTVRFRFLAPEIGREGGMLTPEEAQGDMDYLCEH
FALSRLSEAGPEPAQIVITLMDRPVPFGQSDPEATQFFEAYRPEAGHCIWEGF
>TDX23279.1 hypothetical protein EV657_12735 [Rhodovulum visakhapatnamense]
MSKCVKTLFALSLVAFVAACAQKEEVVYVEPVQPEPTYNKY
>TDX23280.1 hypothetical protein EV657_12736 [Rhodovulum visakhapatnamense]
MLKHRGFPSRLPGTDFQFTIRRANKDGASRLIARERFADRRPADRRADAGFLAALIEQFGDEPFERGNLDAGRLSWLLGR
EVVPAEEPFDPESYEALLRVDLDRAMAAFPEIFEGQ
>TDX23281.1 hypothetical protein EV657_12737 [Rhodovulum visakhapatnamense]
MPSPKFLVLLAAAGMLAGCNMSNDSQRAVAGGLGGALIADVLDTNVAAGAAIGALGGAMCDDAGVCR
>TDX23282.1 biotin carboxyl carrier protein /biotin carboxylase [Rhodovulum visakhapatnamense]
MFDKILIANRGEIACRVIKTARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIRESGAQAVHP
GYGFLSENRLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDADEAVRISQQIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADKHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRKAMGEQAVALARAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGIDLVEQMINVAAGKT
LPFAQKDLKINGWAMESRLYAEDPYRNFLPSIGRLTRYRPPAESSHDAAVVRNDTGVYEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVALPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERTVGGDWVVVAQGDSFPLTVAADHEGATIQFEGGDHHRVTSDWRPGQPLAVLHIDGEPLVLKVGPSS
HGFVIRHRGAEIKAQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVSRINAGPGQSLAVDEVIMEFE
>TDX23283.1 hypothetical protein EV657_12739 [Rhodovulum visakhapatnamense]
MISVAAIDARIWQAIVAGAFVAIGWIVNGWQNRRVAAALRAERTRDVHRALYAEIASCLANLDSPEALAAYRDAMAARMR
DDPGFVPLIPRERNDTVFRALVAEIHILPRVTIDPVVSYYSQLFAIEAMIADMRGERFRALEPERRIAMYEDYIALKVQA
FHDGHFALRMIDAYATDGRNGAMEEEARITREISAGFDTAGAAARAASRISSPGAVRSGRSPE
>TDX23284.1 uncharacterized protein DUF4174 [Rhodovulum visakhapatnamense]
MKKYLTILAWAALVPLAGTADAVSEPEPLARWEADRSVVLDAAGVRLSDFHWMARPVVVFADSPADPQYRTQMQLLTDRI
DELAERDVVVIADTDPEAQTELRTKLRPRGFMLVLIGKDGGVKFRKPLPWNVREISRSIDKIPLRQQEIRDRR
>TDX23285.1 methylmalonyl-CoA mutase [Rhodovulum visakhapatnamense]
MTDKTTRWAAMAEKELRGKPLDSLTWETPEGIAVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYTGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDILKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMTEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWAIIEEIDEMGGMTKAVATGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLAKEDEIDILDVDNMKVRDSQ
IARIEKIRATRDPAACTAALEALEQAAASGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQKSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAARDAIDNDVHVIGISSL
AAGHKTLAPKLIEALKAQGAEDIIVICGGVIPHQDYEFLQNAGVKAIFGPGTNIPAAANDILRLIREARA
>TDX23286.1 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase [Rhodovulum visakhapatnamense]
MSLNAVRPWRSIDRRKSRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTLGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDEKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVPGTIKSAIGLGNLLWMGIGDT
LRVSLSADPVEEIKVGYEILKALGLRHRGVNIISCPSCARQGFDVIKTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIEHIVEEVEKKAAEIDAARAASEAEAAE
>TDX23287.1 protein-disulfide isomerase [Rhodovulum visakhapatnamense]
MTRMTAAALMALGLAAPLAAPAQAFDLTDMSAADREAFRAEVRSYLMDNPEVLMEAIGVLEQRQADAQAQNDETLVKVNA
KDIFEDGFSWVGGNPEGDVTLVEFTDYRCTYCRKAYSEVTQLIEGDGNIRFVVKEFPILGDQSVLSSRFAIAVQQVAGDA
AYAKVHDALITFRGNVTDDSLKRLAEENGLDATAVLERMKAPEVEKVIAENHALAQRLQISGTPTFILGDQMIRGYVPLD
GMKQLVADVRAD
>TDX23288.1 protein-disulfide isomerase [Rhodovulum visakhapatnamense]
MKALAVLILLAAGSPALAGLTADERAAFRAELRAYLLDHPEVIREALEGAEARRMERHVTSDLDLIAAHADELFHAPDDW
TGGTPEGDVTLVSFVDYRAEGAARALDAALETAAEDGRLRLVVKDAPDPGNPEALRAARFAQAVLRLAGPDAYGTAQAGL
LAAKGPLDRAALDRIAAALGLDPAAVAARMDAPDIATKLAGTQALAEALDLGPAPAQVLNRTLVRGDVPAVALSRMVEAM
RRKK
>TDX23289.1 putative Zn-dependent protease [Rhodovulum visakhapatnamense]
MAAMTGLARGLAGLALALIVLLAPMAARAQSLIRDAEIEYALKRLTQPLAVAAGLSPQRLRVMVLQDSSLNAFVLDGQTI
MVHSGLLLRLESAGELQAVIAHELAHIANGHITRRLANIRGAGSAAGMGLLMSLAVAATGNADAAAGLAMGSSSTAQRLL
FAHTRAEESSADQAGARYMARAGISPQAMVDVLEMFRGQEALSETRQDPYVRTHPLHADRLRSVRGYASAYKGTAQPDAE
ADYWFARARGKLGAFLQSPRYTLRRAEKDKTAIGMMRRAVAWHRTPDAKRAMAELARLEAAQGGDPFVQELKGQILLESR
QFGPAAQAYARAVRMAPNEPLILAGYGRALLALDRPGENRQALDALEKARARDPFDPRMLRDLAVAYARTGNNGMASVAT
AERYAIMGRMDTAGVHARRAEGLLPRGSPGWLRADDILAAAERSARK
>TDX23290.1 aspartate/methionine/tyrosine aminotransferase [Rhodovulum visakhapatnamense]
MKVSSRGEVDPFIVMDVMEAATRAEAQGRRIIHMEVGQPGTPAPAAARKALARAMEEGPLGYTVGLGLPALRARIATLYR
DWYGVDLNPDRVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTESQHRLQPVPGDLPEDLD
GLLVASPANPSGTMLDRDALGALIGAAEARGAAFISDEIYHGIEYERKAVTALEITDESYVINSFSKYFSMTGWRVGWMV
VPEDHVRRVERLVQNLFICAPHASQVAALAALDCGDELQANLEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMAAR
>TDX23291.1 chloramphenicol-sensitive protein RarD [Rhodovulum visakhapatnamense]
MSPLSPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLAVQGRLGELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVAVGFAALGERPSALQWGAVGIATVAVAALTWGLGVAPWLSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLAVVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVNFATVGLVMYLNPTLQVMVATLVFREPFTGWHILAFALIWTALALYSAESLRQDRASRRSAIRAGTSGTTRT
>TDX23292.1 hypothetical protein EV657_12748 [Rhodovulum visakhapatnamense]
MTLQNPSICVFCGSRDGTRPDYPEAAEALGHALAEAGWQLVYGAGDVGLMGRVARAAQASGGRTFGVIPMHLLDREVGKR
DLSTFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTAGFWNPLSALIHHFIDEGFAE
PSLAAYVRVVPDVPALMADLREALSCRRLSAE
>TDX23293.1 nucleoid-associated protein YgaU [Rhodovulum visakhapatnamense]
MGKAMSESKRSVWTWAILGGEAVLVLMVAAWFLGRDDDRKADGQAPGAAPSTDAPSRSPDAAAPQAVPATGQAPAGATPL
DDRSDLAPPPDTKPPVFDVVRVGPEGGALVAGRAEPGSSVAVLVEGREATRTEVGADGDFAVLFDLDQSRDPRRISLSMR
SADGRKTPSEATVILAPSPAPSPASPAVEAEPAAGGAQAVAQAVAQAGAQAADVGAPVPGPAAAEGLSDIGASGAAPAVR
PVIEAPHAAPAILISDAGGVRLVAPPQAGEAPPVSGVTLDAITYDADGAVRLAGRGRPGGALRLYLDNAPLAETGIDSAG
RWMLHAPEIGAGLHALRADLLAADGSVAARFETPFHREAPAEIAATAAPPAGPGGATGVRVITVQPGYTLWGIADRTYGR
GMQYVKIFEANRSQIRDPDLIYPGQIFDLPRGE
>TDX23294.1 ATP-binding cassette subfamily B protein [Rhodovulum visakhapatnamense]
MRRGKRPTTADLSQFDREQGMRTIRKVAPYLWPPGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGETRDDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFTRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIGPLIVELAMVGVVFALAFDLWYLGVVAAVIAVYFKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREADRYDRAMEGYEDAAIKTSYSLALLNFGQAFIITLGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAPALKVTGGAVEFRDVRFGYEPERPILQGVSFSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVTIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPDASPAEIEAAARAA
KIHDFVETLPKGYETLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGHVVERGTHEALLARGGRYAAMWQRQQAGEDEDIAAE
>TDX23295.1 multidrug efflux pump [Rhodovulum visakhapatnamense]
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDAEKLLIKPMETELSDLDGLDS
MTATARENYAGVALEFEFGWDKTKILADVRDRMNKAEADFPDGYEKYTISEINFSEFPILVVNLAGEVPERTLVRAAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEVETANGAFAVKIPASFDDPSDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEPTLALQVVKRKGFNIIDTSRLVRDEVEKARADWAPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFADAAKRMFWPIVSSTATTLCAFLPMLFWPGVAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRVLWRITERLRPLPKGLRLGLMALALATAFLGAMRMLNPAWPAPGPASSGPIEMLPGLALFTLGLI
GCSLAVNALRDPRPEPVKAGYRPTLFGRLIRAIAGNPVMPLVTAGAVLAFVAGVFVYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVKAVERVVLTEPGVENVFSFAGEGGLSQNTGGASPPLDTIGQVQIELQKWQERAADPDLHGGLILA
RIERKLAGIPGIRTEILNLSDGPASAKPVHLRLKGDNWDDLSAAARIALDRFEATEGLRDIEDTRPLPGIDWQVDVDTEE
AGRFGASAVLAGQMVQLVTRGILLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEVGLVPLSNFVTIAPVRKIGR
INRVDGKRYFDVKAAVADGLTTAEGQPINANERIATLTRWLDTAPFPQGVSWEWTGDQEDQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYASLRRLAALSAGPDSRAARDLALTRAAARLDGPEIVWTEAPEPTGAAGAAAGKPDGLRAAE
>TDX23296.1 multidrug efflux system membrane fusion protein [Rhodovulum visakhapatnamense]
MRWISMLTALLVTVGFYLLMMERDRVMVFAGVEPAPAPAADTGGSGPQKVSVLVQRSTAQQVQGGVRLRGETEAARSVEV
LAETDGRVISEPLKKGSAVAAGQTLCRIEPGTRPSALAQARAVLAESRARLPEARAAVAQARAQLDEARINDRAARRLSQ
EGYASDTRVAGTASAVSTAEAAVASATAGLEAVETARKTAEAQVATAEIEIERLTIAAPFAGVLDEDTAELGTLMQPGLP
CATVIALDPIRLVGAVPETEVDKIRVGAPAGGRLLSGQEIAGRVAFVARTTDPATRTFRVEVEAPNADGAIRAGQSVEIG
IAGPARSGHLVPASALTLDDAGRLGLRYVDDTRHARFAPVEVIRDAPEGMWVAGLPDSAEVIVVGQEFVSDGTPVEVSYR
ESPQ
>TDX23297.1 hypothetical protein EV657_12753 [Rhodovulum visakhapatnamense]
MTNPDSFIQEVTDEVRRDRLFAWMRRYGWIAALIIVGLVGAAAWREWSIARQEAAAQALGDSILDAIEIRDAAARAEALG
RIGADGPAGALVALLAAAEAPDAAGRIAATERLDAVAADASLPPYLSDLAALKLVLMRGSDMTPEARLAALEPLAAPGRP
FRTLALEQMAYAEIDADRTDAALDRLRGLLDDAEASADLRQRASRLIVALGGSPDAG
>TDX23298.1 outer membrane protein assembly factor BamB [Rhodovulum visakhapatnamense]
MKFGHVTSVLALVALVAGCGDKEEILPGERLGVREALGLETAQPALPEARDIALPAAQAVADMPQLGGNPEHLTPHAALS
ATPARIWSASIGAGNSRRYRITAPPVVAGGVIYTLDARSQAAAVSAEGKVLWKADLRPEGKRGKDVSGGGLAYGDGRLFA
TTGYGTLIALDPATGAELWTQKADAAISGPPAYRDGIVYFVSRDNRAWAISAADGRVQWQIPGTPAPAGMLGGAAPAVTD
RLAIFPLSSADLVATLRQSGVRVWGAAVAGQRRGAVYASVTDITGDPVVAGNVLFAGNQSGRSVALDVNSGERIWTAEDG
AYGAMLPVGGSVFFMTDQDKLVRLDARDGSRIWSVDLPYFTKKKPKKRKAVYAHYGPILAGGRIWVASDDGWLRGFDPAS
GAVLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>TDX23299.1 GTP-binding protein [Rhodovulum visakhapatnamense]
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVVDTAGLEEATDESLQGRMRKLTERAV
GMADACLFMIDARAGVLAADEVFADILRKKSAHVILGANKSEGRAADAGFLEAYALGLGEPLRLSAEHGEGMAELHAVLA
PLIEAAEARIDAEAAPEVDVDLSEDDDEDMEAPVRMPTAARPLQVAVVGRPNAGKSTLINQILGEDRLLTGPEAGITRDS
ISLSMDWQGTPVRLFDTAGMRKRAKVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLKIADLAEREGRAVVIAV
NKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVISAYTVWNRRVPTARLNRWLAGMLEMHPPP
APGGRRIKLRYMTQVKTRPPAFVVMASVPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRARKKKTPSRLR
KHIEKKAGS
>TDX23300.1 hypothetical protein EV657_12756 [Rhodovulum visakhapatnamense]
MIDPVKAVLVFVATVFFVASAVMPGGFSGFEPSQFPIPQDDPPVQPAGYAFAIWGVIYVWLVISAGFGLFRRASDGAWER
CRLPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
VFGETAWALIALLGALATGAAVLFPLDRAPAYGVALIWGLGGIVVANLFSAPLVAIAALAGAVVIGFLTVRAAT
>TDX23301.1 seryl-tRNA synthetase [Rhodovulum visakhapatnamense]
MHDIRAIRETPDAFDAALARRGLAPVSPAILALDESRRAKISAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDDEAKAEDARLRDMLMGLPNLPLADVPDGPDETANVERHRWGTPSDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLDEADLPRRMTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPDQGLDELDRMTRCAEGILEKLGLPYRTV
VLCTGDMGFGARRTHDLEVWLPGQATYREISSVSYCGDFQARRMNARFRPAGGGKPDHVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPKALAPWLGGKTLLTVEGELA
>TDX23302.1 hypothetical protein EV657_12758, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX23351.1 hypothetical protein EV657_1261 [Rhodovulum visakhapatnamense]
MPYLQVAKVGRSNSRWSQSLLYLGIDGVWSKPYHAGAKAALTAEHAKIANGFDLSANIHWGKAKARIRQILLPRANQLLQ
LASVQRLLAEALARGERVLVSNGIVFWYEDDGLGWQIKATSATRESDGATIWREGTILSTNHGRLVVLPYIKENGEQVRG
HTRNGPNDGRALPRHHDHYVEIPFSLYDGDLMIGLFGELPYE
>TDX23352.1 ATPase family protein associated with various cellular activities (AAA) [Rhodovulum visakhapatnamense]
MTKIKFIDARFADADENEFALKRRFEWHLRKLRALHDGVSPKVPGDFEDELRWNEDLLAMPLSEKDRNKVLRRARRVMGA
RAKASGLSHLSADDRRALEVFRGGADLVGIGSEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRVGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLRVPRCGIEGTAEQASFVVNGSQRGWGSAFPGRPLQTIVQSLCANPIVVVDEIEKAGTPTSTK
GQAYGLAEGLLPLLERSSAAVWKCPYYQVGFDMSWISWVLTANSLRTLPAPFLSRLEILRLAGPGKGDLISFAERESSRR
GLSDAALGAICEVIDHVAGEHDLNLRHVSRMLERAEAMASSPLSH
>TDX23353.1 ribonucleoside-diphosphate reductase class II [Rhodovulum visakhapatnamense]
MSRFAAPIAEQIWDMKYRLKDAEGAPADGTVEDTWRRIARALAQAEADPAKWEEVFFGALEDFKFLPAGRITAGAGTGRA
VTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAGSR
RGAMMATMRCDHPDIEQFIIAKQDPARLRNFNLSVLVTDAFMEAVKAGGTWELQFDGKVYHTVEARDLWNRIMRATYDYA
EPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVAEPFEAGAALDEAALETLVATAVRMMDNVV
DISRFALDAQRHEAQAKRRIGLGVTGLADALLMVGLRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAEKY
LDSGALAHMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQLWR
DKFGQADLPDYFVNAQTLSPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTGSV
LTVSESSDETPEAETGADVVYLSDPLDRPHALEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAWTV
ALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVAIGFIEAEGKGLKADPKYQAMAVG
DTARGPACPSCGTFGMHMVEGCMTCVSCGYSKCG
>TDX23354.1 hypothetical protein EV657_1264 [Rhodovulum visakhapatnamense]
MAGGHVNLVKLCVGADRVEDLIDWQTARRAALPDGLPRHVTRMWPKRAADLLDGGSLYWVFKGAILARQRVLRLDELTGE
DGIARCAIVLDPEVIRTEAVPRRPFQGWRYLEAGDAPRDLPATRPDEDDLPPQLMAALAEIGVR
>TDX23355.1 ribokinase [Rhodovulum visakhapatnamense]
MIVTFGSLNADLIFSVETLPQPGQTLMAQGFTTEAGGKGANQALAAALDGAEVALAGAVGQDALAEVALAGLAGRVDLTR
VARLEAPTGCAAIHRDPEGRNEIVVAGGANLAASSGSVEDALLDRASVLLLQMENDPAEIARLIRRCRPARALSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMAGWLGCTPDPRSLAEASGAGILRTLGGEGAELCWQGQEIAIPAMPCTPKDTTAAG
DCFVGVFAAALDRGETPGAALRRAAAAAAIACTRIGSQSSLPEARDTDALLGH
>TDX23356.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MADPVLSVQDLTTSFRVDGQWRSVVRNASFDIGPKETVAVVGESGSGKSVTAMSIMRLLPPGNARCTGRIAFEGEDLLAG
PLDRMQAIRGNRIGMIFQEPMTSLNPVLKIGSQITEVLRQHRGLDGAEAEAEAVRLLDRVRIPSAKQRLGEYPMNFSGGM
RQRVVIAIALACSPKLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFREARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADAPPVLKVENLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEEPSGGTVGMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMIVHGLVSHREAPARVADLLERVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQENYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFETPRHPYTRKLIAAVPVADP
SRRRRRVVAGDEIRSPYRPADYVAPKRLYREVGEGHFVQIHESEAAA
>TDX23357.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTEASEPASWARRGAEAAPPSASPFRQTLGALLRDPLALIGIVIVALLVIGAVAAPQIAPQDPYDLAQLDIMDGRLAPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSLLVGIASAAIALAIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTVRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLPPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGYEYLLSGDYWISFYPGLALLILIVSINLIGDSLRDILNPRREG
>TDX23358.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYGIFLRNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALALGLPLGIYAGLRPNGGLAKAIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHIALPAFNLALFKISLVIRITRAGVLETLQLDFVRFARAKGLPEARIVLVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSVINLAVDILYSIVDPRVRL
EGN
>TDX23359.1 purine nucleosidase [Rhodovulum visakhapatnamense]
MSPTRIIIDCDPGVDDAAAILMALGSPELDVLGVTTVAGNVTLSATLTNACRIVGLARRPDVPVMAGARAPLLRDQIFGK
YAEIGAFPAHLVGMGRVEPAAENAVRFIARMAWAAARTQSPLTICAIGPLTNIALALRLHPEVARGIRRIVCMGGTFQAP
GHASRWAEFNMLADPHAAAIVFDSGVPLVLFPLDVTTKALFTERHVAAFRASGSEGGRALANLLTEYDRSDPARYGRLGG
PLHDAMTVAWLLRPGLFTGRPARVEVQLTGPANGQTFADFAAPSPRVAVMTGVDEPGYIALVSERIAAAGRAGHRGPGAG
TQKGKAE
>TDX23360.1 purine nucleosidase [Rhodovulum visakhapatnamense]
MTASLPVIFDCDPGIDDSIALLGAFVAPELDIRAILTVCGNQPLERTLRNALQICELAGRDGIPVHPGAPRPLCREPIHG
LFHGETGLGAARLPEPQKRPEPTGAVEALIDHLGRAVREGGPRITLCCLGPLTNLALALRIAPDIAGGIERVVMMGGAFH
APGNRSLTSEFNMLADPHAAAVVFAAGLPMTVLGLDATHQVILRPEHVARFVGASGRISAAMAGLMASWDRNDPKRYGTR
GGPLHDPLVTAFLLRPDLFETRPARIFVETESPLCLGQTVADWYGQSGAPANADIVLKVDAEGVIDLYLGLLTQYEMRGA
A
>TDX23361.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum visakhapatnamense]
MSADAGRAFRGVFPYLVSPLDATGGIREDVLAALVERLIAAGVHGLAPLGSTGEFAYISNDQRLAVATATIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILEAYFPVGEAGVEAYFTAIAEAARGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMLIGGVGWMAGPACIVPEQSIALYDAARAGDWARAMEV
QRSLWRINELFARHSLAACIKAALQLQGFDVGDPVAPQAPLDAAARDDLAEALGAIGAL
>TDX23362.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MKRVASAAILAACATLAPSLVSAQALTIGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWRVIDD
TTWEFSLREGVTFHDGSAFTAEDVVASLNRVPMASRNSPSSFMPYVKAITSVAAVDPLTVRITTAEPTPLLPNDLSRIAM
LPAEDAEVTTEEMNAGKGVIGTGPFKFVSWVPDSEVKVARNDAYWAGPAAWEDVTFKIFKNNSARVAAMLSGDVDMIESI
PTADTRRLKTSDDLRVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDERVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIAVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPEFDATLQQARQTLDDDARRELLQKATRIAMTDL
GVIPVFYLANTWALENGLSYPGRSDGYTLAYEVRPE
>TDX23363.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MRLRHRQIEAFRSVMMTGGITSAATAMHVTQPAVSRLIRDLEDTIGLSLFQRRGARLDPTPEATLLYREVERLYLGLDQI
AQAAEDIRDHKNVVIRIGTVTSLVRPYLQRAIREVIGDRRDVPLVIDVENSRHIWDMVENAQYDIGFVYRRQRMDPRAQR
LRQMTAVAAVPPGHPLAGRAVCVPDDLAGERLLIPGRNSPVRLALDTALAQATAAPASLVESSMLNCCHFAADGMGIAIV
DEISIRAAGVALVGIPFLPEIGVGYYAIRPPGAHRIAILDAIVRHVQGQLAAPAND
>TDX23364.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MYANILVPVAVDHAPDLADVLEIARRLRATDGTITVLTVAEAIPPYMAQYLPEGQEEETRAAIRTELTGALAGVGDVEIR
VVTGHAGMTIVDYAERHGVDCIVMHSHRPELKDYFLGSTAARVVRHAHCAVHVVR
>TDX23365.1 heme-degrading monooxygenase HmoA [Rhodovulum visakhapatnamense]
MPQITPQAELQTIITTFDVTPGTCQDLLDELQAALAEFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSAEM
RVRTRRFADLCKSFEPVMYEVAASYD
>TDX23366.1 hypothetical protein EV657_12616 [Rhodovulum visakhapatnamense]
MTPVLPAAAAALALCLSPGATRAQDLLEEYVAIIGPQDLYNSKGARLTAPWQVLRQDRANFHRFGRRDPGDRGDRFFASA
ENRGAMEQMVMRGSIDPAAARDLMAGGATVVVRIWGQNGRGDRVTVGVSR
>TDX23367.1 DUF218 domain-containing protein [Rhodovulum visakhapatnamense]
MTRAFLVLGAAMRAPGQPGPALIRRAEHAAALWRAAPEALILASGAGGEAEAIVAICRAAGVPPDRLICESRARTTAENL
AFCRPILAARGIARVTLVTDGYHAPRALFLARRAGIEAEADSPARPAGPPGRHAMRLLREAAAVAKALAISATRRP
>TDX23368.1 uncharacterized protein (DUF427 family) [Rhodovulum visakhapatnamense]
MVLLPEDVRAYPRPPALEPVGETLEVVFGGALVARTRRGLRVLETHHAPTYYFPPEDVAPGVLRPGAGRSFCEWKGRAAY
FDLTAGGSTAPGAAWGYPDPTPAFAALRDHVAFYAGRVEACRVGGVVATPQPGSFYGGWVTPNLSGIVKGGPGTEGW
>TDX23369.1 chromosome partitioning protein [Rhodovulum visakhapatnamense]
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGMAVALIDTDPQGSLGRWFMARLEGREAPDMEFSTASAWGVGYETAKLA
RAHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKANTRLAAEVAETAGGM
DAGLAAVRLANRVTYAETLGRGLGVQEAARKGPASDEIDALALEVLAALAD
>TDX23370.1 hypothetical protein EV657_12620 [Rhodovulum visakhapatnamense]
MCPGLPPASRPQHGARIAPAALAAAVVLTLADPQPASAGAWLKEKGAGLLSFSYEADRDRTYGSQWGYGSLYGEYGLTPK
LTLGLDAGQGDDADDWKAILFLRFRSGIGWLPGRLATEFGAGAAGAPGGLTEPVIRTGLSWGTGFTTADGSGWINLDART
DTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDTATEPRTVKLSPAVSRRIGKGTWLRLGGIVGIHNDPSVGVVIGSR
IEF
>TDX23371.1 Hint domain-containing protein [Rhodovulum visakhapatnamense]
MGTHYGGSFSFVPPQALAASFAAALQPAMRRYEVRGMTPDGTPQDFARAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LAPGMTVETAGAGPQPLLWVGSTMLAPPTDRRGEIPVLTRITADSLGLGRPMPDLVLGPRARMLVRHPGCRALTGAEAAF
APATGFVDGMALIALRVVRPTRVFHLALSGQQVLLANGVEVESYHPGENASLLIDNGNRMRFLSLFPHVSGFSGFGAMPV
PRLNAFELDGLNAA
>TDX23372.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSTFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFDVLEA
RLSKSA
>TDX23373.1 putative secreted protein [Rhodovulum visakhapatnamense]
MSTKSALKGATTAICILFGAGASSAAVIDLGFVLDGSGSVSSSDFSSAASALSAALSQIPTSGENQYRVAVTSYGYGSYT
AVPPTIVTASNIGSIQAQVLTAYKDSGGTDTAGAITYITNLFTNDGGLGATSLINITTDGSPNSQSATEAAALAANVAGI
DGISFEAVGSGVSSSSAQGDMARIAGLGTSGDADAGVIANDLDNLPNATTTGFVIPVANFTAYGAAIEAKIGQVIDDTGG
NTGVVPLPAAMPMLLAGLGAFGFLRRRGAAA
>TDX23374.1 hypothetical protein EV657_12624 [Rhodovulum visakhapatnamense]
MDRVILAVALALAAAPAARAQDAAGGDTGDTAQQTVSVTMPEHCAVLDSSRIISVVVCDGPRDEATFAEAGRAACGARRP
CGAWIWPSRDVAPATAPANHDGLTQAEVVSSQGVWVAERELFVRIERAE
>TDX23375.1 thioredoxin reductase (NADPH) [Rhodovulum visakhapatnamense]
MTKQRHVRVLIIGSGPAGYTAAVYASRAMLDPVLIQGIQPGGQLTITTEVENWPGETEIQGPDLMVKMEAHARAMGAEIV
SDYISRLDLSKRPFTAFADSGTTYTCDAVILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYRGQEVAVIGGGNAAVE
EALFLTNFASKVTLIHRRDSLRAEKVLQKRLFNNPKVEVLWDHNLDEVLGSETPLGVEGIRVRHVETGETREIACKGVFI
AIGHAPASELVKDQLETHMGGYVVTRPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEAERFLAEAGLDEGKDM
TLPLGHGAEVPQEA
>TDX23376.1 RES domain-containing protein [Rhodovulum visakhapatnamense]
MIAFKGIVWRILPAERAAAPCAPVQSPEGRFHHSGQAVLYASLTPEGAGVAIARYLGPGAAARMIQPLSVSAERLVDLRA
LPDPTRASVVWQDIRALGSPSPTWAFSDAARARNAQGMLYPSRSRPELTHLVLFDPAPPLVAPAGEARPWPERMPELSTE
P
>TDX23377.1 sulfate adenylyltransferase [Rhodovulum visakhapatnamense]
MSISNLAPIPELYVSYESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDQADYDSVVERMRLEDGTLWPMP
ITLDVSTEFADKIEIGQDIALRDQEGVILGTMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHTAGRIYLGGPVTGIQ
PPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRQHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEEGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELRVDTTGIDVDNCAQQVILKL
EQMGLIAGR
>TDX23378.1 O-acetylhomoserine sulfhydrylase [Rhodovulum visakhapatnamense]
MSQERPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAAHAAALFGLKEVGFIYSRLTNPTVQVLAERVAALEGGA
GAVCCSSGHAAQIMALFPLMGPGRNVVASTRLYGGTVTQFSQTIKRFGWSAKFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAVAKVADAAGVPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SQPEPAYHGLKFHETFGPAAFTFHSIAIGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAVKVAGWLENHPKVARVT
YAGLPSSPYAQRAKRICPKGTGGLFTFALKDGYDACVRFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEEQQIAAGA
NPDVVRVSIGIEDADDLIADLDQALAQI
>TDX23379.1 hypothetical protein EV657_12629 [Rhodovulum visakhapatnamense]
MRLAPLALLVAVLAVPVASAAAPELRVTGTGTATAAPDMATIRLGVSHEARTASEAMDRVSADLTDVLSGLRAAGLEDRD
IQTSGLSLSPVWTDYSSGSDRKITGYSASNGVTVRVRALDGLGPLLDTVIGQGANTLDSLSFGLQEPGPVLDEARRAAVA
EAMRKARLFAEASGQGLGPLVSLSEEGAEAPVPMKMAARALGESMPMAAGELELDATVTMVFELTDAE
>TDX23380.1 hypothetical protein EV657_12630 [Rhodovulum visakhapatnamense]
MKPDFALTLSEDGIGLQHRAKGGWRSLGEVSLHDPGLAETLRLLRATAGNLADGRPLVKLVLPDSQVLYTTLALEGDSRA
EKRASLLRGLDGLTPYAVTDLIFDWQETAGSARLAVVARETLAEAEAFARAHQFDPVCFVARPPASKFEGEAFFGPTAAA
ASLLAGGERAEPERAPQKAPKAETAPRRKAPPPVEAEKPARAPQSAIVPTALAAAPARTEAAAAAIGPDLPAAAETAERP
PAPKSPNAAPASPPVPAAPVHADVRLPAPDRRPAPGITAPAVAPPAAASPIVTAPAQRPESPAPAFRPPPQRRVAAPGAA
APRPVSGLDLRAAERPSTGPELGQMLKLGGAGLALVATLGLGALFLTRGENAPPSTPELSPVSETLPTGPDGGRAASQAP
DGTGPDIGADEDDSFSPDDGLEPVPEGLRDTDAGAAPSPDTAGTADEATAAPAAPPEAPPPTESLVPAPLTAAEALEAYA
STGIWQRAPDPLGAPSQDRIEDLFVAGIDPAPRPPEAEDLPDPQIARAVDQALPMQSDPPGPDQTFELDERGLVEATPEG
ALTPEGVTVHAGAPVVVPPARPDGLVPDPEPVAVPAPGDTAAGAEITTEGVPVYDARPEVTPPGRPADAAPETGPDTAPD
TPAPDAAAPGEALSDQASEADRDAAIPQTAETAPEVEIAVSAGSPTPRPPARPGTDAAPAAAPPAEATPSVIPADPAAAA
RLAGRLPRARPETLLARTEPPAEAEAPGLHPRARPGDLAPVPDAPSLDTDAAVTAALEDLADGEGEAEASADLPENALVA
SLRPASRPSDFEERAVAAAPAVPAAAAVAPSVPTTASVAKQATLPDAINLRDLNLIGVFGSSADRRALLRLPSGRFVKVK
VGDSIDGGQVAAIGETQLRYVKHGRNIVLDLPGG
>TDX23381.1 Kef-type potassium/proton antiporter (CPA2 family) [Rhodovulum visakhapatnamense]
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALVGAQVEDIRHVAEFGVVLMLFLIGLELEPKVLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLGWEQALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKARIAPDGSVVRPALEAAQPPHGAEHLSLVAGLPGWGVALVTLGAVAVVILAGHYLIRPVFRFVSMA
HLREMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLEGNIEPFKGLLLGLFFITVGAGIDFQVLLADP
LGIFGLALGVMVIKGLVLAALGRLFRLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSERLTQTLLLVIALTMLMTPL
FFFVYEMVSRRLAVAGIGPDHAPDEIDERNPILIAGIGRFGQVVQRMLQMSGFRATMLDDDLATINLMRKFGIKGFFGNP
TRPETLMAAGLGTAQVFVVALDDPAATTRVVIFARRVRPDLTIIARARDRAHAYELYRAGADKIVRELFDSSLRVARYSL
EAMGLSTTEARERESAYYDFDRRMVRELADLWQPGVSAEKNEGYLRRARELNGELDTALLSRTAHRRATDPATQRPARGE
TQADSSIAPADAPEDVADRA
>TDX23382.1 ribose-phosphate pyrophosphokinase [Rhodovulum visakhapatnamense]
MHNIHEPKLISGNANRPLASAIARRMSMHRGINVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLAPQITVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDICDTAGTLC
KAADKLIEAGAKEVHAYITHGVLSGPAVERIRNSQLKSVVVTDSIQPTDAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLAPIYEGLYAPRRV
>TDX23383.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum visakhapatnamense]
MAHIDYYFTVISPYAYLAGTRLEGIAARHGATITYKPVDLMALLARTGGTPLPQRSEARKAYRLQELRRQAAKAGLPLTL
TPAHFPTNPAPAAYAIIAAQAAGGGDLGGLVHSLTRACWAEERDLAEDAVIRDCLGAAGFDPALADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDLHLSGKL
>TDX23384.1 L-threonine aldolase [Rhodovulum visakhapatnamense]
MHFASDNTSPVPPQILDALIAANHGYAMPYGGDAIMAEVRTAIRETFEAPEAEVYLVATGTAANALALSVICPPWATVFC
HRNAHIEEDECGAPEFYTGGAKLTLVEGADAKLTPEALREAIAFAARGGVHNVQRGAVSITNATEHGTVYTAAEVSALSA
VAADYDLPVHMDGARFANALVTTGATPAEITWKAGIDVLSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGAHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAAARLSQGLAALDRAELLHPTEANAVFAAFPREAHRRAQAVGAQYYLWPMDQSLEG
PGDVPLAARLVCSWCTTDEEVDALLAIVRGD
>TDX23385.1 hypothetical protein EV657_12635 [Rhodovulum visakhapatnamense]
MARPPRKPAPDTLRPQFWDRVALKDMTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDTTCRCANYPIRKSI
VPECVVLSPKTLGEVAYWMPLSCAYRRLWEGRGLADWHPLVSGDPGSVHEAGMSVQGWTIPEFDVPLEDWEDHVIEEEL
>TDX23386.1 riboflavin kinase/FMN adenylyltransferase [Rhodovulum visakhapatnamense]
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEGARTEAARRGAPLGILTFEPHPREFFAPDAAPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFARQVIVDGLGLSHVVVGEDFCFGKGRAGTVGDLARFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALTEGRPRDAAAMLGHWHRIEGEVLHGDARGRDLGFPTANMSIQGLHRPRFGVYAVRVDVLSGPHQGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDGLEALVAQIDADCRQARAILTGDLPLPFARD
>TDX23387.1 3-hydroxybutyryl-CoA dehydratase [Rhodovulum visakhapatnamense]
MLQRNMIHRGPGMLDNMPRGTICIEDIEIGMCRHLRKQVTDRDIELFAEVSTDCNPVHLDDDYAMETIFEGRIAHGMLTA
SLISAVIGEQLPGHGTIYLGQSLKFLAPVRPGDMVLAEVEVTGIDHSRRRVTMDCRCIVDGKPVLKGEAVVLAPSKKFD
>TDX23388.1 HAD superfamily hydrolase (TIGR01459 family) [Rhodovulum visakhapatnamense]
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFPEAVAALQRYRSKGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRIYYIGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDELRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTRMGGESLYFGKPQPPIYDLARQRLAEFADVADADILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRHQPDPERLEAFLKQHMASPTYAIGFLR
>TDX23389.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum visakhapatnamense]
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGKAAEAKLLGDPNTEAKFVLTRWGFEQPEIIADVAPGENVVVVDTNNVAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMYDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
VDKAVAEKLAAELGVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKEYEIAGKKFRVSVLETTSPKTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAAKVSGDTVVLPGIVSRKKQIIPNLQL
>TDX23390.1 chaperonin GroES [Rhodovulum visakhapatnamense]
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMGVKAGDRILFGKWSGTEVTIDGE
ELLIMKESDILGIIA
>TDX23391.1 chaperonin GroEL [Rhodovulum visakhapatnamense]
MAAKDVKFNTDARNRMLKGVNILADAVKVTLGPKGRNVVIDKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVREGMKSVAAGMNPMDLKRGIDMATAKVVEAIKAASRPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMDTEVEVVEGMQFDRGYLSPYFVTNADKMTAELEDCFILLHEKKLSSLQPMVPLLEAV
IQSQKPLLIVAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTLDMLGQA
KKILIKKDDTTIIDGHGDKAEIEARVAQIRQQIEETSSDYDREKLQERVAKLAGGVAVIRVGGMTEIEVKERKDRVDDAL
NATRAAVQEGIVVGGGVALVQAAKVLDDLEGSNEDQHAGIAIVRKALEAPLRQIAENAGVDGAVVAGKIRESDDNHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASIAGLLITTEAMVADKPEPKGASAGGGMPDMGGMGGMM
>TDX23392.1 putative acetyltransferase [Rhodovulum visakhapatnamense]
MTIRPATASDYGPIARLLEAAFARPDEARLVEALRLGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALDVVEGPVVVVGDPAYYTRFGFSVGRAANLVSPYPLEVTALYERAPADSPPLARLVYAAPFGA
>TDX23393.1 hemolysin type calcium-binding protein [Rhodovulum visakhapatnamense]
MFTTGDDTATIVPSGSDQSFDALGGIDTVTIDASALSFGLSGSFTAGGWSATYNSVHLDIDNVERMMVIGGSGDDFLSGG
DDNDTLLGGAGNDYLWGGDGADLIDGGAGDDEVWAGTGDVVTGGAGTDTLILNLGVSGAQSIDLTTGAGTGVTWSGFERV
DLYLSGVDRDVHAGFALGEMDGQGMVHVDYSGTDMTGRGAASINFSDGEISVALDDGSVADTTIYGFRKVEVIGSSGNDS
IFLGDVDGGTVDGGAGNDRIWGGYEHSVLYGGDGDDEITGYSDYDIMHGGAGNDSIYGYLYSDSELWGDDGDDYLDSGDS
DGELHGGAGNDTLIGGEGSPLLDGGDGDDYILTMLGQDDIDGGAGYDYLRINAPYYGIDYDLDISQNGGIRGIEFAKITL
ADGDDTIRIGIASAQIARTGGTDHLILDYSEADETGRTATAVSFDLAADLSTATLSDGSSISCDLKQDLFTVIGTGGSDL
IDASIAALGCTLSGNAGADTIFGGDGNDDISGGGANDTLSGGAGNDLIDGGSGNDLIYGGSGNDTLTGGAWDDVLNGEAG
DDTFLYAAGSNGYDMIDGGSGTADRILALADNVTIGLSGLTGVEIVDAGGHTGVRLLGSAAGNLIDLSASTLIGIGTIDG
GSGSDTILGTAGADTIIGGKGADSLEGGAGDDIFQVAAGAGTDIFRGGSGQDTILAIANSVAMTVTGETLTDIETISSGG
HTGFTLVGLNGADVMDFSSVALSGVARIDGKGGNDTITGSAGADLIEGGAGADILTGMAGADVFDFNNASHSRGSSVDVI
ADFQSGEDLIDLSGVDADSGLAGDQSFALIGAAAFSGTAGELRVDTVSLPGTTVILGDISGNGQVDLEIRLDGLHLLTEA
DFLL
>TDX23394.1 hemolysin type calcium-binding protein [Rhodovulum visakhapatnamense]
MATIPGGAFNDFVYGTSAADLIAAGAGDDTALSGDGNDTVFGEEGNDFLNGGAGDDVLDGGSGNDLLMGGSGNDQLSGGS
GEDMLMGGSGDDVVSGGSGSDILHGNDGTDMLFGDSGDDQLYGGTGDDMLYGGEGADALHGDAGNDKLYGGEGDDLLEGG
TGNDSLYGDEGSDYLYGEAGDDKLYGGEGDDVLDGGAGDDQLFGGTGGDQLYGGAGDDLLDGGAGGDLLQGGDGDDTILG
GDGDDVLNGEAGNDVLSGGLGDDVLIGGAGDDLFVFSGGGDVVMDFTEGDLVQFSASLPGGVTLTDASSVADYAMDIGGA
NTLIDFGQGDSVMLYGVSYDDVAADPSKFFTVV
>TDX23395.1 hypothetical protein EV657_12645 [Rhodovulum visakhapatnamense]
MSAIAPFPKFAEPAPRPGLPARRHRLQVVPLSDAVAAAFFDSPADAPDDARHGQGPISARSGDDVLCLPQIASQLARAGG
GQRHVTLLGLPARRLCRDGLRVLRDGETLAEIDPMALQSPLVDPLALMAGLSPDGGRRLLRLLLTTGLSLFGKGSVDGFR
DVIAQLLESLTPASLPLRAWCPVGQSAAVASYLLPRGLTADGFTDLVVVSRQRVRRLSGFEIDVETSGTGAAAGRLLHVF
LPQGLPVDSTLVALSDAPLRLAGPARRQPGRPLGPWLARRTPRLRQRMRDRLARLSERDDSAAALLAEIACPEADRPTAR
AERLMATPHGLFYILALSDPRRLLTGIALASGDATAELPLGRPLHHPRLGRLQVGFLPGIAGFEPGEEAALSLLYRSGHR
ARAGSARIDALPATLPPVLEALPAADLAPVLASVLGDALPARPRIAAELLPVGAPERPQRSALIVALDGSLDYPHALAAT
LGDASETGLILHHRDPDAVPALRRIAADLHAIHGIGVEIADLPRRDLLPAERVRAILAAVTAPVSILLAQDTLPEGADWL
ANWVADLDRPGPALGGAILMNHDGTLRDGLTAGTDPARLLPEACLGLNAAARARLLASPLRVPGIGADMALLAAALRQDE
AARIALHPGLCATAHAAPLPRPEAVRHAEDLILSTEVQP
>TDX23396.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MKILVICHDHPAFTDGGTEHAAHDLCRTLDARPGISARFLAASTSLTHPEVRPGSLHGIGRDLLLRTGAYDAFSMRRMDG
TDWTGAVARVLETVEPDIVHLHGLDRIGAEIVPLIRRLRPAARLVLTLHDFQAICPADGLMLRRDGGLCTRPAADACRQC
LPQIAVGAHALRKARLLAILDQIDAILAPSRDLRDRFVAWGLPAERIAVLPNAVAPLAPPAATARPRPNRFAYFGNLAPH
KGVGVLLAAAADLAGRGADLRLALHGRLNHPAPEAEAAFAEGLAAAAPLARHLGPYDRDQVHGLMAEADWVVIPSLWYEN
APLVALEAQRAGRPVICTAQGGLKELVRDGIDGLHVPRADPVALADRMEAVAADPALWARLSANLRPPPTLEDSARWHLD
HYSRLTEVLPA
>TDX23397.1 hypothetical protein EV657_12647 [Rhodovulum visakhapatnamense]
MTALKDISAAPLAILQPRPIVLPGGALAIHCFSDLDAPAPEAARPEGDAAPAWAARFWQADGRWHGLAILGAATLGPFAL
TDASGAPVAEVGTPASVATEAAALAAHLRETGAPVAELVQFLDEAFEASGSEAAQRFQTDLLRETSQADGFVELVVRPDC
GGLFLQGWAHSSLTGPLSLLGQAAGVEAVAAVFRRDDILAPAAGFCIFVKDWAGRLDGCKVLFVEHEGGLLRLDLVPDAP
APITGADATEHVRAMLPRLAASGASVEPFKRIVRPRFDGRNTLAEHPGPTTAAIDRILRTPAGGIFVTGWLLDPLDRVER
VILKTSANLYAPLHDRWHRTDRPDLNDAFAPDPRFQGLIDPRERLHGFVCAVSAPAEKLDGTEAYLELVMKDDGCLFLPV
ELTPCDGPGAAHPVFSALQPHDPALGSLISDHAAPFLASLPRRGAPNRLTVQPLAGGPAGRTVAAVMPVTDLAHLHPVMA
CLAGQPEASELDLILVAGREGAARLAEELDHQFRFFGLTGALVLVPDHETLAGRLDAGAAASDAPEILVWQTSVLPKSPG
WLDRLRAGAAGLPGAAVVSPMLCYEDGSVYFGGSEAATPPRGAVCALVGFERHRIADGAPRPAAAIPAEIALIARAALDQ
AGGFRGGLWGDRFIGQDLTLRLARSGARPWCDPSAEFWMLDAAPPQGDPARRELVDRVDAALIALQRRRAGGPHLAPVGQ
KADSKGDRT
>TDX23398.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MKALIISHAHPDFSIGGAQVASYNLHRGLRQQPGWTSHYLAGIGAPVMPHRDTPLMAMDRAPDESLFWSNDFDWFHLGSK
DVGGLMAHFERFLAELKPDVVNMHHVMGFGVQAIRSIRRALGDVPIVYTLHEYLPICAHHGQMIKPKTHALCLKATPSDC
GMCFPEIGAANLLRREAFIKSFFAEVDAFVSPSHFLLSRFADWGLPQDKLVMIENGLDAGTPAPLRPLAPGGRRNRFAYF
GQLNPFKGIKVLIDAVTRIPEPVWGDSILNVYGGNLEHQPEDFQASVKDLFRQAGRRVRFRGSYKSHEMPDLMRDADWMI
IPSTWWENAPVVIQESFFHGRPIIASDIGGMAEKVRHGVDGLHFKVSNADSLAETMTQAIQQPRLWDRLHAGIRPPTTAD
EAGARHAELFGKLLARQNDRRAGPVAAE
>TDX23399.1 ATP-binding cassette subfamily C protein [Rhodovulum visakhapatnamense]
MMRRADPAGRLDETLRDLLRGGVAAGAVGFFVNLLHLGLPLFTIQVYSRVLSSGSVETLTALAILALTLLAFQTLLDVMR
QRIFVILANRTVARLGKPVFEAAIESSLTKGPQAASGAMQDVSELRAFLAGGALALPLDLAFAPVFLLALFLLHPVYGFV
GLGGALALAAAAIATELLLRGPSKEGTQATARVNGETAEAIRHAELITSMGMLPALARRWRAAQNRAIEMSERGAKLARL
LSTLTRTLRVVLQIAVIGSAAYLVIEDRVSASTIFAATVLTGRLLLPFEQTASGWKQWLEARAVLDRLKGVTRDGVAARS
VTPVEIESGRLVAERLSYFAPGGGSRPVLQNINFSLESGMMMGVIGPSGAGKSSLSRLIVGIAQPSAGGLYLDGQSTFAH
ERESFGRAVGYLPQEPTLLTGTVRDNIARFGDHDMAAVVRAARSAGVHELIGSLPQGYATPLGSGGHPLSGGQRQRIALA
RALIGTPRLIVLDEPNSNLDAEGEAALVAAIETARAAGATVVVVAQRMSILNRADRLLRLQDGAMVQFGPREEVMQALTP
QRPLPPRRRREIAS
>TDX23400.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MTHVLHLDPEEPPLPSYWPVVWAALAVALALTLTLTGWAMTARLDAALVSHGVLHADSERKTVEHLEGGILAGLLVQSGD
MVEAGQVVARLDPTQTDEKLAQLRSDRDATRFALWRLGAEEEDRPLDPATAPPCDTCIRADKIAETTRLFEARQRAHGAQ
IDSLNRQIAQLEGQIAAKEGQRKAAERQVQLWEDERRMVADLVGRGASPKRDLLDLDRAIASLAGDRDESAGLVEAARQD
IARARSDLVALTQQRLAEIATSETEARTRLAALDSQIRAMEDVRARLDLRAPQAGKVVEINTVTPGAVLGSGQPLMEILP
RDDQLVALVKLPPDAIDTLHRGVPAKVRLTAFKRSDAPTVTGEVSYVSADLLEDSQTGTNYFEARVTLDPDSVAELDGVA
LTAGMPVEVTLTIGERRAGDYLLEPILRHFRRAFNEE
>TDX23401.1 hypothetical protein EV657_12651 [Rhodovulum visakhapatnamense]
MTRKAILQIGTEKIGTTTLQTFLAANRKALAARGFVYPPFCGALNHTGLAAYAMDADRSDSLKHPFSGSAAKELNVRGTQ
IHCSENWHSRPLSDAEIQRLRDFLDHWQIGPPDAFDPVADENGAISPEDGPIRDRLAASLSAGFPGKGLRARAAAKTFCE
AFRPSKAAVAGRPFPDPATPFSADFTTSPEAADPAAPDTETPARGAAALPVECGHEIERLTVEITIRGARSLRLAARQPG
RAPCPRDRSCRHRRTGRGCGRSARGADHEARLSGSRACLAGRLVACPPPAGATL
>TDX23402.1 transferase family hexapeptide repeat protein [Rhodovulum visakhapatnamense]
MLNLTPAQMARVQAAGLRLSGLAKTGHLHPNSWVEGPTAIHATVPTGSILRLGAFCNLSGSQINNAEIGRYCSIAKNVVI
GTHEHPTDWLTSSRTAYFPQVNGWDQLMAGDEAASIQQRKRPFPGSCPVTVLGPDVWIGEGAFIKSGITIGAGAIIGARA
TVVKDVPPYAIVVGTPGRVLRLRFPEPVVERLLALEWWRFSIYDLFDAPFDDIERAIDAIGEMAASGAVTPFQGPVFSAE
DLADPDRMLQVLDGSPLALAS
>TDX23403.1 hypothetical protein EV657_12653 [Rhodovulum visakhapatnamense]
MRRGAGRIAAAVLAWAGMADAGPAPDLGSAPLLFDWSAERCGRWDIPDAPARFWRDAEGRIHMIAGSDQSRQSVGQAADR
LARVCAVVHRGADDPDPAARNDRTWVSSIFTRDGLRIEALGHMEYQGDRHPGACAAGRYMACWRNAVVALESRDGGESFA
RLPGPPVAALPYRYDPAQTRRSGYFTPSNIFEADGVLNVFVFAEAYDAQRRGACLLRRRVDGGPGDWRAWDGQGFSARFA
DPYRGAVADPDAHVCAPLPGLDATLSSVVFQPATGRFLAVSPRVGRDAGGARRAGIWAYVSRDLIHWDDLGLLAEAPLLW
ARDCGQGAAYAYPSLVDPDSPAPMLDRVDDHLWLTLTRMRLEADCRVGPERDLIRVHVNWPAQAGSRPELAASGPDRPDP
RR
>TDX23404.1 hypothetical protein EV657_12654 [Rhodovulum visakhapatnamense]
MTAASDIARALPAADDPQPRVNGVYDLPAPGRIAGWAIDRADPSAAVAVEIYREGRLAAKTRADRHRPDLERGGIGTGRY
GFSVELDPPVEPGLAFTLSVRAVTGDGTAGALRATGAALPSDDPDRRVLEVVFARVAALGTEIADLRGALARHDDPADLQ
DIARALDRIELVQARLELAAAGTDGAAAPDPLAGLRRMVVAALALGGTALALGLWSLFAG
>TDX23736.1 hypothetical protein EV657_1251 [Rhodovulum visakhapatnamense]
MLFAGIDRTRKFAVTQLVEKADGKTAREVLQHMLEAVPYQVHTVLTDRAIGAPLV
>TDX23737.1 putative membrane protein YfcA [Rhodovulum visakhapatnamense]
MPDTLTLLAMLVLLLAIGAIAGVLAGLLGVGGGIVLVTAFFYAFHSLGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
DAVDWQVLKGWAPGIAAGAVIGVLVAASLRSVVLQGIFGGLAMAVGLYMALGRSDWRLGDTMPKGFKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPFTLGAVNIPAFLVVIAMTLITTPLG
VRMAHAMDPKPLKRVFAVFLILVAGNMLRKAAGF
>TDX23738.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum visakhapatnamense]
MMAISLVFRALAALWLGVAGPAAAEPLSALVRPDLAASALDDLPGGGVALRLDLSQPVPYRVFTLEAPPRLVVDFREVDW
RGISTAALTGSDRVRAARAGTIRPGWSRLVLDLAAPMALSSAEMPRDPVSGRARLTVQLGPADRARAALAGPPAQTALWG
LPAPEPLPPPPRRNDGSRPLRVVIDPGHGGIDPGAERAGISEASLMLSFGKELAEALARAGFDPVLTRAEDVFVPLETRI
DIARAARADLFLSLHADALADGYASGATVYTLSDTATDRASAQLAERHDRDALLAGVDLSDKDDVIAGVLMDLARTDTQP
RSERLAEAIVAGLGAHVGQLYKTPHMSAAFSVLKAPDIPSVLIEMGFLSSRDDRENLTSPDWRARAAAGIVEALRAWAET
DAAEAALLRR
>TDX23739.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]
MPAVIRTVLLVLMLMAMPFAAVAQPVDRAAVERQFRTWLDTRIWPRARAEGVSRTTFETAFSGVRLDWDLPDLVPPGQAA
APGPQRQAEFGAPAAYFDEGGLRSAATTGRQMAVRQAGALTAAERVTGVPGRIVLAIWSRESAYGRAPIRHDLFRVLGTK
GFMSTRADYFADELVAALKIAQARPVPLEQMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSGPDTVASIATYLA
RHGWQAGRDWGFEVRVPASVSCTLEGPDRGQSIADWQALGVSRVSGRPFPEHERRGEGFLMMPAGRHGPAFLVTPNFYVL
KAYNMSDLYALYVGHLGDRIGFGSGGFSARWAALGRLDRAEIATIQRALEARGRDVGGVDGLPGFKTRREIGRWQESAGR
PATCFPEPGMGAALGR
>TDX23740.1 subtilase family protein [Rhodovulum visakhapatnamense]
MRHFLPAFAVCLAGSAAAQGDDPGRLDPAVLIEKFSIARPEPDDRTRPVPRPALRVEPALERRAEDLRPGPLRAAGVVRS
GTAEAGFVTGELILVADSPTEAKAVAARIGTPIGAPLRLTAGTPEGRTLSVLRVRHDPRRPPDDAVFDRVEAASPHRFTR
VYEVSSEAARDTLTAALALQLAGEVSVGLNWIFEPVALDNEILLEGVTPAGAGFVNPFDLPYLNGEGAARIGVTGAWHLL
KAAGLPDDTGRATAASRIPLAVIDQGFHDALDLSMPDPRGAAAGRPGGRACAGGAACPWHGSHVAEIMAAPIGNMRAVAG
PAGPVAGPVELQTLDGFESWSLLAWIADRTAPGAAAVPRVVNMSFAATVPDLWAWSTVALDLGIAALDRAGTLAVAAAGN
DRADIDAVRCVEGGAGACHETARRVPCELTGVVCVGALG
>TDX23741.1 subtilase family protein [Rhodovulum visakhapatnamense]
MRIAGFSAAGALPGTPGQDGDSIDIYAPGVAILAGADPGAGTSPPAQGWTQAVSGSSVAAPLVAGVAALIAAADPGLGAD
ALRGLLLKGAWSGATDLPPGQAPDPRLGRFLNAERPVRQALAARFSGTDFPPLVEIVRPRPGLGMPAVQMGSRLDVEARA
VDVEEGIGCCAPRWTVDGLARSDLSGPRVGIVLEQNRTYEIGVTVTDGAGQTASDTMAVRARP
>TDX23742.1 penicillin-binding protein 1A [Rhodovulum visakhapatnamense]
MIRFFLSLIGALFSFATLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQTYFDKTLREMKPEEAAYLAALPKAPSNYHPVRNHDAAVARRDYVLHEMHDNGY
LDDATYEAARAAPLMTVQNGDYPPFSSSLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQDEAAQALRRGLE
KYDRDRGVWRGTGKAIDPAELDTEEHWRAALAATVVPRDIRLDGPWHPAVVLKIEDQQMRLGIEGVEATEAEPQVVPRKD
IGWLRGDFRANFKVGDVVLVRRMTGDNGGFIRWTLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQATRQPG
SSFKPFVYAAALDSGFTPATIIIDAPIEVDTGGGTIWRPKNSSNKFYGPTPLRTGIEQSRNLMTVRLAREVGMDTVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRQGRTIYRHDDRVCTDCGTLSIPEGQGPT
VVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVNLGVPTAGKTGTTNDARDVWFLGFTSNIVAGCYMGFDRPRSLGGGA
FGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGQFIKIDRYSGERLADDASGENVVAEYFRAGEEPIFGIGAMIDGGFAMG
SNLPLFGRGEQDTGEDVPSEEVTTSTGRKAVVGPKASFGTLSSGGLY
>TDX23743.1 peptide chain release factor 2 (bRF-2) [Rhodovulum visakhapatnamense]
MRAEAQNTVEDIRRSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPDRAQKLMRERQALVDAIDTYKGIRQELEDNVE
LIELGEAEGDQEVVKEAEAALKALREKAEAKELEALLDGEADANDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVSPNDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQLELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKTRAEAQAED
>TDX23744.1 hypothetical protein EV657_1259 [Rhodovulum visakhapatnamense]
MTDADAPIETPCIRTCRVDPDSRLCIGCLRSMDEIGRWGSMSPAERRRIMADLPARRGRISPDAEAGLPRRKRG
>TDX23745.1 putative Holliday junction resolvase [Rhodovulum visakhapatnamense]
MHDSPEEFAAALPRPAALIGLDFGEKTIGVAVSDPFWTVASPLETIRRKKFTLDAGRVLDIAQGRAVGGIVLGLPRNMDG
TEGARCQSTRAFARNLSRITDLPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLLDRLRNLTAAP
>TDX23746.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum visakhapatnamense]
MTFIVVAIGMAAVIAAVLTLTLIRGRRGDEPAAAYDLRVYREQLDEVERDLARGVIAEDEAARIRTEVSRRVLEADRKLA
RQAATGQAPKALSLVAGIAVLAFLLGGAWITYSYNGMPGYADQPLDLRKAEAADYRETRMRQAEAEAKAPPMPGLPTPDA
EHLKLVEKLRQVVAERGDDLQGLDLLAHNEAALGNFKAAYEAQAKVIALKGAQATANDYATQADMMVLASSGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLNVSKADDPWLPIVREQMPNLAWYAGDERYQLPPMPAAGGA
PGPSAEDMAAAEDMTPEARQEMIRGMVARLSARLADQGGSPEEWARLIGALGVLGDREQAGAIWAEAQQTFAAQPDALAT
IRQAAQSAGVAE
>TDX23747.1 sarcosine oxidase subunit beta [Rhodovulum visakhapatnamense]
MKRYSAFAIAREAASYHEGWEKAWASPEPKARYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGCLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGALWQKRGGTARHDAVAWGYARACSAMGIDIIQQCEVTAVRQKAGKVTGIETTKGAIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYTQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPILSKTPLGNCFINCGWGTGGFKAIPGSGWAMAELVAKGEPGPLAAEFGLDRFG
AGRFVDESVAAGVAH
>TDX23748.1 hypothetical protein EV657_12513 [Rhodovulum visakhapatnamense]
MSENNSSYDELVPASAAKWIGLVGGVLFPLFLGVVGAHVYYAGTGPQQAQVFPLPDE
>TDX23749.1 sarcosine oxidase subunit delta [Rhodovulum visakhapatnamense]
MLVLTCPCCGAAAEETELAPGGEAHIARVGPGADAEAFEAYLFHRKNPKGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTSEPPRQLLDKIAARVPGFAWEGRA
>TDX23750.1 sarcosine oxidase subunit alpha [Rhodovulum visakhapatnamense]
MSFRLSSGGRLIDRGARLGFTFDGADCDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGTRGRFE
PNQRTTTTELFDGLVAESQNRFPSLAFDIGAINSKLARFLPAGFYYKTFLKPAAFWEHIYEPLIRQSAGLGRAPSEQDPD
SYEHFHVHIDVLIVGGGVAGLQAALVAGRAGARVLVVEQTAHWGGRAPVDGVEIEGHPAEAWVARTVETLSGMENVTLRL
RCQGVGVYDHGFALAHERLTDHAPDAGGPRHRLWKIRTRQVIVAAGALERPLAFPGNDVPGVMLASAVRDYVENWAVAPG
RRTVVLTNNDDAYRTALCLLEVGLRVPAILDTRASAEGPLPKIARKAGIEVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPAVHLWSHAGGKLFWDAKQSSFRPDADRAPKSHDGKTFVHAAGAANGALLAKRCQLDAGRAGAA
AALAAGFDAEPVDAVASAPEQKPVEPAWILPRRAGPELRMKMFLDYQNDVKVSDVQLAAREGYESVEHTKRYTTLGMATD
QGKLSNVNGLAILADALGTEIPAVGTTTFRPPYTPLTFGAIAGPGIGETFQPLRRTPMQDWHEEKGAHFEPVGHWRRPYC
YPRKGESHGAAIRREVLAVREAVGLLDASTLGKILVKGPDAGVFLDRVYTNMMSTLKVGRCRYGLMCSENGFLMDDGVVA
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIAVAGPKAREVLDRLGGMDLAKEALPFMAWTEG
ELGGFPVRVYRISFSGELSFEIAVRAGQGRALWDACLAAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQARSHMTDPTRWKLVGLETLDGSVLPDGVYAAAPGRNANGQRNTQGRVTSTYHSPTLKRGIAMG
LVLHGPDRMGEVIAFTCADGSTRDARIVSPVFYDPEGEKQNV
>TDX23751.1 sarcosine oxidase subunit gamma [Rhodovulum visakhapatnamense]
MSEPVTASVSALGGFRGDGLARIEEGPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGTIEGDRGLAWMAPDELLLF
VPYAEVSRTMGTLGRALKARHATVADLSDARAVFRLYGTGGREVMARLTPADMAPAAFRPGGFRRTRLAQVPAAIWCESN
DRFGVICFRSVAVYVRDLLAAATAAPSADYFGRGG
>TDX23752.1 Fe-Mn family superoxide dismutase [Rhodovulum visakhapatnamense]
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEEIVKGTYQNGAVAQSGIFNNASQHW
NHTQFWEMMSPKPVAMPSELESRVKDAFGSVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLDKLVNWENVAQRLSQA
>TDX23753.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum visakhapatnamense]
MSERKNGLTYAEAGVDIDAGNALVERIKPAAKRTGRAGTVAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPANVAEGDVLLGLASDGVHSNGYSLVRKVVEVAGLGWDAPAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLGAWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAEDRAEALTA
LLAEAGETVARIGRVGPGQGVAYEGRLL
>TDX23754.1 formyltetrahydrofolate-dependent phosphoribosylglycinamide formyltransferase [Rhodovulum visakhapatnamense]
MTDPKRVAILISGSGSNMVALAESMTGDHPARPVLVLSNDPAAKGLDRARALGIPVAAVDHRPFGKDRAAFEAALMDRLA
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPNYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LANDTADTLAARVLVQEHALYPAVLRRFAAGDRTPVLLS
>TDX23755.1 ribonuclease D [Rhodovulum visakhapatnamense]
MRAEMKTLTTTEALAAFCEEAASAPYITIDTEFLRERTYYAKLCLVQLALPARDGTEGAAVLVDPLAGDLSLEPLYGLFR
NPSVVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARANLDKTSRFTDWSRRPLSDAQKSY
ALADVTHLRVIYEYLAAELEKTGRAKWLQEELSVLTDPATYIVHPEEAWRRVKTRTHSGKFLVAVKELARFRETYAQARN
IPRNRVYKDDALLELASTKPQSFEDLSRSRLLLREARRGEIAEGIIAAIAAAAETPQADYPTMPDADDKLQVNPALADLL
RVLLKAKSEEAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALQLCAGKIALAAKGSNVVVVPL
>TDX23756.1 hypothetical protein EV657_12521 [Rhodovulum visakhapatnamense]
MKIGLVSLVLCGTTVLAACQPNDTTLTTAAGMSAGSQARLIETETPPEYIPCSELERKLAVSDAKVRAFSSRNTSSEAIY
WRDRNKRLIARAYECQRPR
>TDX23757.1 hypothetical protein EV657_12522 [Rhodovulum visakhapatnamense]
MKSSLSAVLCAALALSACGTVRESRINPFNWFRSSTEAETTETQVRTAKDEDPRALVDQVVEMSVDRAPGGAIVTATGLP
VRQGFWNAELVRAETDADAPTDTLVYDFRIASPGTATPVGTEPSRLVTAALFLSDQDLEGIRTIMVRGAQNQRQARR
>TDX23758.1 cysteine desulfuration protein SufE [Rhodovulum visakhapatnamense]
MASEAFEEIVDTFEFLEDWEDRYRHVIEMGKAMEPLSEAFKVPATKVDGCASQVWLMADVEGAGPEAIYHFKGDSDAMIV
KGLIAVLRALYDGLTVVQVLETDAGAQLARLGLDEHLSSQRSNGLRAMVERIRTQAAGVAEGV
>TDX23759.1 hypoxanthine phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MVERPYVIDELLSAKTIAARVESLAGEITAHFADTEKLVVVGLLRGSFIFIADLVRELNLPVEVDFIETSSYGNSTTSSR
EVRILKDLRGQIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPSRREVDVRARWVGFEIPDRFVVGFGI
DYAQRNRNLPYIGAVRFTG
>TDX23760.1 coenzyme Q-binding protein COQ10 [Rhodovulum visakhapatnamense]
MPRHSENREMPYTAQQMYDLVADVGSYPQFLPWTAAARIRSRTDYGDRELMEADLVISFKVFRERFGSRVTLWPGRMRID
TEYLDGPFRYLKSHWQFEDVAEGRCKVEFFVDFEFRNRVLQGVIGAVFNEAMLRIVRAFEDRARALYGTRP
>TDX23761.1 nicotinamide-nucleotide amidase [Rhodovulum visakhapatnamense]
MTETADPLVSGARAAGLVIATAESCTGGMISAAITDIPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEEVAAE
MAAGALARSEADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGAETRTETVEFGALGRDRVRAATRDHALALLLGALGAPR
T
>TDX23762.1 phosphatidylglycerophosphatase [Rhodovulum visakhapatnamense]
MSLATQIATVFGTGRMRPAPGTWGSLAAMPAFWALDVTGGVFLTAFATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSIGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPIGVMLDDVLAGVATAVLVLALAALSH
IFLM
>TDX23763.1 2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum visakhapatnamense]
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRAVLTRTIEAFAAHPRIGAIVAVLHPEDGALFDLALADSAAGVATVPGGAS
RDASVMAGLKAAPEGTTRVLIHDGARPMVSAALIDRVIDALDDSPGAAPALAVTDALWKGRDGKVAAPHPREGLYRAQTP
QGFHLRAILAAHQAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGQHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMDEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>TDX23764.1 tRNA-U20-dihydrouridine synthase [Rhodovulum visakhapatnamense]
MAIRVADIALDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGVRERAALGFGEEATAVQLAGRDAEW
MARAARMVEEQGARIIDINMGCPAKKVVGGLSGSALMRDPDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPALARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVKEAVTVPVVANGDIVCGETAAAALDQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPKVPEGAALTDMVARHYEDMLGFYGADLGGRVARKHLGWYMDRAGTPAPLRRRVLTAPAGAAVLALLPEALA
SEGRAAA
>TDX23765.1 two-component system nitrogen regulation sensor histidine kinase GlnL [Rhodovulum visakhapatnamense]
MTLDQDAIWTALPIPAFLLDAGDRIAAINPASELFVNATIKALSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDGEEHLLLLVSPREIAGRLGRAHSVKSAAKSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLTN
GDLEMTDLIVEESRRIVKLLDQVEQFGNLRPPACKAVNIHDVLDRVRRSAAVGFAANMKIVEEYDPSLPPTWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRSFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPPEIAADIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>TDX23766.1 two-component system nitrogen regulation response regulator GlnG [Rhodovulum visakhapatnamense]
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPREMAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGVDGPSALVARARGGSILFDEVADLTEEAQGRIVR
MLDSFGDSAPRIMATSQTDLMGRMEAGLFRQDLFYRLGGVTVAVPSLRERVDDIPLLAEHFLGRTDRDGTATRRLAEDAM
DLIRAYSWPGNVRQLEHTIRRLVVTSSEEVIARAEVEAVLGNQPEIEPLVGGGDGEKLSASVAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>TDX23767.1 two-component system nitrogen regulation sensor histidine kinase NtrY [Rhodovulum visakhapatnamense]
MTHAKGLLALERFLRLRRSRQATNAATLSVVVLGPLLAIFTFLMLGPLDQGASSHGLRIVLLVDLVYALVVASLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEDEHRRDLVADA
HTLAGYLAVARQATVFLSDGDMRQLLTQAQARVQRGLKEAYVIDGSAEIRARGERSYLFNYERPGPDAIARAGAGETVVI
QDWDNNEFRALQKLDGYLDRYLYISRTVDGDILNLLDDTQQSVRLYQQLEQERGRVLFEFGLLYLGFAVILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDLDVRVPEETGDDEIAMLGRMFNQMIRQLKLQRDALLDNTRQIEKRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALLLLRLDAAEAEGQELCVAVPEFAELLEKLKASRRGTAQEEIRLLRGGNMEHLLVRMAMR
KRSDGGAEGFVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRAAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVLLQEAGQPGVAFTAEIPRTPVPAELDATMISQALTNIMKNAGEAID
SLRTKGEPEGYAPEIRVRLDVEEGSATIRIADNGVGLPQDRARLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHCGALAQITLPVDPAEGMARGATRDTTPETAATGE
>TDX23768.1 two-component system nitrogen regulation response regulator NtrX [Rhodovulum visakhapatnamense]
MGDILIVDDERDIRELISDILQDEGYTTRLAANSDACMAEINAAAPALMILDIWLKDSTMDGIDILSKVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVVQAEMIGESPAFKTLKSQLDKVTR
SNGRVMLKGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESAARGVEKGLLEQAHGGILYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAGIQGGTFREELYHRLNVVPIDVPSLDERREDIPELAR
HFIATFNRLQGLPLRALGDEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILAAELPMQAEGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRIAHLEEEEEPSAAD
>TDX23769.1 trk system potassium uptake protein TrkA [Rhodovulum visakhapatnamense]
MKVIICGAGQVGWQIARHLSGEKNDVTIVDMNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLHGKAQLLGIA
LDEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPDDQIYVFSHVDDVNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEDRIRAKVIEKDRRQAEIAADALERTIVLNGDGLDINLLAEANIERADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMSGKRV
QDIDFPEGALVGAVMKAGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>TDX23770.1 trk system potassium uptake protein TrkH [Rhodovulum visakhapatnamense]
MRRLADLPFLVILMGIGALAMFPPVGLALAERDWTTARAFFNSGLLFSVLTVLIGLSTINRPVRNQARSHLLAMLGFYAL
LPVMLAVPFSEAVRDTSFLNAYFEMISCLTTTGATLFDSPERLTAGVHLWRALVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGAGSIAGRVGPERGAVHPAHDPRERLMRFAEQLAPVYVGLTACLWVLMLVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGIAGEIMLWGFMLFAISRQMFMFDFRPESWRRLKDDLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGLAALGA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVALGFLGLDFEASMVLTVAALTTTGPLTAAATDPPLSYSALGDAAKM
VLASAMILGRLETLAIIALLNPEFWRK
>TDX23771.1 RNA-binding protein Hfq [Rhodovulum visakhapatnamense]
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>TDX23772.1 GTP-binding protein HflX [Rhodovulum visakhapatnamense]
MALAGALPGLEVAGAEVVPLARPRAGYLFGSGKIDELKERLTGAEVELVLIDGPVSPVQQRNLEKAWKVKILDRTGLILE
IFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLH
RAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFR
ATLEEVLEADLVLHVRDIAHPDSEAQAEDVRTILADLGVARETPQIEVWNKTDLLDPDRRAAVEAAAARHERVEAISAWT
GQGIEPLLAAVTGILDETRQRRELYLDHGDGRRRAWLYDQGVVEGEAPDDDGSTLTVNWTARQEQRFRSL
>TDX23773.1 hypothetical protein EV657_12538 [Rhodovulum visakhapatnamense]
MPPRNRVPMLAVELALALILGLGLALASVLRPALAEPVSLIAGGGFLGAAGGASGPLLTQMPASGPGPSGASLFAGREGS
SLFAPSPDRPQRAAPSGPVSVFTPLRPGGTTAALAEGIRLLIGRAEAGRMGYDAVQHGAKILPPGRPTQLTIGQIYKWIA
DTPGQPHAIGRYQFIPETLRRLVAELGLSERTQFSAPVQDRLADLLLEEAGLSAFGAGDLKRKDFMHNLAQIWAGLPTAS
GRSYYHGVAGNRATMTWAQFEDAMTRIAPAHPRPPKDG
>TDX23774.1 penicillin amidase [Rhodovulum visakhapatnamense]
MPNLFRWLLRIFTAVVVLAGLGIGGAYYLAARSLPEYSGTHEVTGLSAPVEIVRDHTSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTLKIDELMRRLDLYGLAQKSVAAQDPQTRAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEVAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLLEPGRVMDLLPDAPGPGLAALPDYAELAPGVVPSSA
PLARYAEGQLSPFLGPDLAGASNAWAAAPKRSAAGGTLLANDPHLGLAAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDDPEEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAAVSWTLLNGADTSMSAAMRVMRSQTVDEAIEAGRFFVAPSLNLTLVDEDNIALQMIGAMPRRTAANQSQGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDTQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGRDLWFTGEPAPAGSPERRRHRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREITH
VEPLFIERVFRDIDGASVWCDIRQSAAQETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANVHGAGYRGVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
SLDPDLARAAAVGITDLVPKAE
>TDX23775.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum visakhapatnamense]
MARVAFLGLGVMGYPMAGHLAAAGHEVSVYNRTAAKAEAWVAEHGGRAAPTPAAAAEGAEFVMACVGNDDDLRAVCDGDT
GAFAGMASGAVFVDHTTVSSMVTEEMAALAETRGIAFVDAPVSGGQAGAQNGQLVIMCGGPEAAYAAAEPVMGAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>TDX23776.1 spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MIASETGSGAIPMIKIKINIKIKAWPRLGRSEASQGYFLVAPPFLYALLLLAAPLAAIVLFSFWTQDYLTLDTTLTLKNY
REALSDPLYGELLLRSLVISLAVTAATVLTAFPIAYFISFSVPPSRKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLN
TTLTGLGIIDEPLSFILYNANAVVITLAHAYAPFAILPIYVALEKIDRSLLEASRDLGESRVMTFLRVTLPLAMPGVVAA
VLIVFIPTIGDYVTPRLVGGPNGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVSLVFLFLNRRYLKGQK
>TDX23777.1 spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MKSLRLYAILYLIFLYAPIALLPIFAFNDGTVIAFPLKGFTLEWFKELLTIPALHAAVLNSLIIAVSSALIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGETRWSSFRLITLPLVMPGIISSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTILVLASV
ILLAIAEYFRRRGVARTGQADAGGFL
>TDX23778.1 spermidine/putrescine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MKDTLGVERPIIALENVEKYYGEYYALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLMIDGKDMKRVPA
NVRPTNMVFQSYAIFPHLTVAENVGFGLRREPLSRDEKARKVAEALEMVGLRGYGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQTELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIAQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVSDETHIEVEAAGLGRAVIAPDQLPGGWHPGQTQSVGIRPETMSILFPGETTDRRVAIGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLDRGTEARVAWDARSLVLFA
>TDX23779.1 polyphosphate kinase 2 [Rhodovulum visakhapatnamense]
MTDDLPFDGAITRFYEHDAPHEIRKAIADIRKHDILSDSYPYDRLLDKHTYAEDLEALQIELAKLQADVKATGKRIAVLF
EGRDAAGKGGTIKRFRENMNPRVARLVALPAPSDREKSEWYFQRYVEELPAGGEIVLFDRSWYNRAVVEHVFEFCTDAER
ERFFDQVPRFEEMLVDEGVLLVKIWLNVGQAEQLRRFLQREGDPLKQWKLSWIDVEGLRRWDAYSAAIRETFMRTHTGPA
PWTVIRSDDKRRARLAAIRRVLSLVDYKGKKDKIVGDPDPRVCGGPEIWTL
>TDX23780.1 pimeloyl-ACP methyl ester carboxylesterase [Rhodovulum visakhapatnamense]
MPEDYAPTGRMIEIDGLQVHAHQEGAGPDVILLHGAGGNTRDFTFDLLGRLSGQFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASLRLGLGPAVLVGHSFGGAVALAWALDHPARAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVADQTIARIFEPDPVPDGYADHIGIALSLRPDTLRANTRQVNGLKPHIRAMAARYGELRMPVEILHGTADRIVPIE
VHSRPLAERLPNVHLTELDGVGHMPHHADPEAAVAAIRRAATRAGLRPAA
>TDX23781.1 homoserine O-succinyltransferase [Rhodovulum visakhapatnamense]
MPIKIPTDLPAFDVLAREGVMVMGEDAALRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIEFSLVRMTEHKTKNT
AAEHMETFYRPFAEVADSGEKFDGLLITGAPIEHLPFTEVTYWNELTQVFDWTQSHVHSTFGICWGGMAMIYHFHGVQKH
MLPRKAFGCFRHSNLAPASQYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAAHRALYIFNHFEY
DSDTLKQEYDRDVANGTPINVPQNYYPGDDPALPPQNRWRSHAHLLYGNWINQIYQTTPFDQTLIGTR
>TDX23782.1 hypothetical protein EV657_12547 [Rhodovulum visakhapatnamense]
MRGTRPRSRRVLPILACAGMLAAGMPRPAAAQEGPEWELQRCIWSCLSAFGPADTPAYAACVAQRCPSEAAPAPVPWASG
PTADGRGAFAGTRSEADPDVLFYLFCAPGGQRILQLAGVEGSPGPNMLMLAVDGQGFPVSFTGAGDLSALASLPPGAPLL
GALMRGRSLEIRNGAGYTLGRFGLAGAGPAISGALALCR
>TDX23783.1 hypothetical protein EV657_12548 [Rhodovulum visakhapatnamense]
MIYETSEAWRQAKTRQVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGARDRGGLPFDEYMNRQAQHREAEISALLDTPRFIDRAAQLYGYSDFVCDSGGSICEV
VDPENPEDPVLSALSSHLLLVWIEGSDAHTAELVRRFDRAPKPMYYQPEFLHAAWADYLSQTGLTEDAVDPDAFVRWTYA
RALAHRQPRYAAMARNWGVKVSAEEVAKLRSPEDFADLIARAIDTAPARR
>TDX23784.1 long-subunit fatty acid transport protein [Rhodovulum visakhapatnamense]
MKYAVGAAVLAAVTTGPAFAGGIERSVPSVGILFEQGTYVELGFSRFSPDVSGKSRSAPGLGSGDMAPGYNSYALAFKQD
LGESVDVALILDEPIGADVAYPSGTNYPYGVPSPGLANARADINSTGLTALLRYELPSNISLIGGVRALKTSGTVALPGI
GSYSMTSSTETDFGYVLGIAWEKPEIAARVALTYNSSITHDFNTWEESLVNPGGSATKLETEIPQSLMLEFQTGVAADTL
LFGSIRWVDWTAFEIDPTVYGQIPGITDALVSYSNDVITYNLGLGRKFNDNWSGAILVGYEKHEGDEVGNLGPTDGFRSI
GLAATYTRGAMEVTGGVRYVEIGDATTSLGKFDGNDGLGFGVRVGYRF
>TDX23785.1 drug/metabolite transporter (DMT)-like permease [Rhodovulum visakhapatnamense]
MTPVLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLAVGGTLGRLGEISRRQLGLHALRNVCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVALLAPAILGERLTPTRALAAFIGFLGILLVARPNPAALEPGAMAAAAAAICFA
GSALFTKRLTRSQSIVSILFWLTAMQTVLGLACAGIDGQIAWPSPAAWVPLTVIGLAGLTAHFCLTSALAVAPASIVMPL
DFLRLPVIALVGMMLYDEPLDPLVLVGAAIILGANFLNLRGEVGRPRHAGQENRMAPRRTSR
>TDX23786.1 quinol monooxygenase YgiN [Rhodovulum visakhapatnamense]
MGVTVTGWIEAPPERRAQLRAAAAEHLRLTRAEPGCVRFEMHEDPDRPGRFLPDEEFTDAAAFDAHRARKAGTARDSAAD
GPPRDLKIAGLPE
>TDX23787.1 GMP synthase (glutamine-hydrolysing) [Rhodovulum visakhapatnamense]
MSTHDRLLIVDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLADFAPKAVIFSGGPASVLDGGSPRPPESVFALGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPSAERIDLLSGWFAQDREQVWMSHGDHVAEIAPGFTVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICGLSGGVDSSVAAVLI
HEAIGDQLTCVFVDHGLLRLNEAEEVVAMFRDNYNIPLIHADESDLFLGALEGVSDPEVKRKTIGKLFIDVFQKHAAEVG
GAEFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEISREKLEILRKADAVYIDQIRRHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>TDX23788.1 cadmium carbonic anhydrase-like repeat protein [Rhodovulum visakhapatnamense]
MSNLLPTLLAATALAIAGGILATPVPADGTAHATRMAAADPAAHGDADGHGGGHHGAARGTHALADGLCHGFGPQAPRDI
SMTRGSNGRIFNMAPPASELNLCNIHTHTNAEHSGPGFSISAGTGEHGGFRCNETASLTEQELKDPAAGQGAFHGAKPGD
TIEVHWVYSSCDVAPGKGLGSCMSETCQNPQLRVEAQVFLLVNDHNALDFKDFIYRGTQVNGLHQPRALPQGTGTPVLYA
GSTTGPKYTEATCSPLQVTWSVRPSCAKLDINSLYEWAAVGNVFQEDHSHGVRPLVTAEELLSPIR
>TDX23789.1 trimethylamine--corrinoid protein Co-methyltransferase [Rhodovulum visakhapatnamense]
MSEAEGNAGRRARGGGGAARRAARTNAGIETARFITRNIPDFEILNAEALELIEANAETVLAEIGVNFVDNPGALARWRE
AGAEIEGERVRIPRGLARKLCATAPARFVQHARNPERNVEIGGRNLVLAPVYGPPFVRDIDGGRRYATMEDFRRFVQLGQ
MSKWMHHSGGTVCEPTDVPVNKRHLDMIHAHMTLSDKPFMGSVTEPSRARDSVAMCELLFGKDVVAENTVMTSLININSP
LTFDATMMGALEVYAAANQACIVSPFIVGGAMAPVTVAGTLTQVLAEVLAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILYGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETAATLNAALLGGVNFMLHAAGWLEGGLVASYEKYVM
DADQLGALHRMAAGIATDPAAQAMDALREVGPGGHFLGCAHTQAHFRDAFWRTDLLDYKPFETWDEEGARDTATLAADRV
TRLLARYEAPPLDPARREAVEDYVARRKADMPDAFV
>TDX23790.1 hypothetical protein EV657_12555 [Rhodovulum visakhapatnamense]
MNMLPATLATLRRPRLLVRAARFGLGDYRRERDLARLMQGRLPDNAQTVLAWLIDQEQRMEAIRQSGDAGYSTARHIELL
IALMAEARLICDFESQRTTE
>TDX23791.1 hypothetical protein EV657_12556 [Rhodovulum visakhapatnamense]
MGTQCPNQSAPAWLPQAARLYLAHTEAGVSLRELARIEGCHPSTVMRQVRRVETRRDDPLIDDALNRLGGQSDASAPQKE
SPHMSPTTRPRPPAADESTIDREALRLLRRLNEPGAFMAVARDMEKAAILRESADGQTTRTAVVDRSVAEAFALKDWITC
RNRGRVTIYDISTAGRAAFKRLQAEKIERREGFGEAPTPFAAQHRDWEVQKNARAERIRFNRAESPLAILARRKEKDGHP
FLSHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGTFFGADGASGGSAAARDRVAAALRELGPGLGDVALRCCCF
LEGLEQAEQRMGWSARSGKIVLRIALQRLKRHYDTLGDRSGLIG
>TDX23792.1 spermidine synthase [Rhodovulum visakhapatnamense]
MTDTPIPGWTLERLHKGYGQALEETEVLYDSQTDHQRLRVFENPRFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIIGGGDGGMAREAMRHASVESVTMVEIDAGVVEFCKTYLPGISKGAFDDPRLTLVIDDGAAFMRKTDQKFDVIVV
DSTDPVGPGEVLFTDTFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYMATVPTYAGGPMAFGWGT
DGPGRGATLAEIEARFAAAAIETDYYTPEIHKAAFALPGYVRRLMP
>TDX23793.1 ArsR family transcriptional regulator [Rhodovulum visakhapatnamense]
MKDGPDISRIAALIGDPARASILTALLSGRAPSAGELACEAGIAPATASGHLAQLTEAGLIWPHKQGRHRYFALAGDEVA
SALETLSGLAAAKGHLRSRPGPRDAALREIRVCYDHMAGARAVAIFDSLAARGYLTVTREDVAPTDRGAAFFAGLGIPLP
RTGPGRRPLCRACLDWSERRSHLAGALGAALLTRCLEADWLRRPARGRHLHLTPAGAQALAEAFPT
>TDX23794.1 uncharacterized protein YjiS (DUF1127 family) [Rhodovulum visakhapatnamense]
MTVRQTVLFPIRRASTGPLARLFARWLRNHRTRADLARLAPPLLQDIGIDAKTARREAARPFWRG
>TDX23795.1 S-adenosylmethionine decarboxylase [Rhodovulum visakhapatnamense]
MTDANLFRLGIGLETGAHAEDHRGHAAVNATRDVFDDARDDHFIRRDGRIFAGTHLIIEVVDGEGLDDEARIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDIRVKELLRGED
VVAARVAA
>TDX23796.1 choice-of-anchor A domain-containing protein [Rhodovulum visakhapatnamense]
MKMEFLLGTAMAVSLGAAAPAATLSASEILAQFSIVTAGDLDTNQDNYGRAYVGGNLVASAGKADFANRPLPASDYADVI
VEGNVTGSGGVRIGSNGTTLAVRGDVSVDTVQFGVERTGEVLAGGTLSPTTNINNRETPSFDGVRVEDGLAGNTAFEALF
PTDVVDTLNQASEDLSKLAATGTATVSGGGNTLNIAATGGGISVYNFDISDFGGSIGQIDFNLGAADTLILNVAGSSILI
EDNMLGLQASDGQRIIWNLF
>TDX24108.1 hypothetical protein EV657_1241, partial [Rhodovulum visakhapatnamense]
RIQRPDCHALSRWRHRPVIVRQPEKSNFPRSKVGEQGTTPRTLVMNEGRPEGRSQPITGFTCVITSRFWRDRACRLHLPK
FGRCSQRPRLHPHGFSRPGSGGRPLRRPKNRGARNRYSICPVSPDKGQQWSALRTLAAPGPAVTAMYGCFRGSARGGGLG
ARRRLSAASAPAGGPRHSSVMLHRRRFAPSPSATFGSACRQIHDQRQLARSDHVARSSLGDPITM
>TDX24109.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MHNDWRLMDEIDLKILRELRLDGRISNVALAERVSLSPSACLRRVQELERTGVILGYRVVTSPERMGRGFVAYVMVGLSS
HTKAAQEGFERAMAVAPEVVECHNIAGSFEYLLRVQSADLSEYKRFHTEVLGTRSHVHAITSYIVMGSPKDERAT
>TDX24110.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MTLAILTALLGFAFVATVTPGPNNLMLMASGANFGFRRTLPHMLGIVGGVSVMALLVGAGLMALFDAVPALNLVLKVTSV
GYLLWLAFKIATAASVEERDEDSHPMTFLQAATFQWVNPKAWAMCLSAITLYAPDRSLLSVAIVAGAFALVCFPAISVWA
WLGTVVRQWLSNATRLRIFNITMAALLVASLYPVLGLGT
>TDX24111.1 hypothetical protein EV657_1244 [Rhodovulum visakhapatnamense]
METFSRSFFSGFAISLALSAGICPAQADPQSEAATCARRDALQPALAKQPDLTWDALRTACEATIVAAKASDPIGHGWFV
NAGNGFLGVPLVVQKILPDLAPEIWGTPEDFFGSFGLFPDPDITDRILPRGLGITGANGRPVAADGSPSGEVDYSQPQPL
FVTLACGACHTGQIDLGDRYQVLDGAPNTQFDVRKWRGAFSALREGYLSDAQIGTAEAPGETTQKLLDLVAAKPAGYFAR
GLPQIRADQIAAVDQTQRAIFAQNAVPILSGLAQSTGVRAASVALQTRPGSSYGHGDRSPGLGGHSAGQSDGSGDLLSDL
LAGQAAEAGKLTELLSGPLPEALPRFATVTDIPAVWNQGDRSVGQWDGSVLERFWRNIAAELPIIGVPAKVDLMNAGISA
EFLLRLPPAPYPFEVDLAKAAAGEALFAENCGTCHRPRNEARYPVIGTDMNRAQVLNPAGSAMFLAAFQAACHDPDFGYT
DTYGRRIEPCTMPAYRILRDTTEAANQGYLAPPLDGIWARAPYLHNGSVPTLAQLLKPASRAPVFLRGVIEYDPAEVGWR
WQPGDLDRYKARYPTVSLHDTARDGWSNRGHDRDLMIEGRMHRLDWSDPALSDQAEALIEYLKTR
>TDX24112.1 hypothetical protein EV657_1245 [Rhodovulum visakhapatnamense]
MTDTSIQTVTAIQIGMMRATQPQLRGQHFKMHGCVEAVFEVAEVAPPLNVGLFAAPGRYKALVRFSNGREKDDRTPDIHG
MAIKVLGVTGDRAHPDAPEGEQDFILADNPVFFIRTAEDYAIFMQSLARNAPRGQPPVEFIEHLSKTHPEDIAVLQGFNK
QVQTSPLSADYWSQVPYGFGPDPTHACRYRATPRAGVATGSAGEGHDYLREAMVAGLAEGAAPVVFDFRVQLRTDADAAV
LDNPTVEWAPDYIPVATVTIPPQVFDTHDRHAFGEALRYSPWHALADHRPVGQINEIRKAVYPASQTERAKIAPLGQDNL
RLTEEELREGIDDEFKALIDKLARTFGFLSSTKRGRGTHTWGVAGRGTARFITDPDFPANEFFTFGKVLPVILRHSSPGA
REDDRARDGMAASVKFFSGETGHDGPGVLDILMNAGRQLFVRSIRDFSTFVHASPDERKELVRQGLMMEPELIEAYRIRG
SFLDSRYHSWQCFEFFDSAGTRSYIRFRLIPGDRGPERGLPDPGFRAEGAPSMDPVPDDPRAPDFLRQEWIYQVKHSEVR
YILQGQIHPEPENVHPDHEVLNPARAWNEIHYPWRDLCEIRIDEPILDNEAVSALDMTPNRSPACIRIPLATSPRQYASL
GHARALVYPGARAVRAAAEKPQNN
>TDX24113.1 prostaglandin-endoperoxide synthase 2 [Rhodovulum visakhapatnamense]
MPTTLRNHPPRDESADGLENRIEAHVLSNYPALWRFVMSIEPLRRFANRTIIDLAVRRARFRPSPYGSMAVHGDTANGMA
DYTSWELMMDRTWFKRHLPPGTLGQEGDKRGPLPPLEALEALFRTPPGEETLSENSSLLFPSFAQWFTDGFLMTDPSDVR
KTHTSHHIDFNPLYGLSRAESDAIRAKSEEKGHRGRLKTETDPDTGEVWAPRYFGPDGEVKPEFKALRPPLRLTEYLNLV
GSERAAEIKPTIFAFAGERANTSPYTSMMNILFLREHNRLAGLIEDANPDWDDERVFQTARNVNICLLIKIVVEEYINHI
SPYHFQLTADPSACWNKPWNKPNWIPIEFNLLYRWHSLTPACFDLADTPVPGERLLFDNSHLTKLGLGPAMQRASTQRAW
NMGLLNTAEFLIPVELASVAQGRAHRLASYNDYRAAVGYGRVRRFEQITGHPERIRLLKELYDGDVDKVEFFVGLFAEDV
APRAAVPPLIGRMVALDAFSQALTNPLLSEHAFNPRTFSQVGWREIRKTTRLQQILDRNLGGDTGRYAITMTLPTLT
>TDX24114.1 patatin-like phospholipase [Rhodovulum visakhapatnamense]
MPDTASPPQDTPTGDAPVFLIGLTMAGAVSAGAYSAGVLDYLFRAIDAHNARVRAGPGAGDPTPPRHRVVVKVMTGASAG
GMCAGLTLAGLLKGHAGETARLSEGRPVDYPAADGTTAQCRAALEPLFDAWVDQIRFWDPATGTGFLATKDLDDPAPLLG
APERPEGAPVPILSVLDSSHLDDATRAALTGVPPLGGKPRYDFLAKDLDVFVTTTGLNGVLYQIRFPGSEYRMQQHGLSR
HFRVHGLGATGHPSAWLDRWGDRGIALDPDQTDAAGTVPFVSDPGSRWYDMTVSALASGAFPVGLAPRTIAATPLQLGAW
DPENPFTEGGALTIEAAPDHTVLPRPYFGTGTALTGAATYLAVDGGVINNEPFDIARFTLRRSAAGSALLSNAREGNRAD
RAVIMIDPFPRAPDYVALTPDETLRLGGLLPSVMRLFPTLVSQARFKIDELLHATNSDVHSRFMIAPVRSASGTSPAARG
ADAIACGALDGFSGFFDRGFRLHDFVLGQRNCQKFLESHFLLDADNPILALDADHPHLQAARAAREKGEAIPEGLRIVDP
CVSPGAGLDAEIPMPAWPQVGLGALQRMRRQFLVRLTRIGGHLFDSRAMGGIGQWALKRLWQGLWPVYPKGLKGDVGDAA
ARAVLKAFLLRRQLETSEDFSTGVRLALTALIDAHGEALDARDLRERLTEAREAGLYPATLEIPQEAEIERGLLWMQGAG
LARQPLRNIFGPPRYAFSPGNGG
>TDX24115.1 hypothetical protein EV657_1248 [Rhodovulum visakhapatnamense]
MRPLLTVLRVLCLALLLPAAMLAQAGHGPTGDAAARDDGCAGAAVMAMPGTGEAMPVAEAAFGDEGSSGHGASAPCHFCG
AHACVWIAAPETCLARPLVLAPADHAAARGVRPPSTRAESLHRPPRRQS
>TDX24116.1 putative cupredoxin-like copper-binding protein [Rhodovulum visakhapatnamense]
MKSLLVATALALASTTAVADGNASGHSHGQTSIGQPGSAAEADRSVTIRMVETADGMGFEPAALDVKQGETIRFEVENTG
HMDHEIVLGTVEGNRAHMQKMAEMGPMRHHDPNALQLAPGKAGELVWTFSEPGSVQFACLIMGHMEAGMHGTITVN
>TDX24117.1 hypothetical protein EV657_12410 [Rhodovulum visakhapatnamense]
MTNARPTRRTVLFGGAALGIAAALPLAARAANPANPASPKMHVLKDPNCGCCTAWIDILRAEGFEVTVEASMGTALARFK
TRNGIPRNMISCHTGTIEGYMIEGHVPVADIRRLLDERPEAVGLAVPGMPMGSPGMGPESRRDAYDVHLIRRDGSTGIFA
RYDAA
>TDX24118.1 multicopper oxidase [Rhodovulum visakhapatnamense]
MSGDRFIVSRLPTATLLAAFACSLWADPGRAQDIAEPPPRAAMLRPEAEGAGARAALESAAPSDAGDRCAGADVCYNLAL
RYVDGRLRNPAFAETDPRGYDDVRLRAYAGLVLDETGAPVAQPNAYVAPVVEIAPGDTFRLTFENALPRPQDMVLPGEDA
NGNPLRCTGAPEDHNEPSCANFNLTNMHTHGLWVSPQGNSDNVLLTVNPGIRFTYEYNIPNDHPAGTFWYHAHRHGSTAP
QVSSGMAGILLIRGDRQPRLGATGWAAPGDLDVILPRPEGLAGAYDGTAGVRFPERTFLFQQIAYACRWTRAEVDALAAG
GTPAADLPAVGAIKADADGWFCDEGDVGMVEPGPGNAFDQVGFGSWPRSGRHTAINGEIQKQQQGAVAGRVERWRLIHGG
VRETIGLEIRKVEGGTAEDLRARLAEGTGGKSRDAMAGTVAQVCSGAPLDLVRVATDGLTRPDIRTGPELLLQPAYREDV
LVSFPSAGTYCIVDAATAPGSDINLNDNDTALLGFLDVAPADAPLAGDGGVDQVMAMLQRSVEARIEDPAAREAILAELA
EGRLDAFVKHRDIADQEVSGQQTVGFTIQGPPFAFMIGRIAPTHVDNGAPFALVGAASYEATRFDRILPLGGVEEWTLTS
FGGGGHPFHIHVNPFQIAEVLKYQPDAGCPTGAAGARHCEIDPNDPATYVDVSGPDSDEPQYAGLKGAWKDTLFILPGHL
VKLRTRYERYIGDFVLHCHILDHEDEGMMQNVRIAIPDGRGGFDRPMTEHAMH
>TDX24119.1 catechol 2,3-dioxygenase-like lactoylglutathione lyase family enzyme [Rhodovulum visakhapatnamense]
MEQTRLHRGRLIDHIQLVVRDLAASEGFYRAVMAVLEISVMGTDQGYFVADELVVSAADSPTAAGALTGRHHLAFQAKDR
ATVDAFYGAALAHGGRDNGAPGLRACHPEHYAAFVLDPDGKNIEAVYQGEAKRSARSVTIEVQARRLDPAGARQGHVHHH
DIGAQGAETGTGGARVLGLSGDRQARLQVDQAAVALAQDRGVVGDDDAVRLHAAERPRAIGTRTRMRPPRAPSSSRSLPP
IAPVRSAMPIRPWPGAPVDPAAAFLDGQDDIAPLGMQDDIDPGGHAVAHGIGDAFLHDPEEIERHGAAQAVLVQRAVQPR
PGAALRLPAREHAAQAGRQPDLVQIGRPEPGEGAAQAGRHGPGCWRRWPRRRGSAPGVRAARPGRWRRPAPPSLSASGRI
RHAGRAPATCARHPRPRSGGGSGPAAPRCWP
>TDX24120.1 hypothetical protein EV657_12413 [Rhodovulum visakhapatnamense]
MAGSKTVLAPPEVPGSDPAPLGAPVCEIQETALRPEASGRMADARNRAMARPGPLAAPGLDPGAAPWGSGKPPSGPRLVR
QPQPSLSFARPTSALICGLHGACAPLTSGIAVSGQAGHDACGQVRAGRKAASARRRVRPPRRRTASCLRAAGGPDARLRP
GSRRLPAAGRRSGAPDGVFGPNLPARPGLIAAGSAAVPSVSDAGWTAAGHGGRRPAAAACGAETRRWPPPRPR
>TDX24121.1 perosamine synthetase [Rhodovulum visakhapatnamense]
MTTEDLPRIPVAAPSITAREGDLAREAALNAWGPGHYAYNARFEAMMAGHVGVAHAASLPHATSGLHLALAAAGIGPGDE
VIGPDVTWIASMAPVSYVGATPVFVDILPDTWCLDPAAVEAAITPRTRAIIGVDLYGSMCDWTRLRDIADRHDLVLIEDA
AEALGSTFQGRAAGAFGDMAVFSFHGSKTITTGEGGMIVTDDAALFARIQKLRDHGRPPGDRFFQNDEVAFKYKMSGVQA
ALGIAQMERLDDLIAQKRQIFQWYAERLAGLEGIALNAEPQSVRNSYWMVTVVPRNPEGPDKFAIQAALSEQAIDSRPFF
SRLTTLQAYRGRTECARFLPGRPRGDLMARNGVNLPSGYNMTEALVDRVSGALTRILGL
>TDX24122.1 hypothetical protein EV657_12415 [Rhodovulum visakhapatnamense]
MNIFYYWESPPQCAMPAYLELCLQTWRRACPNSSIQRVDQSNLSDLSGGRIKAADVAKFSYPLQSDIAAVAVLIEQPGLF
LDADTILLSGFDIKRYDPKKLTIYGNAKHLGNHSTSFLCTGTKENPILLRWLEEASRRIGRHNTRSMRLKWWLRKRLSGK
PAKVPWHYLGNGILDDLLRDGSFSDYLELRSAHASGAYPTSKLLEQNPKFKGYKDLWFDPGIPVDDVVRICRDGVVMLQN
SWHPQSYKDLTMSQVLSDQALVSRLIAHSQA
>TDX24123.1 glucose-1-phosphate cytidylyltransferase [Rhodovulum visakhapatnamense]
MQAVILAGGFGTRISEESHLRPKPMIEIGGRPILWHILKIYAAHGITDFVICCGYRGYMIKEYFANLVLHSSDMTVDTRT
GEITYHNSVAEPWRVTLVDTGADSMTGGRLRRVRPYLGEQFCMTYGDGLADIDIRAEIEFHIRHGREATVAAAIPPGRYG
ALEMTAEAEVRRFTEKPPGDEGRINGGFFVLNRSVLDRIEGDPTPFEGAPLEGLARDGQLMAWRHPGFWHAMDTLRDRNY
LESLWASGTAPWKIWA
>TDX24124.1 CDP-glucose 4,6-dehydratase [Rhodovulum visakhapatnamense]
MSFWAGKRVLLTGHTGFKGAWAGRWLARRGAEVTGISLPPEPGPALYDSLGQDHLAASHMADLRDAGRTAELVRAARPEI
VLHLAAQPLVRRSYADPVLTFGSNVMGTVHLLDALRREAALRAVLVVTSDKVYENDTSGRAFAETDRLGGHDPYSASKAA
TEIAVASFRRAFFAEAGIPLATARGGNVIGGGDFSADRLVPDIVRALMADTPPEIRNPGATRPWQHVLDCLDGYLTFVQA
LAEGRALPEALNFGPVPGTPAVTVAELAEGLYAALGRPPTLGTPAERGPHEMAHLAIDAGLAARTLGWRPRLSGAETLDL
TARWYAGFLAGEDAARLTDQQIDQYQDRTP
>TDX24125.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MTRHCRFCQAPLEQTLVDLGETPLANSFLPDSPEAIAAERRFPLHVMVCTTCWLAQTTETVPADAIFAHDYAYLSSYSAG
WVAHARRYAEAMADRFGLGAGSRVVEIASNDGYLLQHFVAMGVPVLGVEPAGHAAEVAESIGVPTRVMFFDETAAAALRD
EGFAADLMAANNVLAHVPDIRSFAAGFRVLLKPEGVATFEFPHLARLIDQVQFDTIYHEHYSYLSLTFVERLMREVGLSV
FDIERLTTHGGSLRVFVGHPGAHAETEAVAALRAEEAALQLDRPEGYAGLAARVARVVADFRAFVASARAEGKTVAGYGA
AAKGNTFLNVAGIGPDDIAFVVDRNPQKQDRLLPGSHIPVLAPEEIARQRPDYLVILPWNIAEEVMGQQAAIRDWGGRFV
TAVPELIVR
>TDX24126.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum visakhapatnamense]
MRLTEGDLPGLYLVESPVHADARGSFARAWCRDTFRAAGIDFDPVQANLSTNTARHTLRGLHYQDPPYAEAKLVRCVAGR
IWDVAVDLRPGPGYGRWQAVELSAERANALFLPEGLAHGFLTLTPGAVVLYHMGAAHVPGQARGIRWDDPDLAIAWPAPP
EMMSEADRTWPGLAERT
>TDX24127.1 glycosyl transferase family 25 [Rhodovulum visakhapatnamense]
MILVISLDRSHARRQAVTAAMDALGLAFRFVDAVDARRDALTPVAPAARIRAAMERDMSDGEKACALSHRKAYETFLAGE
DSHAVILEDDAIPSPAFAAFLGAGGHLRHPMILYYHSGARVLRKPGVPALGDHLLFRLALPANGAVAYSLDRAAAKALLA
AQTPVVRKADWPMDIATLGALVVVPQLVGHPDRIADPGQSLLAAGRTNRRGLRLGRYLRAEYYRRKLLKLTTRRVS
>TDX24128.1 cbb3-type cytochrome oxidase maturation protein [Rhodovulum visakhapatnamense]
MQIIAYLIPISLFLGGLGLGAFFWALRAHQFEDPEGDARRILNEDWDDRPKP
>TDX24129.1 Cu2+-exporting ATPase [Rhodovulum visakhapatnamense]
MGAEMQMRPAACPACAVAPSAEALADAEAPKDARLFLSLPTIHCAACISAVERALNGTEGVRNARVNLTLKRVAVEAEPA
VTADRLVGVLEAIGYEAHELDPGVIAATATDKAGRDILMRIAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIALP
TIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIALAAGMSLYETARHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARSAA
EELAALEVPRAQRRTASGEETVPIAEIAVGDVVLVRPGARVPVDGIVAEGQSEIDRSLLTGESLPAFAGPGMALSAGEVN
LTGPLAMTVTAAGQDSSLHRMADLVAIAESSKNRYTSLADRAARIYAPGVHLLALAAFLAWLWISGGDIRLALNIAVAVL
IITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEVDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALAEG
SAHPLARALAEAGRKAGLHPARVSDIREVPGYGIEGAFGGERVRFGRAAWVGAQSGAETASWLQVGARAPVGFTFADRLR
PGAEAAVAGLVALGLSVRLVSGDAPGPVADLAARLGIADWQAEALPEDKAATVQALSRDGRRVLMVGDGLNDTAALAAAH
VSISPASALDAARVASDIVLLGKDLSTLSGAVTTARKATRRIRENFAISALYNLIAVPIALVGLATPLAAALAMSASSIT
VSLNALRVR
>TDX24130.1 YD repeat-containing protein [Rhodovulum visakhapatnamense]
MGRELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNANLHEQQALGWTTSLDYDEAERVLALRF
EGADGQPVEVRDLDVLVGRATSVRDDKRPAMLYYNGTFSSPLDLGPGFWTIRVTAAAEDGTPFRQRLQLHVDG
>TDX24131.1 cytochrome c oxidase accessory protein FixG [Rhodovulum visakhapatnamense]
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWLRWDRGPNLPDQAVLIDLANRRFFFFWIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVRLWTARWDATKWRLRLTKWGLWLA
IAVATGGAWVFYFADAPTLLWNLITFQAHAVAYSTILVLTLTTFILGGFMREQVCVYMCPWPRIQAAMMDEDTITIGYRE
WRGEPRGKHRKAEGAERLGDCIDCYACVNVCPMGIDIRDGQQLACITCGLCIDACDEVMDKVGKPRGLVDYMALSDEARE
RAGNRPKSIWKHVFRVRTILYTALWSAVGIGLLVALFVRSDIDMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGDERAF
RLTVTPDEAYAISVEGSDDGTFTVPPDATLLKRVYIVAPAGSAPANATTTDVRIWLEDAAAAERTYDDTVFNGKGMK
>TDX24132.1 cytochrome c oxidase cbb3-type subunit 3 [Rhodovulum visakhapatnamense]
MSSSDHNTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYGCIAFAFIYSILYPAWPLVTGATPGLLGYSTRHAVEVEIKD
YEDRNAELIARVAAAPMEDPAAIEADPALYNYAVQGGGAVFRTYCAQCHGSGAAGVQGQGYPSLLDDDWLWGGKLEDIYY
TVTNGVRNEDNPDARWSQMPSFGTDGLLSGEEIGQVVQYVRKISGQEHDAALASQGETVFLDNCAACHGEDGRGDRTVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWQDRLSEAERKSVAVYVHQLGGGE
>TDX24133.1 cytochrome c oxidase cbb3-type subunit 4 [Rhodovulum visakhapatnamense]
MDTYSVMREFADSWMLLALTVFFVGVIVWALRPGSAKEHRDTANIPFRHEDKPAGTEDGATCRKEART
>TDX24134.1 cytochrome c oxidase cbb3-type subunit 2 [Rhodovulum visakhapatnamense]
MSILEKHKILEKNASLLLVFSFLVVTIGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DELERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVHHLRDPQSVVPESVMPKYAFLERRMVDPEHMADKM
RTHVAVGVPYTDEMIENAVADFNAQIDPYADGVDGLLERYPGAQVRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>TDX24135.1 cytochrome c oxidase cbb3-type subunit 1 [Rhodovulum visakhapatnamense]
MWDYVKIAVLGVIAVFAAVAAFMARDMAYMVHAVIILLVAGGLAAWTVRGLGAPKPVIDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGDLAWFVFWGYQL
FIVLAATGYLLGATQSKEYAEPEWYVDIWLTILWVTYLAIFLGTIFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPI
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSVMLWMPSWGGMINGLMTLSGAWDKIRTDPVIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWSRERLYSTALVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGGMYVTGALIMCYNIWKTATSAPAKQATPVAAPAE
>TDX24136.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MGYKTILTIITDTDISDSALEPAIALAAREEGHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDAAAIESAVKARM
GRETLAWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSDEAMAALKEAMPLMQAAEVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTTPRVSDVLQRHAMDI
GADMMIMGAYGHSRFREAILGGATRSMLEKTTVPVLMAH
>TDX24137.1 CRP/FNR family transcriptional regulator [Rhodovulum visakhapatnamense]
MIEVKIGNGMAVTDTPVAHVECFDCPIRHRAVCARCETDELEALEAIKYYRTFDAGQTVIWSGDRMDFVGSVMEGIATLS
QTMEDGRTQMVGLLLPSDFVGRPGRESAAYDVTATTQLTMCCFRRKPFEELMIRTPHIGQRLLEMTLDELDAAREWMLLL
GRKTAREKIASLLAIIARRDATLKLGPTRGRIVFDLPLTREAMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDF
DRLLGETGDDSDGGMPA
>TDX24138.1 oxygen-independent coproporphyrinogen-3 oxidase [Rhodovulum visakhapatnamense]
MGGPNASRMSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYIHVPFCRRLCWFCACRTQ
GTRSDAPVEAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLMSADMMKQLTEAIFAVAPMHEQGEFSVEIDPNEIDE
ARLDVLAKAGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLS
PDRVALYGYAHVPWMARRQSMIPAEALPTPETRLKLYETAKELFLWDGYREIGIDHFARPDDGLARALDAGKLRRNFQGY
TDDTAAALIGLGASSISRFPQGYAQNLSGTSDYTARVRDGRFATGRGHVFSDEDKMRSRMIEALMCDFHISTAEITESFS
ISKADLNAMFQEVADRFAGFIDLSNDGLTVPEHGKPLTRMIARGFDAYDLSKAGHSSAI
>TDX24139.1 microcin C transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MSPVLKVENLHVSFQQDGRQVPAVRGVSFEIGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSIVYEGEDLAGAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQIAESLALHQGLTGAAARTRILELLARVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLNVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTQKLLAAAAVGGPDPVKPGAAEIVRTDALKVWFPIQRGFMRKTVGHVKAVDGADISVRAGETLGIVGESGS
GKTTLALAIMRLISSEGRIVFQGQGIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGVRPGRTARED
VAQILAEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRSLQRKYDLAYLFISH
DLRVVRAMAHKVVVMRMGQIVEAGEVEAVFEAPKTDYTRTLMRAAFAASGETPGAA
>TDX24140.1 microcin C transport system permease protein [Rhodovulum visakhapatnamense]
MAWLSPLNQRRWRNFKRNRRALWSLAIFGVLFGLSLFAELLANDKPIYVNYRGESFFPIYRFYPETAFGGDLRTEAVYRD
IEVQCLIVTGGLDACWDDPEGLIADAADGMVEGEPIAKGQMIWPPIRYSYNTVNDIQGTAPSAPDAQHWLGTDDTARDVL
ARVIYGFRLSILFTLMVTGIASVIGILAGAVQGFFGGLIDLIFQRVIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWTIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPSSAPSL
GELTLQAKQNLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>TDX24141.1 microcin C transport system permease protein [Rhodovulum visakhapatnamense]
MGAYILRRLLLIVPTLIGIMVINFTLTQFVPGGPIEQIIAQIEGGGDVFQGFAGGGADAQNQQMSTAAGGGSDKYVGARG
LPPEFIEELEKEFGFDKPPLERFLTMMWNYARFDFGESYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKAV
RDGSGFDTWTSAVIIVGYAIPGFLFAVLLLVVFAGGSYLQWFPLRGLVSDNWADLSWPAKILDYFWHIALPVIATTISSF
ATLTLLTKNSFLDEIKKQYVVTAKAKGLSEARVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGFE
AAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>TDX24142.1 microcin C transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MPTPRRHPHRADLPVPARPASRHPVRALALLLALLLGAGPVLAQDAPPAAPAADSTETVIRTHAFSELGQPKYPADFQRL
DYVNPDAPRGGEISIWAPGTFDSFNPFTRKGRAGALATINIERLMTDVADEPGTSYGLIAESLEYPESEDWVIFNLRPEA
HFSDGTPVTAEDVKFTFDLLMEQALPSYREAVKKLVYSPEVLDTYRIKFTFKPDVPRDGLISQMGSNPVMSKAWFEKTGA
RLDESSLTPIMGTGPYVLDSYDINRRIVYKRDPDYWGKDLPINIGRYNFDRIRVEYFSDSIAALEGFKSGAYTFREEDSS
KTWATGYDFPAVAAGWVRKDEPHDGNLPPDSGWIFNLARPQFQDLRVRRAIGLMYNFEWTNETLQFGLFKQRSSFWENSD
LGAPDAPPEGRELELLQEVADHIDPAILTEPPAQAHTSGDRQLDRRNLRKASQLLDEAGWVAGDDGMRRNADGQILKLEI
LDDSPVTERIALPFVDNLRALGIDASFSRVDPSQFTNRRRARDYDMILASYQTNLVPGLGMQQRFGSADAEYSLFNPAGF
ANEGADILMRHLVSAKSEDEFRAATRALDRIFRHAYFVVPTWYKDVHWVAYFDMYRHPDALPPYDLGYLDFWWYDADRAA
ELRAAGALR
>TDX24143.1 DNA replication and repair protein RecR [Rhodovulum visakhapatnamense]
MADRPHEIDALIDMMARLPGLGPRSARRAVLHLVRKRAVLLLPLAETMRKVGEAVHDCAVCGNITTADTCEICADPARSN
GEICVVEDVADLWAMERGGAFGGRYHVLGGTLSALDSVGPEDLRIPDLVERIGREGITEVILALNATVDGQTTAHYIAEE
LAETGVRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>TDX24144.1 hypothetical protein EV657_12437 [Rhodovulum visakhapatnamense]
MFKGMGGLGDMAKMMKAATEMQGKMAALQETLATTLVEGESGAGLVKATATAKGTLTALSIDPSIFNPDEKEVVEDLILA
AIKDAQQKAMEKTKEETRKLTEEMGLPPGLGLPV
>TDX24145.1 DNA polymerase-3 subunit gamma/tau [Rhodovulum visakhapatnamense]
MADPQGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGQCEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLKKIAGLESAPISDEALGLITRAAEGSVRDAMSLLDQAIAHGA
GETTVDQVRAMLGLADRGRVLDLFDMIMAGDAAGALGELAGQYADGADPLAVLRDLAEITHWLSVIKIAPEAADDPTVGP
DERARGRTMAERLSMRALARMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPAPEDLVRKLQENPPSGPAPGGPAP
SGPAPSGGGGMQAQARGVPVHAAPSGGGAVTALARAPDQTLALYPSFEAVVELIRANRDMVLLVEVEAGVRLVSYSPGRI
EFEPAPGAPADLAQRLGQRLQTWTGARWAVSVVGKGGGPTIDETRNAAEAARKAEAAEHPLVRAVFAAFPKAEIIDIKPP
EVLAAEAAAEALPEVEEEWDPFEDDD
>TDX24146.1 prephenate dehydratase [Rhodovulum visakhapatnamense]
MTSRIAFQGEPGAYSHQACHDARPEMEALPCRTFEDVIEAVRSGVADLAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGTKLAGIRRAMSHTVLLGQCRDFLHAHDIHRVTGADTAGSARQVAEIGDPELAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSREPDRTRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHLDILGVYPADRKRS
>TDX24147.1 cytochrome c [Rhodovulum visakhapatnamense]
MLRKVSFTKLLGAGSGALLLFVLVNRAGGFYFTPPELEKPAYVVIEEEPETPAEPEQELTFEERMAQADAAAGERVFNQC
KSCHRVEEGVNAVGPSLYGVVGRPVHAVADFSYSDAMAGLEGEWTAERIYEFIAAPRDVVPGTAMTFAGLKDPQDRANVI
AYLDSLGD
>TDX24148.1 hypothetical protein EV657_12442 [Rhodovulum visakhapatnamense]
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAGGVRGFDPVANNQLDQSEIDKAEKDPFYKLRLKFN
PAALGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDSAVQKAARKRAAEGGLMTDDERRKLVSTEQSLEMGTEPRLPTAISGLETFTLTRPDDDEEEDRSVPDADSFFNLPD
HGDDDEDDDDDPRG
>TDX24149.1 ribonuclease T2 [Rhodovulum visakhapatnamense]
MRWLAVLLLSATLARADGEPAGDFAYYLLALSWAPSWCALEGEARQSPHCAPGGGAGWVLHGLWPQYEQGWPGYCRGAKP
DPSRAQTARMADLMGSSGAAWYQWKKHGRCSGLSAGDYFAAARRAYGAVIRPPAFRKLAAPVRLPAGVVEEAFLQANPGL
LPDMLTVTCKAGRIQEVRICLTRDLRPRPCAADTVEDCTLRDAAMPPIR
>TDX24150.1 hypothetical protein EV657_12444 [Rhodovulum visakhapatnamense]
MKGIFSLAGLALAAGLGTAQASTLTLDYTGQTPGAKTVYYSFYGRSDSVSAGQFAFDVAGQSDPLLAWCVDLTHALSKTA
TGYATGASLFGSTVLTNLDRLFTQHYADVVDAVSSAAFQVAIWEVVYDSNSLNLGRGAFRLSRWTDDRVERKAADFLALT
DETGGYQLDFLKSTSWWRPSQSLVTAVATPDPAPVPLPAPVLMLGSGLLALLGLSRRRKAA
>TDX24151.1 putative PIG3 family NAD(P)H quinone oxidoreductase [Rhodovulum visakhapatnamense]
MTLPSTMRAVEISEPGGPEVLRPTERPVPVPRAGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGE
GVSGLRVGDRVCALLPGGGYADYVATPAAHALPVPDGLGLKEAACLPETFFTVWSNVFMRGGLKAGERFLVHGGSSGIGT
TAIQLASVFGARVFATAGNPTKCAACRDLGAERAINYASEDFVEILRAEGGADLILDMVGGDYLPRNVRALADDGRLVQI
AFLQGPKVALNFAQVMMRRLTITGSTLRPQSDLAKARIADELRGRVWPLLASGRIAPVMDSEFDLTQAALAHARMEQSAH
VGKIVLKIA
>TDX24152.1 ubiquinone biosynthesis protein COQ9 [Rhodovulum visakhapatnamense]
MTDTPQGLDAIKQELLDAALIHVPFDGWSEAAFCAAIADSGADAAMARAACPRGAVDLAVAYHLRGDDEMVRRLTETDLS
AMRFRDRVALAVRYRLDAAEDKEAVRRGATLFALPPYAAEGSRLVWGTADRIWTALGDSSDDVNWYTKRASLAAVYGATV
LYWLGDESPGHAETDAFLDRRIGDVMQVEKVKAQVNKAWVLKPLMLGPNWLARQIRPPHLRPERRLPGSVRPCLQDRT
>TDX24153.1 SSU ribosomal protein S21P [Rhodovulum visakhapatnamense]
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>TDX24154.1 polyketide cyclase/dehydrase/lipid transport protein [Rhodovulum visakhapatnamense]
MQLTAREDIAAPIEEVFAVLSDFPRVEAAAGRRGADLRRLDDRSEPGPGMAWAAEFTLQGARRAVETELVAFEPPQQIRL
QSRSGGLQAASAIELQLLAPRLTRLAISIDLASKTIGARVLLQTLRLAHHRLADQLETAVARLAREIEAGRFRQG
>TDX24155.1 NAD+ diphosphatase [Rhodovulum visakhapatnamense]
MRPAEQVTFGGGGLDRAALRRGDAVWLDDAWAKGRVLPLWRGKPLCCEDGLGWVPCANPVAAERRARAIFLGLADGAPHF
AVDISDWRPDEIPDTLGLFLDPSEQRHPDLPEDHLFRELRRVMAGLDPLQAELAATAKGICEWHRTHRFCSRCGQPSRMV
DAGWRRVCEACSTPHFPRTDPCVIMLILHGNSVLLGRSPGWPEGMFSLLAGFIEPGESVEAAVRREVAEETGIRVGRVRY
LASQPWPFPASLMLGCRGEALSLDITVDPAEIAEARWVSREEMLAVLAGERTDMLPPRPGAIAGHLIRRWLADRLD
>TDX24156.1 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum visakhapatnamense]
MNALHPFSASPAADRVHLRLMETSDLHVHVFPYDYYSDRPIDSAGLARTAALIAALRAEAANTLLFDNGDFLQGNPMGDY
IAHERGLRPGEMHPMIAAMNAVGYDAATLGNHDFNYGLDFLLTALDGARFPVVSANLLPGPLAPPGLAALPRYTLLERPV
RDGAGATHRLRIGVIGFLPPPIAVWDRRHLDGRAEGGDIVAAARALVPKMRAEGADLVVALAHSGIGEPGHVARQENACL
PLAGIEGIDAILSGHQHLTFPGPDFAGIAGVDAEAGTICGKPAVMPGFWGSHLGVIDLLLDRDGPGWRVAEHQSTLHPIA
IRKPGCGVVPLAPSNPAVMTAAARAHAETLAYTRRAVGRTAVPLHSYFSLVTNDASVKIVADAQRWYLAEMLKGTPHEGL
PLLSAAAPFKAGGHGGPDYYTDVPVGDIAIRNVADLYLYPNTVRAVRVTGAQLRGWLERSAAIFNRIEPGQPDQILLNPE
APCYDFDVIGGVEYRIDLSRPPRFGPGGRLVDPTAGRIAGLSWRGQPVSDDMEFVVATNSFRASGGGGFPGTGVESMAFE
APDANRDVLLRYIAEHGTVAPRADATWRFEALPGTTVLFDTSPAALDHLDELRDLALEPAGEGPDGFVRLRISL
>TDX24157.1 hypothetical protein EV657_12451 [Rhodovulum visakhapatnamense]
MRGMPGKIGCDPRGLVAKAQVLFRIEKDPFETTVKEADGAFRTAEAAARAPVLRRSILGLVAAGSLGGGMRAAAVAGIFV
TPAR
>TDX24158.1 hypothetical protein EV657_12453 [Rhodovulum visakhapatnamense]
MGIDKQSDFAANLQIGPTSLGMVRIYVEGEGLEIPMDFDPEEAEEIADELRAAAAQARAMTEKKVKPPKPKG
>TDX24159.1 hypothetical protein EV657_12454 [Rhodovulum visakhapatnamense]
MPTRLVEGRRVDHGRAMSDPGPIPLAPGQLLARGVCRHLRDLGFATVEELVPAPGLRVDVMALGPKDEIWVIECKSSRAD
FTSDRKWTGYLDWCDRFFWAVDADFPSELLPLDTGLILADGYGADLVREAPEARLAPARRKALVHRFARHAALRLQALRD
PGLSPSAWGA
>TDX24160.1 hypothetical protein EV657_12456 [Rhodovulum visakhapatnamense]
MPKLVTLYIRQTAIGFVLSGLFVGLLMYFDVANLWHLVTNVSGGWLAGALLFLFNGIVFAGVQFGIAVMAMGRDDDADNG
RRGREPVRGLAEVLVPIPVPVKDDRRMRR
>TDX24161.1 NusB antitermination factor [Rhodovulum visakhapatnamense]
MTEPRKPNRNQMRSAARLYAVQALFQMEQSGQGVDTVRREFETWRFGVGYEDGEELAEGDADLFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVEAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>TDX24162.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum visakhapatnamense]
MAEQDPHHTLALPAFDKPAKLLIVVAPFYRDIADKLIAGAVATLDAAGVAHELIEVPGALEIPTAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVENRDQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGFQVAEGADRA
>TDX24163.1 GTP cyclohydrolase II /3,4-dihydroxy-2-butanone 4-phosphate synthase [Rhodovulum visakhapatnamense]
MEDIGDPSYQDAISSIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERVDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDASKGATDIATPGHIFPLRARDGGVLVRAGHTEASIDV
SRLAGLIPAGVICEIMNEDGTMARLPDLVAFAQRHGLKIGTISDLIAYRRRHDNLVNERAVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDIATDEPVLVRMHALDPLQDVLGLGPHPAGELSAAMEIIAEEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRTIERKA
>TDX24164.1 hypothetical protein EV657_12460 [Rhodovulum visakhapatnamense]
MLSFHDIHGDLLAEDHVPPGGAAKLSVRGVVFDGPQVARVSVGTALLDPEDEPVMDDFLHGEPVPVEIAPVPLPAGVIFG
LTPVAGLAAFRRRGPGTPPRA
>TDX24165.1 riboflavin synthase alpha chain [Rhodovulum visakhapatnamense]
MFTGIITDIGTIRALSMKGDLTARIGCRYVPDSIDIGASIACSGVCLTVTDRGADDEGAWFAVSISAETVSKTNIGDWAE
GGRINLERALKVGDELGGHIVSGHVDGVAEIVAMADEGDSTRMTFRAPGALAKFIAPKGSVALNGTSLTVNEVEGATFGI
NFIPHTKEATTWGLARVGDKVNLEIDTLARYVARLQEYDAA
>TDX24166.1 capsular polysaccharide biosynthesis protein [Rhodovulum visakhapatnamense]
MVPLHLARHANSLHHGPFATMTEVLGQGIAAFAEGAPPDFRRVFKAHPLEDARTPLCPEIARIARAAGLADRVHLVDGGR
LARLLAGATGAVTVNSTSGSCAIWRGLPLCALGAEVCGKPGLVSNRPLAAFLAAPDPPDRRAFAVFRRYLPATGRIPGDF
HTRRGRGRAVGLAIERPLAAPASGEAMRQHLQAIAGQGGSPVWSFARDFFSVAAKAGVKRRGR
>TDX24167.1 polysaccharide export outer membrane protein [Rhodovulum visakhapatnamense]
MKRLPARGVRLLVLVGLLAATAACGLPRPGPSKPEIFDGSTLREGDAFVVAVNDRVNRATAVVPASGFPASFLNAAPMGS
DTIRAGDTLGLTVFENVDDGLLAPRESNAATLNEVQVDSSGYIFIPYAGRIQAAGSTPEGLREKITEKLDAQTPDPQVMV
TRLAGDGATVSVAGGVGKQGVFPIERPNRTLSGMLASAGGIVIPPEIAQITVIRGKTRGQIWFEDLYADPSLDIALRNGD
RILVEEDTRDFTALGATGTQRNVRFITQSMSAVEALAQVGGLSSALADPTGIFVLRNEPEEIARQVLARDDLVGEQRVAY
VLNLTEPAGLFLARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSATVEN
>TDX24168.1 capsular polysaccharide export protein [Rhodovulum visakhapatnamense]
MTGPAPTDTAAPAPGRGRLFASSAGFLTQARVRRILELAGHPVALGLPGPGDLVAVRGMGRTAARGRRLARRRGAGLLWV
EDAPLRSVLPGRARGAGPPLGLMLDRGGPHFDPSRPSDLETLLASHPLDDPDLIGRARAAMARLRAGHLTRYTGFDPGAP
VPDPGYVLVIDQGAEDAAVRASGADATTFAAMLAAAELENPGAPVLIKAPPEAVRGLRAGPLGPEQAQGRVRVLTEPVSP
WALLEGAVAVYTVSSQMGFEAILAGHRPRVFGQPFYAGWGLTEDDRPLARRARPLSPAQLFAAAMILAPRWYDPFHDRLC
PLEDALAIFEAETRAWREDRAGWVASGMRLWKRPTLQRFFGTVRPMRFAADPAGAGRLARASGRRAMAWAGGSAPLPPGT
VRVEDGFLRSCGLGAALVPPLSLVLDDLGIHYDPGQESRIERLIAGRPGLEPVEAARTARLVEFLIAPGISICNSGGCVP
PALPTLPPGHRILVPGQVEDDASIRVGCPAERDNLALLARCRAENPEAVLIYAPHPDVAAGLRPGGLAPGVARAHADLVL
PGAIDPGAALALIDEVWTLSSGLGFEALLRGVPVTCLGLPFYAGWGLTRDLAAPPARRRARPDLLALAHAALIAYPRYLD
PVTGRPCPVEIAAERLAAGQAPRRGARLRALARVQGALAGQAWLWRR
>TDX24169.1 diaminohydroxyphosphoribosylaminopyrimidine deaminase [Rhodovulum visakhapatnamense]
MALALSLGARGKGRTWPNPAVGCVIVREGRIVGRGWTAPGGRPHAEPQALAQAGGLARGATAYVSLEPCSHYGKTPPCAE
ALIRAGVARVVTALEDPDPRVAGRGHAMLRAAGIAVETGVLAAAAARDHRGFLLSRREGRPMVTLKLATSFDGRIATASG
ESRWITGPQARRHVHALRAGHDAVMVGGGTARADDPALTVRGLGVAHQPVRVICAAGLDLPETGQLAASARAVPLWLCHG
PDADPARRAAWEARGARCIGIATGPDGRLDPAALLAALGTAGLTRVFCEGGGALAAALLGADLVDELIGFTAGLALGAEG
RPAVGPMALAHLADAPRFALAETRPLGPDLLHVWTRL
>TDX24170.1 transcriptional repressor NrdR [Rhodovulum visakhapatnamense]
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PERVDQMVSGIVRRLESMGETDIASKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAPAEE
>TDX24171.1 hypothetical protein EV657_12467 [Rhodovulum visakhapatnamense]
MSTVRDDICEIAAEIGRGSDDQETIISPLYRRAVVDLAHGCVGVLIGWLSVVALPIGLVFWAGYCALQWWQTNGGSRLRD
ARVDFVLALIGLVAVKTGLLVALVLAPWAGALLAHFSRRTWR
>TDX24172.1 hypothetical protein EV657_12468 [Rhodovulum visakhapatnamense]
MDRKGRGARVTIRNSKLVQAFDANSGLDSANPDFWRGDHRPGCIKPGGGSSGTIIQENIIAWGGMGPVWLNTYGPDGIPS
KDDAFGYLPNNSDPRLGLNGYAPPGPNLLTHPIYFDSFTRHILLRDNFVFGSGGSLIQPRGGAGMRNCAFAFGNQMWNVG
QGDFNNYNDAMFEGQTTDGHRSLCQDAVATHAGYMDGPNAGNSMSQGVRVSSPLVSFDRVLVLHDLNPNDPNGAARLVSD
WDGEVHARRDGFAHTDEQFAPGAYLAGFKGRERDLLSYWGDQIHNPNGLDLSNVNDATIFRWYDAQRGNAPDTTTDILDI
YWWLRDLPQDEIKSTVDSFIAFMQAPFGIARRWRTAAAACSFVPDLAEDGCRWDNPNNWGRDLIPGSFAGDTVAINGHEV
FFQDHTLTVAGLDLGAGGHLHAVNGRLDVAAAPTCTGSGAIIDVDSLTTTGATLAAINVPDGLTATFSAADGILTMVLS
>TDX24173.1 IS5 family transposase, partial [Rhodovulum visakhapatnamense]
MAKLAPFFPKSHGKPRVDDRRVLSGIIFLNRNGLRWRDAPEAYGPHKTLYSRWKRWSAKGIFARMMAGLTAGHGEQKTVM
IDATYLKAHRTATSMAAKEGG
>TDX24226.1 hypothetical protein EV657_1231, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX24227.1 AraC family transcriptional regulator [Rhodovulum visakhapatnamense]
MTDRLSGLRAKLVSLWEAHGREPPVPGLRLSYAERPSGLFHGVYRPSLCAVLQGAKISRLGDRVFRYDAGKCLIASLDVP
IRAEIVGAAPETPYLALALEIDPAVVAELMLGQRPTGDPPIGAAIEVHDLGEALIDPLDRLLSVAARPQDIPVLAPMIRR
EIVWQLLNGPQGARLRQIGMADSRLARIGRAIGWIRENYAETLRVGHLAALAGMSPATFHRHFKEATAMTPVQFQKSLRL
QEARRLLLTRSGDVAGIGYRIGYDSPSQFSREYRRHFGEPPGRDAVELRRSLAETGG
>TDX24228.1 aryl-alcohol dehydrogenase-like predicted oxidoreductase [Rhodovulum visakhapatnamense]
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDGLVGSALEAGINFIDTANVYAGGESERLLGQSLKNLAV
PREDVVIATKVLGPMGAGVNARGASRYHIMDQCKASLARLQLDHIDLYQIHGFDPATPIVETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGFLSGKYDREGKAADGRRAS
FDFPPIDKDRAHDAIEAMRGMAEARGCSVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATKVELSADELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>TDX24229.1 hydroxymethylpyrimidine synthase [Rhodovulum visakhapatnamense]
MNKPDTVPQITLGPLPASEKVYLSGELHPIRVPLRRIATAEGAVTVYDSSGPYTDPKARIDIAAGLAPVRVPFAAARGEA
ETYPARDVTAADNGFAEGARLVPAFPRRPAPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRSAAQPRDGEPFGAE
IPDLVTPDFVRAEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLTWEIYRDTLIEQAEQGVDYFTIHAGLRREMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDAAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFAFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAEAEAGTCPNGLTPAE
>TDX24230.1 arsenate reductase [Rhodovulum visakhapatnamense]
MIVIHHNPDCGTSRNVLEIIRRSGTEPVVIDYLAEGWTRPQLLALFAAAGLTPRAALRRTKSPAAELGLLGEDVPDDALL
DAMIAHPVLVNRPIVASPKGVRLCRPSETVLDLLDRLPPGPLYKEDGQMILTASGARVAPPGDAV
>TDX24231.1 ACR3 family arsenite transporter [Rhodovulum visakhapatnamense]
MTAASSSAEPGPLGRFERYLTLWVAAAICVGLVLGLVAPGLVQGIAAAEVASINLVVAVLIWAMVYPMMVGVDLGAVRDV
ARAPRGLFITLTINWLVKPFTMAALAVLFFEHVFAPWIAPADAAQYTAGLILLGAAPCTAMVFVWSQLTRGDSTYTLVQV
SVNDLIMVVAFAPIVAFLMGVSEIAVPWETLLLATLLYVVIPLAAGLLTRRLLGSPAAIAGFSARVKPVSTVGLIATVAI
LFGMQSDRILTQPGAIALIAVPILIQSYGIFALAYGAAWALKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLNSGAAMA
TVVGVLVEVPVMLSLVAFANRTRARFAGDLA
>TDX24232.1 ArsR family transcriptional regulator [Rhodovulum visakhapatnamense]
MDQITAKDAFAALAHETRLSVFRLLVRQGPGGLPALEIARRLGAPPSTLSSHLASLKRAGLLNAERRHRQILYAANLAAV
NDIVRFLLEDCCGGDPAACAGIGGVILPARATPSDA
>TDX24233.1 glycerophosphoryl diester phosphodiesterase [Rhodovulum visakhapatnamense]
MKRTLGAIALGLISMAPAHAATLYNTLSGEAPLIIAHRGASGYLPEHTLGGYELALQMGADVIEPDLQTTADGELVAMHD
STLNRTTNIEALFAPRNGGYRVSDFTLAEIKTLTVEPTGATASTSYDGFTPSMAAPYKVPTFQEVMDLVSAYNATTGKEI
GIYPEAKTPNSLAMNQQILQEMKANGFDGSVQNTFIQTFSHEGARQLADLQVEMGMDNAIAALGYARQLGDGFGVYDATT
GTTTSLEDLATFADGLGLSLSGALSADFIAAAHALGLTVHGWTFRPTSDEVAWDMFLPWIEAGMDGFFTDYSLRGVEVLD
RYEAAEVPVPATLPLMLAGLGGLAVLRRRRAAA
>TDX24234.1 N-ethylmaleimide reductase [Rhodovulum visakhapatnamense]
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHDTLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAIPAEEVKTFTAEGFAPVSAPRALETDEIARVLGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNHRTDAYGGSIENRCRFLFEVVEAVADEIGAGRTGLRLSPFSNANGI
ADSDPFALFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRALFDGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRRDAVLAEPDRNTMYGGGAHGLTDYPTLAPAETA
>TDX24235.1 hypothetical protein EV657_12311 [Rhodovulum visakhapatnamense]
MQIGAWEARLAGDTSDAEARFDAARNLAKQKGFRYIPVERVASLPLTERLERVDAISNRRGQPDMIEARALLGAVERPSI
TVSRALELYWTLAADVAHGKNANQMRIWRNGRKKPVASFIEHIGDLPLSQITQDDRLDWRQALWERVEAGQYSTNAANKD
IGAFCRIVRTINEKKRLGLTLPFSGLSLKDRRVCRPHAP
>TDX24236.1 hypothetical protein EV657_12312 [Rhodovulum visakhapatnamense]
MAIVQRGKKGTYYLRKEVPKRVRDGDVEGRREIYISLSTDSLAEAKQ
>TDX24237.1 putative transposase [Rhodovulum visakhapatnamense]
MRLRFIEPGKPVQNAFVGSFNGKLRDECLNLHWFRSRRHARDEIERWRQHYNTERPHSALG
>TDX24238.1 S-adenosylmethionine uptake transporter [Rhodovulum visakhapatnamense]
MAASTARGAGFALAGFAVYSCHDAVVKGLGAHYDAIQILFFSALLGFPLIALILIREGDGGSLWPRRPGWTALRTVAVML
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGARRWAAVVLGLIGVLIVLRPWSASELSFGHLAALISAGS
SALVSVIVRKIGNEERSVVLLLYPLLANVVLMGCLLPVVYRPMPVAHLGAMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGYLVFDEIPDAATLIGAAVIAASGSIVFLREGRAQVSENQPALHATDRAGVAPDPVLLGVEETPE
>TDX24239.1 3-isopropylmalate dehydrogenase [Rhodovulum visakhapatnamense]
MTNTLLILPGDGIGPEVMAEVHRIIDWYGTKRDLKFEVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIIEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
LTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDEGAE
ATRLEKAVEKVLGDGVRTADLMGAEGGTPVSTAQMGDAILAALDASL
>TDX24240.1 endonuclease/exonuclease/phosphatase family metal-dependent hydrolase [Rhodovulum visakhapatnamense]
MPGLLAVFFALPAAADLRVASYNAELSRKGPGLLLRDILSGKDGQVAAVVEVIAAARPDILALQGIDFDLDGLALAALAD
LLRARDLDYPHRFALSPNTGLRTGLDLDGDGRLGGPRDAQGFGYFAGQDGMAILSRFPILTDEVRDFSAMLWRDLPGATL
PETDGTPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHATPPVFDGPEDRNGLRNRDELRLWTLYLDGALDVPPPR
GTFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPKSPGGAAAPQTGTNATQRGAPARDTANWPEDGPGNLRVDYVLP
SSKIDITGAGVFWPADGPLAETVRTASRHRLVWVDLALP
>TDX24241.1 3-isopropylmalate/(R)-2-methylmalate dehydratase small subunit [Rhodovulum visakhapatnamense]
MEKFEKLTGIAAPLDLVNIDTDMIIPKQFLKTIKREGLGVNLFDEMRYDQDGNENPDFVLNKPAYRETQILVAGDNFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQTITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKATAIDGFESRMAQDRPWV
>TDX24242.1 uncharacterized membrane protein HdeD (DUF308 family) [Rhodovulum visakhapatnamense]
MRNWLIYTLIGFVLLIGGIVALANPFAATIAATQIVGIVFLLAGLIQMITVMRGGPDSHRWLNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVVMGGMRLLLSFTFRDTNLFWLLLLTGAASILIGALIFSNFFAAATTLLGLLVGLELVLDGIGL
MAFGIAARRPRHVETPA
>TDX24243.1 3-isopropylmalate dehydratase large subunit [Rhodovulum visakhapatnamense]
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRETKIDNEE
SRIQVEALDKNARDFGVVYYPVSDVRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGKTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFAYVKGRPHAPKGAQWEAALTWWKTLKSDDDAHWDKVVTIRAEDIAPVVTWGTSPEDVLPITGTVPAPEDFQGGKAEAA
RRSLDYMGLKPGTALTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKTLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLAPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVTGHLTDVRDLLAEAV
>TDX24244.1 hypothetical protein EV657_12322 [Rhodovulum visakhapatnamense]
MAPKTVNKSAKTGQFVSNAKVKSAPATTYKQTVAPKGKKGKN
>TDX24245.1 mechanosensitive ion channel-like protein [Rhodovulum visakhapatnamense]
MESDPTPILQELQALAEQGRGFLQSLTRPGWRLYQIGILLALFALAQLGAWALYGRLYGWLREREGWPMWRFRTALILLR
RLRIILLVVLAWVTVWAMREVTWPSRSYLVAIGATLATAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYIVDLTDEAAA
LLESVRLGMGDLQLSALTLLKAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKLLQLGLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSVKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTAYSDDPHRVRRLAIEAAASVPRVLGDKPPVCHIVGFGDSSVDYILRFWIVDPSEGLTN
VRGAVFLALWDAFRANDITIPFPQREVKILPGSRLAAAPPD
>TDX24246.1 SOUL heme-binding protein [Rhodovulum visakhapatnamense]
MPRHVLLSGLVLAAALSAPLVRADSYRGYPEVPYRVERQMGAVELRHYPARTIAEVIVDGSRFAAINRGFSELAHYIFGE
NAAGKKIAMTVPVGQTRTDLGWAIRFTMPEGTAPETLPKPEESWVRLRRLPPETLLVLRFSGRATAERLNAAGRDLVAEG
KARGLRLTGPARLMFYDDPFTMPWNRRNEVGYRVLP
>TDX24247.1 ribosome-associated protein [Rhodovulum visakhapatnamense]
MAAMTAPHPDVSSEELLDSILTSLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEDLGRSCKIE
GKDQGDWVLIDVGDIIVHVFRPEVREFYQLEKMWMPAGAMSTARA
>TDX24248.1 23S rRNA (pseudouridine1915-N3)-methyltransferase [Rhodovulum visakhapatnamense]
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLTFAEVEDRKGGGPAAEAALLDRALPQGAAICALDERGQTLA
SPDFAALLARWRDAGRGDAAFLIGGADGLDPALVARADAVLSFGPMVWPHMLARAMLSEQLYRAASILAGLPYHRV
>TDX24249.1 phosphoglycerate mutase [Rhodovulum visakhapatnamense]
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQTCPNAILTTFGPDVGLPTGQMGNSEVGHTNIGAGRVVAMDL
GQIDLSIEDGSFFRQPALTGFIDKMKASGGTAHLLGLVSDGGVHGHIAHILAAARCIAEAGVPVAIHALTDGRDVPPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAEEAVQKAYDRGETDEFIHPSVVAAHD
GIKDGDGLFCLNFRADRAREILRAFAQPDFDSFDTGTRPQLAALLGMVEYSVEHNAWMDTVFPKRKLVNTLGEWVAGHGL
TQFRLAETEKYPHVTFFLNGGKEAPEKGEDRFMPPSPKVATYDLAPEMSAEAVGDKLVEAIGKGYDLIVVNFANPDMVGH
TGILSAAMKACEAVDRNLGRALEALAAAGGAMIVTADHGNCETLIDPATGGPHTAHTLNPVPVILVGGPEGARLRNGRLA
DLAPTLLELMNLPKPPEMTGETLIEA
>TDX24250.1 septal ring factor EnvC (AmiA/AmiB activator) [Rhodovulum visakhapatnamense]
MRQAGGPFLALLIAGTALAALSVPLWSAPALAQTADPADTAEAAAAALRDAANRLQAAGGARDRVAALTETVRAYEQGLA
ALREGLRRAAVREQTIAAVLDARREEIAQLVGVLSSIERNPEALVLLHPTGPLGAARAGMMLGEVTPALQAEAESLRGQL
DEIALIRALQESAADDLAAGLSGVQTARTELSQAIAGRRDLPQRFSADPDRLAHLADSSETLDGFAAGLSQVGGTAPEDS
APPAFEALEGQLPLPVEGTLLRGFDEPDAAGIVRPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVL
AGMAQVYGAEGQVLAAGAPVGLMGGADPNTAAFLDAAAEGGGNDLPETLYMELRQGGSPVDPAPWFARQ
>TDX24251.1 carboxyl-terminal processing protease [Rhodovulum visakhapatnamense]
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDSTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEEGFVKVVSPIDGTPADEAGIESGDFITHVNGESVLGLTLDEAVEMMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRIEGSTVVLRVTTFNDQTYANLEEEWNKSVEELGGVENVTGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGRNPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPLKGEGAMRLTTARYYTPSGRSIQALGVAPDIVVEQPPRKPVTEETEDQPASAAARTRSEADLRGALDN
DSMTEDERKQAEEELAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>TDX24252.1 putative (di)nucleoside polyphosphate hydrolase [Rhodovulum visakhapatnamense]
MSPEEIEKLPYRRGVGAMLVNGAGKVFVGQRKDWAEPAWQMPQGGIDKGEDPEEALLRELWEETGVTADLVEILARTADW
VDYDLPPELLGRVWKGKYRGQKQLWYLLRYKGRDDQVNIETEHPEFSAWTWLDPDALVDHIVPFKRTLYERVVGELVPRI
PSQAGAV
>TDX24253.1 hypothetical protein EV657_12331 [Rhodovulum visakhapatnamense]
MNISKREQRVLHVLAQGGRIVHDRPAAGGKIVAITCFTRDGLVLSDCDLDVFGRLRRRRLIESRNGGPYRISHRGRLSVR
AQPDNR
>TDX24254.1 acyl-CoA thioester hydrolase [Rhodovulum visakhapatnamense]
MADRPAPARRADFAAFRSLTTRWEDNDIYGHMNNVVHYALFDTAVNGWLIEAGVLDIRGGAQIGLVVETGCRYHAEMAFP
DRVTAGIRVAHLGRSSVRYEIGLFRNDEDSAATEGVFVHVYVDAATRRPSPLAAPLRAALETLVRPGPAGH
>TDX24255.1 3-oxoacyl-[acyl-carrier protein] reductase [Rhodovulum visakhapatnamense]
MRLDGKATLVTGAASGFGRGIAETYIREGARVAVVDIDRDRAKAVASELGENALAIGCDVSKGDEVAAAVATTQEAFGRL
DIVVNNAGWTNRNQPLMETDEATFRKIYDINVLSIFHMTKACVPLWRTQGGGVMLNVGSTAGIRPRPGLTWYNSSKGAVN
LMTRSLAVELAPDRVRVNGIAPVMGVTGLLEQFMGVPDTPENRERFIATIPLGRLSEPRDVANAALYLGSDEADFITGVI
LEVDGGRTI
>TDX24256.1 aldehyde dehydrogenase (NAD+) [Rhodovulum visakhapatnamense]
MTRTDLPLPEPANLIGNVWQPAASGASMDVISPIDGQPFARIADSGPEDVDAAVAAARAAFEGGDWSRLTAAERGRLLLR
LARRIEDEAEALARLESRDNGKPIRQARADMAVTARYFEYYGGAADKLHGEIIPFLKDCNVELHREPHGVTGHIIPWNYP
AQMFGRSVAPALATGNAAVLKPAEEACLTALRIGALAVEAGFPPGALNIVTGRGETAGAALSRHPGIDFISFTGSPEVGV
LIQTEAARNFIGCTLELGGKSPQIVFDDADLEAALPVLVNAVIQNGGQTCSAGSRVLVQQGVFDTVMAGLKARFEAIEAS
DSGEDSVLGPLISARQKARVEGYIANAGAPLIARGGIRAGTPDGGFYVAPAVFGPCDPGSRIAQEEVFGPVLCVIPFEDE
AEAIAIANGTEYGLVASVWTRDGARQQRVAKAMRCGQVFVNGYGAGGGVELPFGGRRKSGHGREKGFAALHDFTTLKTIV
THHG
>TDX24257.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MLEFRTVDAAIGKIPILRGLNFRIGEAETVALIGRNGAGKTTLLRSVMGFTDVTGKILLDGHPLGPMHPARRPGLGIGYA
PEDRRLFSAFTVEENLLLPAQNARLDRAETQRRLDRVHSILPELKEMADRPAGNVSGGQGKMVALGRALMLGTRLVMLDE
PFQGLAPALALRYADALRALRDADRTVTLLITESNPALLRGFADRTLVIERGEVAAPDPNAIPA
>TDX24258.1 amino acid/amide ABC transporter ATP-binding protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MTAPLLETRNLVIRFGGVIAANDVSLTITAGRNLAIIGPNGAGKTTFLNICTGWIKPSSGQVLFEGEDVTPLPPRAIVRK
GVARAFQIPQLFTEHTALENLLIAVAARDRLRNPFMDLHRIPERDEMMHLLEMVKCADAAHRPVVELPEGQRKLVDIAVA
LALRPRLLLMDEPTSGVASSEKHRIMEILVEALAERKVTSVFVEHDMGIVERHAEEVAVWNAGNVQLRGTPREILDHPDV
IRDVIGEAV
>TDX24259.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MTHATEPDKSRQGRPAGGPSMAGTVLPLAGLALLALVPLGAPGMQLLVNLALAKGLAVAGVSVLLRAGQVSFGHALYFAV
AAYAGAFLMTALPGADLALVLLAGLLGAVVAGVCVGLFVVRYRGIFFGMLNLAFSMIFWSFLEKFYHITGGADGIRLPRP
AVLGMDLDRASFELVLFYLTLTLVLGLGWATIRWLASPAGQIFQTLKTNETRLEYLGVSPRRALLWGYLVSAALCGIGGA
LMGVTQGVVTPEYAWWIRSGEMVFIAVLGGAGSVRGAFVGALIYELVRTYASAYAGDVWQMLLGGFLLVIILFAPRGVIG
MIETLAHRGEARK
>TDX24260.1 amino acid/amide ABC transporter membrane protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MTPTLFLLALFDGIAYAALVFIVALGLTLIFGVMRILNIAHGSLYAIGAYATVSLSGWALAMGLAPILAFPLMLVSAVLV
GLLLGGPIEWLLLRRIYDKPEVLQLLVTFAVFMILEDVQRLVWGTRPYFEATALQALGNVTVLGVTYTVYQLILLPAVAA
ALLLGMRFFLRHTIIGKLILATTEDREAAQSIGIDADKVFLFTFIVGAALAGLGGALASPTTSILPGMGADMIVLSFAVV
ATAGLGQIEGAALCALMIGLGRSFAVYVWPEAATLVPYAIMVAVLSVRPQGLFGSSSARKI
>TDX24261.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MKTWLLTALCAAMPLTAAAADKPASLKVGMTTFLTGPASVFGVPAKNAAEILVETINAQGGIGGVPVEVSFIDEGAGAET
LTSEYRRLAESGGADVMFAAISSGNCQTLAPLAEDLKVINFMWDCGTQKIFEEHSYKYVFRTQANATPEMLAAVIYLLKT
HPDFKTIAVVNQDYAWGRDSWDIFRTALMAMKPDVKVVGEFFPKFGSPDFSTEISRLQALRPDVILSTNWGGDLDTFVQQ
AAQRGLMNSSTFVLPLAESSLERLGSSLPSGHIVGARGDHYFRHPERRDDDAFKDFMARYEEKTGEISVYPVFHTAQAFA
ALQAVYEKAIAANGGDWPDEDQVLAAMAGLEFQGLGRPVTIREDHQGIEAQLMATSVQTGDHPFATLENIMIFDGADITA
PVGEVSVDWIGGLDASFLDQVGVATYAD
>TDX24262.1 kynurenine formamidase [Rhodovulum visakhapatnamense]
MNCQATLRAASFCAALAAGSAALADDTAPDWAATPWGPEDELGAANRMTPERVRDAAGLVTEGKVYSLGMIVGSDTPAFP
PRSLSVTVLQPNQTETHGLGENRFTYNDDIFMGWLGIGPQIDGLGHAGIDHTYYGGRSLPDFASASGLTELGLEKLPGLV
GRGVMLDMAAHFGTDMVAEGTAYTEDDVKAAAEAQGVEIREGDIVLFNSNWMNLLDGAAPDPDRFGAAEPGLGVSGAEYL
AGLGVMAVGADTWGMEVVPAEEEGMAFRAHQILQPRHGIYILENMDTRALARDGVHEFLFVMGQARIKGAVQMIINPIAI
R
>TDX24263.1 alcohol dehydrogenase [Rhodovulum visakhapatnamense]
MKIEAAVLERGGIEKDFEAAEALAVRQLDLEAPGPGEVLIRLAAAGVCHSDLSVINGTRPRPVPMVLGHEASGHVEAVGA
GVTDLVPGDHVVCIFAPGCGSCTPCAEGRPALCTRAAKHHGVGELMTGHRRLSMDGQPVHHHVGVSAFATHAVLARPSLV
KVEADIPPHISALFSCAMLTGAGAVFNTARVMPGSKVAVVGLGGVGLSAILGAAAAGAGEIVAIDPFPAKREAALAMGAT
HAVAADDDTVAAVRDLTGGGVDVALELAGSVRALETAYDVTCRGGTTVTAGLPHPDARMPLNALKLVAEERSLKGSYIGS
CVPQRDLPRMFALHALGRLPVEKMLTHRLKLGQINLAMDQLDRGTAIRQVIEFD
>TDX24264.1 LysR family nitrogen assimilation transcriptional regulator [Rhodovulum visakhapatnamense]
MDIRQLRYFLAISEARSISAASQAIGVAQPSLSQHVRRMEDELGVQLVERSPRGTILTEEGRVLAEHARHICASVDRCVA
DMHELTGVLRGRVSFGMPPSVSMVMSVPLAETVRHDMPEVRLRTVEAMSGYIKTWVQDGTVDIGFLYDLEGVEHFRHTHV
LQEDLYFHSSPDAWPLDTPAGTPVPLRALERLDMVLTSNGLRHLIEKYCVANRVTLNVVVEMDAMTQIKELVARGSGYTI
LAPAAAQDFVARGELLRTPIVEPRMTRPVYLVTNPARAMTRACRAVGQLTLDVSRELVRRGIWEGLTI
>TDX24265.1 bile acid-coenzyme A ligase [Rhodovulum visakhapatnamense]
MTPPRPITFGARLRQLARLRGAAEAVRFLAADGQEEAIGWDRLDVAVDRIAHVLAARGVVQGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLAPELAAALKARIGARIWIAETPGSGDLHRAGLERQAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRSPGASWGRVAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLVLMEKFDADRALLAIDRFQVGFA
MVVPTMMVRMLDRLDATGATLDSLHAFYHTGAPCPAWLKAAWIDRLGPDRVFEMYGSGENTGQTVITGAEWLNRKGSVGR
GFETEIRIYGLDGARLGPRERGEIFMRPEDLSGRSRYLGPDAPEPRRDEDGFQSIGDMGWLDDEGYLYLAGRSDDIINTG
GIKVHPEVVEAELLRHPQVADAVVVGVSDRDWGQRVVACIVPAPGTTPDPAELHDFCAAHLAPAEVPKRFELRLTLPRDG
FGKIRRKALRAALEPRDLGAVPDPDA
>TDX24266.1 uncharacterized protein DUF3830 [Rhodovulum visakhapatnamense]
MTKLKVTIAGIEFDARFEDAAPQTVAAFRAKMPFKGQVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQDILFEEIDA
>TDX24267.1 C4-dicarboxylate transporter DctM subunit [Rhodovulum visakhapatnamense]
MLVIAAAFVLLLLAGVPVVFVLGASAVIALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVIGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMVIAYFHARKGGPAYRETEPFTFARLIRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSAAVMLIIGTASVFSWLIANANVPQLLGNWIASVSSSTLMFLLIAN
LLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLVAVTLIPDLPLFLPRLAGLID
>TDX24268.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MLTLIEKVLLLLRRLVSGVVILLFSVMMAAVLVQVAGRYVFNYSIAQASEVATFCQIWLVLLGAGVAMARGQHVAIDMIP
ARFSRPWARAALVFIALVSAAFLAVLAWGSQPLIRMGEFQTSPSLRVPMMYMYLCLPVGAAYIALELFLSVIQRWDDPFP
PPSAGQEEEAI
>TDX24269.1 tripartite ATP-independent transporter DctP family solute receptor [Rhodovulum visakhapatnamense]
MKLTNLALCLALGASAALPAFAQDITLKASHNANAEEPYGVGMRKMAEILEDKTGGTATIQVFDNAQLGDEMESIQGTQM
GTVGIAVTSNETLANFVPDLTVFSLPFLFQDAEQMDRALSDPAVIAKAQEILGEKGFHLITFFSAGTRHIMTKTPIETMD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYFAKKFYEVSPDWAMIGWLELVAPVIMG
EAAYQALPADVQTALDEAGKGAGQFQRQTYRESDIARVKDLEAAGVTITHPDAAAFRAAAAPIQAEYVTTPAQKELFELL
QAVE
>TDX24270.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum visakhapatnamense]
MRFRGSYTVCVTAFDDEGRINLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERGQVAEAVIGQAAGRVPVLIGTAA
EWTDEAIALSRDAEALGADGVMLVPPYYSSPTEDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKNVHRVTELTELCGDRLTVFAGYYPWESYRCGAEGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQARQDELRRILDDLGLLATA
>TDX24271.1 hypothetical protein EV657_12349 [Rhodovulum visakhapatnamense]
MPFIEVFDREPVQETRALATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGKSAEVFRIFAKVHAFPRAAEAKA
EAARALTGALCRAYGAQPKDVIVYFFDRDPGDAFHGGVASA
>TDX24272.1 hypothetical protein EV657_12350 [Rhodovulum visakhapatnamense]
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMTQTAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKAYA
>TDX24273.1 acyl dehydratase [Rhodovulum visakhapatnamense]
MSLYFEDVEVGARFTTASHVITEADIADFCRLTRDRHPLHTDEAYARRAGFDGIIAHGLYGLALMEGLKTELQLYEDSSI
ASLGWNHVRFVHPMVVGDEVHVEMEFTAKRESRTRPAGVITETVWLLFPDRSPGISAEHVSLIRKRN
>TDX24274.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MVAPSPAPRKDSKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLAAGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLLAAEAILRMQNAAMMEDLAARVDPDGSRA
>TDX24275.1 dihydropyrimidinase [Rhodovulum visakhapatnamense]
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAEKVGAAAEEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDLI
LNDAELLEVFDTARREKALVMVHAEGHDAIKFMTRKLEEAGKTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRKIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>TDX24276.1 tripartite ATP-independent transporter DctP family solute receptor [Rhodovulum visakhapatnamense]
MSNRVLSSLAVVAALTAAPALAADYTFKVAHTNAADEVQDKGLQKMRELLEEKTDGAATLEIYPGGQLGDEAQLIEGVML
GSLDMSMTSNSLLSNYIEEFRVFDMPFLFPSISALGEKVDANWDLMEDSANGSGFQLLGVFSSGIRHLMTSQPVETIDDV
KGLKIRTMQNPVHVEAWRAYGANPTPMAYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AYDALPETIQTALMEAGQEAARWERQYVEDQEQPLIDGFKAEGVTITRPDVEPFRKASLPLYESELTTPGQKKLFEALTA
K
>TDX24277.1 C4-dicarboxylate transporter DctM subunit [Rhodovulum visakhapatnamense]
MIWAVGGFLLLLISGIPIVLALGISALVAIELTTTAPISIVAQRVYGGISSFTLMAIPFFVASGLLMEAGGIARRFVALA
GALVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
ANQSIGAMFLGGIVPGLIVMAGLMLGAWLFARRGGPAYRDGEAFTFQRLGRTFLDAAPGLLVPVVIIGGIVGGVFTATEA
ACVALFSTLIVTMFIYRELKPRDLPRILLKAISLSATVLIIISTASVFTWIIATQGFPAMLSAWLTGITENPIAFLLIVN
LLLLVVGMFMESISAVLILLPVLLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVASSVAGRRIEQVSRRIWLPF
LCMLVALVLVTFVPAVSLWLPSVMMK
>TDX24278.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MPDRSAEHDVSPVASRMASSTVWKGLSLMLWTLRRAVDGAAILLLAYMALAVLIQIVGRYVFNYSIAWSEETATFAQIWL
ALLGAGIAMRHNQHVGVDVLILKAPLAVQRVFNIAAFALGAWFLGVVVVGSLSMVAIGMMVKSPALRIPLAIPYSALPVG
FGYFLLEFALSSIPRILRPGAERPEENGI
>TDX24279.1 2-keto-3-deoxy-L-rhamnonate aldolase RhmA [Rhodovulum visakhapatnamense]
MQSEGAIGPEIGLAFCLLGRAEAVLLAKGAGFDFAVMDMEHGPIGLADLGQATAAGLAAGVPVYARVTGPGSPDLARTLD
CGAAGVIVPHVDSADQARAVVRACRFAPVGRRALPGPLPVTGYLPLPAADLVARADNGQVIAMIESAEALAAVEEIAAVP
GLDALIIGTNDLADGIGLRGQVGHPDLLAAFRRIAAAAQARGLGFGAMGLPPALVQSHAVALGARLVVATNETNLIVEGG
ASVLAGLRRRAAS
>TDX24280.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPRVIADYAGQYPKVQISLETRPLDSVLQVVENGLADVAFVIAAYERQALDYEA
LAELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAVETRFMNAAARIVREGCGVTL
IDELSAQTVLRPGLVVRAYAPALSFELSAATSRTKTTSRQTRRLITAFADRVQAQIAEVRAEAERDAS
>TDX24281.1 hypothetical protein EV657_12359 [Rhodovulum visakhapatnamense]
MKRRNSRLKGFGPFTDKIRNFRRVRLTKS
>TDX24282.1 hypothetical protein EV657_12360 [Rhodovulum visakhapatnamense]
MPETHQTHMVFVDIDPEDEAAFDDWYNNTHLPDILACPGWLDARREKCLEGGPAHVAIYTITGPEAYETPEFAA
>TDX24283.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum visakhapatnamense]
MTAHPHGGIYAATICPMRADGALDVDSLEAHFAAVLATGGLDGLLLNGHAGEGIFLTRDEAATVVRHAKAIAPAKRVLAA
VSAESTAEAAADARAARAAGADGIMVFAPFSWALGADPRAIVAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLE
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAAVVPDLIVALDTHVRAGETDAAL
TIHRKLFALARLVYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAETDRLAAALAPCLENLDA
>TDX24284.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum visakhapatnamense]
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLDHCAKPETTDGVFVNGHAGEATALSEAERDEVIRTTRDHIGKDRLL
LAGVVPTGYPEAVKQAEAAREAGADVAVIFPPEALGGGNASTRAPVAFMEKLARELAMPMSVFQFPIASGFGYSTEALAE
MAQIPEIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFFAQLALGGDGILSGLASLTPGLLAELWQASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGIIKCATPRLPLLPQSEAIVEGLRAALIQAELL
>TDX24285.1 3-hydroxybutyryl-CoA dehydratase [Rhodovulum visakhapatnamense]
MYDIRQMDELSVGDRISVSKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEDGTEVLKADATLKFPRKKVTT
>TDX24286.1 MaoC dehydratase-like protein [Rhodovulum visakhapatnamense]
MSIERGQSVTFRKTLTVADQGFFTGISGNLGPAHVDRVKAQALGLPDMAVFELAAGALFSTALARLAGPEYRIGNISMSF
HRTITLGETFAATATSGGAEGKSLVCQLKGEIGGQTVVSGEATLVLREG
>TDX24287.1 acyl-CoA dehydrogenase/acyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEADARIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGVLDMCLVEEQL
GQTSDALIRRVFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAEMTFDDVRIRKDQILGEVGEGFKVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDQGMDPRDKVSM
VKVQASEMLGRVADRGIQVFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>TDX24288.1 crotonobetainyl-CoA:carnitine CoA-transferase CaiB-like acyl-CoA transferase [Rhodovulum visakhapatnamense]
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGVFQRNWAVANRFVDDTSVNHMTTGRNKRSLALDLKAPAAL
EAVRRLIATADVVMENFRPGTMEKLGLGEAELRRINPRIIYAATTGYGADGPYAKLPGQDVLLQAMSGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IYAVSDGHVMISMCKPADLAEPLNLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
QNPQVKHLGAFVEAETRGGSPMVMLAHPVRYDGETPPVRMTPPALGEHSREVLAEAGLGADEIDALLAAGAVAQTDRMRG
>TDX24289.1 Asp/Glu/hydantoin racemase [Rhodovulum visakhapatnamense]
MNPNSAPEVTASMCEIAARALPVAPIGWTAPAGPPLIVTPEALARAAEGIAAAEVPGRPDAVIVAAFGDPGAEALAARLA
CPVLGIGAAAARAAARSGLPFAVATTTPGLEAQIDALMRRHADGAPYLGCRFAAGDPVALMRSEAALDAGLLAAIAEAQV
AGAAQVVIGGGPLGAAAERLRDRSPVPLLNPVLCAAEEVAALFEVQHV
>TDX24290.1 hypothetical protein EV657_12368 [Rhodovulum visakhapatnamense]
MTAAGWCASGWGASLNRGSSRSARCRRRACRPSPPPISAPHFRRRAVFELVETRLAGAAADRPDLKLADLQITAGPAPGS
GDEAWDGRDFGPLSAQFRADADTVLDGETEAPGGLALANPDLLLRHLGRLRGGLQPGQTMIAGAVCRLPWFEPGTDLPAE
IAELGQVAVSLVRAPASAIRKAV
>TDX24291.1 P-type E1-E2 ATPase [Rhodovulum visakhapatnamense]
MIGDGISDAPALKRASVGIAMGPGSDVALETADAALSQNRVTDAPAMIRLSRAAMRTIRQNVALAREVKALFLATSVTGA
TGLWMAVLADTGATVLVTANALRLLARDPRRSPRT
>TDX24292.1 regulator of protease activity HflC (stomatin/prohibitin superfamily) [Rhodovulum visakhapatnamense]
MTLPDLISALVGGNLVVLLLAGLILLSVYLGVRIVPQSEKHVVERFGRLRSVLGAGINFIVPFLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDVDAAIATTVAGIVRAEIGKMELDQVQSNRSDLIATIKESVEDAVE
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGKKRAVELQADAQLYAARQAAEARRVSADAEAYATGVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIIVPAHALDAFTDAFKMLKGRG
>TDX24293.1 hypothetical protein EV657_12371 [Rhodovulum visakhapatnamense]
MLETWWVWLAAAAALGFLELVAPAQAFLGFAVGAAAVGGALWLGLAVAWPWLFLICAVVSGLAWLVLRQVLGVRRGQVKV
WRDDINEN
>TDX24294.1 8-oxo-dGTP diphosphatase [Rhodovulum visakhapatnamense]
MKTDPFDGAKLALLTGRGLVSILRDDVPHISWPGHWDFPGGAREGRESPADCALRETREELGLVLDPARLVWQQVYRNGR
GRPVWFFVARLEAAEIARIRFGDEGQGWAVMPVADYLAHPKGIGQLKDRLSDYLAARPGDAD
>TDX24295.1 orotidine-5'-phosphate decarboxylase [Rhodovulum visakhapatnamense]
MTDDRLIVALDVPDAHAGLTLAERIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAAREGAAGSQTKILAVTILTSLDRADLDASLIRAGDVADLVVDRAARAFEAGADGVIASPQEAE
LIRALPEADGRLIVTPGVRPAGAALGDQKRVATPAQAIAAGADHVVVGRPVWQAEDPRAAALAIQAELAAPQARHPNA
>TDX24296.1 ATP-dependent Clp protease ATP-binding subunit ClpB [Rhodovulum visakhapatnamense]
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALGKMPKVTGGGGQ
TYMDQATGKVLDEAETLAKKAGDSFVPVERILMALCMVPSKAKDALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKNKRLMAL
DMGSLIAGAKYRGEFEERLKAILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVDEPTVEDTISILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEVELAEMQQQSAEMTAKWQAERDKLDRSRQLKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EDELGRRVIGQKEAVKAVANAVRRARAGLNDENRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRTVDFKQTLIVLTSNLGS
QALSQLPDGSDAEAARREVMEAVRAHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLKRLQKRLDQRGIVLDLDDGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGTIRVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>TDX24297.1 uncharacterized protein (DUF302 family) [Rhodovulum visakhapatnamense]
MKALLTAAILAATWAAAAAADPVTYTTSQSFDDVVFGLENAVTGRGLVIDSVSHPGEMLERTRADVGSDRTLFLKADVYS
FCSAALSRKVMEVDPLNIRFCPYAIFVLQYPDTPDHTTIGYRTFPEGEMKEVEALLDAIAREAVGLD
>TDX24298.1 glutamate synthase domain-containing protein 2 [Rhodovulum visakhapatnamense]
MGWAYYALQVLAGAFALVIGTLLLVSLVLFTIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGEGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISRPAV
QALSRGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINDEIAHIRGIPLGEDSYSPNRHAEVGNWEDMLDMIAHVRKVTGKPVGFKVVVGGPEPFEQLFNLVRDRGATS
APDFISIDGGEGGTGAAPMPLIDLVGLPIREALLMVSDLRDAAGLHDRVRLVASGKLVNPADVAWAIAAGADFVASARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYAQSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGT
TRPMNEVYPRSDQVNALVR
>TDX24299.1 sulfoxide reductase catalytic subunit YedY [Rhodovulum visakhapatnamense]
MAGRWRNRLSWSEVTPERVWLDRRQVMAGLGVAGLGAVAGMRPAQAEALVPNSWDEITSYNNFYEFGTDKGDPSRKAGAL
TTDPWSVEIGGLVDRPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLDMAGVQASAKYVAFETLLRPEE
MPGQRGRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRITLTDTQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVATLMFNGYGEEVAGLYAGMDLAAEF
>TDX24300.1 sulfoxide reductase heme-binding subunit YedZ [Rhodovulum visakhapatnamense]
MTGVQRVNIALARLPTWPVYVAGMLPAAWAVWLGATGGLGVEPINALEDRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLVLHLTVWLVLDLRDWGLIWADIVKRPYITVGMLAFALLLPLAATSSNRAIRSLGPLRWRRLHRLVYLAV
PLGGLHFVMQAKGWQVEPLVYLATILGLLALRVGVTRARIAA
>TDX24681.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MAKPGRNTIILGGLAVVAVLGWLAWDRLQPAGLPAGFASANGRIEATEVDIAALTGGRIAEITAAEGDMVSAGDVLVQMD
VVQLNAQKRQAEAQLARAEIGVETARALVAQAEAQERAARAAVDQAGSVADAASRRLERSEQLAKTSAISQQVLDDDRAR
DAQARAGVASAEASHAAALAGVSSAQAQVVDASAAVEAAKASIDAIQASLDDATLKAPRTGRIQYRIAQEGEIVGSGGRI
LSLVDLGDVYMTVFLPTSQVGRVQVGSEVRLVMDAAREFVIPATVSYVADVAQFTPKTVETADEREKLMFRVRARIDPEL
LSRHIEYVKTGLPGMAYLRLDPDAAWPDFLSNVVK
>TDX24682.1 ribosome-dependent ATPase [Rhodovulum visakhapatnamense]
MTGSVAGVSGLTLRYGKVTALDNVTLEIPEGRMVGLIGPDGVGKSSLLSLLAGARVIQQGKVEVLGGDMRDVAHRNRVCP
RTAYMPQGLGKNLYPTLSVEENLDFFGSLFGHDKAERERRITDLLAATGMTPFRSRPASKLSGGMKQKLGLCCALIHDPD
FLILDEPTTGVDPLSRRQFWDLIDRIRATRPGMSVITATAYMEEAARFDWLVAMNAGRVLATGTTSDLLSRTGADTLDAA
FIALLPEEDRGEDSAVVIPPRTTDDSDIAIEAEGLTQRFGDFVAVDNVSFRIPRGEIFGFLGSNGCGKTTTMKMLTGLLE
PSEGRAKLFGHEVDASDLSVRRRVGFMSQAFSLYSELTVRQNLDLHARLFDMAAEKIPARVDEMIARFDLGDVTDSLPEA
LPLGIRQRLSLAVAMIHAPEILILDEPTSGVDPVARNGFWRILAELSRKDGVTIFVSTHFMNEAEWCDRISLMHAGKVLV
SDTAEGITKAKGCATLEDAFIAYLEEAIGETAPAPAAAPEAAPEAPAAGVTHHAQQSGFSLRRLLSYSQLESLQLQRDPI
RLTMALVGSLLLMIVVGLGINMDVEDLTFAALDRDQTTTSRNYIADIAGSRYFIEQPALTSYDEIDARMRSGELALAIEI
PPGFAADIAAGRDVQVGAWFDGANPSRANTVQGYVQGMHADWITRQARQLYGDKASGGSFELVTRYRYNPDVRSLNAMVP
AIIPLLLLMIPAILTTLSVARERELGSIINFYVTPVTRLEFLLGKQLPYIALAMLNFFLMMAMAVTFFAVPFNGSFLGFT
LSALIYVTATTALGFLVSVFIASQVAALFATAMLTMIPAVSYSGLIDPVSSLSGFGRVLGEIYPSTWFITAARGAFSKAF
GMAELAGPMLAMGIAIPVIIGLAAAFLKKQAK
>TDX24683.1 ABC-2 type transport system permease protein [Rhodovulum visakhapatnamense]
MNLRNTFNLGVKELRGLWRDPVMLVLIVYSFSLSIWTSANASPEALTNAAISIVDEDQSHLSARITSAFYPPYFVEPQMT
TTAEMDRRMDQGLDTFALNIPPDFARDVLAGKNPAIQLNIDATRMSQAFTGGGYIQQIVSSEVSEYVAGYRAETALPVDL
ALRARYNPSLDPKWFGAISAVIQSITMLSLVLTGAALIREKEHGTVEHLLVMPVTTTEIMFSKIWSMGLVVLLGSIFSLS
VVVQALMAVPVQGSVVLFLAGAVLMVFAMTGLGIFLATIAGSMPQFALLLMMALLPLQVLSGAMTPRESMPEIIQTIMLA
APNTHFIILSQGILFRGAGLDVVWPQFAALAAIGVALFWLALIRFKKFLR
>TDX24684.1 esterase/lipase superfamily enzyme [Rhodovulum visakhapatnamense]
MLGRLLLILTLALAGCAARPGPEVLAPDAGALPEGARLVRVLTMTTRAPEANLPGAFGDSRSIRPSWLEYEVSVPPGHRP
GKIEWPDRNGSSADRNFVMRSRQTLSRDAFAKRLSREGVGLYVHGVNTRFHEALFRTAQLSVDAHIEEKPVLFTWPSAGY
PGAYLADRDASDFSRAALADLLRLLTKGRSASDAVPVLAHSMGARLTMETLVQLRLAGRDDVLDRIEVILAAPDIDIDLF
RAQMVSLGPMKHPITVLVSSDDLALKLSSQLSARRIRLGLVDVRDPAVQRLAVATGIRIVDITDIPTDDPAHSRYVGLLS
GEAGAVVENTLFGEVRLAGAFVFNQVGGVFTGIGDVLAD
>TDX24685.1 polyhydroxyalkanoate synthase [Rhodovulum visakhapatnamense]
MALTPKSDGSGATGDESLGIEAFQAVDRIREALSGQLSGGVSPGSLMMAYVDWAFHLAQAPGKQMELGVKAGRKWQRLMA
HLMASAMDPQAAPVITPLPGDRRFAGEAWAKPPFSWMSQAFLLQQQWLHNVTHEVPGVTKHHEDVVSFAAKQILDVCAPS
NNPFTNPEVVARTWATGGMNLVKGWQNWLQDVVRQIRQEPPEGVEAFTPGRDVAVTPGKVIFRNHLIELIQYTPTTETVH
PEPVLIVPAWIMKYYILDLSPENSLIRWLVAQGHTVFAISWRNPGAEDRDLTLEDYRRLGVMAALDEITRLMPDQKIHAT
GYCLGGTLLSIAAAAMAGKGDARLASLTLLAAQVDFAEPGELALFIDPSQLHLLESMMWNRGYLSADQMAGAFQLLRSND
LIWSRMVRDYMMGERTAMNDLMAWNADSTRMPYRMHAEYLRRLYLNNELSSGRFTAGGKTVLLQNIRVPIFAVGTERDHV
APWKSVYKIHQFTDCEVTFALTSGGHNAGIVSPPGHPRRRYRLATRAHDDALLPPETWVEANPATEGSWWTPWQAWLAAR
SGAPAAPPAMGNALADAPGTYVFQR
>TDX24686.1 phosphate butyryltransferase [Rhodovulum visakhapatnamense]
MTGTLTNYLFHQMKIGDRASLVRHVGPKDIELFAAVSGDANPAHLDAGFAAHGPFGHVVVHGMWTAALISAVLGTRLPGP
GTIYLDQQIRFNKPVSPGDTITAEVEVAELIEGKNRVRLTTTARNQRGEVVLSGEALVLAPVEQVTWVPGDLPEAVVLPK
GRWQGFVEEARALPPVRAAVVHPCSKSAILGAIEVRDEGLLDPILIGPGAKIRAAAAEAGVSLDGFRIEETEHSHAAAAR
AVELAACGKVQVLVKGSLHSDELLAAVVSKSGGLRTERRISHVYAMDVPAYRKPVIVTDAAINIAPTLEHKRDICQNAVD
LMRLLGRDQPKVAVLAAVETVNATMPATLDAAALTVMAARGQITGALVDGPLAFDNAISPEAVATKGIVSQVAGEADILL
VPDLEAGNMLAKQLIYFAGATAAGLVLGARVPIVLTSRADPLSARIASAALAKLVAVRKAEGKA
>TDX24687.1 acetate kinase [Rhodovulum visakhapatnamense]
MTRDLILTFNTGSSTIKLGFYALEAAAPRPLASGVIDFRDEPFEVRLTREGKTFSGPITADPGDLTAVLNQAFAWLAGHF
NLSRLAVIGHRVVHGGDVFTGPARITDQVIAQIDALARLAPLHQPQSLALIRAMRGLYPDVPQTASFDTAFHATNPPLIR
RFALPRALYDQGIKRYGFHGLSYRYIAGQLGDLATDAKVVAAHLGSGASLCAIRGGKSIDSSMGFSTLDGIPMATRSGAL
DPGVILHLMGEMGQSLKQVETMLYRESGLLGVSGFEADSRELMASTRPEAAEAIDLFCLRIAGEVARLATSMGGIDALVF
TAGIGEHQPGIRARVAARLAWLGAELDPDANEAGSRRISTAASRVQLLVIPTDEESIIAQEAVSEEAAT
>TDX24688.1 enoyl-ACP reductase-like protein [Rhodovulum visakhapatnamense]
MIDLKGKRGLVVGVANEASIAAGCARAFRAAGAELALTFLNEKARPWVEPVAQEVGAPLFLPCDVREPGQLEGLCCTNPF
WDSSHESSVVAGIHEQTHTSNLQDQELAILQ
>TDX24689.1 DDE family transposase [Rhodovulum visakhapatnamense]
MSRPTPPTYKTRNWPSYNEALKRRGSLTIWFDPEMSWEAAPTGRRGRQQSYSDAAIQTCLSMKVLFGMALRQTTGFVESL
LQLVRVTGPSVHI
>TDX24690.1 hypothetical protein EV657_12210 [Rhodovulum visakhapatnamense]
MKKPPRKRQPSAPKAPVQTGAKVPPPRNLTPELCDRLRRDMMKACLAVAETHGLTVEGGDLSDIDLRHSFEISFRVGIPQ
ESGEIYSPEKALFEVLAPHFGLEPEDHGRTFRSKDELFRIVAINPNRPKYPISAERVSDGRGFKFPAENVVMYLQRSGA
>TDX24691.1 DNA invertase Pin-like site-specific DNA recombinase [Rhodovulum visakhapatnamense]
MNRSSPKIGYARTSTVDQNLDAQIEALTAAGCGMVRQEQRSGATLEGRPELKIILDFIHPGETLVVTRIDRLARSMQDLQ
TIVARLKEKGAHLAATEQPVDTSTATGKAFFDMLGVFAEFETNLRRERQAEGIKAAKRKGVYRGRPPTIDMATIQAKLGA
GLSPTEIAREMGISRGTVYKAKAEMLTGNDIIEGRTA
>TDX24692.1 TnpA family transposase [Rhodovulum visakhapatnamense]
MRNELAFVFRGSFGKIEDQVELGYRKSRAQGFFVPSDKIMERLVRGARHDAVEHLLKRIADSLSGEARRKLEASLAGPKC
ATGFLSLKADAGAATSENILAATMRLAFVNALDLPFQIMEDVDPALVQRLSRRVDGETAAEMRRHGDTRRLGLFALNLMH
RRGEMIDALIDLLLEIIHRMQTRSRRRVVGAIARDIERVHGKERLLVDMAIAAVDEPEGRVLEVIYPVASVAKLKAVIEE
DGAKGTLDRRIQTAMRGSYASHYRRMVPPLLAALQFRSNNASWRPILDALDLIERWQQDGRRVVPVDLAPQGSIPAKWRE
AVIDASGRLNVITFELCVLAQLRERVRAKEIWVDGADRYRNPDNDLPTDFEAQRHIYYQGLGLTQDAGAFVSQVRDVLTR
ELHLLNRTLPENEQVRLRTFGENRIRVTPFAPVPEPPGLGALKREVERVWPMTGLLDVLKETALDTGFLDCFETSASREA
LAHADRDRRLLLALYAAGTNAGIKRVAAGVGDISYDELLHIHRRYIDPNALRAAAARVADATLRVRNPAIWGAAGTACGS
DSTKFGAWDRNLMTEWHARYGGRGVMIYWHVERQATCIYSQLKRCSSSEVAAMIEGVLRHCTDMEIQRQYVDSHGQTAVG
FAFCHLLGFELAPRLKAIARQKLVLPAAGMRTHLPHLAPILSNVVDWAEIERQYDEMVKYAAAMQHGTADPEAILRRFAR
TDVMHPTYKALAELGRAIKTIFLCRYLRSEALRREIHEGLNVVENWNSANGFVFFGKGGEIASNRIADQEISALALQLVQ
ASMVYVNTRMVQSVLSDPNWQDRLTPEDYRGLTPLIYAHITPYGRYDIDLETRIDYERIAA
>TDX24693.1 DNA binding protein with HTH domain [Rhodovulum visakhapatnamense]
MAEKLTGAHRATVQRNIDLMEEQGLVREVTGQGRYRMWRIVETRTTEARSIPDRHEYLLAEDLYDVLAARQ
>TDX24694.1 HD domain-containing protein [Rhodovulum visakhapatnamense]
MNLQRAIEIAAEAHREQTDKAGAPYLLHPLRVMMSLETDDERIVGVLHDVVEDGRGWTFERLEEEGFSPPVLDALRLVTK
RPEDEGDSEAVYVAFVRRAKGNKIARRVKTADILDNLNASRLSALTEKDMRRMNRYLAALRELRDADA
>TDX24695.1 hypothetical protein EV657_12215 [Rhodovulum visakhapatnamense]
MEPTTGLILRRITQTELSVSAHKLATVILDAIAWKEGYNGLPRGTAAFTLADLASKMSISRQYLTELLAELEASELELKR
EKPNGKFAPWLFRFTTFDSEDGDQDVASGTGDTSLSRERNNKTIFSGQITISETSNVFQTCWADLIKAAKRALPCWNVDT
QVIWDRFLAFNQARGNDKVPAGYLLGFMRRWRTSTGSVSRPAEAPTPQQAADPRERELHAQIKAAPSGNRQFHASELCRL
IGQAAYDARVVDVIRQFGCPRFTATLAVHGRAVMAGEISR
>TDX24696.1 hypothetical protein EV657_12216 [Rhodovulum visakhapatnamense]
MNHKVRTAAAAAITVSSFVGSVEPAQAYQVDCAILLCLAGGWPTSAPCAHARAVFIRRITPWPIEPPLQIWRCPMGASFN
APAPLSPMERLYDITFQEAPQASVPQAPLPLVEVQSDEQADIDISGDAFDFVRSIRVFHIQFSQRENSEGDCNTYDATRL
GSYGVQGDYRWKRSSVAQVPPASQLPDTGHCNWVSYRSVFVDWRDHEGNYGFEEVRY
>TDX24697.1 membrane associated rhomboid family serine protease [Rhodovulum visakhapatnamense]
MMNRDHMPAFLRRAVALVAFVAVLWAIQLVNWITGYGLNPEFGLIPRYLGGLDGIIAMPLLHGSFAHLMANTPPLLVMGG
LLVATTTRALLPVNALVIGFGGGLVWVFGSSATHIGASGLVFGWFGFLVVRGLVDRSLITLGAALVVGVLYGSILWGALP
GQPGVSWEAHLFGAIAGAAAAFLVRTHVHAPRLGDVDLEWSSTPDVAGPFPPLTHAWLRRGAAR
>TDX24698.1 mono/diheme cytochrome c family protein [Rhodovulum visakhapatnamense]
MARSEERSRSLFLRLFLGVCILAVLGFFVLTSPWTWSLVHPSREVASIEGADLENGEFIFLAGDCATCHATPGQEDPLVL
GGGRELDTEFGLFRMPNISPHDEDGIGDWTLAEFDRAVREGVGPGGLDGENFYPSFPYTSYQRMTAEDVRDMYAFIQSLE
PVAGRIDDHDLKFPYNIRRGVGLWRLVFLDGERLPEGNPGPLPVAEDANDPFAPVTIDAPDDVILARGKYLVEGPGHCAE
CHSPRTMLGTIPAGMRHGGGPTPEGHGHFPNISPHETGIGFWSANAIANYLKTGVSPIGKRAGGDMEEVVANTSQLSDAD
RLAMARYLKTVAPVDNPAPGLPEPNRSSQVVMLEQSGESARELPTSPAEEVGVASSAFVVHTKSFFLDAGGAEEDGKLLS
GTEVAVVEEGGDLLRVRLDGWQLVGAEAVLYAKQGQRIMQAVLGEPAIAALETGETVTDPDTGQDWVSVSLEGWVDKTGM
LVDGDALWSFTAQMFNSACAACHSPPEADHFLANQWIGTLGSMKRFTSLEPDAYRLLLVYLQNNAKDSGAKERADL
>TDX24699.1 TorA-specific chaperone [Rhodovulum visakhapatnamense]
MSASAGLSRAPDPAEIEAFVAEFLGRAFLAPPDDAAVDSMTAPEATRLLREIAASLSEQDAAETMCAALTRGPPGAVAAD
LARRHVALFSGVSGPRTIPIYESAYTGGARHAAETFADLQAILRHLDLRVADDCAEPVDHLSLELALYATALRCGDGAAT
EAMLDRLAGWVPAFCAKVAAADPGGVYGAAARLLAALVRHRIPAHYSPLQAEGARAT
>TDX24700.1 trimethylamine-N-oxide reductase (cytochrome c) [Rhodovulum visakhapatnamense]
MTIYPKEAFPAVSRRSFLQGAAALGALGTGAGPLLSPGAAAQTASADILSACHWGVFRGRVTDGRVTEMIPWEEDPAPSP
QLAGVLDSIYSPSRIKYPMVRRAWLEQGPGADPDGRGTGDFVRVSWDEALDLVAKELVRVREEHGSTSIFGGSYGWKSPG
KMHNCQTLLRRLLKLEGGFTNSAGDYSTGAAQVILTHVVGSIEVYEQCTTWPVLAEHCELMVFWGANPLRTSEICWQVAD
HGSFAGVDLIRDAGIETICIDPIRTETAQRLGSEWIAPRPMTDVPLMLGIAHTLYTEDLHDQEFLDRYTSGFDRFLPYLL
GESDGQPKTPEWAAEICEVPAEQIRDLARRFASARTMLALGYSTQRQHHGEQVHWMLVTLASMLGHIGLPGGGYGLSYHY
ASGGAPTHNSPILTAVSDTPGGVGGVGGPAWLAGGGSLTIPVSRLVETLLNPGATMQFNGHEIELPEIKLAYWAGGNPFA
HHQDRNEMLRAWRNLETFIVNDFQWTATARHADIVLPATTSYERNDISQVGDYALSHIVPMKKLIDPVFEARSDYEIFTG
IAQKLGHGYAYTEGKTEMDWIRGFYETARIEARAKGMEMPTFEAFWDSNEPLAFPLTEESRNFVRYADFRADPLLNALGT
PSGRIEIFSRNIEKMNYDDCPPHPTWMEPIERLGMEGQKYPLHVASNHPRMRLHSQLCGTSLREEYAVQDREPCWMNPAD
AEARGLADGDVVRVFNDRGQILAGVVVTDEIRPGVVRIDEGGWFDPMNPREIGSLCRYGDVNNLTTGIATSKLAQANCGQ
TALVEIEKFEGELPDVLVFSDPVS
>TDX24701.1 BA14K-like protein [Rhodovulum visakhapatnamense]
MFSSSPTPCPERPSRQRGSAPRAVLALAAGFLVLPGLGTGALGFEQNAAPAPQEDYLPIQSLGEEPPGPAEELPQSLHAA
WCLGRYDTYDVGTNTFLTDNQLRRECVSPYGAGTDGAD
>TDX24702.1 hypothetical protein EV657_12222 [Rhodovulum visakhapatnamense]
MKTLMVEDAYLMEYETYEEVAVGGPRFIG
>TDX24703.1 small-conductance mechanosensitive channel [Rhodovulum visakhapatnamense]
MRLLIHLRRLIWPSVLLLVSAGLVIFDQDVEPRVGLSLRLPGGVVGCLAAAWLGSRLFGLFADRRRRDKRPYPRLFRDLV
AVLLFFAAIVASAALLLEQGLLGALAGSSLILAVLGFAIRNVVADTLSGIPLGVEAPYRIGDWVDIEQVARGKVIEIGWR
TTRVLTLDSTYMILPNSQIARRRIINYSAPKPQYRAQLSLKLAHEVPVDAAKEMILKAVGEARLIQTEPAPDVRVQELGS
DGNSYAVRFWLSRFERDVDCRDELLSLIDRAMRKAKVPTPRMQIEMNRPRGKAMLPVDHETEVARIFGNPPAGAV
>TDX24704.1 regulator of nucleoside diphosphate kinase [Rhodovulum visakhapatnamense]
MNKQLSTSRDTGRRPRIVIGADCLERLEALAEGAIQRNPDLADRLLGEIGRARIVPAAKLPQNVVAIGRAVTYRDESTGQ
EKTVTPVYPEDADIARGRISILTPIGVALIGLAEGASLHWDTRDGKRRVLTVLHVASQDAPEGLEAQ
>TDX24705.1 hypothetical protein EV657_12225 [Rhodovulum visakhapatnamense]
MTITRITHQPAGSDFRSLFERSAVGRGFLLTVEDRLGIEHLLRYRGTRNSPNPALLNGLLRHKLRISRGTPEPASPDLVV
AGCHVTYMISGEGARSGVLSMNPVPVPGHILVASLLGATLIGMRKLQKVPLLRDDGQIEVVVVLDVHPSPDQAAA
>TDX24706.1 hypothetical protein EV657_12226 [Rhodovulum visakhapatnamense]
MMICKADFEELFPDLFGPKDIEPSAATPSARCLARWEDDGGRTISANIIPLPRRWPIQEDRRSSFFEVRRL
>TDX24707.1 uroporphyrinogen-III synthase [Rhodovulum visakhapatnamense]
MHILLTRPALQAEAMKLSLENMGLQVSLAPILDVSYVDFSPETLEASKAFVVTSVYASLRIANDPSVCRTVPIYAVGAGT
AAPLRRVGFTCVHEAAGDATSLLDLILKKRNPSEGRITYLSGWDITEDMARALERHGHDARRVVAYRATPARSLSNATRE
LLRRGDIDCIVFMSYRTAHFFTALCEEARVSACLQTMTAAVLSEKVASGLDRKGWRKIRVATAPSQEAMIDILASARDQG
FQEHSTPL
>TDX24708.1 BadM/Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]
MRLTSFTDYGLRMLMRMASAPDRAFSTAELAEEFGLSRNHLAKIMQRLAQADLVQTRRGGGGGAILAHPADGITLGRIVR
ALEEGQALVECFAPDGGDCTIERCCRLKARLRSAEAAFLADLDRSTLADIALPARPDF
>TDX24709.1 hemoglobin [Rhodovulum visakhapatnamense]
MVANASTTAIASARPEMTAALMDETGLDDDVLRELVHRFYDRVRADPVLAPIFAARITDWAPHLDRMVAFLSSVTLMTGR
YHGRPVPKHAPLRLGSAHFDRWLALFRTAARYVCTPAGAEHVIARAERIARSLHMACTDACMAPGDIPVLRSAAAE
>TDX24710.1 hexameric tyrosine-coordinated heme protein (HTHP) [Rhodovulum visakhapatnamense]
MPAARSGEAKAELSEANAGTKQDKAAKETDMTRQVLTAFAVCALVFTTVPAKAQENESSWLPSLLTDTPEQGFDLAVLMA
RRAVKTTQTDVDTLHKLRPAYANDPDSLIHVSGVIAAYFATVAEANGYWRD
>TDX24711.1 uncharacterized protein YeaO (DUF488 family) [Rhodovulum visakhapatnamense]
MTAIHAIRIARVYDDLEGISGARVLVDGVWPRGVSREGLQLDDLIREVAPSTALRKWFGHDPARWTEFRDRYRAELADNP
EAVARCLDWCRAGPVALLFGAKDRDHNQAVVLRDHLRASLHGEMPS
>TDX24712.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum visakhapatnamense]
MNDQDKPAARFASPPCMAGEIAPDYFNPLGTDSTQARDVARWRRAERARLRVARGKIPVAEHRRTSQALAGHLLDLLSNR
FGGARGRVLSGYWPIKGEPDLRAALADLHDAGVMIALPIVEEKAAPLVFRRWAPTTRMVLGDWNIPVPPAKAARVTPAIM
LAPLMGWDGAGYRLGYGGGYFDRTLAALSPRPATIGIGFQSAQLATIHPKPHDIALDVILTEAGVQVTREAP
>TDX24713.1 uncharacterized protein involved in response to NO [Rhodovulum visakhapatnamense]
MSSTAEKMRAWTGPAILSFGFRPFFLGGALWAALAMALWIGMLSGRLALPTAFDPISWHAHEFLFGYLGAVAAGFLLTAV
PNWTGRLPIVGWPLGALFATWCLGRIAVALSAELPPISVAMADLLFPVTLASVLGREIVAGRNWRNLIVLAMLCLFILGN
ALFHWEAARGYPGAQGVGLRLGLGTGIMMIGVIGGRIVPSFTRNWLVRQNSPVLPTPPMQRFDKLALLALGLALLLWVIA
PMAMVTGTALQLAGGLHLIRLARWAGHRTSAEPLVLVLHAGYLFVPLGALAVGATVFWPDAVGMGSAQHVWMAGGLGLMT
LAVMTRATLGHTGQTLRADTGTIAIYLLLLLAVLARLLAGAFPGLASLFHTLSGLTWIGAFGGFAMLYGRYVLRHRPEH
>TDX24714.1 NnrU protein [Rhodovulum visakhapatnamense]
MSGFFILHSIPVRPPVRSWLVRRLGRAGFGIAYSFQSLAMLGVLLVAANRAPYLALWPEPPGAHWLVLVATTAAILVLVF
GLFRPNPLSFGGLRNTAFDPRDPGILRYCRHPVLLALLLWSGAHLIANGDLAHGLMFGSFALFSLLGTWAIDRRRQRDMG
D
>TDX24715.1 EamA domain-containing membrane protein RarD [Rhodovulum visakhapatnamense]
MAHLTVVPSDLAGFEKRAGIAAMCMAMALLPIGDAISKTLTGFTTPFEVTVWRTLVQAAFFVPVAVILRHHLSGSLLSAA
SLVSALLIVTVSLSLVTAFASMPIATAIAIFFVEPLLLTLLAGPFLGEVPGPRRYAAVGVGLIGALVVIRPNFVEFGPVV
LLPVLAALAYALNMIVMRKATRDRSALTFQFGASLSAGAIVLVAHLLASALGFERTAVSGLPGWVLWIVLAAGALAMVAF
LAITFAFSKAEASLLAPFQYLEIVGATLVGYLVFCEIPDGMTLLGTAIILGSGVYVFYRERQREVEAATCQPIER
>TDX24716.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MPRTSPAIALERLRALLDEQAPLIGDRLPTERALAGLLGCSRQTVRAALLEMEREGEIWRKVGKGTFRGPAPLGHPVKET
ILLSATAPEQLMQARLMIEPPIAAEAARRASAPDVAYLEGLVAQGRGASGRAEAETADAGFHRGVAEVAGNPLLGGFLDY
LASARRRAAWQREWDRTYRRIGVREFAGLHSDQHGDVVAAIGRGDPQAAEAAMRAHLRTIMGAMQQPDDRG
>TDX24717.1 hypothetical protein EV657_12237 [Rhodovulum visakhapatnamense]
MTVYLVLILTGLAAGALNAVAGGGTFLSFPALVWTGVPPIMANATATLAALPGYLCSAWAFRADVRRARSLPVRLVLLVS
ALGGILGAVLLLVTPSAVFSGVVPWLLAFATAAFAFGPPITRRIARMGKGTFGLPQAAAVLLAVTIYGGYFNGGVGILLL
AAFGLIGLTDLREMNGLKNLVSSVLSAVSVTVYIAADLIAWKEALVLGAASAIGGYIGAALSRRIHNVRALRAFIALVGA
SMSLVFFLR
>TDX24718.1 hypothetical protein EV657_12238 [Rhodovulum visakhapatnamense]
MVIGPFETTRRISQSPRCGMVVRPAVTLTQADRHELSKLVRLCDTDGEMRSLFLQHVLRHKMQSAAIVPGDVPNDVAAAG
SHVVYSLGAGVSKTGLLSHRARAGGRYGIIPVSSLLGATLLGMRAGTSAPLLRDDGSIVTLLLLDVRHPDDAASPDTRNL
LFQA
>TDX24719.1 regulator of nucleoside diphosphate kinase [Rhodovulum visakhapatnamense]
MNIQTKSTSRSKLRPKIVISEKDLDRLEALAEGAAKRNPQLSDRLLEELARARIMPAAKFPAHVVTIGNRVTYRDELTRE
EKTISLSFPEDADIGAGRVSVMTPLGVALIGLSEGAAFHWETRDGHRRTLTVLKVTSSEPEKA
>TDX24720.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MPTANLPAIRACRPAWNKGRVVGQKRPLMPKHVWAIRVRLEIAENHRDLALFNLAIDSKLRGCDLVKLKVADVYAAGQVK
ERASIIQSKTQRPVRFEITEGTRRSLARWMEEPLMVGSEYLWPGRFHERLHISTRQYARLVREWVQSIGLDPTSYGTHSM
RRTKVAQIYRKTGNLRAVQLLLGHTKMDSTVRYLGVELEDALAISESVEI
>TDX24721.1 ATPase family protein associated with various cellular activities (AAA) [Rhodovulum visakhapatnamense]
MARGELVKKLLASYGHEEEFRAVVEQIISEEEKKNNRVLARSLRKTVENIGAAARHAGELSRLVPFPDEANDFIQRVEPA
HGSQDILLSTENTELFLGLIREFRQADRIRRHGLPVRSKLLFCGPPGTGKTLCAEVFANELGLPFFHVRLDSLISSYLGE
TATNIRKTFEFARRQPCVLFFDEFDAIARSREEAGEHSELRRVVNSLLIFIEQIQPGGFLIAATNLDGHLDPAVWRRFDE
IVWFDAPDAAMVRKYLIHAFRNVRASFDPAGYADQLLGYSYADLERVCVQAMKLSVLGGSKAVSDKDFREAMRDARRRLT
RKQKLEAQAGE
>TDX24722.1 transposase IS66-like protein [Rhodovulum visakhapatnamense]
MPDAASEIARLRAALAASEARAEAAESELAQTRAVVSTSEEMIKHLRLEIAKLRREQYGHSSERRARLIDQMELQLEELE
AAATEDEIAAEKVVKTTSVAGFERRRPARKPFPEHLPRERVVISAPTPCSCCGSDRIVKMGEDITETLEVIPRQWKVIQT
IREKFTCRACEKISQPPAPFHPTPRGWAGPNLLDPVREVRPASAAE
>TDX24723.1 transposase IS66-like protein [Rhodovulum visakhapatnamense]
MILFEKFGQHQPLNRQVERYAKEGVEVSLSTLADQVGACTVALEPIHALIRAHVLAVERLHGDDTTVPLLARGGTKTARL
WTYVRDDRPFAGGAPPAALFYFSRDREMAHPNRHLAGQRGILQADAYGGYNDLYRGDRDPGPAGSALCWSHARRKFFELA
DIKGNVRKGKSAYDISPVALEAVARIDAIFDIERQINGLDATFRLEARHRLSCPLVEALHAWLCAEQGTMSKHNPVAKAI
NYMFKKDRWEAFTRFLEDGRVCLTNNAAERALRGVALGRKSWLFAGSERGGDRAAFMYSLIVTAKMNDVDPQAWLGDVLA
RLPGTTASRVPDLLPWNWSPTRQRIAA
>TDX24724.1 pRiA4b ORF-3-like protein [Rhodovulum visakhapatnamense]
MPDPDGFYDSPMDAKKMTLEKLLDQTATRTIQYVYDFGDDWDHSIRIERVGEATQGVTYPRLLKAAGACPPEGVGGAWGY
EEFLEALADPDHEQHEDMVHWSGGNFDAEDTGADTIIERFERLAKKWAPRRRKPKATI
>TDX24725.1 transposase [Rhodovulum visakhapatnamense]
MSAPLPDALRARFQKLVEEGLSGRAAALRLKLTLATGARWGRAIRRTGQARAAPQGRPGGKGKLDPHRTFLIELIDQDGD
MTMPELAGALADATGVQAHPDAIGRFLRKLGFT
>TDX24726.1 DDE superfamily endonuclease [Rhodovulum visakhapatnamense]
MDAPFGSWGTQTFIAALSADALLAPWVIKGAMDGKAFAAYIEHVLIPELEPGTVVILDSLATHKNAAAAKALRAAGCWFL
FLPPYSPDLNPCMDGSCMARGL
>TDX24727.1 transposase IS116/IS110/IS902 family protein [Rhodovulum visakhapatnamense]
MAEFGIVTAKGSKRVASLAEELHNVPEAARLPLQALFDQLAETQARIDQLTDEIEEVHRKNEVSRRLVSIPGVGVLTATA
IAATTPDVSNFGSARDYAAWLGLTPKQHSTGGKPRSGGISKMGNRYIRRLLYLGAMAQIMVRRRSRHPGTDWLSRKLATK
ETRVFAIALANRMARTIYALLRDGTSYKPRVEVMHG
>TDX24728.1 mutator family transposase [Rhodovulum visakhapatnamense]
MRADRVADLRDLPDEDIVRLILDGTVIKTRIDKKATNISVLAAIGVRRDGQKVLLSIRNMGGESTAAWRQFLDDLDARGL
KRPDFVIVDGAPGLEAALVGLWGEDLPIQRCTVHKHRNLLAHAPKHMHDELTEDYRDMIYADTAAGIETRRKAFLRKWRL
KCRAVADSLEEARDWLFTFTRLDPSQWKSARTTNAIERLNGEFRRRIKTQTVLPCAETVPMLLWALLASGQIRMRKVDGW
ETLSQPLEPMPLDLAA
>TDX24729.1 chemoreceptor zinc-binding protein [Rhodovulum visakhapatnamense]
MSKNSDRISEIATAQMKHLKWKANLTSAIVQGRSDITPEKAACDKSCEFGKWFHGPAFGEDDKSSAAWKALDEAHASFHA
TASRVLSLAISGESEDAKALLTGEFATQAENVLKALSLWKLEMKVLEKDTR
>TDX24730.1 IS5 family transposase [Rhodovulum visakhapatnamense]
MRNLFWLTDEQMARLRPFFPKSHGKPRVDDRRVLSGIIFINRNGLRWSDAPPEYGPPKTLYNRWKRWSDMGVFARMMEGL
ASEAADRKTVMIDATYLKAHRTASSLRLKKGGVAG
>TDX24731.1 IS4 family transposase [Rhodovulum visakhapatnamense]
MNTKLHAVTDANGRPIKLFMTAGQVSDYTGAAALLSSLPEAEWLLADRGYDADWYREALQDKGIKPCIPGRKSRGKPVKY
DKRRYKRRNRIEIMFGKLKDWRRVATRYDRCPKVFLSAVALAATVIFWL
>TDX24732.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MLSDNRNFFAGMRLPLSVVMAGTAVPLMLGMLFYADGVMSEAVRYQTASLDPSVAAELIARDREMLTLIAGTFLAILTLM
LLIVFHPLSRLARSAENLARGVNEPTTTLRLASGEIARIRDSLSILRTTSIEREEMEEKERQSEIDRYDRWAEQHFVVNS
LASGLRGLAEGDLSRTLDTRFPGEFEDLRQDYNATIDTLNDLIGSVARNGVDIHSRADEISASSDDLSRRTENQAATLEE
TAAALDEMTTSVRSAAESAAQVERVVKEARTDAEHSGAVVKQAVNAMSEIKRSSGGIVQIIGVIDDIAFQTNLLALNAGV
EAARAGEAGRGFAVVASEVRALAQRSAEAAKEIKDIIDASSAHVDGGVDLVHRTGEALTGIVDRVGQISSLVSEIALGSQ
EQSIGLNEINLGVTQLDQVTQQNAAMVEEATAAAATLRQQTEQLEQMIARFTLRNGLGDRDNVIAFGVGRASHIIDKMWR
EFQATGS
>TDX24733.1 chemoreceptor zinc-binding protein [Rhodovulum visakhapatnamense]
MDKERAMLSEISNAQHKHLSWKGHLMGAISNGQSDITPEKAACDKSCDFGRWFNGDAVGPEVRATEAWKTIDAIHASFHA
NAGRVLTLATTGRSEEAKTLLAGEFGERADHMLKALSLWKLELKAKSGE
>TDX24734.1 hypothetical protein EV657_12254 [Rhodovulum visakhapatnamense]
MDLADAGGGTLSVVLIGHPRLQNDLKRATMEEIGHRTTRIETEGLGTDTAPFIDWVLKQCLADGTKVDDVIAPEARAFLA
EKLNTPLQIAEHLNRAFADTFRMGAGQVTAEIVRDTISAGFDDLDARLARIGYSPKALAEQFDLSQAETRRFLKGKLDTD
RTSEISDLMRQAGLPI
>TDX24735.1 transposase [Rhodovulum visakhapatnamense]
MRKIAEALRLKAAGLSTRKIAVSLNVGQSTVSEYLKRAQMAGMSWPLPDGIDEAALERRLFHPFGEATRRGLAQPDWPAV
HVQMRQRGVTLSLVWEEYRAAHPDDGYGYSRFCELYRRWEGRLSPTMRQHHVAGERVFVDYAGDTLEIVDGETGEVRAAQ
ILVGVLGTSNYTFVEASWTQSLPDWIGAHVRMLAFFGGVPDQIASDNLKAGVTKACFHEPQINRTYAEMAAHYGTAILPA
RPYKPRDKAKVEVGVLLVQRWIIARLRKRRFFSLSELNAAIRDLLPGLNGKVTRHLGASRQALFDQLDKPALKPLPDSPY
DYADWLERRAGLDYHVEVEKHYYSVPHTLLKKTLWVRIAARTVEIFHEGQRVASHVRTSGNRKHTTVAAHMPASHRRYAG
MTPAEISRRAEQIGPNTAALVELILRTKPHPEQGYRACLGIVSLAKPHGRDALEAACLRAHEIGGQSYSSVKSILQNNLH
RQRPETPAEGPVITHPNIRGSGYFQ
>TDX24736.1 DNA replication protein DnaC [Rhodovulum visakhapatnamense]
MLDHPTLDRLRALKLDGMAEAFIELQKQDGAADLSHAEWLGLLIDREAANRANKRYQSRMRAAKLRQAGAAIEDVDFRTP
RKLDRDLFRQLAEGDWIAQRQNLIVTGPCGVGKTWLSCALGQKAARDGRSVLYHRLPRLFADLELAHGDGRFPRLFRQLV
RTDLLILDDWGPDRLTAQNRRDLMEIVEDRYKNGSIVITSQLPVEAWDEGVGEPTFADAILDRLVHNAHRLPLDGPSMRK
NET
>TDX24737.1 TrkA family protein [Rhodovulum visakhapatnamense]
MPSDSTLVFYLMGLAAIMMASNRVRYDLIALFVLVTLALSGILSPAEAVAGFGATIIIMVAGLFVVGEMLERTGVARTVG
DQILRYGRGREVRLMVPLCVGAAVLGSVMSSTAVVAIFIPIVLRIARDSGINAARLLLPMAFGALISGMLTLIGTPGNLA
VSDALRDATGQPLGFFSFSIIGVTILALTVLFFVFVGRHMLGPLTANGADQPRRSDRSLAEMFRIHGLDRAEVMRIEKSF
AGSAARDLTVAAPRILSRWRRGPRGTPHVTLFSIGMELQRDDLVVVTGSEADLARFAQTPGVAPAGSFYDDMNRWIDTLG
VMEVMIHPEAGIRGSTLADLAFRESYGLEVLDILRDARPVSDLQTTPLRGSDRLLVAGPWSKLDGINAATRDFVILEEPA
ERARSVPNSSKLWIALIILFGMIAVSIGGLSITIAVILAAIAAVMSGTISTSQAYRSIRLDTLVVIAGMLPLSTALDKTG
GADMIVTALLQMAGDDSPRAVMMALFFLTMSLSWILSNTATLVLVGPIAVNAALSMGVSPVPMAIAVLIAGSAGFASPVS
SPVVTLVVSPGSYRFADFLKVGVPLTLGIATIAYFIIPVVFPF
>TDX24738.1 hypothetical protein EV657_12258 [Rhodovulum visakhapatnamense]
MKQGHDLGGIIDFAHRDEAWAERLAGVVDEHFLPALEEFDLDFEDLADILGDQAPWTLWGCAFEDFLSRRWHPDGQNIAE
TYLKRRGWTEKVLNRAYIEGLRDAHVSLHEVTEVVPGTSMVLRDLLTGADPVTVREKSATRSLKQWDRVAVRVVPVRDHH
LVSGGLLPFSADAVELLFDGLQDALRLRKTETPRLSVEQLRSAAPLFSSAWLFTHLPRLLDPQMPHLTNTDGEDLEFHEL
RFPFKAGVVQAQVGAALDGLADLSPDGPKAWNWLAPAKGVAKGKGLALGTFSDGGNVHGALHLKGKALILEVNSAERERG
AALITAALGDLLRPPLTTIQTVDQAMRDHDARGGPLEEPDEIPPKITRQIMQAHFDRHYRDTLDQPIPALGDKTPRQAVR
STAGRKKVVEWLKYIENRSAKAEGTPMAGYDFRWMWEELGVLDERR
>TDX24739.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MVFGIFRKMFGGGKAAGRDKDLPAVREAAGSGDDGAGGERRSRFENLERETRGRLEAQSHEMPGQAYFSQLQALQEEGAA
FLPYAREILAQSEAARAALGLNAERPTGTLRFAAPSSFAQLHIMRLLPAFHAEYPDITLDLRLSDTRMDLIEGSFDLALR
SAPLQDISLRGRKLGDDTRVLCAAPEYLARRGTPKEPQDLDGHDLLSWRSAAPRDLVAGSRRFTLDPARMTCRTILDDGT
AQRIATLSGGGLSINSLWSIAHEIQAGRLVHVLQDWRLDDASVLWLIYPRSNVLTPKVRVFMDFLLARLTPAPWQL
>TDX24740.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MRLQIGLTAVAIFLAAGGYILWTQSQDDVLPVDIAYGNGQIEAVQVDISSMVAGRIETVSVREGDMVTPGQVVSTVDAKI
IEAQLAQAKAQIAAAEAERAAAQAQIGQMEALLALAQEEEERSRALVARGTSPQSNLDTLSTNVAVAEANLEAARAALLA
HERAVDAARAAADQIAANLEDTELTAPTVGRILYRLVEPGEIISAGARVMTMVDLSEVYLEFYLPATQAHRLAIGDEARI
KLDVVDAVVPAIVTFVSPVSQFTPRTVETADERQNLVFRVRARVPQELVEAYIDYVRTGIRGVAYVRLAPEPGQAPSDWP
AELQLADLSNLPLPLN
>TDX24741.1 ribosome-dependent ATPase [Rhodovulum visakhapatnamense]
MSGQPIVIAQGLTQSYGETLALSDVSLQVPTGRMVGLLGPDGVGKSTLLDLIAGARVMQQGQLQVLGGDMRDARHRRLAG
PRIAYMPQGLGKNLYHALSVAENLAFFGTLFGLDRAARQARADRLTRATGLHPFMDRPAGKLSGGMKQKLGLCCSLLHDP
DLLILDEPTTGVDPLSRRQFWDLIDTIRADRPGMSVLVSTAYMDEAERFDWLVAMDAGRVLATGSPGELKASTGAPDIER
AFVQLLPEDKRGDGTTLQIPPLRDDGAAPAIAARGLTKRFGDFTAVSDVSFDIRPGEIFGFLGSNGCGKTTTMKMLTGLL
PITEGEADLFGKPVDASDLSARKRVGFMSQAFSLYGELTVRQNLDLHARLFELPSDHAAARIDTLSARFDLGPYMAARAG
TLPLGLRQRLSLAVAVLHDPEVLILDEPTSGVDPVARDEFWDLLVELSRGDGVTIFISTHFMNEAMRCDRISLMHAGQVM
VVGTPDEIAANSPSGTLEEAFVQQIEGAIAAGNTGTAPDLAPPPSPAAPHADAPVRPARFSITRLSAIALREWRELMRDP
IRLAFAFFGSVFLTIVIALGISMDIEDITIAALDQDQTPASRQYLQAFYSSNTFLEQPEILTRDEMITRMSAGDLTVAIE
IPPGFGRDLQQDHEVSVSTWLDGANTTRAGTIEAYVEAAHYAALEDAYRRAGYDPDELATFNIENRYRYNPAFESIRAIG
PAVPAILLMMFPAILMALSVAREKEIGTITNFYVTPTSRVEFLVGKQLPYVAITLVNGVTLLLVVSLGLGVAFEGSLAAL
VVGSLLYGGAVTSYGLLISSATRTQVAAIFAAAILSMMPTVQFSGMIQPISTLDGIGRLIGEVWPASYFMHLSVGAYTKG
LSFVQLLPDMLALAAFIPVFLIPALLLLRKQER
>TDX24742.1 ABC-2 type transport system permease protein [Rhodovulum visakhapatnamense]
MGALKHIFWLGTKELRAVLSDTMMVGLILFTFTGMVYMQATALPENVNHASIAIVDEDNSSLSRQIANAFYPPYFQPPEQ
IEAGMVDAALDAGAYLFVISIPNGFEADLRRGHQPEIQLDIDATAVMQAGLGDAYIQNIVNDEVTRYLSRADAETDLAIG
NEIHRAFNPNGTMSWFNALTGILDFLNIIIIMLTGAALVREREHGTIEHLMVMPLHAVEIALAKIWANGLIVLVAFGLSM
SVVVEGWLNVPVAGSRWVLMLGATLYLFAASAIGILLGTVARSMAQFALLVLLVVIPMMLLSGGISPVESQPEILQPFTA
LLPSRHYMSFSQAVVFRGAGLDVVWPDLLRIAGMGVVFLLCSLLVFRRSLSAAS
>TDX24743.1 hypothetical protein EV657_12263 [Rhodovulum visakhapatnamense]
MSQLEAASDLPDAAWMAGMMRLKQEAFAQARGHLQSALAAGDRLGALFAKYDLSPQSTLPIAKGIFAHISPTERGTRLAL
VELCEARGDAEGAAQHLERLMVIAPEDPIVLLSFVQIALDTPHDHDLLDRVIALTAATQNDTPIDTGILLYRARALAARG
LPDAAIDVLTRAGRRRKDRPDRLFHQIRHDRAELYARVGRKAQARREFEKLYAEAPEFDGLAERLGLR
>TDX24744.1 hypothetical protein EV657_12264 [Rhodovulum visakhapatnamense]
MSCACNIPLALLITVLVVSGPAYACIPPERPFLPASREDMRTYADLIRGDFEAYIADVQEYFRCIDEERARAFVEAREVS
EDYGRFIEAVE
>TDX24745.1 hypothetical protein EV657_12265 [Rhodovulum visakhapatnamense]
MIEEAPNVVTEDGLRGLLAQGYLIEVVCKEGAEKRHNSWYGAWVIRAVAPDGGDDKMLVTSRSVLKLRDFKTIVGLVSFL
ADMGCTTASIPLVEGARERHAAPGRTPEPRTGPVLVKDN
>TDX24746.1 transglycosylase-like protein with SLT domain [Rhodovulum visakhapatnamense]
MALADGFIFQVSPDGRLIDTAESTSTLRSFTGEDDAQTGPLPDRLFLFAAPQSHGDDDPLSDVTAAAAIAPRAIRAAPEI
LHAIETTALRYGSHDALRQAGLSVTDWALFYRANIEVESAYNPGARSPVGAIGLGQLMPDTARDLGVDPHDIAQNLDGSA
RYLLMMLEQFGDPALALAAYNAGPHAVTRHGGIPPFRETQGHVARVTAVFQRLRGDLS
>TDX24747.1 type IV secretion system protein VirB2 [Rhodovulum visakhapatnamense]
MTSKSSLVALGAMALIVLAGPALAQSIDLSPVQTLLQGIVDAITGPLGIVIGTLALIGVFLSWLFGILDFRQALWVVVAI
AGIAAAPTIVAAIWTT
>TDX24748.1 type IV secretion system protein VirB3 [Rhodovulum visakhapatnamense]
MADQSRVFIGLLRPPKLMGLPIMYAMVWLFGSTLLFLWVQSWVVAVFAGLAWPALWKAADWDPNFLDVLVITLQETPPTA
NRKLHGGDSYAP
>TDX24749.1 type IV secretion system protein VirB4 [Rhodovulum visakhapatnamense]
MPRDGIADDVADALDPLTALPAWVKGEKRLSTMLPYVSLVTDRTIRTRGNELMQCIRLEGVNSTTSEDAHLDRIGGLLAG
IVAQVGTEFSFYLHKVSKAVDVTLPPIPGEGFVAAVDQRWRTHLGQSGLRDKTLTLTVLKRPEAGSRLPFGLGTSRARHS
ADTTRRLRKLDEVVGFLLSSFDELKPRLLAASNGELLGFLGSLNTGEEHPLFPRSRLGVIAEDVANTRVTFRGTTIALSD
GAVGDKLGAIFAVKNYPAKTDSLMLDELNLPVDMVVTHSFVPINANIMAGRIKRQLRLMQAANDGAVSLAQELELAQDDL
ESKRLIFGEHHMTVAVYARSQAALDDIAAEIRNISATSGINLISEAFGARAHFMAQHPGNTGARSRKAAITNHNFADLAT
FHRTPLGKAGHEVPWGVPITLFPTPERSGFRFNFHEQGAPDREPTGGHTLILGRPGSGKSVLAAFLMTMARRAGARVFVF
DYRAGMEMAVRALGGSYSTVRAGRPTGLNPLQTEIDARGQAWLADWLASLLERRDRPLTPVQTNRLQEVVRQNASAGNAG
LRNWSDFASLLVSTDDEGDLFERMQEWTAEGRYGWIFGANAEDSFSIDGDVAGFDLTGILDSESERERMAVLSYLFRRVE
RVIEDRKPTIIVIDEAWKALDNAYFAERLSNWLVTARKQNAVVVMMTQYASQLERTRTGKTIVEAVPTQVLLPNIRASAA
DYAMLGLSEKELDVLLGVGSASRLALVRDDRGSVVIDADLSALGPLVTILGGMEKGEALVGSDYRDRPDFWRVT
>TDX24750.1 hypothetical protein EV657_12270 [Rhodovulum visakhapatnamense]
MTRTIIRSAVLLGLGLTLTACAQHNPAQANCFNFRDTPARGATATTTISTMGAAVTRRDTACDFVMLGASG
>TDX24751.1 transglycosylase-like protein with SLT domain [Rhodovulum visakhapatnamense]
MRNWLSLSMVSLALAGPTAGPAAAQGVPTFDLRLFAERQAILEQTDRDVALQQDRLSREEELAEIERQQLASLEGLMDAM
SLGSGDVAGTVAGLEAGQGVVDEIESAAASLYAPEDNNPAAARMFGDAREGVEELIIRAARHTHSLPGVSRAGLSLVQWR
CLLQALIWQESRFQIGARSPVGAFGLTQIMPGTAGDLGIYPAYYDDPYLQVTGGARYLAQMLNMFDGNIIHALAAYNAGP
GNVQDYGGVPPFAETQHYVVVIPQQYNSYLAAVGGIDALGTIDPVLLANASFSLSAHGAGVYGDYSLVSVRAAALRVQDI
ITRIGETEDLHEAIALNTYARAELARLVAIRTRIKAAHTQPLSEEQLAMAAAQAAERQFMDFTQETLR
>TDX24752.1 type IV secretion system protein VirB5 [Rhodovulum visakhapatnamense]
MRRPLRISLTTTAATLALGLALAGPVAAQGVPTVDTQNIAQEIRQLQQMLQDFGIQTDLLDNALEQLETLQGQLDQLNEM
YASLTGPRSILGLAMGGDLDNLLQANFEDIPGLIRGIQAGDWSSLIGPNAGPLRTQMEQALASAGFDEDSLREIATSGNP
GAEGVATRATTGAVMSAAAQNSHAEAAQSLERVEQLVSLIPDMQDLKASMDHNTRVTAELAIAMTRMWELEAIQTLGAGN
AGVVDAATVAEERRYMDFTLPSLAP
>TDX24753.1 type IV secretion system protein VirB8 [Rhodovulum visakhapatnamense]
MSKAPDMTAGMSTRELVEEELIHGALRREQLWRMIGLGGAGFGVFGCLAAAAVALMVETPPPVVVPYDPATGLALPNATV
ETVSLAERPAIIEAQIYRYILDREAYNQLDNDLRVRRVLAQSSGAAEASMRAMWTSGQESYPPTRYGPAAEMAVEIASIT
LIGDNRAQVRLRKRLTSPQGAQDGSFTATLMFAFQPERTRSIDDVWQNPFGFTVTQYAIRSDRSE
>TDX24754.1 type IV secretion system protein VirB9 [Rhodovulum visakhapatnamense]
MTSVPVLTSVHALLVAGALALSAPAAFAETTPRPGPHDNRVRIATWTEGQVYRIVTTLTRVTTVEFGEGETIRSIIAGDT
VGFQFDGVPGGRAFAIKPAASGVATNITVYTNRRSYYFHVVEARETPHYVVQFRYPESRVQPARAVAAEAPNANYAVSAR
EEFTPTAIWDDGTFTYFRFARNAPVPAIFRYANGGERAVNSTALEDGVIRVSGVNRQWVLRLGEDEVCVQDMGGPTS
>TDX24755.1 type IV secretion system protein VirB10 [Rhodovulum visakhapatnamense]
MSQDTEDLSARLAALEATGDKKRGAARPSPLAAILGVAGIVAVGGLAWAALQPSPEAPLPTAAPEEFQTAGSGFGDLSPM
PVAEPAPPPAETGPSASELALMESLATLRAELEDLRARPVEASDSGAEQAIADLTAQIAALQEASTEAQRALERQLTERD
RELDQLRMDLEVARLTPPAPTDLGPNEEELRLAELERRRIAEAEARAERIASPMIAFSGMGAGTDRENSLEAARLNEDEA
FVRAGARPAAVTRAEVIVNPGNTVVQGTMIQAVTETALDSTLPGAIRAIVSEDVHSFDGARVLIPRGARLVGRYRSDVAL
AQSRVMVAWDRIILPDNQTVEISAFGGDELGRTGTTGFVDTRFAQRFGSAALISLIGALPAAAAGQIEDEAAADIASDVG
TDLRDSTQSVMQDYLAIRPVIHVDQGTRITVMVDRDLEILF
>TDX24826.1 hypothetical protein EV657_1211, partial [Rhodovulum visakhapatnamense]
METSLARDLMSDEEWAFFEGFILAVRAP
>TDX24827.1 putative ABC transport system permease protein [Rhodovulum visakhapatnamense]
MSLPVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIESGLTREGAVLLGGDAEMTLTYRFASDEERAWMEG
VSDALSEVVDFRSMVAVVRDGETERGLTQVKAVDDAYPLYGAVALDPPLPLDQAIAGNGAVMERVLADRLGLKPGDSFRL
GTADYTLSAVLAREPDGAGDGFGLGPRLILRTAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALEREAGTRFADRGMRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRSYIDGKTEVIATLKTLGAEGCTILAAYLMQIGVLAGLGIG
LGLVLGAVLPLAAGPLIEPRLPVPADFTVHARPLAEAAVYGVLTALLFTLWPLARTEEVRAAALFRDASGRVRAWPRPRY
VAATTGLALLLIGVAAAFSGVPKLALWAAAGILGALGLLVLAAAALRLIARRAARARALRGRTALRLAMGAVGGPGGETQ
SVVLSLGLGLSILAAIGQIDWNLRSAIQQDLPDRAPSYFVVDIQPGQLDGFLQRLNRDPGVSRVETAPMMRGVITRINGR
PAREVAGDHWVVTGDRGVTYAAEPPENTVVTDGLWWPSDYDGPPQISFAREEAEEIGLKLGDEITVNILGRDITATVTSF
REVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYADPSAEAAILRDLASAYPNITAIRVKDAIDRVAEVLAGLAAAIAYGA
SATLVTGVIVLIGAAAAGQRTRIFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGAVAILAGGIAGWAVMRFVMEGSYRF
EPVSALAIVLGGALATLIAGLVFAWRPLAARPARVLRARE
>TDX24828.1 putative ABC transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MADPILSLSDVTLTLDGNAGPVEILHGISLDVTPGETLGLVGPSGSGKSSLLMLMGGLERATSGRVLALDRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERAADELRTVGLGARMDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGANGAAIMDLLFGLRDRHGATLVLVTHAPDLAARCDRVIELADGRIAGQTARRAAE
>TDX24829.1 acyl-CoA thioesterase-1 [Rhodovulum visakhapatnamense]
MLAGTAATAQPVTIAALGDSLTQGYGLPQEEGFVPQLEAWLNAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVGGLIV
ALGGNDLLRGIDPAASRANLDAILTRADAAHVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLTDLP
DRGAAMARYMQADGIHPSAEGVARVVEAMGPSVLELVARAKVAAGG
>TDX24830.1 FAD/FMN-containing dehydrogenase [Rhodovulum visakhapatnamense]
MDPIPHLTELLGPAHVLTGDDTRRYAHDWTGKYDSAPRAVLRPADRDQLAAIVTFASQHRIPVVPVAGNTGLSGGAYAEG
ALMVSVERLNRIREINPRARTATVEAGVILSQLHDAAAAQDMVFPLTFGARGSARIGGVLSTNAGGSNVLRYGTTRALCL
GLEAVLPDGRVMDVMSPLYKDNTGLDLKDLMIGAEGTLGIITAAVVRLFPRPRAYATAMAAVESLPAALDLLNRLQETTG
GAVEAFEYMPGNFMRHLFRCRPELRPPFAEPHEINIMVEIGATAPRDATPGPDGRLPVVAILEEALAEAMERGEVLDAVV
AQNEAQRAEIWQRRELSAEICFSRQPVIDNDVALPLDLVGTFLDRMEARLQEIDPGAETVNVGHLGDGNLHYTVWPATDR
PEMKEIIREAVEDEVAALRGSFSAEHGIGLSKLSTMTRRKDPVALDVMRRIKAAIDPQNIMNPGKLIPPGQD
>TDX24831.1 hydroxymethylbilane synthase [Rhodovulum visakhapatnamense]
MAITLPSPASPLKIGTRGSPLALAQAHETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLG
GQIDIAVHSTKDMAVAQPEGLVLDTFLPRENYRDAFISKSVKGLKDLAEGAVVGTSSLRRRAQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGLEEVAQSTIEPEEMLPAVAQGAIGIERRVDDAQAAHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRATIEDAAEMGFALGKKLREQAGEGFFDWE
>TDX24832.1 uroporphyrinogen decarboxylase [Rhodovulum visakhapatnamense]
MDVPPVWLMRQAGRYLPEYRATRAEAGDFLSLCYNSELAAEVTLQPIRRYGFDAAILFADILLLPQALGAELWFETGEGP
RMSTITDAQGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTKDQAPAHALRTEDEAT
FAALIDLLTDATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYAMEPAKRIIAEMKARHPGLPCIAFPREAGDKYVGF
AKATGADCVALDNSVSAEWAVENVQKDGCVQGNMDPKLMVTGGQALIDETRRIKEAFSKGPHIFNLGHGITPDADPENVT
VMLEALRA
>TDX24833.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MAQPSELFAASGFRVRVVDALIVLLRERGTARFTLGEVAEAAGVPESRVRAAFPDRDALVSELRRVCYDRLAARLTARYF
DPDGHPPTRLREGGRAHLEFARTNPALYRLLYCDPGDGGIAHIIDVIVPPDSLEALTEGVRRCRAYRGRSTGKARELAFL
LWTTIHGVAVLALDADGPNRSGGKWDQAAQTLDLLIDLICASGDD
>TDX24834.1 coproporphyrinogen oxidase [Rhodovulum visakhapatnamense]
MTEMFDDRKAQASAWFRRLRDEIVAAFEALEEAPPPAPVAELPPGRFNVTETRRQSEDGSDAGGGLMSVMRGGRIFEKVG
VNVSTVYGTLNPRAQAAMAARKGLEGMKDDPRFWASGLSLVAHMRNPHTPAVHLNTRMFWTPQDWWFGGGTDLNPCLPHD
EDTADFHAVLKAHCDRHDLSHYPRFKAWADEYFYVPHRGRVRGVGGIFFDDLNSGDWPADFAFTQDVGRAFLPAFLPLVE
RRAGTPWTERDREAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>TDX24835.1 hypothetical protein EV657_12110 [Rhodovulum visakhapatnamense]
MRKLALLMLLPLAACATPRQSCERAALYDLRVLDTLIRESEQTIARGYGYRREPYERTRFDFCYGSRFGRSPAMGFTFCD
YPDVGIREVPVTVDLAAERRNLAELKAKRTEAARRAARALSACEARYPGDEKG
>TDX24836.1 7-alpha-hydroxysteroid dehydrogenase [Rhodovulum visakhapatnamense]
MSFSIQGKTAIVTGAANGLGLAIARHFSDRGANVMFADRDEPRLVDECGKNPETESTVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAEEAGQTEGQAGAIVNISSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRNEIRAHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVAAPAH
>TDX24837.1 16S rRNA m(2)G 1207 methyltransferase [Rhodovulum visakhapatnamense]
MTVSRLTLALQGGAVSLPPEGRIAVFDAPAAADLSALPKERVQIVQGFAPDHAAWATRGWDVAVAPSGAFSAALVLLPRA
KAAAQARLAEALGLTGGGPVLVDGAKTDGVDSLLKALRQGGAEVSAPFAKAHGKTFSVRADPADFEAWRPGAGEMVAGRY
RTLPGVFSADGVDRGSALLVGALQTPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVPDPRARFH
WADAIAFTAERGFDTVLTNPPFHVSRAADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLTALFAETHEIGGDAGF
KILLARRPSRRPR
>TDX24838.1 ATP-dependent Clp protease adaptor protein ClpS [Rhodovulum visakhapatnamense]
MTNDLRMMADKSGDPEGETGVITKTKPKTQRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAHAFEIMLVVHKKGVAVV
GVFSFEVAETKVAQVMDFARRHQHPLQCTMEKE
>TDX24839.1 putative hydrolase of the HAD superfamily [Rhodovulum visakhapatnamense]
MAGQLTTIGFDADDTLWQNERFFRLTQARFAELLADFAPPEALMDRLLEAERRNVGHYGFGIKGFVLSMIETAIEVTDER
VPAAVIRDLLAAGQEMLRHPIELMPEAREAILALAGTYRILLITKGDLLDQERKLAQSGLGELFDGVEIVSDKTAPRYGA
IFARHGDGAERAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRAHARFAELQHLGELPDLIARLG
>TDX24840.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum visakhapatnamense]
MKRQVPVRRASLCVRHALLFAILAFGISIAATGLRAAPSASFVVDARTGEVLHAENADTRLHPASLTKMMTLYLAFEAIE
HGEISPETVVTISAHAASEPPSKLGLRAGQKIRFKYLIRAAAIKSANDAATAIGEALEGSEAAFARRMNRTARAMGMNRT
TFRNANGLTEEGHLSTARDLTILARHVVYDYPGYYNIFSRVTDDAGGRQVYSTNRRFLGSYSGADGIKTGYTNAAGYNLV
GSAIRGQERIIATVLGGRSTAARNAEVAKLLDLGFRKAPSRVALRSPQKPPYLTGAARLAAVPPVEAAPSASAPAVMARS
MRPRARPGAAAPTEALIAALAADVSTSVSAAKAELTVPAPAAASAPEAEVASASGAAVLAVSIPPRARPAGLAPEAVAPV
TPAPVADPVAVAAAVPAASEPAATDLAAVAAAAAAAASAPPAAPDAVELALAEDEPQIVSRMSSSGGRYWGINVGNYNSR
YQAERVLLRTALQEMGILDNALRKVVQGRRGFEANFVGMTELEADQACRRLQSHGSTCSTFGQPPS
>TDX24841.1 fumarylpyruvate hydrolase [Rhodovulum visakhapatnamense]
MTAYALPLPPVPALPIAADTARFPVRRIFCVGRNYAEHAREMGADDREPPFFFTKPGDALVTDDADIAYPPATADLHHEA
ELVVALGRGGADIAAAAALDHVWGYAAGNDLTRRDLQAEAKAARRPWDMAKGFDASAICGALRPAARIGHPTRGRIACHV
DGVLRQEGDLGDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGAIACGQTCTVEIEGVGRVSTRVL
>TDX24842.1 succinyldiaminopimelate desuccinylase [Rhodovulum visakhapatnamense]
MTDPVALTAELIRCRSVTPTEGGALVLLAARLSAAGFDCRRVDRNGTSNLFARWGGRGHERTFGFNGHTDVVPAGDTAAW
TADPFGAEIREGQLWGRGATDMKSGVAAFVAAAIDFVTETPPDGAIVLTLTGDEEGDATDGTIALLDWMQTEGEHMAVCL
VGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHSAYPQRARNPIPALARLVQRLDAYSLDQGTRHFDPSTLAVTTFDTG
NPATNVIPGQCRATVNIRFNEAHSSESLADWMAAEAARVTEETGIEIAMEIKVSGESFVTPPGPLSALVADAVEAETGRR
PELSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETAQIDELKRIYTRILSGYFG
>TDX24843.1 RNAse R [Rhodovulum visakhapatnamense]
MTRIPSKTEILDWIAAHPGQTNKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRTYRDPEKLPPVTVLSILAPNAD
GDLFARPLEWHGEGAAPKVLFLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRIVP
IDKGADKEWTVAASLTHGAKDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGNREDLRALPLVTIDPADARDRDDAVLAIPDDDPANPGGHVLWVAIADVAHYVTPGSRLDREARRRGNSTYFPD
RVVPMLPDRLSGDLCSLHEGVPRACIAVRMTIDAEGRKIAHRFTRGLMQSAGAFAYEEVQSAEEGKPSDRIAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVRFRDRLDAHRLIEEFMVLANVAAAEELTRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGKDGLGPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSERVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRAVPRGA
VRGRGKPVRRKVVRAKAKSDKVKGKVKRTRR
>TDX24844.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]
MSRSLRPETRPDLRPAVAAALAEAVAADTIADEARGFPGWIAGFRGRALAQGIAPGVFDLAFEGVTFQADVIRRDRNQSE
FVKPIWDYLDSAVSETRVQNGRAALAQYGAVLTRIEARYGVDKEIVAAIWGMETSYGSYRGSAPIVDSLATLAYDGRRAA
FFETQLVDALKIIQAGDTDARHMTGSWAGAMGHTQFMPSSYLAHAVDFTGDGRRDIWSDDPTDALASTAAYLAHFGWTRG
QPWGVEVQLPRGFDHRLADRSVTHLPSDWARMGVRDMNGRAVRDYGRAAILLPAGARGTAFMIFDNFRVIERYNPADAYV
IGVGHLADRLKGGGPILGGWPRDDQVLASAERKELQERLTRAGYDTKGVDGRIGPDTVSALRAYQSAVGLVPDGYASMAV
LRRLR
>TDX24845.1 hypothetical protein EV657_12120 [Rhodovulum visakhapatnamense]
MIRKAPSRAVRQTPSPAATRPVSALQDAADASPATRALRTLQTKAQGAAQSGTTAPLQLKSRQTVSGEFLNGGYAANMTI
GFFGHHIALNGHDNLAAVRTHAARNPPPQTNTVIMDAHALKTGLAAGAWADLGNAWRVTTAGNVTLQDTTKAPGPFNGSF
PGNAALLPPATTGADADRFTVANGVVTAVTDATQQEVANAVAQIGAYPPGTKKDRRRDYRKRLVEAINAARTAAAEAGQA
AWVTGNFSQIGATPVANNPAVTTLAQINAIAKRQAQVSVRVDKDSGNIFHYGA
>TDX24846.1 DNA polymerase III alpha subunit [Rhodovulum visakhapatnamense]
MFAELDATSNFTFLTGASHPEEYMARAAELGLAALAIADENTVAGIVRAHVAAREIARAADRGEAAPTALPRLIPATRLV
LTDGLDLTLLPRDRAAWGRLCRMLSTGRLRAAKGACQLGLDDLMDWGDGAEILLHPPQAQRLQGGAGAWRPQADRLTRRF
PGAVALAMAPAYDGDDAARFDRLAALAADLGLDPVATASPILHHGRRRRLADVLTAIRTGTRVDALGRAALANAECRLRS
EPEMLRLFRGHEAAVHRAGEIARRCGFSLDELRYEYPSECGDGETAARRLARLAEAGLAWRYPQGAPAKVRAMMDHELAL
IGKLGYEPYFLTVNDIVAFARARGILCQGRGSAANSVTCYALGITSVSPEIGTMVFERFVSEARDEPPDIDVDFEHERRE
EVIQHIYDRYGRHRAGLCATVIHYRGKRAIREVGRAMGLSEDTLAALSSQVWGWGSGRIAPERLAEIGLDPADPRLRRTL
ELIEEIQGFPRHLSQHVGGFVITEGRLDELVPLENATMEGRTVICWDKDDIDALGILKVDVLALGMLTCLRKAFDLIDGH
HGRRFDLATLPAEDPATYDMLCKADSLGVFQVESRAQMNFLPRMRPRSFYDLVIQVAIIRPGPIQGDMVHPYLRRRNREE
EVRFPSDALGQVLGKTLGVPLFQEQAMQIAIIGANFSPEEADRLRRSLATFKKHGSVSEFRDRFLAGMAANGYEAEFAER
CFSQIEGFGSYGFPESHAASFALLVYASAWIKRHHPAVFACALLNSQPMGFYAPAQIVRDARAHGVELRPVCVNASRWDN
ALEPDGRGGLALRLGFRQVRGLPEDDAAWIAAARGNGYASVEDLWRRAGLGPGLLTVLAEADAFAALGLSRREALWAARA
LGGPERIASPLPLFARDLDGEGRAEPTVALPAMTEGEEVVEDYLALHLTLRAHPVAFLRKRLTPDFPVARIPPD
>TDX24847.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MEFRTLRVFVEVVRAGGFSAASGRVHATQSTISKAVRQLEDEIGVPLLNRGPAGVTLTAAGRIVFQRGQALLADRETLMT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDITLVEHGSDRLEELLRASEIDLAASLLPVSDEFDWRPVH
RDPLVALMAPDAPLAQSAGPVTLADLRAMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPSTDWVMATLWRRGAYLPQAARAWLEIAASRPD
>TDX24848.1 holin-like protein [Rhodovulum visakhapatnamense]
MTAHTLFRRLRIALRRSRLVQVGLLVGFWLAGEGAVRLTGLPLPGGLVGMAAALGLLGSGLIRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWGIGADGQPSALD
>TDX24849.1 putative murein hydrolase (TIGR00659 family) [Rhodovulum visakhapatnamense]
MDSLLHWIDQLAPVAGWTALTVGFYLLAKRVYRRWPRWWLMPLAVAPALLMIAVLALHESYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRALIRRTWPVLLVGMVAGSATAVAVSWGLASLFGLDQSLRLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDVVLAWLPVRSALARGAFLGVAAHGAGTARAHRIGRVEGAVAGLVMVLVGLLNVCLAPLLVSAARLAAG
>TDX24850.1 glycerol-3-phosphate dehydrogenase (NAD(P)+) [Rhodovulum visakhapatnamense]
MKDIAAADRQSSPFGTVAVLGAGSWGTALARVLSRNGRAVRLWARRQALAQEIAATGQNSQYLPGIELGETLRATASLAE
ALEGAEAVLMVTPSATLREMCRAAAPHMPPGIPIALCAKGIELGSGLLLSEVAAEELPGHPIGAISGPTFARETALGHPT
AATVAFPFTYADRLAPHASAAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARTDCFGGRPVVVEGEVNARSVVDLARRIGVPM
PICETVNAVLHEGADLESSFSALWTRPIEAEPRALMLSLDHPAPTVPLPFGVSS
>TDX24851.1 HAD superfamily hydrolase (TIGR01484 family) [Rhodovulum visakhapatnamense]
MNLATAPHPPLSDRRFVLATDLDGTFLGGTEAERQRLYDWIEANRASVGLIFVTGRDPEFIMEMCAENGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPGLEEDISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDPETYDPSAEAKVEAMGLDWL
ISADCYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTLPKGA
>TDX24852.1 glucosylglycerol-phosphate synthase [Rhodovulum visakhapatnamense]
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFEKGAWIAWKQAEDPASPDFERVIEVDDAFGKYTVS
RLPLTADQVKSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWAFAEAAAAEAAEGAVVWVHDYNLWLVPGYLRTL
RPDVKISFFHHTPFPAADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTARQKVEPEFAAEVTALS
ERSVPTELVYEDRRVAVQASPVGVDADYIDAVARREETARRAEEIRTEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLRGQVRLMHVSVPANRNMTVYENIQNELEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALDMPAAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGPTLGAAALPAA
>TDX24853.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum visakhapatnamense]
MRVALFGGSFDPVHDGHLAAAVLARQALDLDRVILIPANSTAARPGPKAQAVASAAHRLAMLRCLCEGRPWLEVSNVECR
PGASPFAVDTLAVFRETLPPGTEIVLLIGSDKLALLPRWRGIDEIRAGARIVALARPGHPLDAAPPWVGRLNGPLPDLSS
TQIRARLAAGAPLDGLCPPAVISYLMTEQPYARPGPAARFA
>TDX24854.1 uncharacterized protein EV657_12129 [Rhodovulum visakhapatnamense]
MPGPAPQPALPERLGAVLAGLPLRAVACSGGIDSLLLATLAHRQAPDATRVVHAVSPAVPAAATARVRAQASAEGWALDL
VDAGEFSDPDYLANPVDRCFFCKQRLYSTLRQVTAALDGPVAILSGTNADDLGEYRPGLRAAEALGVRHPYVEAGIGKAD
IRALARVLGLAFADLPASPCLASRLYTGLAVTPERLRAVERAEDRLRAETGLSVLRCRRRGDLMLIEVEAGEGARIGPGL
IARVAAEARAIDPGIRDLRLDPRPYAPGRAFRGAR
>TDX24855.1 hypothetical protein EV657_12130 [Rhodovulum visakhapatnamense]
MRVRLDHDRPRRIGQPEAILCEGKALADLDAILEALQGRPALLTRLAPERHAALAAPPEDYDPASRTAIVNGCLPARTGI
VRVVTAGTADLPVAIEALRTLRFGGLSPDLIADIGVAGLWRLEEQIETIRDSDAVIAVAGMDGALVSVIGGLVGVPVIGV
PTSVGYGAAEGGRTALNAMLASCAQGVLVCNIDNGFGAASAALRILAGRAR
>TDX24856.1 uncharacterized protein DUF111 [Rhodovulum visakhapatnamense]
MIRTPSGLSGDMLLAGLAVMAGEAADIGSVLAATGLPLPPDAVEIRPHALQGISGWQARVRLPHEHAHRRLGDILALIEA
SHLSAPAKTVAARAFTLLAEAEGAVHGRPPGEIAFHEVGALDSILDTCVAAELLARIAPDRLVCSPLPLCDGTVRCAHGP
LPTPAPAVQELLRGVPVRGLASTGETVTPTAIAFLRAAGFAFGYWPEMVIRQTARIYGGRVLPEVPNGALFALGDAGLAP
VEQRPKGLTEPGSEST
>TDX24857.1 uncharacterized protein EV657_12132 [Rhodovulum visakhapatnamense]
MPVTATTVPASAGESRKTPSAAPVYQTDYLMPVEVHVFARDGQHYAFDCRSYAIFKLDRGAALVLDRAARMSLPEIVEDL
AGELSEAEIRAHYLRFLEMLVAGELSCEPVPRPGRPPFKNLVLMLAGGCNMGCSYCFEKDVPIYQKPNVMTRERADEVLE
WFFRHQEGPKAHVQLYGGEPLLNWEVLTHVVERIDAWAAREGKDLSKYLITNGTLLNEERVGFLVDHGVTVQVSVDGDRR
THDRFRTFKNGRPTMPAILPNIKRLAEKGADFNLRAVLTRANKDPDAVTRGLSALGGERVSFEVVATDAREAQFDEADWE
EFLAHYDRYLGRAFETWTGLPDEMKGTILKILRQQRVVYGCGAGVSEVTVAPDGNIYECQRIYRDPYSSIAEDKGPTELD
SRFLTMVDDRPVCQDCWARYLCGGGCLHQSQTGHGSDDPLPQYCRMKHALVEAAIVRIDEIRSVAARAVEA
>TDX24858.1 putative aldo/keto reductase-like oxidoreductase [Rhodovulum visakhapatnamense]
MALALDRRPLGKTGIEVSAMGIGSSPFRHGAAADWAGLLAEAYDCGITYYDTARSYVNGEAVIAHLPPRVRDGLTIATKT
GARGGPHCLRDLQTSLRAMGRDHIDLWMTHMVETMREYELCTELGGFCDVAVAARTAGLVRATGASFHAPTEVILRAIEE
RAFDVVMFPFNVLGRETVFGAPISDYRDRLLPAARANGVGVVVMKVLAGGEMKHGAPRLGFLADPATGQDTLSGAIRYAL
MQPGIATAVLGMASRTELRRNLAAGIGVGPDPGACQRLEARVAAASPGECTRCAACLGVCPEGIEIPKVFRLLDQDRFFG
MTGIARFKYARMQPDASACARCGKCAEVCPEDFDIARLLHRAHARLTQATRPAGSRQTEEENTHG
>TDX24859.1 hypothetical protein EV657_12134 [Rhodovulum visakhapatnamense]
MADEVQGFKKVTAEQLPEEQKKKLRNALQQELAEAMIKVIRAEPPQVDLSEIEVILKPGQRIEEWDVLASCGTCGTCGTC
GTCGTCGTAALTDDIPINIARELGVLLPKPQVDLLRLHSDMEKMNSMILTLANRRQK
>TDX24860.1 peptidase S41-like protein [Rhodovulum visakhapatnamense]
MSYQRSDWLADLDFLEGAVALWWAGRARHAELDGTDPGAVFSALRAVEPAGDLWAGARALRGGLWALGDCHLRLAPSVMG
AETGWQSGLAFAPTPEGPALLWADPAISAYRAASVGDLLTAIDGVPAEKVLASLRLRPGSTPRQRHLFALQSLSHRDCLP
GEPPLPRCLTLTDARGHDLTLAPEWRTQDPAAPPPPAVRARRIGDRTGLITVRSFACRDRTGQISDAEMARQLDAALAGL
EGCDRLAIDLRGNGGGRDEQARMLATRLTGAPLVWMRHAHPAPYGGELGRFEDLILTPKATPQPSGLRLLIDAGTASTAE
ICAAALAALPGAALVGSPSGGAVGDPVEFRLPRSLLGVFVPVARYARPGTDTPIEGAGLVPDIEAAPGAVDLREGRDPVL
DAALASFD
>TDX24861.1 hypothetical protein EV657_12136 [Rhodovulum visakhapatnamense]
MLPRASSLPLPLRPSRHLLPRLTLARRRTEAFRSLAARTIFEAMAYRGRDAARAELTRIALIFEPEDDADALAEARNRAC
HRDRGLFCVGPYGRMRLMVPDEGPAACTLPGGRTLTCQGVVATVANPDAFTCSPG
>TDX24862.1 DNA gyrase subunit B [Rhodovulum visakhapatnamense]
MAENARVAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHYARFEHGDTAEHL
RVVGPSDGRTGTEVRFLASTSTFSNLDYSFKTLENRLRELAFLNSGVRIVLEDERGAEPLRSELFYEGGVREFVRYLDRH
KTALVPDPIFMTGERDGIAVEVAMWWNDSYHETVLPFTNNIPQRDGGTHMAGFRGALTRSINNYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARNIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPKVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLQLGDGQHLIGNDLARVIEEARQVRRILQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTAEAVAR
RLDLIALEYERGWQGRPTQDKGMRFSRVVRGVEEVRVLDGAVLRSAEAARLGTFTAKLQEVYERPAKLVRKDRDQPIHAP
SELLQAILSEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADDIFTKLMGDVVEPRRDFIQQNALSV
ANLDF
>TDX24863.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MTASAADLTLYAGAVLILFLTPGPVWLALTARALSGGFAAAWPLAAGVMVGDALWPPLAIFGLGWAVSAFGGLLAILRLL
ASALFLTMGLMLILQAGRGIVADSRLTRPGRIAGFLAGMAAILGNPKAILFYMGVLPGFFDIDRLQGPDIAAIVAISVLV
PFLGNLTLALFIDRARRLLDEPRTLRRVNRIAGGMLIAVGLVIPFA
>TDX24864.1 hypothetical protein EV657_12139 [Rhodovulum visakhapatnamense]
MTPQRVTLITLGVDDLDRARAFYEALGWRPAEAEAGIVVFQLHGMALGLFGRAALAADQGRPEAELGTGAMTLAQNFPDR
AGVDLAWEAALSAGAQPLKSPREVFWGGYSGYFADPDGHVWELAHNPFWPLDAEGRLTVPPSPPAS
>TDX24865.1 DNA replication and repair protein RecF [Rhodovulum visakhapatnamense]
MPGGLRRGYFRQQEGQAVPGLSLTELTLSQFRSHERTRLALDGRPIAVFGANGAGKTNLLEAVSLMSPGRGLRRAGAEDL
ARAPGQLGWKVGAVLAGPVAVHEIETWAEPGGTRQVRLDGKAAAQVALARIARILWLVPSMDRLWIEGAEGRRRFLDRIA
LSFEPGHAEAALAYEKAMRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALARLDAAQAEAETAFPAAALALAG
PEGADPEDPESLAGALAAGRGRDMAAGRTLAGPHRADLEAVFTTKGVAARHCSTGEQKALLIALILANARALAQDFGAPP
LLLLDEVAAHLDAGRRAALFDEICALGAQAWMTGTGAELFSDLGGRAQYLEVAETGGTSRIERRDSP
>TDX24866.1 DNA polymerase III beta subunit [Rhodovulum visakhapatnamense]
MKFSIERGTLLKAVGQAQSVVERRNTIPILANVLIEAEGASVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVNAGKSHFNLATLPREDFPVMASSEYSSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGIY
MHVATGEDGQVLRCVATDGHRLARIDAALPAGAETMPGVIVPRKTVGELRKLLDDDDIDIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPMNNARRLEVDAAEFAQAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELAVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>TDX24867.1 chromosomal replication initiator protein DnaA [Rhodovulum visakhapatnamense]
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKILEHLTRSGVDVDRLEFAVAA
QKPAEPAPAAQPRRAAAAERRDEDDMPGAPLDARFTFDSFVTGKPNELAHAAARRVAEGGPVAFNPLFLYGGVGLGKTHL
MHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFNALVDQN
KQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIAGGVLEFLAHRITTNVRVL
EGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHYNMRLSDMVGPKRHRTIARPRQIAMYLSKQ
LTQRSLPEIGRRFGGRDHTTVMHAVKRIEELRGKDSQIEEDLELLRRMLEA
>TDX24868.1 SSU ribosomal protein S20P [Rhodovulum visakhapatnamense]
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQDAAAAALRQAQPELMRGVTKGVVHKNTAARKMSRLA
SRVKALNA
>TDX24869.1 short chain enoyl-CoA hydratase [Rhodovulum visakhapatnamense]
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELADAVSEANANEKVRCIVLTGSEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMLCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>TDX24870.1 DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum visakhapatnamense]
MRRGLVPVLEGRTILATHLNRPDLRWPLPERMAERLTGARVLRLGRRSKYLLAELSTGETLIVHLGMSGRILVSGVTLGH
FVHDHPAPQKHDHVVFEIEGGARITFNDPRRFGAMDLTATTALDCHRLLAGLGPEPLGNGFHELYLIGRLGGRQTPIKAA
LLDQRVVAGLGNIYVCEALHRAGILPLRQAGRIAAARLAILVPATRTVLAEAIEAGGSSLRDYRQADGELGYFQHNFRVY
GREGKPCPTPGCPGTIRRVVQSGRSTFYCPQCQR
>TDX24871.1 2-octaprenyl-6-methoxy-1,4-benzoquinone methylase /demethylmenaquinone methyltransferase [Rhodovulum visakhapatnamense]
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGIHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFAGMIRTAGFEQVSYRNLSMG
IAALHSGWKI
>TDX24872.1 2-octaprenylphenol hydroxylase [Rhodovulum visakhapatnamense]
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKVLGEKGDPALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETIAQELGQPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFAANTENDKGFTVPRVIWPLSSK
RVMTMSWCEGVPIGDNAALDAAGHDRRVIGERVLSMFLRHALRDGYFHADMHQGNMKVGANGDIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLSRTVRVLSRFGPRLPELAEAALIRQSQSEAAR
PPRPWLQPLLWMGAGAALTWIGAGLALLLLS
>TDX24873.1 flagellar basal-body rod modification protein FlgD [Rhodovulum visakhapatnamense]
MVDSVSSAASAATNSSSASTSGNSKTMISSDFETFLRMLTTQLENQDPLNPMESSDYALQIATFSGVEQQVQTNELLKAL
SANLGGGGLSQYGSWVGMEGQAAVPANYDGVTPVTVFPEIDKDASTAKLVVRDDTGAIVQSEPIPPDTKTILWSGGEDHE
AGLYDFIVESYAEDGSKLSEAQARIYAQIAEVRTNEGEISIVFDSGTIVKASEVSALRDPV
>TDX24874.1 flagellar hook-length control protein FliK [Rhodovulum visakhapatnamense]
MQVPFPFDTLGPSGPSRFDAPGSSRPSNTEGSDFRSVFDESTPPDRTEPPARAKARDKASEAPPRRDAPPPAPEDAASAK
TGPAETAKAPVTEAEGKEAPGSEAEAGTASDGPAASEGAAQLASLDLAPSVPPSLAVPSSAAATPDVAAAEPAARPTPVG
AVETARAATAETVLPSDPAGRTPTTAPAPGGTLTENATLPSATTLPKTAAETATAPAVPGTIVPDAKDPQAGDAASVDTA
AQAAIRATTKPQPTATDQGAPQSPAEGVQAQSASAADLHVESQKTELRTGKGTETASAPSPEPSQAKASATQQQTQATVD
PAAQTPRDTLQAAAAQASAASASGGRSEGRGEHRGRDSLRQEAAAPATGPQTASAPAALAQADGAAAPQLAGAGSDGSAV
ADGGRADPAAATEGGLSDRAGSDQARSSEAARSASASPQLADAPRTAMRQMAESLHRAADGSVHLTLSPEELGRVRLTLT
PSDHGITVSILADRGDTLDLMRRHGDMLASAMRDLGYGEVVLDFAGQQRSNQGQARGFAAAGLTPGEDGADTGPLATNST
SARTSGGGLDLRL
>TDX24875.1 rod binding protein [Rhodovulum visakhapatnamense]
MLPPTLPPTGATGATDREARLAQLRAAAEKLEAQFLSEMLESAGLGDLSGELSSGAFSGGIGESQFNSFLRDAQATEMAR
AGGIGLAESIFESLKERMDDLD
>TDX24876.1 FlgN protein [Rhodovulum visakhapatnamense]
MTSIDTIADLLEREYQALRDSDFTALRALTDEKEQLVARLQMPSEADRDALDRLRSKARRNDRLLAAVEKGLDSARASLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>TDX24877.1 flagellin [Rhodovulum visakhapatnamense]
MTSILTNASSMVALQTLRSINSNLNQTQAQISTGKAVASAKDNSAVWAISKVMESDVSGFSGIADSLATGQAMVGVARTA
TESITDLLRQVKDKVVAAQDPSADTAKLQNEADQLIGQVESIIGAAQFNGVNLIKSGAANETVLSSLDRSGNRVSASTIA
VDAIDLSTTAAAATGAVAAGSTNGTSFVAGGANVISGTITDSSTASVALSGLDVGDTVTVTIDNKNYSYSVTADDVNGSN
TASDLVAVKLADMINAAGVGKTFDAAGNVTNYGITGEYDSGTPGDLVFSNGKGDGSDMAVTVRVEGAGTGGLGALNGFSI
TGATAIADVETMINASIDAAAQFGAIESRLEIQSEFVKNLTDSLKTGIGALVDADMEEASARLQALQVQQQLGTQALSIA
NQGPQNLLSLFR
>TDX24878.1 flagellar protein FlaF [Rhodovulum visakhapatnamense]
MNALQMARTAYSAPNQNKTRSPRATEYAAFGRVTSLIKQAHDSGKLAFPALAAALHQNRKLWRILAADVADKDNGLPTDL
RARIFYLYEFTDHHTGEVLAGRATALPLIEINTAIMRGLAVRVEASS
>TDX24879.1 flagellar protein FlbT [Rhodovulum visakhapatnamense]
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYLAQLVLSGDSTPTEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQALKALRGLLPREERLLAGLRDQ
>TDX24880.1 uncharacterized protein DUF1217 [Rhodovulum visakhapatnamense]
MSFQPVLPLTGYAGWRFLERSMERQQDAFNKSPTTQKELDYFAKNIGKVTSADDLVSDYRLLKVALGAFGLQDEIGNKFF
IKKVLTEGVDAEGALANKLADKSYYKLAEAFRFVSSGAAAAAAKDDFANDLSLKIEGAGYLAVTTPSGEVAYTRNASLKR
NADGQIVTAEGYTVASSRDAKLLPGAGNGTDTGGKETAFSGITIPDFVETLTVNDKGEVYGHFEGGRQGLLLGRLILTSF
SDEDALAVLGADTTEEIKDQNATPADHETAYFVVTQESGDPISGRALEDGFGSFKRGEAVEAQETFDAASITAAFLTRSF
EVAVGEQNEDMRLALNIDRELVTLAADDMSEDAKWFSIMGSGPMRSVFDMAFGLPDSFAALDLDRQLDVYKAKAKAMFGD
ASVSQFSGDEMRDKLIKMYMIRSEASTGAGFSSGQIALRLLGG
>TDX24881.1 flagellum-specific ATP synthase [Rhodovulum visakhapatnamense]
MPQNPFSSLIARISALTPVRTVGRVVAAGSGTVTVAGLSDSAGLGDLVEIRHGRGPRRRGEVLALAEGTVTVLPDGTPEG
LSVGDRAILLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGPAPRPLRAAPPPATERRPLGGRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMAVIALVGERGREVGEFVSQILGPDGMARAVVVAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAAHEPAALRGYPPSTAQAIMALAERAGPGVAGSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAIDLLRSVSRSLPRAATGDENALIARARRMLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPALDAFLSEDAPGGVAESFARLAGILETAKPAPVKPGLRTIRG
>TDX24882.1 flagellar basal-body rod protein FlgB [Rhodovulum visakhapatnamense]
MFEKLEIFRMASGLAEHAGTRQTVIARNIANSDTPGYRAQDVADFAKTYRRSDTGALMRATRPGHLAGSETAYATQRADA
SDPEEPNGNSVSVEDQMLKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>TDX24883.1 flagellar basal-body rod protein FlgC [Rhodovulum visakhapatnamense]
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETQLTSDGPTGEVQTGRVKLDQSDLSMIHDPSHPLA
DAEGNYSGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>TDX24884.1 flagellar hook-basal body complex protein FliE [Rhodovulum visakhapatnamense]
MDMKSSAAALGYATARPATQPQHGEDSAENTFASAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAVTI
RDKVVEAYQEILRMPV
>TDX24885.1 flagellar biosynthetic protein FliQ [Rhodovulum visakhapatnamense]
MNELIFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWVSMAFMTETLIGFFTDR
IVPMIAGI
>TDX24886.1 flagellar basal-body rod protein FlgF [Rhodovulum visakhapatnamense]
MDSTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIADVDGPGGSLSMAEANVRVTDLGQAPLTQTGGTFD
FAIEGEGFFLLNTPQGQRLTRAGSFTPDAAGNLVSPDGYQLLDAGGTPVFAPPDATSFAVAADGTVSADGTPLTQIGIYL
PADPNAMTHVAGTLFDPGGAPQPVEDTSILQGYVEQSNVQPVTEITRMIEVQHAYELGQKFLDREDERVRDIIRTLGSSS
>TDX24887.1 flagellar basal-body rod protein FlgG [Rhodovulum visakhapatnamense]
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQATRPGTINANDGTVLPTGVQLGLGVRPASVSVV
LSQGSLSQTNGDLDLAVDGRGYLEVTLPSGQSAYTRDGALKRTGDGLIVTSDGYTVVPGITIPDDARSLSINSEGEVYAY
FDGEVAAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAPIAGTPGVDGFGTLRQGYLEDSSVDAVREITELIEAQRGY
ELNAKVITAADQMMSATTQVR
>TDX24888.1 flagella basal body P-ring formation protein FlgA [Rhodovulum visakhapatnamense]
MRTLALLAALAAGLPVPAGADILVATRSVRGQTILGPGDVAVIEGDVAGTLIAPEEAIGQEARVNLYAGRPIRVTDVGPP
AIIERNQIVTLRFRSGGLVIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASMKP
>TDX24889.1 flagellar L-ring protein precursor FlgH [Rhodovulum visakhapatnamense]
MRPLVIAFCATALLVPAACDRLKEVGRPPSFKPVEGSNAYYAMTDGETLPMQVERRSPLESSSLWSHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNSTSRSRSGATSMGIPQMLGIPQRINKALPDGVTMDNAVEADSSSSHSGDGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IVLPF
>TDX24890.1 flagellar basal body-associated protein FliL [Rhodovulum visakhapatnamense]
MGKLLPVIIAVVGLAVGGGAGFLLKPAPPPPAETDHAAAEGASEDGAHASAAEAHGDAASSTAGHGASGGGQGDDGAAGP
EYAKLNNQFVVPVIRSGKVAALVVMSISLEVPSGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRAL
LESSQSVLGRIVSDILITDLVRQDA
>TDX24891.1 hypothetical protein EV657_12166 [Rhodovulum visakhapatnamense]
MAERDDRPGRLMQIGSILKDAALGRLRVAAQDRRRIEAAIETLDDEARRAAADDDIAVRAVMDGSRMLRHQQRRTALNAQ
LARARAQEAVLMKEAARTFGRDEALRGLFDRTRRR
>TDX24892.1 flagellar biosynthetic protein FlhB [Rhodovulum visakhapatnamense]
MSDEDPGDKQFEPTQKKLDDARRKGEIARSVDINTAAVYAGFAITAFALGGASLIRMGELGAGMIGQADRLAPMLLGGHG
TAPTGGLMAGFGLAALPWLGIPAIAALAAILAQRSFVVAPDKLMPKLSRINPIETAKNKFGRSGLFEFTKSAVKLALYTV
LLALYLGKHLEEMLGTMYLSPAMAAAKLVRMSVEFLTVVVAIAAAIGAIDYLWQVAEHRRRHRMSLEELKEELKQSEGDP
HIKQQRRQRAVDIATNRMLRDVPDADVVIVNPTHYAVALKWDRKSRGAPVCVAKGVDEIAARIREVAAEAGVPMRRDPPT
ARALYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>TDX24893.1 flagellar biosynthetic protein FliR [Rhodovulum visakhapatnamense]
MTLELAPALEIWRPLAIAAFLVFLRVGAIMAMLPAFGERAVPTRVRLGLALAFTAVVAPAVAPRLIEAPPSLAVSFATET
VIGLALGLVLRMMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLTLAVMSGLHVRAAEAMILSYDLLPAG
RFPDAATLADWGTGSVAKGFALAATLAMPFVIASLIYNLALGVINKAMPQLMVAFVGAPAITAGGLIILLLALPPMLTFW
QDRLLTVFAAPFGAGG
>TDX24894.1 flagellar biosynthesis protein FlhA [Rhodovulum visakhapatnamense]
MPGFSISEIFRPTILMALALMAIIVMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKARREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNMLMGLAIGVIMHGMPIGRAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTADFAVFNQLGKHPAALGTVSVLLGLFALVPGLPFVPFIVGSLVLGVASFTRW
RAIQREAAKAAKPEVTEKIEPASRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESYGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDQVLALQAGDVALLPRGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVIKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPDKVPPDLLLAVLRLLLDERVSIRNMPLILEAIA
EARPSHVGAESICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGETGVPDVALPPEDFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNSRPALVGMVAA
>TDX24895.1 hypothetical protein EV657_12170 [Rhodovulum visakhapatnamense]
MKARHVVLALALALLAGSKAFAQEVEIRSGEHPDYSRLVFETDAAQAWALGRGPDGYLLKFDNPDLRFDLGGVFDRMPRR
RLADAALVAPGLVSLRVGTDAHVEAFELRPGVLVLDFRSGPAPNGSPFEAALLPPVSEPTSPPPQAPEPPQPTVLPAPPA
PSLTAPQGDPATIAEPAPPPVQRTESAAIRLPIDLDLRSPLASATGMKPPAAMVEQMLEPEIPPAETDPRVAMMQSELMK
QIGRATAQGLLEPAVDIPSVEASPASNEPHGDTTTPDHGTAEHGQAETPETEHHTPSDWRNMRVETSMDLGLDFPSGDDP
IAADGTRCLSDSKFDLNGWGGDRTPGEVFAEKRAALLDMRDATDPAGAVGLAQAYIAFGFGAEARAVLNVAGTDTPDVPL
LRELAAIVDNGQADNPELFDGQMSCPTRAALWAALARPVLGDLSDLDRTALLESFSELPIHIRRHLGPTLAERFLAAGDQ
ATALQIRNAVARTGERGRTEDLTIVEAQIELARGADDKADRKIEEVVSSGGQGTADALALQIETGLGRGRVPSVDSLNLA
ESLAFERRGTASGTRLLTLAIRGHGARGDFETAFAMLAHHGLEAQTELSSELLEELAQRGSDEAFMREVYAGAMTLPKLS
ADSEARLAVADRLTKMGFPDRASAVLQPVKPRGTTPERLVRARLALAQARAGEAQQYLAGIETAEADELRAQIAKQQGNL
QSAADYLGAAGDSEAQSAMAWRARDWNGVETLGAPEERAFVQTRREQEPAPISDEPSLAVARDALGASETMRDRLQAILN
RPATQN
>TDX24896.1 chemotaxis protein MotA [Rhodovulum visakhapatnamense]
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTIKDIGKVFKGPHWKPDDYRDL
LCLLFELIRVARQNPLELETHIEAPADSAIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMGSIDQPPEVLGKMIGGALVGTFLGVFLAYGFMGPFASKLKAVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>TDX24897.1 hypothetical protein EV657_12172 [Rhodovulum visakhapatnamense]
MTKSSRSKRASGAVLPVVAGLFLASGLIRFGDGTAQALAQELRGMAEDAAASGQGGTADHASAADPCPPPADIADLLNAL
KTRAAELDAREAELDDRAATLDIAGEEISRQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMD
PEFAAGFLGRMRPDLAAAVMSGLDPNVAYSISVILAGRNARAPKE
>TDX24898.1 hypothetical protein EV657_12173 [Rhodovulum visakhapatnamense]
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKVLKGAQFSAKSSTDSLEGLTGRAEDVA
RRLELLVAAMHDLPEDAVPDTARKASRPAPAAEAPSPAAPQTAAPTPAAPASSETGDTEPTVLFRRNVREAAE
>TDX24899.1 flagellar FliL protein [Rhodovulum visakhapatnamense]
MAATDMAEAEEPAKSSKKPLIIGVALALILGGGAFFALYSGMILGGDAGADAGHGGGGKEGAHGAESAPLDVAFVPIEQM
IISLGPDAQSRHLRFEAQLEVGPAYQQEVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGDDRVRD
LLITEFVLN
>TDX24900.1 flagellar M-ring protein FliF [Rhodovulum visakhapatnamense]
MQQLLSVWTGLSPRRRLVVVIATVAMFAAVLALSRVATSPRMALLYSGLDTSAAGDVIRALDQTGVAYEVRGPAIYVDSS
QRDSLRMTLASDGLPANGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRTARVHIATPSARPFARDVR
PSAAITVTPAGGSISAAQAKAIRYLVASSVSGMRPEDVSVIDGTTGTVVADESSIAAAGDDRAEILKGRLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISQNTQERQSTSSDTNGGSVTVASNLPNGDGSTDRSSQHKETETQEVVNY
EVSETEREILRAPGAIRRLSIAVLVEGVTSTAADGTETWQPLPDADLESLRELIASAAGFDEQRGDALTIKSMPFQPLAE
DGTGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILASNGRAGVAGLPAPVGGADQTWLNGEIDPADGPQDDLG
GLPGDLGLPAMTMASIDPSDFSDEPLGMDGFGGGGGSPVDRLRDLIESRRDESIAILRGWMEERQEKA
>TDX24901.1 flagellar assembly protein FliH [Rhodovulum visakhapatnamense]
MSRLLLEDFSNHGARPRAGREPDPAPVEDTQQVRLDAYEEGYRAGWDDATAAEAESRARIGADFEKTLQELSFSYHEART
HVMEALEPLLSAMVDRVLPDLARQGFARKVVEIALELAEAEANTPLQLRVCPENRDALEELAGADPGLPLQIVDDATLGP
GQALLRGGAGEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>TDX24902.1 flagellar motor switch protein FliN/FliY [Rhodovulum visakhapatnamense]
MADISSEAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGVLPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>TDX24903.1 flagellar biosynthetic protein FliP [Rhodovulum visakhapatnamense]
MLKRLLPAALILLALAVPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLAMFLTYFVMEPTFTQAWQAGVVPMMNETLPIDDAIPRILDPFRTFMAGRADVDTYERLLSLRPQADPTAAI
ADAPLSLLVPSFMLSEIQRAFEIGFLVFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>TDX24904.1 hypothetical protein EV657_12179 [Rhodovulum visakhapatnamense]
MIRTAFTFPLLAGLLFAAPAPASDGDAAMAAFLESAIRPWAAAPIVIEAVEAQNAITGGYSQEKIDELDAAWRAQLDSGS
SDLISSVTGNAAAEFLRGQVDASNGKVTEVIVMDARGLNVATSGVTSDYWQGDEDKYSMTYSVGPDAVHFGEIELDESTQ
RYQAQVSFTLVDPDSGAPIGAMTVAVDGAALF
>TDX24905.1 HAMP domain-containing protein, partial [Rhodovulum visakhapatnamense]
MPNGVSAAPASLPGRSILIRISGLIAATTCVVAILLATFATRSALDIVGDALGEELQSVLVGSAANLGPHLRFKNSAAIE
EDLNGQLQRAGDKAVSVAVWNADAESIARVGTGDPGAAAELQEMALQAISSGETVFQRGTLAQVVPVKFGPNQAIVGAVG
AVWTAQGAVTAVFRNAVPGMIVTMVLFVGLLFAAAVLLRRMLGRPLSALCASMGSLARGDFDNAIPMTDRADELGELARS
LESLRGDLSQMRAAEMRREAARTDQAQAVEGLASALQALSGGDLTSRIDERFAEDYERLRSD
>TDX25366.1 acetyl-CoA synthetase-like protein, partial [Rhodovulum visakhapatnamense]
MTDMMKPGEAAAATHPPQPDFVSGAHIDAAAYEAMYRQSVEDPEGFWGEHGKRLDWIKPYTEVKNTSFRMGEVEIHWFRD
GTLNVAANCIDRHLKTRGDQTAIVFVPDDPGDPV
>TDX25367.1 heat shock protein [Rhodovulum visakhapatnamense]
MMGYFRTALLMAALTAVFMGVGAMIAGSSGAVIALVVAAAMNLMTWWNSDSMVLRMNNARPATGPDGAELQRIVTGLARD
AGMPVPRVYLIDSDQPNAFATGRSPDNAAVAATTGLLARLSPEEIAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANF
AFFFGGRREGGGGIVATIAMALLAPMAAGLIQMAISRSREYEADRIGAEICGQPLWLASALTRIEALAQRIDNVAAERNP
ATAHMFIINPLHGEGRDKLFSTHPSTANRVAALRQMAGSAMPAPAPRPRPTIRRAPRGPWG
>TDX25368.1 outer membrane transport energization protein TonB [Rhodovulum visakhapatnamense]
MRGLLELLAFGGTALVLHLALWPQDETAGVESSGGGGADLATVAASSAAIARQVAEWERPPEPVAPAEIAPPPVVEPPPE
ALPELAAPEAPIPEAPIPVPDSPALPRLAAPTPPDVELAAPEPPPRPPKPEVKPDPAPEVPEVRQAEADTPRPVERPDRK
PAPTPAPQQTARTEASQSSVAQQAQRAVGAGGTARGQAGQASAATRDPGRIASMMAQWGASIRARIQRRVPEGAGRGAAL
VELTVSAQGTLVAVRVVRSSGDARLDGLALAAVRQAGRFPAAPAELGPGARSFSLEVRSR
>TDX25369.1 biopolymer transport protein ExbD [Rhodovulum visakhapatnamense]
MRLTLAAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEVHPPEAASDRPPGGIEALLIAADGTLAYRDARDEDVYP
ALADAPREGPLTVRADRAVDGVAVARVLARLAAEGVTPVELVAAAR
>TDX25370.1 biopolymer transport protein ExbD [Rhodovulum visakhapatnamense]
MIDVVFLLLVFFMLAARMGAEVALPVAGGAGGTAEWSGPPRLVDIRPEALTLNGVDTPLEGLAEALMPLVEDPAADPVVL
RPRDGADLQRVIEVIETLSAAGYTQPILVE
>TDX25371.1 biopolymer transport protein ExbB [Rhodovulum visakhapatnamense]
MDLTEKTAAIAEFLDKGGPAIWAIAALSVMTVALILWKLWRLALAGAWSRAAANGAVASWLEGDVWRARSALEGRRGLRA
VAVRAAIEARLDPELDAATAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRAALRAAAE
>TDX25372.1 iron complex transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLEATDITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMRIVRDFADAGGGIVAVMHDLNLTAMFADSVALMAGGRLMEQGPPATVLRDDLLSRAYLCPLR
VNALPVNGPYLLPQASGPIAAE
>TDX25373.1 iron complex transport system permease protein [Rhodovulum visakhapatnamense]
MVALLHEVSGPAPHWDRTPRAWRLTVLLVLALAVMSAASLAVGAAGTSPWAVLADIMAGREVALADRVVLFEIRLPRLAM
GALVGAALAVSGAVMQGLFRNPLADPGLVGVSAGAGLGAISAIVLGGLLPAGIAGALGYHLVPVAAFAGGWATTLVLYGI
ATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWTKLAAAAPLMILALVAAPMLGRGLN
GLSLGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAALLIGADM
IARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGF
>TDX25374.1 iron complex transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTTSSWPEAVTALPDVGYVRRLSAEGVLSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVAAKIEAVAGALDVPEKGAALAAEVGRALDAAAAEAAEGPARRVL
FVLSVQGGRLLASGRGTAADGIIRLAGGVNAVDAFEGYKPLTDEAVAQAAPEVILMMAREGAEDLAAEVLALPAVRTTPA
AASGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>TDX25375.1 putative hemin transport protein [Rhodovulum visakhapatnamense]
MGDGKAVSPDRIRSIRQEKSTARARDLADSLGVAEAELLAAETGRGVTRIAAHPDALMPAMPGLGEVMALTRNESAVIEK
VGTYGPYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEETRGGKVRRSIQIFDGAGDAVHKIHLRDGSSAEAWQSLVDTVR
LDDQSDRLTLDPRAPSEPAKVDRGAVETLRGQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPDCLHGLLNAV
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPALSVEAFDAQGMLILQ
AFGMRVGEVDHTGPWGEIVAALPGLEVAA
>TDX25376.1 hemoglobin/transferrin/lactoferrin receptor protein [Rhodovulum visakhapatnamense]
MTARHMTAGFLACGTAMALAWPAAAQDSFSLDPVTLGQSKREVRTDTAISETVVDEEEIEDRQATTIAELVDSVPGVSLI
NGTTPQGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIR
LDTKDASDFTGGEPGFKLRQTLQYGTNGDAWASSTILAWQPDENLEFLGNYTYRSQGVQTDGDGNGIGDEGFDLPSWMLK
GKYTFGEAREHSVKLSYSDTSSDEKDVPYDTFGTTTDMFGNVDRKTRSKTAILEYAFNPAGNDLINLTATLSYAEQKIDQ
DYVPGSSSCEGGACGFPFPPGGFPTTNADHRYETTKLTVKNQALFATGQLGHDLRTGVEYVRKERLDANSAPGGTDKRWA
LFAVDDMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSE
KARTYELGVSFDRGTVFAEGDDLALKATAYHTTVWDITSYTTDAMVPITDARMKGLELEAAYSLPSGHYVDFNANIARGE
NTTPGIRDDWEGTPADDLRVTLGKRWGETLDLSWEVAHAAEMNRSDKPSDSSTVHNLRATWRPQEGLFKGTEIRAGIENA
FDLDYTPHLATRPAPGRTFKLTLARTF
>TDX25377.1 TadE-like protein [Rhodovulum visakhapatnamense]
MTGRAARRAGRFARAEAGSMTVEFVLILPLLLWALVALHVFVGAFQLRNTATKATYTLADMLSRQTQPVDQAFLDGADSV
LQFLAGPSARLRVTVVRCTADCADDATRRLAIDWPGATAGMQAMTAAELASDAYRARIPAMELGDRMILVETEFDYTPIA
DYGLPSMTFETLMATPPRFAPQLCWQSCG
>TDX25378.1 TadE-like protein [Rhodovulum visakhapatnamense]
MRKGAIIRALGRFARQRTGSVTVEMVILFPILFMVFLMAFELGILNVRQMALARATDIVVRDVRLGTEGTPDFAAFRSRI
CEVATIIRDCENVIRIEMQSLPPERWATMTAPPKCIDHAETIDASLDFNHGVENELMFIRVCALFEPIFPGTGLGRKLPK
NAEGEYALIVTSAFVNEPSI
>TDX25379.1 Flp pilus assembly protein TadG [Rhodovulum visakhapatnamense]
MQDRCRGILRSAGTRLCGFGGDERGALVVFFLFVFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAANLDSRQDPEA
LVHDYFRREGLEDHIRDVQVHSDLNGRVVGATASFDIHTLFLQFTGIDTLSSGASGVAREHIPNSEISLVLDISGSMRWD
SRMAMMRPAAKDFIHSVLNPEDPTRVSINLIPYAGQTNPGPVLFEYLGGQWRNGVGNFFEEWPQDISHMTTDFDTDGDGV
PDTVVKVDEFPDSGQPNHVSNDPDDFFPEMVKFIRSSVPAVASATVIGARVKGGIQTTQYYAVEGNANGEAPDTDPLAAS
GGGKKNSEPKADYTLMWNDFDHEAILRPASCLELGSGEFTQSGLPSNGPYEQTPLFMYWTIDRSVMDWGWCPEDDTAIQY
AQNDEAVLDAFVDAIRMHDGTGTHYAMKYALGLLDPSANAAFRHLQAEGLVPADFADRPAAWDDAETAKYIVLMTDGAIT
EQYRPTNPDAAVNATVELEKQSGSKRRKTTTDVQNVASFYETCTLAKKNGVVIFTIAYMASSAAKQQMQTCASTPLYFFD
TTPDNIGEAFSAIAGKINKLRLIQ
>TDX25380.1 hypothetical protein EV657_12015 [Rhodovulum visakhapatnamense]
MIRTSIMAALLGATVAAPALADDVETIKSIDVETSLTDLNNPQAAAYWKSLDQDLEAAIAAQLVGRLGETGMDIKIDMNE
VELANFFQEQIGAADNQMSGTVNVIDMEDNSNFQTFDLTVKLNQVMPLLPEGSDVTVITPTSHEVYTALVATFARAVVDN
IEA
>TDX25381.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MNYPQIRAFHLVAKEGSVRRAAELLGVSQPTISQHLKGLETRHGVRLFEKRGRGLVPTEAGERLFSVTLRLTELVNEIDD
LLEQRPRAATGRLRVHADSPGIAVRLVSRLRASHPRIEVTIQRRSTEAIAAALLEMRADVGIAVEPMVDPALLILPYRYE
ELRVCLPATSPLAQRRDFALDAISGQTLIQRESGSRTRALVERTIAIAGKTPASVLEIEGSDVVREAVACGLGMTFFAES
DCLPDPRVVYLRLAPPQRQIGFSEHIMLRRDRRRVVEIAAFLSAAALGEGEPAPGVPGARR
>TDX25382.1 concanavalin A-like lectin/glucanase superfamily protein [Rhodovulum visakhapatnamense]
MALDLAHHALGSTTDFGLPAIGGTEADVLAFDALTDAQSVTLRPKADAQVAEWALAMDLYIPSTAGSYTGLVQTGDGDAE
LFLKRGADGAALGISGVYEGQVPFDTWVRVAMTVTLEDGDTVLRKFVDGALVGTQTLGVTDRWTIDPEIGLRLFTDNDGE
TSAGFVSSIFFMANPPDAETVAAALAAAPAPAAGGFFPVAPGADAVEVTFAGGTVATRYGEAEVILEGSDYRTPVALGDS
RIGHAAQFGIEAPGGDSPVLNYSAFEAGEGLHIAPPAGTPDLTDFTMVWDIRTDATGGFQSLLQLDAGNTSDGDFFINGS
GGIGISGVYSGAVPAESWTRIALSVKDNGDGSSTLSKFIDGTLVGTQTVDTARFTVDASTGFLILTDEDGETAAGYLAHF
ALSGAALSPAEIAALGSVDADGPFAEGQALVQIGFDGHEPTAEFGRGGVTLNDVSDDTPVEPEVSGGIRDMLVSLSDEAR
HYDLTEVFGEGAHDFAVTNSNGDAVGASIENGILTLDFDAYGLSDLVITAHGANGESLEDHVRVRVAGENAYTIAVFPDT
QDYTSNPYIEHVFSEMTQWVADNAEGKNINFLTNVGDVSQWSATNQFDIALSAYDILREAGVNFSIVQGNHDIVNSAGNL
RDTSNFNDAFSVGYMSEDPTFGGVYDAEPERYDNNYHLWTATDGTGWVTINLEFGPRDDVLAWADRVLTDYGDRKAIIVT
HSYNNFNGRHDPLGSDLEGEGAGYDYWLGADPEGAWDGEEIWRDVVSSHANVVFAFGGHIFGDGAETVVSYNDYGNKVYQ
FLMNYQNGVALEATEGGNGGNGAIRLITVDPDNDAIYTETYFTDLDEYFTGHRETEEASRDGLTGSYVGHQEEFHDADIG
ERAAQAEADAGADLHITADAGASTATVALSAAASADPDGDILSWTWTDEDGKVVATGKETSAELGAGIHDLTLTVETASG
VVSRDDLRVIVETDDVWLVETFDDGIAQGWVNPAVAQPDLAKVGTDLGFGIGSINGVGQKPLTLSFDSHWRPEDSQTAEV
LVSVDGGTPTAILHFDSANTTDDGSNQNERISLDFKVPDTAASVEFFWKMSEAGNDWFWAVDNIVLTDAEGTVLMAQDFD
SLADDLQPAVDENIPSDVLGWTHDAPEGWSVDTPDSVPRGTDEWRGWSFTTSKFWTSADGQDRADFTKGSGVIAVADPDE
WDDFNGGSDTGTDFETTLASPKVWLGGAGATAEAVGVLKLPALGQTEALHVTTGATGQIAEYTLIFDLYVGSGQGAWTAL
FQTDLTNATDGELFIANGGIGISGQYDGSLAYDAWNRVAFSVKVEDGAQVLSKYINGALVGTQVVDANVADGSRWTIDGE
KGFLLFSDENGETSDLYAASVAFTPEALDAEAIAALGGVDADGPLSGDQPEGAVQLSFDGALDATDFGTATVEMLDLSDA
RQLGNFAVIGSAMADGDTVGAPEAALYDRSNGTDNLVVWEGGAWTDLTFETTIRSMDDDTMGVVFSFDGDGSYYLLSLDN
QTNARQLIRVEAGTATVLASEAGGYTFNDEQDLAVTRVGGRIVVTLDGVALFGGAVTDSAPLGAGTVGLYSSSQQGAIFD
DVVVRAPQLSADAGPDRIVIDWDGDGRETVALNGAASILPAGAAEALWTGRDLDAAGLTVEATATAGRNSFALTLDGTAS
DAVTVDLASGDRLIAADRFEDGDATGWTIVDATEIAGDGTAATGTADWQVIDGALVETSGAYSRELTWNGASHPDVWQRG
WSPLGDGTFALHKGSYALWDGDDALTDYAIRAEVTAPEGAVGFMLNYVDENNYYKIELDARVNLFTLVKVVDNYESMIAR
GATSYTPGDSFTFEARIVDGKISATIDGTDLFAYPVEDHDIGAGRAGVWSWGAAGASFDDIAIVDLSSDFAVELHGTAGN
DRLVGTDADETLFAGAGRLDQIWGGAGADTFVFGDETANGQRETDRIADYQTGIDRIDLGGAEIHQIRETAAGVTLWIGA
DLDQLVIAGVESFDDLSFA
>TDX25383.1 hypothetical protein EV657_12018 [Rhodovulum visakhapatnamense]
MSLSLPMPVLAAATALALATPGFSATLTDTAADVLFMGGDITAEATAPVFDGSSFSPLYAGIFGGVSGIWDPAFVLTVLT
EDGAEALYGEADSYSFDGVDDLSFVFTATGSAADLFGGTVLAELHFDAPIPDPFGATADIYATARLTLSAQTAPAPVPLP
ATLPMLLAALALPGVALRRRAA
>TDX25384.1 hypothetical protein EV657_12019 [Rhodovulum visakhapatnamense]
MSAAAAWLRVVPADPPGSAVLDEIVSGRFAAHIAGPRQAIEQAFLAMGSGLMAGAHLLTDISAAHRDMALEFEGPAFLQG
VEQISRLRDEVGRVLEGITTGDAEIARLAETTKRVRTPLEQMDSAIRLLGLVAVNARIVAAGIESDQNDLTAFTSEMAGI
AAEAKAAVRSISEVHERVCRTVAETRRTQTEFSRGHFRTMAAIRDRLDEDLRSIEAQRAQAAEHADRSATLAAGIGAQVG
EAVAAVQAGDMTRQRLEHVETILDRLADAADAADAERLAGLLGPLAAAELGATHADFVAEVGHFVNALEAMRVDADAVLR
AGTERAGRTLAASGEALAALVRDLRSIRPLLDDEARNRETARQLGEGAADAMHLMMSRIDVLERTEHDVRLLGLNMAIRC
SGLGDRASGLRVIAKELSGVAADTSAAAAQIRDILDGAQKTVADTRRRTAEGGGVEGDPAAAASDLETVLDRLRAHGVTL
AEACPRTIAILDETAERAHRVSASGDGWPALVARLETLGGTPDPDEVAAFGDLLAGIRRVYTMQQERRIHDAVLGLPTPG
GEDEPPAADGGDADDIDGFLF
>TDX25385.1 two-component system chemotaxis response regulator CheB [Rhodovulum visakhapatnamense]
MTFQPSFSGKKWRVLIVDDSASVRRVLSDIISSDPCLEVMGTAADPYAAAERIGRELPDVIFLDIEMPRMDGLTFLRKIM
AQRPLPVVICSSLTEEGSVALMEAMEAGAVDVVTKPRMGSVEFLQHSRMMICDTARAAAQARVRPGRARRMQVEKKLSAD
AMLPARPGRGPSVVAAERIVCIGASTGGTEAIREVLEALPADCPPIVIVQHMPEGFTAAFARRLDGLCAMTVREARDGDP
ILPGQVLIAPGNRHMMIARAGAHARIVIADGPPVCRHRPSVDVMFRSAAQQLGSGAAGILLTGMGDDGAQGLLEMRETGA
ATVAQDEESSVVFGMPKEAIERGAAARVLPLPRIAPAILQFWAGSGGAR
>TDX25386.1 CheR-type MCP methyltransferase [Rhodovulum visakhapatnamense]
MTASSLALRPTGGADDGDRIDDSSFSRIATLVNRQTGIRLPPSKRLMVEARLRRRVRACGQPNLAAYCRFLFQEGGLDRE
ALHLIDVVTTNKTDFFRESDHFRFLAGPGLDAMLGRAGGGRRTRLKLWSAASSIGAEAYTIAMVLAEAAARGPGFDFTVL
GTDISTAVLAHAKMAIYPTAFAAPVPEGLRHRYFMEARDPVRQEVRVVPELRARVSFARLNLMDTRYAVDSDFDAIFLRN
VLIYFERDVQIAVVGRLIRHIRPGGFLFLGHSESGIAAELPLRQLAPATFQVE
>TDX25387.1 CheW protein [Rhodovulum visakhapatnamense]
MADQTQYVTLGAADSLFAVPVERVQQILETQSIAAMPHAPADFLGMIDVRGQSVPVMDLRKRLALPAAEDSHSTRIMVLD
ARVGEAPRRIGLKTDRVFEVTALDADTMEAPPDLGASWRTEFVAGVGRRNGAFVTVLDLDRLFAAADLPAASGAAA
>TDX25388.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MTLSLRAKLALAFGALLLLISLLGGVAILQMNRINAQSTIIADNWLPSVDEVRQLDTIMAKYRIGEYAHVLATTESEFER
IETYIDGVRAKLDASRAAYEALIIAPEERQLYAQFNERLTNYLENSKRILRYSRNNQKDLAGRDMSDSLELFDTVTADLT
ELVAFNSNGARAASAEGDEAYATSQKVVFGVIGLALLVGIGTAIFLIRNITRALGGEPDYARDVIREIASGNLEVKVATR
EGDSDSLLAAARDMVAKLKEVITEVAVSSRNVGSGSQEMSAAAEQLGQGATEQASSTEEVSSSMEEMAANIKQNADNASQ
TEKIARQSAGDAKSSGDAVGKAVKAMETIAEKILIVQEIARQTDLLALNAAVEAARAGEHGRGFAVVASEVRKLAERSQA
AAQEISGLSGDTVKAAQQAGEMLTRLVPDIQRTAELVAEISNASQEQNAGAAQINVAIQQLDKVTQQNTSASEQMAATAE
ELESQSSQLQQVIGYFRVALDEMAGRAGSHHVAQRGRRSDSSPVEDAIRKTAAPARRRPSQASGGFMLDMGGDDDIDQQF
MRSGAA
>TDX25389.1 CheW protein [Rhodovulum visakhapatnamense]
MSAVDKPTGPAAMRALTVGLQGEVFALPAETVSEILDMVPVTEVPNARAFVNGVINVRGKVVPLADLRVMFGMERTPPDA
DTRIVVTEIDLDGEPALVGIIADKVHDVTEISDASVEEAPKVGMRWPAEFVRGIGKHGDDFIIIPDMGRIFGSKGDRDPS
FATDERKAK
>TDX25390.1 two-component system chemotaxis sensor kinase CheA [Rhodovulum visakhapatnamense]
MTLSADPAETFRQEARDLLDTLEQTLLDLEHDPGDSALVDASFRAMHTLKGSGAMFGYDEVADFVHEFETAFDRVRKGKA
AISPGLVVIALAAKDHIADLVGEPGQHAAKGAPILEALRQTVDTGPETGAAPAAKGPAAAAPAGGVRVRFRLPPDAIAFG
TDPVLLLDEMRELGADRVVGLTDRLPPLDEMDPSGTYLGWEVTFEAGISAEQIDDVFLFVRDGMELTLELLQPPQAPKDA
SEAAAPADMARRGREAEGRAASSLRVPAERLDELMDRVGELVIAQSRLAQIASAGDDLNLKAVVEELERLSSGLRDTTMG
IRMVPIGTLFSRFRRLVHDLSGELGKEIDFVTSGEETELDKTMIERLADPLVHLIRNAIDHGVEGPEARGHAGKPARGRV
RLSAAHTGAEVAISIADDGAGLDPARIRAKAEQNGLLAPDQKVTDQELYQFVFHPGFSTASQVTSISGRGVGMDVVKRTI
EGLRGTIDLTSTPGQGTVATLRLPLTLAIIESMLVQVGAGRYAIPLSAVEECVELPAAQDGKAAGRNFLNIRGRLVPFLR
LRELFRTQAERAEHQKVVIVSAGEARVGLVVDQIIGNSQTVIKSLSKLHADVETFSGATILGDGTVAMILDVSALVGFGQ
AYESRLRGEQLGRVA
>TDX25391.1 two-component system chemotaxis response regulator CheY [Rhodovulum visakhapatnamense]
MSKTILAIDDSPSILQMVAHTLTTAGYQVIEAVDGADGYDKAVANRIDAVITDLNMPRLSGLDFIRKYRTHASSAGVPIV
FLTTETDDGLKREAKEAGATGWIAKPFKQDQLLAVVKKVAGA
>TDX25392.1 STAS domain-containing protein [Rhodovulum visakhapatnamense]
MDPETPDMIGTGEICLAHELGPRDAAGIRDRVLAALRGGGAIVVDTTEATGMHVAILQILLALARDAALAGRPFTLIAPP
GGACATAFERAGLDLPGQARAA
>TDX25393.1 hypothetical protein EV657_12028 [Rhodovulum visakhapatnamense]
MPQPRVGARAVPAGAVLAAVTLAALILRLPLLLWGADALDRQVFPDDTYYVLSIARNIAAGLGPTADGTVPTTGFQPLIV
ALLVPIFRLTADPVLPALAAGLAARLALALTGSCLAAAGVGLVLATGPVFALTHPNGLETALAAAALLATAVVLAETRPG
APMRRFFGIGGLAGLAVLARVDAAVLLAPAGIWAVRALGWRGAGRAALTAFAVIAPWVGVCLWLTGNPLPESGVAVATLA
AADGFDGWMTFTMGVLALGGVWPDAVFGWAPMAGIAVAAAILLPLLAVRRGHCAPLAAALALGCLALFLAYTLGLGAVWF
FERYFSPIHCLVPVLAAALVFGRSPPLAVRVLWGLAVLALCGFGLWRLAPVLSDPGTERLHAFAPPSGYGEMARDLLPEL
PPGATLGALQSGALGYFAPPGLRVVNLDGVVNGPAAAALREGRVCTYLKAAGITHFADWDLNRALLLRRVDPGAAVVLDP
LYRSAVAQGRHRVTLYSVTADCTPRP
>TDX25394.1 tripartite ATP-independent transporter DctP family solute receptor [Rhodovulum visakhapatnamense]
MQRRSFLSAAAAALALGATPALAADLDGMKPVTLRLAHVVNEKDAYQVAAVAFRDLVAERSGGKISVEIVPNATLGDERT
LLEGMQIGSIDMGLITNGPVANFVEEMAVFELPFLFPSREAAYGVLDGEIGQELLDKLADVNLKGLAYAERGFRNLTNSR
RPVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVYSFKLNETQKYMTMTRHTYA
PAVFVMGMPTWSKLPEAAQQIVVEAAHDAAATERAFNADMEAQQLDELKAAGMEVNETPDLTAFQEAVAPVYEKYGERFG
DTLTRIRAELN
>TDX25395.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MLSLLGRIERAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVE
RLPDPARRAATALALVIAVAFLISLAWIGQTYMTMQSFQKSAALRLPMSYVYAIIPVSAGLMAWLAATDLMRLVLTGALP
DAGEPVE
>TDX25396.1 C4-dicarboxylate transporter DctM subunit [Rhodovulum visakhapatnamense]
MSLLLFGLFFLFMILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAEGKVSARLVALA
DAMIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLSGFLPGIAMGTGLMVVALVQGHRRAYPKGAPFSLRTIARSFVSAFWGLMTPVIILGGIFSGLFTPSEAAV
IAVNYAIFVSLFVYRDMGLKDIYRLLIRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPTIVLAMMLVL
ILVTGIFVETASALIILTPLLLPLALQLGVDPVHFGVILVVGLAIGMITPPVAINLYVASSVTGLGLERIAKAVLPYLAV
LVAVLILVTYLPLLPG
>TDX25397.1 diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MPKEQVNGLGIGPRGKPQPEPASSSTQFETLIGRFRNRAIPSDGPASQRPAAKGEGRPDRDTGPVAPVRSGACVPEQADI
LQVAAASAGIGQWYAELPATEIRATAEYSRVLGYEPGEIPLDVQSCVERIHPEDRASILGQLEAAVRGEIDRFGFDHRLR
CKGGGYRWFAATGQLFAAATGDRPAILCGSLVDVTDRKQDEIRAAGLAEAARDASERLNALADNAPVALFELRRDPGGRL
SAPYFSARLADLSGVPAEDLARDVRAGFRWIHRDDMAALREQARRSAEDLCPASVRFRLRHPERGLRWYRGSSLPTALPD
GSVLWRCSVLDITDEIAAERRAAKASEAQRFAHEGLTTLAENSPGALFSLRQTFDGKMRFPYFTSRLPDLMGVTGADLRK
SVGKAFRHVAPEDEAVVGDAFAQSLETGARAEVKFRVEHPQKGTIWLLCSASPLRSADGAMWYGYMIDITERLEMERRAA
RATAEAHDAMDRLASIAEIAPVGLYEAQRAPMGGLNFTYTRAHFNDLMGFSGGDDQRLQTHILERIHPDDLPQFLANIET
TSQTLALRRQRFRIFHPIRGMRWLDASATPRKGPDGVVTWRGALYDVTADVEREADLRRAHGLAEKMRIENERQALHDGL
TALPNRRFYDRVLAERLAEAGAGGPRDCVLIRIDLDHFKYVNDTLGHEAGDQVLIRVAEVLRGAIRGADFAARIGGDEFA
ILLAPGVTRRHAQDVVERVQARLAEPMLYRGRPCRFGASFGIAQCDDICGPDSDIQLFADAALYRAKASGRSRMQFFTRA
LHDTILRDRRLAAEIHEALERDEFVPFFQPQVCAMENRLVGAETLLRWRHPTKGVLAPSAFMHVAQQLRLVPEIDRLMME
KSRQALDRWRAAGLHLPKISFNVSSGRMHDPDVVSAARAMRSEDTKVTFELLESILVEEESDAFRTHLAAVREAGIDIEI
DDFGSGHASIIGLLEIAPSSLKIDRRIVAPVASDLRSRNLVRAIVEIAEALGIGTVAEGVETPDQVRILRGLGCQVLQGY
LFSRPVDEAGFLAYATEKLRRRA
>TDX25398.1 hemolysin type calcium-binding protein [Rhodovulum visakhapatnamense]
MARPIYSTQQIANQLLTGYWSAAGQPARSWQFSGSDHTVTYSFGSSMNASERALARTALDAWSEAANIGFTEVSSGARMS
FVNNSSGAYSQTYVSGNAISSTTVNVARSWVSTYGTGFDSYSYQTYLHEIGHALGLGHTGNYNGSASYSRDALYANDSWQ
TSVMSYFSQGENTYVAATTAFTLTPMIADAHAVQTLYGAPAAVHAGDTVYGRNSTAGGALDTLGRTGIQPVTFVLSDSGG
TDLVDFSHWAASNRIDLTAGRTSDALGWTGNMMIAAGTVIENVTTGAGADRVTGNTAANTISTGSGNDTLDGGAGDDVLI
GGAGNDSMTGGAGADLFRFFAGFGDDRITDFASVDRIDFTTIPGAASWTDLVALMAQSASGVTIATTEGSVLLQGVTLGA
LTVANFLLSDGSGGGSGGGSGSGSGGSGSGGSGSGSGGAGGSSATQISGTEARDVLQGTTGDDLIDGLAGADTIRANSGN
DTVTGGLGNDIVYLESGDDVFVDGTDIGADRVYGGAGNDRLVSQGGRDLFYGEAGDDVLTAGNAGSVLSGGTGNDTITGG
AGMDNVTDDGGADLVDLGAGNDRYLGRGDSPGMADTVSGGDGNDTITTSNGNDLIDGGAGNDRVSAGAGNDTVTGGGGND
ALQGGKGDDSLSGGAGDDSISDTGGNDSVDLGAGNDRYSATGDTAAMGDTVSGGEGHDRIIGSTGNDSLSGDAGNDVLSG
GGGADTLAGGAGNDTMTGGGGNDVFVLGAGFGTDTIMDLRAGDVIDLSAVGAVADWSTLMTGATQLRTGTLLTTSDGTLL
LRGTALATLGASSFRFAGSGNDGLAVSGTITGTAGADVLNGSAMADTIAAGAGNDRVDAGAGRDSVDLGEGADIFVDTAE
TGAAGGDTVRGGTGDDRIFGTAGLNSFYGEAGRDVILGGAGADLIDGGADNDTITGGAGDDTVLGGAGNDQIRLDGGDDT
FTDSADAGMDRVYGGAGDDRLISLGGRDALYGEAGDDLLQASDAGGLLSGGLGNDTLTGGAGNDSVTDSGGNDLVDLGAG
NDRYTATGDSRSQGDTVSGGDGNDSIQLGAGNDSVDGGAGNDRVGDTGGRDLVRLGDGDDSFNGSRDLAGDGDTVHGGGG
NDRIYGGRGADSLSGDAGDDLLAGGAGADTLLGGAGNDRLTGGADADLFVFADGDGVDLVMDFRAGIDRLDLTAVSGLSG
WADVAAHMTQSGRDVLFDFATVDIQLARVDIGVLSDSDFLI
>TDX25399.1 hypothetical protein EV657_12034 [Rhodovulum visakhapatnamense]
MGVGPPTDGPARCEATAGRRDADPRLVGMYSKTKHRNRGRV
>TDX25400.1 glycine betaine/proline transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MKRATALGALLAGLALPAMAQAECGEVSIAEMNWASASVVTNVEKFLMEQGYGCTVKVVPSDTVPAVTSIAENGEPDTVS
EMWVNSTGEVYSKLKDQGKIEELGKVLDPGGVEGWWIPDYLAEEHPELTTIEGVLAHPDWVGGTFNNCPDGWGCRVVNDN
LIPAFDLEGHGIEVFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVSVDLGPYDEAAHEANQTPDTPDPKPS
AFPAAPVLTVVTADFADREPEVAEMLRKVSFDVDDMSAVIAWMDENNASPEEGAVYFLTQHKDVWSAWLDDAAREKLAAL
LDQ
>TDX25401.1 glycine betaine/proline transport system permease protein [Rhodovulum visakhapatnamense]
MASYDFLFDGLGLRAWCDGGASAAPMSMADLLGQARGAAAPAPSLWDFPFPSMNALNRACPAFPQARELTKGLEDGFLSI
KDGLSIVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVTRSWGLVAFVAACIGFLAFINHYDYAMQTLAIIFV
CAFICVLLGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTRRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVILDRVTKAALARVNTAQKQ
>TDX25402.1 glycine betaine/proline transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MSDDVKISIRNLYKIFGADPQSVLPLARSGMDKAELLEAHRHVLGLRDINVDMKAGQMTVIMGLSGSGKSTLIRHINRLI
EPTSGEVVVNGEDVLAYNDARLRELRRVNMSMVFQKFALLPHRTVLENAGTPLEVRGVPREQWEDEARKWLDRVGLEGQG
NQFPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQHILMHPNDPYIVDFISDINRARVLRVRSVMTRTEAAPEGVAGDVEADANLESVIALSGGDTSLRYRVV
RDGRQVGLLSVKDLVRALVPTAASGEGIRARAG
>TDX25403.1 uncharacterized protein (TIGR02231 family) [Rhodovulum visakhapatnamense]
MRAFALCLILTPLPVWADDLLIPSRVSAVTLFPDGAAVTRSAAFDLPAGAHRLILADLPATTPLGSVRVAVEGASLGSVS
ARRDFVLPRGAGKSPEIEAAEAEVERRRQALEAAEADISRTRAEAQGAEARAAFLGRLGQGEAAMTVEDLRALARMIGTE
TEGALADAIAARGRADAAERGLTPLRAALAEAEQALAALVPEDAARAMLAITVTGPEGAPVQGEVTVSYTVEAARWRPVY
DLRLDRAARVLTVERGALVAQETGETWSQVALSLSTARPGGQTAPSDLWPLLRRISDPVAAFEPSDLAVRSRAVLAAPQM
AEMDAAPAGAAPVIAVAEFDGLAVSYDYPAAVDIATGADNLRLSLGDLAMPVELVAEAVPEFDDSAYLVASLVNETGEIL
LPSSEAMAYLDGRFVGQQAIGLIPAGAEADLPFGPIDGLRLTRTVLDRNEGDRGVLKRSNEQSEAVRIEVENLTGESWPV
RLLDRVPYSEQEDLKIVWQADPAPTGTDVEGRRGLLEWRFDLAPGATREVALSHRLTWPEGKVLD
>TDX25404.1 aspartate-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKTVKTQDLEHFDFAGWDMALFAIGSEATKEY
APKAAKAGCVVIDNSSLYRYDPDIPLIVPEVNADAIMGYAKRNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVAPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTSIKVTATCVRVPVF
VGHSESINIEFEDFLDEDEARDILREAPGIMVVDKREAGGYVTPVECVGEFATYISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAELLGQRVLKKG
>TDX25405.1 capsular polysaccharide export protein [Rhodovulum visakhapatnamense]
MIAYLAGWTRRKDAIFRAIGAAAGGGHRLALIGLSFRGFPETRARTAEALAVAKRQPKGRLGRVLKRALIATQYNWSRRY
FARHPDRIAVCWNGLTGSRRAFMEGARDAGAGRIFAELAPFPGRVTLDPVGVNARNGLPREPRFYLDWAAEDPSRQGEDW
RALGQGLVARASRRADVGQGGAGALDGAGPFLFCPLQVPNDSQITLFAGWVRSVEGMIAALARASAALPEGWHIRIKEHP
SARTSLAAPLAEATAKAGGRLMIDNATDSFAQLAASRGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTVPARDEAAL
AAVLRAPADLGFDPALRAAFMTYLDRVYYPKIEEGPDGVRIDPGALARVLAAARP
>TDX25406.1 hypothetical protein EV657_12041 [Rhodovulum visakhapatnamense]
MPDRKKTVCLPLAGRISAGPIVALGVALAGLSGPAAAEGFAQNKAVVGASVMRWLDPAPKPSQASKSERKATALALDRRQ
GQGSHICSASGFGQRPRCFAR
>TDX25407.1 endoglucanase [Rhodovulum visakhapatnamense]
MRCDTAFALGLVAALGLAAAAPAEPIEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVFLPSLIEADAYARARNRS
VLATIEPWTWNRSERNTPEALQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWSNWDPETYKAAYRRM
VDVCRENAPKVAYMWSPLGYEALDAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFQSILAPRYARVERFNKPVVVAEL
GFSGREAYVAKWTSEVRQIYPEFPNLVAVVYFNQVEVYPWPDDFGLPDWKVGERILAP
>TDX25408.1 cellulose synthase (UDP-forming) [Rhodovulum visakhapatnamense]
MPGWPDAGLAGLPPGADPGGPFLVSLFSRGQRWRYRLAALAWLGAAVFFWSWWLQPAHDIGGLRFAICSGLLGWLTFLQA
YFLAFLLQARRPVGDLAGLAGARVAMVVTKSPSEPFEILRETLSAMLAQDWPHDTWLADEDPAPETLAWCAAHGVQVSTR
KGRADYHRPDWPRRTRCKEGNLAFFYDSHGYDRYDFVAQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICSSNAADSW
SARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSMLMNAGGWRGVHAIDAIAIGAGP
ASFADMLTQEFQWSRSLVTILLRYTPRYLKDLPPRLRLLFLFTQSIYPAQVAFMATGTLILAAALIFDMRFAGVTYPAFL
GHALPTLAVFLAIGTMLRRDGLYRPAGTPVFSWERMLFPCAQWPWAAWGTLMALRDRIFGGFVDYRITPKGAAAEARLPV
RLLAPYLGIAALGLGPVLLLPHVEEAAGFYLLSLFNGAIYTGLVAAVMVHHLTENGLRLRTRWRDFGLHVAMLSLLVGMS
AGAVWVRGVQSLHFLTVGLGPFHVTSAQYVVSGAGQGGRKKLHYVLDFGRDPDLWRP
>TDX25409.1 UDP-L-arabinose 4-epimerase [Rhodovulum visakhapatnamense]
MSTPGPVLVTGGAGYIGSHTCRRLSDAGYLPVAFDNLSTGHADAVRWGPLVEGDTRDRAALIRAIRAHAPVAVIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLCACRETGLDRVIFSSSCASYGLPEALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALVAAAGRGPALDLFGTDYPTPDGTCIRDYIHVCDLAEGHLLAL
RHLEGGGGDLQVNLGTGRGHSIREVLAAVERVIGRPVPVAERPRRPGDPPALVADPSRARAALGFEARHRDLDGILRDAA
LALGLDVTDAGMA
>TDX25410.1 UDP-glucuronate decarboxylase [Rhodovulum visakhapatnamense]
MSGKTVLVTGGAGFLGSHLCDRLVEGEAQVICVDNLQTGRLDNISHLMQRRGFRFIRHDVTDRLCIDGPIDEIYNLACPA
SPPQYERDPIHTFRTSVLGAMNLLDLAEAKGARILQASTSEVYGDPMLSPQSETYWGNVNMIGPRACYDEGKRGAETLFH
LYREDRGVDIRVARIFNTYGPRMRPDDGRVVSNFIVQALAGTPLTVYGSGRQTRSFCYVDDLVGGLVRLMASPATVKGPV
NLGNPGEFTVLALAELVLAKTGSRSKVAFRTLPGDDPRRRRPDIALAERVLGWGPTIPLEEGLDRTIPYFAEVMHQNVAG
V
>TDX25411.1 putative ferric reductase [Rhodovulum visakhapatnamense]
MPDRSPTPSSPRRGLPPRALAVLYLAAILLPLALAWTGGLEHRRLSMTLAAGAGIASAAMILMQMVTSGRFEAVSGRIGI
DVTMAFHKWAAPTALVLALGHALLLVGPPDADHPHRLARRFFRMATEDGLVDGRLALGLLALIVGMALLRERLPLRYEIW
RASHALGAVALVGTLLWHIASDARPAGLTLPWWGLFALAALVPAAGVYLRRLTRPAAADWRIAGLRPVAERLWELRLDPP
AGGGLKFRAGQFAWLSFGGRRLPLFDHPFSIASAPGTPGLRFLIQEAGDFTGHLGQLASGTPVGLDAPHGSFGLAEGTGP
VLLIAGGVGIAPILSVLDDLAARGDGRPVRLVYACRSPEAMVPDDLLRPACDRLGVVPLTLVDRGAGPGLAPGPLTEAHL
RALLNGLDPGATRALICGPGPMMTMAADTLARLGLRPERIGYERFSYAVAESSARDRRMLSGFAALFAAIGAAVLAFALV
>TDX25412.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTNPTLAPRFEPPLRASIADGVFAELQRQLLSLDLEPGSKLSEAEIARAMGVSRQPVRDAFYRLAKLGFLQILPQRATTV
TLISTGAVMRARAIRTALEAETVRVAASVLTPADFDVLETLLAEQDAAIAAADRPRFHRLDDLFHREICERAGLGHFWDL
IAENKGHMDRVRMLSLAFASRHAWDDHVRIVAALKARDPEAACAALRAHLSRILGQIERIRADNLAWFADEPAPPDL
>TDX25413.1 glucuronate isomerase [Rhodovulum visakhapatnamense]
MALLDADRLFPLDPGARALARELHAAVATAPIVSPHGHTDPRWFAENAPFPDPARLFVTPDHYLYRMLHSQGVPLDRLGV
PRADGGPTETDGRAIWRLFAEHYHLFRGTPSRLWLDHAFQEVFGVDQPLGPATADAIYDRIADCLARPDYRPRALFERFG
IEVLATTEGALDDLRWHAEIRASGWSGRVITTYRPDAVTDPDFEGFARNIEAFCALAGEDPARYDGYLDAHRARRAFFRG
FGATATDHGHPSAATANLPRAEAEALYGKVRSGRADAAEREAFRAQMLTEMARLSLEDGLVMQIHPGAFRNHSAPVLARY
GRDKGYDIPTRTDYVRALKPLLDAVGEEPGLTVILFTLDETAYARELAPLAGVYPCLRLGPPWWFHDSFEGMTRFRQSAT
ETAGFYNTVGFNDDTRAFCSIPARHDVARRVDAAFLATLVRSGRLTGDEAHEVIHDLACRLARKAYRL
>TDX25414.1 tripartite ATP-independent transporter DctP family solute receptor [Rhodovulum visakhapatnamense]
MTHLKSLAALLASAAFATVALAPAALACERTLRSSDTHPEGYPTVEAVQYMGKLLEERTGGALCIEVFHSAQLGEEKDTI
EQTQFGVIDMNRVSLGPFNNMIPETQVPSLPYIFRSVEHMHHVMDGPIGDEILAAFADHDLIGLAFYDAGARSFYNSQHP
IQAMSDLKGMKFRVMQSDLFVDMVDALGANATPMPYGEVYSSIQTGVIDGAENNWPSYDSSGHFEVARHYTLDQHLIVPE
VLVISKKTWDGLSDEDRQAVRAAAKDSVPHMRELWAAREAESEAKMREAGVEIVTGIDKTPFIEAMVPVYEKYVTSDKLK
DMVTRIQATE
>TDX25415.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MQHTMLWVARVTGALATAGLWTAGAGLVLMTVFIAAQVFWRYVLNDSLQWTEPAAVMIMGWFIFLGAAVGLREGYHLSFD
VVLYVLPDRVRPWLHSVSDLVVAGFGAGMVIFGAELADRTAGNKLPALGISGAFDFLPLVGGGALLVLFALERLARRAAG
LPTPRFGDDHEIEPASDAGLSAAPGPEAR
>TDX25416.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MELWVLFGTFVMLLLIGTPVAFCLGAASFATVLYLGLPPVVVFQRLNSGVSVYALMAIPFFIYAGDLMVRGDIARRLVAL
AGALVGHFKGGLGQVNIAASVLFGGVSGSAAADASAVGGLMVPQMKARGYGTDYAVNITVVSSIIALMIPPSHNMIIYSI
SAGGKISIADLFTAGIVPGLLLALSLMVAARLVAIRRGYPTEPFPGLAALGGLLLNAIPGLILIAIIFGGVRSGVFTASE
SSNIAVVYALGVTLLVYRSLSFADFVEATKAAVRTTAMVLMVIGCAAAFGWLLAFLRVPAQLVAVLADLSDNPLVILLLI
NVVLLILGTFMDMSPLIVITTPIFLPVAQAFGVDPVHFGVILILNLGIGLCTPPVGAVLFVGCAVGRVPIWQVMRTIWPF
YLAALATLIAVTYIPALSLWLPGLFH
>TDX25417.1 quercetin dioxygenase-like cupin family protein [Rhodovulum visakhapatnamense]
MPYPETEPDPGIRRRVLAETPELMLVSFRFAQGAEGPLHSHPHVQASHVRSGRFRFAVAGESFEVGPGDSFVIPSGAEHG
CLCLEAGELIDSFAPRRDDFL
>TDX25418.1 4-deoxy-L-threo-5-hexosulose-uronate ketol-isomerase [Rhodovulum visakhapatnamense]
MLQVETRHAVHPDQARTMDTAALRRHFLAEGLFQDGRLRLVYTHYDRFVLGGAVPAGGRLTLDHVPETGTPGFLDRRELG
IVNLGGPGTVTAMGDSWAMARGDVLYLGRGAGPVVLAGEGRFYLASAPAHRTCPNRLIRPTEANRVELGSAEGANRRAIM
QFIHPLVMESCQLVLGYSVLEPGSVWNTMPPHTHDRRMEAYLYWDMAPEDRVLHLMGPPDETRHLFVANEEAALSPPWSI
HAGAGTGRHGFVWAMAGDNTDFTDMDMVAPGDLR
>TDX25419.1 2-deoxy-D-gluconate 3-dehydrogenase [Rhodovulum visakhapatnamense]
MSPFSLAGRRAFVTGANTGIGQAIALALAAQGAAVTCAGRRPSDETVARIEAAGGTAQSLILDLAAPMAGRDLFAGEGYS
ILVNNAGIIRRADSLDFSEADWDAVMDVDLKALFFTSQGFARASLDTGTLPAAIVNIASLLSFQGGIRVPAYTAAKHGVA
GLTKILANEWAGRGINVNAIAPGYIATNNTAALRDDPVRSQAILDRIPAGRWGAPEDIAGTAAFLCSPAARYIHGAVLNV
DGGWLAR
>TDX25420.1 fructuronate reductase [Rhodovulum visakhapatnamense]
MPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPEGAVA
HPVEILRDVLVAPEDPQAVLEAMADPAIRIVTLTVTEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRALQLRH
DRGLRPFTVLTCDNLPDNGRVVRGVVLALASRIDPGLADWIGTEGRFPSTMVDRIVPATSPEDIARVEVLTGYHDAAPVM
HEPFRQWAIEDDFVDGARPDWGAVGAELVAEVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVRHLWA
DEIAPALTPPPGVSLVAYAEALGTRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLVLTVAAWTRYVGG
IDEAGRPIDVRDPLAGRLRALSDGAETPEGKVAALLSVREIFPEALARTLKSHLAEAYARLQRDGARAAAGAVWAETAGA
D
>TDX25421.1 D-xylose isomerase [Rhodovulum visakhapatnamense]
MTDFFHGIDKIAYEGPDSPNPLAFRHYDPDALVLGKRMEDHLRFAGAYWHSLAYEGLDPFGGRTFERPWYGDGMDRAFVK
ADVAFELFSKLGLPFFCFHDADVRPEGKTLVDTVTNLNRIAEVFGQKMEKTGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDLGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLKRYGLENEVKLNIEVGHAFLAGHSFEHELALAAALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDAKIRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALKDRYAGWQAPEAQAMLNGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>TDX25422.1 cytochrome c peroxidase [Rhodovulum visakhapatnamense]
MTRLATALMAALAAPQGLAGSLPVPLSDADFATAPEAETRLGQLLFFDPILSGNRSISCATCHHPRFATGDGLSLGLGEG
GIGLGPARRADPANPPERLIPRNAPPLFNMGAAGVTVLFADGRIETDASRPTGFRTPMEDEMVAGFANLLSAQTMFPVLS
PDEMAGHYQENDVARAVRQGFITGPGGAWDRIAGRVAALPAYRTRFEAVYPEIAAGRPVAFTDISNAIAAFVAAEWRADD
SAFDRALRGGPPLTGPAAEGQALFYGRAGCDACHSGPLLSDMGFHAMGAPQLGPGKVERFETGQADPGRFRVTGHAADAF
AFRTSMLRNVTRTGPWGHAGGDTDLRAFLARHAAPQTGLARHPREAVLPHFDNPQPVWAVLDDPEARAAIEAAALPGPGL
AADEIEALMAFLEALTDETALAGRLGIPDAVPSGLPVDR
>TDX25423.1 VCBS repeat protein [Rhodovulum visakhapatnamense]
MKGLTLALLVLAVPASAGPVFLDRSAALPVAHVYSGGWEHFVGGGVAILDCNGDGRPDFAAAGGAGPTHLFVNRTPGPGA
ALAFEAAGLPVPTGVTGLWPLDIDGDGTLDLAVLRAGPNLLLRGDGRCGFAKADWGFAGGDGWSTAFSATWEPGRSLPTL
AIGNYVDRADPNGPFGTCDGNELHRAEAGRYGAPLPLAPGFCALSMLFSDWQRSGRPELRISNDRHYYVSGGYEQMWRLD
PLAERGPDEGWRRVSLWGMGIASADLDGNGFPEVMLTSMGDQLLQFNEAGVLRDAPYAQGSYAQRSYLGDDGRPSTGWHA
EFGDIDNDGRLDLFIAKGNVDQMPSNAMKDPNNLLMQQPDGRFHEAGDAAGIASGARSRGAGLADFDGDGRLDLVVVNRR
AALELWQNATPGTGHWLGVELRQPPPNTHAVGAWIELRAGGLSQTREVTVGGGHGGGQAGPVHFGLGAAETALLRVLWPG
AGWSDWQEVAADGVVTLRP
>TDX25424.1 putative NBD/HSP70 family sugar kinase [Rhodovulum visakhapatnamense]
MMTPPVSTPHLGPGNPDQPRGCGPLAPPRSPAPRPLRQQIFEQVRAMGEVSRGQLARELGVSPASVTTQTSELIEQGYLT
EVPLVPGAEPLRGRPPVALRVAAGAHAVAGVKFSMRKHVAVALDFAGNQIAEASEPARDRAPLDDQIEVLARLIGSVCAE
AGIGAGDLAQVGIGVPGFVDHASGRVHWSPVFGARDVDLAQAASARLGLPVIVDNDANLAALAELWFGSGRTLSDFAVVT
LEHGLGMGLVLNHRVFRGALGLGVELGHTKVELDGALCRCGQRGCLEAYVADYALAREAHVALDLAGGSVGGGAQGGADL
VERLYAEAKAGNAAAQSIFRRAGRYLALGLANVINVFDPELLILSGERMRYDYLHAQETIAEVGGSVLPARATPPRIEVH
AWGDLLGAHGAGALALGAVTDRRIGGPFEGAAA
>TDX25425.1 xylose-binding protein [Rhodovulum visakhapatnamense]
MQGRTLIAGLLAAACLGGPLLAQDLTVGVSWSNFQEERWKTDEAAIKSALDAAGAKYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQSAADEGIPVIAYDRLIEDGRAFYLTFDNVEVGRMQARAVLDKAPEGNYVMIKGSPTDPNAD
FLRGGQQQVLQPAIDAGKIKIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALMAQGMGGIPVSG
QDGDHAALNRVAKGTQTVSVWKDARELGKAAGQIAIELAGGTKMNDIDGAQQWTSPSGTTLWAKFLEPIPVTRDNLTAVT
DAGWIDVDALCQGVENGPAPCN
>TDX25426.1 D-xylose transport system permease protein [Rhodovulum visakhapatnamense]
MQHARTRSDAPARKSIFDSLELDTRLLGMIGAFVVLCLVFNLVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMVQTVVLPGWLGLGLGHWAIAPLAIAAGLATGAVIGGFQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATSRRNRRAHDFPVKPRWAEAVLGLVVAGAILG
FVAVLNAYEVPARKLARIFEARGAVLPEGFTAGYGLPFSVILLILIAAGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>TDX25427.1 monosaccharide ABC transporter ATP-binding protein (CUT2 family) [Rhodovulum visakhapatnamense]
MAGGRGTPLVEMKDISISFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYQRDAGEILIDGRPAAISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMDEAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVEEVTTDDIL
AMIIAGKKPAHLAA
>TDX25428.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAPRTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWGDLENGGINVRQNKTGKTLWVPLTKTLRATLEAADRRSVFIL
TNERATGPWSYRGAAQAVRKIREMIGAEAYDIHALRYTAASELCSLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>TDX25429.1 hypothetical protein EV657_12065 [Rhodovulum visakhapatnamense]
MSKQLRTDDRVRRLISAVEACGKTVQRVIVRGREVELILFRDQDEIDEFEAMDLRR
>TDX25430.1 protein gp37 [Rhodovulum visakhapatnamense]
MVENSKIEWCKHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSSANWRKPLAWDKAAAKSGVRHQVFCASL
ADVFDNDRSITSGWRGDLWHLIHRTPNLDWLLLTKRPQNIARYLHPEEYGDLPEWGDGWPNVWLGTSIEDQATADARIPR
LLATPTAVRFVSAEPLLGPVDLTPHLHQKRWGCDFGAARGGGSASGTIPALDWVIVGGESGPRARPMHPDWVRGLRDQCQ
AAGVAFFFKQWGEWSPCVLLGDDDGEPLAAYPMDGCFDGGSHRGDQEARFWQDGEWVFWPHVQKLPAVGVRRVGKRAAGR
LIDGRTWDGMAVAMGMAPEKDWMEEGRDAP
>TDX25431.1 hypothetical protein EV657_12067 [Rhodovulum visakhapatnamense]
MEETTPDRIEEIESLARHNCDELAGLTAELAELQTRVDKLEGGKTAEIAEEAFVERFVSHCLSQCGFTHFDDGEPVEAYA
RMVAPSYWADAHYRADGPEACAESDMDYWGED
>TDX25432.1 hypothetical protein EV657_12068, partial [Rhodovulum visakhapatnamense]
ACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFGEPFFKATGLYLRGLAPLSATDRLTPPAPGTEAHKRWSAV
HRAPPGPDRWKIRSRTFEGLAAAAASQWGGDARQEAA
>TDX25504.1 glutathione S-transferase [Rhodovulum visakhapatnamense]
MTYTLFIGDRTYSSWSLRGWLMLEKFGLPHRIVEVGLYTGTMRRDLAPAAPAHLVPALLTPEGEPLGDTMAIAETLAERH
RGAGLWPEDAAARMRARWLAAEMHSGFAALRSRCPMVLSHSYDGFLPPPEVLAELDRLQAIWAEAHARFGASGPWLFGRY
SLADAFYAPVAARIAAYGLPVGDAAANYVAQHLADPAFRRWRAEGLTVGYEPEPYAMDLPRLPWPGPEPVAARAVASGPS
VNAACPFSGQPTTHFLKTQGVVIGFCNARCRDKAANDPEAFPEVSAIYHSVTKQA
>TDX25505.1 magnesium chelatase family protein [Rhodovulum visakhapatnamense]
MVARAYTVAFDGIEAQIVEVQCAVAPGLPAFSVVGLPDKAVSEARDRLRAALAAMGVALPSKRITVNLSPADLPKVGSHF
DLPIAVALLAALEVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEADRALLCPRACGAEAAWVGATQVLAAPDLA
AVVRHFTGQAPLAPAEPGEVQPDAPTPDLAEVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPSLLPPLSPTE
ALETSMIHSLAGLLDEGGISRQRPFRDPHHTASVAAIVGGGRGAGPGEISLAHNGVLFMDEFPEFPRQVLDTLRQPIETG
EVVIARANAHTRYPCRFLLVAAANPCKCGYLADPSRACARVPQCGADYLGRISGPLMDRFDLRVEVPPVAFRDLDLPASG
ESSAAVAARVAAARARQTARFEAHPRVRVNAEAEGALLDQIATPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GAQQVARPHVAEAVGFRLAVGDS
>TDX25506.1 hypothetical protein EV657_1193 [Rhodovulum visakhapatnamense]
MTDRHGLMTDTPTPLSSRFGWPLLSNRKPDVELGKVRDHPLSDALNLPLLSESQGSSTELMTDMPTPFSSRFGWPLLSGR
RSDLELMTDNPTPFSAALGLPLLSASETDTGAAPKTGEARNMSWRTGQGSGSDGPVAKFIRQIITGEVQK
>TDX25507.1 glutathione synthase [Rhodovulum visakhapatnamense]
MPFKVAIQMDPIGAVNIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGPEQEVDLGA
YDVVWLRQDPPFDMGYITTTHLLEHLTPATLVVNDPFWVRNFPEKLLVLRFPELIPPTVIARDLTTLRAFKDLHGDIILK
PLYGNGGAGIFRLDPDDRNLASLHELFSGMSREPLIAQKFLPAVRKGDKRVILVDGAPVGAINRVPAEGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGDHLTEINVTSPTGIQELERFDKVNIAARIWDAIESKRA
>TDX25508.1 putative endonuclease [Rhodovulum visakhapatnamense]
MSGTVSYHSGYSAEDCVARGYERRGMAIAARRWRGGAGEIDLIARDGDGLVFVEVKASRSFARAAERVTRRQMVRVMTAA
QEFLAGEPKGQLTDIRFDVALVNGIGEVDILENAFCA
>TDX25509.1 16S rRNA (cytidine1402-2'-O)-methyltransferase [Rhodovulum visakhapatnamense]
MEILRDPLPAGLYFVATPIGAARDITLKALDILASADVLAAEDTRTARHLMQIHGIALGDRPLIAYHDHSAPSVRDGLVG
MAASGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPAQAGARARMLEDL
ALVPATLVFYESPRRISRLLEEMVVSLGPDREAAVCRELTKRFEEISRGTLADLAQTFAEREVKGEIVLLVGRAAPRQAK
AEDLEAALDEALARLSVKDAVAEVASALDLPRRQVYRAALAREGKA
>TDX25510.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MIAVFRACRKRSAPALTSALAPVLGLAALALVAACQPSGLGGGPSINSSKPVPVALLVPHGSGTPGDEVVARSLENAARL
AISDLKGVQIDLRVYNTGGNPDIAAKVAAEAASDGAKIILGPLYAQSANAAGLAVARRGINVLSFSNNTQIAGGNVFVLG
PTFENTADRLARYAVAQGRSPVMIVHDPDVAGEAGRAAIASAVARSGGTVAATGSYELSQNGVVQAVPGLARKARDSGAS
AVFFTASTAGALPLLAQLLPENRVDPAQIKFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYMAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALTVSGLTQPSGFVGVNGVFRLRSDGTNERALAVAEIRDNQVTVIDPAPRSFGGAGF
>TDX25511.1 UTP--GlnB (protein PII) uridylyltransferase GlnD [Rhodovulum visakhapatnamense]
MAAFEAELTRLTAEGIDPKALRGAVVQYLTEARQKGREVIAAGFAERPFDAGPTVRAYTWLTDCLLRATMRVSCEILHPR
PNPTEGERLAVFSVGGYGRGEMAPHSDVDLLFLTPYKLTAWAESVIESMLYMLWDLRLKVGHASRTVKDCVRLGREDYTI
RTALLENRFLGGHQPLDKALNTALWDDLFKGTAAEFIEAKLAERSERLRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAK
YVYRVDRASQLVKLGFFTSDEFTGFVEAERFLWAVRCHLHLIADRAIDQLTFDMQVEVAARMGYADHGGRRAVEHFMQDY
FRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGYEIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLH
PDAMRLIQANLRLIDDEVRADPEAQRIFLDLLLKHGNPERSLRRMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTI
QCISTLAQIERGELVEELPIASRILKDGVNRRILYVALLLHDIGKGRPEDHSVLGAQIARKVAPRLGLKAEECETVEWLV
RYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVCDIIGVGPGTWNNWKAQLIRSLYRETVTALEGGLEDIN
RERREAESKRALREALAGWDAKELRLETGRHYGPYWQGLPSGTHVVMANLLRGISNDEIRIDLAEDADRDATRVCFALSD
HPGIFSRLAGALALVGANVVDARTYTTKDGYATAAFWVQDADGSPYDSSRLSRLSQMIEKTLMGEVRPREKLADRDKVKK
RERGFKFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRIFATSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYSKSR
QDSLERKLREAIEKGTERAYN
>TDX25512.1 putative peptidoglycan lipid II flippase [Rhodovulum visakhapatnamense]
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFVPLFSKKLERDEG
ALDFARDAFTGLATILIGFTLLAQLAMPALVLAMAGGFAADERFDLAVVFGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNVLLVGAMLLAATMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTLRRPRLTPELKRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTTGGRDAFNRAGEFALALTVPA
AVALATIPGPIVGVLFRRGAFDQADVAATALAVAVYGAGLPAFVIQKVLQPLFFAREDTRRPFYYALGALAVNAGVAIGL
APVFGYIAAAWGTTLAGWAMVALLWHGSRRYGAAAAIDARLRRRAGRIVLASGLMGALLWGAARAAQPWLAEDGLRYPAL
AGLVALGIVSYFGLGHALGAFRLSEFRRAMRRQR
>TDX25513.1 rhomboid family protein [Rhodovulum visakhapatnamense]
MQSDPNAPPINPLPAVVWLLTLPVIAMEAVLSLGESGLAGGPGAVGWRMEAIRDYGFSGQVFDWMLKTGQFPPDQMMRFV
TYPFIHGSVTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGAATYGLLIDSPVPLIGGYPGVYGLIGAFTFLMWV
RLAGTGATQYRAFTLIGVLLGIQLLFSLLFGGSMDWVADLAGFCTGFVLSFLVSPGGWSRVRAKIRHR
>TDX25514.1 tryptophanyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDRGDMPTIYCIVDMHAITVWQDPEKLNRATRELTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGVDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADAIAKKIKKAKTDPEPLPET
LEGLDGRPEARNLVNIYAALSGKTAAEVVAEYAGQPFGTFKPALADLAVDRLSPISTEMSRLMQDPAEIDRILAHGAEQA
NAIAEPIVRRAYQIVGMVGA
>TDX25515.1 branched-chain amino acid aminotransferase [Rhodovulum visakhapatnamense]
MATGTNIRTYYKGTWHRGDIPVMCAADHGSWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTIGGGEMAEIVW
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYTVHETVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYEHGPLTAKVRELYWDWAHSAA
>TDX25516.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHFEVFAKWMRDRQGIDP
ELVIREGEAVPEILAQIREDSEIGVLVLGAGTDSKGPGPLVTQLTRGAGSLPIPVTIVPGGLSKERLEAVC
>TDX25517.1 Fe-S cluster biogenesis protein NfuA [Rhodovulum visakhapatnamense]
MFIQTESTPNPATLKFLPGQAVLEAGTADFPSAETSGTSPLAARIFGVEGVRGVFFGTDFVTVTKAETVDWDHIKPAILG
AIMEHFQSGQPVMTGENAEAGHAEHDGPDGDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>TDX25518.1 tRNA threonylcarbamoyl adenosine modification protein YeaZ [Rhodovulum visakhapatnamense]
MGRALAPILGFDTSGPYCAAALLRDGGVVLSRHRDMARGQAEALMPLLGEMLAEAGLGWSDLGGIGVGVGPGNFTGIRVS
VAAARGLALASGVPAVGVSMFEVLRRTQPDPAPDLLSLEAPRGLAYVQPRSGGVPGAARMIAPDTPGEAATLDAAGARHV
TGFAARQIGTALGIGWTEAAPAEIAPRIARAAAEILATGALPMRPAPLYVRPADAAPPADPPPLILP
>TDX25519.1 ribosomal-protein-alanine N-acetyltransferase [Rhodovulum visakhapatnamense]
MPDASRALSSGALADLHARCFTTPRPWNASEFDDLLATPGTFLCGDARGFSMGRVAVGEAELLTIAVAPECRRTGLGRAR
LDAFEAEARARGAQEAFLEVAVDNAAACALYTGAGFVLAGRRPRYYGTPDGRRIDALVMRKALSAKS
>TDX25520.1 nucleoside-binding protein [Rhodovulum visakhapatnamense]
MTNTQKVLGAAAVLALAGGTALADPALIYDLGGKYDKSFNEAAFTGAERWKAETGGTYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKSVLEEVAADYPDTKFEIIDDLVDAPNVRSIVFSEHEGSYLVGMMAAMASKSNTVGFVGGMDIPLIRKF
ACGYAQGAKAVDPETTVLQNMTGTTAEAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKGVDVAVYSAFKAGDALETGMFRLGLAEDGVGYAMDDNNKDLVTPDMIDAVEAAKARIISGEIEVHDY
MSDNTCPVK
>TDX25521.1 nucleoside ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]
MAADAGTGTSSAPAIELRCISKAFGPVRANRDISLVVRRGTIHGIVGENGAGKSTLMSILYGFYKADAGEILIGGRPVQI
GDSQDAIRAGIGMVFQHFKLVEPFTVLENVILGTEDGALLKPSLAKARGTLRQLAADYELEVDPDARIEDLGVGMRQRVE
ILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLRTADTSPA
ELAELMVGRKVLLRIDKSPARPGRRVLEIEKLCVTDAQGIARLSDVSLSVRAGEILGIAGVAGNGQSHLLEVLGGMRPAT
GHVRIDGKELDLSGPGCDGRSRRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHSDPALQSAPGLMDNARIRSRAGDQMA
RFDVRPPNPDLAAQSFSGGNQQKLVLAREIERNPDLLLVGQPTRGVDIGAIEFIHRRILELRDAGKAVLLVSVELDEILG
LSDRIAVMCGGRIMGERLASDTDETELGLMMAGMKGKAA
>TDX25522.1 nucleoside ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MSQMPKWADLVLIPLISLIVAALLSALVILGIGEDPVAAVKMMVTGALGSTYAWGYTLYYATNFIFTGLAVAVAFHARLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPVAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPTGSMDPSTARFADGTHLPTLHDLLAPLGIAFSKAVPANISFLLALAACVAVWMLIWRSRLGYEIRALGHSEPAAI
YAGIRPVRTVMWAMLISGALAGLMAVNTVMGEAERLVLNSVEGAGFIGIAVALMGRNHPAGVFLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFLSLRKGRA
>TDX25523.1 nucleoside ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFCSAATAAVTGSVWLGLLAGIGGSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPSLLGGARFEAIALPFAETLRPVPVLGPVYAELISGHTLLV
YVAALLVPASWWVLYRTRFGLRLRAVGENPEAVDTAGVSVQATRYAAVAICGLLCGLAGAYLATALQAGFSRDMTAGRGY
IALAALIFAKWRPWQALGATLLFGLLQAVALRYQNIELGGVGLPVQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
R
>TDX25524.1 hypothetical protein EV657_11921 [Rhodovulum visakhapatnamense]
MQIYLPIAEVSVNAFVLLGLGGIVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGTVLLAGGMCGAVLGVWIFNLMRGIGQVDLLVKLCYVVFLGVIGALMFVESLAAINRTRKGVVRKRKQRTWFDALPFK
MKFRTSGLYLSAIPPLIAGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLRMKAEQLRIWLAILVLAVCGKLALDLLIEPAELYSIAERVR
>TDX25525.1 uncharacterized protein (TIGR02186 family) [Rhodovulum visakhapatnamense]
MAWRLIVVLLLAALPARAEQVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPAGPPLEVVVTVAGPSAPATVRKKDRR
VGIWVNTESVRIAAAPSFYAVATTAPLDQALSQTEDLRHKVSIPRAIRSVGVTEEAPEAQSFIDALIRIRSETGLYQELP
GAVELDEQTLFRTSIALPSNLTEGDYATRIFLTRGGDVVDAFETTIGVHKVGLERWTYLLAHEHPLAYAILSLGIAIAAG
WGASAAFRMMKS
>TDX25526.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MTARTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDQIAAGHEGALALPADVTDAGEVETAFDAFMVWAGRLDVL
FNNAGTFGPSGSIDDIDPAAWAQVLAVNVGGMFLAARAAFARMRAQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTDRARAEGRPVQPTMDVAHAARSVLHMADLPPEANVQFMTVMATTMPY
IGRG
>TDX25527.1 exodeoxyribonuclease-5 [Rhodovulum visakhapatnamense]
MTVPALRFSEDQAEAHDRVAGMLRGFGVDLDDATLCARSEGKTGVLAVTGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
GKRRKDRRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGEGDRPEIEGLTEAALDRAQAFYAAV
PSVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVLFGDPAQLAPVNQSGKMVFDRLAGP
QTLELQRIHRQQDDNPILDLAHALADPEVDFERFERMVEQAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLINAFR
QAQGAPEDALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVVGAEDPRLSVASIVKIELP
DEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAAARAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPTRALTADDLVAAPAPLTLTAEEARP
>TDX25528.1 acyl homoserine lactone synthase [Rhodovulum visakhapatnamense]
MLRYIYGVDLHKFPLLRDTMFRDRALQFHDRLGWAVSVNDRGEERDQYDALNPLYVIWEQPDGRHGGSMRFLPTTGRTMV
NEHFLHATGGARIESPLIWECTRFCLAPDADREVSAGLVLGAGEVMAQFAVEHFVAVFDPRMERIYRLMGVEPNVIGTSG
QGRDRIGVGLWEMQEAAWPRTLARLGIGRETSLDWFRASFSAPTPVQRELAVA
>TDX25529.1 regulatory LuxR family protein [Rhodovulum visakhapatnamense]
MQIHVMQGGLESFLDRLQRATTLEDLYRATEDLRDRYGVFHVVYHWVNSVGERYGAGTYSTEWVDRYLDRDYLMIDPVIF
GCYSRFHPVDWKELDWSTKASRAFLEDAIAHGLGNQGVSIPLHGPKGQFALFTVNDSCSDVSWDMFKQLNLRDLILIAHD
FNKKALELEQAADPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSAGLI
VV
>TDX25530.1 crotonyl-CoA carboxylase/reductase [Rhodovulum visakhapatnamense]
MALDQNPGIAPYEAPEKELYEIGEMPPLGYVPPKMYAWAIRRDRHGEPDKSFQVEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHKAPYHIAGSDASGIVWAVGSAVKTWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLERPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISEESKRDFVMDLGAKGVINRKDFKCWGQLPKVNTPEYKEWFGEVRKFGKAIWDITGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMVQRRIDPCMSEVFPWNEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLDAGPAA
>TDX25531.1 hypothetical protein EV657_11928 [Rhodovulum visakhapatnamense]
MSVRSPFSPVLAVAVAASVASPAFALDRHVRIVNNTGFALVEFYGSNTGASSWEEDILGPDILYSGQSVMINFHDGSGYC
LFDFRAVFEDGDELVEPRVNVCEIGTFTYN
>TDX25532.1 (R)-ethylmalonyl-CoA mutase [Rhodovulum visakhapatnamense]
MPNDTQTPVRDRPWLFRTYAGHSTAAASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMR
TLFDRIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTLE
HLPKWNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELW
DEICQDRYGVEDPKHRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKTARARAVQLPAWNEALGLPRPFDQQWSI
RMQQILAYETDLLEYEDLFEGNPAVTAKVEELKRNARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGRVETGATVVVG
VNRWTEGEPSPLTSGEDAIMVVDPSVEADQIARLAAWRDSRDSAAVEAALAALREAAATGRNIMPPSIAAARAGATTGEW
GDVMRAVFGQYRGPTGVSKSPSNRTEGLDEIRAEVDALAGRLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEG
IRLTPSEIVEAAKAERVDIVGLSILSGSHIPLMESLMRLMKEHDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFEL
NRIMFDVVGLISPERVAAE
>TDX25533.1 purine-nucleoside phosphorylase [Rhodovulum visakhapatnamense]
MSLHIGAQPGEIAETVLLPGDPLRAEWAAKTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQEQVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHGAALAKGARTHVGGIYSADVFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSPEERQTGFAEMVEIALEAAFS
>TDX25534.1 hypothetical protein EV657_11931 [Rhodovulum visakhapatnamense]
MPTDPLPEPADAAERRSAAPVVCYPPESLPAPPMALYAALRAGMTPVERLEIPARDARAFRVPAGHVLRISCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVGTGDRLWSSFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALVAETGLAPAAAEPLVHDVLNVFMCTGFTRDTHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCTGNSTDQARCHPLGAEIFAPAAAVLDGGALGGWTPPTPAPYDRSHGL
>TDX25535.1 hypothetical protein EV657_11932 [Rhodovulum visakhapatnamense]
MLRDVLIFGTAAAGLLLILSPPMRRWRFWRAMVTPLASIIGSGFLVLGPILNQSLGIWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWTLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARAVTTTVFLLILTTGLTKGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGETAATTGPVLTPASVSPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
GAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIDMTSAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVAAGIGLTWTADVFAIISYASRAFALYYALEAAIAALAARSAGQGGRAVGFAALGGLGLVIAVLGRPVE
>TDX25536.1 succinate dehydrogenase subunit B [Rhodovulum visakhapatnamense]
MVELTLPKNSVVKTGKTWPKPQGATNIRTFRIYRWDPDTGENPRVDTYFVDLDTCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETKSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTSCPSYWWNGDKYLGPAALLHAYRWIIDSRDEATGERLDSLEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERTV
>TDX25537.1 succinate dehydrogenase subunit A [Rhodovulum visakhapatnamense]
MAAYEYETHDYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDNWQWHMYDTVKGSD
WLGDTDAMEYLVREAPKAVYELEHYGVPFSRTEAGKIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKE
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTLHVFAAKMVVLATGGYGRAYFSATSAHTCTGDGGGMVARAGLPLQDM
EFVQFHPTGIYGSGCLITEGARGEGGYLTNAEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGANKDHIHLNLSH
LPPETLAERLPGISESAKIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPAEGDPDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPSTAVPLPSKAAIDKALGRMDGLRHANGTVTTAELRLEMQKTMQADAAVFRTD
KSLADGVEKMTAVAGKLGDIKVSDRSMIWNSDLMETLELTNLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LSRVEGASVDLTYRPVHLDPLTRTEDGGIDLKKIAPKARVY
>TDX25538.1 succinate dehydrogenase / fumarate reductase membrane anchor subunit [Rhodovulum visakhapatnamense]
MRYLTDRKRAEGLGASKAGTEHHWYMNVSGVGLTLLIPFFVFILGTSLGAPYEEVVATLSQPFPAVIVGLTIAAGMLHFR
RGAQMMIEDYWGGMTRKVMLWTVICLSYLVIAAGLYAIVRIAI
>TDX25539.1 succinate dehydrogenase subunit C [Rhodovulum visakhapatnamense]
MADIERGNRPLSPHLQIYRPQITSVTSIFTRVTGNALIVGAVLIVWWLIAAGAGPEAFARADWVLTSWLGNLVMFGSLWA
LWYHTLAGIRHVIWDNGYGLELETAEKLGWIVIFGSGVLTVLTVLTLWIF
>TDX25540.1 hypothetical protein EV657_11937 [Rhodovulum visakhapatnamense]
MNTELRTFFRCTREKNDVCDHGLTGRDHGFRSIPCDPAGKASESGTRRLAPAAPAAADRCRSRFRSRGACRPQPQNLSIE
GRIGIPQAPRRTASRMTRLSLASTCRVSSTGRSKMPKLPWATTAVASSGGRAATRAASVTMAARAAASVVSPTIRSMPSA
IRVSRAKAPSVARGSGSFRTVEKPKAARPAVAALPTEVPIETSLCNIRANENEGPKTLASWHEPALFPRPASAPSNRDPA
APRAGTCPPRRAARRARRPP
>TDX25541.1 L-erythro-3-methylmalyl-CoA dehydratase [Rhodovulum visakhapatnamense]
MAKTNPGRFFEDYAVGQVIAHAVPRTLSGGERALYHALYPARHALCSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRAGDTLRSQSEVIGLKQNSNGKSGVVWVRTRGLNQRDELVLDYVRWVMVRKRDQGAPAPETV
VPDLAKAVAASDLVVPEGLDFTGYDFILAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHIISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGA
LRGEEGKYRPEVLLDLDYWALMPV
>TDX25542.1 hypothetical protein EV657_11939 [Rhodovulum visakhapatnamense]
MQAYRLLTEEDTPAFCHKVTAALAQGWALYGSPAYAHDPATGKMRCAQAVVKDVEGECAPDLKLGEL
>TDX25543.1 putative membrane protein [Rhodovulum visakhapatnamense]
MFLLILGVALWSFAHLFKRLFPGVRAMLDDKLGMASKALFAVPLVVSVVLMVIGYQSAGLPQRFAGPSWLIHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIVLFGGLCAWAVAEIVLINKTEKGVTRYTGGSLKGDLR
LAGIAVALYVVIILLHIWAGVMPLPMAS
>TDX25544.1 (3S)-malyl-CoA thioesterase [Rhodovulum visakhapatnamense]
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLRAGGYGGRFKIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPRGILNAAALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECDQGRDLGFDGKTLIHPAQVAIANAAFAPTESEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>TDX25545.1 hypothetical protein EV657_11942 [Rhodovulum visakhapatnamense]
MRAPLPLCRPLSGRPALALAAALVVWPVLALPVPAGAQTQVQSQAQRQCGPREGILSQLRDRYGESRQAMGLAANNAVVE
VFANTQTGTWTVTGTFANGLTCLIASGGSFETLDEPSGQGL
>TDX25546.1 hypothetical protein EV657_11943 [Rhodovulum visakhapatnamense]
MIDFDPFFFAVTIPAILFAGLSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWGGGAARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRMKLIPAREKPFGRPAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTTFQATTVLVFWAINLLKFGPYAFLGIFTPDTWLAVLLLAPVAILGVWLGVRAHRLVPERWFFGITYVALTL
TGAKLLWDGLT
>TDX25547.1 malate dehydrogenase (NAD) [Rhodovulum visakhapatnamense]
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAALKGTTDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPAEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVSAFVLGGHGDTMVPLTRYSTVGGIPLPDLVQMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVDAVRGLVEACKAIDDSLA
>TDX25548.1 nucleotide-diphospho-sugar transferase [Rhodovulum visakhapatnamense]
MTASPEPLAADWRTEIDYAADDCGVVLSASGDVYIRLAEQAAASVRATNPGLRVDLFCDGEATPGVFDEVHVLSRSFYRP
KFEAALRSRFQRTLLIDVDLVLTADVSDMFWVLNKYDLAACQVQNRNQRFANRFWRRNFPNAFPQINSGVIAFRRNEKTT
RFFEDWQYLVAEVRKGGADQPVLRELLWESDLAVHVLPEEYNLRKHERLYTSNWTVPAPRILHSQRFVRNAKAGKDISPR
GVYGWPLMALLRNQIRGDKQLTSDSQRTAGSLGAVLRRRLFGGRSGLSS
>TDX25549.1 hypothetical protein EV657_11946 [Rhodovulum visakhapatnamense]
MPILIHENMSRGRTRTGWLDAFHSFSFGGFHDPARMGFGRLRVLNEDRIVPGAGFPTHDHADIDILTLVLVLVLSGRVRH
ADSLGNRFEIGPGELQLMRAGRGVTHSDPNPSPDDPVHLLQIWLIPDRTGGTPSYRRIARPEARTEPVLLAAGSHGGAPL
DLGADSRVLFARPAAGTGTRLEVAPGRKVFVHLVEGLAAIEDERLVAGDGLQLADTPPPLTWRTDGAILIFDMAP
>TDX25550.1 methyl-accepting chemotaxis sensory transducer with Pas/Pac sensor [Rhodovulum visakhapatnamense]
MTSNAEAAQDAPDFATALAQALGAQILNDAYVLSFDMETRCLVAASDATVFLLDLSEDALEVNDFASLVAVPGQTSDDLW
DRAVAGTEPVWSGRFIGCRSGSTHAMQMRSVVVVCADGSLRLSVIGHPAPESAADQAGRWSPLEAAVGLIAFDAGGTVIE
VNDRAAALLGQTGAALAGRPHRDLWPDAATDAPGYDGFWARLRQGQIVEGRHPHRTGTGGTVWLRSAYVPVRAANGAVDR
VLQCLLDVDADARTARAEREIATLCETGLATARYDAEGHLTQASAPMCALLGQEAEGLVGKHMRRLVSNGFSRGKPFAEA
WAALGRGERVALDIPHTVRGQDTAWTRSQLLPLTDSEGGFAGAFEIAVDITHEKQDLDRLGARQAALDSRIAMAEFRPDG
TLIEASTGFCKLLGIAASDLDSRSHKSFVPSDCADSRRHDDFWDRILRGEPVSGTVRRHGPDGRAVWLSSCYLPLTDADD
GEVRSVLFIGHDVTEARQAEAEAEGKLHALDRAMMVVEYDLTGRILSANGTFLDTLGHRIEDIRGRGLGLFLDQDRVKDG
ADSRFWEDLRERDGFKGEVLWVDADGREVWLQTVFHPVADPDGRPGRVVQIAVDITAAKRRTLDLEGRWQAALNHQAVVE
FDPEGKILQANEGFLRLVGHSLREVAGQSHSSFCAGDYIRSTAYTDFWMALRKDEPQSGRYHHIARFDRDLFLLAHYTPL
KNCRGEVERVVMCGYDISAQVALETATAAQARALAEEIESLRKVNDTLRDDADLLTRTNEKLQDSAQNGDRLLDGALTEM
RTAREAADKVTGIVDLVGDIAVQTNLLAFNAAIEAARAGEHGAGFSIVADEVRKLAERNGEAAREISRHIERANESILRS
ASGTEQTLERIRAIGSMAQEAIGGLTQMAAHAGAGESAAASLSRLAGELGQAAAE
>TDX25551.1 chemotaxis signal transduction protein [Rhodovulum visakhapatnamense]
MTETAPVPDSAPDREATYALMEVGGGVIGIDIAHLSEVYPIDALSPLLVAHPALMGAIRLRGHIIPLVDPRAVSGIGPVG
DAPGIAAILARGDRVVALAVNAVSGLARLRRDDVQGLASGDTAAPFFVGGFFHGGKLVNVVDPAAIFALGGLPTATRFRR
DEGDRGATGEGRAYLTFRAGGATFAAPAVEVHRTLPRQDIERNALTGGDCLGSVTVNGLRIPVLDAPGILGLGAARERPN
PEIVVFSFSGDRLIGLAVDVISNIATLRQKDLHAAPALLGGGAGSIGAVAVASDGAQTYVIRVERLREMKGLQAIAEMSA
PVAPQATRPGPPASGSAADTAPSDQHDTLEPAPDTGPLDETGIAAETAPETDVLPSPDALFRDRRRYLIFQAGTAHAAPI
ESIARIIEPPATITPIAHPFPGVLGFFPVDGATTTLVCLSRFLGAGAPRKGQHQRVLLVGSGDRRIGFLVPSVEGIEAAT
WRALNTAAAPFREQMVSLGRGADLRVLPCLDICRLAVDIAERFHDHNVYA
>TDX25552.1 exonuclease SbcC [Rhodovulum visakhapatnamense]
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGQTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQARPKTRGSGETRDPHEAYLFDATGLALDRIGPEGRGKVLAEKKVGAVAAAVTGLLGYGPGQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSLYRRLAQAMKAEAEMLERTLREARAVCEGRLAAEGFDGMQALETGLA
AAEARLAEARTAEAAAAREAVAARAGLSTAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLVDIEARV
AEAARETQAAAARMDAAEARLEVAEAAAKRAAVRAEAEAARAPETETLRREVETLARHAETQAAAAGLQRRAQEARALAE
AARGELVAAQGALTQRMAQRGKAAEAVQAARQTSANRELLTARLQALEAEMKAARAVEAAQRDVADSTEAVARLAAAQEA
AARRARAARDDLTGAERRLAQAQAVQLAAGLRPGAPCPVCGAIDHPAPAAAGAGDPSGPEAVLKAVRAAWDEADRVLREA
ERTLASERGVLADRQERLAGLDRPRTDAATLKDRIRATHEGLAALGAETEIAVAEGLLARLDAAVAAAETARDRCRDAIA
EREAVALRESARIEAMLAPVPQALRSEPALSAALGARKAALAAREAARASAVQAAADSREAVLAARAAHEAAVRAMAEAR
ARHEAARQAFAGRLAETGLSAADLAELKPAIARLDEDRAAVEAHGRALAVAEERARATAEAIAGRDRPDLEALRAALEAG
EARLSAATERRSGAGHARDHLAALRGDLAETLRRLEAEETASGPLRSLAALFDGRNPQGLDLETHAIGAMFDRVLAAANR
RLVPMSAGRYRLERETEGGGRGRRGLGLQIFDLFTGKARPTATLSGGETFIAALALALGLADVVETASGKVRLDTIFIDE
GFGSLDTENGAGTLDRVLQALGALVGRTRAVGLISHVPLVQEAIPNGFYVRKDPAGSRIETRGPV
>TDX25553.1 exodeoxyribonuclease I subunit D [Rhodovulum visakhapatnamense]
MRLLHTADLHLGRQFNGISLEPDHDAVLDQIAAAVAAHEVDALVIAGDVFDRAAPSASAVRQFNAFLARIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILEDAHGAVAISALPFAWEYAAREAFGDESLASPEDVMRAQIAA
ARAALPEGARWVIVAHGTVAGAAVSDAERPLARIGGVETVGAELFDGAQYVALGHLHRPQSAGRAGIRYAGAPLAFGFDE
AGEEKSMSLVEIGGAGEVRIAPIPFRPIRGVRVIEGRHADLLHLPPTEDFLRVVLTDEAPVIDAMRRLRAVFPNACDLAY
AREMQAPEVKALGGAPVALDDPLAVIGDFLTQLRGEGPDAAELAAIVATLDGLRGREEGA
>TDX25554.1 hypothetical protein EV657_11951 [Rhodovulum visakhapatnamense]
MKPVASREAIDGVQQMHRALHMALDALENRNEPDRAAEILRQIDMAMVDWIEAARFMR
>TDX25555.1 hypothetical protein EV657_11952 [Rhodovulum visakhapatnamense]
MTDAFTAPGRFFRGNLHTHSTLSDGVLPPAEVCRRYAAQGYDFIALTDHFIGLYGYPVADTRPFRGAGFTTLLGAELHSG
AMANGELWHILAVGLPADFAPGHAPDFAPAEGQETGAAIAARAAAAGAFVAIAHPQWSGLTLADARGIEAAHAVEVYNHG
CAVGSDRADGFGIADLLLTEGRRLSLIATDDAHFTEPDHFGGWVMVKAEENAPEPLLAALKAGRFYATQGPELRGVALDG
AAVEVACSAVSTVIVQGRGSAAVACHGAAMTRARVPLGRCAGSPWLRVTAIDAAGRRAWSNPIWR
>TDX25556.1 spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MTRTGSGLLLRIYMGVFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGFTLHWFTELWQDRRMWSGLANSVLIAGAVIALAL
PMGLAGALLLGRLGSRAAGVLYTAMVSPLLTPGIILGISTVIFWRGLDVSAGLFTAILAQTTFIASYTMLMFMARLQRQD
GALEEAALDLGATPFQAFRRITLPFLRPTILTAAVIAFLQSFENYNTTMFAIGGEHTLVTEIGSRMRFGLSPAINALGIL
FILATVAFALAWAALKAHERRAAEQAT
>TDX25557.1 spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MTRLRRSFGAPLAALIVLLTGIWVLGLIAAPQVIMIEQSLWKMDRPAGADELSVQIDRLYNRLDMLALDRAAARTLSTPS
ATDAKLAQIDAERAAVAAEIADLETRESTPVRTWTLTNYAQMGQAHLRIFAKTILAALAVTAIAFAVCYPIAFAIAKLEP
PRRAALIMLALVIPYAINELLRVFAWQMILNYGGPLNAALGLLGIGPVPFLESGSGVFVAMVYAYILFMVFPLYNVLETL
DMNQIEAARDLGAKTWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAAPWFAQLVYNRFFQASDWNVGAA
YAVSLLAVCTGFVFLMMRLLKVRLRDIAK
>TDX25558.1 spermidine/putrescine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTPTPSGMDIALSGAAVRFGTFQAVHPTDLTIEAGEFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGQPMAGIGPSD
RPTALIFQNLALFPLMTVWENVAFGLEMRGWKTARRRARAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAV
LLLDEPLSALDLKLRQHMRAELKQLQETTGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDVYDRPATAFVATFV
GEMNRLPGRIESVAEGRARIATAGGSFLAPNPGGLAPGAEAVLFLRPERLHLLAPGEAAANVLEGGLVRRDMEGAFSTLI
VETGAGRLTVQRVNSGSGGLPAGPLRLGFADRAGVILPAGETADDAA
>TDX25559.1 spermidine/putrescine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MKSTVLPLSRRAVLATGAAALAAPLIARRALASSGEVNVFAWGDYFQNGEIPAAFTDATGIKVNVSTYGSNEEAASKLRA
AGGKGFDILFPSIDTRPNYDEGGLLAEIDESRLKVERIQPALWRSSLELGAAHRGKRYLVPFDWGTEGITWDSSALDIAP
GELSYGHLWADGLAGKVAMRQKSVLTSLAIYLDAIGELPSNRGMDVYKTEADNRRIFDACIEFVKAHKSNIGAFWNNATE
ATSAFTDGGCTIGQTWDTTGIKLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVEQAYEFLNFLLTPEVGGMFANATG
YNSAAMGAAEHLSDANKEAFAYAYPGDAIDNLWWWPMFTPWFSAVREEYVEKLTNA
>TDX25560.1 hypothetical protein EV657_11957 [Rhodovulum visakhapatnamense]
MARVRGMSAGRVALVAVLALSLLGNAVALGGALKLQRVKTALLGEAAAAQSVVFPAEIRRDLRRALEARRDRIDPALAAA
VAARAEVVARGAAEPFDRAATEEAMRGFRRDLNALLDLTQETVLDALGARASGAPLN
>TDX25561.1 hypothetical protein EV657_11958 [Rhodovulum visakhapatnamense]
MTRNPERPEAEPARPDPARFDSDLARLLARPEDEDTAELSRAVLSRLAEPPARGPGAGEVLSEPLPWAAGFGGLLLAAAA
LGYALLPGASGEELILWALLGDLSAGIGGF
>TDX25562.1 RNA polymerase ECF family sigma subunit [Rhodovulum visakhapatnamense]
MDPRQDEAEALMAALARGERGALARLVTLFGPGLRRYAAQALTVGSEAEDVTQEVFLRAWHRAGLYDPGRGSVAAWLYRI
ALRICIDRNRRGRFRRFVGIDAVAEPEDEAPGAEATVAARQRLARVRAAIRALPARQRQAILLRAAGELGTAEIARTLGI
SAGAAEQLLVRARAALRATVDREDHR
>TDX25563.1 hypothetical protein EV657_11960 [Rhodovulum visakhapatnamense]
MRSLTLVLALTLPLGVALPALGQSVTVTGANGATLSKDRTCLRGNGAANCETTTTATGANGQTGSKTRFRTSEPGSSTTT
VDRTGPNGQTRGQSRTVTVSR
>TDX25564.1 EF hand domain-containing protein [Rhodovulum visakhapatnamense]
MRSLTLAAVCAAGLAAPALAQSDLLAAYDRNGDGALSRTEFETLQKEAFARLDGNGDGRLDAAELSGADKGRGDGGRAMS
RDTNGDGVVTEAEFVAAGRAFGKLDRNGDGVLSGDELARLTRALSRGRG
>TDX25565.1 hypothetical protein EV657_11962 [Rhodovulum visakhapatnamense]
MHRTIREGEADQARRQWRVFPLNVNRDHHDSHDQLRPHLADLMAAYNFARRLKTIDGLTPCEYICRIRTSEPDRFILNPI
HEMPGPNI
>TDX25566.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]
MTIARRPFLLGLAAMALSACNVGPGPGTAPRAVANPAFDAWRRSFRPRAAAAGISAATLDRALGRAGFLPEVIEKDRNQT
EFTRSLEDYLAIAASDERVATGRAMLARHARRLAAIEARYGVEAPVVAAIWGLESRYGARRGDIPVVSALATLAFDGRRG
RFFEGQLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSEDPTDALASTAAYLQRSGWHH
GQPWGTEVRLPETLDLARTGRGRTQEASAWSALGVTRADGRPLPRAGATAILAPAGRQGPAFALFPNFEVILRYNNAVTY
GIGIGHLSDRLAGGPPLSKAFPPDATGMTLEDRKDLQRRLTAAGFDTEGTDGVIGPKTEEAIRSYQARQGLPVSGIPSPA
LLARLR
>TDX25567.1 hypothetical protein EV657_11964 [Rhodovulum visakhapatnamense]
MIRPLVLAALLVPAALTPALADEAVPAETAERIMAMLTDMQCEMDPADIEAEDNGGFELDDVFCADGQYDIDLNADLEIT
ERRKE
>TDX25568.1 hypothetical protein EV657_11965 [Rhodovulum visakhapatnamense]
MRPIAFALAVLAATPVAAPGFAAPLCDQFGFAGLLAKCNRGAPIELTLASGQPLYAGDGPVELQSGAYYELHVTADGSAE
LALQGPDFFRAIWMNEIVIADIEVRPMAIDSLEFDAAGTVRLSFVAIKPGSYELKIPGSSGDSQRVVLAIR
>TDX25569.1 PQQ-dependent catabolism-associated beta-propeller protein [Rhodovulum visakhapatnamense]
MFRAALLAAAPVAATALPAAAGNVFVTNEKGNTVSVFDSATWKVIAEFPAGNRPRGITIAPDGSELYVCASDDDLVRVFD
PRTFEEMHTLPSGPDPELFVLHPSGNPLYIANEDDNLVTVVDTETHAVLAEVPVGVEPEGMAISPDARVVINTSETTNMA
HFIDAETYEIVHNVLVDQRPRFAAFTEDGTKLYVSAEIGGTVSVIDMTAEPPAIVRKIGFEVPGVLPEWLQPVGIAITSD
AARVFVALGPANRVAVIDGATDEVVDYLLVGQRVWQMAFTPDQSHLITTNGNSNDVSIIDVAALDVIRSVQVGQQPWGVA
VAPD
>TDX25570.1 ABC transporter substrate binding protein (PQQ-dependent alcohol dehydrogenase system) [Rhodovulum visakhapatnamense]
MRGERMAVAPGGWSCLFDLCLRWRGVLCALLTAAATLPAAAQEVRTAVLRIEYPSLLPLSRIDLPVPDLGLAGAQLATQD
NTTTGGFLGQSYDTVALSVPPEDAQEAFRGGLDRGIRLFVVMARTPELLALADAAPPDALLFNATDGDRALRSEECRANL
LHVAPSDAMRADALTQFLVWKKWTDWALIEGSNPADRALAEAYRASAAKFGAEIVAERVFEDTGGSRVSDSGHVLVQRQL
PVFTQDLPAHDVVLAADATDYFAGYLPYNLWSPAPVAGSAGLRPLTWAPTHESWGATQMQSRFEKLAGRPMREEDYQTWL
ALRVIGEAVTRTGSADPGKIRAYALGDDFALAAFKGQPVSFRPWNGQLRQPILLATGRMTVSVSPQEGFLHQVTSLDTLG
LDRPESACTAFDQ
>TDX25571.1 two-component system sensor histidine kinase UhpB [Rhodovulum visakhapatnamense]
MVDRLHLRWQVVLCVGLMQLAALGLAATVLLHNARRSVDLEMSAAESGARAQVIAAVGAALRSLPPDQVLAGLSETLVEP
RHVRIAIFDARTGALPVTRAGVRDRRGADPAARAAPRWFSNLVTPAGRETRLPVLADGADYGFVSITTAPKDEIDEVWED
AAALLWALGIGFGVTVVALVVLIRRALGPLDTLNRGLGALRGGALTTRISGVPGPDFQPLVGGFNALACSLETSEADRAA
LARKIVALSDAERRAIAMELHDEFGPCLFGLKVKAGAIARAALKSGDDTLLRDARTVTAIVDQIQTANTRLLTTLRPMTV
GQLPLVEALGDMIDGFQSTHTGIKWDIALPDRLPETEEIVDLTAYRFVQEGVTNALRHGRPRRVRVELQPHELPGRIEVL
YLTVEDDGIGLPERAAEGRGLTAMRDRVRALGGTLDLGRRQAGGTRLSAILPLTTRRSAARVEPEPAR
>TDX25572.1 LuxR family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MTRSALIVDDHPVTHIGCGQLLRDLGYDEILEALNDRIACRLAETCRPGLIVLDLGMPGPGGLNMIGPLLSRAPGASILV
FTMNEQAVFAVKALEAGARGYLSKNSAPEDFLEAVRTLERGEIFLPHRLAVSVASMKIGGKSDPLSALTEREHQVLRLLG
RGEDLQSIADALCISYKTAANTSSQLKRKLGLRNTTELIRLAIETGLS
>TDX25573.1 chromate transporter [Rhodovulum visakhapatnamense]
MTKTTPPGRGSAAEVFAVFLRLGLTSFGGPIAHLGYFREEFVARRGWLGDAAYADLVALCQFLPGPASSQVGFALGLRRA
GWAGALAAFAGFTLPSALILFGFAMTAAHVSGPLGQGALDGLKTVAVAIVAQAVWGMSRTLCPDRSRAAIALGAVAVLAA
LPGAGGMVAAIALGALAGLGLGRGAPGTGIPVSGRVTPRQGATALALFAGLLCGLPLLAGLAQPLAVADSFYRAGALVFG
GGHVVLPLLEAGTVAPGWVGHDAFLAGYGAAQAVPGPLFTFAAYLGAVLGPAPNGLVGATLALAALFLPGFLILIGVLPF
WDALRRRTRAQSAMQGANAAVVGVLGAALYDPLFTGGITDLRHFALGLAGFLALTLWRAPSWAVVLLGAAGGAALALAG
>TDX25574.1 aspartate aminotransferase-like enzyme [Rhodovulum visakhapatnamense]
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSARFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGGFAGETAVLMARPAGNAPKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAADRLADTASNSFAMDLKKWRAIMKAY
EDGGHAYHTTMPTDALLGLRDAMAETREMGFAAAKAAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLADTDVTLARLQAVVDRVTAQGAA
>TDX25575.1 aerotaxis receptor [Rhodovulum visakhapatnamense]
MAHPGVGQGDQPETGEVPFALQEIFYSRTDSRGVIRAGNAVFKRISGHDWPGLIGAPHRIIRHPDMPRAVFWLLWQTIQS
GRPIGAYVKNLAKDGRYYWVFAVVMPMDDGYLSVRIKPSGPLFPAVQAEYRALRARELADKLSPEDSAALLLERLNALGF
PSYEEFMAQALGQELAQRASVGSDGGTRLAALDKVIASLTAATREQGALIQTFEALQSIPTNMRIFAARLEPVGGPITAI
SDNYKVASAEIIEQLRSFAGQDGNLCDRLARVVGDAVFMLAAAEVQSDLLRQFRGEQEPLGPADRDEELALLGAIQARCT
AKARADLHEALAAAATMSQTSRDLRRVVLGLDSIRVMGRVECGRLAAGGEGLAATIDQLETFHADIRARLEALIELSEQI
RAGATRYAA
>TDX25576.1 malate synthase [Rhodovulum visakhapatnamense]
MTGKRAREGYVSKAGLEVAAELAAFIEEAALPGTGVAPDRFWEGLAGLVHDLTPRNRALLETRDRLQVQIDAWHQARRGA
PHDHEAYKAFLEEIGYLLPEGAEFEIGTEGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPIPA
GGYDRGRGARVVARARVFLDEAFPVSGTSHADARRYHVQGGALLIDDHPLEDPSKFVGYRGHPRAPDAVLLKNNNLHVQL
VFDRTHPVGARDQAGLADMRLESAVSAIMDCEDSVACVDAADKTVAYRNWLGLMRGDLSTDFVKGGERLTRELSPDLDFI
APDGSPLAVKGRALMLVRNVGHLMTNPAIRDGAGQEIFEGLMDAAVTTLIAMHDLKKTDGARNSVAGSIYVVKPKMHGPD
EVAFADETFTRVEEMLGLPRYTVKLGIMDEERRTSVNLKACIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKDFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSTKIEHPKAGATCAWVPSPTAATLHALHYHQVDVFAVQ
ASLKAGGRRAHVDGILDIPLATFRKWPRPQIVREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVTEAEVADVMRRMAEVVDRQNAGDPAYRPMAPDFDGVAFRAACDLVFKGRIQPSGYTEPVLHARRLERKAE
IAGA
>TDX25577.1 alpha-methylacyl-CoA racemase [Rhodovulum visakhapatnamense]
MPYRPCPEPAATTERAGPLTGLRVVEMTGLGPAPYAAMILADLGAQVIRIDRPGGYPAPDPALDPAAAGRAAVTYRSRPH
VRVDLKAEAGRALVLRLIAEADALIEGFRPGAMERLGLGPEPCLAANPALAYVRMTGWGQDGPMAGMAGHDMNFTGLSGA
LSLFGQDGRVPKGMPPLMGDMGGGALFAVVGCLAAVMNGWRCGEGQVVDASILDGSASLYAMVSGMAALGLHEAPPGGNM
LDGGRHCYRTYICADGKAVVVAAIEPAFRKVLLDRLGLTEEPRFLSGRAEDEAYCTGKLEAIFASQPRDHWAALFDGSDG
CVTPVLDLAEAPGSAQARARGLFETIDAVVQPAPAPRFGRTPGRIALGPADASRPSPDALCDWGLSEAEIDGLIDSGILA
DAD
>TDX25578.1 H+-transporting ATPase [Rhodovulum visakhapatnamense]
MDAQDQPAGETLPPTDPQKGLSTAEAAARLGRFGPNTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLILSDWADFGVI
LAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIVPADLRLTEGQYLSVDEA
ALTGESLPVDKAVGDTAYSGSVVRLGEMVGEVTATGMSTYFGRTAALVQGPERPSHFQQAVMRIGNFLIVAALVLVTIIL
IVSIWRENPLWQTVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKTGTLTLNQLT
VETPRPAAGATGDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLSTFTPFDPVSKRTLAEARCGDETWRFAKGA
PQVILDLAGLEGAARTALEAEVDALAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPDAAETIAKAGEMGVTVKMITGD
HEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRTADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGVNDAPALKRA
DAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMALAILAYDVYPVTAIMIVL
LAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLKLLVSGHMTL
YVTRNQNWFWTRPWPDWKLFATTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLAWLPVEGAIAMAVRRLYAARRAAA
A
>TDX25579.1 polyhydroxyalkanoate depolymerase [Rhodovulum visakhapatnamense]
MADRPPAIEQSVPLFWPMAAVLGWQQAGYQAMADGLRFVQEAAEISAPPEPDWASPNEVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLAATLLASGLGRVLVTDWKPATPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHDTPLAAYQKMVAAHDGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFARGEFTGLGRRLSLKDVTCPAYLLAGESDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLTDVWPGIAEWIGEQGGK
>TDX25580.1 hemin uptake protein hemP [Rhodovulum visakhapatnamense]
MTLVQAIRHSSGESNQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>TDX25581.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum visakhapatnamense]
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFAMDGRYDGAALLILLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLVYRYFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENEAETSHHFLGVPAPAGAMLGLLPLFLA
LSGIADLRATPHLVAFWIGLVGLLMISRIKTFSPKAMRIPRALVGLMMFATVAAVGLMFTRIWLLLVTLDLIYLAMLVHG
ALKARRQGPV
>TDX25582.1 phosphatidylserine decarboxylase [Rhodovulum visakhapatnamense]
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLLFLIWAPLGWIGLGLTVWVYYFFRDPERVTPLRPGLMVSPADGIVSLLEP
AVPPAELGLGAAPMTRVSVFMSVFNCHVNRMPAAGRVTKVAYRPGKFLNASLDKASEDNERNGLAVELPDGRLYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPQGVEPLVAIGQTMVAGETVIADLGA
>TDX25583.1 hypothetical protein EV657_11980 [Rhodovulum visakhapatnamense]
MDGRTCDFPQELYSCFLQPKAVKAYPCCKFAPFTTSSERLPQLIAKFSCEKRLNSGARSRRVSSRGARTGCLVRSLSPLR
RPPRIKMQTLEMCLHVHLSILSNGNIRSGARHLGSTDAPARATVRSLSGGARPGQNFSRPDTFASSPKEGRQAKRPAHNK
RCRSSNAAAPRLSAMPSQAILLRASRSMAPLSARSAPAPRAAKAAVIAMIAELVGELPEILQNALPPLAENREILAVLYF
LSFPCTCSQICLRSNRMCFIRPTSH
>TDX26084.1 hypothetical protein EV657_1181, partial [Rhodovulum visakhapatnamense]
ATRYDKTAESFLGFIDITSIRLWVRHLST
>TDX26085.1 hypothetical protein EV657_1182 [Rhodovulum visakhapatnamense]
MPAEARMTSTDSSLGPALLTLAIGAAGAAFAALLHMPAPFLTGPALSVTLAALAGLQARLPDRFRDACFVLVGVNLGASV
TPEAIETAIRWPLSLVVLALSVLAIILLGSRLLRRLFGFDRMSALLTATPGHLSFVLSLSTDVRADLLQVTMIQTIRVLA
LTLLVPFLAPLLGHGDLPVLPPQGAPPMALWILLPLVALSALAGLVLLRLRVPAALLLGGMGLSALGHATGTIPGSVPAW
LSVPAFIAMGTLIGTRFSGVTPRMLGKALGAASLLTLFATLVSLAAAALVSKLLGLPILSALIAFAPGGLETMIAMSLLL
NADPAYVTTHHVFRLLMLTVVVPALVARTRRVMAREAAARTPRD
>TDX26086.1 UDP-glucose dehydrogenase [Rhodovulum visakhapatnamense]
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEDVMARNVAAGRLSFTGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIAKALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESDLARAVMSDIYRPLFLREFPIVYTDLESAEMIKYAANAFLATKITFINEMAMLCERVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMIDKLVDLCGGSVNGKAVAVLG
VTFKPNTDDMREAPSLTIVPALVGSGAKVRVVDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLGQM
ARSMATPRLADLRNIYPPEDVRAAGFEAYVAVGRRGFGLDA
>TDX26087.1 hypothetical protein EV657_1184 [Rhodovulum visakhapatnamense]
MLHVVTPSTVTNRAVMRIRKVPRQLIGHGMGLLPHGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNADRRHRLMPEEEAERGADIARVRGREILTRIAARRGMRAGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILEMDEEERQLIRDTLFDAEFTEERMHITSLALGRFLHDVTLDARSVSAHARLEALATA
>TDX26088.1 nicotinamidase/pyrazinamidase [Rhodovulum visakhapatnamense]
MRPANEALIVVDIQNDFCTGGALAVPGGEEIIARVNALLDEFQLRVFTQDWHPADHSSFADNHEGRKPYEVIDMPYGSQI
LWPVHCVADTVGAAFHPDLDVAKADHVVRKGGDPAIDSYSAFFENDHETPTGLDDYLSSKGIEKITLAGLATDFCVLYSA
LDANRLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>TDX26089.1 nicotinate phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVFRNHPDTQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPEFMEWFEELRLPPYTLEKRNGQYELTFEGRWPEVMMWEIPALSVLMELRSRAVLERLGK
FELQVLYARAMTKLWEKIERLRGLEDVKVADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAETDAELARAPYKVLADWHEEHDGNLRIILPDTFGSRGFLENAPDWLAGWTGIRIDSGDPAEGAEAAIAWW
KARGEDPTRKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGRPTVKLSDN
PNKAMGPAGEIERYKRVFAVGAQAPMEVVV
>TDX26090.1 Ser/Thr protein kinase RdoA (MazF antagonist) [Rhodovulum visakhapatnamense]
MTEAETLSLAEEAATHWEGCTAPRLLSHRENAVFAVALPENRRGVLRLHRRGYQSVDAIRSELWWMAALAQAGIPVPDPE
TTRDGALLAHLGDGRVASVLGWVEGAPLGLGARPLDGTPAEQMTRFAGLGRAIGRLHVATDRLTLPQGFVRPRWDADSLL
GPAPFWGRFWDHPAASDAEAILLQEARRFAREKLSAYAAAGGDAGLIHADLMRENVLFDGAQAHLIDFDDCGFGFRIYDL
GTALVPNLEEPGLDAIATGLVEGYATERGLSEADLAMLPVFVMLRTLASVGWTMPRLEPHDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>TDX26091.1 4-aminobutyrate aminotransferase-like enzyme [Rhodovulum visakhapatnamense]
MTDPLIERRARLLGPNVPTFYDEPAHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVAAIAAQAARLNTHTRYLHE
GILDYVERLTATLGHGLSQAVMVCTGSEANDVALRMAQAATGRTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPRAFAANVARAIAELDAAGYGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAEVRGRGLFFGAEFVDETGAPATEFAARLVEGLRAEGILAGRIGRAMNTLKFRPPMP
FSRAHADLALDSLDRVLVRTEVPR
>TDX26092.1 asparaginase [Rhodovulum visakhapatnamense]
MTGAVAMVELLRGGMVESCHRGHAAICDASGLVAAWGDPEALILPRSSCKMVQALPLVESGAADAAGLGAEHLALACASH
QGAPLHVGKVAAWLDGVGFGEADLLCGVQPTRDRDERVRMIRAGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPAHP
VQRAVRAAFEEVTGRASPGFGIDGCSAPNFATTVAGLARAMAVFAAARPDAGDARSRAAGRLSEAMRHHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVHLGALDPAHPAARKRMVGPIVNWRGIE
TGQMRLAPGFA
>TDX26093.1 hypothetical protein EV657_11810 [Rhodovulum visakhapatnamense]
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNSRDGQVVSVRRGEILLFVTFR
PGDGIKGEVSFSGGYPFKPGSTVALTVGDSNFDLFTEGEWAWPASKADDAKIIEAMKRGAEAELVGFSSRGTKTADTFSL
YGFTAAMDEAARRCSGN
>TDX26094.1 hypothetical protein EV657_11811 [Rhodovulum visakhapatnamense]
MASFDASTLAYPGARHEMMGASTNRRDDVAIWTAIDPETGLGYGKEWALGDTLNVYDTTDRSYLGTLPMDQELKRVQGAK
VLDGRMYLSTDIGTKSVYSLDLATAHVAELFQLPIFEGDIRFETEGLAPRELADGGLEMHVERVIDPQAVEGELDAYTRL
YRYVLADDPAPVPVPAPLPLSGLAAFGLVLRRS
>TDX26095.1 23S rRNA m(2)A-2503 methyltransferase [Rhodovulum visakhapatnamense]
MSAPIVQDVLPLPRKLPETDRVNLVGLTRPSLREALIAAGTPEVQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
DHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRNPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARAGRE
IGCMLAISLHATTDELRNKIVPINRKYPIAQLFEALRAYPKLSNSERITFEYVMLKGVNDSDADARQLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFANIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>TDX26096.1 threonine/homoserine efflux transporter RhtA [Rhodovulum visakhapatnamense]
MTTIADPAERLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRVWAAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVAVAGLLLADERLSRLKLCGVAAGLAGVAVMIGPDALAGLGT
NALAQLAVLGGALSYACAAVFGRRFRRMRVDPLVTAAGQVGAATLLLSPAMLIVDRPWTLPMPGAATCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGGLVLGERLAPTDFAGMACIALGLAAVDGRIFRR
>TDX26097.1 hypothetical protein EV657_11814 [Rhodovulum visakhapatnamense]
MHDDARRPLRDAFRDIESARDSPDTAQARSASYRLAFADPEFLCRDEMRAVRVQLELLKPELMMRDYGIESTIVLFGGAR
IPDPAHRDTARTETLADLSRYYDEAREFARRMTLKGQQGDRLDHVIVTGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
VPNPYVTPELCFNFHYFAMRKMHFLLRAAAIAIFPGGFGTLDEMFEALTLIQTRRMDPVPFLLFGRAFWESVINWEALAE
AGTISPEDLKLFSFVETAEEAVAIIEGWTAPR
>TDX26098.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum visakhapatnamense]
MSNAQLETAIEAAWEARDTITPATRGETREAIEATLEALDKGTLRVAEKQASGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQADWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAKTRSKTGINELLRD
>TDX26099.1 hypothetical protein EV657_11816 [Rhodovulum visakhapatnamense]
MTDRPASRQQVYTLLVEVGRKPDDGLPDGATGAGLMCYASGVDEAEAVRETVAVLKQAGLAPLDVTGYGTAADRREEGQE
IGPEEEALMARALAENAVIVAQMDPFFD
>TDX26100.1 C4-dicarboxylate transporter DctM subunit [Rhodovulum visakhapatnamense]
MSDLFPGLGAGTEMVILFFLLMALRVPVAFSLGLSAFYAMGQMGFGFDIAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVLIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYDRAYAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFIAAVVPGLFMGLVMLATLPFAGRRGAGRAALDALSPAPHAGLPYGRRLAVAFREAFWGLLTP
LVILGGIYSGVFTPTEAALVATVYALGVGALAYRTLTLRGLYEALADAAASSAVVMLVVAYAGLFGWVVTVEDLVGSYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLGIGLFTPPVGINLYVAAN
VTRLSIEQIARGAAPFLLTSLLGLAVVAGLPQLSLMLVEALR
>TDX26101.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MRFVLREAEKIVCALLFLGMTAVGFANVVVRYGTHYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVQDLLPPVL
RRPLFMLAAALSALLLALSARVSWDVLVNLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREALRGGPHRLPPE
TPHV
>TDX26102.1 tripartite ATP-independent transporter DctP family solute receptor [Rhodovulum visakhapatnamense]
MKAAKLGGRALAALIAGALMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLSEATDGEMTVRVFPNAQLSGGDQMKQAE
MVGRGALDLVVTSAINVTPLVPEMAIFSLPYLYSSYDEVDATTQGAPGEMMAKILLEKGIVVLAWGENGFRELTNNVRPV
KSPEDMKGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSKAKWDSLDAETQEKMRKAAIEAMAWQRQISREATASGIEFLRDQGMEVYEPTAEELQAFRAATKPAFDKWAGKVGP
EIVEAFQSAIVGTN
>TDX26103.1 putative MFS family arabinose efflux permease [Rhodovulum visakhapatnamense]
MPTFRTPWRGAAAAFALNGFLLGAWASRVPAVAERHGLSEAELGFMILLMGLGALVSFPLAGRLSDALGAVRLTRRMAPV
YLLSLVLAGLAPSPLTLGAALVLFGAAHGAMDVAMNGWAAEVERQMGRSVMSSIHAMWSFGAGIGAASGLAAVGLGLTVG
LHFALAALAVGAAMGPFLSVPWTSRIAPRQGRAPVFALPRGPLILVGLIALSSGFGEGAMVDWSAILLREGIGATEARAA
LGYTVYSGSMVAMRLCADRLVVRLGPGPVARASGLTAALGVALVTGPMSFPLALAGFALMGLGLAVLVPLAFSRAADDPE
IPPGQAIASVATMGYGSVLMGPALIGLIAEATSLRLAFMLLGLCALLAAALAPVLGGKGTRPPVAAAGQDIMSFSRK
>TDX26104.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MDYSSYWHETAPRFAGACPDKVSGRFDVAVIGGGFTGLNAARQLAKAGVKVALLEAAHVGAGGSGRNGGHLNNGVAHGYA
EAKTALGAEAAHRLYKAYDASIRMIEAITQEEGIDCDFRWSGKLKLASKPGHVDGLKANYELIHREVDPETRWLERADLA
GEVGSEAFHGAVLYPKSAMMHMGRYGTGLAEAARRHGAVIWEGAPVTAREKGVTGWAVTTPKGTLTADRVILATGAYTPR
TFDYFRRRILSVGSFIVATRPLSAEEAAQAMPGNRTCVTSMNVGNYFRLSPDNRLIFGGRARFSAVSDQRSDAKSGKILR
ASMAAIFPDLARVEIDHCWGGLVGMTKDRFPRAGRADGMIYGMGYSGHGAQMSTLIGSALADIAMGRDDTNPLSGLDWPP
IPFNTGKPWFLPVVGAYFRLKDMMS
>TDX26105.1 2-haloacid dehalogenase [Rhodovulum visakhapatnamense]
MTFRPKYITFDCHGTLIHFAMAEAATEIWGPRLSPEKLAKFIRNFAAYRLDEVLGAWKPYAEVVHNAVERTCKANGLPFD
PAEAARIYDLVPSWGPHPDVPAGLSKVAHEIPLVILSNADNAQIHQNVARLGAPFAHVFTAEDAQSYKPRMRGFEYMLDS
LGVGPEDILHVSSSFRYDLMTAHDLGIVNKVWVNRGHEPANPYYGYTEINDISGLAGVVGL
>TDX26106.1 acetylornithine deacetylase [Rhodovulum visakhapatnamense]
MPPELMLAHLVAFRTVAGRPNGALIDFVRDYLIENGVPFSVIAGPEGDRFNLFASIGPVGVPGYILSGHVDVVPAGEPDW
RADPFTLREEAGRLIGRGACDMKGFVAAVLSAVPDLARRELAAPIHIALSYDEEAGCLGVPHLIKRLPTLCAAPLGCIVG
EPTGLVPVLRHKGKATIRVSAEGISGHSSRPDLGCNAIHRLIPVLTAARAQSAALESGAQDPHFAPPWSTLQVGTVSGGQ
AVNILPAAAQAMIEARAIAGVDPQGLLAPVIAAAGEGVTVELQSAYPALSLDEASPLAALAADISGHTPLAAVSFGTEAG
LFQAAGVPSVVCGPGDIARAHKPEEYLTVDELHAARAMALRLGDRLAAA
>TDX26107.1 acetyltransferase (GNAT) family protein [Rhodovulum visakhapatnamense]
MIPIVPFDDSHLADGVRLSQQAGWPHRREDWALVLSVSTGVAALDAEGRVVGTAFCSTFGDRAALNMIIVDAALRGQGLG
RRLMEAVIALAGDRALSLVATPEGRPLYEKLGFAATGEIVQHQGEVVRHLPPPGLPVRTGGADDLDRIAAMDRAATGADR
RALLTRIAASGRILMAEGGFAMLREFGRGTVLGPLAADTPLTARALIAAAAQGMPGRFLRIDTRPGLGLGPLLQEIGLPH
VGGGTEMHRGPAPRRDNSFTTHALASQALG
>TDX26108.1 adenosylmethionine-8-amino-7-oxononanoate aminotransferase [Rhodovulum visakhapatnamense]
MLSNSLIELDRAHLVHPVASWQGHEARGVRLLQSAKGATVTDAEGRELIDGFAGLWCVNAGYGHDSIVEAAAEQMRRLPY
ATGYFDLGAEAPIRLAAALAERAPGDLNHIYFALGGSDSVDSTIRFVRYYWHAKGQPGRDQFISVAQGYHGSTTMGAGLT
ALPSFHTGFGVPYEWQHKISSHYSYRNPVGDDPEAITAASVAELKAKIEQIGPERVAAFYVEPIQGSGGVLVPPPGWVKA
MRETCRDYGVLFVADEVITGFGRTGPLFACEDEGIVPDLMTTAKGLTSGYVPMGAVFMADHVYETIAEGAGAAAVGHGFT
YSAHPVSAAVALEVLRLYEDGGLLENGRKMGARLMAGLQGLADHPLVGDVRGRGMLAAIEMVTDKAKKTPVPAELNAATR
LFDRAWDQGLVIRAFANGIFGYAPPLCCTEAEIDAIVERTRKVLDLTLDDPEIRQAMA
>TDX26109.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum visakhapatnamense]
MAFLLLSYPERGAIWRRVFHEAGEDLWVGTDEVRDAAAVTHLACWQPPDLSAYPNLRVLLSVGAGVDHMPPLPPGVALVR
TVAPGIDRMVRDWVVMGTLMLHRDMPAYLDAARQGRWCQRPVRLAGSRRVGIMGMGRIGRLAAETLAGLGFEVAGWSRSG
TPVPGIEIHGAAGLDAFLARTDILICLLPLTGSTRGILNAGLFAKLPQGAHLVHAGRGAQLDMAALSGALDAGRLASAML
DVTAPEPLPADHPAWADPRIVITPHVAANTDPEEGARHALAVLMAWRAGQTLPGLVDPEAGY
>TDX26110.1 putative hydrolase of the HAD superfamily [Rhodovulum visakhapatnamense]
MDDQTAETQVMPLTRFDYVSFDVVGTLIDFEGAIKAGLDAIAKAAGIDLDGEAALSVYRAARYEPDALKFPDDLGRCYGR
IAAAFGLPDTPEARQSMIDAVGEAQPFPDSAEALARLARRYKLIAMTNARRWAYEKYAAKLGEPFWAGFTTDETGTEKPD
PAFFEQVFAHVAATGGSTDRILHTAQSQHHDIGISRALGMTNCWIQRRHAQKGYGGTIEPAEFTKPDYHFHSLADLADAV
DRAFAD
>TDX26111.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTFKPTNWTGRDDAAVEHAIRRGASRRELLKMLMASGVAVTAGSSILLRAGAAVAATPVTGGSFRAAGWSSSTADTLDPA
KASLSTDYVRCCAFYNRLTFLDEAGQVQMELAESLETDDAKVWQVNLKSGVTFHDGKTLTAADVVYSLNRHLDDSVGSKA
NSIAKQMTAITAVDDLTVRIELAAPNADLPTILSLHHFMILAEGTTDFTKANGTGAFLCEVFEPGVRSIGTKNPNYFKAE
GPYLDSFEFFAISDDSARVNALLSGDIQLAASINPRSMRLIDSQPNVVKSVTTSGNYTDLNIRLDMDPGTKAGFIEGMRH
LINREQIVKAVLRGLGEIGNDQPVSSANRYHNPDLKPAEFDPEKAKHIFDKAGLLGTSIPVVASDAATSSVDMATVIQQA
GAEIGMKLDVQRVPSDGYWSNYWLKAPVHFGNINPRPTPDILFSLLYASDAPWNESHYASEKFDSLLVEARGSLDEARRT
EIYWDMQKMVATQAGTLIPAYISNVDALSEKVKGLKPNPLGGMLGYAFAEYVWLDA
>TDX26112.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MQASLIPYILVARRLGIALITLIIVSFAVFFATDLLPGDVAEILLGQAATPEAVAGLREAMGLNQPAFLRFLGWLGGLFT
GDLGTSYVNQMPVADLIGDRLANSLKLAGVTSAVSVPLALFLGITAAMWRGSVYDRLVTALTITVISVPEFMVATLAVLI
FAVWLKWLPALSFGAEVGTFWALLKAYTMPVITLTFVVSAQMIRMTRAALIETIDTPYVEMARLKGAGRIRQVLRHALPN
ALGPIANAMALSLSYLVGGVIIVETIFNYPGVAKLMVDAVATRDLPLIQSCAMIFCVSYLTLITLADLVAILSNPRLRR
>TDX26113.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MPKPMFLSPARHGFRFNWAGRIGLAIVLLWGVIALVGPLITPYPVGEIVDWDYFGPMSQKFLLGTDYLGRDMLSRILMGA
RYTVGISLAAVTIACSVGVVLGMIAAVLGGIFDMGLSRLLDAINGIPGLLFGLVVVAAVGSSLTVLILTLAAIYMPGAYR
FARSLAVNVNTMDFVTVARARGERTPYLIAREIFPNILGPVLADLGVRFVFIVLVLSGLSFLGLGVQPPNADWGALVREN
IGALSFGAPAVVFPSLAIASLTISMNLFIDNMPTRIRDRSA
>TDX26114.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MPDASQPLVTVHDLHIGAVTDAGRQVEIIKGVSFDIRPGEFVALIGESGSGKTTIALSLMGYCRPGCSITGGTVTLDGRD
VTAMTEAARAELRGTEVSYVPQSAAAAFNPSKRIMDQVVEITGIHRLMPRAEAEAKAVSLFRALALPQPETIGRRYPHQV
SGGQLQRLAAAMALIGDPKLVIFDEPTTALDVTTQIEVLRAFKAVVQKGGVSGVYVSHDLAVVAQIADRIIVLKGGEIQE
ENTTPKILTEARHPYTKALLAAVDPVPHQPRSIAGLQPRPPILEAIGLHAGYGTFQNAEPAIKVLKNVNFRLERGRNLGV
IGESGSGKSTLARAVSGILPPYRGAVLLDGHELDGDLKERRKEDLRRMQIVFQLADTALNPAQTVGSILARPLKFYHGLR
GAARDARVDALLDMVHLPAALKYRLPRELSGGQKQRVNLARALAAEPELILCDEITSALDTVVAAAILKLLEELQSELNL
SYMFISHDLSTVEAICDDVLVMYRGEVVEELPAARMSAEAAHPYSKLLISSVPQLDPGWLDSLDQDPELLAAFSRR
>TDX26115.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MDSRQKLDRIDIKILSELQKNGRITNVELAELVNLSPSPCLMRVKKLQAAGYITGYSAQIDLAKLGETLTVFTEVTLKNH
RHIDFSRFQQTVAKIESCIECHLVSGGYDYLLKFVTAGIVDYQTIMESLIDRDIGIDKYFSFVVIKSPFIKSQIPLTSLF
AGKLDT
>TDX26116.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MPAPLHRIETPDILPESADCVVIGAGIVGVSAAYWLAAAGQKVVLLEKGLVGAEQSSRNWGWCRQQNRDARELPLATRSL
ELWERMTVETGVDLGFRRSGLLYLSNDPAEIEGWADWGRFARGAGIDTRMLSAAEAAERGAATGKSWAGGVWSPTDGIAD
PARAAPMIATGVTKLGGTVLQNCAARGIEREAGAVSGVITEKGVIRTRQVVLAGGAWAASFLHQLGLRFPQASVRSSILS
LAPGGGDLPAALHTAAVSVTRRGDGGHTLAISGKASLDPTPGALMGARHFLPMFAKRWQALAPGGFQAWAAGVETRRRWA
MDAPTPMETVRILDPRPAPKLIAETLTRARRLLPALKALPVQAEWAGYIDSTPDGVPVIDGEIGVPGLLLAAGFSGHGFG
IGPGAGHLVADILLGRPPITEIAQYRLARFDRAQWGKVSDF
>TDX26117.1 sarcosine oxidase subunit beta [Rhodovulum visakhapatnamense]
MDALVLGGGLMGTASAFFLARRGVRVTLVERGRIGTGATIASFGNIRRTGRYLPQLPLAHRARALWGEAEALLGRDVEFR
ATGHLRLIFDTDSLSDMRAFAKAARPWGLDLQELSPTEIRARFPGVGPEAIAASFSPEDGAANPRLIAPAFAAAARALGV
RIVEEAGRAEIRQTAAGFEVDTAQGTFGAGVLLNAAGAWGAGIAARFGEPVPLTAFGPQMGVTEPLPHRVLPVVGIWTRD
AGRNGYLRQVERGNIVFGGAAERVPVALDPGHAHADPARLPGQAQALVRLLPALRDAAIIRTWSGCEGYVADGLPVMGAS
ATTPGLFHAFGFCGHGFQLGPGVGDAMAELIATGACATPLAEFGIGRFVR
>TDX26118.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MRARQLEVFTAIMRAGTVTAAARMLNISQPALSQILLHTEDELGFRLFDRIKGRLHPTPEAIEIFPEAERIFADLEGLRR
KTADLRHGRAGLVRIAASTPPAMAVLPGALAAFRARHPEILLRSHIAPLASMIRMLREGDAGLALALDDRHAPDIAAEVL
GRVGFVCLLPSGHPLAAQHSLSLADLAEAPLIFYRSDTRPAEELARAARTGGVTLTPSLEIDVSISAVGFVQAGLGLALV
DALLPWAQFQGIAVRPLAASPTVPLALLSARNRPLSQAETRLCGHLRQTCRALPTLLA
>TDX26119.1 N-methylhydantoinase A [Rhodovulum visakhapatnamense]
MDASGALPADWKVGVDIGGTFIDFCALETRSGRVASLKVLTTPDEPGAELMTGLTLLAEREGLAPADITRFVHGTTVGIN
TVIQRKGARLALVTNAGFEDVIELARLRMPDMYSLFCARPDQLIARDMVFGIPARLRADGRETRAPDMAAVAGAVATARA
RGAEGIVVALLHAWRDGAQETAIKAEIERLAPDLFVFTSSEVWPVIREYERTTTAILNGYVHPRVAGYLGALEDRLAARG
VPARALLTKSNGGVMNAAEGKTACVNMLLSGTASGVIGAAWLARQAGEDKVLTLDIGGTSADFALIVDGAAQFGTGELVG
EFPLHIPSVSVSSIGIGGGSIAWIDDHGVLRVGPDSVGSSPGPACYGRGGTKATVTDAMAVCGWLGHAEMAYGQLDMDPA
LARAAVGDLAAILDRPLAETAQAILDIAVSEMFVEVEKLASRAGVDLREFTLMPFGGGGPMLGAFLAQEMGISHVMAPRR
PGVVSALGGLVADLRGDFIRTVFALPSPEVLPSLRASLKDLIAEGCQWLTDQGHDGAIDLILSADMRYHGQSYEIEVTLD
PAWIEAGDLGAIAATFHATHARIYDFDDPTGTVEMVNLRLTAIGAGPALSLPEADPAEAPATPLKTVRVHTGGALRDVTL
YSRDDLTPGTGFEGPAVIVQEDTTVAIPPGARARVDRHLNLHLQIEERA
>TDX26120.1 N-methylhydantoinase B [Rhodovulum visakhapatnamense]
MFDRMTLQVLANHARAAAENMAHTLHRTAHSAFVKETQDFTVMLMDRAGQTFAVPMELGATWYPGLTYGRAIDMVDDYRP
GDVAFTNDPYSGHVATHAPDTHLWKPIFADGEIVAWSGGHIHNTDMGGAVPASLSRALTEIHQEGLRFPPMKLVNEGVFD
AQILRIMSTNVRKPDLNIGDIRALVGALNTGERKVHAMIAKFGKAAFLDGVAGLLDHAEAQARAVLAAMPDGTWEFADYA
DEDSEKANPCRLKLRLTIRGDEAILDFTGSDPQLASSLNVPSGGDPRHTMLLVGVYYVLYTLNPQILLNTGLTRPFTCIA
PEGTVLNPVAPAAVGMRSLTCARLRSVIFGAFSQAVPDRLPAAPAGNNCIVNVMTTDDRSRRTVIAAVNPVVGGGGGMPH
RDGTNGSGADAAYLKNTPIEITETETPVEFVKYGLARDSGGPGRWRGGLATEMAFRVFAPDTRITARNRDRSFFRPWGVL
GGRAAGLSDMVVNPGTPDERRLGNVDTAVLQPGDVLEIRSAGGGGRGDPMAREPWRVAEDVARGYVSAKAAERDYGVVLR
DGTVDGPATAALRARATPAPGHFHFGPERDGYEAQWTPAAYDALTAILSALPIHWRFFAKTEIFARMEGRTGAEGVAAAF
EAVCTRFPELPRPRAEAAEAAE
>TDX26121.1 2Fe-2S iron-sulfur cluster protein [Rhodovulum visakhapatnamense]
MTGRLVRLAEKGRLPVRFTLDGSPFQALAGDTVLTAVLTSARSLRAGDAGPERRAGFCLMGACQDCWIWQEDGPRLRACS
TPVAPGMRLLSQPPESWP
>TDX26122.1 NADPH-dependent 2,4-dienoyl-CoA reductase/sulfur reductase-like enzyme [Rhodovulum visakhapatnamense]
MTRVVIVGAGPAGIRAAETLAQAGLCPVVIDEGARAGGQIYRRPPEGFTRPPTSLYGSEAAKAVALHGCFDGLVAQGRID
HRPESSVVAIRDGVLHVLGPVGLLPCPFDRLILATGATDRLAPVPGWQAPGVFSLGAAQIALKAQGVALGRRIVLAGSGP
LLTLVAAQLQAAGAGVAAVLDTAPLGAQARALPLLAARPVVTLRGLAMRARLGRLYRAGVTLERIEADGDGPTALYWRDA
RGRARETPCDAVALGWHLRSETHLAELAGARLVHDPLWSQWRPGADPMGRAGAGLYLAGDGLCLLGADGAEIAGRLAAIA
CLQDLGLPHPAPDLRRLRRLHRFATGLARAFPYPAAGVAALPDSAVICRCEGITAGALRESAAHGGAEANRVKSLSRGGM
GRCQGRYCQIAVTEILAAATGIAPAEAGRMRAQAPARPLPVSACLADPAPSQTILPSGRR
>TDX26123.1 aldehyde dehydrogenase (NAD+) [Rhodovulum visakhapatnamense]
MSLSFDPARLSLPEGHFIGGRYLPGPDAIEIRAPSDGRILGAIPQADAETVDRAVEAARSALGRSGWGDLPPRDRVRALQ
AWADLIEAEAEDLARIEAVASSRPIAEAVPGDVAILAEQIRFFAEFADKEGGSLVPTGAGRMGMIASEPYGVVGAITPWN
FPLSMAGWKLGPALAAGNAVVLKPSEMTPFSTLRLAELSVRAGLPEGLINIVLGDGPNTGAALVAHPGIAKVSFTGSTRA
GAAIMENIVRSGIKPMTLELGGKSPQLVFADADLDLAADCILRGITANAGQVCVAGSRLIAEASVAEALTAKIAAKMAGI
VPGPTWEAATGYSPIISEAQLSRIDSLVQAARAGGAEVLCGGNRLDRPGSFYAPTILTGLGADSPAITEEIFGPVLTVET
FKTEDEALALARHPTYGLCSGVFTRDLSRALRMTRAIEAGTVWVNRYGRSRDHILPTGGWKSSGLGKDLGREAYLANRRQ
KSVLIDL
>TDX26124.1 tartrate dehydrogenase/decarboxylase/D-malate dehydrogenase [Rhodovulum visakhapatnamense]
MTTHKIALIPGDGIGVDVTDAAIEIATAAARRFGFTLATETFPWSCDHYLATGRMMPEDGIETLRGFDAIYLGAVGWPAT
VPDSVSLHGLLLPIRKAFAQYANIRPHRLLKGVEGPLRSDGFDILCIRENTEGEYSGAGGRVHQGTPGEVAIQTSVFTRM
GVERILRFGFEQARARRGHLTSVTKSNAQQYSMVFWDEVTREVAADYPDVSVEPMHIDAMAARMVMAPESLDVIVASNLF
GDILTDLGAAIQGGLGFAASANINPDRSAPSMFEPVHGSAPDIAGKDIANPIAAIWSAAMMLDHLGEAEAAAAILAAIEA
ATAQGIGTRPGSHSTSAITQAVKAALEA
>TDX26125.1 succinate semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]
MTLNDPELFREAALIGGQWTARADMAVTDPATGATIGHMPDCTAAETEAAIAAAAAAMGPWKARSHAERADLLMAWYDLM
RAHEADLARILTAEQGKPLAEALGEIRYGASFVRWFAEEARRINGGIIPSPTPDKRILTLKEPVGVCAIITPWNFPNAMI
TRKVAPALAAGCTVVIKPSDFTPYSALALGVLADRAGIPAGVINILTGRPEEIGATLTGSPIVRKLSFTGSTRVGSLLME
QCAPTVKRLSLELGGNAPFIVFDDADLDAAVEGAMASKFRNGGQTCVCSNRILVQAGIHDAFVGKLAARVAALKVGAGTE
DGTQIGPMINAAAIAKIEAHVADALAKGATRATPARDLPPQFADPVVLTGATTAMRLASEETFGPVAPIFRFKTEAEALA
IANGTPYGLAAYFYTRDLARAFRVGEALEFGLVGLNTGAVSHEVSPFGGVKTSGLGREGAQAGIEEYLETKAFHLGGLL
>TDX26126.1 ammonium transporter [Rhodovulum visakhapatnamense]
MQAVLAVLATLLIPGIATAETERFALHTDLDHVWTMTAAALVFLMQAGFLLLEAGQVRSKNSINVAQKNLVDFILSTLAF
GSVGFALMFGPSLGGWIGFSADYAFFNTQGDWSLTFFVFQLMFCGTAATIVSGAVAERATMSGYMICTLLIGCLIYPVSG
HWAWGGLLSGESEGWLARLGFIDFAGSTVVHSVGAWVALAAIILIGPRLGRYDAAGRPVALHGHSPVLSTLGALILWIGW
IGFNGGSTNIGSGAIAGIVANTIVSGAAGGAAGLIIGARKTGIYRPEHLINGSLAGLVGITAGCDAVTTQSAFLIGASAG
AVAFLAHEMLDRVWRLDDPLGAISVHGVAGAWGTLMAGALARPDALMAGGRLTQVGVQALGVGAVFVWAFGTGFVLLRIA
DALLPAPDGPRGGLRVSREAEEAGLNISEHDAPLGLSGLVRAMARIAENPSAEIGRIDTEPGEESHEAATLFNGIAENIR
LKAETDRRLADQSEALLADLAGTIEAVLDGRLDRRMRIGHEGPFARVPGSINAMIGSVETMVGEIAASAQSVAAHAAQLS
AQSVTLTSGSTDQARQIGSVSEEMAELRAEVDRNGARLEQALLNSELARQGAADAAEISRRAVAGMERASAAIGRIAAGL
EMIDEVAFATRLLSLNASVEAARASGTAGAGFSVVAQEVRSLAETTTASARDIRGMLNGVRETVSGAVREVAGTDHALED
IRGRIASNATLLAEVEQMETRSRTLLARVETTLSDLAQSSRRVLEEADQTRQVARELHSNAARTTATVERYRAA
>TDX26127.1 diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MTETRSGRGRLVNRLAATGLGVRLIGIMLALFLTSVTLGVVGYVEFKALGASARSVGDVSVSRLFAINDIENALSDHEIA
AERSVLEVDPFEREDLREAQRVATSAFGQALLRLRSLGLSVEETRIVDDLQRDWDGYLASFRVADRLAEDGDFEKAKEHF
EVGVEQMAADLTARITDMTTLTRADTAVALERQDIIVEQSLRLIVLTLAAAGALALGAAIWVVRRLSLPLIALNDALRRL
LGGDDTVRLPDFGTERNELSTLSHSAHALRDSIVETRRLAAEMKTQRALLSETVQNMPAGLCMFDGTGKLLVANAMFWSF
FGMPKELSSGQGSVTLDRLLTQVGCRMSAARPGGGAAFASRMKALIAQRGSDSASWELDDGRHVLLQVQPVPGGWMMIAS
DISERVDQEEQALHMARHDTLTGLPNRRAFADSIDYAIATADPNRPAAILFVDLDRFKHVNDTLGHAAGDQLLRHVSERL
QGAVREGDTVARFGGDEFAVIQIGQQQPDSALGLGDRIIDLLSQPFRIDGRLADIGASVGIALAPEHGDRAEKIMSRADI
ALYAAKSAGRGQCLLFDRDMLDRQNALIKLEADLKRAIELDQFSMLFQPLVNLDTGRITGAEALLRWRHPTRGLVPPCEF
VPMAEELGLIVPLGALVLRMACTEAASWPDRLSVAINLSPVQFRRHDIVGDVTQALKSSGLPPARLALEITEGVLLEDTD
DVKDKLTALKGMGVRISLDDFGTGYSSLRYLRIFSFDKVKIDASFVQEIDSDLGGAAVVRAVCMLCGSMGIDVVAEGIET
REQLLQVMEAGCNEAQGYLLGHPLSREDFLEVEGRSAAGVFPGLGVEETPVLPPMRSAQAG
>TDX26128.1 putative HAF family extracellular repeat protein [Rhodovulum visakhapatnamense]
MPALVKTAVKTAEPAGVPRPCRAALLPLALVLGGSDLAAGPAVAMPPLTDAPERPFYFVVDLGDLADGSATSVPHAISED
NAVVGAAVDMTGATHAFYWKGGQMRDLGVLRLMGEPIYSQAEDINEAGQIVGTTYTDAGPAVALWDKSGISLLPALEPDA
DPGQAHSINARGDITGYVGRPDRKESVALWQGGRLVEIGLPGPQFDTAHGMVINDAGQIAGQAALHDEVRAFRYEAGVWT
LLPGFSGGGYASLVNDMNRLGEIVGKGIGDSGTDRGFFWDGAVLHDIGDLPGGKDMSHAFGLNDRGEVVGYSAAGDGNAA
VLWTRADRRLVDLNDCIDPDSGWHLVLAKDINDNGWITGYGIAPNGATHGFVLIPE
>TDX26129.1 hypothetical protein EV657_11846 [Rhodovulum visakhapatnamense]
MPDRASRTPARRSCPGSCRSLCALPPARALPILAVALGASAFLWLGLGAGLGRLAAGADSSPVLAEFCVLGIQGFGICAL
ALALLIGLARPPRASRN
>TDX26130.1 manganese transport protein [Rhodovulum visakhapatnamense]
MSPSDRTRLEMSAVLAGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLLDLPLIVGMAITAIVTYAILLAQGRGFRPI
ELIIGALVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDTAALTIAVGIIGATVMPHAIYLHSGLTQTRAVIHSEAERA
KVLRFSDVEVVAALAVAGIVNMAMVMMAASAFHTGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRVRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFAGRRDVMGTYAAGPLVRGLA
VAGAVVVLSLNAVLLAGAFGLDLPVLGPVAQS
>TDX26131.1 DtxR family iron (metal) dependent repressor [Rhodovulum visakhapatnamense]
MPPDAPPTCDPQTDLAADAQPDRFQRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREG
LAVSRPYRGVFLTEDGAALADRVRQRHRVVVDLLVAVGVPRETAELDAEGIEHHVSDATLHAFEGFLDAKG
>TDX26132.1 adenosylcobinamide kinase /adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum visakhapatnamense]
MGRIVLVTGGARSGKSSHAEARVRAMPGVPVYIATSDPQDDEMRDRVARHRAVRGPGWTLIEEPLDLVGALDRSDGAGPR
LVDCLTLWLSNHMFAGQDWEPEAEALTAALLRQQAPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAAVADEVEFVV
SGLPLRVK
>TDX26133.1 putative DNA-binding ribbon-helix-helix protein [Rhodovulum visakhapatnamense]
MCQIFAGQDPERYRSTTRRLRLNGQSTSIRLENSFWAILDEIALSEGVTTPAFISKLHAEVLELHGEPSNFTSLLRCTCL
IFRETVPARGPMAMAAE
>TDX26134.1 lactoylglutathione lyase [Rhodovulum visakhapatnamense]
MAKAIHSMIRVLDEERSVAFYDKAFGLKVADRLDFPEFTLIYMSNPETEFEVELTVNKGRTEPYDLGDGYGHLAVSVEDL
EAEHARFEAEGLAPRKLVAFAPAGEVIARFFFVADPDGYQIEVLERGGRFK
>TDX26135.1 secreted protein [Rhodovulum visakhapatnamense]
MTDQQAVRALTRRQLLARASAAGATLVVGAGFVAAPDAAWALETAVLKPETFATLVQMARDIYPHDRVGTEYYAVAVKGY
DTAEAAPMVEAGIAALDAAARGHGFGSYMGTGWESDRAAILRGIEDSPFFQTVRGGLVTGLYNQKALWPLFGYEGESYSK
GGYLHRGFDDIAWL
>TDX26136.1 choline dehydrogenase-like flavoprotein [Rhodovulum visakhapatnamense]
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYMPEDFINDEWESFGQLAWTDPRTTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKGKTTYGPVQGANLLDWPIDAAEMAPWYDLAEKKLGVTRTNGLPGLPGNNN
YKVFEAGALALGYKEVSTGRMAINSVERDGRVSCQQTGFCFQGCKWGAKWSSAYTDIPRGEETGNLEVRDRSHAARILHD
AAGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYGTFEKPVRMW
RGTTMAGIVRDEARHDPARGFVGGYELETLSLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRVTLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
SNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>TDX26137.1 glucans biosynthesis protein [Rhodovulum visakhapatnamense]
MPTVRPTAYRLLTSVLFAAATSVALAPLASADRVPAPPGTTPALSGPVLAAPAAFSYDVLAARAAALAAQPYVPTPVHQA
DVLEKIDYDEHWKIRFRPEASLMLGGTPAQFFHLGTYFRQPVKIFLVEDGAAREVVYNTDYFDMPEDSPAHALKPDAGFA
GFRLMRPDMKSDWISFLGAAYFRSDGALKQYGLSARGIALNTGMSVPEEFPRFTEFYLEPAGDGRTVVNALMDGPSVAGA
YRMVLRDRPGQGQVMDITAKLFFRAPVVRLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGSGEHIWRPLNNPD
RVVTSSYFDRDIKGFGLIQRDRDFDNYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETAPQA
GDEMDFSYRLHWTATPPVEMKLAHTVATRIGNGGVPGQPRPENQIKVVVDFEGPALDGLTRKDGILPEVSAPEGVELINP
YVLPVVGTDRWRMVFDLKAPPGTGTVDLRAYLARDGKPLTETWLGQIHPDQIDRLR
>TDX26138.1 Ca2+-binding RTX toxin-like protein [Rhodovulum visakhapatnamense]
MSIEHPEKIGLGTWDRDSLGSALNDLESVGVAWYYTWSDWALYDADPAPGTVEFVGMTWDERLVTPEALERIRASGATAL
LGFNEPDLDRQADMSVAQALDLWAALAATGLRLGSPAASLDQTLGEGSWLGRFVAGAEARGQTVDFIAVHYYSDSGDVAE
FEAWLKAVHDQYDKPVWVTEWVLADWTGARSFSAADQAAFARAATEMMDDLDFVERHAWFAACEGGDGWYLNSGLFDAAG
NLTEVGRTFAQLTAPGAPPPIAGGAGDDRLTGTAGAELVLGGAGDDLLSGGGGADTLRGEAGNDTLQGGTGGDGLEGGTG
NDLYVVLSAASTLIERPGEGWDRVSASLNWVLGDHVEQLTLTGGAALDGTGNALGNVLTGTGAANRLDGREGDDTLQGGA
GEDWLLGGAGHDRLWGGAGADLLEGGAGDDIYAVDTPGDRTFERPGEGWDRVCASVSWTLGDHVEQLTLGGSAALDGTGN
ALANVLTGNGAANLLDGRGGHDTLQGAGGNDTLQGGAGEDWLLGGAGSDRLWGGAGADLLEGGAGDDIYAVDTPGDRTFE
RPGEGWDRVCASVSWTLGDHVEQLTLGGSAALDGTGNALANVLIGNAGASYLCGLGGRDTLSGGAGDDGLVGGAGDDRLW
GGAGNDWLDGGEGADLLDGGAGSDLLIGGAGADLFIFTGGWDRIADFEDDLDTLRLDHALWGGTPPDLAGVPGLASVTGA
GLMVDFGAGNGIVVEGISSVWALIDDLQIV
>TDX26139.1 uncharacterized membrane protein YjjP (DUF1212 family) [Rhodovulum visakhapatnamense]
MTRSSDPVVLRHRHLEQIAMTALQAGVLLTETGGKSLLVKEGMRKIAEGLGAEEVHARIGFASLAITVTHGENTITRMTG
TGGHGVNMRLNHAIRDLCVEVEKGGQTAEQVREALTRLKAGTPHHPRVVIALAAGIACAAFGRLLGVDWAAFGPVLAAST
AAQWVRVSLLRRGTNTFVLTALVACLAASLAGLLAIPAGSHMIETAMTAAVLLLVPGVPAMNAQTDIMEGHPTTGSARFV
TVGMILVFITVGISAARLLVPALPDQIFEPQRSVLHQAIFGAVAAAGFGVLFNFGWVRLVWAAAAGALALAVRTVGMDLG
WSLEAASFAAAAAVALGVEILSLPRLRVARMGTALAVAGCIPMIPGGAATQCIIGLLTLTAEDPATAAETLGMTASAGLR
VAFTIGAIGAGLTIVRSLFRRSDFV
>TDX26140.1 N-formylglutamate amidohydrolase [Rhodovulum visakhapatnamense]
MQAFKLFRPDWPTTSVVFSSPHSGRDYSWSFLRQTVLDERAVRSSEDAFVDLLFSDAPEHGAPLIVASAPRAYVDLNRAA
EELDPAVIDGARLAGHNPRISSGLGVIPRVVANGRAIYRGKIALTEAETRIETCWRPYHRQLESLVEEALARFGESILID
CHSMPREAIESARAGGRPRPEVVLGDRFGTSAGGEIVDRIEQAFSNAGLRVGRNAPFAGAYITQRYGLPSRRRHAVQVEI
DRSLYMDEATVRPNADFDAVRRLLGEVVGTLTQIGRPGEVPLAAE
>TDX26141.1 LSU ribosomal protein L36P [Rhodovulum visakhapatnamense]
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRYKARQG
>TDX26142.1 polyhydroxyalkanoate synthase [Rhodovulum visakhapatnamense]
MTAPNGHPKHDHPYETADRAGRAMLARMTSGASLNAAAAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGLTRDD
PPFRPRAEDHRFSHPGWSTPPFSIWQQAFLAAQDWWDAAAEPARGTDPHNSDRVAFMARQMLDVLSPSNVPLTNPEILQE
TVRTGGGNLMQGMRHLAEDIRAQATATPAETASGFAVGRNLAVTEGQVVFRNELFELIQYAPRTEKVHPEPVLIVPAWIM
KYYILDLSPENSLIGYLVAQGFTVFAMSWVNPSADYRDVSLDDYRRDGVMAALDAVGKVMPGQKIHACGYCLGGTILSIA
AATMARDGDDRLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVSRYLM
GKEDEAFDITVWNADATRMPAKMHSDYLRALFLDNRLTSGRFAVEGQVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALF
TQNELTFVLTKGGHNGGILSEPGHKGRHYRIGCRTPETRYTDPDSWYARHPATEGSWWPEWARWLAGKTGPAEAAPPAMG
APDAGLPPLCPAPGTYVFMK
>TDX26143.1 dihydrolipoamide dehydrogenase [Rhodovulum visakhapatnamense]
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRETLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WAQMLSYKDDVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLPGIEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRSLLKRQGLDIVTGAAVQSAEALK
TKAKVAYKLRKDDSEHTLDADVVLVATGRKPFTDGLGLDALGLQLTKRGQIATDAHYKTSVDGIYAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYGVIPGVIYTHPEVAAVGQTEDSLKESGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGPIHS
>TDX26144.1 putative MAPEG superfamily protein [Rhodovulum visakhapatnamense]
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWVPARSMIWAAGFAATVLMALASLI
>TDX26145.1 putative MAPEG superfamily protein [Rhodovulum visakhapatnamense]
MTPELAALAATAVIHLAAVLWSQRALEADVGRDGNTGPRDDIADRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWVTGLAAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>TDX26146.1 hypothetical protein EV657_11864 [Rhodovulum visakhapatnamense]
MSGDTGLKPGEVYWVIGVNDAYHAATGCLDFNSRDARKWFNQRGYSVFKLERPIDETAVDREDP
>TDX26147.1 2-oxoglutarate dehydrogenase E2 component [Rhodovulum visakhapatnamense]
MSTEVRVPTLGESVTEATVATWFKKPGDVVEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKSNGGAPAAAPAAEAATEEVPVMVPTLGESVTEATVSTWFKQAGDTVERDEMLCELETDKVSVEVPAPASGVLKE
ILAGEGTTVEAGGQLAVLLAGEGAASAPAASPAPAQGAGGGKDVEDAPSARKLMAEKGLTAAEVAGTGRDGRIMKEDVLK
AASAPKPAAAAPRAHEAPKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>TDX26148.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum visakhapatnamense]
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAPREAKAAEEKIREKANEKGVEVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PGSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGYGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLVGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFEAAK
EYKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTAPPEGFEVHKTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLAGQDSARGTFSQRHSALIDQNSEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLAEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAVSEAQDFVTGSSFHRVLWDDADAGRASDTRLKPDDQIRRVVICSGKVYYD
LLEERDARGIDDVYLMRLEQFYPFPALSLVKELGRFRDAEVVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>TDX26149.1 uncharacterized membrane protein YhaH (DUF805 family) [Rhodovulum visakhapatnamense]
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFMLLGGILAAVLDGLLFWGDVSVGAEGVSAETSGPLNGLFGLVTLVPGL
AAGWRRMHDSGRSGLFLLYPLIVLVGIAGFANFIGAFDAATTGDVAQMFTGLAGVVLALSVVVLMISPLLVIWWLTRPSQ
PGPNPYGPNPHEVAP
>TDX26150.1 succinyl-CoA synthetase (ADP-forming) alpha subunit [Rhodovulum visakhapatnamense]
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTQMVGGVTPGKGGQTHLDLPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSILIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKKGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>TDX26151.1 succinyl-CoA synthetase (ADP-forming) beta subunit [Rhodovulum visakhapatnamense]
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKAIAADIDGPIWVVKAQIHAGGRGKGHFIEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKELQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGAEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINGSGLDVIAADDLSDAAQKIVKAVKG
>TDX26152.1 PAP2 superfamily protein [Rhodovulum visakhapatnamense]
MRLPSSSLLLRPAALSAMLALVLLSVTVADGRARRTGDHLQIALPAAGLVCAATRGQAPLYAGRYLLLEAGIKLPKAALG
QRPINRRPDGGSHGFPSGHTAAASFGASALVSSCLRDSPGAQAVAVLSAGFVGASRIDAGRHTIWQTLAGAVLGWLVATL
KLAAFDRAVAAAWTRIGARLAVPGRLLPALRERTPVPGRP
>TDX26153.1 peptidyl-dipeptidase Dcp [Rhodovulum visakhapatnamense]
MTNPLLAPRTAPFELPAFAAVSDADFAPAFDQALSEARAEIAAIAEAPEPPDFANTIEALERTGQALSDVLSVFFLLASV
SSTPEREALQRAFSPKLAEFSSDVVLNRALFARIDAVWQARETLDLTAEQARLLELKHRDFVRAGAALPEEGRGRLREIN
TRLAELSTAFAQNLLADERDWTMPLAEADLAGLPGFVAEATRAAGTERGADGPVVTLSRSVIVPFLQFSPRRDLRKAAYE
AWTSRGARGGATDNRAIVAETLALRAERAALLGYDSYAAYVLETEMARTPGNVRDLLMQVWAPARARAEADAAILEQMLV
ADGLSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCAHRLFGLDFAPLDVDLHHPDARAWEVTRDGRH
MGVFIGDYFARAGKRSGAWCSALRSQQKLMGEIRPHVLNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEAMRDRVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAEVLEAIGLPRAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEETGDAFDPATARALEDNVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>TDX26154.1 ATP-dependent RNA helicase RhlE [Rhodovulum visakhapatnamense]
MMGLPKRLVTRLAEAGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAETRGKPVPKTARALVLAPTR
ELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQMLDLG
FIHALRRIAAKLPKERQTMLFSATMPKQMDEIATSYLTNPVRVEVTPPGTAVDKIVQSVHFLEKAEKTGRLIELLDGHRD
DRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNFDLPNV
PDNYVHRIGRTARAGADGAAVAFCSPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGASKGAGKPPAKARAR
RRPRNKSRAAA
>TDX26155.1 TraR/DksA family transcriptional regulator [Rhodovulum visakhapatnamense]
MAGGWARDGAVNDQIDASIEDELNRMKARRAPVGDSLADCADCGEPIPEARRQALPGVKLCVACQGDRDRRPVIRGGINR
RGSKDSQLK
>TDX26156.1 putative MFS family arabinose efflux permease [Rhodovulum visakhapatnamense]
MTHAQRGAEAPLMTPVLIAGSVILLIGFAVRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAVAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQLQGLEVLVGFGIAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPAA
EILLRFQPWQGVFAIFAVVVLAALFALPFIRSPEVASRAELEESLGQVLNRAFRDPSYVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGVFNIVGTVTAGWLGNRYSRKYLLAGIYTARTIAAAAFILMPITP
VTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGKLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIREAPAPARVAA
>TDX26157.1 putative ATPase [Rhodovulum visakhapatnamense]
MSAPFFVLTGGPGAGKTSLIAELARRGFHTIPESGRAIIREEMQSDGDALPWADRATYAERMLERDLHAYSAAQKLSGPV
IFDRGIPDVLGYLKLCGLPVPPHIAAAAKATRYNRRVFLAPYWDEIFTQDPERKQSQSEAEATCAVMFDTYIALGYEIIE
LPRTDIARRADFVCKQLAI
>TDX26158.1 hypothetical protein EV657_11877, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX26229.1 hypothetical protein EV657_1171 [Rhodovulum visakhapatnamense]
MLITPDEWQQCETDTLPPRQGSVVIGIDLGGSASMTAAAFC
>TDX26230.1 hypothetical protein EV657_1172 [Rhodovulum visakhapatnamense]
MAKWCRRRGPCLLREDGKSKGKPFSTIQMWKASDRERQKHPSLAGAVPHGLRANAVIRLRGAGYSALKISDMVGISVVTV
EHV
>TDX26231.1 hypothetical protein EV657_1174 [Rhodovulum visakhapatnamense]
MTRRPVVLILLTAAAGFLAFDLARSAPLDPYLAPPLFALGSGQAAGGAHCAALPAR
>TDX26232.1 hypothetical protein EV657_1175 [Rhodovulum visakhapatnamense]
MTDSSQTMPVPPRILPRTAAFGLCALAVLAVAAMAGPRSGALLMIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
VCLALVAAAAFPMLAAHPGELVGAHAPVGYAMVGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSAIALPFFCLGSFFGAY
HLVWWTELGALPVAALTGTGGLALTLVLLASVAGLAMALADPGKRAIPARYWLAAVLLAGLAILHLAVAGQPWGVVYGLG
LWVAKGAAALGADLSGSAFWWAPANAERLRESVLTDVTSLTDLGLIAGAALAAFWRDGLTGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIQLRPLLGLEARR
>TDX26233.1 thiosulfate/3-mercaptopyruvate sulfurtransferase [Rhodovulum visakhapatnamense]
MTRFAPSAAFILALLAGPAALAAPGFGPLIDPQGLAEAQAAVAPLVLDIRSGPDGAAPVFEAGHIPGAVSAPYGLFRGPA
DNPGALIPEDRLTEVLRSLGVTRDRPTVIVHQGSDPSDFGAAARVYWTLKSSGVSPLAILNGGMTAWSASGLPVETGPAL
RPAPSDIEVSFSHDWLATTEDVEAIVAGDAPGDLIDARPQSFWAGNAKHPAAARPGTLPQSRYFTHSGWFGSDAPALIKP
DLVPDLAAANGFAQGDRLVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHETANLPGPLRNLWNRVTGRY
>TDX26234.1 small multidrug resistance pump [Rhodovulum visakhapatnamense]
MPSYLVSYSALAGAILCEVAGSSFLLKSEQFTRLGPTAVMALFYIASFYLLSIALKTIPLGIAYAVWGGLGTVLIALVSV
TIFRQSLDAAAIVGIAMIVGGVVIMNAFSTVSH
>TDX26235.1 spermidine/putrescine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTVRLILASTAALIAGSAAWATDADLLVFDYPGFENAAFHTKYKDKYGDNPTFTFFGDEEEAFQKLRSGFRTDVSHVCAG
SVTKWVEAGILDPWDTSKIPAWGDLNADLKGTDVADTGADVYFVPTDFGSTGIAYNTEEVPAEDVASLQVFKDPKYEGRV
TLPDNVDDTFALAYLATGTTNWTHATDAQFDAAVEWLREVHPNLRTYWTDPAELAQLLASGEVLVAWAWNETLPTMVEQD
FPIGFQREAKEGSSLWLCGYVDLKDGPGSEEKAYDFLNAMLDPAATQALLDAGYGQSNDKAMAEIGDEALTAVGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>TDX26236.1 putative damage-inducible protein DinB [Rhodovulum visakhapatnamense]
MGQAMVTAGWCRLMARYNRWQNRAMMEEVAGMDEAARTAGRGAFWGSIQGTMAHLLWADHVWMSRLDGWEAPHVGLSDSA
HFVADWSEYRSKRQITDARISRWAQGLTEAGLAGDLAWYSGAAGREMVVPRAVCVVHMFNHQTHHRGQIHAMLTAAGVLT
APTDLFLMPDLIG
>TDX26237.1 acrylyl-CoA reductase (NADPH) [Rhodovulum visakhapatnamense]
MFRALVVEKDAEGKTRAAVQDLSEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRSWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTQMAMAVGTAGMAAMLAVLALEDQGLRPGDGPVLVTGASGG
VGSVATAVLAHLGHEVAAVTGRPGSESYLRDLGASRIVPREDLSEVTRKPLESEIWAGCVDPVAGAMLGRVLKQMKYGAS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMRPYEDRLRAWQRIATDLPMDRLKGMIRHATLEDLPGLGADILNGKV
QGRVVVDVNA
>TDX26238.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MFKQILVPVDLAHADRLTRACEVAGDLARHYGIGVTYVAVAAPQPGAVAQSPEEYRWKLDAFAAAEADRHGHRVASRLMV
SPDPAAELDEALVRALEESGADLVVMASHVPGWAEHVFPSHGGRLASHAKASVLLVRP
>TDX26239.1 BCCT family betaine/carnitine transporter [Rhodovulum visakhapatnamense]
MTDQTSQDLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLSIMAFVFYALALPGQAEAVFGWLR
PFLTSTFDWVFLSAGNIFVLFCLALIVLPVGRVRLGGAEATPDYSYAGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPGNVDAAREMGLAATIYHWGLHPWAIYAVVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHVI
DIIAVFATLFGLATSLGFGAQQANAGLHHVFGVPEDLSVQILLITGITAIALISVLRGLDGGVKVLSEINMVVAALLLVF
VLVAGPTGTILADFGEGMLAYVKDLPALSNPFGREDTDYMQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVVCVLL
IPSLVCVLWMAVFGGAAIDQVLSDPVNSAVKAQVIDSYNPPMSLFAMLEALPWASVTSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCAFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLMMCFAIFRGLQAEAH
>TDX26240.1 selenocysteine lyase/cysteine desulfurase [Rhodovulum visakhapatnamense]
MVALDTEFVRNQFPAFRYKELRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAYPTSRLAGEEMDEARTRLAAHLG
VGRDELHFGPSTSANTYVLAQAFGAWIEPGQAIVVTDQDHEANSGVWRRLAARGIELREWKVDPGTGHLDPAALEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDIPALGADIYLFSTYKTYGPHQGVMLIRRELAY
QLPNQGHWFNAEDVLRRFDPAGPDHAQVAAVAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRIQETAILEPLLEYLST
RPDLRVLGPARAGPARLPTVSIALDRPGHEAAGRLAARGVLAGGGDFYARRVLEAMGIDPALGVLRLSLLHYTLPEEVDR
LIEALDSEL
>TDX26241.1 deoxyribodipyrimidine photo-lyase [Rhodovulum visakhapatnamense]
MSDQVPVIWWVRRDLRLGDNAALAGAIASGRPVVPLFIHDETVEALGAAAKWRLGEGVACLGQALSARGSRLILRRGPAL
DVLRAVIAGTGAAAVVWSRAYDPASVARDKSVKAALAEDGVEARSCAGHLLFEPWTVETGQGGFYKVYTPYWKAVRDRAV
PEPAPAPGLIPRPDTWPASDEIGTWRMGAALRRGAAVLARFAPVGEAAAQDKLNEFATRKIADYADRRDMPAADATSGLS
AHLTCGEISARACWHAGLNAMDAGKAGAETFLKELVWREFGWHLMWHSPHIAERNWREGWDGFPWSTEGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMIAASWLTKNLMTHWRVGMDWFAEHLIDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPVTQAEKFDPDGAYRDAWIAEGRQSPDRRALAYFDAVPRAWGLSPGDAYPAPAVTPEAGRRRALAAYEARGG
>TDX26242.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum visakhapatnamense]
MTVLTSTRGQADLPRYFAQVFDIAGRMGHGRLDFVLSDGRRFRAEGRAPGPVAELDIHDPDVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLIRAYERLRFWLQRNSKTQARKNISHHYDLGNDFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIAKAGLSDRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVTDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGDSYALTLRRWHETFNERWDDVARLGFDARFRRMWNLYLASCAATFQSGNCDVTQLTVA
RPT
>TDX26243.1 hypothetical protein EV657_11716 [Rhodovulum visakhapatnamense]
MPTAAKLVAFLLYGGLAWAASVALVPSFPEGMDLGHFFTVNAAVGALAGWFVMGRLAGQGYGLAVTAGLRTTVVLVFYAL
LIHAGARAYARAVEMRFGDPVAAVLGWIGLAADYGLQLFTSPAAMGVLLVGGVLVGLAVEAVSHFWT
>TDX26244.1 nudix-type nucleoside diphosphatase (YffH/AdpP family) [Rhodovulum visakhapatnamense]
MERMFFYGTLCHLPLLARVLDRPAGTLTTRPARLADHAVRLAEGESFPLILPEPGKQAEGLLVDGLTAEDRARLDYYEGG
YGFDRQEVSVETAGGAVKAGVYAHDRAGLVPGAPWDLDGWRRRWGDLVTEAASEVMLGYPDRPPEVNARRYRMILARAAS
TLRARQPGPATLRKPTGPGDIVETARVQPYANFFAVEEYTFRHTRFDGRMSDEMVRAAFLTGDAATVLPYDPARDAVLLI
EQVRAGPYARGDSQVWSVEAIAGLIDPGETPEETVRREALEEAGLTIGALHRCFGYYTSPGAKAEYIYSFVGEADLGAEA
GGLGGVPAEGEDIRAHVVPFARAMDLVDTGEIGNAPLILSLLWLARHREAFRPPA
>TDX26245.1 cysteine synthase A [Rhodovulum visakhapatnamense]
MAAIRSDLADLVGNTPLVRLKGPSEATGCEILGKAEFLNPGQSVKDRAALWIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAQTEANGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRIDGFICAVGSGGTLAGTAMALQPRGVRIGLADPHGAALYSYYTTGEMTSEGSSITEGIGQGRI
TANLEGFTPDFCCRIGDDEALGVVFDLLAQEGLCLGGSSGVNVAGAMRMAREMGPGHRIVTMLCDSGTRYQSRLFDPAFL
RGKGLPVPSWMDGPKRSMPEVFAG
>TDX26246.1 small-conductance mechanosensitive channel [Rhodovulum visakhapatnamense]
MKFRFLFALLAVLATAVLPTALSTPALAQAQAQQEGPDYAQWNKVASRVEKVLAEGKASTAAFDTLRGELVDWRTRFLDA
QNINSARIKTLRDQISALGDPPAEGETEPQEIAKRRAELTKQLNEAQAPSLKAVEAYSRADGLIREIDQIIRERQADQLL
QLGPSPVNPVNWAAGLTAIRGTLVEVGNELSSNWENPNARATMRSALPVTLLFLALAALLTVRGRRWMEMLSVFLAQRGR
GRGRTLFSGIASLGQIVVPTLGVVLLAGALKSSAMLGLRTERLAQILPILGFTIFTAGWLGGRVFAQLGVSRAILTLPPE
RRAEGRFNSWIIGLILALAMLAQEVSKVETYSAEAVAVLSFPILLLAGLMLSRMGQLLLAHSRADSAESPEERPYRNRVA
AFLGRAAIGAGLIGPLLAAVGYAEAGDFFVYPSILTLALMGFLLLLQRFVTDIYAILMGRDVEDPENGGDLIPVLIGMML
VLLSLPVLALIWGARIADLTELWTRFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLVQGMLRSTVLPKTKIDPGGQTA
LISGVGYVGIFLAGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDI
SVRSTRIQTFDRTDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRKVEKILMEIGESHPLVMVNPAPLVVFQG
FGADALEFELRVILRDINYGLSVRTELNHEIARRFAEEGIEIPFAQRDIWLRNPETLRERPAPQPPGPFLPRQSAEPQPE
PLADLGGDADADGGDGPR
>TDX26247.1 Ala-tRNA(Pro) hydrolase [Rhodovulum visakhapatnamense]
MTGPLYRKDPYLREAPATVTAHAEGGVVLSAPLFYPRGGGQPGDTGRLVWQGGQMIVADTVKSEAGAELLLAPEGAALPP
VGAELTQHLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIGADKGRLDFDMPEAPGDKEALEAALNDLIARDLPVAEQWI
TEAELDAGPGLVKTMSAAPPRGTGRVRLVRIGSGEAPVDLQPCGGTHVARTGEIGAVRLGKIEKKGRQNRRVTVHPGG
>TDX26248.1 prevent-host-death family protein [Rhodovulum visakhapatnamense]
MKAVSAREAKHHFGQLIDEARAEPVVVEKHGRPVVVVLAVEEYQRLTGQTVEPSGKKREDER
>TDX26249.1 adenine-specific DNA-methyltransferase [Rhodovulum visakhapatnamense]
MPILNWLTRDEDIRTAQHVPYRLLEEVPDLSAGDGGAGNMLIQGDNLEALKALLPFYAGRVKCIYIDPPYNTGAAFEHYD
DNLENSIWLGTIWPRLELLRDLLAEDGSLWVNIDDRQGHYLKVILDEVFGRSRFVANVVWQKRTSRENRKAIGSAHDHIL
VYAPAGAQDWKKYRNLLPDTDKGYANPDEDPKGPWRSIPFSAQGFRANQMYKITTPTGDVLDPPKGRCWGATEPEFLRLR
DIEGRVYFPKNGRGRPRIKKYQFEESGLAPMTWWTAADFGDNQQAKKEILELFNDEDAFDTPKPEKLIERILHIATNPGD
LVLDSFLGSGTTMAVAIKTGRRSIGIEMGEHAATYCVPRLRKVIEGEQGGVSKTVGWQGGSGFRFYRLGPPVFDEEGHIR
QDIRFPVLAAHVWFSETDRPWDGSGDSPLLGIHDGRAHALLYNGILGDKRPGGGNVLTRATLALIREDIAKLAPDFDGPL
TVYGEQSRLTPVTLDRERITFKQTPYDVKARA
>TDX26250.1 type III restriction enzyme [Rhodovulum visakhapatnamense]
MKLKQYQTDTLSVLRRFFEEARVAGPKGAYEAITREPDQAKRLGRYGGTYTPLAELPAVPYVCLRLPTGGGKTILGAHSI
GIARDAWVEKDYPMVLWLVPSNTIRLQTAEALKNARHPYRQALDEAFDGRVRVFDIADFTHIRPHDIRDHCCIVVGTIQT
LRVSNTEGRKVYSHNENMEPHFTALPNTLPGLEALEGGGVKFSFANLMHVHRPLMIVDEAHNAVTGLTREMQARVNPSAI
IEFTATPRLNSNILHSVTAQELKLEEMIKLPIMLSEHDTWQNAVNGAIASRASLAEEAEKDTAYIRPIVLFQAQPKNQEV
TVEVLKKHLMEVEQIPEHKIAVATGDQRELDGINLFDPKCPIEYVITVEALKEGWDCSFAYAFCSVSRIQSAVDVEQLLG
RVLRMPYAKRRKAEDLNRAYAFLSEPSFGEAARSLADKLVAMGFEEDEALDNIEPAQTSLDADTGLFGPRDKPKPTFKHT
VTAPPEVVAELKKRAGVSVRETDDGKVEIAVTGRVDGGLEKAIVEALPETERTGFSAAVTKYRVEVKDQLSPAEQGEAFE
VPRLVSEIQGEFEFADTDVFMEFHDWSLLDHSSKLGEGEFAIRETARSFEIDLDGNRITYQFADEEEQLALDVDVEGWTP
EALVLWLDRQVRQPDIHQSELLRWLRDLVGHLITVRGMHIAALMRCKFILARKVREKLAAIRQQERDGVYQRYLFAPEAK
VEVSFDQAFAFKDGMYWDQRRYRGRWKPRKHFLGPDHVPAFDGAENGEEFQCAQAIDSLPGLKFWIRNVARHPNSFWLPT
ATDKFYPDFVAQLDDGRLLVVEYKGALTAEGADTDEKRTIGQLWERKSGGRGLFIVVEKTVDGMSMRDQIVGKLSPGL
>TDX26251.1 nucleoside 2-deoxyribosyltransferase [Rhodovulum visakhapatnamense]
MSNAEPDITVVGGYYAERCVSPEVDARFGSGGRAALALAAVGRRVRWRYYCPAAEQLNATRTVMHENLAHEPADSDALVS
FRYTHPLARPEYLPFPLPREEPLVVEAATVLRFGLMEGTGVVKAETCVYDPQGDPADFRENGSSASRLAIVLNLSELLAL
GRATDEAAAVERLFAGGNLSALIVKAGADGCRVYENARLSAEVPPYKSARVYKIGTGDVFSAAFAENWMLAGRSAPDAAD
VASRCVAHYAQTRTPAVRADEATSVGAPVKPGAGGQVYIAGPFFTTHELWLVEEAYRGLKELGVKVFSPYHEIGLGQPSE
VVPADLAALDQSAAVLALLDGGDPGTLFEVGYATRIGLPVVALAQSTKRSDLTMLLGSPNCRVVDDFSTALYHVAWAGRR
ALA
>TDX26252.1 thermostable 8-oxoguanine DNA glycosylase [Rhodovulum visakhapatnamense]
MEICEASRSRSPCASPPLHANGQAEILPGVAMGRPDVILSPAYWRWRCQHAEEAGEGYVARESTLHEELGFCLLGGYGVR
VEVNDAFFRHLRERGVFEWGARPSEEDLFDLLSERIPVADARGETLQRYRFPRQKAARLARSLAMADELTPERPVHAKVP
RAFRNRLMAMPGVGPKTASWIARNWLGAEDVAILDIHILRLGRYLRLFPDQVRLPADYERLEVRFVAFAEALEVRPSILD
AVIWDDMRRFGSRMVARATVGYST
>TDX26253.1 hypothetical protein EV657_11727 [Rhodovulum visakhapatnamense]
MTRSAPIPDSVTLHVPFRIVRRGGRKEMQLPEGVMHLRRTDNTLVKALARAFRWKSMLESGEYATIAELAEREGIALSYL
TRVLRLTLLAPDIVETILDGRQGSEVTLARVLEQFPLEWKQQSGRLNHA
>TDX26254.1 DNA invertase Pin-like site-specific DNA recombinase [Rhodovulum visakhapatnamense]
MTKPPEKSKVVRKLRCAVYTRKSSEEGLEQEFNSLHAQREACEAYIASQRSEGWVLVRDQYDDGGISGGTLERPGLQRLL
EDIEDGLVDVVVVYKIDRLSRSLADFAKLVEVFDRNGVTFVSVTQSFNTTTSMGRLTLNILLSFAQFEREVTAERIRDKV
AASRKKGMWMGGVPPYGYRVENRKLVIDDESAAHVRWIFARFLEIGSCTELAREVGARGIRTPRGNRIDKKYLYRMLSNR
AYIGEAVHKGDSYPGEHDAIIDRETWDRVHAILQESPRKRAARTRADTPALLKGLLFGPDGAAFSPTHTRKGGRLYRYYV
SQTVLKHGAGSCPVGRVPAGEIEAAVIDQLRAVFRQPEIVAGTWKAARAHADDITEADAHAALQQLDPLWDDLFPAEQAR
IVALLIERVDIGTDGLKVRLRVDGLGSLSREMSAASIGEAA
>TDX26255.1 DUF2924 family protein [Rhodovulum visakhapatnamense]
MNKPDPIPARLAALKTTPTPDLKQQWRDLFDSEPPPFNRRYLESRLAYRIQELAYGGLKPETIRRLERLGEELDGGDRSK
RSIRLERDRPITGTRLLREWQGVEQVVTVTADGFEWQGRPYKSLSAIARAITGTRWNGWVFFGLKNHRGRT
>TDX26256.1 hypothetical protein EV657_11730 [Rhodovulum visakhapatnamense]
MARKKSEFGPNLGSILQGAPAALVRQFLASFKRPDDTLLAPPEITEVTPDDQGKAALSSYLRSEDKEIIGLLEGIAGALL
DMGQDKGATSLETVAGQRLQNVDYDQYESQPDLLCKSIWMRTVFPMHFHDAQSFYAARRYRERRTYYTCCEVDFDHASVA
DTDGIPDEKLCDAVQEALGLKGKVTASVLELPETANYPPSFMVALRHPGPLSSIDNHREEGGWTVHYYRPSHEAVLIYTP
QLKKIEVASASSDVREKTSKVFAEVVLGRPPSAKPLTRREFNLERFRSSFDLDCPDLDDVEITMAAVVEAEVRLGSWGRR
LNIKVTIKDKMEDVVQKYVSNSANLIRSFGFTKIAIAIGYTRRSDGKEGTFRVSISDGSSSDVQSMRDPFLRDLGFRLLE
HWGITQNLRTLTDQERAQWFGFLLSLYDLPDDTVAGAFFISAGVDPARLVSARLIARKGRQLIGLAEDDDEVVEVEQQTG
PEPGTVRQTGSFGEADGLRLDTNAIEYGIDRAWLAETILKAIAGSLGISNIETINEFLVSLGPMALGERKVPLYLARRLA
DLKARESVETVLRSRHTAGPGLVLAVSDEPPQFLGPNVVIALRDLLLNDGSLGDLDREEMARRFEANRTLATSAQVAQVV
RHTPRSGTLIIPGLEPLTLDGANQIQLFESLVEAATDGTGQRLTKVLMDGMGSDNPRQLFSSGAWAKAHPTYIRHGSSNR
YWRLGDATDTA
>TDX26257.1 transposase [Rhodovulum visakhapatnamense]
MRGTDKATGSLFSYVDLEARIPARHPLRKIRQVVNEALASLDPEFESLYTDFGRPSIPPERLIRASLIQILFSVRSERQL
MEQMQYNLLFRWFVGLGVDDPVWVPTVFSKNRDRLLTTDMSRKVMAAILAHREVAPLLSDEHFSVDGTLIKAWASMKSFQ
PRAEGAPPDDEDPGDPPSRAAADHPPVDTNPETDPMPRPSRQNRNAEVDFRGEKRSNATHASTTDPDARLYKKSPGAGAV
LCFMGHALMENRSGLIVQGDLTRADGHAERRAALDMIHAHSPGSTRQLTLGADKAYDSADFVRDLRRACVTPHVARKARH
SAIDGRTTRHEGYTLSQKHRKRIEEPFGWAKTVGGMAQTVYRGIERVRSRFILTMAAANLARLPRLLAA
>TDX26258.1 hypothetical protein EV657_11732 [Rhodovulum visakhapatnamense]
MPTPFAPRQAASTSWSGAATTKPTTSNSEWRCTRCDKLLGVCRDDRMHLRFARGHEYLVGFPVQATCRGCGTLNQATAPA
R
>TDX26259.1 RNA polymerase sigma-70 factor (ECF subfamily) [Rhodovulum visakhapatnamense]
MSFAWHEIRDHLMHSSSNLHFQRSFDAVRRAQAALAPFRDPAALLDGLHRTPGDQGQKNVILSALVEAAQGDGPAADCAL
TLLLLALWPGLDAIRRRSIWRRLGTADEVASDVLARTTEVVHVLDLGRVNWIAATVLRNVERDMIRARKRELAHDRLPDE
LEPLVRRTSERDPAISDARLNAELRSVIGDDALLVIRVAIEGFSQAEVAVELGLSEAAARKRYQRAMHRLRDALKGIP
>TDX26260.1 hypothetical protein EV657_11734 [Rhodovulum visakhapatnamense]
MSRSGPAGGFSHSSAAERLPSNRKQTRMNRTADLSLEDFRRLPGLYRRWELTEVCEPNRNYQIEDAGAHADGTPLLAIYV
AEPAPDVREAA
>TDX26261.1 hypothetical protein EV657_11735 [Rhodovulum visakhapatnamense]
MPDQPDAITRLRKVNYALEDLPETISLPQRPGDEPREPLLVVEATVDEIAFAIVEAERESTAAYRRADALKRLYKLAREA
GYIGADRAAAAVMKKEGQ
>TDX26262.1 AAA domain-containing protein [Rhodovulum visakhapatnamense]
MALPIIGADERLAQRKGIKGVIFGRSGIGKTSLLWTLNASTTLFLDLEAGDLAVEGLEIDTLRPRTWKECRDFAVFIGGP
NPALREDQPYSQAHFDEVCGRYGDPAVIGKYETVFIDSITVAGRLCFQWCRGQPEAFSEKTGKPDIRGAYGLHGREMIGW
LTHLQHTRGKHVWFVGILDERLDDFNRKVFQPQIDGSKTGLELPGIVDQVITMADIADANGQPQRAFVCQTLNPWSYPAK
DRSGRLDMVEAPHLGRLMEKIQRPAAPASERLTWPPVTSADPAPAEEPGHG
>TDX26263.1 hypothetical protein EV657_11737 [Rhodovulum visakhapatnamense]
MSGPWNDFNSAQSNTNVIPKGTLAKVRLTLRPGGFDDPSQGWTGGWARRAATGAVYLDAEYTVLEGPYARRKVWSLIGLY
SPKGPDWANMGRGLIRGILNSARGVSDKDNSPEAQARRRINGFGDLDGVEFVARIDIGTDTNGEDKNEIRAAVTPDHRDY
AALMGTVAPQVSAAPAQGHAPQQPTTATQPSQPASAPGNAGRPSWAQ
>TDX26264.1 superfamily II DNA or RNA helicase [Rhodovulum visakhapatnamense]
MRLRPRQKTFVERSVAALASRGNTLGVAPTGAGKTIMLSAVTGEMIGDGAKACVLAHRDELTAQNRAKFQRVVPGVATSV
IDATEKSWGGQVAFAMVPTLARASNLADMPLLDLLVVDEAHHAVADSYRRIIDRVREANPDARIFGVTATPNRGDKKGLR
EVFDNVADQVRLGELIASGHLVPPRTFVIDVGVQDELRSVRKTMSDFDMAEVAGIMDRAPVTDEVIRHWKEKADDRQTVV
FCSTVAHAEHVTDAFRAAGVSAALIHGDLAAETRKAILADYAAGDIRVVVNVAVLTEGWDHPPTSCVVLLRPSSYKSTMI
QMVGRGLRTVDPEEHPGIVKTDCVVLDFGTSSLIHGTLEQDVDLDGKTEAGEAPTKTCPACEAEIPLAATECPLCGEAFP
REDLDAGEGGDAAPLSGFMMTEIDLLKRSSFAWVDLYGTDDALMATGFAAWGGIFWLDGAWYAIGGAKGERPHLLGVGER
TVCLAQADDWLNTHETDESAFKTRSWLRQPPTEKQLQYLPPECRHDFGLTRYRASALMTFGFNKRAIRQLIDTAASPERR
AA
>TDX26265.1 hypothetical protein EV657_11739 [Rhodovulum visakhapatnamense]
MTHGTLNPHHGRGPAATLASAWDALCCLPATHPWFWLVRSAPVEAAPAIGLVLLDALPVLLDALRAGAFRHG
>TDX26266.1 hypothetical protein EV657_11740 [Rhodovulum visakhapatnamense]
MVDLTEEERAAITATMKRVALLMDEIGWATPLGELTEAQVRALIEEAVEGFREAMSDIARAQTPEVPF
>TDX26267.1 PD-(D/E)XK nuclease superfamily protein [Rhodovulum visakhapatnamense]
MTLDYNRRPSFADRVNAAVDRALTADQATRPPRDYLGGSRLGHACERALQFEFTATPKDEGQDFSGQSLRIFAIGHALED
LAVAWLRGAGFDLYTRKGNRPDGGQFGFSVAGGRIRGHVDGIIAAGPEGFGLAVPALWECKTMNAKNWRACVKDGVTKSK
PVYAAQIALYQAYLETSVPGISAAPALFTAINKDTAELHHELVPFDADLAQRMSDRGVRILQATDAGELLPRVATTPDFF
ECRFCPWSERCWRLPA
>TDX26268.1 RecA-family ATPase [Rhodovulum visakhapatnamense]
MSDDGILHFNPWMDFNHGPPSENPFGCDPDPEQIAIFLDTVFSWCEGLIPLRGFVDKGQGRDGKPHNIWIPADDTATEKL
ATFAAWANREGAAVYVIPGTVEEQGQARAADVLQMQAIVVDLDAGDIPAKLDHVTRHLAAPTLIIESGGRTPEGAAKLHV
WWKLTEPAEGEDLATLCRLRGDIAVKVGGDTHFRSAHQPIRVPGTVYHKHGHQRLVQIREHRDVEVDLEDFAEKVAEMPP
LPGVGFASDVAAPTAKPGIDAVLTTPVREGAVDDWSRFQGASAAIGHYVRLVHEGRLDPFAGWEAICGYNAAMLRPSWPL
DRLMAESERLWALHVKRNGPPLLRAARVDAPVSPLPTFSLGALLDDTSPMPEDIIGPRVLTPGGLLVLGGAPKVGKSDFL
ISWLVHMAAGVPFLGFTPPRPLRVFYLQAEIQYHYLRERMQQIALPAAVIAAARDTFIATPKLKLLLDAEGVARVAEAIR
AAFPDAPPDIIVIDPIRNLFDGGPEGGGENDNTAMMFFLKDRVELLREAVNEDAGVILAHHTRKASKHQVKDDPFLALSG
ASALRGFYTSGLLMHRPDEDSSVRRLEIELRNGPALPGKLIDKVKGEWVELNPMNERLVRKEVGAKLDAERLRKHDVILG
MLLDEAASERLYTAMQFAETFENRGGLGSKHTIRERLSVLATKGFVKFLRDPSGFGFPVTRSRFGYLCVEGMQFGAHVEH
VDPDTGEVTTPARPVLPSHFKCPQSGLCLQVENPAVWVYPEGLEDDLTHMSEA
>TDX26269.1 Holliday junction resolvasome RuvABC endonuclease subunit [Rhodovulum visakhapatnamense]
MAQPTLIPNCDGARFESLPLDTPRNRCILALDLGTSTGWAIRGHDGLITSGTVSLRPGRFDGGGMRYLRFTNWLTEIDRL
SGPVAAIWFEEVRRHAGTDASHIYGGLMATLTAWAELRGVPYEGVPVGTIKRHASGKGNADKAAMVAAVRSRGFSPADDN
EADAIAILLWAIETKGGVA
>TDX26270.1 hypothetical protein EV657_11744 [Rhodovulum visakhapatnamense]
MRWHPHGYGGRRRDPEQVKREGWREQGVLAVSADDDRLTWPERELVRQLGEKLYGPRPSDREARHG
>TDX26271.1 hypothetical protein EV657_11745 [Rhodovulum visakhapatnamense]
MADREWTADCVADHFEEAFRTLRKLPPVKAQGYFNTWPDIVRTSREIAAMEPQPMRVWPSAAAITRLEETFDWVLWIEEA
ERKLVWSRAARVPWKQISGELGCDRTTAWRRWQLALTKIAARLNAQ
>TDX26272.1 DNA modification methylase [Rhodovulum visakhapatnamense]
MTLSFAPDRIETWPLAKLQPYAKNAKAHGADQVAKIAASMAEFGWTVPCLVAEDGELIAGHGRVLAATQLALTEAPVIVL
GHLTDAQRRAYRIADNKLTELGTWDEALLSAELNDLLAEDFDLSLVGFSDGELDKLLAYVAEDDGEEGGAGGSVPPVTIP
EPPRNPASRPGDLWFLGDHRLLCGDSTSHDDVRRLMNGERAILFATDPPYLVDYDGSNHPTRNKDWSASYGTTWDDSSQG
AELYDGFIAAAVAEAITEDAAWYCWHASRRQAMLEACWEKAGAFVHQQIIWVKDRGVLTRSHYLWKHEPCFMGWRRPNRP
PKVAEQTLPSTWEMPSFAKDERPDHPTPKPLDAFGIPMRQHVTRGGLCYEPFSGSGSQVMAGEANGRRVFAMEISPAYVD
VAVERWQAETGKEAVLDGDGRTFAQVRTERLGDDADARADTPDTDAAPEPARKRKTAA
>TDX26273.1 hypothetical protein EV657_11747 [Rhodovulum visakhapatnamense]
MKQSRLMSLVESVANVIVGYGVAVVTQILIFPIFGLHTTLAQNLKMGAIFTIVSIARSFALRRVFEAIRMRTAK
>TDX26274.1 uncharacterized protein DUF3489 [Rhodovulum visakhapatnamense]
MTKLSDTQLVILSAAAQREDRNVLPLPGSLRGGAAAKVVGAMLAKGFLEEVDADTRKGEPVWRETGDGQGVTLVATDTGL
AAIGIEPEDGNTAPAGATDAPTMEPAPDTPTEPKAAPKTRTPREGTKQATLIAMLRAPHGATIEEIMAATGWQSHTVRGA
MAGALKKKLGLEVTSEKVENRGRVYKLPAA
>TDX26275.1 hypothetical protein EV657_11749 [Rhodovulum visakhapatnamense]
MTTRLNPITTPRFEARAEKARRNKEAALAAFIGKKDEIDEMLARLQALSDDHFNCAPDEAGWAMVGTLEHYASLLKRITD
SAFGEGEHTR
>TDX26276.1 hypothetical protein EV657_11750 [Rhodovulum visakhapatnamense]
MQGMSERQYAAHVGLSRGAIQKAKAAERLVLYPDGSINAAASDARRAETTDPSKTRKPPTPKLKPVPEAAVAAVGDTLRE
QGLAVPAVGGGTTFLQAKTANEVLKAQERRIRLQKLKGELIERARALALVFRLAREERDAWVTWPARAAALMAAELSASC
ADVTGQQITVEPAAMQKVLEKHVRAHLDELAEVRPDFR
>TDX26277.1 phage terminase large subunit GpA-like protein [Rhodovulum visakhapatnamense]
MYAPTSTNSPRSGPTSGDDDGLIDFDGAGEILRAWGNGLRPDPDLTVSEWADRHRMLSGRASAEPGRYRTVRTPYMREIM
DRLSPGDATQRIVFMKAAQVGATEAGNNWIGFAIHQAPGPMLAVQPTVELAKRNSRQRIDPLIDESPELRERVKPARSRD
AGNTMLSKEFAGGILIMTGANSAVGLRSTPARYIFLDEVDAYPASADEEGDPVTLAEARSLTFAHRRKVLLVSTPTIRGL
SRIEREFEASDQRRYFVPCPHCGAMQWLKFDRLRWQKGRPETAEYHCEGCDAAIAEHHKTAMLEGGEWRATATAADPTTV
GYHLSALYSPIGWLSWERIVRSWEAAQGSDEAIKAFRNTILGETWVETGEAPDWQRLYDRRERWKSGTVPAGGLFLTAGA
DVQKDRIEVDVWAWGRGLESWLVDHVVIEGGPDRHDAWSELTALLDRSWPHERGAHLRIARLAIDTGYEAPAVYSWSRAQ
GFAQVSPVKGVEGFNRSSPVSGPTFVDATEGGKRLRRGARLWTIAVSTFKAETYRFLRLARPTEEEMADGAAFPPGSVHL
PHWVENEWLKQFVAEQLVTVRTKRGFARLEWQKLRERNEALDCRVYARAAAWIAGADRWPDEKWRDLEDQLGAAPTDTDP
AGQINRQGQAPQGKRRSDWLGRRGGWF
>TDX26278.1 hypothetical protein EV657_11752 [Rhodovulum visakhapatnamense]
MTDWTETELSALRRAYASGTTRVSYDGKSVDYGSAEDLLARIRTIERAIAGTTRPLPVAGLAGFSRGDR
>TDX26279.1 lambda family phage portal protein [Rhodovulum visakhapatnamense]
MSATWFDHAIATVAPRMAARRVMARQAFETLTRGYDGASKGRRTEGWRAPGSSADTEIGVAGALLRDRMRDLVRNNPHAA
KAVAVLVNNIIGAGIMPRAASGDDKLDRKVDALFERWTAECDADGQLDFYGLQTLICREMLEAGEVLVRRRLRRASDGLP
VPLQLQVLEADFLDATKSGALGAGRLVQGIEFDPVGKRRAYWLHAEHPGDAYGALQNGLQSRPAPASEIAHVYEKQRTQA
RGVPWGAPVIRSLRDLDDYEVAELVRKKTEACVTAIVFGDDEAQQGIAPSVVDADGNRVEQFEPGLIAYARGGKDIRFNQ
PSATGGYGEYKRASLHTISAGFRVPYELLTGDLSQVNYSSIRAGLVEFRRQIDAVQWQLFIPMFCAPVWRWFTEAAWAAG
QIPSPTVPVEWSPPKFEAVDPQKDAMANLLSIRSGTMTLAEVIARQGRNPDAVLAEIAATNAKLDALGLVLDSDPRRVTK
TGSAQTNDPAADEPANDPSAGADNDPAQADQQD
>TDX26280.1 hypothetical protein EV657_11754 [Rhodovulum visakhapatnamense]
MDTMIELPAMRRSAELAPNTADADSRTVEVVWSAGARVRRATFFGEPYDEELSLDPAHVRLDRLNAGAPFLKVHELDTLD
AVIGSVVPGSARIENGRGIALVRISERADVEPIWRDIQAGHIRAVSIGYQVHRFDISKPDGARELWRAVDWTPFEVSAVA
VGADPAAGFRAQHPLHDCVLHRRDAPSTTKGPIPMTDTTQTPASDAATPANTQPTAPVETEDTPMTEPKPAAPDPKVAAS
ETRSQKTQVTPAPDTEVVATRAREAERDRVSTIYDLAGRLNLERGFAEDLVKRGVSIDESRRLILDQVAAKSDETRNFPH
VSVPLGGRDECITRRDAVANALLHRYSPTLFQLEDAARQYRGMTLLELARESLGNAGVNTRGLSRDEVATRALHSTSDFP
EILSAVTNKTLRQAYEAYPRTFMLFCRQVLATDFKAMHRVQLGEAPQLLEVGESGEFKRGTLGESKESYKVKTYGRVVAI
TRQTLINDDLDAFTRIPAMYGNSIAQLESDVVWGIITANPAMADGNALFHTTHKNLAGTGAALDVSSVGAARAAMAKQTG
LDKKTVLNVRPAFLIVPASLELKAEQLVAQNLVPAATSSVVPQSIRTLAPISEPRLDAASETAWYLAASPNQIDTIEYAY
LEGQQGAYIETRNGFDVDGVEIKCRLDFGAKAIDWRGLYKNPGA
>TDX26281.1 putative RecA/RadA family phage recombinase [Rhodovulum visakhapatnamense]
MKTYVQPGNTITLTAPYAVASGDGLLVGSIFGIAAGAAAIGEPVETALVGVFDITKVGSQAWTVGAKVYWDDTNKRTTTV
ATDNTLIGAAVEAVASGAGDTIGRVRLNATF
>TDX26282.1 hypothetical protein EV657_11756 [Rhodovulum visakhapatnamense]
MSAFAAAIGALFADPNIGRDAVYIADGGTPVLVRAVARRADAVTDFGDARLWSETTRIDLRVAEVANPRPGDRIEIDGDA
FLIQGEPVRDRERLVWTVDLRPA
>TDX26283.1 hypothetical protein EV657_11757 [Rhodovulum visakhapatnamense]
MKLKLDIDPDIVAMMAAEVAAGERAVTAAIREAGTGLKTAWRLQITGAGLGTRLANSIRSQNFPRSGESLEAAALVWSKA
PVIVGAHDTGPLIRSKNGFWLAIPLPAAGKSLRGGRITPGEWERRRGLRLRFVYRRTGPSLLVAEGRLNTKGQAVVSRSK
TGRGKVTAPIFLLVPQVKLPKRLDLARDADRALDSVPGLIVANWVGGRL
>TDX26284.1 mercuric reductase [Rhodovulum visakhapatnamense]
MKDDCCAPKGDFDLAVIGAGSAGFSAAITAAEGGKRVALIGHGTIGGTCVNVGCVPSKTMIRAAEALHGAQTAHRFPGLN
SEAQVADWSALIAAKDDLVATLRQKKYADLLPGYGGVTYLDEGPARLVLGGVEVGGRRITAPKVIVATGGRPAVPDIPGI
QDAPTLDSTSLLELDRLPESLIFLGGGYIGVELAQMMARMGTRVTIVCRSRLLPRTEPEVSRALTETLRAEGVAVVDGAT
YDAARRDGARAVLTVTVDGADRDLTADRLVLTKGRAANTEGLGLAEMGVETDARGAIRVGDDMQTTKAGIFAAGDVTDRD
QFVYMAAYGAKLASRNAVLGGAERYDNAAMPWVVFTDPQVAGVGLTEAQARAAGHDVKTSVLTLDNVPRALAARDTRGLI
KLVADRATDRLLGGVIMAPEGADSVQTLAMALKFGMTTKALGETIFPYLTTVEGLKLAAQTFDKDVAKLSCCAG
>TDX26285.1 mercuric ion transport protein [Rhodovulum visakhapatnamense]
MQATRRVSRADEMTEQSDRKLIATGIVGTVIAALCCFTPVLVVLLGAVGLSAWLGWLDYVLLPALAFFVALTVYAVWRRQ
RRQTTRTDG
>TDX26286.1 mercuric ion binding protein [Rhodovulum visakhapatnamense]
MKKILALALFGLTAVVPITAIPVAAQTVAAEQTVTFAVDNMTCALCPVTVKRAMEGVAGVRAVEIDFDARTATVIFDTAA
TSADAIATASANAGYPARVAG
>TDX26287.1 mercuric ion transport protein [Rhodovulum visakhapatnamense]
MALTDDRTDSTGADRPARKGWLAAGGVVGAFLASACCIGPLVLLTLGISGAWIGNLTALEPYKPIFAVIALGFIAAGFWQ
VYFRKPTVCEPGSYCARPASARITKSALWASLILVLAALTIDWWAPLLY
>TDX26288.1 MerR family mercuric resistance operon transcriptional regulator [Rhodovulum visakhapatnamense]
MTDHERESGFTRGDLARATGCNIETIRYYEKTGLLPDPPRTDAGYRVYSAAHATRLRFILRARELGFSMEDIRGLMGLGD
GAAPTCAEVKERTERHLADVRARIADLRRIESVLATTASRCSGAEVPDCPVLDAISNSADP
>TDX26289.1 hypothetical protein EV657_11763 [Rhodovulum visakhapatnamense]
MTPRETILVALHARLSALPATALRGDVLPERMPVEGLMILRDGEPGAPEVTLSPLRYHYQHRAEIEAVVQGADRDAAFDT
LTASIGAALAADRTLGGFCDWVEAEAPRPVDLPVEGAASLKAAVIPVVLHYSTADPLA
>TDX26290.1 hypothetical protein EV657_11764 [Rhodovulum visakhapatnamense]
MARAQGARALMALAFETTYGTPPVSGFTRMPFASTSLGAEQPLLNSELLGYGRDPLAPIKDAVTADGDVVVPLDAEAFGF
WLKAAFGAPTTTGAEAPYSHEFQSGSWTLPSMSIETGMPEVPRYAMYSGCVLDQITWQMQRSGLLTATARLVAQGETVGT
TTSAGTPAALELKRFGHFNGAITRNGTALGNVVSAEITYANNLDRIETIRSDGRIDGADPSIAALTGRIEVRFADQTLVT
QAINGEACEMEFAYVLPSGESFSFTVHAVYLPRPRIEISGPQGVQATFDWQAARDSVVGRMCTATLVNDVETY
>TDX26291.1 hypothetical protein EV657_11765 [Rhodovulum visakhapatnamense]
MLTLDLTNAPRWHDLAPGVRVQLRPLTTALMVATRSDPAVEAVPEEASDEERAVAFAKALARRAVLGWEGIGDADGNPID
PTPEAIDALLDVWPIFEAFQLTYVSKGLLLEQEKNASALSPSGPSAGASATAKPARKRAKTARRA
>TDX26292.1 lambda family phage tail tape measure protein [Rhodovulum visakhapatnamense]
MAEKRVSVRLAAVGGRQVRAELEGVGEAGSRGFGRLSREMEAANARLAAFSRRVRVAAAAAVAAAAAAGVAMIRSSLQTV
DAQAKLAQSLGTTVASIQTLERAGDLAGVSMSGIEQATKDLTRRLSQAAAGTGPAADALDRLGLSANELIALPLDQRVGA
INAAIESFVPAAERAAVAGQLFGEEGSIAMSRIDTATLRQATEDVLAFGVVVSEQDADQIERTNDAISRLGLVWRGLSNQ
LAVAAAPALEAVADAMAAVASRTGPLGIATRGLLDNIGRLTTYAATFAAFLAGRWVAGMAAAALSVRGLATALVVLRGAL
IRTGIGALIVGAGELVYQFTRLVSGAGGFGEAMSLLKDLAVEVWERISMGAAAAGAAATAMFFDLKADAASGMQSAIESV
VGFGNTAANTFEGAYEAIKAIWGLLPAAIGDLAFQAANSLVDGVEAMLNGVVSRINGFIGGINQGLEALGSERRISLVPD
LDLGEIENRFEGAATAATTAAQAAFDRAFEDNPLSAPDLGLTEAANRALESANLYRGAARDLAEGARAPLESWQALRDAV
RGTDEDGADALAETTAAAERLETSLGDAGRAATDAGVAAGAAAAVAEPATDAAVTGWRAVTAALSDYASKAREIGGDIGQ
SLVGAFQSAENAVGQFVKTGKLDFRDLVTSLLADLAQLAARRFILGPIANALSGVFSGAGGIFANVLHAGGMVGSAGPSR
MVPAMAFAAAPRMHGGGMAGLRHDEVPAILQRGERVLSRREAQSYGAGGGVNVTIMARDAESFRQSRTQVAADIARAVSL
GRRGM
>TDX26293.1 uncharacterized protein (TIGR02217 family) [Rhodovulum visakhapatnamense]
MAFHEVRFPDNISRGARGGPERRTQIVELASGDEERNASWANSRRRYDVAYGIRRADDLAAVVAFFEARNGRLHGFRFKD
WGDHKSCLPSGTPSPTDQSIGTGDGATTAFQLVKRYASGAQSWTRAVAKPVTGTARIALGGVEQPSGWSVDTATGVVTFS
TAPGAGAAITAGFEFDVPVRFDTDALDVTLDLERLGSITSIPLLELRR
>TDX26294.1 putative phage protein (TIGR02218 family) [Rhodovulum visakhapatnamense]
MKSLDPDLQAHLDEGTTTLAWCWRIVRADGTSFGFTDHDRTLSFEGTDFEPESGLTASEVRSGSDLSVDAQDAEGVLTSD
RITETDILDGRWDNAEVEVWRVNWADTNQRVLMRRGAIGQIRRGRLAFVAEVRSLAHVLGQTIGRTFQATCDAALGDARC
GVDLENPAFKGTSVVIDLLRDRAFTASGLGGFASGWFTFGTIEWTSGSNAGRRAEVLGHDVTDGIAVLTLLEAPVREISE
GNAFTIRAGCDKRIETCGARFANTANFRGFPHIPGQDAVLRYATKDGGHEGGVL
>TDX26295.1 NlpC/P60 family putative phage cell wall peptidase [Rhodovulum visakhapatnamense]
MTQPLASADPARVVAVARSWLGTPYHDQASLRGVGCDCLGLARGVWRDVVGPEPFPILPYSRDWGETGPREVLAEGARRM
MIEVSPAEAGPGALVLFCMRPRAIAKHVGILTGPATFLHAYERLGVIEEPLTNAWRRRIAFAFLFPQR
>TDX26296.1 putative tail protein [Rhodovulum visakhapatnamense]
MATLVLGAAGAAIGGSIGGAILGVSAATIGGFIGSSIGSVVDSWIISSLAPTQRIEGARLDTLRITSATEGAVIPRLYGR
MRMGGNIIWATDFREETKTTTQGGGKGGGGGKVKTTEYLYYASFAVALCEGPITGIGRIWADGKPMDLSGVTWRWYPGDE
AQTADPFIAGKMGAANTPAYRGTAYVVFEELALSTYGNRLPQLSFEVFRPLADPDTAEGLTRAVTMIPASGEFTYATQAI
RKTDGGATMPENLNALADSTDMVEALDRLQAMAPAVESVSLVVAWFGDDLRAGSCKVRPGVEVSAKSTTPASWSVNGVSR
ANAFLVSRDDQDRPVYGGTPSDFAVVQAIQEMKARGLRVTFYPFILMDVPPGNTLPNPYSDNAAETGQPAFPWRGRITCS
PAAGYAGSVDKTATAASQVAALFGAATPASFSVAGQSVSWTGTPGDWGLRRMVLHYAHLCAAAGGVDAFLIGTEMPGLTT
VRSGAATYPAVQGYRDLLADVRSILGAGTKIGYAADWSEYFGHQPGDGSGDVFFHLDPLWADPEIDFVGIDNYMPLSDWR
DGFEHADAQAGWPAIYDRAYLQGNIAGGEGFDWFYASAADRVAQVRTPISDGAAGKPWVFRYKDLRAWWSNAHYDRPGGV
ESGTLTAWAPESKPIWFTELGCPAIDRGTNQPNVFFDPKSSESFTPHFSRGWRDDAIQRAYLEATYLWWGVPANNPVSSV
YGGRMVHVPECAAWTWDARPYPFFPALTDVWTDGANWRLGHWLTGRLGAVSLAALVRHLCLRAGLPESRIDVTGLWGAVE
GYAITALESPRASITTLSRHFGFDAVETEGGIRFVMRGRASVATLAPDDLVATREGDVLELTRGQETELPQALKWQVARA
DEDYDAALVEARRITVDTTRIASESFPMAVPPEEAERRCRRALMEAWVGRETAAFRLPPSRLAFDPADAIRLAHDGRLVD
LRLVSIADAAARGIEAVRQDRATYDLPPGDPRAASLTRAVVFGAPDAVLMDLPQLTEDQPAHRPFVAAHALPWPGEMAVF
RSPSTDGFELLTTFGSRARIGALVSDFYPGPTSRFDHGNALVVDLLTGTLESVTDLTLLGGANALAIESAPGTWEIVQAG
AAELLAPGRYRLTRLLRGQRGTEGAMGNPAPAGALVVVLDASLASLPIAEADLGLPWNWRIGPASRPVSDETYVAQSFTP
AGVGLRPFSGAHVEQPWRRPRTPGDLTIRWTRRSRALAADSWGGLEVPLGEELEAYEVEILDGATVKRVLSTATTSAVYT
AADQTADWGAPLGPGDTLDSRIYQLSALVGRGAPKTLTLIL
>TDX26297.1 uncharacterized protein DUF2793 [Rhodovulum visakhapatnamense]
MSDATTHLLLPYILAAQAQKHVTHNEALRLLDGLVQLSVLDRDLTAPPGSPADGDRYIVASGATGEWSGWDLNVALWTDG
AWLRLPPRIGWRAWVEDEGLLLVYDGAGWLGTTPAALQNMALLGVGTTADASNPFSAKLNAALWTARTVAEGGTGDLFYT
MNKEAAGDDLGLTLQTGFVTKALVGLFGSDRFRLAVSADGSTFFDGLSVDNATGVVDQPRLPRFKAYTNYDNYVGVGAWT
KIGLNNTDYNDQGAFDAANNHFVAPVDGTYLFGATLLYKVNSSTTARMRGRLVLNGTTEIRGSFGEISATHVSLATTIWL
QTMVPLTAGDTVELQGYFRVADGYFAADHTSFWGCKIG
>TDX26298.1 hypothetical protein EV657_11772 [Rhodovulum visakhapatnamense]
MTPPRSDGFVRMPDAEFEAILTRAAEEGAKRALADVGLDGDEAALDIRDLRSLVDCIRLVRRTAMQTAVRMITTGVMLAL
LAGIAIKLKIFGGSP
>TDX26299.1 peptidase M15-like protein [Rhodovulum visakhapatnamense]
MTTTFYDHWRDVPVSSWRWPNFSPAEIACRGTGKLLINEPALDKLQTLRDRLGKPLIVRSAYRSPEHNRAVGGATRSKHL
DGAAFDIAMANHDPAAFEAAAREVGFLGFGFYPRSGFIHVDVGPARQWGERFPVRATAFAAETTPAREVLADSRTMKGGG
AAGVATLGAAGVEVAQSVLAETQSAILPLVPYLDTLRWVFIAVALAGIAVTIYARLDDWKKGLR
>TDX26300.1 hypothetical protein EV657_11774 [Rhodovulum visakhapatnamense]
MITALLTGFAACPCMRVALRYGATAFAVLLFLLSLRRSGGRAGRLAERLETMEKANDVQRRMLEAAARRPRDHHELAERM
RDGSF
>TDX26301.1 CPA2 family monovalent cation:H+ antiporter-2 [Rhodovulum visakhapatnamense]
MHGVTGFVESAALLVFAAFVLVTICSRIGVPSIVGYILAGIVIGPAGLGLIAENAALSSIGEIGVVLLLFALGLEFSFEK
LVRLRKHVFGLGAVQVAVTTITVSLIASLIFDLAPVPAILIGGAVAMSSTAMCLKVLASANALESAQGRLAIAVLLFQDL
AAVAFLLLHDSMSGAAEGYGVITVVASATALVAALFIARGPLQLLARWVASRGDPELAQLLALTIALGSAIVAASAGLSP
ALAAFAAGMIIGEGDARHAVENEIRPFRDLFVGIFFVGIGTQLPLWIIPSAWPVVLIWLVILLVGKTLIVMVVARLFGES
LQISWRTGIILAHGGEFSLMLLSASSTSGIVAEEFAGPLLLAIGVSMLAGTFMVRWAGLKV
>TDX26302.1 thioredoxin [Rhodovulum visakhapatnamense]
MPTVACLQCNSTNRVPQERLSDNPNCGRCGAPLFQGMPVTLTAANFDRHANAELPMLVDFWAEWCGPCKMMAPQFEAAAR
SLEHHVRLVKLDTEAEQQIAGRYGIRGIPTMILFSSGKEIARTSGAMPAAQIAQWARSHV
>TDX26303.1 ClpP class serine protease [Rhodovulum visakhapatnamense]
MAFCRMADGKEDKVHGHIMQLFWLFFIISALQPVLQRRYLEAMRTRKIANIEKKRGSRVILLIHRQETMNLLGFPLMRYI
DVNDSEEVLRAIQMTDDEVPLDIVLHTPGGLVLAATQIARAIQGHKGKVTVFVPHYAMSGGTLITLAADEIVMCQHSLLG
PVDPQLGQLPAASLLKVVEEKPIAEIDDQTLIMADVGRKAIAQIEAFAKRLLSDKMDENRAAALAAKLATGTWTHDYPIF
AEEARDMGLPVGPDMPKEILELMTLYPQPVRRQAGGVEYLPAPRQREARRAISTR
>TDX26304.1 ETC complex I subunit-like protein [Rhodovulum visakhapatnamense]
MRGHNRPPFPPKIPGTDLPSWDVPTAIIYRPARSAMTSAPRPNYWVLEFELSRPPQIEPLMGYTSTGDPYRPIRLKFPDR
DSAVDFAERQDWHYVVREDAGGARMANPWAGETRHRLHRGVDAPGAFRVAFRPDRRLSRAVQHESTADPSTSDRESFDPV
LEASLESFPASDPPAWTGVTIARKTT
>TDX26305.1 hypothetical protein EV657_11779 [Rhodovulum visakhapatnamense]
MSNRLPDLAFAAAAAALGIGIVFVFRSMYLAEDILPFAQEMTLIFLGAVVTIILTAALLNRQTDLELRKEGRVIILQQQC
DIYMACIEKVAEIVETARHDAKLIDELRVLSHKLAVVASAGVVSSFEQVLESLQSGFADGTLSDGDGEGVMNAVADLTIA
MRSDVLHAAAFPSQNTERAVRLNSRRMEKLDDLERHLVVSTDTREN
>TDX26306.1 uncharacterized membrane protein HdeD (DUF308 family) [Rhodovulum visakhapatnamense]
MTTTSENPTDKMQDMLCSLSRNWWAFVLRGVLALIIAVLAFVMPAESLLALTLVFGAFAFADGVFGLVAAIRNIRKGERW
GWLMFSGILGIATGVVVVVSPFVATLVLATFLWASIAFWSVFSGALEIAAAIRLRKEINGEIWLILSGLLSVVLGVVVTW
MLLTRPVESFLALGWLIGFYAAVFGVMMILLGLRLRNADRSNGAAFDNAPPSAKA
>TDX26307.1 RNA polymerase sigma factor (sigma-70 family) [Rhodovulum visakhapatnamense]
MNVIRSFRNLDRHGQQRAPEVIEEEVRQLEPHLARFREDLVRLEVVASQTRGKTRIKVSLRLQLPSGVIAAQEEGFEIEP
VLRKAFADLRQRVDRHVARLKHESEYKRPARRRRIGAPLPSARDAAEADRRQLFFDLIEDHLDTVYDTVRRELTYLECSG
SVPEGYLSVRGLFDATILKGLARFEDRPSEFSVGDWLKRLAFETIEEESRAARRAVPEDAASIEAEPEAPAEDPTEADQA
MFEFYQPDEVLMLEDLIADDGGTDPETEVDRHDIAMALHRAIADLAPVERRVLYRMYLEDATIAETAHLLGLTEAEVLKI
AENAAETLRGTLVEAGLIGEASGRAPVEREIARTQCLPQPVEDRRRVAAALAGAETIGTTELKPEQEMDQ
>TDX26308.1 ATP-dependent Clp protease ATP-binding subunit ClpC [Rhodovulum visakhapatnamense]
MANGACDICGRPATARVRASVNGRVQNMELCDQHYSEIARRSGRSASPLESLFGRRSLLDEFFGESGFGSLFGDSPLRGG
TLGSVGDGDDAVVDATVGEGAPRRGSRRGGGRTIADRLSEQGNKLLQDAAQKAGEFGRSEVDTEHLLLALTSSDVVKTIL
EQFKVDVDDLRRQIEKEAKRGDAKTEGEIGVSPRLKDALNRAFIASNELGHSYVGPEHLLIGLAEEGEGLAAAMLRKLGL
TPQALRQQVTKVVGKGAEEGRVETPSNTPDLDQFSRDLTKLAREGKLDPVIGRAREIETTIEVLARRKKNNPVLIGEPGV
GKTAIVEGLAQRIVAGEVPEALRDKRLVELNINSMVAGSKYRGEFEERVQKILKEITEEKDSLILFIDEMHTIVGAGQGG
GEGGLDIANTFKPALARGELNLIGATTLNEYQKYIEKDAALERRFQPVYVEEPTVAQVIMILRGLRDTLEAHHKVTITDE
AIVAAAELSDRYITGRFMPDKAIDLIDQAAARVKISATARPVDVQELEAEVAQIKREQDYAAARKQFDRAAELKKELEQK
QKELDELLEIWKRDQASATAEVRADHVAQIVSKITGVPVTELTTEEKDKLLKLEEKLHERVIGQEEAIRAVADAVRLARA
GLREGRGPTATFLFLGPTGVGKTELAKTLAEVIFGDQDAIIRIDMSEYGERHSVARLVGAPPGYVGYDEGGQLTEKVRRR
PYSVVLLDEIEKAHPDVYNILLQVFDDGRLTDGKGRVVDFTNTIIIATSNLGSDIIQRNLTKRGSREFDEAKQKSELMEV
LRGHFRPEFINRIDEIIVFHSLNQSEIRQIVELQLNRVKRTALTQGVELELDVSVVDHFGAVGFRPEFGARELRRLIRSE
LETELARELLSGRIEDGDRVRVAWSADEQKVVFEKIARDTGDDSPDDQAKAGIEEPSEVAEDKTDVPKPSVGDEVQSKDD
KSAE
>TDX26309.1 cell division protease FtsH [Rhodovulum visakhapatnamense]
MERKTEYNIWYWVVAFIAVIFIQNLIAGWQSVAPISYSQFEQYLEDGRVASVAVGSDTITGTFTEPVDGKSQFVTTVVDP
AILQRIDRSGVEITGVPQNTFLGTLISWVAPALVFFGIWMLLFRKFADKQGFGGFMQVGRSKAKVYMEKETGVSFADVAG
VDEAKAELEEVVEFLRNPAEYGKLGAHIPKGILLVGPPGTGKTLLARAVAGEAGVTFFSISGSEFVEMFVGVGAARVRDL
FEQARKSAPAIIFIDELDALGRARSSGQIAGGHDEREQTLNQLLTELDGFDPSVGIVLLAATNRPEILDPALLRAGRFDR
QVLVDKPDKTGRVQILNVHMKKVTLAPDVDAEKVAALTPGFSGADLANLVNEAALLATRRKADAVTMDDFNNAVERIIAG
LEKKNRVLNPREREIVAHHEMGHALVAMALPGTDPVHKVSIIPRGIGALGYTIQRPTEDRFLMTREELENKIAVLLGGRA
AEKIIYDHVSTGAADDLVKATDIARAMVARYGMDEDLGHVSYDTDRPGFLGTGDQASWLNRRYSEATAERMDLKVRDIVD
GVFKRTLTLLETNLDLLEQSAQDLLQRETLDEPDLVAIGSKVRRTEAVAA
>TDX26310.1 DNA-binding MarR family transcriptional regulator [Rhodovulum visakhapatnamense]
MISSDIALIGTTIHRVAQLIQQRIDQDIRDSGLTRLSWMAAAHVEDAPGLTIGDLADRLDVGPATAGQLVDRMVRGGWVE
RSPSLDDRRSQIVTATSKARAMLEELAPRQSALEHEILQDLSADERRILLALLERIRARLGRQ
>TDX26311.1 HSP20 family protein [Rhodovulum visakhapatnamense]
MLYPTYLRRSDPFALMRSMMRDLDRGFWPPARAAFPAVNVWQGPEAVAIAAELPGIEPGDIEISVKDNVLTLSGERKLPE
VPEGARWHRNERGYGKFSRAIRLPFTASDDKVEAKMTNGVLRIAISRPEAEKPKKIEIKAA
>TDX26312.1 HSP20 family molecular chaperone IbpA [Rhodovulum visakhapatnamense]
MSTDITQATEKTPTDAPETAGGGRIYRPLTDIVETDQGVSMMLEMPGVAADAVEITLENRVLTIRGKVEPMRPENLELAY
AEYGEGDFERAFTLSEDFDPDRIEAEMRGGVLTLTLPRAPEAQPKRIAVKGA
>TDX26313.1 HSP20 family protein [Rhodovulum visakhapatnamense]
MQIKDLIPWARKDGAPDAKSSEDNPIATLQREMNHVFENFWNRVGQFEWPFGSGEAKSDMVETDNAIEVSIELPGMEMKD
IEVTVNDDMLTVKGEKKIERQEEKKGYYLSERSYGAIYRTIPLPPGVDGEKAQASFKNGVLTIKLPQTPEAQAKVRKIAV
KEA
>TDX26314.1 YfdX protein [Rhodovulum visakhapatnamense]
MKLRNLYAGTALALLIVSAGPSWSQDTAQAEAEAQAVNREQVQESVTAETDSQFAAKRTALIQEAVDALDETNAAIAAIE
KGDKDAAIAALALATGKLKTVVAREPDLALAPVSVNHFTYDVLGSVEVVRGVGKQIKDLVDDGKFQEARPLLSGFASEVV
IRTTSLPLATYPDAILAATALLDDGKTDEAMTVLNAALSTQVVTDTVVALPPLRAVAMIEKAKALLNDDGEAANDKAATE
DKAATEDKAATEDADLTAADYVEAARQELKIAEALGYGRESDFEDLHEALDELDRQIEAQEDTGGIFETIATRFEELRTR
IFN
>TDX26315.1 uncharacterized membrane protein (DUF373 family) [Rhodovulum visakhapatnamense]
MKDLKPSGLTREQWSAMTLYEKFEQVVIFVLSVIIAAIVVASVWALMREVVNRLLLGAFDTLDYATFQVVFGMIFTVVIA
LEFKRSLLVATERSFGILQVRTIVLIALLAIARKFIILDLGETESSKIAALAGAALALGAVHWLVRDQDRRELAGHETR
>TDX26316.1 heat shock protein HtpX [Rhodovulum visakhapatnamense]
MTAASASHRLINLVQSTLLLGLMAALAWVSVTVILGPGTGLLVALGMVAGLFLAPDLSRRMLLSAYRAQRLTGREAPGLI
AALAELARRAGLTRTPALYRVPSRLPNAFAMGSPEDSTICVTDGLLEILDGRELASVLAHEIGHIAHRDLWIMGLADVMS
RLVSLASWMGQLLVLVNLPLVMAGMVHVPWSVVVLLIFAPTLMALIQLGLSRTREYDADRVAADLTGDPEGLIGALGKLE
RRVGRFWEDIFLPGRRIPEPSLLRTHPPVESRIARLRALAPSRTLSVPPMAGHAMPALTSPQAQPRFRSFGFYW
>TDX26317.1 hypothetical protein EV657_11791 [Rhodovulum visakhapatnamense]
MAKSQKTQVIEHLFEKHWDATNGALDKRLMSLDDVAQAIRECNKLYGSTLSDRNPANFMKDLLRGANASKNWPASVAARR
FTGIQRTGDGECFEFIPYRPGQTEPFPDALFPENWTV
>TDX26822.1 putative transposase of IS4/5 family DUF4096, partial [Rhodovulum visakhapatnamense]
MSNLFWLTDEQMERLKPFFPKSHGKPRVDDRRVLSGIIFINRNGLRWCDAPREYGPPKTLYNRWKRWGDMGVFAR
>TDX26823.1 hypothetical protein EV657_1162 [Rhodovulum visakhapatnamense]
MPFPLSPQSIDAIADIISGGGGHDTTPPIGIYRSGPKIEKFMRACNVAFTVNGSRVPSLVQCLINLNNGFEADQALPRII
EAAADPRDFIHEPERHIAVLDHLNRALRFDGFEVQQQGGRMRLVEAGKNVPVLAELAGLSEVIDFDTVSRDLDRALASSQ
TDPEDAVTAACSTVESVCRSILIELGLPLPAKKDVQGLYNAVKQPLGLSPDRSDIDPLIANDVRQILSGLGSGPIDLLEA
ARPA
>TDX26824.1 Meiotically Up-regulated Gene 113 (MUG113) protein [Rhodovulum visakhapatnamense]
MAKGFTDEDDALLAELGVEVEVKKQLSRTPREERIIAGFEEILRFVDEFGRPPQHGEDRDIFERLYAVRLDRIRDLQECR
DLVAPFDKHELLSEGPMLVATDTDELDDDALLAELGVAVDASPLTELKHVRSTAEKKAADEVANREKCEDFSKFKPLFEM
VQKELDTGLRETRPFEMKAEIEKGRFFIVGGQKAYVAEKGETITNEQGRTDARLRVIFDNGTESNMLMRSLQRALNKDDA
GRRITDPSAGPLFSDQTIDGDEASGIIYVLRSKSDHPLVTENRELVHKIGVTNMSVEKRIAGAHLQPTFLMANVEVIATY
ELYNINRSKLENLIHRIFEPARLEIEVMDRFGRPVVPREWFLVPLFVINDAVEKIRDGTITSYRYDPHAAELKWISG
>TDX26825.1 superfamily II DNA or RNA helicase [Rhodovulum visakhapatnamense]
MTKGVPSVSVKYAANGSSTKSNELGMRAMQERAYEKRGEQYLLIKSPPASGKSRALMFIALDKLHNQGLRQAIVVVPEKS
IGSSFNDETLSKYGFWADWTVQPQCNLCNAPGGDDGKVGAVGKFLASDDKVLVCTHATFRFAVDKFGIEAFDDRLIAVDE
FHHVSANPDNKLGAHLGALVARDKVHLVAMTGSYFRGDAEAVLSPEDEAKFDTVTYTYYEQLNGYRYLKSLDIGYFFYSG
SYADDILKVLDPTEKTILHIPNVNSRESTKDKHREVEHIIDALGDWQGTDPATGFQLVKTPEGRVLRIADLVDDEPAKRD
KVSAALKDPAQKNNRDHVDIIIALGMAKEGFDWIWCEHALTVGYRASLTEIVQIIGRATRDAEGKTRARFTNLIAEPDAA
AEAVTEAVNDTLKAIAASLLMEQVLAPRFNFTPKTAKSGPVEGFDYGDGGYDPSKENVGFNEASGQFQIEIKGLVEPKSK
EAKRICQEDLNEVITAFVQDKTTIERGLFDEELVPEELTQVRMGKIVGAKFPELNAEDQEAVRQHAVAALNLTQKAKEIA
LSNGDHTQTTGNTALIDGVRKFAMDVRELDIDLIDRINPFGEAYSILAKTMSEDSLRQVQAVISAKKVQLSPDEARDLAK
RAVKFKQERGRLPSITSPDPWEKKMAEGVAYLARMKQEAANG
>TDX26826.1 hypothetical protein EV657_1165 [Rhodovulum visakhapatnamense]
MKLQRVAYADLNSRQKENYNFQKVAGRLADYGFNSIRLTDDWQGADFIAVHIDGETFLKIQLKGRLVIDRKYTGKGIHIA
FLHGDDLYLYDHDALVGFMEANDKIGADSVTWHQKGFRSWPSPPAWAISYLNEYRISQ
>TDX26827.1 hypothetical protein EV657_1166 [Rhodovulum visakhapatnamense]
MNAVEIEQAVSELAEQPFDAAEFPYAFLMAFGNKDTTIKRLRTGASNKSDIGGVLQTNNIHLKTCAPGDIAATLTALRDS
PATTRAKAKFILATDGIDLEAEDITTGETIACRYTDFPDHFGFFLPLAGISTVKQIRESAFDIRATSRLNRLYVELIKDN
PDWGSAEKRHDMNHFMARLIFCFFAEDTDIFVSDNLFTATIDQMANRDGSNTHEVIGEIFRAMNTAIPKRAEAKLPRWAD
AFPYVNGGLFSGSTDVPRFSKIAQRYLSHIGSLDWTQINPDIFGSMIQAVADEEERSVLGMHYTSVPNILKVLNPLFLDD
LRAELEAAGDNARKLANLRARMAKIRVFDPACGSGNFLVIAYKEMRSLEYEINKRRGEPLRRTDIPLTNYRGIELRDFSA
EIARLALIIAEYQCDVTYRGQKEALAEFLPLDAQNWITCGNALRLDWLSVCPPTGTGVKFQADDLFMQPEDQAQIDFANE
GGETYICGNPPYLGSTWQSTEQKEDLQRIFDGRTKSWKSLDYVAGWFMKAADYGLHTPTVSAFVSTNSICQGQQVPILWP
LIFKTGHEIVFAHTSFKWANLASHNAGVTVAIVAISNHAGQVRKLFTLADDGGSVVKEADNVNAYLVAAPNVIVDKASRP
MNGTANMSFGNKPVDGGHLLLSADEVRTLGLTPDQHNKFIRRIYGSAEFIRGLERYCLWIENDHLQEALAIEAIRQRIEG
VRIMRLNSRDKSANEMASRAHQMREMRIGKNWTLTVPRTSSENRPYLPNGIIDARSTVTSETFALYDAPLWNMALIASRL
HLVWIATVCGKMKTDFRYSNTLGWNTFPVPKLTEKNRADLTAAAEGILLAREAHFPATIADLYDPEKMPANLRAAHDHND
EVLERIYIGRRFRNDTERLEKLFEMYTRMTTKVSA
>TDX26828.1 hypothetical protein EV657_1167 [Rhodovulum visakhapatnamense]
MIILDTNVISELLRPAPEPKVEHWLSAQDGLNVYLTSISEAELRYGLAIMENGKRRAALIDAVDRILREDLAGRILPFDS
DAAQSYATIAASRRAAGRPIAQADCQIASIAHSRGASVATRNTPDFEGCEIDLINPWTAA
>TDX26829.1 hypothetical protein EV657_1168 [Rhodovulum visakhapatnamense]
MASITIRNLDDDVKRRLRIRAAEHGRSMEEEAREILRHVVGEAKPTHDLAAAIRARVAPLGGVDLDLPQREAMREPPMFD
QA
>TDX26830.1 putative DNA-binding WGR domain protein [Rhodovulum visakhapatnamense]
MYHSPIQLDVFPTDVQMRRIDPARNMRRFYRLSVQRDLFGRASLVREWGRIGFRGQMMIETHPDEGKAITALMKLAALKK
RRGYEALHSGN
>TDX26831.1 uncharacterized protein DUF2493 [Rhodovulum visakhapatnamense]
MTIHTHDDAYEPAHTASQTAHALDELQLYGYRPFDEPDPRPMPDGQRLAVAVADIFDALVATLEDTRMEPDLEEVLWGQV
NLFHRATARIERSLDENEQAQRRLQREQDGSEVKSTELERLTAEGLTLIERRNCMDMMRDHAATEFVHHTGSTWRPRTGS
MVNRQHMTAALIDSRDFLAAKRRAETEVMLPVGPKVALTGGTDFNDHRLIWGKLDQVRTKYPDMVLLHGGSPKGAELIAA
KWAEARGVTQVAFKPDWTKHAKAAPFKRNDAMLDVLPVGVLVFPGNGIQENLADKAKKLGIPVMKFEKGA
>TDX26832.1 Toprim domain-containing protein [Rhodovulum visakhapatnamense]
MYSETEDVIRALAENAESVCRAYLPAGRREGSYWIVGDLQNNPGRSLFVRLTGPASGPGAAGKFTDGATGEHGDLLDIIR
ERTGISRFPDLLAEARAHLGRPQPVLPDAPVPKKAKAPGGTPAAAARLFAASAPVAGTLADTYLRARGLTQGGVMSALRF
HPKCWHRDEGQTRSIPRPAMIAAVTDGAGALQGVHRTWLAPDGQGKARVETQRRAMGHLLGNAVRLTPHDDILVVGEGIE
TMLSLVEAVPGLPVWAALSSGHLGAVLLPEGLKRLYIAIDRDPAGQRAAEKLSARASEVGVRVRVLEPRLGDFNDDLRAY
GKEALRQHLAGQIGPEDRHRLSG
>TDX26833.1 strawberry notch-like protein [Rhodovulum visakhapatnamense]
MTYLAPVAPPVPVPYRDPAPAILAVAEALQPDLAQGFQIDALRLRIEMERAFGGSDADGAWDWKLAYEAGEVALVLFLRK
FGRALLGRAGSPAALLPILAKVAGLLPTHTRRSEEMERFQQFSTPLPMGLAALAAAQITPRDLVLEPSAGTGLLAILAEI
AGGSLALNELAETRADLLRLLFPERPVTTFDAAQIDDHLDAGVRPSVILMNPPFSAVAHVDGRTTEATARHLRSALARLA
PGGRLVAITGASFAHDAPAWSETFARLTETAHLVFTGAVSGAAFAKHGTSFETRISVFDKCRGGERGDITADLARPMSVD
APQLLARIVAEVPPRLEMDAGAVACSPTTSPFRGIPSRASGPAARPQRSTASAKTDAHVTTPDAEDLAYTLRETEDDLGA
ARLSDAIYETFRLQAIDIPGAASHPTKLVQSAAMASVAPPKPTYRPKLPAAVLRDGLLSDAQLETVIYAGEAHGAYLAGS
WTVDETGDMVSAAPDDAVDAIRFRRGFFLGDGTGAGKGRQSAGIVLDNWAQGRRKALWISKSDKLLEDAQRDWSALGQER
LLVTPLSRFAQGRDIPLSEGILFTTYATLRSEERGAKKSRVDQIVDWLGADFDGVILFDESHAMANAAGSKGERGDTEAS
QQGRAGLRLQHKLPNARVVYVSATGATTVHNLAYAQRLGLWGGEDFPFATRAEFVEAIEAGGVAAMEVLARDLRSLGLYT
ARSLSYDGVEYEMLEHALTPEQRGIYDAYAGAFAIIHNNLAAAMEAANITAENGTLNRQAKSAARSAFESAKQRFFGHLL
TSMKTPTLIASIEADLAAGHTAVIQIVSTGEALMERRLSEIPTEEWNDIRVDITPREYVLDYLAHSFPVQLYEPFTDSDG
NLSSRPVVRDGQPVECREAARRRDALIEKLASLPPVPGALDQIVQRFGTDLVAEVTGRSRRIVRKGEGPAARLVVENRAG
SANLAETAAFMDDQKRILIFSDAGGTGRSYHADLGAKNQRLRVHYLLEPGWKADAAIQGLGRTNRTNQAQPPLFRPVATD
VKAEKRFLSTIARRLDTLGAITRGQRQTGGQGLFRPEDNLESPYARDALRQLYRRIYRGDVAGCSLAAFEDATGLSLTDD
NGLKDDLPPITTFLNRLLALTIDMQAVLFSAFEELLDARIEGAIAAGVYDLGLETLRAESFRVTDARVIYTHPGSGAETQ
LLTIAEKRRNTPTSLADALDWLDDPKARLLVNSRSGRSAVQVPATSLMMDDGTIEPRLRLIRPTEASTVPAKIMEDTNWL
EADRAAFTEAWTSELAEVPEFTETTLHIVAGLLLPIWKQLPQDETRVYRLQTDDGQRIIGRRVSPSWVATTLAADAPQLT
AAQVHALVLEGKTVVRLAEGMELHRSRVMGLNRIELSGFTEAAKDRLKADGFFSEIISWKLRLFCPTDSAGIAVLDRLLA
RCPVTGLHARGGC
>TDX26834.1 hypothetical protein EV657_11613 [Rhodovulum visakhapatnamense]
MDSTTYALPATPKQIAYARSLAQRNQTLLPWEVQQDRRSLSAWIEAQAQLKPVSEMDRLPTSKQVAFAEKLARIKRRAVP
DECFRDKGLMSKWIDGNK
>TDX26835.1 transcriptional regulator with AbiEi antitoxin domain of type IV toxin-antitoxin system [Rhodovulum visakhapatnamense]
MDAARSQNLKKLLDAVPAGYLVDAAWLVSQGIAYESFRDYVKRGWLDRVTRGVFRRPLPSTAATPTSNSIDWKTCILSTQ
HIMGHDLHVGGTTALSEHGHAHYLHLGESAPVWVYGDNIPNWLTKLPMDAQIRTRPRSLFADPKLGLIEGMTTGQPWDWG
LTMSTPERAILEAMDELPDHESFHTLDMVFESLTTLRPRLLSDLLQSCSKIKVRRLFFVFAERHDHPWRNRIDPEAFDLG
SGDRALVQGGKIHPRYRIMVPEDFVKPEADRGA
>TDX26836.1 hypothetical protein EV657_11615 [Rhodovulum visakhapatnamense]
MARETYEAQVALLVRILPHVAGENVFALKGGTAINLFYRDMPRLSVDIDLTYLPIKERAESLDEINAAMDRIAAAIEAGI
RGAKSQRIQGGGGGDTRLLARLGNAEIKIETSPVTRGVVHDPEIRIVSGAVEDAYGYAEIQVVSFEDLFAGKLHAALDRQ
HPRDLYDVTLLYENEGLTQDLFQTFLIYVASSPRPAHELLDPNLIDLEQPYAREFEGMTRTPVPLDSLLATRLRLIADVQ
SRLDDKARQFLLTLQDGEPDFAAIDRAQAAHLPAVQWKLLNLNKLKRDNPIKHAAQRDALVKLLG
>TDX26837.1 hypothetical protein EV657_11616 [Rhodovulum visakhapatnamense]
MTTPDIESPDHTDLKKIDHERFFEAIDSPPLPTEALRLAFRQAKMRSVQRDTGLATTD
>TDX26838.1 hypothetical protein EV657_11617 [Rhodovulum visakhapatnamense]
MERMAESIMNVATTLPEGVPLAAKGLLHLGSRAAVDQTLSRLAARGELIRSGRGIYMRPVQTRFGPRSPSAEQAIEALAV
QRGETIVPSGAAAANALGLTTQVPVKSVYLTSGRSRVLNLGRQAVELRHAPRWQLALGSKTSGQAVRALAWLGPDEAPKA
MQILRSKLTETAKTELVSAAPQFPTWLARLVGEMVHPRASIAAGG
>TDX26839.1 hypothetical protein EV657_11618 [Rhodovulum visakhapatnamense]
MPEIICTTVYQFPELSDAAKEKARSWYRELGPHDDWWDAVYEDFERVCEILGVRLKTRPVLLMGGGTRAKPCIWFSGFWS
QGDGACFEGYWSHVKGAAARIRDYAPTDATLHGIADRLQAIQRRNFYQLAAEVSHRGRYYHEYTMSVDVTRDSPTWQPPT
EDAEEIVTDALRDLARWLYRQLEAEYDHLTSDEAIEEGIIVNEYTFTEAGRRFG
>TDX26840.1 hypothetical protein EV657_11619 [Rhodovulum visakhapatnamense]
MADNFTHFSCLLDVGTPDKAARALALFQSLREADQDVEDPEVAGFDLVRQDAPEGSSLWIHDDEHGDVEAVIRFVMRLAD
DLDLTGLWGFQYAHTCSRPRLDAFGGGAHVIDLGARKSIGWTSTQEWLAGALNGEDVDA
>TDX26841.1 hypothetical protein EV657_11620 [Rhodovulum visakhapatnamense]
MTDTAYQRLGLPATASPYTVLRAAVRALHPDTRAVRGFRTARKRFYQQMLCAHAARQAAGDQPNG
>TDX26842.1 hypothetical protein EV657_11621 [Rhodovulum visakhapatnamense]
MAHPYHHALSSVKKWGGTVDDFIAVHSWFDASKEITADFRHRALRHHAEGIFMAETIFGPTLTLSTGRVIPTRWVGEQHV
KEDLGFIPSFADWVKAIRPELWMGRAERIEALVDPHLASPVVEVS
>TDX26843.1 hypothetical protein EV657_11622 [Rhodovulum visakhapatnamense]
MTLSEPTLAPPMAPSTVDMAQIFAAHAERAARIEALRPGNKDRLFDGLTAAGITHVTVTFDGAGDSGQIESIGAWAGETA
VEFPLTEIEYAALTWDDPEVEMRQLSLEDVVEQLAYDFLSDTHGGWENNDGAWGEFCFDAAARCIHLEFNERFTSSELHT
HDF
>TDX26844.1 hypothetical protein EV657_11623 [Rhodovulum visakhapatnamense]
MFDLPLPIHPTAYARGVPPRFPTSDADPSHPFVLTLSRRAPADLMSGRAAPLVLARFVTLAGAMQGAINHAEGIAPGAAP
QLLAILDRDERLVLAGAARDHAVAWCHPVMSAAEARGVVTEASQLRAQAGRASAWGEPDLAAQLRHCADLLDGRLVDPLW
RAFAARALQVAA
>TDX26845.1 hypothetical protein EV657_11624 [Rhodovulum visakhapatnamense]
MGVVEVLDPVAPVRADGWKVDVSRGERNGRVSSEWFNRPDDERYLSLDDLWANVKGRSERSRSRVVQTADIRAEAARDNP
ERLHLMLPKAQEPVAPTHWAFGQLASIVGAPASYLRQLPAPLAGINLQYGLTNHRAEQVKTFETEDGRTELRAVTGPDYG
RIHDHELVEAVQRIAGNGTGDTRWKVPGVLDWSTGVYNPDVEISRDTTTLYASDRDVFLFLVDDHNPIEAGRLPDGSPDL
YFRGFYCWNSEVGAKTLGMASFYLRAVCQNRNLWGVEDFQEIKIRHSKYATSRFAHEAAPALTRFANSSPQGFVNGIKAA
RQQIVARSDEDRADFLRKRGFSKAESGKIIEKVLMEEGRPPESIFDFVQGITRLARDKTQQDARLDMEGRAKKLLDRVG
>TDX26846.1 integrase-like protein [Rhodovulum visakhapatnamense]
MSGTAGQPAVSVREASASAYVPLSFDPGEAYQFDWSHEIVILDGVTVTVKVAHVRLCHSRMPFVRAYPRETQEMVFDAHD
RVFAFFGGACARGIYDNMKTAVDTIFVGKDRAYNRRFEQMCGHYLVEPVACTPASGWEKGQVENQAGVLRRRFFVPRPKF
KSFAELNAWLEDRCIAYAKANRHPDIPDKTIWEVFEEERSGLVPYVGPFDGFHAVPASVSKTCLVRFDKNRYSVDARAVG
RPVEIRAYADRLECWQDGQVVARHDRAFGRGKTIYDPLHYIPVLARKPGALRNGAPFKGWDLPPALHRVQRKLERQPGGD
RQMVDILGAVLTDGLEAVEAACAEALEQGVHSAGVVLNILARYREPPPPLTITTPDVLKLDREPAANCDRYDSLRRTRNG
TIAGAGRHGSTEALRHEDGL
>TDX26847.1 DNA replication protein DnaC [Rhodovulum visakhapatnamense]
MGQLKLYGMRTAYDEIIATAVKRQHEPQQIIGDLLAAEISEKQARSIKYQMTIAKLPLAKEIEEFDFQAAEVNETLIRDL
ATGDFLDHQRNLVLIGGTGTGKTHLAVSIARACIRNGRRGRFFNVVDLVNKLDAEARAERQGRTADLISRLDFLILDELG
YLPFAQTGGQLLFHLISKLYERTSIIVTTNLAFGEWPTVFGDAKMTTALLDRLTHHCEIVETGNESWRFKNRA
>TDX26848.1 transposase IS116/IS110/IS902 family protein [Rhodovulum visakhapatnamense]
MHSAAILQSMASSWPRGIGNIDRLATRLEEEGLPDLVRDLGRLYLHRIAGLSDEIDKLDGRIAAAAKESDVARSLQTMPG
IGPVCAMAIATFAPDMREFRRARDFSAWLGLVPRQHSSGGKQKLGRTSKMGQRDIRRLLIVGAMSVVHWRGRDGGRPGSW
LSRMLARKPRMLVAIALANKMARMVWAMLSRNEDYRDPVGAVC
>TDX26849.1 DnaE-like error-prone DNA polymerase [Rhodovulum visakhapatnamense]
MTASDHMLRRSESPCIEGGIQTCMPIHTSHPEELVTRAAELGLAAIAITDRNSVAGVVRAFSALKELARLRDESRANVQA
AQDGPAIRSQRVTDHSSRQDVPHFTGATGTPSLSATALPKLIAGARLALTDSAVEWLALPTGLMAWSRLTRLLSLGKRRA
PKGECHLQRADLAEWGQGMILIALSPDPMEDGNPKTTRSDLLAVARTFPGQCFLGAAPRYDGRDQARLDQLAMLAQGVNL
PMVAVGDVLMHRAARRPLADVLTCLRIGCTIDNIGEHRLANGERRLKSGAEMARLFARHPAALRRTVEIADRCVFRLNDL
RYQYPDEAQDGEPAQDRLERLARAGLHWRYPPGPPPKIVHRVEKELTLIREVDYAPYFLTVHDIVQFARSKGILCQGRGS
AANSVVCYLLGITEVPPESITLIFERFISKERGEPPDIDVDFEHERRDEVIQWIYARYGRERAGLTATVIHFRSRAAIRE
VGKVMGLSQDVIARLSGQIWGWSSAAPGEDRLRDAGLSIEDRRVQLAVQLIGEIIGFPRHLSQHVGGFVITKGRLDELCP
IENAAMDDRTIIEWDKDDIDALGLLKVDILALGMLTAIRKAFALLADHRGKKLTLASVPPEDPPIYDMLCRADAIGVFQV
ESRAQLNFLPRMRPRKFYDLVCEVAIVRPGPIQGGMIHPFINRRRGREKVEDLGPAMMEVLGRTYGVPLFQEQAMQIAVV
AAGFTPAEADRLRRSLATFKRMGTIGSFRDRFVSGMLSRGYDADFAARCFAQIEGFGSYGFPESHAASFARLVYISAWLK
CHHQAVFTCALLNSQPMGFYAPAQLVRDARDHGVEVRPISVNHSLWDCTLEARADGGLALRLGFRQIKGMREEDAGWIAA
ARGNGYPDVESLWRRAGVHPDTLERLAEADAFVALGLTRRDALWAAKALKTPAPLPLFGADGEGGVEPTVALPQMTLGQE
VIEDYLSLHLSLRAHPMELLRPRLPESIAHYRLAQAKGRVTVTGLVITRQRPGTAAGVIFLTLEDETGTANIIVWKQVYE
AFRKAVIAGRLVRVTGRIQRDGPTTHLIAERVEDVSELLATLGRPVMIDANDGRADETKRPVGGSIRSTARHPREQARKL
FPSRDFH
>TDX26850.1 hypothetical protein EV657_11629 [Rhodovulum visakhapatnamense]
MKPEDKERIAASLAKIMAVMCVRNTRLEAVHAGVVPVTHNGDYSDVFVLDAEGRKIAWAEVSHIDDDAMRDLMRQIVNRL
YTFQMSCDDPDFMSLIDRWMTVAGKWDEPELDAKFLGAIKFGADLGPA
>TDX26851.1 single-strand binding protein [Rhodovulum visakhapatnamense]
MQNIVILAGNIGQKPEVRSTQGGTKITNFSLATSRPRLSEGRVLRDENGYRVMDTEWHRITCFNGLGKTVAEHCEKGMKV
LVHGRIHYTKWIDSMGNDRYGCEIIAEKVDFLSRPKSAENENPELVDRDDEIPF
>TDX26852.1 DNA-binding protein H-NS [Rhodovulum visakhapatnamense]
MSDFDLEALSLGELKKMQKDVAKAISTFEDRQKAEARAKVEAFARDLGYSLAELVGTETKSSRAAVAAKYRHPENPALTW
SGRGRKLQRFVGALEEGTTASDLTIS
>TDX26853.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MSFAILTALLGFAFVATVTPGPNNLMLMASGANFGFRRTLPHMLGIVGGVSVMALLVGVGLMALFDALPALNLVLKVVSV
GYLLWLAFKIATAAPVEERGADSRPMTFLQAATFQWVNPKAWAMCLSAITLYAPDRSMLSVAIVAGAFALVCFPAISVWA
WLGTVVRQWLSTSTRLRVFNITMAALLVASLYPVLGLGI
>TDX26854.1 AsnC-like helix-turn-helix protein [Rhodovulum visakhapatnamense]
MILGYRVVTSPERMGRGFAAYVMVGLSSHTKAAQEGFERAMAIAPEVVECHNIAGAFEYLLRVESADLSEYKRFHTEVLG
TQSHVHAITSYIVMGSPKDERAT
>TDX26855.1 putative membrane protein [Rhodovulum visakhapatnamense]
MSLRTRIEQENALGGILTICAGIMFLVLNDAIAKVLTDRYHPVHIVFLRNLIAIPIILAAVLALHGAHALRTRNLGLHAW
RGLIMVAAASLYFTSLSVMPLAEATVLVFAAPIFITALSVPLLGEHVGWRRWSAVLVGFIGVLIIVQPGASTFQLASLMP
VGVAFLYALMMLSGRWLDPGEGLLTMMLYVVLFPMVYAAPVALWLWTPVQPADLWLFLVIAICGSLGIALISQAFRMAPA
AVVAPFDYTSLIWATALGWLIWGDLLTPATVMGALVIIASGIFIVVREASR
>TDX26856.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MARGQFNDLLWFLAVAEERSFTRAAAKLGIAQSTLSHTIKRLETQMGIRLLTRTTRNVAPTEAGERLRQALAPRVEEIEA
EIASLTEFRDKPAGTIRITLSDHALQSYVWPKLRPVLVDYPDIKLELNIDNGFRNIVEEGFDAGIRLGESVEKDMIAVRV
SPDWRLVAVASPGYLKTHPAPVHPEELIGHNCINHRHLRAGGLYAWEFEKDGQDLRVRVDGQLAFNSSHAMIDAALNGYG
IAYIPEDTVVQYIAAGDLVQVLDEWSPFFSGYYIYYPSRRQNLPAFRVIVDALRYAHP
>TDX26857.1 putative MFS family arabinose efflux permease [Rhodovulum visakhapatnamense]
MSTTRTAEPADTRSAWGAVMSMALCVAVLIASEFMPVSLLTPIASELGVSEGQAGQAISISGLFAVITSLTIAGLTRSVD
RKQVQSAFAVLLIVSALIVASAPTYPVLMIGRALLGIAIGGFWSMSTAIVMRLLPAEQVPQGLAALNAGNAIAATISAPL
GAWLGDIIGWRGAFALIVPVAVLALVWQRIHMPPLPPRGIRRTNPLGLLFQPQVALGMASIFLLFMGQFALFTYLRPYLE
GVAGFSVPMLSGGFLALGLAGLAGTWAISHLLRTRLYGLLVAIPAVMAALAVLMIASAPLPAGVGALIVLWGFFGTAAPV
GWGTWLARTLGPEAEAGGGLQVATIQLAIMGGAATGGLLFDALGWQFTFALSATLLGGSALCALLAWLHQRSSK
>TDX26858.1 hypothetical protein EV657_11637 [Rhodovulum visakhapatnamense]
MTEGTVHTPRDLPDASRRTLLMMTGASLATAGLVSLGTSPAWAQASGEWDKTFPRSEAVTYEKVTFTNRYGITLTGDLYM
PSDRGDAALPGLTVAGPFGAVKEQSAGLYAQTMAERGFITLAFDPSFVGESGGEARDVASPDINTEDFMAAVDYLGLHDA
VDRERIGIIGICGFGGMALNAVAADKRVKAVATTSMYDMSRVMARGYYDSLTDEQRAESLAQMSRQRWTDAETGDPAMAG
GLPDSLDGIDDPVIRMYHAYYKTDRGYHPRSVNSNGGWTVTNPLSFMNMPLLTYIAEISPRPMLVIAGSEAHSRYFTEEA
YAAAAEPKELMIIDGADHVDLYDQLDVIPFDRLAEFFGEHLAA
>TDX26859.1 hypothetical protein EV657_11638 [Rhodovulum visakhapatnamense]
MAQEQISISSDWGDVTAMLADNEAAEALLEMLPLTIDMRDHLRQEKTGYLPSDLPELARQRDFSTGTLGLWSSNHFVIYY
SSGSVPAPGIIILGQVTGDVSIFDRPGNLTVELTRLE
>TDX26860.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MTDNITGKVIVITGASSGMGEAAARHLASKGASVVLGARRADRLEALAADIVAASGKATVVVSDVTNRADVQELVDTAVE
TYGRIDVLINNAGVMPLSPLERLKVDEWDQMIDVNLKGVLYGIAAALPYMKEQKAGHIISLSSVAGHKIFGGSAVYSATK
FGVRAISEGLRQEVKPYNIRTTIISPGAVKTELLDHITEQDVQKANQDYVGQVGVPAETFARLVDFAISQPEDVDINEIL
FRPTAQEL
>TDX26861.1 hypothetical protein EV657_11640 [Rhodovulum visakhapatnamense]
MKDQKTTSLRERMIEDMRIRGMGDKAQKAHIRATKDFAALLRRKAPSGTSVTPPTRRPPRCTA
>TDX26862.1 hypothetical protein EV657_11641 [Rhodovulum visakhapatnamense]
MSRRSTRLKGEFLEQGWARVTSRARRPRNRPEVHARGGQQGYGRKDEAAPRQWRLFLAYRANLTFTLR
>TDX26863.1 aspartate kinase [Rhodovulum visakhapatnamense]
MIQGHTVEKIGGTSISRADELMDTLFCGDREGGPYGRLFVVSAFGGITDLLLESKKSGEPGVYGHFASAESDMKWSEALD
RTAARMAEVHGRLLSHDGDRQEANEFLRDRIEGARSCLIDLQRLTSYGHFRLGNQLLTIRELLSGLGEAHSAKVVTLMLN
RRGVDARIVDLSGWRDDSHPDLQARLTDALSDIDFDRELPIVTGYAQCREGLMREFDRGYSEVTFAHIAALTGAREAVIH
KEFHLSSADPKIVGTGKARKIGQTDYDVADQMSNLGMEAVHPSAAKILRQAGIPLRVANAFDVEDPGTLILSDVEDAPRV
EMVTGLVVAALSVHEPDMVGVKGYDAAILDALTQNDVWIVSKASNANTITHYVDPQLKALRAVERTVEGRFENAEIDIRK
IALVSAVGRGLLGLGVPERGLHALAKAGIDSLGVHAIARGVDVQFLVPEDRLNDAITAIHEALVEATSGQGFGNGEV
>TDX26864.1 ectoine synthase [Rhodovulum visakhapatnamense]
MIVRDFNDLKTSDRAVSDAQWTSVRMLLADDGMGFSFHITTLKAGSEHTFHYKHHFESVYCISGAGRITDLATGETHEIG
PGVMYALDQHDKHTLVAHEDLVMACCFNPPVTGREVHRKDGSYAPAE
>TDX26865.1 diaminobutyrate aminotransferase [Rhodovulum visakhapatnamense]
MTGIPAERSPMQNDIFERRESQVRSYCRSFPVVFERAEGSHLFDTDGRKYIDFLAGCSTLNYGHNDPDMMQALIAHIQAG
GIAHGLDMYTVEKARFLKAFEEIILEPRGMDHKVMMTGPTGTNAVEAAMKLARKVTGRRNIVSFTNGFHGMTMGALSLTG
NEGKRAGAGGGPLCGATHMPYDGSLGADVDTLAHLEIMFGNSSSGLDAPAAFIFEPVQGEGGLNAASDAWMQGVARLAKK
LGALLIVDDIQSGCGRTGRYFAFEEAGIEPDMITQAKSLSGFGLPFAALLVKPEYDIWKPAEHNGTFRGNTHAFVTGRVT
LEKFWKDDTFAAEVRRKGAHLKGRLSRIAELVPGAEMRGRGMMRGINVGSGDLAAAICAEAFERGLIIETSGANDEVVKF
LGPLTTPDAVLDEGLDILEAAVGEAASKSHKAAE
>TDX26866.1 diaminobutyrate acetyltransferase [Rhodovulum visakhapatnamense]
MTSEQRIESTMPDALSRALLTFRAPTSEDGADVWELIRKSGPLDENSMYCNIVQCDHFADTCVIAELDGVIVGWISAFIP
PDEPDTLFVWQVAVGETARGRGVAKKMLDQLFERPACAEVTKLKTTITADNDASWALFNSFADKMEAELDHEPHYEEDAH
FSGRQATEYMVTISDIDRTAAQ
>TDX26867.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MPYKHIMVPIDLEHADRMGKAIDTARALARQFDAKLTFVGVTSEVPGPSAHNPAEFEKKMAAFAQESGADLPAGASSKTY
VAHDPTAHIDGILLDAVKEIGADLVVMASHIPNVMNAIWPSHGGKMASHADVSVFVVR
>TDX26868.1 BCCT family betaine/carnitine transporter [Rhodovulum visakhapatnamense]
MTEDIKNTEIEADDQPEVEPIPEPEGDTEIIETEFEIGQDNIASSWKLEFDIHQVVFTVSALGIMAFTFLTMAYQTALEP
VFLNLRNWLTGNLDWFFLLSGNIFVLLCLFLIVSPLGKVRLGGPEAQPSYGYVGWFSMLFAAGMGIGLMFYGVSEPMSHF
GTAMGGITVGEDGVRTDWAPLGGAEGDVAEAARLGMAATIFHWGLHPWAIYAVVALALSLFAYNKGLPLTLRSCFYPIFG
ERVWGWPGHIIDILAIFSTIFGLATSLGIGAQQSAAGLNFLFGTSISNPMLVTLIIVITAIALVSVVAGLDAGVKRLSEI
NMALAAILLVFVIAFGPTMAIATGFFTNLAAYGEYLPALSMPFGREDANFASGWTAFYWAWWISWSPFVGMFIARVSRGR
TVREFLIAVLIVPTILSVLWMTAMGGTAIGQVVNDGFTGVQDAALELKLFEMLTQLPLTGLTSLVGIVLVVVFFVTSSDS
GSLVIDTIAAGGKVNAPTPQRVFWASFEGLVAIALLLGGGLAALQAMAVSTGLPFTIVLLGACYAIVRGLMSEPR
>TDX26869.1 voltage-gated potassium channel [Rhodovulum visakhapatnamense]
MAAGDREPTMPMMKDLHRTIRLLYTGQSRNARRFRYGLIAFDALSIVYFLATAALPTTPTMTALNTGLGLLILLDLAARF
WISDNLRRELTRIYTLADIVVVASLLLAPLLTENLAFLRVLRGLRLIHAYHLLRDLRRESLFFRRHEDAILAAVNLFVFI
FVTTSLVFVLAFDEAAGIGGYIDALYFTVATLTTTGFGDITMTTPGGKLLSVFIMVVGVALFVQLARAIFQPSKIKYKCP
ECGLNRHEPDAIHCKHCGEPLKIETEGETGT
>TDX26870.1 formate/nitrite transporter FocA (FNT family) [Rhodovulum visakhapatnamense]
MSEEADLDRDEKKQVDEYSNVPTSVIFEAIRREGDHELSRPLSALWWSGVAAGLAISTSVLAKGFLASILPHADWAAGIT
NLGYTVGFLIVILGRMQLFTENTITPILPLFLAPTRSNFAQTARLWGIVFAANLVGCMAAALVLVHGHILPEARFEGIVS
ISRHYAEASPFEHFAWGIPAGFLIAALVWILPRMESAGEVLMIVIVTYIIGLGGMSHVVAGSTELFVLVVGGELGLAPAV
FGGILPALAGNVLGGTGIFAALTYAQVREEI
>TDX26871.1 hypothetical protein EV657_11650 [Rhodovulum visakhapatnamense]
MSDPVEKAFGTITGAKAAQIEKGEARNGVVHVVSLTLTKTADALIDPKLVLSWLLTALSAPGAMVGLLVPVREAGALLPQ
LALARRVEASPQRKRFWAVGSAVQGIAALGIAAAALLLSGAVAGATIVVCLAVLAVARSAASVSYKDALARTIAKRRRGA
VTGLAASVASVSVFGVGLMMAAGLFEVAVAPLAAIIALAGTAFLLASVIFMTLREPDKTPDTEDDDGSLAALVEPIVTDG
QLRLFVASRAALAVTALAPPFIVMLSATSGRSALDQLGPLVMASTAASVLASYVWGRLSDRSSRQTLMAAGALGAAVFGV
VGGIGLALGGLGGAFGAAAAIFAAQIAYEGVRAGRKLHLTDMAEDAFRARYTALSNTLIGAALLAGGLFGIAADRFGPAP
VLLAFAVIAALGAVLARGLEEVQQD
>TDX26872.1 glyoxylase-like metal-dependent hydrolase (beta-lactamase superfamily II) [Rhodovulum visakhapatnamense]
MSPIVRAFFDRPTGSLQYVFHCPATKKAAIVDPVWNFYPEAGAVTTESADEILAYVEAEGLEVVWVLDTHPHADHFSAAP
YLSQKLGAPTAIGEKVTDVQKLWKGLYHLGDDFPTDGSQWDRLFAEGDEFMVGEIPVRVMFSPGHTLASITYVAGDAAFV
HDTFMMPESGTSRADFPGGSTEDLWTSLRAILDLPGDTRLYIGHDYPDEGQAPEYMATVAEHRLRNRHVKDGIGKAEFIA
IRDARDATLPLPTRMLAALQVNIRGGRLPEAEADGHSYLRIPVGKFEPR
>TDX26873.1 zinc transporter ZupT [Rhodovulum visakhapatnamense]
MDTALWIVVAAALLTAIMTGVGALPVLFVRRVSDRTVGWSNAAAAGLMLAASHSLIAEGVSLDITLTLVGVLAGLGAIVL
ADRLLSGAGDIEVADLQGAGAAKALLILGIMTAHSFAEGVGVGVSFAGSEGLGAYITTAIAFHNVPEGLAIALVLVPRGT
PVWKAALWAIFTSLPQPIMAAPAYLFVETFRPFLPVGLGLAAGAMIWMVFSELYPDALEKVRHGSAATAVTLAFSAMMAF
QMLVLAH
>TDX26874.1 hypothetical protein EV657_11653 [Rhodovulum visakhapatnamense]
MTVRDTLRAAGLAALLAMPAAAQESDALTTADEVRAEISDSMDAIAAYSEQERDQALAEAREALNRLDAEIERREQALRE
NWSEMSDAARETAEARLRDLRQARNRLGERYGALASGASSAWDELKTGFSDAWTALSEAWSAADDDASNN
>TDX26875.1 hypothetical protein EV657_11654 [Rhodovulum visakhapatnamense]
MSERNQYIEKAKAKIDQWNAEIDKMKAQVDEAEADAKIEAQKQLDAARAQRDEAEAKLKELREAGDDAWDDMKAGFDKAW
DSISGAFDSAMARFK
>TDX26876.1 mannose-6-phosphate isomerase-like protein (cupin superfamily) [Rhodovulum visakhapatnamense]
MTETPKLTLPVVELARANDEFRKVLWTGEQTQLVLMAIPEGGEIGGEVHEGHDQLLYFVAGSGVAKIGETETEIADGDVS
IVPSGVFHNFRNTGSGMLKLFTTYSPPEHEPGTEHETKADADE
>TDX26877.1 dihydrolipoamide dehydrogenase [Rhodovulum visakhapatnamense]
MKVDTVIVGAGSAGLSALREVRRYTDDFLLVNDGHWGTTCAAVGCMPSKALIEAANAFHRRGTFEAFGIRGAQGLSADIP
AVLARVRAMRDGFVKGPEAVPGKLGKRAVPGRARLLGPGRLEVNGETVEACAIILAPGSSPVVPGPWRDFGDRLLTTDTL
FEQADLPRRIAVIGMGAIGVEIAQALARLGLEVAGFDAVEALAGIDDPEVLAAFRPLIEAELALHLGAPAEIEDTGGTLR
VTGAGGAFEADAVLAAMGRRPNIDGLGLEMLGVPLDDDGLPEVDPASLRIGDLPVFLVGDANGYRPLLHEAADEGHIAGR
MAAPDAEGGLCRRTPLFITFSSPQVARVGPPLSDLDEASVATGRADFSKQARARMAQTAAGLLRIHADRKTGRLLAAEMC
APGAEHLAHLLALAVEAEMTVADMLAMPFYHPVLEEGMRSALCDLAKDVAGAGGSDLSDCKAIGHDALD
>TDX26878.1 uncharacterized membrane protein (DUF4010 family) [Rhodovulum visakhapatnamense]
MDDLELFQRLGVALAIGLLLGLERGWHGREEPEGARIAGLRTFALAGLLGGVSGWLASLTGPVVLAFAFLGLAGLLALSY
RVRLKENDDLGLTTEVALLLTFGLGAAAVLGDLAPPAAVAVVAALLLTMKRRLHLWVARLERLELEALLRLALISVVILP
VLPDQGYGPGAALNPYEIWWAVVIVAGLSFVGYAAIRLGGADLGVLLTGLFGGLASSTSTTVALARLARTQAGLGPVAAS
GAVVAGSVTFLRILVLAAIFHPPLIAPLAMPMGVMAVTGLGGAAILSVRDRGTDRASDLDAVANPLNLGAALAFGALLTI
VLLVLHYLEAWYGKAGIQVAAALSGVTDVDAITISVSRLAGGDLAVNAAATAIFIAATVNTAIKAAISIGMGGKAMGLHV
GIVYAIVVAVGIPALWFAVGGS
>TDX26879.1 hypothetical protein EV657_11658 [Rhodovulum visakhapatnamense]
MSRKDAHAFAASLAATLMVSIVVFQAGDGTFGAVPADEIDGDEVVIVSEYDPFG
>TDX26880.1 hypothetical protein EV657_11659 [Rhodovulum visakhapatnamense]
MSATNIIDTAPLGALIRYTDGSPKPPARFTKKLAAWERSNGVGRLVKKEPPRVYPTWTAPASFTLHEGNFSSDGVILVTI
MRSHSADSRLIFEVAEVPKAGQVRVLLDFGGNTELLHLAESVTAAELWIAREGYRNARLEIVGAEDGERAGGADLAA
>TDX26881.1 ParB family chromosome partitioning protein [Rhodovulum visakhapatnamense]
MAKAAQKVTLSPSRDIPFNKLALSQSNVRRIKAGVSVEELAEDIARRGLLQSLNVRAVVDADGVETGMFEIPAGGRRFQA
LTLLVKQKRLAKTAPIPCIVRDAASDILAEDDSLAENMQRVALHPLDQFRAFHALREKGQGEEAIAAAFFVTPQIVKQRL
KLASVAPALLEVYAEDGLTLEQLMAFTVNPDHGRQVQVWDAVKNSWNKEPYAIRRMLTETSVRASDRRAVFVGVDAYEAA
GGVVLRDLFQGDDGGWLEDPALLDQLVAEKLQAEAEALASEGWKWIEVATDLPYGYSHGLRRLAGDPALMTDEESAAHAS
LLAEYRALEEECADQDEYPEEIDARLGQLEMAMEALEQRPLNYDPAEVARAGVFVTLDRDGSLAIYRGYVRPEDEPREET
AVQEGDGLDAMGQGGDVGVSNWNPSATSAGGTVITSGGHPIGADASDEEDDGALKPLPERLVMEMTAHRTLALREAIGRS
PDVALTLLLLKLVTDTFRTSSATGSCLEASVRHVYMSAQAPDLKDSVVAKLVDERHAAWEADLPLGDDAALWEYLTILDH
GSRLALLAHCLSFGINALHEKVHPYGAGISASGLTRRMAHADLVVRAVDLDMVEAGWEPTVDGYLNRVPKARILETVREA
KGEGTAQLLDHLKKGEMATEAERLLKGSGWLPEVLRRADLVTFDGEAVGERQGEDAGDPEDIALPAFLTVDLPDSDASMM
AAE
>TDX26882.1 replication initiation protein RepC [Rhodovulum visakhapatnamense]
MEYTPISPFMRPISHAHLRVVEQPEASVPGKPVNKWELLRELSKAQAAFRISERDLTVLQGLLSFFPDDALGGNAEMVVF
PSNKAICERLNGMPCSTMRRHIARLVEAGLLMRRDSPNGKRYVRKHGEERVAFGFDLSPLYCRAEEIARAAEAVREAEDR
VRRLREVVSLMRRDLAAVAEFGEEIRPGLGLWDQLRDKAVLTARALRRKLAIEELAAVRADLEALLDHARNVIDGLETEE
MNTNGAKFERHHHNSNKESIDLEPALDKGGAAAGAPDPETDALFADVEEADTRRVPKIPLHLVIAGCPSLKTFYQGDIRH
WHQLFDAACHVRPAMGISASAWEEAQRFMGPEQASIVVVAMLERFADIRSPGGYLRALTSKAAAGEFSCGPMVMALMSRR
NAA
>TDX26883.1 ParB family chromosome partitioning protein [Rhodovulum visakhapatnamense]
MQTLRNAPDALEGRRLRGGVFEIEPDHVETLGRLDDRLQIEIAGLKASISRSGQRVPILVRPLEGDRYSLIYGRRRLEAC
RELGIKVRAIVTEMDGDQALRDQLLENQERRDLSFIERALVAAALLNGDHLGEAERTNKGVAEVLGLTEAGVSQLLSVVR
AVGESLVLAIGAAPGIGRPRWEELKKSMADASVDREDLAAVAAEARSSHSGGPDEKSDAAFLAVLSAVVQAERPTRPSSP
RGAPIVAIPGVGAATIATGRRGRQFKLELKAEDRDFVSWLEGKAPQLIAELHERWKRKED
>TDX26884.1 chromosome partitioning protein [Rhodovulum visakhapatnamense]
MTEIDKDLDVAIGHYAELLASNLHAQRAAHFPPDAKKVMRSLTSGEAAELLGVDHTYLRKLHREGKITDVETTAGSHRRY
TLDDVWEIRHSLEANAKKPGTYVPGRRKGDELQVISVVNFKGGSGKTTTSAHLAQRLAFKGYRVLSIDLDPQASLSALHG
IQPELDLMEGGTLYDAVRYDDPVPVSEVIRKTYIRGLDLIPGNLELMEFEHETPAAIQRGGARAFFARVRDALDSVESDY
DVVVIDCPPQLGFLTMSALSASSGVLVTVHPQMLDLMSMSQFLRMTADLLGVIRDAGANLRFDWLRFLPTRYKVGDAPQT
EVIAFIRGLFGRSVLTNHMVESTAISDAGLTKQTLYEADKKDFTRQTFDRAIESMNAVNDEIAAIIQSTWGRNGKKA
>TDX26885.1 antitoxin MazE [Rhodovulum visakhapatnamense]
MQVAKWGNSLAVRLPAELVRELGLKEGDQIDLVKDDGQVRVRRLARADEVLTGLRRFRGKLPAAERLSRDAAHER
>TDX26886.1 putative nucleic acid-binding protein [Rhodovulum visakhapatnamense]
MSAEFADTNVVLYLLDDGTKADRAEVILGQGPRISVQVLNETLVNCRRKAGLSWEEAEAFLEGIRALCPVEELTLQTHDV
GRALAERYGFSIYDAMIVASALVAGCTTLWSEDMQDGLLVEGQLRIINPFT
>TDX26887.1 resolvase-like protein [Rhodovulum visakhapatnamense]
MPLIGYARVSTEDQTPLPQSQALKSAGCVEIHEEQASGGNRARPVLARVLERIGKGDTLVVVRIDRLARSLSHLLEVIER
LEARGAFFRSLMDPIDTSSPQGKFTLQVLGAAAEFERALIRERTKAGLASAKTKGRVGGNPGLRARDPAALRKVRLARQD
GYMERLNETAQDWVPHVRRLRPDLAWEDVVRIVNGPLPRERQWTQSRLLRAVNAYVRDGFLPETVLARAGRRETDDRLPA
IVAAIKGADPDITLQAICTRLEAMRERTPRGRTSWQPSSVKMLLERAERLGLLE
>TDX26888.1 hypothetical protein EV657_11667 [Rhodovulum visakhapatnamense]
MAVLDDWRRAEAGHAARLARVAGRLGALDERLKRGPEGWRHRLALIEAGDLSWFAGDRVAPDRLALWISMRLSGVQDDTT
ALARVGWAVRRLTGGPGPDVDLSAFLDRRDPVHMDDVAEPFSDRAEGWLDLMAQADDLHPITRACMGFHLWNLAGLGQHS
DRMEAAVTAARISASEGRGAVFTPLAMGGAGGLRAGGSQTVRLARWLDGMETASLTAMRHLDDIEAWSARAEIEMSPLSG
KTPRALRAVLTEWPLVSAPMAETMTGASRAAVQRNLAWMEARGLIREMTGQGRYRMWRATN
>TDX26889.1 ArsR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSISPKLALLEEYALVARALSAPARLMLLEQLAQGERGVEALAEKTGLTIANCSQHLQQLRRAALVTSRRDGKAVIYRLT
DAKTLELMDLLRIVAERNLAQVERILRGLSGGYDAPEPVSRAVLAARLAEGSVTVLDVRPSDEYAAGHIPGARNATLAQL
EQILPTLAHDAEIVAYCRGPYCVYAHQAVATLRRHGLNARRLEGGLPEWREDGRPVLIHVG
>TDX26890.1 sterol desaturase/sphingolipid hydroxylase (fatty acid hydroxylase superfamily) [Rhodovulum visakhapatnamense]
MSETILATEATIRLAIFLGVLAAMALWEVAAPRRRREIPRVIRWTNNLALVVVDTVILRLTFPILAVGLAVMAEDRGWGL
FNNLDVPAWVAIIVSMLLLDLAIYLQHVMFHAVPGLWRLHRMHHADLDFDATTGLRFHPVEILISMGIKLAVVAALGPPA
VAVLLFEVVLNATALFNHANIDLPRPVDRVLRLFVVTPDMHRVHHSTDPRETNSNYGFNLPWWDRLLGTYIAQPAKGHEG
MEIVIEQFRTQRDLWLDQMLAQPLRGPASGYALDPNSGLKDPAE
>TDX26891.1 cob(II)yrinic acid a,c-diamide reductase [Rhodovulum visakhapatnamense]
MSVSASPVAAGAFSEGERAAVYRAIFSRRDVRSQFTDTPVDKDVLMRILTAAHHAPSVGFMQPWNFIIVRDAGVRGRVQA
AFADANAEAEAMFGPDRRPLYSSLKLEGILQAPVSICVTCDRARGGPVVLGRTHAPEMDLYSTVCAVQNLWLAARSEGIG
VGWVSIFRSGALSEILGLPESVVPVAWLCLGYVEEL
>TDX26892.1 hypothetical protein EV657_11672 [Rhodovulum visakhapatnamense]
MPARRKPLTAVAVVAIVFGLLTIVSGGRALFGGADMGAVVPFVLWFNFLAGFAYIIAGLGLWFRTGWAPGLAIAITLATG
AIFAVFLLEVWHGTAYEARTMGAMALRLAIWVVISVVAAREKASRA
>TDX26893.1 putative ABC transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MAPGDILVDVRGVAKHYGEGETRVDALRSVDLRVHVGEVIALLGPSGSGKTTLLNVIGCILAPTAGRVELDGDAVFDGKW
LRSDLRRLRLDKIGFIFQAHNLLPFLTAEENVSVVLDLAGWPAERGRERARDLLDYLEVGHRAKVKPALLSGGEAQRVAI
ARALANRPRIILADEPTAALDSGRAQLVMDLLRKLASDQKACIIAVTHDEKIFDRFDRLIHLRDGRLVDS
>TDX26894.1 putative ABC transport system permease protein [Rhodovulum visakhapatnamense]
MNLAIKDIRHGLFRFVLTCLGLGLLMTVVLAMIGIYNGLVADALAVVKAPAADVWVVEAGTQGPFAEASSIPATTRDAVA
RMPGVAEAGAITYQTIEASHAGGTLRLYVIGFEPGRPGGPQRITEGRGLGRSHFELLADRKTGLVPGETIRLGRDRFTVV
GLVEDAMNSGGDPAVYVTLADALTLQTAMDPAAARVQAARGDGGLRPPTVAAVVARLQPGADVALLTATVRQWKHLSALS
QSEQEQLLLASVVDRARRQIGLFLGILLSVSAVVIALIIYTMTMEKLKQIATLKLIGAPDRTIVGLIVQQALILGISGLA
IGLALILLVKDSFPRRVVLEPFNALVLTGIILMVCLVASGLGVRAALKVDPATALGG
>TDX26895.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MRTIWIIAVVAALSIGAGAMYLTEHPLTVAVVQPETDVALRIYGLGTVEARVLARVGFESSGTLMSLTVDAGDRVAQGQA
LAALNQDEQEARLARAQAAVAANAANQAKAEAAVLRATAILAQREAANRRQAELTRQEAASIQRAEEAQRDEDVARADVK
VAEAELAVIRAQGQDAVAALQLEQTLLDRHRLTAPFDALVVTRLAETGAVVRSGDPIFTLIDPDTIWIQAYIDEERAGQL
ALGQPGTIRLRSQPASEFTGTITRIGVESDRVNEERRVWLTCSDCPQQMFLGEQAEVRILTATRATALMVPEVAIIGFDG
YRGTVWIVQDSRLSRAYLTFGARDDRGRVEVTGGLPDAAQVVAVPLQGVDEGRLARIGAAP
>TDX26896.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MRKTSDLRKAEIVATILALADQIGPDRVTTGAVANEVGVTQAALFRHFPTKAAMWSAVADQVAETLTHAWNAAVALSELP
VDRIRALIRAQLDQIAATPAMPMLLFSRELNVENAALRTAFHGRLTAFHGHLMREVELGQQSHTLRDDVAAADVAVLLTS
LVQGVAIRWSLGARDFGLQAEGLRLLDVQLHLLGVEGG
>TDX26897.1 hypothetical protein EV657_11677 [Rhodovulum visakhapatnamense]
MTQVERDGAGFVVPAILLAEAFGLTESDVRESMRTGALTSICEAGVGTDAGRWRLTFRYINRACRFTVDEAGTILSSSRF
PVRDRSSDLER
>TDX26898.1 BadM/Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]
MRLTSFTDFGLRMLMRMAADPSRAISTAELAEALGLSRNHLAKIIQHLARAGLIETRRGGGGGAVLARPASEIRLGQVIR
LLEEGQPLVECFGADGGACSIDTRCRLKARLRSAEAAFLTDLDRSTLADIALPPLPKNLVVSQ
>TDX26899.1 hemoglobin [Rhodovulum visakhapatnamense]
MSSATVSLSIPTTRPEVTAALMVETGLSPDVLRDLVHRFYGCVRADAVLGPIFAARITDWAVHLERMATFWSSVALMTGQ
YHGRPVPAHTPLPINGAHFDRWLALFRAIAVDTCTPAGALHLIERAERIAHSLHIAVQSAQSDPVAPPKLFF
>TDX26900.1 regulator of cell morphogenesis and NO signaling [Rhodovulum visakhapatnamense]
MTEAAAPSEPTALTRHIEERYHARHREQLPQLVAMAERVEDVHFGDVGVPDGLSALLHEMLGELEVHMKKEELILFPAIR
KGGMPGIETPIAVMRADHAGHDRELAEILRLTANLTLPDGACGTWTGLYRGLDEFARDLTEHMRLENDVLFPQFEAERRA
DV
>TDX26901.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum visakhapatnamense]
MSEPGPFASSPCMACEIAPDYFDPLAVDQEQARDVARWRKAERARLLADRQALSVSQRRAAADMIAARVDTLLAERFPSV
DGLTLSAWWPIKAELNLRPWLESLLARGARVTLPVVTAPSAPLAFRLWTPDCRMVQGFWKIPVPADGPEVVPDLTLAPLV
GWDPAGFRLGYGGGYFDRTLAVLSPRPMTIGIGLQSARLATIFPQPHDIALDVILTEAGVQYEQKDA
>TDX26902.1 uncharacterized protein involved in response to NO [Rhodovulum visakhapatnamense]
MMTTTAEQMRAWTGPAILTYGFRPFFFGAAIWAALAMTLWVPMLSGHLTLPTAFDPVSWHAHEFLFGYLGAVIAGFLLTA
VPNWTGRLPIVGWPLGGLFLLWLAGRVAVAMSSNLPTGLAATVDLSFPLVLAAAIGREIVAGKNWRNLIVLAMLAVFALG
NGLYHWEAARGDYAAQGYGLRLGLAAGVMMIAVIGGRIVPSFTRNWLVRRGPGKLPAAPMQGFDKVALLALLAALLMWIA
LPTSLVTAVLLGLAGALHAIRLARWAGIRTAAEPLVLVLHAGYAFLPLGAIALAAEILMPGVFGMAAAQHLWMGGAVGLM
TLAVMTRATLGHTGQELHAGPGTVAIYLALVTAVLARVAAGVWTDEAMALHSLAGVAWIGAFGGYAVLYGRFLLRLPPAK
RI
>TDX26903.1 putative membrane protein [Rhodovulum visakhapatnamense]
MGWNEFAFAFAAFFLTHSIPIRPPLRPWAVARLGHAGFGIAYSALSLAVLAWLIAAAGRAPYVPLWDWAPWQNHVVLAVM
LPVCVILSLAIARPNPFSFGGAQNDRFDPARPGIVRLTRHPLLLALGIWSAAHILPNGDLAHVILFGTFAGFAMLGGRLV
DRRRQREMGQRWHDLRAALSECPASLSLTADTVLRLAAGLMLYAGLIWLHPLVIGVDPLV
>TDX26904.1 CRP/FNR family transcriptional activator FtrB [Rhodovulum visakhapatnamense]
MPDSPFREIRDLALFSQMADENFSALMRGAYVQNFPAQIELITEGNPSDFLHVVLSGSVDLFSAWNDRETSLATVRPIST
FILAATIKDAPYLMSARTLEKSRIALIPSQDVRAVFDIDGNFARAIVTELAQCYRSVIKAQKDLKLRTSLERLANYLLRQ
QRRAGGAESFDLDFEKRRLASVLGMTAENLSRAFKGLQPYGLEVDGTRITITNQAEFERFAKPNPLIDDGST
>TDX26905.1 NNP family nitrate/nitrite transporter-like MFS transporter [Rhodovulum visakhapatnamense]
MQTATTASRADQTRALTLSTIAFTACFAVWTIFSIIGVAIKGELGLNDTQFGLLVATPILTGSLTRIFLGVWTEKYGGRL
VFSTQMLLAALATWALTFADSYPMYLLAALGVGLAGGSFIIGVAYVSRWYDAGHQGTALGIFGAGNIGAAVTKFVAPFVM
VGFGWQGVANVWAAGLALMAVIFFVFAKDDPSLVERRRTGAKPPSFAQQFAPLKNLQVWRFSLYYFFVFGAFVALALWLP
HYLIDVYGVDVRTAGMAAASFSLSASLFRAYGGHLSDKFGARSVMYWTFGFSMLFLFMLSYPPTDYVIQGKDGVIAFSTS
MGLWPFIATLFALGFFMSLGKAAVFKHIPVYYPNNVGAVGGLVGMIGGLGGFVLPIAFGALLDLTGIYTSCFALLFVLVG
IALTWMHLSIRAMERAAHGEVLDRLPQLPEMQPIHHPERTAIPRVLEDWRPEDATFWADKGRAVARRNLWLSIPALLLAF
SVWMVWSMVVAKLPLIGFAFTPEQLFWLAALPALSGATLRIFYGFMVPIFGGRLWTTLSTASLLLPAIGIGYAVQNPETP
YFIFLILALLCGLGGANFASSMANIGYFFPKAEKGNALALNAGLGNLGVSVMQFLVPLVITAGVFGAVGGEGVALQDGGT
LWLQNAGFIWVPFILASTIAAWLGMNDIADAKASFAQQSVIFGRTQNWLMCVLYIGTFGSFIGYSAGFPLLSKIAFPDVN
ALQYVFLGPLVGALSRAGTGWVADRFGGGRVTFWVFAGMIASVLAVIFSLQAGSFPGFFAGFIALFFFTGVGNASTFQMI
PVIMGKEVPRLMPQLTGADRARQIAMESSGIVAFTSAIGAYGGFFIPKAYGSSIAMTGSPVGALWLFLAFYVICLVLTWV
VYTRPGGLLHEIERGRAFAAPHPAE
>TDX26906.1 respiratory nitrate reductase alpha subunit apoprotein [Rhodovulum visakhapatnamense]
MSHLLDRLNFLQKKTLETFSDGWGETTREDRGWEDTYRNRWRHDKIVRSTHGVNCTGSCSWKIYVKSGIVTWETQQTDYP
RTRAGLPNHEPRGCARGASYSWYLYSANRVKNPLIRGSLMRAWRKLRATMTPVAAWAAIQKDPALRASYTKTRGKGGFVR
ATWDEATEIVAAANAHTAKVWGPDRVFGFSPIPAMSMVSYAAGSRYLSLLGGTCMSFYDWYCDLPPASPQTWGEQTDVPE
SADWYNAGFLMLWGSNVPQTRTPDAHFYTEVRYRGTKSAVVSPDYSEAAKFGDIWLNPQAGTDAALAMAMGHVILREFHL
DRQAAYFEDYARKYTDMPMLVVLDEQDGRLVPGRMLRAEDFDDKLGEANNPDWKTVAFDEASGRFVAPNGSIGFRWGEEG
KWNLVEEAGNAETRLRLSQILDEHHDSIVGVDFPYFGGAATGDFVKCDAPEVLARNIPARKVKLADGREALVATVFDLFC
ANYGLDRGLGGDWVSKDFDDDIPYTPAWAEKITGVAREKIIAVAREFAGNAEKTRGKSMVILGAGLNHWYHMDMNYRGII
NMLVMCGCIGQEGGGWSHYVGQEKLRPQTGWAPLAFALDWNRPPRHMNSTSAWYAHTDQWRYETLRAGEILSPTAPKGDW
DISLIDYNIRAERMGWLPSAPQLKTNPLEVSKAAKAAGKDIKEFVAAELKSGNLEMSCQDPDAPENWPRNLFVWRSNLLG
SSGKGHEYFLKHLLGTDHGVMGKDLGEEGHAKPVEAVWHDEAPKGKLDLLVCIDFRMSTTAVYSDIVLPTASWYEKDDLN
TSDMHPFIHPLQAAVDPAYESKSDWEIFKSIAKKFSEVAPEVLGVETDIVQLPLLHDTAAELAQAHVKDWKKGECDLIPG
KTAPNYIAVERDYPNLYKKFTSVGPLLEKLGNGGKGINWDTKVEVGHLRDLNGVVQDEGVSKGLARLNTAIDAAEMILML
APETNGEVAVKAWEELEKPTGQHHTHLAEGAHHTKIRFRDIAAQPRKIISSPTWSGIESETVCYNAGYTNVHELIPWRTL
TGRQQLYQDHLWMRAFGEGFVSYRPPVDLKTITKAVNNDAAEGNPHVVLNFITPHQKWGIHSTYTDNLLMLTLNRGGPVV
WMSEVDAKKAGLVDNDWVEAYNVNGALTARVVVSQRIKQGTLFMYHAQEKIVNTPGSEKTGNRGGIHNSVTRATLKPTHM
IGGYAQLSYGFNYYGTVGSNRDEFVIVRKMKKVDWLDRPATKGLEAAE
>TDX26907.1 respiratory nitrate reductase beta subunit [Rhodovulum visakhapatnamense]
MKVRAQIGKVLNLDKCIGCHTCSVTCKNVWTTREGVEYAWFNNVETKPGTGYPTDWENQKRWNGGWVRSASGRLQPKQGA
KWRILANIFANPSMPEIDDYYEPFDFDYDHLKSAPDMTAFPTARPRSKITGERMEKIEKGPNWEEILGGEFAKRSADYNF
DKVQKDIYGEYENTFMMYLPRLCEHCLNPTCSASCPSGAIYKREEDGIVLIDQEKCRGWRMCISGCPYKKVYYNWDTGKS
EKCTFCYPRIESGQPTVCSETCVGRIRYLGVILYDADKIEAAASAERETDLYGAQLDVFLDPNDPEVIAAARRDGVPEDW
IEAAKISPVWKMAMDWKVAFPLHPEYRTLPMVWYIPPLSPIQNAAQAGQIAMSDQMPDVRSLRIPVKYLANMLTAGDEEP
IVSALERMSAMRLYMRALTVDGVRDEGIAARVGMSGRMIEDMYKIMAIADYEDRFAIPTAHREQNEAGADIRGGCGFTDG
NGCSDGESGKTSLFGGKKKSFALPLESF
>TDX26908.1 respiratory nitrate reductase chaperone NarJ [Rhodovulum visakhapatnamense]
MDRTLKSLSLILSYPSAELQEAMPEIGAVLAADPRLAPATQTALWKLTADLAQGDLYDLQERYVMLFDRSRTLSLNLFEH
VHGESRERGGAMVSLIETYRDGGFEPATSELPDHLPVLLEFLATRPTREAQETLADAAHILDALSGRLKRRESGYAAAFA
ALSALAGGNADADAVAGMLGQPDDDPTDLAALDAVWEETEVTFGPDPNAGCPQVRDMLALMDQPAPQHRSA
>TDX26909.1 nitrate reductase gamma subunit [Rhodovulum visakhapatnamense]
MFESFDINFVIFGVMPYVALTVFLVGSIARYERDPFTWKSSSSQLFRRKQLIWGSILFHVGILTVFFGHLVGLFTPVWVL
DVLGVPYGLKQWMAVLIGGPAGLAALIGGTMLIHRRLTDPRIRATSTTLDILIMILIWLQLAIGLLTITQSLQHMDGAEM
IRFMEWSQSVVTWNINAWVTVVDVHWLFKLHIFLGLIITMLFPFTRLVHIWSGFAAPFRYLVARSGYQIVRSRRRRPLEE
RRRAFDRRQGVDGPKAHTPAE
>TDX26910.1 peptidyl-prolyl cis-trans isomerase C [Rhodovulum visakhapatnamense]
MNMSLFPDVVVNGETIPSAAIAAEAQNHSAPKDKPGIAWRKAAQAMAIRALLLQEARARGLAAEPLALAPGRWETEDEAL
IRVLLEEAVLPDPVTDDAIRAEWARDPSRYRSAPLWDVSHILCACDPRDQTETAAAEARAQALLARLGEGPKDFAHAARK
SDCGSKAQGGHLGQIGPGDTVPEFEAALRCLSEGQTTPAPVLSRHGWHIIRLNALAPGQVLPFETVRPRIAEALEKAAWA
RASRDFVNRLGQKATITGASLAPI
>TDX26911.1 hemerythrin HHE cation binding domain-containing protein [Rhodovulum visakhapatnamense]
MKRSEPARRGSGQGPTDPGLLARPLDFISEDHLRERQICAEIDRLVSAETFDRPAGVTILRFLNEELGVHLRDEVEDLFP
TLARRCTDEDSIASVLGRIRHDQEQALSLLPSVRGAIANCLDAGADLSSEDREVLARFAAHVRRHLVAENAILLPIARAR
LTRGDLRRLANHMRLRRGLPTSQGVTSAE
>TDX26912.1 carbonic anhydrase [Rhodovulum visakhapatnamense]
MLSDILARNRDWSAKRQAQEPGYFTRLAALQAPEFFWIGCSDSRVPANVVAGLDPGEVFVHRNVANIIHSSDMNMLSALE
FAVEALKVREIIVCGHYGCGGVKAATEDLPHGLADHWLEPIRRLSRAYAVDLSRQPDLEAQRDRLAEFNVVEGVRRVCET
PILQRAWTRGAKVRVHGLIYGLKDGLLRDLDCSVGPGHFKEGAAL
>TDX26913.1 molybdopterin molybdochelatase [Rhodovulum visakhapatnamense]
MSILQPVTRTGCGCEGHDTSKKLMTIDAAHDLIGHCVTIVDGTEDICLGKALGRVLADPVSSRSMSPPFDNAAMDGFAFS
SAALRGDGPWVLDVAARIQAGQSSALPLVDLQAAQIFTGAKVPEGADAVMMQEEVKRMGKTIRVAMRPTPGLNIRRAGSE
MEAGVTVLETGRRLDARAIAACAAAGAGSVTVRRRLRVALLVTGNEIRTAGALRAEAQIWDVNTPMLTGILTQPQIDIVA
VEQGIDSRDGLFLQIAELAANADLVITTGGISVGEEDHIKPALSALGGDIQFSGVAIKPGKPVSFGRIRGAWWLGLPGNP
LSAFVTWQLFGTAIVARLTGETERVTRRHVVTGAAISRKPGRCELRPARCVGFDGQGREVVTFDAETHSGHVRGLPEADG
LIFLPADCDFLPEGALVEFQPFCPN
>TDX26914.1 chromate transporter [Rhodovulum visakhapatnamense]
MMGDTQLSRDSKTLGTPGEVFTTFLKLGLTSFGGPIAHLGYFREELVNRRKWLSDHAYADLVALCQFLPGPASSQVGFAL
GMMRAGWLGALAAFTAFTLPSALALLVFAMTSASIAGPIGTGALHGLKIVAVAIVAQAVWGMAKNLCPDKERAAIAVIAV
GMLAFLPGAIGMVGAIIVGAALGLALGRGTGAPIGGHITMPVTRGVAGVALLVFVGLLVLLPLLAGQGQALAVFDSFYRA
GALVFGGGHVVLPLLEAEVVQPGWVTQDAFLAGYGAAQAVPGPLFTFAAYLGTVLGPEPNGVVGSVIALLAVFLPGFLIL
IGVLPFWDRFRSMARAQSLMQGANAAVVGILGAALYSPVFTSAIGDMRDFTLALACFVLLMAWKMPPWGVVIVAALGGVG
IELLT
>TDX26915.1 K+-transporting ATPase KdpF subunit [Rhodovulum visakhapatnamense]
MTFSTFSSASKFLQPAPPASAPSIGCEGGAMFDLILGLAVEAGLFVYLGAALLRPDLC
>TDX26916.1 hypothetical protein EV657_11696 [Rhodovulum visakhapatnamense]
MEPTTGLILRRITQTELSVSAHKLATVILDAIAWKEGFNGLSRGTAAFTLAGLASKMNISRQYLTELLAELEASELELRR
EKPNGKFAPWLFRFSAFDEQGDDQDVESGTGDTSLSREKGNKTVFSGQITISAGSNVFQTCWADLIKAAKKALPCWNVDT
QVIWDRFLAFNRSRGNDKVPAGYLLGFMRRWRTSPGTVSRPETAATPERAPNPWARELHNQIKAAPSGNRQFHASDLCRL
IGQAAYDLRVLEIIRQFGCPRFTATLAVHGRAVIAGEIAR
>TDX26917.1 hypothetical protein EV657_11697 [Rhodovulum visakhapatnamense]
MKHRVRTAATAVAITVSSLVGSVEPAHAYQVDCAILLCLAGGWPASAPCAHARAVFIRRITPWPIEPPLQIWRCPMGASF
SAPAVESPMERLYDIAFRDAHQISVPQDPLPLVQVQSDERADIDISGDAFDFVRSIRVFHIQFSQRQNRDGDCIRSDGTR
LGSYGTQGDYHWRGSSVAAVPTASDLPRPSGCGQVNYRSVFVDWRDHEGNYGFEEVRY
>TDX26918.1 hypothetical protein EV657_11698 [Rhodovulum visakhapatnamense]
MVRDDGETIGLFEPLMVSEGSPARAGLNDLVLELAEKSAAFRSSLPASIAEALADLVRAMNCYYSNLIEGHDTHPIDIER
AMRNDYSADPKKRNLQLEAKAHVAVQKWIDEDGMVEPPTAPASIIELHRRFCELLPPELLFVENPKTGEKIPVVPGELRT
RYVEVGRHIAVSPGAVPRFLDRMHKGV
>TDX27011.1 hypothetical protein EV657_1151, partial [Rhodovulum visakhapatnamense]
GGDRGQHHAQAGGIDAAATGGTVPSSERGARPAGGAAGPFRPPRSCARRGRASQARGQRRRMARLLTLQNRHPDSPSQRR
MDSAAGWPPFPGGCPCSTGIRPKPCPGDVARAPRGLAAGRTAFRRLAPDRQDPSGTDKVARGQTTNRSARRSGTLPARGA
SGRPSGLRGNTGRRSWQQSPARLRPPCNRSRSRSRSRSSLDPYRVAPARPSLRIPAAWQGRAEAWDGERQVSPQRTSAVL
ARTRAARSVLRARRPGRSAPPKAGSRLWPHPNRAQPASTLRNRASTTASATPAIAAMRKSSPVTSARPASR
>TDX27012.1 ABC-2 type transport system permease protein [Rhodovulum visakhapatnamense]
MRSLLNTLRLTLKELSAIRRDRVMVVLIIYVFTAATWLVSNAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFAEPEV
LSPAEAARAQDEGRYVLVLSIPPGFERDLRAGQAPALMVLVDATAMAQAGNGAAFLQRLLADELQRYADPGGGASDPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILATGLVILLASISSLV
AVIHWGLGVPVTDSLGLYALGAAVYAISVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGMTPMESMPAWMQVAVGI
VSPAPHFVAFAQSVLYRDAGLALVTGELLRMAAMAGVALAVVLARFRKVLAG
>TDX27013.1 ribosome-dependent ATPase [Rhodovulum visakhapatnamense]
MAPVFPPPSGPQRAAAEIAGLTHRYGGKAALDGIELTVPPGCMAGLIGPDGVGKSTLLGLIAGVRRLQEGRVSTLGRDMA
DPAARREIAPRLAYMPQGLGRNLYPTLSVRETLDFFGRLFGQGAADRARRIDMLLEATGLAPFPDRPAGKLSGGMKQKLS
LCSALIHDPELLILDEPTTGVDPLSRRQFWDLIDRVRAGMPGMSVLVATAYMEEADRFDWLAAMDAGRVIASGSPAELKA
RAGAATLEEAFVRLLPDRPAAPPLVIRPQNASRGRTAIEARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGQPLRASDIESRMRIGYMSQGFSLYSELTVRQNLALHADLYHLPRDRRQARVDEVLDEFDLAP
LADRMPWDLPLGQRQRLQLAVAVLHDPQVLILDEPTSGVDPVARDGFWHKLLSLSRDKGVTIFVSTHFMNEAERCDRISL
MHAGRVLEVGAPAEIVARHGADSLESAFISCLEAELPPDPAPAAEPAALPVAGASGTAPRLAGMTRLWAQCWRETLELTR
DPIRVFFALAGPVILLLTMGYGISFDVDRLSFAVHDQDRTPDSRALADQFTAIRQFAETPPLTGIADLRARMGRGDLAVA
LDIPDGFGRDLTRGDRPEVSVWIDGAMPFRAETARSYALGVLSDYAAASGAGQAGVNIETRFLFNQSFKSAHAMVPSMMM
VILMLIPSIMSAISVVREKETGTIANFRATPVARAEFLLGKQLPYLAIAWVSFWMLFAVGRGVFGVPFTGSLGALAAVSF
LYVFATTGFGQLISSFTRSQVAAVFATAVLAIIPTVNFSGLILPVSSLDPMGRAVGQGFPSAWYQQVTSGTFLKGFGWAE
VAPSAAVLAAFCLAYVALAILGLRKQEA
>TDX27014.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MTDRPIFPRFPRRCARRGAVLLAVGLSLALPPGARPALADGGFAAFWQGLFGGDDTQGIASSNGRIEAQSVEVATKYAGR
IAEVLVDEGSTVEAGQVIARIDDRDAQAQLLGAKAAVLRAEAAREVAKASVMQAQSALDVARTNRDRVARLHEDGHASDS
SFDDARNALTSAEATLASARAQVSDAEALIASSNAEVERLQIALDDLTILAPIRGRVLYRLHEPGEVVAAGTPVVTLLDL
TDVYMNIYLPAPVVGLISANDEARLILDPIPDYIVPARVTFVSPESQFTPKSVETLSEREDLVFRVKLTIPRELLVKFED
KVKTGVRGQGFVRTDPDRPWPETLQVPESLQANVPD
>TDX27015.1 putative MFS family arabinose efflux permease [Rhodovulum visakhapatnamense]
MATATYPFEIDRPESRPVPDPVPVRPSSLAPFRKATFRNLWLASNVSNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNT
LPIMLVSLIAGALADNFNRRRIMLGAQTFMLVVSAALAAAAFAGGLTPWLLLGFTFLIGFGMALYNPSWQASVGDIVPRS
DLPAAVALNSMGFNLMRSVGPAVGGLIVAAGGAAAAFAVNAASYLPLWLSLYLWRPALPERRLPREALGPAVAAGLRYVS
MSPVLLRVLFRGFLFGVAAVGLLALLPIVARDMLGGGAFAYGLLLGCFGAGAIGGAVSGARLRDRFANETIVRAGFLGFG
AALVGLSLSRDLWISGLLLLPAGASWVLSLSLFNVSVQLSTPRWVVGRALSLYQTCTFGGMATGSFLWGHVAGRAGLAEA
LWAAAAVLVLGALVGLRLPLPNFGTDDLAPLGRFVEPRLGVDLRARSGPIAITVEYDIAPEDVTAFLAAMTERRRIRIRD
GARQWVLLRDLERPTVWAESYHVATWAEYLRHHERRTMADAEVTDRLRALNRGAGKPRVRRMIERQTVPLRDDLPLKPDD
MV
>TDX27016.1 cytochrome c553 [Rhodovulum visakhapatnamense]
MSRPRLTRPRLLIGLGAVAVVLVLGAAAVLKAGLVPVSARPPHAAATAALLHETFRASVERSARQLTEAGLDVPDLDDPG
LIALGAQHYDQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVGEFSETELYVILRDGVRFTAMPSWPADGNFGEIWAVVA
FLRQLPGMTPDAYHDATEASRGAAEAALPAMAWDRRGAAMELKLHARADPLADYLYSAPSTGWRPIGLGDTPLRYCVACH
GTDGTGAPTGGQAPNLAILDADTIAARLRDYASGARQSGIMATVATSLSGPQIDALAEHFAGLPDRTLGVPPSAGTEADA
ERGTALVRNGDFARALPACGLCHGTGTEKAGLGVPRLAGQGAAFLKRRLDGFASGRGPDRDGWNPMPAIARALSPADRSA
VAAYLAGLPAGDPLSPDAAAAPGLEQATETAIAQAQSCTACHDPGPALGADRDLSPNLTLQAPAYIAHQMALFDSGLRPV
TTMQQAAHELTEAEVGALAAVFGTARASPSGSDPERRPPPDYQLAEAGALARDGDPGRGVPACLSCHGAAPTGAIGLIPR
LDGQRAGYLQDRLDYFAEGKAPEVLAPMTGIAARLTDSERAALADWFAARPPLEK
>TDX27017.1 FAD-NAD(P)-binding protein [Rhodovulum visakhapatnamense]
MDPQIAPTAHRPAMPHQNPPLRLAIIGLGPRGLGALEALAARLADTGTPVAIDVFEPGPWPGAGPNFDPGQSPLMLLNIP
IRAIDIDPPAPVPRRIASFAAWLMSPPDGERFPARAELGAYMAARFRALTASLPEGTALTRHETAIRRIEASEAGWRLDG
AGARFGPYDEVLLAPGQPATRPDPQLARWQDHARRCGAELLPAYPADRLLEAAEGWAGKAVALRGLGLSTLDAVRLLTLG
LGGRFEDGRYIASGREPARLLPFSLNGLPPWPKPASEAIDARMAPLPAETRAFEAALSRALAQPPEAALVTLCTPLARAA
RRVLAATGAGPGGVEEWLTAERSAPASQEDPDPTVPLRDGLAMARGTRPPAPGYAIGQIWRHWQNALRRGVNPGSAAPGT
AEALIGFDEGLKRYSYGPPAATIEELAILIETGIVDLRIVDDPDILLTDSGWQLVEGDEGARADVMVDAVLPSPALQGIE
APVIAALRDEGRIVPVAKGQGARIRPDGQVIGADGRVQPGLALLGRAALGSVIAVDSIHDCFGASADRWAEGVLTRAALS
AAPAASPG
>TDX27018.1 choline dehydrogenase [Rhodovulum visakhapatnamense]
MQADYVIVGAGSAGCAIAYRLAEAGKSVLVIEHGGSDAGPLIRMPGALSYPMNMPRYDWGFRTEPEPHLGGRRLATPRGK
VIGGSSSINGMVYVRGHARDYDHWRDQGAAGWGYADVLPYFRRMEDWHAGGHGGDPAWRGQGGPLHVTRGRRDNPLVQAF
VEAGRQAGYPVTDDYNGHQQEGFGPYDMTVWKGERWSAARAYLRPALKRPNCDLIRGFARRVVIENGRATGVEIDRDGFT
EVVRAGAEVILAASSINSPKLLMLSGIGPAAHLADHGIGVVADRPGVGQNLQDHLELYLQMAASQPISLFKYWNLPGKAW
VGLQWLLTRGGPGASNQFESAAFLRSGEGVDYPDIQYHFLPIAVRYDGQAAAEGHGFQAHVGPMRSPSRGAVTLRSANPN
EPPKILFNYMSHEKDWADFRTCIRLTREIFAQEAFAPFVSHEIQPGAAVQSDDALNGFIREHVESAYHPCGTARMGARDD
PMAVVDPDLRVIGVEGLRLADSSVFPRIPNGNLNAPSIMVGEKAADHILGRRLPADTRGPWINPDWRQAQR
>TDX27019.1 betaine aldehyde dehydrogenase [Rhodovulum visakhapatnamense]
MIYETQPTASHYVDGAYLEDTDGTPIPVIYAATGARIATVHAATPAVIDRALTAAARAQTDWARLSGRERGRVLIRAAQI
LRERNREMSVLETCDTGKPLQETLIADAASAADALEYFGGLAGSLTGEHIPLGGDWAYTMREPLGVCVGIGAWNYPTQIA
AWKAAPALACGNAMVFKPSEVTPLCALKLAEILTEAGAPAGLFNVVQGAGEAGQALISDPRVAKVSLTGSVPTGRKVYAA
AAADMKHVTMELGGKSPLLIFEDADLDNAVSGAILANFYSSGQICSNGTRVFVQKSVKQAFLARLTERLKGVVMGDPLDE
ATNFGPMVSEAQMRIVEGYIAKGVEEGARLVTGGRRVARDGFFLAPTVFADVTDGMTIAREEIFGPVMAVLDFEDEAEAV
ARANATEFGLAAGVFTRDISRAHRVIGALKAGTCFINSYNDAPVEMPFGGVGMSGVGRENAKAAIEHYSQLKSVYVRMGD
VEAPY
>TDX27020.1 choline-sulfatase [Rhodovulum visakhapatnamense]
MTRPNLLILMVDQLNGTLFPDGPAHWLHAPNLKRLAARSARFSTCYTASPLCAPGRASFMSGQLPSVTGVYDNAAEFPSD
LPTFAHHLRRAGYHTCLGGKMHFVGPDQLHGFEERLTTDIYPADFGWTPDYRRPGERIDWWYHNMGSVTGAGVAEITNQM
EYDDEVAHAAAQKLYDLARRKDDRPWCLTVSFTHPHDPYVARKKFWDLYEDCDHLLPEVPAIPYDDQDPHSKRIFDANDW
RSFDIAEDDIRRSRRAYFANISYLDEKIGAFLDILQATDQEAAILFVSDHGDMLGERGLWFKMTFYEGSSRVPLMIAAPG
VAPGRIDTPVSTLDVCPTLCDLAGISMDEVAPWTEGQSLLPVAGGGPRGPVPMEYAAEASYAPLVALRDGRHKLTRCALD
PDQLFDLKADPQELTDLAADPAHADTLARLRAEVDARWDLNRFDAEVRKSQARRGVVYEALRNGAYFPWDYQPLQRASDR
FMRNHMDLNEVEGRARYPRGE
>TDX27021.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTAQPERKAQLIDATIQELGATGSLSVTVGQIARRAGVSSALAFHYFGDKDRLFLAAMRHILAVYGAEVRAALKEADSPR
ARLDGTIRASFSETSFRHDVIAAWLNFYVLAHRSDEARRLLGVYHRRLHANLVHDLRPLAGPRAPEIARRLAALIDGLYL
RFVHFPRDEAEDSASAHVLAALDAELKALP
>TDX27022.1 glycine betaine/proline transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MKLTSAVSALAMLAAGTAFADCDTVVMSDVGWTDITTTTATARHVLEGLGYKVDVKVLSVPVTFASLDSDDVDVFLGNWM
PAQAGAIGPYLESGEIEDINVNLEGTKYTLATPTYAWEAGLKSYADIAKFADELDNKIYGIEPGNEGNAYLVSLTEENAF
GLGDFKIVESSEQGMLAQVARFYRKEEPVVFLGWEPHPMNANFDLKYLPGGEDFFGGEGVVHTVTRKGYSAECPNLGTLF
ANMDFSLAMENKIMGEILDDGADPAEATEAWLKENPQVLDTWLAGVTTRDGGDGLAAVRQSLGL
>TDX27023.1 glycine betaine/proline transport system permease protein [Rhodovulum visakhapatnamense]
MEWLTDHKIPVGRVAGTIFDWLRDNAEVVLDAIAAIMEAMIDAILWVLQTPHPALVTLGFVALTYALQRSWKTCLAVALG
FLFILNQGYWEETTESLTLVLSACVVCMAIGVPIGIGAAHRPQLYTYLRPILDLMQTLPTFVYLIPAIVFFGIGMVPGLI
ATVIFVLPAPIRLTYLGVSSTPKALLEAATAFGATSRQTLFKVELPYAFPQIMAGLNQTIMLSLSMVVVAALVGADGLGV
PVVRALNQVNTALGFESGFVIVVVAIMLDRILHVGARK
>TDX27024.1 glycine betaine/proline transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTATALRIENVSIVFGAHPNRALPLMDQGKTRAEVQAATAQVLGVHDCSLTVETGEILVLMGLSGSGKSTLLRAVNGLNP
VVRGKVEVNDGTGMVDVTHADAATLRRIRMHHVAMVFQQFGLLPWRTVRENVGLGLELSGVGRREARERIDDQLSLVGLA
DWGDRRVGELSGGMQQRVGLARAFVTQAPILLMDEPFSALDPLIRAKLQDELLELQQRLKRTILFVSHDLDEAFKLGNHI
SIMEGGRIVQTGAPPEIFRDPKNDYVADFVQHMNPLGVLRARDLMQPATGSPEVTIEADALIRDGMDRLIGATAPVGVVE
DGRLIGQIGKDDVLRGLCRPAA
>TDX27025.1 TRAP-type C4-dicarboxylate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MQFKTRLLTLSVAAFALGAGMAQADTWRYAFEEALDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQEPETLASFFENSKAINEMFPKLYADQGLELLTMFPEGEVAITTKEPFKTPE
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFFIESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFEDLSDEDRQAIRDAADAAFAHIIDYQKGLTEASVEKIREAKPSMTFTTLSEEERQPFKDAAGEVEAKFLEMTGDSG
KEILDQMKEDLKTAEDATQS
>TDX27026.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MSSDQSLRAQASPAQGPTQAQSQTDTTAADDPDEVAYVSSLPGVLGTIDAAIARVESALLAAGVLLMALNTVANVVGRYL
FQSSLFFTEELNRILIVVITFAGISYAARQGRHIRMSAIYDSLPSRARKILMIVIALTTAVLMFGLCWFAAAYLLTQAGR
GRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEV
>TDX27027.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQRAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILVLFAIYSWAYAVRNGVPTEPRASWGERLRAVRAALWPLGFPAIIIGGIYGGIFSPTE
AAAACVLYALILETLVFREMGLRDIYRTAKSTGLITAVVFILVAAGAAFSWVISFAQIPQAILSAAGIDQMGQIGVLFAI
SIAFFIGCMFVDPIVVILILVPIFAPVVADVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFPGEAG
>TDX27028.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MFNSILVPYDGSAGAERALRQAVALARLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVADYAKRLAR
EAGAEGTRAFIKAGPPARTIIRFAREHGNDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>TDX27029.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MAGERAASWQSIRDTIMLRIRDRTYPPGELIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARATGPAPEEVRARLKLPEAEATLYLESLHLADGEAHMFEQRWVVLRTVPGIASADLA
AVSPNEWLVREAPYTHGGIACHAEPAGQAAAAALGCAPADPVLVMERQTWLHEAPITYVREHFAQSYRLCLGL
>TDX27030.1 formimidoylglutamate deiminase [Rhodovulum visakhapatnamense]
MQRVWARHALVMNSWAENVEIAVESGGKIAGVRENVPCPPGATGVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRLGPEDVEAIAAFVQMEMLEAGYATNVEFHYLHHGPGGAPYADLAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLHEAAAVHVAGLSPDCRMGVAPHSLRAVDAVGLAAAQALAPEGPIHIHISEQQA
EVDEVLAATGRRPVEWLLENAPVDARWCPIHATQMKPAETLALAATGAVAGLCPITESSLGDGIFDGVRWVQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWSAGRHVVRGGRHVRRDEIVAGYAAAMRRLRDGL
>TDX27031.1 imidazolonepropionase [Rhodovulum visakhapatnamense]
MTDLTLANATILPLGEDAPRRIERGWLRIEGGRIAALGDGPAPDGGPIEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGASYEDIARAGGGILATVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVADELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEVAIAGLRAAHAEGLVDAVDGFCEGIAFSVAQMARIFDVADELSLPVKLHAEQLSH
LGGSLLVAERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>TDX27032.1 histidine ammonia-lyase [Rhodovulum visakhapatnamense]
MLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNLIL
SHCCGVGAPLDSATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGAGE
AIYQGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAEIH
TLRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSDGS
IVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLAAP
CSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSQPLKRALAAIRAEVATMGEDRYL
APDLARAQALIETGSLVAAAGLEMPA
>TDX27033.1 formiminoglutamase [Rhodovulum visakhapatnamense]
MSPVDVTRGDSPVILGLPHTGTHVPEDILARLNDRGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRSPENESL
YPGQNTTGLVPLTDFDGEPIWDTAPDAAETARRLAAFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTANGTTCAPAIAEAAAGVCARAEGYTHVLNGRFKGGWTTRHYGRPETGVHAIQMELTQSCHLTTEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>TDX27034.1 crotonobetainyl-CoA:carnitine CoA-transferase CaiB-like acyl-CoA transferase [Rhodovulum visakhapatnamense]
MKPLEGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKHSVVLDLKAPEGQALA
RQLATGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYAKAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFAGLCAAIGRPEAAEDPRFATDELRTAHEPEIRAMIEAWTGPRPAADAVAALSAAKVPAAPILTLADQL
GSDHAAARGLVSELPHPRLGKAPVVGQPVRFDGQAPLAETGAPALGSGTRAVLEGLGLDRDQIAGLVAAGIVREYEDA
>TDX27035.1 butyryl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MREFDHLLSAEECQFLDMLERFAAEVLTPQAAETDRTGAFVHAQLAALAETGMMGANLPERWGGSDISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRTRATRDGESWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGYTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>TDX27036.1 urocanate hydratase [Rhodovulum visakhapatnamense]
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEGDQTM
LVQSGKPVGVFRTYRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLNRW
LDMARERIAFQGLPARIMWIGLGDRHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGTEEADRRLERVLWNDPATGVMRHADAGYEIAIDCAREHGLTLP
GILK
>TDX27037.1 hypothetical protein EV657_11527 [Rhodovulum visakhapatnamense]
MRLIRRSDLTPAPWKNGGGLTWELAAFPEGAGFPDMLWRMSLAEVASDGPFSAFPGIDRTLTVLAGRGMRLDFGGGSVDL
SEDSGPLSFPGEAPVTARLGAGSILDFNVMTRRGRAAHAVIAVSAGVPAPPDTRALIARQKPVAVAGFALAPGEALMSDP
GRDLGGTAGDGPMLAICLRMTP
>TDX27038.1 amino acid ABC transporter substrate-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MTLRLSLKSALFGLSALTLTASGALADQLSDIKAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEIAKELGVTPEYQD
LPWTSILPGLEVSKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMTAPEDAKGKTVGVQKGTAQQAQLEAYG
EKIGGIKIKEYGTPDEAYADLMTGRLDAVAGSAPLLDYLAKTRPEQFSVVKPPFGKPTYFAWVARKGEGDTLVAAINEAL
IKIQDDGRMAALQEKWFGAATELPQEMPEL
>TDX27039.1 polar amino acid transport system permease protein [Rhodovulum visakhapatnamense]
MFSFQTIVENLPTLLGAARYTLLISVLGCAQGLILGALLCAAALSKRTALRRAAGLYVSFFRGVPLLIQLLVAYYLLPVV
GINVPPLAAAVLTVGLCAAAYLSEVLRGSINAIPKGQAEAALAIGMSPGDLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>TDX27040.1 amino acid ABC transporter membrane protein 2 (PAAT family) [Rhodovulum visakhapatnamense]
MLEMLHRYGPDLLTGFGLTLLTWVLGTVGGLVLGFFLEMARRFGPRFWIGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>TDX27041.1 amino acid ABC transporter ATP-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MSLEPTATSPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGKRMSGRRLREMRCDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKRAEATARAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQHPTDQRLASFLQGYRERNSLDF
>TDX27042.1 hemolysin type calcium-binding protein [Rhodovulum visakhapatnamense]
MAYFRSDKDHPYLLAELAAEFRAIGRSLPTAPVQLAETGAFSVGYDGPNNFHVIPNAYFPAYFAWMNDGDDTITGGWGAD
ALFGNGDRDRICGMGGDDTLVGGDDDDVLYGGDGDDVLFGGGGNDLLVGGAGSNLLSGGDGDDVLDTRFGSQRDPGISDW
AAFRAGKLAAGDVLFGGAGNDTLESSYGDDRLDGDAGNDVLRGWDGDDRLEGGAGDDRLTGDNGKDRLVGGDGRDTLSGN
LGDDTLEGGAGEDRIEAGNGDDAIDGGADRDVIYGGNGSDQIMAGSGNDWVDPGAGDDFVAAIDDFGRGNDQIHGGAGND
WIHGGRGDDLLSGGFGDDRLNGGAGRDLLIGGPGADIFEFRGASGGDTIADFGPADRLHIQQGISGLGRFDAADLGARIT
ATPVGSYLDLGEENGLFFLGVTGHALGDMLETQMVFL
>TDX27043.1 cysteine-rich small protein [Rhodovulum visakhapatnamense]
MQPKDLTSNEAFKGFTNTQCPFLPCHPGVEREFNCLFCYCPLIAYECPGPYQVYTDANGLTRKDCSACTLPHDGYRQSWG
FIQRWLEYPQPWSGKPQTDPPMRRPRPQGDGTAD
>TDX27044.1 hypothetical protein EV657_11535 [Rhodovulum visakhapatnamense]
MTQREGFTLGCATVLPGTRRTVDLPVSVLSDHTPVTMSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPALGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMASRLAHLLVDEVVARCEIGIDLHSAAVHRTNLPQVRVVPD
DPELARLARVFAAPVVLTSEARHGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLSGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVEAGDLLAMVSDPFGEIEAEIRASEPGIIVGRAILPVVNEGNAVFHLAAIAA
ADRAEDRIGTWASEVAAEPLFDEDEIL
>TDX27045.1 MATE family multidrug resistance protein [Rhodovulum visakhapatnamense]
MAEAVLRPDRDALADLGHRRVLAIALPIVLSNLTVPILGAVDTAVVGQIGAAAPIGAVGVGAVALASVYWVFGFLRMGTT
GLTAQARGAGDAAEVAAMLSRALMIGLVAGLALMALQMPLIAAALGLAPASAEVEHMARQYMAIRIWSAPATIALYGING
WLIGQERTRAVLAIQLWMNGLNVGLDLLFVLALGWGVPGVALATFLAEWSGLALGLWFCRDAFRGTAWRDWARVFDRVRL
RHIAGVNSDILIRSLLLQGIVLSFLFLGAGFGDVSLAANQVLLQFLNITSYALDGFAFAAESLVGQAMGAGSVLALRRSA
VLTSLWGLLSVVVLAAVFAGWGGVLVDLMTTAPEVRAEARVFLPYMVAVPVAGIGAWMLDGIFIGATRTADMRNMMVISA
AIYAAAVALLLPLFGNHGLWLALLLSYVARGVTLGLRYPALEAVVRRRQAA
>TDX27046.1 acyl-coenzyme A thioesterase PaaI-like protein [Rhodovulum visakhapatnamense]
MSRAAPEPVQIVKQRRDAALSALVDGLPYARFLGISFDRRGDELTGVLGFHEALIGNPELPALHGGATAAFLEVTAIVGL
SWAMIWDDLERGMLDAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARIFAQATG
HFLMPPRDG
>TDX27047.1 uncharacterized protein (TIGR00369 family) [Rhodovulum visakhapatnamense]
MSDTSSDAAPEAARDAAEDMAAGAKADVARRFIEQIPHAHALAMRIDQLGEGRAELSMPYDSRLVGDPRNGVIHGGAVSA
LLDTCGGTAVLSHPEGPAHTATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRGHPVATATGTFTADGG
AE
>TDX27048.1 MerR family transcriptional regulator [Rhodovulum visakhapatnamense]
MADERLSFKEMCARFDVTPRTLRYYEYIELLSPTKDGRARFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGSEA
QMAALVQMADRQLGVLSEQRDQLDSSIEELRSLRDAASAGKI
>TDX27049.1 MerR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTDELMTIRQMCDAFEVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAVMERQRLELDDAISELKGQISWGERKLADFDKRKPAAE
>TDX27050.1 alkylation response protein AidB-like acyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MPIYTPPTEDMQYLLHDVLKISASDIPGYAELDPDFTGAILGEAGKLAAEVLAPLNATGDAEGCHWDNGVVRTPKGFKDA
YDQICAGGWIGLDMPEEVGGQNIPYLINSAVGEMFVSANMAFNMYQGLSHGAMSAILAHGSDQQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQGDGSYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDEDGN
PGRRNALMCGGLEHKMGIHANATCVMNYDGATGFLVGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPSNPEGPADPILVHPDVRRNLMDQKSFLEGARALTFWGAQMIDRAHRMQDPDAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARITMIYEGTNGVQSLDLVGRKIGQNGGKALMAFFDMVKTFAKEHEADEALKE
GFLDPLKTASKDLQAAAMYFMAEGMKSPANALAGSYDFMHLFGHVCLGLMWSKMAVASQAALAAGHGPRAFHEAKLATGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>TDX27051.1 glutathione S-transferase [Rhodovulum visakhapatnamense]
MTVKLYCFGESGNAYKAALTLTLAGIDWTPVYVDFFNGGARSPEFLALNPMGEVPVMVAGDLVLSQSGVMQAWVTETTGR
FGGRDAAEAREVLRWMFWDNHKMSGQAGSLRFMMNFLPEEKRPHEAIRWLSGRVTASLQTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPEPFGFDRRALPAIDAWLGRIEALPGWRHPYDTMPGSPADRA
>TDX27052.1 acetyl-CoA C-acetyltransferase [Rhodovulum visakhapatnamense]
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSAVVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQTRAARSWEEDRFARSIVPVKDVNGLTILGRDEYMRPGTDMQTLGALKPSFKDMGEMMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGSAEFGQAHGLKPRARIRATCKIGTDPTIMLTGPVPATQKILTDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPGVVNPCGGAIALGHPLGATGSIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>TDX27053.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MTEFHYATDADGIATITWDVPGKSMNVLSFTGIEELNAHIDSALADEAVKGIVLTSGKKDFAGGMDLNVIARMKQEAGDD
PARGLFEGLMQLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVAEDPVAAARAWVLSEPNIVKPWDEKGYKMPGGAPYHPAGFMT
FVGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPAGVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTESYMDKGIKRGKASPEKKAEILDRITATTDYDAL
KGADLIVEAVFEDPGIKAEVTKKVQAAVGPDCIIATNTSTLPITDLAKAAHRPEDFIGIHFFSPVEKMLLVEIIKGKATG
GRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYLNEGIRMVAEGVSPALIENAARLVGMPLGPLQLVDETSIDLGVK
IAKATRAAMGEAYPDGAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDVHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMMGAAKAVALCEDLAQRHGDRFAPPALLREMAEAGESFYA
RFGPDAQAA
>TDX27054.1 Hint domain-containing protein [Rhodovulum visakhapatnamense]
MGFRINFHGSRPVPEEAEAADLATQSLAGLACGFSAGTRLATRDGWRPVEALVPGDMVLTFDRGSQPIRSVERGFLWRGP
SACPLPLWPLDVPEGVLDNTQPLMLLPEQTLLIESDLAEEIYGDPFVRLPASILDGVLGIRRTAPLLGSSVPVVSIAFES
PEIVYANGAALVHCPPRKVGETLSIDRLRELHFEALACGVIPTLDDARRIVAALESAQAGAASPPRLPMVQTVPLLDALL
IHAA
>TDX27055.1 fatty-acyl-CoA synthase [Rhodovulum visakhapatnamense]
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRVALVYGQRRYTYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGAVLNTINIRLDPNTVSYILDHGGARVLLVDPQFLPLAADALEDMEGERPIIIEVGDDPEGVHDFGD
FPEYEDILAEADPDFDWILPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMLVNAKDEDRRAFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEEWDALPTEERARMKARQGVAMPFMEEVTVLDPKSMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFQGGWFHSGDLAHQHEDGYFEIADRAKDIIISGGENVSSVEVEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHSVDGDALIAFARERLAGFKTPKRVVFQELPKTSTGKIQKFELRKIAKTL
>TDX27056.1 hypothetical protein EV657_11547 [Rhodovulum visakhapatnamense]
MTALKKFQRLESPGLWRESPEAQRRDVILSFGDASLVVSDSAERVLTHWSLAALERLNPGQSPALYSPGADSGETLEIDD
DLMVEALETVRRAIGRARPRPGRLRIWIVAGTLAGLAALAAFWLPGALVRQTVAVAPPEVRAEIGQALLARMADAAGTPC
DRPGGQRALDRLAARLLPGTARTVRVLPGGLPRALHLPGGVILLNRALVEDYEDVAAVAGFILAEDARAARSDPLADLLR
AAGPLATFRLLTTGTLPDGALSAYAHHVLVAPEAPLPEADLLARFAAAGLPSTPYALARDVTGESVRGLIRNDPLQGRET
DAPISDGDWLRLQAICGG
>TDX27057.1 sporulation related protein [Rhodovulum visakhapatnamense]
MPYQRYRLAGAAVLALGLGCPGAAPVRAESAPVGAVPLQVLPGYRAVWEDDRLNPLRGRRTDWGDAQMRTVWTERVPQRL
VDPALRPPQAVAPVAVPPSAGSRYIQVGAFTEADAAGDAVADLHRLGLPARQGRVMADGELVTVIFAGPFADRESHGRAQ
SVLRRAGYTPVSPAR
>TDX27058.1 uracil phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MYDHLTVVTHPLVQHKLTLMRDKNTSTAGFRQLLREISQLLAYEITRELEMTTRRIETPLCTMDAPVLEGKKLVLVSILR
AGNGLLDGVLELVPSARVGFVGLYRDETTLEPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVELLKKAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASIDERLNEQGYIMPGLGDAGDRMFGTR
>TDX27059.1 adenosine deaminase [Rhodovulum visakhapatnamense]
MTDLPKIELHHHLEGAAPPALIRDLARAHNLDISRIFDAEGTYYYADFLQFLDIYEAACSTLKTPEDYARLTAAVLEEAA
AEGVIYLETFLSPDFCGGCDLSAWVEHLEAIREAAERAEGDGILLRATVTCIRHLGPDRAREAARCAAETAGDFVVGFGM
AGDESRGRLRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALSDLRVDRIGHGVRAIEDPGLVEHLAETGTVLEVCPGS
NVALGLYPSLAAHPIDRLRRAGVKLTVSTDDPPFFHTTMRREYARLAETFGWEDSDFAAMNRVALDAAFCDAETRAKLKT
RLEAADV
>TDX27060.1 phosphopentomutase [Rhodovulum visakhapatnamense]
MSRAFLVVMDSVGCGGAPDADGFFNEDRPDTGANTLVHIAQACAEGRADTGRSGPLKLHNLDNLGLGAASRLASGRTAPG
LGAAPQGLWGAATEVSRGKDTPSGHWELAGVPVPWDWTYFPRELPAFPEDLLAEIRQIAGTDGTLGNCHASGTEIVERLG
AEHLRTGWPILYTSADSVFQIAAHEEAFGLDRLYALCAGIAPRLHAMRIGRVIARPFTGTAETGFVRTPRRHDYAMTPPA
PTLCDWVQGAGRRVQAIGKIGDIFSMRGIDEVRTGPDAELMAHWVDLMDEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPPVLARMRPGDLVLITADHGNDPTWTGTDHTRERVPVIGAGVGPRAAGLCAFADIGASVAAHLGVPSQGPGR
SFL
>TDX27061.1 thymidine phosphorylase [Rhodovulum visakhapatnamense]
MDARSIIARVRDDEALTDADLLWFAEGLATGAVTDAQAGAFAMAVLLNGLTAPERVGLTRAMRDSGKVLDWDLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRSEVSVADLRAITAQVGCAIVGASGDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMEEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLADDAADGALRIANALESGEAALKFGEMVAELGGPA
DFVERWPDRLPAAPVLCEITAPEGGIVQAIDGEALGLAVVTLGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIVHA
ASDTDADAVAARVRAAFRLGDTAPEIPPLVQRRVLR
>TDX27062.1 cytidine deaminase [Rhodovulum visakhapatnamense]
MPLLTAARAVRENAYAPYSNFKVGAAILGADGQVYTGCNVENAAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAGPEVRVTLATTGGATRVATLADLLPGAFTPAHMDN
>TDX27063.1 propionyl-CoA synthetase [Rhodovulum visakhapatnamense]
MSYAEVYERWKADPNGFWMEAAEAIDWVEKPSKALFDENAPHYEWFSDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLEPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VVSEHKVKSFFTAPTAFRAIKREDPNGEYVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKIGSPSVPMPGYDVHILDEGGHEVGANTLGAIAIKLPLPPGTLPTLWNAPERFEKSYLSHFPGYYETGDAG
YKDEDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPDVAECAVIGVADELKGQLPMGFVCLNAGCGRDHGEIVRECVR
LVRDQIGPVAAFKLACVVDRLPKTRSGKILRGTMAKIADGLDFKMPATIDDPAILDEIADAVKRLGYPQAA
>TDX27064.1 histidine kinase/DNA gyrase B/HSP90-like ATPase [Rhodovulum visakhapatnamense]
MLPIPERTASGTVGGDEDFGPTGRGMLAEPSFAGRGAQKRAAMLGHDMRAAISDILGGLALAELGPLDADSRLQLKRVQS
AAEQLARLTDETVALMSGDEVDRAEVPVHTQLHPFLDRIASRWRAHADEHGLTFALDADGDLPGIVGTDPAALERILANV
IGNAMKYSQAGTVRLRVHMGPQESLCLRVRDAGPGFSEAALARLFEFAGRPVESSRPGTGLGLHIVRDLARRVRGQLQVV
NLADGGAEVSVILPRGAWAPGVHAPGDLHDLPDLSRCDVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAELLAARR
FDIALIDIEMPRLSGIDVIRRLRTSEGDGPGTAVLAVTAFVLSANRDQIYAAGADGILAKPILSLDSFGEAILRVLRKRP
CGCMLVPSHDVAPFDALHLDRLLALAGPEDGRELLTRMRDDLETVRAGLTEALAQGDRAKLRSQTHVLISLAGAVGNGAL
QAMAENLNAAARLPDETEIARLCPGTITSIDDLCTALRAEFDSRYSKAGA
>TDX27065.1 two component Fis family sigma54 specific transcriptional regulator [Rhodovulum visakhapatnamense]
MSVPPLLMIEDTPSLQMIYETVLRNAGYKVVSASTAEEGLAAFRELKPPVVLLDLMLPDRPGQELLQEFLSLAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERGAVREPPTPAPPVRTTPEPPTGFVGSSPQMVAVYDRIA
SVGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPLNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGT
LFLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVKLGRFREDLYYRLHVVPIHLPPLRDRG
EDVVEIAQAALEKLSAEEERSFDRLAPDVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEVTLDMLPIALQQERGRLAGP
GFSPQPATGSTTPPVQVEDLIGRTLAEIEQVVIEGTIAREGGSLPRAAKVLDVSPSTLYRKREAWARKDQVG
>TDX27066.1 NAD+ kinase [Rhodovulum visakhapatnamense]
MAGRTRIAFLASETASAEGALDRLTARYGQTAPEAAEVIVALGGDGFMLQTLHATQAHDLPVYGMNCGTIGFLMNEFQED
CLIERLEAAAEEILNPLRLRATRPDGAVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGPILPIGSDVLALTAVAPYRPRRWRGALLPKRATVKIEVLQPAKRPVMAEGDSRGAGVVSMVEIRSESAIAHRILFD
PGHGLEERLIREQFL
>TDX27067.1 glycine hydroxymethyltransferase [Rhodovulum visakhapatnamense]
MNAHHQDSGFFQDDLATRDPEIANAIGLELGRQRDEIELIASENIVSRAVMEAQGSVMTNKYAEGYPGKRYYGGCQFVDI
AETLAIERACKLFDVAFANVQPNSGSQANQGVFTALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNAVQYGVRESDLE
IDYDQIAALANEHKPKLIIAGGSAIPRIIDFKRFREIADSVGAYLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPEFKTYQDQVIKNAKALGAALVEGGLSLVTNGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDTEKPTITSGIRLGSPAGTTRGFGEEEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVATLCVRFPIYPAL
>TDX27068.1 ATP phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MTLKLGVPSKGRLMEKTFDWFAERGIAIARTGSEREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLALEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRSADYSDADRVNLRDLLDRLGLGG
>TDX27069.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum visakhapatnamense]
MQDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGDSPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSTTDKR
KAALRRHVWRPRRFRALLERFAGRIPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVAHRLHALVQDAAEPPVST
GETELLEDLLSIRETSVHALAHLRDIAVDLKTIGPAVDRMQARLDALAGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
ERKPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>TDX27070.1 histidyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MAKDKKPRRPRAETPKGFRDYFGIDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPSPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASIAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
NAQAEVVMRFVSAKRRVKDDFTRWSARVEKNSSAKLLIASDATDRRFQHVLGKEFTSWPEYGLWNDAVVEYLNDLVAGSE
TGLEGVAELLEISNQLASQGYGPDRIVLDPSVVRGLGYYTGPVFEAELTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTG
QEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQTMVGELRSAGIRAEVYLGNPKNFGNQLKYADKR
QSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEAARADLVAEVRRLLAQGEG
>TDX27071.1 hypothetical protein EV657_11562 [Rhodovulum visakhapatnamense]
MDRELTALETRLTRLGTEVEGLTRAIDRQAKEIAGFQRLVAGTLARSAARDRADAGSERQPAQVAR
>TDX27072.1 DNA polymerase III alpha subunit [Rhodovulum visakhapatnamense]
MAAPRFIHLRLHTEYSLLEGAVRVKKLPDLCKAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLAYDPAAPG
ERPRAPAPVVLLAQDEAGYGNLMKLNSCLYLGKSGELPQVAPDQLIDHAEGLICLTGGPDGPVGRLIREGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERGHVEMAYAMDLPLVATNDVYFPKSEMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EEYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKDHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQEKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSIAQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVIRNAIDLILGSGRPLHRAADGAELYQPAAGAENDIGHIPLDDPKTYELYATAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKHGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKATEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSLPTFDVQEGRLVYALGALKNVGIEAMKLIVEARDGRPFGSLFEFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVAYSAAIHEQRASAQVSLFGEAGEDLPEPRLAPVTDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTRAEVEEKTKAGPALVQMAGAVAGRQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDSLEPGMNVVIQVEANLENEQLKLLGRSVKPVDAVVADAGATGLKVVVETEAAVEAVAALLDRARAESGPRAR
GPIEFCLIAPDLPGEVRMALNDRYPVNPQIKGALRSLPGVATVEEV
>TDX27073.1 extradiol dioxygenase family protein [Rhodovulum visakhapatnamense]
MYPHALHHVQLAMPEGREEEARAFYGGLLGLEEEQKPEALEARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEPV
>TDX27074.1 xanthine dehydrogenase small subunit [Rhodovulum visakhapatnamense]
MDIAFLLNGERVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDADGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQEALIDHHGSQCGFCTPGFAVSMATAHKTGETDLDSALAGNLCRCTGYAPILRAAEAARHAPVPDWIE
DDASFFLAEIPSGGADPQDRRGADSPPAFRPATADALAAWYDAHPDATLIAGATDVGLWVTKGLRDLGLVAFLSGCEDLK
RIETTETEIRIGAGVTIARLLDLMRAHHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRKGDT
RRALPLEDFFLEYRKQDRAPGEFVEAVTVPRQPDTLRCYKLSKRRDQDISAVLGCFNLTLRDGRIESARIAFGGMAGIPK
RAGEVEAALIGRPFTETTLEAALPAFATDFQPMSDMRASAGYRLQAARNMLMRLWHESRNEPADIAEVAP
>TDX27075.1 xanthine dehydrogenase molybdenum binding subunit apoprotein [Rhodovulum visakhapatnamense]
MSVTHPLPHDAARLHVTGEARYLDDIPAPAGTLHLAFGLSEVAHGRVLTMDLAPVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIADSHLAARKAARRADVTSEDRPAILTIDQALAANSRFEDGPRIWERGDAAAAIAGAAH
RVEGVIEIGGQEHFYLEGQAALALPQEGGDMVIHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGTDGEGRLEGVEFVQYTRCGWAQDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALARDPLEVRRINYYDSAPAGAGGLSAPRRSSGSAPP
EGISAKKKTTTPYGMEVEDFMLHEMTAALAERADYAARRAAVAEWNARHAVLKKGIALTPVKFGISFTLSHLNQAGALVH
VYQDGSVHLNHGGTEMGQGLFQKVAQVAASAFGLPVGAVKITATDTGKVPNTSATAASSGSDMNGMAVKAACDEIRGRIA
AHLAELHQTEPAEVHFADGRVFAGGNEMSFATAAKSAYEGRVSLSATGFYRTPGLSWDRIAGTGRPFFYFAYGAAASEVV
IDTLTGENRILRTDILHDAGASLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPGIFNVAL
WDAPNPAETIYRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERILAAIDRVRA
>TDX27076.1 molybdenum cofactor sulfurylase [Rhodovulum visakhapatnamense]
MSLDRDALARAVAAEGRVVRVVVAEIRGSAPREAGTAMLVWAEGQGGTIGGGALEFEAAAEARRLLRDRCSARVARVALG
PGLGQCCGGAVTLVSEVFDAEAVAALTGEVHARRVEGDGPMPLAVRRALAGVRGGLGAPPVLLKEGWFLEPVAPPARALW
IWGAGHVGRALVGVLAPLPGLAITWVDTAAARFPDVLPDGVVPRAAPDPAALVPEAPTEAHHLILTYSHALDLALCHALL
VRGFASAGLIGSDSKWARFRARLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVDRIAARDIAG
>TDX27077.1 nucleoside ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]
MTALLKVEGLTKAYPGVVANDHVSFEIAEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPPEPSAARRAG
VAMVFQHFSLFDALSVAENIALGMETPPPMRRLAGQIREVSETYGLPLNPDRLVGDLSAGERQRVEIIRCLLQDPRVLIM
DEPTSVLTPQEVDILFATLRKLAAEGTAILYISHKLEEIRALCDRATILRLGRVVESCTPHEKTAAELAEMMVGAKLATP
SRAGSAPGAPVLEVSGLSLPSANPFGTSLRDITFTVRAGEILGIGGVAGNGQDELLDAISGEAPVAPDTVRLHGQAIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLATRGFLKWPAARAFAEKVIDAFDVRTPGPGNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAASIRQSLLDLAEAGTAVVVISQDLDELMEISDRFAALNEGRLSAPRP
AKGLSLEEIGLMMGGAHGMEVAHVAE
>TDX27078.1 nucleoside ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MIRLEKRPSPSRAWTAATPVLAVALTMVAGGVLFAMLGKDPVAAIRIIFWDPLFNEQFASYSRPQLLVKAGPLILIAIGL
SLGFRAGIWNIGAEGQYIIGALAGAGVALAFYPLEAWFVFPLMVIAGGLGGWAWAMIPAILKTRFRTNEILVSLLLVYVA
EQILAAMALGTMRNPEGGGFPGSRNLQQYPAAANTELIANSGMHWGVVAAFVSVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNGLIVFCLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLNPVGILLAGLLMALTYIGGELA
QFMLNLPAAAIQAFQGMLLFFLLGLDVLTNYRLRWGKREIA
>TDX27079.1 nucleoside ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MDLSAIDPVILIASLMVASTPILLAATGELIVEKSGVLNLGVEGMMITGAICGFAASVQTGSPALGFLAAMVGGAALSMI
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQGYAGMKPPPTRPLDLGVLSDLPVIGKIVFSHDAMVYVSLALVALVWAF
LRYTRAGLILRAVGESHEAAHALGYKVVRIRLMAIGFGGAMAGLGGAYLSLIRVPQWTEGMTAGAGWIALALVVFASWRP
WRLLLGAYLFGGITVLQLNLQAAGVAVPAEFLSATPYLVTILVLVLMSADRSRAALHAPADLGKTFHASS
>TDX27080.1 nucleoside-binding protein [Rhodovulum visakhapatnamense]
MKRRTFLATSALALGLAGTAFAQDKVKVGFIYVGPVNDGGWSQHHHESAMVMKEHFGDAIDLVEQESVPEGADTERALTQ
MALSGCDIVFATSFGFMDPTINVAKKFPKVKFEHATGYKRAENVSTYSARFYEGRAVQGLLAGRMTQSNVIGYIGSFPIP
EVIRGIDSAFIHARKVNPDVQFKVVWANTWFDPAKEADAATALINQGADVILQHTDSTAPHAAAEKAGNVYTFGQAADMA
EYAPKPRISSIIDNWAPYYIERVQAVIDGTWESTDTWGGIASGMVKIGEISDAVPAEIRDEALALEESISSGAYHPFTGP
LNKQDGSVWLAEGEVADDGTLAGLNFYVEGLSGEVPK
>TDX27081.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MDTDFIVIGGGIAGVSVGARLAPLGRVTLLETEKALGYHASGRSAALFDECLGAPPIVALNRAGHSYHQTADGGVLSPRG
LMVVGRAEDGAAFEADRRHMDLRALTPDEAQEIVPILDPARVAFAGITDRAWDIDTDRLLQGFARQIRSQGGRIETGRQV
TAIVRVETGWQVTAGGETVEGRILINAAGAWVDDVARMAGLAPLGFTPMRRSMAQLPAPAGQDPRRWPMILGAGERWYCK
PEAGKLLVSPADEDPMAPHDAFADDMVLAEGLARYEEMVTAPVTRVETSWAGLRTFAPDRLLVIGFDPRDPAFFWHAGQG
GVGMQTSPAASELAADILGGRASELRRMLEASFSPARFC
>TDX27082.1 uncharacterized protein DUF938 [Rhodovulum visakhapatnamense]
MPRRLDLPDSASVATPGMGGRLSAPSALRNADAICAVLETLAPPRGRVLELASGTGEHAVRFAARLPGLIWQPTEIDPAR
RASIDAWAAEAALPNLRPAIALDACQPGWGATHAGQDLIFVSNILHLVSAAEAETLIAEAARALAPKGVLAIYGPFLRET
GFASPGDAAFHASLTAQDARIGYKPVATVTGWGVAAGLLPEAQISMPANNLTIIFRQPL
>TDX27083.1 AhpD family alkylhydroperoxidase [Rhodovulum visakhapatnamense]
MDWTAKRDGTKDQLRRLNKAIPEQTKAFGALGKAVKEGGELDFKTKEFIALGIAVTQRCQACIVLHMEALVRVGASREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDQLTEEKAAAAE
>TDX27084.1 EF hand domain-containing protein [Rhodovulum visakhapatnamense]
MRRPIRSALALSGFALALAAGSAGADTQRAPILYEKWDADRSGTINRHELQSQARHIFAAFDTNGDGHLDATEAAAFDRA
RGPLAYFRGEEAYERKVVVKGQKLMRNDLDGNGRIELSEFRMAANEWLAMHDRDGDGRLTLWDVSAR
>TDX27085.1 dimethylglycine dehydrogenase [Rhodovulum visakhapatnamense]
MKTHVKALVVGGGAVGTSIAYHLARAGWDTLLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIKFYKTLEVETGLN
PGFSVVGNLRMAQTQARMDEYRLYATTAETCGVPYEWLSPAQLKERWPLMRCDDLIGAIYHPTDGYINPADVTQAMAKGA
RQLGAVIERKWQVNAYDWTGSEWRVTVTKMAEKGGNLVPTEEQTVITAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPELVAWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDFNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGHYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRAAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WQYAEAEARAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALSVAGTVRTEYTIVRQAEDVYYLV
SAGAWHAYDEDFLLKAAEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKDFHGKAAMEAKGLRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGWSVAFGKSIGMGYVRPELAVPGTRLS
IRMFDALWTAEVVEDSPHDPTNARIRADG
>TDX27086.1 dolichyl-phosphate-mannose-protein mannosyltransferase [Rhodovulum visakhapatnamense]
MTAARAKDARTVTLFLLAIAAYFAAQIGLRLWLGGSFEGDEAEMVVLSRDWHFAYGSQPPLYNWYQTVFFDLFGVNTLGL
VLAKNLLLFGTYATAFLALRPVAGTRPAMAGALALGLIPNLAWWCQRTGSHSIALAFTTVLTVAAFLWLLRRPGTRGFVL
FGLAVGLGGLAKPNFWIVPPALILAGLSMAALRPLLWDRRLWLTAAVALAVAILPYAAMLADPLAAFSDLWEFRTGAGGP
AQAMWPAGLAYLGQSTLLELVPMLLAVGLALGLGGAAARRSLKTPPEAQLLLRAALIGLALTAVGVVATDTGFVRSRWLM
PLFILGLPPLAMTVFGNAPARVWRNFLRAMAGLALLILAAIADTRLRGAGSDSLRVDLLAETLAETLPDRPVLLGPHYYT
GNLLLHLPDWAAFPPFPTRQLAEPEGRVLVVVDRKGVPGILGLLQEQGYPGESLPEPVLTREVQVPYRFDEGTPREIVVT
LFDFGAALR
>TDX27087.1 4-amino-4-deoxy-L-arabinose transferase-like glycosyltransferase [Rhodovulum visakhapatnamense]
MSGTGGRTATAIFLFAISAYFAVQVVLRLTLGGAFETDEAEMLVMTPGFQLGYGPQLPLYNWLQLGLFELLGRSLLALSL
LKNGLLWLTYLLVFLGFRLWLPAGVAALGALSLLFVPDIAWEAQRATTHSNMLISVSAATLAAFLWAMRGGSWAAWVALG
IAVGLGGLSKYNFFLVPVGLLTAALTLAPFRARILTRRALVVPAIAAAILAAPYGWMVQNRDLAFSSVGKLRLETDSARA
VLPDGLAMLPGGMLSLLALPLLVAAVAWAFGRRRAEPDPVGPLPALLLRAGAVVAVLMALGVWLAQAGTVTARWLLPLAF
LAAPGLFLALAPRIGPVARRGIFAAAAVFAVLVCAGLTYDRFKEGARRDVDFTGLPGRLAGIEGAEGVPVIAEFYTAGNL
AAAEPDWRIAPYLPFAAHRFAGGPVLFLMRETVPRDLAAGLAQAGWPPGTEPEVLEEGSFTLPYRRSGAEMPFRFVLART
PALP
>TDX27088.1 glyoxylate reductase [Rhodovulum visakhapatnamense]
MPAQRLSVVVTRRLPEAVETRMKELFDVELNEADVKLTREQLVDAMRRADVLVPCVTDVIDQSMLAQAGDRLKLIANYGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTLALMLAVTRRIPEGLHVMQAGDWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEAEFEATYWDSLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKKDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELPNVVLLPHMGSATIEGRSEMGEKVIINIKTFADGHRPP
DLVVPSML
>TDX27089.1 SH3-like domain-containing protein [Rhodovulum visakhapatnamense]
MRARLRECASLAISFLFLIGVLTSTGPVLAEERGRVTNLPLPRYVSLKAAEGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWVHYSLLSGVRTVIVDQDMLPLLRAPRPESEVLAKAEAGVIARLGECSIDWCRISADGAAGWVPK
AAIWGVDADEIRE
>TDX27090.1 ferrous-iron efflux pump FieF [Rhodovulum visakhapatnamense]
MPKISRLNLSAGVASVATAITLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLEADPEPLSQEGPGIVVMALSIALTAMLVLYQRWVARRTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLVRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALAKACTGVRGFHDLKTRR
SGPRLFVNLHIELDGAQSLNDAHAIGARLKHAILAEFPVADVIIHFDPVR
>TDX27091.1 molybdopterin/thiamine biosynthesis adenylyltransferase [Rhodovulum visakhapatnamense]
MGLVLGIALVLWSLGMILRISRQGRWGMIGGLYAGVLILQIAMPAGHPLRQAIGGTPEGWAALGVLALLVVAYRGVLGAL
KRRVAREVVPMAPQGPLRPVELDRYARHIMLREIGGPGQRKLKEARVLVIGAGGLGSPALLYLGAAGVGTIGIVDPDDVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTIRPYKRRLDEESAAALFPDYDLILDGTDNFETRYLVNRMAARLGK
PLIAGAIAQWEGQISLYDPAHGTPCYQCIFPEAPAPGLAPTCAEAGVVGALPGVVGAMMAVEAIKFVTGAGEGLGGRMLI
YDALYGETRTIALHRREDCPACGAVRL
>TDX27092.1 deoxyuridine 5'-triphosphate nucleotidohydrolase [Rhodovulum visakhapatnamense]
MSPRLQIVWEDWADRSLPLPAYQTPGSAGADIRANLPPEDREAGLTLAPMERRIVATGFRMAFPAGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPYTIRHGDRIAQMIVAPVVQAAFEVVEALDETVRGEGGFGSTGRG
>TDX27093.1 phosphopantothenate-cysteine ligase /phosphopantothenoylcysteine decarboxylase [Rhodovulum visakhapatnamense]
MVSGKRILLIVAGGIAAYKTLDLIRRLRERGAAVTPVMTQAAERFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRS
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDTPVLVAPAMNVRMWTHPATRRNLTALQSDGIRVVGPNEGGMACGEY
GPGRMAEVPEILSAIEAALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALMALGAQVVFVTGPASVPP
PEGVDLVRVETAREMLAAVEAALPADAAVCAAAVADWHVANAADRKMKKDGSGRAPVLDFAENPDILARIARRAEDRPRL
VVGFAAETHDVVAHAEAKRARKGCDWIVANDVSPATGIMGGAENEVTLITASGAETWPRLSKDEVAQRLARRIAEALA
>TDX27094.1 putative iron-regulated protein [Rhodovulum visakhapatnamense]
MRHVARIAALAVALTAHAVGAEEIGPAAFASLPAADVVVLGETHDNPDQHANQAAAVKALAPRALVFEMLTPEQAAKVTP
GLRLDGVALGQALGWEASGWPDFAMYFPIFSAAPEARIYGAALPRDEVRRAVTDGAAAVFGADAATYGLTDPLPEAEGEQ
RINDQREAHCNALPEHLLPGMVEAQRLRDAALARAARQALDDTGGPVAVIAGNGHARTDWGLPAAFARVAEGARLISVGQ
LEGAATGSPPYDYWLVTGAADRGDPCAALTGG
>TDX27095.1 RNA polymerase RpoH-like sigma 32 subunit [Rhodovulum visakhapatnamense]
MAFDGFDANTLSRQAMKAELLDAETELKLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLQDVEMMEGRLSGSDFSLNASQSTDEEGREWIETIEDDSAQAAELVEEGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVLHFLA
>TDX27096.1 hypothetical protein EV657_11587, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX27677.1 transposase, partial [Rhodovulum visakhapatnamense]
MSDEEWAFFERFILAVRAPNGRKPTNHRLVLDGIFWIARTGAPWRDLPGEFGKWSSVYRQFRRWTLAGLWEDIMEALNQS
GAVPSALQMIDSTVIRAHHQAAGAKGGLHDRVSAVLEVALRPKS
>TDX27678.1 hypothetical protein EV657_1142 [Rhodovulum visakhapatnamense]
MGRRWIAVEQMDYIQDLTATRLKKVIEGEQGGISKAVEWQGGGSFVYAELVSCNATFADRIGAADTSEALQTIYADMRAT
GYLRYDVDLSDFDTDDFAALPLEDQKRVLMDCLDANHLYVNFGSLGDEAHADIAEEDHRLTRAFYGVEG
>TDX27679.1 type III restriction enzyme [Rhodovulum visakhapatnamense]
MSQSLNQEFDALEKYGALKADLPADITDNLAGKIVLRPYQVRALQRYLFYIEKYEARPSPTQLLFHMATGSGKTVLMAAL
ILDLYRRGYRNFLFFVNSAQIIEKTKDNFLNPVSAKYLFAPQIRIDDKLVEVRAVDTFDAASGEAINIHFTTIQGLHRRM
TEPRENAVTMEDFRDYKVVMISDEAHHLNAETKKTLTRNEAEEKASWESTVNGIFAQHPQNMLLEFTATVDLEHDAIRAK
YQDKILYDYSLRQFREDGYSKDIELRQADLPPVERMLQAVVLSQYRRKVAEAHGLHCKPVILMKSKTIAASSDNEAAFTE
LVEGLTGERIEALRAASQGDDTLSRAFAFILDERGMTADDFARELQGDFALDKVVNVNNPKDLEQRQIELNTLESRTNEI
RVIFAVDKLNEGWDVLNLFDIVRLYDTRDGRENKVGKTTMAEAQLIGRGARYFPFTAPEKPDAAPEKRKYDSAVDHPLRV
LEELHYHCSHNPKYIQDIRNALRETGMLDDTARTVTLRLKESFKASDFYKSELVWVNERVKNTREGVDGLEAYKVESRFT
YPTLMTGRITESSAFGGGKDQKQSAQGEPVARDFKLAEFAAPILRFALDANEFFHFANLRAYFPQLSGIAEFIASENYLG
SANVSVRGLPDDLDNLTARQKLDIAHFVLHQIEAGIKRESVEFLGSKDFKPYPIKDRFIDKTLKLSKEGETGRSWSESNI
PGLDQIDLSAKEWHVYDDNYGTDQEKHFIKYLNDHAKSLSERYEEFYLLRNEKVVKLYAFDNGQAFEPDFLLFLRRRGDD
KSTIHQLFIEPKGDHLKQVDGWKEAFLNQINAEGRIETVFQGKDYAVYGLPFYNEQGQSNADFRASFDHFLEK
>TDX27680.1 DNA invertase Pin-like site-specific DNA recombinase [Rhodovulum visakhapatnamense]
MLVGYARTSTLDQTAGLEGQERDLRAAGCERLFVEQVSSVDVKERAKLAEALAYVREGDTLVVTKLDRLARSVAHLLDIL
DTLTERGAALRVLDLNLDTGTPTGRLLLTVLGGIAQFEREIMLERQREGIAKAKAAGKYKGRKPTARAKADEVLKLHREG
VGGTEIARRVGIGRASVYRILSEESPANS
>TDX27681.1 hypothetical protein EV657_1145 [Rhodovulum visakhapatnamense]
MAPRYLGTDTTGEAIDEGLKVLLIGAVVGMLAEISGSIAAIAPQDAEEE
>TDX27682.1 ribonucleoside-diphosphate reductase class II [Rhodovulum visakhapatnamense]
MKIERKFTTEETGAYGALEFVSTTSEIRNPDGKVVFRLDEVEVPAGWSQVASDVIAQKYFRKAGVPARRTPVPEEGVPAF
LWRSVPDTDELEALPEDARFGGETSARQVFDRMAGAWTYWGWKGGYFTTEEDARAYYDEMRYMLATQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYKSGKLTKSGSAYEHPQPHACFIQSIKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHEKHLNA
IFDAIRVWDGNADAAFDPGRNDGLKAAIRAAKKAMLPEAYVKRVLDYARQGYSSIEFPTYDTDWDSEAYATVSGQNSNNS
VRVTDAFLKAVREDADWELVRRTDGTVAKTVKARELWSQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLTFWGDGAFQAEDYAHATRLWTLTLEISVMMAQFPSKEIARLSYDFRTLGLGYANIGGLLMTMGLG
YDSDEGRALCGALTAVLTGIAYATSAEIAGELGAFPGHKRNAASMLRVIRNHRNAAWGKAKGYDGLAVPPVPLDHANCPD
ERLVEMAMSAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGPAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNQWTLGEEFCTRVLGIPAAKMA
DPGFDLLRHLGFSRADIEAANDHVCGTMTLEGAPHLKPEHYRVFDCANPCGKKGKRFLSVDSHIKMMAAAQSFISGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLASALVEDDEEAEEILATGTPAEKAQVIAEKIVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGIVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPTGAAFEELGSGHEEGKANVAPVSDSAASKSLEV
LKQISSTGYLRKRLPQELVVLQGGMGAVAFASSIDTAVALPAAGPASGAATALATGTVPMDARVKAKMQGYEGDPCGECG
NYTLVRNGTCMKCNTCGATSGCS
>TDX27683.1 hypothetical protein EV657_1148 [Rhodovulum visakhapatnamense]
MGKRARSGRGLRKIAVRAAAAGLLVWAVAGAARAADCAETRVDLRGDWGTARFTVEIADDEAERALGLMNRTHLAGSAGM
LFVYPDPQPVAFWMENTLIPLDMIFLDGAGRVKKVHADAVPLDRRPIDGGPGILAVLEINGGLAGRLGIAPGTELRHPAF
GPDAAWPCD
>TDX27684.1 putative cold-shock DNA-binding protein [Rhodovulum visakhapatnamense]
MDKDSDTALRVEGRVKWFDPSKGFGFVVSDEGGPDILLHANVLRNFGQNSVSDGAGIVLVVNRTARGLQATEVLKIEPPV
AAGAPALEDAMHLTAEQVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPDGAFAR
>TDX27685.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum visakhapatnamense]
MSDRDGLFVGDDPFAIARAWLAEAEKTEPNDPNAIALATVDAQGLPNARMVLLKEIEDDAFLFYTNYDSVKAGEIALTNK
AAFVLHWKSLRRQIRVRGVTEKEEGEKADAYYASRALQSRLGAWASQQSRPLASRRELMAEVALVTARRGVSPQRPPFWG
GFRLRPLEIEFWADGAFRLHDRFRWCRDTLDAEWKIARLYP
>TDX27686.1 enoyl-[acyl-carrier-protein] reductase [NADH] [Rhodovulum visakhapatnamense]
MSTKLMEGKRGLIMGLANDKSIAWGIARQCADAGAELAFSYQGEALKKRVMPLAESLGSDMVLECDVASEESLDALFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARLMTEGGSALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQDEVGKSALYLLSDLGSA
VTGEVHHVDAGYHSVGMKAVDAPDIDAVTGRKDG
>TDX27687.1 xanthine phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MAPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGAWRAVVGITRGGMAPAMIVSRELDIRLVDTISVKSYNHQSQS
APVIIKMPDRDLVGDGTGVLIVDDLVDTGRTLEVVRATMPKAHVATVYAKPMGRPQVDTYITEVSQDTWIFFPWDMALQY
VKPYRAGE
>TDX27688.1 aspartate/methionine/tyrosine aminotransferase [Rhodovulum visakhapatnamense]
MPARQPPRGGTAATFAPPIMEARRWLDGIEFPPDRPLLDVSQAAPMDPPPAALRQAIAEAALNDPGAHLYGPVLGLPELR
AEIADQWSSAYGGAIRPEQVAITQGCNQAFCAAVSAIAAAGDEVILPTPWYFNHKMWLDMAGVRAVPLSTGANLLPEVQR
TAALITPRTRAIVLVTPNNPTGLEYPAGLVAEVLALCRNHGIALILDETYRDFDGRDGAPHRLFADPDWGDTLIQLYSFS
KAYRLTGHRVGALVAAEPIVAEVGKFLDTVAICANQLGQRAALWGLCNLAAWKADERAEILARRTAVETGFAALPGWDLM
GAGAFFAWVRHPFAIDSTTLARRLVAEAGVLLLPGSMFLPEADPGSRDQLRIAFANIGRPGLRTLFERLAAFRP
>TDX27689.1 peptidyl-prolyl cis-trans isomerase D [Rhodovulum visakhapatnamense]
MSKSKGKQFSKTLVWLMLIFVVLGLGGFGVSNFGGRVEAIGSVGDTKISTDTYARALQRELRARAAATGGQTMSIAEAQS
TGLVDAIRAQVISNAALDNEMARIGVSVGDDQVAREVMRIDAFKGPDGSFDREAYRYTLSQNGLTEAQFETSLRDEAARS
LLQTAVVAGLNPPKTYVDTLYTFIAERRSVSLIHLTAEDLDAPVPDPTGDDLTAQYEATPAAYTAPMTRKITYAWLTPEM
MADRIEPDEELLHQLYQEHIDEFVQPEKRLVERLVFADMTEAQAAWDKIASGEESFDDAVAARGLSIDDIDLGDVSEVQI
GGAAGQAVFALTEPGLAGPVMSDLGPAIFRVNAILAKQEIPFEEARETLAPEAVHDRAVRMIADKMSDFDDLLAAGATLE
DLARETDMELGEIDYTANSDQGIAAYQDFREAANAAVEGDFPEVKELDDGGIFALRLDGETPPTLRPLDAVRDQVAEDWR
AAETARELAAKAEALKARVENGEDMAALGPEVTSESALSRGGLMPQPLSDALFALGAEGDTAVVPSGDEVWLIRLDAILP
PDGNDPGAEALRQSIASQASQGIAQDLYSSFAQAVINAAGLSLDQAAINAVHAQFR
>TDX27690.1 anthranilate synthase component I [Rhodovulum visakhapatnamense]
MSKIIPEFAAFEAGYEAGRAQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRRILAESAIDMPEDLPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPAEDRALEADLLCDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVLKDEKLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>TDX27691.1 autotransporter secretion inner membrane protein TamB [Rhodovulum visakhapatnamense]
MRAFLGFLLLLLTALPLAAQEDDRGVLVRFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEIKVEELSADEILLPRLPKGEGASVEQSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEAEMALDGALSL
AGGAGEADITATRSDADGAFALKAAYANDSQTLSLDLSLTEGAGGIVSSLAGLPGAPPLALTVEGDGPLSDFAADLALAT
EGEPRVAGRLTIAAPEDAPEARAFAATLAGDLGPLVAERLRPFFGDSSELAVEGTRGADRRLDISRLEVATGALQLGGTL
ALAPTGLPEKVDLSGRLSGPVVLPVSGLDTTVEGVSLEAKFDAATGEAWQADIALDGLTSGPLKLGHADLTGTGTIRPEA
PALDADIAFRATGLSHADPALARALGATAEGRARLFWQAGTPFSLSDLAIAAGDARLTAKGTLGAAADGLPFDGEIGAAL
DDLSRFAALAGRALGGAARADLTGRYRLLDGIFDLTLAAETTDLKTGTPRLDPLLAGKGQVQVAAARGPEGTALKALQVE
TPGIRLEGKGDLSTASGGLTLTGQVPDLALVDPKLTGAGTLDTAFGWESGGRLRLDRFEARAAGAEIAAQGALTPGDPAL
PAEGKVTLNAPKLSVFSGLAGRRLSGSVDATLTGQGAVKGDFEAALSAEAQGLAIGLAQIDRVIGGKTTIEAEGARKGGA
ISVGRVDIATPRLTVKAEDSAGDGTLDLAARLSDLALLVEGFPGPVALKGTARPDGANWRLKLDATGPSGTTAAVAGTLA
RDASSADLSLNGRAPLSLANPFIEPRSLDGVAAYDLTLKGPPGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLGGRLGGGQVSVAGPIALSGAFPAELAIRLTQARLQDPALYETSVDGTVTVTGPLTGGARIAGRLDLGRTEITVPS
TGLGGGGELPDLVHRGAPAAVQATRVRAGLVETDSGGGGGRPYPLDLTVSAPSQVFVRGRGLDAELGGRLVLGGTTADVA
ATGQFQLIRGRLDILAQRFTLDEGQVTLSGPFDPQLHFVAATQSGDVTARILVDGRASSPDISFQSDPDLPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGRGGQGILGTLRSATGLDDLDVNSTEEGGTELSAGKYLSDNVYSQVIVNPDGESEI
NLNLDVSPYVTVKGHVGAEGDTGIGIFYERDY
>TDX27692.1 autotransporter secretion outer membrane protein TamA [Rhodovulum visakhapatnamense]
MIDSRCIPSFAVLTAILLSVAPRPAAATQAVLSAPGAPDAVRQALENSALSLQAASEPDASAQDIFAAARADYARLVGVL
YARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVATGRPFAFSEAQIDPLAPGTDLPEGFAPGRPAEAGTIRAAAE
AGVDGWRTAGHARARVAGQSLIANHPGATLAARVRLDPGPAVRFGDLVIASGSRVREERLRAIAGLPMGEPFDPEALDRS
AERLRRTGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRLGFGIELSSLEGATVSGYWMHRNLLGGAERLRFDFEIAGI
GGQEGGGEDLSLSARFDRPAVIYADTGLYLLGAVEDLDEPDYTETNARVGGGLTRIFTPHLSGEAGVLLRYSDVSDDLGD
RQLTHLTFPVSLTWDRRDDALDAHDGFYLDGSVTPLLAVGGAAESGALIKADARIYQPLGSRVVLAGRAQIGSVVGASSD
GVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFVGLSGEARIGVTRAIQMVAFYDAGFVGPDSWVSDGDWHSGA
GLGLRYDTGIGPIRFDIAAPVDGDTGDGVQFYIGIGQAF
>TDX27693.1 BCD family chlorophyll transporter-like MFS transporter [Rhodovulum visakhapatnamense]
MNRLSKMAVNRIATVGPRFLPFADAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLL
FAPFRALIGFKSDTHRSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAISFLLVGAGVHTV
QTVGLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRTR
ARPRPESEPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTASVAGGTLVGFAWA
SRVLSRGYDPMAMAGWGALVGLPAFAAITFSATLQSEPIFVLGTMLAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGA
VQATSAGAGIALGGVFRDAVLHSPIGDMFGAATPYFFVYAIELALLVATIVVGYRLMLSRAFGIENAPD
>TDX27694.1 light-harvesting protein B-800-850 alpha chain [Rhodovulum visakhapatnamense]
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYAGSFEAASLVTNATTLLS
>TDX27695.1 light-harvesting protein B-800-850 beta chain [Rhodovulum visakhapatnamense]
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>TDX27696.1 hypothetical protein EV657_11421 [Rhodovulum visakhapatnamense]
MKYFWDDWMPKLSSKQRLLTDVETDGESTTTPFSDALGFKCLSEDNTSKTELMTNNPTPLSRQMNWPLLGGMGEGHVELK
TADPTPLSSRMGWPLLSKRAHYAVAEK
>TDX27697.1 hypothetical protein EV657_11422 [Rhodovulum visakhapatnamense]
MANPTSSHPRPVSPKGDSARPLPEPTKGAVFKDWASI
>TDX27698.1 nucleoside diphosphate kinase [Rhodovulum visakhapatnamense]
MAIQRTFSIIKPDATRRNLTGAINAKLEAAGLRIVAQKRIHLTKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDGADTAKEEIAYFFSGLELVG
>TDX27699.1 AGCS family alanine or glycine:cation symporter [Rhodovulum visakhapatnamense]
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGLQFRHFPEFIRVVVSSSESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWMVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLNAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGALTGVVIFGGIRSIASVAERVVPIMAGIYLLVAAYVLVVHATEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGVKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAFGPPFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLVALILLSGTVIRLTKDYFEQRKIRAEPYFRLSKHPEIDPKGIDRTIWNEDVAAERG
A
>TDX27700.1 ATP-binding cassette subfamily F protein 3 [Rhodovulum visakhapatnamense]
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAIAFPRHARIGGVAQEVPSSETSL
LDTVLAADTERASLMAEAETATDPHRIAEIQTRLADIDAWSAEARAASILRGLGFTEAQQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLESYLARYPHTVILISHDRGLLNRAVGHILHLENRKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMTPIAAPEDLARVVFTFPQPDELSPPIVALEGAAVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDKLSGRMTTANRLRIGYFAQHQVDELHLDETPLDHLRRERP
DEAPAKLRARLAGFGLGADQAETEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVQGGRVTPYEDDLDAYRRMLLGTDLPEKVAGTDRPARPEAPKRASRDEILTLRAEVRKCEQRVE
KLDEMRSRLQEKLADPELYDPARTDERILWQKKFAEAEEAMERAEALWMAALEKLESAET
>TDX27701.1 multiple antibiotic resistance protein [Rhodovulum visakhapatnamense]
MDLGFHVSAFITLFVIVDPIGLAPVFVALTQGMGTRQRRAIGLRAAAIAVGLLTLFGIFGEKVLAFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAMATMILLNGQIDRAPLDMLLIHLSMIAVIGICVALF
LAASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPA
>TDX27702.1 aspartyl protease family protein [Rhodovulum visakhapatnamense]
MTGDDFGRLIYLVLLATVIAGYFLLSHRRRLGQVAQQAAIWGLIFIGVIAGFGLWSDIRNDVAPRQTVFAEENRIEVPRA
PDGHYYMTLRINDVPIRFVVDTGATDVVLTRDDAERVGIDPRSLQFFGEAHTANGAVRTAPVRLDVVELGPVTDRNLRAF
VNSGEMRESLLGMAYLNRFERIEVVRDRMILTR
>TDX27703.1 uncharacterized protein (TIGR00369 family) [Rhodovulum visakhapatnamense]
MTDPTQGPGPDSDRIAEIAANQPPFARLLGLTVVSAAPDRVLAELLVTDDLTNRNGTLHGGAIMAVADNLGGTATFLNLD
LEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>TDX27704.1 shikimate dehydrogenase [Rhodovulum visakhapatnamense]
MTSGISGDGVPILLGLIGRGIARSRSPAMHMAEARAQGLTLLYRVLDMDAPPRRGLDLAGMLAAAEAAGFDGLNVTHPFK
TEVTGLLDEVSKDARAVGAVNTVLLRDGQRIGHNTDLWGFAESLRRGLADAPRGHVLLIGAGGAGGAVGHALARSGVARL
SIHDSQPDRAEALADRLSDPGGGCAVRAIADPAALIRDDRPDGIVNATPMGMAGHPGMAVAPDLLCPEIWVADIVYVPLE
TPLLAAARRAGCRVLPGAGMALFQAVRAFELFTGRPADPARMRAAFERFDAGRARS
>TDX27705.1 DNA polymerase III chi subunit [Rhodovulum visakhapatnamense]
MGQALFYHLTRGPLEDTLPVLLDKALKHGMRVVVRGTDRDRLAWLDDRLWLGDGFLPHGMAGTGFDADQPVLLTAEAALP
NGARCLMAVDGAEVTPDETRALDRVCILFDGTDPAAVERARGQWRLISGAGLAAQYWSEDSGRWQKKAESGG
>TDX27706.1 putative glyoxalase superfamily protein PhnB [Rhodovulum visakhapatnamense]
MIIPATRYRDPEAALLFLVGVLGLEEQAVYRDDEGNLIHAELRLGEGLMMFGPAGRGGLDPHLADPGEIGGRETTTIYAV
VPDATDLHGRAVEAGARIVMPLAEQSHGGTSFSVADPEGHIWTFGTYNPLARR
>TDX27707.1 leucyl aminopeptidase [Rhodovulum visakhapatnamense]
MSTPVAIAFAETDLEAVAGAAGRIAVLVDAEGKLDPGARRVNRLTKGALARFTDSEAFAGMKPAEIVTLAWPAGLAAEAV
DVVRLDRKASQADARRAGAELAKRQGKADVLLLAGSHPRAADIAFGFALRAYSFDAHRTAEPVVPGAVKVMVAKPEETAA
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEIIEEDELKALGLRALLAVGQGSESPSKVVVMRWN
GGGADQAPLALVGKGVVFDTGGISIKPAQGMEEMTMDMGGAAVVAGVMRTLALRKAKANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYTQDRFKPAGVIDLATLTGAIIVALGTANAGVYSNDDGFCADFLKAAAAEGE
GAWRMPLGESYDKLIKSRLADIKNSAGRPAGSITAAQFLQRFVAAGTPWIHLDIAGVAMVQEETALAPKGATGWGVLALD
RLVADRFEN
>TDX27708.1 lipopolysaccharide export system permease protein [Rhodovulum visakhapatnamense]
MDLPGIFVPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFNEIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAAT
VYVVNRLTNESEMVVMQALGCSPWRLARPVALFGLLVAVPICIMTHFLVPASRAQLDLRQAEISRDFTARFLSAGQFLHP
ASGITVFIREIARSGELKQIYLSDATDPATRVTYTANRAFLVQSEDGPKLVMVDGMAQWLREEDRRLSTATFDDFAYDIS
GLIGSARIRRPSLDEMSTRDLLFPSPELIEAAGKPRALFLYEGHARTAQALLAVAGALIGYGALMAGGFSRFGLGRQIGL
AIALLIAVNFLSNLAAGVAQSDAALWPVTYAPPLIGIALGLGLIWLSAMRRRRPRPARERAA
>TDX27709.1 lipopolysaccharide export system permease protein [Rhodovulum visakhapatnamense]
MTLHFYIARKFTLYLLAILGIFGAIMVLIDMVEELRDFDTGTLGIGGALHLSLLKVPGDLYTILPLIAVMATVALFLALA
RSSELVVARASGRSALRSLTAPVVVALVYGVIAVAIFNPIIAATSRQYDSVSSRHKGREASVLSVSSEGLWLRQGSLSGQ
TVIRAARADAQATRFYDVTFLSLDAKGAPVWRIEAAEARLRPQGWDIRDAKRWGFGPEIDNPEARAAVSPQLVLPSDLTL
ENIRDSFARPAAVAIWDLPAFIAGLDRAGFSALPQRVWFQMELAMPLVMAAMVLLGAAFTMRHVRFGRTGMMAMLALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPLAGILLSLGLLLHLEDG
>TDX27710.1 LPS-assembly protein [Rhodovulum visakhapatnamense]
MRALLAFALTTALTTGAATLPGRLFAEETARPAATLVADRISVGDLRELVAEGNVEVFYGKTRLEAARIVYDRDGETLAI
EGPITLTSGPDTVFLADSAELSADMTEGILRSARMVLDQQLQIAAADIQRVAGRYNRLGETVASTCKVCVNGEVPLWQIR
ASRIIHDEQEGQIYFDHARLEVAGVPVFYLPHLRVPDPSRKRATGFLTPSTRITDQLGTGIKIPYFIELGPSQDLTLTPY
LSGSQTRTLELRYRRAFTRGEIELNGAISRDDILEGETRHYLFAEGRFDLPRDLKLDFDIETVSDRAYLLDYGYSEQDRL
ESSVEISRARRDELIRAEIGYLESLRDSESNATIPSIVGEAEYVRRFEPAMLGGLARLEFSADMLHRRSTEETDGPDFDA
YGDGMDLGRVTIGADWRRDWTLRNGMVLATLGAVTLDHYEIGDDDTYGGSQNRLTPGAAVELRWPMVKSAADGSSQILEP
VVQLAWSRDDDSDIPNEDGVLVEFDEGNLFSMSRFSGDDARETGLRANFGLGWTRYAPSGWALGLTVGRIWRFEDDDQFA
SGSGLEGDMSDWLTAIKLDFGTAVSLTNRAVFDDSFDFTKNDLRIDWEKDGIDIGSSLLWVEANPSEERLDDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGLGLEYSNECVSVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MR
>TDX27711.1 periplasmic chaperone for outer membrane proteins SurA [Rhodovulum visakhapatnamense]
MIGRVGLAAAAVAILVLSGADGSMAQQGGPFAPRLFVNDKAITNYEMDQRIQFLRLLGNPPDIEKVALDGLIDDRLRLDE
AERLGITVSDEQLKEGMEEFAARGDLDVDQFVVLIGQAGVSEESFRDFVKSGLAWREVVRAKYGPRTQVTDAEIDRAVQS
AAGGGPAATAGTQVLLSEIVLRADTPDYRRDALALARQLTGSIDSADAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPSV
AGQVLALGPGKVSEPIEMDNAIVLFQLRSIREDRAEGPKTAAVDYAKFIIPGGTLAQAMKVRMRADTCDDLYGVARGLPP
ERLVRETRQVADLPPDVAQELAKLDDNEVSYALGNARAAVVLMLCGRTPDLGEDGAIDREAVRRQLFGQRLAGYADSYLA
ELKADAIIREP
>TDX27712.1 4-hydroxythreonine-4-phosphate dehydrogenase [Rhodovulum visakhapatnamense]
MTGLPIALSCGEPAGIGPEIAARAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAGVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEFLAHLAGVDRVVMMLAAPALKVVPVTIH
IPLAEVPQALTAELLENSLRVTEAALIRDFGIDSPRLAVAGLNPHAGEGGAMGGEELALIGPVLDRLRAEGMRIAGPLSA
DTMFHPQARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGSGQADPSSLIAALKLAREMAL
ARAAGRR
>TDX27713.1 dimethyladenosine transferase [Rhodovulum visakhapatnamense]
MSTIDGLPPLREVIAAHGLSAKKALGQNFLLDLNLTAKIARVAGDLAGADVLEVGPGPGGLTRGLLAEGARRVLAVEKDT
RCLAALAEIAAAYPGRLEVVNGDALALDPLAHLTPPVKIVANLPYNVGTELLVRWLTPATWPPVWSSLTLMFQKEVAERI
VAEPGSKAYGRLAILAQWRTDVRIALKLPPEAFTPPPKVASAVVHLTALPAPRFEADPAVLERVVAAAFGQRRKMLRASL
KGLAPGIEDLLHSVGIAPTDRAEQLPLEAFCALARAVAGARG
>TDX27714.1 uncharacterized protein DUF4167 [Rhodovulum visakhapatnamense]
MRPSKSRSRSKSNRSRSIGNIVNRVFDSSGPEGKVRGTPQQIIDKYNQLARDAHLGNDRVAAENFQQHAEHYARLLGEAQ
REQDARREQQDAQQPRPRDRDDMQEASQGNDEPEEFAPAPKVASDSGTDVIDIVGDDDGQESTLVETPEEKPAPKPRRPR
KPRAVKPRGDEAGGAAERGESAQGDSGQGDSGQGDDQPDAPKSGTGKRRGGTAANDGQSSANPQREAPAAE
>TDX27715.1 [protein release factor]-glutamine N5-methyltransferase [Rhodovulum visakhapatnamense]
MTAPTGSVLLAGAVARLRAAGIPDPQRDARRLLAHALEIAPGRLTLVLPEPVSPAAEARLAAALDRRAAREPVSHIVGLR
GFWGRDFRVSRDVLDPRPETETLIEAALSAPFSNVLDLGTGSGCILLTLLLDRPGTAGTGTDISAPALAVARENADRLGC
DGARFVLSDWDAAVEGRFDLVVSNPPYIAEAEMPGLAPDLAFEPRGALTDGGDGLSAYRAIARAAPARLTPGGRLLVEIG
PTQARAVSAIFAGAGLETVAIRPDLDDRDRVVEARVAAPGT
>TDX27716.1 peptide chain release factor 1 (bRF-1) [Rhodovulum visakhapatnamense]
MVPLDKLEQISRRFGYLEARLAEGASGDFAQVGREYAELKPVVAEIEAYRGLLSDIDTAEAMLKDPEMRALAEEELPDLR
ARLPEMEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETKGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAGDIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGLVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAAARKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LDQVLAGDLDEVIDALIADDQATMLAEMEG
>TDX27717.1 uncharacterized protein (DUF1499 family) [Rhodovulum visakhapatnamense]
MKILPLVLLVLGLAAAGGAVWFRTVPDDPETWHVDPLTAAKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAVALAQ
PRTSRLAGAPGAFFMTYVQRSALWGFPDYISVRILPVEGGATWAAFSRSRYGHSDLGVNAKRLADWQAALEARLAPPAS
>TDX27718.1 agmatinase [Rhodovulum visakhapatnamense]
MALEDAKSEVDGAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAITGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDVPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILKAGAACIALGGDHSVSLALLRAHAAKHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDTMGITVLDAPFVHEHGPAATAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAASILRGLRGIDMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>TDX27719.1 ATP diphosphatase [Rhodovulum visakhapatnamense]
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPRTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGAEAGLFDFHSVADRVSDKMVARHPHVFGSEDRDKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVLDKIVEEAQELAEARDRLTEAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKARAGR
>TDX27720.1 iron(III) transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTLRIALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGMVERLQAEGSRSPADIILTVDV
ARLAEAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEDLADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDISLGNTYYMGQMLNDPEQEAWAQSVNVLFP
VFEHGGTHVNISGIAMTKAAPNREDALRFMEYLTSDHAQEIYAEVNYEYPVVPGTGPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>TDX27721.1 purine nucleosidase [Rhodovulum visakhapatnamense]
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGITAVAGNVPLALTQKNARMVCELAGRPDIRVFAGCDRPLAGALVTAE
HVHGKTGLDGPALPDPTMPLQDAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPKIREIVLMGGAYFEVG
NITPTAEFNIFVDPEAASIVFASGVPLTVMPLDVTHKALVTKPRNDAFRALGTAAGEAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPGLFRGRHVNVEIETEGRFTRGMTVADWWGVSGRTPNATFMGDIDADGFFGLLTERLARLK
>TDX27722.1 hypothetical protein EV657_11447 [Rhodovulum visakhapatnamense]
MKEFQNNKNMAGETPRIQLKIEIDPAEVANPLQNLNLTQHKS
>TDX27723.1 putative secreted protein [Rhodovulum visakhapatnamense]
MKTLLATTAIGAMMTVGAQAATMSGSTGGTFTAVVDGYNVDGSGPTAVWPLDNDWSECSLFFGCSTQTTGKSTLTIEDYG
FNSNVTTPGAVTVGQISWHNAASQAQGDGSLWGGNQYPGTDPKFTLNADMSIDYAQPTDLPATSQSLSFSVRNTDNPTGD
KISSLIFNNLNYGSVLPLDLGEGLTVTGYSFELVDGTYSTFNAATGKWTLQEDRSATLRIVANVDVAPVPLPAAGLMLLG
GLGGLAAVGRRKKQS
>TDX27724.1 uncharacterized protein YdiU (UPF0061 family) [Rhodovulum visakhapatnamense]
MTLSIRFDNSYARLPDRFFSRQAPEPVRAPRLLALNRPLAEALGLDPEALAAPEGVETLAGNRLPEGAEPLAQAYAGHQF
GGFVPQLGDGRAILLGEVVAPDGTRHDLQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVATGED
VIRETRQPGAVLTRVAASHVRVGTFQYFAVRKDTDALEALARHVMARHYPETETVLDMLGAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFLDGYHPDTVFSSIDQFGRYAYGRQADIAVWNLAQLATSLLPLIDPDRERAIEAATAAL
HGFPDLFKAAWLDVFRPKIGLGTAEDGDAELIHGLLDLMAAERADFTNTFRDLAEGLSPGRLRDRAGIEAWTGRWQARLD
REGTAASAAQTRMRAANPAYIPRNHRIEAAIAAARAGDLAPFERLHRVLAHPFDPQDEARAFRAPPAPGEEVRQTFCGT
>TDX27725.1 sodium/proton antiporter (CPA1 family) [Rhodovulum visakhapatnamense]
MPPLQLASLLIVLAALFGTINYFVLRLPQAIGILLVALIVSLAAMALDALVPGLGIGTGLRDLVLGIDFSDALLEGMLGL
LLFAGALHVKVEDLRAQALSVFVMATIGVALSVAVVGVGFSWLTGMPLLVALVFGAVVSPTDPVAVLGVLRAAKLSRSLE
TTIAGESLFNDGVAYVVFLILIGLAFPAAHATHGAAGDGNAVVAAAMLFLREAVGGALLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSDETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFDL
DGIETLVAAVALSLAARLVSVAVPVLLIGRRQGFERGTIPIMTWGGLKGGISVALALSLPESEWKPLILTATYVIVVFSI
LVQGLSVGALARRFSREPKLV
>TDX27726.1 hypothetical protein EV657_11451 [Rhodovulum visakhapatnamense]
MPPVPPHPLAAFDIGPDGTARPIAEAWPAAAPGPGAAWRWLHFALADPALADWTEAHLPAVAAEAILQTETRPRCTPLEG
GLIVNLRGVNLNAGAEP
>TDX27727.1 zinc transporter [Rhodovulum visakhapatnamense]
MVSLRIWVAPGLVVSVRRSKVFALDDLRRAAAAGTAPTSPGAFLAEIAEGLTDRFEAVSVQLEDLTDELEEAILEREDED
RAVDLAPLRRKAIRLRRHAGPQREALGRLSEGQSALIDAEARILLGESANRAARTVEELDAVAARLVALHDHLEGLRGTV
MARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTANPWAFALLSAANVVLALGLLALFRLLRWL
>TDX27728.1 drug/metabolite transporter (DMT)-like permease [Rhodovulum visakhapatnamense]
MDNMRGIMLMIAAMAAFAVEDMFVKKVAATLPIGQILTLLGLGGGIVFALMALRRGQRLWSRALLSRPVLLRNFGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGRRRWTAISVGFLGVLLVVRPGLDGFEPASIFAVIAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPVGLVMMGLGQAPVAIDRADAISLFGALVMGVAGYYAIVEGMRVGDVAVVTPFR
YTRLIFALVIAMLAFGERPDALTLVGAAVIITSGLYTLWRERTLSLRRAGR
>TDX27729.1 enolase [Rhodovulum visakhapatnamense]
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKSRYMGKGVLDAVAAVNGEIAEALV
GFDATEQVAIDATMIELDGTENKGRLGANAILGVSLAAAKAAADYTAQPLYRYVGGTSARLLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAETIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYKPGEDIYLA
LDCASTEYFENGKYEMKGEGLSLTAAENVDYLSKLCADYPIISIEDGCAEDDWDGWKLLTDALGGKVQLVGDDLFVTNPK
RLADGIKAGVANSMLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>TDX27730.1 hypothetical protein EV657_11455 [Rhodovulum visakhapatnamense]
MTEDTDAPERRENLSNDDIVSRILGFTLFCMGLSRTPADQVARGRGWLDDLGQPTDDGKALIEALMSRDSAYGVYKLVY
>TDX27731.1 hypothetical protein EV657_11456 [Rhodovulum visakhapatnamense]
MTADEIIATLRLAPHPEGGWYRQTWVAEAAPGTRPPGTAIYYLLAEGQRSHWHRVDADEIWLYHAGDPLELTVSATDAGP
AAPMILGADLAQGARPQGLVPAGHWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPGFDIPRA
>TDX27732.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum visakhapatnamense]
MIDSGTVRVLGTMSGTSLDGVDAALIETDGKTVFGFGPSAYRPYSPEERAVLAAALGGWPGDPGVAAAAAVVEAAHAEVM
ARIPGADLAGVHGQTLAHDPGGRGTHQAGDGAALARALGLPVVWDFRSADVAAGGQGAPLAPFYHFACARRAGLAAPVAF
LNLGGVGNLTWVDPGRARPEDEGALLAFDTGPANAPIDDLMQTRLGQSCDRDGALAAGGRVDEAVLAWLLEQPYFRAPPP
KSLDRNAFSGLLDRVAGLNDADAAATLAAVVAASVAAGIALCPVRPARLLVTGGGRRNPVLMRMISARTGLSVEPVEALG
LDGDMLEAQAFAYLAVRVARGLPTCCPGTTGVDRPVSGGRISMP
>TDX27733.1 tyrosyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALIAGVVPAYIGFDATAKSLHVGGLIQIMMLRWLQKTGHKPLVLMGGGTT
KVGDPSFRADERPLLTPDQIEANIAGIRQVFAKYVSFGDGPTDALMLNNAEWLDGLNYLDFLRDVGRHFSVNRMLSFESV
KSRLDREQSLSFLEFNYMILQAYDFMELNRRYGCGLQMGGSDQWGNIVNGIDLTRRIIDREVYGLTSPLLTTSDGKKMGK
SQSGAVWLNADMLSPYEFWQFWRNTTDADVGRFLKLYTELPLGECERLGALEGNAINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGVGEDLPTVALSADELAGGISVVQLITRAGLAKSGKEAKRLIAEGGARLNDEPLSDAGLMVDAAMLAEP
IKLSAGRKRHALVRLGD
>TDX27734.1 putative secreted protein [Rhodovulum visakhapatnamense]
MKRILLLTTMGVLAGPGLALADCAPDNPGAGDVVFCTGADTDGFSDGSDDLTVYVQDGASVAPAAADTDAVKIKGDGNTL
LNSGTIEGSDDAVVAGDDLTLNNDGTIRAADDGVDTEGHDGLSLTNTGLIETPGKAVKAGPDDDDEGGNGLTLVNTAGAV
IRSTGNEGIETGNGADITNKGTIEGFDDAIQVGENATIVNSGLIANIQTPGDSDDPQDAIDIDSGYIRNEATGVIRSTVD
AAIDFDPGTGTGVIDNFGLISGTVAVETDEAVTQDIAVYNAGTLMSTRDGAADPTGLALQLRAGNDVFVSFEGSSVVGGA
EFGAGDDAFDLIGGFSDIFGGAGALFDGGEGQDQFSALDYTFDMLSATLTGSILGLSFENGADSFSVALTGFEIFNFADA
TYGYDDIAAIAQPAPVPLPAGGVLILSALAGFGLLRRRG
>TDX27735.1 peptidylprolyl isomerase [Rhodovulum visakhapatnamense]
MRNLLVALLCTLAGPALATGLDIQVAGEGANGTVHVELLDDVAPGHVQRIAELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKLGMDMRRAGTGGSTRPDLKAEFSDVPFDRGTVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTKGMDVVDAIK
RGSGRNGEVTGQPDRMVKVSVTD
>TDX27736.1 peptidylprolyl isomerase [Rhodovulum visakhapatnamense]
MTEIKDPENTIIMELKGGRVVIALLPEVAPKHVERMKALARAGDYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPGRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSSNPNSANSQFFINFADNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPANPDRMI
SVKVAADA
>TDX27737.1 phosphoglycerate kinase [Rhodovulum visakhapatnamense]
MPWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGKVVPEMSLKITLPAL
EEAFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPSCAGRLMEAELTALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGKVDFLVIGGGMANTFLAAQGINVGKSLCEH
DMAGTARDIKDKADAAGCRIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPKSVELIEEVFAKCKTLIWNGPLG
AFEIDPFDAATNAAAAKAAELTEAGLLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALQD
>TDX27738.1 septum formation initiator [Rhodovulum visakhapatnamense]
MTAARLRPAWGALVYIGISFSLAMYFTFAAVQGDYGLFRRIQIEADAAALEAQKAALEAELEAVSNKTRRLSDGYLDLDL
LDERARSVLGLIRADEIVVR
>TDX27739.1 pyruvate dehydrogenase E1 component alpha subunit [Rhodovulum visakhapatnamense]
MATRKPPAKPNTSKEELLTFYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGREGGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKGNGRVTFAYFGDGAANQG
QVAETYNMAQLWSLPVIFVIENNQYAMGTSVKRSTMSPDFWERGASYGIAGEAVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEIMTYRYRGHSMSDPAKYRSREEVQKIREERDAIEHVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPAL
DELYTDIYADTAPQNA
>TDX27740.1 pyruvate dehydrogenase E1 component beta subunit [Rhodovulum visakhapatnamense]
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDILAEIETDKATMEFEAVDEGLIGKILIEAGTEGVKVNTPIAVLVEE
GEDADAAVKAAQEAAPAADADGKAASGGGSAPSAPAEPKRARPVAEPEIPEGTKMKSTTVREALRDAMAEEMRRDGDVFL
MGEEVAEYQGAYKISQGLLDEFGSRRVIDTPITEHGFAGLGVGAAFGGLRPIVEFMTFNFAMQAVDQIINSAAKTLYMSG
GQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVIFLENEILYGRSFEVPVL
DDFTIPFGKARIWREGKDVTLVSFGIGMAHTLEAADALAKEGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTVEEGFPV
CSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTAKEVVEAARAVTYR
>TDX27741.1 pyruvate dehydrogenase E2 component (dihydrolipoamide acetyltransferase) [Rhodovulum visakhapatnamense]
MPTEILMPALSPTMEEGTLAKWLVKEGDTVASGDLIAEIETDKATMEFEAVDDGRIGKLLVAAGTEGVKVNTPIAILLED
GESEDDIDNNASPSKPAPEAAPAADAGGKAAPDRGPAPAAAPPAPGATDGQRIFASPLARRIAAEKGLDLTAIAGSGPRG
RIVKADVEAATAPAAKPATAEAPQTSAPPQAAAAQAAGLSPDAVARMYEGRAYEVVPLDGMRKTIAARLTEAKQTIPHFY
LRRDIRLDALLDFRSTLNAQLGPRGVKLSVNDFIIKACALALQQVPRANAVWAGDRILQLKPSDVAVAVAIEGGLFTPVL
KDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNEAGEIE
VATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>TDX27742.1 hypothetical protein EV657_11467 [Rhodovulum visakhapatnamense]
MKIVDWNLEWMNKWFSGNARPRWGSNELSADEARTCARKAAAVIDALAPDLLCLQEGPSAEAEMALFLDEFLSDADGLRF
EALIGSDGGAQKLYVLRRRDGLVRAVERARDAATLALTEPWAADVNGDMLLQGYDFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHGGEALWRDPVRRQEFVVAALLARRRISAEGFRLRAYLDTLVTDDPAARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFTPELIFRHPLLAHVPPAALFTARFDDFVDEVPDRPLLLDHFAISPGLAPWVQAAGIAHDAYEAELDGSGAAR
TQRPSDHRPIWVELSKPLTG
>TDX27743.1 uncharacterized protein (TIGR02302 family) [Rhodovulum visakhapatnamense]
MTERTPIPDDALTHLRWPLRLTWAGLLAERLCRAFWPLASLLLLIASALAFGLHDLLTRGTALGLGGALLAVLLATVVYG
VRGFQRPSRAEALDRLDRTLPGRPISALSDSQAIGAGDPASEAVWRAHIARMARRVQHARAVPPDLRLSSRDPYGLRHVA
LIAFTVALVFGSFLRVASVADLGQGGPALAAGPTWEGWIEPPAYTGKPSLYLNDITDDALAVPQGSRITLRLYGAVGALG
VTETVSGREEGAEAPPPEGTDAMAQSFEVVKDGRVEIDGPGGRAWQIVLSRDIRPEIRLTGDLDVAADGEMKQPFSASDD
YGVTRGEATITLDLARADRRYGLAADPDPREPLVLDLPMPISGDRRQFTETLVENLSEHPWAGLPVRIELAAEDALGQRG
VSAPVEMVLPGRRFFDPLARAVIEQRQALLWARANAPEVAQILRAVSYRPDEIFRNESAYLQLRVAIRRLEASAAALTAE
TQTELAKALWDIAVLIEQGDLSDAAERLRRAQERLAEAMKNGASDAEIAQLMDELREAMQDYMRQLAQQQQENGQEQARN
GETQEITGDQLQQMLDRLQQLMEEGRMDEAQQLLQMLQQMMENMQVTQGPGGSSPGQQAMEGLAETLRDQQGLSDDAFRD
LQDQFNPGGQQGEGQQGQGQQGQGEGEPGQGQGGAQGLADRQDALRRELERQQQGLPGLGASPESEATREALDRAGRAMD
EAERALRDNDLAGALDDQAEAMEALREGMRNLGDALAQNRQEGGEDGQGMGRADAGGERRDPLGRAPGSTGQVGTEDSML
QGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLDRF
>TDX27744.1 diaminopimelate decarboxylase [Rhodovulum visakhapatnamense]
MDHFLYRSGVLHAEDVSLADIAATVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNMAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGRVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAKDVYARAAAMPGLRVLGIDVHIGSQLTQLEPFEQAYGKVAELTKVLRAEGHDIRRLDLGGGL
GIPYERSNAAPPLPVEYGAMVKRVLGDLEVEIEIEPGRLIAGNAGVLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
YHDIVPLREPAAGTDYAPHDVVGPVCETGDTFAKARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVSGDHFA
VIRQRPSFDEIINRDTIPEWL
>TDX27745.1 uncharacterized protein DUF2834 [Rhodovulum visakhapatnamense]
MKYLRYLFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWILIDSARRRDALGLIC
IPLTFGIGLSCGLPLYIFLRSRPSKAA
>TDX27746.1 hypothetical protein EV657_11471 [Rhodovulum visakhapatnamense]
MRRGATFAACLALLALAGCARPHGGVAVSNAGDVSGGVSAGRVAVGAGPGGARASARVVDTGSTAVTVGTDGASVGLRPR
GAPVRLILGTGGVGIGF
>TDX27747.1 argininosuccinate lyase [Rhodovulum visakhapatnamense]
MTKDQTQTRSNAMWGGRFANGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAETGILTVKDAEAIREGLLTVLSEIE
AGSFAFSTALEDIHMNVEARLKEIIGEPAGRLHTARSRNDQVATDFRLWVRDQIDAAMDGLRALIRALLAQAEAGADWVM
PGFTHLQTAQPVTWGHHMMAYVEMFARDLSRFGDARARMNESPLGAAALAGTSFPIDRHMTAQALGFDRPMANSLDAVSD
RDFALEFLGAASICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMK
GLPLAYSKDMQEDKEQVFDAADTLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGT
LVAMAETKGCDLPDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSYGGTAPEQVRAQIARWTERLG
>TDX27748.1 thiol-disulfide isomerase/thioredoxin [Rhodovulum visakhapatnamense]
MVLRSLVLYIALGLCANAAPAADIATLEAMREGTMKKLVFHAEPQAVPDAVLLDETDAERSLGEYRGRWVVLNFWGTWCP
PCLAEMPTLEALAATADSDRLAVVTVATGRNPPQAIDRWFSEQQIAHLPKWRDQSSWLARSMGILALPVTVILDPEGREV
GRMMGEADWNGPEARALLGSLAEGS
>TDX27749.1 DNA-3-methyladenine glycosylase I [Rhodovulum visakhapatnamense]
MAERCGWCGSEPIYVAYHDTEWGVPERDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEIIAGWGEAEVARL
LTDPGIVRHRGKIEATIGNARAWCEIEAREGFSDYLWRHVDGAPLQNNFASLAEVPAQTPRSQAMSKALKADGFKFCGPT
ITYAFMQAVGMVNDHVVTCPRHAEVAALG
>TDX27750.1 EAL domain-containing protein (putative c-di-GMP-specific phosphodiesterase class I) [Rhodovulum visakhapatnamense]
MPDGSYEKGVAAPRGSDSPLSAAVAERDRNVIAMVQDALDRRDVVLAFQPVVQSMENGRIAFYEGLIRVIDRSGRTIPAG
EFIETVETTELGRLLDCAALELGLAALADCPDLRLAINMSARSIGYPRWTRTLNRAIEDDATLAERLILEITESSAMVMP
DLVTVFMRDLQAKGIAFALDDFGAGYTAIRYLRDFYFDILKIDGQFIRGIADDPDNQVLTSALIAIAQHFDMFTVAENVE
TARDAAWLASAGIDCMQGYAFGAPTIVPPWRSGNRERRSA
>TDX27751.1 acetyl-CoA acetyltransferase [Rhodovulum visakhapatnamense]
MTNVVIVSAARTAVGSFNGAFATVPAHELGKTMLEALVARAGIDKSEVSETILGQVLTAGQGQNPARQAHVNAGFPVEAA
AWSINQVCGSGLRSVALAAQHILLGDAAIVAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIKDGLWDAFNGYHMGQTA
ENVAEQWQISREMQDEFALASQNKAEAAQKDGKFADEIVPVTVPGRKGDTIVEADEYIRHGATIESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMSADEAEKRGLEPLARIASYATAGLDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDARKGLATLCIGGGMGVAMCLERA
>TDX27752.1 3-oxoacyl-[acyl-carrier-protein] reductase /acetoacetyl-CoA reductase [Rhodovulum visakhapatnamense]
MARVALVTGGTRGIGEAISKALKAAGYSVAATYGGNDEAAKKFTDETGIATYKWSVADYAASKDGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPDQWQEVIDTNLTGVFNTVHPVWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARFGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVVFLASDDATFVNGSTISANGAQFFV
>TDX27753.1 drug/metabolite transporter (DMT)-like permease [Rhodovulum visakhapatnamense]
MLWPERTGPDKPSVMTRTRATATGFVAVLLWALLALFTVGSAPVPPLQLNALCFAIGGTLGLVWVIVRGEAGLLRRISWK
VYAFGTAGLFGYHALYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRAPHVLGALAAFAGAALIVAGGAIGGFDA
AALPGYGLALLCALTWSSYSVLSRRLGTVPTASVAVFCLATAALSLPLHLALEQTVWPETALGWGSVLALGLGPVGLAFY
VWDIGVKRGDIQLLGVASYAAPLLSTLVLVGAGVAVPTPTLFAAAILITGGAALAARASRRAADQA
>TDX27754.1 hypothetical protein EV657_11479 [Rhodovulum visakhapatnamense]
MNLSSHLQELRKKHKALSDQVERAQQTPASDTLQVAELKKQKLKLKEQIERLSQA
>TDX27755.1 tRNA1(Val) A37 N6-methylase TrmN6 [Rhodovulum visakhapatnamense]
MTALRQDGFLGGRLHLWQPTAGYRAGIDAVLLAAATPAEPGQSVLELGCGAGVASLCLAARVPGLAMTGVELQPAYAALA
RRNASGTGLPLEVVEADLAALPPGVKAQSFDHAILNPPYFRRDRGSAAPDPGRETAMGEATPLAEWIAAAARRLRPGGRL
TAIQRAERLPDMLAALCPLLGCVELLPLAPRDGRAAKLVLLRARKGRQGPFRLHAPLTLHEGAAHLDDGDSYTPDVAAIL
RDGAALSWPG
>TDX27756.1 putative signal transducing protein [Rhodovulum visakhapatnamense]
MKELVRTNDPTLVAFVSALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDES
>TDX27757.1 octaprenyl-diphosphate synthase [Rhodovulum visakhapatnamense]
MGLDHAVTKPHERLAAVLSEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAS
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNLQVLDILSNAAAVIAEGEVLQLT
AARDLSTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALYTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAAADAEERAFWARTIEKGDQREGDLEHALGLMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>TDX27758.1 4-diphosphocytidyl-2-C-methyl-D-erythritol kinase [Rhodovulum visakhapatnamense]
MTVEAFAPAKINLTLHVTGQRADGYHLLDSLVVFADIGDRLTLERAEELSLSVSGPRADGVPVDGRNLVLKAAALFGPGQ
GARVRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPGPEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGL
LLVNPGVEVPTPAVFKGLVRKNNAPMPELPGWASAADLADWLAGQRNDLEPPARAEAPVIDAVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAALLRETRPDWWAEAGAPYSL
>TDX27759.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]
MAKSLPRLAALAILGLAALNTAAPARADLGVSGPYLAARQASFLSDHRAAAVYYTEALASDPSNPRLLENAMTALVGLGE
VEKAVPIARRIETLGNPDQLANLVLMADQMKQGQFDRVIADLDAGRQTAPLVDGLIRAWAEFGQGRMTDALAAFDAASAQ
SGIKAFGLYHKALALAAVGDFEGADTIFSGEAEGPLRATRRGVLAHAEVLSQLERNDDAIELIDAAFGTEVDPGVAALRA
RLARGDALPFDVIDGAAQGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPKNADAILLSAGLLEAQDRYELATEAYAA
VPKDDPAFYAAELGRAESMRHAGDVDGAIETLRGLAATYPDVAIVHVTLGDALRSQERFGDALKAYDAAIALFDEPARGQ
WIVYYARGISHERLDQWPEAEADFRKALELEPDQPQVLNYLGYSYVEMNTNLDEAMSMIERAVAARPDDGYITDSLGWGL
YKLGRYQEAVPHMERAAALMPVDPVVNDHLGDVYWAVGRKVEAQFQWHRALSFDPEEAEAERIRKKLAVGLDKVLKDEGA
PPLRAANDG
>TDX27760.1 electron-transferring-flavoprotein dehydrogenase [Rhodovulum visakhapatnamense]
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPDLSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKERGAPVSVPV
KEDNFVFLGKSGSLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVKGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIAKFDLSKGRDPQKYGLGMKEVWEIDPKKHREGTVTHTMGWPLNG
NGGGGSFIYHAENNQIFIGFVVHLNYRNPHLFPYMEFQRFKHHPMVAELLDGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLADYDDALHAGDIARDLKKVRNVKPLWSRYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAEATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLADPAIPV
QVNLPQFAEPAQRYCPAGVYEVVDEGQDPRFVVNFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>TDX27761.1 transcription elongation factor GreA [Rhodovulum visakhapatnamense]
MTRAGYTALDEELKTLKSVERPAVIRAIAEAREHGDLSENAEYHAAREKQSFIEGRIKELEGLLSRADVIDTSKLSGAIK
FGATVTLVDEDSDEEKTYQIVGEAEADIERGLLNVKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>TDX27762.1 hypothetical protein EV657_11487 [Rhodovulum visakhapatnamense]
MAERDKDKPFDLAPVAGQGREGGLSRIEIAAGVLSVAWLGLSGALLASADGVAGTGGGALGTAVTVLALALPVGLIWVVA
QGARSARLLRQEAARLQATVDSLRQAYLAQQQGAGMDVRPSMEKRIDDLARAQRETQDAIATFATRRDRAAEIADVQGPQ
ALSTKAHPGPSAPRTAPAASPSKTPPDDQPRLALGSVPEDTVRPLTVEEFIRALNFPEDTSDRAGFRALRRALEDRTASK
LVRSAQDILTLLSEEGIYMDDLHPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQF
DRVLVEFEAAASDQELNDLAETRTARAFMLLGRVTGMFG
>TDX27763.1 hypothetical protein EV657_11488 [Rhodovulum visakhapatnamense]
MSMVDTVIMADWSARSGPSPARPSADAIWIAVARRGWTTATAYFRTRASAEAALVDLLDGELRAGRRALLGADFAFGYPA
GFARALTGTASARAVWAWVADRLEDRPDNRNSRFELADAINAALPGGGPFWGCPAARAARLADLTTTRPADSAFARHRRV
ERLLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAGRFGTDLAVWPFEPTGATGATGAPLTLAEIYPAMIGPEV
AEALAARPGQILDEWQMRLMAEAVLAASGAGRLAALLDVPPGAELAEEAWILGASDPEALRAGAKASLSRTCR
>TDX27764.1 molybdenum cofactor guanylyltransferase [Rhodovulum visakhapatnamense]
MRIFGTILAGGQGRRLGGRDKALIGLGGQTLLARVAERLEPQVERLALSANGPAGAYATAGLGPGVPVLPDPPPGDLGPL
LGVLAGLDWAAAHGADWLVTAAIDTPFLPSDLVPRLLLAAETAGTGLAMAASGGRRHPTAALWPVGLRDELAAEVAGGLR
KLGVFGAARGAALADFATVPGPDPFFNVNTPEDLAAAEAALG
>TDX27765.1 putative branched-subunit amino acid permease [Rhodovulum visakhapatnamense]
MPASTRNSAYLTGLRQGAPFLLILVPFALLFGVVATEAGFSLPEVMGFSMVVLAGAAQFSAVQLMAENAHTLVVIATALA
VNMRMAMYSASLTPYLGAAPLWQRALVAYGLFDQTYAVAHARFEARPEMTVAERIAFFAGAVTPMLPAWYGMTLVGAVAG
RSIPPQFALDFALPITFLAMVAPALRTPAHVAAAGTSVALALVFAGLPFNLGLMIAAVAAMAVGAEIERRMGAR
>TDX27766.1 branched-subunit amino acid transport protein [Rhodovulum visakhapatnamense]
MSWSTAGTWAIIVTLGIGTFLMRFSFLGAMGGRRLPDWLLRHLRYTPVAVLPALVAPAVVWPPATGGDPDPARLAAAVVT
VAVGWWRKSVLAAIGAGAVTLYALLFLLG
>TDX27767.1 hypothetical protein EV657_11492 [Rhodovulum visakhapatnamense]
MFRFLIACLLPLFLLGCGAESTWAPDEAVARAKYRDAAPPSITLYTMINNRSGSGAHSALMINGSERVIFDPAGSWWHRA
APERNDVHYGITPKMLEFYIDYHARVTYHVVAQTVQVSPEVAERALRLVEGYGAVPKAMCARSTSDVLNQLPGFDSIPHT
VRPKAVMSAFAKLPGVTTREYYDDDPDEHEDLLREQQRARFDELVQGIVEGQ
>TDX27768.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MGKRAEEDARQTDLLKEAWAESGKVHGHRKLHDDLLERGEDVGLNRVARLTRLAGITAQIGAKRRPGTYGGKPSVVVDTT
LNRRFDVEAPDKVRVTDITSIRTQEGVACLAVVIDLSSRRVVGWSMQSRQRPTSCFRLCSWPRGAGSRRPRG
>TDX27769.1 transposase [Rhodovulum visakhapatnamense]
MTSCSKFSDAFKRDAVAQITERGCPVRDVSERLGGSPYSLCAWKETFAKGHRQRRRRTPRYGA
>TDX27770.1 glyoxylase-like metal-dependent hydrolase (beta-lactamase superfamily II) [Rhodovulum visakhapatnamense]
MMDGSLAPIRTPFEVPPDDGAAVEIAEGVLWLRLPLPPPLKHVNVFALDDGPGWTLVDTGLDTERTRAIWQTLLAGPLGG
RPVRRVILTHHHPDHVGLAGWFQSAHGAELWTSRTAWLFARMLTLDEQPLPRPETLEFYRGAGMDAAVLAERAAERPFNF
ADVVAPMPLGFRALAEGDRISAGGRDWDVRLGDGHAPDHVTLWSRDDALVIGGDQLLPSISPNLGVYATEPLNDPVAGWL
ESCTRFATHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALNRLIEALGEERSACDCFPVLYRREIGSGEYGLALAEAV
GHLNHLYLTGRATRRRRSDGAWLFRCE
>TDX27771.1 hypothetical protein EV657_11496 [Rhodovulum visakhapatnamense]
MAYRAPVAEFQFILDHVVGLDEVVATDRFSEATPDVTRAILDGAGRLCDDVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPAEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALSHHASDEIRALYLPKLIAGDWSGT
MNLTEPQAGSDVGALKTRAVPNGDGTYAVTGQKIYITWGDADFMENVVHLVLARLPDAPAGTRGISLFLVPRNLPDAEGR
PGVANRVKVVSLEHKLGLHGSPTAVMEFDGATGWMVGEPNKGMAAMFTMMNNARLGVGVQGVGVAEAAFQQALAYAADRR
QGPTPLGDGGILGHADVRRMLAGMKAEIFAARAIALSCAVAADMGTATGEADWTARAAFLTPIAKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLADGGDVAWRLLEEVEQTAEAARGVFPDLAVEVWTAAE
ALRDTTEWMLAREMTDRFAGAVPFLRAWARVLGAQLHLAAALAEGGSGPRSALARVFIRRLLPEHVSALAAARAGADDLY
ALSDADLGA
>TDX27772.1 translation factor SUA5 [Rhodovulum visakhapatnamense]
MSAESLTPDADGLARAAALLAAGKLVALPTETVYGLGADARDDRAVARIFEAKGRPRFNPLIVHLPDLGAAARLASFPDP
ALRLAEAFWPGALTLVLPLLPGSGLSPLVSAGLPTVAVRVPDHPVAQGLLRAFGGPVAAPSANPSGAVSPTRPEHVIEGL
GSRIAAVVDGGACPVGVESTILGFDADGGPVLLRPGGLPAEALEDCLGMAIAARAEGAAITAPGQLGSHYAPGARVVLEA
EVPPPGALWLGFGPGCAGAALNLSASGDLVEAAAALFHALRRLDARAAPGQTIAVAPVPDHGLGRAINDRLRRAAAPRP
>TDX27773.1 putative transcriptional regulator [Rhodovulum visakhapatnamense]
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLDIPRSPGARDIRVHFGGPVEHSRGF
VLHSGEYRTDRDNTLRVDARFGMTATLDILEDIAQGGGPSSSLLALGYAGWGPGQLEDEIRQNGWLTCDADPALVFDGAD
GSKWERAMRLMGIDPLLLSPAAGRA
>TDX27774.1 DsbC/DsbD-like thiol-disulfide interchange protein [Rhodovulum visakhapatnamense]
MARNLFVPIAAALILAAQALTSPARAETALPPDSVVSGEILPGWQTDRGTYMAALHLTLAPGWKTYWRAPGDAGIPPRFD
WHGSKNVAAVRLHWPRPTVFSSNGMRTIGYVDDLVLPIEVTPGEPGRPMEIRARIDLGVCHDICMPMELRLDERLPGESR
AAPIRAALAAQPLDARAARVGRVACEVEPIADGLRLTARIEVPPLGGDETAVFELPDPSIWVAETEMNREGSLLVARSDI
VPADGTPFALDRSLVRITLLGQDRAVDIQGCGGAR
>TDX27775.1 multidrug efflux pump subunit AcrB [Rhodovulum visakhapatnamense]
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFAAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETASQSVEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEEAEEPEVTRGAWRDRVTDVVITGPVAVDQIG
RLADELVDRLFAAGITRSTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGIEKRSAA
SIAGIVLRSYPDGSKLTVGDLAEIRVEGADRDRAYFVGPDPAISLRVDRSDRGDAIEMEAVVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLVEC
FLILPNHMVHALAHSAKEHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVTGNFMMLSGADRADTAAMMAELQRAAEAVGARYAAEYGSDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVQFFGAEARVLKAAAERLKAELARFGEVSALED
SLAYDKEEAVLDLTAQGAALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRMQVRSPEGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISTRLKDAILPAIERDLGVSWRLGGLSEQEKDFLADARL
GFGLCLVGIYLILAWIFSSWTRPVVVMAIIPFGLVGAIWGHAQWDVPLSMFTVVGLIGMTGIIINDSIVLVSTVDEYADR
RGLVPAIVDATADRLRPVVLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAMQQDLGRQVG
ALRRALGGRGRRAMPVPARAAFGMAGVFSGTLLPELLGGGLPGIWLALVPPLAALPAPLAAFILFVCGSALILALAIAVA
LVEGRKS
>TDX27776.1 hypothetical protein EV657_114101 [Rhodovulum visakhapatnamense]
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARRSDRPKAPPVAERVFSVNVVPLRPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQAEADLRDARRRLDLAHDELTATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETALTALARARIALGDAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVTVTLDVYGANLTARGVLSRESGAVPDGQ
VGRLVYARLDDAPGFRPGDFVTLRVEEPALEDVAVLPATALDAANEILVLDAEDRLEAVPVTLLHRQGDRVLLRAPGLAG
REAVAERSPLLGAGIRVRPLRPDAAAEPDDATEATVELSPERRAALITFVETSPALPQEARARIRAQLDQPRVPAQLVER
LETRMGG
>TDX27777.1 molybdenum cofactor biosynthesis protein B [Rhodovulum visakhapatnamense]
MAGIDGTREFVPVRIAVLTVSDTRGLAEDRSGQTLADRIEAAGHILADRKILKDERAEIADQLRAWCADPEIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFATLFTLVSFGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>TDX27778.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MMGPVDPLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGCFVHVTLAGLGLGAVVAAVPGSFEAIR
WAGVAYLLWLAWGALRHGALAPGLPAVTPRRAFREALAVNLTNPKVILFVLAFLPQFVVAERGAVLAQFLILGAVLSLGG
FIVNGAVGVFAGRARQVLSGSRAVERALGVVSAAIFTALAVRLAVLQKG
>TDX27779.1 DNA polymerase [Rhodovulum visakhapatnamense]
MEPALTPQDALALLAWQVELGATEAIGESPVNRYEEVRPAPAPRPVAAAVAPATRPAAVDPVALARAAAAAAQDLEGLAA
AMAAYEACELKKGARNLVFSDGHPKARVMVIGEAPGRDEDLQGKPFVGRAGQLLDLMFAQIGLGRADPAAERALYITNVL
PWRPPQNRDPEAQEVAMMLPFLERHVALADPDILVLMGNHSCGALLGRKGITRLRGHWVEALGRPALPMFHPAYLLRNPH
AKRDAWHDLLMLQARLRGG
>TDX27780.1 aspartate carbamoyltransferase [Rhodovulum visakhapatnamense]
MEFRARHLLGIEHLSPWDVRIILDLAETYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVLNAGDGRHEHPTQALLDGLTIRRAKGRLQRLTVA
ICGDIAHSRVARSNILLLGKMENRVRLIGPPTLIPSGAADMGVEVYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAKDDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAARAAGEGTYV
>TDX27781.1 hypothetical protein EV657_114106 [Rhodovulum visakhapatnamense]
MFDPKAETPLEEGETVRLRFQGDRAAYIKAHVVIAVLAGIGATGLLALTGNPYPWAGIVAAVLAIGVRGAFLMGDEMGAS
WTLTDRALLGPGGRRVRLSSIAKVRVIGAATQVITLGGDKHLIKFLADPAGVKARIDAARTAPGGAEA
>TDX27782.1 dihydroorotase [Rhodovulum visakhapatnamense]
MRTVFSNARLIDPEAGTDAPGWMLTGGGTILDQGRDAPPDCDRVIDCKGACLAPGIVDIGVKICEPGERHKESFRSAGLA
AAAGGVTTMVTRPDTLPAIDTPEVLEFVTRRAREASPVRIKPMAALTKGREGREMVEIGFLLDAGAVAFTDGDHVVTDTK
VLSRAMTYARSLGALVMAHPQDPGLSGGAAATSGKFASLRGLPSVPALAERMGFDRDMALVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRLALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVGLETLLPAAMRLVHAGAISLPQLWRALALNPSRRLGLSTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMQGRVLGTWVAGTRVYDGD
>TDX27783.1 acyl-phosphate glycerol-3-phosphate acyltransferase [Rhodovulum visakhapatnamense]
MPMLDTSVLLLALFGVGGYLLGAVPFGLVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFKGGKGVATFLGTILALAWPVGIAACATWAAVAAALRYSSLSALAAAALTPVWA
IVLNRAEVVLLTAVLAVLIFIRHHANIRRLLAGTEPKIGRKTG
>TDX27784.1 methylmalonyl-CoA epimerase /ethylmalonyl-CoA epimerase [Rhodovulum visakhapatnamense]
MIGRLNHVAIAVPDLEAASAQYADTLGAKVGTPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIQGFLDKNPSGGIHHI
CYEVEDILAARDRLKAQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>TDX27785.1 hypothetical protein EV657_114112 [Rhodovulum visakhapatnamense]
MTVNTNRNKDDVWATVEDNGYGLTDKNWEAFTTTDTDNKIEAGGKGVGRLIWLDCFQDIRISSVYVNGDGGRHRRSFKFR
LALEDQIEDLTVEGVEDSTDSTFHVKFSNLRNNGYLSNFPGRGSFVFQHLTSHFLPAFIGGRSPQVTVHVGDETREYPSA
ISEIVHRDETPEPIETEDYGFLHLTLMECDKIASSDLKGRHFVHFIAHDRTVHSQCIDGKLGLAYFGEANDRVFHAILTG
DYLDQNVNQERTAFVFEDVIIDRMINDVCFAKIEGFLSEPLAKLKGEQRGTIETITATYPSVAFGDLEELQDRVPSGELK
ADAIYGHLARERFRRDERQAEKIRGVLSRLKEGGVDIGTFSEAIADASEAIENAEQRSLAEYIVRRKVVLDFIEILLEKV
RDDTRDSSYQREDILHSFICPLRIKTIEGGGSKVEPAASHDLWIVDERLTFAQYFSSDVEFRKLSEALESDERPDVLIFD
YVHGLRQTEEPSKVLLVEFKRPGRTSYADDENPQFQVERYVKQLQSGGLSDVRGRPISLDNNTIFYCYIVADIVGKMDTW
TYSWQRTADGRGRIYRPNSGFHGSIELLGWDQLIGDARARNQAFFDKAGISGESFFSKG
>TDX27786.1 putative transposase of IS4/5 family DUF4096, partial [Rhodovulum visakhapatnamense]
MSNLFWLTDEQMERLKPFFPKSHGKPRVDDRRVLSGIIFINRNGLRWCDAPR
>TDX27926.1 type I restriction enzyme R subunit, partial [Rhodovulum visakhapatnamense]
KRAPRSRQRHDLYAKYHDYDSEISDLLGECGLKEAFNQINRYHRHSFGAGNALFQYVQLFVISNGVNTKYYANNRHQDFK
QTFFWADEDNTPITRLEAFADAFLEKCFVSKMIAKYVVLHESDQLLMVLRPYQYYAVERILDRVMKGRKNGYIWHTTGSG
KTLTSFKASQVIVENPKVAKVVFVVDRADLDYQTTKEFNYFSPGSVDGTDNTTALVSQLADPDTKLVVTTIQKLNTAITR
ERHAATMEALKDERIVFVFDECHRSQFGDTHKNIVAFFAKAQMFGFTGTPILKENAIGKRTTAKLFEECLHRYVITDAIR
DENVLRFSVEYWGKLRHKDGTSIAEEEVSGLDLKEFFESDRRIDGVVDWVIENHDRKTHNRDFAAIMCVGSVDALTKTYE
AFQRKKAEGKHDLKVATIFTFAANEEDEDANGLIGEPDVTGGPVSAATQHSRDKLAGYVADYNAMFGTNHSVKDGKAFYV
YYKALAKRMKWRDRKDYIGGQGIDILLVVNMFLTGFDAKTCNTLYVDKNLRYHGLIQAFSRTNRILGQKKSQGNIVCFRN
LKAKVDEAIALFSNKDADETILIAPYQEYVDRFNEAVMELLEIAPTPSAVDKLVSEDDILAFVRAFRELIRIRNVLTSFT
EFCDDDLALDAQRFEDFKSKYLDIHDRMKSDRDDDHKASILDEVDFELELIRRDNINVAYILALLASIVAEQQEAEDAVD
TASKTKTILDLLGSEPRLRSKRELIEEFITTYMPAMKSPEQTHEAFQGFWAEKRDKEFDEICAAENLDRAGFAHLLEVYQ
FSGKRPLTDEVVAIMNVSPGILQRKASAERIMSKLESFIETFDEGIGEMETA
>TDX27927.1 TniQ protein [Rhodovulum visakhapatnamense]
MPLDQRSQQPPALHMSHPRLQRMATSLPIPKRLWNRISKHIGRLRTQEVYLLRRLALTVEPVDRETLPSLFSRIAILNGT
DAANFALDLGITFRRILEQDEEAVAIFAERAGVSATQLVELLSWTGERIGDVRMRFRKEVFVSRALRNPIIRGCPHCMRE
QAADQPHPLRHIALRGDWLCRGVDICHQHHHPLVPLWSSSRPIERDDIGARLAEILPDLRAGSFDCARIDPTDYDLWLDK
RLSQGIAADDTWLASQSVFPAITLCEFIGSALLRKQGKAPDDRRAKATGFAYVSQGPDGVRAALDILMRSEDGGHIVTQG
ELGPLLRHLRGSYLDDDTFAGFRSILRDYFLEIWPLAPGDDLLGQAVTERRLHSLTSASKETGIGPAVLDDFLTEAGAFA
PGDKRADARKTFDAKAWQHILDEIPTLVGPIALRKAIGATLAELNGLKADGVLVPRTNVATIKSPWRIADGHALLEELEA
YAQPVAPEEPGWETIQRVHKRLDLPVGEIIAAIRTGSLRLGQHPDVFGYHGLVVEITEVAALKAKVAPKRKPSISQGEVT
AAAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIAAFEASYTTPSMLSAETAAHLNTIRAVLQNEGI
QPFRPNGLDVGPVYLRNAVEPVVALLKSQGGK
>TDX27928.1 hypothetical protein EV657_1133 [Rhodovulum visakhapatnamense]
MLKHKPLDPTVRSTMTEFSISRKTPGKTDFPKSHPACIVMAGWTTEDWEKLESFGDFPLLEICPEAPAYFAQAGHFSARD
LRNIVSTFGLDVDHHDAEAIYHIILERAEGAPWVLPILETIIAPQRVKNGGFKNKNKVSHVLQKFPLSKLRLKANPHLHE
RTGELLLPPVVPDIAVAAFCEYAIEAYYQKIENKSLFEEHYIEARKILSDISPADIIMVELGQIDDIQDWDEHASLISSL
MSDYPDAVSEHLHLHLIATLKHFSQHITQTSSADDLEGIMVLSGAAAKQAKLLQNPRKETVIEHVRKLGIEVDLNLVTDE
AVATLSAALDAGLVMRVRIQDLAIADLEEKIAETKEAIAAANAEEDYALLTRLAPQAGEEKEALRVAREVQEAILLCLGE
LVSGTTEDQDAALAELRAFIEKNDPDTEDYAEADASLASELFTLPDAEENPVEDHTAADDVDPEDAVEDNSPIDATSVSS
DVVNSDDPETAGHDQAEGNTSEPTVTDAYEEDTVEAQNTHAGIDENEGAAKEIEPQDVDPQPDADSVDIENPLEDAPIQS
AIETAEDRYSEPEALPDLIPRIEPETYVAEIDIDTTPPVPVSVLASLIHRNLLGIAADAAKSFEHEGKHWPIRAVVLEAA
AGSRTPHRKYGADTQRFLELATRGAGDAASDVGSILLLGALIRPALLETSLSSLRNILHELCRGSLGQHLQQATDAISEL
DYDFPPDADELASLSGGQRTPQKQRLAAQLGKWADTVSAKTSRWPFATAIMHHIASPAGPIGAALSAISNGNKNAASLAR
EAIDGLSSASKIETLAAEYASEAGRNTARLHPKGIEYLERQLEEPLGLLDSWIDATMREGSQGQKSEARLRTIVGNLNSR
LQKAETGLRAEATSAPDTLAGATAHWVADQVREVLQALRGEDTGAFATLDEALAAERDLLPASVRDTLDIPEGRFDAFSN
LLNKTVIPDPKGALAQAREEGAFDTASRLGSRFGIDVQDGLTHDMKVFAKTWSAEINTRVRRLKTLSKVDYKHQEEISRR
LALCEILLGRLTAVDNGSEVHDLAELPAAAAEIDATCAQIEAKIRADQVQRIDQYRNDRNSEEADTLLGALDGITVEAAE
DRIAQLRDGRSAAIFQTELGGLVSDFLPDFLAYANSAQWPTTSEALERTVAAAGPLHIEEDRRGAGLDLIHLYRAIGTSM
QSKQPDLPKVKVLFEEIGYDSVKIHNPRPVGRSGLWQAQLGGRIQPLRSGDWFLPPVFGSQAANGAGAHLVLIGRDTLPE
NLVKTLSSDMPAILLFAGVIDAQRRRELAEHLRDNAIPALLIDETLITFAGTRRQARARTIFECGLPYGRVEPYTTDAGQ
LPPEMFFGRSEEIRLIMSKTADGCLVYGGRQLGKSALLGHIARTEHAPEKDRIVVTREVRPLGKSEKPSEIWSHLASMLS
PEIVRPASRNAEDVSRDIKAWLMHHRQGHIVAMFDEADNFMDADTRDDYPELARLKKLMEESGRAFKVVFAGLHNVQRMS
HQPNSPLAHLGLPICIGPLNRTEDDKRAAHDLVVSPMRAAGFRFENHEAIEEILAWANYYPSLIQEYMKGLLSTLHGSGS
GKPYRLPEGDPLWPISSDTLFDHRGFGEIENRIRFKFHLTLNLDPRYALVAYTLGRLNVEGQEDKARVTGFDPRELLDEA
STFWPRSSEIPALAAFEALLEELFDLGVLGRVPIPGTKRFRYLLGSRQVATMLGSEDDIYHALAEIEEKDPEVAYDRSVH
RRRYKLNTSGNQGEFSYCPLTDLQIERIVQPQDATGQIVCGLEALGLSKVGSSLKRIAESGHLPGAPEQGINVEIVRSKR
ELRAPVERKGASQNPVILVFTPEDRKEAHDALTWLEHQPRVLNKQVRPLLLLDAANTEMRDIATRRPEQSQFLTAWGAEM
IRIHLSHIEKVELDTKPMRSAILAAAGGIPSETIKLISAMRVAEDPLEVAREWKVSFRMPAGLLNGTLGKALSILDMGDD
EDADTFNEILRDHAGADLVDIGPDLVATGLATWFKKKAGRIRRSALGDLLARETEK
>TDX27929.1 uncharacterized protein DUF1998 [Rhodovulum visakhapatnamense]
MTTLNPNDFREHLNNVLARFVATSSPINDIRAPRLAEELRNVIGQLDFVKGPYVETLPDFEKGKSLRGLHEEGLLTPHWQ
TLASTAPAVFARPLHAHQEAAIRRQDNYLVATGTGSGKTESFLYPLVNDILSQGDLERPGVRAILVYPLNALANDQLGRI
AKLLFHDLGDPGITLGRYTGQIKSRATRDEEITRLRSSPSFLEAFGEDADVPANWLLSRAEMREAPPHILITNYAMLEHI
LLLPTNRQLLAGADLRRIVLDEIHTYAGAQAIEVSFLLRRLKAHLGIPDGQIRCTGTSASLDPRRKSELADFASRLFGEP
FAGEISVITSERKIHPSLAGGAMPSGLSPEHWARARDLAEAARDAVQNDTPMSIEDWNLETEFLDLPRLHLDDAPSLGDA
LIERLAGFEEIHRIARRLEGGSVAIEILAREVFPDEGEAAVAALVGLISVGVLAVSADAAVFPLLPARYHLISRAPDRTG
ISLAAGGADNLREVLIGAERDDEDRPVYELYVCRNCGEPYLEAWDNGISLDPTPGAGDRHLLRLVPGGLAIEGEDDTEIA
LPGQMVHLDPSNGHPMEEGTPGTVALEAVTLEQDPDDGKRYMHRCVACNHRSARFNEPITTVRPGDEAIAAVAAQTLLES
MPSHDLGTTPPMGGRNLLVFSDNRQDAAFFAPFFERTSREQAVRSAILRVVERSGRMDIDNITGAILRELQADGLRLYRP
GVVPERETGENERLRLKALVAAEITVFGRGRLSLEGFGLIGVDYDAIARPVEMVRRDLPDAMKPYADTYVRYLLKMIREH
RAIAQKESGMIDLEDESIWTRIASQQNRCVSRERNPHTNLPLSLVPTAGRQNRFTNLLERMAQACGTTIDENQVRDVLTQ
FWKAIEHPKSMTSKHGVGRGLKLDRGLFILPGSEVSLYQCLSCGTRTQFDTAGVCQSMRCNGKLHEVPRDERQTLDARNH
YVARYREHPQMGIAREHTAAISSEIRSEIEEKFKAGEVNLLSCTTTMEMGVDLGDLESVLCKNVPPSIANYQQRAGRAGR
RAQVAPIVLTTARSGRYDRAVFEKFSEYLAAQPIIPYLSLDNAGFFRRHQLSMLLARFLEHRLAGYTRTGSPRMRDVFAD
ALTEEARKTFDTSFADWIERADPDLEAAADLATRLPPSLRSIALDAAGLKAALSERISQFADMAWGRFGLMQEAIDDLEA
RRNDLQKTEADKFIKIDRSLGALRTQQKLYMNQFLIDQLSRRAIIPTYSFPVHSVSLEVLNTAGQTADTAVLELDRDGSI
GISEYAPSAEIVAGGRVWVSAGISKRSKFTGDDAFIERSQYRVCGACRSPQITLQGVEPKKHCPQCGAVFHKTNATRAFI
RPHGFVTSVADGQGRDPGATRIRPTISDEALLLTEAPRSKYTATDLPGILTFHAPGSNRPEDELGRIITVNRGRHGGGFA
WCPSCEHAVPAHGHGPDLAWQQPTLLAPHVNPRSGQPCRFDPTKQAWPIDLAHVFETDVRGLLFESLPATPSGDAISSDN
SLERTLQEALRLGAAELLETNPRDLRALVQKLDGLIVVVIYDSVSGGAGYATRLTNETGYLARDLLLSARKILNCPNPDC
ITSCTRCLNDYSNQRHWHMFNRRPAQAWIETILLDAGVKIDPQWDI
>TDX27930.1 hypothetical protein EV657_1135 [Rhodovulum visakhapatnamense]
MSAESNVSLDRLAWVETAFNAAWTGPTSTPFITDIQTRGDLLDEAAHFAHEIPLWRLFNSAPTLAVWAVLIPLARNYGIS
TNEVYRHISRFVGESFDEQEAREDLKTRYRRTARALGLPVFGNEPTGLFFAPLGPAHAHHGDLARAFVGAALHIGPPAIE
DTASARRWQRRIVADRCAGLARLKATIAFDTSAHVARRFEAWRQGESPVGDTEAHLFEAYDQAARSLGRSRADIVGPPRL
VWTGDHLTLETETSRELQSLRLGAIPTRLAGGKRLQVPPPWRPTIRWTAGTLSRDIPLAPAEGEVLVFDADTGAMLSRLS
SEQGELEIAAERLIVLSAAPFTSLSFGDAIPAKDASFRIAWVNADETLAFEGRSDLSFTRPVEDAIWIDAPVLGRDGSRA
LYACNGGLQVRIDPEIGGPTRIIRTRIGGQVRFHQVDLGATGELRMAFADAHLEALADPAEVLFEVLTPGAAGDLEARVA
LTTRCWIWPGISAPDGDLADVPIPANFDPARSAGLRAIDGRLSVDPEADQETPILGLSGPDRVHEFRLVARGEKLWHFRV
ARGDRVYVPRGATLVFGHANRHDALILGSPDRDASLLVLGRETRRPFYRRQTIEIGAADLEEDTEDDRIALRRADGRVDL
LARLRRATDPAGLEISEDPDEIRLRFTPRTDCDALRVRIEPVRGALIEGEYAFGRAPLDLPSLQGVRSKRDPATSQVEVI
LDPSQLPAPARATFLLRDNAGVLLPLRDVRNAPVAIGLAGEIDTPQRGHLLDLARFLAEPQPDSLGGQIGRALSPAYEAA
LDHVGKSHMLGSIKPLLAVVREDRQPPRHDLVGATPWIFEASPIAFGGLDTDTGLAPISDMAGEPSPVPPPRVDGDTPLS
DWLGRVSTGAGIPTGFQADRLQHAFQALRWRLKETDLHDLVGEETLAGTVKLICGAHVEGLEKLRSFDTGGGADPLPARI
AAQVERLARSCAERRSHAFVDDVVFRTGLPRREVGQALTLMLRGGVEFFAYFRALWAHASKDGSPSA
>TDX27931.1 ATPase family protein associated with various cellular activities (AAA) [Rhodovulum visakhapatnamense]
MPKIRFILSKQPDPALEEAAIIKRLKEFHSRLQDKRQISDGIPLEERAAHNELWRYPQNELPKALEIRIRRWAQKIHRNH
LKDVEPTRLSREDRAMLEGCRGGAEIFDLRSAHHIDEIAAALHAEFPWIAEATTHVWRSLHHSLASGMPGARFAPILLDG
PPGIGKSAWARRLAQLLGTPDMIVDATGENASFGLVGSQRGWSNAGPGRLVSLMLMRQIANPLVIIDEIEKSGSVMSDKG
RSFSLPNALLPLLEEMTACRWTCPYFQNQFDMSFINWVFTSNSLRGLPEPLVSRIRVVSVPSPTQEQINELVLREAERRQ
LSPLITAAITTALAEAFEAGHQINIRTVKRMLELGSDQQGRPMLH
>TDX27932.1 hypothetical protein EV657_1137 [Rhodovulum visakhapatnamense]
MSADQTIDHDSWNYSPAKLPRQSKIKLGRIHGVLPFTGVRNPGFRSSSSHRVWMTYRTIANDFQPKSGIAESAAEAAVAH
ELLLSPLLYDLQFQPLTVYLRPGDRKGPSYTHDLLATFVDGRRVLVFVRNSDSLEKPKTWREIETIQAVTPSSAADSMII
VDAGRYSRQRRENLFRLHEAVQTPDPEIDDVVLWTARSHCSLWLMRDLFPLLDLPQKTVFKSCYRLIARGALRANLDHVI
AEWSRVEVAS
>TDX27933.1 hypothetical protein EV657_1138 [Rhodovulum visakhapatnamense]
MTIAPRYNFEAGTEIVVQGRDLLLHKVGAQGYELADPTGGQMSILGFSSFVEMMKSGAVTFAPSQLLPEGSAKLRLGGLS
VAAQLSDEQRTYGRFHYALCRAIDELHRHRTIVEGNEDFRISIGALNDPANRKFLRPLVEAFFGERVHLGAATLKGGRQK
SWFLYKGRTLKKYYGIYQGLQDGDDVIAGLATLDHLKGNEKPRLPLRLKELMTAAWEEIGLDLKGPSVANVHGYLAALIN
RENGQRALNDLPALPVPSHQSVLRHRKELLTPTEYMVATKGERHARNKRGRGSSDVRALMIGEFCEMDECRASLITSAKA
KGYWHTLSEDMKKAMEWADEEIRSRLSILVMIDVATRMPLAWVVSDQPKAEATMQLLRMATRDKTRERRIYGCEGEAMPG
MGLGMVRNDNGTGLRNAEVKSALMGIASANTDVRTHASADKPYVERMFGTTESVLFKLLHGYTGRKAGELPGYDAKKSGV
LDIDLLYEILTKFFIDEYPSLKHMGVGMSGRRPAEVYQELNETRETFRLLDEDLRRIHLGWPFKVQPNDEGVRVLEGLFY
SSDEFQTAREHHQGKVTVYIDPDDLSFATAVLPRDPDPYRLALQTTVFADLTVSEFLELMTQYRRENPELTTLYEDRIAK
VRLERHEQLKKIGVERRLPRSYVNVGEARKMAKSLFASSRLVTTHVPVDTVAPGTLATAISGPGILPLGGASLIDHAPVE
TTSTPALPARTSKPKAEKPSSEPPVRLGRPAQKGELS
>TDX27934.1 TniB protein [Rhodovulum visakhapatnamense]
MGFIDQNRVNASLALQRGHYTFPRAAKLREAFENCLHDYYVKASIGGHFEVRGMLVTGESRVGKTSETVRLIEEFNASMT
KMPNGKVGKIIYCKLDGSISWKDLGHKTLEALGYPANPRRTQGELWNMVRHQCREQGVIGLYYDECQHAFTSGKTSNEKL
LDRFKALMKEPDWQLMLILSGVPVLAKHVNSEEQIALLLSHIHFDEIHLGRFADPTRDPDMIELNKLVYTYAERADIDVE
ELVDVDFLQRLDFACASRWGLVIELLIRAFGLCRLRGQTTATVKIFSEAYAQNSRLPQGLCPFTAPGYRDMIDGDKLMEM
VLDD
>TDX27935.1 hypothetical protein EV657_11310 [Rhodovulum visakhapatnamense]
MATGNGIKVEGGDRLGKTIIFAKNSKHARFIVDRFNEVYPHYKGQFAQLIDYSVSYDTNGSVGRNRCA
>TDX27936.1 pimeloyl-ACP methyl ester carboxylesterase [Rhodovulum visakhapatnamense]
MRKALAPGARRRYLCAMLATHVHGDATAAAPLLIVHGLFGSARNWGAIARRLSDSRRVIAVDMRNHGDSPWSSTHSYPDL
ATDLAEVIEAEGGRADVLGHSMGGKASMVLALTRPELVDRLIVADIAPVAYDHTQLGLIHAMRGLDLSAIERRGDADRAL
AASVEDPSTRAFLLQSLDLRADPHRWRLNLDTLEAEMPRIMGWPEAIDGQFDGPTLVLAGANSTYIRPEHRDRIKALFPA
ARFAKIPGAGHWLHAEKPREFEAAVRAFLDLAPSPRP
>TDX27937.1 cytochrome b561 [Rhodovulum visakhapatnamense]
MSVKGYSSMQIRLHWAVFGLVVVQFLFGNGMGHAFGQYMDTGEKGFSLLVGLHILIGLSILVLAFWRLGLRFLHGVPAPD
PAHSPAQVLLARVIHGGLYVLMVALPVSGMLAWSLGSGLAAGLHAGFRVILVLLILLHVAAALMGQYIKKDGTLTRMLKA
EG
>TDX27938.1 hypothetical protein EV657_11313 [Rhodovulum visakhapatnamense]
MTPRKTALIAAVALALAAAPAAARDVRTLVTVLTDPNPQTQLMGLVLTLQALERGAAVRVLLCGPAGDIALADPPAAATE
PQPPAGMSPQAALAAAIGKGARAEVCAIYLPGRAAGPEALIEGVGVAKPDAMARDLLDRQSRVWSF
>TDX27939.1 hypothetical protein EV657_11314 [Rhodovulum visakhapatnamense]
MISLDDIEDMTSLTRDEIAAIALHEHVPEADASLLGEYLMHVHNGPQRVMAMICDDIRAALHADDLEGARALYGVLHAFL
IAHPDAARGAS
>TDX27940.1 hypothetical protein EV657_11315 [Rhodovulum visakhapatnamense]
MDRLSLLLTPMTGAVITGMLVIVMFSLGFYSWIAVAIGAGIGCVLAWPAAYVVSRRIKQSDPRWPTRAEADRLRGGLPEV
>TDX27941.1 enamine deaminase RidA (YjgF/YER057c/UK114 family) [Rhodovulum visakhapatnamense]
MARRLISTGSPFEAKIGYSRAVIADGWVFVAGTTGYDYATMTMPAAVETQCANALATIAAALAEAGASLDDVVRVRYILP
DRADWPACWPVLSEAFARARPAATMILAGLMEPEMKIEIEVTARLPAVP
>TDX27942.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum visakhapatnamense]
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKTSGLKATDGVPTPRDICDVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGVGETFKELEPEDLLKFGLIPEFVGRLPVIATLTDLDEAALV
QILTEPKNALVKQYQRLFELEDTKLTFTEDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMDAVQEVVVNEEAV
NADAAPLMIYADSKKEGKTAG
>TDX27943.1 ATP-dependent Clp protease proteolytic subunit ClpP [Rhodovulum visakhapatnamense]
MTDMIQHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPIHDGMSSLIVAQLLHLEAENPSKDISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAPGMRFSLPNSRIMVHQPSGGFQGQATDIMIHAQETQKLKDRLN
QIYVKHTGQDLQSVIDALERDNFMDAETAKAWGLIDEIVESRSAVEDAK
>TDX27944.1 DNA-binding MarR family transcriptional regulator [Rhodovulum visakhapatnamense]
MKRSELSLIALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMNIAITPEGRAAIDRAPDPLHDRYVTAFEKLPDYEQAMLVAALERVAALLDAGHLDAAPVLDLGDIRKTLPE
E
>TDX27945.1 diaminobutyrate acetyltransferase [Rhodovulum visakhapatnamense]
MTTTIQASPRRPKTPITFRSPTGADGPAVWALIRACKPLDENSMYCNLIQCDHFAETCILAEMDGEIVGWISAYLLPNDP
ETLFVWQVAVSDKARGHGLGRRMLFELLDREACDGVMRLKTTITRDNDASWGLFRGIARRLGARIEDEPHFTRSDHFDGR
HATEHMVTIRLAEALTRAA
>TDX27946.1 diaminobutyrate aminotransferase [Rhodovulum visakhapatnamense]
MSTVETAETAIYDRRESEVRSYCRNFPVSFARAEGATLTDAEGNAYTDFLAGCSSLNYGHNDPDMKAALIAHIERDGLAH
ALDLHTEEKAAFLTAFEHHILRPRGMDHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFSNGFHGMTLGALALTGNAGK
RGGAGVPLPDVTHMPFENSMGDLDTLDYLDTMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWVQGLARLAEKHGALFI
VDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACVLVRPDHDIWKPAEHNGTFRGNTHAFVTARVALEKFWA
DDDLRNEVARKSQVLEERLSQIAGRIEGAALKGRGMMRGIDVGDGDFAARICADCFRRGLIIETSGAQDEVVKVLAPLTI
PMEQFRKGLDILDAAVEACAPFPIAAE
>TDX27947.1 ectoine synthase [Rhodovulum visakhapatnamense]
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITTLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETFQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>TDX27948.1 aspartate kinase [Rhodovulum visakhapatnamense]
MARVHELVDTLFTRGREAPEYGRIFVVSAFGGITDLLLEQKKTGEPGVYGLFANADNDHAWSDALNRVAGAMREAHASVL
GHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSGLGEAHSAFATAALLRRRGIDARFVDLSGW
RDETECTLEDRIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTFARIAALTGAGEAIIHKEFHLSSADPKLVG
AEAVVKLGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPEDPGTLIDDAEAETARVEMVTGLGVYALELF
EQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKSVRRVERDLEAKFPGATLTARNLAVVAAIGRDLKGL
KVLARGLAALDAGGIDPVAVQQTTRDVDAQFVVPREAMDDAIRALHSALVSEGRQPEALAA
>TDX27949.1 hypothetical protein EV657_11324 [Rhodovulum visakhapatnamense]
MQGKVVTVARDGTHRFSKTCQPSIRLIAGLGVEGDAHAGVTVQHRSRVRRDPTVANLRQVHLIGAELLETLAAKGFALAP
GDLGENVLTRGLDLLGLPEETVLHLGATARVRLTGLRNPCAQIESFRPGLLAEVLEHRADGSLRRKAGVMGVVETGGELR
PGDPVGVELPPGPHRPLDRV
>TDX27950.1 putative thiamine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRLTASRLARACLPGLLTGLALPALAAGPDPDPADWPAVLAEARGQTVYWNAWGGAAATNDFIRWAAGEVGDRYGVTVEH
VKLADTADAVSRVLAEKTAGKDTGGAVDLVWINGANFAAMKEAGLLFGPWAGDLPNWRFVDTVGKPAVTADFTVPTDGFE
APWAMAQVVFYHDTARLGDPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQTPADEAGYDAVTA
PLWAFLDDLTPHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLEGGTIGNASFVAIPY
NASARAGAMVLANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPDDRARFEALDLGIATLSPAELGPALPEPHPSWATRIE
ADWTARYGTAR
>TDX27951.1 putative thiamine transport system permease protein [Rhodovulum visakhapatnamense]
MRPLRAAPALTLVLMLGPVLAGLAGTLAPALGVFPALGGHTLSLEPARALAAWPGLWQAVALSVGTGLAATLIALGAVTL
FAAGWAGTRAMGLLERLLSPLLAVPHVAAALGLAFLIAPSGWIARALSPWATGWQRPPDLLILQDPMGLAMIAGLAAKEI
PFLLLMTLAALPQAAPARRLTIARALGYGRTTGWLKAVFPAVYAQIRLPVYAVLAYSMSAVDVAIVLGPSTPPPLAVQVV
RWMSDPDLSLRFRAAAGAILQLGLVLAALALWRLGEVGAARLGRRWAEGGARHMAEPVLRAAGLGLAALAAAAVIFGLAG
LALWSVAGFWGFPDALPDGIGLRSWARHGQALIAPARETLLLAGLATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIYRHRRGMRG
AG
>TDX27952.1 putative thiamine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTGLRLETIVLARGGEPLIAVEAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPAFTMTGRVVLNGRDVTALPPEDRRVG
ILYQDELLFPHLSVGGNLAFALPRALRGRKARRARIEAALDEIGMAGFADRDPATLSGGQKARVALMRMLLAEPQALLLD
EPFSRLDATLRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIALSDQMTTTSRGGKPLKPTEE
>TDX27953.1 ornithine decarboxylase [Rhodovulum visakhapatnamense]
MYATQADFVGGTDVLSTSRVESYIRANSFERPTLVLDTDRVADRFHALRAGLGQAAIHYAVKANPAREVIERLVGLGCHF
DAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGVTLFAADAEEELDKIAEHAPGAEVYIRVLVTASQADWPLS
RKFGCAPAKVAPLMARAVALGLRPAGLSFHVGSQTRRAEMWLPVLNEVAEIWHAARAEGYDLDLLNIGGGFPAYYGEDVQ
PPALYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSDDDTYRWVYLDIGKFSGLAETMDEAIRYQFA
TDRDHEATGPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSSYSSVGFNGFPPLDVVVI
>TDX27954.1 L-lactate dehydrogenase [Rhodovulum visakhapatnamense]
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHAVPFASAVAVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIKAVLRAAVDPILLVATNPVDVMTHVTAKLAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLASVAAQLGCAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPELAGVQNVALSLPRVVGAQGIRSTLMPTLDADEIAALTASARMLRDTSDALGL
>TDX27955.1 UDP-N-acetylmuramoylalanine--D-glutamate ligase [Rhodovulum visakhapatnamense]
MIPVRGVEGQRLAVLGLGRSGLSAARALRAGGAEVLAWDDNETARAAAEAEGFQPVDLTRAGAFEDVAALIVSPGIPHLY
PAPNRVIAAAWAAGVPVDNDIGLFFRSFATPDWDRLEATPKVIAVTGSNGKSTTSALIHHVLESAGRPSQLAGNIGRGVL
DIDPPGEGAAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEPEGMFLAN
QLAEGAADDRVIRISSGQKLSGPGWLVFARKGFLTEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEAEGVRFVNDSKATNAASAAMALAAFPEIRWICGGLEKEGGLGPLLPYLGHVAKAYVIGREA
AGFALHLKDIPHEVCTTMEAAVARAADEAKPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARIGG
>TDX27956.1 hypothetical protein EV657_11331 [Rhodovulum visakhapatnamense]
MQMNPVENTYNYLAPAARLGTPSLHAVTPDVKLRSWNGVPPYAVWAGIGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>TDX27957.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum visakhapatnamense]
MLYWLADLSDGGGVFNLFRYITFRAGCAFFTALVFGFLFGRPLINLLRKRQKNGQPIRADGPESHITSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNAYVWLLLFVTLSFGAIGFADDYAKVSKNNTKGVPGRVRFGLGLLIAAIAGYWAAWAHPADLSYN
LAMPVFKDTLIHMGVLFIPFAMLVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTEYLDVHYVPGTGEI
LVFTAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEAMSVIIQVAYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>TDX27958.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum visakhapatnamense]
MTALWTSAEAAEATGGRVTRDWSVTGVSIDTRSLKPGDLFVALKDQRDGHDFVADALARGAGAALVSRLPEGVDETAPLL
IVPDVLAALGALGRAGRARSDARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARMPRDAQFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAAIFEGVEPGGIAIYPGDLDTSPVLAAGAAAHAAAE
TRFGAAEGCEFRLMRADLHAHSTVVQAEARGHEILFKIHAAGRHFATNALGVLAVTEALGIDLVVAACDLGQWRPPGGRG
ARLRIPLDPVEESLSVEVIDDAFNANPASMAAALEVLAATRPTDGLGRVARGRRIAILGDMLELGPEEQTMHAGLADLAA
MARVDLVHCVGPRMRALYFALPLSQRGQWFDEADPLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGSGSDED
LS
>TDX27959.1 UDP-N-acetylmuramoylalanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum visakhapatnamense]
MTIRTETTLADLGLTAQGGREAHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVSFALRMGAVAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALACAAALFYGAQPATMVAVTGTAGKTSVASFTRQIWTGLGRAACNLGTMGVQGAYEAPLSHTTPE
PITLHRLLAEMARAGVTHAAMEASSHGLEQRRLDGVALKAAAFTNFSQDHLDYHAGFEEYFAAKAGLFDRVLPEDGTAVI
NIDDPRGAQMLGHARARGQTILTVGRAEEADLRILAQRYDATGQDLRFAWEGRPQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGRVFATLPELVTVRGRMELAATRANGATVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEEPKGIRAEILQGCAEAIEVGDRAEAILRGVDALEPGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLS
>TDX27960.1 cell division protein FtsI (penicillin-binding protein 3) [Rhodovulum visakhapatnamense]
MIRTPLRPLARILEARARGENPDAIERENKRLRHETMRDQARVRAEGRLLVLGVVFFAAFAVVGVRMGLLAGSDPSEPRA
IAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQQVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVEKYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMDAKGAAAVLMDVHTGEILSMVSLPDFDPNERPRQQVTGDPSDSPLFNRAVQGLYELGSTFKTFTL
SQALDEGIVNPNTMIDTKGPLVWGRYRIRDLHNYGSSLSVTTVLVKSSNVGTARIAQRIGGVRQKEFLGKLGLLEPTPVE
LVEAAGAKPLFPAKWSEISTMTISYGHGLSASPLHLAAGYATLANGGQRVRPTLLAGGGTLGDRVVSEETSRQIRSMLRE
VVVHGTATFGDVPGYRVGGKTGTADKPKPTGGYYEKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPQPRRTAGWTAVP
VGAEIIRRAAPLLGLRPEIEQAQGFGVTLTAN
>TDX27961.1 hypothetical protein EV657_11336 [Rhodovulum visakhapatnamense]
MRSFVYVLTALAVMALAFWAYRENYRTQAALDNVERLNRAIGSLREQLAMQNAEWAYLNRPERLRELAALNYDRLALGPL
APEQFGQIDQVSYPEMVLPDIVLPDELFKSILAEADQPAQSASPTVPVEEAASASAVPEALEEALEAQDEEAEQ
>TDX27962.1 16S rRNA (cytosine1402-N4)-methyltransferase [Rhodovulum visakhapatnamense]
MAAADRSVPADPPHIPVLLRPLLEAVSPVTGLWLDGTFGAGGYSRGLLDAGADRVIGVDRDPSVADLAAPWAGAWGDRLR
LVEGVFSDLDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGMSAADLVATASEAALADILFHYGEER
ASRRIARAIVKARTVAPIVTTAQLAEVVARCLPPQRPGQSHPATRSFQAIRIAVNDELGELVAGLEAAERALNPGGKLAV
VTFHSLEDRIVKRFLQVRSGQAAGGSRYAPEAKPEPARFDLLTRRAVAPDPAELDANPRARSAKLRVGVRTDAPAGPVDR
GLLGLPKIMED
>TDX27963.1 MraZ protein [Rhodovulum visakhapatnamense]
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDDKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYESEELAKTEAWLDDLPEDVDPLSF
LDGAGAVAGPAGDG
>TDX27964.1 ATP-binding protein involved in chromosome partitioning [Rhodovulum visakhapatnamense]
MPLSNDAILAELSRIALPGGGDLVSRDLIRALSVEGDTVRFVIEADSAEMARGMEPVRAAAQAAIEAIPGVGRASVVLTA
HDRGQGGAPAAPAPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLP
RMMGTTRRPASPDGKIIEPVRAHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVDWGRLDVLVVDLPPGTGDIQLT
LCQRTRLTGALVVSTPQDVALLDARKALDMFAKLGTPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGLPFLGAL
PLALEVRQAGDAGHPVALDDGPMADAYARIAARLIGGGMA
>TDX27965.1 hypothetical protein EV657_11340 [Rhodovulum visakhapatnamense]
MVGPAGAGLYRAPRAQSLVGVREVLVPAWVLAVLGVGGAALREAPATIRTVHLLFARHELVRAGDVACGSLFLGDLFRHR
SARPVPPDPLAREIPGLFPDLDLDAGEAVQPPPVRPVLRSCEARPVRARPGGRRRRLTRPLTGFRSQDC
>TDX27966.1 hypothetical protein EV657_11341 [Rhodovulum visakhapatnamense]
MRISFPVRDTEFAISSGANVGSNAGGADTSIFDGPPGAACGLVVTARPGDPDPGPFEPGDRQDLVWRGQGGTGAVRCGGD
PVG
>TDX27967.1 Rep family ATP-dependent DNA helicase [Rhodovulum visakhapatnamense]
MCPIDDFDAFEAAAQVPLSVRAMAVRPAPYLDGLNPAQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLVTGKARPNE
ILAVTFTNKAAREMKVRVGRLMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDKDDQLRLIKQLIAAESVDQK
RWTDRWFALHIENYKNRGLSSDKVGQSGGPEVERLPNAFRDGTGYKRTVGQIYVQYQERLKTLNAADFGDLLLHVVTIFQ
AHPDLLDQYRRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAVVIRLEQ
NYRSTPHILAAASGLIAANKGRLGKTLWTEAEGGEKVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRA
SHQMRAFEDRFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQSVARAEGVP
LVEAARRLLEAGGLGGKGGAELRKLIEAIGRWHGEVRAAGPSVVLDEAALIDDETVPLGRGAASSHVELAERILDESGYT
AMWQADKTPEAPGRLENVKELVKALEEFDNLQGFLEHVALIMDKDSEMAGAKISVMTLHAAKGLEFPVVFLPGWEDGLLP
SQRAMDETGLKGLEEERRLAYVGLTRAEELCTISFAANRRVFGRWQSQLPSRFIDELPASHVDVLTPPGLCGGGYGAAAP
SHGGGSGIEERASRADVYKSPGWQRLQARSAARPVSQPSQARHMVIDAEAVPAFETGTRVFHQKFGYGVVTGIEGDKLDI
DFEKAGSKKVVARFVVAAASADDIPL
>TDX27968.1 hypothetical protein EV657_11343 [Rhodovulum visakhapatnamense]
MSRYRILLAGLGLATLAACGTPERPQTGVPKVITPEMLPHAPAASAPACTAEMAARFHQPEAGIFQIGTGPTAAGFWIDM
KMAGRDGTWRCQTTREGRVVTVTPISSS
>TDX27969.1 pyruvate carboxylase [Rhodovulum visakhapatnamense]
MTDFQKILVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDEIRRQADEIGYPLML
KASWGGGGRGMRPIKGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDQHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSHAQRETICNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARALRPPVPRRESYAPGTRQILDQFGPEALADWMASQKQLLVTDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNLMTQMLLRGANGVGYTIYPDNVVQGFVRQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLNYYVAMGKELKAAGAHILGLKDMAGLLKP
ASATVLVKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDAFSGGTSQPCLGSIVEALRNTPRDTGIDMAA
VREISDYWEAVRQEYAAFESGLSAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYADVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPDRDVAFPDSVIDMMRGNLGQPPGGFPEAIQAKILKGEKPFTDRPGKHVPPADIDRIRA
EVEGQFEDLTLDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGKIKAVHVAPGQQIDAKDLLIEFE
>TDX27970.1 putative tricarboxylic transport membrane protein [Rhodovulum visakhapatnamense]
MSLKSAAAAACISLAAALPALAEIDAPECVAPAQPGGGFDLTCRIAQQGLDGAFGRPIEVTFMPGGIGAVAFNQFNTTRT
DDSNAIVAFSSGSLLNIATGKFGTFTENDVRFLATAGADYGAVIVRADSPYADLGALMDAFKADPGSVVVGAGGSVGSQD
WMKGALLLKSVGADPRQMRYVAYDGGGDAIAGLLGGAIQVYTGDVGEMAAHIGDGSMRILAVLAPERLEPPFDAYPTAKE
LGYDTEWTIMRGFYMGKNVPDADYQAWADAFAAAYKTEAYRQARESKGLMPLELSGSEMDAQVKQLIGELRDIARDAGLI
Q
>TDX27971.1 putative tricarboxylic transport membrane protein [Rhodovulum visakhapatnamense]
MVDRIFAGLLLAVTLGYGWLAFTVIRAPFQYDPLGPESWPRILSVLAALCLAGILWKPDVDRFDTRGGTWLRLAAIVALL
VGYAGLYEPLGFVLATLLFGTIAARLLGATLVRAGVFGLATGVLGYLLCAGLLDLNLPEGPLPRL
>TDX27972.1 putative tricarboxylic transport membrane protein [Rhodovulum visakhapatnamense]
METVLSGLATGFAVALTPLNIFLVLIGCFSGTLIGALPGIGPINGVAILLPIAYGLGLPPESALILLAGIYYGAEYGGRI
SSILLNVPGDAGAVMTTLDGHPMALKGEAGRALSLSAVASFVGGTLAVIGLSLFGPLLAKFAVTFSPADYVALMVFAFAS
LASLVGRNGIKTLLGAVIGLMLATMGIDANTGVPRYTFGIPDLLAGIDFLVVVIGLFGMAELLHLVEQQVSGRLKTLPVD
RSFLRRADLLRTRWTILRCSVIGFFIGILPGTGASVASAVAYGTEKRLAGKSGASFGTGDMRGLAAPEAANNAAAGGALV
PMLTLGIPGSGTTAILLGALLMFNVQPGPLMFTQRPEIAWGLIASMYLGNVALLIINLPLVGLFARMLTLPQHYLTPLIA
MLAFVGVYSIVGNPFDLYLIILLGIFGWVLRKLDFSLAPVILGFVLGSLFENNLRRALSISAGDWGILIEDWKSNALYGL
AALVVILPAWAGRRSARAAADAVED
>TDX27973.1 putative membrane protein [Rhodovulum visakhapatnamense]
MGGWAEFAAAFALFLLSHAVPARPGVKARLTGALGQKGYLAAYVAVSLALLAWLIVAAGRAPFVALWPPAPWQPWLPNLV
MPVVCLLIAGALGAPNPLSFGGAGDARFDPARPGIVGVTRHPLPVALALWALAHAVANPDLAHLLLFGGFAGFALAGTVV
IDRRNRRRMGRDWDRLAARTATLPLAALVSGRWRPSGPPPLWRPGLGLLLWTGLLAAHRPVIGVSPLPF
>TDX27974.1 HAE1 family hydrophobic/amphiphilic exporter-1 [Rhodovulum visakhapatnamense]
MLQEAMREAESGGTSLFVRRPILALVVSALIVLAGLAALFGVEIRELPNVDRPVVTVTTEFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAENVDIDVAASDTRDAVARIQRDLPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRIVSLPGVADVQVYGDRAPIFRVDVDQARLASRGLTLADLAEALSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPDDI
SIFVTSDDAVFIKGAIAEVLNTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLVGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGTKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAMAVAISS
VVALTLCPVLASRMLARAPGTERGLGARIGAALGGLYRRTLGWALAMPVVVVLGAGLFAATAVLVAGGVRQELTPKEDRS
VALLRIQAPQGVSLDYTQSKMAAIEDAIAPLRDNGEIVNIFSIAGSGGSDSRGFMVFTLAPWEARARSQDEIVTDINARL
RGVIGVRAFSIQPNSLGIRGAGSGISVALTGESYDRLAETAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDISGLGEALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSAGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIYDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLARELEEALAG
>TDX27975.1 RND family efflux transporter MFP subunit [Rhodovulum visakhapatnamense]
MVRQIGFSVLLLAGTLALWIAFVPGARPVLDRLGVSALIGLDPAAPAGTAGSGARPGGPAAVTVSEVGEGRIQDRVAAIG
DGRALRAVTVRSKVAGEVVEIGIRDGERVAAGALIVRLDDEAERIALDRARLVLEDARDEADRVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVRAPFAGWAGVLDIAVGDRVSSQDALATIADRSRILIDFHVPERVVGQIREGLPLTA
RPLGMPGLTLEGRVHAVDNAVDAASRTLRVQGELDNTDDLLRGGMSFEVTLSFEGEPLPVVDPLSVQWSSAGAYVWAVRD
GRAARVPVAIRQRNADSVLVEADLTVGEPVVVEGLQTLREGAELRIVGPQAGLGLPRPPGDAG
>TDX27976.1 putative cold-shock DNA-binding protein [Rhodovulum visakhapatnamense]
MATGTVKWFNSTKGFGFIAPDGGKKDVFVHISAVERSGLTGLQDGQKVSFEIEAGRDGRESAVKLVAL
>TDX27977.1 hypothetical protein EV657_11354 [Rhodovulum visakhapatnamense]
MTRKRERRAPKPRDERETPPTWRFTDWAMI
>TDX27978.1 TRAP-type C4-dicarboxylate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MEPGRRLAGLLATAAAAIWTAGAALAQDYTFKLHHFLPATSPTQTETLAPWARAVEARSGGRVKIEIYPSMTLGGRPPEL
VTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFESDLKDDYKGLEVMFLHVHAGNGIALRGPE
VHAPADLAGRKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRLIEGDRNTRFGT
TTFQLSMNKARWDSLPPEIQTAFREASGPEWLAELGRIWRATEETGVALTTAAGKAHQVLSPAETEAFRTALEPVVERWI
EDADSRGIDGAGLVARARAAVAAHASR
>TDX27979.1 tripartite ATP-independent transporter DctQ subunit [Rhodovulum visakhapatnamense]
MRLRRALAAAAEIWAILGGLVLAGVVGLNLASILGGLLGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGA
SRIWSARMSLTGSLAALTVAGVLLWRMSLGLGDQRAYGYTTAILQIPLWPCFLPVLVSLALLALAAVATLTEDAATARGR
RNA
>TDX27980.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MPDPMMLGLIGLGALVLLIAARMPIAHAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGRAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPGALAVLLFLLTIAGYVALCPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAMGVALVWAYGTFRGRLRLAALRASVLETAATSGMIYLILLGAELMKIFMARAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVVPFFWPVLVEVNGGLYQMAEGAGFGMGTEDLKIWFGVLALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>TDX27981.1 ABC-2 type transport system permease protein [Rhodovulum visakhapatnamense]
MIGRVLSFGRLMALLAKETIQMRRDRLTFGMMLGIPLVQLMLFGFAINTDPKELPAALVAPTQDRFTRAMVSALELTGYY
RFVAPDATAAEAERMIARGDVSFVVTIPSDFGRRVMRGESPSILIDADATDPSVASGAISTLGTVAGQALSREAGVAAPA
PGLSVVVHRRYNPEGVTQYNIVPALLGVILQLTMVMMTAMALTRETERGTMENLLSMPATPLEVMLGKIVPYLGVGAVQV
VVVLAASRLVFGVPFVGSLTLILAGVFVFVMALVILGYLISTVARTQMQAMQITFFFFLPSLMLSGFMFPYRGMPGWAQA
LGEIFPLTHFLRLIRAVMLKGAGLATVSGSFLVLGLFVLVLALAALTRFRKTLD
>TDX27982.1 ABC-2 type transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTEPAIAVTGLTKRFGGRVVVDRVTLSVARGEIAGFLGPNGSGKTTTIRMMCGLLEPDGGEGRVLGHDIRRERRAIKRRV
GYMTQRFSFYEDLTIEENLRFVAGLYGMRPVARAVRDTLADLGLTSRRGQLAGALSGGWKQRLALAACLMHKPDLLLLDE
PTAGVDPKARREFWDEIHARAAEGLTVLVSTHYMDEAERCHRIAYISYGRLVAHGTVAEVVAGAGLSTLVLTGGRTAEAA
RALDGAEGVEQVAHFGATLHVVGRDPDRLRRAVAPVAAEMGARIDPAETSLEDVFIKLMGEARDTA
>TDX27983.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MIGFLCALPVLSALLPACVPPPLATGYVEGEFTLVAPVETAQIVSVAVARGDRVPAGAVLARMERRDAEIALTEAAAAEA
QAESHLADLREGKRPEEIRVIEATLASARAEAAEAERQRERMTRLAARGVANEADRDDAITAAEVAHARVAQVEADLAVA
RLPARPQAIAEAEAAVLGARAARDRASWALDKRTLSLDQPVTVFDVIGTAGEIAGPSAPVLSVLGEGAVKLRLYIPEPAL
SSVAVGDRLAVGCDGCAPGLSARITYISEAAEFTPPVIYSLESRQKLVYLVEARPEQGTEPEAEPGAEPGAGGLKPGQIV
DVRLAEPGR
>TDX27984.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSDDPAPRSTPETLIGAALHLFGHRGFASTSTREIAARAGTNVASIAYHFGGKAGLRRACAEAVAQRIGSAIGPLGGAGE
LPETPEAAQALLDAALRRFVRFIVADPAAADAVAFMLRELTDPGEAADVIYASVLEPRHRALCALWGRATGQPAESDAVK
LAVFAAIGQAVYFRIAQPVIARRLDWAAVGPDEAEAIAGLLAANLSAMIESHRR
>TDX27985.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]
METPVNKLALLQRPMVRGTNQSGMRAHNERLVLTILRRTGPLPKAQIARMTGLSAQTVSVIMRALEADGLLVRSEPVRGK
VGQPSVPIGLAADGAFFFGLKVGRRSLQLVLTDFLGDVLARVGARHAYPTPDSVLRFALAGMDEIMGQLPQSHADRISGL
GIAIPFQMWDWIQSIGAPRADMDAWRVRDVRTELAERVEFPVYLQNDASAACGAELVLGSAEVPPDFVHFFIGYFIGGGI
VLNGSLFTGSTGNAGALGSMPVQSESRKSAQLIDVASLATLERMLAENNEDAEALWTSPDAWAIDEIILQEWILLAAQAI
AVAIAATGSVLDIGAALIDGWMPSSVRARLVEEVRVAFGRIDTTGIRPPAIMAGTVGPDARALGGACLAMSERFLVDQNA
LLAPV
>TDX27986.1 mannose-binding protein /fructose-binding protein /ribose-binding protein [Rhodovulum visakhapatnamense]
MPRPARRPGLALGAIALALLGSGAAAADPVGACLITKTDTNPFFVKMREGAAAKARELGIDLDSYAGKVDGDNETQVAAI
ETCIANGVKGILLTASNTSAIVPAVRQARDAGILVIALDTPLDPIEAADMTFATDNFKAGELIGQWARARLGAEADTARI
ALLDLDISQPTVGVLRDQGFLQGFGIDIADPKKWGDESDPRIVGHDVTQGNQEGGRRAMENLLATDPSLSLVYTINEPAA
AGAFEALKAVGRDGAVTIVSVDGGCPGVENVKAGVIGATSQQYPLLMASKGIEAIAAFARDGTRPEATEGKSFFDTGVTL
VTDAPVEGVESISAEEALGLCWG
>TDX27987.1 mannose ABC transporter membrane protein /fructose ABC transporter membrane protein /ribose ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MSSQAEPTEDFEGIAARAPNRHAAFQPHRKGAMGRAHDLLHATPALVPMIVLIAAVAVFGLVLGGKFFSPFALTLILQQV
QIVGVLAAAQSLIVLTAGIDLSVGATAVFCSVIMGKLVFDVGLPAPLAVLAGLIAGTAIGGLNGWLVSRVRLPPFIVTLG
MWQIVLAATYLSSGNETIRAQDIEATAPFLQFLGGKLQLGGATLTFGVILMLLLVLVLAYALRSTAWGRHVYAVGDDPEA
AALAGVDVHRTLMSVYLLVGLICALAGWVMIGRFGSVSPSATTGVIGNIQSITAVVIGGISLFGGRGSILGAFFGALIVG
VFELGLRMAGANPQWTFLLIGALIIGAVAVDQWIRKVSA
>TDX27988.1 mannose ABC transporter ATP-binding protein /fructose ABC transporter ATP-binding protein /ribose ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]
MTDPVLSARGLVKRYGRVTALDRCDFDLMPGEILAVIGDNGAGKSTLIKAISGAVIPDAGEIRLEGRPVRFASPIEARQA
GIETVYQTLAMSPALSIADNMFMGRELRCSGIMGTLFRRLDRRAMEAFAREKLNDLGLMTIQNIAQPVETLSGGQRQGVA
VARAAAFGSRLIILDEPTAALGVKESRRVLDLILDVRARGLPIILISHNMPHVFEVADRIHIHRLGRRLCTIRPADHSMS
DAVAFMTGARTPPDVMEAA
>TDX27989.1 fructokinase [Rhodovulum visakhapatnamense]
MSAPPDLQALAARVLAAPPRRTRRLVALAGPPGSGKSTLARRLSGQLAEMGHAAPVVPMDGFHLDNRLLSARGLLARKGA
PESFDVAGLLRLVDALAAGGEVIHPVFDRARDSAIAGAGAVAETDRTAILEGNYLLFDAPPWRALAGFWDVSVFLAVPEE
DLLSRLTTRWLDHGLAPEAARDRAERNDMANARLVAARRLPADLALGTAEPLPGTRTPA
>TDX27990.1 hypothetical protein EV657_11367 [Rhodovulum visakhapatnamense]
MKRSEINAILADSQAFIRSFGLPLPPFADWRPDRIAAPEAAEIRSRGLGWDITDYGQGRFATLGLVLFTARNGRHADLAR
GRGMVYAEKIMISRVGQLSPMHRHRLKTEDIINRGGGTLVLQLHAADAEGDIDPDADLRVMSDGIAQDLPPGGLLRLAPG
SSVTLSPDIWHAFWAEGEDVLLAEVSTVNDDRTDNVFADPIGRFPEIEEDVPATRLLVSDYA
>TDX27991.1 hypothetical protein EV657_11368 [Rhodovulum visakhapatnamense]
MQRPDTVSVPKKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGMAYSGRFAAPQIRL
NGLWAAIRPIWGRSWTLYIVHVLLSAWAIAIFAWGAMAFDVPDLLTKINLRQVFENTGEALIGIPLLTHQFGYVNILPAY
SVLLLFAPLAILIGMRAPLLMVSISIAMWFVAGMWRIDLPNYPNPGGWFFNPLSWQIIFVLGLLTGIQMRRGERLVARRR
WLFWAAAGFLGFVLVWAQVPALGERLNAIMRQAGEAGLPFHLVGFDKTYVSLPRMLHVLALFYVLSCLPWVTRIAGSALA
APLRLMGRQGLLVFSFGTVVSLSFQVLMDGRPDLALLPWLLPPLGVAAMLVAAVLGEASRRDRRTTPFAAPVEAPVEAPA
AVPVPHPGLPGDPRPAALPATGRAPGLQPAE
>TDX27992.1 membrane glycosyltransferase [Rhodovulum visakhapatnamense]
MSRILASGLRTRVLRGLAIGFSLAAATVAASLLAEASTQDGVDAWDVARTTLIFITTAWLAWGAAGAFIGLLGHLRRAPE
PQLRLPHEPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPVNAARERDAFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTVRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAYAKRDRRWCQGNLQHMRLLLAPGLAVWSRFVFVQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLVIGICGLLLLPKLSILAGAIVTRRARGFGGGVRASASVLTEILLSSLLAPVMLMYQSRAVLQVLSGSD
GGWPANQRGEGKLTVLQGLRAGLWISLTGAAALALVTRIAPGLTVWMLPVCLPMLIAPLLIAWTSRPLTHTLFAVPQEAD
AAPVIRAYRDCVRRWIAEDARKEALDAAA
>TDX27993.1 hypothetical protein EV657_11370 [Rhodovulum visakhapatnamense]
MSADSTLDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPIWLARLMRPLQLG
>TDX27994.1 glucans biosynthesis protein [Rhodovulum visakhapatnamense]
MFPVSSSTAVRSGRFGPSRRRLLAALAGSAASVAFGLPRFAAAQEAPPEPEPEAPPPVPEAAPEPVPEPVPFSFDVLSDQ
MQARAKEAHKAASLPEGPLSGLDYDAYRSIRFRPDHARWAGDGSYFQLHAFHPGWLYKEPVEIFELVEGIAQPLHFSGAD
FQYDGKAADLIPPDFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRANVYGLSARGLAVNTASGKTEEFPRFST
FWLERPAPGATSITIYAALDSKSLTGAYRFIITPGATTVMDVTARLFMREDVDQLGIAPLTSMFLLGDNDRGDFDDFRHR
VHDSEMLILNTSEGGTFVRPLNNPPRLASSYLAARDPESFGLIQRNRNFDDYLDAGAHYERRPSMMVEPVGNWGRGTVRL
VEIPSDLEANDNIVAFWVPEEKARKGDTMEYDYRLHWGTNPPGAVGERAHVVRTLVGRGGVAGAASGPGLRKFVVDFEGG
TLGELPDDADVKADVYASTGRMEKPVFSRIPGSDTWRLVVDITADTGALVELKAEITGYGQTLTETWLYQWINE
>TDX27995.1 hypothetical protein EV657_11372 [Rhodovulum visakhapatnamense]
MVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLDYLIDRELSGHGEDIKPHAIAVEVFDRDQRFDPGRDSIVRTEIGRLRE
ALARFYALADPELPVIEIPRGSCRPTLRPGPGESGPPPSPWPRRLVALAGLAMLIVIVPMLWQAHVRHAQERVFAAAARP
IEEAPYRVLRVAVLPFRAEGRLAGIEDLAYGFGAEIATDLAAHPWIATSAPRDAARAAETADYLLRGRLMWRRDTLLAQL
ELISFPGRRTVWTTFQRVGDSAGALQETERTVLGQIVRRLGAAHRVSPELMRAPPQRYAESDLPDLSCLMGIHRYLAAPA
APSHAALSSCLGRVVDSHPRYGEAWAALALLRLDEARFGRNLRSGPGAVASAWGDAARATSQALRLAPQGLMTLHAAAGL
ALEGPGRDTEAFQAHAARLLELYPHHPPSLALVGSGLAAHEGRWDEGLALVAQALRLEPDAPGRFHVAPALKALMGADDA
AVSAAVASLDPAGSRIERLLVALARARLSAGAPAGPSAAPAPNATATDALPVLAGTFDRAEAEAFVRGRRYTPGLETALL
RQIAAADPVPATTAALP
>TDX27996.1 thioredoxin [Rhodovulum visakhapatnamense]
MADALKLTCHACGTANRLPADRLDAAPRCGVCGTRLADGRVHEIDLATLEKSRKDDLPLLVDFWAAWCGPCRMMAPQFSA
AARMLLPEARLAKLDTEAHPGASDRYDVRGIPLLILFHRGREVARQAGARPAEEIVKFVRHHVGQTA
>TDX27997.1 putative membrane protein [Rhodovulum visakhapatnamense]
MKSLRLWQVVRLSRRLWVRSSLIAVLGIVAAGAAALLGPVIPQELADRLGENAVMPVLDVLASSMLAVTTFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVALVVVAILRWIDHLSRL
GSMDETIAQATLRARETLTAARTAPSLLATPLPDGETPPDGAEAVPAPRGGYVQLVDMAALSEQAERAGAEIWINAVPGS
FLVTGRALAHVHPPGALDAARIATAFEIEAVRSFEQDARFALIVLSEIASRALSPGINDPGTAIDILGRLERLLAECPAA
GDEIRYPRLHAPALRADDLVEDAFAAIARDGAPMREVALRLMHALNTLRQGDDPALARAAAAMTRRALTHAEAALVIDED
KAALRRLAGL
>TDX27998.1 glycine dehydrogenase [Rhodovulum visakhapatnamense]
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLRSLEELIGETVPDSILQAEPLDFGKPKSEREMLWAMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKASAIFVDRDCHPQNIAVIRTRAEPLGIEVIVGDPFTDLDPEKVFAGLFQYPGTYGHIHDFTGPIADLHAAEA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLSAIAQRIHRKAVRTARGLQEAGFTVEPAEFFDTFTVDVGPMQGV
IYKAALAEKINLRRIGTTKLGIALDETTRPASIEALWRAFGIERKDKGGDGEYRFPEGMIRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNIHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAQMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVKPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPATGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIVDTRDFVDTAGVTVDDIAKRLIDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEELADAAE
>TDX27999.1 glycine cleavage system H protein [Rhodovulum visakhapatnamense]
MKFTEQHEWLRVEDDLVVVGITDHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTET
PAKVNEDPTGDGWFFKMKIEDLSALDEFMDEAAYQAFID
>TDX28000.1 aminomethyltransferase [Rhodovulum visakhapatnamense]
MGGVRDAAMHARIRPGEWVAMSGLLRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRVRAGLFDVSHMGQVSL
RPKSGMVEHAAIALEHLVPVDLVGLKLGRQRYAMFTNDAGGILDDLMVARRCDDLFLVVNAACKAEDLAHLHAAIGCDCD
IVELTDRALLALQGPEAAAVLETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPAERAEALARQLLAHEA
VEAIGLGARDSLRLEAGLCLYGHDIDTGTSPVEADLAWAIQKARRTGGAREGGFPGAARILAELATGAARQRVGLRPEGR
APMREGTALFAAETGGDPVGTVTSGGFGPSVGVPVSMAYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>TDX28001.1 glutamyl-tRNA synthetase /glutamate--tRNA(Gln) ligase [Rhodovulum visakhapatnamense]
MTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARLDR
YAEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIDWTDGILG
DISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTYIVRGSDHVTNTATQIQIIGAVGGTAPRFAHHSLLTGAQGEAL
SKRLGHLSLRDLREQGIEPMALLSLMARLGSSQPVELAGSLDELIEGFDIGTFGAAPTKFDEHDLFPLTARHLHGLPFAA
VKDEIAAVGVPDDLAERFWQVMRENIVTRRDLPGWWALCRNGAEPLVDEEDRAFVTEAFALLPEPPYDDATWGAWTAEVK
AQSGRKGKGLFMPLRKAVTGRAKGPEMGDLLPLLQKKPG
>TDX28002.1 putative Zn-dependent protease with MMP-like domain [Rhodovulum visakhapatnamense]
MTDPIRHGLPPSLDDIADIAAAARDALPEPFRGPARAVAIRVEDLAPDEMLDELDIDSPFELTGLYDGIPLTEKSVMDQP
DRPDTIWLFRRAILDEWVEREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>TDX28003.1 glyoxylase-like metal-dependent hydrolase (beta-lactamase superfamily II) [Rhodovulum visakhapatnamense]
MTEMTRRHALLAGAALPLCAAAAPPARAAAPMMGPARPPFNRFTLGAFEVTTILAGTRTVPDPQTIFGLNVEPERFAAVS
EAAMIPADRAQFFFTPTVVNTGSELILFDTGLAPQGTVAALAAAGYTPDQIDTVVITHMHGDHIGGLMEDGAETFSKARY
VTGAVEFDAWDMSGDEGFEAKVRPLADKTRFLDDDGEAAQGVTAVAAFGHTPGHMAYRLESEGKALLIGADFANHYVWSL
AHPDWEVRYDRDKAAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEALADGYRYMPASYQMMLD
>TDX28004.1 6-phosphofructokinase 2 [Rhodovulum visakhapatnamense]
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESRALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSTSGEQFRFVLPGPIWNEAGLKATLAAVTTAVPEAGYVVISGSLPRGLPEDFTERVCAKIGSR
GARVLADTSGPALTRLAEARDAVPYVLRMDGLEAEELAGRALPDRKDSADFASELVARGVASIVVIARGAEGNVLAAEGL
RLHVAAAKVPVRSLVGAGDSFVGAFVLALARGAELARALQWGAAAASAAVMTDATALCTREDTEALLDRCPVTEI
>TDX28005.1 NAD(P)H dehydrogenase (quinone) [Rhodovulum visakhapatnamense]
MAQPKVAVIFYSTYGTNHQIAEAAAEAAAAAGAEVRLRRVAETAPEEVVKGQEAWAAQAEKMAHIPEATPEDLAWADAFF
FSTPTRFGVAASQLRAFIDTLGPVWQQGKLANKAVTATSSAMNLHGGQEGTLLTLYPTFMHWGSILVPPGFTDDTVTAAG
GNPYGYSAKAGEFDDAGKAAVAHQARRLVEVAGKLIA
>TDX28006.1 NAD+ synthase [Rhodovulum visakhapatnamense]
MADDRFRLTLAQLDPTVGALAENAAKARAAWAAGRDAGADMVALPEMFLTGYQVQDLVLKPAFLADVAAHLEALARDCAV
GPALGIGAPVADDEGRYNAYLICEGGRIAARILKHHLPNDEVFDEKRVYRSGPISGPYRIGPLRIGTPICEDAWYEDVTE
ALAETGAEILLVPNGSPYHRGKLDQRKTIMVARVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLDEALT
HVEFRRTPEGWRAGPGSLAPLPDAWEQDYRAMVTGLGAYVVKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SEFTSAASLEDAAAVATALGCRLDEVPISGPQAAVGEALGPLFEGTAPGITEENVQSRLRGLILMAISNKFGAMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPPRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEALVDEDLSVSDLVAEGFDEETVKRVEHLLYISEYKRFQSAPGARLTPRAFWLDRRYPIVNRWRDPS
>TDX28007.1 hypothetical protein EV657_11387 [Rhodovulum visakhapatnamense]
MGARVQKTGRITARLALVAALAAGGTALAQDSGDVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEG
TGIARLVNGSVYEGQFRDGKPEGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGKMTSPNGYV
YEGTWVNGVKDGKGRIAYPGGRVYEGEMSQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGLFVNGERH
GTGKVTFANGDVYEGEYRNDKRHGKGTLTGADGYRYEGEWVAGRIEGLGKLTYPDGAVYEGQFRADLPDGTGKVTYADGS
TYEGEWTGGVIGGAGKATFPNGLVYEGQFKDAAYDGTGTMTHAGGYSYTGDWMGGLRHGEGTATYADGSVYSGSFVKGQR
EGQGTITMPDGFSYTGGWKAGKFDGRGRATYANGDIYEGMFSDGRYEGEGVMKYSDGEIRSGTWTNGVLTTAPAGAADRP
EAASAPPPAD
>TDX28008.1 hypothetical protein EV657_11388 [Rhodovulum visakhapatnamense]
MRRIGKRSGGSFSRGRGCRLPGRLCRGRERRRGCPKRRHPWPEAPCAIGGGPERHACGPARSVHRAYAARLGPRSRFTRG
TRSRCCPPAGSAAPRRGAMHHSRSSGKAPGRAPSSSDGNSSRPRPMTCSIFRIHAVTEISMSYSIAFRRADRAAARPRGG
SRERPFPCATEPLILPPMERHGHIAIITAQPARTLSLGLLLLLSRL
>TDX28009.1 2-isopropylmalate synthase [Rhodovulum visakhapatnamense]
MTESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKNSRNAVICGLAR
AQFPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITKLTQDEMVERIEATVAHARNLCDNVQWSPMDATRTEHDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADQIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFQTGIDTTRIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLVEHHAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>TDX28010.1 rod shape-determining protein MreB [Rhodovulum visakhapatnamense]
MAGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>TDX28011.1 rod shape-determining protein MreC [Rhodovulum visakhapatnamense]
MAADRNTQIDYARPIRRILIGGTVFVLMALFVLWRIDSPRVERMRAALIDRVIPGFDWAMAPITKGAELVEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRISGVGETTARVILLTDSNSRVPVTIQPSGQRAILAGDNSTAPVLDFVEDPAVVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANEVIRDPGALVIPAPVGPQPMPAPAADAGGEPGNG
>TDX28012.1 rod shape-determining protein MreD [Rhodovulum visakhapatnamense]
MVDPTTLDRWLYRLIFLGLAVLTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFMRARQQVSVETAFGPEWLLTGGTIFAIYLADGLVLALFSVPEADFGRLIFLALVTALVYPLVALASRY
ALGVCRVTPGDLDPRGLNR
>TDX28013.1 peptidoglycan glycosyltransferase [Rhodovulum visakhapatnamense]
MKRSQREAEESSRRIGRRTLVLGGAQALFAGVLALRMRQLQVTQADEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
EQNYRIVIVREDAGDPEQALARLTRLVRLDDETVERALKEIRRHSPFVPVTIADRMRWEEVAGVAVNAPVLPGITPEVGQ
SRHYPMGPDFAHVVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDIEHGDVLGIASSPSFDPNKFVQGISVADYRALTGTPFRPLSNKAVQ
GAYPPGSTFKVVTALAALEAGVITPEDTVWCPGYLKLGERRFHCWSRGGHGHVNLTESLQQSCDVYYYDVGQRVGIDNIA
AMARKLGLGVHHDLPMSAVAEGLAPDRAWKRARYGQEWQVGDTLNASIGQGYVLATPLQLAVMSARIASGRAVTPRLVRS
IDGVEQPSGAGAPLDIHPVNLARIRKGMDAVVNSRRGTAHRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPKVAVAVVVEHGGGGSAVAAPIARDITLRALYGRVPPGEAYPSDQRWEAERRLNDLPLRDPGSF
ASGGRSRA
>TDX28014.1 cell elongation-specific peptidoglycan biosynthesis regulator RodA [Rhodovulum visakhapatnamense]
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMTVMFVVAFVPIWFWRNM
AALAYGISVLLLVAVDFFGTVGMGAQRWIDLGVFRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPLLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVVAGGVGLVSAVFASRGTPWQLLKDYQFRRIDTFLDPSSDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGISLLALYVLIIVFCISSAMQTRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>TDX28015.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum visakhapatnamense]
MPKILFSAPPGLWAEYRAPLARAFEEAGIAAEVTTETGDPAAIDYVVFAPRGGISDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGIDRHIRATAPHWDKHVPPLARDRMVAVLGLGELGRACAEALAALRFRV
LGWSRTARSVVGVECHHGAEGLRPVLERAEILVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALLDEAAVLAALDA
GRLGHATLDVFRVEPLPPDHPFWSHPRVTVTPHVAAETRPASAARVIAENVRRAEAGEPLLFRVDRARGY
>TDX28016.1 type III secretion system (T3SS) SseB-like protein [Rhodovulum visakhapatnamense]
MTADTSAPQPRSRAAALDRAHAAMTAAPDDPGPRLAYYGRLAASELVLLLDRDAEDDRIAPRIFDLDEGRVVLAFADEGR
LTDFTGTPSPYAAMPGRTLAAMLAGTGLGLGVDLGTGAGELLPAAAVEWWAGMLAAPPEPLDLVPEALTPPGDLPAPLLA
ALDTCLADAAGLAACAWLAGLRHPAGETTLLLAFLDPAEGAEPALARAVSEAVRFSGLDSGALDLAFFASQAPMAARLSR
LGLRIELPQPAPETLTPLADPDAPPRLR
>TDX28017.1 uracil-DNA glycosylase [Rhodovulum visakhapatnamense]
MTAALDDLRGRIAACRLCAGRFAATATAHAPRPVPWFGPAPRVLVCGQAPGLRVHKAGRPFLDPSGDRLRAWMGIGPETF
YDLSRVAVLPMAFCFPGYDGAGADLPPPPLCAKTWHRAVLAALGPVPLTLLIGGYAQRWHLGRAARPGVTATVAGWRAHA
PQVFPLPHPSWRNTAWLNRNPWYEAELIPALRQRVAEVLA
>TDX28018.1 sodium/proton antiporter (NhaA family) [Rhodovulum visakhapatnamense]
MYRVWNFVTAYSLLLIGGAVTALVWVNLHPNSYHDFVEYVLIDDFFIGHAHEVEGHVTRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSTTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAVFYPSGDLQPLWLLLSGGAALAVFVLFNWLPRRLDRGRQMRPVSSWVRRYLNVWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVFLGLLIGKPVGVLVFGWIAARGLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGITLDGIDVQEAAKMG
ALFSFAAALMAIGAGKLMRVQKRD
>TDX28019.1 capsular polysaccharide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLEFIEVSKGHWTGKQRKVILERVSFRVELGHSLGVLAPNGTGKITLINMMAGIEKPDEGRIKRDCRISFPLGFMGGVVN
RHSGTENARYIVRLSGLDPDYVEAFSRRLCGIGEYYDMPVGTYSQGMRARFPYSLMLALDFDIDLIDEGMPATTDVEFNR
RAGAILRERLETATVVSVSHQPRTLEKFCRSAAVLRDGQLHLFDSLKEARSLCDHQSQG
>TDX28020.1 capsular polysaccharide transport system permease protein [Rhodovulum visakhapatnamense]
MTTKAKARTFNTRTAEAVLAAAARARAARSERASAGSAAPALEAPVPARAPAPVPAPSPVPAFADRIPLGEIEQIRREGL
SGRELRMARRIAQKQGLSITSDFDAIRQRRSRGIDRFSRNSVLNFGEARPIAPGAPGANDPAARAGATPGPAMAPGAQAA
PAAPAPAPGPAALTSPAAERARAVSDIQRDIAHRRRRALTMLTARLSVFVVLPTALAGYYVFAVATPMEATPPEFVIQQA
NSPSGGGPGSLFQGGSLAMQQDSIAVQSDLQSRDAMLRLDEDQGIRAHFSQSSIDPTEGILNKEVLAADPQVSAAFSKAL
ISYAEDRIDGLTQRLRENQMAGARQSQDTAEARVAEAQNRVLPLQEKLGVIDPAGETAALMGQINTFEIELRHKRLELQQ
LLDNATPNAARVSGVEGDIRRLDAMVRELRAVLTEGSSSGGSLARVSAELRIAEADPGNRQLLLQQTLEQLETARIEANR
QVRYLSLGVSPVAPDKAAYPRAVENTALALLIFGGIYLMISLTLSILREQVSA
>TDX28021.1 2-dehydro-3-deoxyphosphooctonate aldolase (KDO 8-P synthase) [Rhodovulum visakhapatnamense]
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKDACAAAGAGYIFKASFDKANRTSLSGRRGVGIDKGLEILA
ELRRQLEVPVLTDVHAAEQCAPAAESVDVLQIPAFLCRQTDLLLAAGETGAAVNVKKGQFLAPWDMANAVAKIESTGNRR
ILLTERGVSFGYNTLVADMRSLPIMARLGYPVVMDATHSVQQPGGQGGSSGGQREFAPVMARAAVAVGVAAVFIETHEAP
DRAPSDGPNMIPLAEMPGLVETLMGFDRLAKAHPLSV
>TDX28022.1 methyl-accepting chemotaxis sensory transducer with Pas/Pac sensor [Rhodovulum visakhapatnamense]
MWFNRRSRSSGPKSVNKADAIVQIVERTQAVIHFTPEGVILEANDMFLRALGYTAAEVIGQHHSMFVQKKYRQTQAYQDF
WNRLRAGEFFTDEFPRITKDDEVIWIAATYAPVFDEAGTVVQITKIATEITRQREAIRAISKGLQALSNGDLTYRVELSA
QDRMKEVADSFNAASENMANLIRQVKGVANTIDGMSQKVSGNADELSRRTETQAATLEQTAAAVDQLNHTARKAADYASE
VGREAQDTRKAAGDSSKVVEDVTAAMQRIEDSSKSISQIVSVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRQ
LAQRSADSAKEIKSLIVQSSEYVRDGATLVSKASGDLGGIFRSVDRISERIREVVSGLQEQTITLTEINTAISHLDTVTQ
QNAAMVSETAGVTMELSKNSTSLSDGISIFTVAPAGATLH
>TDX28023.1 hypothetical protein EV657_113104 [Rhodovulum visakhapatnamense]
MDFWNETWKAEAVAKAAGLPKEKLQLWLGRNHVLGQGMGGGGEKGRHRRFEFRNVMEIAIARALVDQGHRPADAFKAAAV
FAYSAVQHPGTPGLPLDPVGGDTFMAVAGDKVTINYLPTGRGAMADFLADLTGPEGNERDLEAFTMVNASAVFRAVCREL
TLDASAILREVKNQ
>TDX28024.1 hypothetical protein EV657_113105 [Rhodovulum visakhapatnamense]
MARKPANFTQTDVTRVLKAYRNAEIPVDRCEIDPRTGKIVVFVNTAEDIVSSPWDTATA
>TDX28025.1 hypothetical protein EV657_113106 [Rhodovulum visakhapatnamense]
MKNRKQYPGATSYQDHNGKRRWRFRKGAFSAELGAAYGSEEFIRR
>TDX28026.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MRKWCDEAGLDVRTSHGLRKACARRLAEAGATPHEIAAVAGHKTLALAQLYTEAAGREGLADAAFEKLIARTNGEQNVVN
LHERFAKGDTNTLEGKEKP
>TDX28027.1 hypothetical protein EV657_113108 [Rhodovulum visakhapatnamense]
MEIVQAKTQEKQESREKIALAAALVHDVGHGPFSHAFETVGERLGLRLADHEVMSDELIRNGEIAEILNREVMSGFAANV
ANMIKKEGKITLHNSVVSSQFDADRLDYMQRDRMMTGSKHSAIDLTWLLANLEIGEVETGVDDAAVGHVPTFVIGPKAIQ
AAEAYVLGLFQLYPTIYFHKTTRGAEKLFAEILVRLVMLVKDGEPGKTGLPSNHPLIKFANAPESLDTALALDDTVVWGA
LQLLQDADDRLLAQFAERLLNRKLFKCFDVRAMITHRVDPQNRQERQDVEKIERCCASVTLKLQEWQEKQRGDVPRVITD
EAKRKPYQAGGANGGQSEQINVRTDGGELIDIRQRSEIVRALSVYRLSRAYYDQSDREAQEVISDMIEGEIG
>TDX28028.1 hypothetical protein EV657_113109 [Rhodovulum visakhapatnamense]
MAALKIEEVKKIICDAGGKIVGRTRLQKVAYLLNATGLDDSFRFAYKHYGPFSEDLASSAKLGALFGSLEERQASASWGG
TYSTYTAEAVQDGSQNEARTSLASVAAEADSIVLELAATAVFLFYEGYGDPWEETAQRKPEKATGDRLLNARNLLKELAA
VDVPKPIPEALYG
>TDX28029.1 DDE family transposase, partial [Rhodovulum visakhapatnamense]
YKRRNRIEIMFGRLKDWRRIATRYDRCAKTFLSAIALAATVIFWL
>TDX28175.1 adenine-specific DNA-methyltransferase [Rhodovulum visakhapatnamense]
MQNLLSELTELLQQEQSFISDSAILKNAVIEAALNMDPRLLGLLMQSDTIRAHFFTEVAGCHVFDKVKFQDFVSNKAFLP
DSYTAFKNRIGLMEGRNFLSQSRDVVLAWPYKDCVLEGGMTKEDRGRNEVFWNTTLAPDDITRLFEPKVLTGWERWDAEA
VAADKAKPVEALGEDDNLLIKGNNLLALHSLKARYAGKVKLIYIDPPYNTGNDGFRYNDRFNHSAWLSFMKNRLEVAREL
LRRDGAIFVSIDDNEGHYLKVLCDQIFGRDNFKCTFIWQKVDSPNDNKVSITPDHEFILCYERQKDNARFRQKISHDLLK
AYKTTESEPRLHRDRLLKKNGKASLRSDRESMFFEMRAPDGTIVFPIHDDGREARWSYGKEGVRLRTH
>TDX28176.1 hypothetical protein EV657_1122 [Rhodovulum visakhapatnamense]
MGVLSVAHRRTTGGCPGPSLRGGALGPTHHTEIIHHMKDMTIVRTDATATWAFILDIMAEALARSDAEALDHLPPGRRRT
IARKRAQRHPVPFVDEETGAICLNVPLNRQRTEWATVELEDWLTVQNLGATGLWYLDDNGRGDLRVKTKPRMRRHTAAKS
LTVARLILGLGRGERVKFLNGDSRDLRRSNLAVQGRRETDRAKSARYDARASAMAGADMARELAALRRQGGRA
>TDX28177.1 hypothetical protein EV657_1123 [Rhodovulum visakhapatnamense]
MNETYYGTPPGERLGLLKGWLDAARGGDVHLRQVLGNPAFYAPSRDDRRRVCFRRSWAYPPVPYLADRFCMVFLGCRVWE
WIGGKAPEPVEIGEVVTAEGGGTNPPSYSETGATYPGADKVYLRRDAKAFLDNLKAIRRAVYAETPMPTNLPREIAERYL
REWLERPRIWKARRAGNPPSYSETRPT
>TDX28178.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MGLVLKHVERTKSGRWQYRRRVPKAVAEIITKREFKKKLGDSEKEALAAYPRFHAEVEREIAKALQQVEHGEAADRGEAT
EREAYQVALARAAELAPEGTAWITREAIIERIASRYRQDPETLDPIGATDVDRLTINLVRNGERATARPEPTLEDAKKLY
LAERRGKETPETFHRFEGQVNQVVGLTCKALGRDPVLTELTRDDARRVRDFMLDQVKSNGERISPSSVARYLNGLRAIIN
HAATEMDLPATFKSPFNNLSVPQAQGRGSVGEGEKRDPLPPAVLKAVRERICDSAKPDLALIWRLLEGTGCRLAEVTGLR
VEDVETTGEFPHIKVAWHENRRLKTQASIRHVPLVGDALEAAKEALKLPRGGNMLFPGYGRAKGSDAASAALMKHVRAIT
TDKRHTVHSLRHNMKDRLRLAEVASLDQNIILGHALGEVGDRVYGGTPAKLRVTTRAMERALGLKESEGAS
>TDX28179.1 hydroxyacylglutathione hydrolase [Rhodovulum visakhapatnamense]
MDDPSAPKPFAPEPFAPEPGRADRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVTVIDPGPASRPHLAALLAALAPGER
VSRIIVTHSHLDHSALSRPLAEATGAPVLAFGDSRAGRRADLAALDGLGGGEGVDAGFAPDETLADGARIEGEGWTLTAL
HTPGHMGNHLCFAWSGLGPDAGALFTGDHVMGWASSMVSPPDGDLGAFMASLDRLAARPEQRLFPAHGAPVPDGPGRIAA
LAAHRRARAARLLDVLSRGPATPAALARAIYTDTPPALLPAATRNVLAHLIDLADHSLAAPDGPLAAEALWRRV
>TDX28180.1 two-component system osmolarity sensor histidine kinase EnvZ [Rhodovulum visakhapatnamense]
MVDRWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTRALVLELAYLTRIVDAAPDLAEARTEAGAV
ARPLGLGLTLPAEAPQDESRRFYDLSGETVTETLRRGLPGFTGIDLATDTSRVWVGIETGKGPMEVSFDRGRVSASNPHQ
LLVLMVFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPSGATEVRAAGRAFLDMRARIERQIEQRTLMLSG
VSHDLRTPLTRLKLELSMAEDTPETRAMLRDINDMGRMIDTFLDFSRADALDDPEEVDPAALLDRVAQRAGAAEGTVELG
ALPRGQRASLRPMAVERALQNLIDNGLRHGSRVAVSLYLRPGALVFTVEDDGPGIPEDQRELAMQPFQRLDESRNQNRGS
GAGLGLAIAADIARGHGGALHLGTSARLGGLRADLVLAR
>TDX28181.1 putative acyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MPILPPPASSAPVEVRNQPPDRGDVDLWASDPALREAAARAGAPDAPLAAYGRDMGRAEMRAAGRAANRTVPHLVPVDSA
GQRLDEVRFDPGWHCLMRTSIAAGYAALPWEGGPGGHAAHAAMVYMAAQVEPGHCCPLTMTYAAHPALAASDALAAAWQP
LLVSRRYDPAPRPLAEKQGATLGMALTETQGGSDLRATATRAEPDGEAWRLTGHKWFCSAPMSDGFLTLAQAPGGLTCFL
VPRWLPGGSNPIRLLRLKDKLGNRSNASAEIEYDRALAWQLGEIGDGIRTILTMVHHTRLDTALAPAGLMRAALSEAHHW
VAHRTAFQKRLIDQPLMRAVLADLALDVEGAVALGLRVAAAVDRAEDGEAEAALARIGVALAKFQTNKQAAPMIAEAMEV
LGGNGYIEDSPLPMLYREAPLNGIWEGSANVICLDILRTLAREPLAAEALAAELHAAAGADRLYDAELRAHAARWPGLPN
EAEARWYAEQTALLLTASVLLRGAPDAVAEAFVATRLGARRGRAAGAFGRRESGALLDRLEPSTEA
>TDX28182.1 phosphoglucomutase [Rhodovulum visakhapatnamense]
MQKITVETTPIEGQKPGTSGLRKKTPVFMGPHYLENFVQSIFTAIGGVSGKTLVLGGDGRYFNDRAAQVILRMAAAGGAD
RIVVGQGALLSTPAASNLIRKRGTDGGIILSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATRTIASYDILEAQD
LDLSAPGELTLGKTVVEVVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYAKAILEGALGAPEGSVINAV
PSPDFGGGHPDPNPIWAKPLVDLVMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANAALAPGYAGGLSGVAR
SMPTSRAVDRVAEALGIDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNVLAGTGLSVADTM
RAHWRAYGRNYYTRHDYEAVDQDKAEAMLDALRGRLATLPGQSFSGRRIEMADEFAYDDPVDGARSTGQGIRIHFEGGAR
IVYRLSGTGTVGATLRVYLEDYVNDPARLELPVEEVLADVIAAADEIAGIRARTGRSAPDVRT
>TDX28183.1 tRNA pseudouridine38-40 synthase [Rhodovulum visakhapatnamense]
MPRYALKIEYDGTPFSGWQRQADRASVQGAVEAALARLEQDVPSIAAAGRTDAGVHALGQVAHCDLAKDWDPFRLSEALN
HHLKPAPVAVVACARVPEEFHARFSAVERRYLFRLVSRRAPLVHDRGHVWRVGHDLDLAPMQAAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEDMPYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWTPEGVKAALEARDRAACGPVCPPD
GLYLAGVGYPTDPFARD
>TDX28184.1 hypothetical protein EV657_11211 [Rhodovulum visakhapatnamense]
MRIGDLADGMTRGVEGIAASVSETFMEPVVRLGVTGLSRAGKTVFITSLVSNLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPHWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAADTLGRLDQRPGSEGFVAALGGADPGAPFDEATAQMLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLMGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGAETAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQTALYPGELPEDPALLLEPARDGAEDWLDGDYQVMHFAPARLTLKPGEGPPHIRLDKAAEFLLGDRLR
>TDX28185.1 putative membrane protein [Rhodovulum visakhapatnamense]
MTRRPVVFDLEDEEAAPARPARRPDLQPEAFSGPPPQDPPVSPATAPPVPDEDEDPAPEGRAMQTVAALAARRPSRLARF
FWSSFVALLGFVISVAAWNFVFGLFERNQILGTIALTLVGLVALAVLLIALREMAAFARLRRLDTLHHEAEAAIGANDVK
AARALVDRLTGFYAAREDTRWGRARLAERRDEIFDADGLMGLAERELLLPLDAAATREIEAAARQVATITAIVPLALADL
LTALTANLRMIRRVAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRPDS
>TDX28186.1 putative secreted protein [Rhodovulum visakhapatnamense]
MTHAFPAALLGAACLLAGQSATASTVYGIDFPAGDISFADRVVSFTPGFGFGGGVAPCTDASNALGVASAGPDSYLGECN
GYVSLGEGGSLVLGFDDNLLVPSGDAAPDLQVFAGGDHDEHFLVLIGLAGKLDDWFALTGAEGSIFLGGSTGIDIDAAAG
VMPGMSFSRVMIVDLPRYCNTATGVMEWSVGEACGLDIRHLPYDGPWAGVDIYGLGAISTVPAPIPLPAAGLMLATALGG
LAALRRRSRG
>TDX28187.1 isoleucyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MCADTPDYKDTLFLPETEFPMRAGLPAREPAWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHALNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGCLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPVVNLPTFDDFQKSFEARQT
WLRAHEEELDIGLEKARVEKMRQLEGAFVVIWTTTPWTIPQNRAVCFGPSIAYGLYEITETPAECWAKVGDRYILADALA
ESVLGAARLTSDMWTRVADVSADELGALTLAHPFRGIDGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGL
KFNLPMTYNVLEDGSFRPDLPLFAGAVIIRPDGKEGDANRRVIDTLVEVGALIARGRLKHSYPHSWRSKAPLIYRNTPQW
FAAIDHTLDDGMGTYGDTIRQRALASIDQLVKWTPQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGAKPTDPDFL
LKDPAVNARITAAFEAEGADAWYAPGAKERFLGNDYNADDYTQVFDVLDVWFDSGSTHAFVLRDRADGTADGIADLYLEG
TDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTLDEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGP
EILKGVADSYRRLRNTMRFMLGNLAGFSEAERVAPADMPELERWVLHRLAELDERVRAGYDAYDFQGVFQALFNFCTVDL
SAFYFDIRKDALYCDAADSATRRAARTVLDLLFQRLTTWLAPILVFTMEDVWLSRFPGDEGSVHLQDIPETPADWRDEAL
AAKWAGIRQVRRVVTAALEIQRQDKVIGASLEAAPVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVD
GVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCARCSAALG
>TDX28188.1 hypothetical protein EV657_11215 [Rhodovulum visakhapatnamense]
MTAPIAGDFSAWGVAAARKALHIDSRQQGPAASGQAQSATDILSQIDKDKDGGLSYGEVASTGLANLIDANAKSDVDTNG
DGLLSLSQPEKRREDLGTPGATENLVKSMMELETEAAKSPEEAAGPYDLTGNSQPSTRDSALSRIADFLDPDNRAVSVGD
EDKAAARSDIAANRQTPPPDSTTGLLQSEFQTDSSFDRSVFKDQLALQTGVATFQNTKALFSGAAA
>TDX28189.1 hypothetical protein EV657_11216 [Rhodovulum visakhapatnamense]
MNISMTSSALTGLGAARQAPPPPPQESSTASAKTEEETLLKLLEAQESDESDESESSLVLTTTDDTSESDSGTATSAALT
LLQDAADLAADTPPPPPSQTESIVQGVLSSLSDTGSSADQASTQAEALYTAMQRMLTEKVA
>TDX28190.1 integrase/recombinase XerC [Rhodovulum visakhapatnamense]
MSLALSPALRDALEAWLAEERAIDAASEATIRAYATDLRGFLAFLAEYDGEPAGPARLAGIELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGGREGFEPTAVLSVRAPKFTRKLPRPLPEDAARAVIADLGDTPEVPWIAARDAAVATLLYGSG
LRISEALGLRGRDAPLPDVLRIRGKGGKERLVPVLPVAREAVAVYLDLCPFDLVPDGPLFRGARGGALNPRMVARAMEGA
RARLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTARLLDVYDAAHPKA
>TDX28191.1 hypothetical protein EV657_11218 [Rhodovulum visakhapatnamense]
MSSTAAIADDLRARIINEPKVILDDPDVMRALVAANDKMMGANIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLGLLDDDLAAILRVDCVRLVLETDGDRAETALAAPGGAVRVMTAGFARSYAGNGTSRPPRR
IVLRRTGPHCESIYGSRAAELRSEALLTLDLGEARLPALLALGSADLQQFTPNQGTDLMEFFADAVERVLRRWLA
>TDX28192.1 transaldolase [Rhodovulum visakhapatnamense]
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLILKSGRDILEVTKEICDLVDGPVSAEVVATGADAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDYKTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>TDX28193.1 replication restart DNA helicase PriA [Rhodovulum visakhapatnamense]
MRGRAETPAGRDDAMREVFPEGARVGVLTAQPLGRVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGGFDAAKLRR
VGRVLDAVPMRDEMRAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTPPRARVLEVLEAFGGLS
FTLSELAAEAGVSAGVVKGLVPSGAVLEEDLPRDRPYPRLDPARPGKALAEDQAAAAQALCAGIASGGYGTTLLKGVTGS
GKTEVYLEAVAACLRQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGAAQLVVGARSALF
LPFQDLGLIVVDEEHDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLAARFGTATLPE
MAAIDMRAEDTAPGRWISPALEAEVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCDHCDARMVEHRFQQRLVCHQC
GETKPIPETCPSCGVAGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKG
HNFPLLTLVGVIDADLGLQGSDLRAAERTFQLMRQVAGRAGRGAERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEER
RAAGVPPYGRMAGIILSAPEAKPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAIAD
WIAPVKLPPNLRLAVDIDPQSFM
>TDX28194.1 sulfur transporter [Rhodovulum visakhapatnamense]
MDIVQLVERIGEGPTAALFGLIAGGIFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRMLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAGLWVTAG
GRNSDLLGGFGLPRESGLGLGLMIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPAVLQFDIGLVPGVFLGAFAAAWVGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLIDQPHGAARPV
>TDX28195.1 MFS transporter [Rhodovulum visakhapatnamense]
MTLRFSPLRLDAAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
LFMREQVLGVVSLLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIAKDKAPQTLGWLMAAGSAAALL
AYGLLVVTWKTFDLSYNFVYLASGGFTAVVALFCLLAYPQFEAPNPQVKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVNEVTALFLINFLANMAFAPLMGKAVARWGERPALVFEYAGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAATSLVLALMIPRHPSPGN
ETVFARLAPAAAE
>TDX28196.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MTLEQIRIFLAVAERQHVTRAAEALNLTQSAVSSAVAALEARHRVRLFDRVGRRIALTEAGRRFMDTARALLAESEAAEL
MLADLGQTMQGRLRIWASQTVGSYWLPPRLAALHETHPGVAISLKIGNSAQVARAVAEGTADLGFVEGEVDAPDLLTRVV
DRDALALVTRRGHRLATGPAPDRAAYLAQDWVVREPGSGTRAAFEDHLAAMGLRLADLSLAMELPSNEAILAVVAESDYA
SFLSAGALAAHVPAGISFREVDWTARPERAFSVLIHPRRYRSRAVEALLTRIGDAR
>TDX28197.1 putative integral membrane protein (TIGR00698 family) [Rhodovulum visakhapatnamense]
MTDTPLDSAPRGLARIDRAGLLPGLALTGGLALVALGLHRALGIPALSPLVLAMVMGMAIRNGIGPVPLAAPGIAFSLKR
LLRLAIVLLGVQLTLGQLAAVGPVGLGIVAVTLCSTFLFTKAMARLLGVERRLGELIAAGTSVCGASAVLACNTVTRGSD
EDVAYAIACVTVFGSAAMLSFPLIGTALHLTPQAYGLWAGASIHEVAQVVGASFALGDAAGQAGTVAKLSRVILLAPLIL
ALARVGRWRGHAPADGAAPMPWFVVGFLAMVGVNSVLDLPEAAQHGLALTASFLLTVALAAMGLETDIRKLRQKGLRPLL
LGAAASVFVAGLALALVVLL
>TDX28198.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum visakhapatnamense]
MFSLLGRKTDMVREDEALKGRPEPIATAETHHVFGRPLQAPVPEGMQEIVFGMGCFWGVERLFWKLPGVWITAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEISLDRLLRTFWEGHDPTQGMRQGNDRGTQYRSAIYVHTPDQKAAAEASLAAY
QARLKAAGHRAITTEIREAPPFFYAEGYHQQYLSKNPGGYCGLGGTGVSCPGGTGA
>TDX28199.1 adenylate kinase family enzyme [Rhodovulum visakhapatnamense]
MGTRIHITGASGAGCSTLGRVLATRLASQVFDSDDFYWRPSDPPFAAKRSPAERVALMQALFVPRSDWILTGSLGGWGDA
LIPRFTHVVFLTVSPALRLARLRRRERQRHGAAIQPGGAMAHAYRAFIDYAMGYDSPDFTGRSRVKHELWLEELPCPVIR
LDSSVAPDLLADRVIEALDQTVGAA
>TDX28200.1 [LSU ribosomal protein L11P]-lysine N-methyltransferase [Rhodovulum visakhapatnamense]
MPTYSALTTLTAKAAADALAEAIESRMDPEPIGVGVFEIEDGSGLWELGAFFTEAPDEAGLALLAMVHGARPFTVSEVPE
TDWVAKVRRDLAPVQAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGLAPGAVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAEANVAANGLAGRIRCIEAAGFEHPELAAAAPYGLIFANILKAPLIALAPDIA
AQLAPGGIAILSGLLNEQAEEVAAAYAASGLELEGAEQIGDWTTLCVLKRRA
>TDX28201.1 hypothetical protein EV657_11228 [Rhodovulum visakhapatnamense]
MQDPQYRDFQNRLQRVAEMHRSGRAFETADTSRMAALRRPRHALNLPLWRSLGVMAATVTLVKVGILVQIGAPAYAERLA
LAESRTPVERAAAAVMQIDPATGWVARGVSALLGRGR
>TDX28202.1 uncharacterized protein YjiS (DUF1127 family) [Rhodovulum visakhapatnamense]
MAMFELSHPQPAGLLATAPRLGFVTTLVARVQAWDELRRTRKALSRLSDRELDDIGLCRGDIDTLLR
>TDX28203.1 Holliday junction endonuclease RuvC [Rhodovulum visakhapatnamense]
MRVLGIDPGLRNTGWGVIDQRGSRLGHIANGICHSSGETLAERLLSLHIQLTEIVARYAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGADAADALAIALCHAHHLAGGARLA
AALARAGA
>TDX28204.1 Holliday junction DNA helicase subunit RuvA [Rhodovulum visakhapatnamense]
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGPGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKDKAPAVMALGGRLAPEPAAGAVIEPGPAAPA
PAARPQAPVSTSVSAQADALSALGNLGYAPSEAAQAVARAAGETPGADTKTLIRAALKLLAPKAD
>TDX28205.1 Holliday junction DNA helicase subunit RuvB [Rhodovulum visakhapatnamense]
MTEPDPMLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEILYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLLGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLRLIAENYGGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWTHLGLAAPRPAGQTAQTDLFDEGA
>TDX28206.1 hypothetical protein EV657_11233 [Rhodovulum visakhapatnamense]
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLATFKGACEAVVSLAGHQLTETDPDLGSNLIVFFFENWLELVR
VPHLDRLVPDLVRRVGRLQAAGANQYRFFRFDEDGAIRAAFVFVRMDADLARVPAESIALNQMVQTILLWSDTAFAERSP
LARMPGGTLVLRPEIAAVIRAGYDPAMPTVARDASHALRLAARIGRTLGQTLGQTLAQDT
>TDX28207.1 acyl-CoA thioester hydrolase [Rhodovulum visakhapatnamense]
MTHRFAVRVYYEDTDLAGIVYYANYLKFIERGRSEWVRGIGLDQVRLKAETGIVFAVRRVEADYLSPAKFDDLLTVETDL
VRATAARLVLDQAVLRGDTRLFEARVTLAALGPEGRPARLPAEFRRSLETG
>TDX28208.1 cell division and transport-associated protein TolQ [Rhodovulum visakhapatnamense]
MDTDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIIQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>TDX28209.1 cell division and transport-associated protein TolR [Rhodovulum visakhapatnamense]
MGGSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPMLTAGVPVELPKTAASALPSEQEAPLTVTL
TADGKIVLQETEVASDALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNSAGFRNIGLVTDTGGPTLDGRSE
>TDX28210.1 cell division and transport-associated protein TolA [Rhodovulum visakhapatnamense]
MNTGTYISGGAHLGLIAWVMLSGLFDAPPPKPMEVTDVTILSGDEFAALTAPAAAPTPSQEVDAPEAPSLPRSPRPAPAP
EARPQRPEPPPPQAAAEPDTAPEALEPPAEADVAETVTAPEAPEIPEAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVVA
EQPSEATRPDPAAERPTPEADEAAPEEAATQTVTEAEERPETGLAMASSPRPRNRPNRPAAPPRETPPPAETAAAPQAPA
EPDAPAETASEEDSLADAVAGAVADALSEPAAAPEGTGGAGRAASGPPLTAGERDALRVSVSRCWNVGSLSTEAMQTSVV
LGVDMEETGKPNIGSIRMISWTGGSESAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>TDX28211.1 TolB protein [Rhodovulum visakhapatnamense]
MMLRLLTAILALVLGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYAQNITRVIAADLEGTGLFREIPR
EAFLSTVTSFASPVQYADWKAINAQALITGAVSVDGSGRLSVKFRLYDVYAQAPLGDGLQFGGATGSWRRVAHKVADQVY
ARITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQALTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVA
TGQRRVLDDQPGTMTFAPRFAPDGRRVQFSLSQGGNTDLYELDLQSGRRSRLTDAPSIETAPSFSPDGSQIVFESDRSGT
QQLYVMPANGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNQGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMF
TRETAGAAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>TDX28212.1 peptidoglycan-associated lipoprotein [Rhodovulum visakhapatnamense]
MTRITTSILLMTALAVSACSNADRFGSASGAGGAGGAYGANGSPSDPTSVAYFNQTIGDRVLFLVDQSTLSPDATVTLDG
QANWMNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPIAICSEESCYAKNRRAV
TVLAAGAGF
>TDX28213.1 tol-pal system protein YbgF [Rhodovulum visakhapatnamense]
MMRIAALALTVALGLAAGGPASAQSRDETLADIRQELTVLNVSVQGLKRELSTTGGAMGSAGGGSALQRLDAIEEQLQRL
TSKTEELEHRIQTVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGSVSAAPAPMITPAPDAADGMELAIGERADFD
AGKAALEAGQNAQAAEIFARFGDTYPGSPLAGEAQFLRGEALSASGDTSQAARAYLESFSGSPSGPRASAALLKLGLALK
DLGQTREACVTLGEVRTRFSGSGEAQQAGAVMASAGCN
>TDX28214.1 tRNA(Ile)-lysidine synthase [Rhodovulum visakhapatnamense]
MQLSPGAAALQAALARACPGAAPLAVAVSGGGDSLALLLAAAARPSGPPVLAVTVDHGLRPEAAHEARSVAAICARLGVP
HSTLVWQGWDGRGNLQDAARRARMRLIADWALARGIDRVALAHTRDDQAETVLMRLARGAGVDGLAAMATERQALGVTWL
RPFLDIPRADLRAFLTERGQSWAEDPSNDDPRFDRVRVRQALALLAPLGIDAEGLAATAARLGSARAALDACTAEAAARI
AVEEAGDVVLDEAARVALPAEIGRRLLLGALAWVSGADYPPRAGALAATLARLEIAPRTTLQGCLLIREAGLLRIGRELA
AVAGLSAPIGTLWDGRWRLAGPATGGEEIRALGEAGLALCPDWRATGLPRSSLLASPAVWRGGTLVAAPLAGHGTDWSAT
VNRPFRTRLLSH
>TDX28215.1 membrane protease FtsH catalytic subunit [Rhodovulum visakhapatnamense]
MGNARQIAFWVVLFLLILALFNLFSGGQGTMSSHTISYSEFLRNVDAGEVSSVTLDGERAVIRESDGSTVTAIVPRGTDV
TEQLLAKNVDVRAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKEELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDDELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYQTA
KHILTEKREDLERLAQGLLEYETLTGSEIAKVIAGEPLNRGDDDTPSSTGGDTPSVTAIPKTKPRPKSGFEPEPQA
>TDX28216.1 trans-aconitate 2-methyltransferase [Rhodovulum visakhapatnamense]
MSPHGFEDWNPGTYARFRGLRLRPALDLLAQVPELPEGGVVDLGCGNGAVAGALRMRFPRATLTGVDSSPAMLDEARVPG
LYDRLIEADAATWTPEAPVALIFSNALCHWLPDHAGLFARLARALGPGGTLAVQMPRQFAAPSHALMREIAARCFPDRFD
FSGWVPPVAEAAAYARILAPLGTVSAWETSYVQRLDPAADGHPVRRFTEATALRPFAAKLDGDELAAFLTEYETALDLAY
PAAPDGSVLFPFTRVFFTLTV
>TDX28217.1 formate-tetrahydrofolate ligase [Rhodovulum visakhapatnamense]
MAPKTDIEIARTAEKRPIQEIGAKLGIPPEALLPYGHDKAKVTAEFIAGLEDRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLARLGHKTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITAAHNLLAAMIDNHIYWGNALGIDQ
RRVTWRRVMDMNDRALRDIVCSLGGPSNGYPRETGFDITVASEVMAILCLATDLADLQRRLGEIIIGYTRDRAPVHAREL
KADGAMTVLLRDAIQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPAAVVVVATVKALKMNGGVAKDDLKAENVAAVRTGCANLGRHIENVRSFGVPTVVAINHFAGDTEAEIAAVQDYVRG
QGTEAILCRHWAEGGAGIEPLARKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFSTDPALTGAPEGFDVPVREVRLAAGAGFVVAICGRIMTMPGLPPEPAAHSIGLNAEGQIEGLF
>TDX28218.1 chorismate mutase [Rhodovulum visakhapatnamense]
MIPPQTCRSMDELRPQIDALDARLVGLLAERARYIDRAAELKAAAGLPARIDDRVEEVVANVRARAGAEGLDPDLVETLW
RTLIEWSIGREERALGAKEVRG
>TDX28219.1 methylenetetrahydrofolate dehydrogenase (NADP+)/methenyltetrahydrofolate cyclohydrolase [Rhodovulum visakhapatnamense]
MTATRIDGKAFAAGIREKVAAHVARLKADHGLTPGLAVVLVGEDPASQVYVRNKGEQTREAGMASFEHRLSVDTSEPDLL
ALIDRLNADPSVHGILVQLPLPAHIGEAKVINAIDPAKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLADSCTVTVAHSRTRDLPEVCRGADILVAAVGRPQMIPGDWVKPGATVIDVGINRVPAPEK
GEGKTRLVGDVDFASAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANGLPEPEGLTA
>TDX28220.1 uncharacterized protein (TIGR00369 family) [Rhodovulum visakhapatnamense]
MQHAPRNPDFEAIVRESFARQAMMSTLGAGLVSVAPGTVAISAPIRPQFGQQIGAAHAAFTFALADSAAGYTALSLMPPD
HDVLTSEAGIHLLAPALGDRLIATGSVVKTGRRLFVVRSEVFAETGDRPGQGRTHVASFTGTMVPIPL
>TDX28221.1 putative phosphoesterase [Rhodovulum visakhapatnamense]
MRLKQSMNEHPFPLAGTVLTARASGALWWEAERLLAVSDLHLGKADRLARRAGALLPPYDTHETLTRLAAEIEALAPRTV
ICLGDSFDDDDAARDLPEPATDRLTALMAGRRWIWISGNHDPAPPDLGGTALAELALGPLRFRHIAEREAEGEVSGHYHP
KMRRRLGGQSVARPCFLVDCRRAILPAFGAYTGGLATHAPVLDALMGADALAILTGPKALALPMRA
>TDX28222.1 ATP-dependent Lhr-like helicase [Rhodovulum visakhapatnamense]
MALPPPFADWFAARGWTVHPHQTAMLTRADAPSLLLIAPTGGGKTLAGFLPSLVEISENSAHGLHTLYISPLKALTADIR
RNLGRPIEEMGLPIRVEDRTGDTSQARRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDELHALAESKRGD
LLTLGLARLQSLCPGLRRVGLSATVEDPPALASFLAPTGAPCEILTADPGPPPDIAMLDTSAPPPWAGGGGRHAIPAVLD
QIARHRTTLIFHNTRAQAELFFRDLWLANEDALPIAIHHGSLSREAREKVETAMTEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYNAPSKALLVPANRFEVVECMAALDAVRAGDLDGEPRGPGARDVLCQHILATAAAGPF
DAEALFAEVRSAGPYADLTRPRFDACLDFAATGGYALRAYDRWQRLKQAPDGHWGLRDPRAAQRIRMNLGTIVEEETLKV
RLRPARGGAPLGEVEEAFAATLTPGDTFLIGGQVVRYEALREMVVEVSRSPGRDPKIAVFAGTKFATSTRLAKRILAMFR
AEDWPGLPAHTADWLALQRRVSALPERDRLLIETFPYEGRQHLCVYGFAGRNAQQTLGLLLTRRMEAAGLAPISFVASDY
ATLIWGLEPVDAPSDLMDSNELYTAFAGWLAGNAVMKRTFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLMRYDP
DHVLLEITREEAMKGLVDFGRIEAMLARVRGRIDHRRLDRVSPLAAPLFLEAGRVPVKGAAEQRLIDEAAARLMTAAGLS
>TDX28223.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum visakhapatnamense]
MRALVQRVSEAAVRVDCACLGEIGPGLMILVCAMAGDTEAEADKLARRISRMRIFRDAADKMNLSVLDTGGAALVVSQFT
LAADTSSGNRPGFSHAAPPAEGERLYLRFAEALAAEGVPVATGRFGADMKVSLVNDGPVTIWIEA
>TDX28224.1 fructokinase [Rhodovulum visakhapatnamense]
MILCAGEALIDMLPRTSTEGEPAFAPHAGGAVFNTAIALGRLGAPTGFLAGLSTDLFGTQLAEALAASGVETGLCLRSDR
PTTLAFVTLVDGHARYAFYDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYEALFLREAGARVTMLDPNIRP
GFIADVPAYRARIARMIAAADILKISDEDLHWLEGPGDARDLARGLLTRGPRLVLLTRGAGGADALSAGAECHVPAPPVQ
VVDTVGAGDTFNAGLLAGLARAGRLDRDALADGVPGAELKAALDLAIRAAAVTVARAGANPPWAADLA
>TDX28225.1 RNA polymerase I specific transcription initiation factor RRN7 [Rhodovulum visakhapatnamense]
MTAPDHRFPCDQCGADLRFSPEDGRLICDHCGHEEPVEGTGPWDAPLAELDYRAALDAALPGAEMQDVRQIKCPNCGAEF
EMDEATHAAECPFCATPVVTGTGVQRRIKPKGVLPFALSEAEAHKAMTDWLGRLWFAPNGLQAYARKGRRMEGIYVPYWT
FDADTRSQYSGARGTIYHETRRVMREGRSETVQVQKIRWTPVSGRVARFFDDVLVLASASLPKRYTDALEPWDLSLMLPY
RPQYLAGFRAEGYTVDLETGFAEARRTMDRVIRRDVMFDIGGDSQRIDRLETQVSAVTFKHVLLPVWLAAYRYRGKTYRF
VVNGRSGRVRGERPWSAWKIAIAVVLGLALAAGIGYLAALQQ
>TDX28226.1 membrane protease subunit (stomatin/prohibitin family) [Rhodovulum visakhapatnamense]
MGIFDFLSGEFIDVIHWVDDTRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFTPGLYMLETNNMPVLTTL
QHWDHGFRSPFKSEVYFVNTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYTVRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAASGIPVLDMAANTADLGKLISGEVSKTLEAYGLTMPEFYIENISLPPEVEKALDKRTSMGIAGDL
GRYTQYSAAEAMTEAAQSPAGGGMAAGIGAGLGMAMAQSVAQTGPWGAVPRSPAAEAAMPVPPPPPPVEHVWHIAENGQT
SGPFSMARLGRMAGEGSFRRDSFVWTQGQDGWKRAEEVPELARLFTVAPPPPPPGV
>TDX28227.1 DUF2927 family protein [Rhodovulum visakhapatnamense]
MTPKSRPSFRPGLGPGALASALAVALAGCQMAPAPPETRPAARPAEAVQPELSPDSQALARHYARVQADLLSRGLLRTDG
GETDVPFTRRALVENFVRIALFDEYVSRGGHLVARETESRLRRWEQPVRFGITFGATIPAAQRTRDRAEIAAYVRRLARV
TGMPMWVTSPEQANFQVFIVNEDERRRLGGDLERLIPGIDVAAQSTIAVMPRSTFCLVLAFSKGESSTYSSAVAVIRGEH
PDRLRQSCVHEELSQGLGLANDNPSVRPSIFNDDEEFALLTPHDELLLKMLYDRRLRPGMTPAEARPIVEQMAAELMGGD
A
>TDX28228.1 uncharacterized protein YaaN involved in tellurite resistance [Rhodovulum visakhapatnamense]
MSSDNNRLKAAQDVAEVEKVTLAVLPEPARDLVPLDGAAPPVADAIRARMAEIDMSDSNSIIGFGSSAQAELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFETVQGQIDSITDRLLTHEHTLLKD
IKSLDKLYEKTLDFYDELALYIAAGEEKLKALDATEIPAKEAEVAAAPEADQVIRAQELRDLRAARDDLERRVHDLKLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAALAVREASDLTNELLTANAANLRQANRTV
REEMERGVFDIEAVKKANADLIATIQESLTIADEGKTRRAQAEDDLKKMEAELRDTLASAKSRAQGAGALPEA
>TDX28229.1 5-bromo-4-chloroindolyl phosphate hydrolysis protein [Rhodovulum visakhapatnamense]
MANRFGGRYSPGTPGPETAAPPRHPFQGRRPARAAGRANAMFFAPLPLLPRAFFSDPAGLALTLGAFGVLILAAWLTREG
LRAEDAWAARKVARRPALPRKILGSGLTGAGLLLAGIGGGDWLTPAIYAVLGTALHSFAFGLDPLGDKGMEGIDSFQQDR
VARAIEEAEKHLATMSEAIRRAGDRGLEARVERFQAVVRDMFRTVEEDPRDLTAARRYLVVYLLGARDATVKFADLYART
RDVTARQDYEALLGDLEDNFAARTRALIQDDRTDLDVEIEVLRDRLQRDGIRTAPVAPISGENA
>TDX28230.1 23S rRNA pseudouridine2605 synthase [Rhodovulum visakhapatnamense]
MDKTGQEGERIAKILARAGLASRREAERMIAAGRVTVNGRRIASPALNVTPADRIAVDGAPLAAADRPRLWLYHKPAGLV
TTAKDEKDRETVFDKLPEDMPRVMSVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLREGI
VIAGESFRPMEITLDRQQGANAWLTVGLREGRNREIRRAMEAVGLTVNRLIRISYGPFQLGALKAGEVEEIRGRVLRDQL
GLESPEGEATARPRSLRPRSGAGKPGAPKTPGSKPGAKSGGPKPSGSKTPRRSEGPASAKTPDGVAGRKPPRGAGTPGAA
RPMRPRGKAPPG
>TDX28231.1 cytidine deaminase [Rhodovulum visakhapatnamense]
MSPFRSHMDRALAEARAAARRGEVPVGAVVVAPGGRIVAAAGNRTRELADPTAHAEILALRAACAEARSERLPGYDLYVT
LEPCPMCASAIGQARIARLYYGAADPKSGGVAHGARVFAHPQSHHVPEVYDGIAEAEAEALLKAFFAPRR
>TDX28232.1 L-ascorbate metabolism protein UlaG (beta-lactamase superfamily) [Rhodovulum visakhapatnamense]
MKITWLGHSGFRIEIEDQILLIDPWLVGNPMFPEERRAEAIGGATHVLVTHGHFDHVADTIAIARELSIPAVGIFDLMSW
WESREGIAVIGFNKGGTVRLGNVAVTMVNATHSSSVQGPDGPVYTGTESGFMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFHFKTVIPCHYRTFPILEQSAEALKQNLPGVRVIEPEVLVPIEL
>TDX28233.1 ceramidase [Rhodovulum visakhapatnamense]
MPMDWTRQIDAYCERTDFTFWAEPVNAATNAAFVLAALVMWRRCDGMPLGRALAAVLAVIGVGSFLFHTLATEWASMADV
LPILCFILLYVFVANRTYWGLGLWPALGLTALFFPYAAVTGPLFGRLGWLGSSAGYAPVALLILVYALALVRRLPEVAAG
LGLGVGLLAVSLTFRTIDLPVCAALPLGTHFVWHLLNAVMLGWMIEVYRQHVRRASRGAVPG
>TDX28234.1 hypothetical protein EV657_11261 [Rhodovulum visakhapatnamense]
MDVCFLKSHVLILLKTVPCCLDPALEEMSGMDVLERIRGTRIPLAILAIEADVPEAEIAAALKGSRALTFLQECRIARHL
DRSDLPGRRHRRI
>TDX28235.1 formyltetrahydrofolate deformylase [Rhodovulum visakhapatnamense]
MASTHFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNRFFMRVAFHTQAPSEAEAIRARLAPAINGYGMDAE
VVDAERRPKIILMVSKFDHALLHILYQIRVGWMEADVVAVVSNHEDSRATAEAAGIPYYCWPVTKDTKAEQERKVLDLVE
ETGAELVVLARYMQVLSDKLSRALSGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>TDX28236.1 aspartyl/glutamyl-tRNA(Asn/Gln) amidotransferase subunit C [Rhodovulum visakhapatnamense]
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEQLNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILANA
PDAREGFFAVPKVVE
>TDX28237.1 aspartyl/glutamyl-tRNA(Asn/Gln) amidotransferase subunit A [Rhodovulum visakhapatnamense]
MSDLTRLTIAEARDALRKGETTSVALTEAYLSAIDGAGALNAFVHKTPEIAMDQARAADARIASGEAPALCGMPLGIKDL
FCTRGVASQAASKILEGFRPEYESTVTRNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFESMLTGDIRGKTVGIPKEYRMDGMPAEIEKLWADGSAMLKDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGHRAKLGQGDGIVQMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAAG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDQQGLPLGLQLIGQPWGEGDLLNTAHVLE
RAAGFVSKPEKWW
>TDX28238.1 hypothetical protein EV657_11265 [Rhodovulum visakhapatnamense]
MRAVTSAIALLALAACNTQLPDSAAGVGFDNYADYSAHREGVLQGTVSAQPLDAAPAQGVVTEITGGPISAVESSDATAT
PGVHAENHAGISDEQSFAAVSARESIASDRQRLEQQREQYTFIPPEPLPPRPGGDGAGIIEYALSTTNPLGQPVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRLGIDPDGDGFACYWDPSPFRLAER
>TDX28239.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum visakhapatnamense]
MVVLHFTAMADAASALDRLCDAAAEVSAHYLIAADGQVAQLVDEAARAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFP
APLMAALDALLPGILARWSIRPERVIGHSDMAPDRKWDPGRRFDWLRLARQGLAVWPAPVDDVAPDEAAFREAATAFGYG
ARWDTGHVLDALRQRFRPWAGGPLAVADMAVITDLARRFPVDPGGAGA
>TDX28240.1 uncharacterized membrane protein YebE (DUF533 family) [Rhodovulum visakhapatnamense]
MSFVRTMATLAVGFAAAKGLEKFQKMGGGAGIADSVKSAATRAGLGSQIGPLLERMQVPGGAAALKENAKWLGAKARETG
DHAMVGLGGLMAGLGGAAWAGSVNARDILNAMGEVSPPDVSMEKNARLLIRSMIMAAKSDGEIDPVERAAILDVLGDASE
DERAFVEAEMARPIDIEALAAETGTHQRTAVYAAAVVTTRVDSPAEIAHLDRLAEALHLGRAARQRIHKAMRLPQVLA
>TDX28241.1 LSU ribosomal protein L33P [Rhodovulum visakhapatnamense]
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>TDX28242.1 hypothetical protein EV657_11270 [Rhodovulum visakhapatnamense]
MALTLSLLSARGPNLLAPGDDAAGLGIRVARIAAAGRATRSRIAVGLGALPCAGMAPVLISGPALTPPLELLRVLAGGDV
PGASFAVRELRLPRAVLATLAGMGFGLDLGPADDPVAGPAPDAGQRATRPASEEPALRANRPPDRPTLRKRPHAKRKAAL
CGAAPV
>TDX28243.1 DDE family transposase [Rhodovulum visakhapatnamense]
MLADRGYDADWLRDALKDKGMKVCIPGRTSRKTAVRYDKRRYKRRNRIEIMFGRLRDWRRVATRYDRCPETFFSAIALAA
TVMFWL
>TDX28244.1 lysozyme [Rhodovulum visakhapatnamense]
MPHKTLVLLLALSLMSCGPSSPGRQTPRAATAEPHRAAPLRLAAAERPRFDDHDPHDWTGAGPRAYPVHGIDVSRWQGAI
DWPKLRKAGVSFVYVKATEGMEDSDPMFRAHWTGAGRAGVARAAYHHFYFCARADRQARWFIANVPRSADGLPHMLDMEW
NPFSPTCRLRPDAATVRAEAATFLDIVERHYGRRPVIYTTVDFARDTGITRLPGTGFWLRSVAGPPETTYPGTPWTFWQY
TGTGRIDGVAGPVDINVFRGSEAAWQVWDGQGLP
>TDX28245.1 hypothetical protein EV657_11273 [Rhodovulum visakhapatnamense]
MERAMGISHLGAAAAACVFVLAQGAWAEESGPHLAIELNAVAPAETGCLISFMARNGHPAAIERAVFETVLIDRAGQVER
LTLFDFGDLPSGRPRVRQFSIPGLACDDLGQILINGTSACEAGALGEAACTEGLDLSTRTDVELIG
>TDX28246.1 outer membrane transport energization protein ExbB [Rhodovulum visakhapatnamense]
MIGAAVELLRRIADLGGPVVLILIGVSVLTVAVVIYKLWQFAAAGVGRHRALAEAVVAWDGGDRGLARAALGRSRSYLRP
VIELAMSGQTDPERLGAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLADTAIHTVLAPSRPQGAPLAGAEAAARAGAIHA
>TDX28247.1 outer membrane transport energization protein ExbD [Rhodovulum visakhapatnamense]
MSLTPLVDVIFLLLLFFMLSSTFTRFAEIDLSAAAPGGAVAMPDTKPLFLQLDPEGLRMNGRDMPLEALADTLAGAPAEG
PAEDAQPVLVALQGAVSAQRLTDLLVVLRAVPGLRVTVLGAS
>TDX28248.1 biopolymer transport protein ExbD [Rhodovulum visakhapatnamense]
MTAKSRRAPREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAGPADALVLHADGRITRQGAEITPEAFVE
ALDPDAGADTGATVRVIPDREAPAADLVALARALRAAGAGRVVIVTERGLR
>TDX28249.1 outer membrane transport energization protein TonB [Rhodovulum visakhapatnamense]
MIPSSRAGKVLALGLALGAHGALALVLVPQTETRMEGRAGAVEAAVGASFADMAAGRLTAESAETVVEAAAPPEPVAARL
PDPVEAVQPASAEALRPLPEAAPQPQRPAPQAAEQPKPKAAEPPPPETVKAEPEPEPQRQAAPRGNADRNARAGQAAGTD
RAQAATSGRGGATAESGNAAASNYPGLVMRALSRVPKPRIRARGAAVVAFRLGADGSLASASVARSSSSAALDQAALRIV
QRAAPFPPPPPGAQRSFSIRIEGR
>TDX28250.1 iron complex transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MIEVRSLSYAAGATPILHEVGLDLAPRGITALIGPNGAGKSTLLHCIAGLARPGAGTVRIDGLDPFAVPDRRRARQVALL
QQSPTVASRLRVAELVGFGRWPHHAGRPGPEDARVVAEALTAFELDALAARPLDTLSGGQRQRAMVAMAYAQATPWLLLD
EPLNALDPRHARDLMARLHDLSRPGPDGRAVVVVLHDINAAALWADRVVAMKDGRVIASAGADEVLRAEILEEVFDTRFE
IVPHRGRQLVVTL
>TDX28251.1 iron complex transport system permease protein [Rhodovulum visakhapatnamense]
MAETAGTFPRPARRLWALAGLLAALSLLFLFWHLRGPTGFILSLRATRLAALILVGAATGMATVLFQTVAANRLLTPGIV
GIDALFIFLQTALVATLGGLGYALLPEFGRFLAETALLTLAATALFGLLLRRGAGDVTRMILTGVILGVLLRGLAELAQR
MLDPSEFAVVQQAMFASFGSVPTGALWMAAVVLVGAGALAIAMAPALDVAALGRPTARGLGLAHDRLAVAALMLVAAMVA
VATALVGPVTFLGLIAAALGRVLAGTYRHAVLLPAAGLSGAAILVAGQFVFERLLGLHSTLAVLVEFFGGLLFLALVLNR
RSA
>TDX28252.1 iron complex transport system permease protein [Rhodovulum visakhapatnamense]
MTAGLRLWLGLGTALAALAGLSLCIGAASLFSGDLGTGWLIAVSRFPRTAAALLAGMGLALAGVVIQQTVQNRLVEPALT
GTPEAAMLGLLGVTLIAPGAAPVWKMAAATASALIGTAGFLALARRIPRQDPMLLPLVGLIYGGILGSAGLWLAWTTDLV
QYLGIWRLGEFSGVVQGRYELLWGIAALALLVYAAADRITLLGLGETQARSLGLNYAQTRTLGLVAVAAITALVIVTVGA
LPFVGLVAPNLVSRWRGDNLRANLPLVAAGGAGMVLAADILGRVLREPYEIPAATVFGVFGAGVFLWLLYAAPGPARNG
>TDX28253.1 iron complex transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MLSRSLASLALALCLGLPAAARTVTVETATGPAELTADPARVAVMDIAALDTLDALGVDVAGVPEPHYLPYLDATASRAT
RIGTLFEPDFEALAILDPDLIVVGSRSSGQAAALARIAPTIDMTVTGQDMLAETRARLRAYGRLFGRETEAAALEAALDA
RIAAARAAVAGKGDALIVLTNGGKISAYGRDSRFGWLHTALGLPEAHPDLGATTHGEAISFEFVAETDPDWILAIDRGAA
IGASGEAAAATLDNVLVRGTEAARAGQIVYLDSGPLYIAGGGVQSMMHTLDEIVAAFSADRP
>TDX28254.1 hypothetical protein EV657_11282 [Rhodovulum visakhapatnamense]
MTLLHDTGVFSTPKASSYLQQLCKHFAHKVAVEYDTDLGRVALPPGEASLEASDGLLTVTVSGADPAALELARNIVDSHL
ARFAFREGFEKMDWRGGKAA
>TDX28255.1 hemoglobin/transferrin/lactoferrin receptor protein [Rhodovulum visakhapatnamense]
MNRTSRGLLLLGACWAGSAAFGQDTNQTYLGTLRIEGAEAQDLLGNTEVTAEDLENRNPSSVKDVFQGEASVTVGGGAAI
AQKVFVNGIEESLLSVTIDGARQNKGAFHHTGNVLIDPELLKRVEVTKGLAPADGGPGGLAGSIAYETKDARDLLEPGKS
FGGIASIGTSTNGTDLRSALTVFGQQGGLDYLLSGTREIGSEYEDGDGTTMSGTEPDLSSYTAKLGFTSQSGKRLTFSAS
ETEDEGRRAAQLGGNGLYFIRPDFAGLTSGDSVMVDGYARRSSFTLSYTDEAPEGWFAPKLQLSYNEQEVDVIGAWGLNT
SLSGSASNEWQIGTGTLTAGLDFFDETAKGRGRGTAPYDSRGKESMTNIGLFAQARQDLTDRVSVSYGLRYDMQEFDAAD
GQEFDGSGLSANASVDVVLTERLTLNAGIASTWGGYELGEAALVNFGGDWTYDGFTTSRSKASRLGLRYETGPWAVSGAV
FYTGIDDLNAVLPTGADRGARADVSSRGVEGSIGWQGSDGFARLNYTYADVKLDGDTVGTTSYYYGRPVGHIIALEGGLD
LTPAWRLGGSAEIALKNTDTPTDLPGYEVLNLHATYAPARMNGVEIRFDIRNLLDETYASRSSDGIDFSRVVALNEPGRT
FGVSARWRF
>TDX28256.1 uncharacterized protein DUF2478 [Rhodovulum visakhapatnamense]
MTETSDDAPYRVAAIPLVEDLAIDALLAKVVAALRAEGVRVAGFRQGRAPEGGMAVEDLTGGGVFSISQDLGPGSQGCKL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRSVIERACERQVPVLVAVKPDCTAAWTDFTGGVADRLVPERA
AVLDWCRAGICARV
>TDX28257.1 molybdate transport system regulatory protein [Rhodovulum visakhapatnamense]
MPVGVRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGAALT
PAGEKVIAAFTAIQEGLERVVASLDNQIDLDPGDILWSLMMKTSARNTYRATVTSVTESPVSAEVQMDIGGGQTLASVIT
GHSAAEMGLAPGIEIFALVKSSFVILAKGHELGPMSVRNRLTGTVTGRTDGPVNSEIVLDLGSDKTLVATITRESAEALK
LAPGDAATALIKSSHVILALP
>TDX28258.1 tRNA-Thr(GGU) m(6)t(6)A37 methyltransferase TsaA [Rhodovulum visakhapatnamense]
MEKVMAEIRAGEVCAPLPQTGDATVWFVGRLRTPWTSPRDCPRQGDRTAGPVCRIEIDPRWREALAGIERKENLLLLYWM
DGARRDLVRQSPRNDGETIGTFALRSPNRPNPVACSVVALLGREGDVLLVRGLDCIDGTPLIDLKPDYGGRPCPEH
>TDX28259.1 hypothetical protein EV657_11287 [Rhodovulum visakhapatnamense]
MHRTIREGEADQARHQWRVFPLNVNRDHHDSHDQLRPHLADLMAAYSFARRLKTIDGLTPCEYICKIRTSEPDRFILNPI
HEMPGLNT
>TDX28260.1 molybdopterin-binding protein [Rhodovulum visakhapatnamense]
MKLSARNILTGTVTAVETGTVTTHVKIDVGGGAIVTASITNEAATDLDLRVGDKASAIIKSTDVLVGKD
>TDX28261.1 multidrug efflux pump [Rhodovulum visakhapatnamense]
MAAFFIRRPVFAWVLAIVTMLVGAFGLATLPISQYPDIAPTTVRISASYTGASAETVENSVTTVIEDGMTGLDGLTYMTS
TSSEGSASVSLTFDDTVDPDMAQVQVQNKLQLVQSKLPASVTQQGVAVTRSTSSILMVGALVSEDGSLSSVELGDLLSST
LEDAVQRTEGVGSINVFGTQYAMRIWLDPDRLFQYQLTPADVTGAVAEQNTNVTVGSLGAQPVVEGQQITVSLSAQSQLS
SVEDFQRILLKTEPDGSSVYLADVARIELAEESYGSSSRFNGKPAAGFGVNLATGANAVETASRVRATIGGLTASLPEGV
AVEYPYDTSPFVEQSIEQVYHTLGEAIVLVFLVILLFLQSWRATLVPTIAVPVVLLGTFGVLAALGMSINTLSMFALVLA
IGLLVDDAIVVVENVERVMAEEGLGPREATEKSMAEISGALIGIVVVLSAVFLPMAFMSGSTGVIYRQFSVTIISAMVLS
LLVALILTPAMCATLLRPGDGHAQLAPLRWFNAGLDRLTGGYGGSVARFSRRPFRMLIVLAAVGIGAGLVYREVPSSFLP
TEDQGVLMATIELPQHATTAQTEEAVAALENHMLTATGGAVDSVFSAVGFSFGGSGQNAAMMFVKLRDYADRPGLDAETL
STRTNGAFFQNRFGQIYVMQPPAIPGMGTSSGFTMYLVDQAGTGQEALKAAADRLVAAATADGRVTNLRGNDDATKPSLR
LDIDQQKAEALGVSLSDVNGMLATVFAGTYVNDFPLGNDLREVIVQGDARWRMQPEDIDAWYVRNSGGEMVPLSAFVTRV
WDSVTPSLDRYGGTRAMELSGAPAQGISSGDAMETMEELVSGADGGYGVAWTGLSYQERLSGNQEPLLYSLSALVVFLAL
AALYESWTVPFAVMLSVPVGMLGALLATWLLGQSNDVYFKVGLLTTIGLAARNAILIVEFAETLRRQGQALVEATVTAAR
QRLRPILMTSLAFGFGILPLALASGAGANAQNSIGIGMLGGIVFSALFGIVMVPVFYVAVLTAVARLRPQPSRPAPDEAR
G
>TDX28262.1 membrane fusion protein (multidrug efflux system) [Rhodovulum visakhapatnamense]
MSLISLTRSLPFRSPLDCLAVLAALVWLTPAALAQEPATGGAPPMQVGVIEMQRQEVPRTVTLPGRAVAFEDVEIRPRVD
GVVEEVAYKPGRPLKVGDPLYRIDDAAYRAEVAADAADLAKAEANLPVVQSAYERALKLEGNNYSAAQVDAARAELEEAK
ATLDAAQAALDYSRTQLSWTTIRSPIEGVPDISAVSVGDLVTAAQGDALTTVTRLDPIYVDMIETSARILSIRGQIEAGT
LKMNDRLRARLVLETGQSYEGEGQLVTPGTSVATSTGTMSVRFRFDNPRRLILPGMFVRGEVTLGSVDAFLVPQRAAQRD
SSGKLNAFVLAADGTARKTALTEIGSTGNSWIVEDGIAPGDKLIVDGLKSMRDGQKVRPVTATLDENGLVQDAAPASSGA
ED
>TDX28263.1 Fur family ferric uptake transcriptional regulator [Rhodovulum visakhapatnamense]
MNVLAEAEDHRDAAELHRRAEPRAPGLSLPTVCRTLSALEDQGVIQRHQFEGASACFGRAETAHHDHMIDIGTGEAVEFR
SDRIEEPQARIAAKPGYDIVHHRMELYVRKTRG
>TDX28264.1 ABC transporter family protein [Rhodovulum visakhapatnamense]
MTLALAAKWKDPMLRTFDPGQAKASGLPVGVLHYGLLTALSLTIVATLSATGLLLAVGLLIAPGAIAFLLVQSFGPMPVV
SVAVCLAAMLGGTYASFHIDSAPAATVILVLTALFATAFGRRLHRTRAASRGARGAG
>TDX28265.1 ABC transporter family protein [Rhodovulum visakhapatnamense]
MRLLEPFAYPLILGAFAAGVTSALVTGYLAENRRIKRATGMGVVCSGMFALEVILFAAFPSSAHLDPILFGDTPGAGPQD
L
>TDX28266.1 ABC-type Mn2+/Zn2+ transport system ATPase subunit [Rhodovulum visakhapatnamense]
MVHRPTADDIPATEADPRGTITALAGVNGAGRSTLFKTIMDLVPVARGEIRRLGLGGREALRRNLLAYVPQAEEVGWCFP
VLVEDAVMTDRHGHMGFPRRPRAADRAAVDRARSRRLDGVLPPPDRRAVGGQKRRVFLARALAQDGRVIPLDEPFTGVDV
KTEEQIAALPRALRDEGRVMLVSTHDLGSVLEFCDRAVPVRGTVPATGRPRRPSPARTSNAPSAACCASSRWAVPSCTMT
TPRARFRS
>TDX28267.1 hypothetical protein EV657_11295 [Rhodovulum visakhapatnamense]
MSAPDTNAKTPLAQGTGTYLAQIPRGDPARQVARETGAAFGGALYVDSLSDPTGPVPTCLDLLRVTFDTVARGLLETTVA
N
>TDX28268.1 uncharacterized protein DUF1524 [Rhodovulum visakhapatnamense]
MFRRLPLLLLSVTLLTCTPVAQAPDPTTAPYSRAAFGAGWADPDGDCLDTRAELLAGLSTVPVTLAPSGCSVRHGRWIAP
YTGRVVTQARDLDIDHIVPLRYAWGHGAASWPSAKRARFALDPVNLLPVTASANRSKGARGPLDWLPPDQVFRCQYVLRF
RRIAKAYGLVHSAAEKRDLAALTEQVCGT
>TDX28269.1 5-methylcytosine-specific restriction endonuclease McrA [Rhodovulum visakhapatnamense]
MDGDFRTSFVREPGSLKHHPALVLNADYRPLSYYPLSLWPWQEAVKAAFLDRVDIVAEYDKVVRSPTRTIRIPSVVVLKD
FVKPQKRVAFTRFNLFLRDEFSCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PQATELRDVGRKFPPNYLHDSWLDFLYWDAELEA
>TDX28270.1 peptide/nickel transport system ATP-binding protein/oligopeptide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MADPPLLELRGVSRLYRPRRSLLARGPEVVALDGVSLRIAQDESLGVVGESGAGKSTLTRIILRLERPDAGQILYRGADV
ARFGPGALRAFRARVQIVFQDPQAALNPRMTAEEIVTEPMLVHRDTVGLDRRGRRARVAELIETVGLRPDHLRRFPHELS
GGQRQRIGIARALAAGPELLLLDEPTSALDVSAQAQVLNLLIDLQDRLGLGYLFISHDLAVVRYLCDRIALIRQGRLVEE
GPAAQIFDAPRTACARRLIDAAPDLGAPLRSAGRTTGTD
>TDX28271.1 peptide/nickel transport system ATP-binding protein/oligopeptide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MPPLMPPLLEIRDLHLTMATRDGPAQVLTGVALRIARGEIWGLVGESGCGKTLTGLSVPRLVPCPPAHYPAGEVRLDGED
LMALSERRMRALRGRRIGMILQDPATSLNPTMRIGDQLADVALAAARHDPALLGPGPARTAARALAATMLDRVGIASARQ
RLSAWPHEFSGGMRQRVLIAMALIGAPDLLIADEPTSALDVPVQAQILALMQGMAADRGLGMILITHSMGVVARACSHVA
VMYAGSIVETGPVVEVLDRPAHPYTRALMAAVPGRHTPRGTLRALPGTVPDLLAAPPGCRFAPRCPRATPACRAARPPLR
PLGAGHAVACAHPDAPAHG
>TDX28272.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTAGTRLPRPAARRPRALRRFGRNRLSLLGAGLVALVLALALFGPLLAPYPAHVAGGIDTAARFQPPSAAHPFGTNELGQ
DVLSLTLAGARVSVLAGFSVVLIGGTTGTLIGGIAGFLGGWIDEILMRLTDLMLIVPNLILAMTVAAVLGPGFQNMVLAL
ALGWWPGYARLLRGEVLAARERPHVTAARAMGASQARVLVRHILPNCVSPVIVKMSLDMGFAILMVAGLGFIGIGVRPPV
PEWGTMLATARAYMPDMWWVAMAPGLAIFVAVFGFNLLGDGLRDSLDPRGGR
>TDX28273.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MLRFLLRRLLMLGPVLVGLTAIMFVIARLLPGDPVGLAAGPNATQAERAALAQEFGLDRPVWDQYLSYVAGLARGDLGRS
LMTRHPVAEDIAIYLPATLELVLAAMALAIALGLPLGLLTALWQNRWPDRLGQVLAIGAISVPRFFLGLLLQLVFAMWLM
WLPLGGQLPVVTLPPPRVTGLVTLDAALAGDWATLGAACRHLALPALALALSPLAAILRMMRASAIEVMAQDYVTAARAL
GLPRRKILIKTIGRNAVSATLTVIGLYFGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVTGLIFIAVNLA
VDLAYGLIDPRVRYE
>TDX28274.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRITLAAPFAAFLQVLPWFPVVEKAAVEAHLGEDDGQSWLMTQTAGSGPFALQQARPGALYRFVRAPTAWQGGGGTLDGV
IWRIAREGATERLLLQRGEIHVALDLTSEDMDALEGAPGVVRVIEPEYRTFTIKMNTRRGPLADINMRRAISHALDYDAL
RDTAGYADLMVGPLPLGILGHDPDLAVPRHDPDAARAHLARTATPEGGISLKIVYSANLEQQRRYALVLLDSLRALNITL
EIQPMRWPEMVAACASPDTLPDFFPVYQTANYGDPDNFAYAAYHSASNGNWQNPVFADPEVDRLIEAGRTETDIEARKAI
YGDFQRKVVADAPDLFGVQERRKLGLRDAVRGHVFTPVAANAIECWPLSLV
>TDX28275.1 IclR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTILENAALVLRCFGNNCTDLTVSEVSERLGLPKASASRLLKSMRETGMLEEIGGSRRHRPGRMMLNLSAAFRYSSGVIG
RARAAVHELSQAFGHTGYVSIRDNRQVLAIADFEGTNALRVGASIGNKLPAERCATGRSLLARLAPAEVALLYPDGPIAE
RLAPQLDRIRRTGYALSSQETTPGVDGLAVAVGDPVTSEAVSLCLVYPHNLVSDAERNAMIDAMIDSAGGIAEAVGDPLF
RAAAERRVPA
>TDX28276.1 L-lysine 2,3-aminomutase [Rhodovulum visakhapatnamense]
MTETPFSDRPPARDGKTGAPDSAAPSAPSAPPREAARRSAFPSSPGARAFRRRVFPEATAADWSDWRWQLRARIRSLDGL
ERVFRLTEDERAAVARHKGGLPVGITPYYASLMGADDPAEPLRRTHIPVGQEYLRLPGESDDPLGEDPASAVPGLVHRYP
DRALFLATGTCSTYCRYCTRSRMVGQTGGEQQISARHWERAFAYIEATPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIP
HVEFIRIGTKVPLVLPMRITRALTRMLRKHHPLWMSVHCTHPAELTPEATEALTRLADAGLPLGAQTVLLKGINDHVETL
RTLYRELLRRRVRPYYLLQCDPITGSGQFRTPVETGLDLIDGLRGHLTGYAVPQYIIDAPGGGGKVALVPDHIEGRDGDD
LLLRNFEGRIYRYPDPGGRIGAEKPRS
>TDX28277.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MDSEYAIIGGGVVGLSVAWGLLLRGRRVIVIDGGDGALSASRGNFGLIWVQGKGLNEPRYARWTQRSAAAWPGFAADLAE
AAGRPVWVEQKGGYDIQFSEEGLEATAARYEGLKAALGGDYPFEILDHAALRREEPATGPRVAGAILHRQDGHADPLGLL
AALNEAVRRAGGSVLTGRQVAGVTRDGAFRLTCADGTVLEAGRVVLAAGLGAARLGPAFGFRAPVRPQRGQVLITEKLPR
LLNRPSVIARQVPEGGIQIGATNEEVGFDDGVTRPGLARLAADAVAAFPALARVQLLRSWGALRVMTPDGLPVYQESAAM
PGAFLVTCHSGITLAAAHAQVLPDWLEGTDAAPNLEVFREDRFNLPVA
>TDX28278.1 2Fe-2S iron-sulfur cluster protein [Rhodovulum visakhapatnamense]
MKTVSTFLSLEAPGPRVRVWLDGAPLHLPHGANLAAALLAAGVNTFRGTACSGAPRAPYCMMGACFDCMIEVEGETRQAC
LLEVAEDMRLTRPGAPGDA
>TDX28279.1 pyruvate/2-oxoglutarate dehydrogenase complex dihydrolipoamide dehydrogenase (E3) component [Rhodovulum visakhapatnamense]
MHETDLAVIGSGPAGMAAAAEAAGLGLRVALLDDQPRPGGQAYRDVDRVGPMRGAVLGPDFVDGRRLTAALDDPRISHLG
GAGVWAIEPGFTICYSRENAARLLRARRVLLATGALERPMPVPGWTLPGVMTAGGGQILLKQAGLVPRRSVLVGTGPLLY
LFAVQMVRAGINPAALIETQTRGDLARALRHMGGLFGGWGYMTEGWRLLRVLQRAGVPRIVGAQEIVIEGEDRAEAVRFR
RGGAQHRLPCDTVFLHHGVVPNPQAARSLGLDHRWAPRQQCFVPVCDAWGEAAAAEGGVEGVFLAGDGAGIGGARAAELQ
GRLAALRIAEGLGRIGSDERDGRAKPLRRQLRRELAVRPFLDAAYPPFAEALRPDDTTMVCRCEEVTAGEIRRAAAQGCP
GPNRLKGFLRAGMGPCQGRVCGLAVTQILAEATGQSPDETGYFHIRPPIKPLTLGALAALAETGEAVGTDKTAPGQGDAA
>TDX28280.1 putative secreted protein (TIGR04161 family) [Rhodovulum visakhapatnamense]
MKTILTALAATIAATASHASNFQPPTTTSVPEISALEGTAAIAALVAIVFLAWERRRRAA
>TDX28281.1 SdrD B-like protein [Rhodovulum visakhapatnamense]
MRVADGKGGEEVKLLKVCVQDVAEGGSGSCTVIEAEDMSLCGYKVEGRSDASDGAGIMLCAGSGYATTTFQGGTGSYDLT
LTYLDESDGRGAIDVYVNGSKVKTIWLNENGGGDGGVGSSSWSSVTIEDLSLKAGDKITLKGYGDCGEFARIDKIEICQP
ACEPCVVIEAEDMCAYNFVTVRGAEASGGELVRLACGTWGALSTSFKGCDGTYDLRVFAQDENDGQSTLVIRINGQEVGT
ILLDGDTDGSGDDNGPFTAFKIENLTVHNGDKIEIYACGDDGEFVRIDKIQLCQDEEPVLGALGDTVWYDTDRDGLQDAG
ELGAAGVTVTLLNGDGSATGRSTVTDADGKYLFDGLEAGQYRVQFDGVAGYDFTTADAGDDALDSDADPATGLSHIVDLG
AGETDLTVDAGLVTKLGALGDTVWYDADRDGLQDAGELGAAGVLVTLLNGDGSATGRSTVTDADGKYLFDGLEAGQYRVL
FDEVAGFDFTTADAGDDALDSDADPATGLSHIVDLGAGETDLTIDAGLIEENRTPEPQDDAGRGCADTVIVVDVLGNDSD
PDGDTLTITEIDGQAISEGQTVSTAAGDVTLEGGVLKVLGNANAAIAALDIGEHAKAGFTYTVSDGNGGTASATVEMTYC
GDANSLQSLIDSLPETATYQVIAGNEVSPIQDYGYDLLITGTGDDRLDGVVFQQAYCLSFQTAVATDGSFATAPELAGNI
ESGGDGSAFGATQVGLANGLAAAENLDLINWIIAQDFEANSAGSVDGKFSGWEVQLAIWELTDTLDPGVWGTDSVSDFVL
GLDPAYGQSADVDFLVQQALANGEGFVAGDGDIASFIVDPDPVTPENAQPFIVAFNFDQNDCLC
>TDX28282.1 hypothetical protein EV657_112110 [Rhodovulum visakhapatnamense]
MTYYYRYHQKRYEWTAYKEADLLASNDTNLSCGDSFKMPGCATVTMATYDDDSILSGDEYCDDNASDWTGQDAYVNGGRV
GAQLYAEQYHVLRGTDGRIYYLIEIEVEGYDAPGKGDDFFTFYGAVPPAGVTLTVLQTCNVSGCMIDYACLGAGCVAPPN
TPPTFSNAPGNCITIDENTTFVIDLDASDADGDALSYAVVGGADAALFTIDAATGQLGFIAPPD
>TDX28283.1 PAS/PAC sensor hybrid histidine kinase [Rhodovulum visakhapatnamense]
MSAAPLPVRTPLGFAARLMAWLRARALPTGSGRIEIAAAAVSMAVLMGLMGTMALDIRGREERLHDLTAGEAQSALARFE
TEHSTLQNALYLAQRDMIPLERIRGGVAAYLQQADLVTRSAPYSDLLREFGLGEQVRHIDHAARHIAQMVAVDDAGLRTR
LPDLIDQLAATKADVHDLSSHGADLLMQIHFRAHGLIDRLESSLALIALALISLLLAGIGALLRLARQMRTRSELLQASS
SRFNAVVMTALDAVIVTDEDGRVLEFNAAAEQTFGYTRDEVIGRSATDLLIPPDKHDARMATRAYYREAHRRGEAQSGRF
EMTLQRKTGERFDAELSVTHGASEDGPISVSFLRDISDRKAAEAELTAARDRALAGEKAKSRLVAVMSHEMRTPLNGLLG
TMDLMQRTPLDAEQRQYLEVMACSGEILLHHVEDALEASSRDAGRSEVRNEAFDLSAKLRRVVAIHQSLARLRDTRLVLD
IAPGLEEVRGDAPRLRQILINLISNAVKFTRDGTVTISAARAADGRVEIRVADTGIGIAPEDLPRIFDDFFTVDATYGRE
AGGTGLGLAIVARHVELLGGEIAVESRPGRGSVFTLRLDLPEARGGIARPAAPATAAAPARPLDVLVVEDNRVNRFVARR
LLEGLGHRVTEAEDGIDGVAAATARRYDVILMDISMPRLDGVEAARRIRAASGVPPRIVAMTAHTLPADLTRFRAAGMDE
VALKPVSRKRLAELLGDAFPETGRTLAREDARPTGPCPDALDATGSGAAPLVRAVG
>TDX28284.1 UDP-glucuronate decarboxylase [Rhodovulum visakhapatnamense]
MPTGFETPTDSTGIIPLKHTAIRSLVTGGAGFIGTHLCEALLARGHQVICLDNFSTGRESNIAHLRGDPAFTLLCRDVTQ
ALQIEVDEIYNLACPASPAHYARDPVQTVKTSVLGTLNLLELARSTGARLLQTSTSEVYGDPIMHPQTEDYWGHVNPIGP
RACYDEGKRCAETLIFDFRRLHGLPVKVARLFNVYGPGMSPGDGRVVSNFAMQALSGEPVTIYGDGRQTRSFCFVSDMIR
ALIAFMATPPEVTGPLNLGNPAEMRVLDLAETVLRLSGSRSGLAFRPLPCDDPVQRRPDITRARRLLGWAPAVGLEEGLR
ATLAYFAGQCEPAPIPALRPLAPDPVAAEALRAI
>TDX28285.1 starch phosphorylase [Rhodovulum visakhapatnamense]
MTAADLRDAILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANSATRAAQPKRVYYLSMEFLIGRLLEDAIVN
LRLEDQARGALADLGLELDAVVQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQVEEPED
WLSQFHAWEFERRDVSQEIRFGGEVTEKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLARFNRGE
YAAAAEPEATARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEEEGGALADLPKKAAIQLNDTHPAIAGPEL
VRLLHDERGMALDEAIATARGCLSYTNHTLMPEALERWSEDLMTRLLPRHMQLIERIDEVHAAEMPGRRVTLREHGEVKM
GEIAFTMAHKVNGVSALHTDLMKETVFAELHRLHPDRIVNETNGVTPRRWVLSANPRLSRLITDVIGEGWVDDLEQLHQL
EASLSDPGFLDAYAKAKRENKEEFADWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGGGWVPR
VKIFAGKAAPGYVFAKEIIHLINDVASVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGTGNMKF
ALNGAPTIGTLDGANVEIRERVGARNFFLFGMTAAEVEARRAVPDHARLAIQADPRLGGALKAISQGAFSPKDRHRYRGV
VANLTGQDYFLVCSDFTAYWDAQRRAEAAYADPEVWHRMAACNTARSGWFSSDRTIRGYMGDIWGTVPLVAE
>TDX28286.1 1,4-alpha-glucan branching enzyme [Rhodovulum visakhapatnamense]
MSSVRSAPAKDPFPAREDALRLQAGLHDDPFSALGPHMVGRRRIVAVFLPGAATLEALVEGKAHPLTRRADAPDLFTGAV
PGKGGYRLRATDGTGQAWEFDDPYRFGPVIGEMDEYLLGEGTHRRIWQVLGAHVRSHEGVAGTHFAVWAPNARRVSVVGP
FNAWDGRRAPMRRRGTTGVWEIFLPGIGEGACYKYEILGGDGTVQPLKADPVGFGAEHPPKTASVVRDIAGYGWRDDAWM
TYRAGNNARTAPISVYEVHLGSWRRKADEGNRPLSYKEAAEELVDYAADMGFTHLEFLPLSEHPFDGSWGYQPVGLFAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVPAHFPSDPHGLERFDGTALYEHADPREGFHHDWNTLIYNYGRTEVANFLYSN
ALYWLEEYHIDGLRVDAVASMLYRDYSRKAGEWVPNVHGGRENLEAIAMLQRMNEVAYGEVPGVMTVAEESTSFPGVSRP
VDMGGLGFGYKWNMGWMNDTLDYIAREPVHRKFHHHQLTFGLLYAFSENFILPISHDEVVHGKGSMLAKMPGSDWEKFAN
LRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLGAEWHSGMQRLVRDLNTLYRATPALHVKDCEADGFRWIEA
NAAEISVYAWLRQGQEGDPPVAVVCNLTPVERSGVRLGLPQAGRWREVMNTDAAIYGGGNRGNLGGVVAEEVAHQGLPAS
AELTLPPLSVLYLMPGED
>TDX28287.1 glucose-1-phosphate adenylyltransferase [Rhodovulum visakhapatnamense]
METRYSRLAGRSMAFVLAGGRGSRLNELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAVATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESLWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRHHVETGADVTVGCL
TVPRQDGSAFGVMKVDETDRIVEFIEKPKDPPGMPGDPEQCLVSMGIYVFDWKFLRALLIEDADNPGSSHDFGSDLIPGI
VKGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCVISGTEVRNSLLFTMVHTNSYAVLDHAVVLPYVEVGRRARLKNVVIDRGVVIPQGLVVGEDPEEDAKWFR
VTEGGITLITQSMLDRRAGA
>TDX28288.1 starch synthase [Rhodovulum visakhapatnamense]
MSLRVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLARADAAETVWESPDFFGGPARLYFARHAGL
ELYVLEAAHLYDRPGGPYLDGGGSDWPDNDIRFGALSWMGAQIGAEGAGDWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAQRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARGG
DVLGILNGIDEADWDPATDPHAVRFRQPRGKARARTALLEEMGLSDGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAARHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQMYGLRYGTIPVVARTGGLADT
VIDANPAALAAGLATGIQFAPVTAEALSVALDRLCDLHADAELFAKLQRNAMRAPVGWQGSAAAYARLFREIVSAP
>TDX28289.1 glycogen operon protein [Rhodovulum visakhapatnamense]
MTTLPTTITAGCPNALGARYDGEGVNFAIFSEHASRVSLCLFDETGRTELANIDLPERTHHVWHGRIDGLQPGQHYGYRI
SGPYHPDQGHRFNPNKLLVDPYARRISRQPRWHDALMGYEVGAARADLSFDTRDSAPYAPRSIVVAPATDWGDDAPPATP
MSETVIYEAHVKGLTCRHPRLHAPGTFRALASEPMLDHLRRLGITAIELLPVQAFLNDRFLVEKGLTNYWGYQTLAFFAP
DPRYMETGDIAEFQRTVARLHSVGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLADDRRYYVNDTGCGNTLNTGH
PMVLRMVMDSLRYWVETMHVDGFRFDLAATLGRGPGGFDPNAAIFQAMRQDPVLARVKLIAEPWDIGPGGYQLGAFPPPF
SEWNDRFRDGVRRFWRRDPGRVPDLAARLMGSAPQFDHSGRPATSSVNLLTAHDGFTLMDVVSYNDKHNEANGEDNRDGH
SANYSDNMGVEGPSTDPAVTAARAQRRRNMMATLFLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADDAFLA
FTAKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGAPMCRADWEDPELRLLVVELRTASGTPPYAALEYAIVAV
FNAGEAVEVTVPDAPEGQVWSLHLDSSRPDLAPEPVEGSFQMPAEAVAVLVLEEEQPV
>TDX28290.1 4-alpha-glucanotransferase [Rhodovulum visakhapatnamense]
MTALAVLAQAAGLLPVYRDLTGTERETLPETAQALLAAMGLPAATEAEAAETLAAFEAMRAGRVLPDWLVAAEGMAPELT
VPAEWRIELETGGLIEGRAEDPLPALPLGIHRLVSVGQTTTLLAAPPALPLPERGWGVVLPLYGLRDAATGGLGDYADLA
RAVAGLGGLGAGFVGINPIHAGFPTDPRAISPYSPSSRRRFNVAHLAVPGEGTQAGGDLVDYPGAIAARMAALRAVFAGL
DADTLAACRRAACGADLDRFALHQALADRFGPYWPDWPAEYRSPDSPATRRFAAENAEAVAFHLWLQLQAEGQLDRVRAA
AQAAGMAQGLYLDLAVGTHPGGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMVPGALAARGFRPLAEILRAQLRF
AGLLRIDHILGFERTFWVPEGGAPGGYVRMPRAALLAVARIEAARAGAVIVGEDLGNVPEGLREDLAASGLLGCRLAMFD
TDPGSWPEPVLGSFGSHDLPPFAAWGAGRDIDWHLRLGHIPPDRAEALRTARAGQAQALSVRSGGVGVDALHAALAASPA
RLVALQVEDMLGATEQANLPGTVDSHPNWRRRIGPGAADLAECEPVQRAAQIMVRAGR
>TDX28291.1 hypothetical protein EV657_112119 [Rhodovulum visakhapatnamense]
MDDTQPSSARGLRRAILAVLAVQAGIAALLVAIDLVSVVPRPGVSPGSADPSVRPYVPDRHPAGPDAPRGRPMADRLAFD
GTGDRLNVSGQIAPGDAERMAQELSLRSEAGEPVRIVNLDSTGGSVRDALAIGRELREREIDTGVADGAICFSACPYIFA
GGVERTVAQGGRLGVHQHYFGENTFLPAFMAVNDIQRGQAEVMAHLRAMGIDPALLEPAMRTPPGEIYILDRQELVEFRL
VTSDD
>TDX28292.1 hypothetical protein EV657_112120 [Rhodovulum visakhapatnamense]
MTRSPDTDLDTGLDTGPGPAEPPRDTAQHARELAGHLAWLDSFTGVALGVLAAASGIYTYIGVRSLLDDSGAWTTFAALA
YSLAVSVAIFVFWTYMMRLLPAMRSAASRTGLLLSMGLGCVAIIAMSSWLNAAALAGAAAVEQHLAHTVQDYQVALERTH
ANTIAGQSLSRDVARVRASFETLSDQEEGGNLSGLAGRGAVFRILTQKAAELAALEDQIAGQGRAVEEAFAEGNAILSRM
RALTVQAGAVENRSLLFSEEAVRLSGIVARLRQLNAAPLVVRAAGDLRDSVVLPTLDAGSALGRQSQEATIASVLQALRD
RADTLEAAATEVATRPEPAEVEYTPLSAADAVIRYAGNFVPSWAGAIAIDLLPGVLVFILMVTHQAIRTSRGVSALQETM
TVAELRAAIEAARALGLDDRAAPAPGASDLTRPKPVPVRGAE
>TDX28293.1 acylphosphatase [Rhodovulum visakhapatnamense]
MTELTSIRLRVTGHVQGVGFRDWTQAPAENLGLSGRGRNAADGSVEAWVSGSAGAVADLVEALGHGPAAARVASVETGPA
DAASAAAAGPGFRILRRAVYALYGLCVAS
>TDX28294.1 hypothetical protein EV657_112122 [Rhodovulum visakhapatnamense]
MAITDLENTEAWLKVQPREVQAVFAARCALRGLPAIRRANDRTVRQIALPLLRAILSSGVAGTCPTPEVIRSAAAAAANS
YTRSGSASATYATRSASSAARLIGFDAAASAFFATRFAASDAAASQVLCATDYDAAAISNVDGDPASVFLTPLWPGGAFP
KKLARLYDKLRAFWQKDASVWDFWQTWYEDMLAGRPVDWDFLRQVVLLPDEDWKRGAAHIARLIEKLRAKRDLQGSIEDL
EQDLTGTASSRLGLGGNNPPEPLDQDSQLPAGLLIVWAPLQELKEEAEKQAPDPARLRKATDALILALAEIATWCRRKLD
RATDKAIDWGVPAGLGYLVLHQDKIRAVIEAAEAFLKLP
>TDX28295.1 GTP-binding protein LepA [Rhodovulum visakhapatnamense]
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQLLDSMDIERERGITIKANTVRIEYPAKDGQTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIEADHEIVPVLNKIDLPASEPERVAEQIEDVIGIDASN
AIRISAKTGLGIPDVLEAIVTRLPPPHEGDPTKPLKALLVDSYYDAYLGVVVLVRIIDGVLKKGDRIRMMKTGGVYPVDR
IGVFRPAMQSVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCETPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTSEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEFLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
EDYLVKMQILVNDEPVDALSVMVHRDRADLRGRAMCEKLKELIPRHMFKIPIQAAIGGRVIARETIAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDN
>TDX28296.1 NADH:ubiquinone oxidoreductase subunit [Rhodovulum visakhapatnamense]
MGVVDSFLSYVTWWNGQTVNTRLWTARNGQKIGEDGQGNVFYRSKDGKRRWVIYNGEVEASRISPEWHGWLHHTYDAPPT
EAPLPHKAWEKPHKENLTGTPLAYAPPGSIRRPEPEPRRDYEAWQPE
>TDX28297.1 phospholipid/cholesterol/gamma-HCH transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MAENSATEILTGAAVLAVAAGFFVYASNATGMIGSAAQDHYELTASFRSAEGVAVGTDVRLAGVKVGTVTALDLNPQTFR
ADTRFSVKTGIEIPDDSTAAVASEGLLGGTFLELVPGGSPFNLEPGAEVYDTQGAVGLISLLMKFVGGSGGSGAADTGDD
AAATGGDAGQ
>TDX28298.1 uncharacterized protein DUF2155 [Rhodovulum visakhapatnamense]
MMRAALAASCLALAALPSVAQQQWSPDGWTPDGWSVEPLEDMPHADEMMEGLGLDQTQLAGRPLPLVSRPDPLVMQEHRT
ETRTAAVTDTAPMGAVLRGLDKLSGDTVDLTLAPGETGRVWRLTVTLDECRFPADNPASDAFAFLDISDPTRNSHLFSGW
MIASSPALNPLDNSRYDVWVLRCKSS
>TDX28299.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum visakhapatnamense]
MDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFEIRVDTAFEGVVQGCASR
AETWINDEIYRLYRQLFELGHAHTIEVWQNEELVGGVYGVTLGAAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDT
QFLTDHLASLGAIEIERDDYLSRLERAVNRGANFDRAGPLPAPQLLLQRSTQTS
>TDX28300.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum visakhapatnamense]
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPPGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMKALGVPCVPGSDGGVPDLETAKTVAAEIGYPVIIKAT
AGGGGRGMKLAETAEDLEQAFQTARAEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDPETRARIGKVCADAVARIGYSGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFGQDDLQLNGHAVEVRINAERLPNFAPCPGKITAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLMEPDIQRGNYNIHWLERWLESGPEL
>TDX28301.1 biotin carboxyl carrier protein [Rhodovulum visakhapatnamense]
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPAPVVAHAPAMPMSAYAPAPAAAAPGATVEVS
VEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDTVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILIEDSAPVEYGTPL
MILE
>TDX28302.1 glutamate synthase (NADPH/NADH) small chain [Rhodovulum visakhapatnamense]
MANSPLTPGVVPGRLQPDDYTRNFADKAPPLTAHEAAVAADRCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTAEARPVEIGRLQRFATDTLMTREGHPFMRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVNDYAQAEVAWLMGIGGIAVTNGKALGRDMTLDELRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQAEDLSTIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETETGLELTDETFRIRADQVFKAIGQKLEGAPEGIALSGRKIAVT
GPGRTSMSGVWAGGDCATGGDDLTVTAVAEGRDAAEDIHATLMAEG
>TDX28303.1 dihydroorotate oxidase B catalytic subunit /dihydrouracil dehydrogenase (NAD+) /dihydropyrimidine dehydrogenase (NADP+) [Rhodovulum visakhapatnamense]
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEKEAWRRILARVEETGADGVELNFGCPHGMSERGMGSAVGQVPDYVE
MVTRWCKQMTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVSEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMIAGLSDWMDRKGHARLEDFVG
MAVPNVTDWQYLNLNYIAKAQIDAETCIRCGRCYAACEDTSHQAIEMTADRSFVVKDQECVACNLCVDVCPVEGCIEMRQ
LAPGEIDPRTGTEVPAGYANWTTHPNNPGRKSAAEQGLE
>TDX28304.1 hypothetical protein EV657_112132 [Rhodovulum visakhapatnamense]
MQFIAPISVGGAHDVAPTIVAPAAPTAPVAAAGSGGGASQTRSETGQRGQTPIRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRQNEASVFWRVEMAGDTSEPAPRQLDIEV
>TDX28305.1 YcdC-like protein [Rhodovulum visakhapatnamense]
MKTLVDQTAAVIAGWAREGRIAPVDPYHLIFSIWALTQHYADFDVQVRAVLGAGKDDPFDGADRYLATLFRRLLTP
>TDX28484.1 putative membrane protein [Rhodovulum visakhapatnamense]
MTGPARPLPRIAAIDLARSAALAGMVVFHFSYDLEMFGHLPPGTVVSGGFRVLSVTVAAAFLALAGVSLQLAHGARVRPR
AVLRRLLRIAAAAGAVSLGTWAVFPAAFVYFGILHAIAAASLLGLLLLRLPPFVPALLALAVLLAPRPAPIPDLGWLDWT
GLTATPRPSVDFEPLFPWAAAFLAGMALAGLGRRHGLWDRLSGSPGRLTRWLAWPGRNSLAIYLIHQPLLIALVWGLTRI
GLS
>TDX28485.1 hypothetical protein EV657_1112 [Rhodovulum visakhapatnamense]
METIPPGAWAALIGLVTGSVLGLAARLGDFCTLGALETAIWGGDQRRLRMWGVILGTAIAATSLLAAAGQIDTGATIYHA
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISICGFVTLSGPLAPLRDLAFPQEPSDGLQSLAV
STAELTGLPALAVALTLAAAAFGWGILHRPMRAEPHRIGWAVAVGLAVTAALWGTSAISHATLGAVAVEGHTFTAPLGRT
LLWMMTSSAGGLSFSVGSVLGVLAGAWLGSRRKRSFRWEACEDPRELGRQVGGAALMGVGGVVALGCSVGQGITAFATLA
WSAPVTLAAISAGAVFGLRRLIAGFQPD
>TDX28486.1 ArsR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSEDVQQAGRTPTRGGRGRNRGEDGVVLMPRDAMTTEAAPPEDDGRDGGRDGPVPSMDEVQAEDMVQHAETASSFLKALS
HEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYYSLADEKARRLLELMHDMFCTAKAP
PRAAEARD
>TDX28487.1 hypothetical protein EV657_1114 [Rhodovulum visakhapatnamense]
MKPDLAAWICAAGLALIAGASARADLVLGMVERTGCAYCVMWNREIAPIWPKTREGRTAPLRRIDLDAKLPEDVRLVSRP
QFTPTFVLLRDGVEIGRLEGYPGEDFFWGLIGAMVQGQPEWAQTDEGE
>TDX28488.1 cytochrome c-type biogenesis protein [Rhodovulum visakhapatnamense]
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAAAMLFLFGLHFLGVLRIPLLYREARIESRAEPTTVLGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIARGALLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGVMLVVFAVLIATNSVGYLAQVLIDTVPW
FTTLG
>TDX28489.1 thioredoxin-related protein [Rhodovulum visakhapatnamense]
MKLTTLLAAGFAALAAPVLASPMGDDGLHKPDWLRETFRDMREDLGEAQAENRRMLVIWEQRGCIYCTKMHEEVFPDPEI
EALIRKNYFVVQMNLFGDVEVTDFDGTVLPEKEMAARWGVMFTPTLMFMPETVPEGGTAAQAAVATMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPSN
>TDX28490.1 monoheme cytochrome SoxX (sulfur oxidation) [Rhodovulum visakhapatnamense]
MGKVGLTAFCLAVWAGAGLASEVAPGDVAIDGQGHVAAPLTDAPGDPAAGRSLMTNRAVANCIACHQVTEMSDAPFPGTV
GPSLDGVAARYSEAMIRGILVNSKNVFPDTVMPAYYRVEGFNRPGIEFTSKPIEGEIQPLMTAAQIEDVVAYLMTLTQ
>TDX28491.1 sulfur-oxidizing protein SoxY [Rhodovulum visakhapatnamense]
MEFTRRGAMALGAGLAAALMLPAQALRAAADDKIAEFTGGAAMGEGGITLTTPEIAENGNTVPIEVSAPGAVEILVLASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAIAKMADGSFQRAANTVKVTIGGCGG
>TDX28492.1 sulfur-oxidizing protein SoxZ [Rhodovulum visakhapatnamense]
MAEGVKPRVKAPKTAAAGETVVIKTLISHQMESGQRKDSDGTPIPRSIINRFSVAFNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEDVKSIAIG
>TDX28493.1 sulfur-oxidizing protein SoxA [Rhodovulum visakhapatnamense]
MKTNRLTGMAAALACGALLGGGVASAGPDDPLIINGDLEIVTRTAAPPHLEGHLDEIRSGWTFRSDDTQALELDDFDNPG
MIFVEAAREVWDTPEGSAGKSCADCHGTVDEGMLGVRAHYPKWVESAGEVRTVEQMINACRTSRMGADEWKYIGSDMTQM
VALIASVSRGMPVDVAIDGPARSTWEKGKEIYYTRYGQLDLSCANCHEQYFDHYIRADHLSQGQINGFPSYRLKNTKLNA
VQDRFKGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>TDX28494.1 sulfate thiol esterase SoxB [Rhodovulum visakhapatnamense]
MISRRDFLQAALAASAVWGASGAGNWARLAAQQALTQDRLLEFDTFGNVTLIHVTDIHGQLVPLWFREPEINIGVGAAAG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLAKGYGRMGGLDRVATVINAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGVDRVTEIVDGLDFAFLGANIFDAEWDEPAYEPYRMFERGGAQIAVIGQAFPYLPI
ANPKWMFPGLSFGVREERMAEVVQEVRGKGADLVVLLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIDRERAPYRDEMAEVLGTTDSLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGDPITREDLYSATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTKPQGSRITDMTLLKTGEAVDPARSYVVSGWASVGEGTEGPPIWEVVESYVKRQGTVRVDPNTSVVV
SGA
>TDX28495.1 sulfur dehydrogenase subunit SoxC [Rhodovulum visakhapatnamense]
MTDRPGAPTRRGFLKAGLAGGGALVAGGAVAQEPDPLITEKQPWAQMWGDGVDVTPYGMPIEYEADVIRRNVGWLTADTI
SSVNFSPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLVFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAVQSREETSKYTDTLADGTSRKWTWVMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAISRVDVSLDGGTSWQTARLAQPGQKMALSRFYLDIDWDGSEMLLQSRAMDETGYVQPTKNALREIRGLNSIYHN
NGIQTWWVKANGEAENVEVS
>TDX28496.1 cytochrome c [Rhodovulum visakhapatnamense]
MSKSRNLSAVALLLALTGPAQADRFGLGRPALPEEVAAWNVDVAPDGVGLPEGSGSVEDGEEIFSANCAICHGEFAEGVG
NYPKLAGGDGTLDRDDPLKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNDLVDDDFVLSNENFLEV
AMPNADGFIVDDRETTELPRFSQPPCMTDCKPEVKITMRAAVLDVTPDEGH
>TDX28497.1 sulfide dehydrogenase (flavocytochrome c) cytochrome c subunit [Rhodovulum visakhapatnamense]
MREELSLVLALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPEAQASIGPPLTGLFGRRAATVAGFPYSRSMQ
RAGQDGLTWTFETLDAYLENPVVLVSGTRMSFPGLEDAGERADLLAFLRQYSDKPSNIPEAAPTARAGDPELSEATLALA
GDPGWGEYLSSECTTCHQRDGSDQGIPSITLWPERKFVLAMHAYKQHLRPHPVMQMMAGRLSDEEIAALAAYFGALGL
>TDX28498.1 cytochrome-dependent sulfide dehydrogenase (flavoprotein) [Rhodovulum visakhapatnamense]
MSLNRRSFLGTGLALGAALSAPSALGQARPRVVIVGGGAGGATAARYIAKDSGGAIDVVLIEPGKTYYTCFFSNLYLGGF
RDLASIAHDYGRLASQYGINVIHDLAVDIDREARSVALASGHALGYDRLIVSPGIDFVDGAVPGWDLTVQNRMPHAWKAG
SQTQLLKAQIEAMREGGVFCMVAPPDPYRCPPGPYERISMVAHVLKERNPTAKILIVDPKEKFSKQALFEEGWGRHYPGM
IERIGPDFGAANVEVRPDSMEVVIDGTPETVDVCNVIPAQKAGHIAGIAGLANDSGFCPIVPGTMQSRIDENIYILGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALIGARAFPAKYSNTCWSLIDTGDGVKVGASYQAAEDKIAKVDGFVSQTGEDAAL
RKATFEESLGWYAGITADIFG
>TDX28499.1 hypothetical protein EV657_11116 [Rhodovulum visakhapatnamense]
MIQEPRNTARRLAMRPRVHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDAAAD
>TDX28500.1 flavin reductase (DIM6/NTAB) family NADH-FMN oxidoreductase RutF [Rhodovulum visakhapatnamense]
MERFIPGPDTQRLYRDALGSFATGVTVVTALGSHGPVGMTANSFSSVSLDPPLVLWSPARASTRYPAMSGAERFAIHVLG
AGEENLAARFARSGADFEGLGPESGDDPPLLEQGWIARFVCRRVALHEAGDHAIVVGHVEDCARREGPPLVFAGGAYGDF
SPLG
>TDX28501.1 phosphonate transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLLSVDNLTRHFGRIAAVDRVSFSVERPAFIGIIGRSGAGKSTLLRMLNRLTDATAGEIRFEGRNVLALKGAAKRAWQSD
CAMIFQQFNLVPRLDVVSNVLHGTLNRRSALATVFNLYPRADIYRAIDILDRLGIAEQAAKRAEALSGGQQQRVAIARAL
MQDPKIILADEPIASLDPMNAQVVMDALRRIHEEDGRMVIANLHTLDTARRYCDRVIGMREGRMVFDGRPEQLTTGVARD
IYGADATFSEQATSTSIEALDRVARAAMAETELI
>TDX28502.1 phosphonate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTRLLAALVATSALAAPAFAQDKIDEFRIGILGGENAQDRLNSYECLRVKSEDLLGVPTKLFAPADYDGVIQGLLGGTID
MAWLGASGYAKIYLEDPTAVEPVLVKVNTDGSYGYYAIGFARKDSGIASLDDMQGKKFGFGDPNSTSGYLIPSIEIPAQT
GHSMQSGDFFGEVVFTGGHEQTIVAVSNGDVDAGVTWADGQGNWEDGYNSGALRKAVDAGIVDMNDMVEIWRSKQIPEGP
IVLRTALPEDAKVKMTALVASLASMDPDCSYGVLAGEAKGVMPITHDAYLSIVEARKAQSN
>TDX28503.1 phosphonate transport system permease protein [Rhodovulum visakhapatnamense]
MADSFPASRTDPIRSRYLDLVRRRQLYSGLTLTIFAVLMASGFGLANDRNAGGFLDGIGNIFAFPANVIEEAAAKIADMP
ANLLRFFPALVETVNIAAVSTLVGGTAGFALALLSTRGLAPWALAIPLFRRAMDVMRAVPEIVIALVLIYVLGGGPVPAM
IAIAFHTAGALGKLFSEVNENADLKPVEGLASVGAGWAQRMWLGVVPQVAPNYLSYALLRFEINIRASAILGFVGAGGLG
YELKNAMSWGQGRFDQAAAIFLLLFAAIVVFDQVSSHVRDRLTKGAAA
>TDX28504.1 phosphonate transport system permease protein [Rhodovulum visakhapatnamense]
MSDTALLKRGAVGLIGRKRLTAFAFPGLVLAYLAYVAIAFDVAGLAERARLDNGRTLLADSYSYKTHVTRDNRSGEVTVA
IEGERKGTYAPDAPPDWVERKGARTEIDLGDGHLVSFGPEMVSYSVPGYGLIEARPSPSAGVETNLTGPLPDWISLSRNR
LAVTTEAGRLTVTRNRTEVFRYFVGWELFFFTLDSPYHGHSAASLLFGPQIDPDRSNLAGAWHDFWRNPMWRHADVAWAL
FETVLMAFLGTMGAALVALPLAFLAARNFTPVMAIRFGIRRVFDFVRGVDGLIWTIVLARAFGPGPMTGALAILFTDSGT
FGKMFSEALENVDRRQIEGVQSTGAPLLARYRFGVIPQITPVLLSQALYYLESNTRSATVIGAITGGGIGLLLTQAIITQ
KDWEEVSYYIVLIVLMVSAMDWISGILRRRLIRGA
>TDX28505.1 hypothetical protein EV657_11122 [Rhodovulum visakhapatnamense]
MPRLSAETPVVHPECSVTGCTLGRYVEIGQGARLLNVAMGDYSYCDRYADIANADLGKFANIAAFTRIGPTDHPMQRASL
HHFLYRSADYWEDAGDDPAFFAHRASRRARIGHDTWIGHGAIVRPEVTVGDGAVVGAGAVVTRDVAPYTIVAGVPAVPIR
DRFAPAIARRLQALAWWDWDHAALRRALEDFRTLSVEAFLEAHGG
>TDX28506.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum visakhapatnamense]
MPQYLQPLRFTGATILRDGELQRRSLAIADGRITKGPLPEVDLSGYLILPGIVDLHGDAFERHIAPRPAAPFALEVGLAA
TDREAAANGITTGWLAQGWSWEGGRRAPDQAEALMAALDAYRPRMLTDLRIQLRCETHTVGTAQRLLEAVERHGIDYVVF
NNHLEEAEELARARPERLHHWATENGRSVRDHMAAVAAAQAMAPDVPRYLCRLAEAFDAMGVLYGSHDDPDGETRERFSM
IGARIAEFPTTRRAAAAAKAMNDPVLLGAPNVARGGSQAGNASATDLIAQGLCDALVSDFYYPALPHAVWRLVDLGLRSL
PQAWAMISQHPAEILRLPDRGRLDFGRRADLCVINEETRAVEMTIAGGRLTYLAGEAAHRFAHRIHALDMAAE
>TDX28507.1 GntR family phosphonate transport system transcriptional regulator [Rhodovulum visakhapatnamense]
MTPTALWISIAATLRDEIAAGRYRPGDKLPTEADLARRFGVNRHTVRRALADLAEARLVHARRGSGVYVAARPTDYPLGR
RVRFHQNLAAAGRSADRKVLLRTTGKADRREAEALALPEGAAVHVYEGISLADGQPLALFRSVFPADRLPGLLDALAEDP
SVTRALARAGVADYTRASTRLTAKRATPTQALHLDLRPGDPILRSVSVNVDAGGQPVEYGRTWFAGDRVSLIVAPD
>TDX28508.1 phosphonate C-P lyase system protein PhnG [Rhodovulum visakhapatnamense]
MVRGRMGGTGAPFNLGEVTVTRCALRLQEGRAVGHAWVQGRDKAKARRAALADALMQTGRADDVRARLLDPLAEEMAAAE
TARAARAAATRVEFFTMVRGED
>TDX28509.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate synthase subunit PhnH [Rhodovulum visakhapatnamense]
MDVQALSGGFADTPREAAQAFRAALTAMARPGRIEDVAGARPPAPLSVAAGTLLLVLADPATPVHLAGPLDRPEIRDWLR
FHTGAPLSDRAGAVFAVGRWADLLPLDAYSLGTPDYPDRSATLIVEMDALDATGARLTGPGIETSHGLSLPEISAFRANR
ARFPLGLDFFFTAGVRLAALPRSTHVEAV
>TDX28510.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate synthase subunit PhnI [Rhodovulum visakhapatnamense]
MYVAVKGGERAIDNAHAWLAEERRGDAAVPELAVAQIREQMTLAVNRVMAEGSLYDPDLAALAIKQARGDLIEAIFLIRA
YRTTLPRLGASEPVETGAMRCDRRISATFKDVPGGQVLGPTFDYTHRLLDFALAAEGEVPEAATAAPDPAPKPRITGLLD
RDGLIETEPASDETPPDLTREPLGFPAGRALRLQALTRSDEGFALGMAYSTQRGYGRNHPFVGELRLGRVGVEVEIPELG
FAVEIAEIELTECETVNQFAGSKTEPPQFTRGYGLVFGQSERKAISMALVDRALRWEDLGEDFTGAPAQDAEFVISHGDN
IQASGFLEHIKLPHYVDFQSELELVRRIRAEAAASAAEREAAE
>TDX28511.1 alpha-D-ribose 1-methylphosphonate 5-phosphate C-P lyase [Rhodovulum visakhapatnamense]
MTQAEIRGEAPGADYTFAYLDEQTKRMIRRALLKALAVPGYQVPFASREMPMPYGWGTGGVQVSAAVLTPEDTLKVIDQG
ADDTTNAVSIRKFFQKTAGIAVTEHTGEATVIQTRHRIPEAPLTEGQILVYQVPIPEPLRFLEPRETETRRMHALEEYGL
MHVKLYEDIARHGEIATAYAYPVKIEGRYVMDPSPIPKFDNPKLRMAAIQLFGAGREQRIYALPPYTEVVSLDFEDHPFV
PGKAEGACALCGSETSYLDEVIVDDRGGRMFVCSDTDYCAGRRAAGYRGEMAAEEGGA
>TDX28512.1 putative phosphonate transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MRAGAFRAEAPVAPILSVRGLTKRYGGRVGCEDVGFDLYPGEVMGIVGESGSGKSTLLNCLAGHLRPDAGEVLFDLGKDG
MRDTLALSEPERRRLARTDWAFVHQNPRDGLRMTVSAGGNVGERLMAVGARNYGAIRASALDWLGRVEIAADRIDDRPAA
FSGGMQQRLQIARNLVTGPRLVFMDEPTGGLDVSVQARLLDLLRGLVRDMGLSAVIVTHDLAVVRLLAHRLMVMKGGRVV
ETGLTDQVLDDPQHGYTQLLVSSVLQV
>TDX28513.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate synthase subunit PhnL [Rhodovulum visakhapatnamense]
MAGGAAMGIWAKKKDQAMIELSGVAKSFTLYNQGGAAIPVMAGAALSVAPGECVALTGASGAGKSTLMRMIHGNYLAASG
RIVVGGLDVAAAEPREILALRRHVLGYVSQFLRVVPRVPTLDVVAEPLLAVGVPVEAARDRAAALLARLNIPRPLWDLSP
TTFSGGEQQRVNIARGFAHDYPALLLDEPTASLDPGNREVVLELIEAAKARGAAILGIFHDAGARARVCDREVDVSAFAV
AP
>TDX28514.1 ribose 1,5-bisphosphokinase [Rhodovulum visakhapatnamense]
MSGVGPGRLFAVVGPSGAGKDTLMAAAWLRRPDLHLVRRVVTRAPGAGGEDCDCVSAAAFERMRDEGAFALWWRAHGLSY
GIPRSVDEALWEGEDVIFNGSRAMLAEAQARFPDLTVLHVTARPETLAARLAGRGRESAEEIAARLGRAGYALPEGIVAV
RIDNDGALDDAVAAFLAALQPDRR
>TDX28515.1 putative phosphonate metabolism protein [Rhodovulum visakhapatnamense]
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGAPRAHPRLRGLPRPVEDLTEVPRKYGFHATVKAPFRLATGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLSGFLALTPRGDTRALAALAGSVVEALDGFRAPPTAADLARRNPDRLSARQRKLLEKW
GYPYVMEEYRFHLTLTGPLKPPEAEATRMVLGPVLDPLIDRPIRIRSLCLFGEAEDGKFHNLHRYRLSG
>TDX28516.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum visakhapatnamense]
MSPVSETVLANATLVLPDETLTGSVRVADGRIAGIDAGAAVPAGAIDCGGDLVMPGLIELHTDNLERHIQPRPSVDWPHA
SAIVAHDAELAGVGITTVFDAMRVGSIPSGKARYRAYARGLASEMLDLRARGALRISHFLHLRAEVCSETLAEEMAEFGP
EDRVGIVSLMDHTPGQRQFRDLDKLKAYVMGKNNFSEADFEAHVATLKALRDRHGERHEEVAVAEARRCGAILASHDDTT
EAHVAVSAGHGIRLAEFPTTLEAARACREQGIAVMMGAPNLIRGGSHSGNVAAAELAGLGLLDILSSDYVPSALLMAGVM
LGDLWDDMARGIATVTRAPADAVGLRDRGRIAPGARADLIRVARIDGVPVVRGAWVQGTRVA
>TDX28517.1 phasin protein [Rhodovulum visakhapatnamense]
MPKTPETPSAAAALEAALRAQAEGWGLMAWVSATMVDHVRRTSSEMAAFARDEARRNADAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMNAEVCDQTLTRMTSWRD
>TDX28518.1 hypothetical protein EV657_11135 [Rhodovulum visakhapatnamense]
MVATAKALRQTTATMPASCPTPVPSGDRNCGKSAVKKAMALGLLAATVKPPANSLRAGSGRLWVLSERLTRRAALRQSWM
ST
>TDX28519.1 LysE type translocator [Rhodovulum visakhapatnamense]
MDLTYWAVFAGTVIAVSMIPGPSTLIAFSHGASHGWLRSTITASGNAVASACQAIAASAGPGQVLTGSATLFLTLNYAGA
AYLAYVDIQL
>TDX28520.1 hypothetical protein EV657_11137 [Rhodovulum visakhapatnamense]
MLPLQSQECPATRARPAPDEAGTACLRSATIDAFSYPVWPEAPHGPFGYLFPDAAEARGGVAAAAALRDLASAMAGRGTG
GGDDSGMPAIYTYLGQVIARELAAGTDPEGGLSGLDLDRVDPLPRRRAMADLRNDRSGRLSLESLYGAEAGGWRRDPAAP
ARLWSGVTGPSGSMGEGVRIDPARRNRLPKPALAEQDKAYIGAPQTDAGLATAEVHLVLARFHNAVVARAPGIGGPPAEA
GDAAFDFARDEVRKHFQWLVVNDYLRRICLPEVLDAVMAEEAPVYRDLLQRCPGLPEGRLPLPFEFQAAAIRLGETMARP
SYDWSARHGFGCGAASVAGPPGWRRAPGRMDFSRLTDESGTRPDRHARGINTRITPDLLCLHDEPPGLHGRMRQLAERTL
RRGLRLNLASGQDCLRGMARLGVRIAPLSAAELAEGPGGGVLARAGMIEATPLWYYILREAEARTGGRRLGPLGSRIVAE
TLVGLCVCDPDSYWHHLGSDHGRWHPRDGVRPAGEPVTTVAALIRAAGMRA
>TDX28521.1 secreted protein [Rhodovulum visakhapatnamense]
MTTRRKFLASAGVGAAAAGLAAPALAQSKIRWRMQTYAGVALADHVIRPAIESFNKIAGDEMEIELFTADQLVPTGELFR
AMQQGTIDAVQSDDDSMASPTEVTVFGGYFPFASRYSLDVPVLFNQYGLNEIWGAEYEKVGVKHISAGSWDPCNFATISP
IRSLDDLKGKRVFTFPTAGRFLAQFGVVPVTLPYEDVEVAMQTGELDGVAWSGITEDYTVGWAGPARYFLTNNISGAWIG
HFFANMDRWNEVPERLQELLRVCMDQSHYYRQWWYWGGEARLRVEGTKMELTSIPDEDWDKVETAARTFWDEIAEESETK
ARIVGIFKKYNEDMQKAGRPYRYTRA
>TDX28522.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MSYEMIAILMFASMMLMLMTGQRVFGAIGAVAALAALALWGTGGSVIPFSASMKLMKWYPLLTLPMFIFMGYVLSESRIA
DDLYKMFHVWMGPVPGGLAIGTIGLMVLISAMNGLSVAGMAIGATIALPELLRRGYDKRMVTGVIQAGSSLGILVPPSVV
LVLYAMIARQPVGQLWLAGILPGLLMAGLFILYIYLRCRISPALGPVLPPGERAGIAFAEKVRLLGAGVLPLVIFATMMV
PFVNGWTSLVESSAIGALAAFVAAVLKGRMTRAVFETSVRQTLAVSCMFMWIIVAAMAFGAVFDGLGAVKAIESLFTEKL
GLDPWMILILMQLSFILMGTFLDDTAMLVIVAPLYIPLVKALGFDLIWYGVLYTITTQIAYMTPPFGYNLFLMKAMAPKE
IGLKDIYASIVPFVMVMIAALAIVMAFPQIALWLPHQVYGL
>TDX28523.1 TRAP-type mannitol/chloroaromatic compound transport system permease small subunit [Rhodovulum visakhapatnamense]
MTGFMRGYVRTVDGVNYHIGRVMMYGIFVMMGILLWSSISKTFFLPSLWTLEMAQFAMVAYYIMGGPYSIQLGSNVRMDL
FYGRWSVQTRAWVDSFTVLFLIFFLGVLLYGGIDSLIYAIQYNERSPTAWRPVLWPIKSVMCLGLFLMILQAVSELFKDI
AHIRGEEL
>TDX28524.1 4-hydroxybutyrate dehydrogenase/hypothetical protein [Rhodovulum visakhapatnamense]
MTPNANWSYPTAIRFGAGRIAELPAACAAAGLTRPLLVTDKGLAGLPITARALDILDAAGLGRAVFAEVDANPTELNLAL
GLEAYRAGGHDGVIAFGGGSGLDLGKMVAFMAGQTRPVWDFEDIGDWWTRADADAIAPIVAVPTTAGTGSEVGRASVLTN
SETHEKKIIFHPKVLPSVVICDPELTVGMPKAITAGTGMDAFAHCLEAYCSPHYHPMSQGIALEGLRLVTEYLPRAYADG
TDLEARAQMMSAAMMGAVAFQKGLGAIHAISHPIGAVHNTHHGTTNATVMQPVLRMNRPAIEDRLARAAAYLGIGSDFDA
FYALVGRLNAELGIPANLTALGVTDPDLDALTASALKDPSTGGNPVEMTEENTRRLLEDCL
>TDX28525.1 acyl-CoA reductase-like NAD-dependent aldehyde dehydrogenase [Rhodovulum visakhapatnamense]
MTTLTCISPIDGSVLAERQALAPEAARAAVARARAAQAAWAARPLAERIDLVLKGVANVGAMNDAIVPELARQMGRPVRY
GGEFRGFEERAKYMARIAETALAPIEAEDSGSFRRYVARDPHGVVLVIAPWNYPYMTAINTVAPALIAGNTVMLKHATQT
LLVGERMARAFHEAGVPEDVFMNVFLDHDTTSALIAERAFGFVNFTGSVGGGRAIERAAAGTFTPLGLELGGKDPGYVME
DCNLDMAVEVLIDGAMYNSGQCCCGIERIYVAESLYDSFVEKAVKLVEGYRLGDPLDPETTIGPMAQARFADLVRAQTSE
AVAAGATAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVGIMPVKDDDEAIRLMNDSDYGLTCSLWTADVAR
AERIGRRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGFHNLTRPKSYHLRKL
>TDX28526.1 glutamine synthetase [Rhodovulum visakhapatnamense]
MPGQMSFDALKRAVAEGGIDTVLVCLIDMQGRLMGKRFVAQHFVDSAWEETHCCNYLLATDLEMATPDGYASTSWRAGYG
DYVMKPDLDTIRPVPWLDGTALVLCDLLDHHSHDPVPHAPRQVLKTQVARAEAMGLTPVMATELEFFLFEKSLREIAASG
FRDLTPISAYNEDYNIFQTTKEEAVMRPLRNHLWAAGIPVENSKGEAEAGQEELNIKYGPALLAADYHTIAKHATKEIAW
AQGHAVTFLPKWHKDRVGSAAHVHQSLWKDGRNAFFEKGADHGMSGLMRQYVAGQIRYAADLTVFLAPYVNSYKRFVKGT
FAPTKTVWSVDNRTAGFRLCGENTPGVRIECRIAGSDINPYLALAALLAAGLRGIEEKLDLAPPTRGDIYESADVPEIPR
TLREATETLRASAMLRAAMGDFVVDHYTRAAEVEQEAFDMAVTDWELARGFERA
>TDX28527.1 hypothetical protein EV657_11144 [Rhodovulum visakhapatnamense]
MSRLIPRAPGAVRPMVDRGEGVYLIDRSGKRYLDASGGAAVSCLGHSDPAVIAAIKAQLDRVAFAHTGFFTSEPAERLAD
LLIAHAPAGIDRVCLVSGGSEAMEAALKLARQYMLETGQPGRHRVIARRRSYHGTTLGALATGGNVWRRAPFAPLLIETS
HIAPCHAYRDRAEGESEAAYGLRVADELDTEIERLGPETVMAFVAEPVVGATLGAVPAVPGYFRRIREICDRHGVLLVLD
EVMCGMGWTGTLFACEQDGIAPDIAAIAKGLGAGYQPVGAMLCTGRIHDAIEAGSGAFQHGHTYMGHPTVAAAALAVLTR
LTRDGLVDRARIMGDRLDAALRAAFAEHPHIGDIRGRGLLLGLELVADRASRRPFAPDLRVHARLKAAAFEAGLLCYPMG
GTVDGRRGDHVLLAPPFILDDTHVSEIADKLKSALTAAL
>TDX28528.1 methionyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVLFLCATDEHGTPAELAAAKAGKPVADYCAEMHEVQAD
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVSERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLINPRSAISGSTDLEVRETKHLYLKQRSLRGDLEAWIDSKTDWPVLTTSIAKKWLNDGDGLQDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKNGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPESSDSEFTWENFQASVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGSYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQSAAPWSV
YKEDPDQAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMDAMGCEDDTWPAQMTHAMERLAPGQAFTTPEMLFRKISDEER
EDWQARFAGQRG
>TDX28529.1 NAD(P)-dependent dehydrogenase (short-subunit alcohol dehydrogenase family) [Rhodovulum visakhapatnamense]
MEIRFDGKIALVTGGSTGIGAAIACELAASGATVCLAARTASKLTPVVDRIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPSADIGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATAPAYVAA
KHALLGLTKSAALAYATRGIRINAVGPAFVRTPMIDDGLDAETQARVTALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGYTAQ
>TDX28530.1 protein ImuA [Rhodovulum visakhapatnamense]
MSGSPLSLASEAFRTGRPRPALTALGALSLPLARAHELTGSSRHALALLLAAATEGPVLWIVPAWAPGRLYPDSVAEWIE
PGRLIQATPKRAEDLLWCMEEALRAGVVPVVVAELPAPPPLTPVRRLHLAAETGASLGRCAPLGLILSTGSGGAAGVETR
WHMASRHGPGVTAWHLERRRARLDPPRAWRLSRDADGRLSLDPALLEPETAGA
>TDX28531.1 aryl-alcohol dehydrogenase-like predicted oxidoreductase [Rhodovulum visakhapatnamense]
MRKVKLGRTGLDVSCLCLGTMTWGSQNDQDEAHAQIDLAYETGVHFMDTAEMYPVAPVLAETVGRTERIIGNWFRDTGRR
KDWIVATKMTGEGLKAVREGEPICRKSLITAVEGSLRRLRTDYIDLYQLHWPNRGSYHFRKNWRYDPSHQDRAATLAHMH
EVLETLDGLVKAGKIRHFGLSNESAWGMAQWLRLAEDKGLPRAETLQNEYSLLCRLYDTDLAELGVNEDVTLLAYSPLAA
GLLSGKYAGDVTPEGSRRSRSPDLGGRITPRVWEAVSGYLAIAKAHGLDPVQMAIAFVASRPFPVIPIIGATSTAQLETA
LGAADLTLSPEVEAEIAAMHKAYPLPF
>TDX28532.1 carnitine 3-dehydrogenase [Rhodovulum visakhapatnamense]
MHERSDGSRAGAGPCQDGRKTVTGAVAILGAGVVGAGWAARFALMGWTVRVFDPDPEAAGRVAAVLDNARRALPGLSDRP
LPAEGAVIQAATISQAVSGADWIQESVLERLDLKRTLYQKVQEHAADEAIIASSTAGFTPTALYGQSARRCQILVAHPFN
PVYLLPLVELVVAEDTPGWALDRAHEVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDDAVRMGF
GLNWAQMGPFESALLAGGAAGVDEVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQTGAQAGDRPLEELEQVRDKNLVA
VLRALKWAGWGAGAHLRGFDARLDGGEIDLAGPIRTVARTVPLDWTDYNGHMTEPRYMQVFSDATDRMMELVGCDAAYVA
GGASFFTAESHIRHLAEARVGDALRVESLCLGAGGRKMHLFHRLFSDGREIATGEALLVHVSLETRQASEPGPDVARRMS
EIASAHATLPRPEGIGRAVGQKPG
>TDX28533.1 NUDIX domain-containing protein [Rhodovulum visakhapatnamense]
MGETDARLRPSGGIDDQPIRDAATVIVVRDAATGPRVLMGQRGESAAFMPNKVVFPGGAVDAADRDVPLACPLSPACARR
LTAEADPALAGALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSLAEDELSQLQWIPLAEVRRFNLPFITEVVLAEVSQLIRGGLPPASVPFFDNRDSVSRFQRLA
>TDX28534.1 uncharacterized protein (DUF983 family) [Rhodovulum visakhapatnamense]
MMGSHARPLGAAVLRGWCKRCPNCGAGPMLSDYLTVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLTAPLVAGAVTAFR
PDPLVLTSVFSVGCVALALYLLPRLTGVMVALQWAKRMHGFGHPAE
>TDX28535.1 EF hand domain-containing protein [Rhodovulum visakhapatnamense]
MAWTVTKMSTAALAIGTAAILGLAGPAMAQQGPGTDAGAEASAGAGAGAGAGRQGRMFDRMDANDDGTISLEEFTARART
RFADLDTDGDGKISAEEAQKLGPAGRHARAAGQGGGQGGGQGGGPGGAGCGMQPGGGGQGMQGMPGGHGMHRGAGMQGGC
GTNHGMGSGMGPGMGMGQAMGPGMGQGMGMPGACGGRGAGTEGPGPMGGGYGMFGGLEGTGPMGYGGFGDPTLSPEDRAE
RAQRLVDMMDADGDGLLSPEELAQRPGPAMMFNRIDADGDGVLTQEEFETALEKFRSFMRDQRQAPAQ
>TDX28536.1 RNA polymerase ECF family sigma subunit [Rhodovulum visakhapatnamense]
MPFDAADQDTDEALLLAYGRGDARAARVLTLRLAPWVLAYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRTGEAKVTTWL
YRVVTNLCTDRLRRRRRGAALDEVPEPADDSPGAETRLQQAARVAALDAALARLPDRQRQAVILRHIEGLSNPEIAAILE
IGTEAVESLTARGKRALAQALAGRREELGFDDD
>TDX28537.1 hypothetical protein EV657_11154 [Rhodovulum visakhapatnamense]
MTDPRMNDHEIEALFAAARAERAEPSAALMARIMDDAMIAAAEAAAPRPVAARPVAAQTGRRGLVAVLVAAIGGWPALAG
VATAGVFGLWIGYAGPGDVGTLTATILGSAYGPNDLVPSLDTYLTEG
>TDX28538.1 putative membrane protein [Rhodovulum visakhapatnamense]
MSDPTASAAPRRRSWLRPALGLSLALNVLLLGLICGALLGHRPGGGPDDPGAMMALGPYGRALDEADRAAIREALRTEAP
RFRQERREVRQSFRDLLAALRAEPFDAAQVSSLLDRQERRVQSHVDLVRQLMLDRVSTMSQAERAAFADRLEAVLRRGPP
RHDHRDRDRGGPPSDP
>TDX28539.1 response regulator receiver modulated diguanylate cyclase [Rhodovulum visakhapatnamense]
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEVARAERPDLILLDMGLPDIDGTDLCRMLKSGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTEQVLGFGEAAPGFIPPGLVALIASD
PRRARAWRAALVPQISDSLTVLSRAEALNPLPGAPKPDVYVVDADLSPEGAGLRLVSELRAHPVSRDAAILIVVPESARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHLARIAERAAETG
RSFALMILDIDRFKLVNDRYGHGSGDAVLVEVARRLKENLRAVDLVARIGGEEFLVALPETDADRACTAAERLRQAIECR
PVALPGGAGEIRVTISVGVALGDGRSLMSGAPDIEAQVRGLMDQADRALYGAKAAGRNTVEMSRSAA
>TDX28540.1 uncharacterized protein DUF3572 [Rhodovulum visakhapatnamense]
MQVFAETVALEALAWLVGDDDLLPVFLGATGASAEDLRSRASETDFLASVLDFILLDDAWVLRFCQAAGLPGEAVLKARA
GLPGGADPHWT
>TDX28541.1 phosphoglycolate phosphatase [Rhodovulum visakhapatnamense]
MGKISAVLFDKDGTLFDFQRSWAGWALDLLTELSGGNPARRAALAGTLGFDLCAARFRPESPVVAGTADDVVRLMRPYLP
GWTDAALGAYLTEASAQAPMVPAVDLGPLLSGLAARGLALGVATNDAEAPALAQLEAAGVRRAFDFVAGFDSGHGAKPGP
GQVLAFAEATGRRPAEVLMVGDSRFDLAAGRAAGAATAAVLTGTACAEDLSDLAGVVLPDIGALPAYLDRLGAGSA
>TDX28542.1 uncharacterized protein DUF4153 [Rhodovulum visakhapatnamense]
MAEAAEASQGRWMLGGLGALAGLAAWVLFGVLPQPMAAMGLARLHLFLAAFGTVFFGAGLAMVGALRPGRALGAAAGLGL
PLAGLLTWASLRFDTVAAFLGDAVAVPAFAALLVLATPFAIAGLSPGGRWFDYAALFTRAWQIVVRMAAAWLFVGLVWGI
LFLSNALFGLVGIGVIEWLLDFEAVPYLVTGLTLGVALAVVGERSDYVSPDLVLGLFRLLLPVVLAVVAVFLAALPARGI
GQLFGGLSAASILMAMVFGSVTLISSAADAADDRLRLGAVTGWSARLLALLLPFLAGLAGIAIAMRLRQYGATPDRLLAA
ALAVLAMGYGLGHAGAVLRAPGWAARVRRVNVGMALAAAALAAALLTPVFDPQRISAANQLARYDSGRVAADGLDLWTLG
HDWGRAGRAALDRLAERAGGDPKLAEQLAALDAAETRADFELARRGADSAADRAALARTLPVRPAGAALPEGFLSSLRSW
ELQQIGKACKARTPQGNPACVALLADLSQDRPGDEIVILAQGPGEGPLLRAYFADGDSFSMRSPDYVGGDDLYRDAAAAI
DALLAGRYDLRPMRLNAVEVEGRTLFFGR
>TDX28543.1 heme-NO-binding protein [Rhodovulum visakhapatnamense]
MHGLINRAIHFFLADTYGRQVWGEIVRDAGLERHAFESMLSYDDKTTDALLIAASARLCLPRAMLLEDLGTYLVSHRALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLDLPELRLAEDVSDGFKLDCRGGWPEAFYILQGLLRAMADDYGALVL
LDPLEERPDGGLLGVRLLDTSFSAGRSFSLKGPMA
>TDX28544.1 diguanylate cyclase [Rhodovulum visakhapatnamense]
MNLPLDPRPRDRVLGLPGASLDRLMPMHVWISATGDVVRTGPTLPRLAGGPVTLRPWTEVVTLRRPRPTMRLEELLRMQG
VALKFTLNAVPEIALKGLVVPLPGGAALLNLSLGISLIEAVGRFDLTLSDFAPTDLAVELLYLNEAKTAVAGELRRLALR
LNGARVTAEVEAATDTLTGLANRRAFDEALMRLSASGLPFALLQLDLDLFKAVNDSHGHAAGDAVLRAVAAVLRGHCRGR
DVVARVGGDEFVILMVDFTDRAKLSDNAARLIARLEQPMQVQETECRISASIGIALATRQRHPSPEVLLQEADIALYESK
RRGRGRVTFYDDWLERRRSANGDTG
>TDX28545.1 HAE1 family hydrophobic/amphiphilic exporter-1/multidrug efflux pump [Rhodovulum visakhapatnamense]
MARFFIDRPVFAWVIAILIMGIGLLSISSLPIAQYPQIAPPNVTVSATYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSAGTSSIDLTFETGTDPDIAQVQVQNKLSQATALLPDTVQRQGVTVRKSSASFLMVVALISKDGSLEQVDLSDYMES
NLVDEFARIQGVGEVQVFGAQYAMRIWLDPSKLAAYDMTPGDVVSAVSAENAQISAGAFGELPAPEGQQLNATITAQSLL
STPEDFEQIVLRAETDGGLVLLKDVARVEIGAEDYSTIANRNGQPAAGMAIRLASGANALDTAERVKAKIEEFSEFFPEN
VEYVIPFDTTPFVKISIEEVVKTLFEAIILVFLVMLLFLQNIRATLIPTLAVPVVLLGTFGILSIFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLTPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMGL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNIFFEKLAGGYGSTVGWIVRRPLRVGVVYLALAAVMALLFVRTPTGF
LPDEDQGILFTLVQGPTGASAQRTEEVARQIQNHFLTAEADNVDSVFTVVGFSFAGQGQNMGIGFVQLKDWDDRQDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARSGQSHEELLAARNQLLGMAAQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATDVGNLLSVAWAGQYVNDFVDRGRIKRVYVQGEPDARATPEDIELWRVRNDSGGLVPFSNI
STASWDFGPQGLNRYNGMPSMQLQGSPAEGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYTLSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLGAWLGHFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGDSLFEAIV
QAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGKMAK
>TDX28546.1 membrane fusion protein (multidrug efflux system) [Rhodovulum visakhapatnamense]
MPRSCPRPVRAVFPLLAVVLALGAAAAQAQAPGGGGDRPPPAVTVVTLHASDVTLRTRLPGRVVASGVAEVRPQVAGIII
DRLFEEGAEVKLGDALYTIDPASYEAQVAAAKASVAQAQANLKAAEKDASRVEALLNRNVASEQTVDDAVAQRDSAAAAL
QVAEAQLLTAQIDLERTTIKAPLSGTVGRSLTTRGSLVTAGQSTPLAVIRTLDPVYVDVTMSAAELVRWRRGHTETALAD
ADVSVQLSLPDGSAYEHEGMLTAAEPHVDEQTGVILLRMNFSNPEGLLLPGMYVQAEMPQGVVPNAILVPQEAVGRDTRG
RPTALVVTPDNVVESRVLTVLRDSGTDWIVTDGVADGDRVIVAGLQKVQPGVPVTPQERGAAPEGGDGQNDQGQPAQGN
>TDX28547.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTALERETVILDAAERVLLEQGLTGTTMAAVAGAAGMSKRTLYAVFDGRTALFAGVLRRLRVRVVRPLDPPDLGLPLPDR
LRRLLGPDLAPGICAAPLELLRATLAEATSDSDLVELLLEEGPRTFRREIRKELDRAVKRGEIRLSDTGKAAELLLDMAL
PCTLEDLLCKGCGVADEVGSIRERIDLAVDVFLSGADGRV
>TDX28548.1 glycerol kinase [Rhodovulum visakhapatnamense]
MKHILAIDQGTTSSRAILFGTDLSVTATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLGPEDIAAIGITNQ
RETTLVWDRTTGRPVHNAIVWQDRRTADLCRDLREQGCAAQVTEITGLLLDPYFSATKLKWILDTVEGARARAEAGELAF
GTVDSWLVWRLTGGRVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVRDCASDFGMTRPDLFGREIPILGIA
GDQQAATIGQACFAPGMLKSTYGTGCFALLNTGDAPVVSKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQVI
RSAAETQGLAERADPGQDLVLVPAFTGLGAPYWNADCRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPAMAEFGETWALDRSFTPAMEADEREAR
YGRWKRAVAAVQAV
>TDX28549.1 hypothetical protein EV657_11166 [Rhodovulum visakhapatnamense]
MAGFDFAAPGRIVFGRGRAAEAVPALLGWGRRILLVRGGSVAFADRLAADLAGAGATVCQIRGRGEPDLPGLEAALAEAR
AFAPEAVVAIGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPLAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPRLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMTAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAAHGAICGRLLVPVLRANRAALAGAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPEMDRAAVAAEALGSSSMKGNPVPLSAATLAAVLAEA
>TDX28550.1 PAS domain S-box-containing protein/diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MDSTRNSFHRLFGNAAAPALLIAPDGRVLAGNPAMALALGQPHRPLAPVRADGLVCAQDAPRLTEACAALQRPGTERLRA
RLGFRAADGTERVFDCCLRPVPDATGGIEAIILEAAAPDRPALADTPPPRPATGEGIPPDHHARVLQIAAETAGVGQFYF
DLERRRMWATDPYYRMLGFDPGAVALDSAWVRARIHPADLDAAVAAFDRLVAAEVPQIRLRYRLRCRDNSWKWVEVTAQS
YRAEDPAVPAMICGSLIDITAHKAAAADLAEALSEAESARGMLQRTVALHRAATESGGIGPWMLDPQTRLETRSDHFYRI
LGLERSDLADAQDSFLSLVHPEDRAAAIAGIDDLIAGRRESYHADFRVRHRDGSWIWCESSARPVRTAGPGRPPVICGSL
KDITARKRNEQRLAEALAEAEASRNAAWEREEMLRTSACSGGIGHWAVCPAEQTGWAPAETYRLLNYAPWAFASTVENWH
ALVHPADRPGAVAAFDDMLAGRTDTLVHDHRKRHGDGSYHWYRSVARKIDRSARGLADLIAGAMILIDETKERERMLAEA
AASARQAGALLQTLADNLPGALYERRQGPDGRIRFPYFSARLPELMGVTRTEISADGECIYARIHPEDRDRIRERRRADD
ADGDKSRFEDRFRLLHPRHGMRWILVSAVRFQAPDGTESWFGNLMDVTDNMEAATRAADAARAVRDAHERLRSIADNTPG
GIFEYRLLPDGRSEFLYTSGQFDELVDTPVTRAGHARAMAFEQIDPEDRPAFIASIHESARRLTAWRRRFRIRTVRHGQR
WLSGSATPRREPDGSVCFTGLLLDVTRDVQRENELKSAHLLADRMRRENEHQAMHDGLTGLPNRRAYDQQLAARLRGAAE
GRGPRDGVLIRMDLDHFKYVNDTLGHEAGDQVLIRVAEVLRYALRPADFAARIGGDEFSILLGAGVTPAQAREAVERIQA
RLAAPLMYGGRHCRFGASFGIAHTEDLRETGAELSLFADAALYRAKEAGRNRMEFFTSDLHQSILNDRRLAAEIQEGLEH
DEFVPFFQPQVSAEDGRLVGVETLLRWRHPHKGLLAPDAFMHVAEQLRIVPEIDRIMMQKARGALDRWQAQGLRVPKISF
NVSSGRMHDPDLVSGALDIAATDTRVTFELLESILVEEESDAFRFHLEKIREAGIDIEIDDFGSGHASIIGVMQIRPSAL
KIDRRIVSPAARDPQARNLVRAIVEIAETLGIGTVAEGVETQAHADILRGIGCNVLQGYLFARPLSEADLVTYALDQTRQ
TA
>TDX28551.1 hypothetical protein EV657_11168 [Rhodovulum visakhapatnamense]
MLGLVFVGMAVGYACAGLALLLTQSWLVALATLSLTGTIAVLAAAARLWISDEPPAPVAG
>TDX28552.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MLKTTGLTLHYGGSQILHGVDIEARAGEVTCVMGTNGVGKTSLLKAISGTHPRSGGRIELDGAAVGRVTAQGMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPDRVVPDEIYELFPVLGDMAHRRGGDLSGGQQQQLAIARAMITKPKLLLLDEPT
EGIQPNIIQQIGRVIEYLRDQGRMAIVLVEQYFEFAYGLADRFYVMERGAVTLSGPKAELEKDRLIRAVSV
>TDX28553.1 urea transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTALLEVSGVSVSFDGFRAINNLSFEIGHAELRAIIGPNGAGKTTFMDIVTGKTRPDSGRVLWGERSVSLLKMSESQIAR
AGVGRKFQRPTVFEDQSVFDNLLMALRKDRAPWKVLAYRQSAEDRARVAELADEIGLGDQLHRKSGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAEREHTTDLLKEAAKTRAVVVVEHDMDFVRRLDCKVTVLHEGSVLAEGSLDHVTKNQQVI
DVYLGR
>TDX28554.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MKDSLFARNPSVLIFLGLLAAFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLIAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLAQAEIPPTPQEIRDAIGTQIFGVVGGSDFPAIWAFAHSLPLQLALVVLVPGLLALVFGW
LAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIWFFWGSAAALALGYVIAAFVV
SGKFGSVIRGIRDDEARVRFLGYSVESYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGVVSLLSTWFTGGQVPDLPLGIYTIKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLVSGRRAPARHGADLGPDT
GSFREKEAEQ
>TDX28555.1 putative acetyltransferase [Rhodovulum visakhapatnamense]
MALRIALADLCDPAIRGLLATHAAFCAATSPPESCHFLPLEGLDVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAAHRGQGVGAALLAAIQTEARARGYLSLWLETGATAPFAAARALYERQGFHPCGPFGAYRLDPHSAYYTKSLAPKSVTP
MEARA
>TDX28556.1 amino acid/amide ABC transporter membrane protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MRLFSVFFACLVVVSVVFAALDAGPALAQSGPVGAEVESGPDQTSPIQSILQENRELIEKSSRRTIGPAIAALRDSGLPA
AQSVLEKWQDKALYQRKSDGLFFFAEPADGGTLRLIDIATGEATGEAARDEVDQLKPNSGIRGLIGAALVQFQLSDPDPA
RRAAALDAIGRDAEPDHLQALRGAIASETDPGLKARKARLERLLTIAYDPDPAARIAAIDSFAGDLGVDVRAALNPLVAT
TRAVAPGTPPEGENVARRLTPGSDALPEAEAYRLLVAAGLARPRISPADKRNALAAHIENGTVAGIPLEDLNSDEARDRA
YAALAARGLVPPTATAQGVQAALDAHSFYDRYAEPDPAVTAAAEDALDAIAFKVGLNQVADLSLDALSLASIYFLAAIGL
AITFGVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGIS
IALQQLAKNIFGTQARPLTSPSWLDGALQLNDVVSISYIRIAIFVLALLFLALFVFIMRRTRLGLEVRAVTQNPRMAASM
GINPDRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGATLIGFLQKGIEWLNPSN
TLAAQTYMILFIILFIQVRPRGIIALRGRAAGD
>TDX28557.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MTSMKKILLGAVAASAFSLPAWAQDTIKVGVLHSLSGTMAISETTLKDTVLMMIDEQNAKGGLLGKQLEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFINYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFESAESPENEAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEEAGTTDVGAVSDAMIGQTHPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPESAVLT
SDWKDLDCGMYNTETKTCVQIKSNY
>TDX28558.1 urease accessory protein [Rhodovulum visakhapatnamense]
MHASGRGRDIAFHDPSAAGFASASAPCAPSQPRAQGEVRLSSKPGPRGSVLAGLRQSGAFKAVFPRPAPLPGGPPLDAVL
VNTAGGITGGDRFSCTLEAGAGSHLRVTTQAAERGYRAQPGETGWVANRLTVAAGARLDWLPQETILFEGCCLDRSLVAD
LAPGARLLLVEPLVFGRAAMGETLRAARFRDRIEIRRDGVPLYLDALRFEGDVAAQLARPAVAAGAGALASLVLVAPEAA
AHLAPIRALLPATGGASLLAEDVLALRLLAPDSYHMRKVLIPVLTRLTEALPRSWMT
>TDX28559.1 urease subunit gamma [Rhodovulum visakhapatnamense]
MQLTPREKDKLLIAMAAEVARKRLARGVKLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVPEMIHEV
QVEATFPDGTKLVTVHNPIR
>TDX28560.1 urease subunit beta [Rhodovulum visakhapatnamense]
MIPGEIFPAEGELTLNDGRESLTLMVANTGDRPVQVGSHYHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>TDX28561.1 hypothetical protein EV657_11178 [Rhodovulum visakhapatnamense]
MTFTSPAFSAANPFLAATVMFDQQMRLYQAATDMMLRANPWLAMMMRTSGFDPLTADSGLSAADSVDEMPLDAGVASETA
PAAMSGPAATAKLAPARPAPEPAPEPAPEPAPQPAEAATVTAFAPAAPEAAPKRSPAPSEAKPEAAPAPAAAASGPKSAA
KSAPKSGGAPADKPASRPASAAPRTARSARPATPGRARRKPSAPPAPPSGGDAPEGGS
>TDX28562.1 uncharacterized protein YecT (DUF1311 family) [Rhodovulum visakhapatnamense]
MTARGAVAVLLIAAALPGLAGAACPGNTQIEMNDCAASAYRNADAQLNAVWPAARAAAASWGGDGMLLDAQRKWIAFRDA
ACAVEAAQYQGGSIQPLVHAECLRRLTERRTADLRGVLPQ
>TDX28563.1 urease subunit alpha [Rhodovulum visakhapatnamense]
MPATISRADYAAMFGPTTGDKLRLADTDLIIEVERDLIAERAGAAGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIIVGPGTEAIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQAADAFPMNLAFAGKGNASLPAALEEQIKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEHTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKVQRGR
LAEEQGANDNLRVRRYVAKYTINPAIAHGISHEIGSIEEGKRADLVLWSPAFFGVKPEMVLMGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVEQSAVTFVSEAALADGIRSKLGLAKQTVAVRHTRGIGKRDLKLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>TDX28564.1 uncharacterized protein DUF1127 [Rhodovulum visakhapatnamense]
MATPFMTVKSVPGGMAERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDEIPRYVFRDLFN
>TDX28565.1 urease accessory protein [Rhodovulum visakhapatnamense]
MSGLPVALEIRPGAGAGADSVTLDYDARFLRRKRLVSDGGLAFLLDLAHTTSLAEGDLIVLEDGRGIVVKAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEEARLLIQRDHVLLDMLGRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHSHDQGH
GHDHDHGHDHGHDHHHAHDHDHGHDHDHRDGHDHPHHHDHGHAHDHTHGAADHLHAHDPDHDHGAEGCCGGSGQGGCGCG
GHDHGPHGSASGRRTGGCGGGGCCGHGH
>TDX28566.1 urease accessory protein [Rhodovulum visakhapatnamense]
MATDGQILRLAQWLSPAYPVGAFAYSHGLESAVATGAVADGAALTDWLADILRFGAGRSDTIFLRAAYEAPPEDLPRIDA
LACAFQPSAERRTETTAQGAAFARVTAAVWPDDLPDFTYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAGLALSETLDDLAGTSFLADIASMTHETQYSRLFRT
>TDX28567.1 urease accessory protein [Rhodovulum visakhapatnamense]
MTSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSIAVVTNDIYTQEDAEALMRMQVLPSDRIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLEIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITKSDLLVINKTDLAPYVG
ADLGVMDRDAKRMRGPQPTVFAALKQGEGVGAIVRLLCEIGGLTEPA
>TDX28568.1 uncharacterized protein involved in response to NO [Rhodovulum visakhapatnamense]
MTDAVPEIRPRRRGGRGASLTEIATGRLVRDVWLSPHRPFFALSALWAVLAVVWWRFGDRIGLPVPALGTTTLWHAHEMT
VGVGGAAMAAYFLTAMPNWTGARRVTGRGLMGLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTAAYTRAVVSQRRW
DRWAIPAAIAFLGLADAAFLATALGYLSFPGDAAMTRVLVLFFAIKVSIIAGTMAPAFIAGWVGRTGGRLPEVDPMASRA
GLVLMLAAIALTLGGAVTAGSALLIAAGAAQLWRMRHWRSVSAFGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREAD
AVHALMMGAMSGLAFSIAARAAARRAGRLLRIGPVHKAGFALIWGAVWLRLAAPAVPSLYEPLLDATAVAFCAGWGLFLL
GYIPSLRGPVINPVFNAGGHGHGHGHGHGHGHGHGNGHGCGCGGHGHGGQAQGGCGGHGGQAGRQGGCGCGGHDHGNAGS
ACGIGPSRRAGPFRMQGEA
>TDX28569.1 molybdenum transport protein [Rhodovulum visakhapatnamense]
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGASGAKLTMRARGPMTVCGSEEAARIFALLGARAEIAAPSGTAVAAGTLLA
EATGPALALFLGWKVAQTLTEWASGIASATAALVGAARAVTPGIGIACTRKAVPGTRALSLKAVVAGGAEIHRTGLSDTV
LLFPEHRAFGGPDALASQIARLRAACPERRVVVEVKTLTEAEAAAEAGADVLQLEKFTPDEAAAAARALAGWTGCLAAAG
GITAANAAAYAATGMQVLVTSSPYYAKPADVSVAIAPA
>TDX28570.1 molybdate transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MIEAEFRGQLGGFALAAEFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGETWQDGRQFRPTHRRAIGYVF
QEASLFPHLSVRANLTFGLSRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDEILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLIEAGRVRAAGPLAEMLADPALPLIHMPQPAAVIDGEVV
GRDTKYGLSEVRVPGGVVVVPGDLGPAGLRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGGHQMTVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAPSAALAPPAFAEGRG
>TDX28571.1 molybdate transport system permease protein [Rhodovulum visakhapatnamense]
MTASPLFDAAMIETILLTLRLAGITTVVLLLVGTPLAWWLARGGGVWKEIVATVVALPIVLPPTVLGFYLLIAMGPHSPL
TALLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPMEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>TDX28572.1 molybdate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTFRLTALRAGSAAFLAALALSAPARAADTIAAVAANFTDAATEIGAAFEAATGHHVTYSFGSTGQLYTQITQDAPFEVF
LAADQARPEKAEAEGLAVPGSRFTYAVGKLVLFSTDPEAIDDSPAALKDPDLTHVAIANPETAPYGAAAVETMKALGLYG
TLEPRIVQGKSISQTHQFVATGNAPVGFVALSQVIADDTGSRWLVPQDLYTPIRQDAVLLTKGADSEAAKAYVEFLKSPE
ALAIIGKYGYGTED
>TDX28573.1 ModE family transcriptional regulator [Rhodovulum visakhapatnamense]
MSDPSLKAALTLQREGDPRIGGDRIRLLRAIDANGSIAGAAREMGLSYKAAWDAVGSMNNLFARPLVEAAPGGRTGGGAR
VTRAGHALIACFSMLEASLGKALAAIDTGLKTSPGGAVNTLWSLMMQTSTRNTFRCTVTRITPGAVSTEVDMALTDGHTL
TAVITERSAADMGLAEGSEVFALIKATFVMLAAGEAPANISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAIITRTS
ADALDLAVGSTATALFKASHVIVAMP
>TDX28574.1 hypothetical protein EV657_11191 [Rhodovulum visakhapatnamense]
MTGFGAARDDTFHDSQGNDQNWGGAGADRFALDGTTGYDRIHGFEPGIDLVVLGEGLSATAVPVLDVAGDAVERIAGGNQ
LELIGIDSDLVGIDDFLFL
>TDX28575.1 hypothetical protein EV657_11192 [Rhodovulum visakhapatnamense]
MIFLMAGDPGTEGPVPAVLDTGGIAGGFAHVGAESLTAGLAPDRRTGYGMPDTPGVDESPEARLYETGLRQALVPQISED
TLWLTLTGDRQGNRPVMARTSAAIPVLADWAGAVSGPLGCSPALPVFSDGTAGADLF
>TDX28576.1 hypothetical protein EV657_11193 [Rhodovulum visakhapatnamense]
MAAWADAVEAAGGSAPTLVLSAWTVDSLTRSEALDRFVAAQAPLFGLEIDPGSIGLDARGDVAFETFWQSGIVTGPDGQA
VALDAGLAARDYGLARARLMLETLASRAELGRERGAVCGIDMGHAGHLTDRFETFIAAAMMRMMSESLTGTRRVSAPADE
AAEAETVQSMSSRPRTGS
>TDX28577.1 hypothetical protein EV657_11194 [Rhodovulum visakhapatnamense]
MPDGTVPLSLQTGTGFLSGALDRDVFGGLYLSC
>TDX28578.1 hypothetical protein EV657_11195 [Rhodovulum visakhapatnamense]
MSTPSALWTARSGRDRDDGPVPVVIGCEAVVPVGTVLLVHGRNGAPDQPQIAEIAEAYLARGWRVVAPELPNSIALPASG
PADRLTMDGLRRAAAEVMVWTRARWPDVPLALAGHSLGGFAIGHLAADLGDPHHVLGVSPVLSGARLLAARVAMGPPAVA
ALEREVPLMRAGMEAEDAAPALARVAAPLGVITGAEDGIVPLTDARAYFNTAPNGRFFGALPGQNHCPAGPDVAAMLGVA
LAALGA
>TDX28579.1 glucoamylase [Rhodovulum visakhapatnamense]
MSAGPDPGWVAARRGAAARALRRAVSATGLSRHRAGFGWTVVPAPGSILASARVASWDPEPDYFHHWTRDAAIALAAIPE
AMAAEPGAAGFWRQAVADHVRFSLAISDPDRRGPPVNPLKDSATGAFRPYLRPDAELAALTGPAWLAEPRCAADGGPDLE
RWGRPQYDGPALRAAALMRLGAAMPEARGEKADRLIARDLDFTLSVAGQPCLGPWEEEPARRSGFTLIAQWDALELGARR
LGRADLAGAAETVADLIAEAADPVTGGWRESLEATPGGLDSATVLALVQAGRSDGPFALTAPRTRATMAALETLFAGLYP
LNQGRAAPALGRWAGDVFCGGNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPT
SCLGLTWSAAAFLMAAAARDQALAAR
>TDX28580.1 hypothetical protein EV657_11197 [Rhodovulum visakhapatnamense]
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVERLVGFLETADRFDGVFPHFLHGGTGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPGIGARIEALFDAVNWAA
HLREDGAVMWHRHPDRPFAPNALPIRGWNEAMPVFVLGAGSDTHPIPPESYHQSWVRTPTFLNGRSYDGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLTDAYADYGAQARAHALVNRAHCLANPRGHAGYGAACWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPGGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSGRPEIR
RGLLRLGFSAPYLAASA
>TDX28581.1 beta-glucosidase [Rhodovulum visakhapatnamense]
MDRRRGGETVDRLMAQMTLAEKIGQLNLLAAGEGLVTGAATATPLAKRLDAGQVGAIFGTKSLASARDLQDRALAGSRLK
IPLFFAEDVIHGHRTVFPLPIALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVSRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGDDPASPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLETYLPPFAQGVAAGAASVMAAFNAVNKLPM
HAHEPLIEGWLRGTTGFDGLVVSDYTGIRELTAHGLGSPATVVLRALAAGIDMDMVGEDYLAHLPALAEAGLDAPEAGLS
VPAERVRALIDRACARVLGFKARLGLLDDPWRGLTGSPPAPDRAEGRALARKAAARSAVLLKNDGLLPHDPAARVALIGP
LARDRANMLGTWSVSGRAADVTPLFEAMTAIAGRPPAHAPGCNLIEEDWLVDRLNVHGVTVTRDPRPEAEMLAEAVAVAQ
TADVVVVALGEAKEHAGESSSRLCPDLPAPQRRLLDALAATGTPLVVAVFAGRALALGGVDGRCGALLYAWHGGIAGPEG
VADLIFGRAEPSGRLPVTLPAAPGQTPVSHAEDPTGRPWTGRFVKFRTGWLDLPGDRQPYPFGFGLSYTEVDYAPPRLSA
AEAGPEDRVRLSVTLTNTGPRPATETVQVYLSDPEARITRPARHLVAFRHVDLAPGATREVVFEIGADLARYPLAPSLET
ARWVRDPGRIVLHVGPNSRDTRPVELTWRA
>TDX28582.1 ABC-type uncharacterized transport system fused permease/ATPase subunit [Rhodovulum visakhapatnamense]
MSGRPPERGWHVTGKVRANGARAVVCRLTGFWGLVTAYWVSSRWKEAWVLTVVVFGLTTLLSKASVWVATSSADFLAALA
NFHRAEAGVDPAEVLLTAAAALVGIYAARACGVACRHFLSTTLHRRARAWLVGRFDAAILADERIALDLMSDRSETELGA
RLPDAIDQRIDECSIGLYGGLIGLTMGLWGAITSVWFVSAAILERSQPVPQLDRWGASANAWIEAQFGPALAARVDLVPG
AHGTALLVAGLILLYVPAITWIAWRLGRILERQKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINARLYAALDR
TWGRQNGLGAAMMLFTDLYNFLSHRLLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRL
TELARAVERVRARQDFYAETGISRFDRRRDARGALVEIRDLALCHRGHDAEPFLTVPRLRLDRGDRIYLRGANGCGKSSL
LKAVAGLWPYGEGRVALAGGARMFFAGQEPDLPERMSLKTLVCYPEAPEKHGDLVVARVLYRAGLGQFITSLHHDLHHGK
TWRTVLSGGQKQRLVLARILLTRPDILLLDEATSALDANAAVDFHDALCEELPRTAVIAVLHGETAPYGPDGRPFYAAVL
DIAEGVGQVRPVLAPGLAAARHAAE
>TDX28583.1 hypothetical protein EV657_111100 [Rhodovulum visakhapatnamense]
MLARSVFSAFLLSVAAPLGAQTVYVDQGDSWTGALRSAFFTQDQGSRIMPLAWMQALTGPDGTPFLADSLARYGYLPMPD
RDDDTSLPVGFTTNESADGTAIGMTCAACHTRQIEVGGTAYRIDGGPAIVDFQSFLADLDAAVLAVLADDAAFDAFADKV
AGGAGDRADLRAEVETWSKRFHTLVARSLPDPAWGPARLDAVSMIFNRLTGLDLGAPEDAYLIPENILIANAPTRYPFLW
NAARQDMTQWPGFAENGNDLLGLARNLGEVYGVFGEFHPTAKPGLLFDRDYVTDNSANWEGLKSLEDAIWKIGAPRWPWA
LDEDLAEQGRTVFDRATDQGGCVECHGKKQGAFRSIFHSTWATPILPAGTDERECEILTRTAKTGVLEGAKVPLSGKTLG
AEAAAFDLLGLSVIGAIIQHATGFRATGDLASAAHADLATDEDFMGRFDDLRGAFPTSGPDGVTLETAAPACAYESRVLD
GIWAAAPYLHNGSVPTLRDLLTPPAERTAAFTPGPAYDIDAVGMAAGQTAFDHVIETTGCDQISSGNSRCGHDYGTTLSE
ADKRALLEYLKSI
>TDX28584.1 putative ATP-binding cassette transporter [Rhodovulum visakhapatnamense]
MDGRRILAERTGTTAPPARLGAQIRDTLGLFRSSGFGRRAALLVAALVGVIGLTAYMQIRLNAWNEPFYDALTRKDMAAF
VTQLGVFAVLAGVLLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADVDQLADLSAA
LGIGLFQATLLLGSFIGVLWRKSEGFSLSFGGQSHEIPGFMVWCALFYAVAASWLSWRVGRPLVALRAEESAREAVLRFD
LVRISEAAGRIALERGERAETSRIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMM
VAGAFTQVQGSLRWFVSNFAVIATWRATLFRVTSFHRAVLAVDRAEAAAEAAGPRIDRREDAGRIEIAGLHVVTPQVGVR
LDPPEVIVGPGERVLLHGGSGSGKTLLFDTLAGLWTRAEGHIAMPPPDRVMYLPTRAYVPPGRLDLALCYPEPAERYGHD
QMVAALDAVGLGHLSAALGESGRWDQLLGQSDKQCLVFARALLRCPDWLVMDDVLDQLDPEALTRIEALLQGRLARLGVL
GIGDGATPSPVFGRVVQIVAEPGSARHGAGTAAP
>TDX28585.1 adenosylcobyric acid synthase (glutamine-hydrolysing) [Rhodovulum visakhapatnamense]
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLTVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGVPLSVDMNPVLL
KPETDIDCQVVLRGRVLGRQSASAYQALKPTLRSEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAVTGHHRLWTEAERARVAGVIVTKFRGDPAVFAPAAAEIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRDGRAGRLVIAVPELPRIANFDDLDPLAAEPEVDLRWLKPGQPVPGDADAVILLGSKTTRPALEALRAEGWDIDIR
AHLRRGGHVLGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLVAVDARDTLSGTRVTGYEIHAGRVSG
PGTDRPWLRLDGQPEGAVSADGRVRGSHVHGLFGADGFRAAWLAAMGATAAEAGPDRVEAALDRLADEIEADLDLDALLA
LAR
>TDX28586.1 adenosylcobyric acid synthase (glutamine-hydrolysing) [Rhodovulum visakhapatnamense]
MTSHRTPSPPSDLPPDDAAPPMPEISVPMLDPAPPRRAKALMFQGTSSDVGKSLLVAGLCRAYARRGVKVAPFKAQNMSN
NAAVAADSDLPPGPDGVAPPGEIGRAQALQARAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRALGNWPARHYHELKPKLL
PAVMDSFNRIAAEADLVLVEGAGSGTETYLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWLLHTEPERARVAG
FLVNKFRGYFSLYDPACRSITEITGWPLLGVARWFDAASRLPAEDALALERPASGTGQGLVIAVPHIARMANFDDLDPLS
AEPGVDLRWVRPGEPIPAEADVVLLPGSKTTRPALDSIRANGWDIDIQAHLRRGGRVVGICAGFQMLGRTVRDPQGLEGP
PGETPGLGLLDIETEIGPEKRLAEVAALDTVSGARVTGYEMHMGVTRGPGLERPWMMLNGRPEGALSADGRVMGGYVHGI
FGADGFRRHWLTAMGGRASGLDHAARIEATLEALADQLESDLDLDALLTLAR
>TDX28587.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum visakhapatnamense]
MTDETVPDTAADDARHASKMARKKAARDKIMAGKSGEKGLILVHTGTGKGKSSAGFGMILRCIAHQMPCAVVQFVKGAWD
TGERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPAIRMVLLDEINIALRYGYLDPAEVVAFL
QAEKPPLTHVVLTGRNAPEALIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>TDX28588.1 cobalt/nickel transport protein [Rhodovulum visakhapatnamense]
MIFHGNLLTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGEKIDLHATL
SQTVFRGPTNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIYIQQITKTYLNRGQMPTDWDSPQGLKTEIVPLVKPYN
VIAGSTFTGRVLSAGQPVAGAEIEIEYMAAEPDMATGAPKPATAGPLPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVG
PDTEHDGKELSQDAVLWIRAFDLK
>TDX28589.1 cobalt/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MHIVDGALAAPVVIGGAVLAAGGVARGLRDLTLEKTPAAGILSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLNIALPAVIVHYLCRRGLARGTPRIAALWAGMGGALAIALTALCVGLALALSGEAF
LPAARLVFLAHIPVMAVEGLLTAAAVYLAAQVKPDLFTTVQGPQR
>TDX28590.1 nickel transport protein [Rhodovulum visakhapatnamense]
MIRPLALMLALAMAPLPALAHKVVGGAYADGALIEGEIGFSNGDMAADALVEVFDPAGTRLGGTRTDGDGIFTYRPTAAV
AHVFRADLGAGHVAEFTMSAEEVAAILDSPAARAAAETGQAAAPTEADGAAGMAGNPSTFPLGPGPAATAAAAPGLSDAD
KAAIAKIVRDEMRPLRREIAAYREQNDLQSILGGIGYIAGLFGFGFYIAARRRLKA
>TDX28591.1 cobalt/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MSDILMQDRAGPEGAALDAIDPRARLIGAAGFACVTVACSWLPLLLAALILAIAVMVLSGRAVGPTLRRMAAMDGFIFLL
IAMLPFTTPGDPVFTLWGFAASREGIVHSAEILLTANAVVLALLSLAGTLEPAVMGQALHRLGTPERLVHLLLFTIRYIE
VLRAEHLRLRRAMKVRGFRPGTSWHTYRSLGYLVGMLLVRAVERSERVLAAMKCRGFSGRMPVLSAFAYGPRDAVFGAGL
GAVLIAMIAAEVAHGAF
>TDX28592.1 cobalt/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MALFELDGLVFGYSGRPAILQGASLTLEAGQRLSITGANGSGKSTLLQLMVGLLVPQSGQIRAFGQARRAEPDFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGRAAAMEQVEAVLTRLDLMHLKDRVTHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAGRLVAILQGLPQAILLVTHDAEMRAQVAPQGLGMTAGRLVPA
>TDX28593.1 precorrin-6A synthase (deacetylating) [Rhodovulum visakhapatnamense]
MHELFLIGIGTGNPDHITFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEDAGDRIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTETVAAASPAPQKVALLIWGDPSLYDSSLRIASRLVPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQTLAPEGIRIWWGAYLGMAEEIALSGPLAEAGPEILTAREAARARHGWLM
DIYLMRRRQKQG
>TDX28594.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum visakhapatnamense]
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPKQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRVQFVTGHDVTGDLPRDIDLAA
LADEHATTVVYMGKRTFPALAGALIARGLPETTPALLAEGVGTPDQALTRTTVAALAARLAEAPGSAAPGLILFGPLVEE
APDA
>TDX28595.1 hydrogenobyrinic acid a,c-diamide synthase (glutamine-hydrolysing) /cobyrinate a,c-diamide synthase [Rhodovulum visakhapatnamense]
MAERPPGLVIAAPASGSGKTTVTLGLLRALRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMDEGLLATLAAEA
QGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFASHPDAPPLAGVILNRVAGA
RHAAMIRPEMDRLGIATLGALPRRPDLTLPERHLGLVQAGEQADLEARIDAIGRFVAEHVDLDALRAAARPGAPGTAGNW
PAPPAQRIAIARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDAGADLVWLPGGYPELHAGRIAGATRFLAGLRAHA
RTGPIHGECGGYMVLGETLIDKDGTAHAMAGLLGLVTSFESRRLHLGYRRAELLAPMPGHAPGTRLRGHEFHYSTILSQP
DAALARVTDANGADVAETGSRRGPVTGSFFHLIAEDPR
>TDX28596.1 precorrin-4 C11-methyltransferase [Rhodovulum visakhapatnamense]
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKAEGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEGESLANFAATGAT
LAIHLSIHNLAKVVADLAPHYGADCPAAIVYRASWPDQQILRGTLATLEAALPDEIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>TDX28597.1 cobalt-precorrin 5A hydrolase [Rhodovulum visakhapatnamense]
MDRPAVRVAGFGFRAAATEASLTDALDRAGGPAGLTALAAPADKASAPGLTALAARLALPICPVAADALHRPATPTRSAQ
SLGRRGTGSVAEAAALAACGEGARLLTPRKVSNDRMSTCAIATKDLP
>TDX28598.1 precorrin-6Y C5,15-methyltransferase (decarboxylating) [Rhodovulum visakhapatnamense]
MGLGEDGPDGLPPASRAALEEAEIVMGPARHLALLPDLAADKIDWPVPFADGLPLLQGLRGRRVAVLASGDPFWFGAGSV
IARSFAAHEWRALPGPSVFSLAAARLGWPLEATHCAGLHAAPFARLRPLLAPGFTALVTLRDGAAVADFAAFLTGAGFGD
SRLHVLEALGGPRERIRATTARAMDLEAIAHPVAVALEAAGDGPAIPAASGWPDAFFDNDGQITKRPVRALTLSALAPLP
GEHLWDIGGGSGSISIEWLARHPRMQASVIEAEPVRAERIAANAAALGVERLRVVTGRAPEALEGLAAPDAVFVGGGLSQ
ELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRRRGWRAAFPVVQWTVRR
>TDX28599.1 precorrin-6A reductase [Rhodovulum visakhapatnamense]
MRPTLLILGGTTEATALAARLAGTGLKATLSLAGRVETPKAQPIPMRVGGFGGVPGLIAYLRAEGVTHVIDATHPFAAQM
SRNAVEACTALGLPLVALTRPAWMAGLLDTWRHVPDIAAAVAALSGPPRRVFLAVGRMHLEAFAAQPQHRYLLRLVDAPK
GPLPLPQADVVVSRGPFTEAGDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPVLPARRELAHPDEVLD
WLAHSGADLGV
>TDX28600.1 precorrin-3 methyltransferase [Rhodovulum visakhapatnamense]
MTGWVAIAGLGPGAEALVTPEVTATLADATDVVGYIPYVARVADRPGLTLHASDNRVEVDRARHALQMAAEGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPDWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLEVLRAACGDDRPVIFARAVSTPEEKLTVVPLTEARPEMADMRTVVLVGSSLTRVLRAGDRP
LVYTPRSAPE
>TDX28601.1 precorrin-2 C20-methyltransferase [Rhodovulum visakhapatnamense]
MGTVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGQARSIVADLIPEGAAEHPMEYPVTTEIPFDNPRYNEILA
SFYADCTAHLKALAETGEDVVVLCEGDPFFYGSFMHLYTRLKDDVPVEVVPGITGMSAAWTATGAPITWGDDVLSVLPGT
LPEEDLIRGLRAADAVVVMKMGRHLGKLRRALLMAGRADEAWIVEYASMKGQTVTRLKDYPGTSAPYFSIALIHGRGRRP
>TDX28602.1 precorrin-8X methylmutase [Rhodovulum visakhapatnamense]
MPHDYEKDGAAIYLHSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSPGMVATARAALEGGAPILCDARMV
SEGITRKRLPAGNEILCTLQAEGIAERAAAMGNTRSAAALELWRPHLAGALVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKEALWADQPVPCCIVEGRLGGSAITVAAINAMASRKE
>TDX28603.1 cobaltochelatase CobN subunit [Rhodovulum visakhapatnamense]
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFDAFRARGCTVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAGAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWVGLARAPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLAQAGLPGAPAEEPTGDLADTLGRETLSWPLADYQTALAALPAPLRDALSDVWGAPEADPACRDGAFQF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSDACWPEA
LIGDLPVIYPFIVNDPGEAAQAKRRIGAVTIGHLPPPQRQAGSPERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLAPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPEAASDFDTAPSVAAESAALLGALQGAPVAPGPSG
SPWRGRRDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTAGEDFAMALHLLG
VKPVWDEGSGRVSGIEVLPVALLDRPRLDVTLRVSGLFRDVFPALSALYQKAIRALSQRDEAPDWNPYAGRPETPRVYGP
APGLYGIGMETPEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAEAFVHAQDLPETDLLLAADYARHEAGFAAA
QDVTGGRAAIYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAATLDHMAAFARLAGVVPDHLF
DLYFEATLADPGLTAFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>TDX28604.1 cobalamin biosynthesis protein CobW [Rhodovulum visakhapatnamense]
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLDPRPDHILIETSGLALPKPLLKAFDWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
IDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAIEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDSAADHDHDDFESVVIDLPEQDDPEALAARIEALARSRNILRVKGHVAVSGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>TDX28605.1 putative metal-binding protein [Rhodovulum visakhapatnamense]
MRPDDECFRFLLPPGLSGLSAPEPAPVELLVCTTCKRRQPADPDAPRPGSLLHEAVRAHGLPEGVRLVPVECLSACSSGC
SVALRGPGRWTYVYGNLDETTGAPILAEGARAYRDAPDGLVPWRERPEHFRKNCIARIPPMEALK
>TDX28606.1 precorrin 3B synthase CobZ [Rhodovulum visakhapatnamense]
MPDPDPAAPIAGARPAPLATGVLVAGAGFAGLVAAIEARLHGAAVTLIDPAPPPLLGGNTRHCRNIRLVHDRETPWQRGS
YPAAEFATDLARLSPPETGLGAVLAEGSAGLGPWLAARAVAFEPWAEGNLPFSRRTAFFRGGGQALTNALVRCAEGLGVE
ILCGWRIDTLPPGWAEDRALALTADTPDGPHPIEAEALILASGGYGANRAELIRHLGPGAAVFANRGTPYQQGAPLLWLM
AHGAETAGRPGDGHLVAVDARAPRDDAGIVSRADGMQVGLVVDATGRRFRDEGAETGSARYSVWGRALAERADPRAWLIL
DAEGTGRLPPLLYPPLAADSPAELARLCGIDAEGLTRTLQAATEDAPLDPPRSRSDGVPLTGSPVAAIPLVPGLGFTRHG
VAVDATARVRLAGGGTAHRVFAAGAAMTGAVLGEGYLSGTGLTVGGVFGRIAGAGAAACAGPAANRPRPAAVPAPAATEP
VPPAPEPWAEAARALNICNTCGFCTGLCAVFPAAQRRPNLAAGDLRHLAHLCHDCRSCHYDCQYAPPHALDVNLPAALAA
ARAADHAAGLPPRLPDLIFLLCLIGLPLAALILLPPGVLFSTQTGPGAFYAVIPHAAMAGGAALAFTGAGLGLGLRLWRF
WRATGGPTARPSLESLWQGCRDALTLANLGAARACDGAHGPVGRARRWSHHLLVTGTALTALATLAGAVLHLSGALAPYP
VASAPVLLGSLGGIAMLAGLAGFERWHRTADRRPAAARMRAANRGLRAQLAIVAASGLALLALRDGAAMGLMLALHLGAV
LGLVLALPFGKLGHGGFRSLALIRHAGEEAARRPGPDHRA
>TDX28607.1 5'-nucleotidase [Rhodovulum visakhapatnamense]
MTMRILSSAAVLALLSGAAAQAEFALTLLHTNDVHARLEPISKYDSGCPEEDNRAGDCFGGAARLATAIAAARAEGGPSL
LLDAGDQFQGTLFYTYYKGKAASEMVNRLGYDAMAVGNHEFDDGPEVLAGFAARLTMPLLMANADLSAEPQLKDKIRKSV
VIEEAGERIGVIGLTPRDNPELASPGPNIVFTDPLDAVQAEVDRLAAEGIDKIVLLSHSGYEADKRIAAGTTGVDVIVGG
HSHTLLSNTDDTAAGPYPTMVGDTAIVQAYGYGKYLGRLDVVFDDAGKLVSAEGAPILLDASVAEDAGVKARVAELAQPL
EEIRQKVVAETAAPIDGERGSCRAGECAMGNLVAEAMLDRVRSQGIQIALQNGGGVRASIDEGPVTMGEVLTVLPFQNTL
STFHVPGATVRAALEHGLSQVEEGAGRFPQVAGLRFTWNPEAEPGQRLRKVEVQEGGAWLPLDPDRSYGLVSNNYVRNGG
DGYSMFLDAREVYDFGPDLADVTADYLAAQAPYTPRLDGRIATE
>TDX28608.1 uncharacterized protein (DUF952 family) [Rhodovulum visakhapatnamense]
MLIYKIFRRAEWDALRERGASHGAPVDLADGFIHLSTAEQVTGTAEKHFAGESDLVLVAVEAERLGTDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVV
>TDX28609.1 dihydroorotate oxidase A [Rhodovulum visakhapatnamense]
MTPLERAGLAVFHRMDPERAHALSLTALQSGLVPLPGRLTGPRLATDLAGLALPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLVEDRAAINRFGFNNDGMEVIRARLAARPEGVPVGLNLGANKDSADRAADFARVLSACG
AHVDFATVNVSSPNTEKLRDLQGREALSALLAGVMAARAELSRPIPVFLKIAPDLTDAEIDDIAQVALEAGVSGIVATNT
TLARAGLKSPEAGQAGGLSGAPLFARSTRVLARLSAATGGRLPLIGVGGVGSAEEAYAKIRAGASAVQLYTALVYGGMSL
VRDIVDGLDRLLARDGFAHVAEAVGSGREDWE
>TDX28610.1 arsenate reductase [Rhodovulum visakhapatnamense]
MTGIVIWHNPRCSKSREALRLLEETGAEPTVRRYLDVPPTEKELRETLDMLGGCAIGMMRTGEDLFSELDLTKDAPDEVL
IAAMAAHPRLIERPIAMADGRAVLGRPPERVLELLED
>TDX28611.1 carbamoyl-phosphate synthase small subunit [Rhodovulum visakhapatnamense]
MPAAMPRPTACLTLADGTVFYGQGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNDEDDETAEP
VAEGMVVKWDPTEPSNWRAAEELKTWLARRGRIGIGGLDTRRLTRAIRQQGAPHVAIAHDPEGRFDIEKLVAKARGWSGL
VGLDLAKDVTCAQSYRWDEMRWAWPDGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPATATAEDVLALDPQGV
FLSNGPGDPAATGDYAVPMIRKVLEKDVPLFGICLGHQMLALALGARTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMSDRPVFSVQYHPEASPGPQDSYYLFERFADAMAERKQA
>TDX28612.1 hypothetical protein EV657_111131 [Rhodovulum visakhapatnamense]
MDLRTRISAALKAAMKDREADRLGTLRLINAAIKDRDIAARTEGGEDGVGDAEVLAILARMVKQRQESARAYEEGGRLDL
AERERDEIGVIEDFLPRQLTEDEVDEAIGAAIVETQANSIRDMGRVMALLKAEYAGRMDFAAVGPAVRQRLA
>TDX28613.1 hypothetical protein EV657_111132 [Rhodovulum visakhapatnamense]
MFTYLKKVRPEDWPALALRAGALLLITVHLIVFLFIYQHPLFILSALVMGLLLAREMYEDLSQRFFRLKAEEYEKELHGA
QEDAPQTERHPLLIEGAASLKDISTRSTRH
>TDX28614.1 lipoyl(octanoyl) transferase [Rhodovulum visakhapatnamense]
MEPEWIEFEQLSPYLETVAAMETRADAIAAGRAGEAIWLIEHPPLYTAGTSARPADLTDPGRFPVFETRRGGQYTYHGPG
QRVVYAMLDVGQRGHDVRRFVWQLEEWVIETLAEFNVRGERRPGRVGVWVVRPELPPGPDGAPREDKIAAIGVRLRRWVS
FHGLAINVDPDLGHFDGIVPCGIHDHGVTSLVDLGLPVTMGDVDVALKRSFARVFGPLPARRTATG
>TDX28615.1 putative peptidoglycan binding protein [Rhodovulum visakhapatnamense]
MKTKVAMACLAASLALTPATRAAADGGDVVGGLIAGIIGGAILNEASKGRQHRTGQHRTYADPATVAQNREVQTSLNYFG
FPVGAVDGVLGSRSRTAISEYQATMGYPVTGRLQPYERDFLTGSYRRAIAGGPATAQMIAGDPMGPRGLLRTYQKQAAGI
APPPAVQPVPNTTVVIAPAAPAPAPVPATIPVVNAARAPGPGGTALPNFLGAGTGKSLASHCNKVSLLTSTNGGFVTSAA
MTDPSVALNEQFCLARTYAIASGEDMAGRVSTLSQDQIAAQCDRLGPVLKPYVSALSFRPRAEVMSDLGGFVQGSGMSPE
QLAGTARICLSVGYRTDNMDVALGSALLLNVLGEAVYGELLGHHLSQGFGTATRADLALDWYDAGLDAVARGAAPVFAPG
QPERSELIRQAAYRIGGRSDGTAFAAPAPVVSGQVAMPALPAFSVAD
>TDX28616.1 hypothetical protein EV657_111136 [Rhodovulum visakhapatnamense]
MADTLRASFGRFEAETVPTEARLTISRDGATVIRLFGRDLVRSTLLGGSWCPDMQRALRWGLQRIEARLGEDLRYRAGVM
AACETMRRLRLAGDPRRAERLLLGDMDAGRSQGETPLSQDCGAPVNDKTVCGGSYSAPDAMPKPVEEPAAEAFREAVAEL
VYSVMKEGKTDV
>TDX28617.1 hypothetical protein EV657_111137, partial [Rhodovulum visakhapatnamense]
RALQPGLRRMSGPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLDLGWDLLAIMHPPCTRLCN
SGVRWLHVPPTNAPAEAHPDERAAWPGLPEEARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPK
PQIVQPWWFGEPFFKATGLYLRGLAPLSATGPPDPARARHRGAQALERGPPGAARPRPLEDQIPYVRGPRRRRGRPMGRR
RKTGGRVMPETEWPREIWAAQPEPDDAEGRHVFSDHATVSRFEGDSDRDCAFHRYVDGDIVDSADRYHREMLIASRARAE
AAEAERDRLRAELGRLREDAGRYRWLRARDLDTIHSGGIFAGRTPENLVLNLEDLDAAIDAARHHGDPDNG
>TDX28808.1 hypothetical protein EV657_1101, partial [Rhodovulum visakhapatnamense]
ETELGWSPERSDLPTMIQDAWKWFQSQGYRG
>TDX28809.1 glycosyl transferase family 2 [Rhodovulum visakhapatnamense]
MRPVADRTAAILAFACLRNEAERLPYFLDHHRRLGVSQFLIVDNASTDATPRLLADAADVSVWRSEASYRAAHFGMDRLT
WFLTRHGAGHWCLTLDADEVLVLPRLDSLGLRALIAWLDARRIPKLAALMLELYPEGSRSSARRAPGADPLDVLPLFDAE
GCLWDRQRRYAGISILRGVRRRAFLADAPERAASAQDAADSLEARPCRCQLDPHRLAAPPECGLRCAAGRAQRRASAQQV
PGPRAGGIGRGKVCCRHFAHPGRYGAHYDAIRADPIRADAGSVRFRNWCQLQALGLIAGGNWAPPGAL
>TDX28810.1 hypothetical protein EV657_1103 [Rhodovulum visakhapatnamense]
MSIWHRAPACRCALRPAADLTACLAALAARPETDVFESVTADEAPWAMGGLSTERLSLSFPFAWKRHRRVFDCHVALPRR
LGGAALPPGPSRIRARNGGA
>TDX28811.1 hypothetical protein EV657_1104 [Rhodovulum visakhapatnamense]
MTGACGGRPGLVMQSRLPSPDWAHATTCAPFSVLQGFDDFFEDLAPWFERHAGARAHGHLFAPERDEFAGGGASFSGGIS
DAAARRDYDPAGFLRNLIWDGRGECQCFMFGPADRQEIAWPLAIDRNAHIAVATGAWAVPLFRSGQDVAVLRKRAAEQQR
IEAAFLDILRAPQVRARFGPAEFADRIDRLAAFRAQLTRRLQVAGQTPFRIGYGQIGDLEVLNGLPTFLETDARLDAAPP
WLKKQNPGPLSARVENFDEMTRALADPDPCALFDGNLFEPGHGPALRRHVAAPRSPLLSLPVPGGPVAEIEAWLAAPDGL
GPEALRRGFTRKTLDDWLRRHPGHRSFTVIGHPQERAHRAFCRHVLPVGPDSFPRLCRALRELYGVPLPEGGPGGPGYDA
AAHRAAFLGFLTFLKGQLGGQSALRVDPSWASQSVLPEGMAQSLLPDRIIHAGTLGCDRPSLPQVSGKRPRRCPIRRRSG
RFP
>TDX28812.1 phosphotransferase IIA-like nitrogen-regulatory protein PtsN [Rhodovulum visakhapatnamense]
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYALPSGTAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPLDSGVDHLKALALVSRTLRDGTVCAKLRANTDPATLHAVLTEAAASQAA
>TDX28813.1 SSU ribosomal protein S30P /sigma 54 modulation protein [Rhodovulum visakhapatnamense]
MLYQISGKQIDIGEALQTHVKDELSAAVSKYADRPTDANVVFSRNAHQYVCEATVHLSTGLTAQASAHATEIYAAFDSCC
DKMEKQLRRHKRRLKDHHRDRSEPVELSGGSAYILAATDENDESDNLQPMIIAEMETQIPSISVGEAVMQMELKGAALLV
FRNEKTGNINVVYAREDGNVGWIEP
>TDX28814.1 lipopolysaccharide export system ATP-binding protein [Rhodovulum visakhapatnamense]
MADGAAAFGFAEPGGGLRVVDLRKSYRRRPVIRDVSLSLDRGEVVALLGPNGSGKTTCFYAVAGLLTPEGGKVLLDGRDV
TTLPMYRRARLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRALALSLSGGERRRVEI
ARCLAANPRYLLLDEPFAGVDPIAVGEIRNLVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDE
NVRRVYLGQSFRIT
>TDX28815.1 lipopolysaccharide export system protein LptA [Rhodovulum visakhapatnamense]
MSPSIRGKGPVVSIRGRLAALALVLAVPVAAWAQGAQIAFGSLDHDASLPVEVTAESLSVDQGDGTAVFSGDVVVGQGTL
RLSAARVLVVYGSGGAGSGKISRLEASGSVVLVLGEDAAQAQEAVYSIDTATIVMTGDVLLTQGDNAVEGQRLEVDLNRG
TGAMEGRVRTVLTPASDKP
>TDX28816.1 lipopolysaccharide export system protein LptC [Rhodovulum visakhapatnamense]
MRSYDNAYSRFIAAAKIVFPLAALGLLSTLFLISRDHGSAGTGDGLPYAKVEIDDLLRQQRLGAPNYAGVTRDGTAISMR
ADSARSDPDRPGRGEAQAMQARLTLPDGSSAEIEADTGSIDTSDQVAVLEGDARISTSTGYTIETDRLRSAFADTNVEAD
GPVTANGPPGRIEAGSMTLSADPADKGRYLLVFKDGVRLIYEPEH
>TDX28817.1 arabinose-5-phosphate isomerase [Rhodovulum visakhapatnamense]
MTPETCLSIGRRVLRIEADAVHRLAESLDQDFTRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGKPGSTLLRQADVALVLPPADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSTVADLMHSGEDIPLVPVGTAMAEALIVMSRKSFGVVGVTDIDG
RLAGIVTDGDLRRHMTGLLERSVEEVMTANPLTIAPDVLAEKAVAVMNDRKITCLFAVETGRPVGILHIHDCLRAGVA
>TDX28818.1 ribonuclease D [Rhodovulum visakhapatnamense]
MANYLHSKDLPDGLDLGPVVAIDCETMGLNPHRDRLCLVQMSSGDGDAHMVQIAQGQTEAPNLTRMLADPKTLKLFHFGR
FDIAILQHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLDIDISKQQQSSDWGAASLSPAQLDYAASDVLYLHRL
KETLDGMLAREGRSEMAQACFDFLPTRARLDLSGWPETDIFAH
>TDX28819.1 NADH dehydrogenase [Rhodovulum visakhapatnamense]
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRDSVRLALQGAEAAVNCVGI
LAESGRNTFGLVQHYGALHIAEEARAAGVTRLVQISAIGADIESDSAYSETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGYFTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEVRSFGELMEEMLEVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGILDNKVVTRDQVRNLGRDNVVGEGMPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYEIR
EAAKRLRP
>TDX28820.1 undecaprenyl-diphosphatase [Rhodovulum visakhapatnamense]
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVVLYFRKDAMLALGGLTRVARGKIDT
PGAFLALCLIVATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPETRKANTWTLKHAIILGLWQVVA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAAAEADMAVLRDGAIAAGFTFVSALIALAVMMR
LARSISFTPYVVYRVILGLVLLWIAYT
>TDX28821.1 glutamate synthase (NADPH) small subunit [Rhodovulum visakhapatnamense]
MAQQKMLQFVRVAKETPEKREAGDRAKDFDEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWDEGWVPPIAPAEDRSESVGIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDIVMRRVAQLEQGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGELNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPKGFAGDPVTSVMVQKMRLGPPDASGRQSPEVIEGADYVEPADLVIKALG
FEPEDLPALWGEDALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>TDX28822.1 hypothetical protein EV657_11016 [Rhodovulum visakhapatnamense]
MSDTTLKGHCLCGAVTVEIEPAQQVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSDCGSSLWY
AFTAEGAHKGHCFVSAGLFEGTRDLPLSSEVYIDSKPGGYAFAGDHVRLTEAQMMAAAADGMSMGSTGSEGEQK
>TDX28823.1 glutamate synthase (NADPH) large subunit [Rhodovulum visakhapatnamense]
MTKYDAAWVAREEAKRAFVAEHGLYSPEDEHSSCGVGLVVAIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFSAQEVCRTIVETEVLRMGYYIYGWRHVPVNIDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAQVPSLYICSLSCRSLIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAWSQQTVELKQSWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPMRYVVTGDGLLIA
GSESGMVPTEEATVREKGALGPGQMIAVDMTEGKLLRDSEIKDMMAATQPFGEWLDKVTEIDEVLTAVSEKPLFDGADLR
RRQISAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFGN
LRNVLDEDGSQTRIVILESPFLGNAQFDELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLTD
HHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCSL
TEAVGHYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKGG
QDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLDEVESITSI
RKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEELE
IKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGTI
AAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAEE
YGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLLT
QISRGSAHLDDLDLNPLLIQVDANDRPTLDRSRPRTEVPDALDAEILRDAAPFFEDGEKMQVSYAVRNTHRTIGTRVSSH
IVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGAIIVVRPPLSSPLVASENTIIGNTVL
YGATDGHLFALGRAGERFAVRNSGAKVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGEASLKINPE
TLITCKVAVQHWEAELKGLISRHAEETGSPKARDILAHWELEKGNFLQVCPREMLPHLTHPLGNEERAVPAE
>TDX28824.1 putative membrane protein [Rhodovulum visakhapatnamense]
MADLIAVAFDDESKAFDMRGELVRMQKDYLLDMEDVVVVTRNDEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAIGGALSDIGIDDDFMKELGEKLTPGSSALFVLVRKATGDRVIERLREVDAEGRILRTSLSKEDEATLREVL
ERTRDKVA
>TDX28825.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum visakhapatnamense]
MAKRCGLGYHAGMAKATKSTGKKTARRAPKVAASPLPLARRLRRTARRGALAGLALVALGLVAPSLINPPTTPTMMSERM
RLGEIDQQWARMRDIAPVMQRAAVAAEDANFCLHWGFDMGAIRGALEAGGSYGASTISQQTVKNVYLWQGRSWPRKALEA
VLTPLVELTWSKRRILEVYLNVAEFGEGVFGIDAAAWHYYGIPPARLTPAQAARLAVLLPNPKERDPAHLSPTLRRRAAQ
VEEGAATIRADGRSNCFES
>TDX28826.1 glutathione S-transferase [Rhodovulum visakhapatnamense]
MNRLYHMPLSPFCRKVRLVMAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRTMAESQAICEFLDEVYPDPKLL
PGGPVERCEARRLVCWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGAAAIKFHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>TDX28827.1 epoxyqueuosine reductase [Rhodovulum visakhapatnamense]
MSAALKDRLAARARDEGLAAMGVCRPDAIPEAAGRLAEFVARGRHGQMGWMAERMGWRGDPAALWPEVRSVVMVAEPYTQ
THDPLAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWLLDEAPGHRIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLG
RSLGNWFFLGAIFTTIELPPDAPETQHCGQCTACLDACPTGAFPAPFQLDARRCISYLTIEHKGPVDPALRPLLGNRIYG
CDDCLGVCPWNKFAVAATEAKYAARPDLVEPPLADLAALDDTAFRERFSGSPIKRIGRDRFVRNVCYAIGNSGDPVLAAA
VGPLTDDPDATVAEAARWALARLKDA
>TDX28828.1 EamA domain-containing membrane protein RarD [Rhodovulum visakhapatnamense]
MNPARAIGLKLISVTLFVVMSALIKAAAEHGVPPGETVFFRSLFALPVILVWLGATGQLGAGLRTGDPMGHLWRGLVGGT
AMGLNFAALGILPLPEATAIGFAAPLLVVIFAAMFLGEKVRLFRLSAVALGLVGVVVVLSPRLSAFGGDRMDAAESLGAI
VALAGAAAAALAQVFVRKLVQTERTSAIVFWFSVTSTVLSLFTIPLGWVVPSVWDATMLVAAGLLGGVAQICLTSAYRFA
EAGLVAPFDYASMLLALVIGYFVFAEAPTPVVLIGAGLIIAAGVFIIWRERQLGLERGRARKGVTPQG
>TDX28829.1 branched chain amino acid aminotransferase [Rhodovulum visakhapatnamense]
MTGYDDRDGVIWMDGKLVPWRDANVHILTHALHYASAVFEGERAYGGKIFKSREHSERLRRSANMLDFEIPYTVDQIEDA
KAEVMKANGMTDCYVRPLAWRGSGPDMGVASEQNPVRMAVAVWEWGAYYGAAKMKGAKLDISKWKRPSPETVPSQAKASG
LYMICTMSKHAAHAKGCTDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGLTRQTVIELLHDKQIKVHERHIEA
SELEGFEQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYEKHVRA
>TDX28830.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]
MAQIAPAVAQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEEKGYGRAHHRAIHFIHRAPGTTVNNLLSILGVT
KQSLNRVLRSLIEDGLVESRVGHRDKRERHLYLTEAGLELEHQLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>TDX28831.1 two-component system phosphate regulon response regulator OmpR [Rhodovulum visakhapatnamense]
MMGEADIHLLIVDDDERIRELLRKFLMRNGFWVSIARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQRIATPI
LLLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQIRSEIDLPKVLHLGPVRYDVGRGELWLGDERVRL
TATEAQLMRIFSANPGEAVSRSRLVEELARDGGQAQERAVDVQITRLRRKIESDPKQPRYLQTVRGEGYMLAPD
>TDX28832.1 acetoin utilization deacetylase AcuC-like enzyme [Rhodovulum visakhapatnamense]
MTTALLTHSDCLDHVTPPGHAERVDRLRAVAEALTTEGFAGLLREDAPLADEAELLRAHPQGYVDKVKAAGPAEGTVALD
PDTHMSPGSFRAALRAVGGALRAVDMVMAGEAANAFVAVRPPGHHAETARAMGFCLFSTVAIAARYALDRHGLSRVAVVD
FDVHHGNGTQDVLWDDPRVLFVSTHQMPLYPGTGAAEETGAAGNVLNLPLPPMSDGRRFRAEIEAHALPRLDAFAPELVL
VSAGFDAHAADPLAQLAWGTADFAWITQRLCDIAEAHSGRRLVSTLEGGYDLEALAASVAAHVAVLMERGA
>TDX28833.1 exodeoxyribonuclease VII small subunit [Rhodovulum visakhapatnamense]
MTEKPVGEMTFEEAMRALEEAVAALERGDVPLEDSIALSEHAMKLRKHCETKLRDAEAKIEAMTLDAAGNPTGTKPAEGL
>TDX28834.1 farnesyl-diphosphate synthase [Rhodovulum visakhapatnamense]
MFQSSLTSAAERIEARLSAALEGAADQPVTHAMRYAVSGGKRLRGFLVIESAGLYGIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFDLLAGPSCHADPAVRIDLVASLAKASGIDGMVLGQAQDIAAE
TAGRPLSLEEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGAKARAKALVEEAEDALSPFGEGAETLKQAARFVIARES
>TDX28835.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum visakhapatnamense]
MSNRPITPLLDKVCCPADLKGLSDDQLKQVAHELRQEVVSAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDAFGAGHSSTSISAALGYAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIKHLPEPFQEGARRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLEQLLAILRTVKTRATGPMLIHAITKKGKGYAPAETAPDCGHGVSKFDIATGVQKKTP
ANAPSYTKVFAEALIREARADRKVVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYAEARLNAADIEAKVREVLSGSAAQAA
LRA
>TDX28836.1 nucleoside-diphosphate-sugar epimerase [Rhodovulum visakhapatnamense]
MTKTLLSIGHGYSARELAQSLGPGWRVIGTSRSPEGAETLRQTGIEARVWPGEDIGPDLAAATHLLTSVPPGASGDPVLA
TLGETLREARHLRWVGYLSTTGVYGDHGGGWVDETTPLTPATSRGAARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKDGQVFSRIHVADIAQVLTASMAAPDPGAIYNLADDEPAPPEDVIAFAAEMLGLPVPPAIPFEEADLSPM
ARSFYAESKRVRNDRIKTDLGIHLRHPDYRAGLAALLETERAATMG
>TDX28837.1 AMP nucleosidase [Rhodovulum visakhapatnamense]
MPDYSDPPLSSPDLPAPEAFTDAAAAVERLVALYETATGFLRARFAEILSGEAPRARFRAVYPEIRVSTVSYAQVDSRLS
FGHVAEPGTYATTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSATPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTLAQPDGVARPLAPFTAQRVDYSLARLEHYTATAPEHFQNHVLFTNYQFYVEEFEALARQALADPASGYT
ALVGPGNAEIAAPDAPMPVPAKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEITRLEGYELKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASAFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>TDX28838.1 hypothetical protein EV657_11032 [Rhodovulum visakhapatnamense]
MRKPKRIAAALFRATGPPEKRQSLGTTPAEAAIARPEALAMGGGIWRSFLFSSAPDQIAAASAARPLCPDQRNAVSSKLR
SFRLWMRSSGMSRKSSIARTPIARCRATWVL
>TDX28839.1 DNA-binding protein HU-beta [Rhodovulum visakhapatnamense]
MAKPMTKTQLVAALAEEMEADKKTASAALDAMTAIITREVAAGGSVTLPGVGKIYCRERPERMVRNPATGEQFKKDSDKV
VKVTIAKALKDSVNG
>TDX28840.1 threonine/homoserine efflux transporter RhtA [Rhodovulum visakhapatnamense]
MDIRALAMGLAFAFIWASAFSSGRIIVGAAPPLTALCLRFLVSGLIGVGIALALGQSWRLTRPQWQGTLVFGLSQNALYL
GLNYVAMQTLEASMAAIVASSMPLLVALFGWIALGQRLRPLGALGLAVGFAGVAVIMGSRISGGVDPLGLGLTLAGVLAL
TVATLAVRTASSGGNLLMIVGLQMLVGAAALALAAVLTGERWEIDWTWPLIFAFSYTVVFPSLVATWIWFLLVRRVGAVR
AATFHFLSPFFGVGIAAFLLGERLGPADIAGVAIVMAGILAVQLSKQGPAAAPAKGRDGS
>TDX28841.1 enoyl-CoA hydratase/carnithine racemase [Rhodovulum visakhapatnamense]
MIGLRREGGLWTVTLTRPEKANSLTRDMLVRLEEIALEAQAEGVAVLVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDLRIAVPEAKFFYPVMKLGFLPQPSDPGRLAALIGPSRAKLVLMGGAKLSAD
EALAFGLVDRLVPREDLMAAVTDLTADALAARAEHRAAIKALCGGRRG
>TDX28842.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MTDMTGKSVLITGASRGIGAAAARAFAEAGAHVALAARSEEAIATIAQEIAETGPRAIAIGCDVAEFGQVADAVRTTVQA
FGRIDVLVNNAAVIEPIGRLDAVDPEDWSKAIDINVKGVFHGIRAALPVMAAMGGGTILSIGSGAATSPLEGWSAYCTSK
AAVAMLTRCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHIPPAWPAQALIWMCGPDADEFLGQQVS
LRERAIRRRVGLPT
>TDX28843.1 uncharacterized protein DUF2125 [Rhodovulum visakhapatnamense]
MTSLKTASALAIAAAFGLALPASADVTADQVWAAWKAIAQGSGQSMTGRESRSGTTLTVEDLQVASKDGQGGSVRVGLGQ
VAFAERGDGSVEIRMPETHPLTVETRNADGHVTALDFTLRQPGFEMVASGTPEALKQDVTAPEVTLTLDRVSGGKPVDVQ
ARMTVFGMTGHYAQSQGGMRTFESGFEADRVQIDFAATDPADGTQVTLVGSVHDIDSSSDSRMPVGGDPTQLGQMLRAGF
TSQGALTHGAMGYTLDVTEKGDPTHVEVSANSGRIGFDLGGTGMTYDVTGKDTRVALSTPQLPMPQVELQMAETGLHFEM
PLMQTETPADFGLGLRLAGVTVSKEVWALFDPTGQLPRDPATLIVDLAGKARWLADLTDPAIASSDDVPAELHALNVKDL
RLQVAGADLTGSGDFTFDNADKVTFSGIARPEGTLSLRLAGGNGLMDKLVAMGLIPQDQAMGLRMMMGMFARPGDGPDTM
VSEITVNGQGQVLANGQRLR
>TDX28844.1 PmbA protein [Rhodovulum visakhapatnamense]
MSDPIPSLTEALLDAARKAGAEAADALVTEGTSLSIDVRAGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAEM
AARAVAMAREAPEDATVGLADPAQLAGRRDADALDLADPSPEPDPAALEDDARRAEAAARAVPGVAQVQSASAGYGHRRM
VLAASNGFSGGYARTSRSVSCVAISGEGSGMERDWHSEMRTFQAELPAPDEIGRIAGERAAALAGARRPRTGAYPVLFDE
RISASLIGHLLSAINGGAIVRGGSWARDLLGREVLPPALSLIEDPHRPRIAGSRPFDAEGLPTARRALVENGVLTGWVLD
LGSARKLGMESTGNAVRSVSAPPSPAAGNVTLTPGEAGREALISEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENGQ
IAYPVNECTIAGKLPEMLRRLRPANDARDHLSRRVPSLLVEGMTLAGA
>TDX28845.1 myo-inositol-1(or 4)-monophosphatase [Rhodovulum visakhapatnamense]
MPALDLALLTTAALEAGQLARRYWRTSPETWEKPGHQGPVSEADIAIDRRLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRAFLEGDRSFAHALAVAEAGRVVAAVVFLPMRDKLYSAIRGGGAYLNGASIRPSARSALDGASVLATRPA
LDPEHWDGPVPHVHRALRASLAYRLCLVAEGRYDAMLTIRDSWHWDTAAGSLILTEAGAAVTDLGGCPLIYNTAPPLSRG
IVAAPPALHAEILSRLA
>TDX28846.1 uncharacterized protein DUF4170 [Rhodovulum visakhapatnamense]
MTQRLHLVFGGELVDPTHTVFKNVDDIHIVGMYPNYESAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>TDX28847.1 3-deoxy-D-manno-octulosonic-acid transferase [Rhodovulum visakhapatnamense]
MTGADPGPERAWTPDPEAGSGAGARRTHAVPGAEADSGTAAAGPLLWLHNPPPDEQAAAVELIRELAREKPALRVLVTGI
DAPPLWVDAARGLPQANGTVAPADGHRAVSAFLELWRPDLAVFYPDHLPSTLISLTHARGTALFLITRDLPRAWHSRWRV
GIGGTRRLLRRFDRIFAQSPGTAGELRALGLPRWQISPCGPLSEGSAVLGCSEAERDVLAGLMGGRPAWLAAGVPAAEEP
VVIAGHAAATRFAHRLLMILAPEDPARGPALAAGLREDGWDVALRSDDEEPSAETQIYVADTEGELGLWLRLAPVTFLGG
TLGANTGPDPYRAAALGSAILHGPATGAYPDHYRRLSNALATRTVQDAGSMAEVLVDVLAPDRAAAMARAAWEVSTQGTM
ATERVVRRMIEALDIAEAV
>TDX28848.1 lipid-A-disaccharide kinase [Rhodovulum visakhapatnamense]
MQAPAFWYASPDRPGLTARVLGPLGRLYARATARRLAKGPRARVGVPVICVGNINAGGTGKTPTVIALAMRLIARGVAVH
VVSRGHGGRLTGPVRVEERAHDAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAEAILLDDGFQNPALAPDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSIGTGTAQRQFTETWGREIHVPRLAGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGADLLRAEALDDHQPLTPALMTRLETEAKLLGAQLVTTEKDAVRLPASFRQKVLTLPVRLELDDWGA
IDAAFDRLGLGR
>TDX28849.1 crotonobetainyl-CoA:carnitine CoA-transferase CaiB-like acyl-CoA transferase [Rhodovulum visakhapatnamense]
MAAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGVREAAYFHACNRGKRSVAADFRT
PEGQALVRALVAEADIVIENFKVGGLAKYGLDYAGLSAINPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGEV
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGQGQQIDMALFDVATAITANQAMNYLTTGTPPGRMGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCDLLNLPELAEDPRFATNADRVAHREALTAALTEATRARTKADLLAACEARGVPAGPI
NRMDEVFADPQIRHRGLVVENDGLPGVRTPIRFSEAELTLDRPAPRLDQDGPEIRAALSDPAPAGRRPRR
>TDX28850.1 protein-disulfide isomerase [Rhodovulum visakhapatnamense]
MIRKLTLSFGLAALTTLGLGLAPASAPLLSSAAWAEETPDVTPFTMGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKAD
YIDTGKVHFTYHEVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCL
SDAALAKALSETSDKTVDAAGVTGTPAMVIDGQLYKNMSYRDLKKILDEKLAG
>TDX28851.1 hypothetical protein EV657_11045 [Rhodovulum visakhapatnamense]
MQGKADQNSRRRRGFERASALLEGRIRRVGEKRGFAVARLLTHWPEVVGDETARICRPVEVRYGRDGFGATLTLLTTGAH
APLLDMQKDALREKVNACYGYAAIARIRLTQTAPTGFAEGQATFAPAPKPPAPAPDPRTAAAASDLAVEVRDEGLRAALQ
DLGTRVLSRSKR
>TDX28852.1 A/G-specific DNA-adenine glycosylase [Rhodovulum visakhapatnamense]
MRDDELSAELLAWYDIHARELPWRVGPAARKAGERPDPYRVWMSEVMLQQTTVAAVKDYFHRFTTLWPDVGALAAAEDAR
VMGEWAGLGYYARARNLLKCARAVAADHGGRFPDSRAALLALPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLFAVE
TPLPTAKPDLTALAARLTPPERPGDHAQAVMDLGATICTPRNPACGICPWRAPCLARAEGIAAALPRKLPKTPKPTRLGR
AYLGRRTDGAWLLERRPETGLLGGMLGWPGSDWAETEPFPAPPAEADWRPLGAEVRHTFTHFHLRLDLWVVDLPVDCIPD
RGQFLAPAAFRPSDLPTVMRKAFDLARPAFDPPGNARG
>TDX28853.1 putative NADH-flavin reductase [Rhodovulum visakhapatnamense]
MKLLVIGASKGIGLETVRYALGRGHDVRAFARRAEGIAIDDPKLEKVTGDAGDAAAVKAAVQGVDAVVMTLGLPKTLPAM
MRKTTLFSDATRVLLPAMKSSGVRRLLAVTGFGAGDSKAKMSTVEKLGFKALLERAYADKTAQERLIRESGLDWTIARPG
ILTSTAPSHAYDVLVEPETWHNGLISRGDVAHFLVHAAEDASHIGEAPVLIR
>TDX28854.1 modification methylase [Rhodovulum visakhapatnamense]
MTRTKGALTLPLNTILPGDCIEAMNGLPEASVDLVFADPPYNLQLKGDLHRPDNSKVDAVDDHWDQFDSFAAYDRFTHDW
LAAARRVLKPTGAIWVIGSYHNVFRMGAELQNQGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKSLNEGVQMRSDWVLPICTGHERLKDENGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRIPFGQLVERGLLRPGEVLISPRGKTAKVRADGTLVGEAVTGS
IHQVGAALEGAPSCNGWTYWHYRREGQTVPIDVLRQQIRAQLHD
>TDX28855.1 RNase HII [Rhodovulum visakhapatnamense]
MTKPLPDFTLEAEALAGGARLVAGVDEVGRGPLAGPVMAAAVCLTPDDIPDGLRDSKTLTAHRREVLAAEIRARAAVGLG
EASAREIEEMNILQASHLAMCRALAALPAPPDLALIDGNSLPRALPCRGIRVVKGDARCLSIAAASIVAKVARDAVMVEL
AQQYPGYGWDHNAGYPTKEHLRALRDMGVSPHHRRSFKPVYNILWQDKSISP
>TDX28856.1 hypothetical protein EV657_11050 [Rhodovulum visakhapatnamense]
MRHRIFAPLLAAALAFGTVGVTPARAADGSDVAKALLGATALFVIVNGIDRHTGKAGRHDRRHVAPAPPQRADRYAPDRR
HAARSIPARCISRVETRHGARPVASGRCLRQAGLRNLPHHCALPGRGKRDVYAMNCLADTGYRIAPRRR
>TDX28857.1 hypothetical protein EV657_11051 [Rhodovulum visakhapatnamense]
MILRPILACLVLAALSGPASAACYADYKAKQDNPLKLHYGVIELPDAACGSRDAAAREIDRRIRRGGWQLLNVMSIFGAE
GLGDRKASANGFFLKY
>TDX28858.1 DNA-binding winged helix-turn-helix (wHTH) protein [Rhodovulum visakhapatnamense]
MSAPPKRRPLQAGRVVAAGLLAIVAILLGAAVLLFLNLPDANAFNARVERIFVENDALRSGAEVKLLEILAQSGTAFSDV
LASYRMVIFVLLVFSTALLVAALVFLFTIVTLNRRMSEIERAGIRVSSLVISRAENTVMLNDMAFRLTEAAIETLSVLAE
ARMDDDILSGAEIEATVSGRRPEDCDEAAGATRIKRLRDSLGNQIVSELLVRNVARRGYVLAIDRDVIRMT
>TDX28859.1 hypothetical protein EV657_11053 [Rhodovulum visakhapatnamense]
MRIGFVALCLMVCLLPLRLAAEEVVLARSALVEAAQGTYLAMGLTLPPQDETLPLVGGRGLRSGGQVLRHLAGQQAVNGF
EGVLYDNRDRGHSTLPGDLFPRLTRLTYGDPLRKAGADYGLAGKILLPAVVFGNSSTSVTSGPAQRSLPRLAMTSEDGPA
QSARLYENNHLYVYPEHRDHDEADRYPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPETFAALRDTRLMAPTLQMILR
RSYAPVRSREAYLSGIAHPVVFEGDALRPGRMMAEAAAMRPDAIPPMVRLRVEQDGFGEAEGLARLSERLFDTEGAIARI
WRNFGWSREMTVSAAETRDPNGRKLTFTWALLQGDPARVWIEPLDPDGSRARIRVAWHDPKTAITRDRSGYHNRRQSRVE
IGVFASNGVNDSAPAFVTVFFPDHQNRTYATSGAGGMRLVSIDYDAMGRGVYYDPLLFWSAPWTDRAEYDGAGALTGWTR
IGHDGNTRTLPPEVGEGVYQIERLQPGRPYLIMP
>TDX28860.1 ParB-like nuclease family protein [Rhodovulum visakhapatnamense]
MTDPGKRSPPRGPGFEPTLHPIATAAILPVKHLPTSFPKGRKYAQIAASIREAGLIDPLGVARARDQDGTFILLDGHVRL
HVLKEIGHPATEDTDWRAVAPLRRHQPKVLRDHKNCPERTALARPLRSRRQLTGLFRVADRRGR
>TDX28861.1 ParB family chromosome partitioning protein [Rhodovulum visakhapatnamense]
MVRQTEAGAEVQTVPIAAITGENPRARSEKTFRATVDSIGKVGLKKPITVARDDTASGNACRLVCGRGRMEAYVALGGTH
IPAIVVDATEVDRLLRSVIETVARRQQRPLELLQDIATLRNRKYSDQEMAEKTGLSQSCIQETGELIANGEERLPIAVET
GQMPLSVALYIIRAEEKDVQKALEAAYASGELRGKKLLEARRLVELRHRHGKKDGATRTKRSGVRMTSAAMVRADRVGAE
RQQDMIRRAQATRGHLLFLDAAFQSALGDETFLTLLRAEGLDSLPTIIVEGLKGPRT
>TDX28862.1 recombinase [Rhodovulum visakhapatnamense]
MNARGILTDLGRAWTRATVRQILTNEKYFGNNVCNRRSLELKRKRVANGPEMWIRSDGAFDAIVEPKQFQKAQAIIAARN
RRFSDEEKLERPTRLLQRHGCISGPVIDDADGMPSSGACAHRFGSLRRAYFLVGFTPDRDHRCIEANRVLRQFHGNEIKR
VIHEIALLGGAVIRNPATDLPTINSAFTASVVVARCRETSSGGLRRKIRFDTGLAPDITIAIRMNRTNTRALDYDLLPQF
QMRSNLLGLPRKTA
>TDX28863.1 resolvase-like protein [Rhodovulum visakhapatnamense]
MARASRANSEKPDRLLAADCVRMPTEHQQYSTRNQTQTIRDCAWRHGIRIVRTYSDGAKSGLVIGGRMALQQMIADVDSG
VAEFSAILVYDVPRWGRFQDIDESAYDEYRCRKAGMQVAYCAELFENDGSPTSTIVKSVKRAMASEYSRELSVKVSRANA
A
>TDX28864.1 hypothetical protein EV657_11058 [Rhodovulum visakhapatnamense]
MRIKMGTGVPEKDTIVQLRPETVGYRGTLAMALRPELGSGHRAIKTAMRWTGASERTVEYWFAGERGPSGAPLILLARHS
DMVFHMVLIGAGRYDDADPEMR
>TDX28865.1 iron complex outermembrane receptor protein [Rhodovulum visakhapatnamense]
MSLLLRLVRTGCLVSCGFGLPALAQQSSDGPDEVFALGEIVVRSSGEAAQGGTSRTVGAEEIKRTNRATLDDALRTLPGV
SVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINLVTRQ
PTEVFEGEARVGLEAGNRGDMTTRNGYLSLGSRMDRFFVQGSYLTRDNDGYYLSRDYTPTDVQGAGHRDYSDSEDSRLNL
KFGFTPNPTDEYVLSYTRQEGSKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLKTKLF
HHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLELGSDIGKRNTLTSAFHYRYDRHRDIQLSRPDINSIPDPTET
SRERTLSFALEDRFQMREDLSLVGGLSFDRAEVLSASRTRTDYGDPVGSSNAVNWQLAAIWTPGAGGEYHASLSSRTRFP
TLFERYSTRFGTAVPNPDLDAERALTAEVGYRGDLGPVAVETALFYSEIDDTIQSLNVGVGLSQNQNVGDGTYAGFEIGA
RTDLTGSLALSANYTYLDRDITDPVRPGLKATDTPRHSAYLRLDWQATGSFSIAPSLELSSSRLSDSAIQPADPTDVSYT
RNAGFGLVSLDMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRTFYLTTAYTF
>TDX28866.1 iron complex transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MGRVTPLVEARGLAVGHGGRVLLEEVGLGLHRGRILCLLGPNGVGKTTLFRTLLGLMPPLGGAVFLGGHPLSDLSRAEIA
QRLAYVPQTLTTPFAWRALDLVLMGAAARLGPFARPGRAEIARAEAALALLGIDDLGPVEITRLSGGQRQMVLIARAIAQ
GAEAVAMDEPTASLDFANRIRVGKAIQGLAARGIGVLLCTHDPDQAADLGDEAVLIEPGGILAAGPAAEVMTAARMTRLY
DIPVRRDALPGGRLHFSGPSGREDQGPVTGAAAGQNV
>TDX28867.1 iron complex transport system permease protein [Rhodovulum visakhapatnamense]
MSERAAPPLLALGLAGALAAGAMLGPYPLSPVDVADTLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVF
RNPLVAPDILGVSQGAGLGAVLGILLGLPVLAIQLMGFAFGIGTIGLVMAIALALRGLGQVLVVVLCGMAVAALAGAGIS
LVKLMADPDDQLPAITFWLMGSLAGIKQADVAAALPAIVAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSA
TLVTAAAVSVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARSIAQQEVPLGILTAVLGGPLFLWL
LARGGRTWAE
>TDX28868.1 iron complex transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MMRLRLTALMAGALALAAAALAAETRTITDATGRQIEVPADPRRVFAAGPPAATLLYALKPDAMVGWPRAPGAEDLPFLR
PETRDLPALGRLTGKGDTVNLEVLLSARPDLIVDYGTVTATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGDLLAE
PERGETLAAYAEATFAEIDAILAAIPEDRRPSVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQVQ
ACAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPSAPFGFIDSPPSVNRLIGLKWLADKLYPEEARIDIEAEVAR
FYTLFYGVTPDRAALDGLLGAGHPGE
>TDX28869.1 tRNA-Thr(GGU) m(6)t(6)A37 methyltransferase TsaA [Rhodovulum visakhapatnamense]
MTLIAPDLLRPHEECVAVPEAFDAGLWFIGRIRTPWTQRADCPRRGDPAGGPDCRIELDARWLSALDGVAGKDRMQVLYW
MHLSRRDIVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLHVAGNVLTVRGLDCIDGTPLVDLKPEFGILP
>TDX28870.1 GTP cyclohydrolase II [Rhodovulum visakhapatnamense]
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPGRLDALRALGGRPVLAITARRAETLKARPYDGDLARLLLPT
EVGTDWVRAVADPADDLSNPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAVEVTAPDTLAGAEGLTRVTLDEAALA
RAEGTALAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLLGSLKCDCGAQLRTAL
AQMGKEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPTKI
EMMRARGIAVTERVPLKVGHTPENARYLAVKAEKSGHLM
>TDX28871.1 winged helix family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MSTLKKILLVDDETDLREALSEQLVMTEDFDVFEAGSGVEAMEKARAAIYDLVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDTDADTILGLDSGANDYVTKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLFA
>TDX28872.1 hypothetical protein EV657_11066 [Rhodovulum visakhapatnamense]
MSGQWTCFFGILYALCQIGPAAEAATDIPGYWSVLPGWQSWQVPSAYQVGFEGSSELAVACGPEGQPVMGVLADGTTLPD
GSFERPAKIGERHFLIAWTGQAGLALARPDAEFLTAMRSGSTLVLYDYQGAPVDFRLSGAAQALDSALAGCPPPHAARPD
PAAMRRALDETLQARTDRECRALGRDGTEIGAGAVRERPLPGSDYPEVSVDFGYVSCREGLRLHRDFCTEAGCAHQRYLP
GASAYVLIENGDPD
>TDX28873.1 exodeoxyribonuclease-3 [Rhodovulum visakhapatnamense]
MPFTLATWNINSVRLRAPLVARLMEEQAPDILCLQECKCPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLGQARHVAARLENGVLLHNFYVPAGGDVPDRAANEKFGQKLDFLTEMRDAFRASRPERSILVGDLNIAPGEDDV
WSHKQLLKIVSHTPVEVDHLAAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHVWATPDIAGAAGDSRI
LRPVRGWDQPSDHVPVLARFDL
>TDX28874.1 thioredoxin [Rhodovulum visakhapatnamense]
MLELGGKAAGTGGASEALIKDVTEATFMADVIDASHEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDRN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPGSEVQAFVDRVAAIAGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAPAYAGLARAHLALGEIDQAEQFLQAVQPEIARAPEIEAARAQVALARQAAEAGPVAELRAAVDHDPDNHQARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFDALKPQDPIVLKGRRKLSSMIFA
>TDX28875.1 hypothetical protein EV657_11069 [Rhodovulum visakhapatnamense]
MARPSFSGMFSAVDLPETIPVFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTPHRLIGMVQPREVPGSDERKLHAIGC
AGRVTAFSETEDGRYLITLSGISRFRMTRDQAGFTPYIRAEVAWDGFGRDLGPGEDDPGFDREAFLNLLGRFFASRGLST
DWDSLREAEDELLISSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGNDEEKMQ
>TDX28876.1 hypothetical protein EV657_11070 [Rhodovulum visakhapatnamense]
MNDVTQADRKMLESLVCPVTHGPLAYDPDRQELVSKSAGLAFPIRGGIPIMLVDEARRLD
>TDX28877.1 carotenoid 1,2-hydratase [Rhodovulum visakhapatnamense]
MTDRGRAALQQTRNTFQVGPSKLTWAGGKLIFDIDEMTWPHMGRLKGRVTVTPSAVTGVELPLKADGTHIWRPFGPSSEI
EVDLNQPGWQWTGHGYFDANFGTAALEDDFSYWTWGRFPTKANGAWCFYDASVRDGSELALGVHFDANGRAEVVEAPPRT
RFARSKWLVRRETRADPGYTPRQVHDMLDAPFYCRSAIRTKVFGEEMVGVHEALDLDRFASPLIKPMLAVKVPRKPGWPS
PR
>TDX28878.1 1-hydroxycarotenoid 3,4-desaturase [Rhodovulum visakhapatnamense]
MAGSPGKVVVIGAGMGGLSAAIRLAHAGLEVEVVDRAPVPGGKMRTFDSDAGPVDAGPTVMTLRPVFEELFDSVGARLSD
YVTLHREEVLARHWWPDGSTLDLFASREQSADAVGRFAGTRAEKEFRAFCRRSERLFHAFDAPMMRAAEPSQGALTRHVA
THPWLALDMAPHRSLAQALGKAFSDRRLAQLFGRYATYVGGSPFQSPALLSLIWHAEEQGVWRVEGGMHRLARALEQLAH
DKGVRFTFGHRATRVEIQQGAAAAVHLDSGARLPADVVVFNGDPAALAAGLLGEGLRETVAPDAVRPRSLSAYVWSYAAE
PHGPEMVHHNVFFCDDAHAEFDPIARGEMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPAADGADPTDEEKETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTTVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASPSTSPRTAMRGGMSTA
>TDX28879.1 farnesyl-diphosphate synthase [Rhodovulum visakhapatnamense]
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHHDCARAVELIRILGQRTGMPYGICAGQGWESEDQ
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAAMVRHMAERLIPEPARLPAE
>TDX28880.1 demethylspheroidene O-methyltransferase [Rhodovulum visakhapatnamense]
MTDAVSGTGPARRSGVNWRRWRNRKIADRGFQSWASRFFLTRGHVRREGERMFDLVSGFVYSQVLWTVVELDLLDATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGPGYQLSALGAALMGAPGVVDMIRHHDVFYRDMQDPLAVLRGEKET
ELARFWPYVFGAGAAENPETAQRYSKLMADSQALVAEETLRAIRFDGVTRLMDVGGGTGAFLASVGAACPDLKMTLFDLP
AVVPAAEERFRALGMAGRVTVRGGSFRDDPLPEGADAVSLVRVCYDHADETVRALMRKIHDALPPGGRLIVSEPMAGGAH
PNRSGDAYFAFYCMAMGTGRARSPERLAEMMKEAGFQGVEMPRTRRSYITSVVVGRKPGAT
>TDX28881.1 3-hydroxyethyl bacteriochlorophyllide a dehydrogenase [Rhodovulum visakhapatnamense]
METTAVILRGPREIGLGKLGLTAPGPKDLVVEISHSGISTGTEKLFYTGNMPPFPGMGYPLVPGYEAAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSARRLVTDASRVTRIDPGLGAEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEINPDRQGGAMGYEVLHPDNDPRRDYRTIYDASGVGSLLDTLITRIAKGGEVVLAGFYTDPISFA
FPAAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEEAAEAYETAFNDPACLKMILNWGAVHDA
>TDX28882.1 chlorophyllide a reductase subunit X [Rhodovulum visakhapatnamense]
MTLDVPNIKDIDQRLRDEANEPLDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTSL
LFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDFL
GDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAKAVDIPVLA
AIPQDEDLRRKSANYQIVGTNDGPWGELFGALAEAVAGAPPIRPKPLDNDGLLGLFAPEDVGADFELTPATDTDMRGKNA
KPKKSLEVVYDDV
>TDX28883.1 hypothetical protein EV657_11077 [Rhodovulum visakhapatnamense]
MTMFDLNQMSRWDNVLEALSHHDEDREFAEIAEIQEAPAAEAAAPSRELEDA
>TDX28884.1 chlorophyllide a reductase subunit Y [Rhodovulum visakhapatnamense]
MTEEVRYDEAHTAEVIEGTPREPGNAPEGADPRLGDGMGCHAGAAEMEKAARAAGASDILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTSAMREFDAAGRPIVGSAPVGHDGTAAWLAGIGD
AFGLSAEKVAKAQNMFLPAIKGALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPKTKQAEVDRDWLESKG
VKVVFRASLEDDKAAVDAIKPDLAVGTTPVVQHAKERGIPSLYFTNLISARPLMGPAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALHQKKLDKKRRAEKAQEMI
>TDX28885.1 chlorophyllide a reductase subunit Z [Rhodovulum visakhapatnamense]
MLVLDHDRAGGYWGAVYAFCATKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
KTLDPALPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLVEGIGAEVNMVMPLGAHVAEMRNLVNADVNVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLEADLGLPCAFAVARKRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDQDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETVEALA
PAGFARPSSKGESK
>TDX28886.1 PufQ cytochrome subunit [Rhodovulum visakhapatnamense]
MTDQTSDVHLVRAHRPPKAEFMVYFAIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>TDX28887.1 light-harvesting complex 1 beta chain [Rhodovulum visakhapatnamense]
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>TDX28888.1 light-harvesting complex 1 alpha chain [Rhodovulum visakhapatnamense]
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>TDX28889.1 photosynthetic reaction center L subunit [Rhodovulum visakhapatnamense]
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFSVAIFAYVTLQVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>TDX28890.1 photosynthetic reaction center M subunit [Rhodovulum visakhapatnamense]
MAEYQNIFTQVQVQGPGDWGMDNENNMMEERAAGTGHFSILGWLGNAQLGPIYLGYTGVISVIAGAFAFLIIGLNMLAQV
DWSLVQFLRQGFWLALEPPSPEYGLRIPPLKEGGWYMIASFFLLIAVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMV
LGFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIY
DRGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGIDAYVGQ
GG
>TDX28891.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum visakhapatnamense]
MLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEYQ
VFDRVEAPEGTPTAAEAYGDSVIAFGDMDQANFDQLTKAMSAWVGMDVVLYDNGEVDQTTLAITENCIEATQYLNDSWDT
HNLASEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMESWSGVQNRLMVGRKYTDSQFTSLPVDALEKLLLDGETIKVTDT
ESRVDQQPGDPTWQDAERTYSLMNHQANALNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMTIDMNQTYYEPRSEILGH
ESAKIDCMTCHMGVISPLNGKNMVAEWPELATPAE
>TDX28892.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum visakhapatnamense]
MTVKPPTPILDRVAGPADLKGMSQTDLTLLARDLREEVISVVAQTGGHLGSSLGVVELTVALHAVFNTPFDKLVWDVSHQ
CYPHKILTGRRDRMHTLRQGGGLAGFCKRTESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDAIAVIGDGSISAGMAY
EALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFEAALPGPIREGARRARQLVTGFPGGG
TLFEELGFDYIGPIDGHDMGQLLTVLRAARARASGPVLIHVCTVKGKGYQPAERSADRGHGVSKFDVASGAQKKSSSNAP
SYTKVFGQTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTFLQRG
YDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVATAAAYDEGPISFRYPRG
EGMGVEMPDRGQVLEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLAKEHEAL
ITVEHGAEGGFGALVLHWLARTGRLDRGLAIRTMTLPDAFIEQGSPAEMYAEAQLTAQDIAATALQALGVAPGQFGQASA
>TDX28893.1 uncharacterized protein DUF2783 [Rhodovulum visakhapatnamense]
MKLITAPNLPDHDGFLAELLAAHRGLSDAESQALNARLILILANHVGDRETLTEALDLARGR
>TDX28894.1 3-(3-hydroxy-phenyl)propionate hydroxylase [Rhodovulum visakhapatnamense]
MPYDYKPLPYSAPPGLSGPEPRHRVVVVGAGPVGLAMALDLARLGIASVVLEDKSSVTIGSRAIVWSERSLQLFARLGIV
DQVMARAVPWSIARISHGDEEIFSFDMAGTAAGRFPPFANLQQYHIEDILIARALAEPLIDLRFRNRLTGVDPDGTGVEL
SVKTPDGPYRLSADYLLACDGARSLTRALMDLDFEGEFYEERFLVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQADN
VYRIDLQLGRLANAGEEARPDRVIPRIQAVVGPDFDLEWVSIYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANGGL
RDVENLGWKLAAVLEGRADERLLDSYNRERVQAADENLRDSARAASFISPAPGVERLFRDQVLALARETAFAREWVNAGR
LAVPCIYATGAPDDLLLPDEARPGAAAPEARIGNGWLLDQIGPGPTLLAINCAAPDGLQIPTLSVRADPTLRTRYLGDAE
RALYLIRPDLVVAARWVTAESRAVSAAIRAMWEGRE
>TDX28895.1 acetyl-CoA C-acetyltransferase [Rhodovulum visakhapatnamense]
MTGIVILGAARTAIGTFGGSLAGVPPIALGATVAKAALARAKLPADRVGHVAFGHVINTEPRDMYLSRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVVQALMLNEADFGLAGGAESMSRAPHILPDARWGRKMGDTPAADMMLGALTCPFGTGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDAQIVPVDVQRRRETAAFKVDEHPKATSPEALAALRPAFRKDGSV
TAGNASGINDGAAALVLAREAAAEAADLVPLARIVGYAHAGVAPEVMGIGPVPAVEALCARTGLAPDAFDVIESNEAFAA
QALAVSRMLGLDPARVNPNGGAIALGHPVGATGAILTVKAIYELERTGGRRALVTMCIGGGQGIALALERI
>TDX28896.1 penicillin-binding protein 1C [Rhodovulum visakhapatnamense]
MRALLPALAAVLFLGAAARDAVDAWIDATVLPPLATETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLKMLVTY
EDRRFRSHPGIDARALLRAAGQALAQGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAANAARAARDRVLTRMAEAGVLDAETAARAAR
SPVPTTRRAFPELAPHLADRARAAEPGTRLHRLTLDAGLQARLETLVRGTVRPMGDRLSAALIVADHRTGEILAEIGSPD
YTDTARDGFVDMAVATRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGPYRPSNFDGRYRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGAAPRLPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLYWRIGAAPAADGPPVLTP
EAAWQVADILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAIWIGRPDGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIAANSALPAPLRRFFRPGESPGTDPLRLAFPPDGADLALDGAPLAVKIEGGTPPFTLLADGRPLAT
GLRHRTAALPAPGPGFVTLSAIDAAGHAARARLHLTD
>TDX28897.1 hypothetical protein EV657_11091 [Rhodovulum visakhapatnamense]
MARSAALLALALSALAILTTGAATQSSAQSSAQSSAQSEGGPLPERRAVLWRDMDFPGGDLRTLLDTSLPGCLRACLSDA
RCTAFTFNARAGACFPKSRADAPTPYSGAVSARIAATDPAVLAAAPARAAELGFLRDSDLAEAREQAEKLPQDHPVDGAT
LEELRRAAASARAANRPAEARRQLGAAVALGDDAAAWTDYAAASAALSPEDSGARRRARGDALSAAVNAYLRGGAPALRA
RALEVMATALEDLGRGRDMIPALRLAQTLAPRDELSARLDEAIGKYGFRITDTVVESDAARPRICAEFSEDLVKARIDYA
PFVQLPDPGLAVTAEDRRLCVEGLSHGERYRLTFRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKTGGTAL
PVVTVNSDRLGLTLYRMSDRNLLRSVQSGYFGEALSPWEEETVSTDLAEKVWSGLAEVGRDLNRDVTTRLPLDEALAGQP
AGIYALTAAIPGEDPYDVPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKSGIKVSLLSRANEVLGTAMTDAQGYA
RFEPGLTRGRAGAAPAMLTAEDGAAEDGAADIAFLSLTDPEFDLSDRGVEGREPTPPIDVFLTTDRGAYRTGETVHATAL
ARDDRAEAIADLPLTAILTRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASSKILVEDFLPE
RIDFDLGLPEAPIDPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAVSGLPAYPGFVFGRYDASVAPAMAAIEGAGRTDA
AGQARIGLSLPPLRTEGQPVEARITLRLSEGSGRPVERSLTRPVVPSGPMVGIRPRFDGDLPEGAEAGFDLIVLGADGQP
GDSVLHWVLNRVETRYQWYRVDGDWAWEPITTRERIADGEARLENGRASVEVPVRWGRYELVAERRDGAWAEAAVAFEAG
WYAPADASTTPDMLELSLDKPAYRPGETATLRIVPREAGKGLVTVMSNRLIDMVPVDLTEGENVVRLPVTDDWGAGAYVA
ATLIRPMDLPAGHNPARALGLAHAAVDPGPHRLAADFEVPAEAEPRQPLDIALKVDGIAPGETAYATIAAVDLGILNVTA
FASPDPDSHYFGQRKLGMGLRDVYGRLIDGLNGAMGTVRSGGDGTAGMRRQAPPPTEELVALFSGPVTVGADGVARARLD
IPAFNGTLRLMAVAWSPTGIGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAA
IPEAVELAEGGKTALSIPITAGMPGVHHVEVALTTPDGKVLSRTLTLPVEVTDPEVVRTSRFTLADGQSFTADDALFADM
LPGTGRATLALGPIARLDAAGLLAGLDRYPYGCTEQVTSKALPLLYLDQVAEALGLGTRERLAERLDQAVTEVLANQSPS
GGFGLWAPGAGDFWLDAYVTDFLSRARAQGVTVPDRAFGMALDNLQNRVNYAPDFDDGGEDIAYALMVLAREGKAAMADL
RYYADTRAGAFATPLAAGQLGAALAAYGDPTRADLMFARAARMMAGRMGRAEPPVWRIDYGTDLRDAAGLLTLALAAGST
AVDRDALTRYLAETDRPLSTQEASWMLLATHELIDRPGAEGFTLNGAPLTGPLVRLLAPGEGPAVLGNDSGRAETLTVTS
FGVPEVPDPAGGNGYAISRQHYTLEGDAVTLDAVPQGTRIVTVLEVTPFSADQARLMVSDPIPAGFEIDNPNLLRAGDIR
ALDWLGTTAGVQHSEARQDRFLAAIDWGSADPFRLAYILRATAPGTYRAPAASVEDMYRPDRRAWTDAGRASVTP
>TDX28898.1 hypothetical protein EV657_11092 [Rhodovulum visakhapatnamense]
MDLHDKLAKERRARLAAERLLEQKSRELFEANRRLALHARALSEEIVQTRQTAEELRGRNNKVMNELAEVSKAFTVAKQR
LWDSLETVKDGFSLFDADDRLVIANNAFFELFEGLEAVAPGARYDEIIRLAVEEGLFDIGDERPQAFAEDLLSRWHLDPV
PSRVVRLWTGEYMKLIDRRTPSGDMVCLAINITDMMRMWASVEAIPDAFVLYDYEDRLVMCNDRYREFYAESAKAMVPGA
KFEDVLRHGLAHGQYPEALGREEEWLTERMTNHQKPGAPVEQRLADGRWLRILEQRTPDGGIVGLRVDITEQKRQQEALD
HARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAELLCETDMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LHPEPFDLERTIHEVVMLLQAPARDKRLDMLIDYDIFLPTRFVGDGVRVRQILTNLVGNAVKFTEEGHVLVRVVGIEDAP
GSYQIHLTVEDTGIGISPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLVGMMEGEIWLVSEKGEGACFGIRLTLPV
CEEADDLPVAPAIGARRVLVVDDQEVNRTILERQLAQLGLEVVCHICGELALQDAQGFDLVITDHRMPGMDGMSFARALR
DGGYAGPILMLSSNPMRMRATDDPQSSGIDLILQKPLLRRALFEAVAKLAPPGPAAAAPAALPAPDPSTGDPAPGGALPM
RVLAAEDNRTNRLVLEKMLGGLALEIRFAKDGNEAVDAFAEARPDLILMDISMPGCDGKEATRRIRALEAGTGVAPVPVI
ALTAHALSGDVLEILEAGLDGCLTKPLRKAEIVETLEAYRPDGRLPILPGAAAGGA
>TDX28899.1 hypothetical protein EV657_11093 [Rhodovulum visakhapatnamense]
MLVVISPAKRLDEKPGPEMAETTRPEFQAEATHLAGVAARLSPEDLRGLMHISDSFACLNAARFAGFQAEPAPEAVKPAV
HLFDGDTYAGLDAGSLDPEDLRYAQGHLRILSGLYGLLRPLDAIQPHRLEMGSRLATEKGACLYDFWGDRVAEALNRAAE
AAGTDFLVNCASKEYFTAADRAALRPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVERRLTDPEGLKDFDAGGYRF
RPEVSDDSTLVFLRDGDS
>TDX28900.1 ATP-dependent DNA helicase RecQ [Rhodovulum visakhapatnamense]
METMDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLT
EAGVPAGALTSGNTDEETRAVFDALEAGRLKLLYMAPERLAAGGTANMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIG
ELRRALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCATR
AKTESLAAALEQAGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGR
AGRDGAPAETLTLYGPDDIRLRRTQIDESPAPPERRAADHARLNALLGLAEALDCRRQTLLGYFGEEAVPCGHCDLCDHP
PERFDATEAVRKALSAMLRTGEYFGTGHLIDILTGAATDKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDP
ERHGALRMMEAARPILKGEATIELRRDTIAAAAAARPAVKMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIE
MAETRPASLDAMARISGVGATKLERHGAEFLKVITGAEADLPHPARRKLAGGGAASLYDRLMAAQNRLARGEDGCEKPLS
CTASQVAKLAEIRPSDMGTLTRLLGERRADRFGAAFLDVLAEG
>TDX28901.1 YggT family protein [Rhodovulum visakhapatnamense]
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNVYQPLVRQIWSGLNRLLEPLYSPVRRILPNTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>TDX28902.1 acyl-CoA thioesterase FadM [Rhodovulum visakhapatnamense]
MYPFFRLFKELYLHRNAEPLPLTGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIAVLRRERWSLTMAG
VSVRYRRRVKMFDTFEIRSRCVGWDDKFLYIEQGMWRNGDCANHALYRAAVTDRNGIVPTARMMAAMGREVAPPPLPDWV
QAWIAAEAERPWPPMAD
>TDX28903.1 UMF1 family MFS transporter [Rhodovulum visakhapatnamense]
MAAIDGRMAQRRIWGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLIVALLAPCLGAVADLNGH
RMPWIALFSVFYVLGAAGLWFADPTGFSLPLILCFFGLGLVGMEFSAIFVNAMLPDLGPRDELGRISGSGWAFGYVGGLI
ALVLTLAFFAENEAGRTLLGRAPAFGLDPETREGTRFVGPFVAIWYAVSMIPFFLWVRLPQSPRRATLRQALGQVGPELS
ATLRRLPKTPSLSAYLLSSMVYRDALNGMYVFGGIYAAGVLGWSVVDVGLFGILAVVTAALVAWLGGKADRRFGPKPVIL
VCLVALIAAAVLAISISRTTVLWLPVAPGSTLPDLAYYLVGAVIGAAGGALQSASRTMMVRQANPARMTESFGLYALSGK
ATAFLAPMSIGLVTDLTGSQPAGIIPLVVLFLLGLGLLGFVRAEGERADRWPTP
>TDX28904.1 murein endopeptidase [Rhodovulum visakhapatnamense]
MANTLSGKILALALAVATALPVSAAPTAASLFGAEKRASRQAPAPIGTYARGCGAGMVQLPETGPTWQAMRLSRNRNWGQ
PEMIAFIQRLGGHAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDADIWMLPPRRLTLTRAERESISSISVRSADQRR
VNGNYTAAHAALLRAAAMDPAVDRIFVTAPVKIEMCKHATRADRAWLQKIRPLYGHDTHFHVRLKCPPGARSCETQRPTV
AELSKGGDGCDETLTWWVTDYLDPPKKAARPAQPAKPQPRKRGAREFTMTDLPRECRAVLASD
>TDX28905.1 hypothetical protein EV657_11099 [Rhodovulum visakhapatnamense]
MPRRAGLGLSLAAGLLALGATALSPRAAPGTRAELVAELAIAKTAATQGLSGLELSADGTSSRLVADRGWRLDVTIARRD
EIPVALRVSAPHPLTGPDGRPLEGRAETDAEALALAPDGTLYVAFEGDHRILRWAPGAVRPEALDPPPDAAAYPENGGIE
ALALGPDGALYAIPERWTEDGAIPVHRHDARGWTRAASLLPQGRFHPSGADFGPDGQLYLLERAFDGPFGFRSRVRRIAL
GPDGATEDSVLLETGSGRHGNLEGLAVWRDKAGAIRLSLVSDDNGLAIQRNQFVEYRVVSGAAGL
>TDX28906.1 hypothetical protein EV657_110100 [Rhodovulum visakhapatnamense]
MTRLLPGILAMAAIVVASNILVQVLFGQWLTLGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPIVTLRIVMGSGLAFLCAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFSVAFSGTLSMLEPANDVSWAGEML
PLLGVGPQVPLWVSLALADWCVKLALALIALVPFRLIVRRMTAQLA
>TDX28907.1 ribosome-associated protein [Rhodovulum visakhapatnamense]
MLRITDTVALADWELTEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPNLPGPVKARLKRLAGRRWTQDGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRLAAKKERGAVKALRGTIAPDD
>TDX28908.1 hypothetical protein EV657_110103 [Rhodovulum visakhapatnamense]
MRIHAGLIALIFLQALPAPADDQEDDLGALIAFARTSPLTDGGCWLEMQNVFGHWEKLALIFGVADPGDAAACAEIASRA
AETNPARKYRCNPVD
>TDX28909.1 phosphoserine phosphatase [Rhodovulum visakhapatnamense]
MPVVTLLTNPARASLDRGTVESLRDAWGGGEAIWLAPGIAAEFAVAALPGNFREVWADLQGLGIDLVAQPAEGRRKRLLI
ADMDSTMIQQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLKGLDARVIDKVLAERITFMPGGHVLVATM
KANGAYALLVSGGFTNFASKVGAALGFDEYRANTLLIEDGHLTGTVAEPILGREAKVEALREVTARLGIGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAQCELRVNHGDLTALLYLQGYARDEFVS
>TDX28910.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MLIQTRPGETVSAAHERLYRTLRTQIMHGELAPGAPLTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVARGDAVAYIQKNLEFHRALYLRAQAPAMLAIAETV
WLQLGPTMRSFYGRLGRTEPPQHHRMILAALRVGDEPALQLAVRTDVTQGLKFLAT
>TDX28911.1 hypothetical protein EV657_110106 [Rhodovulum visakhapatnamense]
MSITRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSARPEDQVVRAGGTVP
YEGRALALVPGSGRAPRLHEGTLAVPGPAAEVPARVQAFLKTRARARLAAAADGYTAALGLSYRRLTLRDARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSPAFWAVVARLMPGYEAPRAWLRANGAALHRVRFGD
>TDX28912.1 uncharacterized protein (TIGR02300 family) [Rhodovulum visakhapatnamense]
MPKEEWGVKRVCPHCSTRFYDLQRDPMTCPSCGHSFSAESLTTGKHRTLIAEKAAPAKARDEDIDTDDDIIDDEDDSTDV
DLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>TDX28913.1 phenylacetate-CoA ligase [Rhodovulum visakhapatnamense]
MSVHFDDLETRSADARAASLAECLPTLIAAARALPGYAATLAEVNPLTVTSREALAALPVLRKSELVAAQSAEAPLGGYT
AWGQHQFDHIFQSPGPIYEPGCVSTNWWRLGRFLYAAGIGEGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTD
LQVRAAHDVGVTAYAGTPDFLKVLLDRADELGMDLSRIQRAVVSGGALFPSLRQEYADRGIACLQCYATADLGNVAYESP
AMEGMIVDEGVIVEIVRPGTGDPVPEGEVGEVVVTALNPDYPLVRFATGDLSAVLPGLSPCGRTNMRIKGWMGRADQTTK
IKGMFVRPEQVADLVARHPDVAKARVVAGRAGEKDMMTVRIETEATDPAPYAASVAAVLKLKAEIELVAPGSLPNDGLVI
EDTRKYD
>TDX28914.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MFDAAPQGETLLEVNNIEVIYNHVILVLKGVSLSVPQGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGTR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRTDGRAAIQADLEMVYGYFPRLRERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVEQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>TDX28915.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MTTRLAPLALCAALAAGPALADLVFPDLSYRTGPFAAGGIPFSDGYQDYFTLMNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVVIKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQEQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
GFPMDHFIGNWWAGAEHDVTPAGMAADGYKALNMNRVVDYPVFADIRTHVVDKGLAAGDGSNVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTAARMDALGMPGIGPEFSVSCADHGGSGMAIVQQWNAGDKKWVPLTDFIAPD
AEVIAPLVEADSAAFAAENGIAPRCD
>TDX28916.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFVIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVVCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNYSAS
GQISAPARSVFGLPVTGPGVEAWAQYMICLVFAVVLAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMIVGALIIGFLIAEPHGLAQLWRIGKEKLRLWPFPH
>TDX28917.1 hypothetical protein EV657_110112 [Rhodovulum visakhapatnamense]
MTHRTRIGGLCIDCQTDDLGPALAFWSAALGREGALVEDGRYAQLSGPPAAPQVILQAVGHDPRVHLDIETDDIEAECAR
LTGLGAVEITRIKDWVVMQAPTGHRFCLVPPEGDFPKDAREVD
>TDX28918.1 hypothetical protein EV657_110113 [Rhodovulum visakhapatnamense]
MQKLYAIACVIGWGFFYAFAYLAVASSNDAEWMSVIYGLLSFAGFVAGMLCWVRLVRGKRPVIRTMPMGVARVRRPL
>TDX28919.1 amino acid/amide ABC transporter membrane protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSDEFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>TDX28920.1 amino acid/amide ABC transporter ATP-binding protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MNRMVPPPPTPSHVTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPTEG
EVWFEGARRPPMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMRSSLLSQALWWGPAEREESAHREAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>TDX28921.1 hypothetical protein EV657_110116 [Rhodovulum visakhapatnamense]
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGVRMAMAKLLAAI
>TDX28922.1 long-chain acyl-CoA synthetase [Rhodovulum visakhapatnamense]
MAAPGASAHDPCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEAADEIRAMALGFLALGMARGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHSHLNWL
HDIGDEGRAAHRRLEPELDARIAEQTWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMDFAKGTGE
RFGMPRYRRKQSRPTLRRRVRWVYRYAMGIGFAIETLAENAVRGFFVRLRHPLEARKHYQARGPLLNLYPKPLRDYFDYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFDFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVFYRSPGTFVEYYKNPESTASTKDAEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGREMCTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKFADLVAALYDGSAEKYTETEVTYEDGRKGRIRATLKIRDARSFPAEFPRKVAA
E
>TDX28923.1 uncharacterized protein DUF3775 [Rhodovulum visakhapatnamense]
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNEDEKASLVALTWIGRETFDADELEEAIETAKAEATTPTEDYLV
NMPLFADYLEAGLEAIGISPADVEEDFFDR
>TDX28924.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSTDRLDELAASLPRKADVVPVDVTDAASVKAAVEAVGEIDG
MIYVSGTYWPMTAQDWNAEQVETMIDVNLTGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQADLRGTGVKVQIASPGFVKTRLTEKNDFTMPFIMTPEEAAHEYVELMMSDAMSRSFPTLFSWILRLTQLLPDWIYF
PLFARKG
>TDX28925.1 uncharacterized protein DUF3833 [Rhodovulum visakhapatnamense]
MIAFVLGLAVALALVALKTRYLGFEAQTPADYDGKGPAFDLRRHLDGPILCEGVIYGPTGRVVSRFTGDFLARWDGNTGT
MAEEFRYDSGATQSRRWTFRLENDGSITADAPDLVGSGHGMQRGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIVN
RSQFRKFGFLVAELVATMRPKEAA
>TDX28926.1 GPH family glycoside/pentoside/hexuronide:cation symporter [Rhodovulum visakhapatnamense]
MRAAPLPGYALFAAMLAGAGLPIYIHAPKVYVDQYGVGLAALGAVLFGLRLLDVVQDPVLGWLSERLHRWRPAAVAGAVV
LLAASMAGLFAVTPPVAPLLWFALTLTGLFTAFSFLTITFYAQGVARAGRMGPGGHVRLAAWRETGALLGVSAAAVAPTL
LMGVTDAPFAAFAAGFAVLAAIAAVAMRRDWTLPAAPGHSDWRRVLADPVARRLLLLALVNATPVAVTSTLFLFFVESRL
EAPGLEGPLLLLFFLSAAASAPFWGLAARRVGEKPALLAGMGLSILAFGFATLLGPGDTLPFAAICLASGAALGADMTLL
PAIFAARMARIAPNAGQAFGLWSFVSKFTLALAAVALLPLLQGAGFQPGEATSPARALVVLSLLYAALPCALKLVAVALL
VATPLNRETIG
>TDX28927.1 hypothetical protein EV657_110122 [Rhodovulum visakhapatnamense]
MTAVVEHIRGKTFHERRGQVGHKLSHTVDYVLFDAEAPELTAPRWFGREPGKSMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDKEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPTDILTATKIFHVS
PFQPISGGYRFRFDIRPDKVGIWIDFSAGGEEGLYATLTGPRRPLSTWAILKSALRRPFGSRRVIVLIYWHALRLALKGA
KYRTRPKPPSEELT
>TDX28928.1 hypothetical protein EV657_110123 [Rhodovulum visakhapatnamense]
MAIDTAAGHRRRIAVIGGGISGLGAAHLLAESARVTLFEAEGRLGGHARTVLAGRQGDRAVDTGFIVFNRVNYPHMVRLF
EKLGVPVAKSDMSFGASFDGGAFEYGLRNLRAVFAQPANALNPRFWGMLRDVTRFNARARDEARDPSVSLGDFLAALGTG
DWFRDRYLLPLSGAIWSTPSQGILDFPAQALVNFFDNHALLSTSGQHQWYTVAGGSVEYVRRLEAALAAQGVEIRKAAPV
AAVRRDAEGAEIRAQGGAWERFDEVVFATHSDDSLAMLADAAPEERAALGAVRYQPNEAVLHADLSVMPKRRAVWSSWNY
AEDSGARAERIDLTYWMNSLQPIPEDDPLFVTLNSRRPIRDDLIYDTVTFRHPVYDRGALEAQQTVRRMNGTNRTWFCGA
WMRNGFHEDGLASGIEVAEAILRGRPEAVAA
>TDX28929.1 RNA polymerase sigma-70 factor (ECF subfamily) [Rhodovulum visakhapatnamense]
MSERQTADTRWVTCVTRIRDERDQTAFARLFAHFAPRVKAFLMKSGADAALAEECAQEVMATVWRKAHLFDPERASVATW
IFTIARNRRIDALRKQRHPEPEDLPWGPEHEPDQTETLALQQESEQLGRALQALPEAQRVLIERAYFGELSHREIAAETG
LPLGTIKSRIRLALDRLRQEMT
>TDX28930.1 ChrR-like anti-ECFsigma factor [Rhodovulum visakhapatnamense]
MTTPITHHLTDDILMAHASGSLPEAFGLVVATHVSLCDECRARLAGYEAVGGAVLEDSDPSVAMAEDSLAATLRLIAAMP
EDDRIDAPAPAEGGVFPMPLRDYVGGDADAVQWRALGGGVRQAVLPTARDATVRLLYIPAGMAMPDHGHGGMELTLVLQG
AFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFHGLLPRLAQPFIGI
>TDX28931.1 DNA recombination protein RmuC [Rhodovulum visakhapatnamense]
MIEVLGQAYAYDDPVVLAAGGAAALILLVLGLLIAAVRRAGRSAEMAAPLIYQMDRLARRVDALGEGQQRLAGGLTHVSE
AQAAAQANMLRLMESRLAEVTERMNRNLEGASRRTALSLGELQERLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPKDSYVLQATLSNGKRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAARAFRTAVRTHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRRT
LRQLHRDVELVGERVDRLTTHFGQARADLEGIGVAAERAGKRAARLDNLDFEELGAEQDEMMPPLPRPAE
>TDX28932.1 DNA mismatch repair protein MutL [Rhodovulum visakhapatnamense]
MTSPAPNIRPAPPIIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRVEVAYAQGGKGLIRVTDDGWGMAPGDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRRDGAEAARIAVTGGAAGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVKRLALAEPFIGFTLRDMSDGGEGRVIFRADAQTGDLFDALYGRVVAVMGRDFAENA
LKIEAEREGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLIGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSLSYAAQAPAAPEAP
LAEGFAEPSARFETAAPAPEAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERGIAAQALLIP
EIVELSEGDIARLMEHEADLTRMGLTVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQARLDAILSRV
ACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELKLSDIERLFGRT
>TDX28933.1 zinc protease [Rhodovulum visakhapatnamense]
MIRAVFSSFAFVLLAALPLRAEVEIQEVTSPGGIHAWLVESHEVPFVSVEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARTFARERDALAASYRFDVSSDSLAVSARMLTENRDRAVGLLRQALVAPRFDQDAIDRVRAQVISGIRSDATDPNAI
AGQTFDRIAFGDHPYATPISGTEASVNALTRDDLIAARDRVIARDRLYVAAAGDISAEDLGKMLDTLLGDLPETGAPMPG
PAPLNLAGGVTVVPFDTPQSVAVFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGQVASGNDKIAEAVEVIRDEWARMAEQGATEDELAKVKTYLTGAYPLRFDGNGPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAADWLDPAHLQFIVVGQPQGLETTN
>TDX28934.1 zinc protease [Rhodovulum visakhapatnamense]
MMPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAV
GPGEFSRIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALF
SEQRNAAQYLNHPYGIPIIGWRHEMEGLSRADALAYYRTFYAPNDAVLVVAGDVEPEAVKTLAEAHYGPLAPSETLPPRL
RPQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKPAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYD
GLSLDKTTFGFVVVPAEGVSLGEAEAALDKALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSV
EDVQSWPEILQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>TDX28935.1 beta-barrel assembly complex subunit BamF [Rhodovulum visakhapatnamense]
MRSARILVLGAAMAAALSGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLEMPQDVASLPAPTPGGANLVDPTPEADAI
AALGGNAARGTGGDPGLMAQVGRFGVDPSIRQTLAQEDLEYRQKHDGRLLERWFNVTVYYKAYSRQALNQYEELERWRAR
GVRNVSAPPEGLK
>TDX28936.1 signal peptidase II [Rhodovulum visakhapatnamense]
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNVADVAIFAGALGLVLYTGKDKTP
>TDX28937.1 phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum visakhapatnamense]
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIDASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>TDX28938.1 putative heparinase superfamily protein [Rhodovulum visakhapatnamense]
MAGPTDTEFPPVRRGAWSNRFHARLSALGRPVLRLVLQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGTGIWDVASPGA
RFEADRQGFGWLDDLAAAADGKARTAAQDWTQGWIERFGRGSGPGWTPELAGRRTIRLIHHARFIEAGLDEARRARLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPKALAALDRACDTDIADDGALATRNPEELLEVLTLLGW
TEAALALAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGRGPEGRLDQALAAAGVKPRALRGLAMGYARLASGRT
TVIVDAAPPPAGPASAEAHASTLAFELTSGRRPVIVNCGTGGAFGPGWRMAGRATRSHSTLAIEGFSSSRLAPRRRRRPQ
LLTEIPGPVEWRAETGQAGQALTAWHDGYSTTHGLTHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERALARSDGEGIA
FSIHFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAATLSLAPSVYLETGRPAPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>TDX28939.1 16S rRNA (cytosine967-C5)-methyltransferase [Rhodovulum visakhapatnamense]
MEQAGAGMDEPRERGTERARAAALDLIRAVLEDRRLVAELAGPDGPLEPLEPSDRARAQRLAVSTLRHMGRADAVLKPFL
RRPPPPPVHAILRLATVEMLEGGAAAHGAVNAAVALARADRRTEALAGLVNAVLRKVADLPASDWLALPPPRLPGWLRGR
LDSAWGRAAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGSVQVSALPGYGEGAWWVQDTAASLPAR
LLAARPGERVLDLCAAPGGKTMQMAAAGATVTALDISGQRMARVEENLARTDLTATLVVADALDWDTDQRFDAILLDAPC
SATGTIRRHPDLPFAKDGASVKPLFPLQSALIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALDRHPDLAPIAFEAPW
IDPGWRAAHEALRLRPDFWADRGGLDGFFIAGLRKPA
>TDX28940.1 hypothetical protein EV657_110135 [Rhodovulum visakhapatnamense]
MSDDAEDTPRKDLPPAARRALAEAAERRKAAEAAEKARPVELGGRDGPDPVRYGDWEKKGIAIDF
>TDX28941.1 NADPH:quinone reductase-like Zn-dependent oxidoreductase [Rhodovulum visakhapatnamense]
MPQDHSPRRTRKSFIYKSFGAPRSVLELIETERPPLASGVLRVEVTHVPVNPSDLIPITGAYAHRVVLPAVAGYEGVGRV
VEAPAEFSHMLGRRVLPLRGEGTWQTHVDCPATCAVQVPDGISDLMAARAYINPLAAATMLRRWPVRDKTVLLCGAGSGC
AEYLGRWAIRQGARHVVGIYRSESRTDRLRQIGIEPVSTVDSVAISRASTGADIAFDALGGDIASGVLGRMRRGADFVAY
GLLTGRPVMVGAGTKASYHRFHLRDHLPSPVGPGMRDAFADIWSMLAETPPPDPRVFPARDWPKALAEAERPGGRKPILD
MSGLA
>TDX28942.1 dihydrodipicolinate reductase [Rhodovulum visakhapatnamense]
MDSLPGIVVMGASGRMGQMLIEAVQQSEKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAQAHAVIDFTT
PEATVATATLTAQARAVHVIGTTGLAPEHLQKIKAAARHAVIVRAGNMSLGVNLLVQLTRRVAAALDEDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDDASERGRDGITGERAKGAIGFSSIRGGDIVGEHDVIFAGLGERIVLRHVATDRQ
IFARGALRAALWGQDQKPGEYDMLDVLGL
>TDX28943.1 ribosome-binding factor A [Rhodovulum visakhapatnamense]
MQPMSRSSAPSQRQLRVGELIRRTLSEVLARGDVHDPELNRMSITVGEVRTSPDLKVATAFVLPLGGDHAEEALAALRRN
RGELRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLTAPDGDED
>TDX28944.1 uncharacterized protein YigE (DUF2233 family) [Rhodovulum visakhapatnamense]
MAMRIRAALFLLAALLPLPAAAEPACHPLTHEGRGYVVCSADPATDDLRLFLKTDQGGIYGSFGRVNQALAARGETLAFA
MNAGMYHPDRRPVGLYVEDGRQQMHAVAAAGPGNFGMLPNGVLCLEDGRAEVIETRAYLEAPPECRYATQSGPMLVIDGA
LHPRFLSDSDSRYVRNGVGVDAEGRLHFAISDAPVTFHEFGRLFRDVLKTPDALYFDGKVSKLYAPDLGRNDAGLPMGPI
VGAVVPAAE
>TDX28945.1 tRNA pseudouridine synthase B [Rhodovulum visakhapatnamense]
MGRSRKGRDISGWLVVDKPAGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTVR
FGAATNTDDAEGEVIATSERRPSDDEIAAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGKALGCHGHVVSLRRVWAGPFEAEDGVTLDLVEELARTPALDDYLRPLEEGLA
DLPELRTTHDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPNRVFVKG
>TDX28946.1 putative unusual protein kinase regulating ubiquinone biosynthesis (AarF/ABC1/UbiB family) [Rhodovulum visakhapatnamense]
MPDSKFDSRPLPVPAGRLTRLARFGGLASNLAGAAALNGMQQLAQGHRPKARDLFLTPSNMKKVADQLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPIAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVTNVAALLRLSGAMPKQMDISPMLDEARRQLHEEADYDREGRYLRRFSDLLSDAPEFAVPRMHEDLTT
ENVLAMDFVEGVGIETLTEAPQAERDRVMGLLVKLLFRELFDFRLMQTDPNFANYRYQPDTGRVVLLDFGASREFPAEMT
EAFRSLMRAGLAGDREAVRQAILRIGFFGEDTAAHHQQLMIDMFEMSMEPLRRPGAFDFAQNDVALRMRDAGMELGQDRD
FWHIPPMDTLFMQRKFGGMYLLASRLRARIDLREIVEPYV
>TDX28947.1 MoxR-like ATPase [Rhodovulum visakhapatnamense]
MSVNAIIVSAGEALEVLRAGWQAQQAGQITASYMLHGRPGVGKTQVIEQLAAEIGARLFDLRLTTIEPQDLRGLPYYDHE
AQKTKWYRPEDLPDDPEQPSILFLDELTAASPMLQPTVYGLLQERRVGRHRLPGNVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAATDWLDNYAVPKGLHATVIAFIKTRPDLLDTTERAVAEGQLIATTPRSWERVSQIMGAVTERRLRNVLIA
GTVGDAVAAEFALIADDIAATVQVQEMLEASRKDRIGLYPASMHGLNALIYGLIGVLEARNADAVIDCMAEIRQLARHRP
EEAFQRMPLGELCTYGFEGLIRKGLDLGLGERFLGHEAYRSYAADRKATGL
>TDX28948.1 putative metal-dependent peptidase [Rhodovulum visakhapatnamense]
MIPSRHSARATRALQKLAEQDPAFAALALWCTHADSDAREGPAWTDGAAIRYGPAFEALSLPEQIGVAAHHILHVAFRHA
PRTRAMYLRFGDRFDEDLFNLATDAIVNETLMLSGFILPRPVVRLTGLLKTAAREDLGADEAVTRYDAERLYLRLLQDDA
APQNGKPGDRGVRAGGTTGEGQGRGSTGEARPRPGGAVAEAARDYGRQQGFAPDIETGGTDSDQGAGSEADADWRQRVAR
AMEAGRIAGHGLGMLGHRLADLPEVHTPWEQHLRALVTRAVTVQPQPRNTRPARRWIARDSDARARDEPSPAFEYAWTRD
LEIPRIVVGIDSSGSVEPTLLAKFAAEVAGISKRTGAETHVLVFDTKVQGHQVMGGGLWEGRIADVLFSREGGTSFIAVM
EEALALGPSAVVILTDLLGPFGPPPPRGLPVIWAVPGEVPPGGAPFGQVLSLAR
>TDX28949.1 hypothetical protein EV657_110144 [Rhodovulum visakhapatnamense]
MTEIDPSSLHDPGGKTRWALPPGMRGSAVFSPCGRYRTRLERDWTPEGQPSRTILFCGMNPSTADALVQDNTCAKETRRA
AVLGFTRYLKGNVLDYRVTNPKDLPKDPALACSPENLPEILAMAAEAEVVVMAYGRLHPRYAGVVDGIVAALRDSGRPLF
CFGKNQDGSAKHPLYLRNDAPLLPF
>TDX28950.1 serine/threonine protein phosphatase 1 [Rhodovulum visakhapatnamense]
MVRSYAIGDIHGQRARLEAAHDLIAEDRARVGDSDAPVVHIGDYVDRGPDSRGVLDLLMRGRAEGRPWICLKGNHDRWMR
FFLDPGCKPEPVKPGISWLEDRVGGAATLGAYGVDAGHHRDPVRIHAEARAAVPAAHLAFIDSLPFSYRRGGAFFCHAGV
RPGVPLEEQDPTDLMWIRGEFHRDRRDHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSAVVIEGRDVHLLTPEGRV
HVPPEPGRESG
>TDX28951.1 D-3-phosphoglycerate dehydrogenase [Rhodovulum visakhapatnamense]
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAIAMMMAAARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMRVLAYDPFLSQERADKLGVTKVELDEMLPKADFITLHVPMTEKTANILSKDALARTKKGVRIVNCARGGLVDE
EALADLLKSGHVAAAAFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLMTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHVGSFIGQMTDEPIKAINILYDGVASDMNTAALNASAIAGVLKEVIAEVNMVSAPVIAKERGIAV
STTTQGKSGTFDGYIKMTVVTDKRERSIAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNKDVPGIIGALGAAMGAHGV
NIANFTLGRTKAGEDAIALMYLDQPMPVHVVAELEKTGLFQQVRPLEFEIA
>TDX28952.1 phosphoserine aminotransferase [Rhodovulum visakhapatnamense]
MVTATPAARPVNPRFSSGPCAKLPDFSVDMLADAALGRSHRAAIGKAKLKAAIDMTREILGVPADYKIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFAEVDFDKDVVFTWNGTTSGVRVANGDAIPAD
RAGLTICDATSAAFAMDLPWNKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYKPAWPLPKIFRLTKGGKLIEGIFV
GETINTPSMMAVEDYLVALDWAKSIGGLPKLMERSTANFKAVQDFVDAKPWIENLAADPATRSNTSVCLKFTDARIKDGA
AFAKAIVKRLDKEGVAFDIGSYRDAPAGLRIWCGATVEAADVAALMPWIEWAFEAEIEAQTAAA
>TDX28953.1 hypothetical protein EV657_110149, partial [Rhodovulum visakhapatnamense]
ATRYDKTAESFLGFIDITSIRLWVRHLST
>TDX29180.1 hypothetical protein EV657_1091, partial [Rhodovulum visakhapatnamense]
STRSQRHHPARRHGDHPGPEKRPAMDRGLPCAARLCSRTDGGYRLAPQRNPARHALPCQRVPDAADRIPRPKSRRGKDAR
AGSLGPVALNRLGPKSFGERIAARDPDRQAAEIHIRVIRHCRSDQWRDMARSSAVSTLRHRRKRPRGLNLKGKGERESHA
SGRLSATMPSHSGRGRPIGEAASALMPRSGPWPQRQQARPRRWRESPRACRRSGDSGPIVRRGGR
>TDX29181.1 ArsR family transcriptional regulator [Rhodovulum visakhapatnamense]
MALSSLAALAEPTRLEAMRLLGDGSDHCVCELMARLDVTQSRMSPHMKVLKQAGLVTDRRDAQWVRYRLNADMPAGIRAI
VEAVLAASAARGRSAA
>TDX29182.1 BMFP domain-containing protein YqiC [Rhodovulum visakhapatnamense]
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRNFVTREEFDAVRAMAQKAREENEALKAQIAALEAK
>TDX29183.1 prolipoprotein diacylglyceryl transferase [Rhodovulum visakhapatnamense]
MQAVLPFPDLTSEIFSISVFGFDFALRWYALAYIAGIVIGWRLVVALMRRERPWPASRPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPLYYLQAPWEIPILWHGGMAFHGGLLGVMAAVLLFTRKHGIPLLPAADALALATPPGLFFGRIANFINAE
LWGRPSDLPWAVVFPGEAAQYCPGWDSFPCARHPSQLYEAGLEGLLLGAVLLWLALARGALKTPGRIAGTFFAGYGLARF
AVEFVRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMMALGLGLILVSARRRA
>TDX29184.1 SAM-dependent MidA family methyltransferase [Rhodovulum visakhapatnamense]
MTPLARLLARRIAATGPIGIADFMADCLMHPEHGYYSTRDPFGEAGDFTTAPEISQMFGELLGLWLAQVWLDQGAPAPFA
LADLGPGRGTLMADLWRATKRVPGFHAGARLHLVETSPHLRARQRQALPGLDIAWLDSADALPEAPLFVIANEFFDALPI
RQFQRDAAGWRERLVGLEDDRLTLGLSAPVPLAALDHRLADTEPGDIVETCAPACAIVETLAARIAARGGAALIVDYGGW
HSLGDTLQALRAHRPEPPLAHPGEADLTAHVDFEALARAARTVEGLRVSGPTPQGVLLERLGIAARAQALAQNLAGAALR
SHIAAHRRLTHPEEMGTLFQTLALTPARAPDPPGLRS
>TDX29185.1 hypothetical protein EV657_1096 [Rhodovulum visakhapatnamense]
MTLEILTSNALAPLRHGFFTRQGGASSGIFWGLNCGGGSSDLSEAVAINRNRVAGAMGVDTDRLVTVHQVHSAAVAVIEA
LPEAPLRADAMVTRTPGLALGVLTADCQPVLFADRTAGVVGAAHAGWKGALGGILEATLDAMETLGARRDDTVAVIGPTI
SQRAYEVGPEFLDTFLTEDPDSTRFFAAGKGDRVQFDLPGFSLARLRGAGIGQAIWTRHCTYSDPDRFFSYRRSVHAGEA
DYGRLISAIRL
>TDX29186.1 hypothetical protein EV657_1097 [Rhodovulum visakhapatnamense]
MSAKDPFRPADDAARALARKLIAEARYAALAVLRDGAPFVTRIALAPGPDGLPVTLISDLAPHTAALRALPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFATRPAERTALRDHYLDHQPKAQLYADFADFHFVRLVPHSGHLNGGFGQAFRLMAEDLGA
>TDX29187.1 CHAD domain-containing protein [Rhodovulum visakhapatnamense]
MTYRLKRSDKSTEAALRRIAIEEIDAALTELDDPGIELHEKVHGLRKRAKKLRGLIRLVRPAFPAYARENGAIRDAARRL
SGLRDREGMVETFDKLVAGGRLDGFEPVRAHLVAARDRAAAKAHVEEDLAAFRLDMLGLRERARSWALYGGGFRPMRRGL
QRTFDRARKGRAAAAEAPEVAVIHDWRKRVKYHWYHTRLLRPIERGPLGRRAKKVEELSELLGDHHDLAVLDTHLAATPD
LPGGAETRDALRARIAARQADLAEAAQTLGARLFASPAKDLGRSWKRWWKSWHRD
>TDX29188.1 lysyl-tRNA synthetase class I [Rhodovulum visakhapatnamense]
MSNLRDAAMSSKAWPFEEARKLLKRAEKGASDKGYILFETGYGPSGLPHIGTFGEVLRTTMIRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQEMLREHLQRPLTSVPDPFGEYESFGHHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDLMAVMLKSLREERQQTYSIFLPIHPETGRVLYVPMKQVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGRKPEHFTYELFLDESGEKISKSKGNGLTIDEWLTYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAFPGQDLKAQIDNPVWHIHGGTPPESRMVVPFAMLLNLASVAGATDKDGLWGFIRR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPQRQFRAPDATERAAMEDLVARLKVWDGGLDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>TDX29189.1 tellurite resistance protein TerB [Rhodovulum visakhapatnamense]
MSEPETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFAAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNE
ALPDKLHETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHTVL
>TDX29190.1 inorganic pyrophosphatase [Rhodovulum visakhapatnamense]
MVPVDLPARFWPFADRFVAAAEIVVDRPRGSAHPRFPELVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVLASMDL
SKRDAELKLLLGCTEAEMAEIDAFHNQAGFIAGLLVVRPDGV
>TDX29191.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase (penicillin-binding protein 4) [Rhodovulum visakhapatnamense]
MTTPLSQLSRRLFLAGLMAGPAASALGAPLDRSPVPRPRPELRGRVADAAQLIEAAGLSGKFAFALVDVETGTLLEAHKP
LLGLAPASVAKSVTALYALDALGPEFRFSTRLIATGPVTGGRLEGDLVLAGGGDPTLDTDLLGDLAAQLKAAGVTEVRGR
FLYHAGALPGLPAIDPGQPPQVGYNPAISGLNLNFNRVHFEWRRAAGGYAVTMDARARRYAPQVGVARIHVVDRATPVYT
YASNGGIDEWTVAQGALGAEGARWLPVRRPALYCAEVFQTLARSHGIVLATPQEVAGAPAGIQLGRIDSAPLAEILRGML
KYSTNVTAEAVGLASTIARGARPQSLAESGQAMTEWLQTRMGAHKARFVDHSGLGDASRLSPMELVRTLAIAAPEGRLRP
LLKDIPIRDDAGRPQTGHPVEVSAKTGTLNFVSALAGYIGAPGGRQMAFAMFSADEARRARLGPEEMEHPPGGKAWISRS
RALQQDFLRRWADLYA
>TDX29192.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum visakhapatnamense]
MRAGLPTARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKSEGPAPMARRIAAARAVMDHPRVEI
TDLEARIGTRYTAQTLKRLMALYPGVRFVWLMGADNLIDFHRWDRWRWILDNVPVGVLARPGQGVAARRSRAAITHARYR
LSADRAPCLADRQPPAWCYLNMPMVDLSSSEIRARGDWRG
>TDX29193.1 ATP-binding cassette ChvD family protein [Rhodovulum visakhapatnamense]
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDAALTVRENVMLGVAGKKAKIDRFNEIAMQVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGEKRRVALCKLLLEAPDMLLLDEPTNHLDAETIAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLEQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEELAGQSEREKLGRAQIIIPNGPRLG
GKVIEIEGLKKGYGDRLLIEELSFALPPGGIVGVIGPNGAGKSTLFRMLTGQETPDAGAITFGDTVKLSYVDQSRDALDP
NKTVWEEISDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDSVEPKRVKYKKFAR
>TDX29194.1 ketosteroid isomerase-like protein [Rhodovulum visakhapatnamense]
MTDPAAEAKRIVEAYLERSMIPDPEGAAAFLAEDFRMTFTGGRKFGGPADSAGFNGKRYGWVKKRFLRTDAVTDPETGEV
RVYNTGHLYGAWPDGTPFDGNRYIDIFTVRDGKIVSTDVWNDSAEILLDRAGLAEAPL
>TDX29195.1 polysaccharide deacetylase [Rhodovulum visakhapatnamense]
MSLKTHGRYDYSPITDRPDFTWPGGKRLAVYLGVNLEHFAFGEGLGAELAPGGPQPDILNHAWRDYGNRVGAWRLIEMLD
ALDLPATVLANSEMYDHAPELMAAHRTRGDEIAGHGRSNSERQGTLDAAAERALIREATETLARAEGKAPQGWLSPWISE
SPATPDLLAEAGYGYTLNWCMDDQPVWMRTVHGPLLAVPYPQELNDIPAIVGRKDSAETFARMIVGNFDEMLEQSAHQSL
VMGIALHPYIVGQPYRLRALRRALAHIAGHRDRIWITTAGAICESFAAQRPA
>TDX29196.1 cytoskeletal protein CcmA (bactofilin family) [Rhodovulum visakhapatnamense]
MAQAIISEDLTIEGDLVAKDSAVIVNGRVKGNIAAKAIEISATGQVTGSLSAETVTISGEISGRVTCTDLALSATARVQA
DLTAESLTSSKGARVSGRVEITGR
>TDX29197.1 hypothetical protein EV657_10918 [Rhodovulum visakhapatnamense]
MTQVAEIAPVPFAWTRGLVSARASALLADLFPRAHDARAGECIGIVKRFISFGRRSLTGHPAEALVVMGEDGRPVCLAGR
YLEAEARQDLFRLEEILSAPGLLAYGALTPHASGLRHAAAPPRALELVLGANVHMLRTLDWQADIAARRHAGEPISRALS
SNLRLLAEHPGSHDAVEDMRDTLHAQATLMLGLLSFDEPVLPALSGIAA
>TDX29198.1 RimJ/RimL family protein N-acetyltransferase [Rhodovulum visakhapatnamense]
MTQDLPLGAPLAHWTPPPRPGRDSLSGRYCRLEPLARDHAAELHTANQADGSIWTYLPYGPFPDEAALADWIAQAAPGPD
PLFFAVREAVSGRALGVLSYLRIAPEAGSIEIGHVNFSAALQRRPAATEAVALLIGRAFDLGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQATVVKGRNRDTAWFAAIDAEWPALKAAYQTWLDPANFDADGQQRVRLSDLTRPILVARDPEAR
>TDX29199.1 hypothetical protein EV657_10920 [Rhodovulum visakhapatnamense]
MMIARLKTLIDRTIFWGGATSFTVAAIGTLWPL
>TDX29200.1 aspartyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
DESLVNAKIPTGEIEVFVRELEVLGQAEELPLMVFGDQDYPEETRLRYRYLDLRRESMQANMTLRSDVVASIRRRMWDKG
FREFQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDLE
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDTDWPQISYADAALWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPTGGSRKFCDRMNAFAQKEGLPGMGYIFWRETDGQMEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKPSAFQTVAGKARTVIGEELGLTDKDRFAFCWIVDFPMYEKDAETGAIDFEHNPFSMPQGGIEALEGDPLKVRGYQYDL
ACNGYELVSGAIRNHRLDIMFKAFALAGYAEDEVRKRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADELNIREVIMFPM
NQRAEDLMMGAPSEPSNDQLRDLSLRVIPQE
>TDX29201.1 divinyl protochlorophyllide a 8-vinyl-reductase [Rhodovulum visakhapatnamense]
MKDDLSGRSGRIGPNAVLQLLPVLEAAGGGALRDEMLGAAGLSAPPSDAGLMDEGPAGAMHRALRQRLPGRAPELLREAG
ARTGDYILAHRIPPMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRDETAPHPICVWH
EAVFDRLFQTLVDRRLRTRELTCSASGSAVCRFEIARP
>TDX29202.1 anaerobic Mg-protoporphyrin IX monomethyl ester oxidative cyclase [Rhodovulum visakhapatnamense]
MRIVFIHPNYRSGGAEIAGNWPPAWVAYLTGSLRTAGYDDITFIDAMTNNISEDDIRKQLKALKPDVIASTSITPSIYAA
ERLLEIAKEEVPDAIRVLGGIHATFMFKQVLSEAPWIDAIVRGEGEEIVVELMNAIRDGKWPENRREIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVVNHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRKAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALLHYPWRGSGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>TDX29203.1 CAAX prenyl protease-like protein [Rhodovulum visakhapatnamense]
MAWTLDLSLETRVPSRGRLWGEFVVFYLLTPLGMALLMPPQALFPVLLSLTAMGLLLLQVTEGFRWSDLIRGLSRIDPWL
VLGFSAVTTLIVGTLTMLVVPQEALALVRTNPALLGSILLFYPPLSALPQEIVFRALFFRRYGPILPGLRHAIVLNAAVF
SLAHLMYWSVVVSALTFLGGIVFAWAYEARRNFPLAVVLHAVAGWILFIGGLGILFYSGNVVRPF
>TDX29204.1 carbamoyl-phosphate synthase large subunit [Rhodovulum visakhapatnamense]
MPKRTDIKSIMIIGAGPIIIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPEIVAKIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKAVIANTMDECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPADGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDRAQIVAALTRQTPDRLRIVAQAMRHGLSDEDIHAATSYDPWFLARIREIVDAEARVRKEGLP
VTEAGLRQLKMLGFTDARLARLSGREEDQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYETPVMGETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANALEEAGIPILGTTPDAIDLAEDRERFQALVTRLGLKQPKNAIAHSAKAALEAAGEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYIAEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHRLPQDIVAELKRQTEALALALGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPAETSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQM
GAGSDLPREGQVFLSIKDADKTPELVETAQILQALGFRILATRGTAGFLAENGIETTLVKKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAASHAAALAMKSREEGEIGVRSLQG
>TDX29205.1 LSU ribosomal protein L20P [Rhodovulum visakhapatnamense]
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>TDX29206.1 LSU ribosomal protein L35P [Rhodovulum visakhapatnamense]
MPKMKTKSSAKKRFKVTATGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>TDX29207.1 pyruvate kinase [Rhodovulum visakhapatnamense]
MRRLRNLKIVATLGPSSNDYPTIRALFEAGADVFRLNMSHGSHEEIAQRHATIRQIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPTPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKDHGPDFADCEVIVGGTISNRKGVN
VPDVVLPLAALSEKDRDDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDAILAVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVTMMDNVAVEVESDPTYRSVIEASRQAERSTVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARSGGYGEGEDKIIVIAGLPFNIPGSTNILRVAPCEERLIFNLEP
E
>TDX29208.1 putative N-formylglutamate amidohydrolase [Rhodovulum visakhapatnamense]
MNDRPFETVGEARGGRWLVTCDHATNIVPPCVNGGSLGISPADMVRHIAWDPGAAGVARAVAEALDAPLVLSRFSRLVID
PNRGEDDPTLVMRVYDGTVIPANRAIAEAEIDRRIRTFWRPYHTEVARLAARRPDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLIELRNDVIALPADQAAWGARLAPILTAA
LAETGA
>TDX29209.1 hypothetical protein EV657_10930 [Rhodovulum visakhapatnamense]
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVALTEAEAREAFYGMPYAEWKAAH
QTEASPEQTAAFDRAFAVNVGPRKD
>TDX29210.1 SulP family sulfate permease [Rhodovulum visakhapatnamense]
MTPTSGPMLQFTPKLLTVLAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIVGGFLVSALGGSRFQ
IGGPAGAFIVLVLATVQRHGLDGLALATFLSGIFLALAGVLRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLSLLDLAMGIGTFGFILAQRRYAPRFPGMLMAIALAGLTVWLFDLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANMASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHALALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDLRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGQSRQTVVLRLTGAYFFGSAPVIESVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFVRKALDQGMAVTLAGTRPPHMTMLQAAGLPAEARSAPDVSAARAAA
>TDX29211.1 iron(III) transport system permease protein [Rhodovulum visakhapatnamense]
MADQIAQVNRRRPLRLRPDPWSAGALAIAALVLLPILSVVVLALTPDENIWPHLIATTLPRYLTNTLAMMGGVAVLASAV
GAGAAWLVSMYRFPGARWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTVLRSLFGWQNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLARAAFREQSGAAYEVARALGAGPVGLFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHALGRHHRPLVPVQLEGIAGWVATLACALPVAVGFALPVGV
ILSHALANPEGWADPGLIRALLHTLTVGGIAAALTVAAGLFLVYGVRLTGRTLPRILLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADAWVWLFGADPGLLMTGSAFAIVYAYGVRFFAIAQGAADAAMGRIAPSLPMAARSLGRTARGTLTSVYLPLI
RTSIGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLGDASPAALLVCLVGLVAVGLLARANR
>TDX29212.1 uncharacterized protein (UPF0335 family) [Rhodovulum visakhapatnamense]
MEIEDEQDDTRSADSTYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKDDIAEEE
AILELYKEALGMA
>TDX29213.1 hypothetical protein EV657_10934 [Rhodovulum visakhapatnamense]
MDALIWAGAAVSVMGLAGIVWCIRNMLSARGANLPEPEMRARLQKAVAQNMAALALSAVGLMMVVIGIMLG
>TDX29214.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MTRPVTAEHPAPGVVRLVLDAPPDNALTAPLRDALEAALTAALAARNTRAVLIAARGAVFSMGLPDAQDEGGPAVPLGAI
AELIDTAAVPVVALLPGPASGGGCELALACHYRVAAREAELWLPDIALELPPQAGTTLRLPRLTDPATALDMMLSGRAVP
SARARQAGLFDAVVDGDVDAAGLRFALGLLAEHAGPRPAPSRPLPDFRSLQAAVQRLKGALDPGGPLRARGAILDCVEAA
ALLPFEAALAYEAAAVEDCRDSAAHRALCHLARAERRVRDEMRAVADPAILPRRIGLWGWGPGAAALGAALLATGPAVRL
GAPDAAALDRVIAEVEALLDGARTAAGWDEATRVRYRSRLSGGVGPAALSGCELLIEAGGGRMSDRQARFPDLARTAAPG
AVLAATGVLASPSALGAPAGREADTLWFHLPDAVPGTRLAEIVRSPRTGPRATAVLCDLARRLERLVLVSETESPTLGLL
LGALDAADATVEAGAAPAEVDAAMQAWGMAHGPYRMADRVGLPMLLALRRRQPGGDDPEARPTLILGQLVREGRDGYLAG
RGYYRYGPGGAADPDPQVAEIAAAAREVLGAVPPRSFSRAAIQARVLAGMVQAGAAMLGRGVVRRAADLDLAAVHGLGVA
RWRGGPMRAADEAGLLSLRKTLRHMAAGRPQGGLWDLDPLIAEAIKTGRALSRIEAPGRGALSPA
>TDX29215.1 hypothetical protein EV657_10936 [Rhodovulum visakhapatnamense]
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAEMHALGLPVPEDILRLEQELEDDDSDDLYDDMPV
>TDX29216.1 hypothetical protein EV657_10937 [Rhodovulum visakhapatnamense]
MSQASRTSRMPGFSNSAVPEETRALIRARIENLLTSGAVASQVNRQLRTKGCHSPWALASASAGEDDRAACETAQTCRTM
TGRHGWRSNNSRQGSL
>TDX29217.1 TraR/DksA family transcriptional regulator [Rhodovulum visakhapatnamense]
MATLQDRKRQLLKRLAELDGRLQDIEAELDTHQSKDWGELAVEREEDEVLQGMGSSGLAKVRQIRAALARLEDGSYGFCV
RCGDEISAERLDLVPATPFCRICAR
>TDX29218.1 uncharacterized protein (TIGR01244 family) [Rhodovulum visakhapatnamense]
MAKTFKGIAQGLDLPPMVWLSDDFAAAPQPGIESLAELAEAGFRSILCNRPDEEVAPSENSAAMAAAAEAVGLGFAAIPV
SHAPITPAMIAVQARAMDDLPGPYFAYCRAGFRSSVIWALTQAGRRPTSEIVGALERAGFALPGLRVQIEALAAGR
>TDX29219.1 tryptophan synthase alpha chain [Rhodovulum visakhapatnamense]
MTRINAKFAALKAENRKAFVAYVMAGDPDFATSLEIVKGLPGAGVDIIELGLPFTDPMADGPTIQLAGQRALDAGQTLQK
TLDLARAFRQTDDTTPIVMMGYFNPIYSRGVETFLTDAKAAGIDGLIVVDLPPEEDSELCLPAQAAGLNFIRLATPTTDD
KRLPKVLQNTSGFVYYVSITGITGAASAEASDVAPEVARIKAKTDLPVIVGFGIRTPETARSIASVADGAVVGSAIVKQV
EEKKPVAEILAYVKGLAEGAHSA
>TDX29220.1 ABC-2 type transport system permease protein [Rhodovulum visakhapatnamense]
MNATGMGVRRFGQVNWLGLYTLSAREIQRFLAVWTQTLAAPLATAGLFLGVFSLAIGPSRGEVMGVPFVHFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPTELLLGYTAGGVARGLLVAVAVGLLMLTVLGMGIAHPLWALVFVLLGS
AFLSALGIMAAILSNKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHVNPVFYLIDGVRYGVIGQSDSSPWLGL
GVCTLATLLVMALCWHWFRTGYRMKA
>TDX29221.1 GcrA cell cycle regulator [Rhodovulum visakhapatnamense]
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAAAAAAPAAKDKPAPKPEAE
QPAAAAAPAPQPEPAPASRPAAASPAPEAQSAAPPPPAPRKAIVPAGQPLPPQPSANEISPEALASVREVEKTAKRLTLM
ELTERTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>TDX29222.1 AsmA protein [Rhodovulum visakhapatnamense]
MRWVIRGLLGVAVLIGLAVAAVLLMPADRVARLAADQVQKATGRSLTVAGGVRPSLWPEIGVETGAVTLANADWSEAGPM
LSAEGLAVGIDLSALLRGEIAVREVTVLAPRILLERAADGRVNWDFSAGTLAAADPAVPDAVSDAAPDATGPDADQGPGA
LAGLTLDRGEISDGDLVYLDHASGARTELSGVDATIALPDRDGPADLKLTAVLNGQEIGLSARLGHAAALAAGDPTRLTL
ESALGRASLAFDGQLDLAPLSAEGKLYADLSDLRAIFAAAGATPPDLPPGVGQRLVLEGQAAYTPEGAIRLDRASLRQDG
NTLTGNLAFAPADPRPHLEAQLSAGTLDLTAFSVGGSGSASATGGGGSSGEASSGGWSTAPIDAGWLGALDAEIGFKAEA
INAGKVRLGPVRLDARLEDRRLAVDLHELQAYAGNVTGTVAANGREGLSLAGDLDIAGVSVQTLLSDFAGFDRLVTSADL
QVDLTASGNSVSALMGSLSGGGALGFGQGEFRGLDLAGMLVNLDPSYMGAGARTIFDSISASFTIDRGVLSNSDLSISAP
LLTARGSGHVGLAARTLDYTIVPTALPGAESGGVSVPLRITGPWAAPNVRLDVEALAEARLKQEREALEQKARERAAEEL
GAGSDESLEDAARRRLGEEASKGLRKLFGD
>TDX29223.1 SSU ribosomal protein S12P methylthiotransferase [Rhodovulum visakhapatnamense]
MSQPRSPNPPDLRPDLAPRARIEMPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLEAIGEALKENGRVIVTGCLGAEPGYITGAHPTVLAVTGPHQYEQVLDAVHGAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVLREAGKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGSLGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLRRMARPAAAAKTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVAGAAANDLPDHVPAEVKQDRWERFMEKAQAISEAKLAAKVGQR
IEVIVDEIDADGIATCRTKADAPEIDGSLFIDEGTGGLAPGDLVTVEVEEAGEYDLWGRPAA
>TDX29224.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MTFDRIDLKILDILQRDATVPVARIADQVGLSQTPCWKRIQKHEEAGVIRARVALLDPDALGLSMTVFVLVEAVEHTPDW
RAGFLAVIERLEAVRGVYRLAGTYDFLLRVVVADMPAFDRFYEELTAGVRLRSVNSIFALECLRAETALPLSACGAGIEA
RS
>TDX29225.1 sulfate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MFRPIEIDTSRCAQGAFRRRSGDGPTERDAGPAQVASLQAEPRTSRLTGILRAAAIGLAVGGPLPAAAQETVEILNVSYD
PTREFYRAYNELFSAWWIAQGHAPVTLRQSHGGAGAQARAVIDGLEATVVTLALSADIDQIAERTGRIPADWQSRLPHNS
SPYTSTIVFLVREGNPRGIKDWDDLVADGVQVITPNPKTSGGARWNFLAAWAYAERNGLDPRDFVGALYRNVPVLDTGAR
GSTTTFTQRGIGDVLLAWENEAFLALESLGDDAFDIVVPSVSILAEPPVTLVDGNIASDAQREVAEAYLDHLYSPEAQAL
ALHHYYRAWDPSLAAPEDVARLPDLDLVTIADFGGWPVVQPKYFGEGGIFDQIYED
>TDX29226.1 sulfate transport system permease protein [Rhodovulum visakhapatnamense]
MKAPLLRAPSPLPGFGPSFGIALAMLSVVVLLPIGALLGRGLMIGPAELWGMVNTRRVWSALALSFRAALIASLFNLVFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPNGPFGQALAPFGLRIAYTEAGIWLALVFIGLPFVVRT
VQPVIEELDPDIEEASATLGARRFHTLRRVILPTLTPALLTGFALALARSVGEYGSVIFIAGNIPGLTEIAPLLIVIRLE
EYNSDAAAAIGIAMLLISFAMLLAINAIQIWSRRRIGLV
>TDX29227.1 sulfate transport system permease protein [Rhodovulum visakhapatnamense]
MSDIVLSRPVPVTTEPQLARALLVGLAVLFAALFLFAPLATVFAEALAEGWQGAIAALSLPDAQAAIRMTLSIAAIAVPL
NAVFGIAAAWAIAKFDFRGKAFLITLIDLPFSVSPVVAGLMLVLLFGANSSFGAWLMAHDIRIVFAFPGIVLATLFVTFP
FVARELIPVMIEQGRTEEEAALTLGASGWRTFFTVTLPNIRWALLYGVLLCNARAMGEFGAVAVVSGKIRGETATMPTMI
EMFFNEYLSVAAFTLAAVLAMLALLTLLLKSLLEWRHADLLAATRRH
>TDX29228.1 sulfate transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MNIELEELAKEFGTERALHPVSLFIPSGALVALLGPSGSGKTTLLRILAGLEFPTSGRVRFDGGDATGLSVQDRRAGFVF
QHYALFRHMTVFENVAYGLRARRRTERPTEAEIGRRVTRLLDLIQLPDIGARYPNQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDTTGLTTVFVTHDQEEAMELADLVVVMSMGRIEQVGKPAEIRAKPATEFVRTFTAA
>TDX29229.1 16S rRNA (cytosine967-C5)-methyltransferase [Rhodovulum visakhapatnamense]
MRPADAVVAAWLRPRRHIGDRDRGAILDLMQALLRHQARLGWWLTKHGRNDAPRDRMLVWLALAEGRTPDQIRRLFNGAK
AAPAALTEPEHALLTGLRGCTLVHPAMPDEVRLECPAWAAAPLRRRFGATFEAEMAALLTPPPLDLRVNPLRSSRAAVLG
GLKDLGLHAEASRLAPHGIRVPERLSLARLEGLRTGEIEIQDEGSQLVALLVDARPGERVADFCAGAGGKTLAIAAQMAN
KGRLVACDVSEGRLKRCAERLRRAGVQNTETRLLTSETDRWVKRQKGSFDRVLVDAPCSGTGTWRRNPDARWRAPEERGL
DGLVALQGRILASAARLVKPGGRLVYATCSMLIEENEDQVAAFLSAHPGFRVVPPREAAPGLAPGLATVAGGAYLSLTPA
RHDTDGFFAAVLRREDPAPAAEGENRPPHGT
>TDX29230.1 putative radical SAM protein YgiQ [Rhodovulum visakhapatnamense]
MAALGWDECDVIVVTGDAYVDHPSFGMAIIGRLLEAQGYRVGIISQPDWQSAEPFRALGRPRLFFGVTGGNLDSMVNRYT
SDRRLRHDDAYTAGGEGGKRPDRCTIVYTQRCREAYKDVPVVLGGIEASLRRIAHYDYWSDKVRRSILADAKADLLLYGN
AERAVVEVAHRLAAGEAARDLDTIRGVALFRPVPAECQELRADDLASADEGASRKSGDTVIRLPSFEEVTSDREAYARAS
RVLHREANPGNARPLVQRHGDRDLWLNPPPVPLTSTEMDAVYDLPYARAPHPSYGDAKIPAWDMIKFSVTVMRGCFGGCT
FCSITEHEGRKIQSRSEASILREIEHIRDKTPGFSGVISDIGGPTANMYRMACKDPKVEAACRLPSCVFPEICPNLDTSH
DDLIRLYRKVREVEGVKKVMVASGVRYDLAVRSPDYIRELVTHHVGGYLKIAPEHTERGPLELMMKPGIGTYDRFKEMFD
AAAREAGKKYYLIPYFIAAHPGTTDEDMLNLALWLKKNRYRADQVQTFLPSPMATASAMYHTGINTLKAVRRGASEPVET
VRGGRQRRLHKAFLRYHDPENWPLLREALRSMGRADLIGPRPDQLVPASQPPGTAKTAAKKRPARGGFRGQTFTTKGVPL
PRK
>TDX29231.1 hypothetical protein EV657_10952 [Rhodovulum visakhapatnamense]
MLATTTVEKERFTLRFRSLCVALAAGVVAVQGGPSPSRAETPEVPAWLQAHLGTGEGQIAPVVLDRARALYLEKLRQGTV
RNPCYLAMDATRPSTARGGTPGRRFYVICEAQKSFRAVSSGHGNGRKLRRADFSNDRDCARHFSNAEGSKLTAGGPYVTA
ETRTSFKGYVGAANRRVPFYRTFLLYDGEGETANARERAIGGHPAVLVRWQCRFRNPESTHADAEGFVPYGRLVNYTGGR
SNGCTTWSETASEEILALVEDDPTTLYIYPASGDIDAVAAAVTAGRSLSRAGLYWNDTCLRTIRAPRFWPKETLRPIIDD
WRASLPKLAPQELPICK
>TDX29232.1 diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MAVSVLAPIRSALTKHPSPEDAASVVHGTPVGALVTAFNAIAFAASSFQDGNAVFLAFWLPAVLALCLTMIRKSRKAARR
RVSRVSRRAARILTRASASLALPWAALVVYVFAAHGPGDPMIVLLVCVGMLSGGAFMLHRAFVAALTYMLTILVPVIFSV
HFGGWAQAWSVTAFATAYGGFLAYFAFTAGETARQRDDSVAALSDAVARLKRVHDENFLLANVDDVTGLLNRKAFNDRLR
QAVDRQQAGGCSFSLLLMDLDRFKNVNDLFGHGVGDELLAEVSRRLRANLSEGDLIGRLGGDEFCVLLPGATDEAAIQSI
AGRLLRVLNGPARLTGGVVYPGASFGAAICPDDAADPVDLLLRADLALNHAKETGRGQCVTFNDQLRQQLIASDEIEAGL
RIALKEDRLSIAYQPKISLHDGRAVGAEALVRWKTAEGENIPPDRFLSIAAERGVLPDLSRHIAGMIAGHILTWRRAALR
PGKVALNIHPDDLKSPEFLMATIAMFEAQGIDGKDLLLEITEGCFIGRGTDMAAMVLESLADRGYELSLDDFGTGHASLS
HLKKIPVSEVKIDRSFVAGLGVRRDDRAIVAAIAEIAKGMGIRSVAEGVEDDTQRAILTEMGIDLGQGHLWSRPIAAEQY
ASFLGKGGVKRRA
>TDX29233.1 sodium:alanine symporter family protein [Rhodovulum visakhapatnamense]
MPVFREWRRSFTECTLGVKYRNEYPDGTVSGGPMYSTKKGFVERGKKGGRSLAELFSVFCILGALGGGNMVRANRAHAQI
SGLVGDDPGWIAGIVFAAACLFGGGRLQERIFKVTFCIFVVIGARPARVR
>TDX29234.1 hypothetical protein EV657_10955 [Rhodovulum visakhapatnamense]
MKTEAATTSQSTIHGKPTNGIGAKISATKGPVTAAKASFTLASAVAALWAKDIAGIVVAAARAGMNVDLVIADLLSRRR
>TDX29235.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MEDAALLVVYVIGWSPHSFQTAEENAERHKRRLEEVVAAQDRIVDPAVAALAKAGVTASGFVHHGDVADKLHRLAEENGA
DLIAIGRASKGGFSQRLFGSSGVNLAMYLTIPVTVAG
>TDX29236.1 hypothetical protein EV657_10957 [Rhodovulum visakhapatnamense]
MPGPAMHRMIADRLKAAIQSGRGLGEGPGPDEFQKLQALLADPKNLPCLFSAATGRTRSSSTPGT
>TDX29237.1 hypothetical protein EV657_10958 [Rhodovulum visakhapatnamense]
MDEAIEDSALLSEREQTFNDINNVLVGLQATLAEALKAFVSDFNLFDRISPPCRDGAAEGERRWFDAMHYRKTGRMAEGL
LTSTRDMSSPHHLYALGYLPHDRATGVRPFSGITFWHSPDLMLSPVTNLGTAKVEHFLVDPTIGFSTQFAENLTLARVPQ
AFVPALGAAETRFVWTVPPSQSGHKCLFARVFSFSPLDLPVDDVALDPRLDRHVAQLNLDILGQAQAVNFNLVHRANARI
DLTIRALQPTELMALRHPALAGIAPFPDIPKRGWAELRLRKGGGEVKAEPMPEGLRLSITGRGISLDDQKQLGGAMRAVL
RAIGAGKTQALAHRDLFARFREMTREARQTRLSLRTPRLGIPKGQAIGVEVIGIDQVAGDGPMGGLTLVVSG
>TDX29238.1 ATP-dependent DNA helicase RecQ [Rhodovulum visakhapatnamense]
MAFLSFKRSRTEDKTPLLERCLSVDLEVDPKTARIFDLAAVRFGGGPAVVAPKGPVARGLDQLEKALGKSAHVIGHNILR
HDIEHLLAVRPRLAAKLAAPIDTLWLNPLAFPRNPYHHLVKHYRDGRLQAGHVNDPELDARLVFEVLQNQIEALTGIGTT
SPESLIAYHYLATLMDRSEGFDAVFSDVRKAPRPDRAAAFAAIETLLAGQVCGARVGPVLDSLSDPNAGWPMAYALAWIS
VAGGESVMPPWVRASFPQAGLIVRDLRDTSCGDDACAWCATKNDPVAALRSWFGFDGFRPQPVDRDGIPLQQVIVAEVMR
HANVLGILPTGTGKSVCYQVPALSLYEKTGALTVVISPLVALMADQVQGMERAGISSAVTVNGMLSMPERQDALDRVRLG
QAAILLISPEQLRSVSVRSVLAQREVGLWVLDEAHCVSKWGHDFRPDYRYVGRFVREFSGDAAPAPVLCLTATAKPEVVR
DITDHFRDRLGVELRLFDGGATRTNLTFSVQPTGKESKLSDILTVLSDRLPKGDTSGAVVYCATRNETERVAQFLKDQGL
AAAHFHAGLTADDKLAVQDRFRRGALRVIAATNAFGMGIDKPDIRLVVHADIPGSLENYLQEAGRAGRDRDPADCVLLYL
SDDVERQFTLTARSRLTQREIGAILRALRRIDEHTRNSGRVVATPGEIMREEKERDFVRDSATDDTRIKTAVSWLEEAAL
VSREENRVQVFPSSLLVRTLAEAETRLTRDDISTTRRDQLLSIVRHVMATPPDRGITTDELTGISGLTHRALSKAMADLE
TLGIARNDIAITVSVHVGVENQSRQRMRRAMRLEEALVARMRELAPDTGVGDGAPLDLAAASQCLRGEGHEEASPHVLER
LLRSIERDGRDSDGGFGNIRLRKLSAKTLEVVLQRTWRVVEQTASVRWMAAEKLLDLLIAKVPPGTKGKDIQVETTAGAL
LGALTGDALIRDAGVKDMTKLMERALLWLHEQQAVVLGKGLTVFRSAMTIELKPGRAGFTRKDFLPLEEHYREQTLQTHV
MAAYADRGLDRIDEAVRLSEDYFALDQDRFLQRWMPGRGIEIRRQTTGKAWKQIVEDLGNPVQQEIVADDREETNVLVLA
GPGSGKTRVLVHRIAYLLRVKREDPQGILVLTYNRHAAAEIRTRLRGLVGEDAARVTVSTCHALAMRLVGASFADSAAET
RDFDGILLEAVRQITGEGLSRSEAEAQREALIQGYRWILVDEYQDIGPEEYALIAAVAGRSLEDPDQRLSLFAVGDDDQN
IYAFAGASISYIRQFEEDYRAKPKFLTENYRSTRYIIDAANQVIEPARGRMKAGHEITVDTARRLDPGGGAMAGHDPVGR
GRVQFLDVAEDDRAQAVAAVDELVRISRLDPDFNWGRCAIVSRDWRRLGPVRAYAERLGVPVEMANEKLPSVWRLREMQR
LVAGLRARPTAMLSIQDILDLLNAEAPNRWVDLLAEGIGGLARELGGKTIPVPDAIEWLAEWARDIREAQQGLLLLTAHR
SKGLEFDHVVILNGGWKALSRGEDGEAPRRLFYVAMTRARRSLAVVTSGAHAFVIADSESEVLRKVEMPRRLDLPEPDQY
QVPDLASVDLSYAGRLRDGNATLGAIAAAKVGDPVTLDLQGGKWRILDGQGRVLGCMARTWAPPEGTGLVSGRVGAVIRW
RKTDNDEAFQTYIRRDEWETILPELVFRRQDLLASGAPARPGPP
>TDX29239.1 putative Zn finger-like uncharacterized protein [Rhodovulum visakhapatnamense]
MRPGGLSGMRLTCPKCGAQYEVDEAVIPEEGRDVQCSNCNHIWFQDSPALAARDPLAAFAMPRAAAGRASAPSASKPEGE
SEADAPRSGTADPEMAAGTAPEPQRRSLDDDVLSILREEAEREQRAREEEATVETFSEQADLGLASPPRPRRPDPEPEPA
RATAPPEPTRSPPARRDLLPDVEEITSTLSASSDRGAHSIPPAPEPEGSRRRAFLGGFLLAVLVAAGALAAYVYAPVLAG
LDPALEPQVAAYVGAVDAARDWIAGVVPPDLMDRVLGR
>TDX29240.1 cell division transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MIELENVSHSYGGSELLCDMSLNLAPASFHFLTGPSGAGKTTFLKICYAELHPSHGAVRLFGADLAGLDRDGVARMRRRI
GVVHQDCGFLDHLPLRENITLPLLAAGRDVAAEDRNMAELLNWVGLTQRADALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKAIVIATHDMNLIRAAKTQVAARVLRIQDRRLYLAGADL
>TDX29241.1 cell division transport system permease protein [Rhodovulum visakhapatnamense]
MKALLTPLGRIAALLASDPEASRVVPPTGFAARLTLFTAATMAFLAVFALALALASGRLADRWADALARTATVRISAPPG
QMGTQTEAVLRILRTTPGIASARAMSDIEQRRLLEPWFSPDLPVETLPLPRLIEVTETRAGTDAEALRLRLAVEAPGAVF
DDHTRWRQPLVRAAGRLRLLGWTAVLLIGASMAAMIALASNAALAANAQVIGVLRLVGARDIFIARAFVRRFTRRTLEGA
AIGTLAGMGVVALLPGDGPDGFLTGLGFSGAQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>TDX29242.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum visakhapatnamense]
MRSPLQYLRSLVFVGQMYLAMPVIGLLYLPLALASPRGATLAARHYCHWVRWTAHWMIGLRSEVRGTPPEGEVLIAAKHQ
SFFDIILLAGSLPRPRFIMKKSLTWAPVLGWYALRIGCVPVDRGKRGQAILAMSQQVAEGRQAPGQLIIYPQGTRVAPGV
SRPYKIGAGVLYQQFGQPCVPAATNVGVFWPRTGIYRKPGLAVLEYLPPIAAQKPLALFMADLEETVETASNRLMAEAGF
VAEA
>TDX29243.1 hypothetical protein EV657_10964 [Rhodovulum visakhapatnamense]
MGQSGRDFAGAERLSCRVGLWPFAWRRARHVLVFRRPRKAHADGTAGQPGPQPSATCPDGDLVEGVAVDLAVPPVRPRRV
AAATGPRRERRLRLTLVGNEDGDGRG
>TDX29244.1 acetyl-CoA carboxylase carboxyl transferase subunit alpha [Rhodovulum visakhapatnamense]
MNYLEFEKPLAEIEGKAEELRALARANAEMDVVQEASALDRKAADLLRELYKNLTPWRKCQVARHPDRPHCKDYIEALFQ
EYTPLAGDRNFAEDTAVMGGLARFNDQPLVVIGHEKGFDTKTRLERNFGMARPEGYRKAVRLMDMADRFGLPVVTLVDTP
GAYPGKGAEERGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKLGVIDRIIAEPIGGAQRGREETIERVGRNLAGMLGELAGKDRAALIAERRRKFLDMGSKGLAA
>TDX29245.1 DNA gyrase inhibitor GyrI [Rhodovulum visakhapatnamense]
MYPVEIRKMPPLTLFGLPHRGPYPGIGATFLKLGHLLDASGLSGQVVLRAGVYHDDPARVAPDRLRSHACCGFGAEIWVP
LAFDRIVIEGGRSAVMTCSGPYSRLAAAWAWLYAEGLPSGESPAAAPPYEIYRSLYPAVPVERQLTEVVVPLTS
>TDX29246.1 cysteine synthase A [Rhodovulum visakhapatnamense]
MVRGMFRAAARKERPGTEGRGKVMAEDEIRKTSGRGRRYDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDR
LALNIIEAAERSGALKPGQTVVEATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMY
RKAQELAEKNGWFLAHQFETAANADIHEATTAREILADFEGERLDYVVSGYGTGGTVTGIARVLRKERPGTRIILSEPAD
AALIASGRAQKRNAEGEADESHPAFHPHPIQGWTPDFIPLVLQEALDNGFYDELIPVEGPEALKQARALAAKEGILTGVS
GGATFAVALQVAETAEPGSVILAMLPDTGERYLSTPLFEAVGEGMNDEEEAISASTPGFQIG
>TDX29247.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MDDFDLLLALGAFALVASITPGPNNLMLMASGANFGLRRSLPHILGVALGFVAMIVLVGLGAMRAFEAWPGLRVALTWVG
TAYLVWLAWKIARAAPPAPDAAPGRPMTFWQAAAFQWVNPKGWTMSLAALTLYAPGQEIAGVLLVAAAFAAVSLPATGLW
TVLGTRIRRVLTRPERLRLFNRTMAVLLLGSLVPVFLH
>TDX29248.1 beta-methylmalyl-CoA/L-malyl-CoA lyase [Rhodovulum visakhapatnamense]
MSFRIQPAPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKAAARANVIQAIGDIDWGTKTLSVRINGL
DMPYWYRDVVELLEKASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRGKRLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSEAAVSEAREILAAMEKAKAEGAGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>TDX29249.1 putative NAD-dependent epimerase/dehydratase family protein [Rhodovulum visakhapatnamense]
MIETPYLLFLGDAPDSLAAKVAQGIRDWRPENAIGQFRMEGCKADLKLPDLDLVDAKARGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLRNEPDLAAVAEATGRTLHDVRIPTVAYPIATGKKRSGKRCLAVGTDCSVGKMYTSLAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAVEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALVHGGQP
DALVLSHEPTRPHMRGLPDYQLPSLEDLRDVALTLARVANPKAQVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLVDALDAI
>TDX29250.1 L-alanine-DL-glutamate epimerase-like enolase superfamily enzyme [Rhodovulum visakhapatnamense]
MQISVTPESFRLKEAFTISRGSRTEARVLTVRIASGGATGWGECVPYARYDETLDSVTAQIGSLPRTLTRHGLQDLLPPG
AARNAVDCALWDWEAKTARARVWDLARLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPGLKGKYDLVNIK
LDKTGGLTEALALKKQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPEPLCFDEAGVHAPAAALW
G
>TDX29251.1 D-alanine transaminase [Rhodovulum visakhapatnamense]
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHGHTARLQRSLKELELRCPVDMDELLAIHRELIA
RNAVDEGMVYMQITRGAPSDRDFHFPDPEQVPPTLVMFTQSKQIVASKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTVEEAKQADE
AFYTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYLDEAVKTAI
>TDX29252.1 microcin C transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MIRPLAALALTAALGLPLALHAQTAPPAAPASTAEGVVTSHGISTFGELKYPADFAHFDYVVPDAPKGGTMSFRGTGASR
TFDSLNMFLLAGEPAQGMELIYDSLLAPSFDEPDAAYGLLAESVTYPPDRSWAVFRLRPEARFADGSPVTAEDVVFTFLT
LQQKGAPLYRMALRDLASAEALSPTEIRIAFAEGAPTRDLIGQLGQLPILPAHFYDAVPFERSSLEPPLGSGPYVVSRVE
PGKAIAYCRNPAYWAADLPVNVGKDNFDCYRYEYYADETGAFEAFKSGGYLFQEEFSSAIWATAYDYPAVARGWVKRDEL
PDARPSGAQGFWFNLRRAQFADPRVREAIAMMFNFEWANATLFYGIYQRTDSFWENTDLQAQGLPEGDELAVLEKYRDRL
PETVFTEPAVSPPDHDAARNLDRRTLRAAGRLLDEAGWTVDARGQRRDTSGQALRVEFVSDSPVFERVVLPYLANLQQLG
IEAVNTTVDAAQMQQRLEEFDYDITSTRFVLSLSPSIELRSLFGSEAADAKGSYNLSGLKDPVVDALIEEVIAAPDRDAL
DVRVRALDRVLRARHIWVPNWYSGKHRIAYWDVFGRPASKPPYDRGVDFWWWDQARYEALRSAGALR
>TDX29253.1 membrane protein [Rhodovulum visakhapatnamense]
MSPAEAGTETRSAPRRREAVIRPAQYSARDWRVAVFRVWQGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPA
MVQEQVSMAAEVLPAGAYEILQRQVTVLVSASSSALGWTSVISVLLAIWSARAAVAGLIRGLNAIYGERNRGNPILRIAV
AVGLTGVLIVVALLAFSAVVLIPAVLAFVKLPVAIELPIILLKWLLMLGVVFIAIALVYRYGPNRRAARLQWVTPGAIFA
VIAWALGSVALAAYVRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRRDSTTGPERAEGHRGAHVAD
HVRDETGALNGADPEDVGPVPARNGAGTRDEGQTNEAPRPT
>TDX29254.1 diacylglycerol kinase family enzyme [Rhodovulum visakhapatnamense]
MTRPAAVCLIVNDRAGDHSGPASRSEMLRDLLDRTGLEAEIRSPRPGQSLTALAHEALDQGCGTLVAAGGDGTICAVAEA
CHDRDATLGVIPQGTFNYFARGLGIPLDPEAAVAALAGGTTAELRLGEVNGAVFLNNASLGLYPAILERRETTYRRWGRS
RAAAYWSVAQTLVGMRRAMRLRIDLDGQTLTLRTPLAFVANSAYQLRQFNLGGIDALETGAFPLFTAPAASRAEIARATL
GLALRAAQEGQDFELHRASRIVIDPGRPRVLVARDGERQMMQAPLTIRRRDRPLRVLVPGAAA
>TDX29255.1 3',5'-cyclic AMP phosphodiesterase CpdA [Rhodovulum visakhapatnamense]
MIRIAHISDLHFGRTAPELLDPLLDALNGDKTDLVAVTGDLTQRARTGQFRAARGFLDRIEAPWLAVPGNHDVPLDNPWL
RLLRPYARYRRHISADLAPRTQIGTLTVQGFNTVDPLRWQRGKVRRRDLDAACAAFEGAPGPRLAMAHHPFEQAPGTPKR
LMKHAAPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFARLAIEGDQIELTRMVAR
EGAFRPESVTVFRKGLSGWTGV
>TDX29256.1 DHA2 family multidrug resistance protein [Rhodovulum visakhapatnamense]
MSADEPHLTPRRAIAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLISEVVMIPLSGFLARMMSTRY
LFALSAAGFTISSFLCATSTSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPPSKRNVVSPIIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPNWSLFERFDWWGLLSLAAFLGGLEYVLEEGPGNDWLADETVAVFVV
VTLVGGIVTFYRVLTRDEPIVDLSAFGNVNFAVGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
TAPIAGFLAGRVDLRLMLLVGFVGFAISTWMLTGMTAEWDFQELLVPQILRGMSLMLSMVPINNLALGTLSRDKMKGGSG
LFNLMRNLGGAVGLAVINTQLSDRGALHYDRLREAITWTNDEAMRQLSLMAGNLSSRGLDGQTGALAQMAARVRQQATVM
SFIDVFLMLAVLFAGLAVTAFLMRAPQRAGGGGH
>TDX29257.1 membrane fusion protein (multidrug efflux system) [Rhodovulum visakhapatnamense]
MREPPADAGAVPPTGDGPAAPKRSRRKPVLAVLAVLALGGAGYAGWGYWTHGRFVEHTDDAYVQADIAMISSRVQGYVKS
LPVEENAHVHAGDVLVRLEDDDYRIALATAESRAATADRTLGRIDAQIAAARAAVVQAEADRDAAEAQLRTATNALERVK
GLVERNFAAVAQLDTATEDHDTARATLAKTTAAVASARAEVNVLIAQRAEAEGDKHQLELAVDQARRDLDRTVLRAPTDG
TLANLGLEPGDLVTAGTRLAALVPDDALYVEANFKETQMQGIAPGATVEVTLDALPGRRFEGKVTSAAPATGAVFSLLPA
ENATGNFTKVVQRVPVRIQLPPEALATGQLRAGLSAVVSVDTRTGDAAASRLASVH
>TDX29258.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MPQGASRTDSDTCPGGRVCRRHAAGEDPAKRDQILQGAMKEFLEKGFDGASMNEICRAAGVSKGTLYVYFEDKLDLFVAL
VARERQAIFAGFDALLKGDLPLEDKLTRFGQRLASTICTDHVIQWQRTIAGIVDRMPELGARFYEAAAQRTHDDLNALLR
RERAAGRLDVPDPERASAQFIELTVAGIWRARLFGKRRTDPEPDEIEASVASAVQVFMAAYGRTSG
>TDX29259.1 DeoR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSQTLRAPDILDIARRDGRVTVEALAEHFGVTVQTIRRDLADLAEAGKLERVHGGAILPSGVTNIGYEHRRDLNPEAKAA
IARRCARAIPDEASVFLNIGTSTEAVARELSHHRNLLVVTNNMNVANILVENPDCEIVVAGGTLRRSDAGLVGTLTMRAI
QAFKVDYAVIGCSALDEDGDLLDFDIREVGVSQTVISQARRTFLVADATKFERTAPVRIASLGDLDALFTDRPLPGMLAE
RCRAWNTRVEIAD
>TDX29260.1 homodimeric glycerol 3-phosphate dehydrogenase (quinone) [Rhodovulum visakhapatnamense]
MPAPLASPPRPDPTDLLIVGGGINGCGIARDAAGRGLTVTLAEMGDLASATSSASTKLFHGGLRYLEYFEFRLVREALIE
RETLLRAMPHISWPMRFVLPLDTRMRFDASTPASKLLTSVLPWMKGRRPAWMIRLGLFLYDSLGGRKILPATRTLDLATD
PAGQPLKDSFQRAYEYSDCWIEDARLVALNARDAADRGAEILVRTRVIGAARGPDVWTVTLRDQQTGEVFTRRARMLVNA
AGPWAGEVIGETLHETSSDRVRLVRGSHIVTRKLFDHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDTPPVCT
EAERDYLLAFVNRYFRQDVTVEDIVWTYSGVRPLHDEGEGSATAASRDYVVKLDRAGAPLLNIFGGKITTYRRLAESALE
KIAEVQKGLPGRWTAGVPLPGGDFPVDGVEDLIARLRAAHPFLTDCWAHRLVRAYGTQAADLLDGARSPEDLGRDFGATL
TEAEVRWLMDREFAREAADVVWRRSKLGLRLSRDQIAGLDAWMTERRLEDMPAAAE
>TDX29261.1 carbohydrate ABC transporter ATP-binding protein (CUT1 family) [Rhodovulum visakhapatnamense]
MALTLDGLSKVVNGRTHIHATDLTLDPGTMNVLLGPTLSGKTTLMRLMAGLDRPSTGRILWRGEDVTGKRVQDRRVAMVY
QQFINYPSMTVYDNIASPLRLEGRSRDEIDRAVKKTADLMRLSPLLDRKPLELSGGQQQRCALARALVKDAGLVLLDEPL
ANLDYKLREELRAEIPRIFAESGAIFVYATTEPEEALLLGGNTATLWEGRITQFGPAPKVYRQPADAITARVYSDPPMNF
LRISKTGGRLMFGDGQWVEAKGALAALSDGRYTAGFRPNHVEIERHSADAMVFHTGLAVFEITGSETFIHLDHHGERWVG
VIHGIRDLQIGAALPVYLDPSHVYIFGEDGALVAPAAYALAA
>TDX29262.1 carbohydrate ABC transporter ATP-binding protein (CUT1 family) [Rhodovulum visakhapatnamense]
MARITLEHLAHSYLPAPQSPEDYALKELNLDWEDGAAYALLGASGCGKSTLLNIISGLVHPSRGRILFDGVDMTAAPTAQ
RNIAQVFQFPVVYDTMTVRENLAFPLRNRGRDPAYIAERVQAVARMIGMEDQLGRKARGLTADAKQKISLGRGMVRREVN
ALLFDEPLTVIDPHMKWELRTQLKSLHHEFGHTMIYVTHDQTEALTFADKVVVMHDGRVVQVGTPQELFERPAHTFVGYF
IGSPGMNLLPATIEGDRAYVNGTHVPLGGRYGALAGSTRIGVRPEFARLSRDEGLPVRISRIEDVGRHKILRATCFGTEI
NILASEGEAIPADAARVVFDPANVNVYADDWLVAPAQGSAA
>TDX29263.1 carbohydrate ABC transporter membrane protein 1 (CUT1 family) [Rhodovulum visakhapatnamense]
MEKTVNHKAWFLVLPVLVLVAFSAVIPLMTVVNYSVQDTFGQNQFFWAGLEWFRETLESERMWDALGRQLVFSGIILAIE
VPLGILVALSMPRKGAWASICLVLMALPLLIPWNVVGTIWQIFGREDIGLLGYTLNALGVDYNYTQGFFAAWTTVIVMDV
WHWTSLVALLAYAGLQSIPNAYYQAARIDQASRWAVFRHIELPKMQGVLMIAVLLRFMDSFMIYTEPFVVTGGGPGNATT
FLSIDLVKMALGQFDLGPAAAFSLMYFLVILLVSYVFYTVMVNMEKREGK
>TDX29264.1 carbohydrate ABC transporter membrane protein 2 (CUT1 family) [Rhodovulum visakhapatnamense]
MADAPALPASRVLPRVNVRAVVMVAYLLFLLLPIYWLVNMSLKTNAEILGSFSLWPRDLTFRNYATILTDPSWYMGYVNS
MIYVVMNTAISITVALPAAYAFSRYTFLGDKHLFFWLLTNRMAPPAVFALPFFQLYSSVGLFDTHIAVALAHCLFNVPLA
VWILEGFMRGVPREIDETAYIDGYSFPRFFVKIFMPLIASGIGVAAFFCFMFSWVELLLSRTLTSVDAKPIAATMTRTVS
ASGLDWGVLAAAGVLTIVPGALVIYFVRNYIAKGFALGRV
>TDX29265.1 uncharacterized protein DUF1413 [Rhodovulum visakhapatnamense]
MTADQEAMIRDALDALAPGEFHLPDAIGARWDTLWIGEKVGIGNDFLQAVREGRYAGIEDTGRKEHGLHVYVKTG
>TDX29266.1 putative small integral membrane protein [Rhodovulum visakhapatnamense]
MDWMAWTWPTAAFFATIAALLVLFTVLAIRFPETPRVGVLRIETTRGDRLFITLLGSAFLNLAWLGLAPWPQWGALILCA
GWAAAVFRWV
>TDX29267.1 carbohydrate ABC transporter substrate-binding protein (CUT1 family) [Rhodovulum visakhapatnamense]
MTHGYRSTTALGLGLSLLALPAWAGMDEARSFLDAEIGDMSVLSRADQEAEMQWFVDAAQPFAGMEIKVVSETITTHEYE
SKVLAPAFSAITGIKVTHDLIGEGDVVEKLQTQMQSGENIYDAYINDSDLIGTHWRYQQARNLTDWMAGEGADVTNPGLD
LDDFIGTSFTTGPDGKLYQLPDQQFANLYWFRYDWFTDPKTMEDFKAKYGYDLGVPVNWSAYEDIAEFFTGRDMSYMGAE
GEIYGNMDYGKKDPSLGWRYTDAWMSMAGMGDKGEPNGLPVDEWGIRVNENSQPVGSCMARGGATNSPAAVYAVTKAIEW
LQKYSPPTAAGMTFSEAGPVPAQGQIAQQMFWYTAFTADMVGDGAGAVLNEDGTPKWRMAPSPHGAYWEEGMKIGYQDAG
SWTLMESTPVDRAKAAWLYAQFVTSKTVDVKKSDVGLTFIRDSTINSQHFTDRAPMLGGLVEFYRSPARVQWSPTGTNIP
DYPKLAQLWWQNIGDAMSGAKTPQEALDALCADQEKVLSRLERAGVQGDLGPKLNEERDAEYWLEQPGAPKPKLADEEEE
PKTVAYDDLIQSWSN
>TDX29268.1 sodium/proton antiporter (CPA1 family) [Rhodovulum visakhapatnamense]
MDIVVLTTITACLFVVIAAAEPLAARLRLPYAVILAGLGMMIGAGAIFFLRTDLTDALNPVAEAILNLPIRSNVFLYVFL
PMLLFQVTLGMNLRRMLDDWVPILMLAVVAVVVATLSVGYALAWVSPWPITVCLLIGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFMSFVMDNVPDPAFSSALGRFPMLIAGGAVTGWVCARVAIWAMTLFQRFELAQISLSV
ALPYLAYILAERSVGASGVIAVVAAGLTLNLMGPGRLAPSAMTNLREVWDLLAHWAGALIFVLAALLIPRLMEEVRLDDL
GLVAAVALAAIAARVVILFGLLPLLTLLRLSPMVERPYRVAILWGGLRGAVTLALALAVTESVHVPVEVKRVVGILATGF
TLFTLLVQGTTLRAVIRLLGLDRLSPIDRALSNQVVAVALQTVREDVARTTETYDLSHDIVRSEAKRFGERLDEAVKAAD
ADAEILDRDRVTLGLVALAGAERDGILNRIRDRTIPLGLAERMLSNADRLIEGARTGGRSGYRTASKASTAYNSAFRLAV
VLNNRLRIGGPLARLTADRFEDLLIQRLVLHDLGGFIEARIRRIHGRRVADLLQELLERRDEALETALDGLRLQFPGYAE
ELERRFIRRTALRLEEREYRSLREDGLIGAELFAVLMQEIARRRAAAEERPRLDLAMSKADLVRRFPLFAGLDEPVLRRL
VRALVTRHADPGEVIFRKEMPARSVFFIASGAVEMEMAGQIARLGRGEMFGQMAILTRRPRRAEVRAIAPSTLLVLDEAR
FRKLLSNSPAMREAVLESAARRGMAPEKILPAEAPAA
>TDX29269.1 3-dehydroquinate dehydratase [Rhodovulum visakhapatnamense]
MKTIHILNGPNLNLLGQREPEIYGRETLADVESACARVAGEKGFAVALRQSNHEGQIVDWIHEARQEASGIVINPAAYTH
TSVAILDALNAFEGPVIEVHISNIHKREAFRHRSYVSLRADGVIAGCGIEGYELAVRRICSLLA
>TDX29270.1 hypothetical protein EV657_10991 [Rhodovulum visakhapatnamense]
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDKLAAIAGSKQIIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAIAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKAALDALNAGRPARTVAVAEDDARAWGMLQLLTAKPVLYVCNVAEDEAASGNAFSAAVAAMAEAEGAASVVISA
KIEEEISQLDPEEAEVFLEELGLEEAGLDRLIKAGYGLLGLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETIAFGDFIAHGGEQGAKDAGKMRSEGKGYVVQDGDVMHFLFNT
>TDX29271.1 putative N-acetyltransferase YhbS [Rhodovulum visakhapatnamense]
MIRVAEETAEDWWDVEALYDLCFAPGRTALSSYRLRDGVPPVAALCLTARDGVGILAAAIRYWPIRIGEVGALLLGPVAV
HPTRQGEGLGALLIRDSLARAEALGVERVMLVGDAPYYARFGFTKLDAVEMPPPTNPERVLGIALSPGAWDGVAGLVTRA
ASD
>TDX29272.1 flavin reductase (DIM6/NTAB) family NADH-FMN oxidoreductase RutF [Rhodovulum visakhapatnamense]
MFYRPEVGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRDTG
VFCVMIVEEAATDAMNATSAPAPRETDEFALAGIARAPCETIACSRVAGAPAALECRLTRIVPLPGAANFAVFGEVTGIH
LRDDCLVDGRFEVTRFRPLARLGYRDYAVVRDTFELKRPGD
>TDX29273.1 5'-methylthioadenosine phosphorylase [Rhodovulum visakhapatnamense]
MERMIAVIGGSGVYDIDGLEDARWQAVDTPWGKPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFVDRTIAREKSFFGEGCVAHVSMAHPTCARLSAACLQAARDEGITVHSGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCEKGCDTALDHALITAPEKRDPALLARLDAVAGRVLGH
>TDX29274.1 cation:H+ antiporter [Rhodovulum visakhapatnamense]
MDIVLVLAGLAALIAGGELLVRGAVALARRFGVSPMIIGLTFVGFGTSTPELVTSLQAALTGAPDIALGNVVGSNIGNIL
LILGLAALVRPMRVCPAALRRDGGALALATGLAVLAMLGGALGRGAGAAGLALLVAYLAYTIWQERRATTAAGEVYEAEA
DTLGPVGRPWTALPVMALGLGLTLAGAKLLVAGAVALAAAAGLSEAAIGLTVVAIGTSMPELVTSLMAARRGESGVAIGN
VIGSNIFNLLGILGVTALVQPLAVAERIAGFDVWVMLAATVGLILVAWTGGRITRAEGAVLAICYGVYMTTLLLTAAA
>TDX29275.1 hypothetical protein EV657_10996 [Rhodovulum visakhapatnamense]
MGKKGGKKDSQLVLRLDKDEREEFVALCKALDTSAAREIRAFIRKFVRENGSEPRK
>TDX29276.1 hypothetical protein EV657_10997 [Rhodovulum visakhapatnamense]
MNLHVAQTLLTRDRMDWRKPHLNWISDRFYRYFMTSRS
>TDX29277.1 adenine phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPDLGGR
KRLEEMGMDVHTLCAYEGA
>TDX29278.1 FAD/FMN-containing dehydrogenase [Rhodovulum visakhapatnamense]
MLNPVTDAFAADLRTRLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACAAARVGIVPYGGGTGLVGGQ
ILETGPAPVIITLDRMRAIRAVHADENVLVAEAGCILTEVQDAAEAAGRLFPLSLASEGSARIGGLLSTNAGGVNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPRPARTGAALLAVRDPAAALALLA
LARDRVGEGVSAFELIHRAGFDFLAETLPDLRRPFADPPDWTVLIDLGLGAGQDPGAALEGLFAEAFEAGLVSDGLVAQS
EAQRHDFWMVRESIPQANRRIGAISSHDISVPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPMPGETRAD
HEPRRGAIKRCVHDLVASFDGSVSAEHGIGRMKVEDLERYGDPARLAAMRAIKAALDPAGIMNPGAVLRALS
>TDX29279.1 L-ascorbate metabolism protein UlaG (beta-lactamase superfamily) [Rhodovulum visakhapatnamense]
MLRSCLILLAVLTASSAAAEGRRLSHCIAIADAAPGIAYLHRASFGTPLGENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPMQVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWARGGGAADHHLDLGEMLVRNVPTDIRGHDSGAVHPNGNSIFVF
EVAGLCIGHLGHLHHIPDEAQFAALGRLDVVMAPVDGRLTLDLPSMIAVLTRLKSSVVIPMHWFGPRTLDRFLAGMADEF
AVTRPGTSSLEVSLRTLPARPTVAVLEPLSD
>TDX29280.1 macrocin-O-methyltransferase TylF [Rhodovulum visakhapatnamense]
MQLPKLTPPADPHVVQDFFVPVFWGITDADEIAAFARAMAKRMAGGVHFADNFLSWGRNNSMFDDQPFMTAWQGNLGDHA
IDQATVWRRYILACAGYHAVQIEGDFVECGCYRGTAVKVVVDYLGGPEFPRQFWAYDLFEHDDSDPHHAMPEHGPDLHAQ
VQARFAGYPTVRIVRGRIPEVLRAEAPQKISYLHLDLNQVGAELAALEMLFDRVVPGGIVILDDYEWSMGYRPQKLAEDP
WFDARNYRVFPLPTGQGLVLKR
>TDX29281.1 ribosomal-protein-alanine N-acetyltransferase [Rhodovulum visakhapatnamense]
MLGFRRKVRIETERMTLRPPVHADFRPWAMLRAESMGFLTPWEPTWSPDHLSRKAFTNRVYWAQRALGTGSAVPLFLFRQ
SDDALLGAITLDNIRRGPSQSGTLGYWIGECHARHGYMREAIEALVQYAFTHKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYSNLRRDRRGRTETGLA
>TDX29282.1 putative Zn-dependent peptidase [Rhodovulum visakhapatnamense]
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDERPEENGIAHFLEHMAFKGTEKRTTLQIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILVNPLFAEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPAQALGRSILGP
VERVRGFTREDLFRFIGTHYTPDRMILAAAGAVDHAEIVRLAEALFAGQTPSARGLLEPARFAGGERREIKPLEQAHMAL
AFECPGYRDPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMLTLYAGTSAEQVGPMAELTMAELA
RAAQDMTPAEVARARVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVANIDAVTTGDVREFAARLAGSARPALA
LYGPVSGAPALDALQGRLAA
>TDX29283.1 L-threonine synthase [Rhodovulum visakhapatnamense]
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETVPTMTPEAIAALAGLSYEEAAFPVMRPFVGDTFTDADFEAIIARAY
AGFTHAARAPLAQIGPNQFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLSNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAQRMGLPVEKLVIATNQNDILHRALTGGAYETKGVAPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAKGGFAISQGALEFLRETFASGRASEAETTDTIRATFAATGLTICPHTAVGVKVAADQPAS
AAPMVTLATAHPAKFPDAVEAATGARPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>TDX29284.1 TldD protein [Rhodovulum visakhapatnamense]
MQHPPFRPFETALDRDRALLLLQAATLGADDGELFLERRRSEVLSFDDGRLRTASYDASEGFGLRAVRGEAAGYAHSTEI
SEAALKRAVETARLAVADGGASLALGPQPTNRRLYTDADPLAEAPFAQKIDTLREIDAFARALDPRVVQVTASVAASLQE
VAILRPDGRLLSDIRPMTRLNVSVIVEENGHRESGSHGGGGRTGLAGLIDRASWEASAREALRVALVNLDAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVLDDGTIPDRRGSITFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGVAPTGNGRRESYAHPPMPRMTNTCMLGGDAAPADILADLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKLGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>TDX29285.1 DNA processing protein [Rhodovulum visakhapatnamense]
MEIVSSYHPLAPPTREDFLVTWLRLIRSRRVGATTFFRLIEDHGSAAAALDALPRIAEEAGVEDYAPCSQETAQAEIARA
RKAGAVAVLHGSPAYPPALLDLPDAPPVLWALGHTDLLHRPMVALVGARNASSLGLRMARRLAEGLAGAGYVIVSGLARG
IDRAAHIAALETGTIAVQAGGIDVPYPVENTGLANEIAQLGLRLSEQPPGLDPQARHFPQRNRIISGLARAVVVVEAAAR
SGSLITARSALDQGRDVLAVPGHPFDARASGCNMLIRDGAVLVRHPDDVLEALGPAPSLTEARQPEAPAPRARPRVTEVP
ETPAAHHRVPADPAVLHARILDRLGPSPLAEDQLIRDLGLPAGAVTPELVTLELDGRIARAPGGLLSRTR
>TDX29286.1 DNA topoisomerase I [Rhodovulum visakhapatnamense]
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDPEHGFEMTWEVASDSKKHVKAIADALKDDNALILATD
PDREGEAISWHLEETLRARRAIKKDTPVSRVVFNAITKSAVTEAMKNPRTVDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVAAVLETPRGQSFEARLVTLGGQKLDKFDLTTATDAELAVKAIDS
RDFTVASVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GADYVPKSPRMYKNKAKNAQEAHECIRPTEMTRDPSKLKVTDDDQRKLYDLIWKRTIASQMEAARLERTTVEVESADHQV
ALRATGQVVMFDGFLKVYEEGRDDVEEGDDKRLPQIMQGEKAKPAPADRYAVEYSNLAAPDRVDFEPPLVEEEEWLLRCD
RAILNGDKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLIPEDKGRLVTAFLSNYF
SRYVGYEFTANLEDELDDVSAGARDYHEVLDRFWKDFSAAIAETADLRISEVLEKIDEVLAPHLYPPREDGSDPRICPKC
GAGRLNLKTARSGGAFIGCTNYPDCRYTRSLSAVNGDDGSELDGKVLGHDGEDEISLRIGRFGPYVQRGEATEEVPKPPR
ASLPKGWKPEEIDLDKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGKKYANLPDVEEVFTIGMNRAVEVLAQKKT
RGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPGDVTLAQAIELIDAKAAKGGKTKAKAAPAKT
AKAPKAAGKTAKKTTAKAASAKTAKPAARAKSTKAAE
>TDX29287.1 lipoprotein-anchoring transpeptidase ErfK/SrfK [Rhodovulum visakhapatnamense]
MADRTFSRRAALVTLGAGLGAPALLRAEPAPMARRNISSFARQDWRDHFDGLGTAVIVADTSSRALHFWSGDGSDYRIYP
TSVPISEELTKRGYTKVVRKKIGPDWTPTPSMVERNPDLRYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRPSSDG
CIGLYNDMIAELYDIAPIGTRVRII
>TDX29288.1 3-oxoacid CoA-transferase subunit A [Rhodovulum visakhapatnamense]
MQKIYGTAAEALDGLLFDGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKDFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGDHEKRIEQRTTRAA
>TDX29289.1 3-oxoacid CoA-transferase subunit B [Rhodovulum visakhapatnamense]
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPVEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAENGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGESKVLKACTL
PLTGTGVVNRIITNLGVLDVVEGGLRIVECADGVTEDEIRAATEARIVD
>TDX29290.1 hypothetical protein EV657_109111 [Rhodovulum visakhapatnamense]
MKTLALTAAALVALSAPVFAQSQLEQDLSVQPGAYSLNQLIELKAAAEKDGVNGWVRFDTAAPATNVSMSTSGYADARVA
RIVAAHAKASDNGYTSVVGYRDNGPANEKIANARVAEIAAELAASAD
>TDX29291.1 uncharacterized protein (TIRG00374 family) [Rhodovulum visakhapatnamense]
MPCYLAGEMTMTKIPSASDAAPASRRLRDALLMGGLLSLVLASLAGLAAATGWDQTMGQLARLGWMQGAALLALSLANYL
LRSLRWNLFGRRVGLPPGLWRDIRHYLGGFLMIATPGRLGELVRMRWIRRETGLPLDRSAPLFVMDRAADLVAMALILCA
ALALSSGHIAGAIPVAALALGAAAAATHGRLMAALVTRGYRIVGRWPRLFGRLRGMARTLGQFTDARVLAASILLGSLGW
MAEGYAFHLLLVWLGADIGLWKAVGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAI
GIGALVFPVAERMSKRTADAVEDR
>TDX29292.1 decaprenylphospho-beta-D-ribofuranose 2-oxidase [Rhodovulum visakhapatnamense]
MQWKTADYAGWGRALRARGRIARPERVSALRDALAEGGPAIGNRLSYGDGALNADGAAVQMTRMDRLLAFAPETGVIEVE
AGATIGALLKLLAPQGWMPAVMPGTGLATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTQTGPREVSPASDPALFRATM
GGQGQTGAILSARLKLMAIPGQRMKVVETRMRDFDSFIAALDASEADFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERRPKPVPFDAPRALLSWPVVKIFNRWYGSGVPDSGRKRTRALDEFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAPAL
KEILTTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARARVPALYARLEEQVIAAGGRIYLAKDALARPESM
AAMYPELEAWRAEAAKADPERRLATDLVRRLKLRSA
>TDX29293.1 short-subunit dehydrogenase [Rhodovulum visakhapatnamense]
MAETWIVLGASSSMARALVRRLAARGDGLILAGRDLADLERDAADARVRGAAFAEVVRFDAREPACVAPILARAKACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRISNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVATDILSALEKQRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>TDX29294.1 4-hydroxybenzoate polyprenyltransferase [Rhodovulum visakhapatnamense]
MQRQKPLVLDVDGTFLKTDLGLECFWNGLGRAPLKTLRATAMHLRDRAGLCRELARIAPPRVDLLPLSPEMATRALEACE
AGRPVVLAGGADPGLVAALAGHYGFVEEGAGAEGAAPPEGAAKARALAERFGRRGFDYAGARAADRPVWREADRALLLGR
QHRLAAELSAAGHPVEEIPAGWKLRDLGRALRPHQWVKNVLLLLPALAAHDFRPETLALVLLGILAFSAAASCIYIVNDL
LDLEADRLHETKCRRPFACGKVPIGAGMAAGAVLALMALGVGAALGPSFLAVVLLYMALSLAYSLRLKRMRWVDIATLAA
LYTIRVVAGAAAGGGEASFLMLVFVFPVFVTLGCVKRMTELARAETDERLPGRGYGRGDRGDLLNMAGIGVVGALVVFVA
YSFSAQAEALYQTRWLLWAAALPLAVWLVRMVWLGFRGQQDYDPIVFALRDRAGLGLIFFALSFMFYSAGLWQRWFGF
>TDX29295.1 soluble lytic murein transglycosylase-like protein [Rhodovulum visakhapatnamense]
MRRHLEGLVLAGLVLTSAVPGPVRAEPPPWPEFTFRRVKPPAPGASRRITVQIEPRATVVPEALSPSAAPLARSPDAAAE
PPAGNAADPGPAWFWSRVSPALSDSRPGRLAPALVALGEAPPGEAARAPRLQLLQDIAETHGRAILSATVGTRVSPALAL
AVIGVESGGRGRALSPKGALGLMQLMPATARRFGVADAADPVANIRGGVAYLDWLMGEFGGDPVLVLAAYNAGEGAVRAH
GGVPPYPETRDYVPKVLAAWAVARGLCRTPPELISDGCVFRAKGRG
>TDX29296.1 hypothetical protein EV657_109117 [Rhodovulum visakhapatnamense]
MKLFKLFKTFAKDESGAVTVDWVVLTAAIVGLGIAVLTAVRGGVNDLGGDIASSLSGAQVQSLTNLGWGSETTTSE
>TDX29297.1 pilus assembly protein CpaB [Rhodovulum visakhapatnamense]
MRLIFGLVLLLGLGLAGFAVYMAQGYFDQTKRELAAARAAQSQQVALEPVVVAREPLRYGQQITLDNLRPVLWPKDSMPE
GVFQTKEELFPEGQPQFRTVLRAMEAGEPLLRVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDVYWT
GESQSKQVTKLIDTGIRLIAIDQIADEDTTRPVIARTVTVEASPQQVASLAQAQSSGRLSLSLVGANDDVVAEAVEVDQK
ALLGIEDAPEVAPEQKRICTIRTRRGSEVVEIEIPCTN
>TDX29298.1 pilus assembly protein CpaC [Rhodovulum visakhapatnamense]
MRFRTILAAGLLGLAAIPALPPEAGAQTLRTLEGLATGKLTIPMNRAVVVESDQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGTLITNVEVQVTPDMSELKERLREVLPGEPIEVRAANDGLVLSGTVSSKTVIDRALDLASRYAPE
RISNLLNVGGTQQVMLKVRFSEMNRSVSKSLGTSLGVAGLTNGGDLGFAGGTNTITEGTNLGDLFDGDPSTTPARSRGSN
GVFSIGIGAGDLQFAVLLEALETKGFVRTLAEPNLTALSGQAASFLAGGEYPIPVVGGDGDVTVEFKPFGISLNFIPNVV
GNNINLEMNAQVSSIDPSVTFNNNGIIISGFSTRSTSTTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPILGALFRS
SEYQRDQSELVIIVTAHLVSPTRGEALALPTDRVAPPSERDLFLHGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>TDX29299.1 outer membrane protein OmpA-like peptidoglycan-associated protein [Rhodovulum visakhapatnamense]
MRARLAFVTLSAALALTACSPRQIADFNRPAGDTLDDGSFGNATMTNQMVMTSDRAMAIDMTRRFAAEVPSTITFAFNSA
ALDATAQAALDRQAAWILRYPFVVFRVYGHADKVGSAPYNKALGMRRAQAAVAYMVARGVPRARLQAVVSYGETRPLVHT
EGPERQNRRTVTEVAAFLRPRPMTIDGKYMARSYRAYLDSAQPKPTLQPADVAAPD
>TDX29300.1 pilus assembly protein CpaE [Rhodovulum visakhapatnamense]
MTSMPASIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFDEARGFFDQPEAQDIEFIAVAVDDADEADIAAIG
EIVRAAKQRGLNVLVIAEELSPIALHQLMRMGADDFVPYPLPEGALHEAIVRLRQAPAAAFAPPAPADPAAPKLSRSNRD
GVVLSVQGLAGGVGASTFAVNLAWELALAARKSGGRVCLLDLDLQFGSAATYLDLPRKDAVFELLSDIGAMDGDSFLQAL
QSYRSDLHVLTAPSDILPLDIIGPPEVNALIDMARSQFEFVVIDMPKTLVNWTETVITQSHLYFSLLELDMRSAQNALRV
IRVLKSEGLPRERVRYALNRAPKFTDLSGRGRVRRLADSLDIDIEIQLPDGGKAITEAGDHGLTLAETAAKSPLRREIQK
LAASLYDLGTAAATAAQ
>TDX29301.1 pilus assembly protein CpaF [Rhodovulum visakhapatnamense]
MFSRYRKPEPGTVQPATPPEPRPEAPPPPAASLPPALPAQPAPSEKDRKRKERLGELKSELHKQLLESLNLAALEHAEEK
ELRAEIQAIASEALEEMGVVLNKDDRTQLYQELFDEVTGLGPLEPLLKDESVNDILVNGPKQIFVERAGKLQLTDIAFRD
EKHLLRIIDKIVSAVGRRVDESNPYVDARLADGSRFNAMVPPIAVDGSLVSIRKFKKDKLGIDDLVTFGAFTEEMAAYLQ
AAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAISQRDCLKNALRM
RPDRIIVGETRGDEVIDMLQAMNTGHDGSMTTIHANNPRDAVSRLENMIAMAGIEMPLKAVRAQIASAVNLIVQASRLQD
GSRRMVSITEVTGMEGEVISMQEVFRYERMGLDSSGKIIGRFTATGVRSAFSERFRQWGYDLPASIFEPARGK
>TDX29302.1 tight adherence protein B [Rhodovulum visakhapatnamense]
MQIGAEPLIYGLIFLSVLALVEGLYLTVFGKSISLNARVNRRLEMLEKGVDREKVLEQLRKEMTQHMRARGIPLYSILAE
RAQKANIAFTPVQLIGIMVVLSGVAFLGLTLGTGAVLPVRVLASIGIGVGGVYTWVNGKAKKRLGLIEEQLPDAVELMVR
SLRVGHPFISAINIVAKEVPDPLGSEFGVIADEAAYGRDVSEALKDLAERVDMQDLRFLAVAVTIQQQSGCNLAEVLAGL
AAVIRSRFKLFRRVKAITAEAKWSGMFLSGFPIAAILMISVLKPDYYDDVKETAAFIPAAIAVAVFLVVNVIFMRIMVNI
KV
>TDX29303.1 tight adherence protein C [Rhodovulum visakhapatnamense]
MEFVAYVAGWITDRFGPLAPLIAVGLLGVGLIALSLPVFLKRRVDPLEKLKRQVREAEAATVRDQQAPLRQVSRADKLDR
FSTFLEPQDEKELSAARLKLLRAGYRSKSAVRVFHFAQFTLGILFLAGGLVYSVLLNASGEVDTTKIALSVIVPGAIGYY
LPKYWVERRVQTRQEEIVNGFPDSLDMMLVCVEAGQSLDQSILRVAREMRAGFPDLASEYEIVSNEMKAGKDRVQVLRDM
SERCGVTDISSFVTVLIQSATFGTSIAEALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSVYAI
YDTLNNAKF
>TDX29304.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]
MRSTTRSTTPSSDLLRCCGLALALICAGCAPSDRLSPAYRGLPAPPGAPHLDEAVDGLVVGHRLMAAGEYELALKAYYRA
AAKQGLTADVLSAIGSANLRLGRLGQAESQLRQAIAEDERFVPAWNNLGVVLMEKGEVGEARRVFETAFALDSGGSDDIR
RNLRLAIAKTENRDYDSALNEGNNFDLVRRGEGRYLLLATP
>TDX29305.1 Flp pilus assembly protein TadD [Rhodovulum visakhapatnamense]
MRHPVLAPICAALALSVAACQKPGDTDVDRAVQDVLASDESSLNDIMMTVADPDEAIRYFRRLLDEDPDKLAARRGLAQS
LIRARRPAEAVAAWAEVVRHPEAGNADRVNYADALIRVGDWGKAEAELDRIPPTFETYQRYRLEAMVADSNREWAKADSF
YETAAGLTTKPAGVYNNWGYSKLTRGDYRGAERLFVDALTYDPKLFTAKNNLVLARGAQRKYDLPVIEMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEEAIETHPQHFEAAVQALRALEAHG
>TDX29306.1 prepilin peptidase CpaA [Rhodovulum visakhapatnamense]
MTEALWFLPVATPIALWAALSDLRTMTIPNRAVLALVAVYALIGLALLPLDAWTWRWLHLAVVLTLGFGLNQIGAVGAGD
AKFAAAMAPLVAPGDIGAFLFLLAAAIPVAFAAHRLARRIPGLRRALPGWASWEARDFPMGLALGPALILYLALAAGGAM
PSTM
>TDX29307.1 hypothetical protein EV657_109128 [Rhodovulum visakhapatnamense]
MKGRFPAGLAGLMATILALATALGLAKGGLHVSNHEGDLLHLADIVRREVDGEWPHLDFVTPLGVLAYAPIAALAALGLP
LGLAVIWAQALVGAVLLPGALWVGLSRLDRGWACLFGAGVMGLAVALASGGPEPWISLSMHYNRWGWAIAFIVLAIAILP
PRRSGPGQQLADGLALGLGLAALALIKATYLLACAPVAVLALALRRDGRALATALAAALAIWGGLTLVAGPGLWPAYLTD
LLEVARNDMRPFPSDPFLTVIGGTRTLAGTLLYLAAVILARRGGWRQEGLLLLAAGPGLAYVTYQNHGNAPVWLFLLGIL
ALALRRPGTPQPSGLMAVGWSALLLAAPIFLALFESPIRNFSAAEGEAVALLPGDQGLWMPAARALRVETRIERPLDLDP
PDWLVDPGPEPTVFRGTELEGCVVTNGLVAWYRAISEDLAATGFAGHPAFVADVLSAYWLFGGVGRLDGGAPWYYGGLPG
IEGAELLLVPQCVGNIDARRGILAAVEAGGYELTELRRTRDYIVLGIAPPAASAR
>TDX29308.1 hypothetical protein EV657_109129 [Rhodovulum visakhapatnamense]
MNMQASTVFGPPAPRALAEMQLPMVMMRDILLKTVFRKNVDVVTEIARAICLPVPVAQELVDLARGQKLLEATGTLHANS
GGEMGYQLTEAGKARALDALTQSEYYGAMPVPLEVYAEQVKRQSIRNIQITRSQLTGAMGHLILPDSLLDHLGPAVSAGR
SILMYGPPGNGKSSISNGIRDALGDRIYIPRAIEYAGQVITVYDPIVHTAAEEQEDDPTALRRSAGRTDTRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQADPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKVDGPCQEDFLKIFALVARKKKMPIDEDTLIYLLREKYPTIDNAYANYQPVFLID
QMIAICDFEGIPSQMSPELIDRAWANMFVREETIVH
>TDX29309.1 membrane dipeptidase [Rhodovulum visakhapatnamense]
MDPKTLPAVFDGHNDVLLRLYRAGGPAAAETFLTGDAGHIDLPKARAGGLGGGFFAVYVPSEGGEDNEEAMAQDSYDLPL
PPPEPQDRALTVAMAQVATLERLEELGALKICRSAAEIHISMVEHKLAAILHMEGAEAIDPEMITLDVLHGAGLRSLGPV
WSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMIDLSHMTMAGFWDVARQSDAPLVATHSNAHAICPHARN
LTDAQLEAIAASDGMVGLNYATAFLRPDGRMIDTGLDDMLRHLDHLLGKLGETRVGLGSDFDGAMIPSAIGSAAGLPALR
AAMTAHGYGPELIERICHGNWLRVLEKTWGH
>TDX29310.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTAFARLMSGAALAATLAGTAPALWAETPANMLVVANRIDDITTLDPAETFEFAGGDVLRNVYGRLVNFDPLDFEAGYQP
DLAESWEVSEDGRTITFTMREGVSFVSGNPVTAEDAEFSLRRAVLLNLTPWFILTQFGFTPENIEETIKADGNKLVITTD
KAYATSFVLNCLTATIGSIVDKTTVMAHEVDGDMGHDWLKTNSAGSGAYSLVAWKPNESVTLQANPDFYQGTPAMQRVIV
RHIAESATQRLLLERGDVDVARNLNPEDVQGITGAEGIKIQEELKGYLMYASFNQKIPELAKPEVLEAFKYLVDYDGMVN
SFLKGQWTVQQNFLPQSYLGAVKDNPFSLDVEKAKALLGEAGVDGLELTIGVRDVQERLEIAQSMQNTFAQAGVKLNIEV
GTGKQVLAKYRARDLDVYLGTWGPDYADPQTNASTFAYNPDNSDEAQNGGILAWRNAWDAGGLTEMTEAAVAERDTARRA
EMYHEIQTRFREISPFAIMFQNIEQDGVRENVQNFTTGLAVSDASYWKVTK
>TDX29311.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYNRVYQELGLDRPLLVQFWLYLLDVVRGDFGTSLLTARP
VSEDIARVFPATLELATLGTLMGVLLGVPLGVLAAVRRGSWIDQIARVVALVGYSMPIFWLGLMGLLIFYGILGWVGGPG
RLSIFYDGMIEPVTGMILIDSALAGDGTVFRDALSHIVLPASLLGYYSLAYISRMTRSFMLEQMSAEYVTTARVKGLSER
AVIWGHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFSWPGIGSYITNALLSADMSAVLGGTVVVGLAFVLLNVFSDLLY
KVFDPRAK
>TDX29312.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTEMTGLRAWLLTDTPQSRGQARLASLYQGWLAFRRNPMAMFGLAILIALLAIGALAPWIAPHDPFYQDLTARLQPLGTP
GHPLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIVGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLHGAGPIRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>TDX29313.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTPLLEVEDLWVRFPTRTGLFDAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAAHIRLDGEDLMQHSE
AQMRKVRGQRISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDRLVQDRGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCAADK
LHEAKHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAQAPSVRPS
>TDX29314.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MSALFFDDVSVWFGEGRDRVDAVRHASFRVGHGESFGLVGESGSGKSTIMRALTGLAPDWSGRMAVNGNPVPRGRHRNRL
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDIEPRIVRLLDDVGLGPAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHKLTFLMVSHDLAVVAHMCERIAVMQAGEIVEVMGVDEMRALTPAHSYT
RKLLQASLGYTRG
>TDX29315.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MRLAFAIALAASLLGLSTPLLATSGATSGSDRSVVRFAQVAALEGPAGALGQGLRLGLLAAFEEANRAGGVNGRKIRMDS
FDDGYEPTRSAAEVEKMLADDRYLALVGQVGTPTAKATLPVAAAAGMPMIGPLTGADFLRAPWVSNVANIRASYDTETEA
WIAYLVDALGKDRIAVLYQDDGFGQVGLEGVRRALKKRGLTPVAEGNYTRNTLAVKVALLNIRKANPDAVVMVAAYKPVA
EFVRVGRKLGFTPQLVNISFVGSRALSEELGPAGEGIIVSQVVPFPGDTSLPVVAEYQAALKAVDAEAAPEFVSLEGYLA
GRVALKALEKAGPFPTRAKMLAALDQLGDLDLGGLHLVFGPGDNQGLDQVFLTRISADGAFEPVEIPAPAPASPDEPAPE
PAPEPKS
>TDX29316.1 hypothetical protein EV657_109137, partial [Rhodovulum visakhapatnamense]
MLKFVSTVFGSIALKFSSALVLMGAMTAAAIVISTMVFDSLSGQIDRLVSEDLPGIRDSVAVIEHTGDVRDSLSEMLMAR
NAEGVETGFQDYLEESKRVLASVNDLPAEDRKTFLPMLVALSDKAQQMRRALDQRFASQNLLQDQLAEFGAQVGEIREAL
SIMTEDAVYDMNLAGNQTIESVSDTLDTLVHSDFNSTALILQARAEINLLSGVALALARQDDPALAAILRDLATASLRKL
EGLLADLDTAGTIPDYLPILTETRAAFAGSANAGFRARAGYTEEVMRLRDASNIALSSAIDDLTFKLMIGAEDTAVFNRE
AIHRLLSNEVQQIRDTSDVDLAVETLVASAYLGATAKDAAEADAAQDQILAARDALTDLAGRVYLTSSLKTMIEGIVAFA
DPETGVVANRRAWLAAQQEAEDASRAAYERLRGIASVASDQGNNAIATAGDIGTAILAEAGEAKHRLKLVTLGSVAVFIA
APILTWLLIIWPMRRLVRVTGRLARGELAEVKGFGIFGGEIARMAESLVVFREGLIERDRMQQAERAAEEDRQARAAAQQ
AVVSKLASALQALSGGDLTSRIDERFAEDYERLRSD
>TDX29582.1 putative transposase of IS4/5 family DUF4096, partial [Rhodovulum visakhapatnamense]
MSNLFWLTDEQMERLKPFFPKSHGKPRVDDRRVLSGIIFINRNGLRWCDAPR
>TDX29583.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MREEDGPPPGVEGNTGLSAKPGTSTGAAAPRSVGAPSGLSAVEDLAEKLRALIASEGLRVGDSLPTERELCDRFRASRNT
VREAMRILKAYGIVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEIASVDLIFDRVARADIAELRE
INERLRGAASCDEAAEIDFRLHTRLIAVMGNKAILDVYKIMKPVILRIMATGKTQQIYATETLGEHATILDALEARDRLA
YQYRMRAHLQAGGGNFDP
>TDX29584.1 ribose transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTDTGTRRPGNNGKKARERAPREDDIKAVRLIAPALAGGLLSSGLALAGPQGVPGPGADPDCLASRSAGTGYLQWPPREG
PCRIAIVNGFVGNGWRIQMIKTAKAFAQAPSIRDRIAEFKVVSTGTDAAVQLGAIEDVINQAYDAIVAIAVAPDGFDRVI
RLADRNDVVLVPFDNVRDTDRVMQVNEDQLAMGRTWAGFVLDQLKAEGKTSGRILEMRGLPGDPVDRDRSPGIGQLLDEP
GGGGQRVSAVGKWDDGAAQKVLADAIAVHLFRRHPRPGRHHRRGAGDARFRPSDGAGGGRIRKRLSQARRSACRRGPEGH
LDRPVAGSGGHRDEGRDFGARGQSGAATDFGAAARGDLRPVAGWRERLEDLPDTFFTVNECPPCGVNITGPAIVAQSEAD
TN
>TDX29585.1 monosaccharide ABC transporter membrane protein (CUT2 family) [Rhodovulum visakhapatnamense]
MAMALSQLSPETRPVLIASGFVPAILVLGAACALATAGTAPLPMPGYLLQKLRTGAFLGIVATGMMMVILPGHIDLPVPW
TMTAATMVATAVGGPRAIPAGLAVGLAAGPFNGLGVSVLRIPSMIFTLGVDSVLRGLMVAQTGGLAPQDRATDTMRLLAA
GKLAGVPAASFVWLAVSVGIAVLLRRTAFGREIHATGTCEAAVYLAGIRSRRVIVGAFAASGLCAALAGVLLAGCSAKAC
QGIGTPFLPPAIAAVVIGGTRFLGGQGRYAGTFAGVVLIVPLNSVLSIMQMPEAGRQVIHGSVILCLLLVHGRSAHSPS
>TDX29586.1 gluconolactonase [Rhodovulum visakhapatnamense]
MTDTAPLYDIRDGRFARLIHPHARLDRLWTGGRWCEGPAWFPAGKYAIWSDIPNDRVMRWDATDGSVSVFECPAQNQNGH
AVDREGRLIRCEHRGRAVTRIEPDGTRTVLADRYRGQRLNSPNDVTVHADGSVWFSDPTYGIDSDYEGVAAKGEIGAQNV
YRIGPDGALEAVIEDLRQPNGLAFSPDGSVLYVSDTGITHDPACPPEIHAYPVLADGTGVGEGVPFCRCETGVFDGFRLD
RAGNLWSSAGDGVHCFAPDGTMLGRIAVPETVANLCFIGPARNRLLICATSSVYAIYVNATGL
>TDX29587.1 putative membrane protein [Rhodovulum visakhapatnamense]
MLIVFGGIYGLLVLVGLPALIIAYLGLRTENADLRTRLEQLVKEVEILVREVAALRQDAPQQTPPEQTERSAALSPEPDP
GPAPLTAPVARHDEQASPVSAPPQAAPPEPQGPTLADRLAGWLRENWTLALAALSLILGGLFMVQYGVEQGLLTPPLRVL
GALVLGAALIAGGEAIRRRHGDTAAPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGMAVVSVVAMLLGWLY
GPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALALPAGALGLLWFHAPDARGLALA
ALALAAGAVLIPARSLRPGADGPTVTEGLGGARPAFPTWLAAAGLALASGAGLWLVLDALRPTEAAIGFALLLVLFAGAV
LGLARAPAFEDLAILPGGAALLALGLHAAGDGPLYRAFRAGIDRMPESPAPTTVWWLAAGGAALSVIAFQRLRQAEPDGP
NHRGFWALGAAVLLPATLLILEVFWAPAEVTGAYPWALAVMAGAALMVLLAERRSALGGEGRAFETGLFAASALILIGLA
LFLLLTKTALTLALSAMAVAAVAIDRRHPMRPLGWLAQLGAAVIGYRLVFDPGVDWAIDVAGPLDAALAHLGPLAAFAAM
RVLARPDRGAVRALADSALVTTAAIAATVMLRRWAGPEGFETHWAMGLTATVWTLAVLAQIWRLPHDPGLLRPLRILFAA
LLSLSALTASILLLSDLAQLLDPGLASRRVAGPPVFDSLALALWPLALVLAAGARWLGEPGRPGARLLRPGLAGLSAGAL
GLWGWLEIRRLWRGPELSLPGPSDGELYSYTLALLLASGLGLVAAVLMRSHMLRRLAMAGVGLTVAKVFLIDMSGLSGLV
RVASFVGLGLALAGLAWLDRAVSRIWEKG
>TDX29588.1 uncharacterized protein EV657_1087 [Rhodovulum visakhapatnamense]
MTADLAPRIARTIATEIGAQPHQVAAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLTYLRELEARRATILESV
REQGKLTEALEAEIRKAETKAVLEDLYLPYKPKRRTRAMIARENGLGPLTEAILGDRAAAPEALAEGYLSEAVPDVKAAL
AGARDILAEGLSENADLIGRLRSFLQDSALVTAKVVEGQEQAGAKFSDYFDHREPWATMPSHRALAIMRGSKEGVLTVDI
GPEPEEGLPRVQAMVAGALDVRGEGPGDRWLRDAAGWTWRTKLSLSMMLDLMGDLRTRAQDEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPKNDLRGAQATLATLIRKHGVDLIAIGNGTASRESERMVAELL
GDLPAPKPKKVIVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFSKRKDLLKVARLGPRAFEQCAGFLRITGGDEP
LDASAVHPEAYDVARRIVTACGRDLRAVMGDEARLGTLDPMAFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVKDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKE
GGAEAPPRDGARGSAGKGPGRGAGPKGPGKGAGKGSGKGPGNGPSRHASGPAGGKARDDAPGALGAALLDAMKRR
>TDX29589.1 hypothetical protein EV657_1088 [Rhodovulum visakhapatnamense]
MQDKPLESVELDLLAIIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKALGLVEEIQRKPFLLRRIFGAMPVALLRP
TAAGLALGETAAEDSPAEGAAETPAKPPVTAPARTAAAKAPTSKPAPPEAKAPAPEARAEPAPQPANVQQPADPAPVSAP
APQIAPPEQPTTVVAAPAPAPAPAADDLPLPMPRRAAPRNLRGYTEELGGSPAPVKTVPLRHNADPALMENLREALAVIG
IEMTFAGEALIADRMEHGASIGEALSQVVLFAFAHAVAEDAREGGQLQAMGLTDYAVDVIAEFERLRDAGEISGDRLEED
MRRLWTLVGDSPERLSLAQELLADPVGGLTPPALLPEDLRPAEDA
>TDX29590.1 hypothetical protein EV657_1089 [Rhodovulum visakhapatnamense]
MPHAAAPFTTYCPTYVVLERDALISADLIQAIESLGPCRVMHFSSIEQVTPALEGVGAVDAAFLEMRVDDALSSGLAAHL
AKHGARLVLTLGEDVERVMGEGWRLLLRPFTERMVHDALIETSVA
>TDX29591.1 uncharacterized protein YjbJ (UPF0337 family) [Rhodovulum visakhapatnamense]
MNTDIIQGKWKQIKGRAREAWGALTDDELERTEGDREQLVGLVQERYGKARQEAEREVDEFLSKFS
>TDX29592.1 putative PurR-regulated permease PerM [Rhodovulum visakhapatnamense]
MTDPTFRIDPASRTALIILAAVAGFAALKLAEDIFAPLCLALVAGIILSPLADSLERRLKLPRTPVAAALPMLGILAVGA
LAFALEPLVGRLVDQWPTIRWELRGVVNDFRGFVQNLGQVGDEVQRALGGGGGDETAAPSIPTLTDALFVAPRIGAQILI
FIAALFFFLLTRSEVYAWIASFAGRRLGRGAILTRIRTAERLVAVYFLTITLINAGLGIALAVALGVLGMPGAIAWGAGA
ALLNFVLYVGPATMVAALFLGGLIVFDGWASVLPAAIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWGPLG
GVIAIPVLVIVLAMLDIFDEPEPDMMPDPEPSESV
>TDX29593.1 phospholipase D1/2 [Rhodovulum visakhapatnamense]
MHGFTESSAARAAATGPVEELELLLTAAEAYPALERAFLEARHTISASFRIFDVSTRLRSPEARAVGEDWFDLLVHTLER
GVRVRLVLADFDPIGAADLHRLSWNARRKLIAACEIARAGSLEVVSALHSARAGIGARLVLWPGAHGKLRVVLAELNALS
EDARARFLEEAPGLARITRTRRDGRIVAVPGVPDLTPATHHQKMAVFDGRLLYVGGLDLNERRYDTPRHRRAPERTWHDV
HALVRGPVVSAAEDHLEGFLSIVAGQRPPGPAAPGFLRTLSRPARRAPFRFSPLPVVTEIERAHLSRIAAAEHLVYLETQ
FFRHLPLAQALARRAEARPELRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLGLLYDAFGPDRVLVLSPVQPRRIVD
ADGREALQDAPIIYVHSKVSIFDDRAAILSSANLNGRSMRWDTEAGIELTAAPHVEQIRTRVMGHWLSRDADGQVDPEAL
DPATAFEHWRVLADLNSRRRPERREGFLVHYDSDPARKLGLPVPGVPPEMV
>TDX29594.1 phospholipase D-like protein [Rhodovulum visakhapatnamense]
MEVTGIGGLLVLILDIWAIVSVLNSGVATGNKVLWILLILLLPLIGFIIWLIAGPRSAVIR
>TDX29595.1 PRC-barrel domain protein [Rhodovulum visakhapatnamense]
MKRILATTALATLVAMPALAQSQGGPISAPDVDVAGQSMSADTLIGKRIYVDTGTDEGVSMTDLTDAPDSWEDVGEIGDV
YIDGNGSVEAVIADIGGFLGVGEREVALDMQSLKFAPDADDEGEYFVVFQGDPSTLEGKDAYDRAAMDNDGDFLGMQTKQ
AKAEDSDMGTKAGAPLSDSERAELTAEDLQGQPVIGADGKKIGEIGELVLTDDGKIDRVIVDVGGFLGIGEKQVELAYGE
LDISHGEDGDLKVTTVQTEDTLKSLPEWTG
>TDX29596.1 hypothetical protein EV657_10815 [Rhodovulum visakhapatnamense]
MNVQGHNAFAQSIANYTRASGTAGVRSSDFAKAAEEASGPAAASPADAPRGPDAIADIFARYDMANISPREIDAMARDLR
DAGFEDHDFLLHLEIHGETFQSHLVDCLREAGMDVRDPDFTQPMDMFSTTRAQISYSRLAGQPTAWLESFLAKLETYQSP
VHADAARGAVAQSMVLGQAS
>TDX29597.1 threonine/homoserine efflux transporter RhtA [Rhodovulum visakhapatnamense]
MTQSTDRILPGILLMIGFTVTAPVMDSFAKLASAEIPVGQIAAARFGLQALILVPLAVALGQIVRPSAREAALHLVRAGL
ILCATTAFFAALQAMPLADAIAIFFVEPFILTLLGALFLGESVGWRRIVASAVGFSGAMLVIRPSFAAFGAVALLPLATA
FCFAAYMVLTRQIARRMPTVALQAWTAVAASFIVLPVLVLCDGSGIGPLDPVWPRGPYWVWLAGVGIAATVSHLLISGAL
RLAPTAVIAPLQYLEIVAAAALGYLIFDDLPDIEALAGIALIIGSGFYVFLRERRLSLTRPPPPAP
>TDX29598.1 thiamine pyrophosphokinase [Rhodovulum visakhapatnamense]
MPTQFVHHSDKITLLGGASVDPALLSRALVIAPALVAADGGADTALAAGRMPEAVIGDFDSISAAARAAIPDERQHPVAE
QDSTDFEKCLRHVAARLILGLGFLGDRFDHGLAAVNTLVRHPDRRCLLIGDDDLCFHCPPELALDLPPGSRFSLFPMAPV
RGTSRGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEGPGMAVILPVAALDAAVAALMGPEAAAASG
>TDX29599.1 hypothetical protein EV657_10818 [Rhodovulum visakhapatnamense]
MVGPTKTLTVSYGTFSCKLEGFEDSFGMMKAVTEYYRDLAAEDRYFGAEPPPPDAETLQRIAEREVRRRVEARVELDGVV
LRSGESPVAGAAQVSHAAPAPSKVLPPRADEPESVAAKLARIRAAVETAHATDAELAGPVFEDETDELAAPAQGPQRPFA
RPPDRPADPGRASSPLRQKAGPDSDTGVAARHSLRPDAPARAAATEDRPHTAAASGPELQRRPADRGPAANAASHPGPES
AETTAAPARPRQARARVLKLRRDDLTDAWPDTPERPLAPPADPDARLPEPDAADLQAELAALQADAAPARLADPRPGPHP
ASGDAVPARQAPAERSRSADLADHELALQRLLDETNTKLAGPEQKRRQASIGHLKAAVAATVAERRIGNRLRRDDDGQTR
PYRQVLAEVVRGDRETSADWDRGRLAPLILVTEQRIDEPKEIVRSETAAVGEHHGTLRLDTPVLPATEARLRAFAADLGA
HDPTDLAGLLEAGAAYLMRQDGVTYFTRPQVIELARSIAGDGFQREDMLRAFGTHLRDGRFRRLRRGQFVIDDATGDRED
RSANRIA
>TDX29600.1 uncharacterized protein DUF2842 [Rhodovulum visakhapatnamense]
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDSDAARNDETAGK
TGRRDG
>TDX29601.1 adenylosuccinate synthetase [Rhodovulum visakhapatnamense]
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTVYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIREKGVEITPETLMIAENTPLILPFHGELDRAREGQNTLAKIGTTGRGIGPCYEDKVGRRVIRVADLADAATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGKRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGAVNFVLGIVKAYTTRVGEGPFPTELHDEDGERLGTRGHEFGTVTGRKRRCGWFDAVLVRQTCA
TSGMTGIALTKLDVLDGFETLKVCVGYELDGTRLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFSD
>TDX29602.1 hypothetical protein EV657_10821 [Rhodovulum visakhapatnamense]
MAALLLRWLVAFLLLALTYNPTPWNYVRWAISGWDSQTPMVVLAGLLLFTGYAIYLRATLRSIGPFGMALVAALVGALLW
VLVDWNVIRLDDPGLNTWIGLLALSLVLGVGLGWSIIRRKLSGQADIDDVDD
>TDX29603.1 hypothetical protein EV657_10822 [Rhodovulum visakhapatnamense]
MSGFLLRWLVAFLLLAATYNPTPYNYITWAQANYATDKPLVIGIGVMLALALLIYLVAAVRTLGLLGIVLLLIILGLLGY
ILVGNGTLSMEMNSFNVWGGAVLLSLILGGAMSWRSPGKIKAANAKKARSTSKTAGKTASA
>TDX29604.1 preprotein translocase subunit SecG [Rhodovulum visakhapatnamense]
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAVCFISSSVALTIIAAENAAGTSVVD
RLGIPAPAAQDEAAPGEAPATEPGLLPPAPVAPSDTPVAPPRAD
>TDX29605.1 CTP synthase [Rhodovulum visakhapatnamense]
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARSTDSISSGRIYSNVLEKERRGDYLGKTIQVIPHVTNEIKDFIAAGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRIFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VRVKAEWIDAEIFEREDPGPWLEGFHAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELSDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKLGDDKGGTMRLGAYTAHLLKGSKVAEIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>TDX29606.1 23S rRNA (adenine2030-N6)-methyltransferase [Rhodovulum visakhapatnamense]
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAAEAVRTGEAAAGIGVMERRLPEAHPYRQ
RLAEVRERFGATAYPGSPLLAALSLRPGDALHLAELHPQERAALEAAMAPFGAHVLARDGFETAQALTPPTPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLALWYPILPAGAHAPMTAALRAAFPEALCHEVRFPPARDGHGLIGSGLFVVNP
PWGLDAEAATLGRLFSALSGTTG
>TDX29607.1 putative tellurite resistance protein B-like protein [Rhodovulum visakhapatnamense]
MFADFLNRLIGPDPDRLDDPDARLALAALLVRIARTDGDYAREEAARISRILAARYTLSPDQALELRSRAETLEAQAPDT
VRFTRAIKDAVPYEHREGVVEALWEVVLADGVRDDEEDGLLRLVASLLGVNDRDSALARQRAEAKHAD
>TDX29608.1 amino acid ABC transporter ATP-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MTEPTPPVLDIRDLRKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVRWRGTGPA
RHPADRHQVIRIRTNLSMVFQQFNLWSHMTILQNVMEAPVTVLGEDRHEVEGRARSLLDKVGIGDKCDAFPAQLSGGQQQ
RAAIARALAMQPRALLFDEPTSALDPELQQEVVRVIKVLAEEGRTMILVTHDMRLAADVSDHVVFLHQGLIEEQGPPQKV
FGAPSSTRLQQFLSATAA
>TDX29609.1 amino acid ABC transporter substrate-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MKKLILGTAALALSVGMALAQDVVRLGTEGAYPPYNFINDAGEVDGLERELGDELCKRAELTCTWVTNDWDSIIPNLVSG
NYDSIIAGMSITPEREEVVAFTQPYTPPSMSSYAALSDDVDLEGGVISAQTGTIQANHVVDTGATLLEYPTSDECIAAVR
NGEADAVLADKDVLVPVVNEGDMVFVGEDTPLGNGIGMAFRKSDPEMKDKFDAAIQSMKDDGTMNALIIKWMGEDSPRW
>TDX29610.1 amino acid ABC transporter membrane protein 1 (PAAT family) [Rhodovulum visakhapatnamense]
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAITAPAALLFGFGGAMAARSRIWPLRMVGRAYTAMVRGIP
DIVFFLFVPVAMDQGFEWLRHKVKCPDWTDPVRQGSDFVVCPAAKLPLSTSPQWAHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTPRQSFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRLYYFLGLLIFYLMLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>TDX29611.1 amino acid ABC transporter membrane protein 2 (PAAT family) [Rhodovulum visakhapatnamense]
MSCVQTFQDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARNSGAWVVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLIFTHITAETGWLTRAWAGALVVLFLNTAAYSGEIFYGALRSVPKGDIEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVYFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIIGLFGLINRRLNRHMPSENRPRLRIRPQVIR
>TDX29612.1 glutamate--putrescine ligase [Rhodovulum visakhapatnamense]
MSPWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDEQGRPFEGCPRHALAVVLDEYERRGWAPQVATELEFYLIDDSDEVLHPPRSPRSGKRRE
AGEILSLRTLDAFDAFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGLHTHFSVLDARGNNIFDDASPEGSGFLRQSVAGCLAAMPDMTLILAPHANSYDRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQGAIDAFEH
SPRMARIFRRGLIRNLTMTKRQEARRIAGLDEDAQMALYLDTV
>TDX29613.1 GMP synthase-like glutamine amidotransferase [Rhodovulum visakhapatnamense]
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGFTFHTWPVLDMQFPPSIHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAYSGGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEGQDYRLNAWHQDQVVEPPHDAETVGSAPGCAHAAL
IYGEHAYTVQPHPEFAPAFEKGLIEERGPGVVPDETLAEARARLDLPTDSAAMAARIARFFTERR
>TDX29614.1 L-glutamine synthetase [Rhodovulum visakhapatnamense]
MKDWRDQLPEAARAYLEGRRLDEVECIVADLAGVARGKAMPAGKFVTQTRFYLPNSIFQQTITGDWADIEGRAFTEPDMI
LTPDFSTASAAPWAADCSLQVIHDVFDQQGEMVPTAPRNVLKRIVKLYNDRGWMPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAGRQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HDCYATFMAKPIEDEPGSAMHIHHSVVDARTGLNIFSNADGSESPAFLHFIAGMQTHMPSVIALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVAEPEARRVENRLAGMDCNPYLGIAASLACGYLGLVEELLPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMREVLGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>TDX29615.1 gamma-glutamylputrescine oxidase [Rhodovulum visakhapatnamense]
MNLLFANDRRGAYPASWYAETTPPLPPFAPLDGDRRADVCIVGGGYTGLSAALHLARAGLDTVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALEAMLGDGPAAKLWHLAEAARGLVSDLIRDHAIACDFRPGIVYAEWSDRGTREAHAYAEKLRRDYDYD
LVEPLTRDQLHAIVAAPGYRGGVIDWGAGHLNPLAYALGLARAAAAAGATIHETTLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLDRRVAARVMPINNYMVATEPLGPRAASVLARDVAVADSKFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPMLQVFPQLSDVALTHAWGGTLAITRSRLPYLGTPAPGIYSASGFSGHGVAMATLAGRVLAEAVRGEAEAFETFAR
LPCPPFPGGAALRAPLLAMAMAWYALRDTVGL
>TDX29616.1 dTDP-4-amino-4,6-dideoxygalactose transaminase [Rhodovulum visakhapatnamense]
MTRSRTVYDAEPIPESARAEIDRLLRTGDLFRYTAAADAPVTLLERDFAALLGVPYALAVSSCSAALFLALKALDLPREA
RVLIPAFTFAAVPSAVIHADCVPVLTEVGADFRLDIEDFEARLDEDISAVLISHMRGHTSDMDAIAAACDARGIPLIEDA
AHSLGTLWHGRKIGTLGRIGCFSFQSYKLVNGGEGGMLITEDPDLLARAVIMSGAYEHNWKKHDGLAAAFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVARRVREGRANHDHVAALLNRSPWLSVPPPLPPETRAPDSIQFNLVGFETDDEARAFQDAAA
ALGVQVQVFGLSTDNARAFWNWGFLDDLPGGPRRDLPKTRAMLMRACDARLPAHLSRAELDRIAGALVAAAETVKTAEAR
AYGT
>TDX29617.1 23S rRNA (guanosine2251-2'-O)-methyltransferase [Rhodovulum visakhapatnamense]
MVGDPGIEPGVGLPGGVTVRCRTLQHVALSEALDTQAVGARQQENPLRRQRRGAMVAACRNRGDDVAKKPTWVIEKERGR
RAAAAETVWLFGMHAVRDALENPRRDKLRLVVTKNAADRLAPAIAAAGIEPELCDPRRFAAPLDPESVHQGAALEVRPLD
WGKLGDVCDPGTGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGALERQPYLRVPNLARA
MEELKELGYSLIGLDGEAPSTLAEGLAGIGAAPVGLVLGAEGPGLRELTRATCDRLVRIPAAGGFGSLNVSNAAAVALYA
AAVRP
>TDX29618.1 hypothetical protein EV657_10837 [Rhodovulum visakhapatnamense]
MLDEGVDIGGVLKNYDRTNYEVQRSYCHPEMVAEAEASVVQ
>TDX29619.1 copper chaperone [Rhodovulum visakhapatnamense]
MKFSVPDMTCGHCTAAIEKAIRQRDPSAEISCDLGTHTVETKTALPEAEIAAAIEDAGYSAATV
>TDX29620.1 hypothetical protein EV657_10839 [Rhodovulum visakhapatnamense]
MSWNPTQDPESGAAGCAALETLIIPRARDIGGFEVRRALPSPKRQMVGPFIFFDQMGPAEFLTAGGIDVRPHPHIGLGTV
TYLYRGEFEHRDSIGSHQMIYPGEVNWMVAGRGVTHSERTSAATRGTRHSLFGIQTWIALPEDREETAPSFEHHGKDALP
VIEAGGAEARLILGRAYGAESPVTLPSETFYLDVVLAPGARFPLPDDHEDRGIHVAEGSIEVAGDRFEAGRMMIFRPGDA
ISVMAGPQGARLMALGGATLNGPRYIWWNFVSSSKDRIAQARADWQAADWANGPFHLPPGDAAEFIPIPPELDRTRPRAW
K
>TDX29621.1 benzoate membrane transport protein [Rhodovulum visakhapatnamense]
MIFGLKISHLVAGFIAVLLGYTSSVAIIFQAIDVLGASQAQANSWMLALGLGMGASGLILSLRYRMPILTAWSTPGAALL
VISLDGVPMNEAIGAFVFCGLLLTLTGLTGWFEKLSHLIPDGIGNAMLAGILFQFGLGIFASTEDNLPLVAVMGAVYLAG
RRLFPRFAIPAVLLAGCLFCAVTGAFDSGAAVDLSLARPAFVMPALSLPVLIGVGLPLFIVTMASQNTPGIVTLKAAGYA
PPVSACVTVTGLTTLLLAPFGGYAFNLAAITAAICAGPEADEDPDTRYRAVVVAGLLYCLVGLMGAAVISLFLIAPKALV
VTVAGLALLNTIGTSLHAALAAPERREAALVTFMTTVSGIGFLGIGAPFWALLLGIGTGAVLAPRRSRAAAPDRRPA
>TDX29622.1 XRE family transcriptional regulator [Rhodovulum visakhapatnamense]
MTETKIRINLRAARARAGLSLAQAADLTGVSKAMLGQIERGESSPTIATLWKLARGFQLPLTALIEDLVQTTGTFTPATA
RPMRFEGSIAMRTIFPFDPVFGSETFLVTLDPGQVHLSAAHDTGVVEDIFVTEGQVEVLLDDIWKTCQAGDGLRFPADRA
HGYRNRADSPALFHNTLHYPGTALFGPPEDA
>TDX29623.1 hypothetical protein EV657_10842 [Rhodovulum visakhapatnamense]
MSNKTLDLLSKRRTQYALGKTLPIPADAVEELIKTAIRHAPSSFNSQSSRAVILFGAESEKAWSLIEAELRKIVPEDAFA
PTAAKMAGFAAGAGTVLFYEDQDTIRGLQEQFPLYADAFPGFANHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFGVPSSWKLIAQMPFGSHAGEIGPKTFIEDDSRFITLGK
>TDX29624.1 phosphatidylglycerol lysyltransferase [Rhodovulum visakhapatnamense]
MTERMTSRPDPAPRRKLARSGRLLLTAAFIGIAVWLLREATRQIEFSEITDGLQAVTRPQIALAVLGTLVSFVFIGALDL
LCLKEIAPGRVPGRVSVATGAAATAVSNLLGAAYVTGVGVRYRVYSVFGLGASQVAVLFAHNSLAYSLGALVLYGAVLAV
HPASIEGVLPLSPLLQTVIGLSLLALTALIWGAIRLRAGRPVRVFGRRIPMPGFGTAVALTGAVVFDLVASGLVLHVLYP
PDLSIGFLEFLAVFGIAISLGILSHSPGGLGVFEATILTATGAHGRADALAALILYRAVYTLLPFLAALVAAGVFELRTN
RAALARTAQRVGARLRPAVPAIAAGLAFAAGGGLLLSGLLGPLGPEIAVSPELRALAQLLAMGLGLVLLALAGALALRLR
RAPALTLAALAAGSMAVLAEGRPVEAALLLGLVAGPFWLLRRLL
>TDX29625.1 hypothetical protein EV657_10844 [Rhodovulum visakhapatnamense]
MPSLRKLIGQGGRIALFLLALYLVVLCGLLIGPTFTAVCLVVLAVVGGCVLYLRNPDRADHWKSALPRRTRRETAPAATP
VVPASATDLQDRPVQLPALRDPALDREDERPPRLTMLDTLGWETPAAMARDFAVLGLAGLGLAIVGYTLPAWPVLSWIAG
LLKVVGVLLVLFSSGVLYSFGRELFWRGRG
>TDX29626.1 methyl-accepting chemotaxis sensory transducer with Pas/Pac sensor [Rhodovulum visakhapatnamense]
MFGRSKRNSAAKDEADLAKAFFAVIDRTQATIQFRPDGTIITANANFLNALGYTEAEIAGRHHSMFVDPDHVKTPAYKAF
WDGLGNGQSFTDQFPRVRKNGSIIWIQATYAPCLDENGHTTRVIKIATDITERHDGIDEIAKGLERLQSGDLSHRVPGSS
LPDIAALADAYNSAVGQLSTTIATVKNVSSIVERTAQEVGQASSDLSRRTETQAATLEETAAAIDELTATVRSAASAIKD
VEQSADRAMATAESGGRVVSDAVEAMARIDGSSKKISQILTVMKDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRA
LAQRSGEASGEISVLVRESTENVKLGVGLVNNAGSELTRIIDAMSGMREHISQIATGASEQAITLNEINTGVGQLDTVTQ
QNAAMVEQATAASQGLASEARELAAQVSIFRTANDGYPAAGSVVPFRSSNAA
>TDX29627.1 hypothetical protein EV657_10846 [Rhodovulum visakhapatnamense]
MTDLTHLAVPGTEIAVRVTPRASRDRILAEEGQIRVYVTVVPEDGKANAAVTKLLAKALGVPKSRLDLVRGQTARDKLFR
VL
>TDX29628.1 nitroreductase [Rhodovulum visakhapatnamense]
MPDPRPEVLDFLLTRRSRPAKTLAEPGPTRDALIPILTAAARSPDHGKLEPWRFIVLEKPALTRLEALVRTRGAALGQPE
EAIAKAASAYAQSPLAVVVVSAPKPSSKVPEIEQIHSAGAVCLALLNAALASGWGANWLTGWPAHDRGFLAEGLGLAETE
TVAGIVHIGTETAAPPDRPRPDITAITEWVSE
>TDX29629.1 uncharacterized protein involved in cysteine biosynthesis [Rhodovulum visakhapatnamense]
MILTAFLKTLGQIGDRAFRRVLFLGVGLSVLLLAAIYAAIFFLIGWLVPDSFTLPWIGEVNWVDEILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPTLPPVAPIPVFDQIRDSLGFLGVVLAVNLVALVLYFFVGPFAPFLFWAVNGF
LLGREYFQMAAMRRLGRQGARELRSRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIAARPAAA
>TDX29630.1 L-lactate dehydrogenase (cytochrome) [Rhodovulum visakhapatnamense]
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNSSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
LTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTKKPFWFQLYVMRDQDYLANLIERARAANCSALVLTLDLQ
ILGQRHKDLKNGLSAPPKMTLPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTAGNFDPRLDWSQVKK
LKDDWGGKLILKGILDAEDARRALDVGADAIVVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGAKGTYIGRAFIYGLGAMGEAGVTRALEVIHKELDTTMALCGRKTIAGLDRDILLVPRDFEGDWV
>TDX29631.1 LSU ribosomal protein L25P [Rhodovulum visakhapatnamense]
MAGEIPDLNATVRTGTGKGAARQARRENLVPGIVYGGGAEPLPINLKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEEKSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNIGDI
VHISDIALPEGTTPTITGRDFVIANISAPSGLRSADNEEEAVEE
>TDX29632.1 hypothetical protein EV657_10851 [Rhodovulum visakhapatnamense]
MRDPVRVLFLWFPLHSLIVLMTVLGGVGDARAVPLAMDPQFEAAVTGDWGADPATLTDGVATARLQAGILCAAWARDMIG
QHWRRLDHEDGPGTWSADRQTLWFQLGWIDEFERRYLRPRIDAESQQALQAAWWPGGVSTPAGSSEAGQIHRLCLRLPGL
FGSIDPDAPPGDPAMLR
>TDX29633.1 heme-degrading monooxygenase HmoA [Rhodovulum visakhapatnamense]
MYLTMNRFKVKPGCEEAFEEVWKTRDSHLKTVPGFVGFHLLKGPDKETYRLYASHTFWESEAAFAAWMKSEAFRAAHKGA
KGPSDMYLEPPELEIFESVQALS
>TDX29634.1 peptidyl-tRNA hydrolase [Rhodovulum visakhapatnamense]
MRLFVGLGNPGAQYAGNRHNIGFMAVDRIAGDHHFSPWRAKFKGQTAEGRLGPEKVILLKPETYMNLSGDAVQAAVQFYK
LTPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYQRVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGLSDGAADLARGEGAKFLNAVALRVAPARNGPPAEAPAPAPKSAAPPPEPAEDPRSALQKLADRFR
>TDX29635.1 hypothetical protein EV657_10854 [Rhodovulum visakhapatnamense]
MDLRAACTDQAAACARLGSPFTAGLLRLAAERLRPGGAVADRLLGWKGALGAGGQSVPLRLAGALHGLVLSGAASGLAAL
YPPEDPDPDGLWAEIEAAFTTHEAQLMRWLDSPPQTNEVRRSAVLIAAGHWLTAATGLPLVLSEIGASAGLNLNWDRYAL
DLPEGSYGPADARLRLAPDWQGPVPPQATPRVIDRRGVDLNPIEGSTPEGALRLRAYLWPDQPDRRRLTDAALAEPPAPV
DREDALPWLARRLADPSPGALHMIFHTVAWQYLPEEAHAEGDRLIAEAGARATETAPLARVEMEADGGDGAALRITLWPG
GPPRAVGRADFHGRWVRWTAAETPDDREGRI
>TDX29636.1 hypothetical protein EV657_10855 [Rhodovulum visakhapatnamense]
MTDRKAPSLNVLGGRLDPCSAVPLTGFYRNGCCDTGPEDTGSHTACAVMTAEFLAYSKYVGNDLTTPRPEFGFPGLTPGD
CWCLCAARFLQAHDEGCAPRVKLTATHRAALEVVPLEVLTLHADEG
>TDX29637.1 tryptophan synthase beta chain [Rhodovulum visakhapatnamense]
MPDDILNSYKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTIIA
AIGGGSNAMGLFYPFLDDASVRIIGVEAGGHGVDEKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDIGRAEYVSVTDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPGLPADHLICMNMCGRGDKDIFAVAR
HLGFGMDEA
>TDX29638.1 hypothetical protein EV657_10857 [Rhodovulum visakhapatnamense]
MKGLLGLIAVLAVAGLALAFTKPTEADFEAALETQLLDRIDRAEPDMQSNPASAVLLATCKLGRTQCAELIRSMISLDYR
DKVLFAVADVSLGGREGGVCYGAATRIFCRETGNGAANGR
>TDX29639.1 phosphoribosylanthranilate isomerase [Rhodovulum visakhapatnamense]
MSDSIRVKICGLTSPAAIEAAARLGASYMGFVFFPRSPRHLEIEAACTLAMAVPPGLAKVALTVDADDAALEALLDRVPI
DMLQLHGQESPDRVAELRARFGLPVMKAVGVADEADLPALADHARVADQILVDAKPPKDAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPGNVAEAIALTGARQVDVSSGVESAPGVKDEALMGRFIAAAGGKEKT
>TDX29640.1 uncharacterized protein DUF1049 [Rhodovulum visakhapatnamense]
MRLIRYLFLVLLAICLVVVATANLDPVSVTLLPGELATYSGVQFTAEVPLYVVGFGGMLLGLLIGFFWEWLRESKHRTDA
SRRRREAARMQRELDRLQAEKRRNDGHDDVLALIEKGSSTR
>TDX29641.1 integration host factor subunit beta [Rhodovulum visakhapatnamense]
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEIISAMARGDRVELRGFGAFSVKQRDSRTGRNPRTGESVQVDEKCVPFF
KTGKLLRDRLNGK
>TDX29642.1 SSU ribosomal protein S1P [Rhodovulum visakhapatnamense]
MAQSTSMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGEAPEIAVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYAEDSRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIIGKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDSVERKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPIGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQDYRKGDMVRAVVTEVDTDKERISLSVKALEGDPFAEAVGGVKRGSIITVTVTAIEDGGIEVEYEGMKS
FIRRSDLSRDRSEQRPERFQVGDHVDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>TDX29643.1 hypothetical protein EV657_10862 [Rhodovulum visakhapatnamense]
MNILADWRACRIEPPIPIAIVIEQHGAWSVLFAAIAAIFDGRGRPGDARLGRLDNHLRRDIGLPPLPPRRSEPPRWM
>TDX29644.1 cytidylate kinase [Rhodovulum visakhapatnamense]
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLDPEALERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAMRAGGAVLDGRDIGTVICPEAAAKLFVTASDTVRAGRRFRELSDKGVETSLEDVLAEMRERDA
RDSARAAAPLRPAADAVILDTSRLTIDEAVAAAIETIRTRQPD
>TDX29645.1 hypothetical protein EV657_10864 [Rhodovulum visakhapatnamense]
MSVTGGCLCGAVRYRIDGPLSPVVACHCSQCRKASGHHVASASAPRDSIAVAGELRWFTSSARARRGFCPVCGSNLFWDG
QGPDMAIHAGSFDGDPGVRLVAHIFCADKGAYYEIAGGLPQAPAGRSGLPEDIA
>TDX29646.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum visakhapatnamense]
MSAHGDPIPMTARRSGPLRGEAVVPGDKSISHRALILGALAVGQTRISGLLEGQDVLDTAKAMRAFGAEVTHEAPGDWTV
QGVGVGGFAEPADVIDCGNSGTGVRLIMGTMATSPVTATFTGDASLRKRPMGRVTDPLALFGTRAFGRQGGRLPMTLIGA
ADPAPVRYVVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRIEEAPEGRAIVLTGQPELVAQTIA
VPRDPSSAAFPVAAALIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLVYENERDEGGEPVADLRARFSPAMTGIEVPPE
RAPSMIDEYPILAVVAAFASGPTMMRGIGELRVKESDRIAAMAAGLRACGAEVEEGEDWMIVHGLGAGGLPGGAACATHL
DHRIAMSFLCAGLAAQKPVSVDDAGPIATSFPIFEGLMTALGAEFDRGDA
>TDX29647.1 amidohydrolase family protein [Rhodovulum visakhapatnamense]
MSDIRITNCHIHTLTAAHAPLYYPAPPVAAIRAWPGLLHGLRHAARLQPWEGPHEAVLQLDHFRKTGCRESQRAVFLEAL
RHYPASARFVVLPMDLEYCGHGPVPVGLKAQHRELYELSRDPGLGHRVIPFATLHPDRPDAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRHRRWTPARADAVTDPAAHVPVLRAFPELRLCLAHFGGDADWLS
FLAEGLDPLDPEARRRNWVTKIADMIESGAYPNLYTDISYTVFKVPACMPLLTLFMESERLAARILFGSDFYMLRQEDLS
EKAVSIRLRAALGEARFRQIAETNPETWLGER
>TDX29648.1 tRNA (guanine-N(7)-)-methyltransferase [Rhodovulum visakhapatnamense]
MSDDTRKSPDQSSGPAEGAPARAWRNFYGRRHGKTLRQTQKGYLDSDLAALAPGPVGWDENPDRAPLDLQARFGGREVWL
EVGFGGGEHMVHQAATHPEAAIIGCEPFINGVAMLLGKIREAGVDNLAVHPGDARDLFDVLPEASISRAFLLYPDPWPKA
RHHRRRFVTPEFLAPLARVLKPGSTFRVATDIPDYVRQTLVEVPRAGFEWLAECPEDWRAPWDDWISTRYEQKALREGRA
PHYLTFRRR
>TDX29649.1 methionine adenosyltransferase [Rhodovulum visakhapatnamense]
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLSDKTRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLSVRYEHGRPVAVDSIVLSTQHASEDQTSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPEAEIEKAVGQVMDLTPRGIRQHLGLDRPIYARTSAYGHFGRMPEEDGGFSWERTDLAEALKKAF
>TDX29650.1 apolipoprotein N-acyltransferase [Rhodovulum visakhapatnamense]
MRAGPFRRVLARPAWVAFGLGVGLALGQAPWSLWPLALCALAALIWLVARAETPGRAARIAWAGGAGQFALALSWIVDPF
LVDIRQDGWMAPFALVLMAGGLALFWGAAGAFAGWAGRGPRARALAFVLALSAAELARGYVLTGFPWALPGHVWIGAPQM
QLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGFAVAAVAGLGLWGAARQAVPVPTEADPPQVRLIQPNAAQHLKWR
RDMIPVFWERQLAYTAEPGDPLPDLIVWPETAVPFWLETAGDGLETIAEAAGGVPVAAGIQRADGPLAYNSLAVIGAGGR
LLGLYDKHHLVPFGEYIPGAALLGRFGIRGLAANDVYGYAPGPGPRLLDLGARLGKALPLICYEAVFPQDLRGTARPRWL
LQITNDAWFGTSTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDGHGRVLASLPLGQQGQITAPLPPALAQTPYARTG
DWPVFLVLCLGLAAFVATRALK
>TDX29651.1 magnesium and cobalt transporter [Rhodovulum visakhapatnamense]
MGDETDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEEYEEGGDSVAANGVARPALTHGIGNLAKMRVEDVAIPKAE
IDAVPLDISMEDLVQVFRESGLTRLPVYDGTLDSPIGMIHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGALWTVEKPGIYLVQARAPLDAFEDEIGLRLLDAEE
EEEVDSLGGLIFMMVGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPAVTAAAAASA
>TDX29652.1 putative rRNA maturation factor [Rhodovulum visakhapatnamense]
MSIEILFEDDRWAAAGLAQLAESACRETLTHLEFDPEIHDISVLACDDARIAILNAEFRDKPAPTNVLSWPAEDLAAEED
GEAPLLPEPDFEGEPVELGDIAIAWETCAREAREQGKAFNDHVTHLMVHGCLHLLGYDHIRPRDAARMEGIEVEILAKLG
LADPYD
>TDX29653.1 phosphate starvation-inducible PhoH-like protein [Rhodovulum visakhapatnamense]
MGISALTPPPKVEDVHETFLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHILRRGNRLAIVGEGAARGQAAMVLQQLYARL
EGGKPLEAGDIDGALRLGDSADGTGARAGDQLEMFHGGRTEVHTRKKMVEPRTEAQKAYVKALFENELCFGIGPAGTGKT
YIAVAVAVNMFIGGHVDRIVLSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFM
RGRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKDIDNISFNYFTAKDVVR
HPLVARIIEAYDADDAKA
>TDX29654.1 tRNA-i(6)A37 thiotransferase enzyme MiaB [Rhodovulum visakhapatnamense]
MTSPTPPTRKLFIRTYGCQMNVYDSERMAEALGPSGYELTDSAEGADLILLNTCHIREKAAEKVYSELGRLRALKVENPD
LKIGVAGCVAQAEGEEILRRQPLVDLVVGPQSYHRLPELEARARGGAKALDTDFPEEDKFDRLGGRPKAPRGPSAFLTVQ
EGCDKFCAFCVVPYTRGAEASRPASQVLAEARDLAERGVREITLLGQNVNAYHGAGPGGDWGLARLIRELAAIDGIERLR
YTTSHPNDMSDDLIAAHGELPELMPYLHLPVQSGSDRMLKAMNRKHTAEDYLRLVERVRAARPDLLMSGDFIVGFPGETE
ADFEDTLALVRAVNYGQCYSFKYSPRPGTPAAERDQVDEDVKTDRLLRLQALLTDQQVAAQAAMVGRRVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIAEVAITGTAPNSLAGVLAG
>TDX29655.1 hypothetical protein EV657_10875 [Rhodovulum visakhapatnamense]
MAGQYAGLAEFLGRARGALGPRPVALIFVEDEIEVESTVDHLDALGFGTLVLFTPEGLDLSPGAAERVHRVTYDTLAEGA
LPRAVTAVIAKAPGVWLHYCYNAEYLFFPFCENRSIGEMLAFHAEERREAMLTYVVDLYAADLEQCPNGVSRDGAMLDRT
GYFARPRTDPATGRLLERQLDFFGGLRWRFEEHIPEDRRRIDRIGLFRARPGLRLLDGHLLNEPEMNTYACPWHNTLTAA
ICSFRAAKALRTNPGSRFEIAHFRWPMSDAFRWESQQLMDLGLMEPGQWF
>TDX29656.1 Fur family iron response transcriptional regulator [Rhodovulum visakhapatnamense]
MAQLNENPNNPDAIERGSRWLSKAGLRPTRQRVSLASLLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDEHRLSDAPAGELEIAKLPKAPEGAEISKIDVVIRLRRI
>TDX29657.1 3-hydroxydecanoyl-[acyl-carrier-protein] dehydratase [Rhodovulum visakhapatnamense]
MTDFPTSFDKDELLKCARGELFGPGNAQLPEPPMLMMDRITDISAEGGEHGKGHVVAEFDIRPDLWFFSCHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPERKLIRYFVDFTKAIQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>TDX29658.1 3-oxoacyl-[acyl-carrier-protein] synthase I [Rhodovulum visakhapatnamense]
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEASIDKRQLRFMGAGAAYNYLAME
QAIADAGLEPGEVSNPRTGLIMGSGGPSTANFFVAHSTVKDKGSPKRMGPFMVTRCMSSTNSACLATPFKIKGVNYSITS
ACSTSAHCIGNGTELIQMGKQDVVFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGVRSMKLALGTLPEGRRIDYINAHGTSTVAGDIVEVRGVREVFGE
DSMPPIGSTKSLTGHSLGATGVHEAIYSLIMMQKGFMAASANVTELDPEIRPGEIVTELREGIEIDSVLSNSFGFGGTNA
TLVMSKYHG
>TDX29659.1 enoyl-[acyl-carrier-protein] reductase [NADH] [Rhodovulum visakhapatnamense]
MPELMKGKRGLVMGVANDRSIAWGIAKAMADEGAELAFSHQGEAFGKRVEPLAESVGSNFLVDVDVTDDASLDAAFGRIA
EEWGSLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPNGGTILTLTYQGSNRVTPFYNVMG
VAKAALESAVRYLANDLGPEGIRVNAISPGPMKTLAGAAISGGRKTFRHTEMNAPLGRNATLDCIGGTAVYLASDYGACT
TGEIVTVDGGYHVLGMPRFENL
>TDX29660.1 peptidylprolyl isomerase [Rhodovulum visakhapatnamense]
MTQVQTGDKVRIHYTGTLADGSTFDSSEGRDPLEFTVGSGQIIPGLDAALPGMSEGDRKTVEVPCAEAYGAHNPDATQAI
PRAQVPDSVPLEIGTRLNVQTSEGEVLPVTVAEVTEETVVLDGNHPLAGKDLTFEIELVSIG
>TDX29661.1 hypothetical protein EV657_10881 [Rhodovulum visakhapatnamense]
MSQNHGKVWWTELMTHDVPGALKYYKAVCGWHFQPMPMGAGVYHVAHCGAQPVAGVMDMAMLPGMETAPADWFSYFAVDR
LDKALEDTRSRGGSVLREPFDVPGIGRIAIVLDPTGAAMGLITPAR
>TDX29662.1 2-haloacid dehalogenase [Rhodovulum visakhapatnamense]
MPITTCIFDAYGTLFDVAAAARRAASEPDHACLADSWPALATAWRARQLQYTWLRAITGAHADFGQVTGEALDWALEAQG
LAGDAGLRARLMALYRELDAYAEVPAMLEALKRAGKATAILSNGTPDMLADAVEAAGLGALLDDLLSVESVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAGAAAGYGFVSAWVNRANEPVDRLPWRPAHVLADLSGIPHLAEAIA
>TDX29663.1 pimeloyl-ACP methyl ester carboxylesterase [Rhodovulum visakhapatnamense]
MIRFAADDGRMLAYDECGTGTPLLCLAGLTRNMDDFEPVVDAFADRARVIRLDTRGRGGSDPDPDFMNYNLIREGRDALN
LLDHLGLPKAAILGTSRGGLIAMMLAAGHKDRLSGICLNDIGPLVEPRGLAHIMTYLGIPPDYSDYDDAARRLEIGMRDR
FPGVTRDQWRSYARRLWRQSEDGLALRYDPALRHAVMEQSATDALPDLWPLFDALAGLPLALIRGAHSDILSPETAAEMR
RRRPDMIFAEIPDRGHTPFLDEPDAVAAIAILLERISK
>TDX29664.1 threonine dehydratase [Rhodovulum visakhapatnamense]
MTIDLIDAAAARLAGKARLTPLLSSPFLDDLAGRRVLVKAECLQHTGSFKFRGGWSALSALSPEARARGVIAFSSGNHAQ
GVALAARMLGAPAVIVMPSDAPGPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDAQVIAGQGTCGLE
IAAQAAEAGIDTAEVLVPCGGGGLTSGVALALEARAPGLRVRPVEPEGFDDATRSLVAGRIETNTRRAGSLCDAIQTPSP
GDLTFPVMSRLCGPGIVVSEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPRDVAGEAVIAIASGGNVSAETFRMALD
RYGEAP
>TDX29665.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum visakhapatnamense]
MTTFTIATFNAQNLIGPDREYYRFEKYSSVEHAWKQDWLADQLTRMNPDIVGFQEIFEPEPLQQVIALADRRGEQSNAAG
QPGAEPGRKAIHRKQRYDSYGETALAFAPNIADSGPGERRPGVAILSRFGFADQPQSIQLLDPPVDVPFHHLGGGDAGSY
QIRRLTRPILKARIPVGDHVVTVFNAHLKSRLGEFVRPHGARFSPEIDLLDYDPAGRAMGALRSGLRRMSEAWVLRRLVL
DELALDRPVIVLGDLNDDDRSATHEIICGERPLPDYSWMRRPTPQGPDDRYTAAESEQIREAIDRVRLQAAAQLFMRKSL
RDMVYTASFAGVYQALDAILLSRHFDPDRADRIGEMIHFGAYNDHITDGAEPQSPAARIVSDHGQIMAHIRLR
>TDX29666.1 3-oxoadipate enol-lactonase [Rhodovulum visakhapatnamense]
MKIADLGDVALHYREDGDPDGPPVVFSNPLGCDLRVWDAVVELLPPGLRAIRYDMRGHGLSSCPPGPYAMGVLVRDAERL
LEFLGVRDCVFVGLSIGGMIAQGLAVKRLDLVRAMVLSNTAAKIGTAAIWQDRMAMVCAGGIEALAEGTMDRWFSRPFRQ
SPDCALWRNMLTRQPVEGYLGCCAAISGTDFYTPTASLTLPTLAIAGSEDGSTPPDLVRETAALIKGAHFHLIRGAGHLP
CVEKPGDYADVLTAFLKEIGHVAD
>TDX29667.1 pimeloyl-ACP methyl ester carboxylesterase [Rhodovulum visakhapatnamense]
MTAFLLIHGSCHGAWCWRDVLPALRNAGAEARAIDLPSHGDDPTPLADVTLDLYADAILDAIDEPVILVGHSMAGFPISA
AAEKAPEKIRSLVYVCAYVPVTGLSLVDMRRAGPRQPLLDAIVKSEDGVSFSFDPEKVRDKLFHDCPHEAVAYAKARLGP
QPILPQATPIALSERYRSVPKRYIRCLQDRTIPPDYQATMTADWPADRIDALNCSHSPFLAQPEALAALLLRAAG
>TDX29668.1 3-keto-5-aminohexanoate cleavage enzyme [Rhodovulum visakhapatnamense]
MPPFCPDMASLAVGSNNCPTRVYGNPPDLVDWLASEMQKSDVKPEIEAFDLSHIFQAVKMSRDSRLKAPLYVQFVTGVRN
AMPADRPSFEFYVETLKRIAPDAEWCGAGIGRHQIEINEWFIAPDGHTRTGLEDNVRLDNDRLAPSNAAPVRRAAELCAR
HGRPVASPVEARAILGLPPVPAKGV
>TDX29669.1 DHA1 family tetracycline resistance protein-like MFS transporter [Rhodovulum visakhapatnamense]
MPQPPNRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTDLGQAAVWGGVLSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAALATLNLIFGALVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFLAFIAIGLIGNGTAVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGGPFLLAAGVMIVCATVFAAR
RGAPRTAGA
>TDX29670.1 RND family efflux transporter MFP subunit [Rhodovulum visakhapatnamense]
MGALLLAAAPAGADQPLPVEIIRVGAESAETTYTLTGTIEAVDDYPASFRDGGRIVEVAVEAGDELDRNDVIAQVDPTEA
NARLRAATAALQAAEAALVQARQARDRATRLLDEGNTTQSDLDAAVQAYLSARSDRNGARARRAVAARAAEDTVLRAIEP
AIVTHRSAEPGQVMAAGQTVVTLANRGPREAVFQVPDIPELGAFLGSHVRLSPLEGGPGPGTSAPVSELAPVVGGNGTVE
TKVRINGTAAQLFSIGQPVVGVVTLARQTAITVPWTALTATADGPAVWTVDPADSRVRLAPVEIGAYTDGGIRIAAGLAE
GEAVVGAGSQYLFPGREVRPLEGSE
>TDX29671.1 multidrug efflux system membrane fusion protein [Rhodovulum visakhapatnamense]
MIRLLVLALATLPAAAHSASPACGDIPATGRPVVSETVSSDPTRKRAFAGVVAATHSTDLAFQTIGRVARIEVDPGDRVA
GGDVLATLDRVSLQEDVASARAALSAALAEAAFARQSFERVNTLAERGIAPRAQLEEAEATRDATQAQAEAAQADLARAR
DALGHGTLVAPNDGIVLSTEVEEGTVVAAGTPILTLADLKGREAVIDVPTEFLQVLPRDAQFEVVVHAEFANPRKARLRL
VEPVIGDNIRTRRLRLTITEGDSDFRIGSLVSATLAQLDLPVMTLPATALTGSETDPAVWRVLPPDRRVERVAVRIGRQL
ADRIEITEGLSVGDEIVIRGAACLRDGLAVGPRVAP
>TDX29672.1 multidrug efflux pump subunit AcrB [Rhodovulum visakhapatnamense]
MSLRPRFNLSDWALGHRSLVWFLMLVSLVAGTLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEI
DALKFTRSVTYPGRSVVYVELRDSTRAEEVDATWLRVRNMMSDIRADFPSEFAGFSFNDDFGDVFGSIYAFVADGFTPRE
LEDRVEDVRSEILRLDQTGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLDTLARENAIVPSGTIRTTGERILIRVTGQ
YASAEDLAATPLRTGDVFYSLADVADVTPGYADPPAELFRYNGHEGIALLVGMREGGNILKFGAELEAVMDGVAQRLPVG
IEVHKVADQPRVVEESVGHFTKALAEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIA
LGLLVDDAMIAIETMISRLEIGENLTKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSW
IVAVLFAPILGVTFLPRKLRHAHRAAGRVRRAFRSVLLKAMRFRWTTILLTSALFAASVAGLGHVEKQFFPTSERPEIIV
EVTLRQNGAFAATDAAMADFEAWLGQQDEASYSTAYVGRGVPRFVLTLDQPTASENIGQLMVMTPGLEARDRLRAKIAAY
DRAHPEADFYTRLIELGPPVGKPVQYRLSGPDIEPLRDRARDLAALLDADPRLTSISLNWSEPARVVRVILDQARLRQLG
LTQSDVAQTLYGLFEGAGVTELRDGRKLVDVLARGVAADRSTIAALETLQFGNAAGDPIPLLSIARLEWTTEQPEIHQRD
RVPTITVGAAIRADEQPATIVADLTPRIAAFAKDLPPEYRVALGGSEESSAESQAPILDVVPVMVLSILTLVMIQMQSFR
LLFVVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNAVILIHEVDVLIRAGQSPWEAVYGASDSRARPILL
TAAAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRVRPPAPAASAPKAGTGN
>TDX29673.1 succinyl-CoA:acetate CoA-transferase [Rhodovulum visakhapatnamense]
MTIAQPIASRIGDPTLRNRVMSAEDAAALVAPGSTIGMSGFTGSGYPKSVPLALAARIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEVSGITSDGQLIPSSSIGNN
KTWLDQAEKVILEVNHWQSEALRGMHDIYYGTALPPHRRPIPLSSPNDRIGQPYFRCDPKKIVAIVETDAPDRNAPFKAP
DEVAQSIAGHLLDFFLHEVSKGRLPPQLLPLQSGVGNVANAVLTGLMNSPFENMTAYTEVIQDGMLELLDAGKLRSASAT
SLSLSPTAAEWFNDHAYRFRDKLILRPQEISNHPEIVRRLGCIAMNGLIEADIYGAVNSTHVMGSRIQNGIGGSGDFARN
AYVSVFMTPSTAKNGKISAIVPKVAHVDHIAQDVQILVTEQGLADLRGLAPKQRAALIIENCAHPDFRPALRDYYKRAME
GSYGKHAPHLLDEALSWHLRFVKTGSMQAE
>TDX29674.1 serine protease Do [Rhodovulum visakhapatnamense]
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPEGGYVDLVARVAPAVVTIEVEKTAPQAQLQTFQFPDGFPM
EEFARRFGLPMPGYPQGPRGEAPRLKGVGTGFIVSQDGKVVTNAHVVDGADSVTVTLADGRSFDGKVLGADTASDIALVS
IDGQNLPHVDFGSSDALKVGQPVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGEVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPHGTMIVDVAADSPAAKA
GLKKGDIVLAVDGQEVTGPRDLTRFIATDAPGTDVSLNVLRAGKSMDVSVTLGNRADRPA
>TDX29675.1 two-component system OmpR family response regulator [Rhodovulum visakhapatnamense]
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRTVSRAGRRIDLLPREFALLE
HLLRHKGRVQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDKELIATVRGAGYRIGD
>TDX29676.1 signal transduction histidine kinase [Rhodovulum visakhapatnamense]
MGARAASLTHLLRSTPVRQALALVAVVALANLLSLGGAYLTLRADLARSIRADLDAELASFDLSATPAALSAIVRARARA
ADPAKTITVFLAADGRQVGNARATLEGSDIHLGPGDQPLGAAGYLHEARPLAGGLLIVAESLAPIAELRRTFLSLLAFSL
GPTVLISLGVGVLIARRTARRVDGIEATLNRLSAGDLSARLPPDQAPADDLSRIGAGVNRLAARQQAATEALRQVTADIA
HDLRTPLQRISVLLQDLRARLPDEGDPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARFQPFDLGLTVRQVVELYQ
PSVEDAGHRLSLSSPETGPTIRGEPSLIAQALANLVENALRHTPEGRRIDIAVSADPPALSVADDGPGVPDGERDKVLRR
LYRLERSRTTPGHGLGLSLVAAIAGLHGARLTLEDNGPGLRVRLAFPQAEGNLTGSSDPTR
>TDX29677.1 short-chain fatty acids transporter [Rhodovulum visakhapatnamense]
MLSVVARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGLLNRLADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGIIGTSETIFAAFNLIIVAALFIAVPLVNWLMLPKPGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>TDX29678.1 uncharacterized membrane protein YebE (DUF533 family) [Rhodovulum visakhapatnamense]
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAQERDSAGQDFRLAVLRAMILAAKSDGHIDGAEHGRIRDRIEALGLGAEEKA
TLFDSFAAPADPAEAARPARTDAQRAELYLASALAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQVGA
>TDX29679.1 NADPH-dependent ferric siderophore reductase [Rhodovulum visakhapatnamense]
MHRTRGRVAERAGDAMAALRACASEWNLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRAAQDNLTEVLAG
GGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTARVDWPD
GADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILRILRLS
ENEVRAWVTASPEDLSALNADPRVKRVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVAYWR
>TDX29680.1 glutamate--cysteine ligase [Rhodovulum visakhapatnamense]
MSIPQSGGGPIESHAQLTEYLAAGCKPKADWRIGTEHEKFGYCKDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFAFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLAAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSVETGKTPADELLEHYHGDWNGDLSRIYADFSY
>TDX29681.1 hypothetical protein EV657_108101 [Rhodovulum visakhapatnamense]
MSFLRPEAVAALRRRREVIAAGAVALAGLWIFGLGGYLLQALGLLTGALGAGLGFVAIRRNRFRIPGNGPGIVQVDEGQI
TYLAPRGGGFVALSEITRIEMVFDETGARGWRLSQTRFPEVTIPASASGADALFDVFMALPCANPRAILSALDRSPADGP
VTVWSRIVRPALT
>TDX29682.1 16S rRNA (uracil1498-N3)-methyltransferase [Rhodovulum visakhapatnamense]
MAPMNDLRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEAKKRAGVLICRENTRP
LQLPPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTYVPEVADLQKLSDL
LDAWPEGRRLMFCDEALVGAGQALGAAPKAPWAILIGPEGGFSDGERARLRALPFAHPVRLGPRVLRADTAAVAALTVWQ
QALGDWG
>TDX29683.1 4-hydroxybenzoate polyprenyltransferase [Rhodovulum visakhapatnamense]
MSDTAETPEGHNARDRAVDGQVADAVKGNWVDRLAPVWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWIDLW
IVLGCGIGAFLMRGAGCTWNDITDRNIDGEVARTRSRPIPSGQVTVAQAVFWMVIQSLAAFFILITFNWATIAMGVGSLA
LVAIYPFAKRFTWWPQVFLGLAFNWGAMLAWVAHTGSLSLAPVLLYLAGIAWTIFYDTIYAHQDKEDDALIGVKSTARLF
AENTPVRLQQFLLGATALMVLAVLLALLHPAGGTAAFMGLIGTAGFALHMSWQLRRLDTENTDRCLSLFRSNRDAGLIPV
LCFGLAILA
>TDX29684.1 OOP family OmpA-OmpF porin [Rhodovulum visakhapatnamense]
MRHLLSKLIAPAVFALAAAVCLGAALLAVNWIESHTRQSVRAALTDRGIPWANVRADGMLMHLSGTAPDEAARFHALAAA
GSVVDSTNLIDDIEVAAPTPLDGPRFSVELLRNDTGISVIGLIPRKSRTEDLAAELARIAGRLPVTDMMDSADDAAPRGW
DAALDFGLIALDRLKRSKISITANRVAVTAISDSPQDKARLERELRAAAPKGLDLALDISAPRPTIAPFTLRFLMDEAGA
RFDACAADTEGAAALILAAAREAGAPDDATCTLGLGAPSADWGTAAAGGIAALAELGGGSLTFSDTDVTLVAAAGTQNAL
FDRASAALKADLPEAFTLHTVLPAPVKTDGAAPGPAEFVATLSPEGLVQMRGRVTDQMVRDATESYARSRFGGEHVHSAL
RLDPALPEGWPMRVLAGLEALSQLRNGSAVVQPDFVQINGLTEDETARARVAQILSDRLGDAQNFGLQITYRKPPETPGA
ALADPAACVEQIGAVLAENKITFDPGSATIDGASLRVVDEIADILRGCPRARMEIAGYTDSQGRDEMNLRLSQARANAVV
DALMARRILVGNLTAKGYGEDNPVAGNDTEEGREANRRIEFHLIEDADPDAPQAEDTEAQATDTGDETTSEAEGEAEGED
ETGTEPQDDIGAETGPETGVDDTARDAEDPADAGEEDQIDGQD
>TDX29685.1 hypothetical protein EV657_108105 [Rhodovulum visakhapatnamense]
MDRTEFILVTSVMLFVAFALGWVACWLVQRLGRTTTADMGELDRMAHALHEAEEARDQAVGYLNQREAELTNQLNQTEAE
LNAAMDGLQHARQEAEELRAYIERINAR
>TDX29686.1 hypothetical protein EV657_108106 [Rhodovulum visakhapatnamense]
MILGIDTDLFAAALAVALLAGFVKGAVGFAMPMIMISGLSSFLPADLALAGLVLSTLLTNIAQAFRQGAAAAWGSVRRYR
LLIGCVVLAIALSAPLVAILPDRVMYLLIGLPIAAFTVSQLAGRQLILPARHRARAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMVRVQGVVFLIGAVMLLLAHLGSGVLNGHSLPFSAALVLPAALGMWAGVRLQDRLDPGRFRRATLVVLA
VAGLNLIRKGLMG
>TDX29687.1 (2S)-methylsuccinyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MPHDGQDRPAEQALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYAQALRQMQA
WAGRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFYSDAVTALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLKDQLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDDQKAHWLPRIASGEILPTAVFTEPNTGSDLGALRTRAVKAGDSYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDTPFPTPGMTGGEIEVLGYRGMKEYELGFDKFAVP
AENLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>TDX29688.1 diphosphomevalonate decarboxylase [Rhodovulum visakhapatnamense]
MTDRARAIFDSILPARLPGPVPFSAAAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVAPARDGTDAVWLNGA
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLADDTLSMLARFGSGSAT
RSLWHGFARWERGTREDGTDSFARPLPEVWPEFRIAIVRVDTGPKSQSSRDGMGHTVATSPLFAGWPAQAEADCAAIEAA
IEARDFIRLGELTEANALGMHATMIAARPALAYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEGSTSRIAEL
FPDAAIVEPFGAAAKFPGQPRP
>TDX29689.1 mevalonate kinase [Rhodovulum visakhapatnamense]
MKVSAPGSIMITGEHAVVYGHAAIVAAVEQRITIEVTPLAERQLQILSDIAPPATVPLDPIVVEGPYRFVLAAAARFAGR
LPGGARLEIASEIDPTLGLGSSAAVTVAALGAFARLSGAPTEGLHTDALAVVRRIQGRGSGADLAASLKGGMNAYRLGAG
MLTGAPPEAARAQIDRLPMPPALSLRHAGYKTPTAEVLARVAAAMEGREAEFAALYDRMGDCAAATIAAATRRDWAGFGA
ALSVYQGLMAELGVCDDTMGRIIAEAKTTPGLLGAKITGSGLGDCVLALGARPEGFTPVAVAEEGLRIDD
>TDX29690.1 mevalonate kinase [Rhodovulum visakhapatnamense]
MSVATAPQGTAETLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFAQVSQGAFYPLSA
LSHFKQSLDRRFESFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPVGAGMGSSASII
AATMVLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAIRVQGDSRFAPAIPPGHGLWHGEGWYWVLHGK
PASSTGECVAAVREAHGTDQALWQGFEACTDAFQTALETDSSPVASLRENHRLLTHIGVVPEAAARFVDEVELAGGAAKI
CGAGSVRGESGGVILVHLPDAPGMDRLMAAHPDLRWAPLHVAPTGAAFGPPQ
>TDX29691.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MIESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSESLMAIPLYVLMAAILEKSGI
IEALYEAMETWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSV
VTIVYAITAQMSIGQMFAAGIVPGLILAACYSAYILIRTAINPALAPKPSDVATLPLGVKLAKLKSLILPAVVVSGVLGS
IYAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLET
SRWVVLGAMVLVLVFLGLFLDEIGIILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLG
IGQVYRGIVPFFLIQLAVLLLFVVFPGIVTWLPETLLPSLK
>TDX29692.1 TRAP-type mannitol/chloroaromatic compound transport system permease small subunit [Rhodovulum visakhapatnamense]
MTTLARLITALNRGLFGIAKWLVYAIVLLMLWEVVSRYFLAHPTSWAPELATLIFGPFFLLGGPYLLHLGGHVAVDLLSA
RATGGLAVLLHLAGLALAAAFGLILLWFSLPLVAQSISYGETSYSAWNPVVWPAKAFLPLCAGLLILQAAADAVFAIKGA
DAA
>TDX29693.1 TRAP-type mannitol/chloroaromatic compound transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTQTTRRKILHLGGAAALAAPAILSTGAARAQGVTKWRMQALWGGGTTPMRYEEDFCARVAELTGGTFEITPFSGGQIVP
SAQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLDLVRESYAPAGLTYVAPTVYGEEP
IHSRVAIRKIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEAAPFLILPGV
HQPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVAEARGRAVEFWA
EAATDDLSRRMMDSQVALMKDLRLL
>TDX29694.1 3-hydroxy-3-methylglutaryl-coenzyme A reductase [Rhodovulum visakhapatnamense]
MTDSPTASQSGVRSRIEGLRDSEPADRRAAVAAAAGLDGAAMEALSDATALPLSVANGMIENVIGTFELPLGVATNFVVN
GREYLVPMAVEEPSVVAAASYMAKLARAGGGFTVSSTAPIMRAQIQIVGLGDPFGARAALLAHRDELIALANTRDSVLVG
LGGGCKDIEIEVFATSPIGPMVVMHLLVDVRDSMGANAVNSMAELLAPRVEAISGGQVRLRILSNLADRRVVTASVRVPF
EALGTKAHDGAEVARRIVEACALALIDPYRAATHNKGIMNGIDPVVVATGNDWRAIEAGAHAYAARSGRYTSLTTWEIAA
DGALVGTLEMPMALGIVGGATRTHPAAQAALRLMRIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMTLHARNIAI
TAGATGGDIDRVAKAIVAAGDVSVAHAKKVLEGA
>TDX29695.1 hypothetical protein EV657_108115 [Rhodovulum visakhapatnamense]
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMTTAQVGALTTMAIRGIGSVQASGLTTAQMAKFSTAQLKQLS
SLAIRGLSTDNIVALTTAQAAELSSRQVSALSSSQVAAMETADLVKLSTIAVKGFGKTQVAGLTTGQVAALTTAQTAVLS
SLTLSGLSSTQVAALTTAQIGALTSIAIKGLTSTQTAGLTTAQVAKLSTAQIKALGVSAMKGLSTANIVALSTAQAAEIS
SKQVAALSSTQVAAMETADLVKLSTVAVKGLGRTQVAGLTTGQVAALTTGQAAVLSSVSLSGLSSTQMAAMTTAQIGALT
SISIKGLTATQTEGLTTAQLAKLSTAQIKALGSSAMAGLSTANIVAISTAQAAELSSVQLKALSSTQMAAMETADLVKLS
TAAFRGLASDQIDGLSTAQVAAITTAQAAVMSSTMLGSLSSTQLAAVTTAQIGAMSSIAIKGLTSTQTEGLTTAQLAKLS
TAQIKALSGSAMSGLSTANIVAISTAQAAELSSAQIRSLSSTQMAAMETADLVKLTTLAVKALGEDQVEGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALTSRSIKGLGATQTEGLTTAQLAKLSTDQIKGLGASAMSGLSTANIVAIS
TAQAAELSSVQLRALSSTQMAAMETADLVKLSTAAIRGLAADQIDGLSTAQVAAITTAQTAVLSSSMLGELSSSQMAAMT
TAQIGALGTLALKGLGATQTEGLTTAQMAKLSTDQIKVLGSSAISGLSTANIVAISTAQAAELSSTQVSALSSAQVAAME
TADLVKLDTSAMRGLGVDQVAGLTTAQVAALTTAQAAVLTDITLSGLSSTQMGAMTTAQIGALTSRSLRGLTATQTEGLT
TAQMAKLSTDQIKALGSSAMSGLGTASIVALTTAQAAELSSVQIAALGSAQMAAMETADLVKLDTSAIRGFGADQVSGLT
TAQVAAITTAQTAVLSSSMMGELSSTQMAAMTTAQIGALGTLALKGLGATQTEGLTTAQLAKLSTDQIKVLGSSAISGLS
TANVVAISTAQAAELSSTQVAAFSSTQIAAMETADLVKLDTSAIKGLSSTGIAGLTSAQAAALTTGQITALSTLQIGNIS
TSSIVGMGTAAIQAFTTNQMGGFNSQQIAALTTAQVAALQTQDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>TDX29696.1 putative O-linked N-acetylglucosamine transferase (SPINDLY family) [Rhodovulum visakhapatnamense]
MTDMSQTVFLPSGGPTPPAGFLSRTGRTDPDPVPDLDALTRMTAACADAAAVVDLASRAPQSAAAIYRIWLDRNGARPDA
WAAWFNLSVLLNVAGDLAGTYDAAVQALRMKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLE
LDKSLGASAEELRASLLIEPHQPDVIQHLVHTRQKMAAWPPAELAVPGLGTAEAELWCGPLATLALHDDPEMQRRVAADW
IARNVPDPGERLAPPDGYRHDRIRLGYLSSDFCRHAMSYLIAELLERHDRSRFEVTGYCVSPEDGSDVRARILAALDHHV
PVGTMTDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPVPELDWLLCDAITVPEEETARYSP
APLRIEGCYQANDGHQPDLPAVSRASEGLPEDRFVFVCVSHHYKITEPVFAAWCRIAAAAPETLFWLIEDTPESVAALSA
RWQASGLAPDRLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTMAGRTFSARMGTSLLTAVGLTDC
IATGPEDYVSRAVAMATDPARRPALRGPALAARWTETLGDCADFARRFETALVSVVKRP
>TDX29697.1 hypothetical protein EV657_108117 [Rhodovulum visakhapatnamense]
MCVIMVWKRNALFAGSYDAAGTLAILCALPLARGSFPDRDLPHRRSAIVPFGPVSFRRNLSASEGVCTLCERTRRMAFHS
GAFIDLPDDPSREIGRDDAVQGRFTTETRAVSKRRAKSAQSPRVSVQRAARAGPRNAGRRAGSVAIATARDT
>TDX29698.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MQSTSQTSRTKSFGSSVFVRIAGVIALTTIIVAVLLTALSVRSTLQLVDKSVDRLMTEMTKGSAETLGGHIAFRNGAQIE
SELAKYVAGAGEELVRVQVSAADGSILAEAGGSATDQAGLQRQIDRAVESGTTAYSDDGLTIVEPVRYGKSGRVVGVVAA
VWSQEAMIGHFLADTGPAMALIAVLFVLLVVGTTILLRRMIGRPLDVVSEAMALVADGALDRQVPDTQRKDEIGVIARSL
ESLRGKLLDAKHAEAEREVDVADQKQAVELLGRGLTALASGDLTFLIEREFAGSRDKLRVDYNATVQTLNALMGAVVENA
TEISTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGHAEQSGLVVKEAIGAMSEI
KKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISSSSDQVESGVAL
VNRTGEALTDIVERVGNIAVLIGDIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAATTLKQESQALQSQVAR
FRLRSGAVVASAIRPEPRGEIPSFDVKDAPAARESRKRAANEGGWQDF
>TDX29699.1 hypothetical protein EV657_108119 [Rhodovulum visakhapatnamense]
MSIFRTAVLALLVLGHGGAALAGDFDDQMKAFYQASILPWARSPQILDAVAAQNLRTADLTQDDIDRLDKQWVSEIGTGS
AQLIDSVTRSPVSDMLRAQLMAMKGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQETYGVGPEAMNFGEVEFDDSFL
KYQGQISFTLVDPETGTSIGAMTVAVDAEEFL
>TDX29700.1 L,D-transpeptidase-like protein [Rhodovulum visakhapatnamense]
MDIVISSAGDGWEARFGDHRWRCAVGRGGIGEKRGEGDHISPEGCWPIRRILYRPDRVAAPPAPHLHCIAIAPGDGWCDA
PDHPEYNRPVRLPFPESHETLWREDALYDIVGVLGFNDDPVVAGAGSAIFIHVASPGYGPTEGCAALARDDLLELLSRID
GDTRLCFRKAD
>TDX29701.1 hypothetical protein EV657_108121 [Rhodovulum visakhapatnamense]
MAGSLEKMVASHPQAEAAETERARDLDTIQSGGVFAGRTPELPT
>TDX29702.1 hypothetical protein EV657_108124 [Rhodovulum visakhapatnamense]
MLSRAEQAFYFWLARDWARDAGAIVDLGCFAGGSTARLAEGRRQAGHCRPVLACDRFTAPPEVRAQVLYAADIAPFEGTD
LLALVRRLLARRPVTLVPDEIRSAVRPGGPIEILTIDAVKAIDTADAIAGTFFPALLPGGAVVVQQDRFHWRQPWIAVQM
EALAGCFAPLTAGPGTTAAFLCLRPPTPNDLARAACHGTRDAELACGLTAARARFARFRCENASTGPTRHWQPIRASASP
GACGAPTRPGNCRSDTKRAAPKGGPGSRSGETDHLMILETTPAPTVRPPSRMAKRSFSSIAIGAISSTVNFRLSPGITIS
VPSGS
>TDX29703.1 translation elongation factor 1A (EF-1A/EF-Tu) [Rhodovulum visakhapatnamense]
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFKAYDQIDAAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFLNKVDQVDDEELLELVEMEVRELLSSYDFPG
DDIPIVAGSALAAMEGRDPEIGETKIKELMAAVDAYIPTPDRPIDQPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVQLPEGTEMVMPGDNLKFTVELIAPIAMEEKLRFAIREGGRTVGAGVVSKIIK
>TDX29704.1 hypothetical protein EV657_108126 [Rhodovulum visakhapatnamense]
MSRPFTTLRSVLLVAALALLAACGAKDDLDEPPVPLGDFRLGYAIVVAKNAKDIPPSRQATAEEWETVLKEELERRFGRY
DGDKIYHLGIAVDGYALAVPGVPVVLAPKSMLVLSANLWDDAAGKKLNAESEQLSVGEGLNGATLIGTGLTRTKDEQMRA
LARNAAKRIERWLVEHREDWLNYDPDAAVTDVALAGVAAGSAADPLAAAAPASAGEIVTRPLDTAAEPLSSGPAAAPSPA
N
>TDX29705.1 DNA topoisomerase IV subunit A [Rhodovulum visakhapatnamense]
MSDATDTPKMDAVSEPLRRAIGDRYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLSATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
VVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKSPEAHDDTLLQFVPGPDFPTGGVIVEPRDSIAQAYRT
GRGSFRLRAQWAVEDLGRGQWQIVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNIDPEVL
MGTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRRAVLIRRSEHRLDKIDHRLEVLEGLLIAFLNLDRVID
IIRYDDEPKAALMAEDWARPRAKAMSDRDYVSPLPADGPGTLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
RDLLDHEDLQWKRIADELREVRKNFGAKAPGGARRTRFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFVIPAETTDKLILFGANGRFYTLPVAQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFVVGADEVLAQTRAGKQALNVKAPVVARVCVAVSGDHVACVGQNRKVLVFPLEELPEMTRGKGVRLQKYKDGGLVDATT
FTLADGLSWRDPAGRTRTEADLSEWLGKRAGSGRMAPRGFPRDNRFT
>TDX29706.1 hypothetical protein EV657_108128 [Rhodovulum visakhapatnamense]
MKLFAPIALGTALVLAALPDPALAQNQSMSAGTQAGSHGTLRATPGSGPRVSVGTGFAIIDMGTESRSFCCDGCSSDPGG
PGGVSCSGCTEVGPVSCSGTLVTCADDLSGCPVE
>TDX29707.1 short-subunit dehydrogenase [Rhodovulum visakhapatnamense]
MARSVLITGCSSGIGHDAAHALAARGWRVFATCRKDADCARLRGEGLESFPLDYASEESIAAAVDEALSRTGGTLDALYN
NGAFGCPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDTL
RLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWTASARADQYRTSLLQRLYEDRGRDRFELPPSAVSRKLVHALEA
RHPRPRYFVTTPTYLMNIARRVLPTPALDWLIDKG
>TDX29708.1 electron transfer flavoprotein beta subunit [Rhodovulum visakhapatnamense]
MKVLVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILIVAAEDIHHDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLAALLGWSQGTFASGLEIDGDAAEVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKQLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVKVGSVD
ELIAKLKDEAGVL
>TDX29709.1 electron transfer flavoprotein alpha subunit apoprotein [Rhodovulum visakhapatnamense]
MAVLLLAEVTGGELQLDATAKAVTAARALGEVTALCVGAHAKAAGEAAAKIDGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGDYDHIAAPATTDAKNIMPRVAALLDVMIITDVVGVVDADTFDRPIYAGNAIQTVTSSDAKKVLTIRTSTFEAAGEGAG
APVSDVAAAGNPALSEWVSDTAAKSDRPELTSAGVIVSGGRGVGSEENFKLIEDLADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPELVSKL
>TDX29710.1 hypothetical protein EV657_108132 [Rhodovulum visakhapatnamense]
MSFDNMGSGSLAYFPCRYGNSRLLFRGPKRSLDQPYCAVVGGTETYGKFVPKPFPALIEEATGLQMVNLGCVNAGIDVFL
NDVSLMDVVAGAKVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSAFEIV
VAELQMAWQARMRKLAGRIPGDKILLWLPSRAPEGDQPSDGLGLDPLFVTQHMLDTVRSYFTRVIEFEPSPEALAPGTEG
MVHGEMDQAAAASLPGPAVHEELAEVLTVALHELRAL
>TDX29711.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MDVKTVGVVGAGQMGNGIAHVFALAGYEVTLNDISADALDRALGIIGKNLDRQVSREKITEAEKQAALGRISTTTVLTDL
GSSDLIIEAATERETVKTAIFEDLQPHLKPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EETYHSLLKVVESLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMKLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTNRGFYDYRGETPVPTR
>TDX29712.1 putative hemolysin [Rhodovulum visakhapatnamense]
MQDMADHRAPMTAPARNAPRADPSAEPPYDARELSYARTFPDPLRAQAIRAIEILTGKLTLLRLVREFEARGVPRGQAFW
RQALDVMGIAVATPPDQVARIPREGPLVIVANHPHGLVDGMVLADLVGRVRTDYKILTRSLLTGVAEVAEFMIPVPFPHA
EDAREQNLEMRRAAMAHLGEGGAVVLFPAGVVAASPTFFGPAIEAGWNPFTAKLIQRSGARVLPVRFPGANSRWYQIANR
LSPTLRQGLLLHEVVHALNRPQCPAVGEPIDRDVIERWVGDPRGFVAWLRERTLALA
>TDX29713.1 phosphocarrier protein [Rhodovulum visakhapatnamense]
MTSNSVIRVFEIVNEKGLHARASAKFVECVEEHDASAEVFRDGMSASGDSIMGLLMLAASKGTSIEVATRGPEAAKLADA
LERLVANRFGEDM
>TDX29714.1 PTS system mannose-specific IIA component [Rhodovulum visakhapatnamense]
MIGIVIVAHGGLAREYLAAVEHVVGPQPGVRAISIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRRILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>TDX29715.1 UPF0042 nucleotide-binding protein [Rhodovulum visakhapatnamense]
MSNAAETEPGPRPQRIVLVTGASGAGRSTALNVLEDLGFEAIDNLPISLIPRLLDGPMPGPSLALGVDIRTRDFSARALA
DLIRALAAAPGLEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGLDMAFDCRFLRNPYWNPTLRALDGRDPAVVAHVADDPRFTAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAVAEAVAKRLAATEWQVSIRHRELERRAQGAPARRAGTGA
>TDX29716.1 Hpr(Ser) kinase/phosphatase [Rhodovulum visakhapatnamense]
MPAPETCILHASTVVHRGRAVLIRGASGSGKSALALQLMALGATLVADDRTVLTRSPEGLVASSPKAIRGLIEARGVGLL
RTETVASAPVVLAVDLDMAETDRMPPPREIEILGMSLPLLRRVDRPYFPAAILHCLIAGPRF
>TDX29717.1 two-component system sensor histidine kinase ChvG [Rhodovulum visakhapatnamense]
MRDSKRMAVDEAGFGDDPYGWVGGREIDRRRSPLPSRSLISLNRSPLARRIIAANLIAQIVLISGVLYLNPARDSLLSLR
ESGMVAETKLIADVFEAQIPQGAAVDLATSDGLDVGATLDALELAPGAEVYVFDTTRGLVGRATGVKRADWPVDGYEDDG
RITMITDALYRVWETILSLSGSDRLAPDTVDPRVQLKDQVAATLTEGPQLQTGVDAENRTTFTVTTPILQEGRVVGVVAM
VSASGEIDWLVRIEREQVLQVFVIAILVSIGLSLVLASTIANPLSELAAAAEIGQDRNARSMSPGRVRIPDLSARPDEIG
RLSAALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNASR
LDSELVKEEETTVDLVRLLRGLADHLGQQARERGIDFIADLPPDPIQIQGLEARLAQVFVNLITNAISFCETGDAVRIWA
RKRDNRVLVVVEDTGPGIPEQALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHGGVIWAENIRPTEADLTSEQLGA
RFVVGLPI
>TDX29718.1 winged helix family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFSKRMPDMAVFDIKMPRMDGMDLLQRVRQKSSMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPTPEESKSMVRGQLAMDPLRHSVTWKGMDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDSDFSAIETLYGIGYRYNEE
>TDX29719.1 phosphoenolpyruvate carboxykinase (ATP) [Rhodovulum visakhapatnamense]
MEFGRVNPNQRLETQGIEGLNKVYYNLLEPALVEEALKRNEGTLGQGGSFLVTTGVHTGRSPKDKHVVRTPDVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPALEQLDSFVPEFTIINC
PSFKADPERHGCRTKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLSPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLDYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAHGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAV
HDVPEVLLDPRRTWADPEAYDAQAQKLVRMFSENFAQYLPFIDEDVKEAAIG
>TDX29720.1 molybdopterin synthase subunit MoaE [Rhodovulum visakhapatnamense]
MDIRVQAAPFDFGAEAGAFARGRRDAGAIVTFAGIVRDDGGLARMVLEHYPGMTERALETIAAEATRRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGADGAAWVAAKDADETALDRWAQD
>TDX29721.1 molybdopterin synthase subunit MoaD [Rhodovulum visakhapatnamense]
MIDVLYFAWVRERIGLPKERIETAAPTVAALVEELSAREDRYAAAFADLSALRVAVDQDLADFDAPLAGVREVAFFPPMT
GG
>TDX29722.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum visakhapatnamense]
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFVGASVTDWVDGYVARRWQLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMIAISVLIAHGILPHAAIEGLGTALL
LAAAALTLITGADYFAKSWPYLRDEQAR
>TDX29723.1 excinuclease ABC subunit C [Rhodovulum visakhapatnamense]
MTPTADPDTAPRPRGHACVQSYLATLDNSPGVYRMLDSESRVLYVGKARNLRKRVSNYAKPSGHSGRISRMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHAFPQIRKHRGARTEKGAYFGPFASAGAVNRTLNQLQK
VFLLRNCTDSVFESRSRPCLLFQIKRCSGPCVGRISEADYAAAVRDAEDFLKGKSSGLQEALAAEMQQASDAMEFERAAG
LRDRIRALTQVQSAQGINPRGVAEADVVALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEAPELLQGFLGQFYDNK
EPPRLILLSHDIEDRDLMAEALSQKAGRRVELSVPQRGEKAELVENATRNARESLGRRMAESAAQGKLLAGLAEAFALDA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRASETWPDL
LLIDGGAGQVGAVAEIMADLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEIPGVGATRKRALLTHFGSAKAVGRAGLADLKAVEGISDSLAETIYGFFHERG
>TDX29724.1 NAD(P)-dependent dehydrogenase (short-subunit alcohol dehydrogenase family) [Rhodovulum visakhapatnamense]
MTGRALVTGGAPGVVVALAVHLAREGHDVALHCAGDPEVAARTVAEIRALGRVAVALDADLLDEAAASALVPRAAEALGG
PMTVLTTAASVFEHDTFSTATRQSWDRHIGANLRAPFVLMQTFAAQAPEAGRDAAGEALSEGLVVNVIDRQVLGPTPDFL
TYTLAETGLWALTRTAAQALAPAIRVNAIAVGEALRGTRCADAPYAAFRASTTPVTGRGSEPKGLAGCGDAAAALGYLLA
AKAVTGQVICVGDVHLSG
>TDX29725.1 cation:H+ antiporter [Rhodovulum visakhapatnamense]
MASDLLNAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDNSPGIAMGNVVGSNIAN
VLLVLGIPALMTGIRTDECDTRRTYALMVGSTLFFLFVCMIGPITWIHGIGLMLALGFVLVDAFLSARNHRREAAVAAEA
ARCTASDETEEVEGADPSLGWFKIGMFLVLGLLGLPLGADLLVDASISIAQEIGVSDTVIGLTLVAVGTSLPELATTVMA
ALRRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWIMLGAALLLTPFVVWKLALGRAWGALFFLLYAAY
AGVLLL
>TDX29726.1 serine protease SohB [Rhodovulum visakhapatnamense]
MKRWLPFVKSDPLVSVVRLSGTIAASARGNTLSDAALAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARVRRLAEE
RDTPVISFVEDVAASGGYWLACAGDEIWLDASSIAGSIGVIYAGFGFQDLIARYGVERRVHTAGESKSFLDPFKPEKPED
VARLIKLQEPIHDAFKAHVRARRGDRLKTDRDLFTGDVWVGQQAVEVGLADGIGHLVPKMKERFGDKVRFALHAPRRGLL
SRLGAPGVAAVVDEVEARLLWSRYGL
>TDX29727.1 hypothetical protein EV657_108149 [Rhodovulum visakhapatnamense]
MVELLFVACVSLSQTNCEERSLIFTDVSPMSCMMGAQPELAKWVRDHPNWTVSRWQCRYLNRTERKV
>TDX29728.1 hypothetical protein EV657_108150 [Rhodovulum visakhapatnamense]
MSPTVQITENPENVPLCSAHASSSGAFAATQHDPAAPPRRAVSLKTKLAAGAGMIGLVALLSSALTVVGMDRVGDRIAAS
LQAERRLARYAVLSTEASTFLVVAAEAIQSGLPPEARAARLSPAAADLDRTFDLMRSDLAAAVDEAAALGLAEQSRRASQ
GIAIARMEALFRTARAGLASDTRDRERLQGVLNGFAHAFDPLLNEAVGDEIRTRDAILTRIAALRRSLTGLALAVAALAA
LMVGGFYLGLLRPQFDRLDRARQATRRIGAGDFAPDLPERTADEIGQLFAETNRAATALACDRARLNDTIRARTEDLRAA
NAALARIDADRRRFFADISHELRTPLTVILMEAELGLKGAAPQDAFATIQARAQRLSRRIDDLLRVARSESGRIELCPEP
MDLRIALAEALAETRAELEAAGLEVTVVPGSALRATGDPNWVRQVIAGLARNVLRHAREGGRVAFSVGPEAGYGCVRVVD
NGPGIPQKDRARVLERFGRGSAAPPGEGFGIGLALARWVLEQQGGHIAIESPVPDGFRLGTAPGTLVGAYVPLVD
>TDX29729.1 DNA-binding response OmpR family regulator [Rhodovulum visakhapatnamense]
MTVSPRPFVLIVDDDPEITSALARGLALHGYDAVCAHRADEAQAQLGAARFAAAIVDVRIGADSGIALVRALRAAGNRTP
VVMLSALSEVEDRAAGLDAGADDYIAKPFSFDELVTRLKVQERRAAGARRDPVPRLDPATRSLHGPEGSVALTEREFALL
ECLWTHRGHVLPRAALFDRLWAREGTSSENVVDVYIGYLRRKLAPAAAYGLEIKTLRNRGFVLQLTSD
>TDX29730.1 hypothetical protein EV657_108152 [Rhodovulum visakhapatnamense]
MAERHWFERSHEHGIFARIMVGLSAERAEHKTIMIDATYLKAHRTASSLGVKKGGAGA
>TDX29731.1 putative transposase of IS4/5 family DUF4096 [Rhodovulum visakhapatnamense]
MSNLYGLTHVQMERLKPFFPKSHGKPRVDDRRVPSGIIFINRNGLRWRDAPKEYGPAKTLYNRWKRWR
>TDX29732.1 coenzyme PQQ precursor peptide PqqA [Rhodovulum visakhapatnamense]
MSWKTPVIREIECGMEINMYGPDSGEDDGVLF
>TDX29733.1 pyrroloquinoline quinone biosynthesis protein B [Rhodovulum visakhapatnamense]
MALRARILGAAAGGGLPQWNCGCPNCQAARAGRIAAQTQSSLAVTGNGRDWAVLNASPDIRQQLTHCPPLHPTGLRDVPL
RSVLVTNGDIDHVAGLLTLREMQPFALIATAAIHKVLDANPIFGALKPGLVRRQTVALGRPFALAPGLTAELFPVPGKVA
LYLEGDTVETDLVGEQTVGVRLEAGGTEAFYIPGCAAIPPDLAARLTGAALVFFDGTLWRDDEMIRAGLGEKTGRRMGHI
SMSGPEGSIRAFAGLGVGQKVFVHMNNTNPVLDPASPERAEAEAAGWIVGQDGLEIVP
>TDX29734.1 pyrroloquinoline-quinone synthase [Rhodovulum visakhapatnamense]
MNTPATREAFEARLRRIGAERYHDLHPFHGLLHGGQCSPDQVRAWVINRYYYQSRIPMKDAAFLSRVEDPALRRAWRSRI
EDHDGSEDNEGGIARWLRLASAVGLDPDYVASCAGVLPATRFAVDAYVRFVRERSLLEAVASSLTELFAPKIHAERIEGL
LRNYAFADDSSLSYFRKRLAEAPKDVAFGLAWVLDHADTADRQDAAANALIFKTDVLWSQLDALHSAYVAPARIPPGAWR
PGEGLALARAS
>TDX29735.1 pyrroloquinoline quinone biosynthesis protein D [Rhodovulum visakhapatnamense]
MIGPDDIPVLPRGVRLHRDRVRGGWVLLAPERTLALDETGRAILAEIDGIRSFAAIAAALAAAYDAPEAEIAADSQGFLG
ALLDRRFLEIRQ
>TDX29736.1 pyrroloquinoline quinone biosynthesis protein E [Rhodovulum visakhapatnamense]
MSVPPPIAMLAELTHRCPLACPYCSNPLELTRKDSELDTAAWADIFRQAADLGVLQLHLSGGEPATRRDLTDLVAEARAA
GLYTNLITSGIGLTEKRLRALDAAGLDHIQLSLQGTDAAMADRIGGYHGGFERKLEVARLIGQIGFPLTLNAVLHRQNLH
QLPRAIEMGVEMGARRIEVATVQFHGWALKNRAALMPTRAQARAADAAVAEARARLKGVLVIDYVRADYHSDYPKRCMGG
WGTTGLNVTPEGTVLPCHAAQTIPGLVFDSLRDRPLAGIWYEGAAFAAYRGTGWMREPCSGCERKTVDFGGCRCQAMALA
GDPAAADPVCIKSPHHAALLARAEAFAATEAPEILWRAAAG
>TDX29737.1 ABC-2 type transport system permease protein [Rhodovulum visakhapatnamense]
MNGWLSALRAIVAREALRFLHQRGRFLSALVRPLVWLVVFAAGFRAALGLSIIPPYQTYITYEVYIVPGLCGMIQLFNGM
QSSLSLVYDREMGSMRLLMTSPLPRWWLLFCKLTAGVAVSILQVYAFLAIAAGFGIVLPLAGYLWAFPALVLSGLMLGAL
GLFISSTVRQLENFAGVMNFVIFPMFFLSTALYPLWKMAESSRLLRDICALNPFTHAVELIRFALYQSLNGWALFWVASG
FLVFFLLALWGYDPARSRPGRD
>TDX29738.1 ABC-2 type transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MAEALRLEHVSLSYGARQALDDVSFSVAPGRFCALLGPNGAGKSTLFGLMTRLLVTRSGRIEIAGHDVARAPRKALARIG
VVFQQPTLDLDLTVARNMRYFAALHGLSGRAAAIRIDAALDRLAMRERAGEKARALNGGHRRRMEIARALVHEPDLLLLD
EPTVGLDAMSRKAITAHVHDLAEDGLSVLWATHLVDEIGPGDDVVVLHRGRVLRQALASDIAGPAGLAEAFLEMTAEGGG
A
>TDX29739.1 NitT/TauT family transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MIGLHLLSKRFGAAEVLGRIDLQIAAGETVALLGPSGIGKSTLLRIVAGLDPDFEGRVQCPERIAMVFQEPTLLPWRTAL
QNLRLVHPGLSRAAAQDMLARVGLTDKGRAYPAQLSLGQQRRLALARAFAGRPQALVLDEPFASLDPETAAAMLALTERL
IAEARPATLLVTHARAEAERLASRIHVLVGQPAVLREGA
>TDX29740.1 NitT/TauT family transport system permease protein [Rhodovulum visakhapatnamense]
MPDRIVVPLVSILGLFALWAGAAALTADAQILPFPWALAEPLAEAIRSGELPYHLGRTLIRVAWAFCLAMGLGLALGLAM
GRLPRLDRWLDPWLVVFLNLPALVLIVLCYLWIGLTETAAIVAVTLNKIPQVTTVIREGARALSRDLDAMARVYRMPGLA
RLRHVVLPQLAPFIVAAARSGIAVIWKIVLVVEFLGRSDGIGFQIHLYFQLFDVTMVLVYALSFVVVMLAVEWLLLQPWE
RRIRRWRAA
>TDX29741.1 NitT/TauT family transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MLKRLTGVALAVLAFLGPARAEDLPQLRAAVLKIGTVTWELETIKAHGFDRAHGFELVLAPYADNGATRVAFEGGAAETM
VADWIWVARQRAAGRPYVAIPYSTAVGGLVVPANSDAETLADLAGGKIGIAGGPLDKSWLILRAYAQAEYGMDLEAATEQ
VFGAPPLIFKAGRSGDLQGAINFWHFLAKMRAGGMRELVSVSEASTALGLDPGTPLLAYVLDEDFIAAHPGIDRALYAAS
RDAKDLLATDDAAWDEIRPLMNAGTDAEFEALRADWRAGVPAPGNVAPEAADRLLRLMAELGGADLVGEATTLPEGTFAV
VE
>TDX29742.1 PQQ-dependent catabolism-associated beta-propeller protein [Rhodovulum visakhapatnamense]
MDMKAMPIALALALGATGAQANKVFVSNEKGNTVTVIDSDSWTVIDEFAAGNRPRGITISPDGTKLYVCASDDDTVRVFD
TATHDELYTLPSGPDPELFVLNHSGNPLYIANEDDNLVTVVDTETHAVLAEIPVGVEPEGMAISPDGRVVVNTSETTNMA
HFISTEDYQIHHNILVDQRPRYAEYTADGRKLYVSAEIGGTVSVIDIAGDGTPTLVDTIRFEVPGVLPEWLQPVGIRVTS
DGKWVFVALGPANRVAVIDAATDEVVDYILVGQRVWQMAFTPDEAFLITTNGNSNDVTVIDVARQKALRSIQVGQQPWGV
AVTPDGTPD
>TDX29743.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MRRPICLLLAAALAVLSAGGAAALEVRVGVIRVDRPQLAPISRLEEWPRDLGFAGGRLADEDNATTGRFLGHTYVTETAA
VPPDTAEAALDRMLGEGLRLFVVLGQGDDVLALADRAGDGALLLNAGARETRLRDADCRANLLHVAPSEAMLADAVAEFA
IWKKWTRWALISGSHPEDRAMAEAYRRAAAIFGAKIVEERVFEDTGGSRRTDTGHVLVQRQIPVFSEGMKDHDLVIAADA
SDVFAPYLPFHMWDPRPVMGAAGLRPVSFHAATEAWGATQFQRRFEALTGRQVREEDYQVWLALRVLGEAVTRTDTADPA
ELRAYMLGPEFELAAFKGQKVTFRDWNGQLRQPLLLYDGRINVSVSPQDGFLHQRSPLDTLGLDAPESSCAAFR
>TDX29744.1 uncharacterized protein DUF2380 [Rhodovulum visakhapatnamense]
MLRHLALTVLLAALPVGAAQAGAPTGPPLDRNGPVAFLGLTFLDTSTEGAYFGARDDEAARLALLRDEVARRFRAEGFTL
MDLAPVAAELEATVNPAKCYGCDLRMGRKLGAAYVLEGEVQKVSNLILSMNLVLLEMPEGRMVRGRSVDIRSNTDESWLR
GIRYILDNHYFGKE
>TDX29745.1 polyketide cyclase/dehydrase/lipid transport protein [Rhodovulum visakhapatnamense]
MTPIARRAALAGLVALMPAMALAHGPTRQKITLTADLAAPPEEVWAAIGNFQDMSWHPAVAASDGEGGNAIDATRVLHLG
TADGPTISEVLYKYDASKMSYSYRITDVKVEILPVTNYSSHLTVKPRDGGGSEVEWRGAFYRGYPNNDPPPELNDEAAIA
AVSAVYQAGLDALVARFGAP
>TDX29746.1 YVTN family beta-propeller protein [Rhodovulum visakhapatnamense]
MRWSRDLARPRPLAALAALLALAAAPAAAGDLAYVTVQNGDGLSILDLAAGTERARIDVTGKPAGVAVAPGAVFVVSPEG
KTLRRFDPAGAETGRLALEGGPMGVAVTGGRVFVSDWYNARIWVIDAAAMTVTTELATGSAPAGLAVSPGGRWLASADRD
ADQVSVFDLATLGLHARVSVGSRPFGLGFAPDGRLFVGNVGSDDVSVLDPEAGTLLRTLPVGTRPYGVAFAAGRAFVTNQ
YADTVSVLDLATLAPQAEIAVGEYPEGIDSAGDGRTVVVANWFSNSVTLIDAETLTVTGEIETGDGPRAFGRFIAKAP
>TDX29747.1 sulfur-oxidizing protein SoxY [Rhodovulum visakhapatnamense]
MRPVLLCLLLAAAPVPAWTAETAWDGIAPMLLEGRTPLPAGKAIRIASPYRTENDARTVIGVEAEGPGGRLIQRVTVVLD
ENPMPVSAVLELARPHPRLAFDITFRINGPTPLHVLAETADGEVYLAEGFVKTSGQGACAAPPGTDPDATLARLGEMNLE
MTPLGAAGRLAALAHGGPEARLGIGIRHPSLSGLQRDQVTLLFIPMRYVERLKIDLDGQPFAALTGSISLSENPEIGLDV
PAGTRRAEATMTDTDGIVAHAGKDFPGY
>TDX29748.1 PQQ-dependent catabolism-associated CXXCW motif protein [Rhodovulum visakhapatnamense]
MRRGAAALALVALALPVMAGVPEPSGYRMGDYRAPVPETLEGARVVGPEEAHALWAAGGAVFVDVLPRAPRPANLPEGAF
WRDRPRLSISGAVWFPNAGYGAIAPVTDTWFRDGLRAATGGDRTRPLVFFCLDDCWMSWNAAKRAQSYGHSKVIWFPEGT
DGWSFMDYPVEELTAAPGEPVTQ
>TDX29749.1 amino acid ABC transporter substrate-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MPAWADIFAAASCAALLCSLAGAGQAQTSDLVSKTAFRVCADPANLPLSDDQGEGYENRLAELFARELGLPVEYTWYPMA
TGFIRNTLRANRCDVVMGYAQGDEMVLNTNHYLTSSYVLVVPREGPLAGVETLSDPALQGRRIGIVAGSPPATHLARAGL
IGIARSYPLMVDRRHDSPAEDMLSDLASGETAAAILWGPIGGPLVKVGYPGLKAVPLIHEELPPRMVYRITMGVRPGDKV
WQRKLNSLIRRHRGEIDAILREAGVPRLNDMGTAVLDAGQ
>TDX29750.1 methanol metabolism-related c-type cytochrome [Rhodovulum visakhapatnamense]
MTKMKRLLLAGLVTGIASAGAAADNVAQQAGSDSAAVTEENGRYFTADGIPTYKVAADGTVDWLTFSGFRRYHSECHVCH
GPDGMGSTYAPPLKDAVEQMDYYDFVYTVSNGRENVDVSHQKVMPSFGHNKNVMCYLDDIYVYLKARGDDAIPRGRPAKK
EAKSDAIAEDVNACMG
>TDX29751.1 PQQ-dependent dehydrogenase (methanol/ethanol family) [Rhodovulum visakhapatnamense]
MRTIYALTSVIALSTGTAALANDALQQMIDDPTQWAIQMGDYANHRYSKLDQINADNVGDLKVAWTFSTGVLRGHEGSPL
VIGDTMYVHTPFPNIVYALDLNDNGRIKWRYEPKQDTSVIPVMCCDTVNRGVAYADGKIILHQADTTVVALDANTGEVLW
SVKNGDPEKGETNTATVLPVKDKVLVGISGGEFGVRGSVTAYNLETGEREWRAYSMGPDSDTLMDPEKTTMLGKPVGVDS
GTATWEGDQWKIGGGTTWGWYSYDPDLNLVYYGTGNPSTWNPSQRPGDNRWSMTIMARDPDTGMAKWVYQMTPHDEWDFD
GVNEMILTDQEVDGQMRKLLTHFDRNGLAYTLDRESGELLVAEKYDPAVNWTTGVDMDPDSDTYGRPAVVAEYSTSQNGE
DENTTGICPAALGTKDQQPSSYSPKTGLFYVPTNHVCMDYEPFRVSYTAGQPYVGATLSMYPAPDSHGGMGNFIAWDNIK
GEIKWSIPEQFSVWSGAMATAGDIVFYGTLEGYLKAVRADTGEELYRFKTPSGIIGNVMSYEHGGKQYVAVLSGVGGWAG
IGLAAGLTNPNDGLGAVGGYAALSDYTALGGQLTVFTLPD
>TDX29752.1 S-formylglutathione hydrolase [Rhodovulum visakhapatnamense]
MDVVTQNRCFDGVQMVCTHPSEVCGTDMTFAVYLPPQSETGPVPVLWYLSGLTCTHENAMTKGGFQEHAAAHGLAVVFPD
TSPRGEGVADDEAYDLGQGAGFYVNATRAPWAAHYRMYDYVLTELRDLVLGRFPLADRHGITGHSMGGHGALTLALRNQD
RFDSVSAFAPIANPTQSDWGRKQLSAYLGDDEAAWACYDSSILLEEYGWKDAILIDQGAGDQFLDLLRPEALAGVLARRR
QAGLVRMQPGYDHSYYFVASFAGEHVAWHADRLHRPRN
>TDX29753.1 S-(hydroxymethyl)glutathione dehydrogenase/alcohol dehydrogenase [Rhodovulum visakhapatnamense]
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVEVGPGVKSVKP
GDHVIPLYTPECRECDYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVVFGLGGIGLNVIQGLRMIGADQIVGVDLNPSKKQMAERFGMTDFVNPS
EVEGDLVPYLVNLTKGGADYSFDCTGNVKVMRAALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLTLDEINKGFDLMHSGESIRSVVLY
>TDX29754.1 hypothetical protein EV657_108176 [Rhodovulum visakhapatnamense]
MRTIATMAAVLGALCGALPAAAADFSDPTWPCIQRKIDRLSPGLMWPEPIDPEGLAALAPETRATVTDLAARLALRRLSL
EDLGPQVAQFAAAQAAGPDLMGLLFQASFDRLAAQRRTIMKGIQSYALKQTALAERIDAARTEMDAAMAAEPPDYDRADS
LEEQIAWDERIYTDRQKSLTYVCETPVLLEKRLYAIAQMLQAAAVTPTPSR
>TDX29755.1 quinoprotein relay system zinc metallohydrolase 2 [Rhodovulum visakhapatnamense]
MFEAVVTLCLALSREMCREVALPGIWAAKVEDCRAALAAVSGVTGGPELVADGPPRCREAGPELAFDEIAPGVLVHRGEV
AEADRGNLGDIANIAVVIGTRSVAVIDSGSARWIGEAVWRAIRARTALPVSHVILTHVHPDHVFGATALTEAGAMVVAHA
GLARALADRQAGYLDSLGRLIGPAALIGTVPPPVGRAVSGEAEIDLGGRVLRLRAWPPAHSGTDVTVLDSASGVLFAGDL
VFDGHLPALDGTVRGWAAVLEEMRQDGASLVVPGHGGPVLPWPAGGAATARYLEVLARDARAAVAKGERLGDAVGHIAAE
ERGRWRLFDAFNARNATVAFTEMEWE
>TDX29756.1 sulfur-oxidizing protein SoxY [Rhodovulum visakhapatnamense]
MKTVIAAALAALAAMPATAEDSPRDNPLTASPVWDEIRPQILGQGATLAEGPAPFEIEAPYRAEEAATVPIRIRQTDPEA
HIARARLVIDENPMPLAADIVFGPAMAPLDLELRVRVNQYSNVRVIADTGTGLFMDGRFVKASGGCSAPASKSPDLALAD
IGRMRLKPFADTAPALSTPRREAQIMIRHPNYSGLQRDQVTQLFIPPLYLDRIEVRQGGELLFRVEGGISISENPVFRFS
YADNGAPSLHVRAEDTDGHVFEQDLPKDGQI
>TDX29757.1 hypothetical protein EV657_108179 [Rhodovulum visakhapatnamense]
MRRAVFLLAVALGTGSAGSAAAEDVVAALNDYPTAVRADYVFACMAVNGQGHDVLQKCACSIDTIASILPYEAYVEAETV
LSLQQVGGERMSMFRTAPTARAFVAELRRAQAEAEIVCFE
>TDX29758.1 hypothetical protein EV657_108180 [Rhodovulum visakhapatnamense]
MRSRMVGLLAGLLLAGAASALFAADTAPGEAYDLIFRTGTLDGVSRNEGLVYRRSVQNDALPGEAAAETGELRLVFPPGA
PDTADLRLIEGERFRAIGSFPAGVGNPVAMYFVESVVRDMARTMGGSPFYIRNRLKEALMRPAERRPVRASWGAGEVAAE
VVVLHPFEADPARARMGAFADMEIAVTVSDAVPGWYRSLSATVPGAGGAAYAARLTLTEPAAEPGQ
>TDX29759.1 signal transduction histidine kinase [Rhodovulum visakhapatnamense]
MIDPDEPPEVIIARQARIIDALIRRSNRQHDMGGSAYGLFQSAVALQGQVWAKTRDLERTSTELERARVDREETRLRLSE
ALDAMEGGFALFHEGRLQVCNDLFKSILPDISARILPGLTVEDYFRAVQSSRALADPDRACRDLAEAITRRTADGASLTF
VLELQGDRWFQIARQRTRSDNLILTQTEITDIVRKNRMEKDLLIDMQAHYLQAAFDHMTLGICTFSRTGEVTIRNGRFRE
LLALPYTLVQDGTTFGQILRHVKENRLVAEADIADIDLWLTRLRAEGQLRRRLRHASGRVLDLHVHLLPDRGFLADISDV
TLESRATEVLEKRVEERTFELTEANRRLRDQHAVQTRVEEELRQAKAELEAAMSSKTRFLAAASHDLLQPVNAAKLMIST
LRDSARGSGLEPMVERLQGSFASMESLLRALLDLSRLESTGAALTPGPVCLGPIMRALGEDYAMVAAEKGIRLDVIPAAL
WVESDPQFLMRSLQNLLVNAIQYTETGRVLVGCRRRGGRALLQVWDTGIGISSEDQTRIFEEFTRAGNVPPGSGMGLGLS
IVERTCRHLGHDLSVRSAPGVGSVFSIALDRVEPPEAVCRTGCDERAGGAGDGIDGVLVLAVENDSDVLFAMTRALESWG
AGVLAARSTAGALGLVAEIGMAPDLILADYQLDGEDNGVLAIDALRRAAGVRVPAIMITADVSEALPRIAADRGFAVLRK
PVDLVRLRPLIGRTLRAGAPVMADESLA
>TDX29760.1 hypothetical protein EV657_108182 [Rhodovulum visakhapatnamense]
MPGPSSASSVRDGAAAGSGSGTLGVGLSRTADPARAAAEAAAQINRSQARFVLAFIPDRLARAPLAEALARQLPGLPVFG
CSSAGQITPEGYEDDALLLLAFPRAHFRCATRLISPLSPFSIEQVSAEARRLAAQFAHSAQWNRLALIFADGLSKQEDLL
VTALAAGLEDVPVFGGSAADALRFRETAILQDGALHRDAALLVLIETDLDFRGLGFDHFLPTEHLMVVTDAVPEERLVLE
LNGAPAAKEYARLVGCPVEALSPQVFAEHPVLVRNNSIYHVRAIQKVAETGALSFLSAIDDGLLLTLGRGREILRTLEEE
LAVTDAAGRAPDFILGFDCFLRKLEIGQKQLTAPASEILRRHRVLGFNTYGEQHCGVHVNQTFVGVAFFEPRTRGLA
>TDX29761.1 LuxR family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MSHEPVAPALAAIECVLVVDDHPLYSDALAVALRHAFPDAEIRTATTLAEGLGALGSGFLPDLVMLDLKLPDVAGISGFA
RLRERLPQVPILVISALTSVEVVTALMDGGAAGFVPKDASIDDLRLALAEIRVGNRYLPLAYRRACRSAMRAPRAASAQE
IGRRIAELTPQQARIMRLICAGKPNKQIAYELSLAEATVKAHITALLRRLGVQNRTQAAVLIESAAVDVGAGFSEADARA
FLSQ
>TDX29762.1 methyl-accepting chemotaxis protein (MCP) signaling protein, partial [Rhodovulum visakhapatnamense]
ESGVSLVNRTGEALTDIVERVSNIAELIGDIATGAQEQSVGLGEINVGVTELDKVTQQNAAMVEEATAASTTLKQEASTL
QQLVARFRLRNAAPGRPTARPAPSARPEAAPAVGEPRKRAVNDAGWQDF
>TDX30034.1 IS4 family transposase [Rhodovulum visakhapatnamense]
MSGFIEGVDRGQITLFPDRLEDWIDEDNLVRVVDLFVDELDLPGLGFARSAHARTGRPGYHPAVLLKLFIYGYLNRIPSS
RRLEREAGRNVEVMWLTSRLVPDHKTIADFRRENSAAIRKTCAQFVELCRRIGTLKGDCVAIDGSKFKAVNNRDRNFTKG
KIASRLAHLEADVERYITEMVRIDRQEEGEARTERVAHLAQRYGRLKQEIGKLRAMDKALADAPDGQISLTDPDARAMAT
SARNSGLVGYNAQCAVDTETHIIVTHDVTNKGFDRDQLSPMAIAAKEALGRDDLHALADKGYFSGAEIVACDKAGITATL
PRPETSGNRSKGMYVKADFKYDAARDVYICPTGDELTYRYTREEDGLKVRRYWTNECQHCPVQSRCTTGKERRIARWEYE
HLVDEMRDRLRSDADPMTLRRSTVEHPFGTIKAWMGATHFLTRRLRGVRTEMALNVLAYNIKRMVALIGIRRLMAAIPG
>TDX30035.1 pyridoxal kinase [Rhodovulum visakhapatnamense]
MKRPPFVISIQSQVVLGHVSNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERGLPERADY
ILTGYIGSLDVAEMVADFVAEAKAANPSLRYICDPVMGDTGPGLYVPEAIAGVMRDRLLPMADIATPNPFELAWLTGQQI
RTLADLQAAREALHIAPEAHLIATGCVLDDTGPGQLETVLLGPEDLSRHPTKRLPIALPGTGDLFAGLVVAGIGRGLALP
RAIETAQTLTARALSHAEALGAGEVVLSEPEFRRALLSLGSG
>TDX30036.1 MOSC domain-containing protein YiiM [Rhodovulum visakhapatnamense]
MRPVTLLTGRAAPLPGCDTLSGIGKTPVTHPLTLGPEGFGGDEQADRRVHGGVEKAVHHYPLDHYSDWRAELGDLPALTA
PGGFGENISTAGLTEAEVSVGDTFRLGGALIQVSQGRQPCWKLNHRFGVADMARRVQQTGRTGWYYRVLEPGTVAPGDRL
ELIDRLAPDWTLRRLWHALYVDRMNLVELEGIAALDVLAEGWRKYAVRRLESRRVEDWSKRLDGTA
>TDX30037.1 GMP synthase (glutamine-hydrolysing) [Rhodovulum visakhapatnamense]
MKSALILGHLAFEDLGTFAPVLRNVGYQLKDIEAAVDPLPDALEPDLVVVLGGPIGVNDGAAFPCMTEERKWLAMRLAAD
RPTLGICLGAQLMAAALGARVAPIAEKEIGFAPLTLTPPGWAGPLAHLSDIPVLHWHGEGFDLPAGAERLAATPGCETQG
FARGRNILGLQFHPEAGMLPDFERWLIGHSAELAQAGIAPEALRQDAGVHGPALRTTGQAMLKQWLRGLDE
>TDX30038.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MREPLALEMEPSHDGPLFLAIAEAITRDITRGRLKPGARLPGTRALARELGVHRNTVDAAYQELLTQGWLQAEPARGTFV
AQDLPQGMLVRRPAPTPMDPVAPRAGLAFTDGAPDPKLVPDKALARAFRRALLSSAFRAGADYGDARGTSSLREALAGYL
ATDRGVVAEPSRLLITRGSQMALFLAVRAVLSPGEVIAVEEPGYPLAWEAFRAAGAEVRGVPVDGGGLRIDALEAALARD
PRIRAVYVTPHHQYPTTVTMGAARRLQLLELAQRHGLTLIEDDYDHEYRFEGRPVLPLAARAPEGLPLIYVGSLSKLLSP
GIRLGYALAPEPLLRRMAEARAAIDRQGDAPLEAALAELIRDGDLGRHARKARRVYRARRDLLAGLLGEHLAGRATFDLP
AGGLALWLRCEGRSAEAWAKAAGQVGLALLPGTRFALEGPAPQAFRLGYAALDEGQIARAVEILARSVPG
>TDX30039.1 biotin synthase [Rhodovulum visakhapatnamense]
MIRSDWTMAEARAIHALPFADLMHRAQTLHRAHFDPNAIETASLLSIKTGGCPEDCSYCSQSAHHETGVKATKLIGTDEV
LAAARRAKASGAQRFCMGAAWRSPKDRDMDKLCDMVRGVSELGLETCMTLGMLSPEQVARLKAAGLDFYNHNIDTSPEYY
AQIATTRTIEDRLDTVEQVRKGGIKVCCGGILGMGEAEEDRIAMLVTLATLPAHPDSVPVNLWNEIEGVPVPVQARAQAV
DPFALVRIVALARILMPASVVRLSAGRTGMSDELQALCFLAGANSIFVGDQLLTTGNPAAWKDQDLLTRLGMHVAPAQVR
ARVAAE
>TDX30040.1 biotin transport system substrate-specific component [Rhodovulum visakhapatnamense]
MAFFTPSLARPAALGRGLALALGGAALITLGAKIQIPFWPVPMTLHTLAVFFLAATLGPRLGFAAMAAYLAAGALGIPVF
SGTPERGIGLAYMAGPTGGYLAGYLLGAGLIGWLAQGRGLIGRSLAMLAGLAVVYALGLAWLALYVPTQGLLAAGLTPFL
LGDLVKLALASGLIAAIARLRTRAA
>TDX30041.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MKHAPEETQSARIARVLADRIISGEIPPGARLRQDHVAAEFGASHVPVREAFRELQTQGLAESEPRRGFRVTEFDVAELR
EVAEMRSSLESLALRHAAPNMTRAILQEAEEVTRHGDSASNVRDWEAANRHFHRLILSPCRMPRLLRTIDDLQAASARFL
FAAWRRDWEARTDHDHRAILDALRKGQTDLARATLARHVGWIGKRKTAVKNADARETYEIPG
>TDX30042.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MEFTTIGALALYAFVMSITPGPNNMLLANAGLVFGFRSTIPQIVGIPTGVISQILLVAAGLSSLFAQFPSIQLALKVAGT
FYLLWLALKLWKADALAQSPNATPISFSQALLFQFINPKSWLIALTAVSAFLQPEKAVLPQLLIICLAFALIGTPCMAVW
SAMGSALRRHLSSPTGLRRANRTLAALASATSLMFWL
>TDX30043.1 hypothetical protein EV657_10710 [Rhodovulum visakhapatnamense]
MNALLRGTRSQFLKTRKIDANEFLRPYKQLLSDIVTSAASLERALDLADGLYLAFGKKGYPVRFAPPDQKLQRAKIEERE
TVRHDRKYGQYGHGTIWSPLRPTIAYLGAIPIGLVLTEMTERATMRYQNGKYVRESTLNRRQGRSMLPSHSWTTEQDLPC
GRFRLVAYSPHPGVEWQLTWQETSKRSFNREFGEVIRKLEGSAEELKALMDAADDEAARKKREQELQWERWRREEDKRSE
AKARTESLQQLSDIMADWTKALSVEMFFVEAEKRMQMVDGERRVHLESRLRLARSMLGDLDPLSFIEQWVSPEERYQRKF
KDE
>TDX30044.1 putative MFS family arabinose efflux permease [Rhodovulum visakhapatnamense]
MSDAMQTGRVRSEHLSAALLRLLAVGAGAAVASSYYNQAFLGHLTTDFELTAGTAAIVPVLTQAGNALGVLFLAPLGDRL
ERKSLILVSIVALVAALIGAAVSPGFVWLAVASFAVGLFATVAQQIVPLAVHLAPPDSQGRALGTVTGGILIGILLARAA
SGIISDLWGWPYVFWLAAVVMSIVGAALARWLPRAMPTTNVGYLRLLGSLWTLVRKHGVLRRVVAVQFLIFATFISFWSN
LALLMAEPQHELGGTAVGLLALVGVVGAIAAPIAGGLSDRRGPAVVVSMGAGLVILAFLIFGLWQGSIIGLVTGIVIMDL
AVQSSQVANQSRVYALDPNARSRLNTIFMATMLAGGAVGAGIGGAAYAEWGWSGTCALGVISATLALLLSWKP
>TDX30045.1 site-specific recombinase XerD [Rhodovulum visakhapatnamense]
MPKITKRLVESVKSQKKDYVVWDSDLPGFGLRVFASGKRSYVIQYRRDGRSRRYTIGLHGIWTAETARREAKVQLGRVAQ
GDDPAEERHEDRQAMTMQQLCERYIEDLHAGLILGKRGQPKRPSTVSTDIGRINGHIIPLIGKKRVRDLTKVDVTKMMND
IILGKTRATRKTKKLRGKTILRGGQGTATRAVGLLGGILTYASEAGIVDTNVAHGIRKPKDRVRDRRLTHSEYQLMGKIL
DKAERDENLATMVSIVRQIALTGCRRSEIIELRWSDVDLPNSCLRLSETKEGASTRPIGLAVVEFLETRSLRKEGPFVFP
GVRGNNAFGNFPKQWSQLFENTELSDITAHVLRHSFASIAHELGFSEITIAALLGHSKGSVTSKYVHTLDSSLVMAADTV
AGYISGLLTGNQFKQPAYAFDRSARKRSLDQFLDGVAMARDELGT
>TDX30046.1 histidine phosphotransferase ChpT [Rhodovulum visakhapatnamense]
MTDLTALVGSRICHDLISPLGAIGNGMELLAMAAAETPDDAPGEELALISDSVARANARIRMFRLAFGAAGDGAEVAGRE
VCEILADYYGGSRHNVTAEPPAALSRAMAKVALLAVLCAETALPRGGRIALSWSEGRVVMQAEAERMSLDPRLWTPLTEG
ALCHEDLRPAEVQFALLPIALAEAGRRLTFDHDETHLTLAF
>TDX30047.1 uncharacterized protein DUF3553 [Rhodovulum visakhapatnamense]
MHPMNAILEPGMLVRHPGQPDWGLGQVQSVIGARITVNFTEAGKVVIDGTRVELIPVFES
>TDX30048.1 ornithine-acyl[acyl carrier protein] N-acyltransferase [Rhodovulum visakhapatnamense]
MQPPEEFFQLRLARGEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLILIDTRRDAAALDHVVGVYRL
LTSDRAAAIGRFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQGIEVLFGVASFHGTDARA
LAEPLSYLHHRHLAPSDLRVRVLPEHFQRMDLMPESEIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTAKMNEKSRSRYGRGQG
>TDX30049.1 lyso-ornithine lipid acyltransferase [Rhodovulum visakhapatnamense]
MSTWRGAAPPEAPPIDAAGWLRVALRGGALIAVLCVGMMLKLTLRLVERPLFGLRRPVTPWITQGVSRAALAILGMRYRR
RGRPMRERGALVANHASWLDIFALNAGGRVYFVSKAEVADWPGIGWLARAAGTVFIAREKREAKAQADLFETRLKAGHRL
VFFPEGTSTDGRRVLPFKSTLFAAFFGADLRDILWVQPVTVVYTAPEGEDPAFYGWWGDMGFGPHALKLLATARPGGVEL
VYHPPLRVAEAENRKALALACETAVRSAAAG
>TDX30050.1 thiamine-phosphate pyrophosphorylase [Rhodovulum visakhapatnamense]
MAEPERPQIYLITPPAFDPESFGPRLAGVLDSHDIACLRLSMASRDEDLVARAADGLREIAHERDVPLVIETHVGLVERL
GLDGVHLTDGGRSVRKVRTLLGADPIVGAFCGASRHDGIGAGEGGADYIAFGPVGESGLGDGSRAEADLFAWWSEMIEIP
VVAEGALDPATVAALTPITDFFAIGEEIWREEDASAALGKLIAAMG
>TDX30051.1 TfoX-like protein [Rhodovulum visakhapatnamense]
MAFDEGLAAELRGDLNEAGFVTERRMFGGLCFLLESHKVCGAFGEAGFFRVCPDRAAEALALPGTRPFASSGRRMTGVIS
VDADLMADDARRGQMLALALAFVRSLPPKQVRQAGRSQPEKTPL
>TDX30052.1 tRNA/rRNA methyltransferase [Rhodovulum visakhapatnamense]
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVDPRDGWPNPRAVALASGAGRLLDHAGIFPSTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLADGRRVAVLFGPERAGLENDDIARANAIVSVPVNPDFASLNLGQCVLLSAYEWR
RQTAEVLPERLEMAGAEPASLLEVEKLAEHYEERLSEAGFFFPETKAPGMKLALRNMWSRMPLTRPDVQILHGMLRQLTR
VRGRGE
>TDX30053.1 cytochrome c oxidase assembly protein subunit 15 [Rhodovulum visakhapatnamense]
MSKTRSKAKTRSIFEEVGTEAPLERPVVQPGAIDRAARRGARGAVAWWLISVFVLIAAMLIAAGVARLTGHPAALPGFGP
LYGQLPPLDPAGWTAAFDRFTAAGGATDLAGFQRLYWWDWGIRQAGTLAALVWALGYLGFLVFGKLPKGWALRLLPLGGT
ILGIGAADWAMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLSAWGAMLLRRPEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRGFPDWPLMAGGILPPEPLSLEPVWRNIWDNPGLVQFIHRGLGYLVVLLGLASWLRGRKSPHARTR
RAFDWLGVMVFGQGVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFLAQYPVQQSIRG
>TDX30054.1 carboxypeptidase Taq [Rhodovulum visakhapatnamense]
MTAFDDLMAFQHETEALSQVSMRLGWDQETMMPRGAAQQRAEEMAALESVLHRRRTDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYTRATRLPETLLAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAGALAAMFDRMRPRLVSLRERIMGSGRAPAPLSGHFPEAGQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGTDVRIT
TRVDETEPLGSLYSTLHETGHGAYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRSRAFCSWLFGRMAEVFGTAGA
ADADAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGRLEVEDLEEAWNTRFEADFGGAVDRPRNGLLQDVHW
SVGLFGYFPTYTLGNVYAGCLYQALRAAVPTLDADLARGHAEPATAWLKSEVQRSGGLYEPAETIRRACGFAPGEGPLLD
YLDAKFGEIYGL
>TDX30055.1 hypothetical protein EV657_10722 [Rhodovulum visakhapatnamense]
MTSHDRLWQAIWLPARRVAFAIVARLWWRRPPEEISARLEARSLRDQATIVAAVLTGLFLTSLVFAHAGILGMLVFLLLV
ILLIR
>TDX30056.1 hypothetical protein EV657_10723 [Rhodovulum visakhapatnamense]
MDIDAINAVLGLGTLGFVLAFAYINLRQTEEQLKASRERREKRAAAAGRVVPAE
>TDX30057.1 enoyl-CoA hydratase/carnithine racemase [Rhodovulum visakhapatnamense]
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQDQIDALAKDRETRVVILKGAGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFARCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALTRTIPRKH
AFEMLTTGQFVDTGRAEALGLINRAVPADMLDDAAWRLAETLAGKLSPALRVGKGLFYDQLERGIDEAYSMAGAAMVENM
MLSETEEGIGAFLEKRPPAWQA
>TDX30058.1 uncharacterized protein (TIGR00369 family) [Rhodovulum visakhapatnamense]
MQPVMDVAALTAFLLSAFPQVGEEFVVEEVAPMRVRVRLAVTDRHLRPGGTVSGPSMFALADVGIYLAVLAMIGPKALAV
TTNCSIDFMRKPAAGRDLICEARLLKLGRVLAVGDAMIRSDGSDEIVARASLTYSIPPK
>TDX30059.1 uncharacterized protein DUF1638 [Rhodovulum visakhapatnamense]
MSAPDDRSLTETGLPPNGMGRVLVIGCGALAHEILALKRLNGWDHLDLTCLPAIWHNHPDRIAPGLRTLVERHRAAYPTI
LVAYADCGTGGGLARTCAELGVEMMEGPHCYAFFEGQAAFAARASGEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELAPL
YFGNYRSLVYLAQTEDAALDRQAAACAARLGLAYERRPTGYGDLAAFLAGRG
>TDX30060.1 hypothetical protein EV657_10727 [Rhodovulum visakhapatnamense]
MPVRRLALLLTAVIGAAGLTVWLAALLPVSGVAWLLPLALAAAVGLRLLQRRR
>TDX30061.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum visakhapatnamense]
MAEEDDDIVLAELPDDELVPQMQDDLYDGLRDEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGHDFRDGILFVPEVLLA
ANAMKGGMQLLKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDLGINTDIDRYLVALETEQPDILGM
SALLTTTMPYMKIVIDTMAEKGIRDDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNSAAAG
>TDX30062.1 DNA repair photolyase [Rhodovulum visakhapatnamense]
MPGPGQGPTPGRGASGNPANRFDRLAVTPEDDGWDPGEAPPPLRTETRVERPRSAITRNSSPDVPFDRSVNPYRGCEHGC
IYCFARPSHAWLGLSPGLDFESRLIARPEAPRVLAEELSRRGYRPATLAIGTNTDPYQPIERSYRVMRGLLEVLRDFRHP
VAVVTKGALIERVLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIESLAAAGVPVRVMVAPVIPALTD
PELEAILARAAAAGAGAASWIMLRLPREVGPLFSDWLARHCSDRAARVLARLREMHGGEIYSPDWGRRMRGEGPYAEIVA
QRFRLAVARLGLATAQPELSTALFRVPPRAGDQLSLF
>TDX30063.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum visakhapatnamense]
MTDALSRLLAERDWLMADGATGTTLFNMGLSSGEAPEFWNADEPDKIRALYRGSVEAGSDIFLTNSFGGNASRLRLHEAQ
DRVHELNRLAGALAREVADAAGRPVVVAGSVGPTGEIMEPMGPLSYTRAVEIFHEQAEGLKEGGVDLLWVETISAPDEYR
AAAEASKLAGMPWCGTMSFDTAGRTMMGMTSAGLAELVEKLPHKPLAFGANCGVGASDLLRTVLGFAAAGTEWPIIAKGN
AGIPKYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLQAMRAALETRPRGPRPSLDEITDRLGGFSSASDG
TGDGEGPARAPRRRRRG
>TDX30064.1 hypothetical protein EV657_10731 [Rhodovulum visakhapatnamense]
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVYRKVSSDLGSRV
DEPTLRAKMAELMVLAKEQIMSES
>TDX30065.1 phosphoribosylaminoimidazole-succinocarboxamide synthase [Rhodovulum visakhapatnamense]
MARRKKIYEGKAKILYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMTGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNIAAGSMSKRLGIEEGTQLPRPIIEFYYKDDGLGDPLVTEEHIIAFGWAGQQDLDDIVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWEGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVAHPSKPTLIN
>TDX30066.1 phosphoribosylformylglycinamidine synthase [Rhodovulum visakhapatnamense]
MKARVHVMLKDGVLDPQGEAVRHALGTLGFEGVGGVRQGKVIDLDLDATDRTAAEARVREMCEKLLANTVIERYDIEIV
>TDX30067.1 alcohol dehydrogenase [Rhodovulum visakhapatnamense]
MRAAVLTGWRKPLEVSKVDDPDCPKDGVVLKVLACGICRSDWHSWTGADPDVSLPLIPGHEYCGVVEEVGPGVTRWQVGD
RVIAPFILACGHCADCASGHQTICAHQVLPGFTQAGAFAELIAVPFADTNLTPLPETMDPALAAALGCRVTTAWQALTGR
AALRPGEWLAIFGGGGVGISALLLGRALGARVAVVDVVPDKLNYAVALGADAAIDARAGDPAEAVRDITGGGAHVAIEAL
GIPETTIGAMKSLRKLGRMVQVGMPTGKNTTMALPMDAVYSGQLAVYGTRGMAAWKYPSLLSLIDGGHVDLTPLIGRRVK
LTEASGELAAFDAPAPPGVAVITNFLA
>TDX30068.1 phosphoribosylformylglycinamidine synthase subunit I [Rhodovulum visakhapatnamense]
MKAAVLVFPGSNCDRDLAMAFRNAGAEVTMVWHKDSALPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHTARGG
YALGVCNGFQVLTETGVLPGALMRNAGLKFVCRPVPLTVETADSAFTAGYAKGQQIAIPVAHHDGNYVADADLVARLRAE
DRIAFTYAEPINGATADIAGILSENRRVLGLMPHPERAAEPAHGNTDGAALFRSLLGALVPA
>TDX30069.1 two-component system C4-dicarboxylate transport sensor histidine kinase DctB [Rhodovulum visakhapatnamense]
MSGPSRSPYRSAYPLRGVWIVRLAVCVLILIAVATVWTTNTWLTDRFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDTGRVVAATDRSTIGTNLRSAPFYVEALRSNDTVFITSRAEA
GNFTFTYSRAITVDRKKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGRLVNEALDARSAPSAVARAI
QATADWGALPPDAYVMGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPDE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRSCVSGALSMMEPQLKRRKVTITRSLPREPVMVMADRIRLEQ
VIINLLRNALDATRESPVPQIDLILSSGETATLTVRDNGHGIEDIDRLFEPFYTTKQPGDGVGLGLAISSGIVADLGGRL
TARNAREEGAVFEVQLPILNQDKEAAE
>TDX30070.1 two component Fis family sigma54 specific transcriptional regulator [Rhodovulum visakhapatnamense]
MPQAMKIAIVDDEQDMRQSISQWLALSGFETATYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSTLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGTVLVKKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQIACAAFDPEALTARLFGPIEDGSTTLPAVEEARGGTLCLE
DIEALSPTLQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDMLRPDLFYRLAAMKITLPPLRNRGEDILTLFNRLSDQ
FAEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>TDX30071.1 RNAse E [Rhodovulum visakhapatnamense]
MAKKMLIDATHAEETRVVVVDGNKVDEFDFESVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEDLEDEDGDGDKPKRRGRSRRKPRSGSGASGTSPSSVDQADEGALDTEDGDDDPVDEIEELSA
SAEDADDESASEPDAEEAKGTSDADSDDDADSPETDAAEEEEGDEEEDDDTPPTVMAMTAHSDDPVETREPGAGIPGMDV
VDLGEDDETAGDLADEPSSESASEGRKSSSRRRRRGSRKKTDETEDEAPAVPAAEADEDGPEEVHHDDQIESVAEEDVTE
EIRPRKPRARRYKIQEVVKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNVVDRKKLKEIA
SEMDVPEGAGLIIRTAGAKRTKSEVKRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEG
GYRLAKDFMKMIMPSHAKNVKHYTDPMPLFARYQVESYLSSMFNPVVQLRSGGYIVIGVTEALVAIDVNSGRATKEGSIE
ETALKTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNASVEKRLKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGM
IEATTQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRIEADP
FLISPDFSIERFKTATRSVPEVVTPVVSLDMSDMPDPVEEEEEDEAPVVETVAQPEADEKNEDKPGKKRRRRRRRKKPSQ
GGDDQGFEAGSAEDDAEGEDDGDIADQAEPEPEEAADPENESAQAEEKSDDKPRRTRRSRSRGRKSDRTEQETGKEAEAE
AEVTAPVSEDVSAPAPEATPEPSVDPEPVVETSLAEEERGTEAAADPADAPEPDAEGSSDAHPVSDPEPETQAEEPQSDE
PKRRGWWSLGR
>TDX30072.1 tRNA 2-thiouridine synthesizing protein A [Rhodovulum visakhapatnamense]
MEDGIEIDLRGLKCPLPVLRARKALAGLAPGGLLRLRADDPVAVIDIPHFCREAGHVLVSAEDEADATLYLIRKG
>TDX30073.1 cytochrome c-type biogenesis protein [Rhodovulum visakhapatnamense]
MFGIELIDAGLLPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGITMGELTGAVAGRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVIVFGLHFLHVFRIPLLDREMRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASVSRGTVLLAVYAAGLGIPFLLAALFIQRAMGVMNRLKRHMALIERAMGVLLIAVGLALLTGAFSAFSYWLL
ETFPSLARLG
>TDX30074.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MAKRKAVGFLMTEKGFSARRACRIAGLARSVQKYWPKPKTDVALVARMKAPADENRRYGYLRLPAMLRREGLIPNTKRTD
RLSTAEGLQVRKKKRRKLPRRDRVAPQVPKRPMQRWPME
>TDX30075.1 integrase-like protein [Rhodovulum visakhapatnamense]
MRIARVLTDNGRAFTDRLFGLRKRAATGQHEFDLLRAELGIEHRLAPPMRPQTNGMVERFNGRIGDVLQSHRFQSGEDLE
QTLLRYVDLYSTQFPQSALKRQTPVATLKDRQRQRPELFRKRVYNLAGCDSYTDRKDSFA
>TDX30076.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum visakhapatnamense]
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDAAKVMKACSVDLEDLRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGATQTDGGESRESALSKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVSGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVNEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLLAESKRRKTIGTREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVREGEIDLRIEEPEKRRLDSSKKPPLLTAE
>TDX30077.1 hydroxyacylglutathione hydrolase [Rhodovulum visakhapatnamense]
MPLEIVTVPCLSDNYAYLVKGPGGALLIDAPEAGPIVEALESRGWGLDAILITHHHHDHVGGVAELRTRYGAQVMGPAAE
AARLPPLDRALAEGDRVGDGPAEAEVIAVPGHTLGHVAYRFAGGNAVFTADSLMALGCGRLFEGTPAMMWDSLMKLAALP
PETLVFSGHEYTSANARFALTVEPGNDALRARSAEIDRLRDEGRPTVPVPLSVESATNPFLRAGRPELKTALGLGDASDV
EVFAEIRARKDRF
>TDX30078.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPEAKGQTVAGFGFAVPLLRPLRASARRVVALMPGQQGVMPWPAGEEN
VSVLCEETAWPLPDGFVDKLVLLHGLETSEHPGAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTARRFWLKTAGIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLATKDPLPRPLRILDGL
PRPGAEPA
>TDX30079.1 ATP synthase F1 subcomplex delta subunit [Rhodovulum visakhapatnamense]
MSEPASISSGIAKRYATALFDLTREANGISALEADVDALDAALTESGEFRDLISSPVYSRDDQARAIDAIASKMGLGRMM
ANTLQLMASKRRLFVLPQMVAELRGLIAEAKGEVSADVVSARPLSDAQRAALAAALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>TDX30080.1 ATP synthase F1 subcomplex alpha subunit [Rhodovulum visakhapatnamense]
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEIDNVGIVIFGSDR
AIKEGDVVKRTNAIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIADVKAPGIIPRKSVHEPMATGLKSVDAMIPIG
RGQRELIIGDRQTGKTAVALDTILNQKSYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMDYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSAAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDAATQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYEADLLSFLRTKHQA
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>TDX30081.1 F-type H+-transporting ATPase subunit gamma [Rhodovulum visakhapatnamense]
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGSGADKVHL
LVVMTAERGLCGGFNSSIVRLARLKAQNLIAEGKTVKILTVGRKGREQLKRDFADHFVGHVDLSEVKRIRYGNARDISQD
IIARFEKGEFDVATIFFSRFKSVISQEPTAQQIIPAVFDEPEDVSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDRLNLEYNRSRQAAITKELIEIISGAEAL
>TDX30082.1 ATP synthase F1 subcomplex beta subunit [Rhodovulum visakhapatnamense]
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLGKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSEILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMIESNVIKVDDLSKSQVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDDVIAKAEKMAADAA
>TDX30083.1 ATP synthase F1 subcomplex epsilon subunit [Rhodovulum visakhapatnamense]
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFTESGSQKYIVTGGFAEITADAATVLA
ERSHPVEEVTQDMIDEMVAEARAAARDAHPDVVDAAARMLADMVAMGTHIGFEPQT
>TDX30084.1 hypothetical protein EV657_10751 [Rhodovulum visakhapatnamense]
MFLPFFQTLRATGIPVSLREYLSFLEGVKLGLVTYDAEGFYYLARTALVKDERLLDRFDRAFAQSFGGLEETGPGEVLEA
LDLPEDWLRKLAERHLSEAERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDKREFRNLDDSVELGTRNIKVALKRLRRWARDGARHELDLDGTIRATADHGYLDVKTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARSEFKHLEHYYFHNCLYEGVWRDNRRRWDRVTPTAEVLRTYGSDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGRVWLERARAQWPDHLWINPVPERHWHYTQSIGMIREIFEDRMVPMTLDGIERGMKTLGR
>TDX30085.1 DUF2927 family protein [Rhodovulum visakhapatnamense]
MALLITLAACAGPGPEMPGRRPPALADLPPMKTFVTHRVTPPQRSNAAIAQDFLDLAFQMESGRSLPYMTRFEGPITVRV
TGPAPASLEPDLAALLARLRREAGIGIHRVAADAPASVTIEFLPRSQLQRLVPQAACFVAPRVSSWEDFRQSRRSGEVDW
TTLPVRQWVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYAPELHNGTTRD
EATRVLPQLLARLNPRGERIGGSDLMSPTPRAWIDAIEAALGPGTAPSQRVAAARSAVEIARTQGWRDTRLAFSLFAFGR
LALGQNNGETSLAAFLEAGQIYAAHPVTRVQSAHVAMHIAAFALSAGQPDTAVLIIDDHLDDVQNGENAALLASMLLMKA
EALDMLGWTKEAAAIRRDALGWARYGFGSENEVRERMAEIAWLNPARTD
>TDX30086.1 ribosomal protein S18 acetylase RimI-like enzyme [Rhodovulum visakhapatnamense]
MAPDPRPTLVKTAPLSQDAVAGFPLLSRERPPSVTDLLVRPLRPEDAASWRRLWAAYLDFYETSVPAETYDITFARLLHG
GDPNMGCRLALSGGKVVGLVHFIFHRHCWRPENVCYLQDLYADPAMRGRGVGRALIEAVYAVADSRGTPSVYWLTQDSNE
TARQLYDRIGQPTPFVKYVRG
>TDX30087.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase-like protein [Rhodovulum visakhapatnamense]
MSLDPVLSRIDADLPQALDRLMALLRIPSISTDPAHAAACRDAAEWMVRDLASIGFDAEICPTPKHPMVVAKGGTAGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFLEACRAWKAVHGSLPARITVFLEGEEESGS
PSMVPFLKENADRLKADLALICDTGMLGDATPTIVTMLRGLVGEEITVTGPSKDLHSGMYGGPAMNPIRVLARIIAALHD
DTGRVTVPGFYDGVPEMPEEILRQWAGTGFDADRFLGEVGLSTPAGEDGRSVLEMLWARPTCEVNGISGGYEGTGFKTVL
PSNASAKVSFRLVGTQDPLKIRESFRKMVQDMLPPDCTAEFAPHGASPASVMDIADPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFKTLLGMESMLIGFGKDDDAIHSPNEKYDLESFHKGIRSWARILAALAA
>TDX30088.1 hypothetical protein EV657_10757 [Rhodovulum visakhapatnamense]
MDCRTESAGPREGGALRSARGFGISLGIALCLGAAVAASAEPVDGKAARKLVFKPKGAEVTVIDLPFLSEADRKGLVFAG
EQQPYYGAIAVAPSEGLISEATLAAANYHDVEAARAAALAGCDAARKPDGNPCVIAAEIRPKGWEPRALQLSADATEGLR
SDYGRRGGPRAMAISESTGRWVVRKGPDAAAQALDACASASGASDCRLAVEDR
>TDX30089.1 5-aminolevulinate synthase [Rhodovulum visakhapatnamense]
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPTVIAAMQDAISATGAGS
GGTRNISGTTVYHRRLEAELADLHQKEAALVFNSAYMANDATLSTLPMLFKDLVIVSDELNHASMIQGIRRGRCDKHIFR
HNDMAHLRQVLEGIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGPRGAGVAERDNLMHRID
IINGTLAKAFGVFGGYIAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVRHLKTDTALREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIIGDPVHTKRISDMLIEGYGIYVQPVNFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWAQCAL
NRAELTA
>TDX30090.1 cytoskeletal protein RodZ [Rhodovulum visakhapatnamense]
MIRRRQPRAAEGSQDAPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGNFATVNAMDAAASPRPQASRRKSVSEPRDPLADPNAIFVPRGPAMFSQVQPGAIGSMLVLL
SLIAVLGYGGWSVLKEIQQVRLAPLDDQPGLIADVDPLQVAGADPLSDEAPATPPSVEALDRLYRPQALDRPVMVARDGP
IATIDPGEIGVLSSDRRPDRAFDRAVASALAEAGAGTPGMTVTQVGTAVSGATPVQVVAADATPELALLAVRPAWVRVSA
ADGTVLLEKILNAGESYVLPRTDEPPTLRAGNSGSVYFSVNGRTYGPSAPGANVAKNIELSPKALTERYQLADIKADPDL
AVALAQNEVPVTVSGPSR
>TDX30091.1 methyl-accepting chemotaxis sensory transducer with Cache sensor [Rhodovulum visakhapatnamense]
MPAFLYRIPFRIYLIVIVALALSIVLSVLLLTRAVSNAYQMRETELRGMTDAAISLLDDLQAKVEAGEMDRPAAEATGRR
LLETLRFGESGYLFALDNNLVVTAHATLPEWVGTDKSDYADVKGLKLFQEMREVALRDGAGTVEYWFQKPGETEPEKKLG
SVQQFKPWGWFVGTGAYVSDINAELASMRMASIITLIVGMLLLIAVSAVLVRSVTRPLAAFVESMRDVANGRYDTEIPAS
KRHDEIGDLGRNLSEFRDKLAESERLAAAREEDRREQERVVTDLGVGLRALSEGDLTRTIDTTFAPAYEQLRQDFNATVD
TLNALMGEIVENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGNAEQSG
LVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SSSSDQVESGVALVNRTGEALTDIVERVSNIAELIGEIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQSLVARFRLKGSAPAVARPRSPSAPSYKPDRPPFAAMDAPKRAVNDSGWQDF
>TDX30092.1 hypothetical protein EV657_10761 [Rhodovulum visakhapatnamense]
MSMLLSDLRTTFGYLLQAALCRAFGPLCPKAPPRPDYSAVYTSPEFTVERFGKCQKGSYIEVYRPKTPWLGQNGRPKAVI
FLHGFVLGASQIYRAHLEHLARQGYTVFFPNFQTGFCSFPERGLMTVAELLDEVFGDGLRPSQEKWMQNALASVTDAYAR
VGFGPDVAVDTYVYGHSLGGLFALSWPWYVTRDGLPANLMPLQVVTADPIPSSSAASAPGQIGLALDRLQDDVNLSVTGK
ALTMPVAILHGDADWIVPKSEWDIPFGSIATDRKRMYLSQTDTHGCPGHFANHEQATDDTSFFRPLLSLLLLDGVGAEDT
LDWRYLWFALDQVIREGAEADRLEFDLGHWSDGRPVRPVKVYLSGDAA
>TDX30093.1 acetone carboxylase gamma subunit [Rhodovulum visakhapatnamense]
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDQERFEIYLEILQEQVPWDDRIILPLGPKLFIVQRAEDKKWVIRSWAGHDF
CDWTENWKLHAKVRVRDTPEAMEKLYPKLMAPSTGWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDTFYRDWLGL
EVPERA
>TDX30094.1 acetone carboxylase alpha subunit [Rhodovulum visakhapatnamense]
MNIQTDIKGIVRGGETLKQHRDKIMEATKRSGHYAGLRHMELRDEHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFTLYNAAGDSILTSTGIIIHVGTMGAAIKYMIENGWETNPGVKDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIDAYWQFAYEAVEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHDDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQTLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGVGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFADYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARFADSVYGVVLAEGERGRVVADLAATEARRAEIRQERLAQSVPTRDWMAGERDKILAKDAGTHVQQMYAASFKLGPK
FERDFRAFWDLPDSWQLKEADLPIPSYGKDYSMDLSELPDVTIVKLVEE
>TDX30095.1 acetone carboxylase beta subunit [Rhodovulum visakhapatnamense]
MTQTARNARSVQVLGIDAGGTMTDTFFVDADGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
DTARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEDEVKASGKPIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSKFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSISDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAIKVQVADPLGMSVEDAAAGVIELLDAELRDYMRSMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKASQAEVLQAAWDELTERVLEEFERNGYAA
DKVELQPGFRMQYRGQLNDLEIESPIASAGGADDWDRLVSAFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEPLHDATPPREARTGTRQFYRKGRWVEAQLYRMETLLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>TDX30096.1 transcriptional regulator of acetoin/glycerol metabolism [Rhodovulum visakhapatnamense]
MVARERFVRKADWVRFLETGLLPDDLAPDLAASWLRSRDSGVLPDRMTAPQVTDEVLLRKRTETAELRRLARAALLRARA
MLKDTGSMMILASPDCIITETEGDPGVIDTGRENRLQIGGNWQETSIGTNGIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPVLDPVDRSLRGIVDISGPTDVFLPQSMALAMAVGDEITQALARMIGEEREVLYQQFMGRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIQGGAIGDRREDDWAGEMSDRFSGMDGEILRRDGLPIGLVLTAYRGRRTPVETPSGDPFDAFLGTAPA
IVRLLEHARCVAGSAVPVLISGETGTGKELLARAIHDASAQRHGRYVPVNCGALRADSAAGVLFETDGPGSGAVAAAHGG
TLCLDEIGEMPADVQPFLLRVLEDGLTRARSPDAPERSDFRVIALTHRDLPRDVAEDRFRRDLFHRISTIQFRLPPLRDR
AEDIPLLAQHFLAQAAAEAGRQAPALTRAARETLMAYPWPGNARELRNDMQALVLFCGRGVIDAEDLPEKIRTPAAPLPR
PEPDERARILKAMAASGGNMSATARRLGIARSTLYTKLAAYGLTRPDDRT
>TDX30097.1 acetolactate synthase small subunit [Rhodovulum visakhapatnamense]
MAPLNIQQGTSRHSAYDLRDPNAEASERHTLAVTVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHKSRITIVTTGT
PAVIEQIKAQLGRIVPVYEVHDLTVEGPSVERELALFKVTGTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKID
AFGELMRPLGLCEMARTGVAALARGN
>TDX30098.1 hypothetical protein EV657_10767 [Rhodovulum visakhapatnamense]
MPVPAALAAQSGLSAALALAVFAVWRAPGWPFDRKAALLVAAAPLATPCLWHYDAAPTGLAALFLLRAGTLPVSDGLRGL
LWLPAWIGPGLLIWTVALMPGPQPPAAWLLLPGMALTLAVVLWPRAACPHPPDFARPSAGCQR
>TDX30099.1 acetolactate synthase large subunit [Rhodovulum visakhapatnamense]
MTQPMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELYQQTDIQHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLSGQVPTFLIGNDAFQEADTVGITRPCTKHNWLVKDPDKLAETIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYHPKVKGDRETITRLVEAMETAERPIFYTGGGVINSGDAATQLLRELVEATGFPITS
TLMGLGAYPASGKNWLGMLGMHGLYEANLAMHDCDLMICVGARFDDRITGRVADFSPNSIKAHIDIDASSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKTVDCLRYTPSAQTIKPQYALQRLEALTRHRKDRFICTEVGQ
HQMWAAQFLGFEAPNHWMTSGGLGTMGYGMPASVGVQVAHPEALVINVAGEGSWLMNMQEMGTAVQYRLPVKQFILNNER
LGMVRQWQSLLHGGRYSHSWSEALPDFVKLAEAFGAKGIQCSDPADLDDAIAEMLAYDGPVIFDCLVEKHENCFPMIPSG
RAHNDMLLGDADTEGAIGTKGAVLV
>TDX30100.1 secreted protein [Rhodovulum visakhapatnamense]
MDRRSFLKTSALGGSAAAATTLAAPALAQGVRTLTMVTSWPNGMAGVHDSATFCKNRIEALSDGQIKVEIKAAGELVGAF
EVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTAQEQINWYYHGEGAAFHDELGEIFGLKMFLVGNTGAQSGGW
FRKEINTPEDFQGLKFRMPGLGGVAMGKLGVSVQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFHE
PGAGLSLALNRDLFDSLTPFLQQVMESAAAECNQWTLAMFLSQNSAALSRLASEGVRIMSFPDPVWDAFGRAAQEALEEN
RDGDIYDRMLDSYMASMRTSSSWLQASEGTYRAQRDRVIG
>TDX30101.1 TRAP-type mannitol/chloroaromatic compound transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MDRRSFLRRSALGGSAAAATALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRREIKSPEDFKGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLEVFESLTPSQQAAVQQVTASANQWALSLFMKNNASALRRLQAGGVQVREFSDDVWDAFGAAAQEVFAQY
MGDELYKKIYDSYVASMRDSAAWIEISEGVFTRQRNRVLG
>TDX30102.1 hypothetical protein EV657_10771 [Rhodovulum visakhapatnamense]
MLDGILWVCKNILLAFYNFGYAVSHPGLWLDWSDKQAIMRVVYYGGSVEFFFVVFTAFLVLTAVGIWRRQVMWGAVRLLE
GLANGIGRAVAWFGLLMVLQQIMIVFLQRVFRVSEIGVGPFGYTFTKDLSWWSEELKLYNAAIVALCATYTFVQAGHVRV
DLVYSAVGFRAKRAIDMAGSLLFMMPVAVLVWMYSWFFMWRHLITPKPSASDTIERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLEFVEGEESAGKYLDRDSLGAGEEAYEGTH
>TDX30103.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIEAGARRGRKGSALTWFLA
APAGVIGLALLMEATGIAGSQDVTVSRYSNTAESASLRTNVPDQCKASMIALHGQSKWDRAVAQQEEIDAGSGRVEMHQL
TDDELAAARAARIAATPPVSGGVLLAFTFLALALVTARGVVPTARPAPLLIGGAGIVLGLLVDALFIGPLASPGTVLLML
ALPVLMVLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
ASYAIVIMLLVGTNFDLRLGRESVPVEDWIAFFVAQGTYHFAMFGILYACWVLLRSGVLRPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEFTVFLLVMLVLFVLGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVTTWHIYRGVAPFVVIQVIGLAILWFLPGIVTIVPNLLPNG
>TDX30104.1 arginine-tRNA-protein transferase [Rhodovulum visakhapatnamense]
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTADPSDGGRHR
PLVAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHIEIAREAGLPYVYLGYWVPGSPKMGYKANFSALEIYKNDRW
QDIGTPEDHHAETHPLSVAPIAEQVARIHLPDSRPTRD
>TDX30105.1 putative RDD family membrane protein YckC [Rhodovulum visakhapatnamense]
MTDRTEPSADRLWGLPDPVLQPEFYADVPSKRLAAWVIDVVLILILSLLALPFTAFTAIFFLPLFFTLVGFGYRTVTLAR
GSATWGMRIMAIEIRNARGEKLDLTTAALHTLAYSACITFLLPQLASVILMLTGARAQGLPDFLLGTAAINRPANP
>TDX30106.1 malonate-semialdehyde dehydrogenase (acetylating)/methylmalonate-semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]
MKDLTHFVNGQHTAGTSGRFADVYNPALGEVQARVPLASKAEVDAAIAAAAEAQPGWAATNPQRRARVLMEFVRLLNRDM
DKLAEALSSEHGKTLPDAKGDVQRGLEVIEFCIGAPHLLKGEFTDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKM
GPALACGNAFILKPSERDPSVPLMLAELLQEAGLPDGVLQVVNGDKEAVDAILDNPAIQAIGFVGSTPIAEYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLVPRIEKLKVGPYTAGNDV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGHAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
ARWPSGLKEGGEFHFKQMD
>TDX30107.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MNWDDLRLFLAVARAESLTGAGKVLRLDPATLGRRIARLEEALGSALFARSPRGYGLTEAGERLMARAVQAEQALTEGVE
EVRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDSELDYLSATGAERVALASNSVSVQLNWLRAGAGLGIVHDFAI
PAAPGLVRVLTDQVALRRSFYLIRHGDDRKLARLTRFAGLLLDGVRAELLRLEGLT
>TDX30108.1 CBS domain protein [Rhodovulum visakhapatnamense]
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSGERVEGIVSERDIVRELGRRGPKCLKDPVAAIMTRR
IQFCALEDSADTVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARMSELAMEKAALEGMIMGH
>TDX30109.1 phosphopantetheine adenylyltransferase [Rhodovulum visakhapatnamense]
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGERFGTEIVVHPFENLLID
CARDVGASMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFV
>TDX30110.1 hypothetical protein EV657_10779 [Rhodovulum visakhapatnamense]
MSDIVELERRIVAALDRIGRGLDGMGRGDDPDRPDPSELEALREALETERGANAQLNERVKALHDRQETQVARLEQRVAD
LAARAEAAETDVDRLRAVNAKLRETSAALREANAQGLGDPGAIDAAMLAELEALTALRASDRAEIDAILAELMPVAEGGA
AHA
>TDX30111.1 cell division protein ZapA [Rhodovulum visakhapatnamense]
MPNIEIVIGGRSFDVACQPGEEPYLAAAARMLDAEASVLSSQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPAPERVEVPVIPPSVGETLAEIAARAEALAAQVEDRAAGS
>TDX30112.1 hypothetical protein EV657_10781 [Rhodovulum visakhapatnamense]
MIRARLWYGPAGDHLPPKRIARYLRGPLACSVALRERNLDGEWRSEIRLSAPVGATLALERGLDVSGEAADLVSRLPADA
PAALARRLARCTARIEVSDPSPGRRFAPGAPVARSVLLPLAFALDAIVEDLDNGRVSFFPTAARPREALTSRIGRILSEI
SVILNRRKSLM
>TDX30113.1 monothiol glutaredoxin [Rhodovulum visakhapatnamense]
MTDAKDRIQQTISDNDVVLYMKGTKSAPQCGFSSRVAGVLNFMGVDYADVNVLADEDIRQGIKDFSDWPTIPQLYVKGEF
VGGCDIITEMTLSGELDKLFEDKGVAYSKDAADKIRAANA
>TDX30114.1 stress-induced morphogen [Rhodovulum visakhapatnamense]
MAITPEEIETLIRERFPAAKITITDLAGDGNHYAAEVIDESFRGLNRVQQQRAVYAALKTQMEGSTGALHALALTTKAPD
>TDX30115.1 acetyltransferase (GNAT) family protein [Rhodovulum visakhapatnamense]
MARFVIDEDDTALAAYLADPACRLVIWSPEGRPLGFALFCEIGNPSGRVELRRLALAETGRGLGRAFLAALVRHAFTKLG
ASRIWLDMASDNDRAHRVYLAAGFSHEGTLRRHWRRPAGDVADLLLFGMLRDEWRG
>TDX30116.1 phosphoribosylformylglycinamidine synthase subunit II [Rhodovulum visakhapatnamense]
MDEPQITEDLIAAHGIKPDEYARILQLLNRAPTFTELGIFSAMWNEHCSYKSSKKWLRTLPTTGPQVICGPGENAGVVDI
GDGQAVIFKMESHNHPSYIEPYQGAATGVGGILRDVFTMGARPIAAMNALSFGEVSHPKTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHTAYNGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMASGAVISIQDMGAAGLTCSAVEMGDKGDLGIRLDLDRVPCREARMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIPEDRFLIVHGGEVRADLPLKALSGNAPEYDRPWVETPPAAPMDDVPGIDPIDGLK
ALISSVNYCSRHWVYEQYDTQVMADTVIRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAFRNLSAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIKGIGEACLALDMPIVSGNVSLYNETDGVPILPTPTIGAVGLLETLDELIAGV
PAEGHLALLIGETAGHLGQSALLYEVFNREDGDAPRVDLEAERRNGDFLRANRALIAAATDLADGGLALAAFELAEAGGI
GVTLDAADTPTLFGEDQARYLVAAGFDAAEALMVAAAKAGVPLTAVGRFGGDQVSFGGVSAPLADLTTLYRSAFAAALG
>TDX30117.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MMDWDKLRIFHAVADAGSLTHAGETLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAV
ARIRDSVEEVFGELRVTTTTGFGSLWLAKRLPVLYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMN
IKMRLYATQPYLDAHGMPATPEDLSSHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLP
DYVTEDHPHLVRVLDDIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDAPSM
>TDX30118.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum visakhapatnamense]
MTRPDVSLHDRYDLSKSRILLNGTQALVRLMLMQSARDRADGLDTGGYVTGYRGSPLGAVDQQMTRARADLEAAGVLFQP
GLNEDLAVTALWGTQQAELRGEGRHDGVFGLWYGKGPGVDRSGDAIRHANLAGTSPRGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDFGLYGYALSRFAGVWVGLKVMKDTVEVTSVVDGRPDRMRFVTPDFAMPPGGLGIRLNDH
WVPQEERMIDHKRFAAEAFAHANRIDRRVWGKPGAKIGLVAAGKNWLDLVHALELLGIGEAEAERLGISTYKVGQVWPLD
MKGFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHNRRGRRIYGWKNDRDQELFPTRYALDPVMIAEKLGQILIEEGRETE
ALTAALARIREARRADNAEDLAARLPYFCAGCPHNTSTKVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGTKRVEVVYDE
KEDLDPRGFPAGVACHPRAELMAVQRRLSEIEGVTALVYIQTCAAEKRRRRKKGAFPDPDTRVFINTDVCEGCGDCGVQS
NCVAIVPVETEFGRKRAIDQSACNKDFSCLKGFCPSFVTLKGARPRKEASAEVEIGALPAPALPRIEGTWNLVITGVGGT
GAVTVGAILAMAAHVDGKGAGMMEMAGLAQKGGAVQIHCRIAETPSGISAIRVATGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNNHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPISHE
AIDRAIQLNGAGVAGNRRAFEIGRWAAAQPAAAARVLVSETVEKPRSLRERIALREAHLRAYQSGRLARRYRRMVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLETAAKARAEFEGDLQITWHLAPPFLKGQGSDGRPKKRAFGRRMEQGFRLLAA
LRRLRGTPFDPFGWQGERRRERAAIRRFEADMEEVLARLSPATLEACTALAELPLTVRGFGPVKAAAEAAAEVRREELLA
SIRGGEAPLRTAAE
>TDX30119.1 putative hemolysin [Rhodovulum visakhapatnamense]
MRGQVARDISYSSSARTKGGKALIRVLENATGRISLIRRAEGYEVEVERGRNFWEVMVDRYGLSLDVVQGSLSDIPATGP
LILIANHPYGILDGLMMGLILARARGDFRILANSVFRKAEALNRVILPVSFDETKAAMQENLATRKAALDYLAEGGAIGV
FPGGTVSTALRPMGPPMDPGWRSFTARMVAKSDATVVPIFFDGHNSRLFQLASHLHETLRLALLLKEFRSRVDEPVRVAI
GRPIDRARLNALGQDAKAMMDFLRNSTYELSPRPLKSLAYGYEFDHKRRA
>TDX30120.1 glutamate racemase [Rhodovulum visakhapatnamense]
MAVGVFDSGLGGLTVLDAVSRRLPDVPFVYFGDNAHAPYGIRDAEDVYKLTTAAVSRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVASRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQGAFQEALGEGVKVYSQANLVAESLADYLGRHPGMRGTGD
ASMFLTTGDPGFVSDKATQFLRRRIEFRAA
>TDX30121.1 putative secreted protein [Rhodovulum visakhapatnamense]
MKLNMAFAAISLAVLGSTASAATLNEITDYSSVATNPSVVGSGFDAVTGTLTGGDWDYLALGLPSVGSLIALSFSLADTS
IPNGAGFQLYYSYSPFSYTNNSFRQPYNQWVTQTVTPTSVSLQNWSAGTPTNAAFTIDTDPALGSTLFLAIIGTDNTAPS
GIGYTVDLPQTSAPAVPLPAGGLLLISALGAAALLCQRQRARKAA
>TDX30122.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum visakhapatnamense]
MSYSVAILGASGYTGAELIRLIATHPELRIVALSGERKAGMSMASVFPHLRHMDLPDLVKIEEIDFSTVDLAFCALPHAT
SQAVIRELPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVDLQKEAVYGLTEFYRDEIRAGRLVAGTGCNAATGQYALRP
LIEAGVIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSMLAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLARAYADEIFIEVLPFGDHPSTRHVRGSNFAHIGVVGDRKPGRAMVIAALDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>TDX30123.1 cytochrome c-type biogenesis protein CcmE [Rhodovulum visakhapatnamense]
MRGLKKRRRIQIIVLAFAALVLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGSLKRGQGETIRFNVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPSVEGANGS
>TDX30124.1 putative peptidoglycan binding protein [Rhodovulum visakhapatnamense]
MTKTVEELAREIVLREGGYVNDPDDPGGPTNHGVTLDTLRRLRLDLTGDGLVDIADVRKLSAEQAAAIYVDHYFRRPKLD
ALPDLLHASVFDMYVNAGANAVRLLQQLLNDMGQPCGVDGAVGPETARAAKTAAEAAPDHIADAYGIARRNYYYALADRR
PASRKFACRRDGGKGGWILRAEEFISPRYRLSEDEHRERIARWG
>TDX30125.1 holin (3TMs family) [Rhodovulum visakhapatnamense]
MGMMNAALGMLFSGGPNVVREAAEVFRVNAEAADKRDLELQRAVLEEFAREFAQPRQTRFDALIDGANRLPRPLLALGTV
GLAISAMVDPVWFAARMQGIALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAETMAMAPQVARNLQHLRDLSEEAVA
VRTARTDTGAVAVSLGTNPALEEWRER
>TDX30126.1 cytochrome c-type biogenesis protein CcmF [Rhodovulum visakhapatnamense]
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLFGALAAWFGGGLPPTLKARVLAVQAAIGAAFYAFILFTSNPFDRLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIIAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFSVRAGAMEAKGVFGTVSREAALVFNNILLAVAALVVFVGTIWPLVAEMAFDRKLSVGAPFFNMAFTPFMVV
LAILLPLGSILPWKRARLARAAGPVLPALVLAVALGALVWAMQTGHSALGPIGVALGAWLIAGSAVDLWLRAGRTGMVAR
LGRLTRLPRADWGKAVAHAGLGITMIGISAMLAWSQEDIRVAQIGERYDLGGYGFQLDRVQKLEGPNYISTTATMSVWRG
DRQVAEMHPEKRVYPVAGMPTTEAAIDGGFLRDLYVAIGDPQQDGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRRV
RVAAGARKERGPVLPQPAE
>TDX30127.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum visakhapatnamense]
MPRPALTAALLLALSLSPLLSGPLEAVEPNEILADPAEEARAREISKDIRCLVCRNESIDDSNADLARDLRLLVRERITA
GDSDTEVVDYLVDRYGEYVLLKPTATGSNLVLYIAGPLMLVLGLGGAVFYIRGRRAGRDAGSEALSPEEEARLKEILGK
>TDX30128.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum visakhapatnamense]
MTDYKTIGYDCADGLAVVTLNRPEVMNALSAQMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIANIDIERT
LRDEYEPMLNAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAAEWGMIWEAVPEDGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFEAQLSLEAELQGRCGASRD
FKEGVLAFVEKRKARFEGC
>TDX30129.1 hypothetical protein EV657_10798 [Rhodovulum visakhapatnamense]
MTRLHTITAVSLLGAALLAGCGESYGERALTGGVLGAGVGAATGNDVGTSAAIGAGAGILTK
>TDX30130.1 citrate synthase [Rhodovulum visakhapatnamense]
MADSKKSATLTLGDTSVELPVLSPTAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESSITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCFLLLYGELPTAAQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLDLLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIADPAMKIGRPRQLYTGATRRDYVDVEDRG
>TDX30131.1 glutamyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MTDMSDSPVVTRFAPSPTGYLHIGGARTALFNWLFARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAIS
QFERAPRHAEVARAMLANGTAYKCFATQEDIEAFREAARAEGRSTLFQSPWRDADPATHPDAPFVIRLKAPREGVTVIGD
KVQGDVKIGNDQLDDMVMLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFDDAQAKEWFSLEGIGRSPARLDFKKLENLSGQHIAGA
EDAALLHEVQAFLAATGAPSLTEEQIAGLARALPFLKQSAKTFPQLVEKAYFILGERPFEPDQKAAKSLDDVSRGILGEL
TPHLQNASWTRDALEAAVTGVAEAHGLTLGKLAPPLRAALAGRTVTPSVFDMMLVIGRDETLARLADTQG
>TDX30132.1 competence protein ComEC [Rhodovulum visakhapatnamense]
MGLLLTEAVGSAGTARMPALAVSAVLAAVEARRGHLFPWTPVFLSLGIGLYFLQKTEPPVWALWACAGVAAALALAARRL
PELWGPLLIVLALVAGGAALAGARAHLVAAPKLDHRVYGALEGRVLVLDRSISDAPRITLDQVWIEGVRPDETPRRLRVA
LHGAGGVMAPPPGARIAMMAHLSPPGAPAEPGGFDFRRHAWFQQIGAVGYANSPAVTLSPPEGGATLLVHRMRMALSDAL
RARIPGDQGAFAAAILTGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVVFTALRFALALWPRLALRLPIKKIAAA
GALAVGAVYLALSGGNVATERAFIMVAVVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFV
ALRDRPADRWRPPRWAQGALAVVISSAVAGAATAPFGAAHFNQVSQFGLIANLASVPLMGLLVMPAAVAAACLAPFGLAV
LGLEPMRWGIAWILWVAERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLVPILAAFALWSAVARPALLI
ADSGGLMGAMGPEGRALSKPSGEGFVALSWLENDGDRANQAAAFARPGLGGAPGEQEATVAGRRVTLITGRGWADRVAPA
CARGWVVVPQFLDDAPAGCRVFDRAALARTGSLALFPGADGPRVVTARGAAGDRLWAQ
>TDX30133.1 SOS-response transcriptional repressor LexA [Rhodovulum visakhapatnamense]
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEARGFRP
VVIDGDRPETPAPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGSMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQTTAENGEIVVALVEGHEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>TDX30134.1 molybdopterin molybdotransferase [Rhodovulum visakhapatnamense]
MISVDAALGHVFDLIAPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGQGWP
GTVAPGQAVRIFTGAPLPAGADRVVIQEDVTREGDRIVLGAGFDHGTNIRAAGGDFRQGDMLAAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGEIPGPDQIVAANGFGLKALIEAEGGFARLLPIARDSEVSLKTVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGGAAMIGLPGNSVSAMVCGHVFLRPALRAFQGLPKTPLP
TARAPLATDLEANGPRTHFLRARLTPDGLLPFERQDSGLLSVLAEADALLIRPAGDGPQPAGALADYLTLR
>TDX30135.1 cyclic pyranopterin monophosphate synthase subunit MoaC [Rhodovulum visakhapatnamense]
MPELTHFDAEGRAHMVDVSDKPETARLAVATGWVRMAPETLALVVAGSAKKGDVIGVARLAGIMGAKRTSDLIPLCHPLP
INRVAVDLTPDDTLPGLRIEATVKTAGRTGVEMEALTAVSTAALTVYDMLKAAEKGMEIGGITLKLKEGGKSGRYEAPE
>TDX30136.1 indole-3-glycerol phosphate synthase [Rhodovulum visakhapatnamense]
MTETILDRIKAYKLEEVAADKATRPLADVEAAARAAPAVRGFAEALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
RAYEAGGAACLSVLTDTPSFQGAKPYLTEARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDADELDRAAKLKSPLIGINNRNLRSFETSLDTTRQLAKRVPEGRQIVSESGLNTPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRKLLANPAMGAH
>TDX30137.1 anthranilate phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MSDALKPLIGLAADRPLTREEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVTAPEGAIDIV
GTGGDGKGTLNISTATAFVVAGAGVPVAKHGNRNLSSKSGAADAMTHMGINVMVGADVVETALREVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGAFSKALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
EGTITERELHPEEAGLPVHPFEAIIGGTPDHNARAFAALLDGEASAYRDAVLLNAAAALVVAGRVTTLREGVERAQDSID
SGAAKSKVEGLARITSEAA
>TDX30138.1 anthranilate synthase component II [Rhodovulum visakhapatnamense]
MLLLIDNYDSFTYNLVHYLGELGAETKVVRNDALNVQEAMGLRPSAILLSPGPCDPAQAGICLPLTRAAAETGTPLMGVC
LGHQTIGEAFGGKVVRADEIVHGKKGRIEHDGSGVFAGLPSPFQATRYHSLIVERASLPDCLIANAWLEDGTIMGLRHRE
LPIHGVQFHPESIASEHGHALLKTFLDTVKEPA
>TDX30139.1 polysaccharide deacetylase 2 family uncharacterized protein YibQ [Rhodovulum visakhapatnamense]
MGRVFSSGIRGFLWGAAASGLGLAALEVAVPPSGPGPAPGPGPGAGTASVPAPARDPVRDPEPAPVPTQPGEAPAPRFSA
IPESGAPAAPEPETAPAAVAAPGARPAAPSGSGGLPAADPTTDIDLPPGSEFNRPRPETEATLPEREETLRETPAMGAPA
PAAVAEAPLPDTAPAAAPAPVSAIPETMTPPEAPDAAVDLGAGTDLGAEEPAPAGAALRGPAAPEPAAPPDPEALPDDRP
AAETAPRDVGRDDDEDEEAAAPPGAGKAGPRVLPLPSVEDATVPGDAPAGLTPVAPLPTLGTAPEEDGAAAEDPSDEAPA
TVPGDRAAAPAPLGALARNAVAFDPPPGAPLLSLVLVDIGAAGLDRRALLTFPFPVTFAIDPAMPGAAEAAADFHRAGYE
VVLLASGLSDLPPAEAAARLNRALGLIGTGIAVLDPGKDGVQSKGFQDDRVLTDAVLGVLAETGHGIVTRDEGLNAAARA
ADRVGVPKATVFQTLDAEGQNTETMRRMLDLAVFEARQTGQAVLVGHSRPETVTALFSWALQSGRGEVALAPLSAVLRLP
>TDX30140.1 uncharacterized protein DUF934 [Rhodovulum visakhapatnamense]
MSDRVLITDAGFGPVDPAERYLGLADLVAAPGAQRVDLGPETDPAALGPDLARIQAIRIAFPAVSDGRGFTLARTLRRMG
FTGRLRAAGQLIPEQYPMTRACGFDEVEIDADRARRQPEADWRAAARRQGYLARLRRPAA
>TDX30141.1 phosphoadenylylsulfate reductase (thioredoxin) [Rhodovulum visakhapatnamense]
MRPENGFERGETRLAALNRRLDGATPQEVLAEAADRFAGQLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVADLLGLTGVRLLHPDAEALALHDPAGDLHRSDPDLCCHLRKTEPLEHALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHAWGREDVAAYIDRHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGTEDVA
>TDX30142.1 sulfite reductase (NADPH) hemoprotein beta-component [Rhodovulum visakhapatnamense]
MYAYSDFDESFVRDRVRQFRDQVERRIDGRLSEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAVGFEVSVGGGLGRTPMIGRIIRDFLPEADLVPYVEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRELVEARFAETRSEFPGAEAALAEIRAAFRAPDFRAGGTAIPSGSPAFRAWADTNLAP
HRREDHAIVTVSLKTPGQQPGDASAGQMRAIADLAETFGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTERIAIGERTGPGFAADEIVGAVERIVTAYLELRDSADETFADAYRRLGLAPFQKALYSEESRENAA
>TDX30143.1 uncharacterized protein DUF2849 [Rhodovulum visakhapatnamense]
MKRRFHPSVVTANDLFEGHPVWRTAEGRWSATIREAEVLRDPETAEARLAAAASDAARVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAQASDRLDHLPGE
>TDX30144.1 uroporphyrin-III C-methyltransferase/precorrin-2 dehydrogenase/sirohydrochlorin ferrochelatase [Rhodovulum visakhapatnamense]
MKFFPIFLRTEGARIVVSGGGETALAKLRLLLKTEARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDAAEDARVAGLARAAGVLFNIVDNRADSAFITPALVDRAPVVVAIGTEGAAPVLARRIKAGLEAWLPAGLGARVREADA
FRPAAEALPKGRARRRFWDDAFAGLLDGMPGPAPQLAPLLETHKAAATAAGEVLFVGAGPGDPDDLTLRARRALDRADVV
IHDRLVPAPILELARREAEIVEAGKTGFGPSTPQADINGLIVDRAARGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWS
VVPGLTAASAAAASLGQSLTRRGRNSELRVLTGHDVKGLADHDWAALARPGAVAAIYMGKRAARFIQGRLMMHGAEAATP
VSVVENAGRPEERILSATLGSLPAEIAAAGLTGPAVILLGLAPRAAARSVPALREVAR
>TDX30145.1 hypothetical protein EV657_107114 [Rhodovulum visakhapatnamense]
MRFRPLLLAVLPALAGPAVWAGPHAEMLGEEAVTLTLDPATGALALDAVLPAPQGDVTLPRQDWLTIETLRIGGDATPVP
GSGVLRAARHMGRPVTVRLTGTLPPLSAGIGEVARGETASYLLGSGWLPIDSAPRARFELNLEVPAGWRPAATGTLGAEA
VDAEGRSAQFVFTGRAADMGVFAGRYTVGEAMHGELRLRTYFEPRDAAYSPAYTEAVAGYIDRFSAEIGPYPYPGFSVVS
APIPVGLGMPGLTYVSQSILGHGYIRGRSLAHEVLHSWWGNAVAVDYRRGNWCEGLTTYMADHALAEDAGPEVARAMRLG
WLRDLAALPAGEDRPLTEFRAAAHGDRQAVGYGKAALLFHMLKAELGPEDWRAGLRRFYADHHDRVAAWHDLRAAFEAVS
GRDLGGFFDQWLTRSGLPALRLEAAEPEGTALHLVLGQSWPAYRLSVPVVVETGAGTERHLVALDAGRGEATLRLRAPAR
AVSVDPDFDLARALAPGEVPPMLGDLFAGPEPVLLALGGETAAAEALGARLLRRPARLVDAAAAETAPALIVVGSGAEVA
AWRMAHLSAPAPWSMDAGRARAWVERDPGGRLIGFLSADRIEDLASELGALRYQAGQSYAAFAGGAAVVTGDWPTGATPL
SRRFD
>TDX30146.1 hydroxymethylpyrimidine kinase /phosphomethylpyrimidine kinase [Rhodovulum visakhapatnamense]
MIPNILSIAGSDPSGGAGIQADLKAIGANGGYGMAAITALTVQNTQGVRGAELVAPALVADQIRAIREDIRIDAVKIGML
GSAAIVEAVAGALAGLDAPVVLDPVMVAKGGDRLLAEEAVAALSAHLMPMAAAITPNLPEAADLLGRPEAQDRFGMEAQA
EALLALGPRAVLLKGGHLSGSDSPDLLLDPTGRVWFEGPRIDSPNTHGTGCTLSSALATWLARTGEMRPAAEAARTYTRA
AIMGAAALSVGHGHGPTDHFFALRNLPV
>TDX30147.1 thiamine-phosphate diphosphorylase [Rhodovulum visakhapatnamense]
MNRKTLAVYFVTPDGATPDLVMAAVRGGASMVQLRDKQASDSDLIALARQLKPDLTRRGVPLIVNDRLAVVLASGADGLH
VGQSDGAPSALRKALGPGRLLGLSVETLAQLDAIPPGAVDYLGVGPVHATATKPDHAAPLGVDGLGRIVTRTTLPCVAIG
GLGVADAAGVKAAGADGMAVVSAISAAPDPAAAARALAEAWRSA
>TDX30148.1 hydroxyethylthiazole kinase [Rhodovulum visakhapatnamense]
MPSATETPTGAPSQTASPTPGAHLAAMRDRAPLVQCITNFVAMNTAANVLLAAGASPAMLHAAEETREFTPLAQALSINI
GTPSPHWAAGMKAAAGAARAAGLPWVLDPVAVGATSYRQALCGDLLALEPAVIRGNASEILALAGAATRGKGADSADPVE
AAEAAARALAQRSWAVVAVTGPVDYVTDGTRAWRVSNGDPMMPKVTALGCSLTALVAAFVAVEGADRAEATVAALACFGL
AGEIAARGASGPGSFAVALLDALHAMTPEALDLGARVEPS
>TDX30149.1 16S rRNA (cytosine967-C5)-methyltransferase [Rhodovulum visakhapatnamense]
MTPAARIAAAAELLDAWREGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCARSFSALGGAATGRGMMLGALRAEG
TDPGTVFTGEGHAPAPLSEAERAPMPGLADLPEAVACDCPEALEEMLRDSLGPAFRPVMDLLRHRAPVFLRVNLRRSGRD
EAAAQLAGEGIETRPHALSPTALEVTAGARRVQQSRAFADGVVELQDAASQAVADLMPLDAGARVLDLCAGGGGKTLAMA
ARGTARHYAHDAAPQRMRDLPDRAARAGIAVTCLDGADLDEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTTPDDLARLTA
LQAGILDRAAALVAPGGHLGYATCSLLSAENDAQVARFLANTPGWTEVAERRLTPLDGGDGFYAAVLRRGDG
>TDX30150.1 two-component system cell cycle sensor histidine kinase/response regulator CckA [Rhodovulum visakhapatnamense]
MLRFVPVLVTVRRSAAAHADRAWVALALGVLLVAAAWTSPWPGLFAPLLTAGSTLACLAVLLRLFGRPVSDIPSDRLRRL
CASAPGATLVTDSEGCVLIASPEALRRVAAVRGQPVADALQAFFADPGHAVADLISAAARGLPASAQRTLASGPLRIAVE
RAGSGLFLWRLESCAADGPEIALPMVRLDPAGRLAVINAAARALIGQSPDSVAALLGGASDETEEVMVETPEGPSRRRLV
QLRMADGGREFYILPEAAGARAAEAPEGFLDALPVALLQLDIDGTVRLSNARANKLLGAYAGEALNLCDRLEGLGRSVGD
WLADAAQGRAPNTAEVLRVARDDRELFVQVALARMGGGGLVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNL
LTAISGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVMDLRDTMGELAHLLDRLVGEKVRLR
MRHAEALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRLETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGHGIPPDRL
TKIFEPFYTTKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPAYAGEIGPAAPRREQGTVEDQPGSAVVL
LVEDEAPVRSFAARAMRMRGHTVLEAESGEEALEKLSDPDLKVDVFVSDVVMPGLDGPGWVSKALADRPGTRVIFVSGYA
EDSFGEIKARIPNSVYLPKPFSLADLTATVQRQLRAAARAREGHPDEEEGRLPEEVS
>TDX30151.1 recombination protein RecA [Rhodovulum visakhapatnamense]
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIEATSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPIYAKKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKAELEGDMGDSNLGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVLFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATRVKVVKNKVAPPFKQVEFDIMYGEGISKTGELLDLGVKAGVVEKSGSWYSYGDERIGQGRENAKNF
LRENTEVAMQIEDKIRAAHGLDFHMSGDDNDEMIED
>TDX30152.1 alanyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MPSLNEIRSTFLSYFERNGHQVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTRDFGIPKDRLLVTVYHTDDEAAAIWKKVAGLSDDKIIRIPTNDNF
WMMGPTGPCGPCTEIFYDHGDHIWGGPPGSPDEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVTPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELRRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGEAAFKLYDTYGFPLD
LTQDALREKGRKVDVAGFDAAMAEQRAKARASWAGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVADGAEVD
ELAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAPLAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAVEELAAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGVRRIEALTGQAALDHLIA
QQQRLAEVAEAVKAPASDVVARIRSLVEERRALEHEVTQLRRELALAGPAGAAPEVREVHGVPFLAQVLHGISGKDLPPI
IDEHKARLGSGAILLIAEADGKASVAAGVTPDLTDKVSAVDLVKAAVAELGGKGGGGRPDMAQGGAKDAANAEAAIKAAE
AVLGA
>TDX30153.1 uncharacterized protein (DUF1330 family) [Rhodovulum visakhapatnamense]
MPALWIAHVTVTDAEAYAKYAELAGPAIAAHGGQFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYNSPEYQAALDHA
RGASERELMVVETSE
>TDX30154.1 GTP-binding protein [Rhodovulum visakhapatnamense]
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRVNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDQQLDFPH
MYASGRSGWADMELDGPRKDLHALFDLILEHVPAPKQLARTDAPFSMLATTLSADPFIGRILTGRVESGRVKPGDTVKAL
SRTGEMLESFRVSKVLAFRGLSQQPIEAGEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQRLEP
IEEVTIDVDDEFSGVVIEKLTGVRRGDLAEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPHKGP
IPGRRAGVLVSIEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNIRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPGSIRLRKRYLDPHERKRQARAAG
>TDX30155.1 putative secreted protein [Rhodovulum visakhapatnamense]
MKSLVSGALIGGAAILSSFATDVDAATTVTVFEEPLVFGEDHADLDGDGIEDFYFLAGSTSGLIGEFGYYDFRPESALGD
GWTYRQTLMLQSGPTGNNRGSLPQFFEAGDTISSWGYGTSNFVNVYGDGVEGPLDEIGASAFIGFVFEKYTSCDDPDSEY
CEDEGYGEYETGAWQFGWLELERGEQGLMVKSMGLADYSEDAEIPGAALPPVAPVPLPAGLPLLVAGLGAFGLIRRRR
>TDX30156.1 small multidrug resistance pump [Rhodovulum visakhapatnamense]
MPKHYLYLLLAVVTETMATSSLQASQQFTRLWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWAVF
GQRIDWPGALGLGLIIAGILVIHLFSKTAAH
>TDX30157.1 putative 5xTM membrane YitT family protein [Rhodovulum visakhapatnamense]
MPTDMPPPTVPRHSLLEDAQGLVVGTLLVALSVQILKSAGLVTGQIAGLSLVASYVSGFGFGPVFFALNLPFYWLALRRM
GLAFTVKTFSAIALLSLFTELMPHVLTPGRVQPLAGSMLAGVVAGAGLLALFRHGASLGGVGIMALWLQDSRGIRAGWVQ
LGFDAIVFALAFAAIPPLTVLCSLAGAAVLNVIIATNHRRDRYIAR
>TDX30158.1 isocitrate dehydrogenase (NADP) [Rhodovulum visakhapatnamense]
MTKIKVENPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTNDQITVDAAEKIRDVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICKNVPRLVPGWTRPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQVIEKVVYDAPAAGVAMGMYNLDQSIIDFARASMNYALSMGWPVYLSTKNTILKAYDGRFKDLFQKVYEEEFEEQFKKA
GITYEHRLIDDMVACAMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSVLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDSNEPLMHFAQTLERVVVETVESGSMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>TDX30159.1 hypothetical protein EV657_107129 [Rhodovulum visakhapatnamense]
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNRVVYSLHYAFYNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTRALVDKLHEQKGITITHQEIEGADHFFQEPHMDPMIENVSTYVRRRLTEGTR
>TDX30160.1 BadM/Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]
MKLSTKGRYAMVALADLALQPDECLVSLSEISKRQNISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPAADIRVSDVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQARLSDVIGNGLAPCPAVPALFHIVDED
>TDX30161.1 cysteine desulfurase [Rhodovulum visakhapatnamense]
MPGRVYLDWNATAPLRPEAKAAMIAAMDVVGNPSSVHAEGRAARGLVEKARAQVAAALGAEGAEIVFTSGASEAAALACA
GRWLQGAEIEHDAVAAWIDPCLPVDAEGRVTVRDPAGTALQLANSETGVIQQIPEGLAVCDLTQGFGKLPIAFNWLGCEM
GLVSAHKIGGPKGIGALVMRPGCDMEPQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAAELAAGNWAEIERFRSILELT
IAERANKTIFVGKGASRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGEDVAASAIRVSM
GPGTTEEDVRRFAEAWLAAEAKFRARAG
>TDX30162.1 iron-regulated ABC transporter membrane component SufB [Rhodovulum visakhapatnamense]
MAALDKADMKNVKEGVDQETVEAVQSMAGKYKYGWDTEIEMDYAPMGLTEEIVRLISAKNEEPEWMTEWRLQAFRRWQQM
EEPDWAMVDYPEIDFQAQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELQAAGVIFCSISEAIRTHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDTAQLHAAVVEIVILDDAEVKYSTVQNWFPGDENGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNSSSRVEHEATTSKVDEDQLFYCRSRGMDEEEAVALVING
FCRDVLQALPMEFAMEAQQLVAISLEGSVG
>TDX30163.1 hypothetical protein EV657_107133 [Rhodovulum visakhapatnamense]
MAASGAGRGTGAETGRAAADRGRGPEGRRRLLPLPSIPGHGGRLFLTTRMRLLIVAQGLIFYASLQDEETIDWLGTLVPL
SKGQAALAEGLLGLVLFSLWGLCMIAWMRVVARDRQDGK
>TDX30164.1 uncharacterized protein YbjQ (UPF0145 family) [Rhodovulum visakhapatnamense]
MIVTTTPSVEGRSIIAYHGVVVGEAILGANVFRDIFAGITDIIGGRSSAYEASLGEARETALAELEQRARAMGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>TDX30165.1 Fe-S cluster assembly ATP-binding protein [Rhodovulum visakhapatnamense]
MLEIKNLHASLEEEGKEILKGVNLTVEAGKVHAIMGPNGSGKSTLSYVLSGKGGYEVTDGSATLAGADLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGEEEMDAATFLKEVRAKAKDLKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVADGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMAKGRIIKTGGPELALEVER
NGYADILAEVA
>TDX30166.1 Fe-S cluster assembly protein SufD [Rhodovulum visakhapatnamense]
MGLPQAKLTATEARLASLAMPVQAGWTRPLREAALTRVQDLGLPGRRDEYWRFTRPDELISAAPVPAAVLPPAENATFED
IDRLRLVFVDGVFDPEASDDPALAGLEITRLAEAEAQDISWAADLYGVLETRGQSPVPRPLAALNTAFATDGVLIRATGK
VEKPVNLVYRHCDETSDAILHHLIRVEPGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIEMTGDNGTAHVAGACMGDGSFHHDDTVFITHDALNCESRQVFKKVLRKGATGVFQG
KILVKAGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIEAEAVRDEVVASLADWLERHRR
>TDX30167.1 hypothetical protein EV657_107137 [Rhodovulum visakhapatnamense]
MAVTTEIVATWRGPRAALRRQLRMGPREDRALIYLMIACFLIFIGQWPRLAREAYMTPEVPLEALLGAALFGWMALAPLF
FYGLAAVSHLIARAVGGKGSWFTARLALFWTLLCVSPLWLLQGLVAGFIGEGPALALVSTVLAVAFLAIWLLSLVEAEA
>TDX30168.1 Yip1-like protein [Rhodovulum visakhapatnamense]
MPDETQDSPIMTEPRPSLLLLARDTVTDPRGSAVRILSLAPPRAVLWEALALVVILSILLTELGELINPAPVDPMMPVFM
HYPLAAAAVQGLLLVVTVHAIAGIGRVFGGTGDLDGALALTVWLQFVMACLQVVQLVFLIVLPPAAGLVGIFGIGLFFWL
LSHFVAVLHGFPSVLKTFAMIVFSMIGIVFGMSLILSILGITLTGAIPDV
>TDX30169.1 cysteine desulfurase/selenocysteine lyase [Rhodovulum visakhapatnamense]
MYDVHKIRADFPILSRQVNGKPLVYLDNGASAQKPQAVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGIIARFLG
AADADEIVFTSGATEGINLVSYAWAAPRFEPGDEIVLSVMEHHANVVPWHFLRERQGAVLKWVDVDGNGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHEKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSASGAIHIRKE
RMAEMRPFMGGGDMIREVHKDGILYADPPMRFEAGTPGIVQQIGLGVALDYMMGVGMEAIAAHEKAITAYAMDRLTGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMDHLGITATCRASFAMYNTTEEVDRLIEALEL
CRDLFA
>TDX30170.1 tryptophanase [Rhodovulum visakhapatnamense]
MPSVRFFSGETVPLEMHKVRVVQKLTLPDIDTRLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMDWILPTHQGRACENILAQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALDRLVAEHGAGRIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLEETMDE
DMISQGPQFIAYMVGELDRRGIPVITPAGGLGCHIDVMRFLDHVPQPQYSAGALASALYIASGVRGMERGTLSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQRLVAQFKADFGD
SL
>TDX30171.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLSAEDIRHGFGGRDVLRGVSLRLAPGEVLGIGGASGAGKSTLGRILAGRTRPEGGRVRWQGAGLPGRGPCPVQHAPQSP
DAATDPRWPVAKILKNGGPPDAGAVAALGIRADWSRRLPGELSGGELARVSLARMIRPETRVLICDEITAQLDALAARDL
WQALLPLARARGMALIVISHDAGLRRALAARDTVLTDGRLCQA
>TDX30172.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLRIEDLSVAFRQHDGRLTRPLAGVSLTVGPGDCAGLVGGSGAGKSLIAEALTGTLPRNAELSGRIEVSGRIALAPQAVT
ALDPLARAGTQIARLARLARRRADPAALMARLGLPEAALRAYPHELSGGMAKRVLIATALATGAGTLIADEPTLGLDPEA
ADRIMALLGGLAADGTGVLIISHDLPRLVATATRVTVLCEGRPVETAPAAAFPEGLTHPFTRALWDAQTWTATEWAEAC
>TDX30173.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MIAALTLASPVRRDLLIRGGLALGLVAVLLLAALALPPEGPPVSALARNLAPSLAHPFGTDSLGRDMALRTALALATSIK
VGLFAAVLSTAVAVVFGLAAASHRLADRLVGVATELALGLPHFVLILLISYAAGGGMAGVILGVGLTHWPRLTRVLRLEA
QTVAASDYVAISRGLGRGPVWIARHHLAPHLIPQIVAGFVLIFPHAVLHEAGLSFVGLGIPPHLPSIGVILADSLRALMA
GHWWVAVFPGAGLMLVALTVERFGEALRRAADPSEGVA
>TDX30174.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTGWLGRLLVERLIRLAWLLPLAMAGLFTLVSLAPVDPITSYVGARVAEVGPDQRAAIAQAWGLDAPAPERFALWLGHIA
RGDLGSSITFNAPVAQVLAGRAGASLTLIALAFLMSFAVGLSLGLTAAATRGRWPDRAIRGFAVVLTASPGFWVALLLIA
LFAVGLGWLPSCCAAPPGLTADEADLAARLRHLILPAATLSVVGTGPLILHSRARAAAFLESPAARHLAAHGARPGWLAW
RPGLRHALGPALAVHLAGTGELIGGSVLAETVFAWPGLGQATVRAALGADAPLLLGIALATLVVVFLGNLAADIAARLLD
PRLRQA
>TDX30175.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRPLSFLALAVSLSLPLAAEAAPPLVLAVGGEPETGFDPIMGWGRYGNPLFQATLLRREADLSLAGDLATGWTLSDDRLT
WTITLRDDARFSDGTRLSAEDVAFTFNAARDGDGLTDLKVLKEARATGPLTVELELRHPQITFTGDLATLGIVPKASYGP
DYARHPVGAGPFRLVEWREGEQLIVAPNPYWHGPEIPFPRVTFVFGAEAAGLALARTGAAQIVAVPPAEADAAPEGMQVL
HVPSVDNRGVMFPMRPAGGTTAEGAPIGNDVTADRAIRVAVDQAVDRTALLALAVNGHGAPAHGPADGLPWDNPADRLSE
TGPDAARATLESAGWTDADGDGLREKGGLKAQFQLVYPASDSVRQALALGVAEALKPVGIRAIPDGRSWDEIGRLMHSEP
VVFGWGSHDPSEVFNLYESSLAGRGWYNPGFYANPAVDAHFAAAEASESYEASLPEWRAAQWDGTTGFGAKGDAAWTWLI
NIDHSYWVSDCLDLGPIQTEPHGHGWPITQGLPGWRWTCE
>TDX30176.1 CopG family nickel-responsive transcriptional regulator [Rhodovulum visakhapatnamense]
MQRITITIEDDLLEALDAFMDRSGASNRSEALRDLIRRGLDQDAPEAAECVGVVTYAMDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGQTVLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>TDX30177.1 hypothetical protein EV657_107147 [Rhodovulum visakhapatnamense]
MDDIGGRHGQVFRDEVPGGAGLPAMLEMVLMRLAACPETGARARELGQLGFMQWLGSLPGRADLPAAARAAEAQAAPGPA
TAALDEFRRLLVQIRAMPPRPLDLALPRPCRRGGARARRLRL
>TDX30178.1 methionine synthase (B12-dependent) [Rhodovulum visakhapatnamense]
MTQPAPRPARLSLSPVFETLRTAAAERILVLDGAMGTQIQKLGLTEEDFTGPGGGCGCHLHGDKPQKGNNDLLNLTNSDV
IEEIHYRYALVGADIVETNTFSSTAIAQADYGLEDKVFALNEAGARLARKAMDRAEAEDGRHRFVAGALGPTNRTASISP
DVNNPGYRAVSFDDLRIAYAEQLHGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFAETGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHARPLTVGLNCALGADAMRPHLAELSAVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFATDGLV
NIVGGCCGSTYDHIAAVAKAVEGHAPRKIPEIAPKMRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRKLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEE
AFLDHARLCRAYGAAVIVMAFDEKGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITADCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQAGMDMGIVNAGQLAVYDQIDPELREACEDVVLNRR
ADATERMLELAEKYCGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKDGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIIAAAKEHAVDIIGLSGLITPSLDEMVHMASEMQRQGFDIPLLIGGATTSKVHTAVKIAPNYTAGQAVYVTDASRA
VGVVSALLSDNQRSGYVEGIREEYREIAEKHARGEAAKKRLPLVAARANRIAIDWTGHTPAKPSFLGTKVYDRWDLADLA
AHIDWTPFFHAWDMKGVFPRILEDEAKGEAARALYDDARRMLDRIVQGDWFAPKGVVGFWPANAVGDDVRLYTGEDRKET
LATFHTLRQQTAKRPGVANAALSDFVAPEGTAPDYLGGFAVTAGPEEIAIAERMAAEHDDYGAIMVKALADRIAEAFAER
MHAEVRRSLWGYAPDETFTPEELIAEPYKGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGPSVSGLYF
AHPDSFYFGVGKVEADQVADYAARKGIALAEAERHLAPVLNYTPGKAGDAAAA
>TDX30179.1 paraquat-inducible protein A [Rhodovulum visakhapatnamense]
MAAPKAPSRRCGDGPAVTLRLLRLANLALLILFPVAWAAPLLRAGLLPLFGMSEISVLSGLASLWQADIFLALLVTLLAL
VAPYAKTVGLALVQYDLASPRLLPAIHVMGKLAMADVFLIAIYVVVAKGVGLGRVETAWGLYLFTFCVLASLALSSLTAR
VMHRT
>TDX30180.1 phospholipid/cholesterol/gamma-HCH transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MIELRDIRKAFGRNHVLRGVTLTVPKGESMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASRAEREAFLARFGML
FQGGALFDSLPVWQNVAFRLMRGATKRPKAEAREIAIEKLRRVGLKPEVADLFPAELSGGMQKRVGLARAIAAEPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMSSVRAIADDVAMLHGGVIQWTGPVADMDHSGDPYLDQFIHGRA
EGPIEAVR
>TDX30181.1 phospholipid/cholesterol/gamma-HCH transport system permease protein [Rhodovulum visakhapatnamense]
MILLNPVGALGRAVLDGLAALGRLTLYLGATLYAMVRPPFYFREFGHAVWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMARELGPVMAGLMVAARVSSSIAAEIGTMKVTEQIDALVTLSTDPMRYLTVPRVLAATVTVPVLV
AVGDSIGIFGGYLVGTQSLGLNAAAYLKNTADYLEIWDVTSGLVKGAAFGFLIALVGCYYGMNSGRGAQGVGAATKSAVV
AASVLVLAANYILTTLFFAA
>TDX30182.1 alanine racemase [Rhodovulum visakhapatnamense]
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARVLAQAGARRFFVAAAEEGAQIRNALGPGPQIC
VFSGHMAGDTDMIGDLDLVPMLNSVDQLTRHMEGLPGRAFGIQLDTGMNRLGLEPAEWAAVRDIVLAAGPVLIMSHLACA
DEPGHPANLQQLTAFREMTDGCAVPRSLSATGGVLLGPNYHFDVTRPGMGVYGGLPFPEAEPVVGLSFPVIQTREVQPGE
SIGYGYTFTAPERRVVATVTAGYADGMHRALSNRGQLWFEGTPCPILGRVSMDLITADITHLGTVPPALDLLCPEQGVDA
VADTAGTIGYEIMTSLGRRYARRYVGGAGT
>TDX30183.1 replicative DNA helicase [Rhodovulum visakhapatnamense]
MNKVRTIRPEGEEADDTTGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPQHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPAAQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGLSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGTLPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEAAEVPSEQIRRGDMTETEFRRFVNAAKDLEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVENREDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPGDHDLEGMAKWQEQMESVHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVKPWQQGQAVEGF
>TDX30184.1 orotate phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MIPTAFPDKSEIARLSARMLLEIGAVHFNAETPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLRDAGFEAFDC
IAGGETAGIPFAALVAERMALPMTYVRKKPKGYGRNARIEGVMAEGDRVLLIEDLTTDGGSKISFVDAIRDTGAICGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWWDVLAEARAQGTFDSATLAEVEEFLKAPRAWQEARAKV
>TDX30185.1 dihydroorotase [Rhodovulum visakhapatnamense]
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTGTQAAAYRDRIIAALPEGADFTPLMTLYLTE
ETDPEDVARAHAEGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDRMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRAVPGLKVVMEHITTSDGVDYVRSAEAGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
VRFFLGTDSAPHADPAKESACGCAGVFSATNTLSCLAEVFERAGALDRLEAFASLNGPAFYGLPPNEDRITLTRDAAPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>TDX30186.1 hypothetical protein EV657_107157 [Rhodovulum visakhapatnamense]
MALANTHVAGQRGSLVSSIIAAMVRIVENHPRTRALEKLNAISDEDLAARGLTRQDVIRRIFSDRFYL
>TDX30187.1 hypothetical protein EV657_107158 [Rhodovulum visakhapatnamense]
MKDRFASESETGRWHTLLDRSGTGAWVKALGPDHAAVWAAGGGTLLVTFEQAREILTGATVGHTLAAQLAEPAGWSRLTL
VAHGATWFRDRAVYDFFDERVDSEFFDAFDRVVFYGAGMCGYAACAYSVVAPGAAVVALAPQATLDPAQLDWDRRFLMAR
RRDFTSRYGYAPDMIEAACCAAILYDPAQTLDAMHAALFDGPNVMRLATPHCGDALEAHLSAMAVLPELIDAAGEGQLTA
EVFFRLFRARRQHAPYLAALLDRLDKSGRTDLARGVLRHASHVAEHEHLTGARTDLDRRLRRHRPDVPV
>TDX30188.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MPLDLWFAFAAASALLLMSPGPTVLLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFSVLKWVGA
AYLVWLGIKLLRSRPAALEEESGGVPEQRPARAIFAHAAMVTALNPKSIAFFIAFVPQFLRPEAPLAPQFATLIATFVGL
AALNALSYALLADRLRAQIRRPSVLRWMTRAGGGALIGMGALTATAART
>TDX30189.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MAAEQEPYTLLDLSPVLRSIMAARGLSVADMARMAGVSKSAMEKYLAGPSSPRAVAVASLARALNISTDALVFGEFYEMT
EKAAHRAAVDGFIKLLRDLKSDPELSRTFAELEPGSDALSDFTMRVALDRADDVHRQFVGRHFRILPATTTIKR
>TDX30190.1 hypothetical protein EV657_107161 [Rhodovulum visakhapatnamense]
MTNVIPIAKPEVASRQIGGWVETEASKIILRSLELIRAMDPPALTMVAGAPGLGITKSLFRFKNTHKNVLIHVAVQGEGG
VWNLANELYRLLDIEDPNGRRLPEERRRIAEAVGFESMLLIDEAQYLVQRNGRGRDDLQPWPSAASETRSRAIAAFRSAR
SRSEGDASMNAACAASS
>TDX30191.1 hypothetical protein EV657_107162 [Rhodovulum visakhapatnamense]
MDGVSLQIRTACAVVGQLKLLLDRLADALDQAEDELRVDPLSAHSKGVQIGFQDLPEPSDHRRNHRPGRPSKIETDPELR
AFIEARIDRMTFDDIASEVSRTFPEGRRVAKSAIHAWWQRRRRR
>TDX30192.1 glutaryl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MESPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPELFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSM
KTRAEKTATGYRLTGTKTWISNAPMADIFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPVIRHMVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>TDX30193.1 MoxR-like ATPase [Rhodovulum visakhapatnamense]
MAEVIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARAIAAALGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGGADRAGLQAELFDERYLIERPLLQAMRPQPGGAPVLLIDEIDRTDEPFEAFLLEALGDFQV
TIPELDTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQRLRSEDLFK
KPGVAETIDWAKCLLALDVIGLSPEVIADTIGALLKYQDDIQRLEGSEARRLLDAVRAELATA
>TDX30194.1 hypothetical protein EV657_107165 [Rhodovulum visakhapatnamense]
MADYPALGIPDEGKLSHNILHFARALRKAGLPVGPGRAIDAVRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGAAEERRARPAEKRAAEALLDGVPRDLSDPVEPGPEEDIEIDATGTQSARERLKSLDFEQ
MSTAETAEAKRMLSRLRLPVAPLVSRRSQAARHGRLPDWRGTMRASLRAGGEVRDFSQKNRRPRWPNLVVLCDISGSMSQ
YSRMVLHFLHAVLNARGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGSALHAFNRDWSRRVL
GPGAVVLLITDGLDRDEADILSREIERLHLSARRLIWINPLLRWDGFAPKARGIQAMLPHVDCFRAGHSIRSLEELAEAV
SEARDTGERDRLLAAMRHSGPV
>TDX30195.1 hypothetical protein EV657_107166 [Rhodovulum visakhapatnamense]
MKPMPLNWKIGGPLLGILVFLAVLLAKPIGVSTQFVVLDAVLWNLQQPDAGIVTQTAEGFTSTNAYLAKSGGALAAEAGN
PLTYPVVFVLAMMVGAFLSSLIRSTVPKGERNVPAMYRANTGGFWPLRWVLAFAGGVLVLYGARLAGGCTSGHMMSGMMQ
TSISGYVFAFGAFLTAFPTAMALLKKEG
>TDX30196.1 hypothetical protein EV657_107167 [Rhodovulum visakhapatnamense]
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIARMLTLTDTNLMKTILVAIGTASILIFAGQMYGLVDVGHMSVKAVHVGVL
LGGAILGFGWAIAGYCPGTGLCGLAVGRIDALFFVAGGLVGAAGFMVSYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
QGDLAGIVMGAAFILIAILLPRRIVGRTAARAAAADAAKTAPAE
>TDX30197.1 xanthine dehydrogenase accessory factor [Rhodovulum visakhapatnamense]
MQIADHDAIPEAALEWHRTGQGAVLATVIETWGSAPRPVGSQLAVSGAGGMAGSVSGGCVEGAVIAEALEALGDGRPRLL
DFGVSDEDAFAVGLACGGRIRVLVEPVGAALPEALLADLVAARAARRAVAYVVETDSWARRLAGPGDPDLGPVLADRMRA
DRSGFEGAAFIAIHNPPLRLAVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGSEARFPGEPLIDAWPDEALAGLGLDAR
TAVVTLTHDPKLDDPAILAALQSEAFYLGCLGSPRTHAKRVERLQAAGVAPDRIAAIHAPVGLDIGARSPAEIAVAILAE
IVQRLRRG
>TDX30198.1 molybdenum cofactor cytidylyltransferase [Rhodovulum visakhapatnamense]
MRFGPVPPAEAEGAILAHSLTLAGRRLQKGRILTAEDGAALAAAGIASVTVARPDPDDVTEDAAAARLAAALVPDPLAAA
LRIGPAARGRVNLHAVGPGVVGLDAAAVQAINRVDPGITLATLAPLVRVAPGMLVGTVKILPYAVPGRALALACQAGRSA
VRVHPVQRRSAGLILSEVAGQKPGLTAKGAGAVEARLTALGISLDAVRVVPHEAGAMAAVLADLPGEIGLILTGSATSDP
RDVGPEAVRLAGGTVERFGMPVDPGNLLFLGAQGGRPVIGLPGCARSPALNGADWVLERVACGIEVDAAAIADMAVGGLL
KEIPSRPQPREA
>TDX30199.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MAEKKRQPARLWAYGLQGQTRERVAEVGKILLPHLDAVLASFYEDIANTPDWDAYFTTEALRAHARKKQKEHWILMFSSN
FSQTYFESAEKIGRVHHRIGLPISHYTAAYARVGLALQGLIMAEVRRKSFLGRGDPTPYMDALSRVLMLDTEVANSGFFA
AQAEEYEARLSTLGRNFEDDIGRITDVLSTSMRRLDDAAGTMNTEISRARQGADSLSDNASRIATSAQSVASAIDELSAS
ITSITQDVNNAASASANAMEEAEASSEQVESLQSAAEEIGEVVNLIAEIAKQTNLLAVNATVEASRAGDAGKGFAVVAFE
VKALAERISQATSSINDRIKRIQSETQLMGTRMTGISDCVSRVRSFSDSIRVAVAEQTQAAQHISQHAESTASSTTDMAQ
MIHDVSHRVERSGDTSMALKDAVGTVSGEAGTLSDKVRSFLVALRAA
>TDX30200.1 translation initiation factor 3 (bIF-3) [Rhodovulum visakhapatnamense]
MELAEQAGLDLVEISPNATPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVIKFLESGD
KVKVTLRFRGREMAHQNLGRELLERVAEDVKEIGKVENMPKLEGRQMVMMIGPAK
>TDX30201.1 hypothetical protein EV657_107173 [Rhodovulum visakhapatnamense]
MKKALAAIVILAAFGLGGFIWYLGNMAGPGAKTAATPASEEAVPAPPEAAPDAAEADAGPVEVPAAETQADAPQDEAAAG
PQTGAGMVSADDDMSVGEETQPETSETPEETGTPEETEAVGSGDGSVEAAAPDDGTGTEAAVPQDLPDAKASDGDAPAAE
RDPAAAAPGAGDAGAEAPETAVPEGADPASEAQAPSAEAPAAEETPGAGAALPFALTEGGFDAAAVAELIAASDLPEDEK
ALLTAAAEGAADAPVLVPPVVAQIRAALGY
>TDX30202.1 triosephosphate isomerase [Rhodovulum visakhapatnamense]
MRRKLAAGNWKMNGLSGALGEAVALAAAHPAPGIDILLCPPATLLDRMADSVHGSKVAVGGQDCHPLVSGAHTGDISAEM
LADAGASYVILGHSERRADHGETDALIRAKTEAALAAGLAAVVCVGETEAQRDAGETLAVVGAQLAGSLPDAGVSAETLV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALKDRFGATADGIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLKASDFS
AIIAALEAAPAA
>TDX30203.1 iron-sulfur cluster assembly protein [Rhodovulum visakhapatnamense]
MFAIPGKQAVSLTPAAAAEVARLMDQQNAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYETSLLESGFKFRNPNVVDACGCGESIKFRETDAAEG
>TDX30204.1 FeS assembly SUF system protein [Rhodovulum visakhapatnamense]
MTEPQGKLEGTPLIEPSTTDHPLYEQVVEACRTVYDPEIPVNIYDLGLIYTITIDPENVVRITMTLTAPGCPVAGDMPGW
LQEAVEPLPGVNRVEVDITWDPPWGMDMMSDEARLELGFM
>TDX30205.1 uncharacterized protein DUF1992 [Rhodovulum visakhapatnamense]
MSWMSRLVERRILQAQARCQLQGLAGEGAPLPDRPGDAFVGAAEAAGFRIMAEAGALPEEISLKKQVLACRTRLTALTDP
AERKAAMAELADLQMRQAIAEEARRRFLSF
>TDX30206.1 DNA helicase-2/ATP-dependent DNA helicase PcrA [Rhodovulum visakhapatnamense]
MLDHGGHLAGLNDRQRAAASHGPEGAGPLLVIAGAGSGKTRTLAHRVAHLLAGGADPGRILLMSFSRMAAQELTRRVERL
LAGSDRAWPAGALCWSGTFHAIGARLLRENAGRLGLDPDFVIHDREDSADLMNLARHGLGLSSTEKRFPAKGSCLAIYSR
CVNAGSPLPEVLADRFAWCLPWENDLKRLFGAYVAAKQAQNVLDYDDLLLAWAQAMEDESFARWAGGQWDHVLIDEYQDT
NRLQARILMALKPDGRGLTVVGDDAQAIYGFRAATVRNILDFPKAFEPPATVIALDRNYRSTGPILAAANAVIGQARERF
AKDLWTDRAGGSKPQLVTLRDGRDQARHVAGRILAAREAGLRLKDQAVLFRTSSHSAELEIELTRRHLPFVKFGGLKFLS
AAHVKDLLSVLRLRQNPRDRVSGFRMLQLVPGIGPGTAARVLDALEAAPAPAEALRRLAPPPRAAADWPALVELMTAPAG
WPDLIGAARAWYAPHLDRLYEDADSRRADLEQLERIAAGYPDCARFLTDLTLDPPEATSAEAGVPLRDDDYLILSTIHSA
KGQEWRSVFVLNAVDGCIPSDLGTGSEAEIEEERRLLYVAMTRAKDSLALGVPLKFHVTQQARFGDRHLYARRTRFIPDS
ILSQFEQVYWQDPPGPDEPADGTEAPRLDLRRRMRDMWA
>TDX30207.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MRLSKLSLKVVLTLGTGLLVLVLCIVQGVVLQRQTAVAMREAAQQRQTTSLRILIDQFDDHFGGIGFETAPDGTVSRVTW
DRLPEVTDNALIDHVGGLSGETATLFAWDAASDDFVRVSTNIQKPDGTRAVGTPLGQDNPVRAAVMQGQTYSGEAIILGR
PFLTVYQPIMGSDGQPVGIFYVGIDRSRIDHAIAVQRQTGLAVTAVLITVAMAVLLLMLRMLLRPLGDLGDAFERMAGGD
LETEVPHAHRHDEIGAIADRADAFRIKLKAAHLLDEEARQRQKEEAHVVQTLRAGLERMASGDLSHSLEEPFPHNYEGLR
TDFNATIDTLNDLIGIVAENAAEIRTRTDEISTAADELSHRTENQAATLEETAAALDQMTSSVRTAAEGAAEVAEVVKRA
RNHAEESGVVVKDAVGAMSRIKRSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEA
AREIKTLISTSSDEVESGVALVNRTGEALTDIVERVGNIAGLVADIARGAEEQSVGLGEINVGVSELDKVTQQNAAMVEE
ATAASTTLNSDAATLERLVARFDLKRRPSVHGTAPAPARGHPTAVTPEPVPTTAPLRQAVNDGGWQDF
>TDX30208.1 IS5 family transposase, partial [Rhodovulum visakhapatnamense]
MSDLYWLTNEQMAKLAPFFPKSHGKPRVDDRRVISGIIFINRNGLRWRDAPEAYGPHKTLYSRWKRWSAKGIFARMMAGL
AAEHGEQKTVMIDATYLKAHRTATSMAAKEGGRP
>TDX30518.1 AMP-binding enzyme, partial [Rhodovulum visakhapatnamense]
VIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNAHVGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATK
PFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVD
DVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHEIKGQGIYAYVTLMNGVEATEELRKELEKWVRTEIGPIAKPDIIQ
WAPGLPKTRSGKIMRRILRKIAENDFGSLGDISTLADPSVVDELINNRMNRG
>TDX30519.1 putative solute:sodium symporter small subunit [Rhodovulum visakhapatnamense]
MSGQDSDYWRANVRIILICLAIWAVASFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYVFLVLIFVYAWLMNGLDRKYG
VDE
>TDX30520.1 cation/acetate symporter [Rhodovulum visakhapatnamense]
MDQFTLNLVFVGITFAIYVGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTGSFLPQLGLIGDYAPGGGDQTFLAKLDQVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAISLEAIQTDPKLNWVKTWEQTGLLVMQDLNGDGLIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGALAAALSTAAGLLLAISSAISHDLIKGSINPNISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPALMMGIFSKRVNKEGAIAGMLVGLIFTAVYIFLYKGWFFIPGTATFEDVPANYLFGISPLSI
GTVGAVLNFAVAFGVSAVTRTPPREVVELVESIRVPRGAGAATGH
>TDX30521.1 CBS domain-containing protein [Rhodovulum visakhapatnamense]
MSQTDADILASLTRYAPFDMVPAAALEALGPSLTRIVAETGQTLSYEGERLEALLVIESGSVEIETDGSGPVALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDDVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTRTPVTC
PVGAEVRDVARLMRAKGISSVILMEGETPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMARVVAQVPSLLAQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAFEPGQDAYFLALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRDYFAGWIAQPDNQAQMLASVMFDLRPIHGDTALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDTVDLKHSGVVPVVDLGRVYALRGELQAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGARPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>TDX30522.1 hypothetical protein EV657_1065 [Rhodovulum visakhapatnamense]
MYIELIAIIVAGIGTGGLVLVVNRLSGRRLPRFAVPLAAAVAMLAYALWSEYTWGARTVASLPEGVVEVTRVDEAIAWKP
WTLVAPVTTRLMAANLIGAQTRPDAPEVRLVELYLLARWHAARTVTVLIDCAAPARAEATDAALTDPAVADWQPLAPGDP
LVRAICVPQD
>TDX30523.1 response regulator receiver protein [Rhodovulum visakhapatnamense]
MGEKSVLLVEDEDGIALALEFLIARQGYDTRRVSDGNAALRAMEEDRPDLVVLDVMLPERSGYEICQIMRQDEDLRNVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>TDX30524.1 DNA polymerase-3 subunit epsilon [Rhodovulum visakhapatnamense]
MHERLGLRVRFALFFGALALGGTVLLGLGLWFGHARAGGPADGYVIAGVLAGCGLLGLAAWVGLLFDSNVARPIQALAAD
LQTRARVDIAADIDEAPARYLGALAPAANAIHDALAATREAQARAIADRTAALNREKAMFEALLRDLAEGVVVATLDHRI
MLYNRAALGLLGDLGLDRPLTAFLRSEPLTHALDRMGARAARGEAEAERFLAATDSGDRFLMARVSPVAVEGQRVGYVLI
FHDATEDLEAHAELDHLFNTMLEAVRRPTAAIGALFDAIESDPDMAGAMRSTFFAQLRSEQAMLVDRMNQVADRYGVATT
RRWPMPAVASDDIFDALTARLPEDLRFEGGRQFIRCDGFAISELLGRVIEGLRADGQRGGFVLRAVPEGREVCLELHWTG
APVSDGQIDRWLAAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLVLPLVAAAAPVLTPADPRPEFYDFSLPRAAAGT
LADRPLAGLGYVVFDTETTGLAPRQGDEIVQIAGLRIVNGRILRGEVFNTLVNPGRHIPASSTAVHGIDDAMVRGVPDIV
SVGRRFHAFCEGSVLVAHNAAFDMAFLKMKEDRLGLCFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLDPEHRHTA
LGDAQATAEVFRHMLDELQAVGVRTLGEAMARANEMHGIRRAQTY
>TDX30525.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MPSILFVHENFPAQFGGIAGYLVARGWDVVFATAADGFPRDRVTRIAASGLRVLGYGRHRDVDKATHRYLRGTERAVLNG
QGLARAAIALRQQGFAPDLVVAHSGWGSGSFARVVWPKARFVPYLEWWYNYPPVDMESESTDSAEDRHAATLCRNLPFLL
DLQAADAILVPTTFQRDQLPDWLQARTTVIHDGVDIDALVRPPPGEPPFTLEGLPDTAPLVTYATRGMEPMRGFPEFMAD
LARLQAEDETVHAVVAGEDSVHYGGRLPEGESWKARALAAHGFDMTRLHFTGRLPAGRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPMVVSDTAPVREVVPPDAARFVEFQTPGEIASGIAALLADRAAARTLGARARAHAVAHYAQGDLYPKREA
FFRAVIGGPVGSGQ
>TDX30526.1 histidine kinase/DNA gyrase B/HSP90-like ATPase [Rhodovulum visakhapatnamense]
MDHRREIDRLYALEFGRPQELLLRGLGVAVGGAVLQEAAGWAAVLIWMAGYGLANLAYLAFLRSRGRICTAHDTRIAGGL
FLAALVSFLWLPATLGTEDEAAVRITALSMLGCAMVFLIRRGDSQRWLVLAETAVIGLALMVLVAMVLPRIDSMAVRGAA
TGSGLAMLGYFAHAIWAGRRLRLAAEAAAYGSLQAQKMQAMGELAGGIAHDFNNMLMALQANLDFYRDSSDPTDRDRCIA
EAAAAADRAAALARRLLAFAQRAEPAGRDRVDLCLALEEVRSLVRPLIPPTIRMRIAPPEAPVLVEVAQDQLVAALINLL
LNARDALRLGGGLALETRPVRLTAPRPMLDGSRLPRGAYAEISITDTGSGIPDEILSRVTEPFFTTKPAGEGTGLGLAMV
QGFTRSAQGGLDIASSRAGTRVSLYLPLAA
>TDX30527.1 response regulator receiver domain-containing protein [Rhodovulum visakhapatnamense]
MPKVVVIDDDVEILKIFPRLLAGSEFEPCCTSDVETFLERVRSERPVAAIVDFWLLDNTALPLLDRLRAEGLDLPVVLMS
GGGGGHSALMAETLGEVCGIVSFLHKPFRRAEVIEALRGAAAVALN
>TDX30528.1 MarR family protein [Rhodovulum visakhapatnamense]
MDTFRNPSFPGVCTTKRNLEALGRSDLAAAVLMERIVRDAYDSKSSSAIQPLQWSILRYIERSPEDRCTLTLIASYLGLT
HAPVSRAVRTMRDRGLVGQRSHPRDARSAIISLTEAGRAALELDPIRKIGLLVGTLPDSERAAIKRALRSIAISLSS
>TDX30529.1 hypothetical protein EV657_10612 [Rhodovulum visakhapatnamense]
MTKDLMIARHREDALHEVAETLDGLTMYLRAIDNKATSEPALGKLALRIEGLAESVRGEIGRRRAAQMRTYRHLH
>TDX30530.1 methanogenic corrinoid protein MtbC1 [Rhodovulum visakhapatnamense]
MDSDQRQPAEARFVRPVDGFCQPLPQASLRRVAQEALMRVARLPCPSPSPLPSPSPSPPPSRYPRAEPPALAEIEALCAT
LATGDLLQSRQILDAHLAAGRDKTWIAEALLPEAARLMGRRWESDEVSFVQVGQAVGRLQRLLRLVRAEAGPRPVDPARR
ALFATPEAETHTFGVIVAADMFRDHGWEIELSLSEPQDRLISDLTQSRVRLLGLSAAGPRSALPLTRLVEAVKAALPEIR
VLICGKILHNCPEIARQIPADGHADDLETALSLADRLVLEARP
>TDX30531.1 hypothetical protein EV657_10614 [Rhodovulum visakhapatnamense]
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVVDDAAVTPKYVQGFSPARELPIVWGIARGSLFNKLVILLP
VALVLSQFAPWAIAPLLMLGGGYLCFEGVEKIWHALRPSHHAAEAGPDGQMSAAHLEEAKVKGAIKTDFILSAEIMTIIL
ASLPDHMTIWVEAAAMALAGALITVVVYGAVGLIVKADDIGLAMAEKGRLALTRGFGIGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHELGWHLPQEAIRHAAMAVAGAIPVAKGATEWIVTAALDGVVGIAAGSVLVAVTSFAILPLVRLVRRA
>TDX30532.1 isopentenyl-diphosphate delta-isomerase [Rhodovulum visakhapatnamense]
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVLDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEESKTCANRRLA
EELGITGLTLEFREQVEYRADVGNGLIEHEVVDIFVAEAGPDLTWDLNPDEVMDARWIGLDDLARETRETEGVYTPWLRI
YLEKHSDAIFGSLASA
>TDX30533.1 geranylgeranyl reductase [Rhodovulum visakhapatnamense]
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNISDEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFVRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYQPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRKMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>TDX30534.1 BCD family chlorophyll transporter-like MFS transporter [Rhodovulum visakhapatnamense]
MTLSWLQIVRLGLVQMSLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIIGGMA
ILALGGYLAATGVVVMEDHYGAGLALSVLAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVAVTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARVFTLFVFLSMVAYFMQE
LILEPFSGLVFEFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRTWVILGCLGSAAALTSIAALGHFGAHLPLTP
AVVLMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAAAADGLRQIMDDAPAFGVVFLTEAI
LFVLAAAMALRIMDGNRPTTENAGLVPGE
>TDX30535.1 chlorophyll synthase [Rhodovulum visakhapatnamense]
MTDISNVPNRRLPDPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFVATILGVAAAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSIYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPRKAAWVASIVMAVPQAVVIGLLV
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGAL
>TDX30536.1 transcriptional regulator PpsR [Rhodovulum visakhapatnamense]
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDVAIVLSPEGRVLSVLVNKDHHAHGQLDHWEGRDIRDVLTQDSRPKLDAR
LEFFARGGETGKPVELNHADGEGWSFPVRYSFHTIGPDGSTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLSESTRDAFVFVGTKSGRVVDANPVACELLGAERAELIGNAFAQEFDGRRRAEFLEALSQVALSPEAHPLPLETRRTR
VRIRLRPIAFRAAGEPLILCRLDRTEDREPNGGEMGETLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHVGSVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRFFATKLSGEYGAQVSVEISATYLKDQASPCIVYVIRDASRMEGARKPGVAVS
DDAMRSVMELVGSASLKDIVTETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLSRDGGDS
>TDX30537.1 B12 binding protein [Rhodovulum visakhapatnamense]
MAEPQKSIAPAGPPSRPCERHDEVETLASQVLSALAQRSGDGAEAVSSKILAEFCADVLRGDRSIRTGALATLRRHGISA
TAIVDGYIPAAARELGDRWCRDELSFADVTIGAARLQAMLRELGAANACDMLAASDAPNIMMIVPHDEFHTLGGMTAANQ
MRRMGASVCLALGQTEDEILQKAMARQFDLVAISVSCRQKLDSTRRLVNGLRRALGSGVPIVIGGRVADGAEDICALTGA
DAATSDAHEALRLCGMDRRTLAPGAGRSGQDQ
>TDX30538.1 3-vinyl bacteriochlorophyllide hydratase [Rhodovulum visakhapatnamense]
MPENVGTAPRAVQLYTPEERRRRDSTKWTVVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVIKTLVLYTIMVT
GAIWEKVVFGRYLFAPAFFWEDVFSMAVIALHTLYLWALLTGSVGPTGQMLIALAAYSTYVINAGQFLWKLRMARLQGEA
TEVAA
>TDX30539.1 ferredoxin protochlorophyllide reductase subunit N [Rhodovulum visakhapatnamense]
MTGFTPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPKTDERQLLMVGALPDVVEDQALSLLAEMGVAPVRCLPAHRAAEAPGVGANTVVALTQPFLNETAAGLERRG
ARILPAPFPFGEEGTTAWLWAVAQEFGVSPETFAKVTDAPRARARKAIAAAAETLGGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLESEGMTTKWAIELVFTPVH
FYEQAGDLAGLFARPLRRRAILAGLEGAA
>TDX30540.1 ferredoxin protochlorophyllide reductase subunit B [Rhodovulum visakhapatnamense]
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGEDTANLFKTSLHDA
FDRFKPQAMIVGSSCTAELIQDDPEGMAATMDLGIPVIPLELPSYQRKENFGSDETFYQIVKAIARPIERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMGAAPADIARMGAAHFNVLMYPEHAETAARWMEKNLGQPFTKTVPIGVG
ATRDFIAEVAGIAGVQPKADDARLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFEVVGLGCYNREFARE
IRKLAKEFGVEALISDDYLEVEKAIEDLAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARTVEAEPEADQEAAAVGAPAEGEIVWLSPAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>TDX30541.1 cobaltochelatase CobN subunit [Rhodovulum visakhapatnamense]
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVLNADIILVNLLFIEEHI
NAILPELKARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDENGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLTMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGPSEAPIEYPETGLYHPDIPHRITTDIKDLPQP
AAPVATVGILLMRSYILASDTAHYDAVIRALEERGIRVIAAFAGGLDARPAIAAYFTGEQSVHIDTLVSLTGFSLIGGPA
YNDSDAAVEVLSGLDVPYIAAHPLEFQTLGQWSESSGGLGPVETTMLIALPELDGAISPTVFGGRHGPEGCKGCPRDCTH
KGEAKEMAACSERVATLAARIERLSRLRRSETESRKVGIVLFGFPPNAGAIGTAAYLSVFESLFNTLHRMKSEGYETGEL
PANVDELRAAILEGNAKTYGQEGNVAAHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMCFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTITHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERAEHLRVMTDTDAETREKVDYWLQQDTELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMLEGAKQAQKLLDAHATLPRSVAMVLWGSDNIKSDGGPIAQAMALMGAKPRFDNYGRLAGADL
VPLEELGRPRVDVVMTLSGIFRDLLPLQTRMLAEAAWKAAMAEDEPLEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEG
AYGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSRANAALLQQTLKDVDVAYQNLESVELGVTTVDHYFDTLGGI
ARAVKRARGGQDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVE
PWVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEAHDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>TDX30542.1 ferredoxin protochlorophyllide reductase subunit L [Rhodovulum visakhapatnamense]
MSPRDDIPVLRGEDGEGSVQVHQDETMKIEGAKVFSVYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCKRVGFERIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYLRLAELLWAGTEPLAPHPLPDREIFELLGFD
>TDX30543.1 Mg-protoporphyrin IX methyltransferase [Rhodovulum visakhapatnamense]
MDSYARTRERLETYFGRTAAKTWEHLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSDRLGSFDYVMAMDSLIHYKARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVAGKLFPRSDRSPRIIPHSEARIAGALRKAGVKGRLRAVARVAKGFYISQAMELER
>TDX30544.1 BCD family chlorophyll transporter-like MFS transporter [Rhodovulum visakhapatnamense]
MSKKPHPLTKLSAKFLPFADAASDGLPMHELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGLSSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSREEREA
PQPSFGDAWRDFVRGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALVGFGLAARWLGHGM
NSHRMGALGILGGIVAFSLVIFAGPLHSGLLFFLGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGGLRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>TDX30545.1 photosynthetic reaction center H subunit [Rhodovulum visakhapatnamense]
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEMGNPAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALKKVTKNNGYPLEPTGDPMVDGVGPAAWVARKDEPELDGRGHPKIQPLSALKTFKVSAGRDPRGMPVIAGDGE
KVGTIVDMWVDEPEQLVRYLELELDGAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAGVPTIKSSGQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>TDX30546.1 PH (Pleckstrin Homology) domain-containing protein [Rhodovulum visakhapatnamense]
MSDDDFAVEPIKGLPERLPEGEHILWQGRPAWWALARESLALYWVASYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTWIGNANLDLRKSGTGSIAFELMGTTKFSYLLCWPHV
RPWRMARTEPAFRCIPEAAKVARLIADAAETRVSEPRLTRVGDDDTLAAE
>TDX30547.1 putative photosynthetic complex assembly protein [Rhodovulum visakhapatnamense]
MARNNRHTGPYDHGEKIPPILIKGMFGVALFALILVTYARLTDRPLDALPDAGAPVAVERQIVIDAKIDGSAKVYDTEGT
QVFEFAPNEGGFVAGVWRALELKRKQAGVALDAPVRLVRFKDGRISLYDDRTGWRAELVGFGADNTAAFARLLD
>TDX30548.1 hypothetical protein EV657_10631 [Rhodovulum visakhapatnamense]
MGMFTRRKETAPCTVEVSHKFDSLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRIAVITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>TDX30549.1 Mg-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum visakhapatnamense]
MNVHTADATTVEEGLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELRKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEEHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPAFHKALGVDTDWYGHEVFRKTSDLSKQIFPITLDIDHPRWAKGLTALQEASV
AIDAARRQGGAAGKLAEWAGSAKAARAFLSLLTIPAQRHEVPASTRMEPVY
>TDX30550.1 putative photosynthetic complex assembly protein 2 [Rhodovulum visakhapatnamense]
MIATAWFAALAALFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEMTRHVETVATAYLAFLAAIAIWG
WVELAFLTGVVTGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHDSANGVGVWTFIILFFARISAKLNL
FLGVPKINVEFLPTPLAHLPSHFKISRLNWLFPFSISALTFAVACFMERLFAVSDPHDTVGFALLTAITALALLEHWLMV
LPLPDERLWRWMLPERKERSEDDKIRPNDLGRT
>TDX30551.1 cytochrome c [Rhodovulum visakhapatnamense]
MNSKFALAAAAAALIAGPALAVDVTGDPAEGEKVFNKICQTCHIVENDAGEVVAGRNAKVGPNLFKMPGRHAAAIEGFKY
SDLMKEAGEKGLVWTEDELVNYVPGPTDFLREFTQDPKGRGLMTNQRVKEQEIRDVFAYIASFGTHE
>TDX30552.1 magnesium chelatase accessory protein [Rhodovulum visakhapatnamense]
MDWTRDGSDWPNREFSRFVRHRPHYWHLQVAGDGPVVLLIHGTGGATHSWRDVFPILAERYRVVALDLPGQGFTRLGARQ
RCGLDAMSRDISALLDGEALLPDAIIGHSAGAAIALRMVRDLKRPPKALVGLNAALESFKGPAGFVFPMMARMMALNPFS
ASEISRWLGTAAGVEYMIAGIGSELSPEGLALYRRLVADRHHTDATLAMVAQWSLDGLQHDLPSIDVPTLLIVGEDDRAV
PVSGSVRAAARLPRAELARFPGLGHLAHEEAPEAVTARIEAFLDDRL
>TDX30553.1 protoporphyrin IX magnesium-chelatase [Rhodovulum visakhapatnamense]
MSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLV
ERAGILAEPAILVLPMAERTQPGLAARLAGAMDQGTGHCLIAMDEGAEPQETLPEALTDRLALHLDLDTLPWGQTERIAM
DTDALAAARARLPGVRAGDKVLEDLTVLAVRLGIDSLRAPMLALKAAKALAALAGNDAVDQDDLTAAVQLVLAPRATQFP
EEPAEDDQPPQDDPPPPEPEQGDKDQNEGEAQSLDDLPLQDILLEAAKATLPADLLANLAAKKAQRAGGGISGAGAKRKG
NRRGRPIPARRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPAMVIDMGQRPERSLKALADTLGAPYIPLPRADANRLSTA
VSAALDA
>TDX30554.1 protoporphyrin IX magnesium-chelatase [Rhodovulum visakhapatnamense]
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIHAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVTSPKDIDTRIEVIRRRDTYEMDYEGFMEKWRPADAELRDRI
VAARGHLKTMASDESVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVTRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGESA
>TDX30555.1 spheroidene monooxygenase [Rhodovulum visakhapatnamense]
MQVVTISFFRYDNWASRLEALSQMARGRYALKTVPGLEFFKLLGTGSDEGFNPRPNVNVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCEAYTIYLSPTSARGMWSGVEPLKVTEKAEPGPLAVLTRATVKLPIALQFWKHVPQIQKEVAADPTCVFHM
GMAEVPWVQQVTFSLWKGAGTMAGFAHGETPHGHAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMALLKSDAKPAAP
APAAPPATEAPAAKEPAAEKPAKPTKAPKKSRGPKKSKVTA
>TDX30556.1 phytoene desaturase [Rhodovulum visakhapatnamense]
MMTRVDPALADEAVRAKRPHAVVIGAGLGGLAAAMRLGAKGYSVTVVDKLDVPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RDLWSACGRDFDKDVTLVPMDPFYEIVFPDGERFRARQDTEQMRAEVARLSPGDLAGYDQFLKDSEKRYWFGFEGLGRRP
MNEWKELAKVLHTFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSHLEKEFGVHYAMGGVAAI
AKAMAGVIEDQGGVLRMQTEVDEILVKKHKAAGVKLASGEVLDADVVVSNADSGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGMWKDVGHHTVLNGPRYKGLVKDIFFKPEELADDMSLYIHRPSVTDPTAAPEGDDTFYALSPVPNL
HADHPVDWTANAERYRKMVLNFMEEKLMPGLGQHVSTSLVFTPNSFQARYLSPFGAGFSLEPRIFQSANFRPHNISEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADRVAAG
>TDX30557.1 phytoene synthase [Rhodovulum visakhapatnamense]
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPALALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYDYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRVYLPLQWMTEVGLDVDEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGLAELPFSCRPGIFAARH
IYAAIGREVRRADYDNITRRAYTSKGQKLGWLIWSAAQAMVASVMPRSAVLYGKPLPECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERARRGATLEQYRREAI
>TDX30558.1 TspO/MBR related protein [Rhodovulum visakhapatnamense]
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPNWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWLSVLAMAISFWRVDMVAGLLIAPYVVWTSYAWALNFSIWRRNRGAAQPAG
A
>TDX30559.1 2-octaprenyl-6-methoxyphenol hydroxylase [Rhodovulum visakhapatnamense]
MTYDSEILIVGGGLNGPALALALARAGLSVTVIDALPRADRSGDRFDGRSYALALGSTRLLSAIGVWPGLVHRSQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRQAMLDALDTEPRITTLSGETVIAQETDATGIAVTLASGRRLR
GRVLVGCDGRRSGTAQRAGIRRTGHEYGQTALVCAIAHEHPHNGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEVLRPRFGDFLGEIRLEGERFTYPLSLTLADAFCAPRLALLGDAAHGVHPIAGQGLNLGLRDVGALAEVLV
GAKRRGEDIGAIDVLERYQTWRRFDATLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPGLRRRFIREAAGLTGALP
RLMTGRPL
>TDX30560.1 aspartyl-tRNA(Asn)/glutamyl-tRNA(Gln) amidotransferase subunit A [Rhodovulum visakhapatnamense]
MVQNWLGMSAGDLGRGIETGKIDPVDLTATFLDEIAGHPLRDRIYARTTRARALSEAEAARGRARAGLRLGPLDGVPISW
KDLFDSAGTATEAGAALLQGRVPDRDAEVLAAATAGGLVCLGKTHMTELAFSGLGLNPVTATPPCINDPKGAPGGSSSGA
AASVAFGLAAGAIGSDTGGSVRIPAVWNDLVGLKTTSGRVSLKGVVPLCPKFDTVGPLTRTVEDAALLLAALEGGRPADL
SEPSLKGTQFLVLETVALDGLRDAPRAGFNHAIGRLAEEGATIVRGQAPEVAEALALAGVLFATEAYGTWRTMIEAEPEK
MYPPVLDRFRGGKAFSGADYVAAWQLLDRLRATWTARIAGYDAVLLPTCPILPPNVDRLLADSEFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPSTGISFLGLPMSEERLLRIGAAAERALT
>TDX30561.1 aspartate/methionine/tyrosine aminotransferase [Rhodovulum visakhapatnamense]
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVADIVAEHAHDFGKYPPNEGTPELRAAIAGWVGR
RYGVALDPETQITTLNGTREGLFNAALALCPETKAGARPVILTPNPFYQVYAVAALAVAADPVYVPATAETGFLPDFAAL
PPEVLDRVAIAYLCSPSNPQGAVADRDYWADLIRLAEKHDFRIFADECYSEIYRDTPPTGALTVAQELGADPERVVTFHS
LSKRSNLPGLRSGFAAGGPESLRRIKQLRSYAGAPLPLPLQRAAERLWAEEVHVEASRAQYVRKYARADEILGDVPGYRP
PEAGFFLWLPVADGETAALRLWRETGVRVLPGAYLSREVDGANPGAGFVRVAMVAPEDEMAAALVRLRDCLYG
>TDX30562.1 DNA translocase FtsK [Rhodovulum visakhapatnamense]
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLLAALLAMTLGSYVTDDPSWLSATDAPAQNLLGRFGASIASPIYIV
VGYGGWALVAVPAAWGVRLAAHWGEDRALSRVIFAPFLVCLASVYTATHVPTPEWTHSFGMGGLFGDTVLGAVLGLVPID
TIVGLKLVSALVWLGALALGLFVMGVDRDELRRFGRGVLLGLILSYDALRGATGRGLRGALHGAVRYGEGVQARRSSRAD
PVAPDYDDGDDYDDAEEAPARGGLFSRLPVFRRRADPDLIDDEDEDGPAMTPAAEERIRARIADVIRSRATRSAPVPTGF
RPEPPVVRSAALTVPQAPAPGARIDVPEIDAFEDEDGFDAPYEAPYEAVPQPAQPPRPSIPVVEPRKLVEQPPRKSVLPS
RRARDEAQPGLQFDDSEDGYQHPPLSLLTNPDTIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPVVTMYELEP
APGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGKDIGGDPVV
ANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAVVALKWVVG
EMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMADLMMVAGK
EIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDMLYMAGGGR
ISRVHGPFVSDEEVEEIVNYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKDRKCSTSYI
QRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>TDX30563.1 outer membrane lipoprotein-sorting protein [Rhodovulum visakhapatnamense]
MKPFRLSLALAALLAGTPALADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGVLSIRRPGRARFEYAPPDKALVMAG
GGQVAVFDEKSNQPPEQYPLKRTPLNLILERQVDLGRARMVVGHEEDGSSTRVVAQDPEHPEYGTITLVFTNEPIELRQW
IVTDETGSQTTVVLGELKTGMPLGARLFNIIQETNDRMRH
>TDX30564.1 hypothetical protein EV657_10647 [Rhodovulum visakhapatnamense]
MGRFLLIAACLFLAACGDKSPPRNVEDACAIARERPQYMRAMERSERRWGVPVPVQMAVIHQESKFVGDARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRTSTSNRGARRDDINDATDFMGWYMAESRTKLGIPLSDARNQYLAYHEGHAGYARSS
YRSKAWLMAVANRVEDRAQLYYAQLITCSR
>TDX30565.1 hypothetical protein EV657_10648 [Rhodovulum visakhapatnamense]
MNLILTVLEIVAPVFLLAGVGYLWVRLGNEYRVQFVTQLAMTLSVPCLIFTALMKTQIEPQALTALSLAAAAAYGGVTLL
CFGTVRLARLDRRTYLAPIIFGNTGNMGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVSGGGSPLKVLKEPLVWA
TVLGGLFLWQGWQTPTFLTNALSLIGQMAIPLMLITMGVAIGRLHPGHLPRAVWLSLVKLAICLGVAALVGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADAEAVAGLVVVSTLMSVVAFPLTLAFLI
>TDX30566.1 heat shock protein HspQ [Rhodovulum visakhapatnamense]
MPPGLVFEVGGSNGMLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEESRPSKDQPFYHLLAENDHSYY
VAYVSEQNLVADETGEPVDHPDLSDLFGEFEDGQYPLQFQLN
>TDX30567.1 gamma-glutamyltransferase 2 [Rhodovulum visakhapatnamense]
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAAIAGAVLLGICEPQMTGIGGDCFVLVKPAGENGIVAL
NGSGRAPKGLEAASLRDRGLTVMPTDAADAVTVPGAIDAFCRLSKDWGRIGLKASLAPAIHYAEAGVPVAPRTAFDWGRA
ADHLKGAARDFYLLDGAAPKPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVASLTALGGPHTLEDFAATACDYGTP
VSGSYKGVELVEHPPNGQGATAILMANILANFDLPSMDPLGAERAHLEAEAAKLAYDARNRFVADPAHMTRLDHMLAPET
AAKLAALIDPDRAMASPAQLSESVHKETIYITVVDRDRMAVSLIYSIFHSFGSGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDDKVIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEDVRA
ALAAKGHAVVTPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>TDX30568.1 serine/threonine-protein kinase RsbW [Rhodovulum visakhapatnamense]
MTLSRAPDGEADASNSAEDASVGAPVETRPPLIIEATPLGVRAALKEMRARFGSSITADGTLGMAETVLAEVLNNIVEHA
YARDRDGPIELRLAREGVWLQVDVRDYGRPMPGESLPDGRMPGPDILADDAPEGGFGWFLIRAFARNLDYTRQANQNRLT
FSVPLCEEP
>TDX30569.1 anti-sigma B factor antagonist [Rhodovulum visakhapatnamense]
MKLQSQLRGDAVHVVVDEERIDSAVAIRFKEAVREQAADGPARVVLDLRNVEFLDSSGLGAVVAVMKLIGAGRQLELCNL
TPNVDKVFRLTRMDRVFTIHDTHESAFPERQTIA
>TDX30570.1 acetyl-CoA C-acetyltransferase [Rhodovulum visakhapatnamense]
MDEVVICGAARTPMGGFQGAFAALDAPGLGGAAIRGALDGAGVDTVDELLMGCVLPAGQGQAPARQAGFRAGLGEEVPAT
TLNKMCGSGMMTAMIAHDRLALGAARILCAGGMESMTNTPYLLPAMRGGARIGHGRAVDHMFLDGLEDAYDKGRLMGTFA
EDCAEAFQFTREAQDDYALGSLSNALAAQASGAFAAEIVPVTVAGRKGETVVREDEQPGLARPERIPQLKPAFRKDGTVT
PANASSISDGAAALILATRVEAEARGLPVRARILGHASHAQAPGWFTTAPVPAARKLLDRIGWSVGDVDLWEVNEAFAVV
PMAFMRELDIPRERMNVNGGACALGHPIGASGARILVTLLNALETRGLRRGVAAICIGGGEGTAMAIERA
>TDX30571.1 integrase-like protein [Rhodovulum visakhapatnamense]
MAEAGIEPSVGSVGDRYDNALAETVNGLFKAEIIRRRGPWRSLEAVEYATLKWVDWFNNRRLLEPIGNIPPAEAEANLYA
ALETEAMTA
>TDX30572.1 hypothetical protein EV657_10656 [Rhodovulum visakhapatnamense]
MTERAAHRAAFDGVIKLLRDLKSDPELSRTFAELEPGSDAFSDFTMRVALDRADDVHRQFVGRHFRILPATTTIKR
>TDX30573.1 putative restriction endonuclease [Rhodovulum visakhapatnamense]
MARLVLLHKADSIYEDEPDVVYDFPRPYLKAMQAAVGDWIVYYEPVRAGPRGYFAVAKIERVIPKPGAEGRFLALIAPGS
FLEFDRAVPRLLDGRPLESALAGPDGRPKPGGATQLAVRRLPEAEFARIVDLGLPQDLERLEETRYDPPGSGDGLAEPAA
AFARPVLERLTRRPYRDVAFRRKVRDAYDYRCAMSGLRLRNGGGRPEVQAAHIRPVERQGSDWVRNGLALSGTLHWMFDR
GLVSVAEDGETILVSRNKVPGDVVARLIRPEGRLIRPADPRNLPHPANLRWHRENVFGQVLADGPAPWD
>TDX30574.1 GAF domain-containing protein [Rhodovulum visakhapatnamense]
MRIDYDALSKTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRHVGDETLKIGPYQGGHGCLTIPFSRGVCGAAAR
TGETQIVEDVEAFPGHIACSSTTRSEIVLPVHDASGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>TDX30575.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MSLGAWAVFAVFWALFVTTPGPNAVNCITNGMSHGLPRALWGVAGILTQAALFLTLSAAGITALIAASPTVFAWAKLAGA
AVLIWLGVRGWRNAAIAVAPRPATGASIYTRALLIATVNAKSVAGYLAAFSQFVEPGVPIANQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGVLLGASAL
>TDX30576.1 ribosomal large subunit pseudouridine synthase A [Rhodovulum visakhapatnamense]
MDSYAPPDTPLEILHHDHEILVANKPPGLLSVPGKGADLADCLLARLQAVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTRKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHQNGRQAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMLALGHPILGDPFYAEGPAREAPRLMLHAEALRLRHPDGGAGMNFAAKAPF
>TDX30577.1 1-Cys peroxiredoxin [Rhodovulum visakhapatnamense]
MALRINDIAPNFTADTTEGQIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETYAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTPNDSATVRTTFIINPNKKIELMLIYPMTVGRNFDEILR
VLDAIQGNKTGPFATPANWRPGEDVIVGLSVSTEDARAQFGEVDEIFPYLRKVRRAS
>TDX30578.1 galactosyltransferase-like protein [Rhodovulum visakhapatnamense]
MRSELILSTYNNPRSLALCLESVACQRVRPGSICIADDGSGPETKAAIEAFAAAHPDLAVRHLWHEDRGFEKGAILNKAI
ASSEAEVIVFVDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATAAVTPGLVRDGTVFDRRWLAEHRAIRKLSTWLK
TRPFPVPVMALFDRLSPVTRALCGANASVWREDLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
AYADPEKMRRHKALIRAARKNGAFWTPDGIAKG
>TDX30579.1 polyribonucleotide nucleotidyltransferase [Rhodovulum visakhapatnamense]
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETSVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDVVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVEDMQGLRSNPDQRLDLVVAGTRDAVMMVESEAYELTEEEMLGAVTFAHDNIKPVCDLIVSLAEAAAKEPFDFT
PPDYSELCAAVKSVGEEKMRAAYGHTDKMERIAAVSAAKTEIKAALSEEQLADPNLGSAIKKLESTVLRSDVVKNGRRVD
GRSLTQVRPIVSEVGLLPRTHGSSLFTRGETQALVVTTLGTGDDEQIIDALHGNYRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRVVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEEDGSFA
VLTDILGDEDHLGDMDFKVAGTEKGITSLQMDIKVAGITPAIMGKALAQAKDGRMHILGEMSKALTEAGEFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQTTGEEAPKEKDAEAEE
>TDX30580.1 hypothetical protein EV657_10664 [Rhodovulum visakhapatnamense]
METTAFGTIPLDDGQATLPVGPGIVRPAGLDVLATVQDRETMAALSEFLDRLPRHIETAREHFLDNYDRVAADVPAWLYE
NEPGIFAAMFPAAPDAAAVDAETLWLALDVNSIWTRDRTAVVLDLGFRDTAMPHAFAAEFRLDGTLTQMGLAS
>TDX30581.1 SSU ribosomal protein S15P [Rhodovulum visakhapatnamense]
MSITAEEKTRLIKEFGAKDGDTGSPEVQVAILTSRINTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGNSEDRYQD
LIKRLGIRR
>TDX30582.1 hypothetical protein EV657_10666 [Rhodovulum visakhapatnamense]
MITTVSLLGLMAAGATADLDDSVGSHAQGDDDRDGALPDDAARDPAPDSLIALQDLDAALLGAPQDTAPAGGTEDLSRPD
ELLFSWLSGDADSEDADDAHFSDADLSPQDGEDLLAELDRAASAEMAAAAAPDGVLDDRLLADDGLADGEDGFSIGDLFD
DGEALPTLIEDYDQTADALFVVYDSAAHPDPVLSIGAADSGAEDALISIDGMPLAIVAGAAATLRPSHLSLVPDTLLSDA
LAAGA
>TDX30583.1 GTP-binding protein Era [Rhodovulum visakhapatnamense]
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTDGVDGILEALRERAAGGQTVALAINKIDRVKAEALLALSADLNEAYPFASTFMISAERGHG
VEDLRAWLGETLPDGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETEKWEDRKDGSTRIDQVIYVARDG
HKGIVLGHKGETAKAIGQAARAEIAEFLGRPVHLFLHVKVRPNWLEDSERYSEMGLDFRDGD
>TDX30584.1 bacterioferritin [Rhodovulum visakhapatnamense]
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMLEEIGHSDLFMERIIFLGGTPEIRFQKQPVRAE
SLEQMFEMDAADEQEAIDVYSKAAQRAAEVGDIGSRALFEKIVLDEEGHKGWLDTQLALLKRLGEQAYSAKQVSGPGAGE
D
>TDX30585.1 hypothetical protein EV657_10669 [Rhodovulum visakhapatnamense]
MRLEDRASEAFAHLANAPGARSDPKGTARAVAAALEAAPDDLDIRLGAYRFYFYTHRFAEAVPQAEAILAQTARRLNIPA
DWRAVGPADAAFSAPETAPGLYLQALIALAYCHMRLGDMTLGWAYLDKALSLDPTDRFAAYRLVRAADPPTEEDEDDPAG
ASGRRASGCDNPRK
>TDX30586.1 holo-[acyl-carrier protein] synthase [Rhodovulum visakhapatnamense]
MILGIGTDLANIERIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMRLTGWAAERLAEMTPPGHEVIVHVSLTDDHPWAQAFVVIEARPKG
>TDX30587.1 signal peptidase I [Rhodovulum visakhapatnamense]
MAKTDEKAGGGLWETVKTIFWALLIAGIFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGLCPFSGRIM
GSEPERGDVVVFRHPVSNSDYIKRLIGLPGDTVQMRDGVLYINGEAVKVEPAGIFKEPYEKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHAVLNITANGARDTTPVFTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAID
>TDX30588.1 RNAse III [Rhodovulum visakhapatnamense]
MKLAADLVAFSKRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RRETCADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFEIARDMVLRLWGARIDKVKPDARDAKT
ALQEWAQARGLQPPLYVEIAREGPDHAPVFTIAARLETGEEARATAGAKRQAEQAAAAALLKALRT
>TDX30589.1 pyridoxine 5'-phosphate synthase [Rhodovulum visakhapatnamense]
MAATGNALRLGVNIDHVATVRNARGSAYPDPVRAAQLAEAAGADGITAHLREDRRHISDADIDGLMAALRVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDETRLARFIAPLAEAGCRVSLFIGADAAQVEAAARVGAAVVELHT
GAYCDLHHEGRFEARDAELARLAAMATHAQGLGLEVHAGHGLTYDTVAPIAVLPEIRELNIGHFLIGEAIFLGLEASIAG
MRTRMQAARG
>TDX30590.1 hypothetical protein EV657_10674 [Rhodovulum visakhapatnamense]
MVFKRRDRRSVGKILLDSVYPRGGWGRAAYYISHRLRRLPDTPNKIGRGIFAGVFATFTPFYGLHFVIAAVLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAALDLKSNLIALFTDAVPHWARLSTFYHEVFL
PYMVGGCILGVVAGLISYYVSVPVLTAYQNRRRGRLKKKLSELRAAAAVKAEDRG
>TDX30591.1 GTP pyrophosphokinase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum visakhapatnamense]
MIDVEDLISLVHNYNPRTDEDLIRRAYAYGREMHAGQLRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTIEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPPEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQQITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQTEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGKRVEV
QIRTRQMHEVAESGVAAHWSYRDGVRASNPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFSPKGDVVKLP
RGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREEDRER
YIKLGRELARVAFEHLGKKATDKALRTAAKTFGLSSSAELLARLGSAELRAQDVVEALYPELANTTGDEIDATRAVIGLS
PDESFTRAPCCQPVPGERIVGITYRGRGVIVHAIDCPVLEKFEEQPDRWVDLHWHSGKHPAVHNVGFLLTIRNDAGVLGR
ICTLIGEQKANISDLEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAEIERYRNPERAM
>TDX30592.1 DNA-directed RNA polymerase subunit omega [Rhodovulum visakhapatnamense]
MARVTVEDCVDKVPNRFELVMLAAHRAREVASGASLTVDRDNDKNPVVALREIAEETQSADDLRERMIEAHQTQIEVDEP
EEDSMALLMGSGAVSEPDRPSDDDMSEEKLLRALMEAQGQK
>TDX30593.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum visakhapatnamense]
MPQPEKSTPSRPKGLVALGGNVAFGGGSPESTLAAGLVALDSESVHVARISRFYHTPSVPEGSGPDFVNAVVEIATDLEA
PALLARLHAIEARFGRERHTRWAPRTLDLDLLDLGGAVLPDAATQARWMALSPEAQAREAPARAILPHPRIQDRGFVLVP
LAEIAPDWRHPVLDRTAAELLTALPEAEIGRISPVSGPWTGVSALVKTYPTQ
>TDX30594.1 uncharacterized LabA/DUF88 family protein [Rhodovulum visakhapatnamense]
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHIVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSELAQND
>TDX30595.1 membrane protein YqaA with SNARE-associated domain [Rhodovulum visakhapatnamense]
MPVTAVTLQLVTLFAAAFGAATILPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYVLGRGIERFRHRRWFPAS
EAQLARAQRWYGRWGVWSLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>TDX30596.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum visakhapatnamense]
MTKPPLTLYLAAPRGFCAGVDRAIKIVEAALGKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEDLDDCPPDRPVIFSAHG
VPKAVPAEAERRAMVYVDATCPLVSKVHLEAQRHHENGKQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDQLAYITQTTLSIDDTVGVVAALKARFPNIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSALGLTAGASAPDVLIEEVVQAFRDRFDLSVEEVVTADETIEFRLPRIVRELA
>TDX30597.1 threonine/homoserine/homoserine lactone efflux protein [Rhodovulum visakhapatnamense]
MLSAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGIVPHLAAAMLGLAALLHSSAVLFQIVKFAGVAYL
LYLAWQAVRQGGALQIGERAGRDGFFRIALRGALINILNPKLSIFFLALLPPFLSGNPATATAEMLALGGIFMGLTLAVF
LGYGLFAAAARDRLLASARVMAWMNRGFAAVFAGLGLKLAFEKA
>TDX30598.1 uncharacterized protein DUF3429 [Rhodovulum visakhapatnamense]
MTGIPRAPRLLGLAGLAPLLWGTLSAAVPGLFDIGIQTVGPRFMGIYLLNFYGTVLLVFMSGILWGFASRADGPVAGPAY
GLSALPAIWAFLMVGGGPESSLVALIGGYLGLLLLDGFFWKIGLAPAWWLRLRLPLVAVAVGCLALPLLL
>TDX30599.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MSDAKTLAVYAARAEAYSAIHHGQVAQDRLAAFIARLPKGGTALDLGCGPGWAAAEMAAAGLRVTALDACPEMAAAARAR
YGIEVEVAGFADLAAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGIFAVAMKQGQGEARDRIGRLYTYVAPVEF
RCALEQAGLSVESEETEPGTGFDGSPFASLYLLARRAA
>TDX30600.1 ribonuclease HI [Rhodovulum visakhapatnamense]
MAELFAYTDGACSGNPGPGGWGVLLLAREGDAVVKQRELSGGEAATTNNRMELLAAISALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVIWTWVKGHAGHPENERADELARAGMAPYKR
>TDX30601.1 transposase [Rhodovulum visakhapatnamense]
MRDLYWLTSGWPSLPLSSQVHGKPRVDDRRVLSGIIFFNRNGLRWRDAPEAYGPHKTLYSRWKRWSEKGIFARMMAGLAA
GHGEQKTVMIDATYLKAHRTATSMAAKEGGRPIRRSSTIRKRSGGSFS
>TDX30602.1 transposase [Rhodovulum visakhapatnamense]
MNTKLHAICDSKGRPFNLFVTAGPVSDDIGARALLGPLPKVGWLLGDRGHDADWFREALKDKGIRAVRGRFDPLDQILSP
VTPGRKQRKTPVKYDKRRNRIGIMFGRLKDWRRVATRYDRCPKVFLSASALAAVVICWL
>TDX30603.1 3-methylfumaryl-CoA hydratase [Rhodovulum visakhapatnamense]
MEDAVGKSQVATDVLDPTRIVALFLALGLDGKPPGHYDPLPPYFHQVYFWDVHRPEDLGRDGHPHIGGDGFIPDLGLPRR
MWAGGRLTFFGPLRQGLPAQKTSTIEKVQIKTGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDPARPRPPAPAAP
EVWDDAIDLTFTPTLLFRYSALTLNGHRIHYDRDYCQRVEGYPGLVVHGQLLAQFLMLRANAHGTIRHFSLRAYAPVFDF
ETVQLCRAGDRYWIRGEDGRLAVMGEAVFAPSSL
>TDX30604.1 chromate reductase [Rhodovulum visakhapatnamense]
MSDHKLLGIAGALRKASYNRMLLREAARIFDPAEFVEADLRLPLFDQDLQDEAGIPPEVQRLADQIAAADAVVIAGPEYN
KSISGVLKNALDWVSRTEGNPWADKPVAIVSAAGGRAGGERTQFALRLCLVPFRARVLAGPEVLVGQAPGQFDAQGRLTN
EINLKALETLMQALKTEISPAVGH
>TDX30605.1 acetolactate synthase-1/2/3 large subunit [Rhodovulum visakhapatnamense]
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARSDRDREAFQELDYRRFFGPLVKWVAEVDETRRLPEYISRAFHTAQSGRPGPVVLALP
EDMLSGFAEVPDILARVWPEPDPTPAQVAAVLAALDEAERPLVVVGGPHWSAQAAADLAIFAERRDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPVLGQRLRDADLVIALGTRLGDTATAGYSLMDPAMQDKRVVHVHPDPDELGRVWRPDPGIALTAP
DVVAALARAGGPSTPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVTHLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPDVPVVCLAGDGCFQMTLNEMSTAVQHGANIVVIVANNGRYGTIRMHQERKYPG
RVSGTDLANPDFPALARAYGGDGVTVTDQAAFPEALAQALGADRPFVIELRLDPEALATGLTLSEARALGEAAKTG
>TDX30606.1 aspartate racemase [Rhodovulum visakhapatnamense]
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGLMLNREARALEAGGADFLM
LATNTMHKLVESMLDGVSIPFLHIADATAHQISAAGLKRPGLMATAYTMEQSFYTDRLRAAGLDPMLPGPEDRAETHRII
YDELCVGMVREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALELALAA
>TDX30607.1 hypothetical protein EV657_10691 [Rhodovulum visakhapatnamense]
MVRILCIALILVVSACDSPGMDYAGIPPVMVEIDGSRFAVRRKGGEAQAIRLNREYRAGTMARAFRAIETGSGCAIRPDT
LRGDPAVAYARLTCPGA
>TDX30608.1 phenylalanyl-tRNA synthetase beta subunit [Rhodovulum visakhapatnamense]
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALRDFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDTTIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQGFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVDVTIDPETRERACPVFYGRAIRGVKNGPSPKWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLAGGLRVHAAEGGEEFLALDGKTYVMDPGMTVISDATGVESLG
GVMGGEATGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPLGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMA
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAALFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQAAGLLVGASAPRNPYGSRRPVDLYDAKADCEAVLAAIGAPPKAQILREAP
GWWHPGRSGRICLGPKKVLATFGELHPKVLAEMNVKGPAVAFTVFVEEPPMPRRKGATRDALTVSDLQAVERDFAFVLDA
GVEAINVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>TDX30609.1 putative phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MFQSRDAAGRLLAEKVLAAAPENPVVLALPRGGVPVAAPVAEALGCPLDLTFVRKIGMPGNPELAAGAVVDGAAREVVFN
AEILAAAGLTQADVAPEVEARLADIAEARRRILGGRAPEKVSGRTAIVVDDGLATGATARAALRALHNRGPLEVWLAVPV
GPQETVWKMRGMTDRLIFLEAPRDFVAVGAHYADFGQVEETDVTRLLQEARARR
>TDX30610.1 phenylalanyl-tRNA synthetase alpha subunit [Rhodovulum visakhapatnamense]
MDDLRQKYIGAIADAADESALEELRLQAVGKKGEVSLMMRELGRMTPDERQQMGPKLNALKDEINSALAAKKAALADAAL
NERLQAEWLDVTLPRRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWAGGSLKIGEGDDWLEILGSGMVHPKVLSAAGVDPDQWQGFAFGMGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSV
>TDX30611.1 DNA replication and repair protein RecO [Rhodovulum visakhapatnamense]
MIEWHDEGVVLSARPHGESSAIVELFTPGHGRHLGVVRGGTGRKLAPVLQPGAQLSAVWKARLEDHLGAYTVEPLRSRLG
HVLGDAAALAGLDAVTALLAFALPERAPHPGLYARSVALLDLLGAPGPWPLAYLRWELALLEETGFGLDLSRCAVTGDRD
DLVYVSPRTGRAVSTAGAGDWADRLLPLPPCLLGQAPVRDGDIADGLRLTGHFLGTWLAPALGDRPLPGARARLVRLMAR
VG
>TDX30612.1 hypothetical protein EV657_10696 [Rhodovulum visakhapatnamense]
MRLTAAFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGHACAFQRAFDLTSGDRRWMVLAEGDEAAVDGAVRR
QRGFDPDLWVIEVEDRGGRHLLDAPGLA
>TDX30613.1 hypothetical protein EV657_10697 [Rhodovulum visakhapatnamense]
MKALRQIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCAALYALIIRHFVTRIGATPSAGAAETDAKRSGG
SETQVESEAGLDLDGRGTR
>TDX30614.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MRFSTSIRTAILAIVLLASAVMLGLIGLALHVDSLRDAAEEQISLIAKEDRTLADVEIGLLQARRAEKDFLLRHEDSFVD
KQTAALDGIARNTEAAEALGKRVGGLEASEHDFVALTTAIRTYGEEFGRLVEIRRRLGYDEESGLQGQLRNAVHGIEARL
EEIGNPEMQVKMLMMRRHEKDFILRGDPKYLDRLNARVDEFHAFPDSLFADAAQRQEIDQLLATYQGAFTAFVEENLAEQ
TLRASLSAHYAEAEPILARLVATVRGRADEVNATAAIAKARAERLSNWIGASGLVVFVVLAIWLSFAISRPLRRIDIALR
QMMKGDYTPHIGTSRISETAAIAAAVDSFRHELAQKDRLDRDISEVIDACAAGDFSKRLPDPGEDSNSAVLVRGVNAIGD
AAQKGLGDVLIVLDTLSKGDLTVHMPSGHHGVFSEISESIDTLVSSLSSILRQLSASSDLLNSTARRIASASDEASHRGQ
NSAASLEETAAALQTLANNVRGAADSAKSAEQFVESARDRAENTRTVADKTVGAIRRIEESSSAIGRITGMIEDVAFQTN
LLALNAGVEAARAGEAGRGFAVVASEVRALAQRATEAAREITALIRSSETHVADGVKLVSDTVAALGAIQDSVTSVCDKV
AAIAANTIEQSTSITEINTAVGALDRDVQQNAAILDETATAGQMLRSEADSLVDLVKQFRLPDESEAQSHRFAAE
>TDX30615.1 carbohydrate ABC transporter substrate-binding protein (CUT1 family) [Rhodovulum visakhapatnamense]
MTRILLTGAAALALTATAAAAKTQVTWWHAMGGELGSKLEQIVAGYNASQDTYEVVPVYKGDYTETMTAAIAAFRAGEQP
DIVQVFEVGTGTMMAAKGAIYPVYQLMQEAGASFDPKAYLPAVVGYYTDTDGNMLSMPFNSSTPILYYNKDIFAAAGLDP
ETAPATWADVEAMSKTILASGAARCGFTTGWISWVQLENLSAWHNQPIGTDENGFGSVEAKLTVDGPVQVRHWDNLARWQ
KEGVFKYGGPGGGSDAAPAFYAGECAMYMNSSASRAGVMANSQFPVGFGMMPYYDDVEGAPQNSIIGGATLWVLRGHSEE
EYKGVADFFSYLSSPEVQADWHQFSGYLPITQAAYDLGKAQGYYDQNPGADMGIREITLNPPTPNSKGLRFGNYVQIRTV
IDEEFQSLLAGKKSSQQALDAVVERGNALIEDFADAVN
>TDX30616.1 sn-glycerol 3-phosphate transport system permease protein [Rhodovulum visakhapatnamense]
MQSRRATYRSPWLPYLLLAPQLLITFVFFLWPAGQAVRQSFLREDPFGLSTRFVGLDNYTRLFHDPGYLNSFKVTLVFSV
SVAALSIGLALLLAVSADRVIRGHRGYTTLLVWPYAVAPAVAGVLWWFMFNPTIGILPYLLGGLGYAWDDRLKPGDAMIL
VVLASAWKQISYNFLFFLAGLQAIPQSLREAAAIDGAGPVKRFVTIVFPLLSPTTFFLLVVNITYTMFETFAVIDATTGG
GPAQATNILVYKVYQDGFIGLNLGSSAAQSVVLMGIVMVLTFIQFRFIERRVQY
>TDX30617.1 carbohydrate ABC transporter membrane protein 2 (CUT1 family) [Rhodovulum visakhapatnamense]
MVENRPVLTALAHAVLILGVLVVAFPVWLAFVASTHPSTTFLSGLVPLWPGDHWRETYGQMFGAGLSTSGAPPLGLMMGN
SLIMALSIALGKIAISILSAFAIVFFRFPFRHLAFWLIFVTLMLPVEVRIVPTFKVVADLGMLNSYAGLAVPLIASATAT
FLFRQVFLTIPDELVEAARIDGAGPLKFFRDILLPLSRTNMAALFVILFIYGWNQYIWPLIVTTDESLYTVVMGIKRMVD
VADAEPQWNYVMATATLAMLPPVLVVVAMQRLFVKGLIEQEK
>TDX30618.1 carbohydrate ABC transporter ATP-binding protein (CUT1 family) [Rhodovulum visakhapatnamense]
MAAIELESLGKVYPGGVEAVKGVDLVIGDGEFVVLVGPSGCGKSTILRMIAGLERVSHGEIRIGGTRVNEREPAERDIAM
VFQTYALYPHMSVRQNLAYGLRNRRMPKAEIARRIATAARILQLSDLLDRKPRALSGGQRQRVAMGRAIVREPAAFLFDE
PLSNLDAKLRIHMRGEIKQLHRRLGTTSVYVTHDQLEAMTLADRLVVVNGGRIEQQGAPLDLYRRPATTFVAGFLGAPAM
NLFDATVEAGVLRVGDAVLAPAVAHPGGR
>TDX30619.1 hypothetical protein EV657_106103 [Rhodovulum visakhapatnamense]
MTAGLRPEALRLLPDPGGAFPLDYVEELGGARLLHGRIGGQAAVAQTAAEAPVADRMALVADLADLHLFDPVSGRRLD
>TDX30620.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MAQDQTRHRLDALDRRILGELQADSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLQALLKRPEVLEAHRLAGEIDYILKVRVADATAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>TDX30621.1 5-oxoprolinase (ATP-hydrolysing) [Rhodovulum visakhapatnamense]
MAGGMWDFWIDRGGTFTDLVARGPDGRLVTRKLLSENPERYADAAVQGIRDLMDLGPDEPLPRGAIGAVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLDIRRPELLYEEVAEIRERLDAEGEVLVPLDEEAARKALEAAHGKGIR
AVAIALMHGYLNPVHEDRLAEIARDIGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVRTAEAAGFDRLIGFDMGGTSTDVSHYAGAFERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVAAVRE
KFAALAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLSDTAGAEAALADLTARAEEAVACQGVARRAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQADFEEVHRARFGFASPERALIVDMLDVEAIGETGAAPAAMAPEARAEIADRVAVHLGGETVEVPLYARASLG
AGTRIEGPAIISEPTGTDMVEPGWAAEVDGLGNLILTRSAAAGRAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDARGDLVANAPHVPVHLGSMSDSIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLE
GEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDGGRLLEAEAEAVLRSGPWPCRNVRQNMADLKAQVA
ANETGRRALLEVVDRYGRDVVVAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVAVRVDRKAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIIAPEGCLLNPAYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLESFSIRKGSGGAGRWAGGE
GAIRRLRFLEPVTVTTLCSHRRIPPFGAAGGGDGAVGENWVEWADGRRERRAGNDEVALEAGTLFEIRTPGGGGWGRP
>TDX30622.1 IclR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTQPRLRGRPRAFHDKTEQNTVRALDRAMGLLAALSETKGLTLSELAALTDQSPATVYRVLITLQGHDIVELEDEAQRWH
VGPGAFRIGSGFLRRTNVAERSRAAMQALMRATGETANLGVEDRDEVLFLTQVETHEAIRAFFPPGTRGPMHTSGIGKAL
LAHLPPVRVAAILKSKGLPGFTPLSITDEAALGEDLARTRARGYAIDDQERADGMRCIAAPIFNAHGEPVAGLSVSGPAF
RIPLEAAARIGTDVRAAADQVTAAIGGTVGFPTAGEKSA
>TDX30623.1 serine-glyoxylate aminotransferase [Rhodovulum visakhapatnamense]
MHALNPVFLPGPTNLPESLRRACDIPTMDHRSAAFGPILASAMAGVKQVLHLSEGEVAIFPATGTGGWEAAITNTLRPGD
KVLAARHGMFSRKWIDLCQRHGLDVEIVERPWGEGVPVEAFAAALAADKSHEIRAVLVTHNETATGVTSDVAAVRAVMTA
ARHPALLMVDGVSSIGSIDFRMDAWGVDLAVTGSQKGFMLPAGLAIVGIGPKALAAMETAGLPRCFFDIRDMLGGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAKGVRRAVAAWGMTTCAARPELCSDTVTAIVTPDGVDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMTDLGLPVRLGSGVAAAQEHYRNSKTAPVRAAA
>TDX30624.1 threonine dehydratase [Rhodovulum visakhapatnamense]
MKDHGPLYIPTYDDVIRAHERIAPYIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDDERAAKGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECDPSTSSREAVFAEVEVRTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFRAGHIVADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNREVFAGKRVGVIVTGGNVDLDRLPW
TV
>TDX30625.1 D-3-hydroxyaspartate aldolase [Rhodovulum visakhapatnamense]
MKDVTEFDGLEVGYDIPALPGMAEAEIQTPCLVLDLDALERNIQKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEAFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPANVAELSEAAERHGTEIECLVEIDCGA
GRCGVTETADVVAIAKAIDAAPGLRFAGLQAYQGAMQHLDSYLDRKAKIEIAVAMAREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDAEGNRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVVFG
REDVRFVKCSDEHGVIADPEGVLKVGDKLRLVPGHCDPTCNVHDWYVGVRNGTVECLWPVSARGKAY
>TDX30626.1 ornithine cyclodeaminase [Rhodovulum visakhapatnamense]
MFVVPESEIAGLVSAAQCFEAVEAVFSAMARNEACNFPVIREAIGHADALYGFKSGFDRAGKVLGLKSGGYWPGNAERGL
TNHQSTVVLFDPDTGRPAALVGGNLLTALRTAAASAVSIRHLARSGSRVLGLLGAGHQSAFQMRAAVAERPFEKVIGWNY
HPEMLPRLAETAAGLGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDAAIFARARVF
TDEVAQSVEIGEAQHAVAVGLIGAGDIVQIGEVINGTAPGRQSEDDITLFDGTGVGLQDLAVAARAVAAARAKGVAVEVD
L
>TDX30627.1 zinc transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRPLFFPVFLALAAPASAQPPRVVTDIPPVQSLVAAVMGDLGRPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPQL
TPWLDRALKGLGPDAQAVALIEAPGTYRRSYGTPDGHDHDHEGEADAEDQHHGAAAPDADHDADDHAAEEEHHHHEGTDP
HAWLDPENARVWVLRISGALAEADPDNTAVYEANARSALDRIATTETEARQVLAPVGDRPIMVFHDAYGYFAEHFGLSVA
GSIAMGDAADPGAARLTGLRDELRADGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLAR
TIADCVTGSDG
>TDX30628.1 Fur family zinc uptake transcriptional regulator [Rhodovulum visakhapatnamense]
MRIDAERVFSAHDHAACRRATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVAAGFARQPPVAYRALD
FLVDHGLVHRIRRLNAFAACMRPGEPHRPAFLICDTCQAVAEAPGTGVADAMLAAAGAVGFEIERMSLEAVGRCPACREA
RA
>TDX30629.1 zinc transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTLVAARGLTVRYGGVAALTGVDFEIGAGEIVTLVGPNGSGKSTLLRAVLGAVRPTAGAVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERHGAAEVAAMLDRVGAAGLETRQLTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIVDLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPYVVTAAPEYRALFGHGTHGTMALYQHEHDHAHDGCGH
DAAAGAEAHPHAQGAKPEAADA
>TDX30630.1 zinc transport system permease protein [Rhodovulum visakhapatnamense]
MLDDFLVRAALAGIAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRRL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRTDLAVIWAGALAVVALIGWRWRALLTVTVSEELAAA
SGIDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWARTPEAMALIASGIGAAAALAGLWGSYQFDTPAG
PSIVVAASCAFALSLAAPRRG
>TDX30631.1 tellurite resistance protein [Rhodovulum visakhapatnamense]
MSTTAETQPGSHESRLAHFPVTFFATVMGMMGLTLAWHAGEQALGLTLPVSHYLLFASSALLAAVAALYATKLLTRFPMA
AAEWHHPVRLAFFPTASISLILLSVALLGQYPALAEPVWIAGTALQGLLSLLVIADWIGHRPFQPIHLNAAWFIPPVGNI
LVPIAGVPLGHPDISWLFFSGGALFWIVLLTMVMNRLTFHDPLPSRLQPTLVILIAPPAVGFISWMRLNGGLDSLAMFFL
NAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYATTTGSAVHLWLGGGLLAFLSLVIAGLVGRTLLAIAR
NEICQPE
>TDX30632.1 cyd operon protein YbgT [Rhodovulum visakhapatnamense]
MWYFAWILGLPLAALFAVVNAMWLELNADRTMMDGKPRHDR
>TDX30633.1 cytochrome bd-I ubiquinol oxidase subunit 2 apoprotein [Rhodovulum visakhapatnamense]
MILHEFVDFEILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYIAMFLILAALILRPVGFKYRSKREDERWRAAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTEDLMS
IYEGSFFGLLNPYAILAGLVSVSMLVMHGAAWLQLKTEGMVADRARTFGAWAAIATILTYALAGLWLAGGIDAYSFAGAV
ATDGPSNPLMNEVVRGGSWMAAYEARPWIVVAPALGILGAALAFLGFRTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSIDPNSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDKSDSVY
>TDX30634.1 cytochrome d ubiquinol oxidase subunit I [Rhodovulum visakhapatnamense]
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSIIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWDKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFEVMFNEVAQAKFVHTVSAGYVTASIFVLGVSAWYLLKGRHVELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHEAPAPFNLFGIPDQADRETKYAIEVPVVMGLIGSRSLTEELPGINQLVDEAEVRIR
NGLIAYDALMQIRAERGAAAPELTAQFEQHSADLGFAFLLKRYLDDPRLATDDQIAMAAQDTVPGVLPLFWAFRVMVILG
FGFIALMLFFFIRANFYGMRFPRWALRTAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSQLSVAQVAFTLAG
FITFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGFEPAE
>TDX30635.1 ATP-binding cassette subfamily C protein CydC [Rhodovulum visakhapatnamense]
MRDILQILRLTWRAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSASVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVTLYVAAFPLLWWL
TDVTLALWILASFTLGCGMVLVWAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRENL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRGLADLGRMLDAARRVTRL
LPDEAAAGVPARPAYASAPEAASPALEMTDIAYRHPGAEAPVLQGFSLTLAPGACVALTGASGSGKSTVLALAAGLIQPE
AGTIRLAGRPIDELSETRLRAEMAYLPQRSMLLGQSFFDMLALADPDLDEREALDLLEAVALSATVAARGGLHAALKENG
AGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPETAILTASHRKAERDWADRLIAMT
>TDX30636.1 ATP-binding cassette subfamily C protein CydD [Rhodovulum visakhapatnamense]
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPETAWGPTWAFALVFVAVGVGRAMLDHQAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALTPFLTRYAPAKRRSTFVPLVILGVTFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVDSFRSAADRLRRRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELTFGAWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEAQEETTF
LGLGASARPLETADALSVRGLAYRPPGGRLIRFPDFDLGAGETLAITGPSGIGKSSLLRLIAGMAIPAEGEIRIGDTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGHELPLDTALELAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAAGGVALIVATHDPALAARMDRQIAIRPEHAA
>TDX30637.1 BadM/Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIASACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGVTLADLVAGNRDLEEALALAS
>TDX30638.1 hydroxypyruvate reductase [Rhodovulum visakhapatnamense]
MTVSLSVDPTEPSGFLRALFDLAVAAADPMRIVPPALPPRPAGRVVVVGAGKASARMAEAVEAAWGPCEGLVITRYGHGR
PCAGVEIVEAAHPVPDAAGEVATRRMVRLLDGLGEDDLVLALISGGGSALLVQPAGQITLEEKRLVTSGLLASGAPIGEI
NGIRKEISAVKGGRLAAAAFPARVLGLLISDVPGDDPADIASGPTVGHRGDAGRALAALARWGVVPPPSVQSFLEAGGDP
VRPDDPRLGRVENLVIAAPARSLEAAAEAARAAGSAVEILGDALEGEARELAEAQAALALARQAAMAPGDRPLLLLSGGE
CTVTRRGDGVGGPNAEYALALAVALGGAPGIDAIACDTDGVDGAAEVAGAVIGPDTLAEAAVLGLDPAAALAANDSHGFF
AALGAQVAPGPTLTNVNDFRAILIRPKP
>TDX30639.1 sucrose phosphorylase [Rhodovulum visakhapatnamense]
MTDTTQTLRIKLAGLVGRIYPDQDRELLIDRIVEAFWPEGARPRRRARMPSNRLWSSEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLEGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIQRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVDNGVRIVRLDA
VAFLWKEPGTPSIHMPQTHAIVQLMRVLCDFAVEPVVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLILHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAIRSFGGEVSMRTTLGGGEAAYELNITWFEAM
KGTFAGEDQWQVDRFLCSQTIVMALEGIPAFYVHSLLATPNDHAGVEKTGVKRAINRHRWDYPALLALLDDPSSLQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLDHRLFGLWRQSLERDQSVFALHNVSAEDLSVSPMAINLIGGEDWVDLLSGERI
SPTGTEIPFAPYQCRWISNRDGAGPGAG
>TDX30640.1 ADP-ribose pyrophosphatase YjhB (NUDIX family) [Rhodovulum visakhapatnamense]
MTAEGQRPLVAVLAVVIRAGQVLLVRRANPPDAGFWGFPGGKVEFAEPLLAAAARELFEETGIRAEPQAVLTALDALDRG
PDGQVLGHFVLVAVRCLWQSGAPVAADDALEARWVALDELEALAPQSADVTRVARLAAG
>TDX30641.1 glucosyl-3-phosphoglycerate synthase [Rhodovulum visakhapatnamense]
MADFHQNGNVATLHNLRSAPAELLVHELTTFAQTRRISLILPSLFSELEGDALPKILDELAEVPFLHRIVIGLDQADEAQ
FAHALRFFGRLPQNHVVIWQDSPRMQAIHARLDVHNLTPGDPGKGRNVWFCMGYLMACKDSAVMALHDCDIVTYTREMLA
RLVYPVANPNFPYQLAKGFYPRIGEGKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTAPLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSPEDASRGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENTIEMFAQNITEAGRVFLDNPAETPFIPTWNRVHSADPTLMDDMLAAVAA
DAADFGPSGD
>TDX30642.1 mannosyl-3-phosphoglycerate phosphatase [Rhodovulum visakhapatnamense]
MPRPVLLIFTDLDGTLLDHETYSHEAAAPALEALRGAGVPVILASSKTAAEIAPLRTELGLSAHPAIVENGAGILEPGAE
APRTGGRYRALRTALDQVPAPLRQRFRGFGDGGADWIADATGLAPGAAALAAQRLYSEPGIWSGSETEKTEFLAALRAQG
VSGREGGRFLTLSFGASKAGQMAEIAARYSTPYVVALGDAPNDREMLEQADQGFIIANPHRAPMPPLDGEETGRIQRIAA
AGPKGWNQAVLQVIADFGI
>TDX30643.1 phosphoadenosine phosphosulfate reductase [Rhodovulum visakhapatnamense]
MSDPVSDAKRASENAWPPGGADRLLEALQADHMPDLGHVDMVGLLLDPRLGKRALVSSFGTESAVLLHYVTRIFPRIPVL
FIETGRHFAETLAYRDQLARRLDLNLVDVRPDPATVAAEDPHHRLAHEDPNMCCLLRKTFPLADALDGFDTWISGRKRFQ
ASTRAALPAIERDGAHLKVNPLVFWTQADIAAYFTAHRLPRHPLEAAGFRSIGCEPCTRAVRPGEDARAGRWADNPEKTE
CGIHLGPDGRFVRRRPV
>TDX30644.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MTLLQLEGVTAFYGPAQALFGVDFCLAEGEVVALMGRNGMGKSTTIRSICRLSPHRGGSIRFAGQDLAGMPAHRAARLGL
GLVPEGRRVFRGLSVEENLIAAARPGIWDLARVAGLFPRLAERRRQEAGSLSGGEQQMLAIGRALMTNPRLLLLDEATEG
LAPLIRAEIWAAIRQLKAETGLAILVVDKSLTELVRIADRAVILEKGASVWTGPADGLTPALVDRYLGV
>TDX30645.1 amino acid/amide ABC transporter ATP-binding protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MTEPVLDVQDLHLAFGALKATDGVSLTLRRGEIHALIGPNGAGKSTLIGLIAGTLRPDAGQVRLNGRDVTGLDAAARARA
GLARTFQVTTLAPELTVLQNAMLAVAGASGAPYRFLRPALSDPALVERASGYVARVGLAGRRAVRAGDLAHGERRRLDLA
MALALAPRAFVLDEPMAGMGPDGAREMTVLLDLLKREAPILLVEHDMDAVFRLADRISVLVSGRIIASGPVEAVRADKEV
QRAYLGEERLA
>TDX30646.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MRREPLLNALILLALLAVPLAAQALDEPFLVTLATKAAILALAGVGLNLALGLGGMVSLGHAAFFGIGGYAMAVLAAPVQ
AYEPLMTWPMDLPGTKSMPAIWLAAMAAGALAALVIGALSLRTGGVYFIMITLAFAQMLYYFAVSWPAYGGEDGISIYVR
NGFPGLDTLDPLQFFGLCLGVLLLALGAMHLIARSRFGLALDGARQNPERVAALGLRPARLKLIAFVVSGAVTALAGALF
ADLNRFVSPSMLHWQTSGEIMVFVILGGAGRLFGPVAGAAIFVLLEHLLGGISDYWKLFLGLALLGIVLFARGGLIGALA
GRAVAHD
>TDX30647.1 amino acid/amide ABC transporter membrane protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MSAMLLIEQALNGLQYGIMLFLMAAGLTLVFGVMGLINLAHGSLYMLGAFACAAVAAATGSFWLGLVASLAAAAAAGALI
ELSVIRRLYARDHLDQVLATFALILILSEGTRWLFGSFPLYLDIPAALSGPVRLPGGIDYPLYRLALIGFGLAVAAGLFL
LIGRTRLGIRIRAGEADREMIAALGVDISRLYTLVFALGAALAGLAGALVGALQSVQVGMGEPVLILAFVVIVIGGIGSI
RGALFGALLVGMTDTLGRALLPVAFATVLPPAEAGSVGAALASMLIYILMAGVLVIRPGGLFGRA
>TDX30648.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MAFKATLLAAGAALALAGSAAADPVKVGMITTLSGGGASLGIDTRDGFMLAVEAAANPDLTVVIEDDQQKPEIAVQLADK
LIQSDKVDVLTGIVWSNLAMAVVPAATAQGKTYLSTNAAPSQLAGKGCNPGYFSVSYQNDNLHEAAGAYAATAGIKRAFI
MAPNYPAGKDSLSGFKRFYEGEVVSEVYTQLGQTDYAGEIAQIRASGADGVFIFLPGGMGISFVKQYADSGVGLPLIGPA
FSFDQSILQAMGDAAVGVLNGANWSPDLDTAANATFVESFRAAYGRLPSVYAAYGYDTANLLLSAMAKAPVSDAEAFRAA
LKEADFASVRGKFSFAPSNHPIQDLYVREVVKEGDIYTNKIVGTAMTDRGNPYEDACKM
>TDX30649.1 hypothetical protein EV657_106133 [Rhodovulum visakhapatnamense]
MVTFDNLELALEKREGRRPRGFDVIARNGWSMLGVMTVGWTWFRDPAVAGEFGRLATSGFFARFERVVFCGASMGGYGAA
AYSAAVPGATVVAISPQSTLDPRLVPWETRYGRVARTRNFTGRYGDAAEASRAAAAGTAPPRVAIRRLPQDAGPA
>TDX30650.1 hypothetical protein EV657_106134 [Rhodovulum visakhapatnamense]
MRALARARRDEILDRALTEAETAARLLGDALAEPPPTRLADIGCGSGLVDLFLYRRFGCTLDLIDIETTEARHFGLKDTG
AGFADPARTRAFLVADGVPEAMIVTFTPRHDDLSDLAPDAAISLLSCGYHYPVSTYDRLFRRVIAAGATLIADIRNGSGR
LADLRRMGQTRVLATGPRHRTVALRPAPDAAPKPPLPLPRAGLPTAGRASPATLPGLGTALPIAAPIAFWSCRGGRPLW
>TDX30651.1 hypothetical protein EV657_106135 [Rhodovulum visakhapatnamense]
MRFERAEEGFATDRMLCHAKSGSPALLSDRFRYRLLAECPGMIWADTDA
>TDX30652.1 hypothetical protein EV657_106136 [Rhodovulum visakhapatnamense]
MALAGRCRPRCTAPPAARPPGTAGYDLVQMYHFALRSAQSFLVKRDRGRVNHVDRDQGLGYWFRMNRNAEDDLSVRRRLA
AMEAERARLMADPEIAAAHLTCVAAHRARIADRMAAPEPAAFHAELTRERLRRLSRMLAHFWPSVFLAGPGAIPDSLLQT
DPPADFFFTVPPGEARH
>TDX30653.1 hypothetical protein EV657_106137 [Rhodovulum visakhapatnamense]
MLLVGFDHPLGPPGAAPESHPLNVPEAPGKARMTPPAPDRWRAPLGEGHLYEWLPHAWLAGAHAVAALDLCDLLCPAPYG
TTVFETARASGALALLGRHVFPW
>TDX30654.1 hypothetical protein EV657_106138 [Rhodovulum visakhapatnamense]
MLAGTAPPGAVGPAGETTATTLRTVAGATLLTLTCGSDEGPVPLTLDGGAVMPDPRPARTHLFAGLNVLVALRNGETADE
AADGAADGPPDWLAFYRRPPRSFRPR
>TDX30655.1 hypothetical protein EV657_106139 [Rhodovulum visakhapatnamense]
MAEINHYAVKSPKAFVVKRARGLPNRTDRAVDLGHWVERNFNTVEDRSIAAMAPATAAVRARLTALPGLAALQEATLDWH
RAEAARQIATPERHAFYSQLVLAGGSRALPPDRAAAIYALYPRGAGEALSRWPPVPRSCPSR
>TDX30656.1 adenosylcobyric acid synthase (glutamine-hydrolysing) [Rhodovulum visakhapatnamense]
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGIEPLTDMNPVLLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLAAGRDLIIVEGAGSPAEVNLRAGDIANMGFAQAANVPV
VLIGDIDRGGVIAQIVGTRAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIADRTGWPGFGVIPWFPDACRLPAEDAVD
LGGAGRGAFHVVCPMLSRIANFDDLDPLKLEPGIRLTMIPPGRALPGDADLVILPGTKSTRGDLAFLRAQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPHGLEGPPGLTEGLGLLEVETVMHADKTLTRVAATHAATGAAFSGYEIHIGATDGPDR
ARPFAHVAGRAEGAVSADGRVAGSYLHGLFSEDGFRRAWLARLGVETGTEGYGQAVEDTLDALASHLEAHLDIDALFTLA
GVVPAN
>TDX30657.1 iron complex transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MWGCVPPSSAIGLAAALALAGAAVLADPPARVVSMNLCTDQLAMLVAAPGQLVSISDLAANPMNSAMPEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATVAMLERLGIRVARIGLTTRLDEVPERLREAGRLLGREARAEALAQTFVRDLARLTRSG
PPRPLAAFFYANGYTQGKGTLSDDILTHAGFSNLAGSGQAARGRSGGFDLALEELVMADPDLLILSRPYPKTSRAEEILA
HPALRALPAAAAPALSGPDWVCGTPLVLDALAEMTRRRDALTAPPGQN
>TDX30658.1 vitamin B12 transporter [Rhodovulum visakhapatnamense]
MTRPTLCLGLGLAALSPLPALAQEVQSSLMLDEITASASLTPIATNRTGATVETVESGEIAAGGQNLGQTLATLPGVSIT
QNGGLGQTATLRIRGLGNGYIATRIDGMDFADPSGTPAALDFGTLTAGLPSRIEVLKGSQSALFGANAIAGVVDITTWRP
EKLGFSGRATVETGTYGSYSAGLSLGQKTERGEVSATISHVETDGFSTLSGNDEADGFDEDSVSLNAAYDLTDTLRLGFS
GFYSDGNSDYDSDATDTNPITRSEATRKGLRAFAQFAIGTVDNELSLARTQTERSYRSSFGTSSYDGTSRAASYLGTASL
AAGTDLSFGADWKQDEAKLDGETYSVINRALFAELRQAATDDIDLSLSLRYDNYSSFDDQVTGRAALAWRLQPDLIFRTS
LGTGYRVPALYELYGTITGDTVGNPDLNPETSTSFDIGLEKRLSGDGFLKATAFFAEIDDKIDYGAADPAICSYAWGCYR
QLDGTTRSQGLELSGRHEMTSAIALYGSYTYTDVRWKGDRLDRVPLHDLLLGVSSEVTPRLTADVSYQYLAGRLDPYGSL
PDAGLAAAQITYALDNGTEAYARVENLFDEEFYSAVAYGYGGAYHYNTTGRALYVGLRASF
>TDX30659.1 hypothetical protein EV657_106144 [Rhodovulum visakhapatnamense]
MPRPRPLRPAGRRTGAAEMAGLERLNAALAKLRGAEAAAERTVPGGVDGIVEVLLTEISETILPREMTIGDGAGQEIRLL
AARRRLLRVGRTGPVTADAAPIPAEPPEATGDPAEPLIAAFHGRVRPFVAKAAELSVAASRPPYRVDPTEAGCSVEALRA
AADRGWTAPAASAPAPEPRPDQAGETATPPPDPVGTCLARATAGLRLREGQIVAMQGDAEFAHRLTGFTGLGLGAMTKAA
GDGPGTTCAILRAPAPSNLLLVRVAHGRDAALFLSPSEELPAILALCRATGPAARSAPLDRAGSPD
>TDX30660.1 hypothetical protein EV657_106145 [Rhodovulum visakhapatnamense]
MPLTVTIQALRRAIPDCRVIAFVDLSARLVLRAEAEHSQPQEFYDALCLRGALLLGGQAAAASTEVFGTDQAPPEAVLLH
EGRFELFVRAPRDPDEALCAVIGGEADIAAALAAMRATMAEIVEIVDAAPPAAAAGGSQDRGR
>TDX30661.1 dynamin family protein [Rhodovulum visakhapatnamense]
MSDPYDLDIRAMLERARAMDAAPARPRPAEGGASRPALPPEEAVRAQFGGRDRSDALEATPDADASSDRPAADPDNAVET
GAEQIPHGSTEPPQTDASAPPVEAAPPEADAEFEPEEDVFAADAGPSPSRAPVEVEVRPHLPAFAAHPDLADLPPGARPC
LALMGEFSAGKSTLIHLLIGQSPLPVKVTATQLPPVRLSYGSAPARREDRFGRIEPVEMADLPRLSPAETRLIQIHAEAE
ILKLCDLIDMPGISDPNMGSEVWESAISLADGVIWCSHATQAWRQSEAAVWDMFADRLGETSLLLLTRFDKLVTDRDRTR
VLHRVRRETEGLFADVCPIALTDALDAQDDPARWAASGAGEFGRALRQVLRRLGATANDHEAPVVLDPDWRVGGAGMPVR
PRRVQIDESRSRSPRPVRAQRPGASPPAA
>TDX30662.1 dynamin family protein [Rhodovulum visakhapatnamense]
MQDASASARPEAARPAARHPDLLGEGLDGFAPITERRATLRAALADLGRVGDATAARGALRLTAQLDALEPCVTFIGQVK
AGKTSLINAMVGWPGLLPEDVNPWTSVVTSLHLAPAPQTLAGEARFRFFDREEWARLVEKGGRLGELASRAGAEDELDKV
RRQVERMREKSQGRLGRRFELLLGQEHRYSAFDLGLVERYVCLGDDFADDEHGADARFEAAGRFADITKSADLQVDHAAM
PLRLCLRDTPGVNDTFLMREQITIGAIRESRLCVLVLSAHQALSSVDMALIRLIATVKARDVVIFVNRIDELSDPVPQVA
EIRAAIRATLQAQNGPVDAPILFGSAIWAAHALGGTLPALPEDSRRALQRLARERFAGGEDPQTQLRGVWDMSGLPALYR
TLAERLNEGAGREALDRIARSTANLARSIGAAQGTALPAGARPTVGRAELEARIMTLSHRAEEALVRVIDREQTEFRTRL
ERSHRSFLDRATAALIAHLETEGEDTVWTYEPTGLRMLLRTACQLFGTRMQAAARSVLDELARDVAAVYRNALGLDGAFT
VEAPDPPRIGPPVDIACTIALDVKGSWWRRWWTRRRGHGAFAADFHAMIRDDTLPILDALRHDHAERVRADLMATLAGFV
EDQREIVEALTCKDEVAPDALDVALRRKARQDRLQAIESAMTTMLKEAA
>TDX30663.1 hypothetical protein EV657_106148 [Rhodovulum visakhapatnamense]
MSDAPEDDLIARIDAVLAAGTLPDPGRRQGMRLRQRLSQPVRVAVAGPARTGKSSLIALLAGWDADAGPVADAPPAGIPS
DLFDRMLLLECPLAPDETLPCGAGMPDIVLWTSQSFEAPESAAWARVPESLKDHSFLVLTKADLLIREAVLHDRLDRLRP
LVGVEFHALFPLATTEALAADRGPVPCMPAEHGPSGAKALFAALERMLRQGLDADRDLAETFLHRYGSHGRFAGPGPRRG
QPATGTPSPSPRPEPPSPPGPTPSDAAPTRRSAGADDRTLCERGLAVLARAAAALPERVERRDGIAGVLAICADTALGLT
DLLGEVRDVCPDLDEDILDASEMLQLLAVEDDPAAAADAVTLLLQLRRGFETRLSA
>TDX30664.1 serine/threonine protein phosphatase PrpC [Rhodovulum visakhapatnamense]
MPAHADLRLDTASGIAQGRRAHQEDTIVSDFPIGGRVGLVVLADGMGGHAAGDVASQIAVTEVFRALKCGAGDPDRVLAH
APRLLRRAADTANTSIAVHIRRHAETCGMGTTLIAAIVAGDRLFWLSVGDSPLLLLRDGALQRINKDHSLAPQIDGMARI
GLLTPEEARRHPDRNCLTSAICGTEITQIDYPETPLELAKGDILVAASDGLAYIGLDRIRAILEENRTRSSAEIADALFR
AIEDVADPEQDNVCFSVIRVLCAAGQPTVQAHPPLRLLGAPAKTGPRPDCPCATAPRSRFGALAARWLPGHRGGLS
>TDX30665.1 FHA domain-containing protein [Rhodovulum visakhapatnamense]
MDFLRPKPEAEDGPAIRREAGLLGAPDPWGSDLDTDAPIFGTVIPESRLESGLTDRAAPPAGIPPRGSDRPMTRLHSMVE
PPVPHDPQPRSLPPTGPADRTADPADLSALAMAAPAAPQGPRVRTRFLGFGAPEAETADPFAGHRLAPTKAETPADRPDL
RRFPVGWLVVTAGPGRGAHFTLFSGVSQIGRGPDQAVRLDFGDTAISRSGHALLAYDDEQGLFYLGSGGKANIVRLNGRP
LLSTEELSHEDEIRLGETRLRFIALCGPGFAWTAPQTGPDADARTR
>TDX30666.1 serine/threonine protein kinase [Rhodovulum visakhapatnamense]
MTAALDMHSPTPPEGQMEELRPGTDLLRGQYRIDRFLNSGGFGLTYLARDSLGRRVVIKECFPDTLCTRSGLDVQARSRA
HGPEFEAIVELFIDEAHRLAWLDHPNIVGVHQVFTDNSTAYMALDFVDGKTLLEIIEDARERPSPAQIEDMLRKLLDAVA
FVHDRSLLHRDISPDNILIQRDGNPVLIDFGAARERATRTSRVLSRMQVVKDGYSPQEFYVAGIRQGPASDLYGLAASFH
HLIAGTAPPNSQIRTAALAAGDPDPYQPLAGRIDDLPLALLASIDLALNVIPRDRPQSARDWLALLDAAPPQPAAGPAPA
EASDSVLDSATRSVISRLVDETNRAVAEARRLAEEEARSRGPAEPPRPPARRRPFAWRTLDDEDEATAKDPGPATPTPDR
APDPLPAEPNASPGSAPAARPVRRLAASAPQAAPQTARADASAEPDPAPEGAAPPPGSGLLGRFASGALTRRTRTRP
>TDX30667.1 pyridoxine kinase [Rhodovulum visakhapatnamense]
MGGARQGQGMARVLIVSSYVASGHVGLSASGAVLQALGHGVTGLPTVVLSNHLGWAHVAGGPLPVSQLRDMAGALRANGL
LEDHDAVLVGYLPSPDHVAFAADLVAEMRAMDPAPRIVVDPILGDAPGGLYVPEAVARAVRERLVPLADTLTPNHFELGW
LTGRALPDLAATLEAARPLAPEVLVTSPPLGAEVTGLLAVRGRRSALFRTLRRGGVPHGVGDSFAAMIAAGMAPGEALGR
LDALVLCSIGAPHLAIATSAPRWVAAPAIGPESQV
>TDX30668.1 methylglyoxal synthase [Rhodovulum visakhapatnamense]
MAFDFILMLTENDRTIPDARARLDEALEGGVRHIGFKDVGLPVADLCGLAAAIRAAGARSYLEVVSLDRDSELASARAAA
ALDVDCLLGGTRAAEVTAVTRDHPLRYYPFPGVVTGHPSVLQGPAAAIVDSARAIADLEHVHGLDLLAYRFAGDVPGLMA
AVCAAVAKPVIVAGSIDRAARIEAAAEAGTAGFTVGTAALAGAFPAEAAGFAGQVRAILALAARARAQSTAPRRLALVAH
DARKAQLRAWIGRHARALAGHRLICTGGTGAMVAASLPGLSVQRLQRGARGGDQQLGALIATGELDAVIFFADPLSHPGD
VDLQALTRLAILHDTPLALSPSAADALVAALLPGQAPS
>TDX30669.1 hypothetical protein EV657_106154 [Rhodovulum visakhapatnamense]
MILDDQSEVTDFLRSQPCGPGREGETVREIETHISRIFLAGDRAFKLKRAVRLPYADFSTPQIRLETCEKEFALNRPTAP
GIYLGVRRITRQAGGLAFDGDGPLVDAVVEMARFAQDDILDRVAAAGGLTEAHAESLARTVAAMHARAPVVRRPGGGALM
EGVLDINRAGFATSRVFAPEKVAALDEAFRRAFRRHRGQLDRRGARGLVRLCHGDLHLANIVLHEGRPEVFDAIDFNDGL
ATVDVAYDLAFLLMDLWHRGLPDLANRVANRYFDTAGAEDAQGLLPFLMAVRAEVRAHVTATAATDDPDRAAMAQGYFDL
ACDLLAPEPGRVVVLGGLSGSGKTTLAERIAPHLGPAPGARIVESDRTRKAMFGVEATEHLPQEAYAPGVSDDVYARIAA
RARALAEGGATVVVGAVFDSAAHRAELDRRLAGLRVDAVWLEAAPDRLRDRIATRGASASDATLDVLETQLSHGPGRIGW
PRIDVNGTLEATLARLCARLS
>TDX30670.1 formate/nitrite transporter FocA (FNT family) [Rhodovulum visakhapatnamense]
MAATTQKKYEDRIPEHQREAIESKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLVENLGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAATFGWVLHAGTIYEPEL
RNAVVTLSDHATSYGWWETAVRGIGAGWLIAALVWVKPNARNSELFLIVLVTYLIALADFSHVVAGTTEAAVMVYSGGMS
VAAALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDTAPERARRR
>TDX30671.1 TRAP-type C4-dicarboxylate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MKMLTTALAAATLCAMSTATTAETWDMPMAYAASNFHSEVGADFARCVGEATGGALEIVTHPSGALFGGAEIKRAVQTGQ
ANIGERLLSAHENENPLFGVDSIPFLVSSFDEHERLWAIAEPKVAAALAEDNLHYLYSVPWPPQGLYVNKPVETVEDLKG
VKFRSYSAATARMAELTGMIPVQVEAAELSQALATGVAESFVSSGATGYDRKVWEHLSHFYEVDAWLPRNAVFANLDAWT
GLDEATRSAVSDCAAKAQAEGLDRSKAYTAVTVEGLKEGGMTVGRAPEGLVEGLKAIGETMTAEWLDRAGDEGRAIVEAY
RQGM
>TDX30672.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MARAAAGLRALRRLLDALYMAGGVIAAGFLLAILGLIVAQMVARWTGHVVPGASDYAGYCMASASFFAFAHALDRGAHIR
VGLLLTVLGRHRRWAEIWAMAVGAVTATFFARYAVKGTYWSWKLGDVSQGLDRTPLWIPQLSMAAGTVLLAICFWDHLIR
LIATGHDGIRSEQAEDLPAGPR
>TDX30673.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MEQLAPIAIFLFVLFLLLGSGVWVGLALMGVAYVGMELFTARPAGDAMITRIWAASSSWTLTALPLFIWMGEILYRTRLS
EDMFRGLAPWMARLPGGLIHTNIVGCTVFAAVSGSSAATLTTVGRMSIPELRRRGYPEPMVIGTLAGAATLGLMIPPSLT
LIVYGVTINESITRLFMAGVVPGLVLALMFMAYVGLASRLSKDFAPTPEPALSLIDRLKAARHLLPVLCLIVVVIGSMYL
GYATATEAAAFGVLGALALAAAQGSLSAASFGASLMGAVRTSAMIALILAGAAFLSLSMGFTGIPRGLADLIAGFDLSRV
QLILALLVFYIVLGCFLDGISSVVLTMAVVEPMIRAAGIDLIWFGIFIVVVVEMAQITPPIGFNLFVLQGMTGHGMGFIA
RAALPMFLIMVVMVFVLIAVPGLATWLPDSLRQRPGG
>TDX30674.1 hypothetical protein EV657_106159 [Rhodovulum visakhapatnamense]
MIRFLGALAARGRYLLVAGLATGVLLPPLAQAMRPWLPEMVAGLMFLAALRIGPRQALGAVRDLPRVLALALLLQLALPL
AVAGGAAALGLGGTAVATALILMAAASPIAGAPSLTVLSGGDPAPALRLLIVATALLPVTVLPVFLLAGGLGSPAAVLAA
AGRLLAVILLAAGAAFLLRATWLRAPRPETISALDGLSALAMAIVVIGLMAEAGPTLLSRPTELAGWLAVALAANLGVQI
VADRLLARGPLRDQRLPLSVAAGNRNIALFLVALPPETTDPLLLFIACYQVPMYLTPLLRRRRGG
>TDX30675.1 formamidase [Rhodovulum visakhapatnamense]
MADGSRTGGACRSLVVNGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDAIAI
RIRDITVTSVATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHVEGIGQEAVRCNVCGNAVTPFAIVHGYTVTFDDTR
SVGLTLPKAAAETIAHDADHYAALPDASRQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALSPEELAEHKTDGHMDIDAVRPGAILVCPVKVKGAGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFTAEEKARGERLARRWDVAALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLPVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAAGLGDYAREQYGL
>TDX30676.1 putative secreted protein [Rhodovulum visakhapatnamense]
MFTALFRSLFAPVLRRALPAVLPAVLLGALASPVAAASLIVNGTFDNTTDGWEGTYRLRSTDPWIDTGSYFFAGPGTFSA
ISQTYDLTGDDLSRLGTTGLDYTMSADLFGWHTQEDRGVMSVFFFGADDTQLGSDALLSSTLYSGSWDTRVTAGGKYYQE
TSGAVPLGTAYLTFVLSSTRISGGTNNDGYIDNAYFAFADPIAPAPVPLPASALMLLSGLAGVAGLRRRTAKKSA
>TDX30677.1 glycerophosphoryl diester phosphodiesterase [Rhodovulum visakhapatnamense]
MKLVSNGALVGALLTALCPLLAPPVAQAATLDWQTLSGQAPKVIGHRGAPNYLAENSLPGYELAGDLGADMVETDVQVSK
DGELIVMHDGTLERTTDIAARFPPRNGGYRVADFTLAEIKQLTLLPTGSASYSHPGFTPTTDFSVPTLGEFLDTVNAYNA
THGTDLGVLTELKSSYTPEVNAKVVAEMLDKGFGETGSNGAVQSFSVTNVREMSALFDAAGADVYVDLLGYGGVQTAEGW
ALGLNGSGTSYELLSELAGYADAVASSYSYITEDFVAAVHAAGLEIYAWTLRPTDEASAAALLADFLAWGVDGFITDNAD
YVNAALANSGYDVAPAPVPLPAALPMLLAGMAALGGLARRRRPALAA
>TDX30678.1 AraC family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MFDIAIIEDEELERRALRSILEKNLDGARIVGEARNGTEAMALIDGQHIDLMLIDIKIPRPNGLEIIQSVRDRGLATKVI
ILTAYDYFEIMQTAIHLKADNFLLKPIRTDDLLKAVHECLATHEPMAARAAGSWTVTAPAPDAIRVPEPPVGDRIAGLVD
HSAYRECLALVRRHLEAIYAQREASPRRAVLEFLRIMLQVVEARGLALPPTLARQVETLESRRLDLHSHFQVQEVLCQLT
DVLFEASESGGAHASGRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKTQRIERAKELLQDS
DLPITNVSLDLSFQDANYFCKAFKKEVGLSPSEYRRRFR
>TDX30679.1 histidine kinase/DNA gyrase B/HSP90-like ATPase [Rhodovulum visakhapatnamense]
MGADGSGGRLAEGLQLTSEPRPNSCINNTPSPRGGGETLEAKAARRQRLADLMSVDMLQKVQDNFSAAVGVAMVIVDPEG
EPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGLVDFAAPIIMRGEYLGAVICGQVKMRPGE
MAPDLVDLSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASHIVEESYSSSVTQELYAKNLRLMEESKRR
AELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAAQTENTVHAFADMMRYILKKSGTQFVPLATEVDHVKNYLF
LLRLRLGDRFTFSIDLPADLAEVTCPFMVLQPIVENCMNYAIEPRESGGLIDITAYRDGHDVIVDIVDNGDGIPTERRIQ
VLAGVADRSGRKSIGLHNVDSRMRHYFGDGHGLEIVSPFRGGRGTLVRLRLPTDFDEAAV
>TDX30680.1 methionine adenosyltransferase [Rhodovulum visakhapatnamense]
MSYTSSESVTEGHPDKVCDQVSDAILDAYLTRDPMARVAAEVLASGNTLHIAGEITSTAHVDVAAVARGVLRRIGYDDPD
LGFDAEGCFILTDLHEQSPDIAMGVSRDAELGAGDQGIFYGFACDETPTLMPAAIHYAHRLTETLAEVRHSGRLPWLRPD
GKAQVTFENDADGRPAILRSLVLSAQHDPCVTREDMLRGLIEEVVAPVMGHWLRADTRVLINPTGRFVLGGPAADTGLTG
RKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCETDPD
KLEKAVRSVFPLSVAGMIETLELRRPIFERTAAYGHFGRDTEGFPWERTDRAVALQKACN
>TDX30681.1 cobalamin-independent glycerol dehydratase small subunit [Rhodovulum visakhapatnamense]
MSDIDFDKEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQSPEPELFFRASSCIKCGQCVPVCPTQALAPTN
PGFVDRDKCVKCGTCAGVCPTQALTISGKKMTVAQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHQFAKHLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKAIDPQVHVAQTGVENRIILENALCISSLTHTVVRIPVVPGVNDTVEAAEA
VACFAKLMPGVDTVHLLPYHSFGENKYALLGRSYPMGNTPNMKPEEVAPLVEKIESHGLKCVIGG
>TDX30682.1 BMC domain-containing protein [Rhodovulum visakhapatnamense]
MNTRIINAPQENIMDMLTRRIAPHTRKWIEANPISAMGLVQTSVPDLFYFADVAGKAANVYTVELFGSCPQTTTTLAILG
ETSAVRAAMAAIEAAQGPAF
>TDX30683.1 propionaldehyde dehydrogenase [Rhodovulum visakhapatnamense]
MNDKDISDAVAQVLNGYGSAAANIGAGTPPAQPKSGKPMSDLVAQILAETGSAPAAAEAAQPDYVPGSKRCCWSKAHPSD
DPLDDIVNGLVARALGDKQPCTVCPHSAGSEAVAVSDEEATTLGDGVFASMDEAVAAAELAQRQYLFCTMAARKRFTDGI
REVILSNGTLERISHMAANDTGMGNAAHKIIKNRLACEKTPGIEDLTTEALSGDEGLTLVEYSPFGVIGAICPTTNPTET
IICNAIGMLAAGNAAVFSPHPRAKKVSLLVVKLINRKLATLGAPANLVVTVQDPSIDNTNAMMAHPKVRMLVATGGPGIV
KTVMSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADYLISEMQKCGAYLIKDPAV
IKQLEGVVINQKGGPQTSCVGKSAAHLLGLIGITVGEDVKVILTEADKDHVFVQEELMMPILPVVRAPSVDDAIDLAVEL
EHGNRHTAMMHSNNVRKLTKMAKLIQTTIFVKNGPSYAGLGVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNV
R
>TDX30684.1 uncharacterized protein GlcG (DUF336 family) [Rhodovulum visakhapatnamense]
MHCDIDAQLIERLVTAALERRALPAAPTPSLTLAEAEAIAARAQAASAAMGVPMVIAVADATGAQILFHRMEGSLPASAT
LAPGKAWTAAAFRMGTDELGRQAQPGGMLFGVEATLDGRVVLFGGGLPVRRGGTVIGAVGISGGTVDEDMAIARQALNGI
>TDX30685.1 ethanolamine utilization protein EutN [Rhodovulum visakhapatnamense]
MHLGRVIGTVVSTSKDPSLVGSKLLIVARLTPQLDPTGFTEIAVDTVGAGYGETVIVSKGSGARMAGTLGKSVSDASIVG
IVDTVETH
>TDX30686.1 hypothetical protein EV657_106171 [Rhodovulum visakhapatnamense]
MDRSALDTLLNRALLDLLSDRIVARLKARERSALLLFSGTDLGLDPALKSLSKLTDAGWSFEIRRTPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGALGRNGLVVVPALSVALAARASLGMAEDEVSSLLTGALERGRRVVVARDGVCPASRERNA
RGLTGNAAFREMLAGHLVRLESYGVELAWAAKLGDAIASPRPGDRGPGPGRRTATPSAPGSRVFGRSEAQTLDSTELRIG
ADVLITPLAAEELRARHVRVVRV
>TDX30687.1 ethanolamine utilization protein EutJ [Rhodovulum visakhapatnamense]
MSTDRTLRDFAELIRSGSVVPAEAWAKGPLKVGVDLGTANLVLAVLDASNRPVAGITHHSTVVRDGIVVDYIGAVRDVTA
MKAELEKRIGRPLLKAAAAIPPGVHPGSTKAIGNVVEAADFELAEIVDEPAAAARFLGVSDGAVVDVGGGTTGISVLKDG
KVLASFDEATGGTHMTLVLAGARGLPFDEAEAEKLDPANERMVFAVVRPVVEKMASIVERFLQAHPDVDTVHVVGGACTF
SEFESVFAKQTGRRIVKPAEPLLVTPLGIAMFPLATGDK
>TDX30688.1 propanediol utilization protein [Rhodovulum visakhapatnamense]
MQVTGNMIDRIVAEVLAQGRAAAKEAAAPTAAAGPEADPALVPIGVSNRHIHLSRQDMDALFGPGAMLTRKKAMKQPGQY
AAEETVIIRGAKGEIGKVRVLGPLRKDTQVEISIADGFVLGVKPPLRMSGKLGDTPGIEIVGPQGTVRKDSGVIAAMRHI
HMLPETAARLGLANGDEVSVLVGGPRGGIMHHVVIRAAEASATEMHIDVEEANAFGLRNDDLVRILRD
>TDX30689.1 microcompartment protein CcmL/EutN [Rhodovulum visakhapatnamense]
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAVAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGVVPAEPVPEPAAGTAAASEPAAEVEAGTASAAEAASEVPAPAEAVSHTAEDAEASSDAAGTPAS
DETPAPAEPADPESAAADMPAAKPDADDETQSTETPSEAAAAPAPSEAAAGPSGETAATGAGASGAGRRNRRRPGPAGKP
GGKGR
>TDX30690.1 microcompartment protein PduB [Rhodovulum visakhapatnamense]
MKDDLVEQLMGEVIRKMGGSDSSSSSEPQPQAKAAPAKAPKACQLTEFVGTAIGDTIGVVIANVDPALHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASFALNKAFGAPVGQAFGITVGSPAAIGVLMADTAAKAATVDAVGYATPGNGGTSYSNEVIYMFSGDSGA
VRQSIHAARDVGKQLLSTLDPTTELKSTTTPYI
>TDX30691.1 BMC domain-containing protein [Rhodovulum visakhapatnamense]
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVASVHVIPRP
HTEVERILPHPAPAAE
>TDX30692.1 alcohol dehydrogenase class IV [Rhodovulum visakhapatnamense]
MTRYQSFHPRTEIVFGPGLLDRLHAYRGQKVGIVTDAFMAQSGALDRVKASLKGCDVLVFDEAIPEPPLDTVSRGARLLA
DFGPDVILALGGGSPIDAGKAILAIVRQMAEGRYIPFVAIPTTSGTGSEVTSFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHAIEAVVATGANHFTDAFAEKALALAFAFLPRCFANGDDIEARDAMHQASCLAGLAFSA
AGLGINHSLAHALGGRLHVVHGRVNAVLMPLVIAWNAEEPEAAERYARIARLIGLDVPSTRAGVGALIHEIQGLNARFGI
PSSLRGLGTDMEEFSHARSQIAAAALADACTTSNPRKPSQADLDALLMQVGG
>TDX30693.1 cobalamin-independent glycerol dehydratase large subunit [Rhodovulum visakhapatnamense]
MIEKGFTKPTDRVMRLKSQIIHARPYVESERAVLATEAYKATEGLPAILRRAKVAEKIFNELPVTIRDDELIVGAITKNP
RSTEICPEFSFDWVEAEFDTMATRVADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKAHDCMANGVFTVGNYYFG
GVGHVCVDYGKILKIGFRGVIEQAIKLLECLDEKDPGFIKKKQFYNAVVISYNAAINFAHRYAAKAEELARQESNPSRKA
ELEQIAKNCRRVPENPATTFWEACQTMWFVQCMLQIESSGHSISPGRFDQYMNPYLQADKSISRDFAQELVDCIWIKLND
VNKTRDEVSAQAFAGYAVFQNLCVGGQTEDGLDATNDMSYMCMEAVAHVKLPAPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLADARDYGIVGCVEPQAIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTD
WNSLDDFYAAFKTQMAFFVKYLAEADNCVDLAHAERAPLPFLSAMVDDCMGRGKSVQEGGAIYNFTGPQAFGVADTGDSV
YAMKKFVFDEKKVSMTDLKDALDANFGVALGESAQTSGGGTPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLAAKDTP
QSGSSKYDGIRRLMDSAECFGNDDDEVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
KPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPAALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRQ
TLLDAQKNPDAHKDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>TDX30694.1 protease I [Rhodovulum visakhapatnamense]
MSGSSKKKVLMIVGDYSEDYEVMVPFQALGMIGFQVDAACPGKRSGDTVRTAVHDFEGDQTYSEKPGHLFQLNTAFGLIE
ADAYDGLYLAGGRACEYLRLDEDVLALTRTVMEAGRPVAAICHGPQILAAAGVLAGRRLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFARQVAPDLAI
>TDX30695.1 hypothetical protein EV657_106180 [Rhodovulum visakhapatnamense]
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFLWGTCGLCGKTPEGE
RFFHPTDATKWLVFQSSFGQIAVIGIGVGLLGGWLGVTYGTAGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSILWAAIAGLVCAFVGEFFARVFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPLPV
>TDX30696.1 acetate kinase [Rhodovulum visakhapatnamense]
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGEDGSYSDHKAGGRGEKVELPVPDHKTALELMLASLMHADYGVIDCP
AAITAIGHRAVHGGDVFVDSVVVDDEVMAQLRACVGFAPLHNPCNIAGIEAAMRLFPGVPNIVVFDTAFHQTVPPEAHVY
ALPYELYAKSGIRKYGFHGTSCRYVSQATADLLNWPIEDMKMVICHLGNGVTLTAVDGGRSVDTSIGFGTFGGVPMGTRS
GDFDPSIIFHLVNQLGMSLKDVETLCYHKSGLLGVSGVSNDMREVTTRAADGDDRCRLAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRTRICSGLGVLGVRIDEATNEVARDGYPNISAADASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSARGYEQARPL
>TDX30697.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum visakhapatnamense]
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVANPDVVHEAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVEFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>TDX30698.1 phosphoribosyl-ATP pyrophosphatase [Rhodovulum visakhapatnamense]
MTASDLEALARLAATVEARKGADPDTSWTAKLFAKGPEKCAEKFGEEAVEAIIEAVRGDRVRLTSEAADVVYHLLVMLAA
RDVTLADVAAELARREGVSGIAEKASR
>TDX30699.1 hypothetical protein EV657_106184 [Rhodovulum visakhapatnamense]
MENDSKKPPTGRIVWGVGIAVTLITVLMTDWGYLTAGPVHTVTSIAAAVFFGFLAAQAAIFGIEYREKRRKDKD
>TDX30700.1 putative FmdB family regulatory protein [Rhodovulum visakhapatnamense]
MPMYNYCCTACEAEFELLRSLSDDSAPACPDCGSPEVRRLLSRVVATGDSAKLIKGARSLAKKEGHFSNYSKSERKKGGV
>TDX30701.1 Cys-tRNA(Pro)/Cys-tRNA(Cys) deacylase [Rhodovulum visakhapatnamense]
MSTATPATQALQRAGVAFWPIEYAYVAGQDRIGLHAAEAIGADPGRVLKTLMVEVDGKPACAVIPSDRTLSMKKVAVAFG
AKSARMMPPDKAERLTGFHTGGISPFGQKRRAPVAFEASALSGAEIVLNGGRRGLMVALAPDDALAAAGAQAADLCAEHA
>TDX30702.1 adenosylmethionine-8-amino-7-oxononanoate aminotransferase [Rhodovulum visakhapatnamense]
MPETAPNSWKARAESSSFYGFTDLPSVKARGTVVLTHGEGPYVIDTEGRRYLDSNSGLWNMVAGFDHAGLAAAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYDRGRVFYTNSGSEANDTLVKMLWFLARAEDQPQRRKILTRKNAYHGVTAVSA
SMTGKPYNALFGLPLPDFIHLTCPHYWREGQPGETEAQFTARMAAELEEVIAREGAETIAGFFAEPVMGAGGVIPPSAGY
FEAIQPILKKHGIPLISDEVICGFGRTGAVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPGLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMKRLAENPNIGEFRGKGLMGALEAVADKPTRTPFPSNLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEPQMAEMFEKLEAALTEVFAGLKAGA
>TDX30703.1 hypothetical protein EV657_106188 [Rhodovulum visakhapatnamense]
MKPHLLLAALVPSALALAACSGSPDRYTVPDTAVAGPRLPVAWRSVAIREVSLPTYAASEEIYSRSASGALTSSSDVLWA
DDPTRAITQDLARLLTQMTGAQVAAEPWPFFNRAQATLEIRVADMLAEPDGTFRLTGQFFVAPDAGGRNRSAPFAIAVPI
AAPAGPAEIAAARGAALRELATQIARTGLR
>TDX30704.1 paraquat-inducible protein B [Rhodovulum visakhapatnamense]
MTDLPPETPVEPAGRSLLDRISVVWVIPAAALAIALGVAWHSYAERGPLLELTFENASGIKAGETELHYRDVTVGLVERV
GFTDSLGEVLVSVRLDKAVAPYVDDSADFWVVQPEVSARGVTGLSTVLSGVFIQGIWNDRPDGFVERHQGKSAAPLNREG
RPGLRLRLRAATDAGLTEEAPILYRGIEVGRIGKAEVSQDGSTVEADAIVFAPHDRLISTSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGREVQPETRFEVYPDESTARASVFAADEGTALTLTAYFEENVEGLSVDAPVTLGGLRI
GRVASLNGIVDAARFGDDRVRLSATLAIQPSRLGIEQNATPEDALDYLAGRVREGLRARLVTASILTGGLKVELVETAET
SPAEIDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVKALVGEARG
IVGSDEMQALPGRIDGAVAAIETLTRQLAEADAASRLTEALDAAAGAAQSIDAAAAGLPDLVARLNAVADQAATLPLNEL
ADRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGIVGNANATLASARSAADDISTAARDLPDLLDRAKR
ILGQASATIEGYDASRGMGREIDAALREIQRAAQAVTTLSRALERNPNSILFGR
>TDX30705.1 paraquat-inducible protein A [Rhodovulum visakhapatnamense]
MDVSGEVKSARDMGLVACTRCTRVWPAGTRSCARCGQRLHPRAPLSLQRVWAWWSLGLIAYVPANIYPMLETRTLVSTQD
NTIVGGAVEIARHGSWGIAAVILTASVLIPIGKFLAVAGLALSVAHGSRVSRARRQQLYEVVEYIGRWSMIDVFVVAILS
ALVQLGAVVSISPGPASLFFAVSVIATMLSAQSFDSRLLWDGPDPSPASRSRLA
>TDX30706.1 paraquat-inducible protein A [Rhodovulum visakhapatnamense]
MTDTPSDPRASAPGAGSGPASGRVANRVAGRDLASLIACPHCDAVYRAVQPAPRARAVCARCHKVLIAPHRQAGQRLIAV
ALAVVVLIGAATLTPFLRVEAGGMSNATSVLGAALAFSARPMLMALALAVAALIVFVPVLRALLILYVLTPIVLDRPPAR
HARAAFRLSEALRPWSMAEVFAIGCAVALVKISDLAQVEFGPAFWMFSALVILIVVQDTFMCRYSVWTSLEK
>TDX30707.1 putative glycosyl hydrolase [Rhodovulum visakhapatnamense]
MVGKTLFFLWVFLLSLAQSALAQKAGVGAWENSRYTTIHWVEDQPALGWYYTWRTDQLWARGPTSRTVEFVPMIHSEGDL
AKPITSDRPVRALMAFNEPDGKGSHQGGLSVERALALWPRVEAKGRGLRIGSPATTQAETLGPGSWQRRFMTEAERRGYR
IDFMAVHYYSTDGDVAAFRRWLQAVHREYRRPIWVTEYALVDWDRPGAASYGQSAAFFERAAQMMDGLPFVERHAWFAAN
PYPWQGTVPKINLVDDRMQPTPMGETFRRVLSELGGREIASAN
>TDX30708.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum visakhapatnamense]
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEAREAGVERMVFVSHPSKTAIERHVRADADLIETL
RARGKARIAEALEAAALDEDEHEVEFTMQHEQRGLGHAVLCARDLVLPGPVAVVLPDDLILSRPGCLAQMVEAYARCGAG
HMVAAMDVTPEAVSRYGVLDPVGQEGAITRARGMVEKPAAEEAPSLKAVVGRYILHPAIFETLASQGPGAHDEIQLTDAI
ARDTERLGLAGFAFSGRRYDCGSKAGMLEATLAVASRDPDYADVLAEWRAEATLPIAAE
>TDX30709.1 TRAP-type mannitol/chloroaromatic compound transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MHRRTFLKTGAGVAAAGTLASPALASGKIHWKLPTAFPKMAPAVGTNVTNFAERVAAMSDGRLTFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSTEHTAWLRWGGGQEVWDEIYAQRNLKPIYSGNSNTQSAGWFKK
PVDSVEDLKGLNMRVAGLAGEVYRKLGVNAVLMPPPEIFQALQSGAIDAAEWVAPYLDQAFGLQKIADICYLPAFTEPGA
GLAVVFNKDAWAELTPDLQAICESAAWSAAYEVQAQFDHFNAKSMAELKAQGVEFRSFSDDVVAAQRAAWTEVQDELTAA
NPDVAKVRETYDVALAEARDYSRAMALPLLAGRV
>TDX30710.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MTGEEGALLVLLLGLFGGILSGIPAMLAIAGVPLITALIASVFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGKLTRGSPRGMGLSVLAFSTLIAASTGIIGATVVMLVLISLPAMRQAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALIPGLLLVAIYAVYVALRLGPAPEPRPPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAGLGAVGALLMAAQAAKGGRAGRWLIASAGLAALVLVGMGMAGLGRAAPGTLP
GLLATGAAALIAAGTLMAALRTWRAGLLQGALTDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMTAI
FLVMAVIFLLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVVPFVLLQLVALGVLVALPELATWLPQAIFR
>TDX30711.1 tripartite ATP-independent transporter DctQ subunit [Rhodovulum visakhapatnamense]
MTRAGPISAYLKLCHWLDRAALAYCVAAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFAIPVTLARGGHVR
VEVISERLSPRYIRIADILAVLIFLIPVFGLMIRAFWPDLSYSWSIREGAVETGGLGGVYIVKTALPLASALMILQGLAM
ILKPAEKRKDVQEIL
>TDX30712.1 NADH dehydrogenase [Rhodovulum visakhapatnamense]
MATRIVVLGGGFGGMYTARALRRRFGRKAEIEVINAQNYFVFQPLLPEVAGGSITPAHAVSPLRFVLDGVFVRKAVVDSV
DFERKVVTVFQGIQRRPTEVPYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHIIEQLEHAQVTELPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILNEMPEPLADYAVGHLERHGIEIKLRTGVKS
ATHRQLVTTDGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRTLRVAGHDNVWALGDCALIPLKEGASERIDFAP
PTAQFAVREAKRVAANIAAAVRGRDLKPFAYASRGALASLGAKRGVANVFGHNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVISGSVEMERPDPETGETTLRVIGPGGHFGER
LILGATRRKTTVRAKEDCKVLVMNREEFLMLAEGFSAFREYFRPYMDKRGVTLPGGDEDTGR
>TDX30713.1 uncharacterized protein (DUF2126 family) [Rhodovulum visakhapatnamense]
MAITATIRHLTHYRYDRPVSLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPAELTEDLSIYRRPEPAGEALSAFLATIPRNATRTVDFLVGLNARLEREIDYLI
RMEPGVQTPDDTLRLHSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWAEVFLPGAG
WIGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFHFHMEVRRTAEHPRITRPFPEEAWSALDALGHKVDAQI
AAQDMRLTMGGEPTFVSIDDFEADEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGRPVWKNPELIAEENQTGATAEDAERFLSGFADAIGVGADYVHAAYEDPVEWILKEADLPVNVTPEDSKLKDPETRARI
ARVFNRGLDRPAGFILPVQRWQSKAAGARWRSEHWKTRRGHLFLVPGDSPVGFRLPLGALPFVPPSAFPYVYPADTSVAV
GPLPDFHAAREDRRRALMEEFERIAAEDEAREMPETTPGRSQPVSEPKDAGPRQRLMEQGVDPAGSTVRTAIAVEPRDGR
LCLFMPPVERLEDYLDLLSAAEETAEALGLPIHVEGYTPPHDSRLNVIRVAPDPGVLEVNVHPAQSWEDCKDITFGVYEE
ARQTRLGADKFMIDGKHCGTGGGNHVVVGGATPMESPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQFPDPGEGAAPPPWLVDRLLRNILIDVTGNTHRSEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWADPVKGNPVRWGTTLHDRFMLPHFVWTDFMDVLRDLQDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRYTDSSVERMQVKLTTLNPGRYAVTCNSRTVPLTETGTSGVRVGGVRFKAWQPA
EALHPVLPVNAPLTFDIYDTWSGRALGGCTYHVAHPGGRNYETFPVNANEAEARRLARFEKMGHHAGAYRPPFEVPHPEF
PMTLDLRRPPGI
>TDX30714.1 putative circularly permuted ATP-grasp superfamily protein [Rhodovulum visakhapatnamense]
MTSPDDIAEDPVLALLQEYSPPNGVADELLRPDGRLRPVWRPLIDLLARQSPEEMAERFARGDQYLHDAGVYYRQHTQSG
STLRDWPLSHVPVVIAEEEWRELAEGIVQRAELLEKVMADLYGMGDLVANGLLPAELIARNPEWLRPMVGIRPRSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPTSNVERLAGFFRAHRGAMTALNAGGDGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKVERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMVAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGEPLKLPNIATWWCGQDLERGYVYENLHRMMIGRALSSDLPFEVDALTAL
GGDFRGTARRPIGEWLDRDGPNLVGQEAVTLSTTPAMIDGQLLPRPALIRVFATRTSRGWTVMPGGYARIGRSGDPTALS
MKNGGSVADVWVVGDRPVEPETLTGEPEGPFIRRGPGLLPSRAADNLFWLGRYVERAEARVRELRAYHLRLSESGDPSLP
LVARLGAFIEGFGVDIDEPVPAVVLELFDAAQGCAGKVRDRFSTDGWQALTDLAFTARGHFSRVHPGDQAVKAMGELLRK
LAGFSGLVHENMYRSSGWRFLTMGRALERADQTISLLAAFADPAQPGGGFDVAIEVGDSVMTHRRRYSVHTSRSSVIDLL
ALDAGNPRSVFFQIDMLRDQDRLLTQNAAADPMSDLARAILLLHTELSVAVPEDITTERLFGLQGEIREISTLLTQRYLS
>TDX30715.1 transglutaminase-like putative cysteine protease [Rhodovulum visakhapatnamense]
MPIEYDIRLEIGYLYDSPAASTRTLLRMLPLTNGEQTLITGLVSADPVPDFRRDGVDFFGNATTEIAHDAGKTEFLFRFE
GRVRRIPRGTTLDLSCGLAALGAEIQGIQSITPMSPHHFLGDSERIRHEPEIAAFAEEVTAPGMSVMAALQAVSHAIHDR
FDFDPGATEVSTTPIEAFQNRRGVCQDISQVTIAALRSVGIPAGYVSGFLRTVAPPGQPRLEGADAMHAWVRAWCGMETG
WVEIDPTNDMLVGADHIAIAIGRDYADVAPVKGSSRTSGSHRTEHRVDVIPL
>TDX30716.1 hypothetical protein EV657_106201 [Rhodovulum visakhapatnamense]
MEPECQYDLDITDPAWSEDAGGVVKSVLEAAPKEIRVQAAEAPAQSALSAQLLLFLRRHVESVGGTFSVADASPAFSEGL
SLLGLHDLILGTAEVQQ
>TDX30717.1 response regulator receiver protein [Rhodovulum visakhapatnamense]
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQAGVDEFVKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGSAMKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>TDX30718.1 two-component system chemotaxis sensor kinase CheA [Rhodovulum visakhapatnamense]
MSRDDLKATFFAECEDLLDQLSEGTGELEAGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRFETVLDRLRSGSLV
LDPDALQTILRSGDMLAELVELAQAESDEEPSQMAELIELLVGLSGSEEDGPGAPEPDEAFEFTAVSFMPLSFDEPGEDA
EDVYKIRVPAIADLFRNGHDPFLLFAELVGLGQLDVSCDASALPVSDEFDPNRCYLSWELTLTGSMTEVSIRDAFVFLDD
ICEIEQVSGGSAGPALDLPGIEPEDSPMTTAEPSKPSMPQVAAEEAAAEPAAVASSTSEPAAAEKSKAAKPAASIPQTTL
RVDPERVDRLINTVGELIINQAVITQKLVASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YSLGKDVALVTEGEATEIDKTLVERLAEPLTHMIRNAVDHGIEGPEKRAAAGKSAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRILEKAVSQGMVAADAKMADSEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRQGMGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGRDGRLLSIRGTYVPIVNLARLLGFPTEAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHYGREMASREEMDYAQT
ATMG
>TDX30719.1 purine-binding chemotaxis protein CheW [Rhodovulum visakhapatnamense]
MPRPQQWGDDDVLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEEAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICEAPTMGGGDVPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>TDX30720.1 chemotaxis protein methyltransferase CheR [Rhodovulum visakhapatnamense]
MNAPTSSLTPRRRSEIAFGESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRIVALNLDGFTEYDKFLRANLDTESDHF
ISALTTNVTNFYREKHHFEQLQSEVLPRLVERARSGGRVRLWSAGCSSGPEPYSLSGSVILLCPEAPKLNVRILATDIDP
FVLRRAEAAVYSDEEAKIPPGSWANQVFEKSGGAKTDFRVRADVRSLVSFRQLNINGNWPMSGLFDVIMCRNMAIYFDNQ
TQQTLWRRLAEQLVPGGMLFIGHSERVSGPATGMLEAAGVTAYRKRSAS
>TDX30721.1 two-component system chemotaxis response regulator CheY [Rhodovulum visakhapatnamense]
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPDLIQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>TDX30722.1 hypothetical protein EV657_106207 [Rhodovulum visakhapatnamense]
MTTFGHELLHAAELLRRYEKAVLERRAAHPARMGSASELQLVDLVIQILEDMAPFGQELAKLVPVDAQVPGSLIEQLRLD
QLRAVMSTAEKRDAPHSGGDIDVF
>TDX30723.1 CheB methylesterase [Rhodovulum visakhapatnamense]
MRVMIADERTETRNRLAAAVQQMRAVSLGACVSNLSETYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVA
ETEANIARLPSSLIREGVAVTHSDASVEDLRQCLLRVHLGRAARDVPAPQAESAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNCAATVVEAQDQEPLVPGRVLLAPGKTHHLEVAATGALRCRLREGSLQAGH
RPSVDALFASAVPVASRVCAAILTGMGRDGAEGMLALHRAGAYTIGQDEKTSLVYGMPRAAFELGGVRERLPLDAIGRAV
LENCSRRSAA
>TDX30724.1 chemotaxis protein CheD [Rhodovulum visakhapatnamense]
MTQKTPIRAPEKDVWPSRVHAVVQGEYHVSRDANIVLSTVLGSCVAACVYDINAAIGGMNHFLLPGDAESGSTELKYGAM
AMELLINELLKAGARRSDLKVKLFGGARVSGAFRDIGARNVDFARSYIRREGFEVVSESLGGTQARRLHFRPVTGAARLV
LLPPTEAPPERRVPAPKPKPDTDITLF
>TDX30725.1 hypothetical protein EV657_106210, partial [Rhodovulum visakhapatnamense]
ATRYDKTAESFLGFIDITSIRLWVRHLST
>TDX31155.1 phage terminase small subunit, partial [Rhodovulum visakhapatnamense]
MRGQKPKLDNVVPMKADQTAPVPEAPGWMSAEGRDAWDRLAPVLAARRRLDPAYEDPFAIYCEAVADVIRFTGDIAAFGS
WYEVATRNGRQQKKRAVWGQRQDAIATMNQLAARFG
>TDX31156.1 5-methylcytosine-specific restriction protein A [Rhodovulum visakhapatnamense]
MTIRKLCAASGCDDLAVPGAALCEEHEAERIERNRARRAKVKTAEEIRRRAKLYASPAWKTARAAFLEVHPLCADCAGLG
LVTPATEVDHIARHEGDRARFWDRSNWQALCKSCHSRKTAREVLGRN
>TDX31157.1 hypothetical protein EV657_1053 [Rhodovulum visakhapatnamense]
MTAVARVRVPPAPRTRRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRSYGMEYVALERAQLGTRVDTSRGRSSPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPHCVPVKWRPSPAGPRAAQDFGDTWRYRAGRGRNGNKLVELRA
PCCPVTYYPTAGQIASARRAWLDWYGYLLEVRCALEAAGLRSLRLTDDMPPMTPWKNSS
>TDX31158.1 hypothetical protein EV657_1054 [Rhodovulum visakhapatnamense]
MSVRAIQGKGVNRARVICDGCGREEVVTCNYLRRPGQAWAPDEGQTRRKMIGRGWAEVKGKLHCPGCEAKRKATGMTKTT
TKPAPAPKPDEALRHPTRAQKREIMDLLEEVYDTAAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAAAL
GRMEALERDMRAVADEAARQRAAAEKKLAELSVLKVELDRIRVAVGPRALRKAGVAA
>TDX31159.1 hypothetical protein EV657_1055 [Rhodovulum visakhapatnamense]
MDAKEQAEGEKRVRDLLIGPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAAPGGKDRDRFPIANA
ILKAATQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPGSYALGQIRQAAGEALRRHAHLAGADPAR
LDPAEAAWLRDREARLARCRRIADLAGAAT
>TDX31160.1 hypothetical protein EV657_1056 [Rhodovulum visakhapatnamense]
MAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSKFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQICEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
AGQLLRGPQFLDRFDDWLAERYPETQRREGFIRQALDEFTAEMAR
>TDX31161.1 hypothetical protein EV657_1057 [Rhodovulum visakhapatnamense]
MATRIYTDLTIRGTTYPDAATAARALGVTPEAVRSAARKGRLDRVGAGRKGAEPMPVRIRGEVFTDAHAAAARFGVTPQA
VWKALADGDPDRIGRPQRRPGRDPHPVEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQASP
RTSSPTGSAGPDQMEELHHG
>TDX31162.1 uncharacterized protein (UPF0335 family) [Rhodovulum visakhapatnamense]
MTGPIPLDSFTAGLRPPMKETAEDEAVREKTYRVAADELRGFIERFEALAEEKAQIGDQQKEVMAAAKARGYDTKALRRI
IALRKRHADDIAEEEAVLQLYREALGM
>TDX31163.1 hypothetical protein EV657_1059 [Rhodovulum visakhapatnamense]
MTLAIRIYWRVAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRA
>TDX31164.1 hypothetical protein EV657_10510 [Rhodovulum visakhapatnamense]
MQKSFQNLRDPQERERKWFASLLWRSFPEATSEAELADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVLAVLALAGA
ETVFELFDPEQTA
>TDX31165.1 hypothetical protein EV657_10511 [Rhodovulum visakhapatnamense]
MKTILTTAALALLAAPALAAVNATEDLSAIRQPSADGADCFAAIAGTNAFQRTHAPGCIYYRAPTGTDPKEVEAADPEPA
DPGETEGDDSENAGL
>TDX31166.1 hypothetical protein EV657_10512 [Rhodovulum visakhapatnamense]
MPRMPKIPDLPATYGFGTWRDALLGALIGALFVGSAWGGLTLAEIAHGSL
>TDX31167.1 hypothetical protein EV657_10513 [Rhodovulum visakhapatnamense]
MGTILAIAPELADFVAEWRSAAPEVQLAAIRGALRRRGIAQPAPDDPARAGYEIQLFGLAALGRDEADAARTWMDAAARR
CPFA
>TDX31168.1 hypothetical protein EV657_10514 [Rhodovulum visakhapatnamense]
MSDDITATDQPRDPAGRAPEPDWILKFSIKGGDIVEWIAAKSAVFGALEELKTQDRATGPLSWFFLPMGAINMGEVLFVT
IRPRPPEPQPEPEPARRARFSLV
>TDX31169.1 hypothetical protein EV657_10515 [Rhodovulum visakhapatnamense]
MSAPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIRDVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEEARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPRDLPKPQIVQPWWF
GEPFFKATGLYLRGLSPLSATDDRLTPPAPGTEAHKRWSAVHRASPGPDRWKSRSRTFEGLAAAAASQWGGDARQEAA
>TDX31170.1 hypothetical protein EV657_10516 [Rhodovulum visakhapatnamense]
MPQTTPDRIEEIESLARHNCDELAGLTAELAELQARVDKLEGRTAEVPPCPTCPRCGGIGAISREGGTDGDHA
>TDX31171.1 hypothetical protein EV657_10517 [Rhodovulum visakhapatnamense]
MAITRDFAPRLMPAPQAAHYLGVSESTLRKLGIQTLPLRGKRLYDRFDLDAFADNLERGEESDREEGACDRAFGVAS
>TDX31172.1 site-specific recombinase XerD [Rhodovulum visakhapatnamense]
MRPSLRRGVVSLTGIFVVRRRGKVYTYYRTKGQPLVPLPNLPHDHPDFLTAYAEARRAAPKQKGRPAGTVGALAEAAMRS
DAFKALSDVYRATLHRHFDTITKTAGDAPAKGLRPKHVQKNVIEAASPVDRLKAWRFLAGHGMAAALLDLDPTVGVRAPK
RRKTTGHPPWTPDEVDAYRERWPVGTVPRLAFELMHWTGARLSDAVHLGPGMVDRGGVLTFRQSKTRDPAYIPWTCPLPA
WAAKLAEDREKMHRAIEAASGGHMTYLATAHGQTRSSKALGTLIRESARMAGIEKSAHGLRKARAVALAEAGATTHQIAA
WTGHVSLKEVEHYTRATQRRAAVVGIEQEQNVANTSAQSEKRGEK
>TDX31173.1 signal transduction histidine kinase [Rhodovulum visakhapatnamense]
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNIVLRR
DQARELVLSSPIPEPVYRSFDLREAGVFDLIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEVTMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRRVVRAMLVYAEAPEDNRRIIVPSARVRELNEAETALRALQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMELSDDPAVKRAAPKIVGAISRAVHLCEATLAFGRAQEPPPRLERLALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLLRVLTNLVRNARQAIVASGKPGEIGIRAEETEEDWIIKVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAIAMELVRGHGGALELRRSDASGTAFEIRLPKAAAALPGEGDLPG
>TDX31174.1 pyruvate/2-oxoglutarate dehydrogenase complex dihydrolipoamide dehydrogenase (E3) component [Rhodovulum visakhapatnamense]
MAPTKTDLCIIGAGSAGLSLAAGAVQMGARVVLIEGHKMGGDCLNYGCVPSKALIAAAAQAQAMRAGGCGIAGAAPRIDH
AAVMAHVRSAIDAIAPHDSVERFEGLGVRVIRGWARFRSPRELEAGGETIRARRFVIATGSRPSIPPILGLDEVPFLTNE
TLFDLTERPERLLILGGGPIGIEMAQAHARLGVPVTVIEGRRALGREDPEAVALVLDRLRAEGAEILEGTELRRVTGQAG
AISAQTDAGPIEGSHLLVAAGRRPALDRLNLRAAGVETDAHGVRVDSGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGVVI
RPILFGLPARARTDHIPRVTYCDPELAQIGPTEAEARAAHGAAIDVVRADYAGNDRAVASGRRQGFVKVVVHRGRPLGAT
LVGAEAGELVAPWALAIASGQRMTAIAGMVAPYPTLGELNKRAAGAYFSPKLFENPWVKRGVRAIQRLLP
>TDX31175.1 putative membrane protein YdjX (TVP38/TMEM64 family) [Rhodovulum visakhapatnamense]
MTETTEMPQTRLARGRHLPLIAIAAVAAVGALTLRDQLDFEALAAHREALIALRDANYAGAALGFMLAYVAIVAFSLPGA
TVATLAGGFLFGVFPGVLFNVTAATLGAVLIFLAARWGLGDRLAARLDASEGRVASLREGLRENELSVLFLIRLVPAVPF
FVANLLPALVGVSAGRFAFTTFFGIMPGALVYTWVGAGLGEVFARGERPDLGIVFEPQVLGPLLGLAALAALPIVLRALR
RRR
>TDX31176.1 LSU ribosomal protein L34P [Rhodovulum visakhapatnamense]
MKRTYQPSNLVRKKRHGFRARMATKGGQKILNARRARGRKRLCA
>TDX31177.1 ribonuclease P protein component [Rhodovulum visakhapatnamense]
MGGASDMPERSEASPAVSSCLTVLSKRADFLLAARARRQSAPAFTLQARRREEAPGGGIRIGFTCSKKVGNAVARNRAKR
RLREIARAELPQHGRPGWDYVLIGRPDATATRPFEALRADLRRALDRLHADAP
>TDX31178.1 hypothetical protein EV657_10525 [Rhodovulum visakhapatnamense]
MSPLARLFALPIRAYRLVLSPWIGFNCRYQPTCSAYALEALERHGALRGGALALWRILRCNPWGGCGYDPVPPKPGEPPP
EG
>TDX31179.1 tRNA 2-thiocytidine biosynthesis protein TtcA [Rhodovulum visakhapatnamense]
MFDEPDDIHPLFYGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSFTLLAALHELKWRGLLPVELLA
CNLDQGQPGFPATVLPEFLTKMGVPHRIEYQDTYSIVMDKIPEGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFAQAMSYPVIPCNLCGSQDGLQRMQVKAMLDQWEAN
HPGRRQKMFRALMHVRPSHLLDPALFDFAALARPAAGTPGALPGEAPDP
>TDX31180.1 YidC/Oxa1 family membrane protein insertase [Rhodovulum visakhapatnamense]
MDDQNKNLILATALSFLVILGWFLLFPPEQQTPSEEPAVATTTATDNGTTPDVAAAPPAAPGTGAAATPETAAPSLASEA
PRLSIETPRLTGSISLLGGRIDRLSLKGYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGDLGYEDVPGANTLWTLDG
SDTLTVESPVSMHWDNGKGLTFHRTISIDENYMFTVAQSVENATGGAVRLAPYGIVARHGQPEGSRFYILHEGVVRQTDE
ELEEIKYKKMPDMDYVEREGANAEVTGVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVSGPDIYQVEARLPVVTVAAG
ATEGTSTMLFAGAKEWETIHHYQTDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVIIKA
VVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMALYKKEQVNPAAGCLPLFVQIPIFFSLYKVIFVTIELR
HAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFLAILSLGVLPILLGISMWLQQKLNPTPTDPTQAMVFAWLPWVFM
FMLGNFASGLVLYWICNNTITFIQQYAIMRIHGYHPDVLGNIRSSFRKKKPEPEHK
>TDX31181.1 hypothetical protein EV657_10528 [Rhodovulum visakhapatnamense]
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGARLDEAAGH
VTLTHPARPDLTFSPDHEGAALIDWVRPLMPGDRAASARIVRAPGRGMTDSAFPSISLLGLASLEALSEKVGQSLSPLRF
RGNFWIEGLAPFAEFDWVGQKVRLGRAVIEVRERITRCLATAANPETGERDADTLGALQTGWGHKQFGVYAEVIEGGRVA
LGDAVEAL
>TDX31182.1 GTP-binding protein [Rhodovulum visakhapatnamense]
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPELCFAGRSNVGKSSLINALTGRKGLARASNTPGR
TQEINYFTLGDSHYLVDLPGYGYAEAPVKIVEKWQRLLKSYLAGRQTLRRAFVLIDARHGVKAVDDEIMKLLDGAAVTFQ
TVLTKADKVKAADRDAVLTQVRGALARHPAAFPEILLTSSEKGDGIATLRAVIEGIG
>TDX31183.1 NAD(P)-dependent dehydrogenase (short-subunit alcohol dehydrogenase family) [Rhodovulum visakhapatnamense]
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDPRCPWPGGSENHIQIDLAEPAMTKRAIEVVRGKLADGKLHA
LVNNAGISPKTEEGGRLNTLDTDMRTWGQVFNVNFFASIVLARGLQDELAAAKGAIVNVTSIAGSRVHPFAGAAYATSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTDKIVEGLPLRRLGQPDEVASVIHFLCSEDASYVTGAEIEVNAG
QHV
>TDX31184.1 N-acetylglutamate kinase [Rhodovulum visakhapatnamense]
MRKQTAMNRDWIATARTLSEALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVVVHGGGPMINEMLA
KLGVVSEFVKGKRVTDAATVEVVEMVLSGRVNKRIVQAINDQGGKAVGLSGKDAGLIVCDQTDPALGFVGTPSEVNPLVL
RQLFEAGMIPVVAPLGAGREGETFNINGDTAAGAIAAALKADRLLLLTDVAGVKNAAGDVVTELTPDHIREMTASGVIAG
GMIPKTETALTAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>TDX31185.1 phosphohistidine phosphatase [Rhodovulum visakhapatnamense]
MRPTRDKQSGLPMSLRLILVRHAKSSWDDPSEDDHDRPLNPRGREAAPKVGQWLAERGHVPAEVVSSTARRTLETWDRMA
PVLGESTVMRRDPGLYHAPAERMLEALNNCAASPVLMLGHNPGIADFAARLLDGPPDAQRFASFPTCATLVADFDAADWT
EIEFGTGRMIDFITPKQLMP
>TDX31186.1 ferredoxin [Rhodovulum visakhapatnamense]
MAIITFSSPLMHKDKAVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVTYDNPDQKKAIMLTDKEKQKLKDLGK
LTQEEIEDAEVRDMPPRYRLACQFIARDEDVTVTFSGTPGGAD
>TDX31187.1 L-glutamine ABC transporter ATP-binding protein /L-glutamate ABC transporter ATP-binding protein /L-aspartate ABC transporter ATP-binding protein /L-asparagine ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]
MSDTAIDRSRLTVSDEVAIQILGMNKWYGAFHVLRDINLTINKGERIVVCGPSGSGKSTLIRCINRLEEHQSGKIIVDGI
ELTNDLKHIDQVRSEVGMVFQHFNLFPHLTILENCTLAPIWVRKVPRKEAVETAMYYLEKVKIPEQANKYPGQLSGGQQQ
RVAIARSLCMRPNIMLFDEPTSALDPEMIKEVLDTMIQLAEEGMTMICVTHEMGFARQVANRVIFMDQGQVVEQNEPEAF
FNNPRSDRTKLFLSQILGH
>TDX31188.1 L-glutamine ABC transporter membrane protein /L-glutamate ABC transporter membrane protein /L-aspartate ABC transporter membrane protein /L-asparagine ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MSGTHAHSAAFVRDAMLPQEPPPATSVGALGWLRQNLFSSWLNAILTVLSLALIGYVLAAILPWIFQSSWSAGSLAECRD
QIKAAYGSEASGACWAVIRERWLQLIFGFYPSELYWRPILGFALALAGMAPVLFTGLPRKMLYLSLAAPFVVPWLLWGGT
VWLPVSVALGFVLGYAAQRIVAPLAGGLLGAVVAGLLPVLWWFLLAGPFATLLHQIGPLGIEPVSSRNFGGFMLSITIGL
TAIALSLPIGVLLALGRQSDLFILRAICVGFIELIRGVPLITLLFVASLLLNYFMPPGTNFDIILRVIIMVTLFASAYMA
EVIRGGLAALPKGQYEAADALGLDYWKAQRLVVMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIALMFFVFCFSMSRYSMYLERKLRTEHR
>TDX31189.1 L-glutamine ABC transporter membrane protein /L-glutamate ABC transporter membrane protein /L-aspartate ABC transporter membrane protein /L-asparagine ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MTSYPDVPRETFRLRMLIFDTRYRSLTIQVVALIAFMLLVAWIVSNTVQNLANMGKPIDFGFLTGAAQYDINQTLIEYTN
RDSHLRAAFVGLLNTLLVAVLGCALATVLGVVIGVLRLSRNWLVARLMTVYVEMFRNVPVLLWIVFFMAILIETLPPPNA
FRGEDATASMLLGDSVALTNRGVYVPEPLFSRSLGDLPVFGAFNISLDLIAILAVLGAGLFVSAKIRARADRVQNATGLR
PTTWYLRLGVVAVPVLVMLVALGFHLGYPELKGFNFRGGVYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQSEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMNQTGRELECVLMLMLVYLAISL
AISMGMNWYNTRVRLVER
>TDX31190.1 L-glutamine-binding protein /L-glutamate-binding protein /L-aspartate-binding protein /L-asparagine-binding protein [Rhodovulum visakhapatnamense]
MKKSVILGALTVAACAAGAAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNITYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPTAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELAAAPTTNPEINRLLGTEGTLGEMLGLPADWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>TDX31191.1 chaperone required for assembly of F1-ATPase [Rhodovulum visakhapatnamense]
MTEWALKRFWTQAGIDAAEGGFAVLLDGRPVKTPAKMPLVVPTRAMAEAIALEWDAQDDQVAPLSMPVTRAANAAIDKVR
VQRAEVAELIAAYGESDLLCHRAENPPALAHRQAAAWDPLLAWAAEALGAPLTPTAGVIPMRQPAESLARLRARVAGFDP
FELTALHDLVGLSGSLVIGLAAAEAVETPERLWDLSRIDETWQEEQWGSDAEAAEVAAARRRDFLQARHFLDLSRASR
>TDX31192.1 phosphoglycolate phosphatase [Rhodovulum visakhapatnamense]
MTARRLALFDVDGTLVDSQAHIAGAMAAAFAAEGLPLPPPHEVLGVVGLSLPLALAALAPDASAERLDRMVEAYRQQFFA
LRVGQAASPLFPGAREALALLAGVEGLELGIATGKSRRGLDAILKAHGLAGQFATRQVSDDHPSKPHPSMVLAALAETGV
APDRAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPADRLGAADAVVERFADLPAAVLALVGETA
>TDX31193.1 ribosomal large subunit pseudouridine synthase C [Rhodovulum visakhapatnamense]
MSGVQTLTVAPGDGDQRLDRWFRRQFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEAGQKVRVPPLPDPGEVEAAPKPK
VSDADAEMIRSCVIFRDAHIIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAIAK
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSGGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAHLKLTAPL
PPHMKRTWDMLGWSEADVPTDPFEDLE
>TDX31194.1 CrcB protein [Rhodovulum visakhapatnamense]
MTGATLLQVALGGAIGSVGRYLSGVAMTSLLGRGFPWGTIFVNILGSFLMGVLIVVLAKKGGTPYAPFFQIGLLGGFTTF
SSFSLDALTLYERGQAELAMAYVAGSLILSLGAIALAFWLMRSVLA
>TDX31195.1 recombination protein MgsA [Rhodovulum visakhapatnamense]
MADLFDQTPKTAPGRTGAGPRPLADRLRPRRLAEVIGQDHVLGPEAPLGVMLASGTLSSLIFWGPPGVGKTTIARLLADE
TDLSFVQISAIFSGVADLKKVFEAARLRHENGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAAL
LSRAQVLVLERLAPVHLELLAQRAEHEIGRPLPLTGEARDELIAMADGDGRALLNLIEQVMAWKVTGPLAPADLARRLQK
RAAQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRITRMSIEDIGLADPQAQTICLDAWSVYER
LGSPEGELALAQAVIYLALAPKSNAGYSAYKAARQAAQKTGSEPPPKHILNAPTRLMKDQGYGAGYQYDHEAEDGFSGQN
YFPESMRRGVYYTPVERGFERELKRRLDYFSKLRDRRQDS
>TDX31196.1 Do/DeqQ family serine protease [Rhodovulum visakhapatnamense]
MTRFVTCLCLALTAAPLWAETRAPGSRAEIQLSFAPVVREAAPAVVNVFTSRTVADVPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFDAQVLLADEEADLAVLQLTGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAQTGARRFQRPWAGLSGQPVDAGLAEALGMDTPRGVVLSKLHPESPFRAAGLGVGDVVLTLGGDPVNTP
QEMLFRLSAEGVGRQIEVSYLHQGDGRPRTARVDLIAPPETPPRDPLTVRGQGVLAGLSVVNLNPAVLQENGLPSGLAGV
LVTDPGSVGGRVGLAPGDILLQINDRPVATTADVARAAREGGRSWYVEYLRGGRRSVLRFRV
>TDX31197.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum visakhapatnamense]
MQTTTLSFENLHNHGELFANMLRARRDLFIERNKWDLPEAMGMEYDQYDTPASRWVVVHDDLGQVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSHLLHDEAPVGETVWESSRCFVTQKVPLHLRRPIYFNLVQELARAARSLGATQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFAANLH
>TDX31198.1 LuxR family transcriptional regulator [Rhodovulum visakhapatnamense]
MFEKSVFDRELRTLDALAPQGYNIGLHIRFTSPLLAFQTYAPEWLARYTEHGYLLRDPSVAWGFSTTGATRWSNDNIPDP
FGIFVDAARFGLKYGVTISWGPITSRTIASVARADREFEDSEIAQIEALVRRLHDMTEPPQELTKAQIDALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>TDX31199.1 LSU ribosomal protein L17P [Rhodovulum visakhapatnamense]
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAAARLKQDAHVAKLF
EVLGPRYAERNGGYVRVLKAGFRYGDMAPMAIVEFVDRDLDAKGLADRARLEAEETAED
>TDX31200.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum visakhapatnamense]
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGDISESAGIEVLNRDHVVCHLDDGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLTLKIETDGSVTPDDAVAFAARILQDQLSIFVNFDEPESAS
RESDDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>TDX31201.1 SSU ribosomal protein S11P [Rhodovulum visakhapatnamense]
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAIAWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAIGFNITSIRDVTPIAHNGCRPPKRRRV
>TDX31202.1 SSU ribosomal protein S13P [Rhodovulum visakhapatnamense]
MARIAGVNIPTGKRVPIALTYIHGIGPTTADAICEAVGIDKTRRVNELSDAEVLSIREHIDANLTVEGDLRREVQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>TDX31203.1 hypothetical protein EV657_10550 [Rhodovulum visakhapatnamense]
MKSSDTRSRPRVPARTAATAPRHAPSPVSATAPLDTLRGLAETSAPVQRLRALGPALQREVDTSSSPFLPTYGPNETPAW
KKETGIPKWALDELGGNEEVTLICSLKDGIIGSVYFPEGGRIRTTHGSGPEKEQTPERVTQQFNMDMSKARKIFKDGSPK
LLASLYDKTDATKTEEERKKEAAKAWDRAFKSWLSNQLVKTPKEKLPDWIEPVTGPDSAFDPTTGAPPKDRKLFEVFTTL
EGVVTGWHPSRGLAAKFQTSKKVVNVLNAAIEQIKGIKDPGERNKAFYAYIKPRIPEFAAQIRKPDQV
>TDX31204.1 adenylate kinase [Rhodovulum visakhapatnamense]
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLESGAGGGF
IFDGFPRTLAQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGSCGEVYNDLTRPIPADGKCTKCGGTEFKRR
ADDNETSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLAEIDEVSGAIKAILDA
>TDX31205.1 protein translocase subunit secY/sec61 alpha [Rhodovulum visakhapatnamense]
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVLLAAFQAYGLAVSLEAGNLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLVMVVLVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFIPGIRPGKRTQDYLDYVVTRVLVLGSAYLALVCLLPEILRSQLAIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>TDX31206.1 LSU ribosomal protein L15P [Rhodovulum visakhapatnamense]
MKLHELRDNDGAAKKAKRVGRGPGSGKGKTAGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKAYAVVNLGL
IQKFVDAGKLDGSAAITEDALIASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVSAEAA
>TDX31207.1 LSU ribosomal protein L30P [Rhodovulum visakhapatnamense]
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVAKIPHLVEIIEERG
>TDX31208.1 SSU ribosomal protein S5P [Rhodovulum visakhapatnamense]
MAERENRRDRRDREETPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSIGSQNPYNMIRATLDGLARESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>TDX31209.1 LSU ribosomal protein L18P [Rhodovulum visakhapatnamense]
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGVTLAAASSLEKELGVIGKNNVEAAAKVGSAI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>TDX31210.1 LSU ribosomal protein L6P [Rhodovulum visakhapatnamense]
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRSFTATDDVTIAVEENAVSVTPRGTSKRARQQWGMSRTMVQNLVKGVT
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHEVNFEVPQGITVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>TDX31211.1 SSU ribosomal protein S8P [Rhodovulum visakhapatnamense]
MSVNDPLGDMLTRIRNAQMRGKSTVRTPASKLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRV
STPGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDAAARSANVGGEVLCTVF
>TDX31212.1 SSU ribosomal protein S14P [Rhodovulum visakhapatnamense]
MAKKSMVERELKRQRLVEKYAAKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>TDX31213.1 LSU ribosomal protein L5P [Rhodovulum visakhapatnamense]
MLDAATYTPRLKALYRETIRGALKEEFAYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSRIAGQKAVITKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRVRDFRGVPGKSFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>TDX31214.1 LSU ribosomal protein L24P [Rhodovulum visakhapatnamense]
MAAKLKKGDKVVLLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQTSQGGRMPKAMPIDLSNLAMVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>TDX31215.1 LSU ribosomal protein L14P [Rhodovulum visakhapatnamense]
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKNFMKIISLAPEVL
>TDX31216.1 SSU ribosomal protein S17P [Rhodovulum visakhapatnamense]
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDTVRIQECAPKSKTKRWEVVAQV
>TDX31217.1 LSU ribosomal protein L29P [Rhodovulum visakhapatnamense]
MNAQELRDKTPDQLRDALASLKKEAFNLRFQQATSALENTARIREVRRDVARVKTVLNEKAAKASE
>TDX31218.1 LSU ribosomal protein L16P [Rhodovulum visakhapatnamense]
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>TDX31219.1 SSU ribosomal protein S3P [Rhodovulum visakhapatnamense]
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMREFIKDECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAHQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>TDX31220.1 LSU ribosomal protein L22P [Rhodovulum visakhapatnamense]
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALADLTFSKKRIAEDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGQPRARGRFGKIIKPFSELTIKVRQVEEQA
>TDX31221.1 SSU ribosomal protein S19P [Rhodovulum visakhapatnamense]
MSRSVWKGPFVDSYVLKKAEKARESSRNEIIKIWSRRSTILPQFVGLTFGVYNGHKHIPVLVTEEMIGQKFGEYSPTRTY
YGHAADKKAKKR
>TDX31222.1 LSU ribosomal protein L2P [Rhodovulum visakhapatnamense]
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKFDVVGTVER
IEYDPNRTAFIALIRYEDGEQAYILAPQRLGVGDKVVASKKADVKPGNAMPFTGMPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNLGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKATDKYILRSRHARKKGR
>TDX31223.1 LSU ribosomal protein L23P [Rhodovulum visakhapatnamense]
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>TDX31224.1 LSU ribosomal protein L4P [Rhodovulum visakhapatnamense]
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLESAEMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>TDX31225.1 LSU ribosomal protein L3P [Rhodovulum visakhapatnamense]
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGAGSAKAKRVSAPMRGHFAKASVAPKRKL
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGVMKRHNFGGLRASHGVSVSHRSHGSTGQCQDPGRVFKGK
KMAGHLGSARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKPTPDNLVLPAALKSATAEAPAAEATAEGGE
E
>TDX31226.1 SSU ribosomal protein S10P [Rhodovulum visakhapatnamense]
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>TDX31227.1 translation elongation factor 1A (EF-1A/EF-Tu) [Rhodovulum visakhapatnamense]
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFKAYDQIDAAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFLNKVDQVDDEELLELVEMEVRELLSSYDFPG
DDIPIVAGSALAAMEGRDPEIGETKIKELMAAVDAYIPTPDRPIDQPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVQLPEGTEMVMPGDNLKFTVELIAPIAMEEKLRFAIREGGRTVGAGVVSKIIK
>TDX31228.1 translation elongation factor 2 (EF-2/EF-G) [Rhodovulum visakhapatnamense]
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPSA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVTMEEWTWKGEDLGASWTRQEIRPELKDEADEWRSNLIELAVEQDDDAM
EAYLEGNEPDTETLHALIRKGTLALAFVPVTAGSAFKNKGVQPLLNAVIDYLPSPLDVPAYMGFLPDDETEERNIARHAA
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMKKGESILNSTKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDVSKPVVLETMTFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKAEVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGARLLEPIMKVEVVTPEEYTGGIIGDLT
SRRGMVQGQDTRGNANVINAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>TDX31229.1 SSU ribosomal protein S7P [Rhodovulum visakhapatnamense]
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSVAERIVYSALDRVETRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>TDX31230.1 SSU ribosomal protein S12P [Rhodovulum visakhapatnamense]
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>TDX31231.1 S-adenosylmethionine uptake transporter [Rhodovulum visakhapatnamense]
MTTLSDNMRGAVLMMISMAAFTFNDACMKAASDSVPFFQAVFLRGLGTSALLIVFGLATGGLRLRLPRRDQGRIALRTLA
EVGAAYFYITALFHAPLANVTAIIQAIPLAVTLAGAVFLGAPVGWRRWLAILVGFAGVLLIVRPGTEGFTLYSVYALISV
ACVTLRDLVTRGLSGAVPSTAVATSASLGVMLFAATGLAVSDARWLPIAPLAWAQLTGATLFLIFGYVTSVAAMRVGDVA
VVSPFRYTALLWALLLGAAVFGEWPSGLTILGASIVVATGVYTFHRERRLAIRQGPVPLRMR
>TDX31232.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum visakhapatnamense]
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAEKLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQEAVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVLLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVDEVQHALDAGEVHLHARVKARIKQIDE
HGNEVFKRYDTTPGRIRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPHTKWEIVEGVRDQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVATAMMAEISAVRVDDAGAEMEPNSVY
MMSHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRSDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQEASQEGRIEFRNPN
LLTNAAGEHIVMGRNMQLAIVDDNDVERASFKLGYGTKVFVAEEARVKRGDKLFEWDPYTLPIIAEKAGRAKFVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQDIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEVDGYVRFGRDYKNKRRITIEPADDTLQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKSE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEAAVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIEARQADAVAAAALAAPMDPFGPLDDDDLGLVETPESREE
>TDX31233.1 DNA-directed RNA polymerase subunit beta [Rhodovulum visakhapatnamense]
MAQSYVGQKRLRKYYGKIREVLEMPNLIEVQKSSYDLFLNSGEGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
RPKYDVEECQQRDMTFSAPLKVTLRLIVFDFDEDTGAKSVKDIKEQDVFMGDMPLMTANGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDLVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVTFRLER
NRGWVTKFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEARVTELMVPFEHIVGRYVAKDIINEDTGAIY
VEAGDELTWTVDKDGDVTGGTLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATTLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRRDDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVIDGQVTDEVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQKPLVKVGDTVLKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQAILERNIYARLKSMILGKVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVLNPLGVPSRMNVGQILETHMGWAARGLGLKIDDALGEYKRSGDLTPVREAMRLAYGEEAYEEILRDMDERS
LVESASTVVRGVPIATPVFDGAKEQDVNDALTRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDLEDEE
>TDX31234.1 LSU ribosomal protein L12P [Rhodovulum visakhapatnamense]
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEQVSKAEAEDIKGKLEAAGAEVELK
>TDX31235.1 LSU ribosomal protein L10P [Rhodovulum visakhapatnamense]
MDRAQKEKVVDELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASMATLLTGMTVL
AYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIVGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>TDX31236.1 LSU ribosomal protein L1P [Rhodovulum visakhapatnamense]
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKDNASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAKAAGADIVGAEDLMETIQGGTIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVATAVQAAKGGE
VQFRVEKAGVIHAGIGKTSFDAGKLAENVRAFVDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSVDVTSATGN
>TDX31237.1 LSU ribosomal protein L11P [Rhodovulum visakhapatnamense]
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYFL
KKAAGLKPVGKRNRPKGSEKPGREVAGSVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>TDX31238.1 transcription antitermination protein nusG [Rhodovulum visakhapatnamense]
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEEEIEEVLVPTEEVIEVRRGKKVTTERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQILNRVEEGEAQPRSLITYEIGENVSVTDGPFEGFSGMVEEVDDDNQRLKVTVSIF
GRATPVELEFTQVSKGQL
>TDX31239.1 protein translocase subunit secE/sec61 gamma [Rhodovulum visakhapatnamense]
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFFVDWLIRSGLQLLLGFFG
>TDX31240.1 methyl-accepting chemotaxis sensory transducer with Cache sensor [Rhodovulum visakhapatnamense]
MIVAGFSVYSGWQSSQRVDREVMELASEKAALVAQKVAVQVTEATSAGAALGGGLAGYLGTGHADRSDIIAMIEGIPAQY
DNIFGAWMAGIPGGGTNDLLTGEGGMNEDGVFAPWWHKGADGGLEFATFNVGADDGWFKVPTTTGKPSITEPYMGEGNFM
MTSVALPIRVGDEIVGIAGVDIGLGDLTAMLDDLSAFEGGKSLLVSQGGNWLTASDPSRLNKPYDDTGADVVSAALADGR
MRVIRDMPDRATRLVYPFTAPGMNTTWAALVDVPAEVFAAPVRAEIARTMVSGALILAMALGTIYLASMAMVRRPLARML
AAVDELASGDYAKPVPGRERGDEIGAMARSVEALRQGLLDKDALEKGQERSRAEQASVVQSLAAGLKSLSEGDLTRSIEE
TFGAEYEQLRQDFNATIDTLNALMGEIVENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGA
AQVENVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEV
RALAQRSSEAAKEIKTLISSSSDQVESGVALVNRTGEALTDIVERVSNIAELIGDIATGAQEQSVGLGEINVGINELDKV
TQQNAAMVEEANAAAVTMKQEAGNLQSLVARFRLKGSAPAVARPRSPSPSAYAEAASSGTGSQPKRAVNDAGWTDF
>TDX31241.1 mannitol dehydrogenase-like protein [Rhodovulum visakhapatnamense]
MIEDSFRAGRPPWEEAGATLTDDVHAYERTKIRILNAGHRVLANAGELLSLPTIAACMQDPDLSGFFRKVESEEIVAHVA
PVPGRTPAACLDLIARRFGNAAIHDTTRRVAFDGSSRHPGFVLPVLRERLAAGRSVQGLALTEALWTRMCAGTREDDSAI
GPNDPHWPSLSEAALAARQDPAVWLAQARIYGGLARAPAFSDWLRRLWAEGTRATLTAYLGQAAAA
>TDX31242.1 mannitol dehydrogenase-like protein [Rhodovulum visakhapatnamense]
MRDRLLAQDCLTTLIDLDPNGVLAEVTGAMIYFLPVEEDHGALIRAMSDAAIRIVSLTVTEGGYYSDAGGRLDPAHPDRP
ATAFGAMVAALRVRRAAGQGPFTGQCCDNLQNNGAMLRQTVVGLARPSDPDLADWIDRKISISQCDGRLPSARDRPARTG
PGLLARHRESHPGQA
>TDX31243.1 mannitol dehydrogenase-like protein [Rhodovulum visakhapatnamense]
MADAPGETSPIRLSVRSLSDLREAIARPRYDRARLRPGIVQIGLGNFHRAHQAWYLHRLMQQGLALDWAILGAGCARRMR
TCATGYWRRTV
>TDX31244.1 enoyl-ACP reductase-like protein [Rhodovulum visakhapatnamense]
MAGTLFTLQAVARHMIEAGIRGRIIDMASQAGRRGEPLVAVYCASKAAVISLTQSAGLNLIRHGINVNAIASGVVDGEHW
DGVDAVFARHEGKAPGQKKAEVGAAVPYGRMGRAEELTGMAVSLAFSEAGYIVAQTRNVDGGNWMG
>TDX31245.1 sorbitol ABC transporter ATP-binding protein /mannitol ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]
MLRLIAGLEDVSSGQIRIDSKDATDVPPARRGLAMVFQSYALYPHMSVREKIAFPLRMAKMNRAEIERRVEAAASVLNLT
HFLDRRPGQLSGGQRQRVAIGRAIVREPAAFFFDAPLSDLDAALRVGKRLEISDLHERLTTTKVYVTHDQVDAMTKADRI
VVLRAGHIEQVGRPLELYRTPRNLFVAGFIGAPRMNFIEGEAARRVGARTLGVRPEHIAVSTSGGEWSGAVGVSEHLGSD
TMFDVHGTGLAETFTVRADGEGGFNHGDRIHMTPRPDAMHRFDAAGLRTG
>TDX31246.1 extracellular solute-binding protein [Rhodovulum visakhapatnamense]
MRDGLSHDGTLYAPFYGESLMIMYRTALFEQAGLTMPEAPPWDFVAEAALQPTDKDNEVYGICLRGKAGWGENVALLTAT
GNSFGARRFDEDWKAQFDSGAWKETLSFYLDLMNEAGPPGASNNGFNENLSLFKRGKCAMWVDATVAASFVTNPAESTVA
DHVDFALAPGEGKGKRGNWVWT
>TDX31247.1 hypothetical protein EV657_10594 [Rhodovulum visakhapatnamense]
MYAKHAFRAGMACYLTAAGIAQADVITIATVNNGDMIRMQGLTGDFAEKTGHQIEWMTLEENVLRQRVTTDISAKGGQFD
IMTIGMYETPIWGREWLAGTAGRPAGRL
>TDX31248.1 DNA-binding LacI/PurR family transcriptional regulator [Rhodovulum visakhapatnamense]
MEEFAAASGLSRPTVSKFFHDPASVRPPTRVRIEGALEKDDYRPNIFAMNQNRKLTKNLGIVVPCLADPFFAEIARDLEQ
RCIAAGYRPALYGAHDDPALENDILDSLRALKPAGVLLAPLGRVSNLRAIEKFCADVPTVLFDSMVDVAGLTFVGSDNPQ
FATLIVNYLCRTGEPPCLFEMKTPSNPNACKRRLGYLQAIERLGQTPHVIRVKGEGWNFEEIGRHGGARALAEGRVRTDT
VLCSNDRLAIGFLTACYEAGLRVGHGDGCALRVAGQDDHPFLRHACPPLTTVAQDCEAISRLAVETLFRGIASDASAGQA
TLFEGRLVMRDSA
>TDX31249.1 acetate CoA/acetoacetate CoA-transferase beta subunit [Rhodovulum visakhapatnamense]
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDDMRVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGKMVPGMGGAMDLVTGARRVIVAMVHAAKGDPKIVPECTLPL
TALRRVSLIVTEMAVIEPTDEGLVLRERGPGVAVEDIVAATAARLIVPDEVPEMVLA
>TDX31250.1 acetate CoA/acetoacetate CoA-transferase alpha subunit [Rhodovulum visakhapatnamense]
MKRALKPAEAAEMIPEGAVLLIGGFMGVGSPHRLIDALVERGVGGFTVIANDTARPGKDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHIMPVGMIPPDAVKTPGVLVDHILERLI
>TDX31251.1 acetate kinase [Rhodovulum visakhapatnamense]
MSHVLTLNAGSSSLKFGFFRLNGTVEDPDPRIVGSIERIGAGERAHIKAKRQDGFVLIDQEFGRNHVPDHDTALARAVEF
LKEQRPQAKLDAVGHRVVHGGPDYDEPVELTQAVMDRLAQFEPLAPLHQPHNLAGARAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLHQIAPHLHMGRTVVAHLGNGASMCGLMGGRSIASTMGFSALDGLP
MGTRCGQLDPGVLLYMLMNEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSALIREKVCAGMGWIGMELDETRNMRGERIISTDFSRVRILIIPTDEEIVIARAARDMLARRAEA
AA
>TDX31252.1 phosphate butyryltransferase [Rhodovulum visakhapatnamense]
MKITENRTYDEISVGDSAEIVRICTEDDFYVFASASGNYNPMHLGRVDGDGDGATEAVAPAMWEASLISAVLGNLLPGPG
TLYQSQSLIFHERAHAGDELLTRVRVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDALIAQAEPLAPLPTAVVCPEEARSLGGALLGARHTIIAPILIGDPAKIAAAAAEIGASLAGIEIVEATDHDRAAHLA
VDLVAGGRAAALMKGHLHTDVLLKAALRKENGLRAGRRFTHVFVMDVPGVPHPLLVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIKGGMVDGPLAMDNAVDLAAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGATVPIILNSRSDDDKARLASCAVATLHNARLHGLMPARRAAE
>TDX31253.1 uncharacterized protein DUF3141 [Rhodovulum visakhapatnamense]
MNMHVERSSSDDAAEMMHALIGGSGAMAQDRLALMTAVASAALENADLMREVAGRHGNRMLDTHSTRARDLLAQMRRLMD
AARSSGTDLTPASLAASYRDYLRDAGERWVLTMDTLRERGDIFREHEAAGCPPVLIYDYEVVIDGADLPHPCNYQLLRIL
PRDGIEVWDDKRPYIIIDPRAGHGGGIGGFKPDSQVGVALKEGHPVYFVAFGRDPKPGQTIADVCRAEAEFVREVTRLHP
EAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLNGTPVATWSGEVGRHPMRYNGGILGGTVQPMLWSDLGGGRFDGANLV
TNFELLNPSRNYFRKYYDIFRDIDQPGARQRFLEFERWWGGFFTLNEPEIRWVVEQLFVGNRLTKNTAMLEPGRPVDLKM
IQAPIIVFTSHGDNITPPQQALNWILDGYAGVDEIRIRGQRIVYMVHEEVGHLGIFVSSKIAKKEHTEVSSTLKTIEALA
PGLYEMRIDAAEGRGQNRKFLVSFAERTFADLEKISGGRDEEAAFAAVSRMSHIQSEAYDAMVRPIVRASVNAQAAEATR
RMHPLRLQRAMMSSMNPWIAPISTAAEKVRDDRNPAAIDNPFLWAERFAADLTEQWIDFGRDMRDAWYEMSFFALWNTPW
ARAFGAPEALRRTRKSTAELRALPIVQTVLSHVDQGGFVEAVIRMLILLAESRGSVRRDRLERSARVLNRDEPFASLTAE
CRARILHEQTLIATYDPEGAIETLPKLLRDPEERELAVRVVQYVPGPIDEMAPHTLEMLQRFRSVLGLKPLTADVIDDPL
APPGADAPRATRDAVEHPGPEDSVSETPKPSGRAKAGAEGKTAE
>TDX31254.1 enoyl-[acyl-carrier-protein] reductase [NADH] [Rhodovulum visakhapatnamense]
MFSLEGQTALIVGIANDKSIAWGCARALRAQGARIAVTYLNEKAEPFVRPLAEEIGAEIFLPLDVRNEAEMDAVFAEIGA
RWGRLDTVVHSIAFCPRDDLHGRVVDCSAEGFSLAMDISVHSFLRMIRRAEALMPAGGTCMTVSFAGATRVVEHYNVMGP
VKAALESTVRYAAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPTHHLATIEDVGAYCAFLASREASNVT
GGVHAIDGGYSIIG
>TDX31255.1 LuxR family transcriptional regulator [Rhodovulum visakhapatnamense]
MGVCGARRMSMNRVNKVAELLEALRQGCDTGFVVALHIRFTRPLVMYRTYPQAWCDHYDLNGLVVSDPSVRWGFCTTGAI
HWDDPALDDPVGVFAAARSFGVANGVTVSVGPATSRSLAGLSRASGRFGAAEVQHMVRLVETLHLVLDGIEGEDGPELRA
LRALGGSAA
>TDX31256.1 LuxR family transcriptional regulator [Rhodovulum visakhapatnamense]
MDLRKKLTDRLATLAPAGFYVGLRLGFAYPAQEINRLPGDWTDHYARSGLIVQDPVFRWVYARTGVVSWASLAHDDPADV
FGQAAAFGLRFGAVVSVMRPGDSGRRSYGTFARSNRAFGSTEMAELLGIVTRLHAADSGERPLTRAETEALRLQADGLRL
KEISAELDISMSAVKARLANAKRKLGAATTSQATSLARCRGVI
>TDX31257.1 DNA-binding protein H-NS [Rhodovulum visakhapatnamense]
MPKDLETLTLKELKELRKDVDTAISSFHEREKAKARAVLEATAKEMGFSLDDILGKKARRVKPTAKYRNPENPAETWSGR
GRRPRWLEEALSNGASLEDFAIA
>TDX31258.1 UDP-glucuronate 4-epimerase [Rhodovulum visakhapatnamense]
MTRVFITGTAGFIGFHLADLLLSEGMTVHGYDGMTDYYDVSLKRRRLAQLDGREGFAMTEAMLEDDEALSKAVDGFRPDI
IVHLAAQAGVRYSLDNPRAYIDSNLVGTFNVMEAARRQSVRHLMMASTSSVYGANTQMPFAETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVRGEPIDIYNHGDMYRDFTYVTDLVRGIRLLMDAVPERP
ADGCVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGTPAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMP
EGVARFVAWFRANDAS
>TDX31259.1 hypothetical protein EV657_105106 [Rhodovulum visakhapatnamense]
MTAYFQIAAQTFRALACAALVAVSPSAVSGQTIPHPGAVRLAIQNADAHAPRAKSVVDLQGLRASQSALSRDGTRVRLTS
LNPNANGWFLLEIDRPGQRSEAYHLENPDPLTRDVALSDDPVPAILLTESQTRYKCRPWTVATPELSDARASGLPFAPIC
DSHLYLRNPVSGARTNLERTAEFLRDNVWFGESLVGFVKDTLYKDRYLASGEVLTGADPGEVNRLLGRADLRDFPVMYTT
MTFDLVGASPERMEMGAWYAVRGAPGIYASAMQPRMISPEILGHRGETNALDGVESRADVYLVAFDMTNFDIGYETGTEH
PRLEWSSRPSRGGQSWNLPGPDGFNTARPLATMGMVNPEEARRIAATFTGGFKRDHGAFRFGPMAGFNNGHHYGFIVHGT
VLSTLQPGLSTLYVLDDGTVRMKTWAEADDALLPQIRFARQNGVPIIERDPATGNGMVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRQFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNAIEHTYMALYTPEKGGGIDARHLVAGMSRIDEK
SRDGHVIPRFIGFPDNRDFFYLMRKEPLP
>TDX31260.1 hypothetical protein EV657_105107 [Rhodovulum visakhapatnamense]
MTRILGLLTIWLALAATPGTAQSLAESNAQLFRELQSVRGVDGAAIERIQQIFARSRVLGQGNPAITRHAMTREECNARA
GGNALAAYADKRFERICGAKYMAPLYDPRTERPEDAKACIDQFEYPDIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGQSDSGAVNRMRAAHNAKYQSSASWSYGPAFRTGVCAQDSVKSPTCPGGGFGNCGSNTYPTG
SFKSCTSPLKVYDINGNAAEHMNLPLAPDQMASSGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGARVMSPASHE
NYHLGFRCCKTLD
>TDX31261.1 dolichyl-phosphate-mannose-protein mannosyltransferase [Rhodovulum visakhapatnamense]
MNSWLRDPQKLGLILISGLALFYLTQLPVGQLYRFDEFLTLDRTSGFLRFGDWTTVYSSNLPNFQKPPLQYWMGAVFLGA
GVDETVAIRIPSWIFSVVCLIATASLARSIAPAHPHAAPAAVILLASSTEFWSHAMSGMLETGSAAFVTLALLFAWRAVQ
SPSNWWWAAVAVGLGALQKSPGALAAVAVFVAGAALAARLLGVALPGLRSRILPAAGLLALCLAAAWPLLQILLHGPAAI
RSAVDNELIGRFSPDAASGMRGLGDVWGIVIRDEPFLRLGAIAGLFVLPWLLRDPRLFGFTAVVVGYVASIVLAGGPVYP
RYTLNLVPLFCAVVAVWIFQSQATLRRKWIVTGIMSLLLLGPLKPAILLSGQSSRDQAAQSTVLPTVGAQLQDDETLVAC
GWDRKTRFSPGAVSFYASNGRPFVYLAHKDDLGPRLRALTGRPIRGICSSSSFAELNEIFGAAQVVERLAPDYVMFVLRP
>TDX31262.1 transposase [Rhodovulum visakhapatnamense]
MNTKRHVICDSQGRPLDLFVTTGQVGDYIGARALLNSLPKIDWLLGDRGHDADWFQEALQDKGIRACIPGRKQRKTPVKY
DKRRYTRRNRIEIMVGRLKE
>TDX31263.1 integrase-like protein [Rhodovulum visakhapatnamense]
MSVLELAKELGNVAEACRQRGMDTTSFYEWKRRFQRGGSPSRIYPTQTAANARRFQRDLERAAPMKITRVLTDNGKAFTD
RLFGLRKRSPTGQHEFDRLSADLGIEHRLAPPMRPQTNGRVERFNGRIEDVLQSHRFRSGEDLEQTILRYVHLYNSQLPQ
SALKGRTPIDTLKDWQRQRPEMFRKRVCNHAGCDS
>TDX31264.1 tRNA-U16,U17-dihydrouridine synthase [Rhodovulum visakhapatnamense]
MAQYTENKRKYNAINAARLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHAPAEHPVAVQLGGS
DPAELARATRLCCEAGYDEVNLNVGCPSDKVQSGAFGAVLMKTPSLVAECVAAMRAAATVEVTVKCRIGVDDQDPQEVLP
AFLQTISAAGATRFTIHARKAWLQGLSPKENRDVPPLDYDLVHEMKQAFPELHLSVNGGIGTLTEAKGFLEDGLDGAMIG
RAAYHDPAGILLGADEEIFGQPGRKTARQVAEEMRPYIARHLGAGGRLHAVTRHMLGLFAGRPGARTWRRLLSEGAAGPG
AGLDVFDAALEAMPPMPEPLPVDAARNA
>TDX31265.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MDTLTLDPEDVTATLKTVLHVGCGMADPAKLPADAFPADGWRELRLDIDPSVMPDIVASITDMRVLAEGSVDAVWSSHNL
EHLRAHEVPLALSEFCRVLRPGGFALMTMPDLQRVAMLVAQGLLEEPAYISAAGPISPIDILYGYRPSIQGGNDFMAHRT
GFTIGSLSAHMTRAGFVDVQVESDGRFALWARGVRPA
>TDX31266.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MSKVARDALPFQPPLVQVREEPLPWLLRLWPFGSAVLLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVMKPLGSAVLDRL
LVRPGDAVEPGQLLARLDARDPATDAAVLTAERVAIEAQIARIEAELDNRAVTGEGEDFALQARIQSERAATEAAQRDQL
VTALAQIDGGIDAALESVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETSSRDNMAQLLSLRQERETA
AARLAAFDSDLRQSRLEELAGLRPRLAVIDRQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTSGA
MHAEIGLLSRDVGLVHPGDPVRIKVDAFPWRRHGLIAGRLTDVAPSSSVPTGGGPARHAARVAFDRDVALPDGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>TDX31267.1 ATP-binding cassette subfamily B protein [Rhodovulum visakhapatnamense]
MSVHDSQLSETLALDTPQLSTLRGAFLIAAHNGIILSPDELPDLGQDDLAPGLMALFAAKGLRCRLIGKAGWRMASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKARTAALLDPRHEADGVRSVPWEEFELRWTGRLILIGRTDGKADAARAFGLRWFLPA
LRRERSLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVLLVLFDAGFGYVRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVMTRNIQQTDKIRHFLTGRLLQTMLDAALLPLLLTTLALLSGTLTLIIALYAIAIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRKQWDLGRISALTGTLTGLLER
MMQVTVVAVGVGLALQGTITVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSIRMLRKIMDHPPERQDDAQLAQPMLS
GALELREVGFAYPGAATPALDRVSLSVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALSSLRRQV
GIVLQDNLLFRGSIRDNIAVAVPGAPLEAVLRAATLAGADEFIRRLPMGFDTMVEESGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLAAIAHGRTMIVVSHRLSSLVRADQILVLDQGRLLDMAPHETLLSRCETYAMLWRQQT
EHMA
>TDX31268.1 AGCS family alanine or glycine:cation symporter [Rhodovulum visakhapatnamense]
MLEILNSIDSFVWGPPVLVLLLGTGLYLCVGLRFLPQRKLGYGFKMMLEGRKKGGAGHEGEITPFQALTTALSATIGTGN
IAGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDANGRYVGGPMYYIKNGLGPRFAWLAWIFAFFATIAA
FGIGNTVQANSVADAVQSTFGIPHLWTGIALAVVTFVVIVGGVRRIGAVAEWLVPLMAVLYILGALVILAVNYQAVPGAL
ALIFEDAFTGTAATGGFAGAAVMAAIRFGVARGVFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTAL
VIITTGVWTSGETGAALSALAFQTGLPGGELIVSLGLIVFAFTTILGWSYYGERAAEYLFGSKVILPFRLLWVAGVVVGA
VANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRANRAG
>TDX31269.1 collagenase-like PrtC family protease [Rhodovulum visakhapatnamense]
MAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHLDKVADRLERAGKKVVFCSFSEVVIKR
ERNLLREWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRAAVAKLGEKAAELGV
GLEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDLDGMTLKTMDEKPFLTVNGIQTLSYGYLDLMPDIEDLKSIGV
THFRVMPHTCDMIAVTRLFDDVLQGRMAPAEGDAKLRELGIEAPFVNGFYHGRSGHTWSDRAAAELA
>TDX31270.1 putative protease [Rhodovulum visakhapatnamense]
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVEEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPISLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>TDX31271.1 hypothetical protein EV657_105118 [Rhodovulum visakhapatnamense]
MTTAPQTPRLPGAPGGFPFLPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLIDPVDMPFMLYLRPDPDALDF
KALNRRRVLPPHCARISGKFLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEDPIAESVADMFGAPGRGA
LNMLRRAAENAQKRKGSHS
>TDX31272.1 hypothetical protein EV657_105119 [Rhodovulum visakhapatnamense]
MRLLPCLAILAAASSLAACVPQGGPTRAPHAILTDHGNRVDPTGTPGEFEVLARPGDGGAQLWCAAGEFAQSQLRASPDR
RIYLVTPRGPSATRPGRTSAVFTVMPSPELQARGDAMSSQMLLGVRKVGTNFSTIHADMVCRPPIDVPD
>TDX31273.1 G/U mismatch-specific uracil-DNA glycosylase [Rhodovulum visakhapatnamense]
MGSEDILPDYVAPDLRTVFCGMAAGPRSAELGLYYAGRGNRFWPVLYRAGLVPEPLAVGCEARLLALGIGLTDLAKGAWG
MDAAVPATAHDPDRLARFVEIWRPRSLAFNGKRAAQVFLGVKRLGYGQFDHDGLPVWVLPSTSGAASRYWDEAVWRDFGA
ALGADPDSQPGRGAGMAAVPKP
>TDX31274.1 RNA polymerase RpoD-like sigma 70 subunit [Rhodovulum visakhapatnamense]
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPDQVSSEQIEDVMSMLSEMGINIIEEDEAE
EGEEKSTEVVETSTSREVALATSTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTFQA
ITIWRDELLNEDILLRDVIDLDATFGRSLEEDEGDEPVVDGLEVEAANPNSRKDEDSPELDADGNPIRRDDDDEDEEQAN
MSLAAMEAALKPRVLETLDQIAEDYSKLSEIQDKRIQATLSTTHRFSDKDEAEYQKLRAEIVLLVNELHLHNNRIEALID
QLYGINRKIMSIDSAMVKLADQARINRREFIDEYRGHELDPNWMDHMARKGGRGWAAFTERSGHKVSELRAEMAQVGQYV
GVDIQEFRRIVSQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFSTYA
TWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLETPI
GDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQIE
AKALRKLKHPSRSRKLRSFLDQ
>TDX31275.1 DNA primase [Rhodovulum visakhapatnamense]
MDSRPPRPILFGMSLPPGFLDELRTRTSIAQVVGRKVMWDARKSNQGKGDLWAPCPFHQEKTASFHVDDRKGYYYCFGCQ
AKGDAVKFVQETENVGFMEAVEILAREAGMPMPVRDPADKVRADRQTRLLEVMEVAQRHYRMQLQTGAGAEARAYLARRG
LSPEAQARWEIGFAPPGWQGLWAHLTGRGLDPDLILAAGLARPSDKGRQPYDVFRNRILFPIRDGRGRVIAFGGRAMDPN
DNAKYLNSPQTELFDKGHTLFNLDRAREAAGKGQPLVVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPV
IALDGDKAGIGAARRVMDLALPLLEAGQALRFAILPPGQDPDEVIRAGGAGAMRKILDEARPMVQILWDRATEGRVFDSP
ERRAALERDLTAAIGRIPDQTLRHHYAEDLKRLRWELFRPARSGGGFRKGGWPREPRLRPVASTKSSELVQAIPRFEEEL
REAVILAALITHPELIAQFAGELEALVCAAPDHAALQQALLSLPPQDDREAMLAAVERRIGPEPLEKLFSLSHVRIAPPV
HAPGDTEKAALCISHEFNRLIRLRGAERDIEEGMRDLEGFADEGVTWRLSQAARARHGAGLSEEEDEADFELAPNGAHVD
RDERDAFAELLDRIDYGKGRTSRRNAPES
>TDX31276.1 hypothetical protein EV657_105123 [Rhodovulum visakhapatnamense]
MTEELATLRVSAVRRVIGLGVLLALAGLLLQIALVHPPAGIGYRAFLLAMGAGALALAEAMRRATARRLVLTREGLFDDR
GRELARIERISGLDRGMLAFKPSNGFSLSLTEALPRAWAPGVWWRFGRRVGVGGVTSAGEAKAMAEILTALLQEKAGRG
>TDX31277.1 hypothetical protein EV657_105124 [Rhodovulum visakhapatnamense]
MTDKTSEKPAQLLEDPTPFSNRMNWPLLSASNSKTELKTDDPTPFSSQFKWPLLSGRKSQVELTTGTTPLSDMMKWPLLS
DKATMFDTELPSAEGGSKATGDSPVSKFIRGIMTGEPQK
>TDX31278.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWETLPKG
VGARDALEAFTRFHVRFHLDRPDAVFIAYMELRNLDPANFRAIEALRRRYETVLEDILRQGAAEGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWSMVRKAVSA
>TDX31279.1 hypothetical protein EV657_105126 [Rhodovulum visakhapatnamense]
MARLPLCLAAALLPALAACTDFPEIDAAERAVTGPTLAPEIAPIDPLLDRAQAVRDQAPPEPSLEGRAAALKARAARLRA
REI
>TDX31280.1 homoserine dehydrogenase [Rhodovulum visakhapatnamense]
MTTPLRLGIAGLGTVGAGVLKIVQSRANLLAQRGGRPVVVTAVSARSRGKDRGVDLSGYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALAAGKDVVTANKAMLAIHGQTLAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNQIARIMGVM
NGTCNYILTRMEREGLPYETVFDEAQALGYLEADPTLDVGGIDAGHKLSLLTAIAFGTRVDFDAVELEGIERISIVDIRH
AADMGFRIKLLGVAQMTGRGLEQRMSPCLVPAQSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDVIDIA
RGYRVATFGQPAAGLESARPARATVAAPYYLRMELQDKPGALAKVAAVLGEAGVSINRMRQTRHSETTAPVLVVTHKTTR
DALDQALKGFAATGVVVGDPVAIRIEDV
>TDX31281.1 cellulose synthase/poly-beta-1,6-N-acetylglucosamine synthase-like glycosyltransferase [Rhodovulum visakhapatnamense]
MPQVISLASARSRRAPTPESVAPARPSDLRLGELLLASGALSPEALGGALAGRARMEIRLADLLLAEGLVPPDEIDATLC
RLHGTGRADFQSCPPDPRLIDSLGPARCLRDGLLPWRRVGGATLIATARPERFEDHRADLPADLQPAVMVICREGELQEA
LAARRAPALARAAETRVGAWDSCRFWYRAGPRASVVLGLSGLGLAALISPRAVLTLLTLWTVLWMVLGTALKAAAAIAQI
RALLRARRHPPPPEPTIARLPAVSILVPLFRETELAPRLIARLARLDYPRALLDICLVTEADDSATRGMLDRTRLPPWMR
CLTVPKGQLKTKPRALNYALEFCRGSIIGVYDAEDAPAPDQIRRMVAHFHSRGPEVACLQGVLDFYNARANWLARCFTAE
YAAWFRVILPGLARMGVPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGQLLRQLGPWGTFGMQVMFLGTLTQFVFAPLLWSFWLVPLGLPHPLAATLTPTGLAVLF
ALFIAAEVINLAIGALGLARAGKPGLIPWLPTLHLYFPLASIGSYKALWEMAVRPFYWDKTRHGLHEGETRRAPEIIAEA
RPHSPEDQPSASIASAS
>TDX31282.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MKDVRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVASLTHDQMAELY
VVRAELEGLAARLAARHATAEETRVLRGMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVEGRGRDALAEHDAIVGAIEAGDGDGAYDALKRHISIAFETRLRHDADAMLAEG
>TDX31283.1 putative hydrolase of the HAD superfamily [Rhodovulum visakhapatnamense]
MPKDFSNLSGWVFDLDNTLYPPEVRLFDQIEVRMTAFVMETLGVAEPEANRLRKSYWAEFGTTLAGLMALHGVEPGPYMT
RVHDISLDQLTPDADLRAGIAALPGRKIVHTNGSAPYAERVLAARGLDGVFDAVFGVEHAGYIPKPRREAFEIVAALGGI
LPGEAAIFEDDARNLAEPCAMGMRTVHVAPVREDAAHIHHHTDDLTAFLGRLCRL
>TDX31284.1 hypothetical protein EV657_105131 [Rhodovulum visakhapatnamense]
MTSETTTEPTETPRWLRSFYAIPVIGWIARDLNEGDEDNVWYLVGGALCLWVLAILQWGVLGLYLPAVVATWVCLGMLIW
ISRG
>TDX31285.1 2-octaprenyl-6-methoxyphenol hydroxylase [Rhodovulum visakhapatnamense]
MTRISTDILISGGGVAGLTAAALFGTEGYSVICVDPAPPVTEETAEGADLRSTAFLQPSLAVLKAAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRITRDFNATDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTATTGVLTRDAEALVDLSDGTK
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHSEPHSNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEDPMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPVRRTLMRLGMGARG
>TDX31286.1 DNA-binding Lrp family transcriptional regulator [Rhodovulum visakhapatnamense]
MIELDEIDRKILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEESGVIAGRRAVLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>TDX31287.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MIIQLDDADRRLLRYLQAEPGLSTADLADRAGLTTATCWRRLEKLRAKGALKAIQAVIDWRALGYSVEVSLRFSLDKTNP
RAFDEFVAAAREVPEVREIQTFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>TDX31288.1 ketol-acid reductoisomerase [Rhodovulum visakhapatnamense]
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNVVVALREGSASAKKAEAEGLAVMGIAEAAAWCDLIMFT
MPDELQAETYRKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRILPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHQIEQVGD
KLRAMMPWITAGKMVDKSKN
>TDX31289.1 hypothetical protein EV657_105136 [Rhodovulum visakhapatnamense]
MDASSMDATSLIATLALGTLCAVVVFAWVSKRRTEARKADPDAPKSTLAADAPSTRSDGKGAP
>TDX31290.1 phosphoglucosamine mutase [Rhodovulum visakhapatnamense]
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLETALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEADIEAILQGEIALSQPANIGSAKRIDDGLWRYA
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPTVLWELGAEVVPVGTEPNGFNINQKCGSTHPDTAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRDGTLVATVMSNLGLERHLAGQGLRLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFDRVPQLLKNVRYAAGADPLGTAPVKAAIAEAE
HRLNGHGRLLIRKSGTEPLIRVMAECEDDTLLTDVVEEVVHAVEAVTAKGAAGLAGV
>TDX31291.1 dihydropteroate synthase [Rhodovulum visakhapatnamense]
MTRYFRPIVQTDPARPADALTLAGGWGWFAMAEVLDRSEPPRLVPARAIPEEWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGRALAEHSDILDIGGESTRPGAADVPVAEEIERTAPVIAALRAAGVARPVSIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGVTARAGAAVCLMHAQGDPATMQKDPHYDHVLLDVYDFLVERVRAALAAGIPPSRI
VVDPGIGFGKTLAHNLALLRGLSLFHGLGCPVLLGASRKRFIGTIGGAELAAARGPGSVAVALAAIGQGVQILRVHDAAE
TRQAMRLDAAVKGMELGHE
>TDX31292.1 dihydroneopterin aldolase [Rhodovulum visakhapatnamense]
MTDEIRLAFAHPSARAEAMDPARPPRDRISLRDHVVAVEIGAFQAERGSTQRVRFNVVVEVRPNPAPLEDDVDRVLSYDL
IADAIAAELSSERLNLLETLAGRIAERILAAPQAMRAFVRIEKLDRGPGALGVEIVRDRAPDQPRPVPVAPEPELALVPL
VVYLTNEALAAPDLPLWLDRWQAGPRPLVLCVGAAEAPAPRAGVALAQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHRQISVWAPSKIVLDAVESPSASPRDALALALWFAEGLHAEQMLVIGEDVPEHDPRGLDVRYVPPAAVATGI
>TDX31293.1 cell wall hydrolase [Rhodovulum visakhapatnamense]
MGRVSVRVAGLAAAAAFTLAGSAVLAEMTGSQSNDPTAVLGDNLARLLGAERAGLQRVGQRRIKRLAAPSKAREAVRYDP
KWLDALPQAHGAAPWKCLTEALYFEARGETVKGQFAVAEVILNRVASPLYPDNVCAVVNQGTGQRNRCQFSYTCDGRAEH
VSDQRLYARLGKVARLMLDGSPRVLTGGATHYHNHSVDPNWARRFARTASIGQHVFYRQPGALAAN
>TDX31294.1 pyruvate phosphate dikinase [Rhodovulum visakhapatnamense]
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLIRIDLPVPRTVALSFEAVHRIALGQMPDTEALLAVFGAAPLISVRP
SSQDPDWGGPASILNIGMNDARHTALCETHGEAAANALYLRFIQAYAVHVARLDPDLFEAEGYAGETLRAALEAYAEEAE
EPFPQDPARQLQEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGTTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPDLFARLKRFGETCRINLREEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRPVIAQGIAASPGAAVGRLVFGSAAAQASAARGEACILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITSDGRKLHEGDVVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGVRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRSDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALDLPLSDVTRRVQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEARRKGQSIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGVDFAFRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGAERGRKARPGIVLS
ICGEHGGNADSIAFCRTAGFDYVSCSPFRVPVARLAAAQLALGAARRPKHGRY
>TDX31295.1 glycyl-tRNA synthetase beta chain [Rhodovulum visakhapatnamense]
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAWSTPRRLVLAIEGLSARSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDQLEARDDKKGQVWIAVIDKPGRDAAEIVAEVLEGVIRSFPWPKSMRWGAGSLRWVRPLQSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERAEQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVKDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKAGMEDWRDALTHVTFQSALGSQADRIARIAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKLDTLTGFWAIDETPTGSKDPFALRR
AALGVIRLVLVNGLRVALNTSVTAIFQARMIMEATDQERPEFQSALFAALLNKNKGDFLGLAQAKSADLLSFFHDRLKVH
LRAEGIRHDVIDACLAMPCNDDLTLLVNRAQSLNAVLTTEDGENLVQGFKRANNILTQAEEKDRVEYSFGADRKFADDPA
EAALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIRRNRLNLLHRIRATCGSVADLTRIDG
>TDX31296.1 glycyl-tRNA synthetase alpha chain [Rhodovulum visakhapatnamense]
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLQFFEAAEAECARILDQPAE
DPRSGKRIVMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGNAPEAAN
>TDX31297.1 putative peptidoglycan binding protein [Rhodovulum visakhapatnamense]
MRIFATIAFVLLAALPAAAQDRAWVQVEAHPTLGEAEERARAYAAILPDVGAYRLNSGWYTIAVGPFSSAVAEAELARFK
AGGLVPTDTFIADGANYERRVWPVGAEAGTPSTDAPATEAAAPAAAEPQPVAMPELPDETPFEARQSEARLDTQGRMEIQ
TALKWEGFYTSTIDAAFGPGTRNAMASWQTARGYEATGVLTSRQRAELVGGYQAQIARLGMTPVDEPEAGIRLEMPMGLV
QFDRYEPPFVHYASRGDSGVKALLISERGDQSTLYGLYDIMQTLEIVPLEGARERNSQNFTLTGRNDRLESYSYAVLTGG
MIKGFSLIWTPSEDSRLMQRAVAMMKDSLESVPNVALDETLGEATPEQRADMLSGLDVRKPDATHSGFFVDPEGTVLTTT
NGLDACRRITIGPELEMRLAATDPAQGLALLTPTRTLAPIGFAEFAPGVPRLRSDVAVAGFSYGEVLDLPVLTFGVLADL
RGLGGEETVDRLEIDALPGDTGGPVLDASGAVLGVLLAPAGGARQLPDSVRYAADAAAVGAFLSANGVDPRASAATGALP
PAVLSRRAADMTVPVSCWN
>TDX31298.1 trk system potassium uptake protein TrkH [Rhodovulum visakhapatnamense]
MLDLRPVGYVIGLLVAVLGVTMLIPMGVDLWDGNPNWSAFLESALVTGLTGAMVALACASGSDGGLSIRQTFLLTSAVWL
ALPVFAGLPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDALPRGTLMWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETGGKVLPRAVEIAAQISGIYLFLTIACMLCFTAVGMPLFDALNHALTTVSTGGFSTHDASFGLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLSVIAAFVLIIAAFRVFANGDHYEHAFREGVFNVTSIISGTGFAST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIYAPHGIFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGIVSVLLGATGLDATTALSGAATTLGNIGPGLGDQIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>TDX31299.1 GTP cyclohydrolase I [Rhodovulum visakhapatnamense]
MNVFSRDLDREPTRAEAERALALLRDWAGSASDAEIETLDPALARLLPGRPVSDYPALSRAYPEAFVADDTYKATLPDLQ
NGPASLIRGARRPIQHVGISNFRLPIRFHTRDNGDLTLETAVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKTDLEAFDARIMMRFSFPMSVRSLRSGLDGFQYYDFGLELVETAGNTRQIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLVELCRSAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALSADL
RIGDFRVIASHQESLHSHDAVSVLTEGPTFAAESLDPKLFSTLIHAR
>TDX31300.1 O-succinylhomoserine sulfhydrylase [Rhodovulum visakhapatnamense]
MDRDWTKRTRAVHEGARRSQFAELSEAIFLTQGFDYPSAEAAEARFEKAARDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCLYILEEVLGRFGVEVVLVDGTDLEAWRRAVTPGTAAVFFEMISNPV
LEVVDLSAVAEIAHAAGARVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREMIRGPVQTYMKHSG
GAISPFTAWIMLKGLETLDLRVRAQAAGARLIAEALQDDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFKV
LNALDIWRISNNLGDAKSIITHPATTTHQNLPEETRSVLGIGPGLLRLSVGLEDPADLLADLRAALDTL
>TDX31301.1 alpha/beta hydrolase family protein [Rhodovulum visakhapatnamense]
MPLVQVNAAGERPEPQGGAAGLGLLLDRALAGLPPRAPVAVLIHGLKFSPSVPELSPHRHILALDPDERCWKAVSWPRAL
GFTGQSRSEGLCIAFGWESGSNVWRAYDEAARAGVALARLIEAIRLRAPDRRVDLLGHSLGARVALAAMAALGTEAVGHA
VLMAPAEFASQAQTALRSTAGRQARVLNVTSGENDLYDWLLERFVARRGDGPTLGRGLGTAQVNWADLRIDDAPTLATLA
GLGHRVAPPDRRICHWSPYVRPGMLALYAALIRGDLPYELLRTRLPEAPVARWSRLLALPRVELPLPFAGNAPS
>TDX31302.1 GST-like protein [Rhodovulum visakhapatnamense]
MTSEIELYYWPTPNGWKISIALEEMALPYTLHLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGQFCGRTERERIAVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAIADF
VAGDFFSIADMAIWPWASNWEGQQQTLDDKPNMARWLDRVAARPGVQRGRALAAEKRSDLSTDRKAQAMLFRRG
>TDX31303.1 intracellular septation protein [Rhodovulum visakhapatnamense]
MAEKRKINAGLKLALELGPIVAFFVAYLRLRDRTFTIAGTEYEGFVLATAGFIPLLLITTAILWGLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYTLFAAVLGVGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEVIW
RTMSTDMWVNFKTFGLTVAIFAFFMAQGRLFKRYGLEDGKRDG
>TDX31304.1 EamA-like transporter family protein [Rhodovulum visakhapatnamense]
MTDWISAIEGTEAGHDLALVLALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGAMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKIAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPMQWLGVGVLLAGIYGLAIYNLRHWTTNRETLK
PALALAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLTVMPWLALMRWRQMPDPPAAGPLMLRGLAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMTLIAAGAVIVEMGG
>TDX31305.1 fused signal recognition particle receptor [Rhodovulum visakhapatnamense]
MAFFSKLRQRLGKSSSKIEQGLEDIVRDGGREEELDASASETSSSDLSSFDPSTSGAAAPVDLAGDPTDPLSPAPEAGQA
RPEWAAEPEAPEPAEEPVRPAPLVLGAAEALSRPATSPETVPETGRASDPAASAPEIPEPSSVAADETGAPEPEAREPGR
DEPMARAPEPDETAEVAFGMPSEPEPDSLQDARIDSAAEAPAFTMADPAPSPDLPPETPAPEPETDPEPEPQRAPEPEPE
PVPAPDPLPEPEPEPEPEREPEPTPPSRPEPQPEPLNIPPGPSEIPPEPPQELPGWPEEVPPAAPEEIPSDSPPEVPGQL
GAAPLAARDAMPDDARHETGDAPEDEESGPRRGFFGRMFSRTEQKKTVIRRELDDAMLESLEELLISADMGVDTALRVTA
NMAEGRFGKRLSVDEIKELLAREITRIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDT
FRAAAVEQLQVWGQRAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETA
PHNTLLVLDATTGQNALSQVEIFQKLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGVGEQIDDLAPFEPEDFANA
LAGLDG
>TDX31306.1 hypothetical protein EV657_105154 [Rhodovulum visakhapatnamense]
MRLAPTALILAATLAVPAAGAPAADAAKPMSATAFDRYATGKTLFYASDGHAYGAEQYLSGRRVIWTFLDGECSEGVWYE
SNGQICFRYEHDPEDPQCWSFFESGGGLMARFENDPAQTELVEVNQSREPLMCTGPDVGA
>TDX31307.1 exodeoxyribonuclease VII large subunit [Rhodovulum visakhapatnamense]
MSDLIDDEAPGGPPPNSPEYTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRL
ATRPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSG
AVIRDILHRLGDRFPRHVLIWPVAVQGAACASEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAA
AESDIPLISAVGHETDTTLIDYAADRRAPTPTAAAEMAVPVRLDLIAALDGLEARRSAALGRLLTQRRQRLADLARALPR
PETLLSFAAQRLDRAADRLPAALSVRVARERLRLSEAASVLRPAALRRRVADERRRAEDRAARIAPALDRLVRQRRADVL
ALSRRGRPELLDRRTVSGQEALARLEARLRAALASDFDRRRARLEALERMRAGLSYQDTLRRGFAVIRSGGQVVTTRASA
EQAGALEIEFRDGRLAIGGRPPRRARKAEEPPEQGSLL
>TDX31308.1 hypothetical protein EV657_105156 [Rhodovulum visakhapatnamense]
MNRRAIAFAPAPHRRTAGAYRPDLLETGFGRLDPDQRAAVQAELREVGLYAARIDGAFGPATEAALVQGADYLAWTTRGA
MRVDLNTPRGVSVYLRELSLGPVPA
>TDX31309.1 phosphoribosylamine--glycine ligase [Rhodovulum visakhapatnamense]
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECAALEIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGLLCFGPSQAAAQLESSKSFTKAVCDACNAPTASYGHFTDAEAAKAHIRAAGAPIVVKADGLAAGKGVIVAQTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTEAV
CAKALEEIVKPTVAEMARRGTPYKGVLYAGLMVRDGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEARV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRTENGKVTAAGGRVLNVTARGASLAEARERAYAM
IDRIDWPEGFFRRDIGWRAL
>TDX31310.1 EamA-like transporter family protein [Rhodovulum visakhapatnamense]
MDLWVIVTLGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAAAGLAALLAIRGEALPGLTPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGMAFTKTEAIQVAAFSALLLGEPVSAPGMAAIAVGVLGVIALSRPPGGWRGAGVSYRALGLG
LLAGGLFGLSAIGYRGATLQVDNADPLLRALMALSCVTAMQTLAMAAWMAWREPGELARVARTWTSVLPVGVAGVLGSAG
WFTAFALQNAAYVRSLGQVELIFSILASMLVFKEKLRAAEIFGMALLLVSILMLVLLI
>TDX31311.1 VCBS repeat protein [Rhodovulum visakhapatnamense]
MRGAALLVAALLLAGALPASARDGASARIAAARYADPTARYDHGVLGDGLEWGSLVLRLSKGGTRRIVLPDTRVFEDLAP
RLADLDGDGAPEVLAVETDLARGARLSVYGADGLIAATPFLGQPYRWLAPAGAADLDGDGRVEIAYVDRPHRARVLRIWR
LEAGRLVPVAVAEGLTNHRIGDDVISGGLRTCGGTPELLLADPDWQRVIAVRLSGGQVSRRALPHPASPAGFAAAAACR
>TDX31312.1 2Fe-2S ferredoxin [Rhodovulum visakhapatnamense]
MAKITYIEHNGTEHVIEVASGLTVMEGARDNGIPGIDADCGGACACSTCHAYVHPDWVDRLPAIEDMEADMLDFAYATDP
KRSRLTCQLKVTDALDGLIVQMPEKQI
>TDX31313.1 OB-fold nucleic acid binding protein [Rhodovulum visakhapatnamense]
MTARPYDPEMPPAPDWPRPPRAIPHGLLDLPPSGARVTVAGLVLVRQRPGTAKGVIFVTLEDETGVCNVVVWAKVFERFR
RAVIAARLMRVTGRVQREAGVTHVIAEHVEDISGMLDDLLRPDLYRAGDQPSQASRPD
>TDX31314.1 serine protease Do [Rhodovulum visakhapatnamense]
MTSQAISLSVRGVSPERLRPVWALLLGAALLLAQASLALARAAPESFADLADKVSPAVVNITTSTTVEGHAGSNPLVPEG
SPFEDFFRDFMNPDGSPNMPPRRSQALGSGFLISEDGYIVTNNHVIEKADEIQIELFQGGTLEAKVVGTDPNTDIALLKV
QSDKPLPFVPFGKSEMMRVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMEGEVVG
VNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGAVVTDVPEGPAAEAGM
QSGDVILSFDGIDVQDTHGLVRQVGNAPVGKAVRVIVFRQGKTQTLLVTLGRRETAEGGAAPGTDAPSAPEAEAAEVLGM
TLVPLTDELRDQLGVGTVTDGLAVTDIDETGEAYAKGLRSGDVITEAGQRKVATAADLQERIEEARDAGRKSLLLLVRRQ
GEPRFVALSVGE
>TDX31315.1 hypothetical protein EV657_105163 [Rhodovulum visakhapatnamense]
MIVLGLGMALVFEGLVFALAPSRLEQALELIRRIPVETRRAIGLGAVALGTAIVWLARSLWG
>TDX31316.1 protease FtsH subunit HflC [Rhodovulum visakhapatnamense]
MKKSAFLIPLAILVGATALSSVFIVDERERALVLQFGQVRAVKAEPGLAFKVPLIQEVVKYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVRFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADEEFFEFYRSLNAYKEALGKGNASMVLSPDSEFFEYLKQANRPAAAPAPTQVPASD
>TDX31317.1 protease FtsH subunit HflK [Rhodovulum visakhapatnamense]
MAGNSGGPWGSGGSGQGGGGNRGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKLTRSGVALAVLAAGV
AWGWASFYTVKPEEQSVELFLGRYLQTGNPGLNFAPWPVVSAEVIPVTREQTEDMGVGRAGADAGLMLTGDENIVDIDFQ
VVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLDSYDSGMNVVRVNFDKAD
PPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEVT
RKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRTDSARGGN
>TDX31318.1 NADPH-glutathione reductase [Rhodovulum visakhapatnamense]
MSFDYDLFVIGGGSGGVRAARLAAAEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGYPRVFEEARAYGWQAQAGEFD
WTVFRARLYDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLANGIEKTARHILIATGGRPFVPEFPGSDLAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDEEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGRDAVFDAVLFATGRRPNTDGMGLEEAGVRLKQNGAVEVDAWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKANPTRADHELVPGAVFTQPEYGAVGMTEEEARSHGPIEVYSTAFRPMQSGFAGQPDRVMMKLIVETGSRKVLG
CHIVADHAAEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTLKAPVRTG
>TDX31319.1 ribose-5-phosphate isomerase [Rhodovulum visakhapatnamense]
MGAELSPIEMAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSSRTAALAREVGIDVVSLED
ARWLDLTIDGADEFDPAFNLIKGGGGAHLQEKIVAAASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWTASRKLIAEALE
GLDVLGRDITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLALLLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEGRVELAESDNLFADL
>TDX31320.1 DNA-binding MarR family transcriptional regulator [Rhodovulum visakhapatnamense]
MVFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATMANTLNRMERDGLIM
REPDAADRRARRVRLTARARALEAPATEAATEVNARALARLSPGDRARFPEMLQAVIAALRADR
>TDX31321.1 hypothetical protein EV657_105169 [Rhodovulum visakhapatnamense]
MEPKPTERLPAPGLHAAAGTLGLVLIAAFWLSTLGAELFGTPAQIAAVKTAIPYGLILLVPALIAAGAGGARLAQHRRGP
LVARKTRRMRIVAMNGLLILVPSALFLARKAAAQDFDAAFVVIQLAELVAGAANLMLLGANLRDGLAMRGLRPALR
>TDX31322.1 L-serine ammonia-lyase [Rhodovulum visakhapatnamense]
MYLSVFDIFKIGIGPSSSHTMGPMVAAARFLETLRGSPFNPVGLRASLHGSLAFTGVGHATDRAVILGLDGVTPEAYDAA
AAETALARIRATAEVRPDGLPPLRFDPATDLVFDYDRPLPGHANGMTLSATDAQGDVLATETYYSIGGGFVRTEAELAAG
DPADQGAERPVPYPFSSAAEMLEMARASGRSIAAMKRANELARMSPAALETGLARIWSAMSDCIERGLATDGGLPGGLGI
RRRAHAIHSALMAERGMNLTPPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLSHVPAAQPSKIGDF
LLTAAAIGGLIKHNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMSEKYKETALGGLAVNVPNC
>TDX31323.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum visakhapatnamense]
MTDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRSGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTTSAQSVVPQFLAASFEMLRDGQSKMIENFGRINPMAMPGFEALQAQQEAFLKAMTGNWAGGSGPGEDDDEGGPN
ELNEIKRQLAELQQKLSKMNE
>TDX31324.1 phasin protein [Rhodovulum visakhapatnamense]
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISAKWTKDTLSKVGEMTTVKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATATMAADKA
>TDX31325.1 polyhydroxyalkanoate synthase [Rhodovulum visakhapatnamense]
MTTKEDATKAELSATNLERLNENIAKMEDLTERLVAAVAKKRRIDPNLQAPGHDLYMKAAAAYMAEMMQNPSKLIEHQVS
YWGKALKHFVEAQEALARGKLQAPTDNTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISNAVKDIDGLAPRDAKRLEYF
TQQIVDLMSPANFLGTNPEALERAVATDGQSLVDGLENLVRDIEANDGEILVTLANREAFQVGGNLATAPGKVVFRNRML
ELIQYAPTTETVYATPILIFPPWINKFYILDLTPPKSLIRWLVGQGYTVFVVSWVNPDASYAEVGMDDYVEEGYLTAIAE
VKAITGEDKVNAVGYCIAGTTLALTLALLQKRGDTSVRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTQKGFLDSF
FMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMVVEYLRGLCQGDRFASDGFEICGERVHISEVR
LPLCAVACETDHIAAWASSYEGVRKMGSTNKTFILSQSGHIAGIVNPPDKKKYGHYVNDAPMKDLAAAAWRESAEFTEGS
WWPRWEAWLKRRSGKQIPARDPGVGGRAPLCDAPGTYVLGEKAP
>TDX31326.1 poly(3-hydroxybutyrate) depolymerase [Rhodovulum visakhapatnamense]
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERTFARMVAKPDWNINTVVGADGRDHIVS
VEKCVTRPFGDLVHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSQGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAGEDPAAQPRTLTLIGGPIDPDAAATDVTDFGRRVTMGQLEQLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTAEFYLSTVDRVFKRRE
IARNVFSVDGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPAHKKASHLEAGAGHYGIFAGKSWRNNIRPL
VLEFIDANSGDPQPARAHLKSV
>TDX31327.1 pimeloyl-ACP methyl ester carboxylesterase [Rhodovulum visakhapatnamense]
MTEPQMLTTPEGRRLAYHRTEGRAPGIVFLGGFMSDMEGTKATHLETWAKAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALTEGPQVLVGSSMGGWIALLLARALPHRVAGLVGIAAAPDFTEDSMWAGFSDAQRAELMTAGRVEIPSAYA
DSPYVITRRLIEDGRRNLVLRAPLAFNVPVRLLQGTADEDVDLSVALRLLDRIEAPDLRLTLVKGADHRFSTPETLALIE
TAILEVA
>TDX31328.1 histidinol-phosphate aminotransferase [Rhodovulum visakhapatnamense]
MTGPRFTPLVDSLPATVPFVGPETLERGRGRPFRARLGANESLFGPSPKAVAAMQAAVREVWKYGDAQNHALRQALAEVH
GVAPDCIMVGEGIDGLLGYLVRLVVGPGDAVVTSEGAYPTFNYHVVGFGGALHKVPYRDDHEDPDALIGKAAELGAKLVY
LSNPDNPMGTWLPAGRVQAMIEAVPEGTLMVLDEAYVEFAPDGTAPAIDPEDPRVIRFRTFSKIHGLAGARVGYAIAAAP
LIAAFEKVRNHFGMCRISQAGALASLADTAWLAEVKAQVAEGRAMIARIAKANGLSPLPSATNFVTVDCGADGDFARRVL
AELTQRDVFVRMPGVAPLDRCIRIASGPEDQLAVLAEALPKALEAARA
>TDX31329.1 hypothetical protein EV657_105177 [Rhodovulum visakhapatnamense]
MSDRPDHPADTFFRAFLVSGFFAFFVLLVLVWVTAGYGWALALAGAIWFALHLAAA
>TDX31330.1 di/tricarboxylate transporter [Rhodovulum visakhapatnamense]
MIPLSLPPTGMALLALAVVAAMFVAFVRERYPAEVIAICGATVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERGGKQKPRRAIATLMGFVLISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEVTPLALVLVAWGMIYLRVFGRRLLPARDSMADLLSDKSKMKFFTEAVIPPDSNLIG
REVTGVQLFKREGVRLIDVIRGDESLRRNLNGVTLQTGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLGSLRLRRKFGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPADIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVGIVVLAALGVAPILMLAVAAVALVLAARCIDAEEAFTFVEGRLLALIFAMLAVGAALESSGAVKLIVDGLAP
YLAELPPFFVVWAVYLLTSVLTELVTNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLSMGLLSALLIPLLWPL
>TDX31331.1 hypothetical protein EV657_105179 [Rhodovulum visakhapatnamense]
MKLLFLGDVMGRSGRSAVADRLPALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLGFIE
QEPRILRPLNFAKGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYDSVIGMDKAEPMRRFITGMSKTRFTPAMGEATLS
GVYVETDDRTGRAMRVRMIRQGGRLEQAAP
>TDX31332.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum visakhapatnamense]
MIVAAKAALRAEAQARRAAVHDPARGAEALARLDAVLAPHLGRPAAGYLPIRSELDPRPAMAALGRAGPVGVPVIEGAAR
PLSFRLWTPDCAMERGPFGVSIPSEPRPMVPEVLIVPLLAFDRRGIRLGYGGGYYDRTLALLRARGPVLAVGLAYAGQEL
PDLPAEPTDLPLDLIVTEAEVILP
>TDX31333.1 magnesium transporter [Rhodovulum visakhapatnamense]
MENEVIDQAEPGEEGYGLDNRTVAAIRLAVAAGDRVRLGELLEPLHPADIADLLEQVDSGHRREILLLGSSFFDGEVLSE
LDESLREEVIAFLPRDVLSEAVRELESDDVVDLLEDLDEPQQAAILDALEDADRLAVEQALTYPEYSAGRLMQREVVRAP
EHWTVGETIDHLRAHKETLPDQFYHVIVVDPGIRPVGYVTLGKLLSSRRSVKLTELFEESFRTIPATQEEGEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLSDRVVETCRQRVPWLLVNLGTAIVASLVIAQFET
AIAQVVALAVLMPIVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGVINGVLFALVMGAVGVLWFGSGTLA
MVIAAAMIINLGVAALAGILVPVMLDRLGVDPALASGTFVTTVTDVVGFFAFLGLASVVLL
>TDX31334.1 cytosine/adenosine deaminase-related metal-dependent hydrolase [Rhodovulum visakhapatnamense]
MGHMLIQGAELIVTMDDERRELAGADLRLRDGCVAEIGTGLAPEGAEIVRADGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLKTLYPIWSRFGPEEFRVSALVGLSELALSGCTMSSDHQYLYPNGARLDDTIAAAREVGIRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGVAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLDRFGCRPGQYAEDLGWTGDDVWHAHCVKLDGREISLFAQSGTGVAHCPCSNCWLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVVLGADAMSAREALEIATRGGADVLGRPDCGRLAPGMRADLAIWDMSGIEAAGLWDRAAI
LLAGPNRVRDLFVEGRQVVRDGRIVTHDLGTAVAAQTRIARRLAGL
>TDX31335.1 histidinol phosphatase-like enzyme (inositol monophosphatase family) [Rhodovulum visakhapatnamense]
MKDTEADSLIEIAHALADAARTATLSHFRTAALGVENKAGTGFDPVTRADRASEAAMRAILADRRPEDGVLGEELDGTSS
RSGLTWVLDPIDGTRGFVCGTPTWGVLVALSDADGPILGIIDQPYIGERLLGGFGRAEFSGPHGQRRLATRAPRPLSQAS
VFSTFPEVGTPEERRVFAALAGQAQMVRYGMDCYAYALVAMGHVDLVVEAGLHAYDIQAPIAVIEAAGGIVTDWKGGPAH
DGGRVVAAANASIHAEALAILSAAA
>TDX31336.1 transcriptional regulator with XRE-family HTH domain [Rhodovulum visakhapatnamense]
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALDVAVSFFFEGLDGRNAEQTT
TGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>TDX31337.1 NADPH2:quinone reductase [Rhodovulum visakhapatnamense]
MRLFQLDRIGEQPRLAEADCPAPAAGEVRVRIAACGLNFADLLIIEGRYQEHPPLPATLGMELAGTVEALGEGVDPGRLG
TRVAVFAGSGGLAEAGCFPADRCLPLPETMSFIEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLIDSDTDDLRAAVLALGGADVVYDPVGGPLFAEAMRACRPDGRLLAIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLAFRPQVLTASLATLFRWHAEGRLHPHVSHVLPLERAAEGLDLLRQRKATGKVVIAMH
>TDX31338.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MARNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDLQLLDRTERKVKLTASGEQLLGYARRILSLND
EVYARMTAQEYEGEVVVGVPHDIVYPAIPLVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGPTGETL
TELPLVWVGAIGGTAWRQRPLRLAYEHTCIFRQGVQAALDRAGIPWVMTVESDSSRTVEASVSADLAVHTSVDGALPPYV
ERIQHGGALPDLKTTQINLYASDLADGPVIGALAELIRQAYRAS
>TDX31339.1 uncharacterized protein DUF1127 [Rhodovulum visakhapatnamense]
MAQVSTNIRAAHDVGGAGLVKRILLGLSAARQRRQLVELDDRQLRDIGLTAEEARAEARRPAWDVPQSWLR
>TDX31340.1 hypothetical protein EV657_105188 [Rhodovulum visakhapatnamense]
MADYNTIRAGATGVRTAQIDEGLRAHMNKVYGTMSVGMLITALASWSISGLAVTDMPTAVQIGADKYLTGLGQALYTSPL
KWLIMFAPLLFVFGFSAGINRMSAATAQVVFYAFAAVMGLSISSIFLVFTGISIVQTFLVTAIAFAGLSLWGYTTKKDIS
GWGSFLIMGVIGLVVASIVNIFLASPAIMFAISALGILIFAGLTAYDTQRIKTEYIQHAHAMDSEWLGKSAIMGALNLYL
DFINLFMFLLQFLGNRE
>TDX31341.1 hypothetical protein EV657_105189 [Rhodovulum visakhapatnamense]
MRHHFDRRAGRAATALAARTGACLATLRIFARDWDTAFAETAEGVVFDLYRGGRHTALVGRNAARARSSNPF
>TDX31342.1 hydrogenase maturation carbamoyl dehydratase HypE [Rhodovulum visakhapatnamense]
MNVPTRARLRDTHVTLSHGGGGRAMRDLIDEVFAAAFRPDAMEDQARLSDAALTEPGARLAMTTDSFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIVATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGAI
PPGRDLAASRIRPGDVALVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLASALN
EMAEAAGVGVEIEEEALPLRDEVKGMCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRARPEGRDAVIVGRATAEHPG
QVRMRTAFGGARIVDMLVGEQLPRIC
>TDX31343.1 hydrogenase maturation protein HypD [Rhodovulum visakhapatnamense]
MKYATEFRDPKAAKAVLARISALADQIGATRAAPVHIMEICGGHTHAIFRYGLDKLVHEGVEFIHGPGCPVCVLPMARVD
ECVEIANRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPGREVVFFGLGFETTTPSTALSIQQ
AAHEGLGNFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGIHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
TQIRDGRAEVENQYARVVPEHGNPVSLAAIVDVYEKRPSFEWRGLGEIDQSGLRIRARYRAFDAEEKFGVGYAAGPRVVP
EPEGCACGQVMTGRIKPTACPQFGCGCTPEMPLGALMVSSEGACAAYWQYGGARAPEAVE
>TDX31344.1 hydrogenase maturation protein HypC [Rhodovulum visakhapatnamense]
MCLGIPGRIVAVTDAARMMALAEVSGVRREVNVACILDGPAEDLVGEWALIHVGFAMARIDADEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>TDX31345.1 two-component system response regulator HupR/HoxA [Rhodovulum visakhapatnamense]
MAPASARPAVLLVDDEPHSLAAMRMALEDEFDVLTAADAEAAMAVLRDEWVQVILCDQRMPGRSGVAFLSEVRERWPETV
RLIVTGYTDSSAMVAAINEAGIHQILTKPWHPDQLLVAARNAAQLFQLSRENERMALEMRLLASTAESRVEKRRKALREG
MGFETVLRAPNSPMVEVVQMARRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRADKPFYDLNLAGMPEDLTAIELMGAK
RGVLAGGVARIGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVGTNFRLICGAGTDLKALVAEGRFR
ADLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELKNEIARMLVMAPDK
MLGADLISRHILQAPPGDEGADRSADAVLARTGSLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLDRYG
IAGPAGRVSQDEED
>TDX31346.1 hydrogenase nickel incorporation protein HypB [Rhodovulum visakhapatnamense]
MCTVCGCGGATLEGQARGQAQDHGQDAPHHHHHHDHTHDHGHAHGHHHHGYHGDLHYGGGAAGVSVPGMSQARLIEIEAG
ILSKNDAFADGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEQLGAQPLAVIEGDQQTSNDADRIRATGAPAIQVNTGK
GCHLDAHMVGHAMDHLALPRGAMLFIENVGNLVCPAGFDLGEDAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAP
HCDVDFDLYEANLRRVNPGIEILRVSARTGEGMEAWIDWLTARLAEKAAGAAD
>TDX31347.1 hydrogenase-3 nickel incorporation protein HypA [Rhodovulum visakhapatnamense]
MHEMSLCEGIRGIVEDQARAHGFAAVRLLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRALCYDCGVEV
EIENRLDPCPRCGGGRLMPVGGDEMRIKDMEVV
>TDX31348.1 hypothetical protein EV657_105196 [Rhodovulum visakhapatnamense]
MSAALHIALTGAGPRIAPPAPPALEALLLHRRVEEAALLVPRIFNLCRAAQSLGARVALGLPARPEDRAALADEILRDHL
MRFFVLWPRALGLPPAPLPGDDIARAVFGPPGRCPAPDAFDRWLVAGAGVAPVLAALAGRFAPGEAVADLPPADPGPALD
AAAEENSPWLRHRTSPLLAEIEARYGRGPLWRAAARLVDLEACLSGQFPATPATRGGVVRVPAARGTYSLSARVEDGRVA
AFRRLTPTDHLCARGGVLQRALESLPRGRADLAPLVVDILDPCVPVVFDEAAHA
>TDX31349.1 [NiFe] hydrogenase assembly HybE family chaperone [Rhodovulum visakhapatnamense]
MTARFEGSYGGRDDRISAAAVMECKICWTVYDPAEGDDFRQVLPGTPFAALPEDWTCPTCDAPKAQFMVKDDPGAAEAAT
AAWIADRTAALEAEFREIWHSKMRDVPLVNASLHVEAVGFALYEGRPLGVLVAPWFMNLILLPAEGEDWSGLTAGAKESL
CFPSGDYEFIHNVRPMAGGYKACSLFSPMNDFASQLQAVEVARAVMVELFKAENRAETDRAADIRAARETDLADAEAAEG
EASGTGAPTRRAVISGGLAAGAEDRPAEAPGA
>TDX31350.1 hydrogenase-1 operon protein HyaF [Rhodovulum visakhapatnamense]
MVSGFHLPPTGFGPGSQPADDELGYMQMPSGMRTYAAHLPEIDDTDAAAPALALLERAAAACERAAATGEGESFQLADLP
PDARALLTETLGQGEVSVRIQGVPAVAVQESVFAGVWRVMGAGVDRVEVGAVPARARIAFAPQRAALGLEAPKGLDVFNA
PALLVELLDRSAAWRKGKDAHVVNLTLLPHTEGDLAWLDAALGEGAVTVLSRGYGNCRITATATANVWRVQYFNSMDTLI
LDTFEVTDMPEVVLAAPEDLADSAGRIRDVLEAIR
>TDX31351.1 hydrogenase-1 operon protein HyaE [Rhodovulum visakhapatnamense]
MTHPLIARLETDLGWPRLTDMADVAAFTARPGVHCLFVPGDPARNLETADAAVILPELRQAFQGAFDCALVDDAIEAELR
ETTRALKTPGFIFYREGQLLGDIQKIRDWDDYLARTAHILSLTDA
>TDX31352.1 hydrogenase expression/formation protein HypC [Rhodovulum visakhapatnamense]
MCVGEPMRLIGIDGIAGRTDEGALIDLSLTPEARVGDWVLTFLGAARDLLDPDEAQRIRAALDGLRAVMAGGSAGDAFAD
LEAREPSLPPHLQAALAAGDTQG
>TDX31353.1 hydrogenase 1 maturation peptidase HyaD [Rhodovulum visakhapatnamense]
MPAATDRLTLILGIGNVLWADEGFGPRCVETLAETHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLAPGTLK
IVRDGDVPAFMGAKKMSLHQTGFQDVLATAAFKGCSPARMTLIGCQPAEIEDYGGGLTATVAARLPDALAEGLAELARWG
VAARPGRTATPDLADPSIRREAYESGRPSAEAACRSGDDRFFPGQGDLAGPVR
>TDX31354.1 Ni/Fe-hydrogenase 1 B-type cytochrome subunit [Rhodovulum visakhapatnamense]
MSVEDRTSIPIHIPNPEAPTPLEAARLTGGARPEDIESLQLRAAVYVYEMPVRIWHWVNALAITILIVTGYLIASPPPTM
EIAEATDQFVFGYIRFAHFASGMVLTVAFLGRIYFAFVGNRHARQLFYIPVWRKRWWKEMIFEARWYAFLEKEPKKYIGH
NPLAHFAMFTFITLGMTFMIVTGFALYAEGAGQGSFYDSWFGWMLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>TDX31355.1 urease accessory protein [Rhodovulum visakhapatnamense]
MRKYLLAAALAAVAGPALAHTGHGASTGFVHGVLHPLTGADHLLAMLAVGLWSGFALSARLWAGAAAFMGAMVAGAALSW
AGVPLPGVEGMIAASVLAFGVLAAFAHRGQARWVTGASLGAIALFGICHGHAHASEATGAALAYLGGFLISTAALHLTGI
LVARAVAEARAARTLRRTAGGALVASGAWLLAG
>TDX31356.1 hydrogenase large subunit [Rhodovulum visakhapatnamense]
MVATPNGFDLDNSGRRIVVDPVTRIEGHMRCEVNVDDQGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGITIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALKADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYLLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NLDGTGAVGAINIERLNMVSSIIDQCTTFVKNVYIPDVVAIGGFYKSWLYGGGLSGQAVMAYGDIPENPNDFSADQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYSYGEPGKGLHPWDGVTEPKFELGPNAKGTKTNIEELDEAAKYSWIKAP
RWKGHAMEVGPLARYVIGYAKGHEDIKGQVEGLLRTMDLPVEALFSTLGRTAARALEAEYCTRLQKYFFDKLIATCRNGD
TATANVEKWDPKTWPKEAKGVGMTEAPRGALGHWIKIKGGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMSPDGQELTRVKVR
>TDX31357.1 hydrogenase small subunit [Rhodovulum visakhapatnamense]
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPDLDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVENWDDDYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFTAAGAVGAGIVAHVAASALKRAQKKSQDAAKKEEV
>TDX31358.1 hydrogenase maturation carbamoyltransferase HypF [Rhodovulum visakhapatnamense]
METGLEIRVRGQVQGVGFRPFVWQLAQEFGLRGEVFNDAEGVLIRVAGGELTAFQAALTARAPALSRIDAAEARDWAFAT
APETFTIAPSRGEGAETRVTPDAATCPDCLAEIRGAGRRRGYAFTNCTQFGPRFTILRQLPYDRARTTMADFPMCPACRA
EYDTPADRRFHAQPIACPDCGPRLWLEREGAELPGDPVAGAADLLAQGAILAVKGLGGFHLACDAGNAAAVDRLRARKRR
PAKPFALMARAADLAGFCAPTPADLERLGDPAAPVVLVPGTGALPETVAPGMRDLGVMLPYTPLHHLLLDAVGRPLVMTS
GNLSGAPQVIGNDEARAKLGAFADAFLMHDRDIARRLDDSVERADPPMVLRRARGRVPGTLPLPAGFEEAPQVLALGGQM
KSAICLVKGGQALLSHHLGDLDEALTWEEFLTAIADYGRLFGHRPVRVACDAHPGYRATQHARTLGLPVVEVQHHHAHLA
ACLAENGWPRDGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRAVERVGHLAPAPLPGGDAAAHEPWRNLLVRLDAAGLAD
VADRMLPDAPRAALRAAVRAGLNAPASSSAGRLFDAVAAALGLCPGGQSYEGEAAMRLEALAGDLPADRPYAFDGLDPAP
VIRAVVADFDAGCPKPLIAARFHAGLARAFADPAKALVESGRARAVALSGGCFQNARLLSEVRFCLRSVKVLIHRETPAN
DGGLALGQALVAASGKLPQMESG
>TDX31359.1 hydrogenase large subunit [Rhodovulum visakhapatnamense]
MTGTRLIVGPFNRVEGDLEVHLDVEDGRVRGARVNAPLYRGFERMLLGRPASDALTLTPRICGICSISQSAAAARALAAA
GGHMPAPQGAAMAALIHAVENVSDHLFHFNLFFMPDFARPAYADRPWHPRAVERFTAVEGAAQRAAIEARAALMHILGTL
AGKWPHTLAIQPGGVTRAPGPRDKVRIMATLTAFRRYLEGTLFGAPLEAFAALETRAALLRWGQGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGYGFGPGIWRAGGLSPLDLGGLIEDVSHAWMLGGAAHPAAGQTLPDDEMRETAYSWCKAPR
LDGLGYETGALARQVVAGHPLACDLAGGGVLARVAGRLLDLARTQILMEDLVRDLDTGAAFMDPAPEIRDGAGAGLVEAA
RGALGHWLRVENGRIAAYQIVAPTTWNFSPRDASGTPGPLEAALEGAPVAPGDDTPLSVQHIVRSFDPCMVCTVH
>TDX31360.1 ferredoxin hydrogenase small subunit [Rhodovulum visakhapatnamense]
MKNVLWLQAAGCGGCTMSLLCAESPSLPDLMAGAGLRFLWHPSLSVETGAEARALLDRAAEGEIPLDILCVEGAVARGPN
GTGRYQMLSGTGRSMLDWVDRLAPRADHVVAVGSCAAFGGVTSAGGNPSDAAGLQFEGAHPGGILAADFRGRGGLPVINV
AGCPTHPDWVGETLMLLAAGALGPSGLDSFARPRFYAEHLVHHGCPRNEFYEYKASATTLCEMGCMMEHLGCVGTQAVGD
CNIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTATPKVAGIPVGLPADMPKAWFMALASLSKAATPERLSRNAVADRV
EVLPGPRKPRA
>TDX31361.1 two-component system sensor histidine kinase HupT/HoxJ [Rhodovulum visakhapatnamense]
MARDITRGLVSGEGELSDAVWAEVLSAVDRTYADLIDYQERLEAKNAELETMRSFLGSILASVSDVLIVVSRSGRVEEVS
ASLAARTGASTAGFVGRPVAELFAESDRPALVAAMQRAALDRRPVTLEAGLIAAGDTTPLELSLSPRLDERSRVTGHVLT
GRPLGELRQAYAQLAASHDELKAAQTLLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALDRYATKFETYFDKVQAGA
DRADLVRLREDLRLDREIRNLREAVAGARDGAERVRDIVEDLRRLSSDGAGEMVAFDLAETARIAASWVMRGSKRAVGIG
FPGSASVMALGRPGHVQQVVMNLVQNALDAVEEGGRVDLSVAAENGRAVLSVADDGPGVPDAVRTLIFDPFFTTKAVGQG
TGLGLAISAKIAEEHGGQLRLCPADRGACFRIDLPLAEATA
>TDX31362.1 cytosine deaminase [Rhodovulum visakhapatnamense]
MAEFDLLITDGNLPDGQVGDIGIVKDRIAAIGDLSGSTAARVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKQIATVDQMVERALAYCDWAVSQGLLAIRSHVDTCDDSLKGVEAMLQVRETVKPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDMHCDETDDPLSRHVETLAYEAQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLEGYGLYEGARASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPAGVRRRHHHAN
>TDX31363.1 nucleoside ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGLLTVPFGLSQHVVGLGITLLATSSAYYAYRLSLPEVTSPPRIEPFQPVHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALILYRTPLGLALRAAGENPSAVEAQGLSVTAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAGFDALQIRLQQTPLGADIPYQVFLMVPYVLSILALVLMSRRAEVPAALMTPYNRGDR
>TDX31364.1 nucleoside ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MRLEPVRNASLARRLGLPLLALAFTVVVASVLARLAGADPFATLGLILKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
AKLWNIGAEAQLYAGALLTVLVGTQLGLPGPVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLLISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNPQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>TDX31365.1 nucleoside ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]
MADPRPVVLKLEGITKRFGTLTANDAIGFALHQGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLADNLTVTENILIGTRPLWRGGLGRAEARARIAALSRDFGLAVHPEAKVRTLSVGECQRVEILKALY
REARVLILDEPTAVLTPQETEALFATLKKAVDRGLSIIFISHKLHEVMAVSDRVIVLRHGRVAGEVATAETDRHRLAEMM
VGAEVRLPAPSLARPGSALMELDAVSTPPEGTRPGLKSVSLALRAGQITGLAGVSGNGQGALADLVSGLAAPSAGRFEVA
GARVERWSPRAALQAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRRGWMNWRAARAHAEKIIKDYDVRCPGPEA
RIRLLSGGNMQKLILGRALETAPRIILANQPVRGLDIGALTYVQDRLIAARDGGAAVLLISEDLDEILALSDVIHVMSEG
RLSPGFPRGTKTPAELGVWMAGQGFDHAA
>TDX31366.1 nucleoside-binding protein [Rhodovulum visakhapatnamense]
MAKTRDGIAIGRRGMLLGSAGAVAAAGMGLWPRRGLAAEPISVAGIYTVPVEQQWVSRLHKAAEAAKAAGLIDYTFSENT
ANTDYPRVMREYAESGVQLIMGEIFGVEQEAREVVLDYPETAFLLGSSFPPDDAYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQADYPDTVVASALWHFGPTLQAALDRVAAGTFEAADYGAYSFMKEGGCSLAPLGTFAGKVPQSALDLVAE
REAAIKAGSLTVEINDTEPKSS
>TDX31367.1 NAD(P)-dependent dehydrogenase (short-subunit alcohol dehydrogenase family) [Rhodovulum visakhapatnamense]
MTRDFAIYPSLRGRRVYVTGGASGIGSEIVAAFAAQGARVGFVDLDGAAARALCDRLGGEVHHETCDLRDIAALRDAFAA
LKTRIGPAEVLVNNAARDDRHDWAGVTPDYWDERMATNLRHMFFAIQAVAPDMIAAGGGAIVNLASNSWMEAVGGFPAYA
TAKAAVHGLTRTLARDLGPHRIRVNTVVPGWIMTERQKALWVTPEKLEQHRRRQCLPDLIDPVYVARMVVFLSSDDAAMC
SASNYMVEAGSI
>TDX31368.1 uncharacterized protein YjiS (DUF1127 family) [Rhodovulum visakhapatnamense]
MTSLTRAAPNSALSFRLSALAETLLRIGRRSSLRRQTVRELSALSDRDLKDLGIFRCDIRTIAAEAARNA
>TDX31369.1 hypothetical protein EV657_105218 [Rhodovulum visakhapatnamense]
MQQILFREAFIRRLSRYRVTVPRGSEATGVSKGILKKLKQRGVAPTKVEPTEAETAVKIARCFGKTVEQFLDNADSPKAE
ALPGKIGRFGDTGKERLDGLPARRRRSG
>TDX31370.1 DNA-binding NtrC family response regulator [Rhodovulum visakhapatnamense]
MSENREETASLLSTASILIVDDEPGMRHFLVKTLRPLCRAVDEAPDTEAAERLLAARQYDVMVLDNLMPGRKGLDWLQTQ
RDRGGFTDTIMITAYADLQTAIEAMRAGVSNFLLKPFRSNQILNAVGRCLELARLKRENFLLRRELETGASGTRRRELIG
QSPAIAEVRQILERVAPLSTPVLILGASGSGKEVAARHIHCHSGRSGAPFVAIQCGAIPADMIEYELFGHAAGAFPGARS
GREGLLASASGGTVFLDDVSELGANAQTALLRVLEDGVIRPIGTERDIQLQLRFVIASTKPLQKEVQEGRFREDLLFRIN
VVEVRMPALKERSSDILELAELFQSELSAALNLPRLDMTSSVRSAMLRHDWPGNIRELQNFIERALIFGRFPVETLGPPQ
TGTEITPLEDIERREILRALEALDGNRSEAARRLGVSRKTIDRKCAAWGL
>TDX31371.1 phospho-acceptor domain-containing protein [Rhodovulum visakhapatnamense]
MPRLPGILRSVRVRLLVIALLPMLVLLPVMLGGAMWRWSAKIDNLLVTKVTGDLTIADQYLARLIEMSGERVDAVARSVD
LREAIGAGRQAVYLEGERQRLGLDFLRIAAPRPRERAWPVIAAALDGQRQSAIDIFDADQLEALATGLAERAEIALVTTR
AAVPTDRTDETRGMIIHSAAPLVLPDGTRVALVGGRLLNRNLDFIDTINALVYRDRSLPAGSQGTATLFLDDVRVSTNVR
LFEAVRALGTRVSAEVRAQVLDEGRIWLDRAFVVNEWYISAYEPILDSFGRRVGMLYVGFLETPFREAKRTSILALGAAF
VLIALVSVPVFLRWARHIFRPLEGMTRTIAQVEAGDLAARNHPPEAGGEIAQLARHFDSLLDRLQARDRELRSWAESLET
RVEERTRDLRAANLRLERTTERLIMSEKLAAVGEITASVAHEINNPVAVIQGNLDLARSTLGAEADKVAEEFALIDDQVY
RIGVIVSKLLQFARPEDYSGSADLIAPAEVVKDCLVLTRHQVQAAGIVCEVRAEGTGTVAVSRTELQQVIVNLILNAVHA
MPDGGSLRVVANDCKDGVEVTVEDSGTGIAPEVLPRIFDPFFTTKQAQGTGLGLSISQQIVSRAGGRITAASIPGQGSRF
RVFLPSAQKT
>TDX31372.1 MFS transporter [Rhodovulum visakhapatnamense]
MSNASGGALGFLHKSHIVAEPGFNRWRVPPASIAIHLCIGSVYAWSVFNPPLTRELGVVTSGADDWTLGSVVWIFSVAIV
FLGLAAAFAGKWLEEVGPRMVGVVAAILWGGGFIIGSFGISAHQLWLVYLGYGVLGGCGLGLGYVSPVSTLIRWFPDRRG
MATGMAIMGFGGGAMIAAPVKGWLLDLFKRAPDYLGPQDAVATVVEGGRIFAETAAGKVEVVAASAKQAAEFGGEAGLYV
VGTGATGAAQTFLTLGIVYLVVMIFAAFQYRVPAEDWKPAGWSPKPVASGMVSQNNVHIDQALKTPQFWQMWVMLCFNVT
AGIGVIGVAKTMMSEIFGSVMPLVVTAAFASTYVLMISVFNMLGRFFWASASDHIGRKATYMCFFVLGTALYLSIPYFAS
AVATNPAMIYLIGFYAATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQMSVTNAIQ
DLAGRVDPAAFAQKFGAPLAQLDQLVAAKTVTIAGLMEIAPAGTIDPTPSLYNTTMYCMAALLVVAFFANLFMRPVREHH
HHDEPELRAIPVE
>TDX31373.1 oxygen-independent coproporphyrinogen-3 oxidase [Rhodovulum visakhapatnamense]
MNVHRPAAERRDADAFFARISTDPLADAFSGRMGAHAHGGGMAVPPEEVAGLWHGLTAAPRTGPSVAYVHVPFCENRCLF
CGFYQNPWRRELGAPYVDAVLAQLEAGARTAAQQGHPLRAVYLGGGTPTALAARDIARLVEGVHRHLPLAPDCEITLEGR
IVSFGLEKARAAFDAGVNRISLGVQTFDDGVRRRMGRKSTRAETVRFLEGLMRLDRGAVVIDLIYGLPGQDRATFQEDVR
LAAALGLDGLDLYSLKSIPGTPLMMAQDKGKLAVAAPGELGHFYADGAAEMDRAGWEAISTTHWRQGTRERSLYNFEVKA
GAHCLAFGAGAGGNLQGHGFRIVPDLDTYRERAANGGAGLVAGLIRPSPLGPAHAAIKAGMERGRLVFAPVDRALASCGV
GGGFEPLAAPLLAQWQRAGLLTGHSMSVALTLAGRFWQVAMTARLIAWTDLRLSEAENEAHRRVTA
>TDX31374.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MKRKRFVGPARSVQQYRPVPKDGAAVVKRMKALASENRRYGYPRLHAMLRREGLVVNHKRTYRLYTDQGLQVRTRKRRRL
PRRDRVAPQVPERPMQRWSMDFVGDQLADCRRFRVLNIVDDPSRFCPGQIVDVSIPGARVARFLDDLALRFGLPEMKPPR
VGRSLNLRQSA
>TDX31375.1 cephalosporin hydroxylase [Rhodovulum visakhapatnamense]
MFEALNEYDFSYLWSWMGAPIIQTPTDIMATQEVIWSSKPDVIIETGVARGGSVLFMASLLDLMGAGKVIGVDIDIRAHN
RDTIETHPMSKRVTLIEGGSADAETVARVRAEIPDGARVMVVLDSDHSRDHVLAECRAYGPLVTEGCYLVVADTIVAHLP
EASKARNRSRRLEPGNDPAAAALAYMAENPDFEVDPVLNGKLILSSSPRGYLRRKAA
>TDX31376.1 formyl transferase-like protein [Rhodovulum visakhapatnamense]
MRRADSVAFFGLRDDAYSEIALTHLETLFETVIPVLSTNEVPPTSPDPGVLETDWLFCFKSKTIFRAATLEGLGKAAINF
HTSSPAYPGSGGVNWALYNGDESSAITVHLITTDVDAGPILDVSDFSCREARTVADLLKLTYRHHLLTFLRVTAAIARDG
MDWVDRARLDNKARHWAPKTYRLRDLEALKRLDPEMTEEEVARRIRATSFGRYGPFVELHGKRFTLSE
>TDX31377.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MIPEPRPVISLVIPTRERAHYLDAAIRSALVAADAADAPVEIVVSDNASSDDTPAVIAGFDDPRIVALRTDRRLSMRENF
QFALSHTTGDHVLFIGDDDAVLPNGLRLLADLIARHDPDIVKWRVMTYLWPDPRTGAAGTLRVRPQALDGRLKRLDPAAV
LDGFARARFRSYHDGGMIYHGCISRRLIARAEAASGGPYFRGSSPDVFTSLQALMVTDRPILRINLPITLGGSSPRSNGA
AGQKLAVSGASAEGTEFARFIAETGTDPYQCRLPVSCPSLTMMTLDCLQCAAELQGYPLKIDAAAWSARIAADIGRFAEP
TRSTCEALARVLLGPDFHLDDPASESAVPVAPSPAPAPAPPDGPALRRVSTTLHFEGGRMTADAAAAADTLDGLVRLGRT
DARPPGALGRVRNVLGQHARARWMLR
>TDX31378.1 hypothetical protein EV657_105227 [Rhodovulum visakhapatnamense]
MVLFWTAAPALQAEDGGPGTGRAAIEVAPGAAALVLAVRTGPLPPGAELVLETPEGQRIGSVSPFGATAAMSSPVQIHLV
PVPAGTLPEGRTEIRARLILHGSERAATAREFLGAAIIDN
>TDX31379.1 common central domain of tyrosinase [Rhodovulum visakhapatnamense]
MTEAISTNRRTLLKGGAALLAVPFLARSAAGQASHVRVSMTSEEGVAHLQTYRKAVAAMWALDPSDPHNWFRYAMIHLMD
CPHGNWWFFVWHRPYVAHLERIVRIYGEDEAFAMPYWDWTADPFVADTFFASSTYPDNALDPSSSHYPDWDSFESAYHDP
IEAFWTGLSDAQKQQETLRGFPDFDSFWTTGVQPNFNANPADGRSKTAAAPDLTPPASDAVMLSVIEAGLRPELFTTVVG
TGQARTGFNSPESQNHHQGVGAAILEGQPHNKVHNDLGSAAGGWMPSLLSSVDPIFFMHHCNVDRLWDVWTKKERTAGRT
ALPTAEEAPRFDPEPFLFYIGDAGQPAPSTAGASMDIAPWGYAYTPGSGSASAAGLQSRRGTAPNAIARADEAFGLNEGA
TASLSLPEAAATAGPDETRQVAQVTFTPPRMLKGLSFDVFVSPGGETPELSEDSPGFAGSFEFFGMLKGHGHDFTAVIDV
TDAVARLREAGKLQADGSIDVTLAASGTGMEDQTLEAAPLQGVLKSVVFESF
>TDX31380.1 hypothetical protein EV657_105229 [Rhodovulum visakhapatnamense]
MSPVTIDGEDCSVGYTTLARSSDLIGGTVFAALTDRAGKVVKSEDGSDHVSVDADSISLLHIGDKIFSVTHLESRPRAMY
VSELAQDADGNLTPVSTRPVDFSDYGGLWVPCAGSVTPRETHLGSEEYPAEGSAKLRALTAITWP
>TDX31381.1 CRISPR-associated Cas2 family protein [Rhodovulum visakhapatnamense]
MPLTMIVTRDVEMRYRGFLTSVMLEIAPGVYVSPDMSAGVRQRVWSVMKDWWSQLRRGSLVLVWRDPASVGNLRIETLGE
PPKTIVDADGLLLVKRK
>TDX31382.1 CRISPR-associated Cas1 family protein [Rhodovulum visakhapatnamense]
MLKGRLGLDSAKVPHADRAGCLYLARGALTARDGTLAFLQGPQTEADALSEGDYAIPLQGVSIILLGPGSTVSHDALRLL
AHARTALAAVGEDGVRLYTAPPMIPDRSGLARLQARIWADDDLRLMTARRMYAMRLGEVLPHADLDVLGGIEGARMKETY
ALQAQRIGISWRGRRYDRANPMASDLPNQALNHAASAVEAAAAIAVCATATIPQLGFIHEDPGQSFVLDVADLYRDSVTV
PCAFKAARQVSERPSENIERVTRRMTGTALRRDGIIPDMIERIKALIEGRGA
>TDX31383.1 CRISPR system Cascade subunit CasE [Rhodovulum visakhapatnamense]
MSLHLVELPMQLRSLHLWAGQRGLSDVSDEGMALHHVLGEAFGPAMLQPFRLMVAPRSRVGTLYAYSRRDADELRDTGKG
SLTPGLAEVVQLDRLRSLPRAAESWTAGQRLGFDLRIRPVIRLASARDGRTESGAKVRFRKGAEIDAFLAAALLDDGSTR
EAVYLNWLAERLAPTAELDHETSRLASFRRSIVQRNGRRIEGPDATLHGTLTITDPDAFTGLLARGVGRHRAYGFGMLLL
RPPQRRRIC
>TDX31384.1 CRISPR-associated Cas5e family protein [Rhodovulum visakhapatnamense]
MIYRWMHLRLTGPLLAFGGIAIDHVGPSRDFPSASMLTGLFANALGWRREETERHQALQDRLVFGALIARQGRVLTDSQN
VQLKANDRGWTTRGRPDERAGGTYDSPHRRRRDYLADHDCRIVLRLTPEDEPDIGTLARALDQPARPLFIGRRPCLPSVR
LFQGWLNAPTPRAAIGALGLSGRALWPATDAEDEDEGSILDLADLRNWRSGLHGGSRRVIEGEIPGGVE
>TDX31385.1 CRISPR-associated Cse4 family protein [Rhodovulum visakhapatnamense]
MNVSTMPRAKRVKMPDPRFLQIHFLAPYTAALLNRDDAGLAKRLPYGGHLRTRVSSQCLKRHWRLADDPHGLDRIDGAEP
AYRSREIIGHKVLYPWAEGLEEAVLEPIREAMLTAVYGDKGTDKKSRQTLLLGEVEVSYLTAEAKRLVEDAAGDVQKAKE
IANDWGKAHKANFKAMSENARLPAGLTGALFGRMVTSDPKANIEAPVHVAHAFTVHAEEAESDYFIAADDLAREEDTGAD
TIQETELTSGLFYGYVVVDIPGLLSNLGGDARLAGAALHNLVYLIAEVSPGAKLGSTAPYSRASFLMLEAGDRQPRSLAE
AFRSPCAAETGQAVAALSNHLAALDAAYATGETRRIMSLANADVPEAERGTLADLASFAQGLPARIADRTA
>TDX31386.1 CRISPR system Cascade subunit CasB [Rhodovulum visakhapatnamense]
MPEPSDDLARCAVAIAAALAAADSGERAAARRMDEGGAPVFWRQVARLKLPRWQETGWLRFTRMVAILTPASARQTVHDS
NQSLGAVLAAAGVSEHRLARLLAARGAARDAALERAIRMVASAGPKLNVVDLARLVFGCDRNRLARTYYERLDHAPSEKS
EDA
>TDX31387.1 CRISPR-associated Cse1 family protein [Rhodovulum visakhapatnamense]
MAHDLLRDPLIRTDRAWHSLPGLMAAMERGEVAGFPALRPHQRPAWHMFLVQLAVLALDASDERALPDTEDRWRAAFRAL
TPEFADDAPWHLVGRDRSCPAFLQPPDPGGLKWSFVATPDALDMLITSRNHDLKREIAFEAAPQDWLFALVSLQTMEGFG
GAGNYGIARMNGGSSSRAMLTLAPARAGSAEIDPSAWWARDVRRLRAGREGLVGKALLWLDPWPDGRSLDLHALDPLFIE
VCRRIRLTLHDGRMAAERSTSKGPRVAAKEARGNTGDPWAPIHLTESKSLTLGERDWTHELLVELIYGGEWQVPVLARPD
PQEEAAPMLLVAEAVSRGNSKTDGFRSRIVPVPKAMVGHMLGARPRDLAEGILEDIAAVDQALRNGLALAAAEGDRDKVG
KAHYARTRPAREALRREADRTFFAELWTRMAETTDAGIGGARLRYLESLARQARVEFAAALPAIPCASLMRPRAEVRARR
ALETGLFRAMRKFHAAEEMNA
>TDX31388.1 CRISPR-associated Cas3 family helicase [Rhodovulum visakhapatnamense]
MGRALLDWFPEIGRSSAPSPKPALLHFFCGLLTLADWIGSDRKAFPFEGSFRSDYWETARDRANERVADIGLAEGSLHLR
AAPGWALISDYPSPRPAQEAVGDLPVNERLVLLEAETGSGKTEAALWRFATLVAAGEVDALYFAVPTRAAARQLQRRVNA
ALQRMFDPTPEAILAVPGQLLSGEAAGRPLPGFAVLWDDTTARPARWAAEHAARFLAAQVAVGTVDQVALGGLRAKYAHL
RGSALSRALVVIDEVHASDAYMTEVQLAMVRSHLALGGHAMLMSATLGAAARRKWLNEAVADLATDIARPYPAIWTTRGP
QPVAPDNDADKAVHIEVHRGWSGDAAAVLALEAANRGARVLVIRNTVMRAQETFAACNAARPDLLLAVDGQPTLHHSRFA
VEDRALLDIAVEEAIGKDSPQRGRIVIGTQTLEQSLDLCADLLITDLCPMDVLLQRIGRLHRHRRLRPSGFEAARAVVMC
PPDGLDPLTRTAENGLGAYADGPSLSGIYVDVPGLAATLAEIEARPVWQIPTMNRALVEAATHPDALDRVATAQGWQSYR
QRVSGRALAEMSAAGLVLLDRTAQLPRSFPDDERIRTRLGEDGVILTLPEGTRGAFGQPITRLALPAHWSRGLTGEEEVQ
VDPGPPMRMTVSDRAMSYGSYGLMQDQGDRHGA
>TDX31389.1 hypothetical protein EV657_105238, partial [Rhodovulum visakhapatnamense]
TRYDKTAESFLGFIDITSIRLWVRHLST
>TDX31805.1 phytase-like protein with esterase activity [Rhodovulum visakhapatnamense]
MTLRLWGMSSMLALAAGSVGADVKAEMNFNRIASFPVVENMAEGEDRSRESSAEIIDATADGMTLVYTDSPLGVLGMIDI
ADPAAPKPLGNVVLDGEPTSVAVVGQTAFVGINTSESYTNPSGRLAAIDIASRTETGSCDLGGQPDSVARARDGSFLAVA
IENERDEDLNDGVLPQRPEGWLVLVGLKDGALDCGSLKKVDLTGLAGIAPEDPEPEFVSINAAGETVVTLQENNHLAVVA
RDGTVLSQFSAGTVDLEGIDATDERAALIFTESQKGRKREPDGVTWIDDDHFATANEGDYEGGSRGWTVFSKDGQVVYES
GPSLEHAIVQIGHYPDKRSDANGVEPESVVFGRFGDAPLLVVGTERASVAAVYDVTDPAAPVLKQLLPSGIGPEGFVAIP
SRNLLVSANETDLVADGAARSHVMIYQYQEAPAAYPMLTSDGMDELTGWGAISGLVAGEPGTLYAVNDSFYGYQPTIFRI
DTTRTPARIVEAIRVTRAGRPAQKLDLEGITLDGAGGFWLASEGNSAKLVPHALYHVNAKGEIKEEVALPPELLANETRF
GFEGVTKVGDTLWMAVQREWADDPRHQVKLVAYDTAAKTWGAVRYELATPETGWVGLSEIVAHGDWVYLIERDNQIGSAA
VTKKITRVPLSELQPAPLDGPLPVVTKELARDLIPDLTATGGYVLDKVEGLAIDADGTMWVATDNDGVDDHSGETMFFAV
KP
>TDX31806.1 NAD+--dinitrogen-reductase ADP-D-ribosyltransferase [Rhodovulum visakhapatnamense]
MDDQPSLARRGPRHSTNLVGRSSEWLESCAFNDAPAPLHIWGVQEMNQGLFGMLDQAADLAEAGEAFHAYMMAMFGIDDE
QRDVPSAGRQRFRSSFLRLIQGWSFDSNGPAGAVLKGWVESRFGVCPSFHREIIDAVPGPAWDVYIEEKMSSQFHNNAIW
VQLDLLFEFSQWAIRRFAFPGQSHLTLYRGINDVERHLIVERSDRREAVIRLNNLVSFSSDREVADCFGDRILTARVPLC
KILFFPGLLPSHLLRGEREYLAVGGEFRVSVDYV
>TDX31807.1 ADP-ribosyl-[dinitrogen reductase] hydrolase [Rhodovulum visakhapatnamense]
MCDAARPDPADRALAAYLGFAIGDALGATVEFMTRREIAAQYGQHREIVGGGWLRLAPGQVTDDTQMSLALGASLVRCGG
LDLQDLCEAFAAWLKTGPADVGNTCRRGIQRYLTKGTVEGPLSEGDAGNGGAMRVLPVALATLGAPGRAEGWTLAQARTT
HHHPLSDAACLSLVRMVHRLIGGEGHKAVRDEADTLIEAHRDFRFAPYRGQCSAYVVDTMQTVLHHYLAADGFEDCLVRT
VNEGGDADTTAALAGMLAGATWGTAAIPARWLDRLDPAVAEAIRVQVPGLLALA
>TDX31808.1 hypothetical protein EV657_1044 [Rhodovulum visakhapatnamense]
MLTLDVGGALEFRACGDPKGRAFGAEVAELDRLRDDPDNPHAVRLFGDIAPAALAEAVGLVTGLPDEAIRGTIEGLGGSA
RLTGKMIARKADLAARPG
>TDX31809.1 transglutaminase-like putative cysteine protease [Rhodovulum visakhapatnamense]
MRFEVLHRTVYRYSGPVRPGPHLLRLTPRPGRVAELCQSLAVTPLPVARRDETDAHGNRVTRLDFAGETPALIFESRFTL
RTQAWLEAPEGGPVPPLCAVAPEVADFAAALGPPGAGPDRFLSALTEALHARIARQIRPDGAAWPAEVTLARGQGACRDL
AVLFIAAAASRGIAARFVSGYQAESEHPDGPRHMHAWPEALVPGRGWCGYDPTHGRAVGAGHVALAVAPGRGRIHRGAGD
GRDGGRSADRDRAGRCCARLKQRGRLAHRPMPGYPRVPGRGWRLAMRGARTSRTHPLQIAEVSAGPGLGRIGITFCPGKH
DPVASTGAWARDLDADLDAIAGWGARLVLSLVENAELVALKVPDLGASVRARGMLWRHLPIRDYSVPDDFFERQWATTGP
EIRAILRQGGDVLVHCKGGLGRAGMIAGRLLAELGMAPQEAIRAARHARPGAIETPAQLALVRRTEPADDRVLDLAALER
TGGRLGSNPGGVYRDAEGRRFYVKELESPAHARNERIAAALYRLAGAPTLIYRPTADPCQVATEFVTLEKAHAAQFSEDE
RRFAQRWLGVHAWTANWDAAGFDGDNQGVVGGGRC
>TDX31810.1 hypothetical protein EV657_1046 [Rhodovulum visakhapatnamense]
MHRTIRAGEADQARRQWRVFPLNVQRDHHDSHDPLRTHLADFMAAYNFVRRLKTIDGLTPCEYICRIRTSEPDRVSLNPI
HEMPGLNA
>TDX31811.1 trk system potassium uptake protein TrkH [Rhodovulum visakhapatnamense]
MARLAALRSGRFLPPPLALMLTYAALIVAGTLLLKLPAARTVAMTWSDVAFTATSAVTVTGLAVRDTGTEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRHYLREDLNQTSMSGLIRLTKTILRFVLVCEAAGTAFLAVVFVPEFGWQAG
LWSSLFHAVSAFNNAGFALYPDSLTAWVAHPVVNVTVPALLILGGLGFTVVADMQRRTGWRGYTVHTKLMLVGTLVLLVW
STATIAVLEWTNPATLGQFDAVSTKLWASWFQAATTRTAGFNTVDIGGLTQATTLLFMTLMVVGAGSTSTGGGIKVTTFI
VLLLATVSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSTLTILIALFVLILFHEGEFLDLAFETVSAFGTVGLSRGITGD
LDTAGRAVLMGVMFLGRVGPLTLGFLLAVRSPKRVSYPAGTVYLG
>TDX31812.1 trk system potassium uptake protein TrkA [Rhodovulum visakhapatnamense]
MKRRSFAVIGLGTFGSTVATELARFGNPVMGVDLDDKIVGRYADVLSEAVIADGRDELALREAGVGNYDVALVAIGEDLE
ANILCSMNVKMLGVKAIWVKALSKTHHRILSKIGVDRIVLPEQEVGQHIAQMLHNPLVRDYVSLGNGFHVVDLTVPEPLE
GRAVGDVKLLSGYDLRALGAMREGEFLSCEGGELRLKAGDKLLVLGRRADLRRFGDDLLDEA
>TDX31813.1 4-coumarate--CoA ligase [Rhodovulum visakhapatnamense]
MIVRSSRFAPVPLTGLSVTERLFRGLTPRPDEMVLVDGPSGQGLTAGALIDRIRRLAGGLAARGIGKGAVVALMAPNIPD
FVTVFHGVAYAGGTVTTVNPTYTAEELAFQLKNSGACLLVTVPGCLATARAGAEAAGLTEIAVIGAEAPDGGAVPLEALM
GPRLAAQVPLDVARDIAVLPYSSGTTGLPKGVRLSHRNLVVNIDQGLAACDMRPGDWTVGFLPFFHIYGLTVLMNMVLSH
GACLVTMPRFDPELFLRLVAERRTRELYIVPPVATALARHPMVDQFDLGAVETVICAAAPLGAAQGAELAARLGCRVMQG
WGMTELSPIGTMSSPGRDKPGAVGVALPNTELRIVDPETGADLGPDQPGELWLRGPQVMQGYLNAPEATAATLTADGWLK
TGDLASIDAEGFVTLHDRLKELIKVKGFAVAPAELEAVLLTHPDVLDAAVIGRPDPEAGERPVAHVVRRPGADADAEALK
AHVLAHLSHFKALAEVHFVEAVPKSASGKILRRLLRDAA
>TDX31814.1 hypothetical protein EV657_10410 [Rhodovulum visakhapatnamense]
MTRPSIPLAIEDISAFSRALAHQLRAAEAAPSHLSLMNMLARAGGFRNFQHLRADRLAEDRLTDAPTAPVTDPDPVNHRR
IERTLTHFDADGRLLRWPSRRAMQVLCLWALWARLPAGQTWTERQVNERLNAWHLFGDAALLRRDLFETGLVTRRRDGSD
YRRIEQAPPAEPRVLIRLLAQRG
>TDX31815.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MAQSLNLLHLATFADVAALGSFSAAAEKAGISQPAVSQQVRQLERHFGVRLLERVGKRVRPTEAGQIVIEGARRIGEELD
AVRAAVEPHRDGRAGRVRIGTGATACIHLLPPVLGRLKRAFPGLDFVVRTGNSTEIQRLLEQNLLDLAIVTLPAAGRALE
TSPLCDEALLAVGPAATAGAPTTPQAMAARPLILYDSAGHTRGLIDGWFRAAGLRPAPIMELESVEAAKELVAAGLGWSI
LPASSVARPGASGGLAVQPLDPPLGRQLALQLRRDKRLSPGLRHTVAAIRQGLGRVVPLRAP
>TDX31816.1 phosphinothricin acetyltransferase [Rhodovulum visakhapatnamense]
MTIQPAPLGPPSPLTLDDCTARDLPGVQAIYAEAVRTGTASFELDPPDLDEMRGRWETVTGAGFPWLVARAGDRVAGYAY
ANTYRPRPAYRGTVENSVYVDDGFRGQGIGGALMRALLARCEAAGFRQMVAVIGDSQNLGSIALHRALGFEDAGVLRSVG
WKHGRWLDSVQMQKPLGPGDTAPFEG
>TDX31817.1 hypothetical protein EV657_10413 [Rhodovulum visakhapatnamense]
MIGRPTAAAVGLTQMVNWGVSYYAVGVFAPVIAADLGWSLARTHAGFSLALVPMALSSGAAGRLVAARGSRALAAGSVLL
ALGLAMLGTSGSFSVHAAGWIVAGLGMRLCLYEAAFAALVRAGGTGAPCRRSRCWAGSPRPCSGRWVICWPKPAAGAAGF
WPMPGSRWRRHRCS
>TDX31818.1 hypothetical protein EV657_10414 [Rhodovulum visakhapatnamense]
MLVAASAFLSSGLSAHLIGLLGALGLPVAAAVGLAALPGVGQSGARLAETLAGHRIRPLGLGVLASGVLLAGMIAGLAVA
GPGAIALILVLAYGAGNGALTVVRGAQPMVLFQLASYAEISGRLVAPSFLAAAFAPPVYAAAIEIWGARAAMGLSLGLAL
ATFAAAWALWARIGPTTDPGLPV
>TDX31819.1 secreted protein [Rhodovulum visakhapatnamense]
MTDMSTMNRRSFLKRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFAKDYARRVEEMSGGRLKIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLSWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKGEVNTVADLQGFKYRTVGLAADLMAKMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
KNYYLASYHQASESFEFLFNRPFFEDLDPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LKAWDELIPELEQDAFMKKCLDSQRAWVERVTFFEVMNSPDYTLAYDHYFPGRLKL
>TDX31820.1 TRAP-type mannitol/chloroaromatic compound transport system permease small subunit [Rhodovulum visakhapatnamense]
MIGFIRFADALSAWFGKTFAWLIVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIVAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRTNEWLEADEDIFETEDILMREADKAERGPHI
>TDX31821.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MTDPQIALIQLGLFIVFVFLGFPIAFTLMAMGIGFGYFAYFDAGRMWRAFDRLDDTAGTWTQITTWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKNIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSVAPRPT
EDEIPDVPFGRLLWMIVTSFLPLAVLIAAVLGSILFGLATPTEAASVGALGGLALALIYRALSWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQVIGQFVEGLNLTPVQFLILAQLIIFLLGWPLEWSEIIIIFVPIFLPLLAHFEIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYLLPELVYG
>TDX31822.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase A subunit family amidase [Rhodovulum visakhapatnamense]
MKDLDTPMQLGAVALRDRLASGALSALDLVEACLARIAAREPEIGAWAWIDPDYARDQARRLDAHRVSGRALGPLHGLPV
GLKDVIDTARIPTENGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLAIGTQTGGSVIRPAAFCGVTGYKPTFGAIPRRGVQMQSHTLDTLGVFATDPLGAALVAEALFGFDETDPATAL
APPPRLLDTARGAPPLPPVFAFVKPPGWDRADAETHAAFAELTAALGEQVFEVALPPAFDAAAAQRARINMAEMARYHYR
YVRDGLDRLGPETRDALEEGARIPARDYLAALDWPKVLNAGLDEIFTRCDAILCPAAPGPAPEGLGATGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGDDARLLRTAHWLYGWAGA
>TDX31823.1 hypothetical protein EV657_10419 [Rhodovulum visakhapatnamense]
MDRLIAAFAFAVFLGFVGILALEVPHVDLWAVIAITVALVAADLVFALFKPRD
>TDX31824.1 glucose/arabinose dehydrogenase [Rhodovulum visakhapatnamense]
MKTTLIGAAAAAVLAMPAFAQGADVPDNLEKLGNFQTTGTTDFTYVPQEDAFADGIRKTLERITLPEGFRIGLYAVVPDA
RHMAVGPQGIVTFVGTRKDKVWAVTDRNKDRVADEVKDFAPSLKFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFNLVKQGELIPPEEESYNHTARVCKIGPDGKIYISLGQPFNVAPPEKLDLYREVGIGGIIRMNTDGTGREVYTYGI
RNSVGHDFDPETGDLWFTDNQVDGMGDDIPPGELNHQTEMGQHFGAPWYGGGDVRTNEYAGQDVPHDVVMPAVEMAAHAA
DLGMTFYSGSMFPEEYRGAIFSAQHGSWNRTTPVGARVMVTHVAEDGTATSEPFAQGWIDGNGEYLGRPVDVAQLRDGSI
LVSDDLAGAIYRIWYEGM
>TDX31825.1 cytochrome c553 [Rhodovulum visakhapatnamense]
MKGLSALALGGLMLASAAFGDAAPGDLAAGRKVAGLCRVCHGLQGVAQVPIAPHIAGEPVSYITRQLAAFRSGAREHEMM
TVVARGLTDTQIANVATWYSAHTARASLPPGADASAAPALCVTCHGETGIAVNPDAPNLAAETNIYLATQLKAFRSGKRR
HEIMSGIAADLTDDEIRASADWYAAMRLEVTEPGAPGPCGAAC
>TDX31826.1 cytochrome b561 [Rhodovulum visakhapatnamense]
MSDTNASGPANPEAYSFRQKLAHWGVVVLVAAQYLVFDAIGRDFGRGMKTGEWVYSPVATGHILFGFAILALMVWRLKLR
RDEGVPALPAAEPGWAATLARLTHGAFYLMLLAMPLVGAAAWFLQSGSAAEMHETAANLLMALIAVHVAAVAVHQFRWKS
SILSRMM
>TDX31827.1 L-threonine O-3-phosphate decarboxylase [Rhodovulum visakhapatnamense]
MAGGRDHGGDLTGAIKRFGGAPGDWIDLSTGINRVPYPAPPASASALRDLPGQAAMDRLTGAARGAYGTGWPVLPLAGAQ
AAIQLLPVVAPEGPVRVLGPTYNEYAGAFEAVGRAVETVPDTRALAGAGLAVIVNPNNPDGRRLSPEALARIAGTVGVLV
VDESFADPHPALSLLPGTCPDNVLVLRSFGKFYGLAGLRLGFVLGPDALIGQMAGRAGPWAVSGPALEAGALALADAGWR
EASRVRLMAETARADALAEAAGWRPLGGTALFRLFDTGDAGAAQARLGRARIWSRIFPYSATWLRLGLPGSEAEWARLEA
ALSA
>TDX31828.1 adenosylcobinamide-phosphate synthase [Rhodovulum visakhapatnamense]
MSAAAMLVALAVEGVAGWPDRLHARIGHPVTWIGALIAGLESRLNHPGDAPATRRRLGGLTVALTVGAAVLPAWALAAIL
PGGWPGAVLTGLLAAPLVATRSLFDHVARVARPLAAGDLAGAREAVSMIVGRDPARLDRAGMARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLANLLPARLTGALFCLVARHPVRAAKTMARDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPGPRDLWRGLGVYLQAMAVLALGLAALVWAFGG
>TDX31829.1 threonine kinase [Rhodovulum visakhapatnamense]
MPASPPVPRPVPRSRPGPACRSARVAGHFGEFLQGRLGPDGPVALVTVPCPALEVRAVWRPGQMAGLWQGGRPVLAQGQV
ARLARLFGIAPGRLRLFVGMPPGGGAGASTAALLAAIRCLAPIALSPDTEAALCLALEGATDPLMQPVPEALLWAPRAAR
VLGRLAPGPGFEIVGGFAGPGRRTDPADTAFPDISDLVAAWRVTTDRAGRAQLATESARRCHALRGGPDPAPIWALGRDL
GALGLVAAHTGPALGLLFAPGDAPRQTETALRAAGLGRVLRFRTGGGR
>TDX31830.1 acyl transferase domain-containing protein [Rhodovulum visakhapatnamense]
MISRHSIGSEIADDRVSCVTGYSAILPGADGIDAVWQVLSEGRCTISDMPGDRWSKARWMSPEPGLAGHSYSQRAGIVAT
AFDFDAGCFGITPREAEQMDPQQRLLLEVTARAFDHAGIDPAAVAPERVGVFIGAASLDHSTTMLQDPDMAGPQYMLGNT
GSIMANRISHLWNLQGPSYIVDTACSSGLFALDHARRAIASGQIDTAIVGGVNLLLSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFILERLTTAQAAGRRVRSVLVATAVNSAGRTPGIALPSADRQAALIEAALAEAGHDPDALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQMALDRQTIPATLHCDEPNPEIDFAGLNL
DVARSARALPPADRPWLAAVNSFGFGGANAHAVIRQPRPDENAPDADAARLPPVLLLSAASEAALTDLARSWHALAEAAP
ADLGARIATANWRRARHRHRLCLPAATAGALAGGLADWLGDARMGAPGASAETTLRDAPLAFVYAGNGAMWAGAARTLME
TDATFRGVFSEIATDFAALGIPGLADTLADPDLEARLGEAEVAQPLTFAIQVALTEALAEAGLRPAAVLGHSMGEVAAAI
AAGRIARDDGIRIIAHRSRAFEPLRGKGGMAAFAAPRDRIEALIADHGLAAEVSAENAPESITVSGTDDALKALARIART
HRIAGRILPISYPYHSAAVETLRQPLTRGLSRIAPRDGSVPFYSGWDGTRYDAPLDGVYWWRNARLPVAFREGVRAMARD
GIRVFLEISPRTVLRTYLRDTLAELDCETRVLESLDSTRSEERDAGSIARAALAAGGAVDRARVLGSERPVADGLPDYPF
DRQTYRLDSPVAADIFHRRPQHPLLGARLRPDSAEWEGEIALARIPWLADHRVGGRVLLPATAMVEMFAHAGCEILKSDE
IELRDVEFLRPLELPEKGAVPVRLVHEPTARRMRIEAGGPRAWAPVAVARLFAATGTRPAPVTAPEAMGEAGPLYDGLRA
AGLDYGPAFARVTVLDRDGAAVRTALAPRDAAPGFRFDPALADAGLHGAVLLLEGRDARLRVPARIAKVRVCGPGQIICA
RLSRAGGWDESLAFNMVLADATGTALLAFEGLRLRPLPTGAAEPHAYWDERLVPLAGGGADAIAAAAEAACRPDQTPSDA
DVLRAALGSRLAWDRVATGTDPADPRHDMARHWLASTGHGEGAPQIAADCPWPPADALLALLPEVAPGASAELKSALAAA
AGEERPADPLPLAARTLETLLEAAAPLGRIALAGALDLGLVAAALSAGGHVTVLAEDSNALDRLRARLDTRLPLRFLALT
EARAADLVLGCCLAQSFAQRESAGRLAALVAPGGTLIAAEEAPDLFALMTLRHRDADALDRLDRAFHAAGLDTASGTARG
SEALRLIRATRPAARAKARPALGLTGSGPLAEALAALPPGTDAPVAFHCAALDGDDPLAAARIFRDLPETDGPLWVAVGG
TDRWEELTGWRRVVANETGRDIRLICADPDVAPERIAALAATSPEAEIRVTAAGAAAPRVVPVRPLAPGAGPRRLVAERR
GVALDGLVWAGLPDRPLQPTEVEIEAVASGLNFRDVMWAQGVLPPEALEAGFSGPCLGMECAGVVTRAGARAGLAPGDRV
IAMAPHAMANRVITRAEAVMPLPETVDLETAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGAR
VFATAGSPAKRRLVTAMGAEAVFDSRSPGFEDAVMAATGGRGVDVVLNSLAGEAMERSLACLVPFGRFVELGKRDLYENN
VIALHAMRNNIAFHAVDADQLLLHRPDAARRTLERLREAFAEGVYQPLPVTAFPAEDVAEAIRTMQRAAHVGKIVLTAPK
ERGTARPAAAPIRGGWLVVGGTRGFGLATARWLAAQGAEHLWLMSRSGRVDPGTLDGLGTAAEALTCDVADAAALDAALT
QIRASEVPLRGVVHAAAIFDDALLADLDETRLSAVLRPKLVGGQTLDRLTRTDALDHFWVFSSIAARFGNPAQAPYVAAN
RGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALAKRLPPMTTEAALDRLGRALAAGACGPTLTVAPMDWSRM
AGTLPVLGTPLFDLIDIRASATGPGTFDLAALLQTKGPQEARKLLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMA
INLRMAVEERLGVTVPVMSIDEGLTLAGLVNRIIEASGTSEAEAGDAMVEEMARRHLADGTLDKGQLDEIRQRAQGSSGG
R
>TDX31831.1 7-keto-8-aminopelargonate synthetase-like enzyme [Rhodovulum visakhapatnamense]
MTGTRDTLNRLRALHAGTPRAVAAPTAAKAGPGRADFTTHPAYRQVAVARSAAAALDVENPFFRETEAVDGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRRLETGLARFLGSEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSVPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGRVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGRGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEAAIDATVASAAARIREVGGARF
>TDX31832.1 short-subunit dehydrogenase [Rhodovulum visakhapatnamense]
MTDPIRSVVLTGASGGLGRALAAELAAPGRHMLLMGRDAGRLAEAAEAARARGAEVQTAAVALTETAALTRCLQAFDAAH
PVDLLIANAGVKTGNRGGIEPAAQAERVIAVNLTATIHAVQALLPAMGARRRGRIAIVGSLAAIAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVRVTTVIPGFMDTPMTDRQKGPAPMLMPPERAARIVARGLDRGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>TDX31833.1 capsular polysaccharide export protein [Rhodovulum visakhapatnamense]
MSLSRFPLAGRRIVFLQGPSSPFFRDVATACARLGAEVLRVGFAPGDRLYWASGCGRYIAYRGSAERFGAVLADLIRGEN
LTDLVMLGDGREYHANAVSAAKVADGITPWVIEQGYLRPGLISVEPWGTGGRSAIPARFAATTDTRPDLPVPEPAPGSFL
RYAAFDVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWILKAVRAPARARQTEAALARIAAHAGPVFLVPLQLDTDFQI
RDHGTGRTQDQDLAAVMASFAAHAPSDALLAVKEHPLDNGLRRWDRRAERLAREAGIDDRVAVFPGGRVEALFPALAGIV
TINSTVGLSALLEGVPVKVLGRAVYDLPGLSHRAGLDAFWTAPERPDPAEADRFRRFLRHDYHVPGAFDGPDARRGAEAL
ARFIAGERPQ
>TDX31834.1 capsular polysaccharide export protein [Rhodovulum visakhapatnamense]
MLQGHPSGFWRDLAAGLEADGHRVVKVNFCLADRIFWGRRPAIEFQGGLKRWRRFVFRLIEREGVTDILYYADRLPYHAI
ALEQGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPKTRSEIEALAEGVEAPDMRNLYPFGFGVEAFNEVSFALLQS
FGRPFYPLHVSDRPHWPVIEYLSWLPGLVRGRHRERAAVALTERLAAEGTPFNLVAMQLEVDYQIRASSDYPDLISFLDE
TLQSFAATAPADRHLVVKLHPLDSELGRWFSRIPRLARRHGIPERVHVIRGGDLGALIGGSRGVVLVNSTVGIHALRMGV
PVCAMGRAVYDLPGLTHRRGLDRFWTAPDPVDTDYFQSFQRALSTIQVKGSFYNLEGRAAAIAEMRRRLAV
>TDX31835.1 PAS domain S-box-containing protein/diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MSKERDPRMTLRRAGAPVGPAALRARLADLLAALAVPAWATGSDGKVLAANSAAATLLERASADWAGLGDGALLPERCAR
RLQGARATLLHGARARVRYRGGFLTGTGRHRLLDCSLTRLAGIAGAVLVQAEPVGLCGASADPRAAETCQGEIGSGVEAS
AWLPPGMSRHHEVLQRAAEAAGFAQWYLDPARRRIWVADGVPALLGFAPGEVALDSSWLRARLHPEDRPAMRAVAAQLIR
GGSESMRIDCRLRHRDGSYLWVEATARRIVATPGRRTILCGSLSDVTHFKDHEARLQQALFDARRARTEAAKTEGLMRIA
TEGAGFGHWTFDPATGTYWLSDACFRSLGYRPGSIDTSRIGFREVIHPDDAGAARAALEALLAGESELLHIDSRLRTADG
SWRWHETTARLVPLAEVGLPPLVCGISRDITARKTHEQDLARALEAARRARDEAEAARGKLHLQATILRVSTEYSNVVPW
HAIPALGLVRADAHLAAMLGYPPGHRIGSAEFRDMIHPDDAREALGLVDALYRRETEAFSAEFRVRRGDDGWCWVASKAR
WLDGAGSGLPDMVCGTLTEITASKANEARLAEALAAAEIARKEARASEQMLRTAAICGNMGAWSICAERGEAWMTAEGFR
QLGYEPGDFVPDDAGWRDLIHPDDLPATATAMDAVIRGEAEVYDYDHRIRHKDGSYHWYRTVARLIDRRAEGLPPLLAGA
HTCTDRQKQNEARLSEALAEAEAARAESQTREEMLRTSALCSGIAHWVVCPDTGEGWIPEGTYGLLGYAPDAFPPENRCW
RGLIHPEDSDSAVAGMRDLLDYRADGYTHEHRLQHADGSYHWYRTVARRVDRSATDQPDLIAGALVSIDHVKENERRLAE
AAEAARLAGERLNTLADNAPGALFVFRVTPAGQFDLPYFSAKLPALMGLTRAEIEADSEALLRRVDPDHIQDLRLAISKS
RRGLTPFEMRLRVRMPEGEFRWVLVASLPFRREGGIVVWFGNVFDITEKLAVERRAAEAAEEVRRAHERLRSVALIAPVG
LYEFRRKPDGSSDFPYTSPQFEDIMGLTRAEIEARDRNVMKRVDPVDLQRVADSTDASARDLSLWSERFRIRHPERGQVW
LSGAAAPRRQDDGTIVWAGALHDVTADVRREAELRQAHQLAETMRAENERQALHDGLTGLPNRRYYDQVLADRIEAARTG
DGPRDAVLIRVDLDHFKYVNDTLGHEAGDRVLIRVAEELRGALRAADFAARIGGDEFSILLGPGMSAENAREVVERVQVA
LARPLTYEGRLCRFGASFGIAHTEDIDAMGAELQLFADAALYRAKEGGRNRMEFFTADLHRNILNDREIGAELHEALERD
EFVPFFQPQVSAEDGHLVGAETLLRWRHPEKGLLAPDAFMHVAEQLRIVAEIDRIMMQKARGALERWRAQGLVLPKISFN
VSSGRMHDPDVVSLARSMVGSGTKVTFELLESILVEEESDAFRFHLAQIREAGIDIEIDDFGSGHASIIGLMEIAPQALK
VDRRIVRPVATDMRARNLVRAIIEIAETLGIATVVEGVETAEQATVLRGIGCNIFQGYLFAKPMSEDDFLAYALAHPEKR
A
>TDX31836.1 hypothetical protein EV657_10432 [Rhodovulum visakhapatnamense]
MARTEDYTHDGLKALREAPVSTILDAVEQTARGDRVTVRGLFEALGSVSFLPLMMAPALAVVSPLSGIPGFSSLCGLAIA
LVAGQMLIGKRHLWAPGWLMRREIRAERTRSAVDWLRRPARWLEWAARPRLRFLVTPPLVKMLQALCLLAGLSMPFLELV
PFSSSLLGAAVVTLSVAMLARDGLLALIGLAPFVAAGAVIAGVLG
>TDX31837.1 entericidin EcnA/B family protein [Rhodovulum visakhapatnamense]
MTRIVVFCLSAAALLGVAACETVEGAGQDIEKAGGAISQEAREAQN
>TDX31838.1 two-component sensor histidine kinase [Rhodovulum visakhapatnamense]
MTENLKARISARRLTKSLALWLIGALTVAMLPLGLISVSQTSNVLHETERLSGVALMDRTQRASSRTQALIQEAFGAART
VAAANVLFEGGGVSCDSVLARLVKDSPTYLFAGFVDTEGQITCSSTGERRRILDESYFLNLLRDPQPRVDTRLSVALRGA
RVVRVSVPLYEASELRGFVVISIPYAAAYYTLDDGGAEVDLLVFDREGEFLTAEAAKREDGTDVGRLEHSARPESFEEVL
PRDSTLDRLAAEGRQSFRGTNRLGEIRDFAVVPVIDDRIFVMGSWAPGRNSLAPTAGRTMALYFPILMWGAGIVVAYFAV
HRLVIRHIKRLQGWMRLYASGHTDFAHARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNL
QLITSIMNMQIRNAHSAEARRLLKRVQDRVMALAAIHRYLYMARKLSMVRADRLLDDIIRQLVVVGDIDGTDKSVKIATQ
FSPVEVNPDQSVPLSLLATEAAINAVKYCRPPPSGGPAWITMALQTLDDGRVCLSVVNSRNEDPEPKAEPGDPESSGMGR
QLISSFATQLDAEFEAHSDPDRYELHLTFRPLPASAEEEEEPETEEAAE
>TDX31839.1 RNA polymerase sigma-70 factor (ECF subfamily) [Rhodovulum visakhapatnamense]
MSAVSDPREELVTHLPAMRAFALSLTRNAATADDLVQDAIVKAWANFDKFEVGTNLRAWLFTILRNTYYSMHRKRRREVE
DPDGALAAHLSEKPHHDGRLAMEDFKVAFAKLTDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMH
LNDTDDLSMTDPVTLAGLSSKRLA
>TDX31840.1 hypothetical protein EV657_10436 [Rhodovulum visakhapatnamense]
MQEQIDENLRRVYAQAVEEQVPDRFLKLLEQLRGDGEDVAKANNGDTK
>TDX31841.1 CheY-like chemotaxis protein [Rhodovulum visakhapatnamense]
MTHPNPSEDLSRVIGAELPYLRRYARALTGSQTSGDAYAIATLEAILADRGIFEQGLPPKVALFKAFYGIWSSSGGRIGE
PEPVSGIEARAQSRLASLTRNTREALLLHSIEGFTYDEVGAVMGLPGDEAASLIAIARDEMARSIAGRVLVIEDEAIIAI
DISAIVKGLGHEVTGIGRTRRGAVDLAKQTPPDLILADIQLADKSSGIDAVNDILAELGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>TDX31842.1 uncharacterized protein DUF1328 [Rhodovulum visakhapatnamense]
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVIALVARALRGRMP
>TDX31843.1 ElaB/YqjD/DUF883 family membrane-anchored ribosome-binding protein [Rhodovulum visakhapatnamense]
MAQSAQARNGSASVQDLEVQIEALKGDIAQIARTLGDLSEAKKNDMRDSVQRRAAEIRERGEATVAGMQSRGAELGEQAA
DAVRRQPAAAMGIAVGLGFLVGLMTGRR
>TDX31844.1 hypothetical protein EV657_10440 [Rhodovulum visakhapatnamense]
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTGAAWLVLSAGHGAVFAATVIGAAYLGVGLIFWGLSLRRSPPA
RPAAPADPYTPFVHMAEGFAAGLEAGRAARAPNGDARH
>TDX31845.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum visakhapatnamense]
MSEPRADALAPGATIGILGGGQLGRMLSVAASRLGFRCHVFEPAPEPPAGHVAAHVTTAPYEDTGALARFAASVDVVTYE
FENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGLGLATAPFAAVDDEVDLAEALDEIGVPGILKTRRFGYDGK
GQARIMAPEDGPAALAELAGAPAIFEGFVEFSSEISVIAARGASGEVACFDPGANVHRDGILRTTTVPAPLTVAQRTDAV
LLAGRILNALDYVGVMGVELFVTKAGLIVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLIG
DDMDRLPDLAADPKVALHLYGKTETRAGRKMGHANRWVGPAAS
>TDX31846.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum visakhapatnamense]
MGDVKVGIIMGSQSDWSTMKEAADILDALEVPYEARIVSAHRTPDRLWTYGKTAVERGLRVIVAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAERLDRWRADLSASIPEVPA
DE
>TDX31847.1 hypothetical protein EV657_10443 [Rhodovulum visakhapatnamense]
MNIASEMNSDEVLRVKLEVLRREHRDLDDAIHALQEKGTGDSLTLKRLKKQKLALKDRIALIEDQLTPDIIA
>TDX31848.1 HSP20 family molecular chaperone IbpA [Rhodovulum visakhapatnamense]
MTKLTLGSYPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFRDEDIAITVEDRQLVIRGRQVEDCA
ERVFLHRGIASRQFQRSFVLADGVEVTGATMENGLLHVDLNRAVPDSVVQTIRISRA
>TDX31849.1 hypothetical protein EV657_10445 [Rhodovulum visakhapatnamense]
MNEKYDLLPEGGERIVYVRPVKVADLPEEVQRQALGLDELYAVHDVNGGRLALVRDRKLAFQLARQNDLAPVNVH
>TDX31850.1 lysophospholipase [Rhodovulum visakhapatnamense]
MDEAPLYADVAHGPEGGRAYWLRTEDGVRIRIGVWGREAPAGTVLLFSGRTEYAEKYGAAAAALQARGFATLAIDWRGQG
LADRTLANRSLGHVARFADFQADVRAVRKAAEALGLPRPYHMLAHSMGGAIGLRALIEGLDVATAVFSAPMWGIRISAAI
APLAWALTGLAPRLGFGPVRVPGTGGTTYVLATPFETNDLTGDREMYEILRRQLTAHPDLSIAGPTLSWLGEALSEAAWL
ARQRSPAVPALTFLGGRERIVDPLAIRRRMADWPGGRLDVIEDGRHEMMMEPPAIRDRLFDLAAAHFRAQSG
>TDX31851.1 putative sterol carrier protein [Rhodovulum visakhapatnamense]
MSDTLDKAVEALNAKLSGGFNGVAKFAIEDTGDIIVDSDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLKI
EGDMGKAMQLAQIFT
>TDX31852.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]
MAKTLRILNLALAVFSASVFLAERGLADSARADDLLEELQRPDLPNWQRVEDALWTEWSKSGSASMDLLLKRGRDAIEAE
AFGTAIEHLTALVDHAPDFAEAYNSRALAYYRSGLYGPALSDLAQTLELNPRHFGALTGLGTILEETGHDTAALGAYRAA
HAIHPHDPDLEEAVHRLEVVTSGRTL
>TDX31853.1 ATP-dependent RNA helicase SUPV3L1/SUV3 [Rhodovulum visakhapatnamense]
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPDRTQYWVATVE
AMPEATGADFLAIDEIQLCADPERGHVFTDRLLHARGQHETLFLGADTMRNAIAAMVPKVQFMRRERFSELVYAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVELYQNGDVDYLVATDAIGMGLNLDIRHVAFSALD
KFDGRRMRPLWPNELAQIAGRAGRHTQAGSFGVTGEARPLPDEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAQGDWLTRVRESDDLQALKSLSGLPDLRARIRDSRDVKLLWDVCRIPDFRGISAAEHAGLLERIFGFLHGAGRVPDDWM
ARQVKRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWREQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GAHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRVVEAMGL
LSRDGVAQEVKDLDQEARAALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLARNLDEFPESPPPGLVTIPVVPGVTEE
VYRLAGYRPAGTRAIRIDMLERLADQLRSEDTRGGFEAKADMLSITGTTLEQFADLMQGLGYRAERGERPKVKAALAAEA
PEAEAPAPDATAEQAADQAVDATPEAPAAEVAPETAEETAPETGAEPAAESEAAPAEPPEDAEMEVFYTFTWAPPRRRQG
GGRPRGDGAQGGQDRGQDRGQGDGPRGRGGKGGGKHGGKGGKHGGGGGKPGGKGGPRHDGPKTFEARPPRKEKPIDPDNP
FAAALMGLKTKK
>TDX31854.1 heat shock protein Hsp15 [Rhodovulum visakhapatnamense]
MTEAPRQTLRLDKWLWQARFFKTRTLATKLVAGAHVRVNGTKTDKPAAQIGPGDTLTFPQGHEIRVVRILALGDRRGPAT
EARTLYEDLTPIKETPPASPKYEGGGRPTKKQRRDLDRTRKPPLE
>TDX31855.1 ferredoxin [Rhodovulum visakhapatnamense]
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAEVWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGVGG
>TDX31856.1 CarD family transcriptional regulator [Rhodovulum visakhapatnamense]
MTKTKKSEFRPNDYVVYPAHGVGKIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVSGMDEVGAQKQV
DEVLVSRAA
>TDX31857.1 two-component system CheB/CheR fusion protein [Rhodovulum visakhapatnamense]
MGTEADPRQLPDEIHSGTVPPIVGIGASAGGLSALETFFENCPSDSGAAFVVIQHLSPKHKSLMAGLLARRTAMPVSMIE
TDTRVAANHVYLIPPGTVMRIDRGVLRLAPRNEGLSLPIDIFFSSLAEDCGDRASGIVLSGTGSDGTRGAIAINAAGGLV
LIQDTKEANFDGMPMSVRRAGVVDAELPVSDLARRVLEHRSRPPKIPFGPEQDAETGQSAAGSDGSSGETDTLEVIFQAL
EDATGTNYRLYKGSTILRRIGRRMQVLGQPDLQSYVDLMLSSPGEVTALNRELLISVTRFFRDEDAFRVLEETVVPRIVE
SLGPDQTARAWVAGCSTGEEAYSIAILLHEAFHRAGRTPMVKVFATDVSQDSLQFASAGTYPASVGAEISPERMERYFIA
NGDTVQVSSELRQSLVFARHDLLSNPPFTRMDLVSCRNTLIYFRQDAQKDALLRLQYAIRKAGFLFLGSSETLSSLQNGF
QPVDSKHKVFVRVSARPSAQFDLSALKSSTPFDHGLKSRQFAVDRDSRPTMSARAFGARGPVRESLTDMAINALLDAWAP
PSILVNDKLEAIHFFGDLRPFLLTRSGVASLELVRLLPKTLVAMASVLIHQAIETAQAQASEQIEVRLEENASVLRLHAI
PFAGTELGACVLLSFETVEREPRTTPEGAQRIDLTAVAQARIDILERQLDSTRADLQTTIQELETSNEELQSTNEELMAS
NEELQSSNEELQSVNEEINTVNAEYQEKMAMLNRLNADLTSMIRAVGVATVFLDEALLITRFSPDACSVFKLRESDVGRP
LGDIAHRLKYPALLDDIRDTIRTEVSFEREATAEDGALYRVRIMPYAVQSTGHRGAVVTLTNVTVYRDLARLQGVIDALP
EHIAVLDFDGTIVLTNKAWTRFARANGDSGLERCGPGANYLEVCRSPMPGQPVPWDPEDQRIALRALEGLKSILEGSQTY
FALEYPCHSPSEQRWFYMTAATVAGSEFGAVVSHIEITSWFRNMKQG
>TDX31858.1 PAS domain S-box-containing protein/diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MGRHDAPVPLPAAESGGTSDFERASPQPSEPLSGVLRRTTAEGWSTLAPGSVQTSTDHLELVQAELELQNQELLEAHAAS
ERERQKYLALFEHLPLPAVVLDQAGVVREANDSAAAVFGFPSVDHLCNRSIYRMLDQDSRSRVHAYLSELPSQDETVPQP
AAIVPVHVGRPGDGVHLSYHAHLARLPFCAHDGDRVHMLLVDRHADDRQERDQRCRQMLSDATSTLFHAFDLTGNLIFSN
RATSALIGNGTGLSVEQRRDFDGLLGSRALDIEVLISGKPASNHGSFAATPEDRRSFLIQKFPLRDDSGKVFAVGGTSTD
VSALMAGHTELFAAFSIANDLANRDPLTGLNNRQCFLEHLRSAMARLDPTSKGLVLGFLDIDAFKDINDGMGHEVGDAIL
SAFAGRLEEAMGDRACVGRFGGDEFLLFMSDTAPEEAEQILHRTLGEIRSPYEVAGTRVLLTCSVGLSHYPRDAGTAEDL
LRAADMALYSAKSNGRDRVFHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDIADRSRILGAEALLRWRDPLLG
DISPGEFVPLAEANGLYNALDLRVLKLFARQQGEWIRRGLQVPISVNISARSLQTSELLPTVLALLDYHDIPPELLLLEI
TETGLMNCTSEASQNLADLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAQLNARDGASDSIVRAMLALAESL
QLTTVAEGIENEEQLSWLAENGCGCGQGFLVSPGLEIPAFESLVAA
>TDX31859.1 transglutaminase superfamily protein [Rhodovulum visakhapatnamense]
MTMKRRAVLAAGAAMALGMALPRPAAARFAPEPSGWRRFEITTRLAIPRVGKPVRAWVPVPAMTEGDWMQAGAARWTTNA
QRAGLKTDGATGARFVEAVWPAADAPADLVVTAVASAQDRAVDLSRPQDLPPLPEAERARHTAPTALIPTDGIVYETAMD
IVGDAGSDLEKARRIYDWVVDSTDRNPRTRGCGLGDVASMLKSGDLTGKCADLNALFVGLARAAGLPARDLYGLRVAPSA
FGYKSLGAGSSDVTKAQHCRADVYLDGFGWVPADPADVRKVVLEEPPKTLTLADPAVQAVRSGLFGAWEGNWIALNAAHD
VTLPGSANGPLPFLMYPQAESDGRRRDELEPSGFAYTITVRELGA
>TDX31860.1 hippurate hydrolase [Rhodovulum visakhapatnamense]
MAVENWVAKHISELVEFRHDLHRHPELLYDLPRTSAKVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNASGRMIGLRSDM
DALPIREETGADWASTVPGKMHACGHDGHVAMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIEDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEVRITVSGRGGHAGRPNTTIDPMPVAAAVIQAVQTLTSRTIDPIDSAAVSLCS
IHGGDAFNVIPQDISITGTVRTLREEVRDHIEARLKQMVEGIAAACDATGRVEYIRHYPVTVNHAAQTDLAAAAARAVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFNDEAIGWGCSYWTTLVRQRLPVAG
>TDX31861.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase-like protein [Rhodovulum visakhapatnamense]
MNDLPILERRRIEAMILKHAFDVISERSGRAEAEAVIGETCSRSAIEQGRALAAGLDHAPDLVDYAAILPNWTKEDALEI
EPLEMSSEKMDFNVTRCRYAEMYREMGIGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMQGASHCDFRYRMKKKD
>TDX31862.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MTDPVTFPPSLWADTAPPRTPAPPLAGTVEADTVVIGGGFTGLSAALHLAREGKRVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQTGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAQILGSDFWHGGMYAPTGGHINPLALARELARAAESHGTVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAAGLAPKIARSFIPVHSWQMATEPLGENLRARILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAARNLAEAFPELGVPKMTHVWSGYLSMNWDRFPRVHKLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRMAPAYLAWLRRKDLTEPDL
>TDX31863.1 selenocysteine lyase/cysteine desulfurase [Rhodovulum visakhapatnamense]
MSLHFEDIRRALIGEGAAIPGPFGPRALIYADYVASGRALGFVEDAIRRHVLPVYGNTHTETSYTGRRTTELRELARAAV
REGMGADEAHAVIFCGAGSTGAADKLVRALQMGGPAGQLGPEAVVFVGPYEHHSNDLPWRESGARLVRIPLDAAGAICLP
TLRREIAAHADAALMVGAFSAASNVTGIRTDIRAVARLLHEAGGWCVIDFAAAAPYVAVRMAESAPGAGDRIDAALVSPH
KFPGGPEASGLLIADRALLTTPRPTVVGGGTVSFVSAAEQCYVEAVEAREEAGTPSIVGNIRAGMVLALKTELGAEAIEA
REGELRARLEAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAALNDLFGIQARGGCSCAGPYGHHLLDIDD
ARSHRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVAHGVWRALGAEPAPPPERLS
DLWAMPEDDAAAPDFETCLAEAARLVEKGRAAASAAAGTALDADDEALRWFWLPEEVAAALTDKETPA
>TDX31864.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTDPVLDIRDLKIALPKGSDRPFALDGLNLSVNPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGSIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTGLGRKARRARVLELLDLVHIPDPRSVYHAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGT
AAEVLNRPKHPYTRALIGAIPALVPPRPRDFRDAPVVLRAEGLVKTFAARGSLISGKRAPVTAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGADPK
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLKLLADLRDRLDLSV
LFVTHDLRVAAQLCDRVIVMQKGRIVETGVTAELFAAPSHPYTQQLLASIPGRGWTPPDLATDAA
>TDX31865.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTAATTDLPRAEAAPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPTDPLRRAGDPLTKPFTDWAVPLGTDQLGR
DILAQLFHGARISLLVGVLATLLSIAIGVVVGALAGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNHA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>TDX31866.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MQLTQVLTYALRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVAAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLIFYATPSFFLSLMMIL
LFSVKLGWLPVSGLSDVAAFYTGWDHVIDVVLHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
IHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>TDX31867.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MITTSRSACGSAWGWLLAGAAVSALAGPAAAQEPRHGGTAIIHMPSEQRILNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDPHTAVFNYSQPMP
LDLFVAAMPDLGHPVPKHLYEGTDIMRNEHNTAPVGTGPFKFVEYKRGQYVIAGRNDDYWRGKEYPYLDRIVWRFIPDKS
AAAAAIEAGEIHESGFNGVSMADIERFSKMDGFDVGTQGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSAGGANYTDDVTTYAYDPELAKKMLDEAGHPEGPDGIRFKLRHRPAPWGEYTQLWAEYFAQAMKEIG
IEVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPAGTPWSNQFGWQSDEMDRMIDEAQAELDPDQ
RAADYHAIQKLAMEEIPVIFAIEHPFISVTSQKLHNHHNTPRWNSSSWYDLWLEK
>TDX31868.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MQNCVWITGAGSGIGAAMARAFAGAGYRIALTARSEDRMTALAEELGGPGDRLRVFVGDVTDRARILAIAEEIVQWAGRI
DVLCNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQKSGVMIHTSSWAGRFHAPLAGVPYGASKHAL
TDLSASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPSRAAEVIQPEDVAALALQVAGMNPNVAIHEITFAPVLRAPR
>TDX31869.1 glyoxalase-like protein [Rhodovulum visakhapatnamense]
MSHPVKGVDHVFLLVEDLDRSAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPADYMELLGIVTPTEGNAPRREALAREGE
GLRAVACRIDDADAAKTALDALGIATAEVGHFERPVPLPGGGTAPAAFATLPYAEAELPFGLVFMCQHKTRETVWLPELL
THPNRACGLGAIFAQSADPEAAAARLARLFAAGTVVPLDGGARVETGPDSAPILCLTGAALAARFPGIDLSALPAEGLAG
LAIRSEDMAATAACLTGAGVAPVETAAGLALAPADCAGAVLEFVPA
>TDX31870.1 Lrp/AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MSTGRKTRGADRKSGETPDFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAVVDHARANV
GMTVFIGITAPRHETSWLNSFRALIDDIPEIVEAYRLTGATDYILKVVVPDISTYDRVYKTMIERLDFSQINSSISMEEL
KFTTAVPTSYL
>TDX31871.1 selenophosphate synthase [Rhodovulum visakhapatnamense]
MTDEPALMSLAHGGGCGCKIAPGVLSELLAKMPGLPVPPDLLIGTASSDDAAVYRLNDTQALVATTDFFMPVVNDPYDFG
RIAATNALSDVYAMGGRPILALALLGMPIAKLSTATIGRILEGGAAACAAAGIPVAGGHSIDSVEPIYGLVALGLVHPDR
VRANTGARPGDLLILGKPLGTGVMSAALKKGLLDADGYARMIDTTTRLNTPGPDLAALDGVHALTDVTGFGLAGHALELA
RGAGCRAVLDWDAVPVMDGVRALLAAGCATGASGRNWESYGASVRLPDGFAEDDRALLTDPQTSGGLLVSAAPDTAGAVL
EVFARHGFEAAARIGRIETADGAAPGVVLG
>TDX31872.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MQNDHRSHGLWEETAPALAVADTPPLTSPAEADAVIVGAGYTGLSAALHLAEAGRRIVVLEAAEVGFGASGRNVGLVNAG
MWTLPDQMPKALGPLYGPRLLELLGSAPAEVFALIARHGIACEAVRNGTLHCGVGAAGLAELTERARQWRARGAPVELLD
AAEAHRRIGGGSYAGALWDRRAGTLQPLAYARGLARAAMAAGATIHARSPVTGIAREGADWVARTPTGQVRAKWLVLATD
AYTRQVATGLRREQIRLPYFNMATPPLPPDIRATILPGGEGCWDTRRVLSSFRLDADGRLVFGSVGQLAAPDFAVHRDWA
LRAMHRIFPQLRGIGFATHWFGWIGMTGDHLPRLHLPGENALAIAGYNGRGIAPGTVFGKAIAAHVAGDLPLEAMPLPVS
RIAPAPLRRGRELFFRAGAVATHLVSDR
>TDX31873.1 hypothetical protein EV657_10469 [Rhodovulum visakhapatnamense]
MPSLHLTRPVPPEILSRAAGGLSILMLSALIAGTLATGRLAGAGAVLDIAAVAAVALALLRLDRVSRIARIFLGAAALSV
ALVAATLPEAMPAMRQALMQGTAFSAFLTALGLIRAPVRGSKAIARAAEALFAHTARVRIVAVSLGAQAISVLFNIGTIG
MISDIAADHDARRATEGRRRIDTGAMTLAALRGTLMMTVWSPIGLGFAIVTSAIPTLDPVLFLALALAAALTIAVVTALL
DARKAPAPSGQAAEAAPPGSAGALVAVLAAVAGLVAVTILLHRLLDISFLIAACIVLPLLAVIWPRIERGLPRSGGSALV
RVSAASEGMATESTIFLAAAVIGAAVAQAAQAMGIDALIERGSLPPLAVILACLLAIPAAGALMIPHSIVMVMAAQLFGA
SPVGAQHPYALGLALCLAWALAISASPISAMSIITGRQLHRPPHHVSFRVNRGFTLIAMTLAVAMTALVYVVE
>TDX31874.1 aldehyde dehydrogenase (NAD+) [Rhodovulum visakhapatnamense]
MTLRTDTEALLATLGVDRSAFTGGGMASFSPITGEEIADVAPATAEEAAAAIARASAAFRVWRMVPAPKRGELIRLFGEE
LRAAKAELGRLVSIEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGVVGVISAFNFPVAV
WSWNTALALVCGDPVIWKPSEKTPLTALASMAVLARALKRFGEAPEGLVQVLIGGAEVGAALVDSPDVALVSATGSTRMG
RIVGPKVAARFGRAILELGGNNAGIVCPSADLDMALRAVAFGAMGTAGQRCTTLRRLFVHEDVYDTLVPGLIRAYDSVTV
GNPLESSALVGPLIDGAAYRAMQAALAAARAAGGTVHGGERVAIGPDTAFYARPALVEMPEQTGPVLEETFAPILYVMKY
SDFDAAIEAHNAVGAGLSSSVFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKGYMR
RATNTINYSRDLPLAQGVVFDI
>TDX31875.1 RpiR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTKPGAQTEDGAELAGSLLKRIHRAYDGLPGGERKVADAILSAPHEMAVWSASELAAQAGVSNATVSRIVQRLGYRNFES
ARLDARKLRETGSPLFMTEEAEPGQEGRPFARLIRAEADLIEATLARVDPGVLRDAAGALGRARRVRVMGFRNSRFLADY
LTAQLAQIRPDVAPLLLDGQTAAEGVAGLGPEDVAVIVGLRRRPARFSRLVQAVAARGARVLLVCDASLRGAPAHAAWTF
TCAVETRTPRDSYAGALALMRLLATECAAALGEAGLLHLNAVETLREDLDELELSDPAS
>TDX31876.1 spermidine/putrescine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MNRRDLLKTALAGTALGAFGPAFRADAATGILWMTWENLAKDDYLAPFLAANDIALTKTFIGTDDEQFAKLRAGGADSVD
LITPGLDKVEYYTASDLLQPIDFARVPNAAKLYDTFKQTPLGKVDGQTYGIPFYWGINPIVYRADLMEAEPDWSVFFEGD
AYNGKLAMRDYALEGIMIAAMYLGIPESEMFTMDDRQLAEVKKVLKIQKSKLRTYWNSIGDLTNLFATGEVVCAFSWVPP
YYELRAKGIDMGMAKPKQGVIGWCDTIAVPKGVEGARLDAAFALVDYLLGPDYGKMLAVGGPYAQSTSAARDHLTEEQQD
KIFIKDLSVMDSFVWKQNPPRYGDWVALWNEVKAS
>TDX31877.1 spermidine/putrescine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MAVAENTAAGRRTRPLLEAIALYKSYGSVQAVRGIDLALAHESYVTLLGPSGCGKTTLLRMVGGFEAIGSGTLMLDGARL
DDLPANLRPINTVFQSYALFPHLTVLENVAFGLSYRSLPKDRIKARAREALATVRMEAMADRRPRQLSGGQQQRVALARA
IANEPRLLLLDEPLSALDRRMRKDMQIELKDLQRRLGMTFLHVTHDQEEAFALSDRIVVMRDGRIEQQGAPGDIYARPAT
AYVADFIGGASCLPGRILGQVGKSYAIETALGRHVVPGVSGLSVGARAVLCLRSEKVALGETGTPAHVTHAVYRGADWLL
ECVAGGQIFQVTHVGPPPAPGETVRLSFDPDRVWIAREAA
>TDX31878.1 spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MRPQSAGTWLALPVVAALGALCLAPLAILFAYSFFSVDFVTISHDPSLKNYARILQSETYRGLIARAFGSGLLVAAITAV
IGYPVAWFLAKRAGAAKTMLLTLLLVPLYSGDLLRIFAWRVLLGAEGAINRSLIWLGAIDAPLQGLLFSPLATHIALTYN
YLPFMVIGLWLAFESLDDAWLEAAADLGAPGRDRFRRVTLPLTAPGLIAGGLMVFVMVVGDYLTPQLLGGASGVTVISAI
NDLFGTAFDWPLGSAIAWTMLAILMLCFGAGAVLIRRSSLVAEGA
>TDX31879.1 spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MSRLGTLWVCLVFGFMYLPIAMIALFSVNTSDVMAFPLTGVTGQWFAEILGDGRLGGGFLTTLAVAFPVALLTTLLGAAA
ALALSFYATRFRVLFAALLLLPFLVPRLILAVAQLILFKELGVSRSLLTVIAGQSVIILPFTTVIVASVLIRIDRRLIEA
AADLGASGWSSFRRVVLPLMGNGLMAAWVIAFVLSSSEYVLTAFLSGRQQALSVLVASDFRFDLSPSLNALAVLIVLGNI
ALVVIAEAIRHRSGRLN
>TDX31880.1 diaminopropionate ammonia-lyase [Rhodovulum visakhapatnamense]
MTQTLSFTNTLGQGARTEIVSNPHCAPGYGPAQEVVLNDTAFARARATIAAWPGYAPTPLLSLPGLAAEAGIAGLYYKDE
AGRFGLGSFKALGGAYAVLRLLSREIAAREGIAEPTAKAILAGDHAATVAAITVCCATDGNHGRSVAWGARTFGCRCAIF
IHATVSEGRKAAIEAYGAEVRRCAGNYDDSVREAQETATREGWFVVSDTSYPGYTEVPKDVMQGYELMAAEAADQLDAPP
THIFVQTGVGGVAAAAAAHFRRRHGAAAPKVILADPEASACWIETIRAGTPTAVTGDLNTLMAGLACGEVSLLAWDVLKP
LAFAAVSVADADAVAMMRRLAHPLPGDPAIVAGESAVAGLVALMAAAAPPEAAAALGLGPDSRVLVFGTEGDTDPALYEK
LAGRPAAEVRAEA
>TDX31881.1 N-carbamoyl-L-amino-acid hydrolase [Rhodovulum visakhapatnamense]
MTADLTINLDRLMSRIAELGRIGALPGGGCKRLALSAEDAEGRALVTGWFRAAGLEVRTDVIGNCWAIRPGRSGGAPVVM
GSHIDTVATGGLYDGVLGVLGGLEVIESAIEAGTETEKPLAVAFFTNEEGARFAPDMMGSGVAQGGLDLDEMLAKVGIDG
VSVAEALAAIGAAGPDPVGALAPDTYLELHIEQGPVLEAEGLDIGVVTGVQGISWTEITIEGQAAHAGTTPMALRHDAGL
VAARIATEARAIADAFGPPQVATVGRIALTPDLVNVIPERAVLTVDLRNTDEARLQAAEARLFERAEAFAAAGGCRLSRR
TLARFEPVAFDATLVDAVEAEAQALGLTHRRMPSGAGHDAQMFAPRCPSAMIFVPSQDGISHNIREFTAPGQIAPGVRLL
AQVALARAGRIDQKGQTE
>TDX31882.1 putative amidohydrolase [Rhodovulum visakhapatnamense]
MSRKIVAAAAQLGPIARTEPRSSAVARMLALMEEAHRRGARLVVFPELALTSFFPRWLIEDEAALDAFYETEMPNADTQP
LFDAAARLGMGFYLGFAELLTEGGLKRRFNASILVDPEGRIAGRYRKVHLPGHYHPEDWRRFQHLEKRYFEHGDLGFPVY
DFMGGKAGMCLCNDRRWPETFRVLALRGAELVMLGYNTPQHYPQAPEHDHLQDFHNHLSLQAGAYANGCWVIGTAKAGLE
EGCELIGGSCIVAPTGEIVAMAQTRGDEVVTAEIDLDRCSELRKNIFNFALHREPGDYGPICEGAEARAAERDAITTASR
FARD
>TDX31883.1 multidrug resistance efflux pump [Rhodovulum visakhapatnamense]
MQILKHHIPTVLIVLIGVLGIGIVLFAWHLPPFAGDEIRTENAYVRGNVATLSPQIAGYVTEVPVSDFQTVATGDVLVRL
DDRTARQTLARAEAELASARAALKANDQDINSARATLDSRKAAAEAARAAVDTARAEWNRQDRLRAKGVISAADAEDSDL
RLRQAEAALTEALSDVDVAREDVGTAKVRTDTLSARVTAELAAVELAKIDIEHTVIRAPENGRLGQINVRVGQYVTAGSA
MMSLVPARIWVIANVKETDLSGLHPGQPVRFEVDALGHRRFTGTVSLLSPATASEFSVLGNSTATGNFTKIAQRLPVRIE
IDPGQTGEDRLAPGMSVVVHARRDGT
>TDX31884.1 hypothetical protein EV657_10480 [Rhodovulum visakhapatnamense]
MSETPPSAPPVPEPPPFVPKPLPLALAYIGASLFIGVSQSLGQGFLAANIPTLAGELGATQSQTSWLIVAFMAPRASLPL
MLIKIRAQYGLRRFAEVSIALYAAVALLSLLTVDLRSALAVELLSGISAAPLSTLAILYALEPLPQRLKMRLGLPCALTF
MSLGMPLARALSPGILTDGSWTSILLLKLGMSMVCLCLVFRLPLPHGDRVRVIRGLDLISFGLIAVAFGGLVSCFTTGYI
YWWTAAPWIGPVLALSIAGVVAALVIELHRKAPLLDVRWLTTPEILHLSAALLVFRIILSEQTAGAPGLFQALGYAPEQI
APLFWVISLATVAGGAACALVMKIERVPAIHVVALLLIAVGSALEAHANSDVSPAQRMLSQGMVGFAAALFLPSAMAAGL
VKALGKGPQYLLSFVIVFLSSQILGGTIGSGLYRTFVAARTTAHAQWIDAQLQVGDPLVAGRLAEIRAQLSSSVSDPGQL
QIQAVARLASDVTREATVSAYNDVSALVSTLAFCALAALLGHVARDWLRARMAGPGAAPE
>TDX31885.1 MarR family transcriptional regulator for hemolysin [Rhodovulum visakhapatnamense]
MQAVQKTFLPEVFRLVRGIRKRFNARATALDMTYARAQALVTIAGCEGLTQVELAERLDIRTPSMNRTLDALEAAGLVER
RFSAEDKRVRCLYLTADARRQARDVTEFTDDLRREVYRGIDPDELDRALATIRKIQRNLDAMGAR
>TDX31886.1 hypothetical protein EV657_10482 [Rhodovulum visakhapatnamense]
MAAHDRLPAPARAWVARAVLPWSAASVARIWARALAETGSEAEALARLDAAERATLDREAGALRR
>TDX31887.1 CobW/HypB/UreG family nucleotide-binding protein [Rhodovulum visakhapatnamense]
MADRLPVTVLSGFLGAGKTTLLNHVLKTREGRRMAVNRARIRALLDRWMVPETRFYPEAGARPPDPFSHWGRRA
>TDX31888.1 hypothetical protein EV657_10484 [Rhodovulum visakhapatnamense]
MQSETTMGLEDIRARLAKAERAAGRAPGSVTLIAVSKVQPLERVEAVLEEGQRIFGENKVQEAAGKWPTFRERFAGVELH
LIGPLQSNKSRQAVELFDAIHSLDRLRLARRLADHAQERGGCPDLFVQVNTGEEAQKAGVLPTEADAFVAECRGMDLPVR
GLMCIPPVEETPSLHFALLAKIAARNGLSGLSMGMSDDFEQAVALGATHVRVGSAIFGARSYS
>TDX31889.1 Flp pilus assembly protein TadD [Rhodovulum visakhapatnamense]
MLPLSQTETKRRFDEAQRLQRAGRIEAAEAAYRALLDGQPGLAEAAVQLGRIALARGAADEAAARFETARKARPAEAAIW
QMEAGALARLGDPARTTRFLKAARKAGLPAALLSTLEARLAPAKGGAPLGSAPPQAAEAVLAALRAGRPGEAERRAEALT
RAHPDSAVAFALLAAARVDQGKTAAARASFEAGLALAPDYPELRSGLGRLLVRTGDVAAGVRHLEAALARAPKNPLTLVA
LGEGLARLGRKAEAEAALRRAVAAEPRYLDGHLALAHLLMETGDPAAAEKVLEAAMAAGHDRAIVRVRLAEAQAKQGRTE
TARGSFDAAIAAEPGLALGYSLRGMLLQSLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPEDPLLARMEALFADP
ALGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDIAERRAEIDAVMAAFEGTDFSERKIEGVAEYAPIF
VTGMPRSGTTLVEQIVASHSRVTGGGEIVYVAAEAMKLLQGTDGLRPLDRIGDAEIAALGHRIETEFRSRFPGSDLVSDK
SIQTYMVAGLVRLALPRARIVVVHRDPRDICLSIYKNMFAEGTHRYATNLRDLGLYYRMFLEMIAFWRRKLPGDLYEIRY
EDLIADPETQARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYATSMKAWQRHADELAELTEALGDAIGDDNGA
>TDX31890.1 outer membrane protein OmpU [Rhodovulum visakhapatnamense]
MKKVLFATTALVASAGFAAADITFSGSAEMGIVGGGKDAPGVSTFVGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTEAEPNANGNVTLDNEAVFISGDFGTLTLGEIDGAVDKRLTEAHNAVGQYSIGDDETVHAGYQGSYGDAAYDNQILR
YDYAFGDFGFSASMELNDDDSGTDDADNGYALAISYNTDMGGVGLGFGLGYQYLEAGLGGWAPGNLEDYTTLTWAAGTEV
DIIAATVSADFNNGFKAGFEYSNYDPSGAGNSDIDHYAVGLGYTMDALSVGVSYGKFEADIGDADGWALTAAYDLGGGAA
IVAGYSDSDVDNVDGDFETYSLGVAMSF
>TDX31891.1 uncharacterized protein DUF3576 [Rhodovulum visakhapatnamense]
MTVSSFSRVALIAVATAGLSGCGGGWFGGSSSPEARQANLDAQYENTPMAEVERERKTSSSVWDLFNSDDPNVTVEVNKY
LWQASLEVLNFLPIRSVDPFTGVIATDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGAVSQETVRAVEDAILTR
ARQLRVRDSRL
>TDX31892.1 leucyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MARYTPAEIEPKWQSAWEAGGTFAATRDEARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAPVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGRSRGLQMGFDLVDAPS
GFDRVEVYTTRPDTLMGASFLGISPDHPLAKALEAENPEVASFCAECRRMGTSEEELEKAEKKGFDTGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFVALDGGTPVGTEAFVPAKPERVRWLKAFAWDEIASGE
EAIEAAIRHCEGKGIGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPECGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYFARFTAPHAATPTKMAEADYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPKKAIEPFDALFTQGMVTHEIYEVREAFQGQEYIGMTQPQPADHPVHTFRSRYFLPEEVIAFDLKGDVLEEFRGSFPL
GRVAVPRQLFEERYPNSTSQEDLEEFFRELDPRLRIRAVPSAKMSKSKKNVVDPVNIIQAFGADTARWFVLSDSPPERDV
EWTAAGAEAAFRHLGRVWRIAEGLVEEMNGGGIAAYEEEAPAAASADANGPGAAERGGDDLALRRALHKTIHDVTMGIES
FGFNTSVAKLYAFTNTLAKSTASLAARREAATVMAQLMAPMTPHLAEEVWEALGNPGLAAEAPWPKADPAMLVEDTVTLP
IQINGKRRSEIQVARDMPKEEVEKLVLADDAVIKALNGGAPKKLIVVPGRIVNVVV
>TDX31893.1 LPS-assembly lipoprotein [Rhodovulum visakhapatnamense]
MSSSDRRAFLVSGLTAAGLALAGCGFRPVYGPGGPADGLRGRIAVDAPDSVVGFLLVEELETRLGRAEAPRWRLAYSIDT
ESEGLGVTAEQDTTRYNITGRVGFQLRDLDSGQVVQSGEVASFTAYSATGSTVATRAAERDAYRRLMVILADEVVTRLLA
TSGTWAQ
>TDX31894.1 DNA polymerase III delta subunit [Rhodovulum visakhapatnamense]
MKLSPREATGYFARPEPDRAGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPAALTDAVKARGFFP
GPRVVFLDEATDALADRILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAIGIYDDPPGRPEIEAMLAEAGLG
TVDRAAMGTLLDLATALDPGDFRQTVEKVALYKLNDPAPLTPEDVAACAPRSTEAEADALIHAVAEAKTAEIGPLLRRLQ
AQGMAPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMVRQAQGWGMHRLEQALGLLLDTDLQLRSSQR
APQMALIERSLVKLAVLASRRA
>TDX31895.1 glutathione S-transferase [Rhodovulum visakhapatnamense]
MYRVIGSGNSRARRVLWLMEELGLDYEHVPALPRSEDVVALNPAGKVPVLIADGVPILDSTAILTFLADRHGQMTQQAGT
IERAIQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFTRSQEVLVGRMGPGPFLLGPEMTVPDIILTHC
GDWAEAAHFPITQPRLAEYLARMRTRPAYRRAQAA
>TDX31896.1 hypothetical protein EV657_10492 [Rhodovulum visakhapatnamense]
MSDRAGMQEAAPEQAAERLPALVVGAGPAGLMAAEALGAAGVPVVIAEALAAPARKFLMAGKSGLNLTRAEPFEPFLAAY
AEAAPRLRPMLEAFGPGEVCRWAEGLGQPVFAGSTGRVFPTAMKASPLLRAWLGRLAGQGAQLRRRWHWGGWDGDASVFE
TPEGPRRMAAGVTILAFGGASWARLGSTGAWAGPLAQAGLPLAPFAPANVELKVDWSGPMARHFGLPVKGVALRAGAGPW
HRGEFVISARGLEGGGIYALSRPLRDGAPLVADLLPDRTPDWVADRLSRPRGKASLSNHLRKALGLDPARLALLMEFGRP
LPEGPALAARIKALPIAHAGPRPIDEAISTAGGLMWEALDPDLMLTARPGTFAAGEMLDWEAPTGGYLLTACLATGRWAG
QAAARRLAR
>TDX31897.1 HemY protein [Rhodovulum visakhapatnamense]
MLWSLLKILFFVILVAALAYGAGILMETGPGLRVAVADMEFVLGPLQAVILALLTVVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDTETAIKLAEKAFVLKPRHAETQTTLLQLQANAEDWKGARKTLNAKLRHGNIPRDLHRRRDAV
LAVCEARDLMVDGDEPRARDLSIEANKLSPDLVPAAVMAARAYHAQGREKQAVRVLRRAWEAQPHPDIAAAFAELVPDET
PQDRILRFGQLTDVRPDDPETRMLTAELAIAAEDFPAARKALGDLADTAPTVRALTLMAAIERGLGSDDEVVRGFLAKAL
GAPRGPQWVCDSCATVQPAWAPVCGHCGGFDTLAWKPAPANQAALAGASDMLPLLVGGGLEKSVE
>TDX31898.1 hypothetical protein EV657_10495 [Rhodovulum visakhapatnamense]
MCEAVRDARSETKRIERRVPVAKTEDETDSLDTKPSHPEGGQEPGEGRLEAAIRTARDRDEADEPVADSPERADAPSEAA
PVQDEAPEEKPIETTPEPEAPAAGPAPAPSKPGLIGAVSPVLGGILAAGIGFVTAQYIQPEGWSFPGTSAGLGETGMAAL
TANGDRLDRIETALNGLSAGGGSEALAGQIDALQTEIGKIAEQVAGIDARVTELANSPAAAASGEAAAALKAYEDQIAQM
REQNAELSASVQQVAEKAEADIGAAMDRAAQVEARGALMRIDAALADGSPFAPALGQFGSIEVPEALTAVADSGVATLPE
LQSEFPAAARAALETSLKEQAAGGVGDRFKAFVRSQLGVRSLTPKEGDDADAILSRAEAALRKDDLGTALSELDGLDAEA
KAEMSDWIGAARARANAVEAAQSLEQTLNSN
>TDX31899.1 uroporphyrinogen-III synthase [Rhodovulum visakhapatnamense]
MPQHPPLLLMTRPRAQSDRFADAFVQRFGTGIAIRTAPVLDIVPRTDPVLLDGFAGVLFTSENGVAALAAVNGDRSLPAY
CVGERTADAARAAGFRATAAEGTAASMIAHFTARPPKGRLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
LAEIEAAPLVLLPLFSPRSARLVAERLRGSGGRLALVSMSAAVTASWDGPDPVALIEADRPDGPAMMDGLAAVMGAVGVP
>TDX31900.1 O-sialoglycoprotein endopeptidase [Rhodovulum visakhapatnamense]
MADTLTILGLESSCDDTAAALVRLRAGERPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFGD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEEFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIVAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALAACPEATALAVAGGVAANRAIRAALEDLADRAGLPFVAPPLSLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDKRSPALIGAGKKGAKA
>TDX31901.1 glycerol-3-phosphate dehydrogenase (NAD(P)+) [Rhodovulum visakhapatnamense]
MTRIGIAGAGAFGTALGVVLAQSGRKATIWAHEAAFAEEIRSRNENPRLPGVQLPENVSVSARIADIAECDLILLTTPMQ
VLSSVLDTYGPVLKARHMVACCKGVDLATGRGPSAIIAETCPEVVPAVLTGPSFAADIARGLPTALTLACADPEAGLALQ
ERLSTPTLRLYRSTDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGQNAWFDPDVTVEGAATARAVAAIAKARGIDMPVTQSVAQVIDGRRSIEEAVKILLSRPLKE
E
>TDX31902.1 hypothetical protein EV657_10499 [Rhodovulum visakhapatnamense]
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVAQAGPFLDDAGDMCGSLVILDVADKAAAEAWATNDPYAGAGLFESV
SVQAWKKVVG
>TDX31903.1 putative RNA-binding protein with PUA-like domain [Rhodovulum visakhapatnamense]
MAFWLFKSEPNTWSWDDQVAKGATGEEWDGVRNYQARNTMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTDEEWRIVCEMGGL
>TDX31904.1 glyoxylase-like metal-dependent hydrolase (beta-lactamase superfamily II) [Rhodovulum visakhapatnamense]
MKASPVVTSFHDEATGSLQYVVHDPATREGVVIDPVLDFDPAEARVTTANADRILDHVRSEGLRIGWVLDTHPHADHFSA
AHYLGYALGARRGIGARVTEVQALWRDLYNLPEAFPADGRDWDRLFREGDEIALGQMTLRVLTTPGHTLASVSYLVGDAA
FVADTFLRPGAGTARADFPGGSASVLYDSLGRLLSLPDETRLFIGHDYPDEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>TDX31905.1 uncharacterized protein DUF2853 [Rhodovulum visakhapatnamense]
MGKRDQLIEKYAQDLRTRYGMEPDMDLLTKVTIGCGPAIYDADAEVVAATQPGEIETVRRNFLIRKLGLPDGPDLDEAIQ
AAIETYGVSNPHKYRAVLYYMLVLQFGKEHIYG
>TDX31906.1 tryptophan synthase beta chain/tryptophan synthase beta chain [Rhodovulum visakhapatnamense]
MTYLKTTPTRDGFFGSYGGATLPPPLEPHFGEIREAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSDLCGGAQIY
AKREDLNHTGAHKLNHCMAEGLLAKFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFQSYIAQADHALFAIGSVVGPHPFPMMVRNFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFIEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDENGEPAPVHTVASGLDYPGVGPEHAH
LHRSGRVTYTTANDAEALKAFFELSRREGIIPALESAHAVAFAMREAKAHPGKSILVNLSGRGDKDIDYVTETFGFGEAL
>TDX31907.1 adenosylhomocysteinase [Rhodovulum visakhapatnamense]
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPDYWAYTDKIFQFAEGTANMILDDGGDATLYVLLGARVENGEDDLIAVPTSEEEE
ALFAQIRKRLAETPGWFTKQRDAIKGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVASADIFITTTGNKDVIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKEGDYPPGVYILPKHLDEKVARLHLAKIGVKLSTLSPEQAAYIGVTPEGPFKPEHYRY
>TDX31908.1 hypothetical protein EV657_104105 [Rhodovulum visakhapatnamense]
MKQARAWQRMLSGRRLDLLDPTPFDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIYGRMQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPERTKKAIKRADSLSAWLEATQIAGFDAIEANRFF
GRPRPELIEGLEIRLRPPVEVRAAYTARHAELMARL
>TDX31909.1 response regulator receiver protein [Rhodovulum visakhapatnamense]
MAEQEYEIGDDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGSGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKIGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>TDX31910.1 protein SCO1/2 [Rhodovulum visakhapatnamense]
MRRYILAGAALALLAAVAVPALFIWGPWAPEDRFAACRSGGSRSGLSELGGPFTLTDQTGAARTETDVIDGPTLIYFGYT
FCPDVCPFDNARNADAVDLLERQGYQVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPDQVQGASRAYRTFFRIRD
PEDPYYLIDHSTFTYLAFPGAGVVEVFDRDTTPEDMAARVACLVDNGAGKP
>TDX31911.1 two-component system sensor histidine kinase RegB [Rhodovulum visakhapatnamense]
MSDIATGLLPPTERSNWIRLRTLILLRWAAIAGQVVAIAVAILYFQIQLDLGLCLLVIGASVLANVIAVAIYPENRRLSE
NEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITLMTFYHVPLVDAAGEIQELP
HLFLFGFWAALVIGISFLGLYADRVTSEMNNMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELLDE
VEDKPGLREDIETLREQADRCRDILRSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIVFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVVAQWTQDEISVRIMDDGPGYPSHLLGRIGDPFVRMRKSSEHQKKRPEYEGMGLGL
FIAKTLLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWSASKIGVSAEAQLAALGENTPIEA
>TDX31912.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]
MDIDLTSALVLAGVSLISALVAVFLLPLIPRRSPSPGAESRNSMVFLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLTEAGGEAQLTATWLDGVIRLTLQMPRFDEDAGLTDAQSLAALTAELATLRDVVEAMP
TPAWQQDDKGGVAWANSAYLDIVRSRHDAGQIVWPLPVLFSQPKGEPGSPHRQVIDTGSGSGTGAGRDRWFDCVAVEAHG
ASLHFALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRRRELVLFNPAMSELFNLEPEFLTGRPTLLNVLDRLRET
RMMPEPKNYRSWREQILRLERDASDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRGEIETGQAVI
DSLPEAIVVFSSAGVLTLSNSAYAELWGEDPRLVMGTTDIAGATAKWQAQCLLTQSEAAADLSHRIRQREAWSCELIRRD
GRRLDCFLKPVAGGCMMVEFRDATQADAADAHPVPRASTG
>TDX31913.1 tRNA threonylcarbamoyladenosine biosynthesis protein TsaE [Rhodovulum visakhapatnamense]
MSGTRLSLSLASEAQTRALADRLAAVLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGLPVEDVPSPTFTLVQTYEAGP
FEIWHADLYRLGHPHEVLELGLDEAFELALCLIEWPDRLGDLAPADALRLTFGPGPSDTARTLDLVSADPSWADRLSFPA
AKDDPDA
>TDX31914.1 hypothetical protein EV657_104111 [Rhodovulum visakhapatnamense]
MRDTACADFLARAGWAEARRAPLAGDASNRRYERLARGTETAVLMDADPARGEDVGPFIAIARHLTGLGLSAPAILAEDA
TQGFLLLEDLGDALFARVLADDPGPEDTLYAAATDLLADLHRAAPPAGLAAYDAETMADLACLPFQWYLTGLGRPAPQAE
IAAFRATIRTRLESTAPPSVLILRDYHAENLIWLPDRSGAARVGLLDFQDARVGHPAYDLVSLLEDARRNVPPALQVRMR
ARYVARTGSDPDAFARAYALTGAQRNLRILGVFARLCLRDGKPGYLRLMPRVWAHLMTDLDHPALADLRDQALRLLPPPD
PDRLARIESRCARRP
>TDX31915.1 MurNAc alpha-1-phosphate uridylyltransferase [Rhodovulum visakhapatnamense]
MRPTALMLFAAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAEGAGLNRIVVNAHYRAGQIESHLAGRHGIAVLRETP
EILDTGGGLRHALPLLGRGPVFTLNSDAVWTGPNPLATLAAAWDPARMDGLLLLIPRDRATGHAGTGDFRCDADGRLTRG
PGGVYSGAQILRTDGLAEIPEPVFSLNRLWDRMLTEGRLFGVLHPGGWCDVGHPGGIAEAEALLAEQTDV
>TDX31916.1 double-strand break repair protein AddB [Rhodovulum visakhapatnamense]
MFEGSTPRLYGLPPGADFPRDLLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRLVALFQAGPPRLLPRIRLVAELSRHPI
LADLPAPVSPLRRRLELAQLVRALLDRAPDLAARSSAFDLADSLAALLDEMQTEGVPPRVLHQLDVGNLSAHWARARQFL
TLVEGWLGADLSDRPGTGARQRLAVERLAARWRADPPRHPVIVAGTTGSRGATALFLRTVAGLPQGAAVLPGFDFDMPTA
IWEGLDDALAAEDHPQFRFRRILDDMGMAPEAVAPWIGTPAPCPPRNRLVSLALRPAPVTDQWMEDGPRLTGLDRATEGL
TLIEAPSPRAEALAIALRLRRAAEDGQSAALVTPDRTLTRQVTAALDRWGIRPDDSAGMPLPLSPPGRFLRQVAALFGRP
LTVETLLALLKHPLTASGPGLRADHLRWTRELELHLRRNGPAFPDGRALIGWAAGSEDGREAWAVWLSAALDGVDRAGTE
PLSTHVVRHRAACETLAAGPGSTDPGGLWLEEAGAQSRAALDLLADEADAGGEMTPGDFSALLDSVLRDGTVRSAVEPHP
GVMIWGTLEARVQGADLVILGGLNEGTWPETPAPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRTA
EAQTVPARWLNRLTNLMDGLGGTGGPEALAAMRARGQGWLDMAQALDRPAEPLPAARRPSPRPPVDRRPDRLSVTAVERL
IRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLSQPLDPDPDRAQADLMAIADEVLATEAPWPAARALWRA
RLGRAAESFLRDEAVRQAEAVCIAREHPGAARLDNGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLLE
ACIAERGGFEDIPAAPVDHVTYIGLGQPPKTVTNTLDDDLVARTWAELDRLIARYARPEQGYTARNRIQKRSDITDYDLL
SRFGEWDETDPPDPEDVG
>TDX31917.1 DNA helicase/exodeoxyribonuclease V subunit A [Rhodovulum visakhapatnamense]
MTRNEATERQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRKALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGLLRRFPLEAGVSPQFVEMDDRNARRLRAELV
DALAEGPEADRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSTDEDSTVLLRGVFTGTEEALLTRLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGSAAKQPFSAKTGSFPTKAVRAALGADLVPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVERTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETVAAKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALFSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAARRKGYLWQALRHADWTGTETIPVLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALSYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LENGLPAWKTGSDERPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPH
DFGFGEGLRYERGLWPEDRVVIAPETALPETALADWALRDAPRPERPPQPLSPSDLGGAKALSGDPLGTAETEDVRAAGT
WMHLLLEHLPGTDPADRPALARALLATADPPAPEAAIPALAAEAEALMARPDLAPVFAPGTLAEVPLTAPLGQGRLSGTV
DRLIVSPGRITAVDFKTNAVVPYRPEDTPEGILRQLGAYAVALAQIYPGREIETAVLWTRTARLMTIPRELGQAALARAG
LA
>TDX31918.1 thioredoxin [Rhodovulum visakhapatnamense]
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSVELEGKVKIVKVNVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIHESV
>TDX31919.1 HslV component of HslUV peptidase [Rhodovulum visakhapatnamense]
MSKTEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGTARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEFDVAAIGSGGNYALAAARGLMENTELSAEDV
ARRAMAIAADICVYTNGNLTVETISR
>TDX31920.1 ATP-dependent HslUV protease ATP-binding subunit HslU [Rhodovulum visakhapatnamense]
MTDLTPREIVSELDRFIIGQSDAKRAVAVALRNRWRRKQLADDLREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDIALVQTRDWMREDVKAAAYKAAEDRVIAAIAGSDAREQTREMFRTKLKKGELDDT
TIELEITDTSNPLQGMELPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRMTVAESYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEGDFVRILTETDNALTRQYTALMGTEDVTVEFTEDGIAALARVAAEVNESIENIGARRLYTVMERVFEEL
SFTAPDRGGDSVRVDADFVEKNLGELTRSADMTRYIL
>TDX31921.1 DNA-nicking Smr family endonuclease [Rhodovulum visakhapatnamense]
MRRRRLSREDRAVWDEVARRVRPMRDAAPDPVPDTAPPAPVPAPPLKAAPPPLAPFRLGAKAPSPAAAPDPAPASIRMDR
KAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEGRRLVLVITGKGRGTEWEPAFADRRGVLRRQVPHWLQQA
PLTGAVLQVTPAHRKHGGEGAFYVYLRRPR
>TDX31922.1 membrane-bound lytic murein transglycosylase A [Rhodovulum visakhapatnamense]
MEKRSAAPSPTSDEAPSRALRGFGAAVCLAMALGGAGPGTAAPSVEMLSFADLKGWDTDDHAQALATFRETCPDLPDPPW
TSLCALSERQSSARSFFELFFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPADRPWFSRREITEGGV
LDGRGLEIAWLEDPVDVFFLQVQGSGRLTLPDGTLLRVGYGGKNGHDYRSIGKELVRRGVYEAHQVSARVIRAWVRRHPE
AGAELLLHNPSFVFFRELDALPPGKGPLGAMNRPVTPMRSLAVDPAYVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGA
QRADIFYGTGAGAGRLAGEVRDPGRIVVLLPIDLALALLPGG
>TDX31923.1 hypothetical protein EV657_104120 [Rhodovulum visakhapatnamense]
MKYRFVGLLSVALVLSVSACAKRPDAIAPAPMPAGMYDKMSCTKARDELMKVNAEVEELSRKQSGAATADAIGVFLILVP
MSTLSGGDKAGDLAAAKGRKLALEARLENCR
>TDX31924.1 lysyl-tRNA synthetase class 2 [Rhodovulum visakhapatnamense]
MTDTPWWTPTRHADRRPALLARNRIQAAIRGWLAARDFVEVDPSALAISPGNEAHLHAFATEAIGTDGGTRRMYLHTSPE
FAMKKLLAAGETRIAAFAHVWRNRESGPRHSAEFTMLEWYRAGEDYTRLMEDTARMLQLACEAAGTRRLCHGGQECDAFA
PVERLSVAQAFADLAGIDLLATLAPGGGTDRDGLAAQASAAGIAFGAGDSWSDIFSRVLVERIEPHLGRGRITVLDRYPA
AEAALARACPDDPREAERFEVYACGVELANGFGELTDPAEQRRRFEAEMDEKERVYGERYPLDEDFLAALALMPPASGIA
LGFDRLAMLATAAPRIEDVLWAPVS
>TDX31925.1 translation elongation factor P (EF-P) [Rhodovulum visakhapatnamense]
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAHPDVVGDSAAYLQPGMRVFLQTFEGNPISIELPQKMVVEVAETEPVVKGQTASSSYKPAMTDIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>TDX31926.1 beta-lactamase class A [Rhodovulum visakhapatnamense]
MSHALRLPRLLAGLALGLALSSPALARTAEDDAAQALADTISRLESALPARIGVAIRDSGSDWGWGHRDSERFLMASTFK
SVLCAAVLDRADRGLLSLGDAVAIPPEAILDYAPVAETHVGGTMTLGDLCLATLDMSDNTAANLLIARLGGPQEVTAFLR
RIGDPVTRLDRTEPDLNLLDPADPRDTTSPAAMAATWQRLLLGDVLSPASRARLADWMSHGSVTASLIRASAPPGWTVSD
KSGGGREYTRNLVAMIRAPGRAPVVVAIYLSDCPADWATRNAAVAEIGAAVIALLKTR
>TDX31927.1 putative lipid-binding transport protein (Tim44 family) [Rhodovulum visakhapatnamense]
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADSRRAFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVGEFLHGARGAYEMILMAFEHGTIEDVAAFLAPDVRDSFAEVIRLREEQGLSVDANFVGVRELSLKDATYD
RETGEAELMVRFVGELTSVVRNEAGEIVEGSPSEIKRQRDVWTFARVMGSDDPNWQLVATDE
>TDX31928.1 UPF0716 protein FxsA [Rhodovulum visakhapatnamense]
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLGIVLATAVAGTWLMRQQGALALSQVRNSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIPPVRSAAYRWLSKRVVVQSVGFGAPPRGGPAHARPRPAREDIIDGDFEDLSSQGAPEDRDS
LPPSGWTRH
>TDX31929.1 protein translocase subunit secB [Rhodovulum visakhapatnamense]
MSETEGNGAAAQPPQVRLQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPAEHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPFVRRIVSDVTRDGGFPSLNLEPVDFVALYRQEIARRAAAVQN
EQTPSGTA
>TDX31930.1 DNA polymerase-3 subunit epsilon [Rhodovulum visakhapatnamense]
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYINPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSEVGRKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQALDTLAMARKKFPGSPATLDALCRRFGIDNTMR
EKHGALLDSEILAEVYLELIGGRQPDFMLATRSRATGGGSEGDAAAWRPRPRPTPLPPRLTDDEAAAHRAFVQAMGDGAL
WKNYD
>TDX31931.1 dephospho-CoA kinase [Rhodovulum visakhapatnamense]
MSRPFLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHREAPLLVLDIPLLFETGADKWLDAVLVVTATPEAQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTLDQAGAGVAALIDKLGTADA
>TDX31932.1 shikimate dehydrogenase [Rhodovulum visakhapatnamense]
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGIRGFYIPMDVAHADLKQVLEALPRMGFVGINVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTAGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVVHDWVQAAAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETAFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLDA
>TDX31933.1 septum formation protein [Rhodovulum visakhapatnamense]
MPEPMPEPVILASGSAIRRQLLTRAGLVFDVVPARVDEDAIRAAMEAEAAGPGDIAEELAAFKAKRVAEKHPGTLVIGCD
QVLAHRGKVLAKAETCEAARDQLRNLRGGKHQLLSAVVVYDDMRPLWRHVGEVSLTMRPFSDRYLDEYLDRNWPAVRDAV
GGYKLEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>TDX31934.1 putative membrane protein [Rhodovulum visakhapatnamense]
MSEFLSNLYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDSIWPYTKGACVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNEVPTLLMLVIVFSVVVKF
>TDX31935.1 transcription termination factor Rho [Rhodovulum visakhapatnamense]
MTQDCLNLADLKAQSPKDLLAMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRMHSLRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVAPIGKGQRALIVAPPRTGKTVLLQNIANSIETNHPETYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEDLLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>TDX31936.1 tRNA modification GTPase trmE [Rhodovulum visakhapatnamense]
MIRVSGPRAMTAARALAGSLPAPRQAGLRRLTDAEGVLLDEALVLCFAKGASFTGEDVVEFQCHGSPATVAAVLRALGEQ
DGLRLAEPGEFTRRALENGVLDLAQVEGLADLLESETEAQRRQAMRVLSGALGEKVALWRESLVRAAALLEATIDFADED
VPVDVTPEVAGLLSGVSTALETEIEGVAMAERIREGFEIAIVGPPNAGKSTLLNLLAGREAAITSEHAGTTRDVIEVRLD
LRGLPVTFLDTAGLRESTDEVETIGIARAIDRATAADLRVFLLDETGRTEGMAPGPEDIVLRGKADLDSGAAGVSGKTGQ
GVAELVERIAAILDDRSTRAVTATRERHAEAMRRARGAIAEAQNQLSHGMETAELAAEDIRRAARALESLLGKIDVENLL
DEIFARFCLGK
>TDX31937.1 tRNA uridine 5-carboxymethylaminomethyl modification enzyme [Rhodovulum visakhapatnamense]
MKHRSFDVVVVGGGHAGAEAAHAAARLGAQVALVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGLMGRAADRAGIQF
RLLNRRKGPAVQGPRAQADRKLYRNAVQTMLSVTPGLEIIEGEAADLIERDGRVAGIVLADGGEITAGAVVLTTGTFLRG
VIHIGDQRRPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDSQPGDEDPVLFSFLSKGIEVRQVAC
GITHTNPQTHEIIRENLPRSAMYGGHIEGVGPRYCPSIEDKVVRFADKESHQVFLEPEGLDDPTVYPNGISTSLPEDVQE
AYVHSIVGLESAQILQPGYAIEYDYVDPRALCSSLELRDVPGLFLAGQINGTTGYEEAAAQGVVAGLNAALQVKGQRPAT
FTRTTSYIGVMIDDLVTRGVSEPYRMFTSRAEFRLSLRADNADQRLTPAGIEVGCVGETRKRAFGDKMERLTAARGRLES
LSLTPKQIAAAGIKVNADGTRRNGADLLAFPDVVFDDLIPLDPALENVDIEIRTQLARDALYAHYIDRQAQDVEAMRRDE
AQSLPADFPYDQLEGLSTELKCKLSQARPETLAQAARIDGMTPAAATLILARLRQMGRRSA
>TDX31938.1 16S rRNA (guanine527-N7)-methyltransferase [Rhodovulum visakhapatnamense]
MSGSLQVLGDVSRETSERLSAYAALLRKWNPAINLVARSTLDDLETRHFKDSAQLFGLCPTDARHMVDLGSGGGFPGLVI
AILARELAPDLHVTLIESDQRKAAFLRTVCRDLGLAATNVIDSRIESAKPQGADVLSARALAPLPRLLDYADRHLAPGGV
ALFPKGARYAEELDAALASWRFDVQNHPSKTDPQAVVLKLGGIARV
>TDX31939.1 chromosome partitioning protein [Rhodovulum visakhapatnamense]
MSDPTRPKGPKIIAVANQKGGVGKTTTAINVAAALVELGKTVLIVDIDPQGNASTGLGVDPDARTRTTYDLILGDAPLSE
ILMKTKSDRLYIAPSTTDLSSADIEMVANERRSFLLHDALRQPAIDAYAFDFVLIDCPPALSLLTVNAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANPTLRIEGVVLTMADRRNNLSQQVENDARAYLGDLVFQTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>TDX31940.1 chromosome segregation DNA-binding protein [Rhodovulum visakhapatnamense]
MRQPEKRGLGRGLSALMADVKIEPAAERGEATRGKADLMVALDLLEPNPDQPRRMFAQEALKELSDSIREKGVIQPLIVR
PSKRSEGRFEIVAGERRWRASQLAQQHEVPVIVRELDDIEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPEEVQGHLREGRLSAGHARALITTEDPAKLARQVIKGQLSVRATEKLAKAGSGPKPRRVPPP
LAKDADTRALEQDLAANLGVGVSIEHRTDGSGDLVLSYASLEELDRLCAALSSPGGGFD
>TDX31941.1 oxygen-independent coproporphyrinogen-3 oxidase [Rhodovulum visakhapatnamense]
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTKRWQDAYLSEIRRLAAETGPRVLNTVFFGGGTPSLMAPDLV
GAILETARSVWTPANDMEITLEANPTSVEAGRFTGFAEAGVNRVSLGVQALNDADLRRLGRMHSVAEARAAFEIARARFP
RVSFDLIYARQAQSLAAWREELTEALAMAADHLSMYQLTVEPGTAFGDRLARGGLKGLPDEDLGADLYALTQEICGAAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLDGARLATDTPLAPAAWLDRVARTGTGELSRSPVSPADQGV
EYLMMGLRLARGLSLTRYERLAGVPLDSKEINELSELGLVRAEAGFLRATAAGRAVLNAVIRALLPD
>TDX31942.1 XTP/dITP diphosphohydrolase [Rhodovulum visakhapatnamense]
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAADHALPEPEETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLQEANAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPEGYDITFGEMDRWEKNKISHRARAFEKLVSLFDR
>TDX31943.1 RNAse PH [Rhodovulum visakhapatnamense]
MRPSGRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITVDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVADLVAAQKAAIGA
>TDX31944.1 heat-inducible transcription repressor HrcA [Rhodovulum visakhapatnamense]
MSTQGILEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRTMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLR
MFVDGLLEVRDLKEEDREKIDATLGSNTSDVGTLLDRVGAALSGVTHGASLVLAPKHEAPIKHIEFVSLGADRALTVLVF
ADGHVENRLFQPAPGQTPSSMREAANFLNALAEGRTLSELREAMKVEIARRRQELDELARTMVEAGLAVWESEGQDQARL
IVRGRANLLSDPAEAADLDRIRSLFDDLERKRDIAEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGA
VGVIGPTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>TDX31945.1 molecular chaperone GrpE [Rhodovulum visakhapatnamense]
MAEPEKTEPEDLATETAGETEAPEITPAEVEALRAERDELRDRFMRALADAENARKRADRDRREAENYGGSKLARDMLPV
YDNLSRALEVVTDEQRAANAALLEGVELTLRELLNVFSKHGIVRLAPEVGDKFDPQHHQAMFEAPVPGTKAGDIIQVMAS
GFMLHDRLLRPAQVGVSSTPAS
>TDX31946.1 DNA mismatch repair protein MutS [Rhodovulum visakhapatnamense]
MTEAGASVTPMMAQYLDIKAAHPGALLFYRMGDFYEMFFDDAVAAAEALDIALTKRGKHLGEDIPMCGVPVHAAESYLLT
LIRKGFRVAVCEQMEDPAEAKKRGSKSVVKRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRV
IGCPGVRLGAELARLAPREVLLNEATERDWAEAVSDAGAAVTPLSRMSFDSASAEKRLTALFSVGTLEGFGSFGRAELSA
MGALVDYLEITQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTASGARLLERRLSSPSR
DLPTIRARLDAVRALVEDSGLRNALRDELRKCPDMDRALSRLGLDRGGPRDLAAIRTGLTQAGALADRLGCDLPALIAEA
RRSLTGHDALVDLLDRALVAEPPLLARDGGFIATGYDEGLDEARTLRDEGRGVIARMQAGFIDETGISSLKIKHNNVLGY
FIEVTATHAERMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLFDDLRAAILTEAGPVGQAAAA
LAEIDLTASLADLARGEDWCEPLVDDSRAFAVTAGRHPVVERALRRQGGAPFIANDCDLAQGGQGAAIWLLTGPNMAGKS
TFLRQNALIALLAQAGSFVPAASAHIGLVSQLFSRVGASDDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTAT
YDGLSIAWATLEHLHDTNRCRALFATHYHEMTALAQKLAGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGL
PDSVVDRARVVLDALERGEREGGRSHATLIDDLPLFSAAAIPQRPAPVPAGPSPLEDRMSAIHPDELTPREALELLYELK
ALARPD
>TDX31947.1 malate dehydrogenase (oxaloacetate-decarboxylating)(NADP+) [Rhodovulum visakhapatnamense]
MAEKSKITPEEALSYHIEPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTTKGNMVAVISNGTAIL
GMGNLGALASKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPTFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLINALHLSGKKIEDCKIVLNGAGAAGIACLELIKAMGAKHDNCIACDTKGVIYQGRTEGMNQWK
SAHAAKTDARTLEDAMVGADVFLGVSAKGAVTPEMVASMAENPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGTKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDMDEYEQRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQAIVVGREAEV
REKLQQAGLADAYRELEVVNAANTGHLEAYRSFLYQRLQRKGYDTHDINRLAARDRHVFSALMLANGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGVTALLHKGKIVFIADTLVHEWPEEEDLANIAVHAANVARGLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLARRGVDFEFDGEMTVDVALNPVAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVDKPIQICSTVSTVNDILNMALLAACEVG
>TDX31948.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum visakhapatnamense]
MGTSFGTIRTALLIAAIALGHIAQGHRAQAAEPQTAIFAGGCFWCVEADFEKVRGVSDVVSGYTGGHVDHPAYRQVARGG
TGHVEAVKITYDPDVVSYERLVELFFRSVDPTDAGGQFCDRGETYRTAIFVSDPAERRVAEAEKGKAGRALGSGIATEIL
PAATFWKAEAYHQDYYKSRDLILTRFGPKTKAEAYKLYRAGCGRDERVRALWGDAAPFAGAS
>TDX31949.1 argininosuccinate synthase [Rhodovulum visakhapatnamense]
MSAPKSAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELSAYALNPEIKVIAPWREWSLTSRTK
LLAFAEENQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEEAPDYVYQRTVDPEKAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTILLEAHRGIEQITLDLGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSVRTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LATRNRKLKG
>TDX31950.1 L-threonine ammonia-lyase [Rhodovulum visakhapatnamense]
MTEFAEKARAAEKAMRALFPPTPLQRNVHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKALEGATEAPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPDQKIGKTRIFGGENIEIRLTGDYFDNTLASAQAYCREVGGHFLAPFDDEDVIEGQ
ASVAVEMMSVLYHTPDLVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPAGGASLTAALAEGGPATLPKVDTFVDGAAVA
RIGARTFERLRGIDPAHVLLAPEDRICTTILDLLNVEGIVLEPAGAMSVDVLPGLAEEIEGKSVICVTSGGNFDFERLPE
VKERAQRFSGVKKYFILRMPQRPGALRDFLDLLGPEDDIARFEYLKKSARNFGTVLIGIETTEARNFAALFARMEAQGLT
YRDITEDPTLADFLI
>TDX31951.1 Hpt domain-containing protein [Rhodovulum visakhapatnamense]
MIDWTRVDELRDEVGEDAFDEVLDLFLEEVDEVIERVAPGRDPADLAADLHFVRGSALNLGFKDFCVLCQGIERQLAQGQ
NVDLVPLTAAYASSKVELLGRVRTRRDVA
>TDX31952.1 sigma-B regulation protein RsbU (phosphoserine phosphatase) [Rhodovulum visakhapatnamense]
MNAQPDPTHLDPAKASLVRLVLLVDDSRLQRRILRASLERWGYEVAECGSAEEALDICRDRPVDLIISDWMMPGMNGPEF
CQAFRDLPRESYGYFILLTSKSEMVEMIHGLDVGADEFLTKPVNASELRARIASGERILRMEHQLRDKNRLLTDALAELR
TLYDALDRDLVEARKLQQSLVPERHRRFGGCEVSLLLRPCGHVGGDLVGFFPAGPGEVGVFSADVSGHGISSAMLTARLA
GLLGSRSPDQNIALEPAPGGSYRARPPAEVAAHLNRLFLEDIETEHYFTLLLAFVTLDTGQMRFVQAGHPHPVVQRADGA
LDYLGEGGLPLGLIPGANFESCEVRLAPGDRVLLVSDGITECPAPDGAQLGDEGLRRLIEANAGVRGPAFLDAIQTGLTA
FAGGRGEFPDDVSAVLFEVG
>TDX31953.1 8-oxo-dGTP diphosphatase [Rhodovulum visakhapatnamense]
MIRRFGEAVRADQSYKLRQGAYALLERDGLLLVTHQQRPVPEYQLPGGGIDPGESPLQALHREVFEETGWKIELRRRLGA
FRRFTYMPEYDIWAEKLCTIYLGRPVRPYGPPSEPGHTALWMPAGVAARQLGNAGDRHAVRRWLGLAR
>TDX31954.1 molecular chaperone Hsp33 [Rhodovulum visakhapatnamense]
MSIGSKIAWDDTVLPFQLDRSDVRGRVARLDGVLDHVLAQHDYPPLIEALVAEMALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPSEDGAPARIRAYASFDKDRLDPSADPFSQIGQGYFAVLLDQGPGTVPYQGITPIAGGSLSACAETYFAQ
SEQLPTRFALSFGRAMLPGSGKGEHWRAGGVMLQLMPRASIPQSPEGGSGEEGLLQAEDMLEGAQAEHWKRANILLDTVE
EIELVGPRVQPTDLLVRLFHEERPRVFDPQPVQFGCTCSEARVRQSLSIYSAKDIGHMTTPEGVVTADCQFCGAHYVLDP
ATLGFEAEKDPDAE
>TDX31955.1 NUDIX domain-containing protein [Rhodovulum visakhapatnamense]
MPSDPFEALAAALARPGRETSDHDLNPGFALPEGRVLRPAAVLVGLVPGPDGVQLILTKRSSRLTHHPGQIAFPGGKLEP
GEQPVAAALREAREEIGLPESHVEVLGTMPPHETVTAFTVTPVLARLRPDFLRVPEAGEVDEVFDVPFDHVRDPARFSIQ
YRIWRGQRRYYYTVPYGPYYIWGATARILRALADRVAS
>TDX31956.1 poly(A) polymerase [Rhodovulum visakhapatnamense]
MTRVFGDWFFADHTQAVCAVLTRAGYRALFVGGCVRNALLGVPVTDIDIATDARPETVMALAEAAGLKAVPTGFDHGTVT
VVAGHLPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNAIYATPEGAVIDPLGGLADLAARRVRFIDDADARIR
EDFLRILRFFRFHAWYGDAEAGLDPDGLAAAAANSAGIETLSKERIGAEIRKLLAAPDPAPSVAAMAAAGVLARTLPGAD
PRALPVLVALEQAQGLPPDPVRRLATLGGEAPAKRLRLSKAEARRLERLTGAAGQMAGAAELAYRLGPDMARDAVLLRSA
ALGQPLSGDLASELARGTAARFPLSAADLMPGFDGPALGAALKRLEADWVASGFRLSAAELIARARQG
>TDX31957.1 ATP-binding cassette subfamily B multidrug efflux pump [Rhodovulum visakhapatnamense]
MFRYFENLIDPYAPYAQSDTPPNRLWPFLAAYMWPFRKVFAVAAVLALLVAIVEIWLIDVMGRLVDMLSSGTPEQVWQEH
GLSLIGLALFILVLRPALQALDVAVLNNAIMPNFGTLIRWRAHAHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQI
FDAIAFALAYVGGALVLLGQADPRLMLPLLAWLALYAVLVRWTMKNIAVASKASSDARSTVTGRVVDAYTNIHSVKLFAH
HDSELGYAKEAIEDLRKAFGTEMRIITKMDVALTALNGFLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNATTGWIM
WALSSFFRSLGVISEGMETIAQPIELVDAPDAAALAFREGRIEMRALTHHYGRGSGGLDRIDLVLKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEGGQILIDGQDITRVTQESLRRQIGMVSQDASLMHRSVRDNILYGRPEASEDEMIAAAKHAEAHDF
ILDLQDPDGRRGYDAHVGERGVKLSGGQRQRVALARVILKDAPILVLDEATSALDSEVEAVIQKTLYGVMEGKTVIAIAH
RLSTIAHMDRIVVLDGGHIAEDGTHAALLAKDGLYARFWARQSGGFIGTEAAE
>TDX31958.1 23S rRNA m(5)U-1939 methyltransferase [Rhodovulum visakhapatnamense]
MSHRIERLSLKGEGLTGDGLTVALALPGEEVEGEADNGRIARPRIVTPVADRVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALAGQGLEAPVRPILTSPPASRRRAVLAGRRTKKGVLVGFHARASDVVTEIPDCRLLHPDLMAALPAAAAATLL
GASRKGALAITVTRSEDGVDMAVAEAKPLDTALRIDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTQAVREALDGARKVADLFAGAGTFALPLAETAEVQAVEGSAAMLAALDRGWRGAPGLKRVTTEARDLFRRP
LLPVELARVEAVVIDPPRAGAEAQCAEIARADLARVAMVSCNPVTFARDAKRLCSGGFRLDWVQPVDQFRWSGHVELAAQ
FSR
>TDX31959.1 L,D-transpeptidase-like protein [Rhodovulum visakhapatnamense]
MIDRRAFLTLTAMAALAGCSSKFKTYDGPEVTRVVVMKGQRALYLLHHDQVLKAYRISLGYAPVGDKQIEGDGKTPEGRY
HIDRRNPDSEFHLSIGISYPNEADIEEAKALGRKPGGDIFIHGRARKNRRRKGDWTAGCISVTDAEMEDIYAMVRDGTVI
DIFP
>TDX31960.1 cysteine-rich secretory family protein [Rhodovulum visakhapatnamense]
MIRPALGLVAVLFALSACSTGGEVRIGPDGKPLPTVYRISRSDQGKIQYRMLDSINALRQARGLTPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLDRVARAGYQGQLRGEDISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRTTAGSGA
>TDX31961.1 L,D-transpeptidase-like protein [Rhodovulum visakhapatnamense]
MTTRSTRGLTRRHFLAGTALAVTAGPALANTTEIEPDLTDMVRRNISSFRALDWHPYFSNLKNGAILVDTTSRALHFWSE
DGSIYKLYPTSVPLSEDLTRRGRTSVVRKVEGPDWRPTPAMKQRNPEWPDYVPPGPDNPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLYNEHIAELFGLAKVGAQVLLI
>TDX31962.1 hypothetical protein EV657_104159 [Rhodovulum visakhapatnamense]
MKKIALAAAFAVAATSAFAGGYSEPMIEPEVIAQDTSSSAQGILVPVLALILIAAVASN
>TDX31963.1 ferrochelatase [Rhodovulum visakhapatnamense]
MRLDRRDTGTKAMFDSNQDGRKPAASGLTETRPLHGPDDHPLVPPARVGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVI
DYSPWVWQPLLQLVVLTKRPFASGENYRSIWNHEADESPLMTITKSQTAKLAAELKATYGDRVVVDFCMRYGNPSTRARV
RSLLEKGCQKILFFPLYPQYSGTTSATACDSFFKALMDEKWQPDVRTVSTYFDDPLYISALAASVERAYAAAEHEPDILV
CSYHGVPQRYLTEGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAQAGKKRIAVIAPAFS
ADCIETLEEINEEICESFEEAGGEKFTYIPCLNDDDAHIRALGEIVKSNLRGWAD
>TDX31964.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MTRPPDLTDRHALALHRARALRAGPALFLHEAAAAEIKERLNEVNRTFTAPAVVTPFEKPWAEILPSARLVAADETLTLD
PGAHDLVIHALALHWSNDPVGQLIQCRRALKPDGLFLGVLFGGRSLHELRGAMAEAETAILGGLSPRVLPMAEIRDAGGL
LQRAGLALPVADCAEISLSYKDLHRLMHDLRAMGETNSLAARHRRPAPRRLFDEAARRYAEIHTMPDGRIPATVEMIYLA
GWAPAETQPQALKPGSARMRLADALGAHTPRPGSGDSGSSD
>TDX31965.1 putative amidophosphoribosyltransferase [Rhodovulum visakhapatnamense]
MLQSALRLIYPPRCIACGEPVESDHALCARCWGELDFVTGLVCDACGVPLPGEDTGDPVLCDDCLAGPRPWSRGRAALLY
RGRARGLVLAFKHGDRTDLARAAAGWMLRAGRPILGPGLLVAPVPLHRWRLLRRRYNQSALLSRVVAEGTGAEHCPDLLV
RIRATRPQEGMTAEARAANQAGAMAVAPRHRDRLPGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAE
>TDX31966.1 glutaredoxin 3 [Rhodovulum visakhapatnamense]
MQPVEIYTTSSCGYCHAAKRLLDSKGVSYAELDVTADPGLRQEMMERANGGYTVPQIFVGETHVGGCDDLYELDRAGKLD
PLLAG
>TDX31967.1 putative amidohydrolase [Rhodovulum visakhapatnamense]
MRAALIQLTSSDLPDENIGLVRESMHEAVAGGADLILTPEVTNCLSPSRVRQNEVLKEEADDPTLAALRQEAASLGVWLL
IGSLGLKTSDPDGRFANRSFLIGPGGAIAARYDKIHMFDVEISETETFRESDGYRPGTRAVVAPTPFGTMGLAICYDLRF
PHLFRALAHAGAEILTVPAAFSPVTGAAHWEPLLRARAIENGCYVLAPAQCGLHPAAEGRPRRTHGHSLAVSPWGEVLAD
GGEAPGIVYVDLDREEVVRARARVPSIFHDRDFEAP
>TDX31968.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSEISESLVVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREAAIQAVAPVLAEAVADIGEDRLKAALPVLRMLRQKLEG
>TDX31969.1 3-demethylubiquinone-9 3-methyltransferase [Rhodovulum visakhapatnamense]
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLTIDYRHTTAEALAAAGERFDVVLNMEVVEHVADPLAYLTACRELLKPGGL
HLCSTINRNPKAFVMTILGAEYVMRWLPKGTHEYQKFITPDELCGLLERAGLKVLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>TDX31970.1 proline iminopeptidase [Rhodovulum visakhapatnamense]
MDKSAGQKRASQHLFPPIDPFDQRMLEVGDGHRIYVEQCGHPRGIPVIVLHGGPGGGCSPAMRRYFDPAEFRIVLFDQRG
CGRSRPHASVTSNTTWHLIADIEKIRAELGIERWVLFGGSWGATLALAYAQTHPERVAYMALRGVFLMTQAELDWFYGGG
AGQFWPDLWARFSDPIPADERSDMIAAYHRRLFSGDMMMETRHSRAWAAWENALASIEHEGPAGEAPADYARAFARLENH
YFSNRGFLDRDGQLLDDVPLISHIPATIVQGRYDMVCPPASAFRLAERWSRADLKMVPMAGHALSEPGISAELVRTMRNV
QRQAGLLGL
>TDX31971.1 ubiquinone/menaquinone biosynthesis C-methylase UbiE [Rhodovulum visakhapatnamense]
MHVNARFWDRLAPRYARMQVRDPDAYEKKLAMTRAYLGPGGLVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVEFRVGDLADMPDNPGAYDMVMAHNVLHLLPDRAGALVRVHRMLKPGGVFVSSTACAAGAPRLFRWIAKAGH
AVGLLPLFNLLTADALRAEIAAAGFEIAEDWRPEGGRAPVLFLIARKPA
>TDX31972.1 ribosome maturation factor RimP [Rhodovulum visakhapatnamense]
MSELIAKTAIDRRLAEILTPVIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISAVLDVEDPIEEAYT
LEVSSPGIDRPLTRLKDFETWEGYEAKLETAEMIDGRRRFKGMLQGVEDGEVLIEIEGPEGEPVIIGLQYGWLSDAKLVL
TDELIREMLKARKDAGLIDESDFDEIETDDGSVPQED
>TDX31973.1 NusA antitermination factor [Rhodovulum visakhapatnamense]
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGSEMDIRVSIDRKTGRATFTRVRTVVEDEALENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQVFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTGLDIDIMTEAEESQRRQAEFEERTRLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHLEEMNRKALEHARELGVEDSLVDFEGLTPQMIEALALDGVKTLEDFATCADWELAGGWTS
VNGERVKDEGILEKFDMSLEEAQTLVMTARVQLGWVDPSELEPDADAEEDVGEEEAEA
>TDX31974.1 hypothetical protein EV657_104171 [Rhodovulum visakhapatnamense]
MARGGAGRSADEPERRCIATGEVAPKAGLIRFVVGPEDEAVPDLLGKLPGRGMWVAADRDALEKAAKKRLFSRAAKRQVA
VPGDLLEQVEAGLLRRVVDSLSLARKAGLAVAGFEKAKGWLDSGQAVVLIQASDGSERGKTKLRPPREEGGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>TDX31975.1 translation initiation factor 2 (bIF-2) [Rhodovulum visakhapatnamense]
MDDTDGKKTLGLRGSSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGGAGGGHAGGDPSRRPAGISDAEMERR
LKALQAAKAREADEARQRAEDERQREEERQRRREEAEAKEREQREIEEAARRKVEEEERRKREEEEAAKVKAAAAERAAA
PASAKPAAAGAAAPAADGDAQRTAAKTASPRKVDREREGADDRPGRGKTTAAKGDRRSGKLTVSQALTGGEGGRQRSLAA
MKRKQERMRQKAMGGADKHEKVVRDVQVPETIVVQELANRMAERAADVVKSLMQMGMMVTQNQSIDADTAELIVEEFGHK
VVRVSDADVEQVIDTVEDKEEDLQPRPPVITIMGHVDHGKTSLLDAIRDAKVVAGEAGGITQHIGAYQVMTDSGALLTFL
DTPGHAAFTSMRARGAQVTDIVVLVVAADDAVMPQTVEAINHAKAAGVPMIVAINKCDKPSANPQKVRTDLLQHEVVVEA
MSGEVQDVEVSALTGKGLDELLEAIALQAEILELQANPERQAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVAGEQW
GKVRALVNDKGERVKSAGPSVPVEVLGLNGTPEAGDVLNVVETEAQAREIAEYRQQAAKDKRAAAGAATTLDQLLAKAKE
DANVAELPILVKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKG
VELRYYSVIYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVIHEGTL
KTLKRFKDEVAEVQSGQECGMAFENYDDVRAGDVIEIFERHEVVRTLS
>TDX31976.1 hypothetical protein EV657_104173 [Rhodovulum visakhapatnamense]
MIRTIRLGSCVSVQGAFVLCRANGRIVVRVGTRLFEGMPIEAAA
>TDX31977.1 capsular polysaccharide transport system permease protein [Rhodovulum visakhapatnamense]
MRSQSPAAKPSRTNPLQGALRVFGALVIREMITRYGRSPGGYVWAVLDPAGMIAILALAFSQFIHTPPLGESFILFYATG
YIPFYAYSEIASVVSSSIFVNRQLMHFPMVTPLDSVLARFFLSFLTVIAVSFLVFTTLLVVTDDPVRLSLGPLFLALGTA
AFLGLGIGTLNAVVFTFFPLWQRVWSIINRPLFILSAVFFTFESLPRQARDVLWWNPIIHLVGEARRAFYPIYRGDYIML
AYPLGIAGFCLLVGGFLLLRNRSAIIEV
>TDX31978.1 capsular polysaccharide transport system permease protein [Rhodovulum visakhapatnamense]
MEAIVQVVPKIQGGQSVTHEISETDKDRARLRHRLMRLGLAVVVVLPTVVAALYLWLIAADQYHSDSAFSVRSEDYSNPL
EALSVFTQVGSSSGSDSQILYDFIRSQPLMQQVDADLDLRALFGKQPSDLVFSLERDASREDMLDYWQRMVKVAVDPLTG
VLSLQVRAFAPEDAEAIAQSILAQSGRMVDDLSRIARQDAIRFALEDLEEAEVRLRDVRRKVRVFRLENDIIDPTEAAQS
QMGVIAALEGELASALVERETITSFAGEEDQRVKRVDRRIEAVRSQIDQERRRIGRPTSGPSSLVDAIGSYEELLVDLEF
AQRAYTAALAASEQARAEARRTNRYLAVHIPPTLAEDSLYPQRGLLILLVLICSLAVYFTGLLIYYNVRDRG
>TDX31979.1 capsular polysaccharide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLEFRGVEKSFRLPGGGRRHILRGLTLDLPRKHRVAIIGRNGAGKSTFLRMIAGTHRPDRGEIRRIGRVSWPMGFSGGFH
PALTGRQNARFVARIYGADTDALVEEVAEFCELGPYFDAPFETYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRR
KAEAAFAERLDRVQIIMVSHSDDTLRKYCNAALLLQDGHAWFFDDLEDGLAAYRATLSA
>TDX31980.1 hypothetical protein EV657_104177 [Rhodovulum visakhapatnamense]
MTLRPPGAAPPAFLTGRFSPTADLYLGFSCRDRIACGALRQISPTVFATGETLIVIRHAAGLRALPPHRRLIYLIDDDIR
AGIGDRALPPIYRAKLALLEWPEARRFEPLATAILTTSPKLAATLRVRRPGARVEEIAPAWPVAEMPVLDPSAPIRRIGL
LMGRSHARDAAPLWAPLLRLLDRRPGLALTVSGNLALPRAVVRHRAVEVLPALDWAAYLAWLRQARLDLGLVPHLASRRF
NAARSASKLGEYAMAGAAVIGSDSWHEAARGAMCGRCLAPGADPAAWIAAIDRLIDDPASARAMAATNRRALIAADAEGH
QRRLWASLLDAAED
>TDX31981.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MRRIRVAPSETIRIATLARDGVVSLEAQATRPARIGTEAATRHVEPGDGPVRLTLPGRRHLVWQIEGAPAVAISLYRPDQ
RVRGALSAVAALAFLPLRHTGDIAAYFLRGDSGAGTRLERALIPGTEAASQAPPAAGSETSLAARLAGLGSAKPVQVFLG
HRLGGGAEFWLADRIATGRAQGNVALVLRDDPAGVLAELHDSGPPLHQRLSRTGAAALLSRPARIRLIYSNLVGAADPLG
LLNDMLDRLRPQDRFELIFHDFLPLCPSHTLIGSAGRFCGLPDPVPCQACYRKLAVTSGARPPRIETWRQAWHRAATRAD
EIVVFSADSARRVARVWPDLAPHLVLRPHHVGHLPPRLAPPSGPARLGVLGRIGHAKGAAVLKALAALPDRGFEIVVLGE
LDPAFAHPGMTVHGRYRRDEIATLAASHTIGAWFVPAIWPETFSYTVHECLATGLPVLTFDIGAQGETAAAHPNGQVLPL
DASPRDLADRLAAALAGTAQSSAASSNEAQSLR
>TDX31982.1 GT2 family glycosyltransferase [Rhodovulum visakhapatnamense]
MISLRWRVGGTADPIDFAIEAVTVKRIAGRAWRMAGGGEPLDLELVSGGRVLMTATADRPAPSGLSGAFEFRLDGGTAAA
IGHRAVHLRVAGEKRPFAKLHLPGGKTVRAGRRATLVSRTIRAAYLCRLRTEFTVNRPLGGGEGVIETVALRDGVLHVRG
RSRVPVTIRSETARVDLAKSGTEDQAFDLRLTGHRLLWVEGAGLPLLTVRLPPPRFSPLATVRTVVDFCRVPFLFGGNLA
RFLFRGDTKAGDPIEAFLLRLRPASEAGPEVVPGLFAAAAPPRPAPPADIVLPVFNAADDLRVCLEHLARNTPPEHRVIA
IDDASTDPSIAPMLDAFARARPGTLLLRNAENGGFIASVNRGLAESRGHVVLLNSDAFVPPGWIDRLMRPILDDALIASV
TPMSNEAEIATAPVICRHEPLAEGQAEAMDAIAQRLNPAAARAESPTGVGFCMAMSRRWLDEVPRFDTAFGRGYGEEVDW
CRRVGERGGRHLLIGDLFVEHRGGGSFGPEKAVRIAAASRLINDRYPAYDASVADFIRKDPLVGPRLALGLARAGTEAPL
PVYLGHRLGGGGEHWLQDRIARDLDEGGSALVLRDGPEPETVAVELYRAAGQTRAVLPLAELGGYLGAAGRKTLVYSCLV
GARAPLDLAEVAAISLGAEDRFRMVFHDYFPLCPSRNLLGHDGRFCDLPGAERCQACYERLAAIDETWPARISDWRGRWH
ALAARAETIEVFSPSSRTLVARAWPDLAPRLALRSHPLAFLPRPVQPAPRARPVLGVLGSIGFEKGAAVLRDLAAAPGVR
MDIVVIGKLDEAYAHRGIRVIGRYRREEISDLAEAYGVGRWLIPSVCPETFSYATHECLATGLPVFAFDFGGQADALRGA
PNGHLLPRDIAPTELAARLLAPPPSDRPAERKELTA
>TDX31983.1 LPS sulfotransferase NodH [Rhodovulum visakhapatnamense]
MTIGRTGTTTHPAPAGPMPITVKPALSDIFAPDDEESAKRRIAGARREKAERTLLIHFTPRSGSSWLASLLEATGCLGIG
HELFNPSFMPQNARYFGARTLTEYVEMARRFPVRQGSLSFKITSHQLHAVFDDPDQFFAAFADAASVWLIREDIVAQAVS
LAKMVQTQVGHTADSDGETRRRAEAGFAYDRSTIKYWLRHILAAEQCTENCLRTYRIAPLRLSYERITAIPPRQLVELMA
NWCGYPGLPDDAPPSSRHEKIGTAQNLDYAERFRRENRGFLAKVEAERRSWLDRLDDPGPGLPKG
>TDX31984.1 hypothetical protein EV657_104181 [Rhodovulum visakhapatnamense]
MESLGACRNRTETAAEALVFLRPVHRQAAKTPNLFIANELAKAIREDWARRGFWI
>TDX31985.1 hypothetical protein EV657_104182 [Rhodovulum visakhapatnamense]
MKFSTLLAGASVALTVTAAAASAQDMSFFRIGTGGTAGTYYPIGGLLANAISNPPGSRSCEEGGSCGVPGLVASALSSNG
SVANINGIAGGTLESGFAQSDVASWAHSGTGIWEGKPAVESLRAIANLYPESIHLVADADSGIKSVADLKGKRVSLDEPG
SGTLVDARIILEGYGLSESDVTAEFLKPDQAADRMRDGAMDAFFFVGGYPAGAIAELASQHAVTLVPISCEDVPTICETY
SFFASNTVPGGTYEGVDEDTQTLSVGAQWVTSASQPDDLIYGITKALWNENTRKLLDAGHSKGKLITAETALDGVGIPLH
PGAERFYREAGLIQ
>TDX31986.1 TRAP transporter 4TM/12TM fusion protein [Rhodovulum visakhapatnamense]
MTENRTETAQGTATETLSAEDLKALEEKFDPEMRFRTVARPLAMLAAAIMFLLSCYHYYTAGFGIPPATTHRGLHMGVTL
LLVFLSFSAFGRREVRPGPLAPWGMPLIDWILAGAGLVAALYVPWIYADLAFRVGNPLPVDIAMGTILIVVLLEAVRRSM
GWPLPVIAILFIAYAYFGRSMPGILVHPGASWSNIVNHLYLTSQGIYGTALGVIATYVFHFVLFGVMASRIGLGQLFIDI
ASALAGRYAGGPAKVSVVSSALLGSISGSSIANTVTTGALTIPAMIRIGYPRHFAAAVEAASSTGGQITPPVMGAVAFLM
IEYLGVPLTTILTAALVPAFMHFFGVLVQVHLEARRLGLRGLHPSELPNAWRVFRKGWLSVLPLILLIAILLSGRTPFAA
AFWSITACIGVLLIQKVLASGLVDGVRAAAYEVWEGFVLGARQSLAVTAAAALVGVVIGVVTLTGVGFKIAYMVTGVASG
WANDVHGWLAVLPVELMTVPTLTLLFTLMLTAVVCILMGCGIPTTANYIIMVAVAAPILGLLGVQPLVAHFFVFYYGVLA
DITPPVAMAAYAASGIAGANAFKAGNTAFRLGMGKVLVPFVFAFQPALLLVTDGFTWSAFFLAAFGAVMGIWALAAAVSN
WLFAPLHWAERILLVIAALLLVAPDTGATVVGLALFLPPALRQLAFRRRSMA
>TDX31987.1 nitrogenase-associated protein [Rhodovulum visakhapatnamense]
MAQVIFYEKPGCVGNARQRAVLTASGHALDRRDILSAGWTAETLRPFFGDRPVAEWVNASAPRVKSGEIRPEALSEAEAM
DLMLADPLLIRRPLMQVGEARMAGFDQAAVADWIGLAPTRTPVTDACPRQPDAPSCPPPEV
>TDX31988.1 quercetin dioxygenase-like cupin family protein [Rhodovulum visakhapatnamense]
MKIIRSGSNASMKGPEDWFTGTVRVDMLFQAEEPGRTGGSHVTFEPGARIAWHTHPAGQTLIITFGRGRVQREGGPVEEV
SQGDVVWFPAGDKHWHGAAAETAMSHIAIQQSIDGSPVTWLEKVADADYNG
>TDX31989.1 hypothetical protein EV657_104186 [Rhodovulum visakhapatnamense]
MLFGPDAAPHPTVQGDDTGATDIAADLIRAIGFKPLDAGGLRTGRFAAPFALGTAARACIQPGGAALICRFDSLRG
>TDX31990.1 alkylhydroperoxidase/carboxymuconolactone decarboxylase family protein YurZ [Rhodovulum visakhapatnamense]
MQASGCPRRSAAFPPRSVSPALEAYSKTDLVGPVWTGAELSLRDRALVTFAALMTRHETDTLQRHVTLALDVGVTPAELS
ETITHLALYTGRGNAIAATEAAAPVFAAHGIAPADLPAVDPDLLPLDEEAEAARETPVRGTFGNVSTGGADTTRKLLFRD
LWLRPDLAPRPRAPGPQHGDRRGADRGGPARADNLPSRPRDG
>TDX31991.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MIDDPQIRSSHMLRENITDLVALAAVAEERSFTKAAARLNVSQSALSHTIKGLEARLGLRLLTRTTRSVAPTLEGEDLLA
TLTPCFEKIEARLMALNESRDTPTGTVRIVAVEYAIESLLWPKLSPMLKKYPSVNIELVMDYGYTDLASSQCDAGVRYGE
QVSEGMISMRIGPDERMVCIGAPDYFAGAGVPETPQDLTGHRCVNLRLSTHGALYAWEFEEADGTEIRVKVQGQVCFNTV
NPVLRAAVDGHGLALVPERLAADHLAAGRLVTCLEDYSPCFPGFHLYYPSRQRPSSAFDAVLEALRDRG
>TDX31992.1 zinc-binding dehydrogenase [Rhodovulum visakhapatnamense]
MAGRRHNCLNGTTFTYGSEDKLLGGVTYGGFSKRIVVKEDLARRIPPGGDLPGAARLLCAGITTFSPINLWDLKPGERIG
VIGMGGLGHMAVKLAAAKGSEVVVFSTSEDKIADERGFGAVEAYLWSDEAAMARNTGSFDLMVATVPVAYPMQQFLNLLN
LGKTRVNIGALFLV
>TDX31993.1 hypothetical protein EV657_104190 [Rhodovulum visakhapatnamense]
MPMGFGRQSLAGSMIGGIAETQAVINVAARPGIAAICEMITPAQIADSYEKLVNRQARYRHVIDMTAA
>TDX31994.1 hypothetical protein EV657_104191 [Rhodovulum visakhapatnamense]
MTRITLIAGDAVLPATLDDTPFAAPRPKEVTLSDYRGREKVSDLPRKLRPHGAPARLAARPGDITTYAPWGNLAIFVKPF
GAPSRLVRLGAFDGEFGALLKSGRVPVRIEIAR
>TDX31995.1 chemotaxis protein MotB [Rhodovulum visakhapatnamense]
MAVGTNAPVIIKRKKVVGGGGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGESIFSEETLIQRGTGATQPSPSPDRQAKGEIGSGPVEQKDDKGTNSADAEAETQALKKLEDMINGKSGETILSEQMMR
HIVTRLTDEGLIIELFDIEGVPLFDANDRPTEILEQLTEVIGGAFGVVRNKVSVAGHVSARPVVLLNNPVWDISTLRAQT
VRKMLEDQGVAPARIERVTGFADRKPAVSRPMAVRNNRIELTLLRSDLRN
>TDX31996.1 flagellar hook protein FlgE [Rhodovulum visakhapatnamense]
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKTAEADFHSMVINGSRGSYSAGGVRTTTTRMIDQSGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGYLKTSTGLVLMGWPADASGTIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTLGVNLPATETAFNSASATGDPLTLSVEYFDNLGTSQSIDIVYTPDTSVAGLSNTWNMQLTDSATGAV
VGDYDLVFDDSQTYGGTLLSVTDNTGGAWDPATGILTVQVGPNADTMSINIGAFQSRSITTQLSDSFAPTSITKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYTHDNQCYSQSDTSGSFFMWDAGDGPTGDVVSYALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>TDX31997.1 flagellar hook-associated protein 1 FlgK [Rhodovulum visakhapatnamense]
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNQQLIGDRRFADAASA
EAETRADGLSKLEAAFGTADSADSISGSIAAFESALTAAASRPDSDARLATVLSAAQSLTGRINDAADAIQQSRMDAESG
IASTVQTLNDTLQQIAELNTEICKQYSYNNNANALVDQRQILIDKLAEIVPIREIPRDNGMVALYTENGAALIDGPPAEF
SFSSAGVIVPQMTVEGGALNGLYMNGKPVKVSGTYAAMGGGSLEALFEQRDVTAVQAQTDLDALTRDLIERFQDPAVDAS
LGATDAGLFTNFGAAFDLVSDPNAETGLSTRIGVNALVDPDQGGALWRLRSGLMAGSAGSVGDASLLNSMSDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQSAIDQSTFSTARAATLREAELADGVDTDHELQMLMLFEEAYAANAKVMKTID
ELINLLMEL
>TDX31998.1 flagellar hook-associated protein 3 FlgL [Rhodovulum visakhapatnamense]
MSLISMGDLAQSLGLRTRNAEVKAQFTRLAEEMVSGVTSDPAARVRGDFRPLGAIERSLTMLDAYDLATSETKSTADVMQ
AALGILSDTAKDIGATLISGSSGQHENMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGDATDSPALASADTILSSIGTA
ISGLTSVTDIETAIDNWFNTPGGFDTVAYQGSTTAVGTVRLNETETVRLDITATDPAIRDVLKSLATGALLADPALLSGN
PVQRSLLAESAGEGLLTADSALTDLRALLGVRQEKIESIETENSANRTMLLLAREGVLGVDPYETATQMEAVESQIDTLY
TVTARLARLSFTNYMS
>TDX31999.1 flagellar P-ring protein precursor FlgI [Rhodovulum visakhapatnamense]
MISRLTLLLATLLLAFPAFSAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARAGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGAVIAGGASAEGDGAKVVEG
VPTSGVIPSGARVEREIDFDFGSLNRLRLALRNPDFTTAGRIEAAINNDYGRGVARMVDSGTVVLDIGATRAASPAHALQ
RIEGIMVEPQQKATVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAEIEEDPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFVVR
>TDX32000.1 mutator family transposase [Rhodovulum visakhapatnamense]
MPKFATIMDEAEHDVLARMSFPKAHRARLDSTNPIERLNAEIKRRTQIVGIFSDYQAVVRLVGALPPGQNDNAPSSVPDP
>TDX32001.1 hypothetical protein EV657_104198 [Rhodovulum visakhapatnamense]
MLEVFHNLPDSLVGMEDCASARCWARELTKLGHGDRLMQPSCVKGYVKRGKTDKADAESICGAVSWLSMHFDPVKAEERR
DLLMGHKAREFLVRQRTLTVNAIRADPGL
>TDX32002.1 transposase IS116/IS110/IS902 family protein [Rhodovulum visakhapatnamense]
MAKGIYNADRLIAACDRADVPVSAREALTLPADGSVGTQEKIARLIADIHADAKANDAAQRPRTIPGIDRITASALVAAL
REASGFRSGRDLAARIGLTPKPHSTGGKGRLGRILKTGNRDSRRLLFLGTIAPVGARRRGEPGEDWLWMITERKKPEQAA
IALANRIGRPDCALLKNGPENQATRPARLKPGHLPEKKGKCIVR
>TDX32003.1 S-adenosylmethionine-diacylgycerolhomoserine-N-methyltransferase [Rhodovulum visakhapatnamense]
MTDTPEHAALMDATYRHQRLIYDATRAWFLLGRDRLIADLAPPPKGRVLEIACGTGRNLARIGARYPGRRLFGLDISREM
LRTASARLNGRALLAEGDARRFDPESLFGTGAFDRIAISYALSMIPDWPEAIREAVRHLAPGGTLHIVDFHDQAGLPEAF
GKGLRAWLARFHVEPRTDLAGVVGRIAAETGGEATHRVLFRGYAQIAVIRQTSRGLR
>TDX32004.1 S-adenosylmethionine-diacylglycerol 3-amino-3-carboxypropyl transferase [Rhodovulum visakhapatnamense]
MSDISVPPASVEAQLGAAVHQNRALSATGLLERAFSRLFQGLVYVQIWEDPVADMAALDLAEGDRVVCIASGGCNVMSYL
TRRPAEVAAVDLSPAHVALLSLKRAAALHLPDQAAFFTFFGAADRQSNVRAYDRYLAPHLDAASRAWWEGRVFGRRRIEI
FARGAYRHGLLGRFLGAAGLVARLGGVDFDRLLAAQSLEDQRRFFETEVGPLFDRPLVRALARRRAALFGLGIPPAQHDK
LAADGGGDVIPVLRERVRKLFCDFPVAENYFIWQACKRRYGGVAGGAVPPYLDPAAFETVRAMAGRVSVRNRSVTDYLAE
RPAGSVDCAVLLDAQDWMTDAQLTALWTELTRAAAPGARVLFRTGGEPDILPGRVPDAILGRWTYDTGASRRGSAEDRSA
IYGAVHLYRLRG
>TDX32005.1 UDP-2,3-diacylglucosamine pyrophosphatase LpxH [Rhodovulum visakhapatnamense]
MGPAMECRTIFISDIHLGTRGCQAGMLLDFLSHHSAERIFLVGDIVDGWRLERTWHWPQTHNDLVQEILARARSGVEIVY
IPGNHDEMLRAYLGTHFGGIEVKRQAVHVAADGRRYLITHGDQFDSIVMHAKWLAHLGDRAYGAALGLNTLLNRARRIWG
GPYWSLSNWAKQQVKQAVNYISEYENVLAAEARRGGYDGIVCGHIHKAELSTVDGLAYVNCGDWVESCTAVIEHPDGRFE
LIDWAAEMRARALHRDRLRLLGGRRRSQDREAA
>TDX32006.1 phosphate ABC transporter substrate-binding protein (PhoT family) [Rhodovulum visakhapatnamense]
MRCLPGILLCAALCLPVARPALAGDVTLMSRDGAVEIGGHLLDFDGGTYRLDTIYGPLAVNADAVTCKGAACPGAEARVA
RFALSGTPALGAVAMPALIEGFAAARGMTVERAADGRRGLFRLRDPDDGTLRAEIALTTGSTGEGFADLLTGGADIAMAD
RAILPEEVAHGREAGLGDLSASHRRRLIALDAIVPVVAPDPRMGDPGRGLTLETLRGLLTGEIVDWSRIGGAEAPVTPHL
PRPGAGLGRTPEARLLEGQAPGSSARQHADAAAVSGAVAADPMGVGLTRLSALGGAVQVPLAAGCGTRLLASRQGIKTGD
YPFVVPLFLYLGAPQLPSLAGAFLDYLATPAAQIAMRRAGFADLMREEIPLARQGDRLALAIAEAAPGSGLAELQRMMSV
LRGAVRLTETVRPGPETDEALSQSGIEALARALEAGTFDGHTLILAGFADGGDGPDADRALARKDAEAVRDALRAAATAA
DFGRVRLEVVAFGALLPLACTGGLPEDRLPEAMAHRLNRRVEIWLR
>TDX32007.1 protein translocase subunit secA [Rhodovulum visakhapatnamense]
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRVAEGEALDDILPEAFANCREGARRA
LGLRAFDVQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGEGVHIVTVNDYLAKRDAEWMGKVYAMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYKLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSMYDPESTTIVHHAQQALKAHKMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTATEKYAAIVESIKDAHGRGQPVLVGTTSIEKSEMLSDMLKTQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEMKVMEALDADPTAHPDAVRARIEAEHAEEKQKVLEAGGLYVLGTERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSTLGMKDGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIDDLVETHIPPRSYADQWDAEGLQRAVAESLNLDLPIVDWAD
EEGVDDETIAERIADASDKAMASKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTKKLGQIRPLTEDERNEMIRQLAEQQARLAEATAQAQPSHADAPADGTEPAPAALASAAPGFDE
SRPETWGNPNRNDPCPCGSGKKFKHCHGQLV
>TDX32008.1 peptidyl-prolyl cis-trans isomerase C [Rhodovulum visakhapatnamense]
MTFALKPLAALTLAAGMALPALAADIGPDTVVARVGNQEITIGHMIVLRAQLPPDYQQLPDDVLYQAVLDQLIRQTAVGE
AIGTDLSKGASLALENERRSFVAGEALSRVAEEAVTDEAVQAAYDAAYGAAHPINEYHAAHILVETEDEAKAIETELANG
ADFAELAKEKSTGPSGPNGGDLGWFSEGMMVQPFEEAVVAMNPGEVSAPVQTQFGWHVIKLYESRLKDAPALDDVRGDLV
QRIQREAMEQALEKYTEEADVTRNEIEVDPAILKDQSLLDQ
>TDX32009.1 glutamate N-acetyltransferase [Rhodovulum visakhapatnamense]
MAKDKKNKVDTGETKKKKAKIKPLKREIERLRAQLVAVAEKVPAKTPVISPLAPEAGFPALPVIEGAEFAAAEAGVRYKG
RLDVMLARLAPGTAVAGVFTRSATRSAPVLDCEAKIAAKPGQKQGAAILVNSGNSNAFTGAAGAGAVSALCAAAAEAAAV
PEARVFTASTGVIGEPLPHERISAVLGDLAARLSPEALPLAARAIMTTDTFPKGATATVEIDGQQIRIAGIAKGSGMIAP
DMATMLVYIFTDAKIGQPLLQKMLGKLTDETFNCITVDGDTSTSDTLIVAATGKSKVPEITDLRSSAGRAFQEALKGVML
DLAHQVVKDGEGATKFVEVAVTGAASPADARKVAMSIANSPLVKTAIAGEDPNWGRIVMAVGKSGARADRDLLSIRFGEI
LVAEKGWVAESYAEEVGAAYMTREELVIGVDLGLGKGASTVWTCDFTKRYIEINADYRS
>TDX32010.1 8-oxo-dGTP diphosphatase [Rhodovulum visakhapatnamense]
MKIVLVAAVALIDADGRVLLAQRPAGKAMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCLAPLSFASHSYEDF
HLLMPLFACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADLPLIPVLQDLL
>TDX32011.1 hypothetical protein EV657_104208 [Rhodovulum visakhapatnamense]
MSNLHWLSEAQMERLKPFFPKSHGNRARTAGPMRGPVRCYSKSCSTGISGRSAGGIGKSRRSRACAHFST
>TDX32012.1 site-specific recombinase XerD [Rhodovulum visakhapatnamense]
MSASGRTRRELPGRRGRPEAANGMVKAVGQLFKFAVRYEFCDRNPAAEVEYLHPKNADGFHSWSLEEIAAYEARHPVGTM
ARLALALALYTGQRRSDLVQLGKQHVRDGWLIFTQHKNRNRNPVRQEIPIIPDLQRIIDASPVGDLTFLVTTFGQPFTSN
GFGNRFRKWCDEASLPQCSVHGLRKAAAARLAELGCTEFEIMAITGHRTSKEVTRYTRAASQKARAESALKRMSREQK
>TDX32013.1 putative ATPase [Rhodovulum visakhapatnamense]
MSAHFFVVTGGPGAGKTSPIAELARRGFHTIPESGRAIIREEMQSGGDALPWADLAACAERMLERDLRAHRAARALSGPV
IFDRGIPDILGYLTLCNLPVPPHVATPRQGFGRSRGGFTTKIHLLVNAHGLPMRTEITPGQTSDYLGFDLVMADNLPRPS
VLIADRGYDADKIRNGMEARNVLPVIPMRKSRKKRIGVDRSLYRLRNLVERCFNKLKNARRVATRYDKTAESFLGFIDIT
SIRLWVRHLST
>TDX32014.1 hypothetical protein EV657_104212 [Rhodovulum visakhapatnamense]
MYGILKYASSIEGELDVWTDCLLLNPRRNSAFLVNFDKLLRSASASSGRVEVYEYLRFVFGHDLERR
>TDX32015.1 hypothetical protein EV657_104214 [Rhodovulum visakhapatnamense]
MTGKTPKTGVPKPSGTREERLKQALKANLARRKAQARAREDKPKGQEEQN
>TDX32016.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum visakhapatnamense]
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGQAEVSLPGGCAIGARPVDLHLQALEAMGARLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALLAATLAKGTTVLKNAAREPEIVDLARCLRAMGARIEGEGTATITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRLDLLPAFAEKLDAAGITVEQTDRGLRVARKNGRLSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGTSRLEETIFENRFMHAPELVRMGARIDVSGGTATVTGVGRLKGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLGACGAHIERMSAE
>TDX32017.1 DUF2948 family protein [Rhodovulum visakhapatnamense]
MTEDARFEDGAERPLHLMAAEASDLEVISALVQDGVLPVTEMRWDRSRRRFAALVNRFRWEDKEAAERRGRPFERVQAVL
TVEDVTQVVSQGIDRSDPDLVLSLLAVAFEPGEDGTGRVVLTLAGDGAVALEVECLEVTLTDVTRPYAAPSGKAPRHP
>TDX32018.1 histidinol dehydrogenase [Rhodovulum visakhapatnamense]
MPVFLDTAAADFEAQFSALLSAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLDLTPETLAFSSEEIDAACAAV
SREDRAALELAAERIRAYHVRQMPEGAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKANPLVLMAARLSGVETVYRIGGAQAIAAMAHGTETIVPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWVAIDLLSQAEHDESAQSILVTDDAAFGRAVAEAVEARLKTLERRAIAGASWRDFGAVIIVRDLAEAAAL
SNRVAPEHLELCVADPEALVQKITHAGAIFMGQWTPEAIGDYIGGPNHVLPTARSARFSSGLSVHDFIKRTTLARMTPEA
LKAIGPAAERLAISESLEAHGLSIRARLDRLNEDAT
>TDX32019.1 uncharacterized protein (UPF0262 family) [Rhodovulum visakhapatnamense]
MTTARLCHVELDDSNLPPPTPEIEQERKVALFDLMEDNSFSLPGREDRPAPPGPFRLTLSIREKRLVFDVKTETGSPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLESKADLDIDTARRLFTLICVLYHG
G
>TDX32020.1 protein-tyrosine-phosphatase [Rhodovulum visakhapatnamense]
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVTVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLDVEYWPVLDPTGLGETRPDKLAAYRQTRNQIVDRLIGRFGPPARGAGD
>TDX32021.1 fatty-acyl-CoA synthase [Rhodovulum visakhapatnamense]
MNSMSMEYARREWLAIAAETPWETRDRPKTIYSFVSRTAAAFPDRPAVSFQIFSGPKDPAETLTWTEFHGRITQAANLFR
RLGIGPDDVVAYILPNCNETAVCFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPRTDVAQKVSEAVRHAP
KVQTVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFDDPEEDRFAAYFHTGGTTGMPKVAQH
RVSGMIYNGWLGHTLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGDGVLDNFWKLIERWGVTFVIT
VPTAIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDSTKKIGSVGLPFPYT
QIRILKCDGDGNVQRECETDEVGEICISNPGVVPGSTYTEKAKNLGLFADGYFLRTGDLGRIDEDGYLFITGRAKDVIIR
GGHNIDPAEIEEALLGHHDVAFAGAIGQPDSFSGELPCVYVELVSGATATPEDLMAHARVHIHERAAIPKHIEILDELPK
TAVGKVFKPGLRKLAIQRVYDAALAEAGHPVRVREVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWDWTED
>TDX32022.1 ATP-binding cassette subfamily B protein [Rhodovulum visakhapatnamense]
MPPRPQPQDDREKSKRIGALQALWPFVAPYRRMLAAALSALVLTALVYLAMPVAVRQVVDAFDTETAALLDRYFGLALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPAFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRRLSRENQDWIAASSGNASEALLSVQTVQAFTNESRARSQFRAVT
EQSFLSARHRIGTRAVMTVIVIFLVFAGIVGVLWVGARDVRAGEMSVGELVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTARDSVTDPAAPLPLPKPARGEIRFEGVRFSYPTRPDTPALDGIELTVRPGETVALVGPSGAGKTTVMQLIL
RFYDPQEGRVLFDGADLRDLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAAHAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRIAIARAILRDAPVLLLDEATSALDAESERAVQEAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAQGGLYARLARLQFTAGVETAA
>TDX32023.1 hypothetical protein EV657_104222 [Rhodovulum visakhapatnamense]
MARSFRRPTLALSCAAALCLQPAGAWTLWDADPPKTPLEKHLDRLVEGGEDLTELHGRIEESRDQGFRLLGRSTKSLEGD
VDDLVLEIERALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQKPEPDPDATDKIEDRIADREAAAATLEAEV
AARKTALRETFAQAGATLGEDEIDSLTSRADGDDLLKMFTVFDITRKITDELKALMQGTAPSPGMQLQYYGVFVVMAELQ
VMVHREYLRRLDEDYLPALETIKAEIDATVAFARERMATATPEQQEIYAKNIAANALSLDVIARYEQILDQQKARSAEAM
EKAQSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLQPFDDNTLRQRFEEISDRVAEIVGNS
>TDX32024.1 translation initiation factor 1 (bIF-1) [Rhodovulum visakhapatnamense]
MAKEEMLEFPGVVKELLPNATFRVELDNGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>TDX32025.1 septum formation protein [Rhodovulum visakhapatnamense]
MRLILGSQSPRRKDLLAQIGVVPDDVRPADIDETPHRGELPRPYCLRIAREKVRAVLAAPDDLVLCADTAVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLSDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFSAVVGLPLAETATLLRAAGYPLDTERT
>TDX32026.1 Rne/Rng family ribonuclease [Rhodovulum visakhapatnamense]
MKGRSILLDEIGGRKAAALMEDGRLEDLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPEGRAFLKQAKGLRPGQGI
LVQVTGYAEEGKAVPVTPRILFKSRLTILTPEAPGLNVSRAIRDEAERDRLLEILHDGMEGAPEGLGAILRSAAEGADPE
AVAEDIAAQRALAEAILSEPADGAPELFLDGPDSHALAWRDWPAPDDLDDRAGSFADHGVPEAIEALAGPEALPGGGSVH
VEPTRALTAVDVNTGADSSPAAGLKANIAAARALPRLLRLRGLAGQIVVDFAPMPKKDRVALEQVMKAAFRADAVETTFV
GWTPLGHAELTRKRERLPLSETLAR
>TDX32027.1 hypothetical protein EV657_104226 [Rhodovulum visakhapatnamense]
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGAYSVPGDATDPAEAEDDLPSSPPRRH
>TDX32028.1 hemolysin type calcium-binding protein [Rhodovulum visakhapatnamense]
MTNLPSPTHRPSLRSVAAPALTPLKSERVASTAGTSIHYTGAGALDFFEFGSFTWKGTATGIEVAQGTASCDWVVATSNT
TAATYSTGTDSDTVYGGWGDETVRLGDDNDVSCGNAGNDLIYGNAGNGTLSAGSGSDTLYGGAGNDTFGIYDSNQTAVVY
GDDGGTEALARAKQLAAQGWPGVRVVRGQNGCS
>TDX32029.1 DNA repair protein RadC [Rhodovulum visakhapatnamense]
MPRPTPPPSPAEPVLPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVTRLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQARGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIAMTAQIEAACAALSLVLHDHLI
VGKARDLSFRAEGYL
>TDX32030.1 molecular chaperone DnaJ [Rhodovulum visakhapatnamense]
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEAQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGRQRATRGSDLRYNLRVTLEEAYSGLQKTIKVPSSVACEVCNG
TGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERALSVNIPAGVETGTRIRLA
GEGEAGLRGGPSGDLYIFIEVTDHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMRLRGK
GMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFKKVKSFWDGMKS
>TDX32031.1 molecular chaperone DnaK [Rhodovulum visakhapatnamense]
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDSERLVGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEEVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLAKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMNPQAGTPLHLVMKLTRAKLESLVGDLIKRSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIEEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQNAVTIRVFQGEREMAADNKMLGQFNLEDIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAEANAEADKKRRELVETRNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLDSEDAGKIKGGIQNVSEAAMRLGEAIYKAQQQETSGPEADDDRDEPTGVDDEIVDAEFEDLDDRKRS
>TDX32032.1 alkylated DNA repair protein (DNA oxidative demethylase) [Rhodovulum visakhapatnamense]
MSETERPGRPAPALVVRGVEVFPGLLDPSAQAALVAEIAAVMAAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TQHPSGVAWPPIPAPVLALWHRVTGVDRAPDCCLVNLYREGAKMGLHQDRDEADFGWPIVSVSLGDEARFRIGGIERGGP
TDSLWLKSGDVLVMGGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>TDX32033.1 ABC-type polysaccharide/polyol phosphate export permease [Rhodovulum visakhapatnamense]
MRHVRKSHRNAGPGLIMNILQTVLPVVSFYAMFTLVGLRGAAIRGDFLIYLMSGVFLFMTFNKTMAAVAGSEGPASAMMQ
HAPMNTIIAIAAAALGTLYIQILSMVFVGFVYHAAFTPITVDRPVGAMGMLLAWFSGLSVGMVFLALKPWAPGVVGLAST
AFQRMTLIASGKMFAANTMDRPHAGLLRPEPLFHCIDPARGLAFVDYDPHSTAVGHPLRLAIAPTVIGPMGECHTRKLAP
ADGMPPGLSPPPEASG
>TDX32034.1 3'(2'),5'-bisphosphate nucleotidase [Rhodovulum visakhapatnamense]
MDYEQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALISAELRRAFPEALIVTEEQADTHTESAAD
FLIVDPLDGTKEFVQRRGDFTVNIARVEGGVPVRGVVYAPARGRLFYTRADGATVEETGDLALDAVGPVTPLSVSAPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGKVVRFDDHSP
LSYGKPGYENPFFIAYAPGVDLKDA
>TDX32035.1 3-deoxy-manno-octulosonate cytidylyltransferase (CMP-KDO synthetase) [Rhodovulum visakhapatnamense]
MSVVIVIPARFASSRYPGKPLAMLRGASGQEKSLIRRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDVLGGAVEIAVNLQGDAPLTPAWFIEDLVAGLRADPGADLATPVLRCDGQGLAALLDDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQTYADSAPTPVFHHVGVYAYRPAALDAYRRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>TDX32036.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum visakhapatnamense]
MNRQVTKAVFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLK
SKGKDDLLEILRSTDMESGAIAYIRQKMAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMVDAYQDTGANMVA
AMEVPREKASAYGILDVARDMGDKVLVKGMVEKPSLEEAPSNLAVIGRYILTPKVLHNLDQNLRHKRFGAG
>TDX32432.1 D-mannonate dehydratase [Rhodovulum visakhapatnamense]
MRQTWRWFGPRDLVSIDDVRQAGAVGVVSALHHVPTGAVWTPDEIARRQAEIGTMKDGTPSTLTWDVVESLPVSEDIKKQ
KGDWRAHLDAYRDSLRHLAAAGIEVICYNFMPVLDWTRTDLAWKRPSGATCMRFDLTDFAAFDLFILARPGASEDYDEAL
QAAAEARFRAMSEADRDQLAGNVVFGLPGAAERFTLEDVRAHLAEYQGISEDRLRGHMIDFLSEIVPLAEELGLRLCCHP
DDPPVPLLGLPRIMSTEAHYAAVMRAVDSPANGITLCSGSLGARSDNDLPGMMDRLGDRVHFLHLRNVTRETGAVFGSFH
EAEHLGGDTDMVALVEAALREEARRRASGRADWSIPFRPDHGQDILDDLGRRAQPGYPSIGRLKGLAELRGIIAALEPRI
AV
>TDX32433.1 DNA-binding GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MDEHIERAVGCVLDPARPITPQLHRFLRLRIIRNDLKPGDRLSEAEIARSCAVSRQPVREAFIKLSEQGLLSILPQRGSL
VTTIAISSVLDARFVREAIEADIVRLLARRPDPALIARLRAQIDRQAAVAETAPRDFIQLDETFHRTLAEGAGKTGAWKL
LEGLKSQMDRVRFLALGRFPVDKLIAQHTAIVDGIAAGDMAAAEAATRAHLREILNDLPAIAAENPGFFDGLFESAAGEP
DPLTDVTGGDPT
>TDX32434.1 tripartite ATP-independent transporter DctP family solute receptor [Rhodovulum visakhapatnamense]
MTTAWKLPGLAAAALIAGLAAAPAMAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYSSIEHMDEVASGEIGQKIEAQIVERAQIRPITYFARGARELTSNRPVE
SPDDLKGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQKYVNLTDHVRSWIYL
TISELTWAKLSAGDQAAVLEAAKRAQAYERELFQQSLADDRAWLEEHGMIFVEADNAAFAAKAKEAVLANVSAEIRPIAE
EIFGE
>TDX32435.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MPTKTERFISTVIALARIGVGLSFAVLIAAVLIQVVGRGFGSSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCE
VLPGRWPWRLRLLSALATGALALFLLPHAWRFVSIGRMQSSPALGLTMSYVHLTVFLMLALLALFAALRVLGMLTGTEDG
TPEKAEEI
>TDX32436.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MEVWVLFGIFVGGLVVGIPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGLAMMVTAYVIARRKNFPRQPWQGFGEVARSFGGAIWAIAMTFLIIYGLLSGLATPTETA
VVASVYAVIVGCFIYRDLPLRRVPKVIVDSAVASAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIDPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARLPLTPVVIAILPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>TDX32437.1 L-idonate 5-dehydrogenase [Rhodovulum visakhapatnamense]
MDTRVCRLHAPHDIRIETLPVEGPGPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGTGVTGL
AEGQKVALNPSQPCGNCLYCQQGMFNHCLEMRFRGSAMRFPHEQGLFRDRIVIGAQQCLPVADVISLTQAACSEPLAVCL
HARRIAGDLTGKSVLVTGAGPIGSLCAAAAAEGGAAEVVVTDLQDRPLEVALQMGATRILNIARDPAAMEPYGADKGQFD
VVFECSAAAPAIGQAIATLRPRGILVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFADAVAAIGSGRIDVRPMVTATY
PLEDAQEAFEAAGDRSRAVKVHLSFEAA
>TDX32438.1 aldose 1-epimerase [Rhodovulum visakhapatnamense]
MFTATPTLPKIDRLASAPDGSPVRAIWIGQAGTRARIMTWGASLMDLRIEGLPHALVLGSEAFAPYLGPMRYFGAIVGPV
ANRIAGGRAALDGRMLTLERNEAGRSMLHGGTAGTASRNWRLEADSPAACTLSLSLPEGTGGLPGPLDLRASYLVDAAGA
LEIRLEGRSGVPTFCNLAHHSYWCLDGSGSLDRHRLQVAAARYLPVDDALIPQGPPAPVAGTRFDFRTPRPVLDAVLARE
APPLDHNFCLGDSAAPLRPACRLSAPGVVLEVTTTAPGLQVYDGGGLATAPVPGHEGRPYDAHAGIALEPQGWPDAPNRP
DFPSVLLRPGETYRQVSRFHARPTAPGDRP
>TDX32439.1 2-keto-3-deoxygalactonate kinase [Rhodovulum visakhapatnamense]
MTGPRWIAAAWGQSSLRIWAMAGRKVLTEGASDQGVSRLGPRDFEPALLTLANDMLPLDEVTRVLICGQAGARKGWVEVP
HAMVPCAPHAAPPVPAPSRDPRISVGILPGLGQTDPPDVMRGEETRIAGFLLDRASFDGVLCMPGLHGKWVRLRHGIVQG
FRTMMTGEIYGLIARQSVLRPMMDDSWDEAAFRHAVDESTRHPETIVSSIFGIRASALLNTPAPGLARARLSGLMVGCDI
GAMRTWWHNRPVAVLGTERVSTLYASALAAQGADVQALAGDRLTLAGLIAAHERTGHLEPSAAAHG
>TDX32440.1 2-keto-4-pentenoate hydratase/2-oxohepta-3-ene-1,7-dioic acid hydratase in catechol pathway [Rhodovulum visakhapatnamense]
MKLLRYGEAGSEKTGLLDAAGRVRDLSAHVPDLSGAAVAIAALDRLRGIDPEALPLVEAPGRIGACLSRVPNFFCVGLNY
ARHAAETGAEPPKEPILFSKASSALSGPYDPVVIPRESVKSDWEVELGVVIGRDTLYVSEAEALDHVAGYCVINDVSERA
FQIERGGQWVKGKSAPSFGPTGPWLVTADEVADPQALTLSLTLNGQTVQDSRTDDMIFSVAEIVSYMSRFMALQPGDIIA
TGTPSGVGMGMKPQRFLRPGDVMELTVEGLGTQRQDVVAAD
>TDX32441.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MAEQTRAEDIANRLRRSILHGTLPPGAPIKERDTAAEMGVSRTPMREAIRILANEGLLLLRPARSPVVASPTLAEVRDAI
EVLSALELLSVRLACDRATEADLDEIRRLERELSDNFTTLDDIDRFEVDMAFHLAIVRAAHNPALAGTHRSYLGRLWRAR
FLSARRKSSRDSVVSQHRAIVAGLETRDSAAAQASLQAHLDRLLANVRAFFETETETEIGPEASGAD
>TDX32442.1 TRAP-type mannitol/chloroaromatic compound transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MNPRPMLAAVALAAGAAVPAAAQDVTLRIQTHYNPEQTSGKLAAQFVEDVETMSGGSIDVEMFYASSVVATVETFDAAAN
GILDCDMTGGAYQTGKNAGFQFVGDIMGGYDTPYQQLSWLYYGGGLEQAQTLYNEFGMQLIGWWVYGQESLVSSTPIAGP
DDLKDWKFRSPPGMETEIFANLGASPIVMDFTEVFTAMETGIIEGTDYSGLSNDESIGLFDLANHATYPGFHSMPSDHLA
CNKAVWDGLTEQQRRIVEVAMEKLALRSALYFEKANAEAAARLTEKGVTLHDWSVEDRATFRKAAQAAWDVWAGKSPEAK
ALVDSHKAYLTQLGLIAD
>TDX32443.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MQRQDSLWLGPLGPPVKWAMIVSGAAAAAMALWLIAGQVWRADPVGMFEMLRPEGRPEVPLMLGSLAAAMLFAALHLSDR
KGAIERPPTGPMDIVALVMSRLAMIGIVCVVAAMIYEVAARYVFEKPTLWANELSLWIAGFVFLLAGLYAMQQRSHIRIY
VIYDLLPRPLQKAADVVSVGLIWGFFLCLLWGGYGEAVTKFARMETFGTAWDPPLPATIKPAILIVIGLVALQALSNLIA
DWNRPPEYHSALDDIDETEIANIRRTLED
>TDX32444.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MELMLDFGWMKVSDIGTISLILLLGMFALLAIGMPLGFASAFLAVATLVMKFGPDLLFRDFGRGPFAVLGQAIYRQMTNY
VLISIPLFIFMAALLERSGIARDMYSSLNMWLSRTRGGIAVVTSIMAVIMAAMSGIIGGEVVLLGLIALPQMLRLGYDRN
LAIGTICASGSLGTMIPPSIVLIFYGLVTETSIKALFTASFLPGFMLASFFLIYILVRTRLNPGLAPLPPADPGDPAGRE
KALMFLGFLARMTLWIAGALLVRVAFLTATGANRIEEGVEPIFLGMVSDIPWLVGALALALAAIHLAVGPARTRAGWQMG
KGLVAPTVVIGVVLGSIYGGITGITEAAGMGVVAVFAIGLIRREMTFEIVWDSLIRTLRSTGTIIWVTIGAAALAAAYTL
AGGPNYVANLIVGADLPTMGIILVMMLIFLVMGMFMDWVGIVLLIMPVFLPIVLKLPPAEIGVLGQLDPRHVAIWFGVVF
CMNMQVSFLSPPFGPAAFYLKSVAPPEISLTDIFSGFLPFIGLQILALSVLLIWPPIVTLFL
>TDX32445.1 altronate hydrolase [Rhodovulum visakhapatnamense]
MKTVRLSEADNVVTAATALALGEAGATQPIPMGHKMATETIARGAPVLKYAQVIGYAADDIAPGAHVHTHNLAFRAVEAD
YAFATNLRPAPPAPAADSFMGYRRPNGRVGTRNFIAVLSSVNCSATAAHRIAAHFTPDRLAPYPHVDGVAAFVHGTGCGM
AGAGEGFEALQRVIWGYARNPNVGGVLMAGLGCETMQIDWLIEAFGLSPGPLFQHMTIQDTGGLRRTVEEGIARIEAMLP
LVDAARRTPCPASDLAVALQCGGSDAWSGITANPALGHACDLLVAQGGTGVLAETPEIYGAEHLLTARAKDRATGEKLIS
LIRWWEDYTARNGGSMDNNPSPGNKRGGLTTILEKSLGAAAKGGTTPLTAVLRYAEPIAETGFVFMDSPGYDPASVTGQI
ASGCTLVAFTTGRGSAFGSKPAPTVKIATNSAMFTRMTEDMDVNAGRILEGAARVEEVGREIYDLWLRVASGETTKSEAQ
GLGDHEFVPWQIGAVM
>TDX32446.1 2-hydroxy-3-oxopropionate reductase [Rhodovulum visakhapatnamense]
MDDPRIGFVGLGLMGRAMVECLQKNGFELTVLGHRDRSGLDEALAQGATEAASGRALAEESDIVMLCMGTSDQVEARIYG
PDGILAGAREGQVVIDFGTSLPASTLKIGADLAEKGAVYLDAPLGRTPAQAREGLLNIMCAGERAAYDRVRPVLDVLGEN
VFHLGKLGNGHTIKLINNFFAMTTACAMSEAFAMADAAGIEREALYGVMSAGPLKSGMMDFIRAYAVEGRIDLAFSVANA
AKDVGYYRRMTEDLGRDSPISGAADAALRAARDGGAGDLMVPQMTDWIATHSKKGQT
>TDX32447.1 2-keto-3-deoxy-L-fuconate dehydrogenase [Rhodovulum visakhapatnamense]
MRLDGKRAFVTAAGQGIGRAIAEAFAAEGAIVVATDLDPTRLTGLTAQTFGLDVTDKAALTEAIRAADPEVLVNCAGIVH
AGTLLEATDDEFDFALALNVRSQFHAMQAALPGMLKRGHGSIVNISSVVSSLVAAPNRFVYGATKAAVIGMTKSVALDYV
TRGIRVNAICPGTVDSPSLHDRLRAMGDYEAAHRAFVARQPMGRIGTPAEIAHLAVYLASDESAFTTGQTHVIDGGWAVG
>TDX32448.1 drug/metabolite transporter (DMT)-like permease [Rhodovulum visakhapatnamense]
MGIGRPREDRRLTGVLSMALAVTFFTCIDSSAKWLILAGLPALQVVFARYLIHFLLALLVFLPREGLSALRSNSPVRQVL
RSVFLLGSTICNFAALKYLPIKVTTTIMFAGPIAVTLLAIPMLGERVGLRRIAAVCTGFLGVAVVMQPWGAAFHPAMLLS
LGALTLASLYFVLTRMLAGIEAISTQQIWSAGLAALAILPFVPGGWDWPDGGTDWTVFLLIGGFGAAGHIAATEAHRLAD
ASLLAPVVYLQVFLAALAGILVFDTWPTVWTLCGGAIIIASGLYIWRRERAQLGSPKRPGP
>TDX32449.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MTRSIIITGAGRGIGRATALAFLEAGWRVGLAGRGGAALEAVAEGRPGALVLACDVTDAASVEAAFDRAMAAWGRIDVLF
NNAGVSVPVAPVDEIAVEDWRRCIEVNLTGSLLCARAAFARMRRQDPPGGRIINNGSVSAHVPRWGSVPYTASKHAITGL
TRALALDGRAHGIACGQIDIGNARTDMAETMTRGVPQADGRIAVEPVMDVAHVAGTVLFMAGLPPEANVPFVTVMATTMP
YIGRG
>TDX32450.1 dihydroxy-acid dehydratase [Rhodovulum visakhapatnamense]
MSDTRANKRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSGRPVIGIANSGSDLVPCNKIHVFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPALLMGAATVDIPAIALNGGPMLDGWW
KGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAIVVNSAIGGSTNAPPHLQAIARHAGVELDVTDWEKIGHDVPLLVNMQPAGAY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLDGVRSTDPDVIAPYDAPLRTQAGFKVLSGNLFASALMKTS
VISDEFRARFLSEPGREGVHEARAVVFEGPEDYHARINDPELEIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLKTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLADGGCLELATAYRRIARVLPRDNH
>TDX32451.1 putative branched-subunit amino acid permease [Rhodovulum visakhapatnamense]
MTEAQAFRKGALDCAPFILIVVPFSLLFGVVARDAGLDLLQAMAMSVLVIAGASQFTALALLEDHAPVFVALLAALAVNL
RMAMYSAALVPYLGHARLGVRALMAYLMVDQAFAVAVRTYEAEPAMTPAARVAYYFGCMVLICPFWYGGTLTGALVGQAI
PAEFSLDFAVPVCFIALTAPLIRSLPHAVAALVSALAALALAWLPWSLGLPVAALVAMITGAQTERLLLKRRRA
>TDX32452.1 branched-subunit amino acid transport protein [Rhodovulum visakhapatnamense]
MISDAAFWTLTAALAVGTFLIRFSFLGIFGRRTLPPWALLHLKYVGVAVFPALVAPLVLWPEATGGSPDPARLIAALAAL
IAGLRVSVVAAIVAGMGTLYLIEAAARLL
>TDX32453.1 aspartate/methionine/tyrosine aminotransferase [Rhodovulum visakhapatnamense]
MTHLQFADSLSRLGTESAFTVLARAQSLAAQGRDIINLGIGQPDFRTPDHIVEAGIKALRDGHHGYTPANGLPALRHAVA
TDLHRRHGVEVDPENVVIVPGGKPSMFFAMLMFGQPGREILYPDPGFPIYESAIRYSGATPVPIPLEERTGFAFEADRVL
ERITDRTSLIVLNSPANPTGGITPRAEISRLVKGLAAFPRVAVLSDEIYSSMLYGGREHVSLLQYPDIRDRLIVLDGWSK
TYAMTGWRIGYAVWPDATLDHVTRLCINDHSCVNAAAQHAALAALTGPKDAVAAMVAEFDRRRAHIVRELNALPGFRCPD
PGGAFYAFPNIEGTGMRAAEAQDLFLEKAGVATIAGTAFGARGEGYLRLSYASSTETLTEAIARIRAVL
>TDX32454.1 lactate dehydrogenase-like 2-hydroxyacid dehydrogenase [Rhodovulum visakhapatnamense]
MTDTPLLICGAAFTEDERARLSTAVSSVSVDGPGAIAGLAPAGTARLRAVAYKGHEPFGAAEMDRLPGLGLIANFGVGYD
AIDVAAATQRGIRVTNTPDVLNDDVADLAVGLILAQARSLVRGDGWVRSGRWTKYGAMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQEKETPGWQYHADPVSLARAVDFLVVALVGGPETRNYVSAEAIAALGPKGVLINISRGTTVDE
GALIAALEEHRIAGAGLDVYLDEPAIDPRFQGLENVVLQPHVGSATTETRRAMAELQLANIRAFLDGQPLPTPVN
>TDX32455.1 nucleoside-diphosphate-sugar epimerase [Rhodovulum visakhapatnamense]
MKVLILGAGGFLGGRLARALARSGTLRGRPITGLALADLAPLPVPEAPFPVESFKIDIADPASVAAGIAPGTDVIFHLAA
VVSAHAEEDLDAGMAVNLAGSLNVLERCRALGTNPMLVFASSIAVYGGAVPDPVTDATFLNPQTSYGTQKAVAELLLNDY
SRRGLVDGRGLRLPSISVRPGRPNRAASAFMSGIFREPLSGQEAICPVGPDFAHYYLGPRRCVANLIRAAEIEAAALGQN
RCMTMPGRRWTIGQMIAAMTEVAGPAPARLIRWEPRPEIQRIVSGWRDDIRADRALALGLTADDSFADNIRQFLEDDLPG
GPVLS
>TDX32456.1 2-keto-3-deoxygluconate kinase [Rhodovulum visakhapatnamense]
MPDRSFLAIGECMVELAPATDGLFRMGFAGDTFNCAWYARRLLPADWSVGYATAVGSDAVSDDMLAFMAAEGVETGAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDKVFAGRDLLHVSGITLAILAPEARERLCAALARARAAGAR
VSFDTNVRPRLWADAAEMRAGLMLGASVADTVLPSFDEEQAAFGDASPEATVARYRAAGATTVVVKNGAAPILLSAEGTE
AEIAPEPVARVVDSTAAGDSFAAGFLAARATGAAPPEAVRRAAALAGAVIQRRGALAPDIFAPEGAALQAAP
>TDX32457.1 gluconate 5-dehydrogenase [Rhodovulum visakhapatnamense]
MDLFDLSGRTALVTGASMGIGLGLARALAAAGVRVVLNARGAERLEEAAATLRAEGAGVDILPFDVTDAEAAARAIDGYE
ARRPIDILINNAGIQHRAALEGFPVEAFDRLMRTNVNAAFYVARALAPHMIARGRGRIVNIASVQAALARPGIAPYTASK
GAIVNLTKGMATDWARHGLCCNAIAPGYFDTPLNAALVADPEFCAWIERRTPAGRWGRIEDLAGACIFLASDASAFVNGQ
VIYVDGGMTACL
>TDX32458.1 hydroxypyruvate isomerase [Rhodovulum visakhapatnamense]
MRFSANLGFLWRELALPDAIRAAAASGFSAVECHWPYDTPRAAIRAALDETGLPMLALNTRPGDRDAGEFGLCALPGREH
EARAAIDQSIAWAAALGVPQIHAMAGCARGPEAEAALAAALAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
DRVAAPNLRLMFDCYHVQRAEGDVSARLQALMPLIGHVQVASVPDRGPPDHGELDYAHVFALLDRPGHAAPVGAEYRPLV
RPATVSAGWRASGPRSPRGRRSCRHRHRSPGR
>TDX32459.1 putative N6-adenine-specific DNA methylase [Rhodovulum visakhapatnamense]
MTDPAPFEIFLAALPGLEPLLAEEARAAGFAGPVTVAGGVTVQGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKFDWAAVLRPDRPVRVEVQCRASKIYHAGAAAQRIERALAETLGAPIGGEDAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGTEPVVDPMCGSGTFPIEAAEIAGGFAPGRDRSFAFEDFASFDPAAWTAMKAPR
PAPAAQVRFFGSDRDDGAIRMATANAARAGVADRTDFRRHAVSDLVRPDGPPGLVMVNPPYGARIGERKLLFALYGALGA
TLRERFAGWRVGLVTSDEGLARATGLPFLPPGAPVAHGGLKVRLFRTAPLP
>TDX32460.1 alpha-ribazole phosphatase [Rhodovulum visakhapatnamense]
MGVILLRHTRPDVAEGTCYGRTDYPPAESFSEEAAEVLAALPPVHRVLSSPLLRCTRLADHIGAARGLPVETDPRLIEID
FGAWEGTPWAEVPRDGLDHWAAHFYESRPHGGESVGMFYARVVPFLEEMHGAGTVLAVTHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>TDX32461.1 cobalamin-5'-phosphate synthase [Rhodovulum visakhapatnamense]
MTPAARAREEVRLVVLALQFVSRLPLPADPGYTPDRMRRATRYFPLCGALIGAALGLVYAAAAAVFPPAVAAVLTLAAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALGLKAAALAGLGAAAGGWAAAGALVAAHGLSRL
ASVIVMVRLPYARTEGKAAFAAAGPGRDGMAIAWGTGALIALGLWIGAGGGAALTALALAVAATLWTGRMLTRRLGGHTG
DGLGAVQQVSEIAILLGLLAWV
>TDX32462.1 nicotinate-nucleotide-dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum visakhapatnamense]
MTTDTDFAAALQHKIDFKTKPLGSLGRIEDLATVIATVQGTLSPRMDSCELTIFAADHGIATEGVSKFPQEVTRQMVLNY
LAGGAGANAFARAVGARMKVVDAGIAGEPFGLADLIERRIGAGTKSFLHEPAMSAQECARALEEGRKLGAESPADAVAYG
EMGIANTASAAALGHKLTGVGLDILVGRGTGLDDDGLTHKRQVLERAAARTGDLGPQEALAQYGGFEVAMMAGAMIGAAE
AKKVIIVDGFIATAAALAAARIAPGTRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>TDX32463.1 hypothetical protein EV657_10332 [Rhodovulum visakhapatnamense]
MLQWRTQARAAGCGSAPRPGLPSGASRLPSGPARDPDRGRSWPGHHRRPRDGRRSGGIRPDAMGGGAALTAGRLGTQRCR
WRGRPRRDGICLPGAADRGPRRRGAQRGDGGGRGRLYEGDSATSDSETCPLTAPLAWSARSNGRNGARAHGIGRAGGWRP
HDRDPCRGRCAGACGSADPRCCTAPAFDGGEGVCPAVFAHAVAAAACDAGARRGKREDDLGAEARIEANPPHAIPTSPPN
ATASAFLSADRAPSPDRLAMRKRSPAAWGRFPLLRPRSVRINAGPAWLLDPTV
>TDX32464.1 secreted protein [Rhodovulum visakhapatnamense]
MFKDKTSHLISRRGFIGAAGAATTLAACGNGVGSSGASELDARVDSTRNYLFAHYPATRELSQKAQGILWMPLITKAGLW
VGGAYGRGALRINDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGSGWSAGADLEYAVTNDGGMVSADTIT
ALDPIIAIVFGQAGLIFGATLEGTKYTRIIP
>TDX32465.1 exodeoxyribonuclease-3 [Rhodovulum visakhapatnamense]
MQIASFNINGVKARLPAVLDWLDASSPDVAVLQEIKSVDEAFPREPFEDRGYNLETHGQKGFNGVAILSKSPLEDVRRGL
PGDDEDAQARWIEATVMGRRAVRICGLYLPNGNPAPGPKYDYKLAWMARLETRARELLAAEEPAVMAGDYNVIPQDEDAA
RPEAWAKDALALPRTRAAFRRVLNLGFTEAFRARVQGPGHYSFWDYQGGAWDRNDGIRIDHMLLTPQAADLMTDCRIETG
QRAGEKPSDHVPVWIDLDA
>TDX32466.1 salicylate hydroxylase [Rhodovulum visakhapatnamense]
MLLGSRKITVLGAGIAGLAVATALARHGAEVVVLERADAIREVGAGLQVSPNGVAVLRALGLGNALAARSGRGSAVVLRD
YRRGARVLRLDLSRGARDYFFVHRADLIDILADAARAAGVQIRLLHEVTGLSLEGDRAELITAQGARASSDLLIGADGLH
SVVRAALNGQVTPRFAGQVAWRALVPARGKVPPVANVHMGPGKHLVHYPLRGGDMINIVAVEEREAWVEEGWNRTGDPDA
MRRVFADFGGEVPRLLEQVHSVNLWGLFRHPVAESWYRGPAAILGDAAHPTLPFLAQGANMALEDAWVLAAALARHPTAE
VAFAAYQAERRPRTARIVEMASKNARNYHLSFPPLRLAAQTALRLGGILAPGAALRRFDWLYGYDAAARYPLPAAAV
>TDX32467.1 TraR/DksA family transcriptional regulator [Rhodovulum visakhapatnamense]
MKAEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLLNESRETLEGLQDSSRNIPDIADRASEETDRALELRTRDRQ
RKLVAKIDAALRRIDNGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERRERVHRDD
>TDX32468.1 MoxR-like ATPase [Rhodovulum visakhapatnamense]
MKFGSTDAYVAADDLTVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLMEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDQRVHDVANYIRRGKLWQAFAAPAKVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKAKERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLQAALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMRP
EDLRKDGRSALPKLHGALLKNEQDVQLFERLAFMARRGG
>TDX32469.1 3-dehydroquinate synthase [Rhodovulum visakhapatnamense]
MSATVETVHVALPGREYDIRIGEGLLARAGAEIGPLLRRPRVAILTDETVAALHLAAFRAGLGDIEAPALALPAGEATKC
WAQFGRAVEWLIEQKVERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPQGKNLIGAF
HQPSLVLADTGVLGTLAPRDFLAGYGEVVKYGLLGDAAFFEWLEGQGPALAAGDVAARIAAVKRSCEAKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCAQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
DGLIALMGQDKKVQDGTLRFILARGIGEAFVTAEADPALVRSILAEALAAR
>TDX32470.1 shikimate kinase [Rhodovulum visakhapatnamense]
MGAKLKKTVVLVGLMGAGKTAVGTVLARRLGVPFLDSDAEIVKAAAMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVL
STGGGAFLGEANRAAISGLGVSVWLDADLDLLWQRVRHKDTRPLLRTPDPYGTLAELYHARRPFYAMADLAVRADPRYSI
EDMAGRVIEALKTRPDVMEAA
>TDX32471.1 hypothetical protein EV657_10340 [Rhodovulum visakhapatnamense]
MVRLLKALVFIIFISFVGLVGFAYLGDMDPQQQTVTQSLTLDVD
>TDX32472.1 hypothetical protein EV657_10341 [Rhodovulum visakhapatnamense]
MSTRARVPLLLAAVLAAGAPAWAERPLSAIDWLSDSVAAPGPRKPPATISPVPGAEPITVVPLGTTLIDAVGLLPAQVTG
LPRDLWGPGETQTIARAIRAERVDTLPAVQELLVTLLLAELDPPTGGGADGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPVRIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEEGDALPLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRSTAGWKARIEAAERLARTGTLAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGGPEAVTDTLDAAWTAMVSAELEVPFAQLYGPRLARMKLGGPAGALAFRIGLLSDEYEEI
ARTREPQTNEEAFLVGIARGDLQGLPPLGSLAAALQDGFDQPALGSGPSRLIEEKRLGEAILAAIDLVTDGAQGDILDVT
RGLGLLRQLGLEDVARQSALQLMLLERRG
>TDX32473.1 integrase/recombinase XerD [Rhodovulum visakhapatnamense]
MTPDAARWISAFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGAFETATETEITAYLVACEAEGLAPTTRARRLSAI
KQLYRFAYEEGWRTDNPALQIRGPGRARRLPKTLSHDEVERLIEAAGRSPHDATRNACLMEVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGARAALAAWIAERDAAEEAARAKGLPASRYLFPGRGQTGHLTRHRFYVLIKELSVA
GGVDPAKVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVSTTEIYTHVLEDRLRDLVLEHHPLARDSGPS
>TDX32474.1 Mg2+/Co2+ transporter CorB [Rhodovulum visakhapatnamense]
MDSPATVADAALFISSAAIVGLLLLSAFFSGSETALTAASRGKLRARADKGERGAETALTITEDNERLIGSVLLGNNFVN
ILATSLATTLFTRLFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPELAASRVSPLIRPIILILSPVVSAVRALVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLSERTVEEIMLHRSQIEVIDADLPPETILMTCLE
SSHTRLPIYKNDPENIVGVIHAKDLLRAVERLVRGPDGSPEKISELRVLDVARKPYFVPDTTTLDDQMREFLRRHTHFAM
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRTEDGAILVDGAMTIRDLNRAMDWSLPDEEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>TDX32475.1 hypothetical protein EV657_10344 [Rhodovulum visakhapatnamense]
MPGDIFLGGAGADHADPQVLRLDKANRHGLIAGATGTGKTVTLQILAEGFSAAGVPVLLADVKGDLSGLGAAGSPALRPH
DAFAVRAARIGLGDYRYRAFPVTFWDVFGREGHPLRTTVAELGPLLLSRLLELNEVQEGVLTLAFRVADDEALPVVDLED
LRALLAWVGARAETLSLRYGHVSAASVGAIQRRLLVLESQGGAHLFGEPALQLSDLLLTAPDGRGRIGILAAKALMTAPR
LYATLLLWLLSELFETLPEIGDPEKPRLVVFFDEAHLLFDDAPKALVDRIEQVARLIRSKGVGVYFVTQSPDDLPEDVLG
QLGNRVQHALRAFTERDRRALARAAETYRDNPGLDIATAIREVGTGEAVTSMLDAKGAPGPAQRTLIRPPASRLGPLDPD
ARAALIAASPLAGRYDTPLDRDSAAEMLAARTEEIAASTEAPSARRFSGPHSPARSVPRDGSRAESLGAALGQALIGELS
GPTGRRLVRGLLGGLFRKR
>TDX32476.1 invasion protein IalB [Rhodovulum visakhapatnamense]
MREFFGPLGLAMLTALAAPALAQDAPVQPESSGTPAQVDSTPAEQLPMGQAEAPKAPQAFVKETYKDWRVVCVRADERES
CNMQQLLRDADNNAVAQVSVAPMPPAAAPRVAAVEVATPLETLLSEDLLVQIDTSQAKRYRFSFCTPQACVARFALSAED
LAAFKGGKEAKVVIVPLVAPDQKANITMSLAGFTAAFDDALSTMSGQN
>TDX32477.1 nodulation protein E [Rhodovulum visakhapatnamense]
MKRVVITGQGTINALGHSVPETLAAFREGRCGIGELDIQDLDRLSIRIGGQVRGYDPEAHFNRQQIALYDRFTQFTLLAA
RQAVGQAGLTFSDELSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRSGMSRVMVTGGSESMLCFGGIKAWEGLRVMSKDACRPFSANRNGMVQGEGAAVFVFEEYEHAT
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPADVGYINAHGTGTAANDKTECAAVADVFGAHADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIAPTVGYEEPDPECALDVVPNEAREVQVDVVLSNAFAFGGLNAVLALR
RV
>TDX32478.1 acyl carrier protein [Rhodovulum visakhapatnamense]
MSENVKDKVIEIIAEQAVLEPSDVKMESTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVAAIVTAVE
SLVAEKHA
>TDX32479.1 UDP-3-O-[3-hydroxymyristoyl] glucosamine N-acyltransferase [Rhodovulum visakhapatnamense]
MSFTIQEIATALGAPAEGDLDVRVTGAAEPATAGPQDLALAMDPKYAGGLAEGAAQAALLWAGADWQAMGLKAAIFAPRA
RLAMAGLTRMMDPGPEIATGIHPTAVVDPTAMIGAGAAIGPYAVIGARARIGANARIAAHAVVAEDARIGDDALLMYGVR
ICARVRIGDRFIAQPGATVGGDGFSFVTPEKSAVEAVRETLGDTGSSRQQHYTRIHSLGAVTIGNDVELGANSTIDRGTI
RDTQVGSGTKIDNLVQVGHNVQIGEDCLLCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAALQKAVSKLAERD
>TDX32480.1 murein L,D-transpeptidase YcbB/YkuD [Rhodovulum visakhapatnamense]
MPLSHLRGAAFAGLVAACFGFAAPAHAETELTAFKQAVAAAAVQNDAIAAFYRDRDYAPFWTSADAAARRSALVTVLGEA
SEQGLPAARYDADRLVETFREARTQRAIGRAEVAAMRMYLDYAHDASRGVLTPGAVLSEIKRKVDRPAPATLIEGLAAAP
SPLAYLRGLSPQSPEYARLMREKIRLERLIAAGGWGPEVGGGKIESGQSGPRVIALRNRLIAMGYLPRTATQTYDATLQK
AVQAFQFDHGLTADGVAGPSTVQELDVPPERRLRSVLVAMERERWLGNARGDKHVLVNITDYHARIVDKGEVVFETRSVV
GQNAHDHRTPEFSDVMDHMVVNPTWNVPRSIAVREYLPQFQNNPNAAGHLMLVDGAGRVVTRAAVDFTQYTASNFPFDLK
QPPSNGNALGRVKFMFPNPYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPYDFAYALLATQTDDPKGFFAAKLNSGRETR
VDLEHPLPVHLIYRTAMGEPKGRMQYRRDVYGRDAAIFDALQAAGVALPEVQG
>TDX32481.1 uncharacterized protein YcbK (DUF882 family) [Rhodovulum visakhapatnamense]
MTTPTYCLTRRGVLAAFAATTVAAAPTYSNAFGLMRGAGDVRRVRMYSGRTGENIDTVYWIDGEYIGEVVKEINHFMRDW
RTDSAISMDLRNLDILAAAHSLMDVREPYMLLSGYRTPETNAMLRSRSSGVAKNSLHMKGQAADIRLKSRSVDQIARAAS
ACHAGGVGRYSRSDFVHMDCGPVRSWGR
>TDX32482.1 UDP-sulfoquinovose synthase [Rhodovulum visakhapatnamense]
MKIAVLGGDGFCGWPTSLHLSNLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPGGSKGMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTKRHPQLVNRFDYDG
DYGTVLNRFLAQAAIDYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
RIAYLPNPRKEAPENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>TDX32483.1 alpha-N-acetylglucosamine transferase [Rhodovulum visakhapatnamense]
MSDGLRPARPAGGPDAYVTLVTNADFALGARALVRSLALSGTGADICVLHTGGVDAASLAPLADLGARLVETDLLPTSAA
FNAAHARDRLHREAPFTKGEKPAFHTPLDNFCKLRLWQLDYDRVVFLDADTLVLQNIDRLFDYPEFCAAPNVYESLADFH
RMNSGVFTARPSQATFAAMMDRLDAPGAFWRRTDQTFLQEFFPDWHGLPVFCNMLQYVWFTLPDLWSWPEIRVLHFQYEK
PWQDHAKADRLKPLIDLWRAYAEGTTIPDPATLPGPAAP
>TDX32484.1 nucleoside-diphosphate-sugar epimerase [Rhodovulum visakhapatnamense]
MSLAVTGATGLVGRFFVEEALARGEPVTILGRTPPPPGFFSAPTGFRPYALGDRPDLSNLDALVHCAFAHLPGRYRGGEG
GDPAGFTAANLDGSIALFETARAAGLRHLVFLSSRAVYGHYPPGTALTEPLTPYPDTLYGEVKARAETALLSLATDSFAP
VALRATGVYGPAGPGRPHKWQTLFDDFRQGRPIAPRRGTEVHGADLAAAARLLRDAGARGVFNVSDILLDRHDLLALVAE
AEGIPHPLPPRSDAAVSAMRCDRLAAFGWTPGGLARLTATIPALCRPCPAN
>TDX32485.1 SpoIIAA-like protein [Rhodovulum visakhapatnamense]
MIDITEETAEGLLEIRATGRVTEQDYETVLIPAVTRARDWGVPVRLLYQIGPDFDGYSPGALLADARLGLKHWRGFEKIA
VVTDNDKIEAGVRMFGFTLPCPVRTFDLDKRDEARLWLRESLGALHVEEIGEDALEVQLIGRLDSASYKARTPDLDAYGA
AHDRYRLMVDLRRFEGWQGPAAVGEHLGLIRHHRRQPYRIAVVGDKSWMKLAETVLPMVLDAKTKYFDEDDYPAARAWLL
A
>TDX32486.1 type II secretory pathway predicted ATPase ExeA [Rhodovulum visakhapatnamense]
MYDAFFGLAHRPFGVAPCEGSVHWTDPHWHDFERLRLALIDGAPLALVLGDTGTGKTTFLRALLRDETLADIFRPAFQTN
PTGDGPALLRWILSAFGAEAGAADLDTLLARVETVLADIRAAGRLPLLAIDEAQGLSDCGLEMLDRVAHPDRGDGAAFQV
VLAGLPDLEPHLSQARPSFLSLAEDSVVRLKPMTAAETADYIRTRIAAAGGSAGTLLDADAMALIHGQAQGVPRLVNVLC
DRCLNAAFAARQPRPDAALVRSVLADWTDPSGADSCVFETPDAGGPQAMPRPAPHAAPHAARPAGPAPMPPGASPDAAPA
DRSGPAPEADPMAGTTAAHPPSLPDTIQFHLPSDPAPSPAAPAAPTAPATPAAPMTDRISAKPSPAPLAPLAAPPAAAPA
VPASRRSRGGRAIAALAGAGIGLAASLGALALLTGPGRDPAAEPGTHEPRLAASGQAAGIGPDAALAPLSDRLAEARAAA
GAADAEARAAARRLDDTQARLVAAESRLAATRTELDAIETRLRAASAEAGTAEIRRDTARSEAARAEAGLAGLRDRIAEA
ELRLAALTRRIDETGAEPLIGLSATAATRPAPKPPAAALAAAAVPPVTLHAAPSDPRAAQRLYRQALASTDLLDIAIAYS
RAAVNGQARAAYYLGQIYEVGDGVGRDLDTARQWYMTASVEVDAARARLSDLPERPAEPERAQAWPLASALSDGVAELVW
QGSGPFVVELAPEPGPPSAVFATPLTAARIALPSRPALAWWRVRAGTGAPTEWQPLTPE
>TDX32487.1 hypothetical protein EV657_10356 [Rhodovulum visakhapatnamense]
MSLFHRSRRAIFALRDGGLAGLALAGLVAAGPAFAQQFEKNILTGGPTGTYIQFGRDIARIAGECGIVLNVRESAGSLEN
FVGVRQRSFTQFGIVQSDVLEYLRTYASNDPEIAQTIAGVRIAFPLYNEEVHLLARSDIGNLADLAGKRVAVGVEDSGTY
VTATLVLDLTEVAAERVTIGPDESLRQLLAGEIDAFFYVAGAPTRLFQDPGISAERFHLLALTDPVLQAVYTPATIAADT
YPFQSDPVEAVAVKAVLMTYEYQIGKNGYHRASCDAVRSISHLVLAQFAELKETGHPKWTQVDLTDIPPGWEVGACVNMG
LDPEFTLPCTRNTAPAAEPAMSAANATYRRRICDAIGGC
>TDX32488.1 hypothetical protein EV657_10357 [Rhodovulum visakhapatnamense]
MRFAWLAATAALLSVSATGGICQQAAPTGLDLTAEDVQDLSQQAASYRRIIAALSEESAQAEAVLTRTQDRLRTALNELA
EAEARLEDLTGRQAEAEDRLAATGAAKAELSDLTAEIEAARAVLAELATERDRLNAGTEELRTAQADAAAGLQELQTRVA
TATEAAEAADRRAAATRAELDRLSTEAETARREAAELAEAARAARAEAEAEAASGAEAEAALAEDNRSASARRDEAQAAA
ERAEAEQAAAEALLAATRQKIEDMAPRLAEAEAAIREADDARAGTGAATAALKDIEDRTEAARSALAAAEGRIAETEAAL
EARRADLAAAEAAAREAGAAADAARAARRQAEAGAQEATGRLTGIETALEEAMAAEAEARDRAEAARAAAATAEAEAAAL
ADRVRAAGAEKDALQAEIAKARATLDRLRQDTEAATRMRDQARAEADTAMADGRARAATLVEEARAMAEEREQAAEARVA
GLEARATRLASDIEAARRLLPDASQTGTGTSGPETPAAAAVMAPSSPAPGARPAYRAGPAPSGDAVARAVAAATGLQEAS
PAERAELERLLGEGMCAPDALRTVFGGINRQTLVSLIRGLGRC
>TDX32489.1 PAS domain S-box-containing protein/diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MDFRGDVKLVQNPLPQDRPRNKRRTANAVPLLFPRPRARSAPRRRVGTVTGSLSAVLAGVNVGRRFVLLTAAGYLTALAA
IAAALWLVAVPALHKLHLAALETQAQTRAGSVQDTLSLVLADALSLAHAPQTGAYLSSDAAARTTRMRRALERLSDGVTA
QVLLFDRNGTVRLRTPGVMVRPVFGLAETRQGLSQLSVGRIGGEPLISYRPGHGGNSADSAFLMSIPVFAGGQPRGMLVI
EKHLDLSRVLTGDAVSAKTRLATAFQVAMYADWTGHRDDLIAAPVAGTDFFVVIERNTRLTGRLAREMGREVVLFTGLAL
LVPFVAMGFAGRRFIVAPHRALEQSRRDLAASRDELTELAQIARMSSDSIVVSDAQRRIVWTNPAFLALTGYTAREVLGR
DADTLLQGPGTDPAAGRRLREAIARKEPVRAEILNYRRDGTPFWAHLSITPIFDADGRVIRFAAISTDITRRKTYEGELE
RARHELEHQALHDSLTGLPNRRALERLFAGIDPEGDPRSVVRIDLDHFKNVNDTHGHAAGDHVLIRVAEILREGTDPGDV
PARIGGDEFVIVLGPGRDTDDAIRLADRLRNEIGRDIPYQNKTCRIGASFGICGTGDGLVDIGALLVSADAALYASKDGG
RSAITLYTPDLHRDVQEKRRLAVEIERAVLNEEFLPYFQPQFDAVSGALVGVETLARWHHPVRGILPPAAFLGLAAQMSM
MPEIDRIIYRKGLQEVAAMNRAGFDIPKVSFNAGVAQLRETDLPGIAAAIDIGPTRIAIEILESVLVEEQTDEFGFHVDL
LRDHGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLIVPVTRTERARQLVRSIVDIGHTFGIGVTAEGVETAAHAEILA
ALGCHTLQGFHFARPLAPKDLCARLSEGEMGRGRDPGASSVA
>TDX32490.1 hypothetical protein EV657_10359 [Rhodovulum visakhapatnamense]
MSRENPVTGFANEMSPASAIPGPDTAAAEATAAVEPQPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGQGVGLTFR
REIPNFLRLDPFRLTDLAPAELPSDPAAEVELAETDGTDTADADAMAEDSASEEMPPEATDETVEDLAEDSFDLGAGNVE
DALGNSPATDLAGADVPESDPDLPDTDFPALDEAGAEETGLDVPAEPGDAEPLGADAMAGDVDEGLSDEAPMDLTGSGRP
ADDETAAEMDEGVALGAVETVAESMKFGADEFHLDAAEDDSLDTVGEDMLLEDEGMPAEASEDLVSDEMGPEDTGSVDTG
LEGVGLEDMGLEDMAEDPSDAAFDVPGETAEDDAPELAQESAAIDALTDSAPDDIGAGLDTDSAETAELDPGTGTEGPTG
GDTGLDQIMDRLDLIEFMLCGQRDGEAGSAESDPGESLGTRISQIEAGLARVEAEQGRLAEGLQRVEAAVSRIEAALEGL
AGQAAASAAPPADGASLGDALDAVDQRIEAIADRLTEVQSSHSGEIAALIERIERLAETQPEGSVSADDIAARAIEIDAL
SSLVTALSEQLMAGQGGGERKDGLEEVLERLNATQESIAAMVSQLVEGTPAPERQISA
>TDX32491.1 carbon-monoxide dehydrogenase medium subunit [Rhodovulum visakhapatnamense]
MYAFEIDRPTTLDAAVTALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIDDLKGICVADDGALCIGAATSHATVAA
EAAATYPALADLAAHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASRAMIRTNTREIAADDYFEGMFATALEEGEIITE
VRFPLPEQAAYVKFAQPASRFALVGVFVARFADGVRVAVTGASEDGVFRWTEAEAALSDDFRPEAVAGLSVDPEGMIGDL
HGSPDYRAHLIRVLTGRAVAAAAA
>TDX32492.1 xanthine dehydrogenase molybdenum binding subunit apoprotein [Rhodovulum visakhapatnamense]
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTGVDTSAAEAMPGVLRVFTGADFEGVGGLP
CGWLVTDRFGQPMQEPGHPVLARGKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMKAALDPDAPLVHDELK
NNLCYDWGFVEENRAAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGRFQALRTE
THANMGAYLSTFAPSIPTWLHGTLMAGNYKTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
LRRRNFITEFPYATPVAVEYDTGDYNATLDKLLEIADVAGFEARLADSKSRGMLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAAHLMEAAPEDIELKDGKFSVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTVCSFAAADDFGNIVNPMIVSGQVHGGIAQGIGQALLEAASYDDYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGSPPAVVNAVVDALQRAGHTGVTHIDMPLTPARVWAAMQG
>TDX32493.1 carbon-monoxide dehydrogenase small subunit [Rhodovulum visakhapatnamense]
MTKVSMKVNGKPVSGEVEGRTLLVSFLRDTLGLTGTHVGCDTSQCGACVVHVDGQAVKSCTMFAAEAEGCEVTTIEGMAN
ADGSLSTIQQAFQDHHGLQCGFCTPGMVMSAAALLAGTPKPTEAEIRHYLEGNICRCTGYHNIVKAILAASGQDVSDIGG
DAIAAE
>TDX32494.1 hypothetical protein EV657_10363 [Rhodovulum visakhapatnamense]
MKLAATHDIAAPRATVWEALLTDEVLKACLPGCQELSGNPEDGFEATVLQKIGPVKATFKGHVTLSDMEEPSALTLSGEG
KGGAAGFARGAARVTLEEISEGTRLGYEVEVEVGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPSETDEAGAEPEGA
DPAEDAPKGKGWLGRLMTRKAEAE
>TDX32495.1 LuxR family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MTAVQNRPAAGPAPRRFDTAMVIDDHPLFCDALSMTLKSAVGIARVETSDHLEDALSRLGQAPRPDIVLLDLNLPDVTGL
DGLIRLKTAVGETPVVVVSSMADPRLIGTAIRAGAAGFVPKHSPRDVFRAAFATIAEGEVYVPDGVVLSDQTGAPARDDA
IRRLALLTPQQGRILQLICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMTDPS
>TDX32496.1 signal transduction histidine kinase [Rhodovulum visakhapatnamense]
MHHRRADFRMSDRLIRPPEPPEDREDRVHRIATLLTGRGASEPTGPSLTDRAVLLEDEVRARTDELEHALDLLNESNARL
AAANRATEAARADLANAIETLQEGFALFDEADHLVLCNSRFVMQMPDVREQLRPGLGFQAYVEAVSRSRFLTLPDGDTAA
DWADRRIARHRDNLHTVINISLLGHRWIQVSDHRTQDGKTVILQTDITDIMRSERRERSRMLDDQARMVRATLDHINQGV
CIFDPDQRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADPALQVDIAPEALLTWVHRTDRRPPLRFGLRRGEALVL
EGLAEEMPDRGFVISFSDVTAARRAAGALAEAKSHLEQRVLERTLDLEDALSVAERANASKSRFVAAASHDLLQPLSAAR
LYVSSIVEDLAQPDHREVLSRAETALESVEGILEALLDISTLDSGQAAISPEPVGIRDLFARLQSGFAPHAALKGLDLRV
MPRDLTVRTDPGYIRRILQNLVSNAIRYTETGRVLVGARRQGASLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEG
MGLGLAIVERACARLGHPLGLWSRPGRGSGFFVTVPLAEPAPVRPPAPPLPEATPGLVALLIEDDPEIRRALPMLVRRWG
VDVLDVADADEALALLAEIDLKPDAALIDDRLGTGTGLAALDRIEARYGPIPARIVSASRSPDFAAACRARGVQILPKPL
SPEPLRAFFADVSHRRNGQT
>TDX32497.1 ketopantoate reductase [Rhodovulum visakhapatnamense]
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMKARGLRLIEEETGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVPKMQPLIGEGTTIVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVVEPGVVKH
IEGNRFSLGEPDGSKSERATRLSQALAAAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVDRRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITDTPTPAIDTVLALVSLRA
RVAGLY
>TDX32498.1 acyl-CoA synthetase (AMP-forming)/AMP-acid ligase II [Rhodovulum visakhapatnamense]
MNVQTIADLLQGHDDAAPAIGAPGRPWLDFGGLRTQARSVAEALHRAGIGRGDRVAIVLPNGPEMAAAFVTVAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEAYDGPAAAAARRFGLIVLRLSADPAEPAGSFTLQAEGGGGECDTSAPGPEDVAL
ILHTSGTTSRPKIVPLLQSNVAASAVHIRDSLALKPADRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MAEARPSWYTAVPTMHQAILSRAGRNRETIEAVPLRFLRSSSASLPAQVMTALVETFDAPLIEAYGMTEAAHQMCCNPLP
RGAQKPGSVGVAAGPEVRIAHEVENRLTDGTGEVVISGPNVTPGYEGNPEANAKNFFEAEGRRWFRTGDQGAFDEDGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVTFALPHPKLGEEVAAAVVLKEGAEASEREIREFAAGRIADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>TDX32499.1 putative tricarboxylic transport membrane protein [Rhodovulum visakhapatnamense]
MDVLALLADGFATSISPLNLLIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPTSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTVSVVLFTAFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDMPGFYSGVSFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMTRMWRTMSLGSVLGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPFTVLCAMVL
VLCIVGGYAPDQRMHDVWMIAGFGVAGYVLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVDRPISAVFMAI
SVLLFLLPLIRLLRRSRARASNPAPAE
>TDX32500.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum visakhapatnamense]
MLAADRIIALALMGLSLCFMIYALRLPIGWEPETGPGAGAFPFWLGLGMLLASGAILARSFVVRPHSDETFIPDADAIPQ
ILGVIGLLLGAIALIPLLGAYIALMLFLLAYLRIIGGHGWVLTGILTLTTPVFLFFFFEVTLKILLPKGITEPLFYPLYA
MFF
>TDX32501.1 tripartite-type tricarboxylate transporter receptor subunit TctC [Rhodovulum visakhapatnamense]
MTHRFTRRASLALMGAAALTAAAPAFADEWKPIKPIEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDKDGDAHVIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDTFVLWVSADSEIRTLDDFVASVKASGGTWKMG
GTGTGQEDSLVTAMLEKEFGIKVTYVPYKGGGDVATALIGGHVDSTVNNPSEQMGFLRAGKSRPIAALTADRLETFPDLP
TFTELGHPLVYTMQRSFVGPKDMPEGAVAYYTEMFRQLSETEEWRKYTAEQALLADFLTGDALQDYFLEERDKHAQILRE
MGSS
>TDX32502.1 hypothetical protein EV657_10371 [Rhodovulum visakhapatnamense]
MQKALIGSKLRQLRRDHGQTQAEMARRLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
SDPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRIARIGGTGTEPRLLVTSPETAVHDFFRDNRNYFDALET
AADNVRGQFIGGADDMYAQLKRYLRLKFDIEVRVEPSQDMPDALRVFDRQAGQVRLSQALDHANRVFQLAHVLALADIPY
LLDSMIGQSGIDSDLTAARCRVELANYFAAALLMPYDPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTTLQRDGARGVA
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLAAEGPVARIGVSCQLCPRQACSQRAHQPLHMDLPMDGDRRGKTRYES
>TDX32503.1 lipopolysaccharide/colanic/teichoic acid biosynthesis glycosyltransferase [Rhodovulum visakhapatnamense]
MDTGVLQVFAVPMGAAPVPRPGGYAGKRLLDIVLSAALLILCALVIGAIWLLLRVETGRGFARRTRIGRGGVPISCLVFH
TARSAPARRPVRARPGDLWARRRDTGICSGTHTGTEPAAGRVGLRVRRLGLAGLPMLWTVLRGDMSLVGPRPATRADLAR
YGLARSVYLAMRPGLIGLADAHPGGRFCDRVHDDLRYSQIAGPWVDLRLIAGALTRRDAVWPHKAASSGPLTPLTGPLPF
PGASPAPRR
>TDX32504.1 hypothetical protein EV657_10373 [Rhodovulum visakhapatnamense]
MEWGDPGFLGRGWAFPPDFDPAEGGARMVEAVEDIDQSLRILFETRPGERVMHPTYGCRIHDLVFEPMTAATARAVETAI
ARAILFFEARITLREVRVSFENWAEGRMSVFLDYEVERTNTRHNVVFPFYAQEGTLVTGTPVAT
>TDX32505.1 putative Zn-binding protein involved in type VI secretion [Rhodovulum visakhapatnamense]
MPPAARLTDMHVCPMVTGVVPHVGGPIAGPGVATVLIGSLPAAVVGDSCVCVGPPDSIVKGSATVMIGGMPAARMGDTTS
HGGSIVLGLATVMIGG
>TDX32506.1 Rhs element Vgr protein [Rhodovulum visakhapatnamense]
MADSPVKNADGPLGVTVKLNGTALADTVGVVSIRVETELNRVPEAVVTLADGSVAEQEFPLTDADTAKPGSEIEISAQFG
SNTAQTLFTGIVTGLRLRIRSGSGGQLELSCRDKAVKLTGLCRTAVWSKTKDSDAMSALVQAAGLTADIAATDGPEADLV
QHDCPDWDFLRLLADRNGLVLAVDAGKITAAAPDPSAAAKLTLTLGDDVLDFDARLDTVGLEKTVSVTGWDPAQQTATVQ
TSDAVAAGAWGSSALSDLTGVTGDRTRSQTASYAEGQVSLTSVAKARAARVALAALQGRCSYPGSAAARPGDTVEIKGVG
DRMGGTAYVAGITHELGDGHWTTTARLGLPQGWRSDGIGPGGAAAGGLVAPVPGLQPATVVALTDSGSENPLSDSAMIKV
SLPLSGDPPVEIWARYAQPYGSNGAGIQFLPEVGDEVVLGFFADDPAAPVILGSLHGGKLARTREATDGNDIKALTTRSG
LEISFDDDKTVLTAKTPGGHSIVLSDDDTSVTVTDSTGNSIKMESSGVTVSSKGTLDLTAEGNITISSSGGDVSVSGTNV
TLSGDMGLTAKGGTSAELSAGGQTTVKGAMVMIN
>TDX32507.1 hypothetical protein EV657_10376 [Rhodovulum visakhapatnamense]
MTKLKITRCEIQGGDIVKMAGDSNIFTATINPARFKRKYKTRFSGIDRDGAIGKSKPVPKFDRSDPEHLTLTLTLDGTGV
VPDAANTTVSAQIEKLRSIAYSYDGDDHQPNPVEVEWGGGLSDFQGRLTGLDVDYTLFQADGTPLRATVEMTFIEAITEE
KEAKESNDKSPDMTHVLQVREGDTLPLMCQRVYKDVTRYLEIARANELDDFRDLTPGMLLHFPPIR
>TDX32508.1 hypothetical protein EV657_10377 [Rhodovulum visakhapatnamense]
MTIEIGSLVVKGSFGRPAQQTEAVGPEEFAERLADLRRDLEDEIARAVEAAERRLREGRS
>TDX32509.1 phage tail-like protein [Rhodovulum visakhapatnamense]
MEDFAPPVAFHFSVSFTGSAPKVDDTAFQEVGGLETRIETTPLQEGGENRFQHQLPEKVAHSNLTLKRALTGTSSGLVTW
CKSCLEGGFGTAIVPKDLVVSLLDEEANPVATWAVGNAFPVKWTVAGFDAMKNELALETVELAYLTLERKL
>TDX32510.1 phage tail-like protein [Rhodovulum visakhapatnamense]
MADDGSAQSQTVWPLPKFYFQVKWDDTELAFQEVSGLDMESEAIEYRAGNSKVFSKIKMPGLLKTSNITMKKGVFVKDNA
IWDWFAEIKMNIIKRKALTISLLDEEGNPTMVWKVQNAFPVKVSSTDLKAEGNEVAVETIEIAHEGFVIENG
>TDX32511.1 hypothetical protein EV657_10380 [Rhodovulum visakhapatnamense]
MAMKTPGVYIVEKSAFPNSVVQVATAVPAFIGYTERAVNGTVSLDMTPWRITSFSEFVQYYGGAPDPVFEIVDFEVASGV
SPLSADGAAMKDPLPRAVFPLGEKKFELKQKNPAFSLYGAMRLFFQNGGGPCYVISIGAYKVRDDQGQLVDNVIDAEKML
TAIDSLKNEPEPTMLVIPEATRLVRQNCVKVQQAMLKHCGNDMKNRFAILDIFGGHLGQKDPLGNPVATFRNDVGINNLD
FGAAYFPWLDTSIFQSRDFSFQNIEPASHPKMMALLKQSVKRNPDLAPEIDRISAPTVTGDFTISVTRGGKVAITEQDLK
AEDDESDKAGLTYALAKKPGTLAGSFVKTEDDSEIKTFTQEDVSEGKVSFKHDDATPEGKFEMTVTDELGISTDTITLKV
EVVGGVLAKADIEAETAVSVDVAADNPEGDADSIVLLEATSTDGKTKALEGVGTWKADAGTVTFTPDPAFAGPEAKVKYT
IFKDNAPLATREIRVLVDGTTPVRQETPTPAAIDKTLRALVPLYITMMDAIAKRENAMPPAAAMAGIYTMVDNARGVWKA
PANVSLNSVVAPRVNINHEEQENLNVSTTGKSINAIRPFVGEGTLVWGARTLDGNSLDWRYINVRRTMIMIEESIRLASK
AYVFEPNTANTWVTMRSMIENFLTSVWKAGGLAGAVPTDAFSVFVGLGETMTPEDILEGILRITVLVAVTRPAEFIEITF
QQQMQKS
>TDX32512.1 hypothetical protein EV657_10381 [Rhodovulum visakhapatnamense]
MRYRVALDLTVRHGFWGDAPAPLRIAAADPGRLTRADIVFKTDGTRAILGLPETAPPPAAVALDILAEPRAIALTEGWQA
DAVSVLTPAPGQAETGLAAAQETLPRDLGDRRVCRLLLDLAGADPEAGWVLSLRLEPVAALWAYHVTGRGAEGPIRVIDP
ADEVAFEDLGQTPMPDGRRARVLRSARPVPLAARSPWRFRLEETQPAPFDPIALIPVLPAGGANLRPAPGQDGLQSDIYV
SLW
>TDX32513.1 uncharacterized protein DUF4255 [Rhodovulum visakhapatnamense]
MIDQALSLAVDRLNGHLAGRFRTGDDVVVLSPLTDAEGKPADAARNKLALFVTAIAEDTMPRSARGPGLSSIGLARGAQA
IHLDIYAMLAAAHDPDKYAEGLKQLSAALMFFQVQPVMTPQNTPDMPPGLAQLSFEIANLKVEEVGQLWGNLGGRYVPSV
MFKIRSVRVDAGAIAGVAAPIRSAQRPEGRAGRGRE
>TDX32514.1 amino acid ABC transporter substrate-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MSRVTPRPTSAGRIGSGPVKAVRGGGPCAGVLAALCRALAVWAVVTAWAAGAAVGAAVARCDGPREPGFLDLGVAHAPPF
VILEDGAPPTGLSVELWRRVETGLIEAGRIEGSHFVICDAIEQQEQALTDGGLDLVLAPLTITPERLLSYGFSRQYFLSG
LTIAARHSNEIAFSHALEVLVTTLFQPGTLRAVVLFLVLNLVLAVMIKWVLRDARRRPEEDRAPPGRLLTLVDPYLEAVE
RTLGLKGIGDAGFNLAGRALEMFMAIIGTALSAALLGVLTSAFVSAIGQSDRVDELDLTDERVGIESHSTAQEFLADAYE
AAAGKPDDPECRPLSAAPLAGPGCVTEVSADKLLEALVADEVDRVIGDWAELTYLAGTGRFRGKVTVEQKVYRSEPLGWG
YGSALTQDLRARIDSALIQQIRHGGWRRLAQRYLGSGSIAPD
>TDX32515.1 uncharacterized protein DUF4157 [Rhodovulum visakhapatnamense]
MAQIFQSERGSAGPAPQARGGARAGGPQEDRLSALQAKADAATSGGAAARLGALRAEALQRAEAPEEEEPLQGKALQRVE
EDEPLQGKALQRKGGSKTGLPERLRSGVERLSGVDMSHVRVHYNSSRPAAVQAHAYAQGSDIHLGPGQEKHLPHEAWHTV
QQAKGRVRPTTEVAGTPVNDSPALESEADRMGAKAERL
>TDX32516.1 hypothetical protein EV657_10385 [Rhodovulum visakhapatnamense]
MTTGRRLFQSFPAVALGLACLAPTACGLVTKVQELPVVERFGFGIEVPCDINLYQQRRMTGAYLQIAVGSAGGVAHYVTG
RPSRKALPRNLVIEEDTIRRLRPEEENGQTRLEGWKRASAVPVAGLGPGTELPAAYTFNFRSQKIDYTGPLVVGQSPTAT
EIPKAGLSTITGPVRVTFTATDATGKTEVTDALGSFTLQIGYGTGRASFVASGFTADSGPALPFDSFSWSRLGLCAPRVV
SSGQGTVRFTGPDGGRVGLLTPGLEPAALLSFEASQFAGTDRPGPPGAAGGVFAIQGNSATLTGVFLSQPSP
>TDX32517.1 hypothetical protein EV657_10386 [Rhodovulum visakhapatnamense]
MNTDWSDIRVLQGASCEARLPVPLTRDAPWLRPRDLAARLAALAETAPSPWRDRLRAEPAVVVAQILSFRPDDAIAAFDL
AADEGTEALIRHVRALSRRIDDWLMRIEAQLPEAFGETIAALERQMGLRGRVSGLAARSGTDLAALLLATFGSRQAGRPA
EAQAEAVPDRIAEARALATAISAAHRQMIHAVASLQPAAATAFAERIEAGTIEPGIGLILAELSAAGLVDDRLNRFTRRH
TDFYYREILGQPPADATPERVLLHVPPAAAERHLPRGTTLAARGADGAVATFRTLTAIPVSTARVRTTGAITFETDPQVS
FFATLGAITRVEAGLDPAGAGPLGRGVFVARNRAAPEGGRRQAGAEMGLDIASDLFRLREGRRQVEVRLDMRRASPLPAM
SPKLPPGTEPGRDPNVALELRNDPELIRACGFASLAEGIEVVDAAVQDWARNMVRAPSMAMIYEVIARKTLNAAPLRQLL
GRIVTLSLVEGVPWPEGDYLQLLLDKNSALQQGPDGLLRRAAAGETDGNAPADGAPASLMAGAFQLAPGGRGFLLAPCDV
FQKFFADAFTVTLTSARGPVAPEVLQILPNGPGQPPGVTFRMTFGREAPPLEPDPATPEAAPALAIRAAPDARICPVSFF
ERYEVDAAAIRVRVEGLRTMAGFNDDGPVAVDQAVLPFGARPADGGTLTLAAPELAVKPVTHVSLDLTWADLPAGIDGFA
GHYAAYPRDTPVPDPLVTVEVLSGETWKPLLNGPTPMADRDPASGRLLADWHREADLESPSLPEDGPAALKLPKARGEIR
SGALRLRLSGSAGGFGQTAYALGLADALRPRLLRLRPRPVPLPPYLPRIARLRIGYEAAGRIALSAPDSARARDRVRQIT
PFGTIPVFPERTERAAGLVPARLGYGTLFLQLSGNSAKDNLALLFDIADSGHERVVPDPVPLAWHYLTEAGWQDLPATAI
SSDTTDGLLRSGTVVIDMPDDASETAPDMPPGGIWLAVSAVRPGFHTHPVLDGVHTNGVWAESRDSHPHPGDGPRDWRFD
PGFAGLGKPVEVDRRIPPRPPETPPAWRARVAERLRHRKRAVTPWDVERLVLQEFPEIWRVKCLSHLTAATPEPAPGRAT
VVLVRRPPEPTDGAPPPPRELYFDVGKLERVRAWLQAHACPFAGFDVVNPAFDRLQVRARIRFAPFLNDGALAFRLRQDL
IARLSVWTAAPEIARFGWSLNVALLRAQIAALDYVEDVTDFSVLHFAADDSGVHRLADTAQIDGRGPHGPVIRPSRPWAL
ALSASDHALAAATARSGIEATQSGIGRLRVGDMLIVGQETAR
>TDX32518.1 hypothetical protein EV657_10387 [Rhodovulum visakhapatnamense]
MTRQDRTTLKSFFRDGALPTAEHYRDLIESCVNQTEDGFSKTPADGLQLHSVGSSRAVLSLYEGLGTPYASWVLEHGETQ
GHLHFRQGLGVSGNTLDGAAGGWVSGPPGLTLGRDGRIGISEAAPEWRLDLRGTARMDGRLGRATEGLADPVADGRWHDI
TRPMTGCQAFEVMAGVGGEVGQGHYALVHAVAMNAFHPRNAILNWMFGRRRIRAQTAVYGSYADRLRLRWIATEERHHFK
LQIRTNADYGLAEGAPVRIRYHLTRLWFDPLMTGSRGPAGGPDREDGLL
>TDX32519.1 hypothetical protein EV657_10388 [Rhodovulum visakhapatnamense]
MTEDLPPPITFAALMAEATPAAQRASGRIWTDYNTHDPGVTFLEQTAFALTEIAYRADHPVRDHLTAAPEAFDLDALALF
GPRAVLPGRPVTALDLAACLSALPEVARVFVRPAGARGLYEIAVLPGEGTPAATAIDAVAAAFEGMRLIGTDTLPVALAE
TRWLDLAGRISIGPMAKPEAIAAEVYHVVNLVLMGLDATGTGGRRGATRADLFDEPAAIWPPVQAEPGDPARPDLVLAAL
ERIEGIENVHELRLTETAPHDDRRLARPGIVAVHEVRLPAGAARLDLTLDGAPVPLDPHGIAEEYGRLTAARIAGQGNRL
DPRDFDVAFAGRPRAAGRLGVDATLPAIYRIRGGERIASYRGMIDATLGAMAAPLSALPARYAARAVPDPEDAVALRERR
EMLDYLIALQGEEMPDTGQTGLHAYRSAAERLRWDIAWREAYLARLPDFDFHKGTAHPEFGAAARLAHLCDLSPWTGPVV
ALAAAGLTLAPGADAPEAPVPRSDLTLPDPAHDLFLTRRSAPAPLGASDLAALSPWIADGRISPALLRRAASAEAYLLTP
GDDPGDGWQLLFEAVPRAPFLYRCATDSDRAALDRLGTRLCRAWQDLNRACEQLLLIEDIRLRGAGRGFAEASVWALLPG
WTARGADPAFRRHVEDMILRVAPAHVHVRPVWLDADALADLAPRIAAWQAGIDGAAADLRAALRQDGGPLE
>TDX32520.1 hypothetical protein EV657_10391 [Rhodovulum visakhapatnamense]
MRIDGAKTAGLAAATSPKPSTGAATAQAQAGSGGQSAASPAAQEAFRSPVAPRAPTTDAARDMWAAAPGPAPDGADGIGT
APATEATTGTGQQTEIPAPVGRAAPAAPPREAPPNEAPPNEAQSREAPREGGPIPHARHRQDREADAEDASERPSQPAFA
EAASDAPAAPDKTAPAASATPRTAARQSAARRLVPALVGTRIGGSDSARVTPETLDRIAAQLTSVPPPEISAALASGGGA
ARAAAQGLRQAALDHPGGTAQILAGLAPEDIARLIAALLPEGAQALSDAVAALERTARDPVSARRAVARPP
>TDX32521.1 hypothetical protein EV657_10392 [Rhodovulum visakhapatnamense]
MGTARSAESPPQPGAREVALAGLYEAALGDAAATVRGMLDQIAEALPASLKGPLDRDGLDAAKLAAAAVAGPGPGAAGRA
AGAFLEALASDDAERIVLLRGLAARLGYAAPAPGPQGTLRRTARAAVEDLLRAAGATPAPAPARAAPPAGIAREAATHSL
TERAGLVLFHPYLRMLFDRLGLIEARQIRADGLPRAAALLAALAEAAPAPRLPDPLERLLLGLPDGTRPEPCPTLAPAEI
ALIDSLIRSVIGQWTRLGKTSPEGLRATFIRRRGLIGTDARGAPRLTVAPGPFDMLLDGLPWALGPIRLPWMPEALSVIW
RNADD
>TDX32522.1 ATPase family protein associated with various cellular activities (AAA) [Rhodovulum visakhapatnamense]
MTEPRPTDPHAEALKAELGWLAETVTARLTHFFEGTATPFVLPDPPALPGDSALARLIDSAGLDAPARLVLALALAPHLA
PAALDPFFVKNSAIDRVFSEFGAARGEAQAGGPGFAPSAVTALFLLGGTDAAARISAMALFAPDHPLRAAAGLTVGAVAE
PGGATLLSGPLTLPPHRVLTLCAGRPPRPDYAPGFPAKRLTTRLDWDELILPPGVKHSIEHLVAWYAHRHLIREEWGLAR
RVGAGFKALFYGPPGTGKTLTAAMLGKRTGLDVYRIDLSMVVSKYIGETEKNLAQVFDMAEMNDWILFFDEADALFGTRG
PSGSANDRYANQEVAYLLQRIEDCPGLVILATNLRNNIDDAFFRRFQTVVGFPRPDAGLRRALWASILDRVPLAHDVDLD
ALARGHEMAGGAITNVVHHATISALRRGADTVSAHDLAQAISTEMRKEGRTA
>TDX32523.1 hypothetical protein EV657_10394 [Rhodovulum visakhapatnamense]
MTKAPLLCRLALMAALAWAAPGPARADCTDLAALTELPPEAGSIDQIQRGLRSALRDPSRYLRDGKLGPYTKQALVRLCR
AVPLGLGRDSVAGTLELAADYGALARSDAHWQPRAVAPALAARLGAIPETGANRLALQLAGPPALAISALEDWQKGAACA
GLSEAALSDEARAGLAALTAVGAWPDTDALCTGLTPVPNALGDRAVAAALAAYGRIEAGLPGAVARLVSPGFSDWLVAGQ
ATRVPRLMGSDAAAVALIAEYRPSLSPATQADETVEADEPASCAEPVSRTVLDYTAFDAADYQTLIAPVDVKTALAGLDG
KTFASAEDLGAAIDAALGGQLTRCALDEIRALVTGSSHLGLRFGLDPAAAANMALNPDLVAASGAVAPLVGLSTPVRKTL
EAAAEAAIRKAVRAEFEVEIELAADTLAGAAEEIVPGLDTRPEGVPEFPELPLGAPLGVTDATDSAVQAAVKDTDFQQAL
LNAEYAPAPNAEVLKGDVRRLLDPIAARKVEEIVRTAMTEVEAAIDARWLLTPDLSAAILGLDAVAAAQSLDIPEATALA
LEQLVGLTYPNQRLFAAAVEAVPPPVPYGQFEAVKRQARQAAFRTVTRAEAQAARSAEALALPGCGCVEPRLDHAEVYAF
YPFWMLPRTPAAPKTAEADSAPAAPDPLNQVDFGLVSRVALYGYEIAYGEGSRRADFPDESEWSAMRRDFVQAAHRHRAR
ADLAITLTGWQDWTDFQIETAVQQILRFSAPFPRIADNTFKALAEGFPTIFDAPRPDGVTLIFRGYSGSKDNDPAAGRLQ
QIVSRAHEGLAARGQGVNLGLDLDLIGSGIDTPLMNDLRAILVPPTPVAEPDDPDDGAESAASAARGPKPPVERILIFME
RPTSDAKKTLRARLEHGDFRGPERTEVLRRIVPVLPPTGHREVERQPRSDLDPNDHPEDFSQFRDDLVYFQDNFGGIGFW
PAPDPTAGESAALRRIFNELWIEPVLPGFLASLSVLCAWICPHRAVLLTGAALIALATAGLVWRSFYSGVADRLAFGWKL
AWIGTGLVILILTALTVCDPDAVVAPTGLAATLLGLALLIGFTAYQRARNGPKP
>TDX32524.1 IMP dehydrogenase [Rhodovulum visakhapatnamense]
MEIREALTFDDVLLVPAASSVLPSQADTSTRVSRTIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYSPITLRPDQTLGDAKALIERYNFTGFPVVDARGHVVGIVTNRDMRFAASDATPVSAMMTCKDLAVLR
EPVDRAEALNLMKARRIEKLLITDAAGKLTGLLTLKDTETSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVEAGVD
MIVIDTAHGHSEGVAKAVERLRKATNSVQIMAGNVATGEATKALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CAAAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPASAVVHQLVGGLRAAMGYTGCATVEEMRKNCSFVRITGAGLKESHVHDVQITRESPNYR
IM
>TDX32525.1 hypothetical protein EV657_10396 [Rhodovulum visakhapatnamense]
MTDQTPDRYVTFCGIDCDRKADRLLAMLAAHMATSQSRWVGYFEKKLAEKARMGNDNLHFVGSQVNSLYAFFEELGDSAA
EELLYDLEQNCC
>TDX32526.1 CRP-like cAMP-binding protein [Rhodovulum visakhapatnamense]
MTESAPFPHSAWLAELPGGLRRRFQPGEAIARPGDGPDRLFVLDAGLARICLNGAARELTIGYLRPGGIYVTHTRAWIEA
LAPSTVVSWPVSEMLALVTRQPALGLAAFREVGQLLHGAMNLIEDLAFRPVESRLARFLLGERRLQDSDRIRLIDSTESL
ASALGTSRQTLSTLINKLIREGVLARPDRRHLTLCDIARLEELAELSAG
>TDX32527.1 tellurite resistance protein [Rhodovulum visakhapatnamense]
MFTPRPRFATQTPPAIFPPVLGALGLGLAWRRAVDPFGVPGAAGDLILGAITLLFLFMVIAYALKFGRRPGVLAEDLRVL
PGRAGLSAAVLSVYVLSAALVPLARPLAEALLWAGLGLHLALLAVLIRGLATGPAEQRRVTPVWHLHFVGFIVACLPAVP
LGHAGLATVLLYGTTGVALAIWAASLVQARRLTVPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAASALAAALLVVML
ARARWILAAGISPLWGAFTFPMAAFASLMLALAGAAGLGAPGDLFRIAGGVSLVAATLAIPPILLWVMQAWAKGMLGAQT
NAARV
>TDX32528.1 TRAP-type C4-dicarboxylate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MKTAIGAVALAAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTGGEFTLSLSYGGLSKNTENLDGIQIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVVADLARWNATLLMPTPMPQYNFVGVGEPPRKLAD
FNGMTVRATGGIGEAMQIIGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGTWWTTNLNPGTVNCPVVVNSD
ALAALSDAHREALLGSVDEALAHYIAYYNSETMARWGPALDERGIERITFAPEAMAEFRAAAAGPVAAAWIEEMSARGLP
AQELYDTVTGQIGQ
>TDX32529.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MAIHAPVLEDDSPLSRLDRGLYRLERQLALLAGLAVFALMLLAVVSVGGRQVFNQPLAGYVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVARLSGRALWAAEAVTTLAMLIVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLAVQLWGFGRAFVLGLAAPVAVPLVVSVADQAAAEAGHVSGADD
>TDX32530.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MEPIDIGLAVTGILFVVVLLGMRVAFAAALAGLLGLIWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFSWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVIFLMAIWHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFSDWITGLNHPPMLTLVMILLAYAVLGMFMDAIGMLLLTLPVVYPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFVADAITIAVLIAVPGIVLWLPSFA
>TDX32531.1 hypothetical protein EV657_103102 [Rhodovulum visakhapatnamense]
MPMPRPFGALALCALLSACAHGADETAMIPAAIAPLPAGNPHRGAISGIETAGGKDTNPALASQIADADFKAALRSALLL
SGAYSASGRYVLRAEIEEITQPLFGLDMQVGLTVRYRLQDRAGKTRWERRIVTRHTARLGESFLGSERLRYANEGAAREN
IAAFLRALGAEARAGGVADVS
>TDX32532.1 hypothetical protein EV657_103103 [Rhodovulum visakhapatnamense]
MPRSMARRSLLVALPLLFLGACVQTGPMGSMAPGVIGPVAPGSAWANAVGTVTGTDGLVANPMWNAEFSGPGFRSDLAQS
LSRAGILTAGGTYRLNADVQSVTQPQTGTRVQVAMVVHYTIHDATGLAVFDQTVTTSYTSPLGQAVRGVDRLRIASENAA
KDNIALLLRSLGASAEGAPTGGPL
>TDX32533.1 maltose ABC transporter ATP-binding protein /trehalose ABC transporter ATP-binding protein /sucrose ABC transporter ATP-binding protein [Rhodovulum visakhapatnamense]
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGTLTIDGVRVNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGRSRDEIDAAVTRAARRLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLAAGGGTIASKVPTEPGDKGRKVRVGIRPEDMEATDGEDYAFEGRVEILEALGEVTQLYFERA
DPEADPVIAKLAGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>TDX32534.1 alpha-glucosidase [Rhodovulum visakhapatnamense]
MALNDDPDWWRGAVIYQIYPRSFQDSNNDGVGDLPGIIRRLPHVASLGVDAIWISPFFPSPMKDFGYDISEYCDVDPLFG
SLADFDALVAAAHGCGLRVMIDLVLSHSSDRHPWFVESRSSRTNPRADWYVWSDPRPDGTPPNNWLSIFGGPAWAWDPGR
EQYFLHNFLASQPDLNLHCKAVQQAIFDTARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEERNDNIAPRVNPYNHQ
LHLYDKNQPENIDFLRKFRATRDEYGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLGSAPLTAARIAAVYARLD
RVAAEGWVCWALSNHDVVRHPTRWGLSPAALRGFLTLTLCLKGSVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGR
DGCRTPMVWAAEELHAGFSLAPRTWLPIPETHIGLAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGAMDRVRAEGNVLS
FRRRDATAEMFVAINLGETPAALVPPGGDWRPLGAEINAARPGADGLVHLGPWQPSLMLRRKGA
>TDX32535.1 maltose ABC transporter membrane protein /trehalose ABC transporter membrane protein /sucrose ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MDGHAGAKSRLTWAVHLTVAALVVLWLVPTVGLLVSSFRDRDQISASGWWEAPLPVEQTYRLRTDPGAAVERHGRFVLSG
NVFDSGDSAGTGTVTGFGVTGRAPAEFAPGATADLRGGGRLTVAADGSFTAQADAPFGRRGPTIYFEAETPPKVTLDNYR
MVLGADGMDRAFVNTLTVTIPATVIPILIAAFAAYALAWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHEAVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESAKVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSHGGDWGILAAAAFISMAVPLAVFFALQRYLVRGLLAGSVK
>TDX32536.1 maltose ABC transporter membrane protein /trehalose ABC transporter membrane protein /sucrose ABC transporter membrane protein [Rhodovulum visakhapatnamense]
MSPLLQGMVTILIGVGGCVGYFYAANLLLDRVIFPPSGRDPGRNISRANAVRPWLFLAPAMAALGLYLVYPVVGSFWRSL
YNRDGGSFIGLGNYTDLAADPAFRTALFNNLLWVLVVPAASTFLGLIAAQLTDRIRWGNIAKSMIFMPMAISFVGASLIW
KFVYANEADIGLINAIRAGLGFQDPIDVIQIPFWNTFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRVMVPQITGTIVVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>TDX32537.1 maltose-binding protein /trehalose-binding protein /sucrose-binding protein [Rhodovulum visakhapatnamense]
MQLIRMAGATAAALALFAGTAGAQALKFTPGEDARFSWDSYEAFADSHDLSGQILDISGVWIGPDKDLVESVLAYFEAAT
GARVRYSGSDSFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLTPLGPETADWVRENYAAGDSWVDLGTYADEGGTE
ALYGFFYKVDVKSLVWYAPDAFAEAGYEIPGTLEDLKALTERIADDGGTPWCIGLGSGAATGWPATDWVEDLMLRREPPE
TYDAWVSHQIPFDDPAVVGAIEAYGWFARNDAFVEGGSQAVATTDFRESPAGLFSFPPGCYMHRQASFIDTYFPAGTEIG
LDVDFFYFPASAERDLGTPVLGAGTLWAITRDSEAAHAFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEVGADAFWKGMVDYTTGRKDAETAAHDIEQRWSSIR
>TDX32538.1 beta-glucosidase [Rhodovulum visakhapatnamense]
MPPTRADFPPGFLFGTATSAYQIEGTGGAGPCHWDSFAATPGNVAGAADGRRACGHLDRCTEDLDLVAAAGFDIYRFSTS
WARVLPEGAGTPDPEGLDFYDRLVDATLARGLKPALTLYHWELPSALADLGGWTNRDTALRFGDFAALMAERLGDRVWSW
ATLNEPWCAGWLGHFTGVHAPGLRDIRATARAMHHLALGHGLGLAALRAAGVGQIGIVLNFEPAFPAEPGEAARAATLRY
DAVFNRFFLGGVARGAYPELALEGLGPHLPRGWQADLDAIGAPIDWLGVNYYTVKRITHAPGPWPNWVEVPGPGRKTDMG
WEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDTPVAGATGPEIHDEDRIAFLSSHLAAAREAIAEGVPLKGYIVWS
LLDNYEWAFGYGKRFGLVHVDFESLQRTPKASYHALKRMLEDRRP
>TDX32539.1 glucokinase [Rhodovulum visakhapatnamense]
MTALVADIGGTNTRVALAEGPVPVPGSVRRFRNADHPDLTDVLAAYLAEAGSPEIDGACAALAGPVRHGRGKLTNLDWII
EEAAIARVAGTGRVKLLNDMAAQGHALDHIAPAALETVLEGPAQPGGPRLVIGIGTGFNAAAVHALPHGTLVTEAEAGQV
SLPVGDAETLSLARFLAEPDGFAPVEEALSGRGLGRLYDWATAEAGAPRRLDGHGVLAALDTDPEARRAAETFVRLLGTV
AGDLALNHLPYGGIYLIGGMACAVTPLADPMGFADAFRRKGRFAELMRAFRVLTVTDDSAALTGCAGYLASAE
>TDX32540.1 methylthioribose-1-phosphate isomerase [Rhodovulum visakhapatnamense]
MKIDGTHFRSIWRESDGAVKIIDQRWLPHELRIVALTNRRDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLPPSERAAAAFRRAAEICDEDVEINRRIGLNGLELIRAISARKGGKRVNVLT
HCNAGWLATVDWGTATSPIYHAIEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVKEIPIEERDGGEVTHVQGRMPSGVVGLVQISPD
GTPARNPAFDVTPARLVTGLITERGVAEASPEGLARLFPDRATVAAD
>TDX32541.1 hypothetical protein EV657_103112 [Rhodovulum visakhapatnamense]
MTADPNRRGGTAVGYLTDLDPVEAGAVRCLRLWADGDAAQRELRRELTDRLGPLQGRAAAESLNTICTLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMAAMLVRADLAPGLVDPATRLGLALRRLATGVAPQPSRPPAEKLH
>TDX32542.1 putative iron-regulated protein [Rhodovulum visakhapatnamense]
MMKPTLATCSLALGMAGTAALAEAPAADAVLTTYADIAAATYGDALTGAERLQAAVDALVAEPSPQALDAARRAWLAARV
PYQQSEVFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGPTDENPLAAVNVIASPQFEISGATVDATEITPDFLAETL
HEADGIETNVATGYHAIEFLLWGQDLNGTGPGAGTRPWTDYATGEACTNDNCDRRGAYLKAATDLLVSDLGWMAAQWAED
GEARAAVMADGSAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVAGPSVSDLVAAKDAGLDTEMKTRLDATMAALARLKTAAEAGFAYDQMLARGNAAGEALIMGGVNGLVAQTASIERVVD
TLGVGGVSVEGSDSLDNPAAVFQ
>TDX32543.1 BFD-like [2Fe-2S] binding protein [Rhodovulum visakhapatnamense]
MIVCHCQCITDRDIHAAIDWMRAADPATIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPSDLQNLRPQHRKDKT
SCKATPRSSTT
>TDX32544.1 bacterioferritin [Rhodovulum visakhapatnamense]
MQGDPKVIDYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMTHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAGAGDHVTKELFDELLADEEGHIDFLETQLDLYDRVGAENYALLNASKMDEA
E
>TDX32545.1 CxxC motif-containing protein (DUF1111 family) [Rhodovulum visakhapatnamense]
MTGPGAAALPFTPAEEARIAEATALPRDFTRPQPFEALAGGAGTVAGAAAFSAPLANLPRAEGLDFRGGQALFDRTWVSA
PSSTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPVALMLQLAVPDPSTIEGYLSQPDPVYGRQIQPASLPGLTAE
GRPTVAYDAVEFALSEGESVTLRQPRYALADPGYGPLDPDTVLSPRLAPGLAGLGLIEAIPEEAILALADPDDADGDGIS
GRARLLPGPEGRPVLGRFGWTAAQPTLEAQIAHAFAHDIGLSSPLYPEGHGDCTPAQTACRAAPDGGNPEQDGFEISATA
LDLVTRHARHTAVPARRDADAPEVLAGKRVFHDTGCAACHRPAFVTRRLPEAPALSFQLIWPYSDLLLHDMGAALSDGGA
GAEGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPAADRAALIRFLESL
>TDX32546.1 hypothetical protein EV657_103117 [Rhodovulum visakhapatnamense]
MIRRSVLALALALGAAPLAAAPADIAEAVIDRHVLPGFARFEAAAADLQAAAEADCDPGSDPLRAAWGAAFDAWLGVSHL
RLGPTETDNRAFALAFWPDPRGMTPKALAGLIAEADPVVESQAGFATVSVAARGFYALEYLLYDPQFTPPTPYGCALIRA
ETRDIHALAAAILADWQDGYADLMRQPGPEAPYKDEREVLKALFTALHEGLQVDVDLRLGRPLGTFERPRPTRAESWRSG
RSLHNVTVTLTALRDLAMLMAAEDPASAAALSADFDRADRLAADLDDPVFAGVATPQGRLRVEILQQAIHEIAEETRASL
GPALGVAAGFNSRDGD
>TDX32547.1 hypothetical protein EV657_103118 [Rhodovulum visakhapatnamense]
MTDRRSFLAGALAASLSPRIGWADAGSPAFLSAAQEKNGNQMLVGLDAQGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVTAVLDAPEGRHFYGHGAYSADGRYMYTPENDYDAARGVIGVWDTEAGYLRVGEFDSHGIGPHDIK
LMPDGKSFVIANGGIETHPDSGRAKLNIPFMEPNLAYLGAEGTLLETVAPPAEWHMNSIRHLALGPGGTVAFAMQWEGPE
AEAPPLLGLHRRGAAPVWLDAPGAEHAAMQGYAGSVAISQDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGDVLGLQGLRPVWTARHGRAFDNHLVTVGAA
>TDX32548.1 acetyltransferase (GNAT) family protein [Rhodovulum visakhapatnamense]
MKLRSMTAEELPAVLDWAADEGWNPGLDDAVSFHAADPEGFFVAEAEGRIVAAISVVNHTDDVAFLGLYLCRPDWRGRGI
GYALWTHALDHAGARTVGLDGVEAQQDNYRKSGFALAGRTVRYAGVLPGRAHPGIGPVLKDDIGTLIAMEAEATGYEKRA
FLAAWTRDCETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPGTSPWLAGHC
TGLGLSPVFGTARMYRGPAPQPGPLISAVATLELG
>TDX32549.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTDQIPTARQEGKRATRARDVVEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDSLVAIEPHRGAFVA
QPTVREAREVFEARALLEPRTARSAALRATPRDIGLLKRHMDQEHEALAAGQNGLALRLSGQFHLEIARIADQATIEGFI
AQLVSRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLQDPVPVPQSLKEALTGR
>TDX32550.1 putative spermidine/putrescine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISRLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKGVDRETRRKRAMELLELVHMTAYAERLPAQLSGGQQQRVALARALITNPQVLLL
DEPLSALDPFLRVRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNNAVIEQAGPAREVFNTPRTEFVARFMGGH
NVIALPRGHFAIRSDQIAVTEAAQGKLDGHVTGIEYQGTSVALTLMTAGDQEVTAIVPEDRYFAQPIQPGDGVGLSWDED
HLHALTA
>TDX32551.1 putative spermidine/putrescine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTEATKTGLSRRSLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVSKIRNYDKIVGIFKDGKLTPDSTIAQGTSPNSVGFTDGPDGTRFADQE
TGWMTLIPTIYNADTLGIRPDLIGRPIDSWAELLNPEFKGKASLLDISAIGIMDAAMVCEAMGEITYGNKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGLEL
DAAYEYINWYLDGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENQYMVRKWNEFIAA
>TDX32552.1 putative spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MTALSKNRRLSGSRPASLLAQLVTGRTKNRHLMGWLLASPLALVLLVFLVLPIVMIVIVSFWGATEFSIYPAFQWDNYQF
LLTSPVTYKVFLNTFKYAVLTWAFTLTIGFTVAYFLAFHVRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANS
TLMSMGVIDEPLDWLLYSDFSVILAFVHLYTLFMVVPIFNTMMRIDRSLIEAAYDSGATGWQTLTNVIIPLCKPGIMIGS
IFVVTLVMGDFITVRFMSGSQSANVGRLISNDIGLLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>TDX32553.1 putative spermidine/putrescine transport system permease protein [Rhodovulum visakhapatnamense]
MDRRPRSFYVLATVFTLFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFVLGLMVM
VTTVVVSVMGGLAFRKRFAGSGVLFYLVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGSQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGASAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSYNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLVVIGVFLASVWAMNRRRARQGSDAGQGMV
>TDX32554.1 allantoin racemase [Rhodovulum visakhapatnamense]
MAFIVINPNSTAAMTDSILAMAQAAAPGAAFEGWTSTLAPPAIQGPADVAAATPPLLELVTQAARRGAEGVIVACFDDPA
LAEARACAPCPVIGIGQSAFHKAALRGWRFSVVTTLPAAIPTVEGNIRGYGLSQHLGRVRASNVPVLALEEDTEAACARV
AEEAERAVAEDGIDAVILGCAGMARVTGHLRTRLPVPVIDGVEAAARFISVL
>TDX32555.1 hypothetical protein EV657_103126 [Rhodovulum visakhapatnamense]
MARGCGRCAGTGGRWPGSTLAVAVWQIGIRVRGPGATSVLFNLVPVAALLIVAGFGRMPAVPQLLGVAIAVGGVIWASRG
ARR
>TDX32556.1 regulatory helix-turn-helix LysR family protein [Rhodovulum visakhapatnamense]
MDRLNRDDVRLFLALAREGTLSGAARQLGLGGVAMSRRIERMEQVMEVPPFLRHRQGLDLTDRGAALRRPQSWARASGGD
GRLMLGTLEAQVAAVRDGTGTGVLPHFLARRPGLRVLAPPLPDGTKMERPLLPVSHADLAASGPSPTRSRRASPGHRQGI
TRARADLAGKA
>TDX32557.1 hypothetical protein EV657_103128 [Rhodovulum visakhapatnamense]
MKRAARGGAARGTGSVTFGGVEMRPPEIEGAAPWVEAKLIVPKPIFETSIVPGLRGFMRVAFTNARVRPRDGRRRPARPA
RRVSRSDRPGACLRCRGRTCRRARLPNRCPTCPGSQTVHAQGPAPMIARKQKSLISLTYEWPRHAQDTRRAAPARPVLSG
NLPYLPSVDDEISGALRTGPGTGKRSRAFLNRPGHLRGRARFRPGTDPAPPAALLPAEDRTRQRRAVLAVVPATRRTIIP
DTSLVITRRPGLRDGLGCAPTGLSRVQTACRPGFGSFMTVGARAGATCHSRSPGTQGPESGAEPADRRKIDRRIVPCTPK
SPSATWVTLKSAATDNRAWASSSVSPWTSIGKRRPWRKAVRKA
>TDX32558.1 acetamidase/formamidase family protein [Rhodovulum visakhapatnamense]
MLDPGVDRCLRRSGDARAVLLDLPPDCVSTRLGRQRLARPLVPGGSVAANRTRTVLSVLGAQFGALTPQDLAASEGTLLD
VLCGALLQEADFDDGRMTPVQVMHFRRVTAATDTRLAMQDLPRAMSPGYFGGKIDNRRAGPGARIHLPVAVEGALRSIGE
GHFSQGESNGIGLEMSLTGTIRLRLHKAGTDTVPEVRGLTAPVIETPEAWAIQSFGF
>TDX32559.1 acetamidase/formamidase family protein [Rhodovulum visakhapatnamense]
MTPALAQTSAGKVPAPPSYRHLPANADTVRWGCFSTTLTPRVEIDSAGIVTIETLTHPAADDLERMVQGDQGAESVYLWT
TDRKGVDRRGAGSTDPAVCKVGSGDGRGVHILTGPVHGRGAKPGDVLELRILDCVPRPGANPDFAGKSFGSNAAAWWGYH
YNDMPGGSKREVITIYRVDATGDKSRAKAVCNFRWGPQTDPFRVTRPTIDYPGGPVDHALTDFTFNVLKGIRIPIRPYFG
TLGVAPAEADFVDSVPPSHTGGNVDKWPIGKGAIMYSPVSVEGALLSVGVDFGITPVADGNWGVHAIVPCHRKEGHLLGP
RLIGARPPPFRTMARHGGGLRRVRLPQGCPRDMADILGRPRNAPAVPVADAGPAVPADRQARPCPPDCSPVPKARRRTER
SVPGGRGTRHAAHPPQGPCQSPESFIKASG
>TDX32560.1 aryl-alcohol dehydrogenase-like predicted oxidoreductase [Rhodovulum visakhapatnamense]
MQKRTLGQGLEVSALALGAMGYGKSREIEDRDQMIALLRAAAERGMDFFDTAEVYGPWTNEDMVGEAFRGMRDKVKIATK
FGWDIDQKTGEHRGGVNSKPAQIRSSVEGSLRRLGTDYIDLCYQHRVDPEVPMEDVAGVVKDLIAEGKVRWFGLSEAGAG
SIRKAHAVQPVAALQSEYSLWTREPEAGILPVLEELGIGLVPFSPLGRGVLTGKIDPSANFAETDMRAKMPRFQAEARAA
NMRLVELISGIGARHGATPAQVALAWLLARKPWIVPLFGTRRLERFEENCGALDLALTEADMAEIEAAGFQPQGNRYPEA
FMKLSGL
>TDX32561.1 arsenic resistance protein ArsH [Rhodovulum visakhapatnamense]
MPETPNLVDALLRLPDPDALVPARRSSHAPRILILYGSLRERSYSRLAAEEAARILERFGAEIRVFDPRDLPLPDSVEAD
HPKVAELRALVEWCEGMVWSSPERHGAMTAIMKAQIDWIPLSLGSVRPTQGKTLAVMQVSGGSQSFNTVNQLRVLGRWMR
LLTIPNQSSIARAWAEFDEAGRMKPSPYYDRIVDVMEELMKFTLLTRDIRGHLADRYSERKESHAELSARVNLKTL
>TDX32562.1 NADH dehydrogenase [Rhodovulum visakhapatnamense]
MRARIYQPAKTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETRGAAEDYARRHGIDAVVLRPKKR
APNVRPMGYSENFAVNRRGAWTH
>TDX32563.1 excinuclease ABC subunit B [Rhodovulum visakhapatnamense]
MPYSTEPHALDAPAAEIRPREKLEGGKRFVMHSDFAPAGDQPTAIAELAGGVLQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIVLAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGIGSVETYGAMTQDLMVGADYDQRKVIADLVAQQYRRNDQGFQRGSFRVRGDVLELWPAHLEDRAWRMSF
FGEELESITEFDPLTGQKTNSFDRIRVYANSHYVTPKPTMQQAVQSIKKELRQRLDQLVQEGKLLEAQRLEQRTNFDIEM
LEATGVCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVTVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWELDQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKVAAKGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNTEHGITPATVKKNVEDILAGLYQGDTDMSRVTATVDK
PMHGGNLEAHLDGLRASMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASTRAKGRSTAGRPGQR
GGVARRRGR
>TDX32564.1 glycosidase [Rhodovulum visakhapatnamense]
MRDDATDRDGPIDNPFDGKDDHVALRDRIEFDEAAARAEAEAATHALTTAETAFEAQCRIARRLGGRVEEGRACFGFWTP
ELQDARVPSGDIFLEVLTPVEPLDLTRAHQDVRFERAWVPVIREDAHCFTAVTGMRAGTRERLGDFYALAWRDAEGGWHR
ILDPLAMSLPFGAMAPAELYDVEAMLAARGDAEYFRAFAGEAPHKFGPPANILQVHVPTATAGGTLASLTRHYHRLAERV
ARELPLEPADKLFLGYDAVQLLPVEPTTVHEAGPDFWQEVGGDEDGVTVSLLRPDTTNWGYDIVISGMGTVNPVLLETGR
PDELVDFAAELHNFPGSPKKLILDVVFGHADNQGLLALNSHFFAGPNMYGQNLDYPNPAVRAILLEMQRRKVNFGADGVR
VDGAQDFKWWDTATQTMRHDDDYLQSMADLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDDDVFQWGPL
TFAHNTPFLYTFWMSKFWRIREILEVGANWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVA
LPGVPMDFLNAMARASWGFIRNQDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRADLVRFFEFLPALVE
VTEYDLDEIARLLNKAEPPLAGPEVYTVAALKHMARAWMDDMHEYCNVSNSLPTLDADQAAFCLSLRGFRRKRPWLAANY
GPRDRFDYQRPIAGRTLFTALRHGPEGEQIFAVMHMEGKPTAEIDPLSLPVPGIEGAGWELALRTPSIGADYLGGPITLT
DSMALVFSRRVPG
>TDX32565.1 1,4-alpha-glucan branching enzyme [Rhodovulum visakhapatnamense]
MLSDIQSRTGPVAPQDVLHRIASGTFGDPFAVLGPHAVAGVRHVTALIPGAETVEALADPGGAHLLSQVPGCAGLFTGPV
PGEGAYRLRAAAKGTVWETDDPYRFGPVLGALDEHLIGRGDHHRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVVGPF
NQWDGRRHVMRRRGVSGVWEIFLPGIGENASYKYEILGPDGALQPLKADPVGFGSEHPPANASVVHDLRGYGWSDDAWMQ
DRAGRNARSAPISIYEVHLASWKRRADGREISYVEAAEELVDYVAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPTVRH
GPPHEFRDLVDAAHRKGLGVILDWVAAHFPVDAHGLGRFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANFLIANALY
WLEEYHIDGLRADAVASMLYRDYSRKDGEWVPNKDGGRENYEAIALLQQMNTLAYGTHPGTLTAAEESTAYPGVTRPVDQ
GGLGFGFKWNMGWMHDTLGYMAEDPVHRRHHHNKMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRAAQFANLRA
FYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALDRPDHAGMQRLVRDLNTLYRGTPALHALDFSPEGFQWIEADDA
DRSVYAWLRRGGPQDPNAVVVCNFSPVEQPAYRLGLPAPGRWREALNTDAGIYGGQGRGNMGGVTAEVRPCHGQAASARL
CLPPLSTVILVHEPGA
>TDX32566.1 propionyl-CoA carboxylase beta chain [Rhodovulum visakhapatnamense]
MAISRSLADELDKRRAAALEGGGPAKAADRHAKGRLTARERIEALYSPGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQATTMDEIGSAEAHASVAGNIHFIAEDDAHAVAL
VHRLLSFLPSNNMMDPPHRIEPDLTVEDDPALDALIPEDPKSAYDVREVIARLADEDDFLEVMAGFAANIVVGFGRIGGV
VVGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPTAEIAVMGAEGAVNILYRKDLAEAEDRAARARELAAEYRAEFASPYLSAGRLFV
SDIVQPRQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>TDX32567.1 oxaloacetate decarboxylase gamma subunit [Rhodovulum visakhapatnamense]
MLENLSLIGTGFAVVLLVLASLWGACALIGRAFIRAARKAERPVVAPRPPVAPGVPPHHLAAIAAAVAETLGPGHRITRV
AAPAHRVDGWPLEGRIETFAAHRIRTGWGPTLPRLGGKTPDIMRGPKP
>TDX32568.1 biotin-dependent enzyme [Rhodovulum visakhapatnamense]
MKRLRITVDGTAYDVTVEEIETGAAETPPAPSRPATATAPAAAPRATAPAVAAAAPAAPAEPGAVLSPLAGTTVSVAVSV
GQSVAAGDPLLVLEAMKMNTDIRAPQAGTVSALHVAPGATVTEGQVLLVLS
>TDX32569.1 oxaloacetate decarboxylase beta subunit [Rhodovulum visakhapatnamense]
MQPDPLSARLESLVGMTALPDVTWQMAVMWLIVAGLFYLAIFRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLF
HYISLGVDLELFPPLIFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLIGFSPQEAGAIGIIGGADGPTSIFL
ANKMAPHLLAPIAVAAYSYMALVPLIQPPIMRALTTEAERKIRMQSLRPVSRLEKLIFAGLVTVVVILLVPAASALIGML
MLGNVLRESLVTERLAKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVIAFGIATAAGVLMAKAMNLVSRT
KINPLIGSAGVSAVPMAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>TDX32570.1 dipeptide transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTLHTFLTTSALALTMATAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGIKFQTTDFFTPTRDMTADDVIFSFMRQLDPENPFHDASGGTFEYFNAMSMPDLIESIEKVDDLTVAF
KLTRPEAPFIANMAMDFASIMSKEYADQLLDAGTPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADVAAMKSEDGITVQEQEGLNVGYMAYNTQQPPFDNPKVRRALNMAMDKQAIID
VVFQGSGEIAKNPIPPTMWSYNDAVEDDAYDPEAAKAMLEAEGVTDLSMKVWAMPVQRPYNPNARRMAELIQADFEKVGV
KAEIVSYEWGEYLDRSKDVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYQPFEDLIQKAKTLPTQADRAK
LYEEAQVIFKEQAPWATIAHSKVFMPMRDEVQGYKVHPLGLHIFTEVSLEN
>TDX32571.1 dipeptide transport system permease protein [Rhodovulum visakhapatnamense]
MLKFFLARLLTFVPTFIGVTLISFAFIRVLPGDPIIVMAGERGLSEARYQELREQFGFDQPLIVQFWDYLTGILHGNLGM
SYVTKKPVWDEFFALFPATVELSLCAIVIAICLGIPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGNL
GWTPVSGRIDLLYYFPDTTGFMLIDSLLSGQKGAFASAVDHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLAPIRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>TDX32572.1 dipeptide transport system permease protein [Rhodovulum visakhapatnamense]
MVDATADAPRAPHHRPGRLKEFWRYFRENRGAVIGLYVFAFFVVLALGADIFAPHDPTQQFRDHTLLPPFWTAEGSWSFP
LGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLVAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGPT
LLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGFL
GMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>TDX32573.1 dipeptide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDTGDILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRRLTA
RQRRQVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLKLDRRARHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACQPRLLIADEPTTALDVTIQAQILDLLQGLQQRTGMALILITHDMGVVAETAQRVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFSPRCRFADDTCRHSPPPVQPPALGIARCHYPLDTA
ATEAAR
>TDX32574.1 dipeptide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTVPVVVADHLARHYEVGGGLFSKPATVKALSEASFSIAAGKTLAVVGESGCGKSTLARLVTLIEEPTGGALTLDGKAAT
PENWRGLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMSAKDRSEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADEVMVMYLGRPVEFGTKEDV
FATPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPAGCPFAPRCWKAQDRCRQDRPELTGAPHAAACFFPEGL
>TDX32575.1 uncharacterized protein (UPF0261 family) [Rhodovulum visakhapatnamense]
MAKKVFVVGTFDTKGRELAHVAGLVADQGLEVVQVDLSTSPGHRSGADVTPAEVAACHPEGTGAVMTGDRGTAVAGMAAA
FEAFVATRADIGAMISLGGSGGTALAAPGMRALPVGVPKLIVSTLASGNVAPYVGPSDITMMPSVTDVAGLNRISRVILG
NAARAIAGMAKAAPEAAGDDRPAVGLTMFGVTTPCVTHLTDRLGAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARTGIPYVGSCGALDMVNFGPRSSVPDRYAHRQFYQHNPQITLMRTTPDECRQMGEWIG
ARLNACKGPVRFLLPEGGVSMLDAPGMPFELIDARSALFDALEATVEQTPDRRLIRLPHNINDEAFSDALYTHWKEIA
>TDX32576.1 putative TIM-barrel enzyme [Rhodovulum visakhapatnamense]
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVTKTTPVLAGVNGTDPFCNFDPFLDQLKAIGFSGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQARAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPEDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>TDX32577.1 polyketide cyclase/dehydrase/lipid transport protein [Rhodovulum visakhapatnamense]
MARAYASAVIPAPIEKVWEILRDFNGLPSWHPAIERSEIEDGRSADAVGAVRSFHLAGGGGHVREKLLSLDDSAFTLSYS
FVKPAFPVENYIARIALFPVSETGETFALWEAVFDEAPEDRGKYGPVISEGVFAAGWAALKRHLA
>TDX32578.1 alkaline phosphatase [Rhodovulum visakhapatnamense]
MRTLLTALAASTILAGAAQATAVYPLDRATILVSSPFDFKVELDAVHPEADISVTVNGKPYAETFGTAAEYVAEEKGADD
AVLGSALILRDLALAEPGSYTVEVKAGDETKTVTWEVYTTPETPKAKNIIFFLGDGLSVAHRTAARIMSQGMTEGKADGR
LAMDDLDHMAFIGTSSTHSIATDSANTMSAYMTGHKSRVNALGVYADRTAPTQDDPRVETIAEALRRTTGKSIGVVTTSE
LEDATPAAVVSHTRKRSDKADIVGMFYDIQPEVMLGGGSAYFLKSDIPGSKRKDDKDYVAMFREAGYTLATSAAELDAAR
GSNSGKLLGLFHTGNMDTKLDRSFLHQGSVGKFPDQPGLVEMTRTALDELSKNEDGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAVAAARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDDAGFPTYTDADGDGYPDKIDVSR
RLAIFSSNFPDYYETWAPKMDGPFEPSVKNEKGEYVANEAYKDLPGAVLRIGNLPKSADTAVHAVDDVVLQATGPGAEAF
KGYMEQSDVYKVLADAFALGTVQK
>TDX32579.1 hypothetical protein EV657_103150 [Rhodovulum visakhapatnamense]
MTDPAAPDRTRRLCLAALPGLMFLTAPRPAAAETPLIGFDELYSAFSPLGLTFSDKVIALTGERVRIRGFMAPPLKAESN
FFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNQTIEVIGRLDRGSSVDPETGFVSQLRLRDARYSKV
>TDX32580.1 putative ABC transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLGLHLSSVEVAYPGLAAPVLRIPDLDIPAGARVAVTGPSGSGKSTLVNIVTGLAPPGSGCVLWDGTDIARLPEGARDRW
RGANIGLVMQDFHLFPGLSALENVLLPARLSRVADTAMKDRARTLLAEVGLDRPGQPVETMSRGEMQRVAVARALLRAPG
VIVADEPTASLDPENGAAIGALLIDLAHRSGATLIVVSHDSRLTARLDRVLSLSGGEILSDSGCEGARQ
>TDX32581.1 putative ABC transport system permease protein [Rhodovulum visakhapatnamense]
MIHFVLADLKRFRLGSAVIVLLIALAVALGTTVTLQERALRLGSARASEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLVALTEDPRVAWAAPIGFGDFVAGFPVIGTTTTLIEMTTTGFAEGRAFAAEGEAVIGSAVDLALGDTLVPTHGKQAE
GGHAHAGIAYRVTGRLDPTGTPWDRAVLVPIQAVWHVHGLGHEAHDGHDHEAEGHDEEAHDADGHDEEDHAHAHAAGEDH
AESHAENHGDDHGDADHDDHDSHDAPAFDPDAPLDETWAAGEAPGLPAILVKPRSIADAYRLRQDYRATGDTLAVFPAEV
LTGLYAMLGDAKRVLVAVAVGAQTLVAAALLLVTVIQVGQRRRQIGALRAFGTPRGAVFGIVWLELALLFGTGILLGLGL
GFAATEGLSRAFAAERGFPLPVAFAPGDLLGFGLLVLGAAGLSAVPAWLAYRQPPAAALRD
>TDX32582.1 hypothetical protein EV657_103153 [Rhodovulum visakhapatnamense]
MLVLFTLASIAAGALSALAGALLLDSGWATVLLCYWLGGMVGGGAAVTVVALRDEPEDDTDRFVGTPPDLGVGETARTRP
DPAKPQAGAEPVEADPGTARSRICEGCDSH
>TDX32583.1 Hint domain-containing protein [Rhodovulum visakhapatnamense]
MAANAALCPVRIAVGALGPERPDRAMLLSRQHGGPMQAPDGREVIVRARHLAEKLGLTRLQPARRRTPLLYLHLHLHLHL
NLGTHELVCVDGIWSETLCIGPELRRSAGPLRRLFGTAPLPAMARRVRPVLTRARPA
>TDX32584.1 kynurenine formamidase [Rhodovulum visakhapatnamense]
MCDICVMTAVKDRMLSRRGFFAGAAGAGLAAAAGLTASAPRALAQGHAAVTDMTHELSADFPTFFGEQQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSVDGAAVNEIAVENLVAPLCVIDIAARAAEDADTTLTPDDIRAWIAAHGEIPQNAC
VAMFSGWGDKASGPGFRNADAEGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFATHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>TDX32585.1 putative peroxidase-related enzyme [Rhodovulum visakhapatnamense]
MATVKIWSDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMATESPLDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTAMQVPVDPEFEV
>TDX32586.1 NADPH2:quinone reductase [Rhodovulum visakhapatnamense]
MDKAIIARAPGGPETLDWVDWSPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEAVGPGVEGLT
VGQRVAYTTRTGACCTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMTSSFPVREGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVAPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPDGFRLSDLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVAEGTLTPRVGKTWPLAETAEAHRALESRATTGATV
LLP
>TDX32587.1 23S rRNA Um-2552 2'-O-methyltransferase [Rhodovulum visakhapatnamense]
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRAKAEGYRGRAAFKILELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKSGKAIGTVLGVDLQEVEPIAGADLHQLDFLADDADELVKGWLGGRADVVMSDMAAASSGHKQ
TDHLRIIALCEAAAALAFDVLDEGGTFVAKVLAGGAESGLQSLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>TDX32588.1 Ppx/GppA phosphatase [Rhodovulum visakhapatnamense]
MAPKRPNGAGAFPKAVETPAPVPPDPAALYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASIA
RTVQALRVCKGKLEKHQVERMRLVATEACRRAVNAREFIKLVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRADRPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLANFSPYAAEQTKAGFQIIGTSGTVTTVAASHLGLRRYDRTKVDGLRMTSGQIDEVIRRYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>TDX32589.1 hypothetical protein EV657_103160 [Rhodovulum visakhapatnamense]
MKADRAGAIGTVAGLVLALAGGMAPASTLAPDGGRMMVAGAVPGHPLLIVDRTPVRRGYGPADRRAAAEVAIPLGVSVCR
HAAAGVTPACALMMPAVLAANAGARDFPPRPTLLARADAGTDTAFWPDPLGSGRRGGGPDGHAALPWAAPGAVSGGTGGR
HRSDPAADGSGESGDGGTGGEDIGGGTGVRPDDPLPVPLMPSAAFLLAAMAGFGAVSRRRS
>TDX32590.1 cvfA/B/C family virulence factor [Rhodovulum visakhapatnamense]
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPERFEQAIDRCAMQVGARDSDAYLAEWRRSEPVACDGDPDALAEAEAARID
TDYDAGRLKDLIAAAGWQRA
>TDX32591.1 methylenetetrahydrofolate reductase (NADPH) [Rhodovulum visakhapatnamense]
MALLDFRKSDRVAQGAAGTRAAPLADFVRGYSIEVMPKTAARIADFRALLPAGTRVYIAHLDGTPIEDMVATARRLTNEG
FAPMPHFAARSIPDIATLSDWIARYAGEAGVTRGLILAGGISEPRGDLHSSMQLLETGLFDKAGFTDLHVAGHPEGSRDI
DPDGSDRNMMAALGWKQAFAARTDAQMAIVTQFAFDARPVTAWARRVRAQGVDLPIHIGVAGPAKLQTLVKYSIACGVGP
SLAVLQRRARDVSKLVLPFTPDAFLSDLAAAAARDPDFPIQNVHFFPLGGIATNTRWLAEHGLAPAQDA
>TDX32592.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum visakhapatnamense]
MTRTVLESKSKTVVIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPNPNET
EPPLMRRMIELVQGLVDAPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERMDRVLPLVRKYNVPVVAISNDDTGISED
PDVRFEVARKIVQRAADFGIPAHDIVVDPLVMPVGAMASAGQQVFALVRRLRDELGVNTTCGASNISFGLPHRHGINAAF
LPMAIGAGMTSAIMNPVRPVEMEAVRAANLLMNHDANGAEWIRFSRVLDAVAEGASFAEASQAAAAAGGGRRRRRG
>TDX32593.1 hypothetical protein EV657_103164 [Rhodovulum visakhapatnamense]
MDFAARRSVPDSWIASVFSAQAVAKGGVVRRSRRWVEREIGMERFVAEVQLRGFHLVECGGQLIVICNPHGLRVIC
>TDX32594.1 uncharacterized 2Fe-2S/4Fe-4S cluster protein (DUF4445 family) [Rhodovulum visakhapatnamense]
MPRVVFTPSGKRGQVPAGTTVLEGARQLGVDLDSVCGGRGICSKCQISPGRGAFPKHGLSVAEDALSPLNDVERRYDEKR
GLAPGRRLGCQARILADVVIDVPPESQLHRQVVRKAAEVRAVETDPATRLCLVEMAEPDLHAPSGDLQRLNAALADQWDL
PPAACPLSVLSRLQPALRKGGWTVTLALHRGASGPEILDIWPGFFEAPLCGLAIDLGSTTIALHLTDLATGDVMASAGAM
NPQIRFGEDLMSRVSYAMMNPGGAAEMTAAVRATLDGLAAGIATEAGIDPRCIVEVALVGNPVMHHLLLGIDPVELGQAP
FALATSEAATLPAAALGIGSINPEARAYLLPLIAGHVGADAAAVALSEAPETSDDLTLIVDVGTNAEILLGDRTRVLACS
SPTGPAFEGAQISSGQRAAPGAIERVRIDPETKEPRFRVIGCELWSDDPGFAAALGPAGVTGICGSGIIEAVAEMRMAGL
VDGSGLIGSAAQTGSDRCRPEGRTQSYLLLAGAASGGRDIAVTQGDIRAIQLAKSALYAGARLLMDRRGVDRVDRVVLAG
AFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRLIEENVRRIEKVETAIEPRFQDHFVAANALPHA
SDPFPELARIAPLPRVDFNTGGSRGESEGRRRRRPR
>TDX32595.1 hypothetical protein EV657_103166 [Rhodovulum visakhapatnamense]
MSRRQAVRALTRLGRGTGKSAYLHNFSRTFMPEAAPEELTWFD
>TDX32596.1 alpha/beta hydrolase family protein [Rhodovulum visakhapatnamense]
MGAGPPPVKAANWLTHIEHDWKTPIWGACFDEIARRRTFVRSDERGCGLSDWKVEDLSLSAFVEDLEAVVDGMDPGRFPL
PGISQGAAVCIEYAARDSDRVSGLVLLGAYASG
>TDX32597.1 hypothetical protein EV657_103168 [Rhodovulum visakhapatnamense]
MPTTTRLFPRYPRIRAAAAARPRMPARRTRAPGETSTRIRAQPDRPLDRNVAGRSARGGVDRSSHHNDDQIAAGFETGRP
VGSFVGRGRPAATGAPFDAIRRPGLPSAPVGCATHPGRAVCPAWWRPCFRDRAAVVFRRSLHFPVDRPGHRELRGALAPP
QDQAIEIPLLGQLRVRRDGIGVPGPRSRALPAFLTATGRPYRREKLCELFWDLPADPKAALRWALTGIRKAVDSAVRPRI
IAGRERVAFDGAGLNVDLRAIRTCLSDAAASYAELEDAARRLGEDLLDGARRGWRRGLRVMAGGRARGCRGDSGRGSGAS
GPPSRRAARGRADVAAALGRGRPRGGACRGRPR
>TDX32598.1 NAD(P)-dependent dehydrogenase (short-subunit alcohol dehydrogenase family) [Rhodovulum visakhapatnamense]
MQISETRAIVTGGASGLGAATARALCAAEAAVTILDRDTDRGMELAAEIGAGFQPVDVTDETSVEQAVGEASAQMGGITA
CISCAGIATAERTLGRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNTPDDDGCRGVIVNTASVAAYDGQKGQAAYA
ASKGGIAAMTLPLARDLAGLRIRVMAIAPGIFRTPMLEGLGQEVMDGLAADVPNPPRLGDPAEYAALVLHILQNGYMNGE
VIRLDAGLRMR
>TDX32599.1 hypothetical protein EV657_103170 [Rhodovulum visakhapatnamense]
MSPRQTRVTPLGEIVADPARGLFMGNRGCLHDADGRLGRARWRHKAWICCLLQFRGRHRPVMTPGRYTELFFLDEAVALS
AGHRPCAECRRADFRRFALAFGVGTAGRLDAALHAARLCPSSRDQRRHTAPAAALPDGAFVLLEATPHLILGRVALPWKP
SGYGAARPRPVGEVTVLTPAPTVAALAAGYRPVLHPSAAAGPG
>TDX32600.1 ATP-binding cassette subfamily F protein uup [Rhodovulum visakhapatnamense]
MARAPLLQLSSISLTFGGGPVFAGLDLVIQEGDRVALVGRNGSGKSTLMKVMAALVEPDSGARVLSPGTSVGYMEQEPDL
SAYATLGDFAAAALAPGEGYRAEMAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLEA
QLAETRSAYVLISHDRAFLRALTRGTLWIDRGEVRRQDRGFADFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEATEISKNFGDRVILKPFSLRVQRGERVALVGPNGVG
KTTLLKMLTGELAPDSGELRLGTNLQMAVFDQNRAALDPDMTLWESLTGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARESNLLVLDEPTNDLDVETLDLLQELVSEFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEATGPGRTVGKSAEKPSAAQTKPEPPRSKKAPGLSYTEKHRFDALPAEIARLEAEIAK
LEELLDDPDLFTREPVKFRKATEALVARQEALSRAEEDWLELAEKAENAG
>TDX32601.1 ornithine-acyl[acyl carrier protein] N-acyltransferase [Rhodovulum visakhapatnamense]
MLSLRKGRYAARLAETPADILAAQRLRYLAFRATDTHPEGADADCFDAVCRHVLVEETRSGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALETFDGPMVEMGRFCIHPAWRDPDILRVAWGAMTRFVDEEKVEMLFGCSSFKGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRQPDARRAMLGMPPLLRSYLVMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPARK
RLLRASAG
>TDX32602.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum visakhapatnamense]
MTQKVSKPDSEWRSELSDLAYRVTRKHATERPFSHDDFPKAPGTYTCVCCGAPLFAQSDKFDSGTGWPSFTRPASPDAVG
ERSDRSLLMKRTEVHCLACAAHLGHVFPDGPAPTGLRYCINGVALDFTPDSSGDGRDTDAD
>TDX32603.1 Beta-barrel assembly machine subunit BamE [Rhodovulum visakhapatnamense]
MARPRAVHARLVLAAILSAGLVACSPIQRSHGYAPSDEDLAGVTVGVDTRDSVAELVGPPTIGGVMRDDAWYYVQSDWET
VGFREPKETDRQVVAISFDKSGTVENVERFGLEDGRVIALNRRVTESNIKGVSFLRQMLGNIGQFNAEDIIGDR
>TDX32604.1 uncharacterized metal-binding protein YceD (DUF177 family) [Rhodovulum visakhapatnamense]
MANTPEMPKGTVPPLRLDRRAGRDPVAFTLIPEPAERAELAGRLGLSALKKLRFAGQIRPEGARDWRLEAELGATVVQPC
VVTLAPVTTRIDSPVLRLYRADMPSRPEGDEIEMPEDDSEEPLPDTLDLARVLEEALALALPLYPRAEGAELGEATFAAP
GTAPMQDAEVKPFAALARLRDRAEGETGDGPDGETGGSDSGD
>TDX32605.1 LSU ribosomal protein L32P [Rhodovulum visakhapatnamense]
MAVPQNKVTRSRRNQRRSHDALVPGNPAECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEEDAA
>TDX32606.1 phosphate:acyl-[acyl carrier protein] acyltransferase [Rhodovulum visakhapatnamense]
MTEEHLQELRAAPRTVISVDAMGGDRGPAAVVAGIALSAAKNPDIRFILHGQRDELEKLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRHGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLDRPRVGLLNVGTEENKGRAELKAAHDLIEAAAEEANYSFVGFVEGGDIPSSKVD
VIVTDGFTGNVALKTGEGTAKLLGDFMREAFTATPLSKVAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGSSD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATGPEALRELAGGRKG
>TDX32607.1 3-oxoacyl-[acyl-carrier-protein] synthase III [Rhodovulum visakhapatnamense]
MGTRAIVRGVGHYLPARVVENAEFEATLDTSDEWIRSRSGIERRHFAAEGETTSQMAIAAARAALDDAGLGPDDIDAIVL
ATSTADLTFPSAATMVQAGLGMSRGFAYDVQAVCAGFVFAMANANAMIAAGLARRVLVIGAETFSRIMDWTDRGTCVLFG
DGAGALILEAAEGTGAAENRGILAVDLNSDGRHREILYVDGGVSTGTTGHLVMHGKEVFRHAVEKLADTAHSALDKAGLT
GADVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRREGRIKDGDLVVTEAIGGGLAWGSVV
LRW
>TDX32608.1 integration host factor subunit alpha [Rhodovulum visakhapatnamense]
MAGNTLTRMDLTEAVFREVGLSRNESASLVESVLQHMSDALVRGETVKISSFGTFSIRSKAARVGRNPKTGEEVPIHPRR
VLTFRPSHLMKDRVAAGNKG
>TDX32609.1 DNA-binding transcriptional MerR regulator [Rhodovulum visakhapatnamense]
MATDKSPEAFRTISEVSTWLDTPAHVLRFWESRFTQVKPVKRAGGRRYYRPADMLLLGGIKKLLHEDGMTIRGVQKILRE
DGVKHVAALSQPLDDEETVDIAGAFSDTDEPDTEAPMALDAQAEVAEVLPMRRRPPPEPDEAILPGLELRRPAPAPAPAP
IPAPAPAPVPAPAPAPAPAPAGRPAPPPDIADAPWPRQDPESAAEDLAESDAWASPPPMAEPLPQPARDPEPAVEPDHAP
EPEAPIDLAPAETDRPADAADTPEPAPEPEPEPDPEPQPLGTDLPGADPEDDDPAYAATAQPVRSQLLQPGLRRHLAADP
EAARGAVDRLNDVARRIGAVSQD
>TDX32610.1 dCTP deaminase [Rhodovulum visakhapatnamense]
MTAPGVLPAQQIRHLIETGAIGLSAPLDAGQVQPASLDLRLGARAYRVRASFLAGEGRSVADRIADFQMHEIDLTQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRAGYCGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDEDLRALDAKARLVTGGPAVIDEGLGFSVDLRPAEGGLVGYRAKPHSGVVDLDGIGAHDPAEFWEEIRST
SGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>TDX32611.1 nitrogenase molybdenum-cofactor synthesis protein NifE [Rhodovulum visakhapatnamense]
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLSELDIVLGKGEKKLYAAIREIVEKHNPPAVFVYATCVTSMIGDDIAAVCKAATQAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTIEPEHTTECDINIIGDYNLNGELWQIKPLLDRLGIRILGSLAADARYRQVAVM
HRARVTMLVCSHALIGLARKMEETWGIPFFEGSFYGVSDTSEALRTMCRMLVERGAPADLIDRCEALIAEEEAKARAALA
PYRPRVAGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVVQIMGDETHMYENMAPKEMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDDPRPATGLRLAAQADPAPG
PVNDPKDFEDC
>TDX32612.1 nitrogenase molybdenum-iron protein NifN [Rhodovulum visakhapatnamense]
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGPDQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREILARRKDFGDLKVVYASTPDFEGAIEDGWAAAVTAIVEALVPE
RDPARSETVARQVNVLPSANVTPAEIEEIDRLIRAFDLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDAIPAMAKSVAT
FAIGESMQGAARLLGQRGHMEVQVFPSLTGLRAVDSFVHALMALAGTADAPDAIKRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGANPIVELIPAEEAVLGDLGDLEAGARKGEASLLISHAHGRHAAQALGLPLVR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLAHPHAVRPEDFGAAPIDPEFDHDRPQTAPH
>TDX32613.1 nitrogen fixation protein NifX [Rhodovulum visakhapatnamense]
MTARRLRLIEPEKDMTDSEIPLKIAIATNDMERLDAHFGSAAKFAVYEVTTTSSRLVEVLEFDVVTDQKGGHDNLDDRIT
PKVEALTGCALLFVLAIGGPSAAKVVRAGIHPIKRKDPEPIAEVIAQTQTMLKGSPPPFLRKVLGRPQTDFASDYAEDYS
E
>TDX32614.1 putative nitrogen fixation protein [Rhodovulum visakhapatnamense]
MSTEADTLPRGGALPTSEYLTQLIAVIRAEDTHGSWDGKPDAEILADFIVTKEERREIPIICDPDPDVLWRVERFYDAVA
LLLERRTGAQAAQMSRITHEGFGRIVLISGRLVVLSKHVRDIHRFGFETFARLAETGEQLTADAADMVARFPEAARA
>TDX32615.1 hypothetical protein EV657_103187 [Rhodovulum visakhapatnamense]
MSLEELEAKVRKLSMRATNAKMNLHDLAEELPVDWTRIPEVAAETHQVFKDLEDARNALKAARKAAEEA
>TDX32616.1 Nif-specific ferredoxin III [Rhodovulum visakhapatnamense]
MPITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARSVLTLKGVTDEDEIVDLDDEEFEDEIERKIMVIADGDDCIGC
GACARVCPSGCQTHAPA
>TDX32617.1 putative transposase [Rhodovulum visakhapatnamense]
MKRSKFTEEQIIAILREQEAGAKTAEVCRRHGISGATFYAREAKFGGMKPSGAKRLKALEDENAKLERLLAEACSTTRR
>TDX32618.1 putative transposase [Rhodovulum visakhapatnamense]
MGTPAARREAIAQFEQGYEMSERRACCLIGADRSSVRCRHRRPDDRDLRKVLRGAAGTRRRFGCRRLHVILRRDGHVLNR
KRTRRLYREEGLSGRRRRRRRRRRSRKRAIGTRAPLVTEAMANARWPIDFVQDQFADGRRFRILNVIGDVTKESPSAVAD
ASISGQRVARELTALIARRGKPGVIVSDNGTEFTSNAILERAGKMQMRWHYIAPGKPMQNGNCEAFNGPRRRWRSCTTTC
CPSTAPWTCR
>TDX32619.1 hypothetical protein EV657_103191 [Rhodovulum visakhapatnamense]
MLISLHRQATTTPKIRGAIQASSEPTRLVAERSGISERTVWTWRGRDDVHARSHTPHRLQTTLTPTQGSSVKRSIRWTDR
SEEGRRCAAQGASPAARRSARRGARIPRPACLALGPRPLPPAPRPGQPAGAEAEGIQARAWQLQGRRARRSAHRHLVSAH
VSVTQMRALGGVVDEPGVEIGLERLDSLVEGLAHLHAEDLLQHPAVEALDEPVGLRRADLGAAVLDGVEVEIELVGVLFG
AAEVAAVRHWARTNGAFNGSLGQHRLHRQVQGAVEGQHVVVQDRHRRLGPLNASQFPFCMGLPGAM
>TDX32620.1 hypothetical protein EV657_103192 [Rhodovulum visakhapatnamense]
MAEQFLVWTVLPYGRMADGGEHDGKWRVSLVVSPRLTPQAPDEQVLKAYQPWLDWPATLARANFRLRIGSTLVRLTPVSK
PESDLWKRFFTEETPVAGFVYADMSRVNLRSYAVRNVLAFARRHYGRLAAQSGDDHPVLLPWKDADPALKGMLGDLGTRT
QIINFGDRSVEVPLPGFSRFFGDDIDKLLDRSVFSPESVFPMAVPGPGVEGETGTPDAAESRPRRALPPDWVPPAAAGAA
AGVMAQFTSADEYTFYQADRFYRRTRASELEKLKRRPDFKDVTPPPPAPEYDFHRIVASYADYGGLKRGLGLVIDCVLET
GKVIDDRIAAGGGTGIGQMQLVLKWDGDAPGKDATPRTAWLARKDRFVPRPRSAQHDAGLLRLEDSDDGWQVAKDEKPGL
FDLYQVDPDGAALKTVNFALTAQNLVARSLSLRQSHGEVTYTTPDRQGVAALRSGGIGVSHHGRAMDLAQLAAAADLKNA
EIAAGNADKVVLFAEDVHRGYRIDVARVPDRVHPGPWQSLQARVGDYRVISTGEQLKFPPDEGYVSGHSVSGDPDNADEQ
YLHESLFRWSGWSLAAPRPGKTIRSETGEDDNLQAELPADVTDTAEKGNDLAVIFAAEKGSLPRLRFGALYRLRARVVDL
AGNSLGLKDPSLGDLEQASDAVGYWRFEPVDPPVLVQRERLSEGEQLERLVIRSNFNATTGEYLNDPDFQAAAAEPASAD
FAYTETNQRHLVPPKSSQQQCETHGFFDPFFGDWQRIREGYAIAAREAGTLYDPLPGAQIELITPETLDAIATTAAVPPA
LPSAGNPVGDRMAGGQYVIHREAALTTPYLPDGAAGGISIRAARGHTLPGIDDEMVLGPSARVVRDDRERLILLVRHGGD
WPDLAGFRLVLAERAETDSDLPCAVDFPDRGLPVWDEDKRELTLFVEKGRIVRLFYASFVSPRHLDSFGIPHWTESAKAA
EACRKAAAMGTNWLMTPYRPLTLVHATQAPVCRPEMIQMTTSRGRGDRELRLHCRQVRLHGPSTGKIEIEADWQEWVDDI
AKPRPERVAFRGQLGEVRLAENHPNALVLSTAVSAQLTDPEAKRGDVHDLGDTRFRLIAYRMRATTRFREYLPPALYGQT
DLVTQLGPVALGEPMALPPEDDMGAPVLPDPAGSTAQTRVLASAPPKDPRLLYVVPTFRWSRSTGATGYTATRTGNGLRV
WLDRPWFSSGDGELLGVVLHRNGGNFNEIPERFEKLVTQWGTDPLWQSPAPKQTIRDADFPARVTAETLALREARPGDPS
VRIVGHRVHWDDDRRLWYCDIELSPGSSYMPFVRLALVRYQPNAMPGARISRVVLAEFAQVLPRRRVRATRTGSVLSVSL
HGPDPESGPIRFDRDSAFQNVSFVNGPFETGRNRVEIVLQRQKDGIDSDLAWEDVQVLHDHVVGEEEDGGIGPVFAPGGL
SAARDGVLSLDRPAGTGALSATVSPGPAGGRVVAPAAGGRVTLPPAEDRSLAIGRALGTAMGGAIGDLVTPTRPIDPFLP
DPAFWDATVTLPGGAGPRRILVREFERFYSDNTVNERHGGRLFPRRIIEERLVFAETFDPEALLVR
>TDX32621.1 hypothetical protein EV657_103193 [Rhodovulum visakhapatnamense]
MSAIDAAIDDLVLIPRAPDVIKNIFEKTRPGRPALRVDDLLALRIELRNCEIVPGSPPKLRKTAGGTGRLILHFPPQTVT
EETFFQPPPPRIGKPVPAEPKYANPKDQPKPEPANPAADEALREPPIRARIADESRLSFLVPEGFEIDYTLEGVLAACQT
LTLSVAGNARPRSQPGVFLPLTDLIRNGALNALSVKARAQLAGHVASSFRLAASEGGDITTLRARQASANAAVFERIPDR
VIVAPGGAKPRPGNPTATTTAIEMPWRLIVSPHGGAKWRHATRPALSASTAHVELWHTRMVTPGSDGTEIPPPYADPART
IRAVWARSGSGSEAANPPMRQAWPTRSPGVPPSQPNDALPVPGGRPFRMPLDDFDRFQIAHLSSNFSVTGYTPEPVDTNL
MMLSSLGGWLDSRGSWNPPGLSVEEWVHRGAMGRDHYVKVVYRGCLCPLNCRVSLVKVTERKFHKRSSETPGSQDGYDRS
QHAYLRQRYFIIIRERVLTFDDALFHAAKSTDNTVNFARQFPFSKIEILTERTPDLDDPGDTDVSNAGQLFFWPSVNGEP
FRFQCAGTDLDGNRVLFDLPMIFMDNTVSCPRIFNPVTERLDADYPAAAFNAATAAEEYARWPQRHSVPFDFQRVALATS
ARSGDTAVEVEEMVLGAEAPKRGGPGQQPTRNATIEAWSRDLSRALFLPKIVETTARLGPVNQLTGSTRTNRLSWNARYL
QFGFAAGAGAPVGQRNVGEVFADIVQSPNMGMLDFSSQGDKSGGFVQPNLRPRALSRMAGPVMSDVTQFLDGQMEPGAGF
PISVSDLPLPLLFGCIPLGELIKAVTDIAGEGEKVPRFVSEAGTQVESFIGALVQLFGLTYDLPRGVLGQGAGGLAQAVG
KIADLGQQGQVAPAALQAALAKLSEIEALIAGLGTTLESLSHQALDGIGAAPDFAALPGQIATIQTRIAELLAIVNGPQG
DAIPANLRQQIRAFATGLDTLLEAVGDSAALFSAARDLWDALDAIVGDPTVLANLLSDGAGLEAKINDVIAALGPFETAI
RDFDLLGAAPKAAILTALGAVREVLEAAADLARLIEALTGDELTIRFDWAPEIGNWPAAAGEEIFRANDKRGFVVAVEGK
VKKNGSSSPKIAVTCSLNRFDLVLIGKASFLELNFDRIVFSVDSAAKMDVDVVLDDIRFVGPLSFVETLRDLIPLDGFSD
PPYLDITPQGIHAGFDIALPSICVGVLNINNLSLGAGFTVPFIGQPLSVAFNFCTREQPFCLTVYCFGGGGFFGVTIDPR
GVQILEAALEFGASLSVDFGVASGGVEVMAGIYYRMELQDASLTGYFRLGGHVSVLGLISASLELYLELRYEFSSGKCVG
MAQLTIEVSVLFFSGSVTIRCQKKFAGSNGDPSLREMMGFDATLLLADELAAISGPGVDYAWRDYVEAFG
>TDX32622.1 hypothetical protein EV657_103194 [Rhodovulum visakhapatnamense]
MPWGSCPGLTDADGAALVAYLQSLAPVAARTPHPAETADRAAAPFFRVTLPSQWTPMGRGPRGATGCGPRVWLKRMPGGV
PGGVARSRSRRLRCLP
>TDX32623.1 hypothetical protein EV657_103195 [Rhodovulum visakhapatnamense]
MKVLPLPLALCVGLSASSVHATGGAASADAAKIERGAYLARIMDCAGRHMPRGADGVPVFSAGLPGGTVGFERPGLGIFW
PPNLTPDATGLGD
>TDX32624.1 trk system potassium uptake protein TrkH [Rhodovulum visakhapatnamense]
MREAGFFAAPASGSGPQEPVSGIWKSPARNGNVAQRESGLNVVFFANGLVLGLLALMSATVALLYPETRGVFAEATFQLG
LTGTLIAVASRSSFEALRLPHAFMLTASVWLVAAIGGAVPLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPKGILMW
RALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKGEKELRNATQFAAATLLVYVSLMTLCGVLYRAGGMSLFDAVT
HAMTTLSTGGYSTHDASFGFFANPFLQWTCTLFMVLGSVPFSWYIRSVYHGKFRSEQVGAMLKTLAAVILPLSLWLGLTS
DMPFLAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVSAFVILTAVGGCTGSTAGGAKAMRWVIMYRLVREGIRSVRYPH
GVYRIRYEGRVIDEDIVSSVIGFFSMYALSFAVIASLLTLVGLDGATALSGAITALANVGPGVGDIIGPAGTFQPLSDKA
KTILAIGMYLGRLEMLTVLVLLTPRFWRSLA
>TDX32625.1 divinylchlorophyllide 8-vinylreductase [Rhodovulum visakhapatnamense]
MTDTALSPRPRRVFLLGATGTIGRATAQALLARGHEVVCFVRPRAGDDPGRGLSAGVTVRTGDVTDPASLARDGFRCERF
DALVSCLASRTGTPRDAWAIDHKAQSDALQAARAAGVSQAVLLSAICVQKPTLAFQQAKLAFEAELKTSGLTWSIVRPTA
FFKSLSGQVERVKAGKPFLVFGDGRLTACKPISDADLGRFMADCLDDPALQNRVLPIGGPGPAITPRDQGEELFRLLGRE
PKFREVPVAMMDAIIAILSTLGRVIPRFRDKAEFARIGRYYGTESMLVLNPETGLYEAEATPEYGSDRLYDYYARLVSGE
DRADLAEHAAF
>TDX32626.1 dihydroxyacid dehydratase [Rhodovulum visakhapatnamense]
MPAYRSRTSTHGRNMAGARGLWRATGVKEGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAIFVSGGPMEAGKVTLGDGRV
VSLDLIDAMVAAADDKVSDEDLAKIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHAFRKELFLEAGRRA
VEMCKRYYEQDDASVLPRSIATKAAFCNAMALDIAMGGSTNTVLHILAAAQEGGVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMAILGELDRGGLIDRDCATVHEPTLGAAIDKWDIGRSNDPEARELFLAAPGGVPSQEAFSQSATWPS
LDTDRTGGVIRSVETPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPAKVYESQDAAVSGILTGKVEAGDVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGTIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQEAKGWKPAAPRKRHVSQALKAYAHFAASADKGAVRIVPE
>TDX32627.1 catechol 2,3-dioxygenase-like lactoylglutathione lyase family enzyme [Rhodovulum visakhapatnamense]
MISALDHLVLTTANEEACLAFYVEGLGLRLETFGAGRKALCFGRQKINIHVKGHEFEPKAHLPVPGALDLCFLADRPLDE
VIAALAARGLRPVEGPVARTGATGPIRSIYLRDPDLNLIEISEPACPPA
>TDX32628.1 nicotinate-nucleotide pyrophosphorylase [carboxylating] [Rhodovulum visakhapatnamense]
MLLLDDTALACLLKRETTAALSVGNGADRPGRMTSVAMRARRSGTICGTEEAARMFALLGCAADIAAESGTRVRPGDLLI
AARGPAEALVRAAQAVQTLLEWASGVADSAARIVQAVRRANPAVAVACPRKAIPGARPLALKAVAAGGAAIHPALQPDAA
LVLAECRALGGAETLTDRIAGRRLAAPAARVAVEVRDRDEALEAAGFGADILLLTRMAPDAVAATLRALGPGWPGEVLAA
GPIPAEAAPAYATSGIHALVTSAPYHALPAEIELVYEAG
>TDX32629.1 phospho-acceptor domain-containing protein [Rhodovulum visakhapatnamense]
MERRDSGSAIWRGAWALVAGVLCLVACLPPPLSAQTAQQTAPAAASAPIVAGWLENAPFGQIGDDGEATGFSAAVVRALS
ETMGVPVELRRFDGLQPRIRAQIDGETTLMTAIARLPALEATNLFSKPVGRTEVRLFVRIENNANPDFVTPVNKRIGTVR
QFAGSGSSELLDRNRPVVFENADALLIRLLSGEIDGALLAEDWMAGLAHGVRLDNRIAAVGPPVKPIERVIAIHKSRADL
LGPINAAIDTLEANGTLAALRRQWFVDPPPPLPEVLTVGVVNLPPFTQVNDDGSTTGFAVEVIRDLGKLLGLQLQFVPVP
PEVWAKGPQGGIDILPLVGITPERRERMDFALPIQAIDIGVFVRSDSRDLFDGLANARVGAWGAGVSVAVARRHSSDVQR
FETYAELVTALLDGRIDAILVESTALRRTLSEMHREDRVVQVDYPLETTYLAPALRRGLPSIREALNLVMPGYMASQRYQ
DLRAAWLEPRGFWTEGRVLSLLAAICGVAVLALGYIPFQRHRIQQERLRFTASMIERIPLGILMVAPNGRIEFANTAARA
ISPSGPELIREGAVYREVVSALIEADAAHWGTKSPAALAAGLSGPALTDGYSYEFRTTSGQSYRWSSFALTGGSILVMVL
NVTRERRHLAEIETLNAELRDQIAIVERTNSELRDFAYATSHDLKSPISTLRLIADALTDSIVGKLPEDDVQLVTDMKEI
LERMGRMISDVLDYTRAVGGEATVEPVDLCQVAADVLQDLTADIAASGAEIRVGALPGLVGNSRQLHQLLQNLVGNAIKF
HRPGVPPRIEIEPVAAPDGMVAFSVSDRGIGIDPKFHRRIFQVFTRLNDTELYPGSGLGLAICQRVSLNHGGRIVVQSAP
ENGSCFTIFLKEKNGDQHAHDGRRLPVRTEDGKAAY
>TDX32630.1 response regulator receiver domain-containing protein [Rhodovulum visakhapatnamense]
MMVDDCRFERKMVKRLINKTGLVDRMLEFGMAEDAIHFLRAPDCPKIDALIIDINMPRMNGFEFLEEIAEDWPDHLKGSV
VVILTSSECEADVERAESYPVVRSFLRKPIGEAEIARLDTLVNS
>TDX32631.1 hypothetical protein EV657_103203 [Rhodovulum visakhapatnamense]
MSYVHLHVFTRPGAGFRVVDIILVDTFGRSSVPLLSTLSGYFMVSFFAKRSYVAAALVRARAASADGDLEPCRLCPARLH
LSPRDALLAATDQSKLVYPSFLRDLFVMSPLTPLLVLGFRKAPWIVGAVILA
>TDX32632.1 hypothetical protein EV657_103204 [Rhodovulum visakhapatnamense]
MSLEPRGTSQIKQWKDRLLESVADLFDDKPGSKEPEIDVTSLRAKTGQLTLETGFLGGALAKAGLLPSARK
>TDX32633.1 putative transposase [Rhodovulum visakhapatnamense]
MTDRAHRQSLTRQAELLGISRGSLYSAPRPTGAENLRLMRRIDGWHMDFPFAGSRMLKGLLGPEGFTAGRRHVATPMKRM
GIEALHRRPGTSKPAPGHKIHPDLLRKLAVTRPDQVRAIDIAYVPMARGVVCLTAVVDWFSRKVLAWRLSVALETGPCQE
ALDEAMARYGAPEIMNTDQGSQFTSMDVIKAVKDAGIQISMDGKGAWRDNVFVERLWRGVKYEEVYLRAHEGVTAARDGL
ACYLAFDNTRKPHSSLDGRTPGPAYLTPPRPIPVAA
>TDX32634.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MRASEICGLTWERTDPKTRVAHLPMTKNGHSRDVPLTRAAVDLLQKLPRMDPVFGMTASRLDANWRKLRAASAVEDLHVH
DRGGSVRLNSFEPFPNWISRSVMPRPGLAVAG
>TDX32635.1 membrane protein YqaA with SNARE-associated domain [Rhodovulum visakhapatnamense]
MIRRLYDWTLSLADSRNAMWALFIVAFVESSVFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGSAFFEQ
IGRPVLEFYGKQAYFDEFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLWVFMTASVIARGIRFFLVAALLWKFG
APVRRFIEKYLGLLFTLFVLLLIGGFYAVRYL
>TDX32636.1 disulfide bond formation protein DsbB [Rhodovulum visakhapatnamense]
MTVTRNRLILLAAAGSAAILLAAFGFQYLGDLAPCKLCIWQRWPHAVAAVLGLLAVAVGGFILTLSGLSVMAASTGLAIY
HSGVERHWWAGPSSCTGDGPSLSQMTPEQMLNPSLVEPIVLCDRIAWQLFGLTMANYNVLLSAGLVAVWAMALTRGRS
>TDX32637.1 uncharacterized protein Usg [Rhodovulum visakhapatnamense]
MQQSETELMLRGYGLTTAELYYRMPDFRSVLNSFIWQDYDLAPDHPRLFKFIEFWQDSIEGPLHSVRFTHRKLISPGEWR
NVVGEFRVN
>TDX32638.1 DNA gyrase subunit A [Rhodovulum visakhapatnamense]
MQKSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDKPYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPF
SMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKDTVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAV
GMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGGLILGRSGARKAYLEGRGSVILRAKTRVEEIRKDRH
AIVIDEIPYQVNKSTMIEKIAEAARDKRIEGIAHVQDESDRVGVRVVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLAL
NGGRPETLTLRGFLTHFIAFREEVVARRTAFELRKARERSHILCGLAVAVSNVDEVVATIRASADAAEARVKLMERRWPA
QDIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIGVKEVTDELEELAAKIKDYLDILRSRERIMAIIGTE
LREVRDQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIKRTPLAEFRSQNRGGKGLASMATKEDDVVTTLFVAN
THTQLLFFTTDGMVYELKCWRLPQAGRTAKGKAIVNILPIATGISIAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSD
FTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTAMGRAIRFATTDVRVFSGRDSTGVRGIRLGENDRVVSMSVIRHF
EADPAERVAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYAEMSAAEDVILTITARGQGKISSSHDYPVRGRGGQG
VQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFRSRSAGGVRVLDAGTGEEVVSVARIADQGEDAPEDP
AT
>TDX32639.1 hypothetical protein EV657_103212 [Rhodovulum visakhapatnamense]
MFGHQNLMGVSPNRLHALLRVTLALCVIAAFRTGAPHLQVLPPDPRSVLDWAGATIIWLCTAGLLSGVGARPAALLLAFY
LLTTAVAIRLGIAALPPDPDRLSLDMALAAGLLAVALGAEPRSGRAADGPGSAERAAYQTALDEIVADERGLDAAGMGRA
QSG
>TDX32640.1 methylenetetrahydrofolate--tRNA-(uracil-5-)-methyltransferase [Rhodovulum visakhapatnamense]
MTDTLHIVGGGMAGSEAAWQAASAGIDVVIHEMRPQTGTFAHKTGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MDMADTHRLPAGGALAVDREAFSQGVTERLMRHPKIRREGSEITSLPEDGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLSKAWFQSRYDKGETEEERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPDIKAHAIVQLRRDNALGTLYNIVGFQTKMKYGAQADVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLRSKPHIRFAGQVTGVEGYVESSAMGLLAGRLAAAAIKGRSLPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTAWLGAEG
>TDX32641.1 hypothetical protein EV657_103214 [Rhodovulum visakhapatnamense]
MRRGPMLYILALFLPPLSILLIGRWFVALVTLVIWIPAIIFSGGLTHPMFIVLAWILIFQRGADRRAGL
>TDX32642.1 glutamyl-Q tRNA(Asp) synthetase [Rhodovulum visakhapatnamense]
MRTRFAPSPTGPLHLGHAFAALTAFERGQMLLRIEDIDTARSRPDWETQIYNDLAWLGLDWPRPVLRQSGRLSAYRAALD
RLCAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRERPLSDAGPEDAIRLDMARALDRLGPHLPAFTETGP
MHPGPHRLDARALIETVGDVVLARRDLGTSYHLAVVVDDAFQEIDEVTRGEDLFEATPIHVLLQALLGLPTPAYHHHRLI
LDDAGKRLAKRDDARAIAAYRAEGATPADIRRMVGL
>TDX32643.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum visakhapatnamense]
MAFDPASLRYNEAGLIPAIAQDAAGTVLMMAWMTAEAVARTLETGRVTYWSRSRQAFWVKGETSGHVQRLIEMRVDCDRD
CLLVLVEQEGPACHTNRRSCFYTAIRDGAEVEILSPMAD
>TDX32644.1 NifU-like protein involved in Fe-S cluster formation [Rhodovulum visakhapatnamense]
MNAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVADGRIVRFGQDVKACALGQAAASVVGTA
ILGRTRAEVETARDQLRAMLKDEGPAPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAACA
>TDX32645.1 C4-dicarboxylate transporter DctM subunit [Rhodovulum visakhapatnamense]
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLAAVAQSLYHSMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYTRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVIPGTVAGLMLMTAIYVMAHVKGMPKGEWLGWGEIWASFREAFWGLMLIAIIMGGIYGIPGVASA
VFTPTEAAAVASVYAFLIAIFVYRDMGPLKARDGRGPVALWQRPQALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQIPQKIASAMLEAGFGKIVFLIVVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMSMMRVVRAALPFLAVLFVFLILVTYVPWLSIWLPTSLMGPELITN
>TDX32646.1 C4-dicarboxylate transporter DctQ subunit [Rhodovulum visakhapatnamense]
MSGAYRPKTALGRAVHAVEETVIALLLGLMVLVTFVNVVLRYVFNASLVWSLELTLILFAWLVLFGIAYGFKITMHLGVD
AVLNMLSSRAQRLFSLVAVAICLVYAALMMKGAWDYWAPFANLAPTTGHWFPTGFEEMKPWDYRGYVPTERIPLPEFLRA
PLEYLFLPEGEDPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIITGRQQGLIVSHEAEDAVEEAAREKDA
>TDX32647.1 C4-dicarboxylate-binding protein DctP [Rhodovulum visakhapatnamense]
MKALTTTATAVALTLSAGAAFAACDPGEAVIKFSHVTSATSPKGLAADLLAARVNDEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMDAIDAFQNSETGQAMKQSMMRRGLLGLEFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITETNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILHEVTVERNTESTNVNQQAKQAIIDAGTTVRELTPEQRQAWVDAMKPVWAQFEGDVGAD
AIAAAQEINDQY
>TDX32648.1 CRP-like cAMP-binding protein [Rhodovulum visakhapatnamense]
MKIEQAKLRIRQVGWLRSLPVHFVDLLLAGARLRSFRRGEALFHMADPSPDMVGIVDGVVDVVLEPGVDGPRLGFVAKAG
NWLGAVGMPGMTQRRISAIARRDASVLAVSAHHIETVAMSDPDTWRHVAANIVSHFDNLGQLLHANVHRDNSVRILITLR
RLYDFNDGATEFPLTQADLAEMAGLSRNSANRVMRRLVEEGLIETGYGWVRIVDQPRIMNILKRSHLPVWAGCERLEA
>TDX32649.1 ferredoxin--NADP+ reductase [Rhodovulum visakhapatnamense]
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDDGKPIMRAYSIASPSWDEGLDFY
SIKVQDGPLTSRLQHIQPGDQIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLIESLPEDPLIGEFVGDKLKYYPTTTRETSKWMGRVTDNLASGKVFADLGLDGTQMDPAIDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAEYVVEKAFVG
>TDX32650.1 hypothetical protein EV657_103223 [Rhodovulum visakhapatnamense]
MLTELRSVLTRCRATLWQDAAGAAALMVLLVAGLHLPGLV
>TDX32651.1 ATP-dependent DNA helicase RecG [Rhodovulum visakhapatnamense]
MSGRPDILFPLFGALEKLDGIGPKSAKLLAQTGIEKPRDLIFTLPHTGIDRRPVETVASVAPGEVATVEVLVGAHMPASG
KGRPYRIQVQDAETAFQLVFFHARGDYLSKILPEGARRVISGRVEIFDGMAQIVHPDHVLPPGEAAEIPDFEPVYPLTAG
LTLKTMTKAVASALTRAPDLPDWIDPALLVREGWPGWRAALEAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRAKGRPSQGDGRLRRKVLAALPFRPTDAQARAMDEIAEDMGAEARMTRLLQGDVGSGKTLVAWMALLVAVEAGGQGV
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGRERAAKLAALAAGDIQVLVGTHAVFQKDVEFRDLRLAIVDEQHR
FGVAQRVELSAKGRGVDMLVMTATPIPRSLALATYGDLDISVLDEKPPGRTPVKTALVSVERMEEVVAHLRKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQRGETSVLVATTVIEVGVNVPNASIMLI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARKLLADDPGLAGPRGQAARVLLWLMERDKAIRLIKAG
>TDX32652.1 DNA ligase (NAD+) [Rhodovulum visakhapatnamense]
MTDERSVEALSETEARAELARLAKAIAEADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKIAHVRRMLSLANAFDGADVTEFDARIRRYLGLADEAPLLYTAEPKIDGLSLSLRYEAGQLVQAATRGDGEVGENVTA
NARTIADIPRVLDGAPDILEVRGEVYMAHADFEALNERQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSAPLADTQMGAIERLKALGFQVNPLTVLCDGPQALAAHYARIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGKEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPEGTEPFRFPTKCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALCNDGWIREPADIFELETRYGEGLQQLKNREGWGEKSATNLFAAIAARRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWEAFEAAVTHATVGEGPDWEALLAIDGIGTVMASSLITAFHQEAERASIDRLVAHLTVEPVAPRGTADSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIGGA
>TDX32653.1 winged helix family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPGQAMPGSFAIGA
>TDX32654.1 uncharacterized protein DUF1153 [Rhodovulum visakhapatnamense]
MFLKRIDGPRTVNLPDGTTMSRADLPPVDTRRWVASRKAAVVKAVAAGLISEEEALDRYTLSAEEFSSWKKAVREFGIAG
LKVTSLKSNRRTEL
>TDX32655.1 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase [Rhodovulum visakhapatnamense]
MPRDGAPRALNSLGFAKPESETRVLVAMSGGVDSSVVAAMLAEEGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENLFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLDADCMATGHYIQRKIGPNGAELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAAKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
EIVHADGRVLGTHKGVIHYTIGQRRGLGIGGLDEPLYVVRLDVDARQVVVGPKEMLSTRIVPVREINWLGDAPLTSRPEW
EVSVKVRSTRPPRAAILRPLSETEAEVELLTPEEGVSPGQACVLYETGGSRVLGGGWIWRGANRG
>TDX32656.1 hypothetical protein EV657_103229 [Rhodovulum visakhapatnamense]
MRPALAVALAGLLLAAPLWADETRQDRLEAAHDYVQRAVADMDLEEIVRSMWRPAVSSIEAGGTRLTASQLSRIEALYAE
IYTDRLRALMLSQDELMADLMTLDEIEALRDFYATPEGRSVMQKLPKVLNAQQPQIIELVQSTMPEVLTRMQGIVEAP
>TDX32657.1 lipid-A-disaccharide synthase [Rhodovulum visakhapatnamense]
MTRLFFIAGEPSGDALGAALIAGLKELDPGLEVHGVGGPLMQAEGLESLFPMDELSVMGIAEVLPRYAALMRRIKECAAE
VVRLSPDALVTIDSPDFCLRVARRVKAQSPVRTVHYVAPTVWAWRPGRAARMAEAIDQVLALFPFEPPYMEAAGMRCDFV
GHPVVAQPRASDQEARAFRDRHGIAADAPLCLVLPGSRAGEVDRLAPVFGTALQTVASQHPGLRVVVPTTAGVAERVAGL
TAAWPGAPVLIDPRADGTAAAAAKRAAFAAADLALAASGTVSLELAASETPMVIAYDMNWLSRQIIWRMVRLDTVTLVNI
VSETRAVPEFLGEACQPGPIAAALCLLLEDPAYRAPQIEAMRVTMDRLGQGGEAPGRRAARAVLDGLATARRN
>TDX32658.1 hypothetical protein EV657_103231 [Rhodovulum visakhapatnamense]
MPETSPETVVGTTALIAGGGALPAHLARAMEAAGMPFLIAQIEGFAMDEADRWPVETFALERLAVLFDLLHGRGVTRVVL
AGTIRRPRLDPERIDPRTAQLLPRILPYLAQGDDGLLRAVIALFEEDGFAVVGADAVAPDLLPAPGVLTGVAPSKADEKD
AARAAAIVEGLGAVDVGQGAVVAQGLCLAVETLPGTDAMLAFVAETAAGCRPDPRGARGVVYKAPKPGQDRRVDLPAIGP
ATVEAAHRAGLAGIVLEAGGVMVLDRAETVARADALGVFIWVREP
>TDX32659.1 acyl-[acyl-carrier-protein]--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum visakhapatnamense]
MAIDPSAKIHPSALVEDGAEIGPGATVGPFSVIGPKVRLGPDVVVKSHAVVTGLTEIGDGTVIFPFANIGDIPQDLKYRG
EETRLIVGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDVQVGNGVIVANHAAFAGHCIIGDNVVIGGLAGI
HQWVRIGQGAIVGALTMVTNDVIPFGLVQGPRGVLDGLNLVGLKRRGVAREDIAALRAAFQHLAEGEGTFHQRARHLAET
ADSAYVRQMVEFVLADTDRSFLTPKP
>TDX32660.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase [Rhodovulum visakhapatnamense]
MSDSQVLEADIDEIQKILPHRYPFLMIDRVTDIVPGHSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
KSVDLSEDDLLVYFMAMDKCKFRRMVVPGDVLELHVTVKRGGSKKVKIWKFEGVAKVGGEIAAEAEFTAMMDINPE
>TDX32661.1 periplasmic chaperone for outer membrane proteins Skp [Rhodovulum visakhapatnamense]
MRRAGRGWALAAAAALGLAGPALAQDGRPVFLSPILTLDQDRLFQDSKAGQAIEQALEAEAAALAAENRRIESELVAEER
ALTEQRATVPPDQFRPLAEAFDSKVETIRATQERKARELTQRREGDRQDFFRKALPVLAEIVRDRGAVAVLAREAVILSA
GQVDITADAIALLDERVVIDPDGEAVPDAAEGAAADPPEPSSLEPAAPEGTGQSGD
>TDX32662.1 Beta-barrel assembly machine subunit BamA [Rhodovulum visakhapatnamense]
MTKSSQGFLGTRPGARNLALSAVAVAVGLGAGVPQLAMAQSYSFSNVRVEGNERVDASTVASYANISRGETVSAARLNDA
YQAVVDSGLFESVELVPQGGTLVIKVTEYPTVNRIGFEGNARIKDEDLQKIVQSQSRRVYSPSTAEADASAIAAAYEQSG
RIAATVTPRIIERSDNRVDLVFEIAEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGLLRRLIRSDTFVADRIEFDKQV
LKDFYTSRGYVDFQVLSVTPELTRNRDAYLLTFNIREGQKFNFGKITTSSDLTEVDPDEFQQAARVREGDTYTPMAIETT
VARMERLAVQKGLNFIRITPRITRNDRDLTLDVEFVVERGPRLFVERIDIEGNATTLDRVVRRQFNTVEGDPFNPREIRQ
TADRIRALGFFSTADVSAREGTSPDQMIIDVNVEEQPTGTLSFGLSYSQTDGAGAALSFSENNFLGRGQYLSARIDTGTD
NATSRLVFVEPAFLGRDVRFRFGATYSQTDTGKYDSEYETQKIEISPSLEFPISENGRFELRYAIGENTFKNYEGDSEVL
AREAEDPGQTFSKVGYGFTYDTRRTGLDPNSGIVLKFNQDYAGLGGDLEFIETTALAGVQRMVWNEEVTLRAELEGGALT
MLGDSESRVTERYFLNGKMRGFDGNGLGPREGDEALGGNMYAVARFEAEFPLGLPAEYGITGGVFADFGTVWGLDNTGTS
SGPVDDDFHLRSAVGVSLFWKTPLGPLRFNFSKAVMKEDYDEEQNFDFTISTRF
>TDX32663.1 hypothetical protein EV657_103236 [Rhodovulum visakhapatnamense]
MTQATGLNGRGEGQGTLVLLFDLNWDRVIFPAGIALALIAGSYLASFSPL
>TDX32664.1 regulator of sigma E protease [Rhodovulum visakhapatnamense]
MDIASLIPSFGNAAFTVVAFVVALSIIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLVSRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADEKRHSMHGAPLWARVLTVAAGPVFNFVLSIAVFAFLAVVSGVAIEPPTVGKLHPLPAA
QSALREGDTILALDGRETPDYTAFYDAVAALPVDSETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVI
TAIDGQPIRAFRQLQDVVTASEGAPIALTVWRDGETLSFALTPKRMDMPNPEGGFETRWLIGMTGGLAFEPATRMAGPLE
AVSYGADQLGFIVKSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRMLMATGFALLIGLMVFALTNDIFCP
>TDX32665.1 1-deoxy-D-xylulose 5-phosphate reductoisomerase [Rhodovulum visakhapatnamense]
MQRRRITVFGATGSIGENTIDLLTRQGGADSYDVVALTGGRNVKRLAEQAIALKADLAVTAFDECLDDLRAALAGSGVEA
AAGQAALIEAAARPADWIMSAIVGFAGLAPGLKALEHGTTLALANKESLVAAGPLLLGAAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLARATPEQASSHPNWAMGQRITIDSASMFNKGMELIETKEYFGIAPSKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVARLDLARIGQLTFRTACETRWPALRIAREVMEAGG
YAGAAFNAGKEAALDAFLAREIGFTQMSDVVAAVLDRLSVDSDLMKSDLSLEKVLHVDHLAREEAARIVRSMQH
>TDX32666.1 phosphatidate cytidylyltransferase [Rhodovulum visakhapatnamense]
MSSGGSWEDLLPRLGSAVVMAAVGILAVWLGGVWFTGLAALVSGTMVWELTRMMVPGAAGRLPIQMALVSGAAVLVASVL
PGYAAFPLLLVPCVIGAWQLPRDRGLYLAFAMAMLVTGYGLATFRADHGVVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PKVSPKKTWSGILGGWFAAMLIGLIFLTFTNAGPDLPWISMLLSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>TDX32667.1 undecaprenyl diphosphate synthase [Rhodovulum visakhapatnamense]
MAAKDSNQSGPAHVAVIMDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVAGLMT
LFRRYIQKEATALLDKGVRVRFIGDRDRLDPKLVGMMHALEEITSGNDLVNLTVAINYGGRDEVARATKRLAREVAAGRL
DPEDVDAETLAHFLDTCLLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTAAHFAEIVGNYSARERRYGAVL
S
>TDX32668.1 ribosome recycling factor [Rhodovulum visakhapatnamense]
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRRELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQSLTDRYIALVDKALETKQQEIMQV
>TDX32669.1 uridylate kinase [Rhodovulum visakhapatnamense]
MSDGSADQPKPAYNRVLLKISGEALMGDQGFGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEGLGVFCRVITAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEITYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>TDX32670.1 tRNA dimethylallyltransferase [Rhodovulum visakhapatnamense]
MSEKQVGFNAHRTGTGAAGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWRVLTARPTPDEEAR
VSHALYGHVPFAADYSVGHWLRDVAPLLEGPQRPIVVGGTGLYFTALTEGLAEIPATPPEIRAEADRRLAAEGVEALLAG
LDPATLDRIDRRNPARVQRAWEVQRATGRGLAAWQDETPPPLLPLGATQPLVIEAGRDWLNARIDARFERMIAEGALDEV
RANLPRWDAGLLSAKAIGAPDLVAHLRGEMPLAGAVAAAKTASRQYAKRQRTWFRSRLGHWPRWPAG
>TDX32671.1 AraC-like DNA-binding protein [Rhodovulum visakhapatnamense]
MRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTTQVYGTAIVFSGMPDMDLPDGPHHLRIRDGAVQ
AELTILVESLQREIDGRRPEAKRAIRHLAGLVSVWLDRQILLEEDGPRRPDSARRLASGFAALVEKDFRSAKSVSDYAAE
LGVTPTHLTRVCNRTCGRTASDLLAERKISEAQRLLADTRAPIKEIASALGYASPAYFTRAFQARAGASPTTFRKGH
>TDX32672.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTTPSSRADTRSDRTHPAARMYAREHRAGLMDRREFLGRATALGLTSAAAYALIGQPEPARAQTVPQRGGTLRIQMDCRE
LADPRTYDWSEKANETRGIIEYLAELRRDGTLRPMLLERWQANEDATEYTLHIRPGVTWNTGEPFTAKDVAANLDGWCDT
SVEGNSMPSRMAAMVEDGKAAEGAIEIVDDLTVRLHLLRPDGTLMFGMADYPAAVMHRDKIGTSVADHGIGTGAYMFEEF
KVGERIVLVRNPDHAYWGDGAWLDRIEFLDYGTDPSAWLAGADADEFDVTHETVSDFIDIFSALGWVESSVGTSSTVVIR
PNQEAEVDGVRPYADVRVRRALALAIDNSVPLELGISGRGRESRNNFHVAPDVHPDYAEIEAHRQDIPEALRLMEEAGMM
DYEHELVSIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTKYPFSSTNWAHRETGIQLLNLAYRSTAAWNECG
FRNVEFDALLDQATAIADDTERRAVMARLERIMVDEGVAIIPYFRALYRHAKPGVLNIEMHPKYEINVHHLGWA
>TDX32673.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MAGFIIRRLGVMALTALCMTFIVFLLTNLQPNLEKLAKTQAGARITDAEVASWIDRNGYGAPMLTRYGEWLGVLPAPLAT
DADGRAVGGRCLRGHPGLAADEVPRFCGVLQGDWGYSTKFRRPVTEVIAERLQRTGLLMAWAFATMVPLALIVGVLAGMR
EGSALDRGLSTLSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVEGATFQNFTLPVATVALYGMGYIARMTRAS
MAEVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLL
AVSVVAVIVVLATQLLSDIGYALLNPRIRVA
>TDX32674.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MERLSWTGALGPWLVPALEAALVALALAALAHPLALLAGYRLGPGPEAARSGPGRAARLTGGLLRLSLWALAAALAAFLI
GGLLVPPEAKGILGRIATRLWPVWLSLGASFALVALFRRRLGLLGHLLGNPAGAVGLALVMFWVFAALFADQIAPFDPIT
DVIAGMKNKPPGTPLPAPEGTYGYYLLGGDALARDVFSRAVAGARVVLAIAPAATLFAFMVGITLGLPAGYLGGRLDLLL
SFLANLVLAFPVILLFFLLVTPEIVAMGVPTYMAGALFLFPLIFLTILWNSRFRTRPPLRAALIGATLVLGGWLYAGLAW
NADPFGVVSMPAGVLIVFVSVVFVNAPSVFRIVRGLTLDIRTRDYVAAAQTRGEGPWYIMLWEILPNARGPLLVDFCLRI
GYTTILLGTLGFFGLGLAPESPDWGTSINAGRGLLQFVPFPPLVPAVAIMSLVLGMNLLADGLREESLRE
>TDX32675.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTAPLLEIDRLSIAFATRRGDIPAVADFSLSVAAGEAVGLVGESGCGKSTVALGIMRDLGRAGRISGGTIRFRGRDLATL
SGSELRRIRGNDIAMVYQEPMASLNPALRIGRQLMEVPRLHRGASRAEARELAREMVADVGLPDPDRILDAYPHQLSGGQ
QQRIVIAMALMSRPALLILDEPTTALDVTVEAAIVDLVKGLGRKYGTALLFISHNLGLVLEVCDRICVMYSGEAVEQGPV
RHVFDRMRHPYTQALFRSIPLPGADKTTRPLETIPGSFLMPQDRPRGCNFGPRCTHFEPGLCDTAEIAMRPVPGASDHEA
RCLRFEKIDWQSRPPVPKAAAPGEVGAPVLTVSGLRKYYEVSSGGLFGHRRRKLVRANETLSFEARQSETLAIVGESGCG
KSTLAKVLLGLETATAGQVLLDDREVQETPIQKRGPRAVADLQMVFQNPFDTLNPSKRVGGQILRALEVFGVGATRRARR
ERMFELLDLVRLPRDFADRMPHQLSGGQKQRVGIARAFAGGARIVVADEPVSALDVSVQAAVADLLMDIQRTRRTTLIFI
SHDLSIVRYLADRVMVMYLGHAVEIGSTAQVFAPPYHPYTEALLSAVPVPDTRVEKTRIVLEGDVPSAIDPPPGCPFQTR
CHWKDRVPNGRCARELPPMVELGSGHRILCHLSAEALGEMEPVFRVAAE
>TDX32676.1 glutathione S-transferase [Rhodovulum visakhapatnamense]
MLTLYHAPLTRSTRVVQLIAEMRIEDSVEVRLTDIPRIDGSGARDPANPHPEGKVPFLVHGSVGIRETNAILLYLTDLYP
ETPLGRPVGHPGRGSYLSWLFWYGNVMEPVYLAERLGLSDPAIARTWRGTDEAAATLGAALTQHPYLVDEMFSAADLLIA
STYGWFRDLIPDDPAVRAWVDRCLDRPALTGVLERDRAAMADRTERAPA
>TDX32677.1 SSU ribosomal protein S9P [Rhodovulum visakhapatnamense]
MAEEIKSLDELQSVVSGKPAVSADDSAPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDIKAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>TDX32678.1 LSU ribosomal protein L13P [Rhodovulum visakhapatnamense]
MKTFTATPADIEKKWILIDAEGVVLGRLASIVAMRLRGKHKPSFTPHMDMGDNVIIINADKVQMTGKKRTDKKYYWHTGH
PGGIKHRTAEQILEGAHPERVVVAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>TDX32679.1 putative secreted protein [Rhodovulum visakhapatnamense]
MLEHNGYFYEATSVTLGRQMYGSILAGNAALTNSTAVEGNIFAGSAVLRGQVHAQAFAGELPPDDPAPVPLPATLPLLGA
AMGAVALMRRRRA
>TDX32680.1 hypothetical protein EV657_103253, partial [Rhodovulum visakhapatnamense]
AVMRKLVILANALVRDDRIWAEARA
>TDX33127.1 NAD-dependent epimerase/dehydratase family protein, partial [Rhodovulum visakhapatnamense]
EVGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDWLLAGKGSRVFNLGTGTGYS
VREVIEASHAVTNRPVPHSEGPRRGGDAVRLVSGSARAETELGWSPERSDLPTMIQDAWKWFQSQGYRG
>TDX33128.1 BadM/Rrf2 family transcriptional regulator [Rhodovulum visakhapatnamense]
MITQKTKYALKALIALAEEAAGDGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKAPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLAADAALPPV
>TDX33129.1 hypothetical protein EV657_1023 [Rhodovulum visakhapatnamense]
MGRHNAAALIVFLVAYLALFAFILTPESLWTQPSSATGHSQNAGR
>TDX33130.1 putative peptidoglycan lipid II flippase [Rhodovulum visakhapatnamense]
MLGKLGTVSGLTLLSRIFGFLRDVVLAAALGAGPVADAFMLAFRLPNHFRALLAEGAFNAAFLPGYAALSASGGPARRFG
AEVLGWLLLANLVLLAVALTQTGWVLSLLAPGLGAEDPTRALAITLTRITFPYLLCMSVVAYLGALLNSRDRFAATAAAP
ILLNLCMLATLWAAPLFPGVAQAAAVGVTLSGVAQVVLLAVAATRAGIALSVAPPRLSSETRTFFRRLGPAMLAAGALQI
SVLADTVLATFLPAGSLSTLYYADRLYQLPIGLIGVALGTVLLPDIGRRAGLGDADGMRRALDRAAMVCLATGLPMAVLM
ALLGDWAVEALFRRGAFDAEAARASATILAAYALGLVPALSVRSLVAGFHGRGDTRTPLTALMLAAIPNLGLKLALAPVL
GAAGLALATSAGMAVYAGLLWVLSRRRGHASALPRGRVAGLLATTAVMAAAVLALKAPLRAAAEAALPGGALAAALIALG
LVGLPIQAAGSLLFLRGWRPA
>TDX33131.1 macrolide-specific efflux system membrane fusion protein [Rhodovulum visakhapatnamense]
MKTRLRLLILLAAAALGAGAWAVSLRDTATGTPATAAATRGTVERTVLATGTVEASQLVSVGARVSGQIETLAVALGQEV
TAGDLIAQIDSLDQQNDVLQAEADLANILAQIAAKTASLKKDELTLNRQVKLAAQNYVSDGDVEAAQADVDVDRADLEAL
EAQRKRAEVTVSTAKIALERTRITAPITGTVVAIVVEEGQTVNAVNDAPTIVKLANLDRMVVKAEISEADVVHVRPGQDV
RFTILGEPDTPFTATVRDVEPAPSEIEDSDTISTDEAIYYNGLLEVDNPDRKLRIGMTTQVSIVLDRAQNVLTVPASAIR
TGPGGAEVDLYHPATGKVSPQPVEVGLNDKVTAEIVSGLSEGDRVVTGSAEAPAAEGSGSRRMRPPMGF
>TDX33132.1 macrolide transport system ATP-binding/permease protein [Rhodovulum visakhapatnamense]
MDGTEPGQPLIAARGITRSFQAGDETITVLDSVDIEIRAGEMVAIIGASGSGKSTLMNILGCLDRASSGRYLFDGQDVSA
LGPDALAELRREHFGFIFQRYQLLPDLDAVGNVEVPAVYAGEGAGPRRARATDLLRRLGLGDRLDHRPSALSGGQQQRVS
VARALMNGGEVILADEPTGALDSTSGEELMALLLDLNRQGHTVVMVTHDPRVAAHAHRVIEIRDGRIVSDTPTAARTGAD
RPDRPVRRIRAGAGLRRQIEALAMAARALLAHRVRSLLTMLGIIIGIASVVLVVALGNGSQQKVLENISSLGTSTITIRS
GSGFGARDANRFETLVPSDADALALQDFADSVSPAVSDSLSVRYRNVTSTASIGGVSGDYFQVHAYTTLQGTVFGPEDIA
AREQVAVIDEDTRDTFFGAGADPLGEVLLLGRVPVRVIGLVRATGATFGPSSLNVWIPYTTSMARVSGQDHFSSIAVRIA
DGYDMTKAQDAILALMLTRHGSKDFFLTNSDSIRETITSTTRTLTALVAMIAVISLIVGGIGVMNIMLVSVTERTREIGV
RIAIGARRSDIVAQFLIEAVLVCLVGGLLGIAGALLTGEIVDRVATEVRLSFSGTAIAVAFLSSTLIGVTFGFLPARAAA
RLDPVVALSRE
>TDX33133.1 hypothetical protein EV657_1027 [Rhodovulum visakhapatnamense]
MTDISAVSGSTLADGGPNVAVAILAALLLGPFGLFYVSRMAAIVMIVLTFVIALPTLGFGVLLTLPLGMLWAGIAAIRLR
RRAMRAA
>TDX33134.1 membrane fusion protein (multidrug efflux system) [Rhodovulum visakhapatnamense]
MRLGRKPVLAGLAVLALAGVLVWWWTHQRVYPGTDDAYVGAHVLTVVPEVGGRIAELAVDENDHVAAGDLMFRIEDRALK
AAVDQARARADAALQSAGAAAEAELDVARAASREAEADYLRQEGLFRRNDVSQSALDRALAARDQALAEETAAAQQLARA
QASLGDEGDRNAGVREALAALQMAEIDLDHATVTAPESGWIANIDLRPGSVVTAGQALFSLVGDAEWWIEANFKETDLTR
IRPGQPAAIGIDLCPALDLEGRVASIGPGAGAVFSLLPAQNATGNWVKVTRRIPVRIALDPVPEAARFCLKAGASATATV
DTTAAPGP
>TDX33135.1 DHA2 family multidrug resistance protein [Rhodovulum visakhapatnamense]
MSAARWPIVLAVVLTAILEVMDMTIVNVALPHVKAAFGLTSDQTVWIVTSYIVASVAVMPLTGFFVRRVGRRRLITSAIL
GFAGFSMLCGLSWSVGTLVLFRIGQGLSGAFLIPLSQSILFDAFPREKRGQAMAFFGLGVVVAPVFGPTLGALLTEYFSW
RAVFYVNLPLAAFALMLIAGELEAEETRALPVDWAGLALMLTAIGCLQMTLDLGETRDWFGSKLIQVTALSSAVAGALFV
VRGWHKRDNIVDFSLLRDRSFAAANVAILGFGVSMFGAIAILPLFVQGLLDYPVLDAGYLFIPRGLAAGVSMVLTGAVLL
KRIDARLLVVAGLGLTGLGNVLLSGLNLDAGFWDLGLPGVVTGFGMGLFFVPMSTLAFQNISSARQDEASGIYGVTRSIG
SSIGVAILGWQVSERSQVHWALLGEELTATRQAVAQYLAPLGLAPTSPEGAAQLAQTLRAQSAMLAYQDAFLLAGLAAFA
MIPAALVLQKPRPGAPAETAAT
>TDX33136.1 Kef-type potassium/proton antiporter (CPA2 family) [Rhodovulum visakhapatnamense]
MEGFLLNATLYLLCIVLAVPLATRLGLGSVLGYLLIGLVVGPVLGLAGAEMITLRHVSEIGVVMMLFLIGLELDPRALWA
MRDKLVGMGGLQVLITVALVTAAAIVFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEMRAAETEGTHGAMHLIEELPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVLIKV
AVLYGLALAFKLDRSNRWLFTLGLAQAGEFGFVLVGFASSQRIMPPDIVAMSSLVIALSMLITPALFILHDIIARVLQAR
GGPRPDADQIDEHHPVIIAGIDRFGLTVNRMIALTGGRTTVIDDDLRAVRRVRRLGFKAYYGDATRPALLDSAGIDTAEV
LVVCIGDARAATTLVRYARRVRPDLFIIARARDREHVFELYRAGADETVREVFDSALRCGRRVLEKTGLSAYEAENAEET
LFSFDRTALRELAKVWKPGVPLEDNAEYMELNSKLQSDLERAFAESLLHEAAALRSESETTTPTDVLAESDTLPEPR
>TDX33137.1 malonyl-CoA/methylmalonyl-CoA synthetase [Rhodovulum visakhapatnamense]
MANPLYDQLFGRHAGRETPFLHLADGRTLTHAAFLTTAARFAHALNAFGLGPGDRLAVQVEKSPEALALYAACAQAGVIF
LPLNTAYTPDELAYFLSDSGARLFICDGRRMGGLTPVAEAAGARIATLNADGSGSFTVIARARTGTYPTVPRDAEDLAAF
LYTSGTTGRSKGAMLTQANLISNAEVLTDVWRFTARDVLLHALPIFHTHGLFVATNTLLLAGGSMIFLPKFDTDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAPLRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYEGERIAG
TVGLPLPGVDLRIADPETRAELPQGEIGQIEVRGPNIFKGYWQMPEKTREELCEDGFFLTGDLGRIDENGYVQIVGRAKD
LIISGGLNIYPKEIEEALDAQPGVLESAVIGVPHPDFGEAVVAVLVPAPGAGPDLDAIAADLRTRLAAFKQPRRMVLTPA
LPRNAMGKVQKAALRAEYRDSFA
>TDX33138.1 PiT family inorganic phosphate transporter [Rhodovulum visakhapatnamense]
MSDSFKDRQWKTLDKDLKRLSQVGTAAQSVSRPLVGVGISLAFIIAAALAAALVTGNTPGLLFVMAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLGAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAAGIAAVNWPTMGGIAASWVISPFLGGVIAAGMLAFIKWKVVYRDDKIAAARVWVPVLI
GVMSAAFATYLAMKGLKHLFDIGLGHAALIGVLVGVLVGLVSVPLIRRQSVGLENRNRSLKVMFTGPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQDGEVLGQVAIPVWVMVIGAFGISFGLMLFGPKLIRMVGSQITKLNPVRAYCVALSAALTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWDAERRWRRMDQTLPQAKRLAPEERRRRKLVRRSHFMTIVAAWGITVPATALL
SGGLFAAIMALQ
>TDX33139.1 hypothetical protein EV657_10213 [Rhodovulum visakhapatnamense]
MDGNLATEPKSPVGSQIAALPFRRDKNGRLSVLMVTSRGTGRWVMPKGWTMDGRKPWVAAEIEALEEAGAEGFIATQSIG
TYDYDKRLDDGSVLRCRVEVFPMIVKTLKRDWKERRERTRRWFSPKAAARRVDEPELATLLRSLSGKPQKVPVIRDLIRS
A
>TDX33140.1 nitrogen fixation protein NifQ [Rhodovulum visakhapatnamense]
MTADTAYDRLMAGAARARWDAADLHVAASILALALSEAPVPEDLPAHCGLDAAELAGLLGALFPAAPREFLRGIGAVPRG
IEEDSLRTLLLAHAGGTALAVPLASMIARRAMEPDHLWQDLGLRNRGELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
EEGFVLCATPVCTDCADFDMCFGEESGESRLARAGRAEPPDGSPPPARADGRVRS
>TDX33141.1 multidrug efflux pump subunit AcrB [Rhodovulum visakhapatnamense]
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSQTYDDRATVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPV
FGQTAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAQIGFVSDLDERHVASLARGPEGEIVRRPAVTLALAKRAGANAVV
VGEQVLQRLEQMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYTHLVRPILSRKWISLVFLL
GVATVSFGSMAALYTRDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALDLPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPIFRHNGRYAEMVQADLAGDFEAPLYGMLAVQDRLAR
VDWQAQGLTAPEIRLHGQPLSEDKPALLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTLLTVLVIPAIYRIFKT
>TDX33142.1 RND family efflux transporter MFP subunit [Rhodovulum visakhapatnamense]
MGGRLITILVLLTAVPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVAELKVIEGDPVEAGQEIARIEDDKL
TFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGRDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>TDX33143.1 hypothetical protein EV657_10217 [Rhodovulum visakhapatnamense]
MPDSSCPEPGVDPTEGLTEFALESLLASPEGWRSFARESVAVWPNSRPLAVIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFAAYWHSSDPYFLNL
>TDX33144.1 deoxyribose-phosphate aldolase [Rhodovulum visakhapatnamense]
MPGEKTPTPARTAGTQPVQKHNAGLPLDTGWVAATRVNRPAAERHVAGLAARRPADPAAEAAWLLRAVGLIDLTTLSGDD
TPGRVRRLCAKARNPLRADLRAALGAGPVTTAAVCVYHEMIAPARAALEGSGLPVAAVSTGFPAGLSPFSTRLAEIEASV
AAGAAEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTSTGKEPVN
ATLPVGLTMCRMIRAYREATGIDVGFKPAGGISTATDALDWLGLVGEELGPRWQEPALFRFGASSLLGAIERRLDEIAFG
AGSTPRRHAPG
>TDX33145.1 acyl-CoA reductase-like NAD-dependent aldehyde dehydrogenase [Rhodovulum visakhapatnamense]
MPPTTLDRGPGRAPDAEARAWIARKQGRFGPWIGGPVTPDGPRRTLIALATGTDLAELAEATPPQIADARAAAGSAQADW
AALSGPARAVRLRVWAEAIEVRAACLTQLLALETGRPVRHGRTWLAEGRAALRQAADQALLGLANRPGLVPLGIVAPGLS
LGRIGPALAAGNAAMLAPGPGGGTLAALCLAEAAAEAGLPAGLLTVLTGPAEPLLGLARPPVPELGGPCLHLVLEDADLD
AAADAIAEALGNPPPGTTGQRLLVQDSVAERVHARLAGRMARLIVGDPLDPATDLGPLPGAGLRDRLTAALANSTSTPIQ
PLPRLPDTGLHFAPALIPGLAPASPEMETGLPGPVLLSITFRSPAEAILLANAGPPAPSASLWSETLAVALDLATALEAG
TVCVNGTDLGPAPDPLELWQRPAGLAPARPIAPAPADRGPDPTAALTAARRVQPGWAGRGATGRAAVLARAAARMPEEAA
APLAACAARAATACATWSEGPGRATLRRHRPLGLIAALCPAETPALAAASILGPVLAAGNAAVLLPHPGDETRLRLLVTE
LEAAGLPAGLVQILSGAPAAVALRLAARVDLDALWCCEGDDLPDTLPVRAASGGPALWLAQAAPGAWSDPGDASEAFLRA
ATRAQTIRTSWGA
>TDX33146.1 uncharacterized protein DUF1523 [Rhodovulum visakhapatnamense]
MAYVKWTIVTIVVLVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASDGAGNSEGDNTRFVNFIETFNRDGKPVVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVDSPDDSPIPWFNILFLGAL
GALVIWIWQMLARFKEDRIEPMLDEMGESLETVGDRAEGFWRRVFSR
>TDX33147.1 hypothetical protein EV657_10221 [Rhodovulum visakhapatnamense]
MFAFLRFALAGFVILTVIYIAVSLYSRAVRRGKLGREWDEDIRIGDRDAYVEEGLRQYDRSLRRKLILGVYVVPAIVVGT
IIYITNYM
>TDX33148.1 succinyl-diaminopimelate desuccinylase [Rhodovulum visakhapatnamense]
MDTSPGHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEYLGERLAAKGFEVSYVRARGAPADSDAHPRWNMIA
RHEGTEGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVATCPAYRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAIRHMGAVLAEMEA
TLFPLLAGRQTAMPVVPEGARAATLNINAIHGGEPEQEADYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTDRGAPVVQAVERAIGRVLGTAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGVLDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLDG
>TDX33149.1 pantothenate synthetase [Rhodovulum visakhapatnamense]
MTAPILRSLEALRAVRAEWRAEGARVAVVPTMGALHDGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDALYVPAADQVYPPGFATSVSVSGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDFQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLSGDSRAMAPALYRALEAARQALEAGAGAETTLATARAAIMAAGFAEV
EYLELRAAADLAPLEAADVPARLLVAAHLGGVRLIDNIPVAAR
>TDX33150.1 ketopantoate hydroxymethyltransferase [Rhodovulum visakhapatnamense]
MSASAESRQMTVAEVRARKGAAPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVSMEMMLMHGRAVARGL
SHALMVVDMPFGSYEESPEQAFRNAARLMAETGCGAVKLEGGAAMAGTIRFLSARGIPVMAHVGLTPQGVMGFGGYKVQG
RGADGARVLADAQAVAEAGAFAVVLEKVPAALADRITDAVPIPTIGIGASAGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGSAARAAVALYAEEVRARRFPGPEHVFADETGGAA
>TDX33151.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRPIRIIARTLVLALPFGLSLAAVPARAAPPDAITLGMVLEPPNLDPTSGAAAATDEVVYANVFEGLTRFAPDGTVVPGL
AASWETNGTATVYTFHLREGVRFHDGTAMEADDVAFSLDRARGPDSTNAQKALFDGIDSIAATDPLTVTVTLARPDGAFP
FKMAWGDAVIVAPETAGTAATAPVGTGPFRFDRWVHGDRVELVRNPDYWGPAPALARATFKFIPDPNAAYAAMMAGDVDA
FPNFPAPETLPQFEADPRFKVIVGTTEGETILAINNRRPPLDGIRVREAIAHAIDRQDVIDGAMFGYGTPIGTHFAPHHP
DYVDLTGLSRHDLKKARALLAEAGQTDLKLRLALPPPSYARRGGEIVAAELRAAGIETEITNLEWAQWLDRVFKRNDFDL
TIVSHTEPMDIGIYARPDYYFGYGKPDFVALMDRLAGATAPDERSEILKAAQRMIAEDHVNVYLFQLAKTGVANAKIEGL
WENAPTQANDLTAVRWAD
>TDX33152.1 creatinase [Rhodovulum visakhapatnamense]
MTRPEIRPDFYCFANGEKAALPFAPEEYDTRLMGLRAAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASQSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRVGIEADHLTLARRDELDTFLAPAGTVDLAPATMQQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVREGAREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHNPVTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLGIWEANVAAHDYGISLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGVLSHYYGREAGLELREDVGTVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAEDITLYPYGPG
FNVIA
>TDX33153.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MLRYALTRLLSLSLSLIAASIAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGSVWARYLDWASGLATGDFGIS
YTYRVPVADLVAQRLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGPGIKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>TDX33154.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MSARPTLIAGGVLSGTVLALAALSLVWVPHDVTALNIAERLRPPGGAYLLGTDQLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGGWLDEIVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRARISAEHVLPNIANLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYTAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRAAR
>TDX33155.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MILLRDLGLSLHGRAVLNGVSLEIGRGEILGLAGESGSGKSMTALAIMGLLPEGAELRGHLRLNGLDLLSLSDRQMCAIR
GRDLGMIFQEPMTALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPTRYPHELSGGQRQRVCIAMA
IALRPQLLIADEPTTALDVTTQARILDLLKGLVAETGMGLLLITHDLAVISGLADRLAVMRRGEIVEEGPAAAVLAARKH
PYTRALVAASAHRPATPPPLPGPPLLEVREARRSYPAAHSGLFRRLPPHRAVDGVSFGIARGESLGLVGESGCGKSTLAR
AVLGLDPLQGGEIRLDGDVVRAGAAMPARLRRKMNAVFQDPYGSFNPRHRVARLIAEPFHLDGRPSDAADRIDAALEAVG
LDPKDRDRFIHEFSGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSST
ERVLVMQAGRIVEEGATEKVLHNPAHAYTKALLSAAPKLKEPD
>TDX33156.1 aldehyde dehydrogenase (NAD+) [Rhodovulum visakhapatnamense]
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGSWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVMGHSLPYMEGYTVYTLREPHGVTGHIIPWNYPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLDAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRALWVGPAL
EDLNLGPLISGRQKEIVLDYLGKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPPGHRLAQEEIFGPVQVVIPFADEEE
AVSIANGTGYGLVAAVWTRDGARQMRMARKLRAGQVYLNNYGAGGGVELPFGGVGLSGHGREKGFEALYGFSVLKTVAAR
HG
>TDX33157.1 D-aminopeptidase [Rhodovulum visakhapatnamense]
MRPGRRNLVTDVAGLRVGQAGDVRVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEIDALVLSGGSAFGLD
AAAGVVEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGHKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLESGITVGALVAVNALGSAVMGGGPEFWAAPFEIGDEFGGRGVGRHDPLAEPRPEAKLGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPEGGYEALRLGHAAAVCLARAIARGVYLARAAPGDTR
PCWQELFGQD
>TDX33158.1 alpha/beta hydrolase family protein [Rhodovulum visakhapatnamense]
MQEEAIDWDDAYANAPYIPSAEAYPPRWAAEAAAFRARARGQTGQSYGPHPRQGFDLFLPEAEPSGLVVFVHGGYWMKFD
RSLWSHLAAGAVARGWAVAMPSYRLAPEVAIPDITADIRAAVEAIASRVPGGPLVLAGHSAGGHLVARMLCGDTAPGASA
DRIARVVPISPVSDLRPLLSTQMAGPLHLDAATAAAESPALMTPRADVPVHVWVGGDERPVFVDQARWLAEAWPGAALTV
DEGRHHFDVIEGLTRPDSPLTGALLDGL
>TDX33159.1 succinate semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]
MLARDLKSLLKDPGLLATDAYLAGDWVGADDGASFAVTNPANGETICQVPDMGRAEAARAIEAAAAAQKGWAAKTAKERA
GVLRKWYDLMTAAQEDLALILTAEMGKPLAEARGEIAYGASFVEWFAEEAKRIYGETIPGHQPDKRLTVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAILIKPAGETPLSALAMAVLAERAGLPKGLFSVITSSKSSDIGKEFSENPVVRKITFT
GSTEVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVKGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLKVGDGMDDGTDLGPLISDAAREKVEAHLADATAKGAKVILGGKPHQRGGTFFEPTIVTGATQEMQFATDETFGPLA
PLFRFETEDEVIAMANDTIFGLASYFFARDLSRVYKVAEALEYGIVGVNTGLISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>TDX33160.1 elongation factor G [Rhodovulum visakhapatnamense]
MRCFTILGPSQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGESWAGFDIAGGPDFLGHAGEALAASDAAILCVPP
DPEAAVLAAPYLRLVEQSDVPCFVFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDAEGHVVGSVDLVSERAFQYR
EGQPSKLIEIPSDIQDREQEARAELLEHLADFDDSLMEQLIDDREPASGEVYTILAEAHRDSAIIAAYLGAASHGNGLTR
LMKALRHEAPGRETIGLRLGIEAPLAVGVASDTRKHVGKSILIRALGSSIRHGEPLAGGSIGNLTGIDGKPVAEPLDPGT
LAVAVKSDHLDPGMAYTAEGSQPLPRWTRGRPPTYPRLLLPANERDDARLSAALGRMAAADPGMETTQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAADQPVSGIYRETITRPIETHYRHRKQSGGAGQFADVVLTVRPQGRGAGFAFDETIKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAAKAGVREALEQAGSVVLQPIERVEIHVPTI
HSGSLVALISSLKGQVLGFEAHRRARGWDVFQALIPAAAKEELFQALGGLSHGTAWFESHFDHYEELHGKDADRIREARA
AELA
>TDX33161.1 molecular chaperone IbpA [Rhodovulum visakhapatnamense]
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDGALVIAARKAP
EDTERSFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPESLKPRRIEISSGGAQRIEARAEAEQPEGAAV
>TDX33162.1 V8-like Glu-specific endopeptidase [Rhodovulum visakhapatnamense]
MCLRRFLCPRLADRPRPRVRARAPSVWAGLLALGALVPVPPAWAAAADRPLHALVTGDESRGWEGVGRLELGGGGFCTGA
LIATDLVLTAAHCLFDKTTGGRLPLERMEFRAGWRNGRAEAYRGIRRGAVHPDYVPGAEASVGRVRHDLALLQLDRAIRL
PGLVPFGVAPQPGQGDAVGVVSYALDRSEVPSLQEVCHVLAGIDGVVMLSCDVDFGASGAPVFRVENGVPRIVSVVSAKA
EMDARKVALGSTVEEGLEILRARLAGGGTESAAPPVSEAPLSPMRRFGAGTARSAGARFLRP
>TDX33163.1 glycolate oxidase iron-sulfur subunit [Rhodovulum visakhapatnamense]
MQTNFTEEQLQDPGIARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADARTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDHARAHIEATYRRPWRDRALRWLVAKTLPYPGRFRAALRLARLGRPFARLMPDPRLRAMLAMAP
ARLPEPGESDRPQVFAAKGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVAKGMGCCGALTHHMGRAAEAHAQ
AARAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRGDPLAEAAAEVAARAVDITELLERLDLPPGRGGLRVAYHAA
CSLQHGQKVKEAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKARKVRTLEARAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPKPRALSRRD
>TDX33164.1 glycolate oxidase FAD binding subunit [Rhodovulum visakhapatnamense]
MMRPETEAELAGIVAGAERPLQIEGGGTRGMTVPGDGDRLSVAGLSGVVLYEPGALTLVVRAGTPLAEVGAVLAAEGQRL
AFEPMDHRRLLGRDGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGRVIRNGGRVMKNVTGYDLVKLMAGSRGT
LGVLTELAVKVLPVPEAAAVLVMEGLTSEAAVAAMSAALGSPFEVSAAAHLPEAGETWLRLEGFAASVAYRAGRLGALLD
RFGPARVVEAPDEVAAMMRRLRDVEDFADRPGDVWRISVRPSDGPRAAAAVAAEAAIFDWGGGLVWVLVPEGHDIRPALS
GIAGHAVRVRGAGPLASPEPAPLAALAARLRAEFDPRGLFNPGAMG
>TDX33165.1 glycolate oxidase [Rhodovulum visakhapatnamense]
MQMPAPDARVMAKKDHVLRRLMAVLPEDAVIHDPTATRAYECDALTAYRCPPLAAVLPASTAEVAAVLKICHEERVPVVP
RGSGTSLAGGALPTADSVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTGAVEGDGWFYAPDPSSQLACAIAGNIGMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAVGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFDCS
ERAGACVADIIRAGVLPVAIEFMDRPCIAATEAFAGAGYPDCEALLIVEVEGSPAEIDDQLALIKRIAMAHDPVELRESG
SAEESARIWLGRKSAFGAMGQLGDYMCLDGTIPVSALPDVLRRIGELSAEAGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVDAGGCLTGEHGVGVEKRDLMGVQYRPEDLDAQMRVKDVFDPGWLLNPAKVFPLEVSAGRRAG
>TDX33166.1 putative glutamine amidotransferase [Rhodovulum visakhapatnamense]
MTGEVIFDPLVPLLLLWAAAALAALMVGFALWRGLAGWWLRGLAAVAILAALANPSLQTEERTPLSDIVVLVVDESASQR
LADRPDQTARAVERVRAEVAALDNTELRVVRFGDGAGDEGTMLMTALSEALAEVPRSRLAGAILLTDGQLHDLDRAPSLP
APLHALLTGQEDDWDRRLLVENAPAFAILGEEVTLTLKIEDQGAVPETMGGTTSVSVSVDGGEPQSYRVPIGEDLDVPVV
LDHAGRNVIQFSVAEQPGELTDRNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPAVYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGQRHPVTEGLKAEAGGAWGRWFRLVDLVPKRGEVVMSGIDDRPLLVLDRVGEGRVALLGSD
HAWLWTRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTVTRRSLSEEPRSVEIARPDGGTDRLELTETAPG
RFTATYEGPEMGLYRLTDGTLDTVIALGPAAPREFEETIASGARLDAPVAATRGGILPLHAGMPDLRTVREGRRAHGRGW
LGITPRGAYLTSDVTVMPLAPAWAFLLLAALLSVGAWLREGRR
>TDX33167.1 putative membrane protein (TIGR02226 family) [Rhodovulum visakhapatnamense]
MWTVGAFGFTAPLLLWGLVLLPALWLLLRAVPPAPIRRRFPGVALLLGLADDETQTDRTPWWLLLLRMLAVAALILGFAG
PVLNPQDRTPGRGPLLVMIDGSWADARDWPRRIDRIEAMLDEAARDGRPVAVVQATDLPGDGLPFQAAEVWSARLAGFRP
AAWLPDADALADWTRTLEGRFDTFWLSGGLDWPGRTALLSALERHGQVSVFESPRPLVAMRPAAFRDGAIGLTALRARPG
PATEATLAATGRDPAGVERVLARVPVAFAPGETEAATDLVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHKALDPTADLIEGTLSDVVLANPDVIVLADVATLSPAESETLQGWVEKGGLLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEGSPFFGLAVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKMGQGQVVLFHVTANAEWSSLPLSGLFVQMLERLAVSTRPARPDAAELAGTTWVPQAVIDAFGELAEAGKLPGVPGE
MLARAVPGPDLPPGLYAGEDRRLALNVIGTDTVLSPAAWPARIAVEGLTVARETVLKGWVLAAALAIFAADILASLWLSG
RLRGGRGAGRAAVLALGLVMLVPQGAWAQEPGTPADDALALRATSEVVLAHVLTGDARVDQIADAGLRGLSEKLTQRTSI
EPAEPIAVNLETDELSFFPFLYWPVTAGQPMPSPAAYARLNRYLRTGGMILFDTRDADVAAYGGGSPEGRRLQQLARPLD
IPPLEPIPSDHVLTRTFYLLQDFPGRNAGRDVWVEAAPPPDAEQAEGMPFRDLNDGVTPVVIGGNDWASAWAIDGQGAAM
FPVGRGYAGERQREIAFRFGVNLIMHVLTGNYKSDQVHVPALLDRLGQ
>TDX33168.1 uncharacterized protein DUF58 [Rhodovulum visakhapatnamense]
MISAAALRARAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGQGDEFWQYRPAHAGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGGNHPPKAMRARVLALALAVLLIRGGERVGLLGSDLPPRRGQHQILRLTEVLGRDLSQSD
YGVPATRGMPPHSRAVFLSDFLGDLAPVETALTEAADRGVKGALLQVLDPAEEAFPFDGRTIFESMGGTLRHETLKAGDL
RGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWLFRALERGR
>TDX33169.1 MoxR-like ATPase [Rhodovulum visakhapatnamense]
MPDETELVAAIEALGEKLAEAKASITKRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVATLSTVMGLNGGRIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQMLMADEINRASPRTQSALLQAMQEKSVTIAGESHALTPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILMATTGVAEEEAHPVFTAAELIAAQKVVRQMPVGEGVVELILDL
VRACRPNEPEAPQAVRENVAWGPGPRAAQALMLTVRAQALLDGRLAPSADDVLKMAGPVLIHRMALSFAARARGEDLPRI
IEKVARDTVRVEAAA
>TDX33170.1 hypothetical protein EV657_10244 [Rhodovulum visakhapatnamense]
MIVKPVTECLAEAARAASGKGLPPVHLWNPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKREGDRHFLVTPVE
KVGITVDDAPFVAVDVDRSDEGGEPVLTFTTNVGDRVAAGPGHEIRVTRDPGTGEPAPYLHVRAGLQALIDRKSFYRMAE
IGDTVRHEGRDWFGFRSKGLFFPAIPAEELT
>TDX33171.1 DNA polymerase I [Rhodovulum visakhapatnamense]
MTEGFGTGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRTDL
YPDYKANRDEMPADLRPQIPLTREATRAFNIACIEKENYEADDIIATYARLAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNKRIGVEEVEEKFGVGPDRVVDVQALAGDSVDNVPGAPGIGIKTAAQLIQEYGDLETLLDRAEEIKQPKRRQTLIEH
RAQIELSKKLVTLDANTPLDETLDDLEVKEPDAGTLLGFLAQMEFRTLLKRVADALGAEPPVLSEPSSAAAPDVPAAPAA
LPFDPEGYECVRDAAALEVWIARAQARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALAP
GQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHEPIPIK
SLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSRM
SNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLPGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQLS
KLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLASTDPNLQNIPVRSEEGRRIREAFVADEGKVLLSLDYSQIELRIL
AHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRGEAQGFIDRYFER
FPGIRDYMDATVAFAKEHGYVQTLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKML
LQVHDELIFEVEAGAAEDVAECARAVMERAGLPAVALDVPLVVDAGQGPNWAAAH
>TDX33172.1 DSBA-like thioredoxin domain-containing protein [Rhodovulum visakhapatnamense]
MTVTRRGLAWLIGAVGLTAGLSAGPGLWRLAFPPEIETEPVPGLPGFRRVPRPGPALSPLIGLTAEPPPPLPEDPCAALF
GPAPEVPEAVPVACFIDIRCPWCRQLTPLLIARAARRPAAIRIAWQPLPLLGESSVLAARAALAAEAQGAALDWQERTMG
GALVPTPRGMREIAAGMGLDIAAFERDMAHPRTEARLAEARALAAAFGFVGTPGLVVGRVAILGGVDGPMLDRLIAEGRA
APGSACG
>TDX33173.1 putative Zn-finger protein [Rhodovulum visakhapatnamense]
MPPEAPGQDTDSIPPETTYTSEWRVCCDGSGPGLGHPRVWLSIPPETGFVECGYCDRKFVHQSFADKVRT
>TDX33174.1 ABC-2 type transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTGNAIEIEGLTKTYAASGSQPPKQALKGIDLDIPAGSIFGLLGPNGAGKSTLINILAGLVLKTSGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRVTDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEQGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEDEVAAPPEMPAPVETCLRPDGALRFTYRRSEIGTGAVIEAVRNAGISIRDIATEEPNLEDVFVALTSHKGAA
>TDX33175.1 ribosomal large subunit pseudouridine synthase E [Rhodovulum visakhapatnamense]
MSRVILFNKPWGVLSQFTDDGPPRPDRRTLAAFIDQPGVYPAGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGIPPDGALDALGRGVTLKDGPTRPARVRRIDEPAGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRAA
>TDX33176.1 histidine triad (HIT) family protein [Rhodovulum visakhapatnamense]
MTYAYDDQNVFARILRGEIPNDTVLETGMSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIARVCEM
KGLEDGFRVISNAGEHGVQEVPHLHVHILGGRVLGRMLAKG
>TDX33177.1 core-2/I-Branching enzyme [Rhodovulum visakhapatnamense]
MATVAYLLLCHRDPDTIVAQAGRLTAAGDLVAIHLDRRAPDADFAEIRAALAGNPSAVFARRVRCGWGDWSPVQATLNAA
RAALAAFPQATHLYLLSGDCLPIKPAVRLRADLDDSGSDHIESVDFFESGWIRTGLKDERLIYRHFFNERRQRRLFHASM
AVQKALGLQRAPPPDLQVMIGSQWWCLRRSTVEAILAFLVRRPDVVRFFRTSWIPDETFFQTLVRHLVPTGQIRSRAPTF
LMFTDYGMPVTFYNDHYDLLVAQEGYFARKISVEAVPLRARLAAVYASADPGPAASGGGPEVYRFLTGRGRIGQRFGGRA
WERSAGLGQGRQLMLVTCKKWHVARRLVERVRQATGLASADFAFDDEAVDLPDLGGIERSRAKRSRHPRAFLRLVYESLG
TDRLILCLDPADLEIMADFQADGATVRVLEIVCPFSHADLLGHARRLGLLSDASPPGVAARVLPALAQDLERETARLRAA
GFPALYRLSPGQKLSEAALVLAQFLAIPYDTARGIADTATLFDD
>TDX33178.1 sulfotransferase family protein [Rhodovulum visakhapatnamense]
MYFSDRGRFYDGDIHEAAEGLHKWASEDSQPAIDRRARARDTLAFTCMRTPYARVLSSLFNKICGIQRSGTRYRGKLVSA
LIEPYGIELGGPDGQQEFDQIASLRRFLLSARDPIRWRRPMEPDIHWSDMSGHVATFIANGGRHDRIFATECADTGMQAV
LDAAPIRHPVDLAQIPRFNESEGYGPRRAHPVGAYFDDLSRHLVYEI
>TDX33179.1 sugar/nucleoside kinase (ribokinase family) [Rhodovulum visakhapatnamense]
MTKTYHVVGIGNALVDVLAHADEAFLTDHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGAIFAHDLRAQGADFATPMAPEAEPGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGAESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEILSMYQTEVFDDALAHAAAE
IGLVACTDSADGAHILSGTGRWHAPALNTRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LTHLFRTHGLI
>TDX33180.1 DNA-(apurinic or apyrimidinic site) lyase /endonuclease III [Rhodovulum visakhapatnamense]
MAQALPYHTIREIFARFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>TDX33181.1 AraC family transcriptional regulator of adaptative response/methylated-DNA-[protein]-cysteine methyltransferase [Rhodovulum visakhapatnamense]
MPKDTDRDDSQAYHFSVIRRAIDRIDAAGAEALPLDALAAEMNMSPAHFQRVFSRWVGVSPKRYQQYLTLGHARALMRER
FTTLETADALGLSGAGRLHDLFLRWEAMSPGDYARGGAGLEIRWGWVDSPFGPALLMATDRGICGIGFAAETGPEPAMAD
LKSRWPRASFVEDPMALAPWAEAAFGRRGGEARLHLIGAPFQIKVWEALLSVPSGQVTTYSEIARAIGHPAAVRAVGTAV
GRNPISYLIPCHRALRKTGALGGYHWGLPVKRALLAWESARAEAAASGP
>TDX33182.1 outer membrane protein OmpA-like peptidoglycan-associated protein [Rhodovulum visakhapatnamense]
MIRASKPILLTIAGALALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLLASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQSFDNNQIGVVNTGNALIVTMPQDILFDTDSAAVRSGLRADLQTLAYSLNDYPNTTVDIIGHTDNTGSAS
YNQQLSTRRATAVSSILTGAGVNSGRLRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPMS
>TDX33183.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MPFQKVLPEKLSAAVVRQIELLILRGVLRPGERLPAERDLSDRLGVSRPSLREAIEALEARGLLVRKAGAGIFVAEVLGA
AFSDALVRLFASHDEALFDYIAFRRDLEGLAADRAARTASDTDLKVVDTLFARMEAAHAKRNPADEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRTSLLDQHRAINAALQARDGAAARAAVERHLDFVAEALRADQAVAR
NEEVARQRLEQALGKG
>TDX33184.1 hypothetical protein EV657_10258 [Rhodovulum visakhapatnamense]
MSSLTHTPPRPAALSARHPRADSGAAAVPPPGAPARNLFRPGTFSAILLGVGLCALLALYGVGPAQRFLEDHNSGVRAAQ
HAVAIEAVMATDPINQRRQDMTERARRFAGAKVDAGFFIRTPTPEKLACITFRGGDMHAPEPYLVRMNLDSLRRMLAVQD
ELDFATYWALHKRCRIHANLATSVN
>TDX33185.1 F-type H+-transporting ATPase subunit b [Rhodovulum visakhapatnamense]
MKKLAVALMLSASPALAAEGPFFSLNNAEFVVTISFVAFLALLVYLRVPGKLMAMLDKRAAEIKSDLDEARALREEAQTV
LASYERKQKEVQAQAERIVETARTEAEAAAAKAKDDLKVAIARRLAAADEQIESAKSGAVKEVRDRAIAVAVAAAREVIV
RQMTDQTNDKLVQDAIGEVRGKLHLH
>TDX33186.1 F-type H+-transporting ATPase subunit b [Rhodovulum visakhapatnamense]
MATELETAAAAGHAAEAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAAAEELKLRAQ
EAERAYEKALADARAEAQRIVAETKAEIKADLDAATAKADAEIAARSAEAEKQIAEIRAGALESVSEVARATTADVIAAM
GFRAESGAVDAAVDGKLKG
>TDX33187.1 ATP synthase F0 subcomplex C subunit [Rhodovulum visakhapatnamense]
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>TDX33188.1 ATP synthase F0 subcomplex A subunit [Rhodovulum visakhapatnamense]
MASEDATGGVNIDTMHQFMVRPLFGEGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGRDGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTGTMALAVFIGVTVLGFVKHGASFLSLFWITAAPLA
LRPILAVIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>TDX33189.1 ATP synthase protein I [Rhodovulum visakhapatnamense]
MMDPAEKERLARLEARLAALKKAKADPAPSHMDSHYTQAQLAWRMVIELVSGLGIGFGIGFGIDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>TDX33190.1 ArsR family transcriptional regulator [Rhodovulum visakhapatnamense]
MEDRLDIVFAALADPTRRAILAMLLEDDMAVTDVAEPFQMSLAAVSKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQSFGQFEAVNLDAFERFLAAELNG
>TDX33191.1 EamA-like transporter family protein [Rhodovulum visakhapatnamense]
MALSPAAVPRGAALRGHLAMLSFSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGLAAALGPGLRRGQFRAPWRFL
VLGTVFALYFVLMFEGLKTAAPVPTAAVFTLTPVMSAGFGWLFLRQRATPRVAAALAIGGAGAVWVIFRADLGALLRFEI
GRGEAVFFIGCIAHAAYTPLVRKLNRGEPALVFTFGMMLAALLVLTLYGAPALVATDWGALPPLVWAVLAYLAVCASAMT
FVLLQYAALRLPAAKVMAYTYLTPSWVILWEFALGHGAPRALVLGGVALTVLALAMLLKDD
>TDX33192.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MDIDNWDEIRTAYHVARLGTVSGAADALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGDLTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGGQPDEPDNIVQRL
YTLRYALYASNGYVAAHGRLGEDMSAHFYVGPSDEDHRAPFNRWLKARAPSDRVGFRASDARAQVEAVVAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>TDX33193.1 signal recognition particle subunit FFH/SRP54 (srp54) [Rhodovulum visakhapatnamense]
MFESLSDRLSGVFDRLTRQGALTEEDVATALREVRVALLEADVSLPVARDFVKSVQDKATGQEVTKSVTPGQQVVKIVHD
ALVEVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLARRLKEINGKRVLMASLDVNRPAAMEQLAILGVQIGVDT
LPIVKGQKPVDIARRAKQQAAMGGYDVYMLDTAGRLSIDEELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVILTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMSKQMADAGFDDSILRRQIALINSMTKKERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKALGGMFGKGGMPDMANMDQAQLEEAARKMGAGLPGGMG
GLPGGMGGGMSLPPGLGGLGGFGKKK
>TDX33194.1 RimJ/RimL family protein N-acetyltransferase [Rhodovulum visakhapatnamense]
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADVGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHDGRGYATEAAEAARDHAFGALGFDTLVSYISPENRRSVALAERLGARPDATAARPDPGDL
VYRHPRPEAAA
>TDX33195.1 RimJ/RimL family protein N-acetyltransferase [Rhodovulum visakhapatnamense]
MKITIDCPEIETERLILRGPRAADWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDAAIG
VIGPHFPEGWAEPELGWILYPEAEGQGLAREAALACRRFAYDTLGWTTAISYIDARNDRSRALAERLGCRLDPSVPYPFD
EDCVVYRHPGPEAAA
>TDX33196.1 RimJ/RimL family protein N-acetyltransferase [Rhodovulum visakhapatnamense]
MTFLPVVPALTTARLTLRGPEPRDFPVLRAFYASDRSGFVGGPKSPEGAWRQLATEIGHWALRGYGRWIVTERGTGHTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARSHAYGALGWPTAISLVNRANIASARVAERLGAVYEGEVTHETY
GSIGVYRHPAPEACR
>TDX33197.1 RimJ/RimL family protein N-acetyltransferase [Rhodovulum visakhapatnamense]
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSYRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRETDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWTTAVTYVDPKNASSVRLCERLGATLDADARTVDSH
DIVYRHPSPAALAAAPLAARTAAELADHIDPSCKPKGVPLD
>TDX33198.1 chorismate mutase [Rhodovulum visakhapatnamense]
MTDDVRRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLPPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHFEHQK
>TDX33199.1 SSU ribosomal protein S16P [Rhodovulum visakhapatnamense]
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGVYNPLLAKDSEERVKMDTERAQYWLGQGAQPTDRVARMLEAA
GVLAKTERSNPKKAEPGDKAKKRAEEKAAKAAAAAEAE
>TDX33200.1 cob(II)yrinic acid a,c-diamide reductase [Rhodovulum visakhapatnamense]
MASETARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPELLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYKGEKAALYPRLKLSGMDRAPVQLAVFCDEETAQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>TDX33201.1 16S rRNA processing protein RimM [Rhodovulum visakhapatnamense]
MTDRVCVGAVSGSFGVRGEVRLKSFCADPAAIADYAPLYSEDGARSFDLEITRAVKEGFAARLSGVVTKEEADALKGLRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVHAVFDHGAGDLIEVRGPGLKAAVLVPFTNAIVPTVDLEAGRMVI
DPPDGLFET
>TDX33202.1 hypothetical protein EV657_10277 [Rhodovulum visakhapatnamense]
MNLPQIFYAVILFGAFLGGTAGIDAWVILVIAAFAVVATVFDPAAKAKRTAEGKTLTKALPMIVVNQVIWANLAFLIGLG
LAWPFGGSILALPLLVPLIVSGIGCAGALAVGMKPGAKG
>TDX33203.1 tRNA (guanine37-N(1)-) methyltransferase [Rhodovulum visakhapatnamense]
MTENARSHGRLSVSASLKPRDLMAERPRLRGAWTARVITLFPEAFPGILGLSLTGKALDQGLWALEPIDLRPFGEGRHRN
VDDTPAGGGAGMVLRADVVAKALDQAAIGTPPDRARWPVVYLSPRGAPFTQATARRFAAAEGLTLLCGRFEGVDERVLEE
YAVEEVSLGDFVLTGGEIAAEALIDATVRLLPGVLGNAASTEEESHSAGLLEHPQYTRPAEWHGRAIPEVLLSGNHGAVE
RWRRDMAERLTESRRPDLWAAYRRKPD
>TDX33204.1 LSU ribosomal protein L19P [Rhodovulum visakhapatnamense]
MDLIAQLEAEQIAALGKTIPDFKPGDTIRVGYKVTEGTRTRVQNYEGVCISRKNGKGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAEVSNYKPKSAE
>TDX33205.1 LSU ribosomal protein L31P [Rhodovulum visakhapatnamense]
MRKDIHPDYHAIDVKLTDGTVVQMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>TDX33206.1 hypothetical protein EV657_10281 [Rhodovulum visakhapatnamense]
MSLPISRSTAEALEAAIQSHLLLRGRLRQAVQTGRAGISPEEASAQGGCDLDRLLGGGDLAAAARGARHVREIARSHAEF
HACAGRILRLVADRRVGTAECALGVELRDISNRMIAEIEALQDELKAPTGA
>TDX33207.1 chromosome partitioning protein [Rhodovulum visakhapatnamense]
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRSAYLAQTGVDLPSPDFRELPEIDAATL
DESENVHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGKALDNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
TLNISNVAARQELRDLMAALKLPEVEQVA
>TDX33208.1 hypothetical protein EV657_10283 [Rhodovulum visakhapatnamense]
MMQVFALYLGFSLVLLLGAAELERRAIVARRLGPNGRAMLIALVVSAVSSLFVVVAAGVSGGWIFMLHVLGGAILYHALM
GIFLVHGLQEVSARVAGHGMS
>TDX33209.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEDSLGVPLLDRIGKRMQPTDAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAASEDDLCILGTPPEGLDVVARA
IADNPLVLIARPDHPLAAEVNIPPERVAREPFLLRERGSGTRLTVERFFRARGLTLPMRMELGSNEAIKQAVIGGLGLGA
LSRDTLALEGATGALKVLDVAGFPLLRQWQVAYPRGKHLSVVAEAFLDHLVAHARQAVEAGPAIARIAKEAAQE
>TDX33210.1 ribulose 1,5-bisphosphate carboxylase large subunit [Rhodovulum visakhapatnamense]
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELKTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVMDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDREATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTNAAKHSPELKVAMETWREIKFEFDTVDKLDTQHR
>TDX33211.1 ribulose 1,5-bisphosphate carboxylase small subunit [Rhodovulum visakhapatnamense]
MSNVQDYTSRLSDPASRKMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDTILA
ELKACHEANPDNHVRLIGYNNYTQSQGANMVVYRGTPV
>TDX33212.1 nitric oxide reductase NorQ protein [Rhodovulum visakhapatnamense]
MTDMLDQYRVAEEPYYRPVADEVALYEAAYAAKMPVMLKGPTGCGKTRFVEHMAWRLGKPLITVACNEDMTASDIVGRFL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFHLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVSHESGADPGDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEPPAA
CRMALVRPITDDPDMRDALDAAVATYF
>TDX33213.1 hypothetical protein EV657_10288 [Rhodovulum visakhapatnamense]
MATLEDYAELLADLDAPQREKLEDVWPEAVRQLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPTVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQNERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGIRPHIADYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVAATTAPLKGDELNALQRAAIGLIEDARVEALAIARFPRLRDLWLRFHRPAQDG
SMTARFGRIALALLDPDAATGDEIADWARAAFAGADLGTAQTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EESVDWEKGMAPDQQVRRYVSVSEMVNEVEVETAGEDAQEIWVAETELFDDDGVSFNEKEGKEPTAPPVPYDEFDYKIQM
HRPAWATVLEKRPRLGDPADIDAILTENRKLTQRMRHLLDAMQPQGVQRIRKLEDGDEIDLNAATQALIDIRMGLQPDPR
VMMRSVRKTRDIAVMALLDLSQSTNDPVAGQERTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEIPKARLAGMEGRLSTRMGAAIRHAGAHLGRVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVARTGVIPF
CLTLDPRADQYVAQTFGQRNFLVLENVERLPERLPQLYAGLTR
>TDX33214.1 cytochrome c2 [Rhodovulum visakhapatnamense]
MSNNSQNLIRLIVAAPALGIAIAAVSFSGGKEPTTEPAIETPVAEAPAAEATEAAAPEATEAAAPEATAEEAVTEEATAE
ATEEATAEATEEATAEATEEAAAEAPAADVAEATEAAAEPAAEEAAAAEEPAAEEPAAVEEPAAEAPAAEEPAAEEAAAA
EEPAAEAPAEEAPAAEEPAAEEPAAEAEAVEAPAVDTPEAVASALTLADQAAALAAEYADLAERAAALAGKSAALTAAAE
EPAEAAAEAPATVEEAFDAIAAAGEEAAAEPAAEEAAAAEEPAAEEPAAAEEPAAEEAPAAEEAPAAEEPAAAEEPAAEE
PSVVDQTAEAASDVADNAEAAAETVGDAVADAVDTAEAAADSAGEAVTEAVQDTREALTGSEEPLIGGDATEEAAAEPAA
EAPAAEEPAAAEPAAEAPAAEEAAATEEPAAAEEPAADDAAAAAGAVAAAAAITGDAAKGEKAFIQCATCHSVVSPSGEM
LAGRGLKVGPNLYGMPGRHAGIVEGFRYSKSMTAAGEAGLVWDEEQVSVYAQDPTGFLRGYLDDPKARGLMTYNAKDPQE
VKDIYAYIAKLSEE
>TDX33215.1 hypothetical protein EV657_10290 [Rhodovulum visakhapatnamense]
MRSLLMRYATPSIIGLFLVSLVTGTALFFHVGPSAFHGIHEWLSMVLILGFALHVWRNWRPMLAYMKGKPLAVSLVVSLL
LSAVFFLPGRSEGGPPVFGLAAQVMAHSATEVAPALGTTPDALIARLTAAGYTVGGPDQPLAEIASASGRSTMDLAATLI
GSAR
>TDX33216.1 thiamine biosynthesis lipoprotein [Rhodovulum visakhapatnamense]
MSRTSTDPGCLCRLVLNGPAMGARWSAVLHVGAGVDPAPLHAALAAAVAEVEAQMTTRRAESDLMRLNRAGPDRWIDLPE
HLVEVLAAGLAIGQASGGAFEIGMGDAVAAWGFSGAAADPGRIRAALKEPRRPACEVLELDCANRRARKHGPLALDLCGI
AKGYGVDRLAETARAFGIGSALMSIDGELRALGPRPGGQPWAVAVERPDPGQRAAHAVLALESGAVATSGDYRHWVDLGG
RRLSHTMDPRRGAPLAASPASVTVLAPRCMEADAWATALMVLGREEGAALARRLGLSVLFLERDGAGLAETAIGPGFAA
>TDX33217.1 sulfite reductase (NADPH) flavoprotein alpha-component [Rhodovulum visakhapatnamense]
MIRPLHRWAGLGAALILSVTALSGAALSLYPAAGALSAVPLPDISAGHLAATLQDSVPGLEEIRVSAAGGITAYAFQDGT
ALRWAVDGATGEILAPAKRSALQLWLTNLHRSLFLGDAGRLVVAAASLAMLALTLSGLALTARRLGGWSRLLAPARGPLS
RRLHLDLARLGGAALTLSALTGIWLAAGTFGLLPETGLPGFVPGGAAEMSPSAMAALRDLPLADLRQLTFPRPGSAGDVF
TLRTVAGTGYVDPASGQMLAWTARGWADRLGDLAMMLHTGRGAALLGLLLGLAALSVPVLGLTGLAQQAGRRTAGAAGRR
VRAVAPEAADTILLVGSEGGTTWGFAERLRAALTRAGSRVHVGPMSGFAPERYLRAQRILILAATSGDGDAPGSAQGFLD
RVAALGVAPAAPFAVLGFGDSAFPAFCGYADKVRAAARAAGWAELMTPARVDRQSPQDFARWVRALADRLGIELDLLPAS
AGPEPVRLRLVSRRDYGAEVQAPTAILRFALPRRSLWQRLTGGGFGPFLAGDLLAVLPEGDSRPRYYSLASGSSDGFAEI
CVRKHPGGLCSGQLMDLAPGDSVAAVLRPNPAFHAGQDEAPLILIGAGTGIGPLAGFARGNRAQRPLHLYFGARAPESDL
LFGEDLVEWQKDGRLASVATAFSRTADRAYVQDLLRRDADRVAALVSQGARIMVCGGREMARGVAEALEDILDPAGLAVV
RLKAEGRYVEDVY
>TDX33218.1 uncharacterized protein DUF2271 [Rhodovulum visakhapatnamense]
MKTLLSALALTTALTAPGLAFAKEVTFTTRMANYGGDGAYLAYYVTDASGAYVGSLWMAGAKAKYYKSLSDWYRATGGNA
AEVAGITGASVGAGRTLTVSFDLADALFDAGYQLHVDAAVEDMRDSPSEIVVPLTTGGAGQPVAGRGYIASFAYEM
>TDX33219.1 hypothetical protein EV657_10294 [Rhodovulum visakhapatnamense]
MTPTLKSAPLLAAILALGMTGTALAQADGTTRIAPRPAAPMAQQDGGGQAYWGAGRSDRHHGRWADDDDDDRGWFGFGRD
DDDRGRRDRSHATRRSGDCDTRGGRARAQAQPAPGSVAPPANGLFNNGAAPRAQSN
>TDX33220.1 two-component system OmpR family response regulator [Rhodovulum visakhapatnamense]
MRILLIEDDTVLGAAVADQLRADGHSADWAKRLDAADDTLAVGAFDLVLLDLMLPDGRGIPFLRRMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYAGNPNPLINLGPLEIDLAAKAVRRYGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>TDX33221.1 two-component system OmpR family sensor kinase [Rhodovulum visakhapatnamense]
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELSHEMDEVFDGALRDAAHRLLPLAVRVHEGRDRGLALGPLVRGERDG
HRRKDDDDDDWHEDRRNRHAEEWSERIRQFNGDVEDLSYVVRDGDGSILLISEDAEPDDFPPFRREGFSRTATHRLFYES
ARGEDVTIAVAEPLSRRRDIAREIATNLALPLAVVIPLSLLAIVIAVGTSLRPVRSLRQQLAERGSRNLSALGDGGLPTE
LRPIVGSINDLLSRLRAAFEAERSFAANAAHELRTPVAGAIAQAQRLRAETADRSAAARAAEIETTLKRLNRLSEKLMQL
ARAEGARLRVAEPSDLRPVLRIVADDLERLGSAGRIALTMPETPVLSDLDPDAFGILCRNLIENALKHGTPQGPVEVALG
PGGVLSVANDGAPVPPEELARLTARFARSNGRAEGAGLGLAIVRTIADRAAGRIELLSPRPGKSDGFEARFTLPARP
>TDX33222.1 GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MISHDDKVPVAQATARHLQEMIRSGELKRGEKMPSQRVLSDRLKVSRPTLREALLTLETLGLVRTLPARGTFVVDPEGED
RLPSPWRYDGAFSIGDVFQSRLLIETELCRLAAGHLGAADLDALEHANATFESAWNQGDLVAHVEADLRLHETIARACPN
RMLWRLYQSVQSLLTESQRQPVPNTACARMAQSIAEHRQIIAALRAGDGAGSAAAMGAHIRNTASSAGIVLA
>TDX33223.1 amino acid ABC transporter substrate-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MTKTGMTAAALGLAVLAGGALPAAAQDTLTVGANIGNVPWEFQDETGAFVGFEIDLVNAVAEKLGAEVEIVNIPFNGLFS
AVQSGRIDIAMSSITITDERLTSVTFAQPYYDSDQSLTVVAGGPASLDEMSGKTVGVDTGSTGDMWATEHNAEYGFGDIR
RYEGLAPAMLDLTAGRIDGYISDIPALLYYVKDKPNLEVVQRIETGEKYSMMFAKDAPLAQTVNDAITALKDEGAIAALH
EKWFGKAPEDTTSTVRVLPIPSLD
>TDX33224.1 amino acid ABC transporter membrane protein (PAAT family) [Rhodovulum visakhapatnamense]
MGIVETFLNAEVFVRTWPLLVKGLWVTLQLGASSILAGLALGLGLSMVRLYALWPLRLLARIYIDVFRSIPVLVLLIVVY
YALPFVGLRLSPFVSAMTALSLVSGAYTAEIFRAGIEAIPRGQFEASAALGLTARQTMIDVILPQAIRVVIPPLTNNSIN
VVKDTALASVVAMPDLLKQATQAQALAANPTPLIGAALIYLAFLWPLVALVSRMERRFGARRR
>TDX33225.1 polar amino acid transport system ATP-binding protein/general L-amino acid transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MSGFVSIRNLRKFYGDFEVLKGIDLEIEKGEVVCVIGPSGSGKSTLIRCINRLEEFSDDSAILVDGIHVTPGRSLARVRA
EVGMVFQSFNLFPHLTVRENVMLAPRRVRRTPRAAARAQADRLLARVGIAEQADKYPELLSGGQQQRVAIARALAMEPQV
LLFDEPTSALDPEMVGEVLDVMRALAGTGVTMVIVTHEMGFASQVADRVIFMDGGRVLEVGPPDQVLGAPQEPRTRNFLS
AVLNH
>TDX33226.1 cysteine desulfurase family protein (TIGR01976 family) [Rhodovulum visakhapatnamense]
MTEPTDPLDMAFVQSQFPGLRDDWVFFDNAGGAQTARGAIERVTEFLTHRNVQIGGSYQVSLDAAEALMRGRRAAATLVN
AARPEEIVFGPSTTVLMQTLAAAMRSQFRPGDEIVVTMADHESNIGPWMRLREFGVEVRVWPLDPETHELKLEDLAPLMS
DRTRLVCVTHVSNILGHITPVARIARFVHDHGAQIVVDAVAYAPHRLIDVQGWDVDYYVFSLYKTYGPHTAIMYGKYDLL
LRLDGLYHYFYGKDKVPGKLEPGNPNYELAYSTEGVVEYLAALGTRAGAAADASLRDRVAAGYAAIERHEARLTDRLLSW
LNARNDCRVIGPARTGDAARVPTVSFRFDGLDSGAVTRAMDGYGIAIRHGDFHARRLVEALGETGDGGVLRVSMVHYNTL
AEVDRLTAALAEIVQAAAA
>TDX33227.1 putative extracellular nuclease [Rhodovulum visakhapatnamense]
MPELASTGSGLVLTAIVDGPLSGGLPKAIELYAIEDIADLSVYGLGSANNGGGTDGQEFVFPPVSVQAGSYLHVATESTG
FAAFFGFAPDFVAPSAASINGDDAIELFLNGTVVDTFGTPDASGSGTVWDYRDGWAARNPGTGPSPVFKPADWTFSGADA
LDDATANATAAAPVPLAGYGGAAQALVINEVLGSTTGTDVEYVELYGAPGQSLAGLSLIVVESDAQSDNGHIDARIDFGA
GDALGTNGFFLVGTASVAQVYGVTPDLVIATNTIENSSYTLALVETASLSGDSVTGAETVIDSLGVTDGEGAGSFAFGAP
VVGPDGSFLPAGARRAEDGVDTDSAADFVLADFNLGPANTPTAATREIGGDYADVLIHEIQGETDLADGTLVGLAGAADE
SPLLGAAVRVQAVVTQVMPGLGGFYIQEEDSDADGNSKTSEGIFVASTRAVSAGDLVTVEGLVAETGGETRINADAVSVD
GTAALPEATVIQFPTATVLVDADGDYVANLEAYEGMLVAIPEEMSVTEMFQLDRFGTIRISSEGQLATYTEIFEPGVEGY
AAYLKEVAARSLVLDDGSDVQNPAEILVPFLGEDGRLDGGDVIRMGDVYTGLTGVLSYSEDSASSSEEPEYRIHLPQAGE
LTATNPRSEAPEDVGGSLTVASFNVLNYFTSIDTTPGSYNGPYVTGPAGDLEPRGANAFSYDGMSEFDRQEAKLVAAIKA
VAADVVGLIEIENDPLGSTSLAALVAALNAEGCSYAYVETGPIEGAMGGALEGDAIKVGFLYNTDTVSLTGDFALLDETV
DSRFATEGVQRPALAQTFTETASGESFTAVVTHLKSKGSVLPGDEDIGDGQGANNATRTEAAKALADWLASDPTGSGDPD
VLIIGDLNAYTKEDPVRAIEAGADDIAGTADDYVNVVTRYDPDGYSYVFDGMTGSLDHALASGSLAGQVTGATIWNINAD
EADALDYNLDYGRDGSLYTADPYRASDHDPVVVGLDLQSAPRIFTLEILHVSDQEGSASSVAAAPNLSAVMNALEAQDLG
HDGVADNTIRLSSGDAFIPGVFFEASAAVFGSGGIADIQIQNELGFAAVALGNHEFDKGTAVLAGLISGDAAGDFSALTG
SALAGQDFAGTLFPYLSANLDVSTDANLGPLAVAGGQAPQGNSITSSTVLDVNGDLIGVVGATTPTLGRISSPGGVTISP
DWAGTQPTEAELDALAAVIQAEVDAVLAANPGMNKVILMAHMQILGIELALASRLSDVDVILAGGSNTLLADETDRLRDD
DAAQGTYPQFVTDADGNTVAVVNTDGSYKYVGRLVIDFDEDGHILADSYDAEVSGAYATDDQGVADLGAGDLVDPEIQAI
ADAIGAQIVATEGNVFGISEVFLNGNRSGSGAEGDADGVRTQETNLGDLTADANLAAARAVDDTVLVSIKNGGGIRASIG
ETVVPPGGTGYVRQANGEIVDADGEIVKPEGGISETDIKATLAFNNALSLVTVTRADLVAILEHGVAAAPSAAGQFPQVS
GVQFSFDPDLPAGARIVSAAITDADGNDIDVLVRDGQLVGDADGLVRVVTLNFMADGGDGYPFPQEAAYTDRVDLADLDG
DGTTDGTLSGVATFAADGTEQDALAEYLAANFGDADSAFDLADTGAEGDERIQNLNYRDDTVIDAPALTLVMGTAGNDRL
TGTDGDDLVVSGAGFYETMLGGAGADLFYFGDEALNGSRERDIVLDYEVGVDRIALGQGVEIAGIVQSGTSVVVYLDDPL
GQDDAIYIRGSGVTAANIDFVHDYTFMGA
>TDX33228.1 putative chaperone protein [Rhodovulum visakhapatnamense]
MSAPLASAPLAIDFGTSNSAAAMLAGGQVRRLAIEPGAETLPTAIFFPEDRSAMRIGSAAAEALIAGEEGRYMRALKSVL
GTPLFHEARPIGGKRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFHAVD
FRFEPEAAALAARADARADELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRR
SFGEGLLPVPKAIYVDLSTWAMIPFLYTRETERAVADMERHAVDAVAMGRLGHVIGARLGHELAFAVEAGKIAANGGGAA
ARIEMGRIERGLGAPITAGSLNAALAPCREPLRMAIYETLMLAQARPDQIGAVVLVGGSSLMGLVEAEARAVCPGAALRR
SEAFTAVVDGLALATAEA
>TDX33229.1 trypsin-like peptidase [Rhodovulum visakhapatnamense]
MTLELLVAAQSVAAPEAEPGLPPDRLRFTLEYASPPDCDAQRTRLAGMLGGDHFSLEPLDPLLPQFLVLQFPGVRRRVSP
EALFDAADTLVEEMQLVSAVPDIRASFVGAPEDPERVESVADAFLTLTCWVAKDEALPDDWAVSAINVKPVWARGITGQG
VLVAQPDTGVADHPELAGALDLGHAWNTLTGTADPTDPLSTAMGNPGHGTATSSTVASRAAGRVFGAAPGAKVAPIRCLD
AVVLGLDPTPVARAILHAVHAGADVISMSLGGALYSPAMAAALRTAAQAGIVIVSAAGNCVQPIVVYPARDPNVVGMAGT
NHLDKPWKGTSRGRQVAAAAPAENVRVARRKPGDNGQGTTEPSQGTSFATALTAGVAALWVQHLGRQRVRDEAARIGITV
TDLFRTALKATARRPANWPQGMGAGIVDADALLRLDLSRISPLAAPESAPPPDDDAILAALEDSFDAIEMGDGDWPRVGT
EAVYLLNDAWLRENRAAGVAVETTASPRPSAGLVRHMPEPVMRGLAARSDAGAFTPPLIAATGPSAQYAKLLAAGQPGTA
ESSANLTEHEARARLAGEGAGRLMARTRASLDRLQATGLGDRDAQARMLEGAEEVIRMAAENRLDELDLPGRITLEALVR
IQDRPAFRVIDGSVDTDDPLAGDWAPFLGLVVDLPDWTRSVGRIDLDGTHIGTGFLIGGGRVMTNRHVLEACADELAGPG
GSLWRLGRGAVTIDFSETADGSQRHALTGVVMAGPDPINGVERLGHLDMALLSLDATAPGLPRALPLARQMDEAADMVVI
GYPARPGRSAFVDPATGAVSREIGNRLREIFGTDYGRKYVAPGRVIQGPGMLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPSVAGLHFSGAPLTANKAHALGRVDQSSLGPIPGAAWI
>TDX33230.1 trypsin-like peptidase [Rhodovulum visakhapatnamense]
MPDAIPTAAIMRLARGLRVSRSVFETAFDEIGARHRAPTFMQLAETRNQIDPLPAGAERDRMDFAAAMERANADGWLVAF
VFQKFSDLSAGVSDDARPELQSMVNAHQHFAAALDVTTGTMNALRRCCLILSERPDPNSPGKTIADELGSGFLIGPHLVL
TNHHVVAGLLDPVTGTPKPDAVPLVRFDYHMGQRELVPPVNIRGSPDWLFTASPSVPGASAETAAALAGHLDYAILRLDG
RPGHARGHYDIAAAPAPPAVGVGLELWQFPKGQPMKVVGNVRAPAPQGLGIDADPMPPRIHYLMNALHGSSGGLVLDGDK
RPVAMHDAGFEAGALGGDRVNRAIPLALIARHAGAALTAELVRTPPRLYWSPGRALPILGRTQLQEHIHRAIDGRARIIA
VLTGPDQTGARRPRIGRSFTHRVLSACLPPDRHHVLLIETSQIDPDPFVTARRIVGLMGPEARVELPGASGETTLDADAT
GVLVDRTVQALLTAAPGKTVWLMIDDIDADPIGTQWGASDYLVALYRRAVSEPRLRIVLAGLPKRLEGLGDLQDATLVEY
LAAPPGPAELNAWIEGVLTRDMPPDEFSPRLAALLRDLAEAGLAAGDDMVPPGCPTEALARLLTRHAQKAFLGTGGAP
>TDX33231.1 hypothetical protein EV657_102106 [Rhodovulum visakhapatnamense]
MTDPARRAIAHAALSGPFAPARFLYAATDAASRAEALGQLAPLCHEVVRDGDILWTMHTAERAQTLKALVRQPDLLARLW
RKRPPLKDDAFGHALKACLTGTGPLDADALCPEGDDRQPRLRAAISAAILAQALVPADRRAEVRAFEMGLYRRSLELAEA
ARRKLVLPRALSGRTDERTAALAFMTGAAAPAPAETLAGDPGRLARVMLITGSPGMGKSAFLADLRPRLDGLVPPRWVIS
FDFDKTTLAHGGPVAWTEEVTRQIGMQAPDLAGPLSAARGNRALERQSMTGEATISAADLLLEDTRAILTEAGPRPFAVV
LDTIEEITAQDMRDAFAESPTFTLFYRLLAWLDRLASLAGEGPGAVTAIASGRTAPPVDDRLRALWFDAWLDLAALAAED
ARELLALRCPELPEPARAALVAAVGGHPLHLLLTGRHLDGLAAKDRARVIDDLGREGLAGMPAETVLRTLYSRFLDRLRV
RGLPEGLDRDAIKALAHPGLLLREVTEPLLAEVIAPAVGVDLSPPGHAAAAFRALGEQVWLVSTEPGGTRIRHRRDVRRV
MLPMMLSRPEPSHLRVLDAAIARHQADGLPDEAAYLQALKGDTDWLRAHPERAGAVLSLAGEDLEVMRLSVRALLKHFAP
QAGALSRAEIDALPPDLAREAREAEDLRSMRQTGARAMPPPRASAPPDLHEASEFVVVNRRRDIRHPPMQNLFPPEDAAA
AADPLPRLADWIDPDSDGGAVLNDRRLQDAMELAFDEADFEQVSAMGWDALARVGQWPDLTRPLPVETPWQDHWLWRLTL
TGMIVPPPSGWREIGPFGLIASGEVDAKLIAAEGVDLGAAFYDFDALCQDRPHGLPEVETSPMLQSPSGLRLVRVLTGAT
LGRAVLRAATRTDKSFLAVPAHLPLLARDLLDWLARSSDVPRLVSGLVEGHPGKPDFAALAEALAADPGRVESEAERIFA
GAAFAPGDTEIRALVRLDGPVPAPVLRLIARGQTPELHRAVAAALLNRLPRARAAACFEPVAAAAPVWPKRAARSLEELV
APRTSEFDRHDRALELIRYADICGLLPRLVTEMAARGPAPQLKALKALFDEMDRRWTWPGETG
>TDX33232.1 putative SOS response-associated peptidase YedK [Rhodovulum visakhapatnamense]
MPTEAMAELFGAVPGNDLSGGPDYNICPTDTVAAVTSAEGLRRLRPMRWGFLPHWYKTPTDGPLLINARADSVAQKPAFA
AAARQRRCLIPAAGFYEWQKGPQDARLPWYIARSDGAPLAFAAIWQDWERDGHSLTTCAIVTTEANRAMQPVHHRMPVIL
DPDDWPLWLGEAGHGAAALMRPADDGVLSLHRVGTAVNSNRTDGPELIEPLEA
>TDX33233.1 fructose-1,6-bisphosphatase II / sedoheptulose-1,7-bisphosphatase [Rhodovulum visakhapatnamense]
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGTGDGPAVDIALDPLEGTTLTAKDMPNALAVIAMGPRGTMLHAPDVYMEKLAIGPGYPEDLVTLDMSPSERVRVLAEAK
GGGADDITVCILERPRHEDLIAEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVQADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>TDX33234.1 exonuclease RecJ [Rhodovulum visakhapatnamense]
MTRAYLGVETSATGRRWVGPSEEEARQAEALAQTALLSPAVAAVLARRGVAPEAVPAFLDPTLKDLLPDPLSLRDMGRAA
ERLLEALIGRQRIAVFADYDVDGGASAALLLTWLRAMGHGATLYIPDRIDEGYGPNVPAMQALARDHDLIVCVDCGTLSH
EPIAAAGGTDVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEVNRQMRERGLRGPDLLQSLDLVAL
ATVADVAPLTGVNRALVRQGLKIMARRQRPGLVALADVARMNSAPTPYHLGFLLGPRVNAGGRIGQADLGARLLATADPD
EAAALAERLDQLNTERREIEAAVRAAALDQAEARGTEGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIHRLAAEGLLVKGGGHRMAAGLTVARDRLEPAMVRLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFADCAIQHVRRVGESHLKISFGDGLGARIGAIAFGAFDGPLGPFLEGHGGARVHLAGRL
EVNIWNGRQSVQLRLEDAALAD
>TDX33235.1 phage integrase family protein [Rhodovulum visakhapatnamense]
MLFNFAAKKFGHTGSNPARYAERMKTNPDGLHTWTEEEVDRFLKRHGPGTKARLVMLLALNTGMARQDLACVGRQHIKKE
GRIDYRRHKTSVAADLPILSELAEELRHVPKQRMLFVTQDNSAKPYAVASLGNWFRDRCVEANVPGSLHGLRKAGATRLA
DAGASEWEIASYLAHTDTTQAAVYTKRANRARLADSGSAKLRAVKMSNLSEESDGKEGKANE
>TDX33236.1 hypothetical protein EV657_102112 [Rhodovulum visakhapatnamense]
MAALLTATPDERARWPDFSRQTHQRHGPARDGRKDRTGTSDPFRQVRDAYNGSEAVISNLSGLVTALRLAAEGLPGSTGG
APEWDAFHAILRSAERRAEHLTEVRGKEWAALTRFGARSEGDREEVLDLLIAARRASGRSLDFWADLT
>TDX33237.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MRQVFTRMVQGTRIVGQLVLVFIVVTICYDAIQRYAFAAPTSWSLEVNTFLLIYVAVMVAADVQRTDGHIRITFFVENAA
PLIRRAARAVVALTGIAFAGILTWRGALMAEQAWDYGERVSSGFGTPMVLPYALLPLGFGTLALQFLFDLIDALWGDSPD
QAG
>TDX33238.1 TRAP-type C4-dicarboxylate transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTQTRRTFLKTGTALMGAGALLGATGGPALAATRLTGVSYLPPSYRALSFGSAGFVERLNASDAVDVDYYDSGKLLKADE
QLAALRAGTIDFMFHTTSYITRSVPILGITGLPGVVEALYENPERLRKGSPLFDLINEELAREDLYMVSMMGNVLEPEYL
WSSAGAPIRSIADVKGKKVRVVSFEGTKVVEGFDGAAVRLPSSELYLGLQRGTVDAAVANISTIIGRSLQEQLHHVYRLP
ITGFGIGLFVTPQRWEKMGDEVRAAFETAADWFDANGAKEANEVIYRDDYWPAIEAAGIEVIDPTGEDLAALDAAAEEVR
AAWIADVGEETGHRAIALATGQAG
>TDX33239.1 tripartite ATP-independent transporter DctM subunit [Rhodovulum visakhapatnamense]
MIEPVLVVVLLIGLIGMGAPIFLALGASGLLGLWMARGPLAFFFAPTSIFGQLNSFELIALPLFILMGNLLSATPVGTNL
FRAAAIWLYWLRGGLAIATVGASALFGAVSGVSVAGVAAVGSIAVPQMLERGYSRGLAAGAVVSSGALAMLIPPSVPFII
YGAVSGVSVGALFVGGIVPGLALAGALALYIYIRVRRHPDQAPRESGSPPRPAEMLRALGGIWHALLLVVIVLGAIYKGI
ATPSEAAAFGAAGAFLIAALVFRSLSLRSFGQILASSVKVSCTILLIIGCAKIFGDYLNLVRVPEIVTERLTATSLPDWA
ILVVLMLALVLLGMLVDAVSLIVVTTPILLPLILALGYDPLWFGIILVMNLEIAVVTPPVGLNLYALRGVCPMLSVEEIV
RAVLPFVAVQFVMLMIFVLFPGLSLWLPGLL
>TDX33240.1 C4-dicarboxylate transporter DctM subunit [Rhodovulum visakhapatnamense]
MTPVLIIVGLIALLLTGLPVAFGLASLGTLLIVLKGLPLALIPANLFGGVNDFVLIAVPLFLFMSNILLRGGVGRDLFVA
LQSWVGHFPGGLGIAALLSCGIFAAISGSSVTTAATVGTVAIPEMIRRGYGTSFTLGLLAAGGTLGILIPPSVPLIVYGV
IAEESIGKLFLAGIGPGLALILVFGIYAVFAATFGSRATRSEKASWSERLSASRRALPTALLAVLMLGGIYSGAFTPTEA
SGIGASAALLITVLQRSLSWQDFLAALRDSVMTTSVIFLIVVGAKIFGRAITLYQIPAEVAEMFSVAGDSRWVFLLIVSA
ILLFVGLFLESMSMLLIMVPVLLPTVLGFGIDPVWFGVYFVLLIEIALITPPVGLNLFVIQAIARTGIGTVIRGVTPFVL
LMLLIAVLMCALPGLALLIPYGL
>TDX33241.1 TRAP-type C4-dicarboxylate transport system permease small subunit [Rhodovulum visakhapatnamense]
MTEGTHAPPPRDPSRVPERLDGPALLRAVDRLSAIAGRGADLALVAICAMVTYEALARYVLHAPTRWTSDVATTLLLWLT
FVAMAQSLRQRRMIRITALIGGRSPTAARLIELFSLVVIGGFSAMAVWLCWGEMLESIAMGRRTASMLQLPQWIVEAPVV
IGFALLALQAFADAARLWLRPAPDFGHGDAGDLPGERDTA
>TDX33242.1 C4-dicarboxylate-binding protein DctP [Rhodovulum visakhapatnamense]
MKPYIIAALLAGSALAGTTGQALAEKTLRATVQVSVDHPIGANVVTFKEALEELSGGEIEVEIYDSAQLFKGSEVPKAVA
SGAIDMGVVLADEYSGTVPAAGIFSEPFLFPSYEVLAKAAEPESPVRQTFDRLIGETGTKVLWWQDYGPVQILSKDHPIR
TPADMKGKLVRALGKPLGDFIEAVGGTPVVMGGSEQFMAYQRGTVDIGMSGTTAVKSRKLYEVMDHVTMTNHSLAEFIVV
INPATYDGLSDQERAWVDEAAQRAEADLRAKTRQQNEEAAAWLVETGNATVTELTPEEIAQWQKASAPAIDIFIKDAGAT
GQQLVDDIRALY
>TDX33243.1 formyl-CoA transferase [Rhodovulum visakhapatnamense]
MLRRDKGEGRPMPSEETAARRGPLNDVRVLEMGQLLAGPFCGQLLADFGAEVIKCEQPGVGDPLRVWGQEKPYGKSLWWP
IVARNKKSLTLNLRTEEGQEIVRELIRSTDILIENFRPGTMERWNLGYEDLKKINPRLIMVRVTGFGQTGPYSRRAGYGA
IGEAMGGLRYVVGDPSTPPSRMGISIGDELAAVYACMGALMALHARERTGQGQVVDSAIYEAVLAMMESTVSEYHVAGYV
RERTGATLPNVSPSNVFETRDGKLLLIAANQDTVFRRLASAMGRPDLAEDPRYATHSARGAHMTELDALINDWTRTLDLK
PLEETLHENGVPCGLIYSAAEMLDDPHFRAREAIVELPHRDFGSIKMQNVAPRLSDTPGEIRHAGPELGEHTDDILLNDL
GLSPDRLDRLRAEGVI
>TDX33244.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum visakhapatnamense]
MKDVVEIVDVTLRDGIQNEKTLLDLDTKKRMLAAIIDAGATRIEVTSFVNPARVPQMADAEALCADLPREGLRHIGLALN
HRGFARALAAGLDEVNYAIVLSDTFSQRNQGMTTAEGIALWHRLAAETEGRVGTNVTLAAAFGCPFEGEVPVARMIEVLE
KVMEAAPDELTLADTIGVATPRDIEDRVGAVRARFPDLPIRLHLHNTRNTGLANAWAGYCAGVRSFDASLGGVGGCPFAP
RATGNLPTEDLVYMFERSGIATGYDLDRAIAGAAALETALGHPVPGMLMKAGGFPATAVA
>TDX33245.1 DNA-binding GntR family transcriptional regulator [Rhodovulum visakhapatnamense]
MTRAEDGGERIGAAELAYRAIRKRIFSGRYAENERVTEAEFAESLAMSRTPVREAVKRLILEGLLTREAGPGLRVVGLGA
DEIEQIFAMRLLLESYAARRAAGFASAEERATLADLALQMQAHVPPRNDADYEAITEANRAFHQLILTAARSPRLEAMLS
LVVNLGLVSLTFKSYDEAAIRRSAAHHREIADAILAGDADWAGAAMQTHLHAATAAARRNFGS
>TDX33246.1 indolepyruvate ferredoxin oxidoreductase alpha subunit [Rhodovulum visakhapatnamense]
MTHALRQGATEPLGAGQSRPMTGNEAIARGVWEAGARVAAAYPGTPSTEILESLAAYPAADIHAQWSTNEKTAMDVAIGA
SFAGTRAFTAMKHVGMNVAADALMSFSYIGVNGGLVVAVCDDPGIHSSQNEQDSRIYARFAHVPVLEPSDGQEALEFTRT
AFDLSEEYDCPVFVRSTTRLSHTRSAVTLGARQTPAARVFEDNPRKNVMIPAHARMRHGHVLAREARLREALSDSPLNRV
EPGDARVGIITSGIPYTYVKECLPDVSVLKLGVTWPLPDRLIREFCAGVERVIVVEELEPLIEDALKAMGIACEGKAFFP
REGEFSPEIVHDGLAKAGLMPARVHAAPFEFAPMVRPPVLCAGCPHVACFMALGAIDARVAGDIGCYTLAVVEPLKSMDT
CVSMGSSIANAVGMAKAGTETRPIVATIGDSTFLHSGIPPLIDAIYNDADITVFILDNHITAMTGGQDHPGTGRTLRGDP
APRVDFFALVKALGVRWVQKVDSYDTASMQRQLREAVAHKGVSVVISDRPCVLDPVRIKGPAMAVDQDSCIACQACMNLG
CPAITWAEGWHEGRHKVQIDPEACIGCSLCAQLCASHSIKPADIAEQV
>TDX33247.1 indolepyruvate ferredoxin oxidoreductase beta subunit [Rhodovulum visakhapatnamense]
MDKRNRTTNVLIVGVGGQGVIMVSKVLAQLCQEAGHDVKQSEVHGMAKRGGGVFSHVRFGPKVWSPTIPEGEVDILVALE
WAEGLRWIRHLKPETGTFIADCQKIVPPFACRSRKRGAEPAYAPQTPEEIIDQVHAGYVMDATGLAANLGNARAANTVLL
GALSTALDFPEAAWAQVIAATVPPKSVGINARAFTEGRAWALGGTKRIDVTASGLQKSRAEVHHPQVETVVEITADWCKG
CDICVKSCPERCLRLNDQLKAELALPELCTGCQLCSWLCPDMAISVTNTPVQEAAS
>TDX33248.1 2-oxoglutarate ferredoxin oxidoreductase alpha subunit [Rhodovulum visakhapatnamense]
MTAPSLAAAPAALTGRRNLEGNEACALGAIRAGCRFFAGYPITPSSEVAETMARELPKVGGTFIQMEDEIASMGAVIGAS
MGGVTAMTATSGPGFSLKQENLGYACGAEIPCVIVNVMRGGPSTGMPTRPAQGDILQARWGTHGDHAVIVLAPASVGEAY
SETIRAVELSETLRVPVVVLLDEVIGHLTETVDLGAVAEAPGIARPFATGPREGFLPYAETADLVPPMPRPGDGYRSHCT
GLTHGPDGFPTQNPAVAAAALTRTTDKLVLHRARIESWREQATEDADLLIVAIGISARAARQAVKDLRAEGLKVGLFRPV
TLWPFPETPLREAVAAAGTRKVLVPEMNQGQLVLEVERVLAGRAEVTGLSRIDGETLTPDEIAGAAREALK
>TDX33249.1 2-oxoglutarate ferredoxin oxidoreductase beta subunit [Rhodovulum visakhapatnamense]
MKDTKTETAASFDVNDYLRQDRMPHFLCPGCGHGIALRALLWAVHEQGIPKDRLAVVSGIGCSGRLSAYIDANTFHTTHG
RPLTFATGLKLARPDLHVIVITGDGDCLAIGGNHLIHACRRNLDITCVMLNNEIYGMTGGQVSPMTAEGRFTTTTPEGNT
EPNFDACALAAAAGASFVGREVTAQVLALKTLLGQAIAHEGFSFVEVLSDCTEIYGRKNDLGASPEMMLAKKSAMRPYAY
RNTVDVPFRPNALRTGVLTRTDRPEYGAAWRAMAARIREEE
>TDX33250.1 2-oxoglutarate ferredoxin oxidoreductase subunit gamma [Rhodovulum visakhapatnamense]
MEIRFSGSGGQGLLLSARILAAALTEAGLTVAQSNAYEPVSRGGLSRSDLVIGEAEADYPLAQRLDVLLILDEAAATVST
GLLTPASLVLCDAERVTTPPQGPFRTLCLPFTETARTLGTPRVTNIVALGALTAQTSICPPEALMAVIVAQTPARFERLN
REAFAAGLAMGETEPA
>TDX33251.1 short chain enoyl-CoA hydratase /3-hydroxyacyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MSVLTIDREGEIAVAILDNPPVNAISAEVRCALWQAVETLDADPGIRAVVLVCAGRSFIAGADVKEFGQPPVEPHLPDLV
DRIEAAAKPWTAAIHGAALGGGLEVALGCRFRLIDSEARVGFPEVGLGIIPGASGTVRTPRLAGIEAAVEMVTSGKPVPA
PEALRLGLVDAMVTGDLRGAAVSYAASMIGGALPEPVSARPVETRPDSYWSERRTRLEKAGEAAPLRALEAVRKATEASF
DEAMAFERATFLALRDSPEAAALRHVFFAERAALRPAALKGVAPRNIGSVGVVGGGTMGAGIAAAFRMAGMPVTLIERDA
GAAARAHAAVSRIFDGAAARGKLTGDEAKALSDGLICTDDPTALGDVDLAIEAVFEDLAVKRAVFDDLARVCRPDAILAT
NTSYLDPRRLAEGVPAPERLIGLHFFSPAHVMKLLEIVPLPGTAPEVLATAFDLARRLGKMPVRAGICEGFIGNRILKRH
RAAAEDLLAEGVPVAAVDAAMRGFGFRMGPFEAQDLGGLDIAFLQREAARAEGRDVPETLADILVRAGRKGQKTGGGWYD
YPEGGRMPVASDAVARLLADRIAGGEVPAPDAIAERLVGAMADEGATILAEGIADSAAEIDLVEIHGYGFPRSKGGPMHW
TGRG
>TDX33252.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MLTVENLRARYGRIEVLHGIDLTVNSGEIVTVVGANGAGKTTLLRCLSGIQPITDGRVVFRGETYVTTPAHKRLRHGLAH
SPEGRQIFTNLSVEENLRLGAFLYDDDRVARDMDEAFALFPMLREKRNLAAGGLSGGQQQMLAIARALMGRPACLLLDEP
SMGLAPLLVRQIFDVVTGLKALGVTVLLVEQNAFGALKVADRGYVMETGRIAMEGPAEALIADPRIREAYLGI
>TDX33253.1 amino acid/amide ABC transporter ATP-binding protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MSLLSVEGLGIAFGGVRAVHDVGLTVAPGEIVSIIGPNGAGKTTLFNMISGVYLPGAGRVRLDGEDVTGMAPHLLARRGL
SRTFQNLQIFPAMSVLENAATGFHLRESGALMADLLALPGARRRSAGALAGARDLLARVGLDRAADREAGELSYGALKRL
EIARALATAPRLLLLDEPAAGCNAVETEEIDRLIAGMAQSGIAILLVEHDMKLVMRISTHIVVLDHGEKIAEGDPATVSR
NPDVIAAYLGAPVAEPEAAHADG
>TDX33254.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MRPSAKWTQLLILFLLIALLPLFFPSGYYFRVGALIFVNGLAVIGIVILTGYAGQISLGHAGFAGIGAYASALAPGHLGL
HPLLAVVLGALVSAAVAWLVGRPILRLKGYYLAVASLGFGILVAMVLGNERALTGGPDGMAVPDPGLRDLLKDLGLKLTG
GEFWYWCCGLCLLIGAWAALNLQASPTGRALRALHGSEVAARTVGIDVARLKLQAFTISAVYASVAGSLLAMQNRFITPD
VAGFMHSIEMVTMAVLGGVGSVIGAIFGAVILTLLPQVLTVFADYEQMVLGAVMILVMIFLPEGLIPSLARKLRGRGE
>TDX33255.1 amino acid/amide ABC transporter membrane protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MDALMQFVFSGVTVGAVYALVALGFTIIYNASDVVNFAQGEFVMLGGMITVFAHLAGLPLPLAALGAILATAALGVALNR
LAIEPARGAPVVSVIIITIGASILIRGAAQLIFDKQLHGLPAFSGDDPIRVMGATILPQSLWVIGGALAVFVGLWAFFTR
TLTGKAVLATSNNRTAAQLVGINTGWVMTLAFGLSAAIGALAGVLVTPITLVSYDVGVGLALKGFAAAMLGGMGNPKGAL
AGGILLGLFEALTAGYVSSHYKEAVAFIVILGVLFAMPQGLFGRAGTERV
>TDX33256.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MKTLTTTALALIAALGAAGPGLAEIRLGASLSATGPASFLGDPEAKTLEMMVEALNAAGGIDGEPVELVLYDDGGDPNKA
LTFATRLVEDDEVVAIIGGSTTGTTMSILSVAEDNEIPFVSLAGAVSIVDPVRPFVFKTPHTDRMACEKIFTDMAARGIE
KIGMISGTDGFGASMQAQCKDVVGQFGIEIVADETYGPKDADVTPQLTKIRGTGGVQAVLNPGFGQGPAIVTRNYHQLGI
DLPFYQSHGVASDAFIELAGADAAEGLRLPGTALLIAGQLAEDDPQRAVVQAYKAEFEAAYGMDVSTFGGYAHDAFALLV
DAISRAGGDDPVAIRDALEATSGLVGTTGTYSFSADDHLGLDLSAFRLLEIRDGGWVPVD
>TDX33257.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum visakhapatnamense]
MADSHSVLATLDRGVLRLVLNRPQKLNAFNEDMHRALRSQLDRAHEDAAVRAVLLTGAGRGFSAGQDLGDRDPRRGGPPP
DLGHTLETFYNPMLRRLRSLEKPVICAVNGVAAGAGANIALACDIVLAARSATFIQAFSKIGLVPDAGGSWSLTRILGEP
RAKALAMTAEPLPAETAAEWGLIWKAVEDEALMDEATALAERLAAGPTLGLGLTKRLIQTASGGSFDAQLDLERDAQRRA
GQSADYAEGVTAFLEKRAPVFRGQ
>TDX33258.1 acyl-CoA thioesterase [Rhodovulum visakhapatnamense]
MKPEKTPQDLAEACAAAMWNDDSAARRLDMRLEHIAPGQATLSMTLTEAMTNGHGIAHGGYIFTLADTAFAYACNSYDAV
TVAQHCAVTYLAPGHVGDRLTAAARELSRSGRSGLYDVRVTNQDGTAIAEFRGNSRTIRGHLLPRTDA
>TDX33259.1 phenylacetate-CoA ligase [Rhodovulum visakhapatnamense]
MTDLTPTKDILDPIETASRDEIAALQFHRMKRTLKHAYENSAFYRKRFDDHGVHPEELHCLADLARFPFTTKTDLRDSYP
FGMFATPREALVRIHASSGTTGKPTVVGYTQHDIDVWADLMARSIRASGGRKGDIAHVAYGYGLFTGGLGAHYGAERLGC
TVVPMSGGMTERQVTLIQDFRPSIIMVTPSYMLSILDEFRRQGIDPRASSLKVGIFGAEPWTNAMRREIEEAFDMHAVDI
YGLSEVMGPGVACECVESKDGLHIWEDHFYPEIIDPETGAVLPDGEMGELVFTTLTKEGLPMVRYRTRDLTRLLPGSVRS
MRRMEKITGRTDDMIILRGVNVFPTQIEEQILKCPGLAPHFQIELTRQGRMDAMTVHVECHASHGTAEARHASAGELAHH
IKSVIGVSTRIEVHDPEGVERSAGKARRVVDRRPKD
>TDX33260.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MARTRAEDFERKQRNLLLDAARVFAEQGMEKASMAQIAAEAGVSKSLLYHYYPSKDALIFSIIETHLTELDDALAEADRP
DAAPEDRLRLLVRTVLEKYRGADDQHKVQLNAAAALSPDQRACLTEIERRIVRRFSAVLTEIRPELKGPGTMLMPVTMSL
FGMMNWVYMWFKEGGPISRDDYADLATRLMLGGLGNLD
>TDX33261.1 hypothetical protein EV657_102137 [Rhodovulum visakhapatnamense]
MILERQRERIAKAKADGKYKGRKPSARMKKADALAFLGQGVGKRRVVRNLGISERSVYRITCQYVVKADLNGG
>TDX33262.1 sporulation related protein [Rhodovulum visakhapatnamense]
MQGYRIARMAILLAMTGVLAGCQGGAGAGLFGSKGGADVAGPQTLPREARDAGEDVEAPEVFHAEETGLWDGRPSLGGIW
IAHPDVTDPERVIIRNTATGQSVVGALFRRERESPGPRIQVSSDAAAQIGLLAGQPTELSVTALRRPPDPDPQTAATARD
DDAEAAPTALTRRFVQVATVDSADGAKETAARLIRAGLSAEIRAPDPGGRALWRVVSGPVKTEDDRAALIEAVRGLGFKD
AYAVTR
>TDX33263.1 D-alanyl-D-alanine carboxypeptidase (penicillin-binding protein 5/6) [Rhodovulum visakhapatnamense]
MRPTFLSALAGALALMALSVPAEASFETRAGAAYVVDQTTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
QFSVSARAMSMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQALGMTNSTFANASGW
PHPNQRMSMHDLGILATRLIDEFPEYYGFFGEREYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVISGLESTEQRAEEGERIINWAFRQFVQRGVLRRGERLAETDVWMGEIEKVGLVAKDDLDVLLPAVVRDTVEAE
VHFHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAEREVARGGFVPRLRTATEVFLRWAEKKAADL
>TDX33264.1 thymidylate kinase [Rhodovulum visakhapatnamense]
MAGRARFITFEGIDGSGKSTQARALAERLRAGGHEVVLTREPGGSPGAEDIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTIGPALDRGAVVICDRFADSTRVYQGITRGDLRATVDRLHDLMIGREPDLTVILDMAPATGLARARGRNGSEERFEDF
GEALQARSRQGFLDLAAEFPGRCRVVDADRAPDEVARDIARLAEAALA
>TDX33265.1 DNA polymerase III delta prime subunit [Rhodovulum visakhapatnamense]
MSEAELPEPDRVEGAPHPRDTLCLIGQEAAQAAFLDAFSGGRMHHGWLLSGPRGVGKATLAWSVARFLLTRPAVAGGAGL
FGAEAAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFGLSSAEGGRRVVIVDSADEL
NVSAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPADMARALAQAGHEAGDSAALAQLSGGSVGEA
IRLARLDGLALYADLVGLLAGHPRLDRSRLLKLAESTAGRGAEARFDLVLRLIELVLARLARTGATGAPPPEAAPGEAAL
MTRLAPDATAARAWAEAAQDLTARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>TDX33266.1 TatD DNase family protein [Rhodovulum visakhapatnamense]
MSDTETPEITDSHCHLDFPDFANELDQVLARAEAAGVTRMVTICTRLRQEPQVREIAETHASVFYAAGTHPMSAAEEPMA
TVDELLALASHPKFVGIGETGLDYHYTADTARVQQDSLRIHIAAARETGLPLIIHSRAADEDMARILAEEYRNGAFGCVM
HCFSSSPELARAALDLGFYLSMSGIATFPKSKEIREIFAAAPLDRVLVETDAPYLAPPPHRGKRNEPAYTAHTARVGAEV
FGLDYADFAARTQANFDRLFAKAASWRAAA
>TDX33267.1 phosphoribosyl 1,2-cyclic phosphate phosphodiesterase [Rhodovulum visakhapatnamense]
MKAELRFTILGCGSSGGVPRIGGHWGACDPDNPKNRRQRCSMLVERIAPEGTTRVLIDTSPDLRTQLLQAGVGELDAVVY
THSHADHVHGIDDLRQIVFNLRKRLPVWADGPTQDALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVLGAGGPVTLVPF
RARHGSIDALGFRIQGLAYLPDVAELYEESWPMLEGLEILVLDALRYTPHPTHLNVEEALAYIDRARPRRAVLTNMHIDL
DYTRLDAETPETVTPAYDGMVLSLAD
>TDX33268.1 hypothetical protein EV657_102145 [Rhodovulum visakhapatnamense]
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQNFAIPCLLFRAVSTLDLGQNFDWRLLVSFYSGALTGFAVG
TFGARLLFGRTWEDSVAIGFIGLFSNSLLLGVPITERAFGADALQANYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAILRSMFRNALVIGIALGLVVNLGGLSVPVVVQDALDLMVRAALPAALFGLGGVLSRYRPEGDLRTVLFACGLSLVLHP
AVVWGMGTALGLSTGQFRSAVLTAAMAPGVNTYIFANMYGAARRVAASAVLIGTLGSILTVWVWLALLP
>TDX33269.1 ankyrin repeat protein [Rhodovulum visakhapatnamense]
MSHLFSKIAPFHNYPEHWGLIPFVFWCVDMGLDLKEYLDRLAEAAGTADIDRFETIADELRSRAVANGWLRPEIVREIAA
QRSRLAGSQAFRERNARLRTAHAEAESNGDTRRAEALSEALRRQSAVLLAAMRTPEARFELLPEPGQALFDAIATGDLAR
LEEALAGSDPNARYGARSETALGRALAVERRSPAVLRYLIAAGADPNAGFAKGVTPLHELGVYPRPWEPAETTATLARLL
VEAGADLEAEAGTYRWTPLHRALLEGTPQVLDALLRLGADPNRPFADSSEPWFSPGRLPLQMAGACRAMAESLLTHGADP
RALDARGEGVLPYLERQLDRHLALGAVGDLYRTELEAVIEMVRSWPSRC
>TDX33270.1 RNA polymerase RpoH-like sigma 32 subunit [Rhodovulum visakhapatnamense]
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTDAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTEDEVIAMNRRLSGGDASLNAMVGGSDGDTTTEWQEWLEDEDANQAEAYAEKDELESRRALLAEAMDVLNDR
EKDILMQRRLQDQPVTLEDLSAVYNVSRERIRQIEVRAFEKLQKRMKDLATQKGLLAQV
>TDX33271.1 ribosomal large subunit pseudouridine synthase D [Rhodovulum visakhapatnamense]
MPEEAGLTRSRLAKLIAAGAVWRNGAALTDARAKVAEGEEIEIELAEPVEIRTAPEDIPLSVVYEDDALIVIDKPAGLVV
HPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAKTDKAHAGLAAQFAAHTVERQYKALVHGVPD
AADPRLNGLAGASFETGGVLRIATRIGRHRTDRQRQAVLAADGRHAVTRVRVVAPFGTPPAAALVACWLETGRTHQIRVH
MAHVGHALIGDPVYGGRRRLSEKALGPAAAAAAAAFPRQALHAATLGFVHPETGETLRFAAPLPADMQELARMLGG
>TDX33272.1 hypothetical protein EV657_102149 [Rhodovulum visakhapatnamense]
MRRGEESGEDMDDKPEPEALPPDLKLLRMLVTLLMVTMIAGFLVIVALFVIRMPGQSGALPLPEALTLPVGAKAEAVTRG
RDWVAVVTEDDRILIYDAATGALRQTVEIRH
>TDX33273.1 uncharacterized protein (DUF2147 family) [Rhodovulum visakhapatnamense]
MRITVLIAALTLAATAAHADPVEGVWQTPLDDNGNFGHIRIAPCGAALCGTLIRAYDGTGHQIDSDNVGKQIVWDMKPQG
DGRYGQGKVWAPDRDKTYNSKMALEGEFLSVSGCVIGICRDGGRWKRVQ
>TDX33274.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino] imidazole-4-carboxamide isomerase [Rhodovulum visakhapatnamense]
MILYPAIDLKDGQCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNAAAVEAILAATEVPAQLG
GGIRDMATIEMWLGKGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARKGRVATKGWAEETDVTATDLAKSFEDAGV
SAIIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLTALQATGAIAGAISGRALYDGAIDLAEALALLKS
>TDX33275.1 heme utilization protein HuvX [Rhodovulum visakhapatnamense]
MMTPSPDTAAAIRADLADHPGAALEDVAVRTATSVAEVLACLPAGEAVLAPGAAFEEVMAEIARWGEITLVMNTGDVILE
AKGPLPEGRVAQGFFNLQGRPIGGHIRSGACAQVAFVARSLFGMDTRSVQFLDARGGVLFKVYLGRDAARALIPAQMTAF
DALRARLAPGVMA
>TDX33276.1 nucleoside-diphosphate-sugar epimerase [Rhodovulum visakhapatnamense]
MTGALAGRHLFVFGAGYAAGRTAARVRAAGAQVSVTTRDPVRAADLTLAGLRVHLFDADRPAAADSLRDWLNGVTDILVS
IPPDGAAAPETACPALAALVASGAEVPDLCWIGYLSSTGVYGDCGGAWIDETRTPAPATLDAKGRIGAERGWQALADRKG
AALDILRIAGIYGPGPRNALAQMRSGRARAIDKPGQVFNRIHVDDIAGAIVAAMSHPRGTRLLNLADNRPAASADVLDHA
ADLLGLPRLPRLPFDQADLPPMAGAFWAENRRLCNDRLKALPGFALLYPGYREGLAAILAEDSTKKEPAHAM
>TDX33277.1 hemin uptake protein hemP [Rhodovulum visakhapatnamense]
MRCDQKRREDLGARCADRALPERGREAAFDPACGPDGGVSPSGPEGRGGRGRRFGAGARAWVARDRGPDGRGPRGATVHG
SSAAPVHDARLLTGGATTTAIVLDGAAYILRITRAGKLILTK
>TDX33278.1 hypothetical protein EV657_102155 [Rhodovulum visakhapatnamense]
MTAQIRNRGAAPVAHLCTLAPVERAAIRCLRGWRAGPAPRARIRRNLAQVFGPAAEMQEEILDLLMETALMQARRPLTFN
ALDHPEVTGDENTLAEMIAAAVGGERDDALVFALGLLGPHAAFQAVRLAEDLGLALLGLVRARQRVAPAGMLH
>TDX33279.1 hypothetical protein EV657_102156 [Rhodovulum visakhapatnamense]
MATNTCSSCAFFEDHMANTGETKKDAGLCRFNPPISQPEADARGLWPIVQINDWCGHFEKEDA
>TDX33280.1 hemin uptake protein hemP [Rhodovulum visakhapatnamense]
MTHRSTGAPCDGRDTPSPFEVGTSGDGGDREPRVGKQMAGDDTGAEARTGRVHDARLLTGGGTTAVILLDGMPYSLRITR
TGKLILTK
>TDX33281.1 hypothetical protein EV657_102158 [Rhodovulum visakhapatnamense]
MSGPHCAHQGTAKDVPVVRAGFDRLEEGMLTVARHFFQSFAKPQSEGWIRALAAAEQRFRPGMHAASAADMAVRLLAALQ
ELRAARTSGFRFSNPDCPGCAARLTEQERQFMDVLIALRRGKRSKAHAAAMMLCEGNPTDSFLRAMADLAALTIVRAPA
>TDX33282.1 iron complex transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MLELDQVAVSYGKAPVLADLSVRFAPGRLTALVGPNGSGKSTLLKAVMGFLPVQSGTITLDGRPIRTLARRALARRVAYL
PQENRCPDYMTLGELVELAGYARYSLMGGPSDRDRALFRDALETVGLADMAHRPVNALSGGQKQRAWIAMVLAQDAEIVL
MDEPVNHLDVKYQYAVMDLVRSLTRDHGRTVIAVLHDMNLTSAYADDVVMLRGGRVVAAGPVAQTVDADSVSRTFDLEAD
IFVRDGRLVCLPRLAGTGTRLPEVRARTA
>TDX33283.1 iron complex transport system permease protein [Rhodovulum visakhapatnamense]
MSLRVPVLAVAALGLGLSLIANLSAGPGGIGPGAVWEALIRFEPESYDHAVVAFQRLPRAVIAIYMGAVMAVSGTVLQAL
MRNPLASPATLGINSGAALAVLAGAYLLDLGIETQGVAALAGGTAGFLAVLWVARLAGLSRDPRGLSLILAGALVSMFLT
GMANAFLLADPVRRTDFLGWVTGNINHVYAERLYDFWWIGAASFGLLMALARPLTLIALGREKAASAGVNVPRVRGLALA
AVVLGASSAVAVCGPVAFIGLVVPHMVRPFAGAGLARALPAAALTGAALCLWADLVARTAFAPHVVHTGLILDVVGGLVF
AVIVRRVYLAPAGAAR
>TDX33284.1 iron complex transport system permease protein [Rhodovulum visakhapatnamense]
MRPARAADGRPVLRLASGLEIRRGNLLAGLGLVLAVLALGLISLGVGATRTGPAELIGTLLGTGSGDGAFAILEVRLPRI
ALGFLAGWCVALVGAALQSLARNPLADPGLLGLSQGSMAAIVLMLVFLPAAPLGLIPFAAIGGGLAVAGLLIALVGGARA
GGMAILLMGIAVETVLSSLTAILILYAPPETSYALSDWLAGSLFQASWGAIAALGPWVALSLPAIAILGRPLRVLDLGDE
MAMSLGDPVLRSRPAILLAAVVLTSAAVTAVGPLSFLGVMAPHLAGALTRSTGRARLVLSGLMGGLLVVAADTLSRGVGG
GIALPIGLSLTMIGVPLFILTLRLRLLAAMRTD
>TDX33285.1 iron complex transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRTVLALTLAALLPAAALADRMVTDDTGRTVAVPDSPERVVVLHEPLLGVPIADLGVAPVGSYGRDAGGGTLMSVDFYRE
VLGNDAPRPPGVGALGNLDLERLRMLHPDLILGTEHDIDKADQLSSVAPVYLQNASTGKVRGFGTEAALARLLGREDVFA
ARKDAYLGRVEAVRAALPDAPGTYLALFLTDQINAVGEMSGAVQAIEDLGYERLDLGTGGDRAGMGSTLLVPLSAEVVGR
LDPDLLLVMNSYLGAGRDEAGIRAALDRILPGWDRFLKPAREGRILFLDSAKVTTPTVASAEHMLDAVETWAQGR
>TDX33286.1 outer membrane receptor protein involved in Fe transport [Rhodovulum visakhapatnamense]
MRPTPFAALLGRTSPLALACALAFPAQAQQVPGLEGSYQLDPIILSGEKIDRSIEETASSVSVLTSADIDDKTDAASVQD
AISDVPNVFYTASGGAPVIRGQDAQGPSNGATTFFGGTTPRASINVDGHYLSYNELVYGMASIWDVDSIEVFRGPQTSSQ
GANSIAGAVIVNTKDPTFTPEGAFQLQYGTNNMKRASAVVSGPLSDQVAARLSLDYYGRDTFIDFVNPAYDNGGNDEDIE
YKNARFKLLWAPAEIPGLEAKLTFSHTENSAPTWEAATQGEYDDLENNWTSMPTWEQQVNTWIGDISYDFGNGIELSNQL
QYSNIDVDRLYNPPANGSASIDQESYTNETRLTFGDAASGTSGVFGLFLARTTSDDVLHQGGTSIFDDEKTQLGIYGEVS
HDLTDRWTVTGGLRFQRDHITRSGVPGSVFQMRGLGDLDYDETFEEILPKLSLAYKLTPDVTVGALVNKGYNPGGVNLSM
TLFDYVEFEKETVWNYELFARANLLGDRLLLTANLFYSDFDNSQRLLPDDSLGVASSAAIVVNADEAQSYGLELGADFRA
TDTLRLKGGLGLMQSEIGDFSGPGGTLYTDSDFSYAPGYMVTLGADWDFAPRWTLGGDVRFIDGYYSNDAGDPNYKVDDY
AVANARLTYRMRENIELQAFVTNLFDERTPTYLYADRSNAGEIAAAMLEPREFGIGLRVRF
>TDX33287.1 ATP-binding cassette subfamily B protein [Rhodovulum visakhapatnamense]
MTDPKTGPKTARPGPKLPGAWAIMAPVRGQIRAGMALAVLSALFGLATLGFLALTVQALMAGQGALACGFMAAAFLCTLG
GYLGRLGAFNQSHYAAFRLERLLRTGLAQRLAQVSLGYVETEGAGGLTKVIHDDVKALHVFVADSTPLYARAYVTPFVTF
ALLLWLDWRLALAALAVLALGMGVLTWAQRRRGEMARAYNDARERVSAAVVEFVQAMPVVRTFDAGHGIFGRYQRALDAY
AQVLARWYRESGFAARFSWVVLAPMPTLAVVLWLGGGLVWAGDLDPLRWLAVLLLCTGMAEAVMPMMMLRHMNEKVKLSI
ARIHEVMAAPVLPEPAPGAEARPQDASVRFENVTFRYGAGESDALTDVTFEAAPGTVTALVGPSGAGKSTVARLIPRFWD
ANSGRVLIGGADVREMTADTLMGQVAFVFQDTFLFSDSIAANIRLGSPEASMEDVIAAATAAQAHDFIMDLPQGYDTPAG
ERGSFLSGGQRQRITIARAILQDRPILVLDEATAFADPENEAALVAALARLMRGKTVLMVAHRLPTIRDADRILVFDRGR
LTEQGRHDDLVAGGGLYARLWSNYERAQNWSLGQRAPQEVPA
>TDX33288.1 ATP-binding cassette subfamily B protein [Rhodovulum visakhapatnamense]
MSAPSTAPRKGPTPWLATWQRLMEGVGPEAAPGLRRAILGLLAAAILQGLALASIVPVFTALFSRRDLTDGLVWLAVFTA
LTVAASVLRWRAQGFDYDGQMSAATNRLRLRLGAQLRRMPLETLQESRTGELNSMVLNSVDETLQTTLTILNLIFIAVVT
PFATGIALFAVDWRMALAFLAVFPAILPLYRWRRPAMGRGKRILAQAHQEANADVLEYAQGLPVLRAARQAGSKAERLAK
TFEKLEAIQAYGHRKGEKPNILVASVVELGLVLVLALGAGLVAFGALDLAALAGLLVIVARLSEPLSTFILYTAMVELIE
SALDRIAALMRIEPLPQDDPAAVPDRFDIEFDAVTFRYAQAPDPALKGISLRLPARSLTALVGPSGSGKTTLTKLLMRQS
DPQEGAIRIGGVDLRRIPADRLAGLISVVFQDVYLFNDTVAANIRMARPGATEAELRAAAEAAHCLEFIERLPKGWDTPL
GDIGGRLSGGERQRISIARALLKDAPIVILDEPTAALDTESELSVQRAIDALVRDKTVLVIAHRLSTVAGADRLLVLEEG
RLTAQGRHAELLACPGRYRRMWEAQMRAKDWHLVPAGTSAH
>TDX33289.1 XRE family transcriptional regulator [Rhodovulum visakhapatnamense]
MTRSDPNLPDTDPAGTVEADLSLGQAVRRARQGRDMSLKQVADGAGISVGLMSQIERGISSPSIRVLRAICGVLDIPVLS
LFVWDDRPSEREARMIVRADRRRSVDFGDRGMVKSFLTAHDSGALQVMDIVLQPGGGSGEDAYRHVGEECGLVLVGSLEI
WIDGHAFHLNEGDSFHFESVLPHKFRNLSDGRTRVLWITTPPVW
>TDX33290.1 amino acid ABC transporter substrate-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MKLKVPMLAAAAAMVATLAQAADSLKVGVTTTGIPFTFVDTATQQPTGAMVDLAQAIAEEMNANAAFEITQFSALIPALT
TGKIDVISAGMYATDKRREVVDFSTPVYSYGDALFVAAGDGTAYQLDDLKGEVIGAQIGTTFADKLQALGIFKEVKLYDS
LVDIMRDVKLGRIKAGVGDEPIIAYQVSQNPGLGVHLVEGYTPMGKGDVALAVSKDNPDLLKAVDAAIAGMQASGKLDEI
FAKYGL
>TDX33291.1 amino acid ABC transporter membrane protein (PAAT family) [Rhodovulum visakhapatnamense]
MAPLLDRVQDYLPLLTQGLWLTVAVTILALVLASALGLVWAILRTSGRRYLSGPARFVVEFLRGIPILVMLFYIYFVLPE
LGIDLTAFQAGVIGLALIYSCYIGETFRGGIEAVDRGQTEAAKSIGMRHGKMMRRVVLPQAIRIALPPYGNNMVMLLKDS
SQVSVISVAELTMQGKMLASSTFDNMTVFTLVAALYLCLTIPLNMVMRQVERRMGAAR
>TDX33292.1 amino acid ABC transporter ATP-binding protein (PAAT family) [Rhodovulum visakhapatnamense]
MIRFTDVHKSFGSLEVLKGIDAEVAKGETVCLIGPSGSGKSTLLRCVNGLEDYQQGEIAIEGARVDAHAPSIHQIRTQVA
MVFQRFNLFPHRTALENVMEGPLHVLGEPKAEVRDRAEDHLRRVGLADKMNAYPASLSGGQQQRVAIARALAMRPRAILM
DEPTSALDPETVGDVLSVMADLAHEHMTMLVVTHEIQFAREAADRVLFLDGGCIVEQGPAADVLTSPQHPRTQDFLRRVT
HPV
>TDX33293.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MTDKPQSLWAATARPGPDLSPLAESRRTDVLVIGGGFTGLSTALHLAEAGVAVTLLEAETPGHGGSGRNGGQVIPGLKDD
PDGLDALFGPAATAFAGGTADILFDLVARHGIDCDASRDGWIQASLKDSHLPALERRMAQWQVRGAPVEWLDAQAIAEAT
GTRRFRGGWRDLRAGRVHPLNYVQGLAAAARRTGADLFAHSRVVEIRRTDAGWQARTQSGATVTADRVVLVTNAYTPPNL
YRRIETTLVAANSIQIATPPLPPDLLKRILPGRSVLSESRRVGTYFRIGPGNRLMIGGRGRFSHGGTPADYGIIERELRA
FFPEAARLGVEYRWSGRVGMTADHRVRLFEPDTGMIVAMGYNGRGVALGTAMGKALADHLARGTPLPLPSRKIDPLPFHR
FHRSYGAAAIAWYRLRDALER
>TDX33294.1 oxepin-CoA hydrolase/3-oxo-5,6-dehydrosuberyl-CoA semialdehyde dehydrogenase [Rhodovulum visakhapatnamense]
MDGSATIPRRLESYLSGHWQAGAGEGATLLDAATGRPVARIGSEGLDFGAALDWGRRTGGAALRAMTIHERALMLKALGL
RLMELKEEFYAESLHTGATRADGWIDIEGGIGTLLTLASKARRELPNTRVLTEGPVEPLSRDGSFAGQHILTPLTGISIH
INAYNFPVWGMLEKIAPSLIAGVPCLVKPASQTAYLTELVVRRIVETGILPAGALQLVAGSAGDLLDHVTGQDAVTFTGS
AATGQMLKRHPALVAQATRFTMEADSLNASVLGADAVPGTPEFDLFVREVAREMTAKAGQKCTAIRRVLVPAGLEDAVIE
GLAARFARTPVGLPGDAEVRMGPLASLDQRAEVRARIAELAAEARIVCGDAEAVSVVSGDAGAGAFLNPVLLHCADPFAA
KAVHDVEAFGPVATLMPYGDAAEAVALARRGKGSLVASVFTDDPDLAAEMVIGMAPFHGRVMIGNRASAKSSTGHGSPLA
PLVHGGPGRAGGGEELGGMRAVRHYMQRTAVQGAPRLLSAVTGRWIEGAAARTGAHPFRKSLAELQIGDRVTTASREVTK
ADVEHFAEFTGDTFYAHMDSEAARANPFFEDRVAHGYLIASFAAGLFVDPAPGPVLANYGVDNLRFLTPVYFGDSLSVCL
TCKEINPRETAEYGEVRWDCRVTNQKDETVALYDVLTLVANTWPQAGE
>TDX33295.1 1,2-phenylacetyl-CoA epoxidase catalytic subunit [Rhodovulum visakhapatnamense]
MTEISLDDYLARGGKLTAPTNVPARYRGELLRLMSSFVDSELAGSAGFADAINRAPGIRERIAASRIVLEKADHAERVLD
LMTAFGTDKTRYEQAHDWAARGPREAQIGAHRQGADMRLSVFHYPLQGWVDAVAMNVLMGLATGVQLAELARASYTPFAE
AIREIAPREARHAELGLEGLAKLVAGPAGRAEAQDAIAYWMPRVAATFGRADSPRFETLRRMGLRHRTNEALLAEWRALA
EAELSRLNLN
>TDX33296.1 ring-1,2-phenylacetyl-CoA epoxidase subunit PaaE [Rhodovulum visakhapatnamense]
MARFHPLTVTDIRRDTRDAVVLTLDPAEADRAAFAFTQGQYLTFRRAFDGEELRRCYSICSGLDDGCLRVGIKRVAGGAF
STWANEALKPGDVLEAMPPMGKFHAPLDPTAARHYLAFAAGSGITPVLSILRTVLSREPGARVTLVYANRQVSSIMFREE
LEDLKNTHLGRLAVIHVLGSETQEIDLFTGRIDAQKIDRLFAGWIDAASVDLAFICGPQAMMLTVADGLRRHGLTDDRIR
FELFLSTQPGRARRRAVSVVQADSANATETSVTLDGTTRSFRMPKTGQSLLEAAIAADLDAPFSCKAGVCSTCRAKVLEG
EVEMLTNHALEDYEVRAGYVLTCQCYPLSDRLVVSYDE
>TDX33297.1 ring-1,2-phenylacetyl-CoA epoxidase subunit PaaD [Rhodovulum visakhapatnamense]
MPAGDTVDRPATDRVWAWLAELPDPEIPVISLTDLGIVRDVAWQGDTLVVTVTPTYSGCPATGIISLDIERALRERGIGK
LRIDRQLSPPWTSDWLGPEAREKLRAFGIAPPVPGSAATPGAARARSLAEGLSVACPRCGSDRTERLSQFGSTPCKAAWR
CRDCLEPFDYFKCI
>TDX33298.1 ring-1,2-phenylacetyl-CoA epoxidase subunit PaaC [Rhodovulum visakhapatnamense]
MPALPETTIPADAVLFETLLRVGDSALILGHRVSEWCGHAPTLEEDIALANVALDLIGQATLWLGLAAEIEGAGRDADAL
AFRRDAGGFRNLLLAEQPNRDFAVTVMRQFLFDAWHAEMLAGLAVSTDPRVAEIAAKAQKEVAYHLERSETLVIGLGDGT
PESHARMQAALTRLWPFTGEPFRGDATDAAAAEAGIAPDPAALEPGWSARVEAVLAEATLTLPDTARFRSGGRSGVHGEA
LGLLLAEMQFLQRAYPDARW
>TDX33299.1 ring-1,2-phenylacetyl-CoA epoxidase subunit PaaB [Rhodovulum visakhapatnamense]
MSSEWPLWEVFIRGQHGLNHRHVGSLHAPSAEMAIQNARDVYTRRNEGVSIWVVRSNDIAASAPSDKGPLFEPSNAKVYR
HPTFFDIPDDVGHM
>TDX33300.1 ring-1,2-phenylacetyl-CoA epoxidase subunit PaaA [Rhodovulum visakhapatnamense]
MYAQMVTSEGGKARDEMTPEERAFQDRIDRGERIEPKDWMPEGYRKTLIRQIGQHAHSEVVGQLPEGNWITRAPTLERKQ
ILLAKVQDEAGHGLYLYSAAETLGVSRDELTGMLLAGKMKYSSIFNYPTLTWADIGAVGWLVDGAAIMNQVPLQRTSYGP
YARAMVRICKEESFHQRQGYSIMMTMARGTPDQKAMAQDALNRFWYPSLMMFGPSDKDSVHSAQSMAWKIKINTNDELRQ
KFVDQTVPQARFLGLEIPDPGLAWNEEKGGHDFSQPDWSEFYEVLKGNGPCNAERMEARIEAWEDGAWVREGLMAHAEKR
AAAHAAE
>TDX33301.1 acetyl-CoA C-acetyltransferase [Rhodovulum visakhapatnamense]
MAEAFICDALRTPVGRYGGALSGLRADDLAAVPIAALMARHPDVDWASVEDVILGCANQAGEDNRNVARMAALLAGLPVE
VPGTTVNRLCGSGMDAVGLAARTIRAGDADLMIAGGVESMSRAPFVMAKADTAFSRRAEIHDTTIGWRFVNPRMAAAHGT
HSMPETADNVAADFAISREDQDRFAAESQARWAAAQAAGVFAGEIVPVELPQRKGPPLRVEIDEHPRPGTSAEKLAGLKG
VNGPGLTVTAGNASGVNDGAAALIVASEAAAVAQGLAPRARIVAMAAAGVPPRIMGMGPVPATRRVLEKAGLSLAQMDVI
ELNEAFAAQALAVLRALGLPDDAPHVNPNGGAIAIGHPLGMSGARLVATAANQLARSGGRYALCTMCVGVGQGIALILER
V
>TDX33302.1 di/tricarboxylate transporter [Rhodovulum visakhapatnamense]
MSLDQILVLALLVIVFLSFVKEIYPPEVTALAASAALLATGIIQTGDFLTVFGSSAPITIAMMFIISAALERTGVLAALG
EFMTARAGGSYLRALLITMTVTVLASAFMNNTPVVILLAPVMISVASSVGVSPSRLLMPLSFAAIFGGTLTLVGTSTNIL
MSGVARDAGQPPISMFEMTLPGLVFVLVGMAYMTFAGRFLLPDRQSLAHLMGRETRRRFLARLLIPAGSRYVGKRLDELP
FNTAETRILDVIRGEVSMRRSLDGLILEPGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
TLRGRSLAEVRLRRRYGVYVMAVHRADRNLSDRIDDIRLQFADTLLLEGPPEGLRRLVEDGGVINLSAPSERPMRRARAP
IAIATMAAVVGLAAFEVMPIAGLAVIGAVVVMLTRCVDPEEAFSAIDWRILFLIFGMLGLSQGMEETGAAKLIVDWVVGL
MGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLATQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNILFAVVAVGVIPVFFPF
>TDX33303.1 cation diffusion facilitator family transporter [Rhodovulum visakhapatnamense]
MFLGADHDRNARRTWLVIGITATMMVIEIAAGAVFGSMALLADGWHMATHAAALSIAAVSYMIARRHAHDPRFTFGTGKL
GDLAAFGSAVVLGVVALLIGWESLMRLVNPVGIHFGEAIAVAVIGLAVNVGSAVLLHQGPHDHGHGHSHGHDHAHEVDHN
LRAAYLHVLADALTSVLAIVALVAGRAFGWVWLDPIIGMLGAILIARWSYGLMRDAGGVLVDFVPSSEILPERIRAAIET
DGARVVDLHVWQLGPGHRAAIVAIADDAPRPASDYRKRLAHLPRLSHVTIEVETA
>TDX33304.1 hypothetical protein EV657_102181 [Rhodovulum visakhapatnamense]
MIRPARTARMAKTGVRVVSVAVPMMVIVIVVMVVRMIVHDLAYFR
>TDX33305.1 DNA-binding FrmR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSHLSEDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILIEDETDREKGGAE
LASVLRTYLK
>TDX33306.1 DUF2892 family protein [Rhodovulum visakhapatnamense]
MTLDRAVMMFAGLMILLSLALGTWASPWWYLLTAFVGLNMMQASVTGFCPAAMLFKRFGIRPGTVFD
>TDX33307.1 putative ABC transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MILSLTGVGKAYETGGTRVEVLRGVDLAIGPGETVALTGESGSGKSTLLHLCAGLDRADSGRIEVAGQDLTDAPDPRLSA
LRRQTVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDWIAALADRLGLSALMSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMDLMLELGTEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>TDX33308.1 putative ABC transport system permease protein [Rhodovulum visakhapatnamense]
MIRAAFTTLLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLSQDRLDSLAAGNGQDFDQKVFLDLR
HAGWLVSPVLEGRWSHRGVPVRILGVDPFTLPSGSLPDAVTGQDRATDFLSAEGLAFAAPQTVDELTRIGAEGLPPLVAA
EGMAPGILFVDIGVAQRLLRAEGQITRLLVAPDQPLRQRPLSEVAPALVRQTPVEQADMGALTGSFHLNLTAFGFLSFAV
GLFIVHSAIGLAFEQRRPIFRTLRALGLPLRTLVGLLAAEIMGFALVAGIAGIALGYVIAAGLLPNVAATLRGLYGATVS
GGLSLRPEWALAGLGMALAGAGAAAAQSLWRLARMPVLAPAQPRAWTRASARSLGWQTGLAGLLALIALAAALWGEGLVA
GFVLLGALLLSAALVLPGALAMALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTA
WLDQRLPSELYVTARTEDEARRLADWLAPRSDALLPIWKIDGTILGRPGEVYGVADHRTYPDHWPMLLGDQTVWQTLARG
EGAIVNEQLWRRAGLHLGDPVPLPGGATRPLVGVYADYGNTRGQVIVGVADLVALYPDIDRLRYAIRTDPAKVPALRDAI
EDAFRLPQDHMISQQEVKTISLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLEL
LRALLLAALTMVLAVPVGLLLAWVLLAVINVEAFGWRLPMHLFPKDWLWLGALALVAAALAAAWPAWRLSRLAPVHLLKV
FADER
>TDX33309.1 putative secreted hydrolase [Rhodovulum visakhapatnamense]
MNVKALFLALLLPLPALAQGFAGLGTSEDGFALPSRDTRLQFPVDHGAHPGFRIEWWYVTANLKGADGQDYGIQWTLFRN
ALEPGDPGQGWQTRTAWMAHAALTSARGHRTAERLARGGIGQAGVTLAPFRAQIDDWQMASTAAPGADPLSALSLTATGT
DFAYDLALVATGPLVLQGEQGYSVKSKDGQASHYYSQPFYKAKGTLVFPDHSVAVEGQAWLDREWSSQPLAGDQTGWDWL
SLHLDGGARLMVFRLRSAQGDYSTGTWIAPDGTPTPLPPGGVEMIPGATTRVAGREIPTAWRVRLPARDLDIAIAALQPQ
AWNDTRVPYWEGPVTATGSHPGAGYLEMTGY
>TDX33310.1 pyridine nucleotide-disulfide oxidoreductase family protein [Rhodovulum visakhapatnamense]
MNPHLVLIGGGHTHALVLRALADRPATGLRLTLIDPEPRAAYSGMLPGFVAGHYRLDQLQIDLARLARAAGARLIRGRAE
GLDRAARRVHVAGQAPIPYDIASLDIGIASDLPGLPGFAAHAVPAKPLTAFAARWQTFATEAASGRAAPRIAVIGAGVAG
VELAMAAQHRLARAGCAPEIALLDAGREILRDVRKGARAALTDRIARLGIALRTGVRIARIEAAGVVLDSGETIPAALVI
GAAGTRPQGWLAGTGLHLTDGFVTVDETLRAVSDPAVFAVGDCAHLSHAPRPKAGVFAVREAPVLRENLIAALTGRPLSA
YRPQKDYLKLISMGEKRAAADRLPLRIEGRWVWRWKDRIDRRFMAQFHDLPGA
>TDX33311.1 tRNA 2-selenouridine synthase [Rhodovulum visakhapatnamense]
MPVSLVSLTDLAALDFDEILDVRSPAEYAEDHIPGAISLPVLSNEERARVGTIYTRQSPFLARKIGAAIVARNAAMHIET
ALADKPKGYRPLVYCWRGGQRSGAFALILSQIGWRAETIEGGWRSYRRLVQEALYGSPWPAPVVLLDGNTGTAKTEILGL
LRAAGMQVLDLEGLANHRGSLFGAMPGGQPAQKGFETALATARAALDPLRPVVIEAESSRIGHLNLPRGLWEAMKAAPRL
ELSVPLAARAAYLARRYRDVTDDPARLLATIDGLAPQHPRARIEAWRALAAEGAFEALAAGLMADHYDPRYGRQRARFED
RPTRRVTLDGLDPGALASSLPGLMAEIDALARL
>TDX33312.1 condensin subunit Smc [Rhodovulum visakhapatnamense]
MRFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGENRPTAMRGGGMEDVIFAGTSTRSARNFAEV
SLQIDNADRLAPAGFNDSDMLDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGATSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLAQLARQAKQAARYRAIAEELRRAEGTLLFRRWQEA
DTARAAAEAALTERTREAGRAETAAREADRLRSEADTALPALREEEAIAAAVLQRLSVQRDALVQEDERARQAIQTLTGR
IDQMTRDIEREAALNRDAGETLERLETEAAELSAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDMARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVTAAEANLAAARAAMDEAAARQDAAQDRAEEAEARLIATDEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPVVQAGAASGWLALPPYPSEPPL
PEGTAPLSAHVAVPEALIRRIGQIGLVPDAETGARLQPALGPGQRLVSPAGDLWRWDGFRAAAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAGTASEAHEALSRELQAATEADRAAREARREADRALADLGRALSRAEADRQMAESRLETARMAVLRH
EDEATGARLRLSEAEGQLSSLGDLDAARARLEDVRTTVEAARMTMIARRAAHDELKRDGEARTKRLAQIVREAQTWRQRL
DTAGTRVAELESRKAASEEELDRAAALPEEIAERREDLAGQIETAETRRAAAAEALAAAETRAREADHAAREAERRAGEA
REARAATEARAEAARETVTQASARIAEELETTPADLLDKLGDDPDRMASAEAIEHEVTRLKRQREALGAVNLRAEEDARA
VQEEHDSLTAEKHDLDEAIRTLRAGIASLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHAVTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>TDX33313.1 hypothetical protein EV657_102190 [Rhodovulum visakhapatnamense]
MIEARARGTNFTVLVFKCSLNSDCGTGQFITRYALQQPLDPAAMNWWNNIHMFAKAEVDDAGGPAVIVDVNPDHDGMGYR
SFPNICEIWSEARQVFEEHIGS
>TDX33314.1 putative sensory transduction regulator [Rhodovulum visakhapatnamense]
MTRPSLALWALPLCANAASADVIASNPDSVLKALRAEGLAATMETDDLGDPKIVTHLTGKSNTEFSVLFYGCTDNTDCSS
IQFYVAYDMPDPVTALKMNQWNREWLFSKATLDDEGDPGLEMDVILAEQGVDDKLFATTIDLWRQSIDAFEDFIGW
>TDX33315.1 lytic murein transglycosylase [Rhodovulum visakhapatnamense]
MRLSPSLLVLCLLSLGLAPGAPGGAWAACGGDFGGFVAGLRDEAVRRGHDAGAAQRFLVGVRQDPAVIRADRAQGVFQRD
FIDFSRRLISHSRLDNGRQNAARYDAVFDKIEQTYGVSRGVLLAFWALETDFGAVQGDFNTLNALVTLAHDCRRPDLFRP
QVFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVLLKTSAPDALMSAAKMLKGLGWRANEPWLQ
EIVIPANLDWAETGLDHGKRVSDWARLGVRARSGSLGPGNLPASVLLPMGRNGPAFLAYPNFRVYFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPEPGLSGPEMKALQQKLSRRGHDVGGIDGILGEKTREAVQAEQIRLGLPADSWPTRALLDRL
>TDX33316.1 putative glutathione S-transferase [Rhodovulum visakhapatnamense]
MGYLMDGRWESGWYDTESHGGRFVRSTAGFRNWITPDGAAGPSGSGGFAAESGRYHLYVSYACPWAHRTLIFRALKGLEP
HIGVSVVYPDMLDDGWTFDTGFPGATGDRLYGLPFLRDIYTRAKPDVSGRVTVPVLWDTQRQTIVSNESSEIIRMFNSAF
DGITGNRDDYWPEDLREGIDEINARVYETVNNGVYKAGFATSQGAYDEAVHALFDSLDWLEDRLSTRRYLMGARITEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWAYTRELYQWPGVAATVHLDHIVRHYHYSHDTINPNRIIPINPQIDWTEP
HGRDRLKAA
>TDX33317.1 cystathionine beta-lyase [Rhodovulum visakhapatnamense]
MNFDEIIDRRGTHSSKWDMMEPIYGVPAADGLAMWVADMDFRPPACVAEALRGMLDHGIFGYFGDDRAYKEAIGWWMQTR
HGWKVDPAAIFTTHGLVNGTAVCVDAFTAPGDGVVLFTPVYHAFARVIRAAGRTVVECPLVNRGGRYEMDFAAYDAQMTG
AETMVILCSPHNPGGRVWTRDELQGVADFAKRHDLVLVSDEIHHDLVYPGAPRHTVMDLVDDSVRDRLVMLTATTKSFNI
AGTHTGNVIVPDPALRARFAARMAALGLSANSFGMVMATAAYSPEGAGWIDALMTYLDGNRALFDEGINAIPGLSSMPLE
ATYLSWVDASGTGMSSEEFTRRVEADAKIAVNHGATFGTGGEAFLRFNIATPRARVAEAVERLQKAFADLQ
>TDX33318.1 peptide deformylase [Rhodovulum visakhapatnamense]
MRGPDTPHCAAARLRLNPTIMSIRPILIHPDPRLKTVADPVSDITAELQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIV
MDCAKDEGVRPKPFAMFNPEVVWASDDRNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDKFTGLWATCVQHEID
HLEGKLFIDYLKPLKRQLITRKMVKLKRERGRA
>TDX33319.1 peptide deformylase [Rhodovulum visakhapatnamense]
MSVLPILHWPDPRLATPCQPVGQVTPEIARLAQEMLETMYAAPGRGLAAPQVGVLKRLFVMDVNGAAGPRSPRIFVDPVI
EERAADTMTGPEGCLSLPGIVAEVERAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYRA
>TDX33320.1 peptide deformylase [Rhodovulum visakhapatnamense]
MIRPILHWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNEMRGAAMRLANPEIV
AASDDLSAYDEASPCLPGVDATVTRPARVTVRFLNEQGEPETREFSGLWATSVQHQIDHLAGRMYFDTLSRLKRDRLLKK
ARKLGKR
>TDX33321.1 methionyl-tRNA formyltransferase [Rhodovulum visakhapatnamense]
MRVTFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGKKDRPTPVHARAEELGLMVRHPKTLRTEEQDVAFASLDPD
VAVVVAYGLILPRQILEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMRMEEGLDTGPVLLREATPIGPEDT
TGELHDRLSAMGARLIVEALEKLRDLPPQDQPGDGVTYAAKIDKAEARVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEGTAAPGTVLGGLTVACGEGAVEILEAQRQGKRPMRAAEILRGFPLPERLG
>TDX33322.1 chloramphenicol O-acetyltransferase type B [Rhodovulum visakhapatnamense]
MENVFESPFRGITLDRQVTNPNIKVGKYSYYSGYYHGHSFDDCARYLLPDEGVDRLLVGSFCSIGTGAAFIMAGNQGHRS
DWISTFPFYWMSEVEAFGGARNGYRQAGDTVIGNDVWIGAEAIVLPGLTIGDGAVIGTRAVVTRDVEPYAIVAGNPARTL
RKRFEARIVGLLQEMRWWDWSEDQLRDAMPMLTSGDVEGLYLHWKTHIRA
>TDX33323.1 hypothetical protein EV657_102200 [Rhodovulum visakhapatnamense]
MGMVFLLIVGAAAGFLATRIMRVEADVLTTVALGVLGALIGGVLIRILLTITGAMAGLVGAVLGAMALIWAYQTYIGRR
>TDX33324.1 glycine/D-amino acid oxidase-like deaminating enzyme [Rhodovulum visakhapatnamense]
MAPVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIAAGAFWAEVEA
TSGRCTGYGRVGRYQPIADDKALARARARAVEAETLWRGQAAWRVIRAGEAEGLVPETPFGWLVHDTLSARIAPRAACAA
LAEAIRALGGEVSCGAEGPLEGLVIWATGYPGLAELSADLGHQVGSGVKGQAAILGHEAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIARARAVCPALAGAEVIERWAGVRPRARTIAPMLGRWPGRTGQFVANGGFKIGIGLA
PKVGELMAALALEGRDDIPEGFRVEASL
>TDX33325.1 tRNA U34 5-methylaminomethyl-2-thiouridine-forming methyltransferase MnmC [Rhodovulum visakhapatnamense]
MPVSVRFDDPYFSIADGLAETRHVFLAGNGLPGRFVPGFHIAELGFGTGLNLLATLIAWRAAGVPGPLRFTSFEAFPMAP
EAMDRALRAFPEARAVADPLIAAWAEGARRIETDDLHAEIVEGDARETLPRWPGRADAWFLDGFSPAKNPELWSPELMAE
VARHTAPNGTAATYTAAGFVRRGLTEAGFEVTRQPGFGRKRHMTTARLR
>TDX33326.1 drug/metabolite transporter (DMT)-like permease [Rhodovulum visakhapatnamense]
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADLYNIPMVVMIRYWFFAAFVLVLARRNAGSLAAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMVAALSGPVLGEKVGWRRWTAIGVGFIGVLVILAPGVRVFSPLALIPLTAA
ILFAVYGLLTRYVAREDSAATSFFWTGTAGAVAATLGGVWSWEPMTAIDWGFMAGLCVSGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASVFGLTVFHETLRANVVAGAAIVVGAGLFTAWRERVRARP
>TDX33327.1 putative flavoprotein involved in K+ transport [Rhodovulum visakhapatnamense]
MLDTTNADRVSAVLAAFGDALEQGDIDRAVGLFTEDCYWRDMVSFTWNIRTVEGPQEVAAMLRDRLAATGPRGWELAEGE
IPTEEDGITTAWVRFETGLARGYGLIRLKDDRIWTLLTTMVELKGHEEPKGVNRPLGAKHGAGKDRTTWKEEREAEDQAL
GRTVQPYVLIVGGGQGGIALGARLRMLGVPTIIVEKNDRPGDSWRKRYKSLCLHDPVWYDHLPYIKFPDTWPVFSPKDKI
GDWLEMYTKVMELTYWTRSTCTSASYDETAKEWTVTVDRDGEEVVLRPRQLVLATGMSGKPNIPDFPGRETFRGDQHHSS
QHPGPDAYRGKSCVVIGSNNSAHDIAAALWEHDAKVTMVQRSSTHIVRSDTLMEIGLGGLYSEQAVQAGITTEKADLIFA
SIPYAILHEFQIPLYEQMHERDRGFYEALEKAGFWLDWGEDGSGLFMKYLRRGSGYYIDIGASQLIIDGEIALKRGQVSE
IVEDGVMLADGTHLKADLIVYATGYGSMNGWAADLIGQDVADKVGKCWGLGSDTTKDPGPWEGEQRNMWKPTRQEGLWFH
GGNLHQSRHYSQFLALQLKARMEGLPVEPWGVPEVHHLG
>TDX33328.1 soluble lytic murein transglycosylase [Rhodovulum visakhapatnamense]
MRALILLFLISLAAPVLAAEPSALARAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLDDYRAFLARNPDWP
GLDKVRTSGEGAIGAGDDPAAVVAFFGGRAPVTGEGALRLVEAEAALGRTGEARAAAVAAWQTLPLSEAAQSAFLGRFGR
TLAGQHVARLDTLLWEGHDISAGRMLSLVPEGWQKLAAARIALRNQDPGVDARIAAVPTSLRSDPGLAYERFMWRTRKGR
GEDAIALLDERSASAQSLGRPALWAGWRRYYAHQVLREGNPKLAYRLASRHHLSAGASYAELEWLSGFIALRFLDRPETA
LTHFRAFEAAVRTPISLGRAGYWEGRALEAMRHPQEARAAYAMGAQFQTGFYGLLSAERGGIAMDPSLAGHDYYPDWRAQ
PFARSSVIAAAFLLHEAGEQNLVEMFLTHLAESADPAGQRALAGLALELNDHHVALRIAKAAAETGNVMVEAYFPVTEIA
RTRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPSYNARLGAAYLAHLVEEF
GPNPVLVAAAYNAGPSRAHRWVSEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTEALPIYRARLAGRTGAVTLSKELKA
N
>TDX33329.1 dihydrodipicolinate synthase [Rhodovulum visakhapatnamense]
MIKGSLPALVTPFKDGAVDFDTLKRLVDWHLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEKVGADAALVVTPYYNKPTQAGMIAHFTTLHDCCELPIIIYNIPGRSVVDMTPETMGELAKLPRIIGVK
DATGDLSRVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYGKALELQDRLMPLHI
AIFLEPGVAGAKYALSRLGKCSEEVRSPLVGLTQGTKDRIDAAMRHAGLLN
>TDX33330.1 tRNA-Thr(GGU) m(6)t(6)A37 methyltransferase TsaA [Rhodovulum visakhapatnamense]
MAAGDLGPADGPALRVIGRARTPWGPEDCPKNIGRARERSAPAHLELDPAFAPALRGLAVGQPVIVLYWMDRARRDLLVQ
APRHVDGPRGTFALRSPNRPNTISQSTVTITALDLDAGRVTVDALDCFDGTPLIDIKPWLASVDLPPGTAD
>TDX33331.1 uncharacterized protein DUF4399 [Rhodovulum visakhapatnamense]
MYARPATLSPAKPFAVSCLVPSLAFAALTALAVPALADDHRTPSPDGARVFIVSPEDGATVSSPLSVVFGIEGMEVVPAG
TDAPASGHHHLIVDAPQEGFDFSQAVPADDHHIHFGGGQTETTIELAPGPHTLWLLLGDANHVPHDPPVMSEPIEVMVE
>TDX33332.1 SsrA-binding protein [Rhodovulum visakhapatnamense]
MAYIASTMANAKSDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEEGELWLINGYVPPFE
QARTWGHEERRKRKLLVSRKEMARLWSDTQRKGYTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRETEAKRDWQRQKARL
LKDHG
>TDX33333.1 thiosulfate/3-mercaptopyruvate sulfurtransferase [Rhodovulum visakhapatnamense]
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFATDTPRDPRAEYQAAHIPGARFFDIDEISDQRSTLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGFPKWRAEERPVEDLPPMVRDRHMTVQRQAGLVK
DVTQVAAASKLGDYEIVDARGTARFEGKDPEPRPGLRSGHIPGSKNVPFASLLNADATMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>TDX33334.1 aromatic amino acid aminotransferase [Rhodovulum visakhapatnamense]
MLNRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDAEGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLDAIRT
LVLGEAVPAGRVAAVATPGGTGAVRQALELVRLADRTARVFIPAPSWPNHAAIVNFLGLGEVAYRYYDAEAHALDVSGLL
ADLETSGPGDVVILHGCCHNPTGAELALADWAAIAEVLSRTGALPLVDLAYLGFGNGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALTPDAPARELVRGNLSNLNRQNFAFPPDHGARVVTAILGDAELRADWAAELETMRTRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVAAMRETHGVYVVGDGRINLAGLSETNIPKVAEAMLAAGI
>TDX33335.1 ammonium transporter [Rhodovulum visakhapatnamense]
MANIKHILGLAALTATAAALPALAQDAATAVEAAAEAAPIMDKGDTAWMMTATILVLFMTMPGLALFYGGLVRQKNMLSV
LMQCTLITAMMMVIWVFWGYSFAFGGSSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVG
AFAERMKFSAVLLFIAIWTTFCYFPVAHMVWDGAGLLFNLGALDFAGGTVVHINAGIAALVGAIMVGPRIGLGKENMAPH
SMTLTMVGASMLWVGWFGFNAGSNLEANGFTGLPFINTFVATAAAILSWSAVEALTRGKASMLGAASGMVAGLVAITPAC
GQLGPIGAILLGLIVSPICYFFVATVKAKFGYDDALDVFGVHGIGGIVGALGTGLFGGSMFGGQGGEDYSTIGQTIVQAE
AVLVTIVWCGVVSVIAYKIVDMIVGLRVDTDSERQGLDLTSHGESAYHS
>TDX33336.1 nitrogen regulatory protein P-II family [Rhodovulum visakhapatnamense]
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIAKT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>TDX33337.1 1A family penicillin-binding protein [Rhodovulum visakhapatnamense]
MHNFCTDMHLRWNFGHSENPPRDAFDLHNPARARYGSGKRQTRQSTEMGSTGRRPPPLVADRRYPKKTARKAQPSGRKPR
TRSGGGSGGGRRGGRARRGNPLVRAISGLFRGLFRSLLGTAVRLALLGVVAIGCGVFYFQQQLPEMTALLDGRNRGSVTL
LDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPRGIAGAIRINLAEGRGPLSGNGGSTITQQTAK
LLCLGVPYDSKTWKTEAAYEADCRRTTLGRKIKEALYAMAMEVKYSKDEILTIYLNRAYLGAGTRGFEAAAQRYFGKSAN
QVNVSEAAMLAGLLKAPTTYAPTNNLQRSRDRANLIIGLMQDQDYITPKQAAIAKANPAKLSEAAESRAGGYFADWVMGA
GPDFLTRDTTEDVIIRTTFDARIQKAAEDALKEVFETKVKDGSKAEAAIIVMSADGAVRAMVGGRQTAVGGFNRATMALR
QTGSSFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPDNYDHKFRGRVTLTEALQHSLNIPAVKVSEAVGRENVR
RIAHDFGLQADLAAGPALALGASESTLINMTGAYAGILNGGSSVTPYGLTELRLKGDDTPLMGQEGGMGERVISERAAQS
LVYMMWRAVEAGTGHRAKLSDRQVAGKTGTTSAARDAWFIGFSADYVAGVWMGYDDNTPLKGVTGGGLPAEIWHEAMVRV
HEGVPPRPLPMLLPEEAPPPVAGEPGYPGQSAGPGTGGWGQQQPVQDNRDDGGNLAENILRSVLGAFGARN
>TDX33338.1 phospholipid transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MKTPMPSKPVLAPTRRSLLLTGLMAGAALAVSGLTPGRALALTTDEASRLIDSVVGDINSAINSGGSEAQMFSKFERIFA
RYADVSVIARSVLGVAARQASSAQLSAFTDAFQGYIARKYGRRFREFVGGDIKVNQARQVKNFYEVKSTALLRGQSPVEV
VFLVSDRSGSNKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRTLG
>TDX33339.1 phospholipid-binding lipoprotein MlaA [Rhodovulum visakhapatnamense]
MSSLRKATLWSGRLAVLSTVLLLSACARPEAPGTIRDPYESRNRQIHEANKSLDRGVFRPVSTAYGKSVPRPVRTGVSNF
ASNLSLPGAMINSLLQFRPGDAVQNGTRFLINTTVGLGGIFDPATRMGATKVDTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMIGRAVDFAMNPLRPLANSEERNVMAGTGVLRGADARYENSDLVDSVLYESADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYEDPNAQ
>TDX33340.1 enamine deaminase RidA (YjgF/YER057c/UK114 family) [Rhodovulum visakhapatnamense]
MSGKYEARLAELGVTLPDAPAPAANYVPYVTSGALVFVSGQISARDGAMIQGKLGADMDVAAGAEAAKACAISLLAQLKA
ACGGDLDRLVRVVKLTGFVNSTPEFGDQPKVVNGASDFLVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>TDX33341.1 glycerophosphoryl diester phosphodiesterase [Rhodovulum visakhapatnamense]
MTPLPPAFLMAPIAHRAFHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLDEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAALGGYDGPVALMSFNPHSVAALAEAAP
DRPRGLTTCAYEAKDWPTLHAPVRDTLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPADERIARTV
AANITFEGYAAARPA
>TDX33342.1 hypothetical protein EV657_102219 [Rhodovulum visakhapatnamense]
MRASELEADQVEIEVLTSIDQIEEDQWQACACPEAADGGRPEDPFTTYRFLAALEHSGSVGPGTGWQPHHLVARDGSGVF
AVAPLYAKSHSQGEYIFDHGWADGYERAGGQYYPKLQIAVPFTPATGRRFLTRPGQETRGRAALVEGAVRLAAQNALSSV
HITFCTEAEAEAGREMGLLHRVTQQFHWENRAYADFDAFLATLSSRKRKNIRKERATAAVFGGTIRALNGDAIRPEHWDA
FWRFYQDTGARKWGTPYLTRACFDRLHETMREDMLLVLAESDGRPVAGALNFIGRSRLYGRYWGAVEDHPCLHFELCYYR
AIDFAIAHGLDTVEAGAQGMHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTVKDQEE
EQE
>TDX33343.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum visakhapatnamense]
MTGKLTGDERKLELSPLLAHGWSEVEGRDAIAKTYEFGDFVSAFGFMTRAALWAEKMNHHPEWSNVYKTVEVTLSTHDAG
GLTMKDVDLARKMDALA
>TDX33344.1 cytochrome c peroxidase [Rhodovulum visakhapatnamense]
MAISEGDRLPEASFTEMGADGPGAVSLSGKLKGRKVVLFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIACIAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMDFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>TDX33345.1 3-phenylpropionate/trans-cinnamate dioxygenase ferredoxin reductase subunit [Rhodovulum visakhapatnamense]
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEPAPPYQRPPLSKKYLLGEMPLDRLYLRPPAFYAEAGIDLRLGETV
IAIDRARGRVVLEGGEIGYDMLALATGAAPRRLPADKGGALAGIHVVRTLADVDAMAPAFRSGARALIVGGGYIGLEAAA
VASRLGLKVTLTEAAPRILQRVAAPETSDWFRALHAAHDVEIREATGLTRLLGETRVTGAELADGSIIEADFVILGIGVA
PATALAEAAGLTVEAGIAVDAMGRTSDPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGADTPYDPKPWFWS
DQYDVKLQIAGLNLGYDRVVVRPGDRAGSVSHWYYRGAELLAVDAMNDPRAYMTAKRLIEAGRSPDPESVATGDLKALMA
A
>TDX33346.1 16S rRNA (guanine966-N2)-methyltransferase [Rhodovulum visakhapatnamense]
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLLNGGYGDPVGGAQVLDLFAGTGALGLEALSRGAAHVTFVD
DGTTALALVRENVALCRAEADCTILRRNATRPGPAPEAPATLVFLDPPYGKGLGEKGLAACLAGGWIAPGALIVWEEGAA
VTPPEGVELLDSRRYGETGISILEVR
>TDX33347.1 hypothetical protein EV657_102224 [Rhodovulum visakhapatnamense]
MTEPLSHDTDAALIAAARSYFAARRARVPAFARRRFGVVGALRLHRHALGWDVLRAPVNVLLSPVLILTRLGAWGAGRLG
ARRVAAWLGARQILLPTAVATAAERAVVVDLLELPWDGPGGASGKDALARAILARPDLAALVAARAEAPALGARALGDYG
GTRSAVAEMTTALGTMGAGALAFQSLTPGMVSFAPGIAAIVAHQAAIAAFPLGGLLGTAWYGVFPAAAPAWMTVAITVPL
IGLGALVAAFAGVIADPVQVALGMHQRRLNRLIDALEDAFTGTGRRGFAAREHYFARLLDLSDAGLAAIRLMRG
>TDX33348.1 serine aminopeptidase S33 family [Rhodovulum visakhapatnamense]
MVELFARLTPMRWIVGLAALLAIAVSVWQLESERRGIVIAPVPGTGATPATVYRLRDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALARPWADGRVAILGHSMGSYIAIREARDD
ARIAATIGIAAANDSITATEPSNLLMINGEWESRLATDPLEALQLADPSALLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFETRFLPVLVADYLAVHFALYGAMVLALLAWWGEVRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFWPIPIR
GLIIAAMVVGAVPYMLSDALMVEGGRAPVWRGLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>TDX33349.1 methionine aminopeptidase type I [Rhodovulum visakhapatnamense]
MDEKTRGRRTKDNIRIYEPEDFAGMHAAGRVAAEILDEIAPLVFPGQTTAEIDRVITDLVEAKGAVSATIGYKGYKHASC
ISVNHVVCHGIPGPKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLFKGIEAVRPGNTFGDIGA
AIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLDEEGRKVTISGNPTRDPTPVLEEGMFFTIEPMVNLGRPET
KILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYS
>TDX33350.1 sugar fermentation stimulation protein A [Rhodovulum visakhapatnamense]
MRFQRPLVPGRLIRRCKRFLADVRLEDGAEVTAHCPNPGAMLGLTDPGLRVWLEPNDDPRRKLGFSWRLAELPGGHWAGV
DAGFANRVVAEALAEGRVPALPGHGRVRPEVRYAARSRVDFLLSAAGQPDTYLEVKNVHLRREGDRAEFPDCVTARGARH
MRDLARMVAAGHRAAVLFLVQRTDCARFGLAADLDPGYAAAARAAAAAGVVFLCHATRIGPEGVTLAQALPVDLG
>TDX33351.1 molybdenum cofactor synthesis domain-containing protein [Rhodovulum visakhapatnamense]
MTNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRMAEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGVGIDVREDARALLAEYCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVIGNVHVMAGVPSVFQAMVA
SVLPTLAGGDPLMSQTLCVERPEGDIAGELRGLAARFNDLSIGSYPFSRDGVYGTNIVIRGTDGARIDAAMAELCALFPE
AMA
>TDX33352.1 acetyltransferase (GNAT) family protein [Rhodovulum visakhapatnamense]
MSLARLFAGQETTWPPAARHIAGPWCLRDGQGGGKRVAAATLEGAFDPAAIPEAEAGMRALGQDPLFMVRPDETALDADL
AARGYVVVDPVTILSGAVADLAAEPPPPVSAFTLWEPLAIMDELWAENGIGPARRAVMARVQGPKTAVLGRRKDRAAGVA
FAALCRDMAFVHAVAVSPDHRRQGTAVNMMRAAAQWAQDQGATSLNVLVTDHNHAARALYASLNMRDVGHYHYRMIAPQK
A
>TDX33353.1 putative peroxidase-related enzyme [Rhodovulum visakhapatnamense]
MTHDAPRPTALDLPMVDPLPAETQRYFDLCADRLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGQSGLSKLDREMIAVVV
SSINRCWYCQVAHGAAVRELSGDPALGEALVMNYRVAPLSPRQRAMLDFAAKLTEASHRIEEPDRQALREAGFSDRDIWD
IAAVAGFFNMTNRVASASGMEPNPAYHGAHR
>TDX33354.1 OOP family OmpA-OmpF porin [Rhodovulum visakhapatnamense]
MTPRPILTLVLALWPALGLAELPEPPEAAAVAADETEADSSLRLPTAPYDGQTVPTLRAEGAIRRLVWQAPLDGQGTLQV
IDGLKAQLIAGGYRIAFQCAAKGCGGFDFRFATDTLPEPAMHVDLGDFRYLLAEKVRPDGTDYVSLMVSRSEERAFVQVT
RVGRPEAPAPVQSTKSPDPATLPLIDAPAKPATETAEDTLADRLDRDGRAVLAGVDFATGASKLDGGPFPALDTLADYLR
ARPGARIVLVGHTDTEGGLAGNIALSKKRAEAVRSYLVATLGVPADRVAAEGVGFLAPLASNATDSGRTENRRVEAVLDT
AE
>TDX33355.1 LysR family transcriptional regulator [Rhodovulum visakhapatnamense]
MDRLTEMEAFATVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQQYPDITINMVLNNRFVELISEGFDMAIRVGELEDSTLRARKLAD
TTKRMIGSPAYFQKFGRPQKIDDLNEHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAIAGLGIAYL
PSFLFKEAKEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLITHFDGDDIMI
>TDX33356.1 2,4-dienoyl-CoA reductase (NADPH2) [Rhodovulum visakhapatnamense]
MTDYPHLLAPLDLGFARLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSAGD
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDEAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDGWGGSYENRMRLPLEVVARVRAAVGPDFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATILNTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPEIAEGLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEAAATPRRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAASLGGQLNMARRIPGKEEFDGLVDWFATMVAREGIALKLGAEARVEDLLSYDAVVLATGVLPRDPGIAGQDLPH
VISYVDLLAGGAEAGPRVAVVGAGGIGFDVAEYLVTGDSPTRDPALWRAEWGVADPARHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGKRLGKTTGWIHRAALQMKGVTMLSGVTYDRITPEGIEISLGPDRRLIAADTVVLCAGQEPERSLAADLEAAG
IAHHVIGGADVAAELDAKRAIDQGARLAATL
>TDX33357.1 hypothetical protein EV657_102234 [Rhodovulum visakhapatnamense]
MRPADLPRLSGERLQAGLWEAVLDLPTGAPPPGIEALHGDRALPGVTACPDPDRPGRHRLSVPIPADLLSDGVQNVLIRD
RNTGATLAHVSILAGAVLERDVRAELDQMRAELDLLKRAFRDHCREVPVFQRLSQRSGS
>TDX33358.1 hypothetical protein EV657_102235 [Rhodovulum visakhapatnamense]
MPTLPKRDSLTDRLLFRPALAAWSRAGDAADHLDAPDLAALRGRAWRLRHRLDRVIHTADARLAALHARAGAPRLPLGSD
WGFRPAPFSGPIDPRGLTGIGSGTRLGPRLTLFHDAARAEIALRQIANTGPKDSAPYGLSLEVFGFDGGFLSMVFDLPSR
AVEGLRRRHLIRLEAALEVEAPVDIFARLNIRHGPNLTQVVRALPPGDPRIALDFDLAASDLNDRRAERMWMDLILDGPG
MNRILLSDLVLSRRPRAEA
>TDX33359.1 hypothetical protein EV657_102236 [Rhodovulum visakhapatnamense]
MRRQSPALPRPPRRAIALTAAVLLVLGGCVPGGDGVQRVTVAGDRVAVVAPYGFCVDEGASQDGEDGAFVLLASCAALVR
APGVSVPAEDAILTVSVAASPGPGGSPEDRALVLSRYFQSDLGRAALARSGEPDDVEVLDTETEEGLFLVKSIDRGPGLA
EGLRPDAWRAIFEANGRIVTAAATGFVAHPLSDPAARSLLRDLARRSLAATEALPDPALVASP
>TDX33360.1 hypothetical protein EV657_102237 [Rhodovulum visakhapatnamense]
MRYDPHETLVSTARARPELWRTGAGLAVVAAVQIGLVYCVFGAVAALRGPGIAEAAFRGVFVTSQTATDTLWLLASFLCL
ICGVGVAAQLLQGRSLGDLTGAPGPAIRQFARALRALALLYLLIWVALPSGSEPVAHRATDTWLALLPLALPALLIQTFA
EELLFRGYLQQQLAARFKSPLLWIGLPALMFAAAHYSPEAAGANALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAILIVALPGPVSGLALYTYGFGADDPALLPLVAVDFAVLGVSWLAARVALRV
>TDX33361.1 hypothetical protein EV657_102238 [Rhodovulum visakhapatnamense]
MRSPLFEAYIEPARLYPELWRLIVGALVILLIYVGVFSTMLVAAYPVLGPLNYFGWIMGLSAPATPTQTLFVLASFLGLG
LGVLIATPALHYREPGSLFGPLRDWARGFFGALKVLVPAYAALFALSWATMPLEANLDPGTWARVLPLALVLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFAALHYNPAAGMNNVIALVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSLKGTITGLALFVTPFDVTDTANAPLAMAIDLIAILLLWRLLRALI
>TDX33362.1 acetyl-CoA carboxylase carboxyl transferase subunit beta [Rhodovulum visakhapatnamense]
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFITLFDGGIFTEVEVPVP
LPDPLQFRDQKRYPDRMRTAQRTTGEKEAMLVAEGEIGRTPVVAAAQDFSFMGGSMGMYVGNAIVAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVQIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARGDDDDGSETPSDPPHALP
AQPDAEPPAGGAKA
>TDX33363.1 dihydrofolate synthase/folylpolyglutamate synthase [Rhodovulum visakhapatnamense]
MSTTPSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTVAMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLDECERANGGAPITYFEITTCAALLAFAREAADYCLLEVGLGGRLDATNVIAAPRLTV
IAPVSIDHQQYLGETLTEIAAEKAGILKRGVPCVVGPQDEAAMEVIEARAAQLGAPLIAHGQHWHVWEERGRLIFQDERG
LLDLPMPRLIGAHQVMNAGAALAALRTLGQNETACEAAVTRAEWPARLQRLRHGPLVEAAGRAELWLDGGHNPAAGIALA
EAVTRLSPRPLHLVCGMLNTKDVAGFLKPLAAVAGSLTAVSIPGETATLPAGATRAAAEAAGIRAETAGDVADAVARIAA
AAPDARILICGSLYLAGRVLRENG
>TDX33364.1 cell division protein ZapE [Rhodovulum visakhapatnamense]
MSETLKDLYEARAAEGHLRPDPAQIAALAPLDRIRHALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
GAVAIEGKRRVHFHAFMQEVHRGLHAARATGADDALRPVAAGIADGLKLLCFDEMQIVDITDAMIVGRLFELLFAAGVTV
VTTSNRVPGDLYKDGLQRERFVPFIRMLEDRLEVMELGSATDYRQNRLTGEEVYFTPSDRAARARMAAIWEHFTQGEGRP
LVLRVQGRQVELPMFHNGVARATFWDLCAKPLGPADYLAMAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGKVRL
IASAAAEPEMLYLEGEGAFEFERTASRLREMQGADWARG
>TDX33365.1 alpha-beta hydrolase superfamily lysophospholipase [Rhodovulum visakhapatnamense]
MIWVGLAAGLLVVAAWPLSEALRRPMDARARAGAPGQIVDLPGGRTHLIWQGPAGAPVAVVLHGLTTGSYILDGVAAGLV
RRGYRVLRYDLYGRGYSDRPRGVQDRAFFLRQLEAVLDSQRLDGDLTLVGYSMGGAIMTAFAADHPARVRRLVLLAPAGL
GQTPPGLADLVARLPGPGDWVMAVIGGGILRRMAQSVGRARGLPAGLIAAQIAETRFRGFLPAVLSSLRHMLARDLAAEH
RALAEAGVPVLAIWAGRDEAISAQARDRLAALNPGAGQLLLSEACHALPVTHVPEIVAAIPPAGA
>TDX33366.1 ornithine cyclodeaminase [Rhodovulum visakhapatnamense]
MVEIIGFEEGECALSWPGLCEAFARGHALPRAEIADSFLYRGEDTLLNRAAWIDGLGLAVKSATVFPGNGARGKPAVNGG
VCLYADTDGTLEAIVDFHLVTKWKTAGDSLFAATRLARPDSRKILVVGAGNVARSLVEAYRSAFPEATFTIWSRTEASAR
RLAEPLGAAVATDLEAAVQEADIVTSATMATEPLIRGEWLRPGQHVDLIGAYRPDMREADDRALQRARVFVDSRETVLTH
IGELKTPIATGAIAPGDVVADYYDLGGGRFRRESDDEITLFKNGGGAHLDLMTSRYILDAWRAA
>TDX33367.1 2-haloacid dehalogenase [Rhodovulum visakhapatnamense]
MPIDAVVFDIGRVLIDWQPEAFYDRCLGEDRRRRLFAEVDLHGMNEGVDGGDPLSDAVEALAARHPDWAAEIRMWRDSWL
DMASPAFPDTVAVLKAVKARGVPVFALTNFGEATYDIARAAYPFFDLFDRAYVSARLRAMKPHPRIYEILETDSGIAPER
LIFTDDKPENIAAAAARGWQTHLFEGAGGWAARLVAEGVLAPGAVAHG
>TDX33368.1 hypothetical protein EV657_102245 [Rhodovulum visakhapatnamense]
MTVYVDADACPVKAEALRVAERHRAELVYVANGGIRPVDHPLVRMVYVPEGPDEADKWIADHAGPGDVVVTADIPLAAKA
VAAGARVLSHTGEAFTPANIGQKLATRDLMADLRAADPFRQGGGKSFGKADRSRFLDALDRELGACARG
>TDX33369.1 S-formylglutathione hydrolase [Rhodovulum visakhapatnamense]
METVSENRCFNGMQGVYRHASDVCGCDMTFGLFLPEEAKDGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEDPWSKNYRMWDYIAEELPRLLTATFAIDAERQSICGHSMGGHGALTLAMAYP
GRYAAVSAFAPIAHPSQSDWAKKPIHAYLGEGKVDWTRHDACLALRANGFAGPMLIDQGTGDQFLDALMPEALAAAMTET
RHPGIFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>TDX33370.1 rubrerythrin [Rhodovulum visakhapatnamense]
MIPGLSQRRRFSDLNEQEILALAISSEEDDARIYRSYAEQLRADYPDSAQVFEAMAREEDGHRRRLIDTYRARFGEVIPL
LRREHVAGYYARRPVWLMSNLGIERIRDEAEMMERDAHDFYLRAAGRATDAATRKLLGDLAAAEAGHETVADRLIATHVD
AAAAEKESRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATQDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTAVGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>TDX33371.1 TetR family transcriptional regulator [Rhodovulum visakhapatnamense]
MPQDSPMTAKPDRIRKGRKFDQVLEGARDIFLRDGFERASVDAIARAAGVSKATLYNYFPDKRLLFSEVLRRECDRQAGA
ALHEIDMAAPAETVLKSAARHIVSALLSEFNQAVFRICVAESDRFPNLGAAFYQSGPMRLRSEIAAFLREATRRGELSVE
DETLAADQFAELCKADLYTRRVFRLDNGFAEDEIRRVIDGAVAVFLARYGTDRTRPPRLSPAAGP
>TDX33372.1 OST-HTH/LOTUS domain-containing protein [Rhodovulum visakhapatnamense]
MPETKPPLLAVLIDADNIPARHAEPILKEITSFGEPALRRVYGDWSSDRLKPWADKVLALGMVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREEGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
PQPAVGKRPPQEVSDLIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETKRVGNQLMVRR
LD
>TDX33373.1 cytochrome c556 [Rhodovulum visakhapatnamense]
MTKRRMTKVTIFALAAAAATLAHAADATDPTVKARQEAMETIGKSMKTIADMAKGDAAFDSAAATAAAATIAETADKVPG
LFETPADDPESESKPAIWTDFADFTEKSEALKAAAGAADMASLEALRGSVGEIGKACKSCHDDYRVKK
>TDX33374.1 protein ImuB [Rhodovulum visakhapatnamense]
MPARRILSLWFPRLAADRALRGRRSLPPGPFAVLADRRGAQVIVSLCAEAEAAGLRPGQPLRDAMAICPHLATRPADPTG
EAAFLTGLRRWAGRFSPWVAEDPPDALRLDITGCAHLFGGEPGLIAAVEADCAALGLSVRPGIADTLGAAWALARFAGTE
AQPHRTGDAIAQEARATRSRAARRAGHGRDRTAARTDGPAAERLPIAPPGQTRAALAPLPMAALRLDEVTVEALARLGLR
RVGDILGMPRAPLARRFGRGLVDRLDQALGAASEPVSPARPAPHLAVRLSLPEPIGLETDLLAAIDRLLPALGARLEAAG
LGARRLRLQAFRTDRGIQTVEVGLARATAAPDRMRPLLALKLGGLESGNRDGGGGGIDRLRLKAVDTEPLSPQSGRFDMA
PDNRTGSGDGPGRATAERADIGRPPEPAAAAPGMADLIGRLGARIGLEAVTRLAPAESHIPEKSFQLLAAAWSDRVGPWP
RPDRPRPLLLLAPEPVAAAEHPEPPDRFRWRQRAFAARAAAGPERLLPEWWLDDPAWRSGPRDYWRVDTDAQTRLWLFYA
HGAEMSAGWFCQGRFA
>TDX33375.1 uncharacterized protein DUF2794 [Rhodovulum visakhapatnamense]
MPKHRYFQGKTRAALDLPAAERHLRHMSVIPPTPFPAERLAEQVAFDRTELGVILTLYGRMVAAGEWRDYGISCLRDAAI
FSIFRRTAEHPIYRIEKRPRLRGRQGLYSVIGMDGQILKRGHELPTVLRVLERKLIRPVD
>TDX33376.1 NlpC/P60 family protein [Rhodovulum visakhapatnamense]
MTGTAPLDRRETPANDRVAATRLKGLVAAPRYADPVQFRVTRPLTDLLRAPGGPRERQLVLGEAFELLEMHEGFGFGWAA
RDGFVGYVAAQALAADVPAPTHRVAVPASHAYSAPDLKRPEVMGLSFGTELRVVSAEGRFFETAQGWFVPKPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSGWGIDCSGLVQMAWLASGRACPGDSDQQERELGEALPVGSPVERGDLLFWRGHVALAV
DPEVMIHANGHTMSVAYERIADAVARIEAQGEGRPTAHRRG
>TDX33377.1 leucyl aminopeptidase [Rhodovulum visakhapatnamense]
MFPRFADSAAPSRPLFAVEEADLAAWRADRPSAEAAWLEATGFAAGLGELQLLPGPDGAVAGAVAGLGGASARARGRFHL
ASVAARLPEGVWHLDSALAGADLQAEALGLLLSAYRFDRYRSQSAQRASFKAPAGVDAARLQAMAAGEVLTRDLINTPAS
DMGPKALEEAAIGLAARHAAEVNVIRGDELLAQNFPLIHAVGRAAAEAPRLLELRWGAAGPRLTLVGKGVCFDTGGLNIK
PGSSMGLMKKDMGGAATVLGLASMIMALGLPVRLRVLIPAVENSIAGNALRPQDILTARNGLTVEINNTDAEGRLVLADA
LAYAAEEETDCLISMATLTGAARVAVGPDIAPFYTDDEAVAAALSGAGGAMADPVWRMPFHAPYEAMIEPGIADLDNAPK
GGFAGSITAALFLRRFAGTARYTHFDIYGWQPSDAPARPKGGVGQGARTILAALPEVLGL
>TDX33378.1 hypothetical protein EV657_102255 [Rhodovulum visakhapatnamense]
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLESLIDGLHLAASQIRPGDCVELTGQIRALGDAMGMIS
LSSAARNVSRASQSGDQVAVAATLARLKRVAVRSFRLAEELQHRSG
>TDX33379.1 carbonic anhydrase [Rhodovulum visakhapatnamense]
MKNARPLPSYLVQRYHGWRATTHAENKAWYRRLADEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAAVEYAVTVLKVANLLVVGHSNCGGVRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADESERLR
AMEKEAVLVSIENLMTFPFVQAAVEAESLTLHGLWNDIGEGVVECYDPETGKFMPV
>TDX33380.1 cytochrome c peroxidase [Rhodovulum visakhapatnamense]
MSARPTAGKALRLGLLFAAAGLALVAMTAPLRLAPEDLRAVYAGPPETWPAPEIDPGVAYVELAPRSLPPRPAPGSAAEA
RRALGERLFADPVLSASGQIACDSCHNRRLGWGDGLPRSLGHGRQEGPRNAPALFAAGAGLPLFWDGRAATLEAQALGPM
ANPVEMANADLGTIPPRIAADPAYPPLFEAAFGPGPVTLDRIAAALAAFQTHLDRPTRFDRFLAGDSRALGDLELRGLHL
FRTRARCANCHFGPLLSDGAFHDLGLSFLGRGREDLGRYAVTGLPEDAGRFRTPSLRHVARSAPYMHNGIFPHLPGVIRF
YAGGGGASARLPAAPGPVETSAATPSPLIRRLDLSPDDIEALAAFLEAI
>TDX33381.1 hypothetical protein EV657_102258 [Rhodovulum visakhapatnamense]
MTKETNRPALRVGAAILTLATVPPDSVRAQEAFALDPVTLAETDETGTEIATGDADDSGTTALGADAVAIRSDGSGDANT
ALTSLPNVQYRDTPFDSGVNVDDILDLKPLEFSISGGRVSGNAIRLNGTGIGSATGNTHPHTSEDLSRQTGNPGTYSFYG
LHSQTQFVPSAMVDSIEVRDSNISAEYGGFEGGVVDYKLTQPDATRASGKVSLSFQNDALVHYRLGTEDGDNPDRVPKPD
FSKREVSAEFNQPLGENTAVIFGFGRRMAEATKAKDAQYRPLTADDDSRSDFWRLSFAHEFENGDELELNGYLTDYSQGW
DSPWTQDYHLDVETRDLSLDASYTHHLGSFDLGPASLSNVKLTLGAVHQDNEASNSTDQNTFLSWYGSYFSTLRGVSYHT
DAFDAWCDTPDTPSAAEDYHACRRGGYGSKSYADTRNRIEAELEADLGRGRFKFGAYVERVEARQSGDGFSSYTWSVYRD
PTAPFGSFTCPAGDPACIDDQYLRTRITQEAYDVSTDATLAEAYLEYDRSFGDFGLRGGLRFSYNDVLKNTDIAPRLSAS
WTPSPDFAVVAGANRYYSGDYISYAIHDALPRGANERRSHDATTGEVGAWTPFLDLGSYSYTQGDLKTPYIDETSLAVMY
RDAWTRGTWRLKLIDRQGRDQFARSEDSTGSNNLLSNDGTTEYRSVSLEYEKRWRGSGALDDVGLYLSGGWADSDMSNDT
YFGDEGDVGDDDFIWYDGQSYTRNEFDQRTGRRDIPVRAMVELGSTWKNGRFGLGVGADVSFAYTGVRDTDSNETHTHPT
YGSQSHDVYEDYEFDTAVSAFLTARVRLAQLRGGDLDLNVKVANLFDDTGGGTATDSNPWIPGRSFYVGTTYSW
>TDX33382.1 FeoC-like transcriptional regulator [Rhodovulum visakhapatnamense]
MVLSDIRAYCAEAGQVSLQQLANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCAKSCAPLAGMNDAVYQW
VGRQRRPLH
>TDX33383.1 ferrous iron transport protein B [Rhodovulum visakhapatnamense]
MKSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGTFSHKGADVTVVDLPGTYSLGSISDTGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPMIIALNMMDMAEENGLRIDPEALAKRLGCPVVPLVASRRKGVEALKD
AIVAAAAAPEPPKATVTHPPAVEEALAEIIPATASTASDKGVDARWLAVKLLDGDAAALAMVPQALAAQAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSGVRRTSRISRSLSDRIDSVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPTEALGNIGAPDWLIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRLMTVMMSPFMSCGARLPVYALFAAAFFPVGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDSDQSVLSSIGKAI
TPVVEPMGIHEENWPATVGLFTGIFAKEAVVGTLNALYGQMAAEDEGGEEDPFSVMAGIGEALASIPANIADAAGSLADP
LGLNIGDVDDQALAAEEQGVSSGIFGAMAARFDGTAAAMAYLLVILLYAPCVAATSAIWRETGTKWTLFAVSWTTGLAYG
TGVITYQSSRLATHPAEASAWIVGILAIFVAVLVTMRIASTPRGPGGAAARTA
>TDX33384.1 ferrous iron transport protein A [Rhodovulum visakhapatnamense]
MENTLPKMGTTVRVKSFARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIRVRGFALSLRKDEFALLTLEAVD
>TDX33385.1 Fe2+ transport system protein FeoA [Rhodovulum visakhapatnamense]
MSPAIHDQDAFDDRDSDDLQSSEAPSLADEGLMSGHGHGAGHRHRGGHRHGHDGLGAGECCHATGQPCTSPEARAADCVL
GPNACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGVGETRLALGQGLAGKILVEPANDD
I
>TDX33386.1 LacI family transcriptional regulator [Rhodovulum visakhapatnamense]
MEPRFVTAADVARRAGVSRSAVSRAFTPGASVAPETRARVLEAAEALGYRVNRLARTLHRDRSDLVGIIGANLGNPYISA
QFDALSAALQAEGLQTLLVNLRPDPRPGAEPPDLGRAVERLLEYRVRTVVLLSGAAPDELVRLCAANGVRMVLINRPAPA
AGALADVIDSDAAGGGRLAARRLIAAGCRRLAVVLSESRTSAKLARADAFCAEAASGGLTVRRWTQGPNSYETGVAAARS
LLEGGAARIDGIFGVTDEIALGAMNTARHELGLAVPHRLSVIGFDDAPISAWSSHRLTTVRQSLPALTGATLEAILCPAD
AAVSHRAVAVDLVERGSVAPARGSAPG
>TDX33387.1 hypothetical protein EV657_102264 [Rhodovulum visakhapatnamense]
MDAPGRHAIPKDVPAAEAREDVRPVLIDVLGPVAAASAQPGKRVFLGNLAGAEDAAALTSAGITETLNLGLNLCPGPLAL
GDGTQVRRYQIGLIDGPGNDPHLLAAAVVTVRGLMGTYGPGKPHYPPHRPGHLLVHCRGGRSRSVTVLAVWLTLCHPQAF
PDLDAALAHLRRLRGLGPEHPLPPMLDLAREVIARGLAGRAGGA
>TDX33388.1 Cft2 family RNA processing exonuclease [Rhodovulum visakhapatnamense]
MARLTAISGLGRKNAAIFLIEMSGRRVLFDLGDGLEPGDRPDLTGIGRVDAVVLSHAHEDHAGALDRLDEVGDPPVLATA
RTLGFLPERLRPGRARVLPERGRVDLMGLDLTLGRAGHAPGGVWLHLATPAGGLLYTGDICPEAPRLPVDPLPEAATLVL
DASYGDREGRLADQIAAMARAAAAGAVLCCPAAGRGADMVAALAGAGLCVATDAVIGREVAAATGTLPEIVDAATARPDR
AIVCVSSNAERGLAAELLAREEFRFVFSSHVPDGTPARRLLDAGQALWLPWNVHPTLPDLLALVRTTGARRVLPAFLDIA
TAPRLAEGLGARLWTHPETEI
>TDX33389.1 iron(III) transport system permease protein [Rhodovulum visakhapatnamense]
MSLSVETGGRPRRALLPRVPGEWLVLAGLVLFVGALSILPLARLVQAALFPAGTFDAARIAEVLGGRRVAEATINTIWIS
CAATALATVTGTLAALLAGLTDLRGRTLWVFGFVLPLMIPPQVTALAWVQAFSPASPLLGPLGLSLPPGMRHPLYSAWGI
VLLLGFYNAPLVFLSVRAGLRRLPADLVEAARAAGAGPLALSRDIVLPLVRGAVFAGAALAFVSSIGNFGIQAMLGIPAR
VPTLITLIYRRLNAYGPSALNDMALMALMLAGLTVVGMGLTGWLGRRGDQRVEGAARRLRLPLGRWQIPAGLLAWGYLAA
CLLLPLSALLGTALVRGYGQPLGPDTITFENFANALFHHEGIRKAFLTSLWLTALAVAVLVPVSVALGYVLSWRSGPVAR
LLQLASELAYALPGIIIGVAMILFFLRPMPLIGTSFYGTVWVILAAYLANYLALALRPVLGGYAQIDRALDEAGQVAGAG
LIARLRDIVLPSLAPAAAASAILVFMSAINEIQTSVLLVSSRAQTIGPTIIFLDEAGSSTLAAAVGCLMVAVVLGLMLAS
LAFGRRLPEGVLPWRD
>TDX33390.1 iron(III) transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRLLALATAGLMATAASAETTITLYTSQAPEQAQETVDAFEAAHPDIKVEWTRNGTSALMNVLRAEIEAGQVQPDVLLVA
DVINLGELKAGGHLLPYTDAPVAAYDPAMYDPDMTFFGTKAITTGIAWNTEIAEPVETWADLLKEENRGQIAVPSPLYSG
AALCHLHTLIDAPGIGWAFYEGLNDLDIVPEGGNGPATKAVASGMAKYAILVDANALRAKADGSPIDYIAPKDGVSVITE
PVAILSTTDQPEAAKTFVDFLLSRKGQELVAKQGNLPILPGVAGPEGFPDLASMTLLPLNADAAVRTDAAVRAKFAEIFG
L
>TDX33391.1 iron(III) transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MSAIDIQNLGKSFGRTEVLGGVSLAVGAGEFVAILGPSGCGKTTLLRLLAGFERPDRGSIRMGGRLVSGPGVHLPPEGRG
VGVVFQTYALWPHMSVAGNVAYGMKVGGMGRAPREARTQAVLETVGLGEMAARRPADLSGGQRQRVALARCLAMEARVVL
LDEPLANLDVHLRDTLEAEFADFHRRSGATMVYVTHDQAEALALADRVAVMEAGRIVQFAPPERLFREPACAMVAGFIGD
GRVVEVTDLAPLGDGRAEARLLGAPVRLRCAPGERPRPRARIALHPGDLHLTGGEGVAATVTRATFRGHHLRAELAAGPD
GGVSLCLNVAAPARIERGQRVTVALTDGWVLPDPSLPSLPAQGL
>TDX33392.1 radical SAM superfamily enzyme YgiQ (UPF0313 family) [Rhodovulum visakhapatnamense]
MRIYLIAPAPDDASDTTAEISMAGVKTPYTLSAAAGIVSVAALLPQEARIRLCDEVVQEVDLEAEADLVGLSINVSQVAR
GLELAAAFRRRGIPVVMGGAHVSLAPELFRGKADAIVIGEFETAAPRFAADLKAGGLQPEYRCGQADMAETPLPRWDLYP
NDRAISGVVQTSRGCPFDCTFCDVIQYVGRKQRHKPPERVLAELRQLYDLGYREVSLSDDNFTVYRQRTRALLEALIAWN
GTGGRHPVRFSTQISIDAARDPDLLAMCNRAGLRQVFVGIETGNPESLAEANKRQNLRIDLGDACRTVVGAGLTIRAGLI
VGFDHDGLDCFERQFAFAQSLPIVGFNVSALVAPYATPLYAEMKRAGRIVDEDTHRLAAGTRMTNLIPARMTREQLTEGR
DWLKAALLAPDAAMARFETYAHTLGSPCQDMTRSAWATASARRHPLHELVPLMMKDKGARRVIEGVRDLIAARPEIGYDL
TSILTLHLSECARAAGHRARIGRQLETVA
>TDX33393.1 acyl-CoA synthetase (AMP-forming)/AMP-acid ligase II [Rhodovulum visakhapatnamense]
MTRAVPDPPPTALARALAQTFADRPERERIVIRSRQGARDVFTGDRLAAEAGAVARALRGWLGPGPHSLVLALPAGAEFV
VTLLGGLLAGVTLVPVPVPRPGSHSDRFRHIAADSGAAAVLCLPAHAEAVAAALALDGTPPCPVATLPLDPARLPDPVRP
AAAPDLPVAVIQYTSGSTRLPRGVRVTPDNILANAVLVARCWGVDVHARFVNWLPHYHDMGLMGGILYPLLCGGFSAQMS
PLDFIRRPALWLEAIADERAGFSGGPAFAFADCLRRIAPDHAARLDLRCWRRAFIGAEPVPAGLPAAFHAHFAAAGLARE
AVFACYGMAEMTLFAAGLPGPDRPPPSAEAARAVAPCRLTPELGAGLAIVDPIARTRRPEGAEGEIWLRGPSRGAGYLGL
PGDTAETFGAALDDPSDASGWLRTGDLGVIADDALYVTGRIKDVVFCNGRTLAAPEIEWLACGSSDVLNPMAAAVFMPDP
ARGGQAVLLAELRLGETPPDPDTLRRTIRRAVTGEWGLDLVEILFLPRGRLPRTSSGKIRRRAAAELWRDGAWPPETVPS
VKEMPECPS
>TDX33394.1 cytochrome P450 [Rhodovulum visakhapatnamense]
MPVVNSSAWDSPDRFVTDPDDVAALLRDPRFTVGQLATHLDQIAARGGPRFPHLAEMARHAFAFQTGEAHLAARRATAAF
FAAPALTAWAPVAHRAFARALDRLEAAEAPDLMRDYCEGAFLDFVRAFAGCPGGTDERVLELIRVANNTTQPMLSLRTLG
RIDAALGELLGYLSTDPMPGVDPSLEGFPAFLERRKDRLSDPAAAPYIALSALVGSHTVAQSLALALYGLLLGDAEHWRA
AAEPGWTDAALDRMMSLYPSTLTLVRMAEDDVRIGDCPFHKGEAAVMDVVAANAELRRRVPDGSAHLSFGTGPHKCPGAP
LSQLFLGRAIPALARRFPQLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLTALADRSGRDLDLARLVARNAMFFMSGERHAAIRRAVADSLGGNRLARWQPLIEAETQAALARLAAAAEPDLIADY
ADPIFRGIAGPVLGISPADPERFDVLAPILQDVLEPWLPIRELDRLQDVIGEILAGLRPPATDGLPGTPLLTRLMDEDLP
DTDETDIKALVLVMYGASFNMAHTLGNILHHLLTLPPEDRKCAADPAWIDAELERLISLCASPKYIYRMARGPARIGRIE
IRPHETLRLQLLSIDRGVGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALKPQRHRYFEMTQTVALATLPCR
LGSTGKDRP
>TDX33395.1 acyl carrier protein [Rhodovulum visakhapatnamense]
MTRTLTPPAPEVVDFLTAGIARFTKQDPAAIRPDSVLVDLGLQSIDAVLLSGEVEDHFRIELDPATIFSHETVGSFASDI
TKRLGAR
>TDX33396.1 carbamoyltransferase [Rhodovulum visakhapatnamense]
MTTWYLGLSTSGHDPALALVDETGRVVFAEATERFLQDKRAWGVVPDHVPHLAAALAAVGAAPGDRIVPVTSWASVKADL
GLKVHDALLPASDTIWMQGLQAQMQQSAGASLLRLGFARERPEPMRFDHHLCHAVAACHFAPVADAACLVIDGEGDVGAV
SHFRLTDRRLSRGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLAGLLSADRGRLRFADDAA
IAAIRAAVEPLARGPATPVTDAADLAAAGQAAYALLADQVLEAIAEDGPALILSGGCALNSSYNGTIAGRTGFDSVFVPP
CPADDGNAIGAALLAWMADTGAERIPFGGGTPFLGSAPHTKTLEAARRAAASGHAVTDVAGRSAEAAAALLAQGRILGVM
RGRAEFGPRALGNRSILADPRPVGMKDAINARVKGREPYRPFAPVLAEADLADWFDRPQPSPYMSMTLPWRAGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDVLIEKPAH
P
>TDX33397.1 FkbM family methyltransferase [Rhodovulum visakhapatnamense]
MQDDIYSFGNGVRVYRRHVLDHQVDRYVKAQAGNLHEPVEEHWFLTLLGEIPAADPLVYDIGCGIGYYTLLLLHERPGAE
AVAFEPLPDHAAAIRENRALNGIAPDRLRLIEAAAHVAEGDVCFEAADFSSRVADEGGLRVAARDIAALIAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECCALLGQHWRVVHSDPAPAHQPDGLIVAVRD
>TDX33398.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MEDTLEKSDLERLFDEAGIDFDFYTKKQNPQSIAFMAELLPLLERLYPARYHVKTLLDVGARTGSGSAFLATVLDPASYA
RLKCTVTALDIDPTMAKISHALRPEMEYLVADIFKIDDRQWDIVSCSHCIEHVPEPKPFLLQLRRLAREHVVISTPFLEN
PETRIPSHRHTFDEEFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>TDX33399.1 mannose-6-phosphate isomerase type 3 [Rhodovulum visakhapatnamense]
MTDLSKTTAALRLWLEAEVLPLQAGQVRDEAGFCERLAADGKPVDLPRRAMVAARQLFAFSRLMGAGLGGSRPRLLANHA
RDALLAEHLAPDGAVLPIAGGGAAFSLYDVAFCLFALAAAPEAVLPRARAEALAARILTRLDALYRHPEAGFEEARPRRL
PLRANPHMHLLEASLEWIDSGPCDPRFEALADEIAELCLARFVDPGTGAQRELFDGDWRIADGPGNAVEPGHQYEWGWLL
LRWGVLRDHALAQAAGRRLIDLAEAHGLTADGLAASLLTPGLAIEDATARLWPQTERIKAWALRARLAPRPAEAALAEAT
AVEACLGLMRFFLHPLRGSWWENLGPGGAPRPEPARTSSLYHIVGAYHELSTLEARQFLPIARKEHRAPSTA
>TDX33400.1 D-glycero-D-manno-heptose 1,7-bisphosphate phosphatase [Rhodovulum visakhapatnamense]
MSALTLSGPEAATARAKALLPRQAVILCGGLGTRLGPLTATCPKPLLPVGGVPFLAVLIGELARQGVERVLLLAAFEAGR
VEDFTRDLPATLPRPVEIEVAREARPAGTSGALWQARDRLEDRFLLLNGDSWFDILLADVAAAQSARPGVLGALALRRVA
DGGRFGTVRVADGMLTAFAARGAETGPALINGGVYCLSRGIVSHLVEDGSLEAEVLPRLAAEGRLAAVERTGFFLDIGVP
GDLAAAQTLVPAQRRRPAIVFDRDGVLNIDHGHVGHPDRLDWTEGAIAAVRRVNAAGWYAFVATNQAGIAKGYYTEADYL
ALRAHMARDLAAAGAHIDDERYCPTHPQAVHPELRQVSDRRKPGPGMLLELKHRWPVDWAQSVMIGDKPTDIEAARAAGL
EAVLFQGGDLDALVERLLRDRKGKP
>TDX33401.1 D-glycero-alpha-D-manno-heptose-7-phosphate kinase [Rhodovulum visakhapatnamense]
MPDRRLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNVTINRFAFASIEARDDGRIVFAANDLDRTESFGIDDDLSGAA
LALHRGVYDRMVADFNRGVRFGATIQTNVEAPAGSGLGSSSALVVALVDAFRAHLGAPLGPYDVAHLAYEIERLDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELECRLVTCFSGVSRHSAEIIERQTASVRGSDRVAVEAMHSLK
SDSIEMKRALMTGDFDGLAAILHHSWAAKKATAATVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRCALI
EALRGIGGDADPVVFAESGCQSWRLPCPR
>TDX33402.1 hypothetical protein EV657_102279 [Rhodovulum visakhapatnamense]
MIRRLILHIGRHKTGTSAVQRYLAAHRASYAAAGIVMPDFGGYDDPEAEPADRAAHHRIALDCGSGPAAPPETRADWRAR
LAEAAEGGHTLVLSSEAFQNCSDFGALRALCRDHYVEVVCYLREYLDYALSAYAQEVKKVGLYSGFFEFERGFNPQLARF
VTRWEEFANRCHWRLYDRTRLAEGDVVQDFLKAADLPDFGGDRFQGENPRLGGSLLGFKLMANGAGLHSLPLARALDPLA
ASRPAFRAPWRLGPERQADLRARRDYNATLEALVGEVGLADLSAGALPFESPGFATDLGQILGALDSLPRVRAHPIFAAF
QEQASCPTGA
>TDX33403.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MTDLDDTLADEIAERLKTDVLYIETDRSVEETESFCTLHAPWRSVYRFSNGVTTESFERSEHVPNARCLAKLRRFHAKID
LSRLAGKRVLDLGFNEGYNSIFLSKYLGCKVDGIEFYDAAVKRTSAIAEFCGAPCTFWTADANTFSAPATYDVILHCGLL
YHLPDVWSSVRNTCLSLKPGGEVLLETTTYEGADKFDCKFMNWHAKGYNNFWALSPETIRYMFAEFGCTEGQEVDSFEVG
ALAGTGMKRTMMWFRKAR
>TDX33404.1 hypothetical protein EV657_102281 [Rhodovulum visakhapatnamense]
MTRAGQPWSVPLRSGRNRTDPIPVILAHYHLYKNAGSSVDRAICEAVGAGNFIELDKDRRFRRAPAFNTALIRQILRAHP
GMRGFSCHTFVATAHRVDDFTALPIVFLRHPLLRLASIYRFEPTSKAHRDTPMGRLAASLPFPEWLDAFLKSHNGKNYQT
CVLSMMEDGSHSPFTNGHPRHIGDIRVAAERLDEVNSLTGVGIVEQFDRSARRIEAAVGRHFPGFRLSGAAANQTKQVDS
WQDELAALERSLPADLLARAVMANASDYALYDRYR
>TDX33405.1 hypothetical protein EV657_102282 [Rhodovulum visakhapatnamense]
MNSALICPGPGKSGTTLLHFMFSNIKGCYGPRYGKEYSFFAEDRDEPYESIFAVNGDAADVLRFEFSPYYTTFSGRSQQK
KVVERIRNSVDNPFIIFAIREPVARSMSAYRHFLQSYSRFGRGRHSAEKRCLSDPYRQTFDQAVRSDQLVGCMLSDIVGI
YVDSFGKDNVMFFFLEEAVASFDLFYDFVLDRTGFRVPNSRCGEKIPKVLEGRGLPRYYYSEDSDICIRGKDGREAYLPA
GHFYICNDVGHEIVKDMDPEAAAACIQAQELWTREFSAGYQSDLFDDVFRQDFKKLSEYWVPGSYAGSIPDYFNWTYKEK
VVPYADPDIDLLRNLSLPAV
>TDX33406.1 GDPmannose 4,6-dehydratase [Rhodovulum visakhapatnamense]
MPKRALITGITGMVGSHLTDFLLDRTDWDIVGMARWRSPMDNIAHLTDRINQRNRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPKTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVVHVCASSEVFGRVPRDKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMKVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYMLV
TVNPQPAAYYNIGGEHTCTIREMLDHLIGLSPARDSIRVETDPDRLRPIDADLQVPDTSKFRAHTGWAPEIPFETTMRDL
LDYWRGRVADGAVRLVR
>TDX33407.1 nucleoside-diphosphate-sugar epimerase [Rhodovulum visakhapatnamense]
MSGAEGKRVCAVTGPGGFVGGYLMPVLAARGWQTLPMGRAAADFSDPEALAGWLARHGVTDIVHLAAESNPAGGDTRAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGAAPQREDDPKQPPNHYGASKLLAEVIAGWYRDRLDITIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILAHVLEAPARSLEAINVSSGRATPIAEILDTLTRI
SGHAPEIRRDERFIRKGDMRFQACDTARARSLGHVPRHDLANTLGWMLDAATRSVPEPVERRLP
>TDX33408.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MKHETAPASHLRAVGGKATALRFFTICARNFLPSARLLCESLRQAHPDAVFTVYLCDRDMGYDPVPLGMRIEPLEALGIP
ALERMIRSYNITELCTAIKPYCFLREFAQAQGDDPTPHVIYLDPDIEVFSPLTEVAEALDAGAQAVLTPHVLHPAERAEF
EDDHFLRFGAYNLGFIALRNTPEVAEVMRWWGRRLVDQCIIDLPRGIFVDQKWMDLLPAFLDDVHVLRHPGYNIAYWNLH
ERRIHGPEGALQCNGQPLRFVHYSGIILEDTDQLSRHSRVFHVSNSFGYGPLVQRYRARLTAPGNRRLRNLPYAFFWNGA
RGKNAHSPGAEADTAWSRPETFLLARQAFTMEQYLGFLTAEASEIENRRATEAALVPRGEEGRNGFHFSAYCAVCGGRHS
MVTSFLYSGETYPDGTPVPNWREHVACASCGLPNRVRASMHLFLQEFEPRSDSRIYITEQKTRLFGWLSGRFPNLTGSEY
FGNRVPKGGLFEGVRNENFEDLSFQSESFEFLLSFDVLEHVPHPERAFAEAFRVLEPGGRLMFSVPAHLDRYPSTIRAEL
APDGRIIHNLPAEYHGNPVDPEGGALCFRYFGWDLMDMLREAGFPRPFLFHYWSREFGYFGPGQALFVAEKPR
>TDX33409.1 glycosyltransferase involved in cell wall biosynthesis [Rhodovulum visakhapatnamense]
MASFFGRFAAEIRGLHIKRVIAPAFDAGWYLSHYTDVAQAGVDPLTHYIRYGAQEGRNPRSDFDGVSYLEINPDVRAAGM
NPFYHWIRFGRAEGRICGSVRDAAADGAGTGAVTPPVMDFSGIFTPLDRLPAPVLERLDLAALPDTVLGRGFPYGLRAGP
VDFPIVLFRDDGGAVPVERVEQALAMTSGKVHVLGPDGCGRARRSAPANDRVRVWPAEGETALDDLRALLKGLDAELAGF
WEVSLSPALSAWTFLEAAMVRDPGLAHVGASLARPDGRLWRSGWRHRAGETTLAEIGRDLHFLDPFQFRLKPSVALDPVF
GLARVAPLRAAAAASRARPTGAPDLVAALAGLVPLLAGDGQPVFATQGCAVVLSESEPAQPPQAAAPEDAGLPAHPGPVE
AVVFVDSVPPMPDQDAGSVTASNFIDIFLERGAEVLFYSTTRRAWTDPYALALAARGVVCLTDPVVQGYDSACDRIAAAG
YDRLTFLLTRVYAGGAFVERTRALFPRARLVFNTVDLHGLRELREAQRAGSAAREVSAHATFARERDIIQRCDSTILLSE
AEIAVLSPTLGHADLRLIPMVNEFRPPRAGFAERTGLMFVGGFGHTPNIDAVDYIIDELWAPIRARAPDMVLKIVGPHFP
DRLRARLPEGVEALGFVPDLGAALEEVRLTVAPLRYGAGIKGKIGTSLAHGVPCVATPLAAEGMGLVDGRDLLVADGPEA
FADAVLRLHDDEVLWTRMSRAGYEFCEARYSRRAVAARLNALLDGVPA
>TDX33410.1 tetratricopeptide repeat protein [Rhodovulum visakhapatnamense]
MQNADPEIATTAAAREASGQALTRPPQDRALRLREGVLLREAGRIEESLAHLLRLAADAPGAPWVAVELAATQRRAWAYD
AAAETLAGLLAADPRQRQAHWARIDAAAQELRLDLALEAVEAALDVLPGDAGLALRRCNLTLQRGHVRAARDLLDALAAD
RPGDPGVDLARGHSLLAEDPETALALAGDVVARAPGLVWAWPLRIAAARTLWRFDDAEAWGREAETRFPGQAPVLQARVA
TRMALEDPQGALALLPMAPDTPAIWILRGTTLLASGRPEEADAAFAAALDTGGLLPGAAIGRIGAALELDRVDETRAGLS
ALIAWHEARGHRNGDRIRAEIAGRLGDWPEAERLSTQLLDRQGPDRALLYLQARARFGLGRIEGADTALDTLGALDPDHS
ASAGLRGELHLAAGRPDAYVAHRRALFQRPDSARTRTDIDFGRDLDALGRHDEASARLQHLLDRNGDAPNLFLSQALMAR
GRVEEATAILPRFVRGRRNITGGADEAITRAADLERLFDFETARPIPTMSISPAASLAWRLARDRSLGQAEWTRRAERAS
AIWRWLTAAPAEPEALLPWLHPGEADKLRALPRPCILATTHFGPLVYSVLRGLNVGYHYLAARSAANPAARGLGPMIAAA
TAPREAAAEAFRVLRGNGILMATHDSPARVMRQGGPGDVARGRLFGRPFELIDTLPKLAAGLRVPSLTLQAHWRDGRIAF
EIAPLPTPEDGEPTQMWLDRWAQAYLDRIEWIMSGPPENQNLDALNWRVLLLDPPPV
>TDX33411.1 uncharacterized protein UPF0029 [Rhodovulum visakhapatnamense]
MRILENILTDRGSRYAVSGGSCHSAAEARAFLAELRRGKKFARATHHSWAVLGAGGPVKSDDGETGAGAIILRMLERAEL
RDHIVVVTRWYGGKPLGGDRFRHVQEAVRIYLDTHAGRS
>TDX33412.1 diketogulonate reductase-like aldo/keto reductase [Rhodovulum visakhapatnamense]
MILQETRTLPNGVAIPKLALGTWMIDDAKVTDAVKAAVEIGYRHIDTAQAYGNERGVGEGVRACGLPRDALFVQTKLDAG
IKDHGGARAAIDGSLETLGLDYIDLMVIHSPQPWGAFGDTDRFFEGNLAAWTALEEALEVGKIRAIGVSNFQTADLDNLL
DHARIKPMINQLLAHIGNTPFELIDYSKARGLLVEAYSPIAHGKILDNAEIGTMAGKYGVSIPQLCIRYVLQLDLLALPK
TANPEHMRTNADLGFAISEDDMARLKAITAKDYGDASGFPVYRGKA
>TDX33413.1 dihydroneopterin aldolase [Rhodovulum visakhapatnamense]
MSRYRIVLEDLEIRMYLGIHDFEKKAPQRVLICAEIDVTSRSFGKDDIFDYDRVVAFIRAFSMQFIETQEDLVVRIHDHI
LSLGALSATVYSRKPDVFEDCKSVGVSYRGD
>TDX33414.1 NAD(P)-dependent dehydrogenase (short-subunit alcohol dehydrogenase family) [Rhodovulum visakhapatnamense]
MFDEVRATMGAVDLCINNASMFVNDDLLDYEDTQFDDHLGVNLKAPVQLGALMRRQPEEAEDRLILNMLDNKVFAINPDF
FTYTLSKTALLAATRMMAMRFAGFPRVCGIAPSITLISGKQSPENFEKSSRINYLGRRVFPSDIADAALFLWKTKSCNDQ
IITIDGGQSMMRLSRDVAFLAKEGHFDE
>TDX33415.1 hypothetical protein EV657_102293 [Rhodovulum visakhapatnamense]
MATLKPAPAKRRARSAPIRFAPPVIRMLGIARLLSVQNLGPRLREGSDREHEILREECPVRRSPDRILWTRRGGNNNRAF
LAVRHARQKRTKTQWGASRLRRILTPDASRSPENVRPSTTGKSDNRPERPRVPCQRHAPEARQSGRRVSTRPVVCLGAMP
NRTFTVRPGRIAASLQVGCGPCMPVGLPAHVLSGSHPIIREPGRVNASARARRVLILSVGSAGLLMPSSHHAGFPGRNPS
RAFCNGVSRLCHQIPAPKADNRAGLERPCAHADPCRQKVPTPDRRDRVPGRETSPPPRAEIACA
>TDX33416.1 ATP-dependent RNA helicase DeaD [Rhodovulum visakhapatnamense]
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEDDRMGPPAAPLALVIAPTREL
ALQVQRELVWLYARTGAKVVSCVGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAERRTLLFSATVPPAIAELAKLYQRDAARVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRFHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
TLLHRSGRTGRAGRKGISALIVPDKLAKKAARLLKWAKIEAEWILAPTPEEILALDETRLLADALWEADPTEAEAAFAAR
LLADRSPEMIAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSIWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLLARTSLVEIAEAAVPGFVDRIGPEGLLEDDIRAKRFDGPIEDTRGPRPRSERPKPERSRPDRPGPERPKAEYPRPE
RAPEPPRPAPAEATAPEMPPATDEAGVNRPEPTFKPRPTPRPDRPDARSAEPETPRPKAAGHARDRAADARPGDRPRKPR
HGAERATTRAESPAPRPKEGRKTGPKGAAKDWSKDRPKDKKRRAETDAAPADRRRADAADPSKRLERPGAPTGKGGKPKG
AGVKRGGPKPGHGGGNAPPKRKR
>TDX33417.1 phage terminase [Rhodovulum visakhapatnamense]
MTSEGLVIDVRTDGVSGVTQLFDGEAAAQGFCTATTRDQAGLLFRELRRMIKAAPALSAFMDTGNKHLISTAITNGTIRT
LSRDGNSADGIRRQPRHRAARRRRLPDRRRGRGVVPDQLRGLGRRVRRRCAGG
>TDX33418.1 hypothetical protein EV657_102297 [Rhodovulum visakhapatnamense]
MLAGRQAVPAGTLAITVGQGGTSSETAATPGGASSALGLTARGGGIGGGFGGGAAILPTDGGGGGARDADESLFGAAHPT
SYRGGDGTRVSGGRKHSSGGRGAGGNGGDADAGTGGLGGPGIVSSITGLAVDYGAGGTGRVWMLDVNVPTEAETPTIPGH
GGPGVTTRNYIPGSPGAGGVVILRVAAPTEAPPDARAEAAGAFGLAGSAAVTAEASGAASGGFRLLGAATATARAAAAAE
GGIGIGGASSAAAVARAAAADTLRLDGAAVGVTRAGAGSGRASGTIALAGRGAGTVRIGGTASGAVPLAGHAAGAAAVLG
AAGGALDLAGDAAGIAADPPPPDAALIRAAGEWRAQRAAGHWRQIGVSGRWRVA
>TDX33419.1 hypothetical protein EV657_102298 [Rhodovulum visakhapatnamense]
MKTWVSDGLRLAVDVAIDAGAQIAELTGGTAEAVARREFSGGIVAGAATITGAAEVAVLFPPGALVAGTWLVQVRVTVGG
ETQTVFEDRIAVAESLVA
>TDX33420.1 hypothetical protein EV657_102299 [Rhodovulum visakhapatnamense]
MRVRAGILGLVRTILTPSSRSEDDYTWCVTAIGHAWVGALLAPLGPAAAPFRLLASVAHWTLKERGDLRRGGSWRDGLVD
TGFVGVGTLYTGPWWWPYAIGVAVVAGLLARWSARRDPIWR
>TDX33573.1 helix-turn-helix protein, partial [Rhodovulum visakhapatnamense]
MCVDWGVSIRKACGAICFDTSSYHYKSRRTDQAAVEMRIKEICETRVRYGYRRVHVLLRREGWVINMKKTRRIYNELGLQ
LRNKHPKRRVKAKLREDRQEAVGPNDVW
>TDX33574.1 putative transposase [Rhodovulum visakhapatnamense]
MKASKFTEAQKAFILKQGEQGTPVAEICRKAGISQATYFNWKKKFGGLLPDEMRRLKALEDENTRLKKIVADLTLDREML
HDVIRRKL
>TDX33575.1 aminoglycoside 3'-phosphotransferase-1 [Rhodovulum visakhapatnamense]
MHQDCEARFGAAAEAAAMFDGLSGYVWTRNNIGESGGEVYRLHGNPGAPDLYLKYCWGAEAGSLLDEVSRLRWLAAHLRV
PALVEFRCSADEAWLLMEALPGETAYQALLARPEEREVVVDALARFLKKLHSIPINQCPFNSGQAYRLGLARQRLDAGLV
DEDDFDEERRGWSASHVWREMLLLLPQAPDLVVTHGDFSLDNILVVGNEVAGCIDVGRAGSADRYQDLAILWNCLGEFDT
SLRERLFASYGMPVPDWSKLQFHLMLDEFF
>TDX33576.1 hypothetical protein EV657_1014 [Rhodovulum visakhapatnamense]
MDASGDRILGLLVQCRFDSGELNMFTGHGSVAWEGVTYLGAAGQMLRIGEAVTRRRA
>TDX33577.1 protein PhnA [Rhodovulum visakhapatnamense]
MRLSAYPMTDTLPPCPECSSSYVYQVDALLNCPECGHEWVPDDLADTASDVRDSVGNVLADGDTVTVIKDLKVKGSSLVV
KVGTKVRGIRLVDGDHDIDCKIPGMGQMSLKSQFVKKVSG
>TDX33578.1 cold shock CspA family protein [Rhodovulum visakhapatnamense]
MASIQRALTFFLFEMLLPLTRFRLIDLDRLLPGCRDSAGSNIMENTDMANGTVKWFNATKGFGFIQPEHGSKDIFLHISA
VERAGISRIDDGQKVTFDVETGRDGRESATNLALA
>TDX33579.1 uncharacterized protein DUF982 [Rhodovulum visakhapatnamense]
MVLMTSHDGDVERFGTIEKVRYWLRRRWPVSDRARHTALAKVESAMECMSSVEEARRAFLVAALSAGFAPAGAE
>TDX33580.1 sodium/proton antiporter (NhaA family) [Rhodovulum visakhapatnamense]
MLLRALDKFFGHEASGGILLMLAALAALIVANSSLQPAYDSALGATFSVLLNGEGLEKPLILWINDGLMAVFFFLIGLEL
KREMREGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGTPETLSGWAIPAATDIAFALGVLALLGDRVPAALKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLFLALIPLAGLIWLNLRGAHRIAPMILLGTIMWFFVLKSGVHATIAGVVTGFCIPL
TDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISPSDLLQPLPLGVALGLVIGKQLGVFAVTFAMVKSGLARL
PEGVGWVHIYGLSCLAGIGFTMSLFIGSLSFGDPALMNDVRLGVLCGSAISAVLGYAALRLIASPATAKQVATAR
>TDX33581.1 glyoxalase-like protein [Rhodovulum visakhapatnamense]
MLELDHLAIAAATLDEGVAAVEAALGVRLAAGGRHEAMGTHNRLLRLSPALYLEVIAIDPEAPPPGRARWVGLDRFEGRP
RPAAWVARTSDLGAALARAPAGSGRPMAVARGDLRWRMAVPEDGELPFGGLFPALIEWQGDLHPVAMLPDTGCRLVGLEL
YHPRADDLCHALEGLLDDPLVAVHPGPEPALRALIDTPHGRRILE
>TDX33582.1 DnaJ like chaperone protein [Rhodovulum visakhapatnamense]
MSLWSRIADALSALAKGEGLAAVFDRLRTAPERTVAFTIAVIALGAKMAKADGRVTRDEVTAFREVFTIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETEAPLCDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLTDRQFRTLRARFVPDAV
PDPYAVLGVDPEDDLDAIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAVNQAWEAIVAERAA
>TDX33583.1 hypothetical protein EV657_10111 [Rhodovulum visakhapatnamense]
MRIATYNVEWFNALFDDAGALLDDDGPSGRHGLTRHAQIEALGIVFTALDADAVMVIEAPDQNGRRGTVRALEGFAQAFA
LRARRAVIGFANDTQQEIALLYDPDRLEARHDPQGLPTGRKGAREAPRFDGVFRWDVDVDAAPDLIRFSKPPLELAVETA
SGASLRMIGVHAKSKAPHGARSPEEVIRISIENRRKQLAQCIWLRQRVETHLEAGEPLIVLGDLNDGPGLDEYEKLFGRS
GLEIVLGQDGPPDRRLYDPHARAALQGLLAAQPASARFYVPATGRYLSALLDYVLVSPDLRARAPVWRIWHPFDDPELYR
VPELREALLTASDHFPVSLDIAL
>TDX33584.1 hypothetical protein EV657_10112 [Rhodovulum visakhapatnamense]
MTRLAAHAPLIALLLALSLAAPPVAAQDGAPLDGTGGANDPGDLDKGLDLLGEGMRKLFKGLGDEIQPRMRDFAEAAEPV
LSRLMDLIDDLDAYQMPERLPNGDIIIRRKPDAPPLADPDHADDIEI
>TDX33585.1 glutathione-dependent formaldehyde-activating enzyme [Rhodovulum visakhapatnamense]
MSSYDGGCAHVHAHADHDPIDNHTCHCSVCKRVTGQPTTHVVFFRHGDLAAQGGPMKRVPFNDRNPDGPLEICICEECGT
PIMLDDKQGRIRAVVPNLMGSSAEMPATYHAFYDPATGVAKPDDGRPVYEGLRPDFVWPQPS
>TDX33586.1 hypothetical protein EV657_10114 [Rhodovulum visakhapatnamense]
MGRDLVFRASARLMAMDDAAWARHANPWSGWSRLSVLPLLSVAAWSRIWLGWGALAPLALVLVWTWANPRLFPPPASTGS
WMSRGVLGERIWLTQGTDPAFAHHRPMVRALGLAGALGLGLLLAGLALLAPAPTAAGLAVAMLSKLWLLDRMVWVHRDAG
APGLPPG
>TDX33587.1 Ppx/GppA phosphatase [Rhodovulum visakhapatnamense]
MDGQAEDRPEAWDPFGRSLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
RRALAALKRFEILSEAMGAAPLTVVATAAMRDAEDGPEFRAEIERATGLKIWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGIVGQRGTSPLGPLKLRDVPGGKKGLDRYIGQEIERLAAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRSSLSETIDWIATSDTEALRQRTGTSPDRMALVPYAAQVLKKLVAHLRPREIAVSSYGIREGLLFEQM
PADLRARDPLIEACRFAEQTSARLPGFGNRLYNFILPLFGAAGPEKRRLIRAACLLHDTAWRAHPDYRHEVCFESATQAN
LGGLEHWERVFLGVSLLHRYKNSRAGSRFEPLFALLEPEQIRQAEVLGKAMRFGAMFSLQAPDSLAELRHYPKKKQLELI
LAAGSEALFGEVAEARFASLAKALGVETSVRVRRH
>TDX33588.1 polyphosphate kinase [Rhodovulum visakhapatnamense]
MTQADFLVAPFPEPVEIPEPQRIGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFVSISATNLDEFYTVRVAGLRE
LAKKGNIVPAADGLTPAEQLVLIDRDARKLLQSQQTAWNKLKREMEDAGIHILTRSRLTAADRAHLEDYFLRKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERDRDGHPLQALLPIPHQIQRFVRLPAEDGQQRFLPMEELLLVHLGSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKLSAGAPEQLRSVIMRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWPPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPNVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVSALVELKARFDEAANIRQSRRLERAGAHVIYGFINYKTHAKISTVVRREGDQLVTYTHFGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEESDHARNGRPAHIWAKMNSLIESDV
IDALYAASSAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSHRARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANFADEAQSWVMQPDGSFVRAEAGPDAFNCHRFFMENASLSGRGSAGAADVRQLAKV
KD
>TDX33589.1 DnaA protein [Rhodovulum visakhapatnamense]
MVRQLALELPVRPARGRAAFFVAPPNALAVQQIDAWRDWPARKLVLIGPEASGKTHLVHVWADLASAEVIHARDLPQAEL
PALAAAGAVAVEDADRIAGRRQAEDALFHLHNLLAAEGGTLLMTARRAPRDWGLCLPDLASRVQAAATAHLEPPDDTLLA
AVLVKLFADRQIAVSPDLIGYLVDRMERSFAAAAETVAAIDREALASRRKPGPRLAREVLDNGPGGDD
>TDX33590.1 putative PurR-regulated permease PerM [Rhodovulum visakhapatnamense]
MGLPVRAQAKYWGIAAAAIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGFSRVGATVTITLCALVIFVLGALLVL
PSMIEQAVALVNAAPDLASHLHAFLTERFPSLADNGSTVRKTLTGIGEAVQAKGGELLNGVLTSVVSIVDMVVLVVLVPV
ITFYLLMDWDRMVAEVDRLLPRDHAPVIRRLAGEIDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FIPYVGAVVGGVLALGLALFQFWGEWWMIAIAGGIFFAGQQIEGHILTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAAALGVLTRFFIAQYMDSRLYRGMAGRDDAPAPDSDEDAA
>TDX33591.1 prolyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MRLSRYFLPVLKETPSEAQIASHRLMLRAGMIKQASAGIYSWLPLGFKVLKKLEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRIRDRHDRDMLYGPTNEEMITDIFRSHVGSYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDYDSAIHAYNRHMVSYLRTYERMGLKAIPMRADSGPIGGDDTHEFLVLADTGESEVFYDSAILDLTFGDRNVNYD
DRAECAQIVKEWTTPYARTDETHDAALYEAIPEARRRSSRGIEVGQIFYFGTKYSEPMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADGACKGIYKALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGDSEEMSPEAAVAKIAEIYAPHRTGSHWEPMAKSSFHTWL
>TDX33592.1 hypothetical protein EV657_10120 [Rhodovulum visakhapatnamense]
MSAYLPMNAIPWYDGPASRPARLLKEGAAYNRRLILEAGVDLVLLLGRQAWTSARYLNLPDRIGIRRLPHPGRLGLINYR
ENGKIVGAREAQKRLIAGFALR
>TDX33593.1 lipoprotein-releasing system permease protein [Rhodovulum visakhapatnamense]
MARAHQAFTNARAFRRGLDPDPQILLFAPGTPTGEPMTAAPFARFEWMIAWRYLRARKAEGGVSTMTWISLLGITLAVFA
LIATLAVRSGFREEFVDTILGANAHVTVYAASEVNAVGVRTRTIPDYEPIAERLRTVPGVTRVAPLIKGQVMAAGPGGTA
GVEVFGIAPADLATIPRIAYPEAHAGTLDRFAEGIAIGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVNAYEVTYIF
TAGRYDIDRTRVYMPFAEAQSYFNRESVADEFEVMVADPEHVDDLTSALLRAAGDRALIWSWRDASGSFLRALDVEDNVM
FIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTMGLSEGSILRVFFICGASVGLAGTLFGVILGCLFAIYIDPIFSLV
NYVSGGGVWDPSIRGIYNLPAKLELQDVLSAVLLSLGLSFVITIFPARRAARMNPVEALRYE
>TDX33594.1 lipoprotein-releasing system ATP-binding protein [Rhodovulum visakhapatnamense]
MSDPVLSLDAVEKCYNRGLPGEVSVLRGASLSVAPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENILLPQMAAGTPRAAAEARAMDLLTRVGIAPRAAHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>TDX33595.1 hypothetical protein EV657_10123 [Rhodovulum visakhapatnamense]
MARSTFGLECLLDAPHEEQETQARRPGFARFAIERVTGTDARKAVFVGRQDGHPAELPLLRGAKGPERAHAFHRDLQRLA
LHMGHDPVRVPPRVAAWPGKGLPVQRLTEGRPMCQALAGPERDEMIGRAGGWLAHLVSTERRRLSFGGRYWLRRRGAELA
AKRAQPTDRRLADELSNRLEALLTTVAGRPITQARWSGDFRPRNLLLRDGAVYGLASGDPGRMQLVRDTARFLVALRAGH
PRAETGDIRFGFHGADLDALLAPIPAIPAGERALHLPFFIGVELAGAFALCPPDLPETAALCDAIGHFLGGIGPPTL
>TDX33596.1 DNA polymerase-4 [Rhodovulum visakhapatnamense]
MEVGHGDDPATGTDPETDPGGAPGAAADQRRIIHVDMDAFFASVEQRDRPELRGRPVAVGHGRARGVVAAASYEARAFGV
RSAMPSVTALRKCPELIFVPPRFEVYKAVSAQIHAIFAAHTDLVEPLSLDEAYLDVTGACAAGRPATGIAEEIRAQIRAA
TGLTASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAQAFVAALPVGRFHGVGPVTEQKMHRLGIRTGADLRARSLAFLQA
HFGSSAVHYHAISRGIDTRPVRPDRRRKSIGAETTLSEDLREFGAAVEVLRRLAGKVARPAAEKRLSGRTVTVKVRFADF
EQLTRRRTLPRPLAGAEEILAVAESLLEDLHPFRRPVRLLGVTLSGFEPPAGETGQQLDLFDAAEVPPQGSGRAGRLTGV
PSS
>TDX33597.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MSIHTRPIPSRARVGAKPPRGSVSAALAALDRAPSDPAALRAFVATLAKADMERARSARFEAALARALAEPSVCNLTIQS
FASAYLAGRFMAAADKADGKVDVPPGLLNLTIAHLYHRLNVSLALEPFLIAFRRDLLEAARDGRAVSAQQIALAEALARH
SFTCEYIWLEAEAETAALETVQHQVETAIAQGADVPALPLFVLGAYRPLDRIPALRAWVALQAAQGLERLDPTLRLLVFD
RLQEEALIPRIETLTAIEDATSAAVQAQYEENPYPRWRHLGRRTPVDFKTYLSRELALAPALTASAPAQARVLVAGCGTG
QHPISLALSLTGATVLAIDLSRASLAYASREARARGVENLGFAHADILKLDGLEDAFELIEAMGVLHHMRDPEAGLAVLV
KALRPGGFLRLGLYSRLARRAVIAMRSRIATVGYRPDLEGMRAFRRDFFLDRLYAEAPELCSFRDFYATSELRDLIFHVQ
ERDYTTSELAEMLDRNGLEFLGFSGLDADIMQRYRAETPDDPTGTDLAAWGRFEDRHPETFRGMYRLSCRKAAPSAVSPA
>TDX33598.1 DNA topoisomerase IV subunit B [Rhodovulum visakhapatnamense]
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPVDPHPKFPGKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGATANRRGTTVTFHADEQIFGHHRFRPARMLKMVRSKAYLFSGVEIRWKSAIPDGDTPMEAVFHFPGGLSDYLT
ETLEGASTYADRPFAGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRAEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATSRDGTELFIVEGDSAGGSAKMARDRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFNIDDLRYDKVIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGPKRIYA
LDEAEKEMWLAKGLGGKGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDEPGETADLVERLMGKKPELRFQYI
QENARFVDEVDV
>TDX33599.1 polyphosphate kinase 2 [Rhodovulum visakhapatnamense]
MDQLTPPAAQTSAALPKTEEDETGQAPLPTVAEPAAPASVPRKSTPKAAPPVATAANIAHAFESGEYPYRTKMSRRSYEA
QKAKLQAELLKVQLWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRTARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNDYLEFMRQTPELERMLVRSGVRLFKYWFSVTQEEQRRRFKSRETDPLKRWKLSPI
DKASLDKWDDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMRHFLHGLDYPGKNPRVAHAPDPLIVGRAEHVIHKA
EHILGTSLHPDLRKGRED
>TDX33600.1 methyltransferase family protein [Rhodovulum visakhapatnamense]
MWNDRYAGEDYLFGTEPSTLLRHEAARLPPGAEVLSVAEGEGRNAVWLAGQGHKVTAVEAAPNALAKARRLAEARGVTLD
LREADIDRWDWAPGAFDAVLGVFIQFGDRAAQDRLFAGMRRTLRPGGLVLLQGYAPRQVGYGTGGPGDPAQMYTEPLLRD
RFAGFEILLLRDYDTDLAEGRGHSGRSALVEMVARKPRPED
>TDX33601.1 MATE family multidrug resistance protein [Rhodovulum visakhapatnamense]
MASVSPLPLSAHLRATLVLGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFIVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGVGLLSLPVFFVSERLFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGAVAVNAVGNYLLIFGHFGLPELGLQGAALSSLIVNVLSMAAVVLYALLATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIAVQISSAIFMVHLGLSNAATIRAGAALGRGDRTGLYRGAVAA
FGVSAVAVAVSVVAFLAWPEVLVGFFLDPASPDRAAVMAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLASGLALAGVLMMTRFWSRDWVPAR
>TDX33602.1 aspartate aminotransferase [Rhodovulum visakhapatnamense]
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKRDNGLDYEPSQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVFVEGRMEDGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRAQLKALTDVLMKHPHVHIMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPAPLIKAMGKIQSQSTSNPSSIAQWAALEALNGPQDFIAENNAVFQRRRDMVVEMLNQAEGIDCPVP
EGAFYVYPSIAGCIGKTTPAGVKIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>TDX33603.1 helix-turn-helix protein [Rhodovulum visakhapatnamense]
MDTSETDAADWYSEDAATFGDRVVAAREALGMTQTELAKRLGVKLETVRGWEDDVSEPRSNKLQMLAGVLNVSIMWLLNG
HGDGLDGPGEEAVIPGDVRGILGEIRAVRADMARLANRLGVLEKRLRHALKEHG
>TDX33604.1 antitoxin CptB [Rhodovulum visakhapatnamense]
MTESTESRRKRMHIRAWRRGTKEMDLILGRYADAHLAAMDAAALEAFDALLAQDDHDLYQWVTGQVAAPDEFAPLIERLV
ARPVNG
>TDX33605.1 MarR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREVVGGLFARHAEGLVARNVVDDDGLREITAALKRMERYWSDQ
IRYIY
>TDX33606.1 uncharacterized protein DUF1194 [Rhodovulum visakhapatnamense]
MRAGPGLCRVLVALAGSAHAPASAGAAECRQALAIGLDVSGSVDAEEYRLQRDGLAAALIHPDIQAAFLQIPSAPVALAI
YEWSGTLDQRLILPWTVIDSPAALAEASATLRRAGRNSAARTTAIGTALTWGAALLADRPQCWQATLDLTGDGSSNEGPR
PAAVEIGEVTVNALAIGIGSSLRLDQAETELDELVAYFEAEVIRGPGAFVEVASGFSDFEAAMERKLLRELQTMAVGQAP
SGPGPGPRRAQ
>TDX33607.1 uncharacterized protein DUF1194 [Rhodovulum visakhapatnamense]
MVRLAALLALAPIQAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALKSSEVQAAILSVPDRPVALAVYEWSGRYQQR
VVVPWRLLESPSAILGAAEAIAGSRRSYAAFPTAMGFGLAFGARLFDSVPDCTERTLDMSGDGINNDGFGPDLAYASFPF
GDITVNGLAIGGGSPNDAEVFDFYRDRVIRGPGAFVETARDFSDFERAIRRKLMREVAARVYGGTSLLPRDGG
>TDX33608.1 lactoylglutathione lyase [Rhodovulum visakhapatnamense]
MKVRYLHTMVRVKDLDASMAFYQLLGLTETRRIENDKGRFTLVFLAPPGQEECPVELTYNWDGDDGLPSDSRHFGHLAYG
VENIYDMCDRLMKAGVTINRPPRDGHMAFVRSPDNISVELLQIGESLPPAEPWASMPNTGHW
>TDX33609.1 catechol 2,3-dioxygenase [Rhodovulum visakhapatnamense]
MTTNTVSETVSKIAPVAIDRVALTVRDLDLIGDFYQRILGLDRISGSGEELILGQDGRALIELRRDAAARPYPNAAGLFH
TAFLLPHRDDLGRWLRHAHARKVRMSGASDHLVSEALYLRDPEGNGIEIYADRPRASWLHDGDRVVMDTLPLDLASLRRA
EGHWTGAPEGTVIGHVHLQVGAIPEARAFYAGELGFDVTAEIPQASFFSTGGYHHHVATNTWNSAGAGMRPADATGLAEL
VLAATDPAASRSGRSVDDPWGNRIRVA
>TDX33610.1 putative oxidoreductase [Rhodovulum visakhapatnamense]
MTTLLQDLGFGSATAIDVAALLLRVALGALFLAHAWLKIFVFRPAGAAGFFRSLGLPGVLAYLTMAAEILGGLALIVGLW
TSLVSILLIPVIAGAGWFAHRANGFWFNNQNGGWEYPAFWTLTLLVQALLGSGALALTAI
>TDX33611.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MDLVDGLRTFVAVAESGSFTRAGEQLGITNKVASKYVAALEERLGHVLFYRTTRAVSLTHEGTKWLPHARKVLAALEEAD
SALRDPADGLSGRLRLTCGTTMGELVVADAVRGFLDENPAMQVELHLSDALADLAAGGFDLAVRIGIPQDSSLKMRRIGT
TRLCVAASPAYLARAGRPQHPRDLEGHTALLDLNEHPAGRWQFRDANGPLTVTVSGRFAVNSASQTIRAALAGEGVMRAP
DIFLAPHLASGALVELLPGHGTAAHPLNLLTLPTAFRLEKVDAFAAVLKRHLAGLGSDTRHPAP
>TDX33612.1 hypothetical protein EV657_10140 [Rhodovulum visakhapatnamense]
MTNVALVGASGNAGSEILKELSARGHRVTAIARNPERIAALLGVTAEAADLHDRDRIVGLLSGHDAAISAVHFTATDLPA
LLAAVRVSGVKRYLVVGGAGSLEIAPGQRLIDTPDFPEAYKPEAARGADYLEMLRKADDLDWTFLSPPALFEQGARTGTF
RLGKDRLLTGKDGSRISFADYAIAMVDELERPAHRRERFTVGY
>TDX33613.1 thymidylate synthase (FAD) [Rhodovulum visakhapatnamense]
MPVTEDQLAEIEAQRAETAPTRRVVARGMEERLYTLHPVLDHGFVRVIDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNHQGRGEVLEGEEA
ARVLEILKADSARSYDNYEAMLSQDGQRGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTMC
EIVADWVPLAFKAFEDYRMGGVTLSAPAMDCVRRMLKGEPVTQENSGMSKGEWREFEAAILSN
>TDX33614.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MASFISRVFGSIALKVATGFLAMGAMTGGAIAISLMVFAAMSGALDRLLGEQLPGIKDSVSVIENTGEIRGALTGMLLAG
SPAAVDVSFAALKAREEDLGRSIDNLSPEVARDLHPMLNSLDAAAHEMRAALGLRFDSSDRMTGQVVSFTRLAEETRARL
FQLSDDAAYDMTLAGQQTGETVTSTLDHLVGTDFVAATLILKVRAEINFLGGLALAISKSEDAAYTAIMRDMADTSLNAL
DVALGRLAEMQTVEDYLPALVETHESFEKLARRGFRLRKGLTELVLEQRETSEKALSGAMDDLTFDLMTGARDAAQFNGE
AIERLLTNEVQQIRDTADIGLSVEKLIATAFLGAIAQDVDEAAKIQDTLDGLVAELEAVVARSYVPDDLQELIARIAGET
SAETGIVATRLALLDAQDQAEDRSLTANDRLGEIAAAVRLTSEEAIANAHEAGDAILLQAGEARDRLMMLAVASGTVAVL
AIVLSWALIVWPIGRLTGITDRLARGEMTEIPGFRLFGGEVARLAGALLVFRDNLAERERLRAHEREAEAEERRRADEQK
AMVRELAGGLQALAAGDLTRTLSTPFPPDYEALRAGFNATLATLNDMMATIALNATAIRSRAAEMGASSDDLSRRTENQA
ATLEETAAALDQLTASVRAAAEGAAEVDRVVKEAHDQAEQSNTVVVEAVAAMTGIKDSSDSISQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSDAAKEIKGLIAASTDHVASGVTLVNRTGEVLTDMAARIGNIAELVDAI
ATGAREQSVGIAEINAGTAQLDQVTQQNAAMVEEATAASMQLREEATTMADLVARFRLDQGGASLSSPANAEPDWASGPA
NEAPRRAAAGTGWADF
>TDX33615.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MRAVSFLLLMLVLACPPTPGRAAGGIDRDSVRFAQLATTEGPSGDMGADIRDGLLAAFDEVNRAGGVRGRKLLLDTFDDH
YEPGRAIVLARDVAEGDTHAAFIGQVGTATLKAVLPVANRSGMPMIAPFTGADFARAETAGRVLNLRPSYDQETEAAVAE
LVDRIGLKRIAVFYQDDYFGAAGRDGVIRALARRDLEMVAEGRYTRNTVAVKVAALMLADAAPDAVILVASAGPAARMMG
IARELGLETRYLALSTVDPATLAAEAGADAAGTLFSEAVPSPFDTDLPVASDYRAALKAALPEATPGFGSFEGYLSGRLA
IEALREAGAEPTRDKLAEALDRLGDIDLGGLVLRFGPGDRQGLDAVGIYRLTGDGTLVPAGTAPSGT
>TDX33616.1 formylglycine-generating enzyme required for sulfatase activity [Rhodovulum visakhapatnamense]
MKAAALALSLLLAAPAAAGVTWDRDQYDPGGATASADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGYS
DYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALMGDCSLPKRIDRTALGGLSWFRAVELSQLYSEWLLAEARDALP
PETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLTRPNPLGLYDIYGNAEEL
MLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSASDGSATAGETFGLRLVLSRSVAWSDPVLREIKA
GWIARTEDTGRGGANQTPLGTLTEMIDEEIDPRRKAALQELQLEVRRSAEEATAAFGEAAKSNLLNGAVLVGAMLAGRQE
EARMSSELIGIADQTRLCSRPEQCTALRGAGAQLMTKLATLREVQKTYLLSLRSAVESLTEGADSQVTGDALRLLQGELS
ASSQRQILDNLTRFSAVLDAYRDHPDMSEDELHALVLSR
>TDX33617.1 putative ABC transport system permease protein [Rhodovulum visakhapatnamense]
MTLLVTLALRALFRDWIFVFCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMANPATLQIDTAGNQSFTPADLAEVQGWE
DVRFATLKTRSLFDYVNVRATGGRGRQEALIAPSGTGDPMIAPLPGLGPDEVAVSPALATQLGLSAGDGVEIFTQAENRP
RQLVLNARVAGVLPPGRLDGRVVMADIGLLDLIEAFYDGYALPEHGIDSGKPLADRAGSFEGMRVYAAALDRLAPLQDRL
ETRFGVRTLARTAEVTSVLTLGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVVQA
LVTAVLGLCVSFLLFRLTAALAERLFETGLTERGGLVSVSPAEALAIAAAVIAFVGCASLAAARAALATDPATVLREET
>TDX33618.1 putative ABC transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MADALVLRDLGVSLADGDRGFALRVPELSIAAGETVGLTGPSGTGKTLLLELLGLLRVPDAGGVYRLCPGDAPERDLTAL
WTRRGRIARLRGRLFGFVPQTGGLLPFLTLSENVALPQRICGRPDPGLVRDLIDRLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMTLLFEAAGRTGSAVIVSSHDLDLLGRFALTRYRLALDPDHAPGRPVSRLVAA
EDGPEAA
>TDX33619.1 hypothetical protein EV657_10147 [Rhodovulum visakhapatnamense]
MIRARLCPALSAFALSLALIQTGPALARPLLIEGTSTVYQRVLTRPGAALHDAPGGPVSSRYPAFQPLYVFARQDGWVQI
GPSSAAAPAGWVETETVVDWNQNIVAAFTNPADRARSLMFRTEGGLRGFMEDEALVDTQARLIEKAETGMLTPEDGVVSI
EPENFVNIRDRFYILPILDFVEDLHPMTYDPNLLLKVASVPLRDELPAAAAEASSSAGSFDTGVVFVFDTTKSMQPYIEL
TRKALAKIIFDINGTDIGDRINFGIEAFRDNPEAAPGLDYRTRQVIPLARRINQLPVLEAIDNTRAATVSSPGFNEDSLA
GVEDAIRQTDWDQTASGDPFDARYIILVTDAGPKDPRDPNARSEIGPVEIQRDAEDRNIVIMTLHLKTDAGAANHDYAAD
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTLLVTALTDHVRMALGQARVQAPEDRDDDLEFLGHALQLAWLGTREGTRAP
DVFESWVTERAAEKPQALAIEPRLLVTKNEMATMAELLDNLTRIAETTRGEDEARDFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDETRWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>TDX33620.1 hypothetical protein EV657_10148 [Rhodovulum visakhapatnamense]
MALTVRPDPHRPSGGYAELSAASDALPETEATVSVFDAFSERFLGIDGWQSDRAEFGPYPVVQDGGRATLVIGPEIVNRI
EEYAALKIRVNRVEADISWPDDVVPMPGAARIGGLAVARAAPARGAGALTGKAPGAGTPTPGTPETPGTATETATETATG
TAAPKARSRLPLIAGLSVLALLIAGGALAWFLMQPPAPIVTETRKTAPAPPPPPDPCDAEALAGLAGLPFAEGRALMTSC
GARVTPQQALAALEAGADAGDAGALLLFGEIYDEGANDDPVETEIGLSLTPSGSKAADYYARARAAGSAEAGARLDRLCP
ELRAASDTLSRSAAEEYCRP
>TDX33621.1 hypothetical protein EV657_10149 [Rhodovulum visakhapatnamense]
MTTKDQLAERCARVEGAARRALDWVADPENAETVGLERKSLVQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLAAFRAKAGGAEVPGVSYEDVLEIADYVNRSFGRAAYAAGLKTFWEDAALIAPKLAVADRAAFFAILW
GGHAPLTDLYIRLGEALQKIWNAEEVHAPLAALTPRETSIIDVKTLHGLYGEAGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYDLFDETDLLDFPGARNRFEQPLSKTLAEPEKTVTQLLLRGKVAYLFDRYVEHQEITSMLLCVPDSNMETL
DLPGLVENWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAGGGEETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFFVDGLIDYDDAKREIRIRPEKEARLAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKIGQIGVQLDKLAGDLAADLAPFHVSDDIGRRVEEKREAAAAIIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAAIARPSADTAHAAAPARPGRPLRPGRAAGADLALAEAPAAAPKSGNGNGTGNGTDIRTMTAET
FQAESAVEVWIEGLKRFREDVETVGHFGLSPGSVATLSAELTHALRRIGVVDRARAQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGTDALPEAQRARVELPEGGSRPVFAPRPGAEDADGLPPEPRPTAEETWTDWVFALDAMFVANAKDTDAGTV
NIAQNLRLGEILADFGAGGA
>TDX33622.1 hypothetical protein EV657_10150 [Rhodovulum visakhapatnamense]
MISDRKEQLRPLVNWHEDITVVPFSGIQMLDFGFAIDKLTARPWRFIERTVDDAPEERMLIPLTGNEDLDAPLEAAARPD
DDEYSVRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELARPDPETGHTHRVQIALDTALTAQDQ
SIHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQPRDPQLWVSDWLKELFLSFKRAERPGRNISEDTLPHQFE
HWARYLACLQVIDQAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGESRVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFAELKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDEARQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEVKQRLRHPRKAPTDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RSRRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKTKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIDAFLRLKGRDRVRPGEAAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSGIVLPRLQTSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILTHSETAAEYDRFDLSVAETL
GLPRPAPEPDEDGVAPPRTGPAEPLISTEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLVSMHTYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSESRIPNF
KVTTGAFQMKSTARFVGEMDYNGQILDEKLMFSELDLDTKGGAQEATVAMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDRDDSEAKLRREALREAFEITQVEDGDGGGMKNGDVVLKLHTLGFDDEYWIDTGVFRY
>TDX33623.1 hypothetical protein EV657_10151 [Rhodovulum visakhapatnamense]
MFEALIVTTSSAGLTALGSREQRSYELIADTVRDRLGPDHAALFAEPVATEQGDRYDWYAPVPGRVRRFDALTPEERGAL
LQRLEALRADIGALADEIGAEGSPAAERLSEALRNALQVPGEDCIHAIGDGPAPQPVLVNWAWTGDRQRSERGQLTGAAR
TPPRAPVAAAAAGASATGAGIGTVPDGAAAAVAARGGGIGLWPLLLWLGWLILALMLAAIVALLVPACGLRGLAGVSFCP
APPPEASAADASTLILQDQIDRIEREIAIADRACQPAPPPPPPAAAPVEESRYDRALDDAGATRGDLNFSLFWTGASDID
LAVTCPTGARISYRAKNVCNGRLDVDSNVDDIRPDPVENVYFNGPAAGGYRATVTLFSDRTRGPDSFKLLIRHGDVSRIE
EGTLGRQGESWTTTINYPGMP
>TDX33624.1 trypsin-like peptidase [Rhodovulum visakhapatnamense]
MAEHFLTKCQIELSQCLEIGGGLALESHGALTQALRERVSPEAAALFAEPLLSRGNDSAPASVAWYTDHPGEGRPLRALD
EADRVRAEAALSERLRGIRAHLGDPEDGPLFGAALHLANHPDGDIWVVDGQPVILNWGMLPPGMARDPDTRGAHVAATLG
RFLPLAGAPPLSAAEALARRGDAAPAGAEAAPPVSGAGPAGAVIAPDPVAPEPARRVWPGPIAWVPLLVLLLIAGGALAW
LLMPGTRIFPARAPDPAIDRAEAAAAVAEINASLEQRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPEPGNPADAPG
SRAAADPRPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYMADADTQPGQQVRAERGSGFFVGPDLVVTNNHV
VEGAPEDRIFVTNRGLGQQYPVTVIKTAGPFGSTGRDFALLRVHGVNAPHFTLLKPDHSLKLQSVIAAGYPDDLLGDWRG
GTDPVPDLAVTDGTVNAEQVLTQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNFALSSDDLLAFLES
AALTPATVTRPCQPQLLRPMVTPATPDTPEDAGAAAPSTGVPNFNLRSSPSE
>TDX33625.1 hypothetical protein EV657_10153 [Rhodovulum visakhapatnamense]
MLRAAILGMALGLLAIVGAAGYAALAACRIELAVLDRWLPQSCPSDADIAAAARLDALRDLNLALTRDIRRTENELAALQ
CEAVPPAPPPAPLPEPEPAPAPDSAGIDPGSWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDRQGNGRETM
TATNGTTCRGAVSGQFLDPSGAAAGDQRLEVREPGNLRCSDGGYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRR
TEDQ
>TDX33626.1 putative peptidoglycan binding protein [Rhodovulum visakhapatnamense]
MTARAFLIAATATALCLPAPAPLRADAGDVVKLGAAAGILFCMANPQRCGMGGQSQQPTPRPTPGPTPKPPVQADPTVRT
DQQALNYFDYGAGSADGVMGRNTRQAISRYQTYMGYPVTGQLDPYQRQTLVGAYNWAQAGHGAAYPGIYGQELLRAYHTE
TRGGDYCRETGRCPVQAASTGQTTQPRLPDMPTTSASMANACASSQMVTNASGPVLTPAGITGPDRARQAMDEQFCSASS
YALSRSENLLDGSGMTDQALSENCSWVVDRMADQIGMLGSRSAVELTEAADRRIRDIGADMRQISDVAKVCLGYAYRTDD
AQVALASALMLVGTGARPYAELVGHHLRGGYGTARNPDQAQGWYDIAFDALDRGADPAVRPSQSGERVAVMRAALRTGGL
AGGGNATSSTGTGMPNFNLRQN
>TDX33627.1 putative peptidoglycan binding protein [Rhodovulum visakhapatnamense]
MRVRTFFVTTAMASLALTMPAERVRADDLGKVIVGGAILCAVTGCLNGRNQGRSNRTAARPAGDPTVRTDQQALNYFGYD
AGGADGVTGRRTRDAISRYQGYMGYPVTGQLDPYQRQNLVGAYNWAQSGGNASYPGIQGQELLRAYSSYARGGNYCQETG
RCAGGGYGGQNAYGAGQGYAGANGYPGGTGYPGGTGYPSGNGYPSETGYGAMPSQVPVPSYPQQGAPQPFLQPQGQAPQQ
VANQVLTTGGALPGFELPDSTAYRSVADHCQTVQMVSSANGGAVTGPAGVTNPTQALDEQFCSASTYAVSTTESMLSGAG
VSDDQLAQNCQQVVDFMQPETDALSGRQASDLAAAAEQKIRQSAGADPQGLIQTGEVCLGYGYRTDDSDLVLAASMLLVG
AGARPYAELLGHHLRDGFGVGSDPARARGWYDTAFAALDSGATPVFLPSQSAQRVAIMRAALDGGAPAPVLTGASAAGAA
ASAPAALPSFNIGN
>TDX33628.1 hypothetical protein EV657_10156 [Rhodovulum visakhapatnamense]
MQVWLALATALTIAGGGLIEIASASPTGLASRGRALGAICYGSPAFAWFYLMRGHALALVAVLYASATLIALALLGVPVF
QEGLLLRDALGIGLALAAVPVMLRGALKRPHRAAKRPGKTAREQPESIGNATEKHRKSTGAADSAATPDRRALRCVKARN
ALSAGAFCWKIRAA
>TDX33629.1 methyl-accepting chemotaxis protein [Rhodovulum visakhapatnamense]
MSAVFRRIPVRIYAIVVLSLVLSSLLFALLMSRATDLAYKIREAGLHDLTGQAVSLLESLDRQVAAGEIELEEAKARGQA
LLTSLHFGESGYIFAIDHDLVVTVHPTMPDWVGTSQADYSDVHGMKIFQEMRKVAQTDGKGSVRYWFKKPGGAEAEMKIG
FIEDFTPWGWMVGTGAYVSDIEEELAAIRTPAIITLVIGILLMVAVSTVLIRSVTGPLAALVKSMSDVANARYDADIPAA
KRQDEIGVLGSDLAAFRDKLAESERLAAAREEDRREQERVVTDLGVGLRALSEGDLTRTIDTTFAPAYEQLRQDFNATVD
TLNALMGEIVENSTEITTRAEEISGASDDLSRRTENQAATLEETAAAMDEMTASVRAAADGAAQVENVVREARGNAEQSG
LVVKEAIGAMSEIKKSSDGISQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SSSSDQVESGVALVNRTGEALTDIVERVGNIAVLIGDIATGAQEQSVGLGEINVGINELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQSLVARFRLKTRAGGGQRPRETTPLAFAPAPAADLTMSPTPRRIANGGDWQDF
>TDX33630.1 phosphatidylglycerophosphate synthase [Rhodovulum visakhapatnamense]
MLDGMMRRLIDPPLDRLGQRLAARGITADGVTLAGLGLGLAAAGLIALGAPGLALWPMLAGRLADGLDGAVARASRKTDF
GGYLDIVADFLVYGAVPLGFVLLDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGVKSLYFTGGLLEGTET
IAFFAAICLFPSWFAPLAWGFGALCFVTALSRVLLARRVFPGG
>TDX33631.1 glutamine amidotransferase [Rhodovulum visakhapatnamense]
MLTAIVDYDSGNLHSAQKAFERVARETGAGTVAVTSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVVAGG
RPFLGICIGMQMMASRGHEYEDTPGFDWIGGEVVRIEPAEAHLKVPHMGWNDLVLDAGHPVLDGIATGDHAYFVHSYQFR
VADPAHRLAHCDYGGPVTAIVGRGTMVGTQFHPEKSQATGLRLIANFLGWAP
>TDX33632.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum visakhapatnamense]
MRTAKITRKTAETDISVEIDLDGTGRYDIATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDVGIALGQALAD
ALGDKRGIRRYGSCLLPMDDALVRAALDLSGRPYLVWTVDFPTQKIGGFDTELVREFFQALSTHGGITLHVDALHGLNSH
HIAEAAFKAVARALRDAVETDPRKADAIPSTKGAL
>TDX33633.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MTTCVFVQLRCRPGKTYEVAEEIVLREIHSELYSTSGDYDLLMKLYIPKSEDVGKFVNDRLLDIPGIDRSLTTLTFKAF
>TDX33634.1 (3S)-malyl-CoA thioesterase [Rhodovulum visakhapatnamense]
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVARGRAATIAVEGMQFLKPVKVGDEVTLYAKLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTKGLFTFVAIDETGRSRPLPDPVQAG
>TDX33635.1 hypothetical protein EV657_10163 [Rhodovulum visakhapatnamense]
MTGSETGRGSARLHLLGAPCLTDAEGRDITPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KRALKAVDDTLLTTDRNALCLDLDRLWVDLRAIREGGGRLPAGVDPGADLLEGLDIPDEEFEDWLTLERSAWARLRDEIG
SGGPAARKAEPPTGPAGPTAAPAARRMPRGIEIGLLPGIVHGGLRSGAFIGDYIIESVARALRDYHPVQIVDLREAGAGG
ACEPRQGEPDFLIRTRTLVVGDTASVSFLVYENGTNSLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGSTRDG
PTGIRNDYSALIGYGVLAGMFDLDPARMQATTEVLDRLNERTENSLFPSLSAYASSFALGENIGGWDAERRERTEALAMN
ILQDNPFNSIALACIGHVMGFVLDRHDIAAEIFGRAVELNPMQAFVWDHLALHELYCGDLGRARAASERAVNLGKYSPIS
YTYETTACMVATLAGDHARAVQLGRCALVKQPRFNAAMRYTLAALGHLDDGGAAETLRADLLALDPGFADRETREMRFRL
PRREACDHVLEGLARAGL
>TDX33636.1 PAP2 superfamily protein [Rhodovulum visakhapatnamense]
MFWRALPVPDFKGGKVSNSFEILKRAEFVVSTTGLVLKGAGGSLSDAGFPGFDAGEAAAGGSLSTLLAMNRSSLNRNRNR
NRNRNRNRNASENRESGADTDGAQLTLEPWRERAALYGMEPKWIDLPVALPPALDQLRAEAVELLKKQVRLRRGEEALRR
EEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVPRPNAVEPRLRPFLPIPAHASYPSNHS
FQSFTVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQKEWI
>TDX33637.1 hypothetical protein EV657_10165 [Rhodovulum visakhapatnamense]
MFGDETRRPQGREIYDDYAALWHLESIGVLGLLRDGPKPRKGRKSRVAVIDTSVAVDHPCLVPAIDRTLAIDFFSNRLGA
FPCHPGDHRLTLDLPNLATTVADDLPETRALLGELVDRLSPGAIAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALTVPLPYAGVDPFCELVPISTNFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRIVPELASVDLDGEDL
GALATQVEIPPRERALWDELARLIVAVSMRRPVICAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQVAGAT
LLAPSNDAETFDRVSIRLDEQQARFADRLCPPHNDNRKFSHFEIVSTDVPGRHGYSYSPYASDEPPEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDACADGPAARNWLLSRCVSIDTDEGSFLYPSWTGKVSFPDLYGL
>TDX33638.1 trigger factor [Rhodovulum visakhapatnamense]
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFD
ESGDRPAMQPQVKMTDEDWKPGDDVTVEMTYEALPEIPETDLKAIKLEKLIVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKEGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSDSFIPGFEDQLVGAKAEDEVTVTVTFPENYGAENLKGKEATFDVT
VKAVKAPKPAEIDDDLAKQFGAEDLEALKGQVAERLKAEFGGAARAVMKRALLDALDEAVQFEVPPSLLEAEAGQIAHQL
YHEEHPDDHGHDHGAIEPTEEHLKLAERRVRLGLLLAEIGRKAEVSVSDNEMTQAVLAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELADVTEKPVSKDDLQKAVEKLEEE
>TDX33639.1 hypothetical protein EV657_10167 [Rhodovulum visakhapatnamense]
MLPESSIEDIRETGRVITPAVEADKTKLGPLKDLPGRWSNDALPGRGWNIIALPFFEGPFGYRLLMNQYNEDLTFEIADT
GVPNRGVETAATGISGDQFVVALDYQQVTTQIAAADFPESGLKARNDTPIHHEPGLFLHMTNKARSDEALGTFDVARLGT
IPHGDSVLALGTVHKSLGIPPMSGLPVGTRLGHTILDEVLKPADATNRNDYVAPYRHFYHAPFKGTLAGLPDFPGFEPVD
TTRLLREALAGETVLETTVLDFDTTIESGGILNIPFVVDEANATSMRSIFWIHKVKGTSPDKPRMLLQYAQFVFLDFFPR
GDGSPGLIRWPHISINTMEKVEDDPKPMYAMVRDGKFDSSVA
>TDX33640.1 large subunit ribosomal protein L9 [Rhodovulum visakhapatnamense]
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQGKALRANATNIARFEADKAQLEARNLETKKEAEALATKLDGQQFVVI
RSASDGGALYGSVTPRDIADAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVAVNVARSAEEAELQASGKSI
QELAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>TDX33641.1 SSU ribosomal protein S18P [Rhodovulum visakhapatnamense]
MAAKPFFRRRKVCPFSGDNAPKIDYKDTRLLQRYISERGKIVPSRITAVSAKKQRELARAIKRARFLALLPYAVK
>TDX33642.1 SSU ribosomal protein S6P [Rhodovulum visakhapatnamense]
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVESEYWGVKTMAYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTVKVDAHEEGPSVQMQKREERGDRRERR
>TDX33643.1 polyisoprenoid-binding protein YceI [Rhodovulum visakhapatnamense]
MNPIHAAAAAALVALTALPAAADAVDYDLDPGHSQVLFSYEHLGFSTTWNLFSGWQGKIAFDAEDPAASSVSVSIPTDAL
FTGWDARFEHFMSDAFFDAANNDLVTFTSTDIEVTGDDTAKITGDLTLNGITRPVVLDATLTRHATHPMENRDWLGFYAT
TTLKRSDFDMGEYVPAVSDEVEVRISIEAGKAAN
>TDX33644.1 glycosyl transferase family 92 [Rhodovulum visakhapatnamense]
MRRFFNRPITKLSFAPPAPRPGRAGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTGAELAVALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRADSLDAALAHLDDIPSVTLPWHNFGRNGHDA
PPEGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGKAATWNDRGEQTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHAARVRRNVANIEAQEVEDLCAPDFLLRRG
>TDX33645.1 [acyl-carrier-protein] S-malonyltransferase [Rhodovulum visakhapatnamense]
MRAFVFPGQGAQTIGMGKALADAYPQARAVFEEVDEALGESLSALIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKARGAKRAVMLPVSAPFHCALMAPAAAAMAEALDDVEIEAPLVPVVANVRACGESDP
ATIRALLVEQVTGAVRWRESVAWMAGQGVTEIWEIGAGKALSGMVKRIAREVATRQVGTPEEVTAAVDSMNAAA
>TDX33646.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum visakhapatnamense]
MFDLTGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAADLGERAHVLPCNLSDPEAVEALPKAAAEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIETAMTDKLTGDQKSGILGAVPMGRMGTPEEIAAAVVYLASLEAGYVTGATVHVNG
GMVMV
>TDX33647.1 acyl carrier protein [Rhodovulum visakhapatnamense]
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQDAA
>TDX33648.1 hypothetical protein EV657_10176 [Rhodovulum visakhapatnamense]
MPPGRRLFHVRQAGPALPYGALAWRSRGADPAHCPQPGGRAKAGISGGRPWPGASTAFGAGSPGRRSGLFGGRSARGVWP
PAHEAVTGTGAPSVRSNPGLRRRPFRSNGSGRTWAPSGREPRSGVPDRPLRRAAATGQGVRVGSGAAYSGSGPPLSEQTL
GACRAARGAAAGSGAPRKGRRSRRLCRAGGAVSRRKIQDRPPRHCRDGLHRNHG
>TDX33649.1 PilZ domain-containing protein [Rhodovulum visakhapatnamense]
MSVLPLLALTALFLLTGGSALRAAPPCPMHDWLVWIYVEGETLGRDGPGLIRLDHALRLSGAVKSADTERLSRLMGKVGL
DDGLPVVTDYVGLVGQRLSFARPEPDTQEVAQRMQGYLQDLRCGADPGWRADLTLPETGPPGTEARPGHTAGALDDGAPG
APDAADDPSAAHAVAATPDQAAQGAEPETPPETPADSTLEAPSAPRGGAATSTEALKAKPGFSEDAISQGQVGTRLPSMP
KQRAAAGPLRWILMGGVGLAGLAAIAGTVLVLRARLRRKAPRTACHMNAVLRLPDGRCPTVAVDISPNGAKLNLTTEPEP
GLRGTLELSGVEVPCRIAWSTHFFVGLVFLRALEKAEFETLLHWHRWDNTAETDRPRPAQPPTPAGGPARPVGGSAAAAA
ASAGAGRALKT
>TDX33650.1 3-oxoacyl-[acyl-carrier-protein] synthase II [Rhodovulum visakhapatnamense]
MRRVVVTGLGMVSPLACGVEETWKRLLAGQSGIGPITRFDASRVVTTYAAEIPYGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWAPETDAERERTGVMIGSGIGGLNAIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRADAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLSPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQVAPPTLNLDTPPDGTRIDLAPKAAVRREIGVAL
SNSFGFGGTNASLVMGRGDR
>TDX33651.1 UPF0755 protein [Rhodovulum visakhapatnamense]
MWKAVASNALTLFIVVLLLAGGLVIWAKQKYAEPGPLETAICLRVEPGSTMAGVSRDLGGEGAVSHPLIFRLGARYAGKD
AELKAGSFLLPAQSSMEEIVDLVTRAGRSTCGTDVNFRIGIASAELQVRTLDPATGRYQEVLAFDPRAGEVPEGYDALMA
EPDLRYRVTLAEGVTSWQVVEELKQAAFLKGEIAEVPAEGSLAPDSYEVTPGMDRGILLAEMTERQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPDERRRVASVFVNRLERGIRLQTDPTVIYGLTDGKAPLGRGIRQSELARRTPYNTYLI
DGLPPTPIANPGRASIEAALNPETTEYLYFVADGTGGHAFAQTLDEHNRNVARWRKIEAGQGGN
>TDX33652.1 DNA replication and repair protein RecN [Rhodovulum visakhapatnamense]
MLRSLDIRDMLIIDRLELAFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRTGAAQGEVVAVFELPAGHPAREVL
AEAGLEAGDELILRRVNSAEGRKTAWVNDRRVSGEVLRALSDTLVELHGQQDDRGLLNPRGHRQLLDAFGGLDAQLDAVR
AAWRARSRAERAVAEAEARLAALRAEEDFLRHAVAEMTELSPLTGEEAELDARRRTMQAAERIREDITRAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDTPLAALSRALIELGEAVQGVEDCLEALDFDPGALEAAEERLFAIRALARKHGVLPDD
LGRFAEDLQTRLAALDAGEGDLAGQRRAAETARAAFDAAAAALSEARRAAAVRLDAAMAGELAPLKMERAVFSTGIAEAE
PGPEGRDAVAFTVATNPGAPAGPLDRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALAGS
AQVLVVTHSPQVAAQGDHHWRVEKRVEGDVTLSTVTPLDAAARVDEIARMMSGDTVTDAARAAARALLSS
>TDX33653.1 Beta-barrel assembly machine subunit BamD [Rhodovulum visakhapatnamense]
MATGSRRIGAVAAILVLSLTAACDPIGSRKPPPLESYDAPTIFQMAETKLEKDRDLEEAARLYGEVERLFPYSEWAKRAL
IMQAYTYHQAKDYENARASSQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRFYLKRKNYSAAVNRFRVVVEDFQTTTHTAEALYRLIEAYLALGLDSEAQTAGAILGHNF
QSTDWYADGYKLLQAKGLEPEAKGDGWLSTIYRQMIKGEWL
>TDX33654.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine deacetylase [Rhodovulum visakhapatnamense]
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIDGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALAGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRVLEHVEVSEGEARASLGPAETLEIDFEITFA
DTAIGHQARRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVFDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFSQPGAFRLETCSPDQGAVLPGFGVNSADLKAVA
>TDX33655.1 cell division protein FtsZ [Rhodovulum visakhapatnamense]
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPTV
GAAAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGSKRMRQAEDGVENLQKV
VDTLIIIPNQNLFRLANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRAVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDPDANIIVGSTLDPDMDGRMRVSVVATGID
AAARTEDIPLPRRPMREPLRRAEVQDAPAAAQPAHVQAPAPAQRPAAAAVAREPLVQEPVEEPSLFSGFDPANAGSSVED
LVETARGGADLPPPAYQPAEEPEAESFVAPRPRSPGEPTPETLARLRAAVAKTPARQPVQATMTAAQQDDPRGDKGRFGI
GSLINRMSGHAPEQPERSPHTYRQQPPLYSRGPAAYQEEEDLDPDQERIEIPAFLRRQAN
>TDX33656.1 cell division protein FtsA [Rhodovulum visakhapatnamense]
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPRGGVEQMGALAGQSRFRVIGAATTRSRGIRFGEI
HGMNEAERAIRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGANREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDGGAVQNLVHCIKRCDLEPAGLASSAYAAGISALVEDEQELGAACIDL
GGGATGISVFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIDLGGDSGDYETDTRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>TDX33657.1 cell division protein FtsQ [Rhodovulum visakhapatnamense]
MRPLSPPAFRDPAPSRWAYRAQRLWLTPFVRKAVLKGLPLVVLAAIPTIWLADADRRAAIGDGLAEIRRDIETRPEFMVK
LLVIEGASAPIDREIRATVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRSGGVLEMKIQQREAALVWRSRDGLSLL
DAGGRRVAALDSRESRADLPLIAGDGAETAAPEAVALFAAAAPISERVRGLVRMGERRWDVVLDRDQRILLPETGAVAAL
ERVIALEDVSGMLARDIVAVDLRNPSRPTLRLAPAAIEDFRKIQTTQAGAVN
>TDX33658.1 D-alanine--D-alanine ligase [Rhodovulum visakhapatnamense]
MAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAIALRGEGFDVIEVDAGQDLPEQLRASAPDVVFNALHGRWGEDGCVQ
GLLEWLRLPYTHSGVLASALAMDKQRSKEAYRAAGLPVVESRLASKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAAN
TPPLLGAEMPEIVMVESYAPGRELTTTVMGDRALTVTDILTDGWYDYHAKYAQGGSRHVVPADLPAEVFEACLDFALRAH
DALGCRGVSRTDFRWDDSRGLDGLILLETNTQPGMTPTSLAPEQAAQCGISFGQLCRWLVEDASCDR
>TDX33659.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum visakhapatnamense]
MTPMPATRGTLTPGRSLAELTWLRVGGPADWLFQPADIEDLAAFLAALPPEMPVFPMGVGSNLIVRDGGLRGVVIRLGRG
FNAISVADGQVTAGAAALDSFVARQAAAAGVDLSFLRTIPGAIGGAVRMNAGCYGRYLADVFVSARAVTRQGEIVTLTAE
DLNFRYRQTDLPEGWVIAEAVLAGPPGNPEALAARMADQLARRDASQPTKERTAGSTFRNPAGFSSTGAADDTHELKAWS
LIDAAGLRGLRKGGAQISEKHSNFLINTGGATAADLEGLGEDVRKRVFQSSGIQLEWEVLRVGEPAPVKP
>TDX33660.1 hypothetical protein EV657_10188 [Rhodovulum visakhapatnamense]
MTGPTLLLAYASWAVGPVVAYAALGHGLKRSAIGFTVLFGLYTTAVWLIWGGLLLQKASGGGGLAPIAVLAPWGGVAVLS
ALLYALGAWIGDSE
>TDX33661.1 uncharacterized protein DUF2484 [Rhodovulum visakhapatnamense]
MTLSLVLACLWVLVATVVGLLPEKFHWPGAYALIATGIPLVGFVTYQSGPVWGLIALAAGVSILRWPLIYLGRSLTKRRR
SHSGE
>TDX33662.1 hypothetical protein EV657_10190 [Rhodovulum visakhapatnamense]
MIPYLVIAICGAALVAGVLGLRALRRTSPSITAAVLLTAAAVAVSLVPTGDLFGPEAALAGPFRESATLLVDLPAGIGGA
LGALSGDNRSEGGAE
>TDX33663.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum visakhapatnamense]
MMNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKSSKITDRLAGLGATVFEGQREENLENAEVVVISSA
IKPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAIAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGA
GEWMVVEADESDGTFNRLPATIAVVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHPEVQALVGRVTDRKV
VTFGFNAQADVRAVNLRYRAGQAEFDIALQTEDMLIEGCTLPMPGDHNVSNALGAVAVARHLGLKADEIRSALAAFGGVN
RRFTKAGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYTRLHSLFDDFCTCFNEADVVGIAEVYGAGED
PIAGATRDDLVAGLIRHGHRHARAILCEDDLERLVREQAGPGDMVVCLGAGTISAWANNLPARLKG
>TDX33664.1 UDP-N-acetylglucosamine-N-acetylmuramylpentapeptide N-acetylglucosamine transferase [Rhodovulum visakhapatnamense]
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPGAVEIETIAADSPDRGGLVARAASPLRLGA
GVAAMLWRMLRDKPAVVAGFGGYPSFPALTAATLLKRPRMIHEQNGVLGKVNRLFAPKVHAVACGVWPTDLPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARALSDSVPAAIAALPAEMRGYLRVSHQAREEDVDRVVAAYDAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADISAIGRPAILIPYPHAAGDHQTANARGLVAAGAAILIPESALDPAALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>TDX33665.1 cell division protein FtsW [Rhodovulum visakhapatnamense]
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSCVLLLFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVYGGLALCTMLIV
SMFSPTQVRRLGVIGCGVALLALVFLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVSFLALQPDFGQAALILFAWGVMYFVAGAPFMILVAVAGAVVFAGTVAYENSDHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>TDX33666.1 D-lactate dehydrogenase (cytochrome) [Rhodovulum visakhapatnamense]
MSKPDALTALGEMLGDRFSRSKSDLDLHGRNETYFPLLPPDAVVYPETTEEVAKIVRICAAHGVPLTGWGRGTSLEGHAL
ALKGGISVDFSRMNRVLKVHPEDMDVVVQPGLTREELNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMREN
VLGLEVVLADGRVIRTGTRARKSAAGYDLTGLFVGAEGTLGLITELTLKLHGQPEAISAAVCAFDEIGPAVDTVIQTIQL
GIPMARIEFVDAATAAAFNSYAGAEMPEKPHLMIEFHGSASAVAEQAESFGQIVADNGGDGFSWSSRPEDRTALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIARSSIPGPILGHVGDGNFHAILLVEPGNEAELAEAKALSHRMV
ERALRLGGTVTGEHGIGMGKLGYMEEEHGQAWDVMGEIKRALDPSALMNPGKMVPGN
>TDX33667.1 CIC family chloride channel protein [Rhodovulum visakhapatnamense]
MRVLRVHGPTQIQFWFIAAAIGVAAGFAALGFRLAIDALQSALYGVEDPHRLHSLAETVHWAWILLIPACGGLVVGLVLH
RFTPDARVRSVADVIEGAALNEGRVEVKAGIASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLG
CAVAAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRLEFGGVPEFTLPQDDRLAFYGELPAFLLLGL
VCGLVAVILMRSIFWAEGIGDAVQRKTRMPRWLRPAVSGLGLGAMAIWFPHIIGVGYETTSAALTGTLVFHEAVVFCLLK
CVAVSLTMAGRMGGGVFSPSLMVGALTGLAFGYVATAAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQ
TGLAVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAAFTAGVLMRPKDSAGAPSEAACADLIGQGVMFEA
DATLVEALPHFEKWGHSFVPVVARPADGGAPALMGALFHVDALRAYSRALAMTAAEEHS
>TDX33668.1 uncharacterized protein (DUF427 family) [Rhodovulum visakhapatnamense]
MSDHITIHKAEGAWVVRAGGAVIAESRNALELSEGSLKPVIYFPREDVAMAFLDRSDSRTTCPHKGVASYFTLRAKSYDI
EDAAWSYEDPKPGLERIAGHLAFYADKVTVEQL
>TDX33669.1 Xaa-Pro aminopeptidase [Rhodovulum visakhapatnamense]
MFQSFDSTTRPEDGPVRLARLREEMAREGLAGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPKDLEALTAALEGTQVAIRETPNLVDRIWADQPA
PPQGPIAPYPEDLAGETHADKRARIGRLLAEAGQSAAVLTLPDSIAWLLNVRGADIPRNPVPHAFAILHDDGRVTLYADP
SKVTDALKAHLGPEITLRPAAAFGPGLRSLPGKVRVDPASAPLWVLRQLEDAGSEVALADDPCILPKARKTAAELAGARA
AHARDALAMIEFLAWIDAEAPQGGLTEIDVVRGLEEFRAATGKLRDISFETIAGAGPNGAIVHYRVTEATNRRVAPGDLL
LVDSGAQYLDGTTDITRTLAIGPVPEDAKAPFTRVLKGMIAISRARFPRGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLCVHEGPQRIARISTVPLEPGMILSNEPGYYREGAFGIRIENLFAVEEAPALTGGDDRRMLSFETLTWVPIDRRLIAP
EMLDAGERAWLNAYHAEVAHRAGPDLSDRARAWLVGATLPI
>TDX33670.1 cobaltochelatase CobT subunit [Rhodovulum visakhapatnamense]
MTKPTDNPADPFKKALAEATKVMADDPDLGISYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAFALRHKYHDSAT
HSRYRPSGQMARDLYEAMEMARCEAVGARVMPGTASNIDAMIGAEAAKKGYAQAREASEVPLPVAAAYMVRHLATGRPLP
KGADQAMELWRGFIEEQAGAALDGLDHALADQAAFARLARKVIADLGYADQLGDDPDADQNDDEDSSAETEEDAPEEYGE
EESQDSDEADASPEQSQDDLQDAAQAHVNPDDISDMEMGEETELPEGEAPLEPPPPAPHSEADPEYKVFTATFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCQVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIIY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHRRMLGRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARMFGIRKAS
>TDX33671.1 hypothetical protein EV657_10199 [Rhodovulum visakhapatnamense]
MEQVATRIAGVALCLALAASAAAARPATPGTPWKRAELFATCSGRLSAITARQQAVDDPAWPRTMDQRDMFNLMLEATLP
EAIRFGVPKDEPVMWRSAGWAEMAGLLADIAYSFDSGRADRARAALADRMSDCTGLLLGG
>TDX33672.1 hypothetical protein EV657_101100 [Rhodovulum visakhapatnamense]
MWRSLRRLLSRCPMWRPEARPFRIAAALAACLALVGPAPARTTDPAFPALDCAALWDATADFRALYALAEGPPDEARAMA
RAFRDAAVALSDDPEAEVDARIAKLRPIYLLLLKRYILNGNRRARDRYVRLSGLCDDFGRDAALPGHQGPGR
>TDX33673.1 hypothetical protein EV657_101101 [Rhodovulum visakhapatnamense]
MGSALDPTMPPTREPWAAAIRTDLDLALDGSDPGYPVGGTLEVHVAQLAAAAVALSDVAA
>TDX33674.1 cobaltochelatase CobS subunit [Rhodovulum visakhapatnamense]
MTSAEKPTEEISVREVFGIDTDMIVKGFETPTDRVPDLDPTYKFDPDTTLAILAGFTHNRRVMIQGYHGTGKSTHIEQVA
ARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGVQVTEFQEGILPWALRNPCAIVFDEYDAGRADVMFVIQRVLEVDGKLT
LLDQNQVITPHPYFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAETAIVLAKCPHYNTDKGRKQI
NHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRSVGFAFRVTFLNKCDELERQTVAEFYQRLFDEELPESAASM
SLG
>TDX33675.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum visakhapatnamense]
MFRRRFLGRVLMGVAGAALVRPAAAAEEDHFEVMRSEAEWRARLGPLEYRVMREEGTERAFTSPLNDEHRDGVFRCKGCD
LPLYASKDKFDSGTGWPSFTRALPDAVRTRPDRSFFMVRTEVHCRRCGSHLGHVFDDGPPPTGKRHCINGVSLTFAPV
>TDX33676.1 DnaJ-like protein [Rhodovulum visakhapatnamense]
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCELDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GATEEEYEAQIDKDRVWERETQPFGNRDEQRAWARLGVDDPHQVLGENATRNPGKTGTTTRRLPPTERKALEILEAQDSW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFR
>TDX33677.1 BolA protein [Rhodovulum visakhapatnamense]
MGRADQIRDSLERAFQPTQLEVLDESERHRHHAGYQEGGESHFRVKIAAPAFAPMSRVARERAVHKALGPDLMGQIHALA
LEIAV
>TDX33678.1 uncharacterized protein DUF4177 [Rhodovulum visakhapatnamense]
MPVLYEYRVLPAPERGRRVRGAKGPAERFAHALEQAMNEMAAEGWEYVRAESLPSEERQGLFSGSSRTVRNVLVFRRPRD
TGAGQDAEDAAFRHGSPEEIATAAASIHALPDRTYPPLGAPSRAPVPRPDRPLGGARPWNDED
>TDX33679.1 aspartyl/glutamyl-tRNA(Asn/Gln) amidotransferase subunit B [Rhodovulum visakhapatnamense]
MLDLTFEPPKPKVISGAKAEWELVIGLEVHAQVASNSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLFSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERTHLEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDLRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYETFRETGDHSVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGTVDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVTEFGLTEYDASVLTAEVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPAQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGDPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>TDX33680.1 protease I [Rhodovulum visakhapatnamense]
MKSAGVLVLATDGVEHEELEAAVTGLRDMGARVDIATPGGASITSWRDGNWFAEIEATMPLTHVDADEYDGLVLPGGQLN
SGALRSTFAAVRLVSQFLSGGRMVAAICHAPWLLVEVGAISGVAVTSHPAIRTDLENAGARWTGRPVMRSGGIITARSLQ
DLEGFIDEIARELESRGKWLRRRDLATVSAGIRADFARFVAPQGDPEDKDTPD
>TDX33681.1 transglycosylase-like protein with SLT domain [Rhodovulum visakhapatnamense]
MRLFLLVCLFALTAACDQSDIADRGRSLPSMRWDHMPEATDWTRASLDALTLYGSGLTETVPADIDAWCPAYEKARPAQR
RAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGEANLRCAVRIAASAVARDGVVAAS
GRGVAADWGPMTVSSKREEIAAWTRSQPYCRG
>TDX33682.1 iron(III) transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTLQTARPTPDPDPTDIIPRLDIRRIHRVFGGRKVVDDVSLTVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRID
GQLVCDTVFRLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEDLLDRVALGRFIDAYPHELSGGEQQRV
ALARALAPRPKIMLMDEPFSGLDNRLRDEIRDQTLQVLTDEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNIY
NAPVDRAAAAFFSDINVIRGRVHNLLTETPFGKFLTPGMADGAEVDIIIRPQHLRIDFDRNGRGPNPTAEEGVAARACVE
RARFMGSESLVEFRMDHDGSALRATVPAVFLPQPGTPMWLTIRRDRCFVFPREGGGRAA
>TDX33683.1 rhodanese-related sulfurtransferase [Rhodovulum visakhapatnamense]
MHSEDVNGKVLEHWNSDDLQAAMAAGEVVTIDVRTPQEYMFEHIKGALLLPLSGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYVGTDMATGAPVPVNVKAG
>TDX33684.1 sec-independent protein translocase protein TatA [Rhodovulum visakhapatnamense]
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLDSARDVTPETERDKA
>TDX33685.1 sec-independent protein translocase protein TatB [Rhodovulum visakhapatnamense]
MFDIGWTELLLIGIVALIVVGPKDLPAMFRTLGRFTAKARNMAREFQRAMDDAADQAGVKDTVNDLKDIANPRKLGLDRL
NEAADRFEKWDPKLPKAGETKAGEASAQMTEERAAQAEKIRKAMAEKGAANRAADAPASDGTPSPTPDKTSDA
>TDX33686.1 sec-independent protein translocase protein TatC [Rhodovulum visakhapatnamense]
MSSDDIDDTSAPLIEHLAELRTRLIYALAAFVAAMVACFTVWNPIFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGGAFAYFIITPLAFDFFLGFQQVGTLGAEGGGA
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLSSVRKYAVVGILVLAAIVTPPDVITQVILF
TVVYGLYEISILLVRRGEKVREKELRTQGLWFDDDEEEDGAVGQDSEGRA
>TDX33687.1 hypothetical protein EV657_101115 [Rhodovulum visakhapatnamense]
MTGALGADAARSLQRIAEALERRYPAPAAVPDFAAAEAFLWQVSPDRLMPVPEVNRVDLTLLQGIDRSRDTLLENTRHFA
RGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLTLLRGASERFVLFCDDLSFSHDDQHYK
SLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLGMIRAYC
AAHGIEIEPETLRAEAIEWQATRGARSGRVAWQYFTDLAARRGIRI
>TDX33688.1 murein DD-endopeptidase MepM/ murein hydrolase activator NlpD [Rhodovulum visakhapatnamense]
MAHTSPDRRFPARLLALGLGMTLVAGCESGWDYDFRNLGNNPEPPRVEAAPRPEPDQRGVISYPTYQVAVARRGDRLSDV
AARVGLPAAELASYNGISADATLNNGEVIALPRRVADAGGVAAAPLGNGTITPAGAAPGQVDIATLAGNALDRAGGTAPA
AGRPAGQEPIRHKVVRGETAYSIARLYNVTPRSLADWNGLGPDLTVREGQYLLIPVAAQQARPSGAAAAGTAVAAVPTTT
ERPGQGSALATPPSAATPLPKPEPAAKPAVPASPEMAKDQSTASARFAMPVSGSIIRGYQKGKNDGIDISAKAGTAVKAV
ADGTVAAITRDTDQVPILVVRHSDNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>TDX33689.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum visakhapatnamense]
MTGDDATAERKMQFLFAIRSRGVTDRRVLTAMEEIDRGQFVTGHFARHAYDDTPLPIACGQTISQPSVVAIMTQALNLQP
RNKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAEAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPP
GPLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGETGFDYEELRQVRFVPLLEGLGQD
>TDX33690.1 5'-nucleotidase /3'-nucleotidase /exopolyphosphatase [Rhodovulum visakhapatnamense]
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDEDLQFAAAAAHGAATVNALLDRG
SWDGADYRLFYNVNFPPVPADQVKGLRVGPQGYRRDASFGVEPHLSPSGRRFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLE
>TDX33691.1 NADP-dependent 3-hydroxy acid dehydrogenase YdfG [Rhodovulum visakhapatnamense]
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFVAPLLRAATGGGSAVLIDDPAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGEKTDTLARPADEARRLAADLGLA
>TDX33692.1 amidophosphoribosyltransferase [Rhodovulum visakhapatnamense]
MRQPSFRTMPPAHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYDPVTGFQSARRFGYVRDNFTK
ASLMETLPGSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAEALRRELIQHGSIFQSSSDSECIIH
LMARSFQKTIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGDGWVLSSETCALDIIGAEFVREIEPGE
MVLISPEKGVESFHPFEHRSSRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGFS
HESGIPYGMGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIVLVDDSVVRGTTSRKIREMILDAGAAEVHFR
IASPPTAWPCFYGVDTPHRDKLLASRMSEDEMCDYLGVDSLRFISLDGLYRAAGEAAGRNDRCPQYCDACFSGEYPVAPS
DMIQKGFQTKAAE
>TDX33693.1 membrane protein required for colicin V production [Rhodovulum visakhapatnamense]
MESFTVVDGIVAAVILVSAVLAYSRGMVREVMAIAGWIIAAIVAFTFAPQAEPLVREIPYLGDFIGSSCEIAILASFAAV
FAAALVVVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAVRGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETNPDQALGWLTVQYEQLVGTCGTAQ
>TDX33694.1 DNA repair protein RadA/Sms [Rhodovulum visakhapatnamense]
MAKPSTVFTCTACGATQTKWSGRCEACGAWNTIVEDVPLSAGPAKKSLGPARGRRLALSDLATSEPEPPRAASGLGEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEASAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAIIDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>TDX33695.1 methylglutaconyl-CoA hydratase [Rhodovulum visakhapatnamense]
MQDGLEIGIDGRGVARVTLRREDKHNALSSDLIAALTGAAEALGADPAVRAVVLTGAGESFCAGGDLGWMAAQMQADAAT
RAAEARKLAGMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAHAR
RVFMSGRRFDAAEAVALGLLARAVPAAGLDDAVEAEIAPYLACAPEAVARAKAQVLSLGPRIDDAVIEASIARLVAAWET
PEAAEGIAAFFDRRKPGWALPSDR
>TDX33696.1 NADH dehydrogenase subunit A [Rhodovulum visakhapatnamense]
MDQLLSNYLPIAIFFGMAIGLGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>TDX33697.1 NADH dehydrogenase subunit B [Rhodovulum visakhapatnamense]
MGVMTGPNTAGGDPETATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRA
SPRQSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRVVPVDIYVPGCPPTAEALLY
GILQLQRKIRRTGTIVR
>TDX33698.1 NADH dehydrogenase subunit C [Rhodovulum visakhapatnamense]
MDETLKELGALIAAKRPDCVIGWEVAHGELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDRPERDARFVVVYHFLS
MYQNQRIRIRCAVREDEMIPSIVSVHPSANWFEREVFDMFGIVFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVKLVQEFRQFDFMSPWEGADYILPGDEKAKA
>TDX33699.1 hypothetical protein EV657_101127 [Rhodovulum visakhapatnamense]
MERLCCIPVIANGAGYDCRAAAVRSTRKQGFGVGAAARMEV
>TDX33700.1 NADH dehydrogenase subunit D [Rhodovulum visakhapatnamense]
MKDNAFQDVRTDEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAIEKLTGIEVPRRAQLIRVLFCEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMIFYERACGAR
LHAAYFRPGGVHQDLPPQLIEDIDAWAVDFPRVLDDLNGLLTENRIFKQRNVDIGVVSEQEILDWGFSGVMVRGSGLAWD
LRRSQPYECYSEFDFEIPVGKNGDCYDRYLVRMEEMRQSTHIIRQACAKLRKEPGEVLARGKITPPKRSDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYLVADGTNKPYRAKLRAPGFLHMQAMDHISRGHMLADVAAIIGTLDIVFGE
VDR
>TDX33701.1 NADH-quinone oxidoreductase subunit E [Rhodovulum visakhapatnamense]
MLRRLHPHQPDSFAFTPENRKWAEAQLTKYPEGRQASAIIPLLWRAQEQEGWLTRPAIEYVADMLGMPYIRALEVATFYF
MFQLVPTGSVAHVQICGTTSCLICGAEDLIAVCKDKIAPTPHTLSADGKFSWEEVECLGACSNAPMMQVGKDYYEDLTAE
RLAEILDALAKGDVPVPGPQNGRFASEPKGALSSLTGGEKVNAHNASAARALDIGDTVKRIDGTEVPVLTSWRRAGAAAE
DVKTGGS
>TDX33702.1 putative flap endonuclease-1-like 5' DNA nuclease [Rhodovulum visakhapatnamense]
MNISRTEARLKFAIFWWLVAALCGLTVATIGYAVGLWALGAFIGGVGTFVVAGLILTWGFCHTDAEFSAMVAKKREAMAA
MKPYRDANAAIVIPNRPKPGGPKVAPTVPKSAPKAAPAPKAAPKAPVMETSSPKPEAAPTAAEKMVGSRPAALSAPRAGG
ADDLKKIKGVGPKLEKQVNDLGIYHYDQIASWTAKDVAWMDENLEGFKGRVSRDDWVAQAKALASEA
>TDX33703.1 NADH dehydrogenase subunit F [Rhodovulum visakhapatnamense]
MLTDQDRIFTNLYGMFDRSLSGARARGHWDGTAQVIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMGAHAAYIYIRGEYIREREALQAAIDEAYDAGLLGANAAKSGWDF
DLYLHHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGSGLYGCPTTVNNVESIAVVPTILRRGGDWFASFGRPNNAGT
KLFAVSGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWDNLKAVIPGGSSVPLLPASICEDAIMDFDWLREQRSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVKGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRAQKAGRTGVLAAE
>TDX33704.1 hypothetical protein EV657_101132 [Rhodovulum visakhapatnamense]
MRLVGFQGAVLAVLLAGPALAEPALLKVDFGFFPKGTTCQPYGTGGKVTMKEGREIRFKIKGDTGHVSFRCKQPDGRSFE
VQTGRLLPTGNPSMVAVQINQDDHAHVLWDDGGLRKTVVADVLKWK
>TDX33705.1 hypothetical protein EV657_101133 [Rhodovulum visakhapatnamense]
MSEIRKIVTDSPEIEPRIEARTIGRASAVAAA
>TDX33706.1 hypothetical protein EV657_101134 [Rhodovulum visakhapatnamense]
MIAGAVISPGGRAAALAATLALAAAATAEGAEARPALGEQTEIVEGLQVIATANMIRKQCPRIEARMLTAYGYMRGLNSR
ASRLGYSDAEIRAFVEDKAEKARVEGAARDWLAARGVRRDRPESYCPVGLAEIRARTEIGRLLRAR
>TDX33707.1 NADH dehydrogenase subunit G [Rhodovulum visakhapatnamense]
MAQLRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPDGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYLRENGKLRPASWPEALRAAAAAMTGRKVSGLI
GDLAPAEAIFALKSLVEGLGGTVECRTDGAKLPAGNRSAYVGTAAIEDIDHARQIYLIGSNPRAEAPVLNARIRKAWMQG
AAVHRVGPAADLTYDVIEEGTDRAALVKLAKAAKPAEGALVIVGQGALIEADGAAVLSQAMALAGGLGAGLLVLHTAASR
VGALDLGAVTEGGIEAATKGAEVIYNLGADEVEIGEGPFVIYQGSHGDRGAHRADIILPGAAYTEEAGLFVNTEGRPQMA
LRAGFPPGEAKENWAILRALSAELGATLPFDDLVQLRRKLVAAAPDLALVDEVIVNHWQPLPVTEPARAEFRYAVKDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>TDX33708.1 hypothetical protein EV657_101136 [Rhodovulum visakhapatnamense]
MAGLAVAVATGIAAGCSPLPGPAPEGSAPAYLGAETTALKDGLVEVALTMRDPGGVAALDEYGRCAVARHALDTGFGFAR
HLRTRIGREQGGVWTADAVYMMTRTFPRGVSRVEARQEVKDCAARGVPTV
>TDX33709.1 NADH dehydrogenase subunit H [Rhodovulum visakhapatnamense]
MADFMDTGIGLALTIMGHGLLVIAFVMVSLLFLVYGDRKIWAAVQMRRGPNVVGVFGILQTVADALKYVVKEVVIPAGVD
RPVFFIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAIFLMCALISLLFFGGWLSPIPGLPDGAIWMVAKMAVFFFLFSMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>TDX33710.1 NADH dehydrogenase subunit I [Rhodovulum visakhapatnamense]
MAAIDWQRAGKYFLLLDFFEGFKLGMKYFFAPKATLNYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKAKLLENGDRWEAEIARNLELD
APYR
>TDX33711.1 4-carboxymuconolactone decarboxylase [Rhodovulum visakhapatnamense]
MSGYAKLFEQMLEQSHKMARAFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPEGLDSKTRLLAVIAGLTVLGAQAD
AQFKITVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALELAQTVFDEKDEETGK
>TDX33712.1 NADH dehydrogenase subunit J [Rhodovulum visakhapatnamense]
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMASYFPIAGLIGAVFLAQLVLVYGVWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYDDYIHLFQAAGLVLLV
AMIGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>TDX33713.1 NADH dehydrogenase subunit K [Rhodovulum visakhapatnamense]
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>TDX33714.1 NADH dehydrogenase subunit L [Rhodovulum visakhapatnamense]
MEKIILFAPLIGALLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFMGFDGEMRQVEIFRWIDSGSFVADWAIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMFALFFLLDSVRFDDIFDKAPELATMQLSFLNGTWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKNMIVFIGAVTAFFAATVGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLCAGSVIHAMHHEQDMRNYGGLRKKIPFTFWTMVIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGHAYFAFWMLVIAAAFTSFYSWRLIFMTFFGEARGDRRAHDHAHESPVTMLVPLGVLS
VGAVLAGMLWYGNFFGDHDSVNRFYGVPSHEVAAVAGHGETAAEGEAAAALPGQGAIYTAPDNHAMENAHHAPQWVKASP
FLAMLAGFAVAWLFYINKPELPGQTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMG
IVPFFTRVAGRLQSGYLFHYAFAMVIGIAVLVTWMALTGGAE
>TDX33715.1 NADH dehydrogenase subunit M [Rhodovulum visakhapatnamense]
MDNLLSIITFTPLIAALILGVFLKGDSPSDQANAKWVALIATTATFLISLFVLFEFDPSDAGFQFVEDRSWLLGLRYKMG
VDGISILFVMLTTFLMPITIGACWTVTHRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMVAMYMDAGTTDIPTLLAHQFSAGDIVIGGKTIVGGMQTFLWFAFLASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLIFWMSAIAIVYTSLVALAQQDMKKLIAYSSVAH
MGYVTMGIFAANQQGVDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIDAYGGLVNRMPAYALVFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSAAYALWLYRRVVFGDLIKESLRSITDMNLRERAIFAPLVAMTLLLGVYPS
LVTDIIGPSVEALLSNYQMALAETPVSTQLAGN
>TDX33716.1 NADH dehydrogenase subunit N [Rhodovulum visakhapatnamense]
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGLTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLAVVGMMLMVSAGDLMTLYMGLELQSLALYVVAAIRRDNLKSTEAGLKY
FVLGALSSGLLLYGASLTYGYSGTTLFAGILASIGDGPIGVGLLFGLVFMITGLAFKVSAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAMALFARVLFDAFGSVPGDWGQVIAVLSLLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMQKDGQPVVDIRSLNMYASVEPLKALALMMLLFSLAGVPPFVGFFGKFYVIKAAVD
GGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGTMPPVMWGIMMVASFAMIVGVINLFGVEGLALAAAQTLVN
>TDX33717.1 BirA family biotin operon repressor/biotin-[acetyl-CoA-carboxylase] ligase [Rhodovulum visakhapatnamense]
MAEARRRRDLTRPTWIVARRQTAGVGRRGRAWGAPEGNLAATLVLAPGCPPATAALYSFVTSFSLYATCLAYVEDREAIT
LKWPNDVLLNGGKLAGILLESEGTMTEVGRLSIGLGVNLNALPDAAAIAPRALMPVTLAEEIGDAVDPLEFLAFFAEHFA
HQDRFFREEGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVLETPGGRRSIAAADVFF
>TDX33718.1 type III pantothenate kinase [Rhodovulum visakhapatnamense]
MLLCIDCGNTNTVFSLWDGERFLCTLRTATEHTRTADQYYVWFSTLLARYGIEPEITDAIISSTVPRVVFNLRVFTDRFF
NIRPWVVGKPECLLPHMPRVDQGTNVGPDRLVNTAGAFDRHGGDLIVVDFGTATTFDVVGRDGAYLGGVIAPGVNLSLEA
LHMAAAALPHVDVTKPDRVIGTNTVACMQSGVFWGYVGLVREICDRIRTEYDRPMRVIGTGGLAPLFAQGDVLFDQIEDD
LTMHGLTVIHAYNKENGAT
>TDX33719.1 ribonuclease J [Rhodovulum visakhapatnamense]
MSKNRLIYLPLGGAGEIGMNAYVYGYGVPGKERLILVDLGVTFPNMDTSPGVDLIFADITWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTIARLKMEDQGQDPETVRFVEPWPNRIAAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPDLWAEVAADGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSICMLGRAMRRMIEAGVESGVLTDFPKVVSPEEAADLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LSLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDADLYHVSGHANRPDLSRIHTLMKPEMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLGGDRPQPVEFIETGRTYLDGAVQIGAMDGIVRDRIRMALNGLVVVTVILDEEDEPLG
EPWVDLNGLPETGRSRAALSEVLEEDLDQFLRRADDRTLADDDKIEEAMRRIVRQSAQTEIGKKPEVVVVISRLSA
>TDX33720.1 ATP-dependent RNA helicase RhlE [Rhodovulum visakhapatnamense]
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQVAENFDTYAKKTKLSKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAESIEQAVICYTASRKDRQAKEKREL
LRALIDREGEGCKNAIIFCNRKTEVDIVAKSLKTHGYDAAPIHGDLDQSQRTRTLESFREGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGREGKALTICVPHDEKWLTAIEELVEKQIPRVESPLKGGSDDRGKRGRHTDEAG
ASDPERTEERSSARPQRGDRRERNSDRGAERQSDRTGDRHGEDRNAPTHERPDSPDRNRQGRSGNNNRRGGRDRGYRDEP
VVGMGDHMPAFLLRSFKPKSEPEPVTEDQVEESAE
>TDX33721.1 hypothetical protein EV657_101149 [Rhodovulum visakhapatnamense]
MSAPDDWIISSLLEDLAALALASDRVSLADLIETLGARGFGPLLVMLSAFLILPVGMLPGLPGVVAVFMILIGGRMMTGQ
TTLWLPGRLRRVHLSGHVLAVSVARAQPAALWLRPLLAPRLVAFVESGPATRLIALILMATGGLIFLLGFIPGLPFVLSL
HVLMLGLAMSTRDGLVAFLAYCMLLPEIVFIWRVFT
>TDX33722.1 hypothetical protein EV657_101150 [Rhodovulum visakhapatnamense]
MKNSLFLLSAAVVALAGPALAEETFPAVLSGHAVLPAMTMVAPPADAPRDAWISGKFTGTGRNMVPMSVTGDTGKLHGNR
ATGIALPFIGQPLQGFSGFAMDRAEDGSVYALTDNGFGSKANSPDAMLFFHRIAPDFATGKVDVKETVFLRDPDFKVPFR
IAYEGTEGRYLTGADFDLESLQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTVADGKELKGADNPAVSATSVPGTDWKS
QRSGGYEGMALQPGTSKLWAMLEKPILGDDGKPEGDFLRVMAFDTASKDWTGEMFKFALAEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGAPAADCFPAPALHKWIVLIDTSDVDADGFVRRIGHIDLMDIADPDGVARLDTDAARDLTGKYTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVMLLSVPELLSAK
>TDX33723.1 hypothetical protein EV657_101151 [Rhodovulum visakhapatnamense]
MRFPFPPVMILFVLAGCVDHTSSGAARGDAKFLSGDEILTKVIDQPLSTNVPSVWVFRSDGVEYSVGTKGHHWAAKGRWW
LDGDVLCWQGVNNLLKTGRESGQILVTEITPYGPRCSRVVETPGGFEMTRTAKASSMQNWGLRKIDSMPAEPAVVVSQAE
N
>TDX33724.1 L-lactate dehydrogenase [Rhodovulum visakhapatnamense]
MHTNKLVVIGAGHVGSYVLADAMKIGLFAEIGVIDILENVAFGEALDQAQATALPYMSNIKVTSGGYEQCVDADVIVVAA
GPSVIPDPDDPKAEPDRTLLTTTNCQVIREVMAGIVRHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADACGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFADLGRHFEASHDIHDPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCVLGREGIVKQLPVSLNAWETAKLAESIAFIQSAMRD
AGTGPDKAV
>TDX33725.1 hypothetical protein EV657_101153 [Rhodovulum visakhapatnamense]
MVGNHRFVDGNKRTALLLVETLIERSGSYRVLSGQDRFDALIVGVASGEIGFDALVVWFEERVARR
>TDX33726.1 peptide chain release factor 3 (bRF-3) [Rhodovulum visakhapatnamense]
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYREFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGRDFLGCYDMLRNRLELMDRADRNKVAESIRIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPPLDPQAVLEGHMTPIWFGSAINSFGVKELMDGIATYGPEPQIQAAEPRQIAPEEPVVSGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIEQEYGLPVRFEPSQFTSARWVH
GEKTAVESFVQKNKQHMATDNDGDVVYMTRLQWDIDRVVRDHPELTLSATKEMQV
>TDX33727.1 pentapeptide repeat protein [Rhodovulum visakhapatnamense]
MGNPQHLEWLLEGVEAWNARQKREELVPDLSGMDFRRAFQNAGKLVFSRIPLWLANLVGADLGGANLRGANLKGADLGGA
NLEGANLVGADLGGANLRGANLKGADLGGADLGGADLGGADVRTVYSGVRTNDVSTPEYTDLSQTLALTQAQCDTMLGDT
GTILPEGLHHPAHWPDPEPPDSEDTEDKIDLALTVPLVRASALDFEITETGVEAITPPGQALDGAIFGPGCVQRAEALIE
NARSLAASLSNKLGHDMRADLRDYARHLAANDNGNPHRLVFLAAGLRGDLVDPIVASAFSERLKAQLGMFLDQHDDFLRH
CLPQTHEAALTKENADLARTFTKEEATEILDRLEGAIATADATTASVAEALGEFRAVDEKLNALKIKAFGPEENEKLERA
VQREAVELGALSARLYWRAQQVVARTRLHAGDLAIVATLTGKSAPQMAQIIVHYLQPLMHKLGAILPGLPPV
>TDX33728.1 nucleotide-binding universal stress UspA family protein [Rhodovulum visakhapatnamense]
MTATILVATDLSPRADRAVNRAFRLARAMGADVLLATVIDSELPEDVARPMAEAAATRLTRFAAAIPQAAEVRHATRIVT
GDPSSAIPRLADETDAALVVLGLHRDRPFLDLLRETTMERIVRHISRPVLLVRDPVDHDYATLMAALDFAPASTAALQIA
ARLAPGAAIHGVHALHIPYRGFIAPHGSSIAIAPFRRSAEMRLAEWRAQNDLPARLADVALVEGAAHLVLNAEIEARRPD
LLVLGAHGRAGAAPSILGSLANDLMRAPPCDLLVAR
>TDX33729.1 chromosome partitioning protein [Rhodovulum visakhapatnamense]
MKTVLIANRKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLKRRPAGVPEIRSLDWSAEIGAGKGGKGTDWVI
VDAPGAIYDDAAAGLVAEARAVVVPVMPSFFDEDSTRRFLKEIAELKRIRKGKVGVELVANRVRPRGRDGDRIRALADQV
GQAPVAEISDRVAYGDLAEQGLTVFDKPQRAYAALRAQWTPLLAALTA
>TDX33730.1 3-oxoacyl-[acyl-carrier protein] reductase [Rhodovulum visakhapatnamense]
MDLGLKGKRALVCAASKGLGRGCAEALAAAGADLVINARGAEALLAAAEDIRQRYGVTVTPVAADIVSEDGRATVLEAAG
PVDILVTNAGGPPPGLWSDWERADFIAALDANMLTPIALMKALLPGMIDRGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPFGVTINNLLPGIHATDRADALDRDVAEADGISLEEARARRAATIPARRYGTPAEFGAACAFLCSTQA
GFIVGQNILLDGGATNSVL
>TDX33731.1 putative hemolysin [Rhodovulum visakhapatnamense]
MQERIDPLIEERAPWLFADHPWSAPSRRLLNGVLGYDRTVALGEVLQDHPSHVIMDEMARLLARDLRGTGIENIPATGPA
MIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRKAIEKGRLAVI
FPSGRLAKRRGLSLHERPWMPSAAMIARKFDLPVIPINIRARNSVLFYLFDLIHPTLRDITLFHETLNKERQPYRMTVGE
PIAPGALPVRSEDGIEMLRAATLALGGRYAPRVSLVQNSRRPSWVKSTALG
>TDX33732.1 aminopeptidase N [Rhodovulum visakhapatnamense]
MTDAAPQPVFLKDYTPFGFLVDQVELNVHLHPTATRVRAKIAFRPNPAARDRRFFLHGEDLTLISAAIDGTPVTPEITPE
GLSCPVPEAPFTWEAEVEIAPAENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIDGDLPVLLSNGNPV
AQGAGWAEWNDPWPKPSYLFALVAGELVATSDRFTTSEGREVALNVWVRPADQGKADYALDSLIRSMKWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNVFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYAEINNFYTATVYEKGAEVIGMLRRLVGPEGYAKALDLY
FARHDGQACTIEDWLQVFEEATGRELTRFKRWYSQAGTPRVKVTEDFKDGTYTLHLEQKTPPTPGQDEKLPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLAAKPVPSLLRGFSAPVILERDSTPEERAFLLAHDTDPFNKWEAGRSLAREVL
IAMVTEDAAPAPAWLDALAAVVRDEALDPAFRALALRLPGEDELAEALADRGAVPDPLAIHAARERAKTAVARHLDPLWA
GLYAQMACPGPYSPGAADAGRRALRLAALGYMARLDGGARAQAHFSAADNMTDEIGALSVLLETGGADEALDRFARRWGH
DRLVMDKWFGLQATLAAPERAVAVTRALTEHADFTWKNPNRFRAVIGGFSANAAGFHDASGAGYDLVADWLIRLDAVNPQ
TAARMSTAFETWARYDEGRREKAQAALERIAAREGLSRDMGEMVGRLLAAGRIAA
>TDX33733.1 deoxyribodipyrimidine photo-lyase [Rhodovulum visakhapatnamense]
MEVTILWLRRDLRLEDQPALARAAAGEGAVLPLYIVDPAVWAAPEASARHWRFVAEGLAALSDALAARGAALQIEAGPPA
RVLARCAARWPVTRVLTLDDGTGRDAAPWARGTGIAFEDVRASRGAASPPPGALRGLDGLVPAAIPEARDLGLGFDPCPG
RPRGGRAEAERALEAALADPASEGTLSAHLAWGTLSAAEVSRAARAAGAGPLTAGLARRARLMRASSGRADTPRPPDHAA
RLAAWEKGETGLPAVDAPMRALRHSGLLDPSWLGLLASAGIGLLGLDPEDCGRVLARLCLDYHPVLHRARMRAAAARPCD
PLRQARDLDPEGAMLGAWLPELADLPAPARHAPWTWRGPLPRPGRRYPAPVIDIATDPARPVRPAPARARRRPADRRQLA
FDL
>TDX33734.1 putative glutamine amidotransferase [Rhodovulum visakhapatnamense]
MARPRVGIIGNSYLLNDQYPAHAGGTMNSEAVAEVVGAIPLLIPADPRFVSVPELLDCFDGFLFTGGRPNVHPEEYGEAE
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRMNHRMPPDGSLEEKFALRHKVCL
TEGGIFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVAAWAEGTRPAVLKTA
>TDX33735.1 GNAT family acetyltransferase [Rhodovulum visakhapatnamense]
MGRSGLSFPRRRHLSARPRLRLRRARPGDGAPTRALFHDAVHRGASLSYSPEERDAWSPSPEAPADWEQKLLSRHTVIAE
IRGAPVGFMTLGEDGYLDFAYVAPDWTGRGIGRALLQAILREARRAGLGRLSTEASLVARPFFARHGWRETARQSVIRHG
VALTNFRMEIDI
>TDX33736.1 kynureninase [Rhodovulum visakhapatnamense]
MTDFAATRAQFHIPEDVIYLDGNSLGPLPRTAEARVAAAVREEWGEMLIGGWNRAGWTEMPRVLGDRIGKLIGAEPGSVV
LGDTLSIKIYQALAAALEMRPDRRVVLSDRGNFPTDLYMAQGLIASLGRGHTLRMVAPEEVEAAIDDDVAVVLLTEVDYR
TGRLHDMARLTARAQAAGALTIWDLAHSAGALPVDLAGAGADFAAGCTYKYLNAGPGAPAYIYVAPRHSDMALPALSGWF
GHAAPFAFEPGYRPGAGIARMRIGTPPVLQMAVVEAALGVWEGVSLDDVRRRSIALSDLFIAEVESRCPELTLLTPRDPR
QRGSQVSFGFAEGYAAIQALVARGVVGDFRAPDIMRFGITPLYVGEDELLRAATILQDVMENRLWDDQAYRFRAAVT
>TDX33737.1 protein-S-isoprenylcysteine O-methyltransferase Ste14 [Rhodovulum visakhapatnamense]
MRDGDPMARLLHYLELPPVWLALFAGLAWLQASVFPLAFLGRAGDVAGGLALVFGLALSGWAALRVVLAGTSLIPRERPD
RLVVEGPYRLSRNPIYLADAAILLGLILIWDAVPSLILVPVFLKLIEWRFILREEALIRDAFGSEYDAYCARVRRWI
>TDX33738.1 NAD(P) transhydrogenase subunit alpha [Rhodovulum visakhapatnamense]
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIEAGAGEAAGFADAAYEKAGVKVVQSAAALWQGADIVVKVREPVAE
EVARLRKGQTLISFFWPAQNEALLEQCKARGATVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVFAFDVRPEVAEQIESMGAEFVFLDFEEATADGSESGGYAKPSSPEFR
EKQLEKFRELAPEMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPAKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPRKEKPKELTPEEK
KAREAAAFRKQTITQVAMLAVGAALMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATVSVLIATINIVGGFLVTRRMLAMFQKS
>TDX33739.1 NAD(P) transhydrogenase subunit beta [Rhodovulum visakhapatnamense]
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLIPAVLIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALKGFAAVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFGKLAGKIDGKPHKLPGGHILNLVAVIAAIALGYLYFTGAGIWTMVLMALLAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSIIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVLEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>TDX33740.1 putative membrane-anchored protein [Rhodovulum visakhapatnamense]
MPIQDHPLRYALTNELHARPFPSLEAPCHAAFLAIKPPVDAVTRDRDADRAHAIDLLDRFGAQHPKPGDTHFFGQMGRHK
MKWESHTEFVTYTVFTPGVADRPFDPAAFEVFPDDWLETAPGARLTSALIRIEQVKEGPGQIGARLGEWFAPDSLSAAAI
LDDAAVMATDFRIDTGGHMRMAVFVEPGIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQVNERLAELEPQLSELVGEMN
RGNRIPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRIEVLREERFQHRQTFTEFMMRRYDPSMRTVKATEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVAYMIAPGAEALGVSKG
LATAVATPLVVLVVWLMIRQIRRGMEH
>TDX33741.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTDAPMIETMEIARPPRNQWLDVWDQFRSHRGALLGAAFFAVILAAVFLGPLIWQIDPTYIDIRARNQGPSLAHPFGTDQ
LGRDTLARMLAGGQVSLAVGLTAMGLSLVLGTLIGVLAGYFRRLDGALMRLTDLFLALPLLPLLLVIIMLFRDALRSAFG
PEGGIFVLIVFVIGITSWMQTARIVRGDVLALKEQEFVLAARSIGTPSRRMITRHILPNVLSPIMVSATLGIASAIITES
ALSFLGLGFPSDFPTWGRLLFDSTDYLQQYPERVIWPGLAISLTVLSVNYMGDGLRDALDPRIRGR
>TDX33742.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MFTYTIRRLLIAIPTLLVISLIIFLVVTLAPSDPTANLPLSIPSEVRAQMREALGLNEPILVRYLLWLRQFFLYEPLHML
DQAFGLSLAGEDMQRILSWQTRSPVADLIVQRLPQTLWVVGTSYVVGVLIALPIGIASAYRQYSWFDQIGTFVSMVGFSV
PTFFTGVLLIVIFSVHLGWFPSIYDTTLRVTDLSTFWLQIKQMIMPVAVLALYNAAQISRFMRASMLDNLNQDYVRTARA
KGMTERVVVLLHVLRNSMIPVVTVIALGVPTVFGGAIITEQVFKVNGIGQLLIIAIQGGDVPTVQTLTFIFAVLIVLFNL
IADVLYGLLDPRIRYD
>TDX33743.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MRAKHALLGAAAALALAPAAFAERGSDGQVNIIYWQGPSTMNPYLSGGIKELEAASLSLEPLARYDPDGNMVPFLAETVP
TLENGGVSEDLKSVTWKIKPGLLWSDGTPVTSADVRFTWQYCTAEGGGCSQSEKYNDVADVETPDELTAIVRFSVPKPYP
YGPFVGNQAPILQAAQFADCLGPKAPGCTSANFMPVGTGPFIVTDFRPNDVIALKANEHYRDPEKPAFSTVNFKGGGDAM
AAGRSVLETGEYDFAWNLQLAPEVLDQMAAAGKGEVEVAFGTLVERIMVNFTDPDPKWGERRATADHPHPFLTDKAVRQA
LSMAIDRDLLTEIGYGQAGRTTCNVLAAPEIYASEANEGCLVQDIEGAKALLDQAGWVPGPDGVRQKDGMRLSMLFQSST
NAVRQDFQALIKQWWSEIGVESELRNVDASVFFGGDPGSPDTFQKFYADVEMYANSFDGTDPEAYMANWECKQAPRPETQ
WQGNNMPRYCNAAYDALVAEMAKTGKMDERIALAKKMNDILMQDYVILPLVHRGRVSARATSLGGFVMNAWDSELWNAAD
WYRVK
>TDX33744.1 oligopeptide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MSETAMSDRSPRPLVEIRDLRMHFPIHAGVLRRRVGAVRAVDGVSFDIHEGETLGLVGESGCGKSTCGRAILRLYDITSG
SIRIEGDEIGTLGQDALRPRRPRMQMVFQDPQASLNPRMTVARIIGEPLDEHTTLSRAEKRDRIYELMDAVGLNRNFANR
YPHQFSGGQRQRIGIARALALNPKFIVCDEPIAALDVSIQAQVVNLLEDLQDRFGLTYLFISHDLSMVRHIADRVAVMYL
GRVVELAPRDSLYGAPLHPYTQALLSAVPEPDPDLEASRRHIILKGDVPSPANPPEGCNFCTRCPQAMPICHRIDPEMRE
PRPGHFAACHLHDPDHIPTAGSTAANDQPQQGE
>TDX33745.1 peptide/nickel transport system ATP-binding protein/oligopeptide transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MPDGASPILEVQGLQTVFRTRGGDIHAVNSVDFHLQPGELLGVVGESGSGKSVTMMSLIGLLPSPPAEVRAGTVRFGGDD
LLRMPARQLRDIRGARIGFVFQDPMTSLNPVFPVGFQIMEPLRKHMGLDRAAARRRAQELLELVGIPDAARRLGDFPHQF
SGGMRQRVMIAMALACDPEVLIADEPTTALDVTIQAQILELMKDLRERLGMAVIWITHDLGVIAGIADRVMVMYGGQVVE
QAPVRALFARPQHPYTRALLQTVPHVTGARAERLKVIEGQPPVLSGPPRACPFRARCAHAFETCARANPARVAVGPDHDA
ACFWDVDRGAPRHV
>TDX33746.1 acetylornithine deacetylase [Rhodovulum visakhapatnamense]
MVSPLTPRQLFEKLVSFPTVSRDGNLDLIDWVEEYLTGFGIHCARVWNPVRSKASLYAHAGPWAPGGVMLSGHTDVVPVD
GQDWSSDPWELTERNGRLYGRGACDMKGFDALALWALVEARTRDVARPLQLALSYDEELGCLAAPALIAAMARADLPKAA
AVIVGEPSMLQVVTGHKGNIGFEIRLKGHEVHSSMQHKGVSAVMEAGRLIQWANDVNDLNRARPPAGDDGLFDPPWTTAH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALMAEVARVEAGMKAIRPETGIAVDETFSVPALAPETDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLDQFRQGEAFMARLLDHLKE
>TDX33747.1 hippurate hydrolase [Rhodovulum visakhapatnamense]
MPVKNRLAEMQPEIAAWRRDIHENPELMYDLPRTSALVAAKLREFGCDEVVEGIGRSGVVGVIKGRSDGQGRAIGLRADM
DALPIHEATGLPYASKTPGKMHACGHDGHTAMLLGAAKYLAETRNFDGRAVVIFQPAEEGGAGGLAMCEDGLMARFGIEE
VYGMHNMPGIPVGAFAIRPGPIMAATDEFDITVTGRGGHAAKPHECIDTTLVASHIVVALQSIASRNADPLKQIVVSVCT
FRTESEAYNVIPQTVELKGTVRTLEEGMRDLAEARVAAVAEATAAAYGATAKVRYQRNYPVTANAPEQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYNFDDEAIPFGSSWYVELVENRLPAV
>TDX33748.1 hypothetical protein EV657_101176 [Rhodovulum visakhapatnamense]
MTGTNDERFPKSLIQADRIVTDTKWNLAENGSTPFSDFFGVAMLSKGAVTAALTMRRPTPFSGALHLPMIFRRRSKTRLW
TGGRLLSWR
>TDX33749.1 HAD superfamily hydrolase (TIGR01509 family) [Rhodovulum visakhapatnamense]
MTIKALIFDLDGTLAETEETHRAAFNATFAAHGLDWHWSRDDYAVLLKTGGGKERLRAFQAGLPEAARLPEAELVRLHAE
KTETFGRMIAEGAVGLRPGVEDLILHAREADMAIAMATTTSRPNVEVLARTCWGKPADRVFDVIASGDEVERKKPDPAIY
RLALDRLGLPPRECLAFEDSHIGLQSARAAGLGVVITPSTYTANEDFTGAAHCAPTLEQRNWPLILKAMLLSY
>TDX33750.1 phosphoglycolate phosphatase [Rhodovulum visakhapatnamense]
MKAIIFDLDGTLIDSAPDIHAAVNRTLAGMGREALDLETIRAFIGDGVQVLMERVIEARGLEPDQRDAMVETFLGHYEAD
PATLTTLYPGVQDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFGAVVGGDTLEVRKPDPKPLLAVRDQLQAKQA
VFVGDSEIDAATAQATGMRFALFTEGYHRSEDVDDIPQDARFSDYDVLVAIVARLADELR
>TDX33751.1 AhpC/TSA family protein [Rhodovulum visakhapatnamense]
MAVSPPVCDFGWTAPDLALPGTDGRTYALKDIRGPKGTLIMFICNHCPYVLAVRDRMIRDARDLQALGIGVAAICSNDAS
AYPEDGIEGMRRVAEELDLPFPYLHDEDQSVARAYGAVCTPDFFGFDAGMGLQYRGRLDASRKQAGPPDLRRDLYEAMKQ
VAEIGHGPAEQIPSMGCSIKWKDAA
>TDX33752.1 ribulose-5-phosphate 3-epimerase [Rhodovulum visakhapatnamense]
MFDRSIKIAPSILSADFANFGAEIRAIEAQGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHIEAGPHIHRTLQAIKAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIHSGIEKTR
KVRAMIGDRPIHIQIDGGITPETAPLVVEAGADVLVAGSAVFKGGSVDTPEVYGANIRAIREAAEGARKAA
>TDX33753.1 ribulose 1,5-bisphosphate carboxylase large subunit [Rhodovulum visakhapatnamense]
MDQSNRYARLDLDEKALIAGGRHVLCAYTMKPKDGGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENEV
MKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVEHAKMRDFYVPPAYLRLFDGPVMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACHEFWLGGDFIKNDEPQGNQVFAPLKETIRLVADAMRRAQDETGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAVTSPESQRGYTAFVLSKMARLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTDDVADGPFYRQDWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLRQAHDAWKSGVNLVDYAKEHKELARAFESFPQDADKLYPGWREALGAVAAE
>TDX33754.1 fructose-bisphosphate aldolase [Rhodovulum visakhapatnamense]
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALSMIYPDIPLCM
HQDHGNNEATCLSAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGMGEAEDGH
GAEGELSHDQLLTDPDQAADFVAKTRVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAQENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKPIPMEDMAKRYADGSLDPKTK
>TDX33755.1 phosphoglycerate kinase [Rhodovulum visakhapatnamense]
MAPTPLTSLDVSGRRLAVRADLNVPLGPGGVGDATRIARFARGMKPLLAQGARLVVLSHLGRPEGELTPALSLERVQTAL
ADALEAPVRFIDTCAGPMAERTSLALAPGEVLLCENLRFERGEEVNDPRLGADLARLGDIYVNDAFSCCHRLHASTTAAV
DAAQTVAAGPLLLEELAQLDRALDTPLSPSVALVGGRSMAERLGLLKRLVAKIDTILLGGGLANTFLFARGYSVGKSFCE
PELADEILEIAALAEVAGCRIVMPRDFVVDGLQHAGQHAYPVPLGGIRPNRRVYDLGPNTVELYRGLLRKARTIVWNGPL
GTYETPPFDGATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAER
AD
>TDX33756.1 glyceraldehyde-3-phosphate dehydrogenase (NAD+) [Rhodovulum visakhapatnamense]
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVSGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEASKATTVDEVNAAIRAAADGPMKGILGYTDEKLVSSDFNHDPHSSVFHMDQTKVMDGTMVRILTWYDNEWGFSN
RMADTAVAMGALI
>TDX33757.1 transketolase [Rhodovulum visakhapatnamense]
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADAAAVLFNRFMQIDPSCPKWPDRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHADGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVQEVDGHDREAVAAAIEAAKKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGAEEIAASRTALGWAHEAFTLPKEVYAAWQAVAARGREAREGWEARLLCNE
HGGAFEKSLAKPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQNLPCLRTEHRSENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMNAADELARQDVRAAVVSAPCFELFAAQDEAYRASVLGDAPRVGVEAAVEQGWSPLLGARSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIR
>TDX33758.1 phosphoribulokinase [Rhodovulum visakhapatnamense]
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKSELDRQYAGGNVGFSHFSFEANELKEL
EKVFSQYGETGTGRTRHYVHDADEAEKYGVPPGEFTEWAPFEDGSDLLFYEGLHGSVVNDDVNIARHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAITDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTPDESLVVIRFRNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>TDX33759.1 D-fructose 1,6-bisphosphatase [Rhodovulum visakhapatnamense]
MQRENPIRDLQHIPAALQPILNALCEVGIDLSRVIQRGPLGGALGAAVGENLGGDTQKALDLMADDAFCERLKSANVRFY
ASEEQDVVAELDPAGAYAVAIDPLDGSSNIDVNVSIGTIFSIFEAAATGDASVLRPASEQIGAGYIIYGPQTMLVCTFGK
GTQEYLLDPDSKQFVLVAEAVMVPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYERGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAESLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>TDX33760.1 molybdate transport repressor ModE-like protein [Rhodovulum visakhapatnamense]
MSTLRPEAVTFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTRQGEAVLVGARAI
ETALEACVDHVRALNEGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVTALQAASVDIAIMGRPPRV
PEVHATVLGPHPHVLIAPPDHPLAGQERIAAERVLAETFLAREIESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGIALISRHTVVEELAAGRLVELDAPALPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLP
>TDX33761.1 Cu+-exporting ATPase [Rhodovulum visakhapatnamense]
MTAITTTRLKLEGLHCAGCVRRVERALTDLPEVGAARVNLATGTAEVEHSGPPAPLIGAVEGAGFGVARTEIALNVEGAT
CASCTGRIERTLLAQPGVLSAAMNLATGQARVTAAEGLADARALARAVTEAGYPATPLTAEARPEPGAAQAAEARALARR
AWIAGLLALPVVLLEMGGHVIPGAREALAGIVSETGLRVVSFLLTTAILAGPGRSFFLKGVPLLLKGAPDMNALVALGTG
AAWGYSTLATFAPGLLPAGTAHVYFEAAAVIVTLILIGRTFEARARGRTGEAIRHLMGLQPRSARVVTETGLEDRPVELL
APGDLIEVRPGERIPTDGEIVAGQGPVDESMLTGEPMPADKAPGDAVTGGTVNGASALRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAVWLIVGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQSLSGVATVAFDKTGTLTEGRPELTGARLAEGFDRGEVLAAAGALEARSEHPLARAILAAAPDHPEAEGV
EALPGFGVRGRIGGRAVLVGAERLMAREGIALGPLAAEAAALAATGATPVFVALGGRAAGVLALADPIKPSARAAIAGLH
RMGVRTALITGDTEPTARAVAAELGIGHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYQLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>TDX33762.1 Cu(I)-responsive transcriptional regulator [Rhodovulum visakhapatnamense]
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDLHNLTFLGRARSLGFSIEECRALLALYTDKDRASADVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>TDX33763.1 iron complex transport system permease protein [Rhodovulum visakhapatnamense]
MRGQGLFWALALLVAALFALSLLIGPAGLSVRDSLSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPALIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWLMLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVLGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPGRLLAASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>TDX33764.1 iron complex transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTGIELSHLTVRRGRCPVVDDVTATLSPGDCVGLVGPNGAGKTTLMRATLGLVPHKGTSSLACLPASERARAAAWLPQTR
EIAWPVSVETLVGLGRTPHLGPGQRPGPADRAAVGAAMARLDLTGFATRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMALFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>TDX33765.1 biopolymer transport protein ExbB [Rhodovulum visakhapatnamense]
MIDPILSFLHTGGAAMWAIAALSVATLSLILWKLWGLARMGAFAGARAERAVLLWQEGAREAAAEAVSGRVGLRARLVGA
AIGALARGLPEAKAREETTRVARRLLVEARSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGSAADPADLAGGIWE
ALLTTAAGMAVAIPAAVSLSWFESVADSARADMEDLATRLFLATEAG
>TDX33766.1 biopolymer transport protein ExbD [Rhodovulum visakhapatnamense]
MFSFDTPRPTRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIGIVAARGGGAGDWQGPPRLIEVRPDGLSLNGQAMMAPDA
IAAELARITPAPGDPVLLRARDGADLQALVDAMDALGRAGVAGLMLVE
>TDX33767.1 outer membrane transport energization protein ExbD [Rhodovulum visakhapatnamense]
MLDFGADDRQRRHGESIVPMINVVFLLLIFFLMSARLVPPAPFETAPPRADGAEPATGDMLHLSAAGDLAFGDLRGEAVF
AALAARPDGAGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>TDX33768.1 protein TonB [Rhodovulum visakhapatnamense]
MTRAGELLAFMPLALALHVGAFALARPPMGGVAGAAGGPGGDALVTLAAAPASYARLAEDWTEAPAPDTDLADLPAPEPE
PESVPRADPDPAPDRAAMPVPALPTLSEPRPEADLPVPSSPPERREPDPASALRPESRPEPPARTARSAAPPSEARAAQV
ARGRSEAAEAGAGATGGAPTLTPARASALQAEWGARIRARVDRSHRYPRGTRASGRALIELVLARDGRLVSARLVQSAGD
PRLDAAALAAVRRAGRFPPAPRGLEAARYSFTLPLRFEWQG
>TDX33769.1 formate dehydrogenase delta subunit [Rhodovulum visakhapatnamense]
MTPDKLAYMANQIATAFARLPDDEAEAAIAAHIDQFWDPRMRARLLSLAESPKTGLSDRARGAAALIRRPETA
>TDX33770.1 FdhD protein [Rhodovulum visakhapatnamense]
MRGWTTSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLTEGIVERPGQIARIERADHDEG
IELRIWLAPGLGARLAGRRRRMAGPVGCGLCGVESLAEASRPLPVLPPDGLCLTPPEIAGAMTALSLAQELHGATRAAHA
AGFWTRAEGLVALCEDVGRHNALDKLVGRLARMGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTARAVAAADA
AGLTLIARARGQSFDIHTHARRIAAKEIQHDP
>TDX33771.1 formate dehydrogenase alpha subunit [Rhodovulum visakhapatnamense]
MKDFILPDADFGTPARRSDKTVTLTIDGTDVTVPEGTSVMRAAAMAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMAVQTQTPKLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFETRQNGEANP
RFEAKDTSNPYFTYDPAKCIACFRCVRACEEVQGTFALTVEGRGFAARIASGTTDFLSSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWDEALAFTAQRLRRIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGARLIVADPRRIDLVKGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDSAFIAERCDAEAFADWAAFVAEDHLGPEATEALTGVPADQVRQAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRPGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDPEARGVFERLWNVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTRHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYAHPSEIMDEIAATTPSFAGVSYDLLDREGSVQWPCNEAAPKGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAQARAARRILPAAE
>TDX33772.1 hypothetical protein EV657_101201 [Rhodovulum visakhapatnamense]
MIVSEMPSMAQRSAVLSRGVHPSGPGARPAPRPILPPGGRIATFQAAERVAADCTMNRADLLSADALPGSGAALLASHDQ
SASPEASR
>TDX33773.1 formate dehydrogenase beta subunit [Rhodovulum visakhapatnamense]
MSLTLYLPLDAAALALGADEIAEALRTEAEARGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFDSAF
EDHPKALGPVEQIPFFARQTRLAFARCGIVEPLDLDAYRAQGGMKGLERAMTMTPEEIVAEITASGLRGRGGAGFPTGIK
WKTVLEAEGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIAMLDASLRVAREA
GILGDHFDIEDRVGAGSYVCGEETALLNSMEGKRGIVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRYGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDAAGGL
IGHAGLVVFDDTVEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPAILADLCETMRAGSLCALGGF
TPYPVESALRHFPEDFGGAREAAE
>TDX33774.1 formate dehydrogenase gamma subunit [Rhodovulum visakhapatnamense]
MTTDIIARCRGIAAAHAHLDGPLLPVLHAVQESFGHVPVAAYPALAEELGLSAAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPLGRVTADRLERLAREGSA
>TDX33775.1 DNA-binding transcriptional LysR family regulator [Rhodovulum visakhapatnamense]
MIDKLEMFIALARERHFGRAAEACGVTQPTLSAAIKQLEEQLGVLLVWRGSRFGGLTPEGARVLERARVIVADTRALREE
MRTAKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITVFSRNSAAIVQMLDDLQVDAGITYLENEPLGRVATVPLY
AEHYNLVMRADHPLAGREAVPWAEAASEPLCLLTPDMQNRRIVDRHLAEAGAVARARLESNSLLALIAHVQASGWVTILP
LRSAQPFLGTGSLVAVPLTEPVAEHVVGLIAPHREPMTPVLDALMEAARKAAFQ
>TDX33776.1 ATP-binding cassette subfamily C protein [Rhodovulum visakhapatnamense]
MSLRTPQKELTLGRAQSRGLLVAVLVFSVFTNLLMLTGPLFMLQVYDRVLGSRSEETLVALFILVGALYLFYWLLDYARG
RVMARIGARLQASLARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPFFLAAIFLFHPLLGLA
AIGGGAVLILATLINRWVTNGALERSQAKSSRAARLARQAEEGGGLIWSQGMASVMADRWARMQEDASAEGMDANDRSGT
LASFSRAFRFFLQSGLLALGAYLVLQHAVTPGAMIASSILMGRALAPIEQVLGQWALIQRARSGWKTLGEFLQTVPERIQ
PTQLPDPVAQLTVTNIGLRASAPGAPPVLQGISFELNPGEALGVIGKSGVGKTTLARIIQGLLPPTTGEVRLAGATLDQY
GHERLGRVMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILKLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVADMKRAGKSVLIMTHRPTAIAVCDRLMVIDAGQQKALGPRDEVLKSVI
RNAPEVQRAMGAARVNVVPQKEAQG
>TDX33777.1 HlyD family secretion protein [Rhodovulum visakhapatnamense]
MSAKSQISARLPLVVGMIAVVCLVGGIGVWSVATSIAGAVVAPGTIKVESERQVVQHADGGVVGEILAKDGDTVAAGQVL
VRLDGTFLRSELMIVERQLLEIQARKARLVAERDSVDSPDFSGLDSFSNIEPFWVAEHIDGQTRLFAARKAALAQELDQL
HEQTVQIENQIDGTGSQQGALVKQLALIEKELADKMTLYKQNLVPASQVLALQREEAGLEGDIGRLTSQEAELRAKISEL
AVQGLRLQESRREDAITTLRDLQYSEIELQERRLSLTERLSRLDVRSPVDGVVFGSKVFALGSVVQAAEPMLYVVPGGQA
LLVSAKVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGTVLRVSADALTDEATRETYYEVVIQPDIDEMAALPNIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>TDX33778.1 4-hydroxy-2-oxoheptanedioate aldolase [Rhodovulum visakhapatnamense]
MENPVNRFKAGLRDGRHQLGVWNAIPHPTVTECLAACGFDWIVIDTEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVRAMRYPPRGLRGVAGMTRASRYGLVEDYTRRAEDELCLILQVETAAALDRL
EEIATVEGVDGIFIGPADLSASMGHPGQPEHPAVVAAIEGAIARLKAVGVPSGILTLDPDFARHCIALGTGFTAVGVDML
SLRNGTRALVEAFGSA
>TDX33779.1 RNA polymerase RpoN-/SigL-like sigma 54 subunit [Rhodovulum visakhapatnamense]
MEMTVSQRQTQGLAMTAKMQAALKILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPTGVAGSGAGSDFDAIAALASD
KPSLYEHVLRQIALAFPNPRLARVAEAFAEALEPTGWLGAAPETVAAATRVPLSVAEAVLARLQQFEPAGLFARGLAECL
RLQAEDRGMLTWELSVILDNLDMVAAGRIDALADLCDGTPQDVRNALRSIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSSLPAIKITEPPDTGRDAAARTFAARARSRAQWLARAVERRHSTLLAAAVCLVRRQTDYLDSGPRHLRPLST
EDVAGELGLHASTISRAVLHRMIETPRGTVPLRAFFSRAFTPGSGEDGPSQDALIALVGDIVARENPARPLSDAAIVTQA
KAAGFTLARRTVAKYRDVLGIPSSYDRRHTARLSA
>TDX33780.1 ferredoxin like protein [Rhodovulum visakhapatnamense]
MTDKTNGSKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALIKICPAGCYSINEDGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGILFKFG
>TDX33781.1 electron transfer flavoprotein-quinone oxidoreductase [Rhodovulum visakhapatnamense]
MPAEHFDAIVVGAGPSGNAAAYTMGKAGLNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SEKSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEVGKVIGVLTDREGGPVYADVVV
LAEGVNGLVGQRSGLRSEIKPQHVALAVKETHFLPEETVRERFNLADEDEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPQLTGDGWLIVGDAGQFVNAVHREGSN
LAMTSGRLAGESLIALKAQGLPATNENLKLYRDALEDSVVIKDLKKYRKIPGLLEKNRQLFTTYPALLNRSMNAFLRVDG
RDKRSKEAEILKGLKTARGNWLNVAFDMLKLARAWR
>TDX33782.1 electron transfer flavoprotein alpha subunit apoprotein [Rhodovulum visakhapatnamense]
MAQAPQNPASSRAAMQMQLAEKFKSYKHVWVFVEIERGKVHPVSWELMGEGRKLADDLGVDLCGVVLGPRDEGTKQAIKE
AYHYGADVCYICEDPLLADYRNEPYTRAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADSTELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMKEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGMGLQQPQNLALVQRLAAVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>TDX33783.1 electron transfer flavoprotein beta subunit [Rhodovulum visakhapatnamense]
MSEKLHEPDFPAAEAIDAPEEPVETRTGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALTSALTKLAEEAPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLETEAATITVRRRSEGGVQVLQSKLPCLITMLEDTNHLRRGTLQDMLRAARAPLTVWSAD
DAGIEDPMKCGLRGSPTVVKRVFAPQPRAEKAEMVAVEGKTPAQIGDAILDVLFAKSPKLEADVSAKITA
>TDX33784.1 nitrogenase-stabilizing/protective protein [Rhodovulum visakhapatnamense]
MTRPAPRPSMLDQLYALSSAEDIFAFLDLPFDQAVLNRARLHVMKRMGQYLADSDLGQLDDEGVRAAARAALQKAHADFV
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVQ
>TDX33785.1 homocitrate synthase NifV [Rhodovulum visakhapatnamense]
MTAPYVPDQFTPAPPPAEICDTTLRDGEQAAGVAFSAAEKVEIAVALDRAGVAEIELGVPAMGMAEVAAIREAGAHLTRA
RGVAWCRLRDSDLELAAMTALSRIHLTVPASDRQLAGKLGRDRDWALKEVSRLVGLAARAGFAVSVGAEDASRADIGFLA
QLAQVAAEAGAIRMRLADTLGLMDPFAAHTLVSILAPGPLPLEFHAHDDLGLATANTLAAHRGGAAFLSVTINGLGERAG
NAALEQVVAALAVQGRPTGVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAALIQALAAAGLPSDETTARAVLPLLRDWADREKRAATPADLILLTARAEALARHPGPTETQERSL
T
>TDX33786.1 modular FeS cluster scaffolding protein NifU [Rhodovulum visakhapatnamense]
MLDYSEILTDHFLNPRNRGTLEGANALGEAGAVRSGNAFRLTLKIDAGRIAAAMFQSTGGGPEVAAGSALTELVIGKALA
EARKIDADAIEAALGGLPAEDRSAAEVAAEGLVAALKDYAQPPAFRAAQGIRVAQPLGVAPIKPARPSTAGAPRLSANEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>TDX33787.1 iron-sulfur cluster assembly accessory protein [Rhodovulum visakhapatnamense]
MIQITEAARDAMASAIEGAGRPIAGLRLMVQSGGCAGLQYAMALELTREETDAVVEAAGGVTVLIDPDSQGYLLGTTIDF
VSGLEGSGFVFDNPNAKSGCGCGKSFC
>TDX33788.1 putative membrane protein [Rhodovulum visakhapatnamense]
MSVIIAISLYLVTALVFLALDALMLRKVMQPLFARYLGDWMRDRPRMGAAAVFYLAYVLGLVWLVSWPALVRGNPGQALI
EGMVVGAMAYGTYEVTNYATLRRWSPVQVALDTCWGTLLTGVSACIGVYVARIFV
>TDX33789.1 putative cold-shock DNA-binding protein [Rhodovulum visakhapatnamense]
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLTDNQKIAYEMIEGRDGRKSAGDLRAL
>TDX33790.1 arsenate reductase-like glutaredoxin family protein [Rhodovulum visakhapatnamense]
MVIYGLKTCDTCRKAKAALERTGKPVVFHDVRDAPLPRADIARFLQTLGPGLVNRRSTTWRELDAAARAADPLDLLCAHP
TLMKRPVIEAEGRLFLGWDAATALTLAS
>TDX33791.1 threonyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MGQITLTFPDGNQRAVEAGTTPAEIAASISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDRAEPFTPEDLGQIEAKMKEIINARDPVRTEIWDRARAIKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGEWQDLCRGPHLQHTGQVPGDAFKLMKVAGAYWRGDSNRPMLQRIYGVGFRTRQELKDYLTFL
EEAEKRDHRRLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEDHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCTE
DQIEAEAKKFIDFLAKIYADLGFENWRVKLSTRPEKRIGSDESWDRTEAALGSACRAAGYEYEINEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDASYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWLAPRQVVVASIVSD
ADAYVQEVVAALRAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGDTRTETAAFDGLLAHLAA
EARAPDLA
>TDX33792.1 valyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MPMEKTFDAAEAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERQLAKEGNPGRREMGREKFLEKVWDWKGQSGGTIVNQLKRLGASCDWSRNAFTMSGAPGAPEGEDG
NFHDAVIKVFVDMYNNGLIYRGKRLVNWDPHFETAISDLEVENIEVPGHMWHFKYPLAGGETYTYVEKDENGTVILEEER
DYISIATTRPETMLGDGAVAVHPSDERYAPIVGKLCEIPVGPKEHRRLIPIITDDYPDPAFGSGAVKITGAHDFNDYGVA
QRNGIPKYRLMDTRAHLREDGAPYADCARQAQAILGGAEASEAEIDAINLVPDHLRGLDRFEARKRVIDEITAEMLAVMT
RADDPRLGKAALEPGAEGADALVPLVEAKPIMQPFGDRSKQVIEPMLTDQWFVDTQKIVGPALDAVRKGMAAQEAGAFDE
TAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYGLDLDASHFADDEGDNALDDVELYRLLNEGFVQRGARH
HCAADFETVTAQFQDVLAGLPAPLHAMRVVEVSGRTAAEEVLAESLADYNLSQDPTRLVYPIWRDPDVLDTWFSSGLWPI
GTLGWPETTPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVVDQIPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELID
EYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKIWNATRFAEMNGVFQGYAPTGDIPAPGETVNKWIVGEVARVRE
AVDEALAAYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTEAQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTA
DRRKMLVHADWPAYGVDLIDAGADREMNWVIALIEEIRSARAQMNVPAGAKIAMLYTELDEAGKTAWARNEAMIQRMARI
ESLTEAKTLPKGCVTIAVEGGAFALPLEGIIDVAEEKARLEKTLSKLEKDLKGLEGRLKNPKFVESAPEDVVEETKDLAA
AKTEEAAKLRVALERLAELA
>TDX33793.1 carbon-monoxide dehydrogenase large subunit [Rhodovulum visakhapatnamense]
MDSKFGKSQTGARFEDLRFLTGQGRYVDDIAPASALHAVFLRSPVAHAEIRALDVGAAAAAPGVVAVLTAADLTAAGVDL
SMRATVVTNRDGSKGAAPARPVLARDRVRFVGEAMAVVIAETPLAAKDAAEEIEFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWAMGDEAAVHEAFRAAARTVRLEVSDHRVIVNSMEPRGAWAEWSDGRLHLCVNGQGVWGQKAKLARMLGLPEDAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLTDNAGRDLVSMVEMAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFSKVLTGVYDIPAAYLAVKGVYTNTTQVDAYRGAGRPEAIYALERMMDVAARELGVDPWDLRRRNFI
APAAFPYRTPTGETYDVGDFARVLARVEAVADRAGFAARKAESAARGRLRGLGLCCYIEAILGDPTEGAEIEFCAEGTVN
LYVGTQSNGQGHETVYARFLAERTGLPVAAIRVIQGDSDRIASGGGTGGSRSVTTQASATLAAVEVMVAAFTPFLAAEMG
VDPGALGFDEGRFRAPGSNLTPGLIEAAAMARAAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPETGETRVLRYAVTD
DFGNLVNPRLAEGQVHGGVAQGLGQAICERVVHDDYGQLLTASFMDYAMPRAADLPFVTFTTEPVPSTTNRLGMKGCGEA
GTVGSMAAVGNAVLDALWEKGVRRADMPFTPERVWRLLQPAA
>TDX33794.1 5,10-methylenetetrahydrofolate reductase (NAD(P)) [Rhodovulum visakhapatnamense]
MTAPRVSFEFFPPQSLEASFRLWEAAQALAPLKPAFVSVTYGAGGTTRKLTHEAVQTIHTHYKLNVAAHLTCVDATRAET
LEIAEAYAAAGVTEIVALRGDPPKDQGAFRPHPEGFANSCELIEALAATGSFRLRVGAYPDPHPEAGSADADVLWLKRKF
EAGADSAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAERCGAHVPPGIDAAFQTAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPEAHLEKVA
>TDX33795.1 LysR family transcriptional regulator for metE and metH [Rhodovulum visakhapatnamense]
MYLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSAAGLKLLRTAERVLPEIAAL
QADFAGMTSGRSGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFDAMPALAREEVDLVLSSDPEDIDGIGFV
PLFDYEPVFLCAAGHPLAEKAFIEAEDFRGETLITYPVERARLDIFTGLLTPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARASADFAVRPLTGTGLTKRMYAATRAEDAARPFMAHFVRLARSEPVKLQRGTAG
>TDX33796.1 myo-inositol-1(or 4)-monophosphatase [Rhodovulum visakhapatnamense]
MQGSANLNIMIKAARKAGRALVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNDRRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPNCAGVRRWGAASLDLAYVAAGRYDGYWERELHAWDIAAGLLLVREAGGFVGPIHEGRNPLD
HGELLVANEAIYDQFAKVIRAT
>TDX33797.1 hypothetical protein EV657_101226 [Rhodovulum visakhapatnamense]
MTQDKARRQSRKRAMRRFAAFASDRSGAVTVDWVVLTAALVGACIAMVSSIQSGLVSLGGDVGGALTSANVQTLDTLGGT
E
>TDX33798.1 hypothetical protein EV657_101227 [Rhodovulum visakhapatnamense]
MTRLTCHCGAIELEVELSEGLATARRCDCSYCRRRGAIMATVPLDKLRVVRGADRLSLYQWGSCTAKHYFCPTCGIYTHH
RRRSDPNEYGVNVGALAGVNPRDLGEVPWSDGVNHPSDRT
>TDX33799.1 membrane associated rhomboid family serine protease [Rhodovulum visakhapatnamense]
MFPLRDHNPSSRFPFVTLALIGANVAVFLSYLSLFSDQRALNAFFQTWGMVPALMSQSGDWTGLVTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALFQYVIDPGSPVPVVGASGAIAAVMGGYLLLFPKARVDILIILVVIFR
VIPVPAWLMLGLWFGLQLYSGVSAPTGEGGVAYWAHSGGFLAGLALTLPLWLRLGGPEFWGRTSGSPPHPVAVYSPTSIP
RVRRRR
>TDX33800.1 L-proline dehydrogenase /delta-1-pyrroline-5-carboxylate dehydrogenase [Rhodovulum visakhapatnamense]
MLDDTLPLRDRIEAATYAPEGPTLDALLTAAGLNDEDRSRIEAAAAELVHQIRAGDRPGLMEVFLAEYGLSTDEGIALMC
LAEALLRVPDEATMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLLTGRVLERHERGLVKTLKGAVKRLGEPVIRAAA
ARAMREMGRQFVLGETIDAALARAAEMEAKGYTHSYDMLGEAARTEADARRYMTAYSGAIARIGLAATRGDVRADPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARTMGMGLNIDAEEADRLVLSLDVIAAVLADERLAGWDGFGVVVQAYGP
RAGLVIDALYALAQKHDRRLMVRLVKGAYWDSEIKRAQVAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVTAILDMDPDPESFEFQRLHGMGEALHQIVMDKGLGTRCRIYAPVGAHRDLLAYLVRRLLENGANSSFVNRIVDASV
PPEVVVADPLSELEARLDEPANPEILPGPALFAPERRNSRGWDLAHGPHLARIEEARAAHRTTHVNAAPLIAGPVRAEPG
RPRHSPSDPKDLVGWVQDASLRDVGTALAHARPWNIPETRCAEILRQAADLYEVHFGEIFALLAREAGKTLPDAVGELRE
AVDFLRYYASRIETLDAPARGIFVCISPWNFPLAIFTGQVAAALAAGNAVIAKPAEQTPLIAHLAVRLLHEAGVPPECLQ
LLPGDGQIGARLTSDPRVTGVAFTGSTETARLIQRAMAEHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVLASAFQSA
GQRCSALRCLYVQEDIAPGFLEMLKGAMAELRVGDPWALSTDLGPLIDDEAHAAIAAYVAAARGQGRVIWEGAAPREGHF
QAPVAIRVAGIEAIEREVFGPVLHVATFAGADLDRVIAAINATGYGLTFGLHSRIDDRVQHLSDRLCVGNLYVNRNQIGA
VVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPGPEALRASAPAGGAPAAPEAVARAVQQASPARGPETLDLPGPTGESNR
LTTLSRPPLLCLGPGPNAAAAQAEAVRALGGAAVAVEGALDPAALTATEGISGALWWGDAETGHAYARALAERDGPILPL
IAGMPDPAHVRQERHLCVDTTAAGGNAALLARAGSA
>TDX33801.1 AsnC family transcriptional regulator [Rhodovulum visakhapatnamense]
MPDGPLSLDRYDRAILRILSAEGRIPVAELARRIGLSKTPTQARLRRLETEGIVTGYRAMLNPNRLGLAHVAFVELRLSD
TREAALRDFNAAVRAIPEVEECHMIAGGFDYLLKVRTADMASYREVMAERISALPHVANSSTFVAMEAVKDAAFSTLP
>TDX33802.1 MerR family redox-sensitive transcriptional activator SoxR [Rhodovulum visakhapatnamense]
MAKATDAPSFLSVGEVAERSGVPVSALHFYEAKGLIGAHRSSGNQRRYSRDVLRRIAILRTAQSLGFSLSEIAGLLKPIP
PGRQPTAADVRAMVAGWRAALQARIDGLTELRDKLDGCIGCGCLSHDDCPLRNPADRLAASGRGAVLLGQQPPGP
>TDX33803.1 short-subunit dehydrogenase [Rhodovulum visakhapatnamense]
MEPKKRIALVSGANRGIGAAVAARLAESGVLVLIGSRDLAAGQAVAAPLVAEGGEAVAVQLDVTDDASVAALAGRIAETW
GRLDILVNNAGIGLDHDTRLTPVARIARTLEVNVTGTLRLTEAMVPLLARGVSPRIVNISSELGSFALRQDPDWEHADKI
MPTYATSKAAVNALTVGYAQSLAGQGIKVNAICPGYTATAATNFGPDRTPGEAASAIAALALADADGPTGGFLNEAGALP
W
>TDX33804.1 glucose-6-phosphate 1-dehydrogenase [Rhodovulum visakhapatnamense]
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLFRRDADGQLPETARIVGAARSPMDDEGFRTLVRAAIHAAIPEGRRDAEA
VDRFLTRLSYVAVDATGEGGWPELAAKMRPEVVQAYYFSVGPGLFGALAERLHAHGMNTEGCRIVIEKPFGHDLASARAL
NATLAAHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWNAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLMAMEPPYAFEPDAVRDEKLKVIRALDPVRPADIVRGQYRGANGKTGYHEDVEDPSSRTESFIALKAHVSSWRW
KGTAFYLRTGKRLRTRTSEIAITFKDPPHSIFGEQEGHRANVLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPSAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGSSGPEDALMLLHRDGRRWR
EIRP
>TDX33805.1 6-phosphogluconolactonase [Rhodovulum visakhapatnamense]
MKLLTYPDLEMMMIALANVLAGELNNALFHEDRVSIALPGGTTPGPLYDDLCASSLDWSRVRVLPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFIGLRPGADGMDGLTERVRRALPLNVLVLGMGDDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRITLTAPVLQGALSTHILITGAAKRAALEQAAELADPHLAPVCTVLKDATVHWTE
>TDX33806.1 glucose-6-phosphate isomerase [Rhodovulum visakhapatnamense]
MTLSTIWDRLDAQAGRVSARAIATLFHDRNRAAAFSVRFPGPSAAAVHGEEMLFDFSKTNIDEDTLELLIELAIAAGVQA
RRDAMFAGRRINETEGRAVLHTALRNPEGKVALDGQDVMPGLRETLLRMRGFAREVRGGGFVGQGGAITDVVNIGIGGSD
LGPAMACLALAPYHDGPRCHFISNVDGAHAADTLKDLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSDPGAQFAA
LSSALDRTADFGIAPERVFGFEDWVGGRYSMWGPIGLSLMIAIGPERFDDFLAGGAAMDAHFRSAPLRANLPVLLALVGI
WHAQVLGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQDVARPTGPVVWGEPGTNGQHAFYQLIHQGTQVVPCE
FLVAAKGHEPELAHHHRLLLANVLAQSKALMEGRGIEAARAIAEKAGFVGDELDRQARHRVFPGNRPSTTLIYPRLTPRM
LGQIVALYEHRVFTEGVILGINSFDQWGVELGKELAKSLEPLLAGGARPEALDGSTAQLLDFVAAVRLSV
>TDX33807.1 hypothetical protein EV657_101236 [Rhodovulum visakhapatnamense]
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAEVLFRQIRSLEDDGKTRAEITEAVWDRWTAEERAAGSEDRARKALTEAE
PADPRRRRWPRLSLR
>TDX33808.1 heavy metal-(Cd/Co/Hg/Pb/Zn)-translocating P-type ATPase [Rhodovulum visakhapatnamense]
MTLPTEDLRRLALTGLTLAGMLTAAALRWGPFPDTGWPAVAGTAALALVYAAGGIPAAMRALRAFWTERELDIDLLMVTA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAMGRARRAIEALMELRPDRTLRRRASGETEEVAVADLMPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAIEVARPLTESTVARMIALVTEAQAARAPSERFSDW
FGQRYTVAVLAGAVLAFAIFVWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVDLACEGDPDIFLARLAGLEAHSEHPIADAIRRAAAARGLKPVPVREARAVPGEGMVGVDDE
GVLWAGNARLAARMGARDTPDDRPAPVGGLDRGTQTLVLLGRGARLLGAVTVEDQPRPTARPGLAALRARGVARVAMLTG
DRRAVAERIGGDLGIAPSEIHADLRPEDKVRIVAGLTEAGRVAFVGDGVNDAAALARADVGIAMGAAGSEVALQAADVAL
LSEDLGQLAAAHALARRTARIIRQNLIFAMGAMAVLVASGLFFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRRRSPG
>TDX33809.1 Mo-nitrogenase MoFe protein subunit NifK [Rhodovulum visakhapatnamense]
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLTNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQSKEKGSVPEDFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKDAERAETDSINIIPGFDGFAVANIREMNRM
LAAMGVEYTILSDVSDVYDTPSDGDYQMYAGGTKLDDVKAAINAKATLSLQEYCTRRTLEFCEEKGQKTAALHYPMGVAG
TDEFLMTVSELTGKAVPDCLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKDWAK
KMEELLASSPYGQGCQVWAGKDLWHLRSILATEPTDLLIGNSYGKYLERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGM
TVLVKILDTIFDKLDTETGTLGETDISFDLTR
>TDX33810.1 Mo-nitrogenase MoFe protein subunit NifD precursor [Rhodovulum visakhapatnamense]
MAKDIPDPIAPEKLIEEVLSAYPAKSAKKRAKHLGVAAPVAEGETEIVSKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINELFPLAKGISVQS
ECPIGLIGDDIEAVSKKKKKDIGKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYQPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKAKLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTIQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEIVGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>TDX33811.1 Mo-nitrogenase iron protein subunit NifH /V-nitrogenase iron protein subunit VnfH [Rhodovulum visakhapatnamense]
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYDDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALASKLGCKMIHFVPRNNIVQHAELRRETVIQYAPDSSQADE
YRQLAQKIHNNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAISASEA
>TDX33812.1 SIR2-like protein [Rhodovulum visakhapatnamense]
MAAADRLSALLDEVAAGRRVPYLGAGVAATAAGGQPASPGALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QEAFAGRPDPGPVHRWIAQVRPPLVVDAWYDGALIAAAEGSGGWGFVQGVSRHGEWSEIWTRAYDAAGSLVGEEPDPAWD
MLIYKPHGLIREGHAFLMSDNDYVEVLTEIDIQSPIPEEVQNRRTGRPFLFLGCRFDDQMLRTFARQIAKRSAKGHAAVI
EGDLTRMEARFLEELGIERLDLPLDAVTEALAAPA
>TDX33813.1 nitrogen fixation protein NifT [Rhodovulum visakhapatnamense]
MKITVRDTPKGMEVYVAKKDLEELIVDSEHPGIWGGWAKLTNGWVFDMPAYDTPPSLPITIEARRLSTE
>TDX33814.1 nitrogen fixation protein NifZ [Rhodovulum visakhapatnamense]
MSTDDKEIEIYGPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRSIVGMRR
DELDSLDTPAKEKTA
>TDX33815.1 LRV iron-sulfur cluster protein [Rhodovulum visakhapatnamense]
MTGGPDPVDWQGTALDCAACRFSGLLARRQCGPGWSCAFDRYAARIARFFMMNPDTADSCLDDPYSETRAHAARIANIFR
LRPLLNDPDPGVRAVAAVRLPAAQSKAALDDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILTRDP
APEIRKLVAERVAPRWLGPLIVDPDPAVRRAVAHRIDPARLGPLAEDSDLRVRHAVAERAGAALARRLLDDPEAPVRQAA
ADRLAEIGAAAPPAERNSDVDG
>TDX33816.1 4Fe-4S binding protein [Rhodovulum visakhapatnamense]
MALKIVKSQCTVCGACEFECPNAAIKFKGDAYIIDAEKCTECEGQFDAPQCAAVCPVPNTCVPA
>TDX33817.1 nitrogen fixation protein NifB [Rhodovulum visakhapatnamense]
MSATLIPISGLQVASRKDMGEAMAKGGGCSSGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTKATFDLVSKDLPDIKLCLSSN
GLALPDHIDEIVAMNIDHVTITINAIDPEIGQHIYPWIFYDGKRRTGIEAATILRDRQLLSLEMLKARGVLVKVNSVLIP
GINDDHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEVIADATEARTAYRDWVADERRDRAAAAAQAEATVAETGKSTLFAVCTRGSGRINMHFGKVTEFQIYE
ADAEGIRFVGHRRADNYCLGGHGDKARMDEILRVLEDVPYVLCSKIGAGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KTAHPGRTAESA
>TDX33818.1 Nif-specific regulatory protein [Rhodovulum visakhapatnamense]
MSSTSITLSGSPALPKFDVRERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLQMGALALLDDSGAGQTASGKVN
PFVIAATSRGAASAPAASRAMPVAATRAVFRTGVALVSCDVAGELGPEALPPQAPHDRFAFIAVPIREQVHSPYVIGVLG
AWRDLTEELYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRHANEKSVAEARVPAEPIRGIIGDSPAI
KSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQSLLESELFGHEKGSFTGAVAQKKGR
FELADKGTLFLDEIGEIGPEFQAKLLRILQEGEFERVGGAKTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICVVPIL
LPPLRDRLEDVPKLAQAFLDRFNEQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGSEIGAQELACHQGTC
LSAELWRMQTGEQSPIGGLAAVRTPLPVIDSGSGQRPPATACPIGFGEGPAAAPACQAPAAAARPPEPEPQDERARLVDA
MERAGWVQAKAARLLGLTPRQIGYALKKHNIPLRRF
>TDX33819.1 cytochrome c peroxidase [Rhodovulum visakhapatnamense]
MQVKASIWKSSNFNLARAIQKETVPPMTRLLATALLSTALAVPASASELRDMALDYFEPLPSTVPQMADNRVTPQKIDLG
KALFFDPRLSASGVFSCYSCHNLTTGGDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVE
MANTPDNVVVTLKSMGQYVDWFEAAFPGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDDTQKEGLQLFVDK
GCVTCHNGVNLGGNGYFPFGLVEKPGADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVM
GAAQLGEDVSDEEATRIVAFLDSLTGTMPAITTPVLPPETDATPRPTAEVMQR
>TDX33820.1 type VI secretion system protein ImpM [Rhodovulum visakhapatnamense]
MTPATGFFGKIPSAGDFVTQGVPGMMRIALDRWMTAHLATRSAWPGSWPETGLRATLELGKGTLTALILPSRDRSGRAFP
LACCRLPGLDWDAAEEWCDAALPTARAAVAGALSPGSLGAALEALPPARGIDPEPGLWIADPPAAENRSVEQVLAALMGP
IGAV
>TDX33821.1 type VI secretion system secreted protein Hcp [Rhodovulum visakhapatnamense]
MTLTAFMKLPDVEGESVRVGHEREIDVFDIQWALGRDLRTRAGTGRVRGRPGVGPLAVWKWDDAASPHLALALLLGKSFP
EAAIMLRTPSNDMDLDDLTITLSNATVSHYEIVGADGDPAVLQERLDLVFEAANIRHTGQAAGHSSGNGHEIGHDIGARA
>TDX33822.1 porphobilinogen synthase [Rhodovulum visakhapatnamense]
MRPTVAPFPTTRLRRTRRTAALRALTSETTLSVGDLIWPIFVRAGEGVEEPVPSMPGVMRRSVDLSVAAVKEAAALGIPA
VCIFPYTDVSLKTELCEEAWNPDNLSNRLIRAIKAEVPEIAVMTDIALDPYNSNGHDGIVRDGVIVNDETVEALVKMALA
QAEAGADILGPSDMMDGRIGAIRKALEENGHQDVTIMSYSAKYASAFYGPFRDAVGASGALTGDKKTYQMDPANSDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>TDX33823.1 hypothetical protein EV657_101252 [Rhodovulum visakhapatnamense]
MDLCGRVFDLIDMRSFSNLWYWIALAVLWSTSSHWVLGVPFDLIQRARRRGGQAAEDVATLVGVNARRYLYIASEAGLWI
AAFTGFALAVLFVLGFGYGVEFCQAVFLLVAPTTLVGLWSVRTARRYAKRAPSGEALYRMLRWHRLGVQAMGIVSVFVTA
MWGMWMNMVVTGL
>TDX33824.1 transcription-repair coupling factor [Rhodovulum visakhapatnamense]
MEDPRHITAGGAPEGFDARLLARELTRSGRPIVHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLATLAAGLSGRFILLTTLGAATQRVPAREVLQGASFTARVGMQIDEAALKAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKSVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGAEHWLPFFHDRLETIFDYLPGAAIYLDDQVTPARLSRWETIEDQYQTRREAMAQKGRIDTVYKPCPPGLMY
LDDTAWEAAVAGHRVVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQTRREEGAVVVASYSEGARER
LQGLLEDEGLSEATLISDIREVAEGRGLYLTVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYTGLETIAAAGAPHECLALEYAGGDRLYLPVENIELLSRYGHDEGLLDKLGGGAWQAKKAKLKERIRE
MADKLIRVAAERVLRHAPILEPAHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTEVAMRAAF
VAAMSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAKGVRFRNL
GLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDTVTVREALL
REHYRGGQSFFVVPRVKDLPEMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLDIPTANTM
IVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAGNLIGEEQ
SGHVREVGFELYQSMLEEAIARIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLSTKVELEGF
AAELIDRFGKLPKEVNTLLLVVRIKAMCKAAGIARLDGGPKGATVQFHNDKFANPAGLVAFIQDQQGLAKVKDNKIILRR
DWKKDSDKIKGAFAIARDLAEKVRQTA
>TDX33825.1 DHA1 family bicyclomycin/chloramphenicol resistance-like MFS transporter [Rhodovulum visakhapatnamense]
MAARRLSRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPETLNRAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTALAYMLGAAIAGLGQSLEWLLIGRAIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTLLPALAPSVGAVIMA
GFGWRGIFGAFLVFSVVSMGWFGLRQAETLPPESRRPLRPGPLLAAAREVLGSPVARSATLVQTFIFAGFFGFLTSTQQV
YDIYFDKGDSFPVWFGVVAVCAGSASFLNAMLVGRLGMRYLIRTALMAQFVLSGVMMAAFWLHLLPGWAEFPAYILWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATALSALLASPIGLLFDGTPRPLATGCFIAVGAALAVMLTVPKR
>TDX33826.1 putative DsbA family dithiol-disulfide isomerase [Rhodovulum visakhapatnamense]
MIRLDIFSDPICPWCLIGKRLLDAALAERPDHPFTIAWQPFQLNPGMPRAGMDRRAYLEAKFGGQTEAVRAYAEIDRRAR
ETGIELNLAAIARTPNTLDAHRLIHWAGIEHRQTEVVTALFEAYFQQGRDIGDPEVLTDLAASAGLDGTMIARLLASDAD
LDGVRARDAHARERGVSGVPTFILADTHVLVGAQPTELWLDVIAELSGAPTAAGPH
>TDX33827.1 acyl-CoA synthetase (AMP-forming)/AMP-acid ligase II [Rhodovulum visakhapatnamense]
MHAIFDEGAPAPCPAPFNLAAYVLAPAALSPDKVALAIVGPHGAERWSYARLEAAVRGLAAGLLAMGLPEGGRVLLRLGN
GVEFPIAYLAAIAAGLVPVPTSAMLTRIEIGKLAAEIEPVAIFAGPNVALPEDCPAPVLDIETQRGFYTHAPADYVLGDP
DRPAYVVYTSGTSGQPRGVIHGHRAVWARRMMWDGWYGLSAEDRLLHAGAFNWTYTLGTGLLDPWAIGATALIPAPGVQP
GDLPLLLRRFDATLFAAAPGVYRQMLKAHPQIVLPKLRHGLSAGEKMPEATRAAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAVSNRDPGVMLGYLKAEAETRARFAGEWFLTGDMVEMAQDGAIT
YLGRGDDMLNAGGVRVSPLEVERALMEHPAIHEVAATEIAVKADTTVIAAFYTGTPLDEAELAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQRHEAAHDPA
>TDX33828.1 XRE family transcriptional regulator [Rhodovulum visakhapatnamense]
MDEQSEHSLIRIARAQGEAEAAEPLDLGRRVRELRTEKGWTLEQAARQAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDVAEFDGWVRHEGEEFLYVLTG
VVRLYTEFYASVDMRRGDSAYYDATMGHNLVSVSQEDATVLWVTSVD
>TDX33829.1 hypothetical protein EV657_101258 [Rhodovulum visakhapatnamense]
MARILPRLLLVALALAMAGCSTVEGVGKDISASARAVRNAL
>TDX33830.1 peptide/nickel transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MTGIPLRAARVAGAALGVILSAGLGLAEAAAPAPAHGIAMYGDPALPPDFVALPYANPDAPKGGRIVLGETGSFDSLNPF
LLKGTAPWALGHESYESLMGRSWDEPFTLYGLLAETVTTGPNRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGTLGHP
RYRNGYEKIARAEAVGPRSVRFTFNAPDRELPLILGLRPILKKAQWEGRDFTRSGLEPPIGSGPYVVSEVEPGRFVSLRR
NPDYWGRDLPFNRGQHNFDVIRHDYYADGAALFAAFTAGEVDIYRETNDARWQSAYDFPAVRDGRIVKAEIPHHRPSGIS
GLAMNTRRPVFADWRVRDAMILAFNFEFINQTLTGGTQPRIASYFSNSELGMRPGPAEGKVRALLAPFADSLLPGALDGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGPGGRLRNDKGAPFRFEILLVQGASDSERIVTLFADALQRMGIEVRVTQVD
AAQYVQRTASYDFDMTVYARALSLSPGNEQWLYWGAAGVTQPGTGNWMGIDSPAAEAMIRSLLNATGRDDFIAATRALDR
VLTTGRYVIPIWYAPSSHLAHAARLHYPGTIPVYGDWVGFLPDVWWSEEN
>TDX33831.1 3-hydroxybutyrate dehydrogenase [Rhodovulum visakhapatnamense]
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEEMAAQHGVKVRYIKADMSSGEECRALIEKAGA
CDILVNNAGIQHVARIDEFPVAKWDAIIAINLSSAFHTTAAALPVMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHNMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>TDX33832.1 NTE family protein [Rhodovulum visakhapatnamense]
MTTRRINLALQGGGAHGAFTWGVLDRLLLDPEIEIAAISGASAGAMNGAAVKAGLVSGGREAARENLDWFWEQVGAVGDM
RLTSWMAAFLPGAGAVAQFMEHALPISLIDNASRSVSPYALGPFYRNPLERVVRRFDYGKVCAKAEPLLFVGATNVRTGK
VRVFRGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPRTP
QDIQNRINEISFNSSLLRELRAISQLEQLIAEGRIDAGSLKVPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKEAGRAA
ADRFLREVKPALQTASSVNLKRMCEGT
>TDX33833.1 L-lysine exporter family protein LysE/ArgO [Rhodovulum visakhapatnamense]
MTVLGPALTGFATSLSLILAIGAQNAFVLRQGLLGCHVFALCLFCALSDAVLIAAGVAGFGAVTGALPWLPQALSLGGAA
FLIVYGALRARAAWQGGHRLTAEGRAGSVWAVLGTAAALTWLNPHVYLDTLGLIGAVSTEFDPGAAREAFALGAVLASFC
FFFALGYGARVLAPAMARPVAWRVLDALIAAVMWAIAARLILGT
>TDX33834.1 putative membrane protein [Rhodovulum visakhapatnamense]
MFETKEPSADHPEPQDPHPRPFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLIFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLVQYPRPGIWALA
FVSTSAKGEIKRVIPGEEPLLSVFLPTTPNPTSGFLLFVPQSEVIELEMSVEEAAKLVISAGLVAPEDPRVLAAAAAAAP
RAVQEAARRPRQRERLGA
>TDX33835.1 pseudouridine-5'-phosphate glycosidase [Rhodovulum visakhapatnamense]
MPLSLSYSPEVSDAKAAFAPIVALESTIVTHGMPWPRNLETALAVEAEVRAAGAVPATIAVIEGRIHAGLAPDALEALAR
AGGVAKLSRADLAAALARGITGSTTVAATMICARLAGIAVFATGGIGGVHRGAETSFDVSADLQELAQTPVTVVSAGAKA
ILDLPKTLEVLETLGVPVIGYQSDAFPAFWSRSSGLAAPLRMDSAAEIAAAHRMRGLLGLPGGQLVGNPIPEEDEIPRAE
IEPMIARAMADTAGASGKDVTPALLARLYELSGGRTLEANIALVRANARLAAEIALRLA
>TDX33836.1 fructose-1-phosphate kinase PfkB-like protein [Rhodovulum visakhapatnamense]
MSADLLLLCIGAVLWDVIGRAPRPMAPGDDRPGRISRRPGGVALNVAAALARHGLRPAVLGAVGRDAEGEALIAATAALG
IETRWLCRGAQPTDIYMAIEDATGLVAAIADAGGLEAAGAAVLAPLIEGPLGTPDRPFAGTVVLDGNLLPGLLAKIAAHP
AFAAADLRVAPASPGKAERIAPFLARPGATLYLNRAEAGLILGRELADAPTAAATLRAAGAARVLVTDGSKAAAFASDDR
LVAACPAPVEAAHVTGAGDALMAAHIAAELGGVPAEAALAAALAAATRHVTAEADPCPSR
>TDX33837.1 SSU ribosomal protein S2P [Rhodovulum visakhapatnamense]
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIIDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVAEAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMSAGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPDGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDIGAL
EEAPVEELLAEARTEEEA
>TDX33838.1 translation elongation factor Ts (EF-Ts) [Rhodovulum visakhapatnamense]
MAITAALVKELRDKTGAGMMDAKKALTETDGDMDAAVDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAVEVNSETD
FVAKNAEFQAMVAEIAKAAIGVDDIEALKAADLGGKSVADTLTDKIATVGENMTLRRMAKIEGDQLVAYVHNAAADGMGK
IGVLVAMTGGDEAFGRQVAMHVAAANPAALSEAQMDPAVIEKELAVQTAKALEENAGAAKPKPEAVITNNIIPGRMKKFI
AESTLMGQAFVVNPDLTVEAAAQAAGATITGFVRIEVGEGIEKAEEDFAAEVAKVAQG
>TDX33839.1 diguanylate cyclase (GGDEF)-like protein [Rhodovulum visakhapatnamense]
MWTSGLTMRKSGAMRVLGLAILLVIGFGLIQNLVSPPDDSAAALHPLPAIGFALFGLVFLTGPQILNRNAPIRMMAAIVA
LLAIEHLLEASVPGWMQIVGHPRIESAIEGVGLRGVLSVETSFALAVLNLGLLAEPHQRQASLLFLAAAWVATTMGVLKL
AFNLTLWRGEMSPYALATMVLVCSAQTLKLRDQPFLRPLFAQTSYGTYTRALVTGALVVPWMSGFLYFLNVRPDPATHLA
LELAFGFIGWIMLALVLSIGHLMEKSSLALEHAARHDPLTGALNRRGLSAALGSRDEARGVVLFDLDHFKAVNDALGHDA
GDQLLRDIAEIVTRNVRDSDLLVRWGGEEFLVVMTSSAEVLLVQTAERLRQAIAAHTPMRIGATTRPVTASFGVSMAHPG
ETGIAAAIRRADEALYAAKIRGRNRVFSAAALCEADPGTLPAVAPIEPARLVS
>TDX33840.1 hypothetical protein EV657_101269 [Rhodovulum visakhapatnamense]
MPSLAAFPAHALSRQALRLLGLAMLVAALAGALPVSLFPPQREAAALHPAAAAGFMLFALSLLGRRPAGRSLKIWTGLGL
GAALIGAQGLLEALLPGWPQALSGTSLPGMLATGAGFDLPSAYAVLTLNLGLAVKPFSRGAALALLAAAWAGIWWFLMGT
VLSAADGRQPVAAFGLVCMLLGGLALGHVLRADPVLHPLFARGRHGLRARGLLGLALAMPWLAGLAAERLFPEARAARPA
LELLIALLGAAQVALVLALAASIDRAVRAEARTERFDPVAGRTSRFRPDRDLLDGKGPVGVILCAPAGHGTATDPDDRTM
GRALQRATRHLRDEDSVGRWRGRNLLVVANVPSETELARMAERLALVLAPDLPEAAIGLSMAAFDEPSVEAALRRAEGAL
YIAERRSSRHPVRASGLADGADPSSRRPDSDPEGQGGCTGGSGPSAPRP
>TDX33841.1 LuxR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSLEHLSALIAARSVEELWALHTQKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPDYVRAFVDKGLYMNAPMVR
WASRNEGTSSWRIITERMARGELPPEELEVLQFNRSMGVVAGYTISFSEISVRAKGAIGLAARPGLDQDDVDRIWAEHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKSTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRAESP
>TDX33842.1 cytochrome c peroxidase [Rhodovulum visakhapatnamense]
MRMGSAGIATAAAVLVFASGMASAEEGGATAGPYATPEAFGEALFFDVNLSKTRSQACATCHDPAHAFIDPRPTAAGRAV
SLGADGQSLGDRNAPTAAYAMFSPTFARRADGSYVGGQFHDGRAAGLAEQAGGPPLNPIEMGLADVNEAAARILVNPRYG
ATLDALYGPGTASDPEAVYRAATSAIAAFEATDLFAPFDSRYDRYLRGEVQLTDEEELGRVLFFSQQFTNCNLCHQLRRS
PMAADETFTDYSYHNIGVPANTAARAVTGITATDLGLLANPAVDDPAEAGKFKVPGLRNVAVTGPYMHNGVFEDLRTVIL
FYNKYNSKAAARQINPETGAPWAAPEVPDTLSMDELTTGPALDDERIDALVAFLGTLTDRRYEDLLK
>TDX33843.1 winged helix family two component transcriptional regulator [Rhodovulum visakhapatnamense]
MSPTEQPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVDEQAPDIIVLDWMLPSVSGIEVCRRLKSRADTRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELMARVRAQLRRTRPAAVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGSDPVRTVRGAGYALG
>TDX33844.1 PhoU-like phosphate uptake regulator [Rhodovulum visakhapatnamense]
MSDVMKDPHIVKSYDRDLESIQALIMKMGGLVETAILEAANSLETRDEELAEQVRKGDKAIDALEEKVNEEAARLLALRQ
PSAGDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGSAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQ
RDLEVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSMAEQVIYLATGHLPEDERPKADRTSVDAGRS
>TDX33845.1 phosphate ABC transporter ATP-binding protein (PhoT family) [Rhodovulum visakhapatnamense]
MYDNPDLARTTVTRDIKIAAHGCQVFYGDTHAIKDVDIDIEDKTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVVGDIR
LDGEDIYDKRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARGKADLDEIVESSLRRAAIWEEVKDRLDAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRSQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGETGHIFTNPTDPRTESYITGRIG
>TDX33846.1 phosphate ABC transporter membrane protein 2 (PhoT family) [Rhodovulum visakhapatnamense]
MTDVPFTDASSGPARPARTGSLLEADARTRRRNAAEARFRLYGIAAVGVGLFFLAALLYAIFSNGIGAFQQTGYTLQVEF
REDVLDKTGNRDLEDIKSVKTFAYSPLLRAAMLREIETHGIDTPLADAKVTGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVAVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKGFNLAFITGPDASDARPEQAGLGVAMLG
SLYMMIVVLLLSLPIGVAASIYLEEFAPQNRFTDIIEVNISNLAAVPSIVFGILGLAVFIQFVHLPQSAPLVGGLVLSLM
TLPTIIISTRASLKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTIIGLAQALGETAPLLLIGMVGFIASNYPD
GAISGFLAPNSAMPAQIYEWAKRADPAFYERAWGGIIILLLFLMTMNIIAIILRRRFERRW
>TDX33847.1 phosphate ABC transporter membrane protein 1 (PhoT family) [Rhodovulum visakhapatnamense]
MPVLWLVLIVFALGALGFVLGRRRALGGAGGDIRLLHSLPSYYGTNVALLTVVPALFLLGIWLLVQPIVVDAKVSALLPD
SAISEGTTRDLVMSDVRRIAEGLDKAVAEGAMTHAQARDIRAEFTDVRNRLGAVGVALGSRVGAPELFAAQRYRRIAGEG
SLAMTGAVLALALGGFALSLIRTTPSFRARNSVETGIRYVLIFAATIAVLTTIGIVLSLVFNTIDFFRLYPAWDFFFGTT
WSPSFGGGSDLGILPLLWGTFYISIIALAVSVPIGLFAAIYLSEYATPHVRAFAKPMIEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVVTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVRQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAANLSLNPFEAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNVFALYIVR
KYREQYE
>TDX33848.1 phosphate ABC transporter substrate-binding protein (PhoT family) [Rhodovulum visakhapatnamense]
MSFAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRPIKDKEIETCKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPSDLFKALAAELPVDGKMVANTASTWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIEGCKATGALEAMVGMGMDEKDAEKACKAVRTDGKSVDIDGDYTETLARIDTNP
NGVGVFGLAFYENNTDKLKVATMSGIAPSTETIASGEYPVSRPLFFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQAKVANEETMSN
>TDX33849.1 two-component system phosphate regulon sensor histidine kinase PhoR [Rhodovulum visakhapatnamense]
MNDSLGLSIIAGVPVPVVLIGRDERVSALNDAAMALFGPSGTGRHYVTVLRHPALLDCVEEALRLRQPRRARYLRSDLGR
DSTYDVTASPLEGVAAGGVVLSFADISDREQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARDDAAARERFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRTSVQTLRALARGAGVEMTLEGAEEATHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLVLTRSERELAFRGPGVRIDVIDRGEGFDPVHIPRLTERFYRVDSHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSVPGEGSTFSVMLPMA
>TDX33850.1 hypothetical protein EV657_101279 [Rhodovulum visakhapatnamense]
MDYTGPGQAPHAEPGPGRGGMALLIGFDRVDQPEIGMPFASARVERLPYGLVQAALSSVQSVDMVVSPLLTEQFDAMDLA
TQLELGGYRGLYVVVTPVVPNPEIIRREIAALCPGITVQLIPRARH
>TDX33851.1 carbonic anhydrase/acetyltransferase-like protein (isoleucine patch superfamily) [Rhodovulum visakhapatnamense]
MTLYALDGLAPTLPEDGDYWVASDANVIGNVILGAGASIWFGSTLRGDNEPITVGARTNIQENTVCHTDMGYPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGASALITEGKAIPDNSLVMGAPGKFVRQLDEAAIERLRQSALH
YQENARRYRAGLVAI
>TDX33852.1 guanylate kinase [Rhodovulum visakhapatnamense]
MAARRGLLIILSSPSGAGKSTLARRLRDWDPAIAFSVSATTRAPRPGEVDGHDYHFLSEQAFKAQVARGAMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRNSSLGQHTLSIFLLPPSIAELRRRLVSRGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEEKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>TDX33853.1 uncharacterized protein (TIGR00255 family) [Rhodovulum visakhapatnamense]
MLQSMTAFASRSGQTETHVWTWELRGVNGKGLDLRLRLPDWVSGLEQAVRTAVQGRVARGSVTLGLRLTARDSAHNALHV
DPAALTAALTLLARVEAEAARQGLRLAPSSAVEILAMRGLADSAAPDPDTGPLLAALTADLGPLLDDFVAMRAAEGRALT
TVLCDHLATISSLAETAARAAEARRGQMEDTLMTALARVLEGAAGADPDRVAQELALIAVKTDVTEEIDRLRAHVAAARA
LMAAGEPAGRKLDFLMQEFNREANTLCSKAQSADLTRVGLDLKAVIDQMREQVQNVE
>TDX33854.1 PAS domain-containing protein [Rhodovulum visakhapatnamense]
MVESETRPRAAVIALSGYRTGGALSALDDVETYWAGLRDDQGTLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAMILPESRPVLEDKIEALLAGDGAGVRLTLISPRSYNRQALFAGMILLPLARENGSPTKILGAL
ATVGTVGWTPRRFQILGETANPEPRPAQDAGEARRPALTVIQGGIVEPEPAF
>TDX33855.1 3-deoxy-D-arabinoheptulosonate-7-phosphate synthase [Rhodovulum visakhapatnamense]
MTPWQKSDWRARPRVQMPDYTDAAALTAVEAQLAKYPPLVFAGEARNLTAKLGQAAQGKAFLLQGGDCAESFAEFSADTI
RDTFKVLLQMAIVLTWGAKVPVIKVGRMAGQFAKPRSAPTETMNGVELPSYRGDIINGFDFTPEARIPDPARMLQAYTQA
AASLNLLRAFSKGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMTAAGVNGETMNGLSTVDFFTSHEALLLEY
EEALTRVDSTSGNWIAGSGHMIWIGDRTRQVDGAHVAFCQGVMNPIGLKCGPSMAEDDLKILIEKLNPKNVPGRLTLISR
FGAGKVGDHLPRLIKVVREMGAEVLWVCDPMHGNTIKSPSGFKTRPFDAVLCEVQEFFAVHKAEGTIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAM
>TDX33856.1 AraC family transcriptional regulator with amidase-like domain [Rhodovulum visakhapatnamense]
MAPVPDRSSTALAAASGRKPQDVVFVLLDRFTMMSFAGVIEPFRIANRMAGQTLYRWRLAGEGGGEAACSNGSRVLLDIG
LEPLGRDEIVIVCGGIDVQKATTRTLVGWLRREARKGLIVAGLCTAAHALARAGLLDGKRATIHWENQDGFLEDFPEIEL
TRSVFVIDGNRMTTAGGTASIDLALTLIAQTHGQDLANAVADQLIYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEK
NLEDPISPATLARDVGMSTRQLERLFRRYLNRSPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHY
DTTPYRERGSRGGRLEA
>TDX33857.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MKKLLLASAATLALAGVANAEEVKIGILLGFTGPLESITPNMAAGAELAIAEVNKAGTLLDGATVSSVRADSTCVDAAAA
TASGERLVTSDKVNGIVGADCSGVSGAVLQNVARPNGVVMISPSSTSPALSTAEDDGLFFRTAPSDARQGEVIADVLKER
GISSVAISYTNNDYGKGLADSIQSAFEAAGGTVTISAAHEDGKADYSAEVAALASAGGDMLVVAGYVDQGGKGIIQASVD
TGAFDTFFLPDGMYGDSLIEAIGSPLDGSFGTVPGTDSDGAQTILDMAAEAGFDGTSSYVAEDYDAAALMLLAMQAAGSS
APADYKGKIMDVANAPGEKILPGELARGLELLKAGEDIDYVGATNVEMIGSGESAGSFREFTITDGKAVTDRFR
>TDX33858.1 amino acid/amide ABC transporter ATP-binding protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MIKVENLHKHFGGFHAVDGASIEIETGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVLMDGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGEGLWSAWFRRGRIAQEERALARKADEVLEFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDAKIVFLDEVGAGVNRTLLNTIGEAIVRLNKERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAQGKADEIMQN
EAVIEAYLGTGLKNKMKAGANA
>TDX33859.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MAEPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLNVHAGAVRLNGEDITRLSPQARVAK
GMAFVPQTHNIFTSMTVEENLEMGAFLRRDDISGTIDEVYRLFPILKEKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>TDX33860.1 hypothetical protein EV657_101289 [Rhodovulum visakhapatnamense]
MRHLAILAGSLVALSADAAGAAAVSLDCVARLTCVSNLDAGRAGCQPTELRYALEVGRKTGAKVVMTPEGADETGRFYEF
RRLPGTEGVRLQASGGGLEPGQGAGVLTVFETLDFVLTRHDAVLLDPEGGTPRAIAVTVHGTCAEKD
>TDX33861.1 hypothetical protein EV657_101290 [Rhodovulum visakhapatnamense]
MTHAPEIAPRPQRLAALAGLLALWAALALPAAAQTAERTAPDPGPNGFEMRCHFATACSEAAPCEATDVTAALSGRIGGL
GAGLQLARADLSLAGRRVEAIGTLSGPGTGGTLFLQGGAGTERHYLAIARSAARYTVHAAEGPVSTTYIGTCE
>TDX33862.1 amino acid/amide ABC transporter membrane protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MEFLNALVAFANFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMVTILVTWALQAAGVSFGPLPTALLA
LPFGIAGTALMVLGTDRLVYRFYREQRAKPVILVIVSMGVMFILNGVVRIIIGPGEQNFADGERFIVTAREFKTMTGLDE
GLAIRSTQGLTIVTAVIVVALLFWFLTYTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFASAIVGGIGSPLGAIAGGFLIAYSEVMVTYAWKKVLTYTLPDNLAPDGLVQLLSTDYKFAVSFVILV
IVLLFRPTGLFRGKSI
>TDX33863.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MTMRDRALFALVALLIAGTGFLQSWNAALFILNYGLISAVMALGVNLQWGYAGLFNIGVMGFSAMGGLAVVLIAMPPVPE
AWAAGGVRVWAGLAVGLGVIAGAIAIWRKMAKGRLRGLAMIVWLIAGFFLYRAIFDPAVEAIEAIDPAATGYLGGLGLPV
LIGWPVGALLAAGAAWVIGKTALGLRSDYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQSSAEFVAR
AQELGLDPLTASTIFVKLLYAGLFALVLVVLLWLCEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQIFILGSAICG
LAGAMMITYDSQLTPSSFQPLRFTFLIWVMVIVGGSGNNWGSVLGGFLIWFLWVQVEPFGAWLMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>TDX33864.1 hypothetical protein EV657_101293 [Rhodovulum visakhapatnamense]
MGRRVMRALCALVLILGAGEALAQGQGRVTPLTPTARLLLLAPPPVQPIYCCKVCSKGKACGDSCISRSRSCHVGPGCAC
DG
>TDX33865.1 CTP:molybdopterin cytidylyltransferase MocA [Rhodovulum visakhapatnamense]
MTDILILMPAAGASSRMRGRDKLLETVDGEALLRRQARRAGASGAPVLVTLPRHAGGPRAEQLDGLPRLRVTHVDPAEGM
AASLRAGAEAAAAAGARGLMVMLPDLPEIGTEDLLRLIESFAEAPDSCLRATAEDGRPGHPVVFPARLFPALETVAGDVG
GRDLLARETVRTLALPGGRAVTDLDTPEDWTDWRARAGR
>TDX33866.1 hypothetical protein EV657_101295 [Rhodovulum visakhapatnamense]
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQTQAAYFTSVPAFVDGAWAVAVWGGLIGAVLLFLRVG
AAPWVLGFSALGMTTAAVWLIGFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARRMRVLGEL
>TDX33867.1 hypothetical protein EV657_101296 [Rhodovulum visakhapatnamense]
MGRADGTTRGRTAARKLGPGLGLALVLAGCNGAGIPLGGGAAPPAEEIPADPGAPLSALETLPTDGVPEATGPEAGAGTG
SGAGSGAVPTAPSGLAEATAPVFGLERELGVTTASLGDPNEAGFWAVTPLVDETRRGRLADPVSGASVQVELRPSDSSPG
AGTRVSMQALQALGLPPISLTNLKVYVSE
>TDX33868.1 cyclic pyranopterin monophosphate synthase subunit MoaA [Rhodovulum visakhapatnamense]
MMQQPPLIDPFARAITYLRVSVTDRCDFRCVYCMAENMAFLPKKDLLTLEELDRLCSAFIGLGVRKLRITGGEPLVRRDI
LTFFRAMGRHLDSGALDELTVTTNGSQLEKHATALWEAGVRRVNVSLDTLDPDKFARVTRWGRLDQVRRGIEAAQAAGLR
VKINTVALKGFNEDELFDLVDWCAAGDMDLTFIEVMPMGDLGNDYRVDQYWSVRDVRARLEERFTTVDLAERTGGPARYV
RLAETGQKIGFITPLSHNFCESCNRVRVTCTGELYMCLGQEDRADLRAPLRAHPGDDGALVGAIRAAIAAKPRGHDFDYS
RQRADGQVSRHMSHTGG
>TDX33869.1 enamine deaminase RidA (YjgF/YER057c/UK114 family) [Rhodovulum visakhapatnamense]
MTACPVEARLRELGHSLPDSAPSRAMFLPGKLSGNLLFLSGQICEWEGVPRYFGPADDSLDLAEAQAAARICALNLLFSI
RAVVGSLGRVREVVRVGGFVSARPGFEAGPMVVNGASQLFIDLWGTAGQHARTAVCVASLPANALVEIDAVVEIA
>TDX33870.1 amidase [Rhodovulum visakhapatnamense]
MLIEEDAYHAFMPYPAVSVENAPQGPLSGLTLAVKDLFDVRGYRTGCGCPLKLAASREAETTAPAVQRLLEAGARFVGKT
HTDELAWALYGMNPHFGTPVNPKAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSVRAPASFCGTWGLRPTHGRVPLAG
AMALAPSYDTAGLFARDGATLLAAAGALMDPDPVPLPEMPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAD
AAYAAYRVTNGGEAQETVLPFIRRSGMPLARGIDGRVAAAAALEEAEIDKARATRHAFAAHLEELLVDAVLLAPAVHAAP
FALDAPDEVLEGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPCGVSLIGPRGSDLSLVALARRLAPEAHP
>TDX33871.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTDKLLEIDHLTVRFKGARTIHAINDLSLSLGEGETLALLGESGSGKSVTLKALLRLLPPKRTEIEGDIRVGGTDILRLS
GRSLQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKGVSRSEAMEVALDMLKRVKIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGQIVEEGTTR
EIIKDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPASCSFAPRCALAGPDCRAGLPPVVTPAPRRRVACLRAD
EAVPAE
>TDX33872.1 peptide/nickel transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MSATELYDRLPDRGGPAQPLLTVRGLKKYFPIRGGILGRTRAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IDRDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARALAMSPRLVVLDEAVSALDKSVEAQVLNLLSDLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPQLRK
IGADGHLAACHLHDPTSGHPKAGKIA
>TDX33873.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MTLTEPLTSAPAPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSILGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>TDX33874.1 peptide/nickel transport system permease protein [Rhodovulum visakhapatnamense]
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPVQYAIWVGNLAQGDMGRS
IATGRPVAGEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAA
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRIKRS
>TDX33875.1 ABC-type transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MLEIKKSFSALMLTAGLLSAQTALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLIEWDLTSADKPSTLIPG
LATEWAVDAEDKTKWIFKIREGVTFHDGSDFTAEDVVWNLDKLLDDTSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEIT
TKTPDATLPYQLAWILMSSKANWEAHGKDWEQVALEPSGTGPWKLEEFVPRERAEMVPFAEYWDDTRVPKLDKMVLIPLP
EPNARSAALLSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGG
LMVPAKGFLPPGSQWFGKPSFDVRYDPEEARRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQSLAEVGIDVE
FMVVEWNQMINLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPGMEELFTKIRNTFDPAE
QDEVMRRTHEKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>TDX33876.1 phosphatidylglycerol lysyltransferase [Rhodovulum visakhapatnamense]
MTEDPKPEAGSAGTWARLRAGFPYLLAAGLFVLGLVALYKLLAAVDFADVVAQVRATPWSTVGLALAATAASYISLVGYD
WSALRFIGKPLKLPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRVYSALGLDGYDVAAVSTFAAVSFGVAATVVGLGALAV
HPGALAAVLPLAPGTVRMLALAGVALIALPLLWASLRQGCVKLGRFSLRAPAPGDLAAQIVFCLGDIGFAAATLYLLMPA
NDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVMIAAMPASTSIEAVAASLLLYRLIYFLVPFSVALLALASYELFRSA
GAHLPRGQWGRAVAAADPGFRAVEGIAPLVLGSMILGAGLWMSVSSILPPTTEAARAAEALFPLPFIEGSALASSVIGAA
LVLLSFGVMRRALAAFWLALVVMETGAAVALIQGVDLDRAVFLAAGALLLLPFRHAFHRHTMLSHATLTPAWVALIVALI
AGFGFVLFFAHKQTPYAHELWWQFAVNERAPRALRAVLLGSLVLGLGALLMLLRAPRVVPDPPDAEDLAAAARIAGGGDN
PDAGFALTGDKSILVSDDGRAFVMFAASGRSWIAYGGPVGPADAAEDVAFAFVDAARREGARPAFYEVRAADVPIMLDLG
LSLHKMGEEAVVDLTRFSLEGSARKKLRTTHARALRDGLSLDWTEPPHTAPLLAELGTVSEAWLAAKRAHEKGFSVGRFD
PAWLNRWPVATVRHAGRVVAFANVLVTDSRTQASIDLMRQVETAPPCTMEFLFTALMLRLKDEGYAAFSLGMAPLSGLSP
ERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRSDRRSAERRGSDRRH
EA
>TDX33877.1 3-methylfumaryl-CoA hydratase [Rhodovulum visakhapatnamense]
MDLDIEHLRGWIGREETATERLTPELVRRFAATFDRTWPLQPGNEAPLLIHFCLAQPTVPGAGLGPDGHPARGGFLPPVP
LPRRMWAGGAFRFHTPLRIGDSVTRRSTIVDVTLKHGRSGPLLFVTVDHKIRARGRLALTERQDLVYRAAAPFRRPKADP
AAEGSSIRRLMPGPVMLFRYSALTFNGHRIHYDAPYAREVEGYPGLVVHGPMQATLLLQFAADLKGSCPSRFAFRSVSTV
FDTAEMEMHASCEGDSLRLWTAQAGGPVAMEATASW
>TDX33878.1 formyl-CoA transferase [Rhodovulum visakhapatnamense]
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
AGLLAGADVLVQNLKPGALARLGFSDEVLARDYPRLISCAISGYGSEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSIVDIATGATAHAAILEALIRRGATGQGARISVSMFDVMAEWLTVPLLNHEAGRTPGRVGLAHPSIAPYGVFHPKDGRP
ILISIQSDREWRQLAERFLDAPGLGTDPRFATNVARVQNRAETDRIVAEAFARRNGAEAVAALVAADIAFASVNDMAGLS
NHPHLRRIEVDSPNGPVAMPAPAARVEGETRRYGPVPALKPRET
>TDX33879.1 acyl-CoA dehydrogenase [Rhodovulum visakhapatnamense]
MQTDPHQDIRDAIRALCATFPSDYHRRIDAERGYPEAFVQALTEAGWMAALIPEEYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGDLRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSDYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGQPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>TDX33880.1 LysR family nitrogen assimilation transcriptional regulator [Rhodovulum visakhapatnamense]
MGSGLDPSGTGMDLRQLRYFIEIVERGSITRAAGTLNVAQPALSLHVRNLEDRLGTRLLLRRPTGVVPTEAGELLARRAR
SILDEVARTEAEIRGLETDPSGRVAIGLTGTIGGLLAVPLIEALRERYPRITLQIAEAMSGFVAGWLSEGRVDLAVLYEA
PADPGLACDPLLEEELVVLWPPDWPAPPEIALAALEDVPLVLPSRAHGLRRMIDARLATDGIAPELAVEIDSYANIKNLV
AAGFGASVLPWHAVAPEAEARALSVSRIATPGLWRGAWLIRPAARPVTRAQEAVAETLRAVVGDLLAGGVWAAARAPSLP
PDRAGTAAPTSAGSG
>TDX33881.1 pimeloyl-CoA biosynthesis protein BioC [Rhodovulum visakhapatnamense]
MTDPIRTTLDVLLEILAPLDGRCVLDIGCGRGGLAGPFRAAGAEWRGLEPFPQAGGAPGIDVAQAEAMPYPSGAFDIAVI
VNALHHIPVGGMGDALAEAARVIAPEAPLVVIEPRVEGDLSQVIATVDDETEIRTAAQAALDAAVGSGVLTETRAFDYVR
REVYDDFDAFVGRISSFAPERGGLSEDLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>TDX33882.1 hypothetical protein EV657_101311 [Rhodovulum visakhapatnamense]
MTNDPLLSPFQLRHLTLKNRIFLSAHEPAYAEDGLPKDRYRAYHVERARAGVALTMTAGSASVSRDSPPAFNNILAWKDE
VVGWMKRLTDDCHAHGTAVMIQLTHLGRRTRWDRGDWLPVVSAGPAREVAHRAFPKTAEDWDIARIVADYADAAERMQAA
GLDGIELEAYGHLLDQFWSPLTNALEPPWGGDLDDRMRLSMEVLRAIRDRVGPDFIVGIRHVADEALPGGIGAAEGLEIA
RRLKASGLVDFLNVIRGHIDTDAGLTDVIPVQGMKSAPHLDFAGGIRAATGLPTLHAARIPDLATARHAIAEGKLDMVGM
TRAHLADPHLIAKLVAGAEDRIRPCVGANYCLDRIYQGGSAYCLHNPATGRELTMPHLVPKAAAPLKVVVVGAGPGGLEA
ARVAAERGHEVVLHEAANDPGGQVRLLARHPRRAEMMAVIDWRMAECTRLGVSFRFNSWAEPETVQAEAPDVAIVATGGL
PPEPGLAEGDGLAVSAWDILSGAVRPGTNVLLWDDAGDHAGLQTAETLAASGARVEIVCRDRGLVPEVMAMSLTPAIRAL
QRADVVWTPTWRLDAIRRTGNALTARLGSDYGPETRERQVDQVVVNTGTHPLDDLYFGLRPGASNLGEVDYPALIEGRPQ
ALNRNPEGRYRLFRIGDAVAARNVHAAIYDALRLVKDL
>TDX33883.1 amino acid/amide ABC transporter ATP-binding protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MLEVRNIAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSGGQVLLDGEDIGRLPAHEVPRRGIGY
IPQGRRLFADLTVAQNLEIGMRCRKSPPEVRDRVLAMFPRLADRMGQRAGTLSGGEQQMLATARALCLAPRVLLLDEPTE
GLQPSMIALIRDTVLRLRDEGVAILLVEQRLDAVLATADRAVILETGAVRAEADAARLRTDPDLLRRHLGV
>TDX33884.1 amino acid/amide ABC transporter ATP-binding protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MSALLSTRALSRSFGGLRAVHEVDLDLGPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHARVRLG
LAYTFQITSVFARLPVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRVL
ILDEPTQGLSEPEIETFKALVRALAGETAILLIEHNMGVVMDLADRITVLDAGVVLAEGAPAAIRADARVQAAYLGRSAD
A
>TDX33885.1 amino acid/amide ABC transporter membrane protein 2 (HAAT family) [Rhodovulum visakhapatnamense]
MRGGRIIGLHLGLIAVLFALNFLLPAYSHGTVARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTHLGLG
AGPALLTGIGAAAVLSLGVGLLALRTRGVAFMIVTLMFAQAAWLTILLAGRWTRGDEGVVIPQADRVLLGLDLSDPQTRY
LAALALFSAVLFGTLWLVRQPMGRVLVAIRENEDRAELLGYDTFRHKLGAVVLSGTVSGAAGAAYGLFFGYAGASFAETH
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLASGLTPAYMLIAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>TDX33886.1 amino acid/amide ABC transporter membrane protein 1 (HAAT family) [Rhodovulum visakhapatnamense]
MEFGPHLMLAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSAVSSALGGGAFGFVAAVLLAPV
IAGALAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNDRLALPWVAFGPEGPRLIWPWGLSI
TSYKLFVMGAAAAVLAGLWALMTRTGIGLVMRATQLDRETAQAFGIPVERVYAGVFGLGAALAALAGVLIVPIQQAHYLM
GGDALLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPEGLRGKAAR
>TDX33887.1 amino acid/amide ABC transporter substrate-binding protein (HAAT family) [Rhodovulum visakhapatnamense]
MPVTKTDAAPRSPARRSAIKTLAAAAAGTASLPLWARYAGAESAAPIRIGFQMHATGIGAAYGRWYDRTTRAALRLINEA
GGINGRPVELVTEDDGTDPKRGAEVVEKFASLHRCDVGYGTLFSHVVMGSAPRAGELKLPYFVVSEGHHVASGALNRWTL
QPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFSEAIEAQGGEVVAKLAIPPTETSFTKYFAKIPRETEV
IYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLESVDLQSPGLDFLEGTYFWEGMPRYVQPDQTEFDRHYRAAIGIDE
NGALAADPSDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMTEMPLSNEHPQGAKLFNGRTHQVFGPQY
ISKVENGRLVVQAETPIEAGFYPDEVDYTTQSL
>TDX33888.1 CheY-like chemotaxis protein [Rhodovulum visakhapatnamense]
MTQSEPVCLVVEDTAFDRMIMERKLAAYGKSIQVRFAATLAEARRCLDKEPISIIFLDNSLPDGKGANFALELSAHRSWS
RIPVVMVSDWPSPFMRAKAKAANVVAIWTKTEFTTLTVAEVLRSRGLMV
>TDX33889.1 hypothetical protein EV657_101319 [Rhodovulum visakhapatnamense]
MQGAMFGVSRPTLHRWLKEAGAAITSFKRGNIRLIPEALKDRLEARSQ
>TDX33890.1 hypothetical protein EV657_101320 [Rhodovulum visakhapatnamense]
MRIELADPRGLIREAYRIEGIGPSECRSIFLDWALGLPETVDTSRALRRLLAEYGPDAPDHPMTAVLRAGLAEEPSARRR
GGPRGRRS
>TDX33891.1 glutamate-ammonia-ligase adenylyltransferase [Rhodovulum visakhapatnamense]
MSFASRLTRAPLAYEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGTPEPVFAALLDEVRGL
TLDALKPGLRQAKRRAALLIALSDLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGKLPGLTEADAGTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFEEADFHEVRSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCLSME
AAERYYEALGRTWERAAHIKARPCAGDIQAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGALCLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPDLRARGTVEGLARLADKGWVPREIAGTLSEDYRAHREVEHRLQMVNDAQTHLLPN
SPEGIERIARFCGAAETGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPETAAGIVERWPGYPCLRTARAREIFHRL
KPDLFSRLTKAPRPDEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFEA
WPGRAALTGALADRLGTLGDYEAQLDAARAWAKEWHFRIGVHFLRGLIDAETAGAEYADLAEAVLAALWPKVVAQFAAKH
GAPPGKGATVLGMGSLGAGALTSRSDLDLIVIYDADGVEASDGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRSYQRDEAWTWEHLALTRARPVAGDSALGAEVEAFRQALLRDKADVARTVAGVVDMRRRLAEAK
PAKSAWDGKQGPGRGQDIELIASAAALIAAHPATSVPDQLDAGVDAGWLEAPEAQTLIASYRLQRQVQGAAKLIADLPLD
PCSLGESGRAFLLRGTGLADAGALAALLDDRRAAAARVIEAVIGRSPQEDGDAD
>TDX33892.1 prolyl-tRNA editing enzyme YbaK/EbsC (Cys-tRNA(Pro) deacylase) [Rhodovulum visakhapatnamense]
MSKSLNRVRAALEAAGLPADIRELGQTRTAEEAAAAVGCDLDQIAKSIIFRGEDSGTAILFLTAGGNRVSDAKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLTPIRAFLDPRLLEFQTVWAAAGTPRHVFPLDPHVLPGLTGAEAADFTL
>TDX33893.1 carboxylate-amine ligase [Rhodovulum visakhapatnamense]
MGITAPDFTIGIEEEYLLVDRETCALAQAPKGLMEACAADLGDQVTPEFLQCQIEVGTRVCRTVAEAREDLRRLRATVAH
HAASYGLAPIAASCHPSADWLDQHHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMAQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSDYDRSVGALTRLGLIEDATKIWWDLRPSARFPTLETRICDMCP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRVYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEVNAARDVIAHGTSAERQRATHKAALAAGLDREGAMRAVVQGLIEEFGADL
>TDX33894.1 hypothetical protein EV657_101324 [Rhodovulum visakhapatnamense]
MGILPCIASRIGRKVPIPHAANLCRLRHGIETMFARLQDWRRIATRCDRWPILFLSACALAATAIYRV
>TDX33895.1 hypothetical protein EV657_101325 [Rhodovulum visakhapatnamense]
MDFALSEEQTAIFDMACDFGADHVAPHARKWEAEGTIPKTLWPELGALGFGGLYVRESSGGAGLSRLDATLVFEALSTAC
PAVAAFLSIHNMCAKMIDAFGSDEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRSTDGWALTGTKAFISGGG
YSDAYVVMARTGEAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCTIPAANLLGEEGKGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLAYMGDRQAFGQSLDRFQALQFRLADMEIELQAARTFLRQAAWKLDQGAPDATKFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>TDX33896.1 enoyl-CoA hydratase [Rhodovulum visakhapatnamense]
MSEIEIRKEGRIGRITLTRPKALNALGYDMCLAIEAALDAWAPDPEVRMILIDAEGDKAFCAGGDIAVMYETGTKGDYAY
GQTFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRIGE
YLGVTGRRMGPADAIFAGFADYFIPEADWPALTGALVETGDWEAVDRAARTPPPGELAALQPRIDALFAGERLLDIANAL
TADGSDFALSTLKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRRPRWKHAG
LEAVPGADVARMLMPLGEHGLKLEEELQ
>TDX33897.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum visakhapatnamense]
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDLTAPAPEGVAMAESAAAAATGREVVITMLPNGQILRAVAAEILPAMASGA
VLLDCSTVDVDSARAVAAEAGAAGLMAVDAPVSGGVGGATAGTLTFMAGGSDAAFATVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLERDKMFDVVSTSSGYSWSMNAYCPAPGIGPASPADNGYKPGFAADLMLKDLR
LSQQAAEAADADTPMGARATELYAAFVEAEDGAGRDFSAMLPRFEKRGRG
>TDX33898.1 CRP/FNR family transcriptional regulator [Rhodovulum visakhapatnamense]
MSWLARAEGLAGIEPGIAARLGTLPVSPLPKGKVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVAATGCEAVLVPKDIFLALMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVESRLAADLLDRAAD
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAAGLARLAAADGAR
>TDX33899.1 DUF2892 family protein [Rhodovulum visakhapatnamense]
MTTQSLLSKNVGGIDRILRIVIGALMVIAALLGYSNWLLIGIVPLATGLMSTCPLYSLIGLNTCKKD
>TDX33900.1 hypothetical protein EV657_101330 [Rhodovulum visakhapatnamense]
MPGHCTPGLAKKSPTCVPHGQARKGAEPGHGIVAGSPVDGRYRHLADPRRHRLDPQGSYCVRDDGWVVRVDPETRKALNL
IGATDALVN
>TDX33901.1 hypothetical protein EV657_101331 [Rhodovulum visakhapatnamense]
MRLLTTGLAATITLTAGLSLAQAQPQGCPPGQAMKTGQCAQDQPRGQPRGQQPPGKGEPQAGAQQQTVPGGQPPGPGKPN
AKPQQGQPAPQGKMQIGGSPAMGQPGPRPAQGAGDPGQAPQGGEIRPAPMPQGVAVGRHVPKDFRPMPHPERHGLDPNAR
YYTRNDGIVLKVNPDTLAVLGVVGMIAAMSN
>TDX33902.1 excinuclease ABC subunit A [Rhodovulum visakhapatnamense]
MAELKRIEVRGAREHNLKNVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIS
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVLAMEPGTRAHLLAPVIRD
RKGEYRKEFIELRKQGFQRVKVDGQFYELDEPPALDKKFRHDIDVVVDRIVVKEGIGTRLADSFRTALDLADGIAVLETA
PAEGDPERIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFERDTPWKDLPAKVQQVFLRGSGDEEIPFRYDEGGRVYQVTRPFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTVPEHLTNQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNSGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDLGPGAGVHGGQIVARGTPEEIAADPASVTGQYLSGTREIAVPTERRPGNGKAVTVVKATGNNLHEVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIRDWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QDFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVRKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRQVAAE
>TDX33903.1 rhodanese-related sulfurtransferase [Rhodovulum visakhapatnamense]
MLKWFDLMAKVYPYIEEIRAKDASVHAEKGELVLIDVREIHEVARFGKAKGALHIPLQMIRHKADAKSPHFDPALDPAKS
FALYCENGSRSLLAARMMKKMGYDDVYNMGTFREWLNAKLPVEK
>TDX33904.1 dihydrolipoamide dehydrogenase [Rhodovulum visakhapatnamense]
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAREFGLKAEGIGYD
LPAVVKRSRGVAKQLASGVGHLLKKNKVTVVMGEATLPEKGRVSVKTDKGTEELTARAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMKIREKATVKQL
DRGADTVGAHVEQNGKTEKIEVDTVISAVGIVGNVEGLGLEDLGVTIDRTHVVTDDYCRTGVEGLYAIGDVAGAPWLAHK
ASHEGVMVAELIAGGKPHPIRPGSIAGCTYCHPQVASVGLTEARAKEKGYEVKVGRFPFIGNGKAIALGEPEGMVKTVFD
AKTGELLGAHMVGAEVTELIQGYVVARGLETTEADLMQTVFPHPTLSEMMHESVLDAWDRAIHF
>TDX33905.1 uncharacterized protein (DUF924 family) [Rhodovulum visakhapatnamense]
MPRREQIIRFWMEDVGPEGWYKADPEVDAAITERFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAAAKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEVAFLERGGYGACLDELRASA
>TDX33906.1 putative MFS family arabinose efflux permease [Rhodovulum visakhapatnamense]
MLKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTFEMSIVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPVAWTIGRVLIGFCFSGVYVTAESWLNNSATNETRGQALSLYMITQMAGIVAAQGLLLTADPGGFIL
FIIPSVLVSISFAPILLSVSPTPPFETAKPMKLRDLIRTSPTGTVGVFLMGGVFSALFGMASVFGSEAGLSVAEISAFVA
AIYLGGLLFQYPIGWLSDRIDRRTLILAAAATGAAAAGAAMLVGGSYSALLVAAFVIGGMSNPLYSLLIAYTNDYLQPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGAIGPLGFFLFIAVLMASLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEIAIEAAQDDQPTPPPGGPAQTPG
>TDX33907.1 S-adenosylmethionine:tRNA ribosyltransferase-isomerase [Rhodovulum visakhapatnamense]
MKLSDFDFDLPEALIATRPARPRSSARLLVAEGDTIRDLHMRDLSDLLGPGDRLVLNDTRVIPARLSGQRLRQTGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLKPGDRIRFSDALSAEVAARGDEDVTLAFDCTGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDEPLLAALAAKGVAFSHVTLHVGAGTFLPVKVDDVSDHRMHAEWGEVSE
TAAAEINATRAAGGRIIPVGTTALRLIETAADETGRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
VGSIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRPDSGRPGHPPSAPTA
>TDX33908.1 AsmA-like protein [Rhodovulum visakhapatnamense]
MSDTGTPSDPSGLHPHQRFGLWVLISLGMLAGALGLLALVLSERTVTLPDWATARIEAQVNAGLSPLVLRLDRVGVSLSR
RESPQVHLGGVTLTDAAGREVLRLPRADARLDGGALLQRRLEVSNLALTGADLTLRRGADGVIDLALGGTGAPFSLGGSV
AEVLDEIDRAFDTPALAPLRAVSVEGLALTYVDARAGRTWRVENGLMTLDQTAETVAVQAFFSLRGSAPVASEFAFGFTS
SKGSPAARFSASFSDVPSADIATQSPALAPLKLIEAPISGAIRSQIDADGRIGDLSASLEIGRGALTPPGGAVPIRFDSA
QSYFTYNAQSGRIELGRLSLDTSALRLAGEGHADLVAPEGGWPEAVVAQVRFSEVGLDPDGVFERPAAFSGGALDIKFEL
DPFEARIGQLVLTDGEAAYRAAGRVRALPEGWDVAMSADIDRVDYRRLLALWPVTVAKGARRWLGRALSAGELYDAHLGL
RRPPDGTLRAALGARIRDAEVTFLPEMPPLRDGRGYLAIDDRTLTVAVEGGTVEAPEGGTVDVAGSTLQVPDVTEDPARA
VFRLRTDGTIPAALALTGLPPVRLGSRVTLPANPAEGHARLSTELRLPLIRDLPLTEIGFRVEGVLSDAVSETLVPGRRL
EAAALEFRADEDAVSISGEAALDGVPLRAVWTQPTGAGADGTSQVTGTVELSQRANAAFGLGLPEDSLSGAARGAFALTL
APDTPPALTLTSDLAGLGLRLDALRWSKAADRTGRLELTAALGDTPAVEGLSFEAPGLAAEGTVAIKPGGGLDAARFSRV
RLGGWLDAAVTLTGQGAGKPPAVAITGGTADLAGAPLGGAAGGGAGAGAGAIAVALDRVRVGDGIELTRVRGRLNGTAGQ
ITGLVAGAAPVEVTLVPARAGMAVRVRASDAGAVLGAAGIYRRASGGTLDLVLNPTGTPGHYDGTAHVENLRVGGTPVMV
ELLSAISVVGLLELLDGEGLAFTNVEARFRLVPGAVEIREGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGS
VLTRKGEGLLGFNFSLKGNPADPEVGVNPLSILTPGMFRELFRRPAPTLKETP
>TDX33909.1 peroxiredoxin Q/BCP [Rhodovulum visakhapatnamense]
MTETGQTAPDFTLPQDAGDPVTLSAQRPAPVVLYFYPKDDTSGCTKEAVAFSGLLTEFEAAGARVFGISKDSVVKHGKFR
GKHDLSVPLLSDEAGDVCERYGVWVEKSMYGKTYMGIERATFLIDDAGRIARIWRKVKVPGHAEEVLEAVRAL
>TDX33910.1 murein DD-endopeptidase MepM/ murein hydrolase activator NlpD [Rhodovulum visakhapatnamense]
MTARFLHRIDVALGRYLPEKRLFLRSDDSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNLRDQARREQA
LYDTRLNAIAAERDRRAQDVREAQDRFNLALDEVSKMQSALLASEERRRELETGMAVIQKTLRRTLAERDAAQGRSQELA
AQLAGETAPAEGPRPVDVQQTLAFLTGALDQTAEERDRIAADAASAYDMVRTMSYERELDAERNDQIFTSLEEALTVSMA
PLDKMFKAAGLNTKSIINRVRQGYSGIGGPLTPLSVSTKGAAADLTPDEIRARAIMGRLDEINMYRIAAEKLPFAQPVKA
GYRLTSPFGVREHPTLGGRRMHEGVDMASAYGTPIHATADGVVVRAQWMSGYGRMVEIRHEFGIVTRYAHMSKIRVEAGQ
RVSRGDRIGDMGSSGRSTGTHVHYEVRVDGKPVNPMTYIKAARNVF
>TDX33911.1 cytoskeletal protein CcmA (bactofilin family) [Rhodovulum visakhapatnamense]
MFSKSRINEPGPKAGEAEKAKAFEAPAAPRPGDSPLPTPPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRVQSAPAG
QAAQPQARPQGTAPGKPGEGAPKA
>TDX33912.1 D-methionine transport system substrate-binding protein [Rhodovulum visakhapatnamense]
MLRLIPLVSALALSAAAAMADDIRVGVSPGEHAEIMEEVAKVAAGAGLNIDVVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEIATTITTPMGVYSDKIEDLAALPEKARVAIPNDPTNGGRALLLLQDLGLITLAEGTGLVPSPLDVQ
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPRDDSIAMEKAESPYVNIIVARNGDQDQPWVKTLVEAYHSP
EVKAFIDEKYHGAVLTSW
>TDX33913.1 D-methionine transport system permease protein [Rhodovulum visakhapatnamense]
MSANLIGLLVEATLQTLYMVSVSALLGTVFGLPLGVFLATSQRGELLSAPLVNKALGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIALGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVLVQIVQSAGEWIAARVDRRAPRNRGH
>TDX33914.1 D-methionine transport system ATP-binding protein [Rhodovulum visakhapatnamense]
MTGATISFEGVGKSYAGGGKGQVTALSDVTLSVAPGEICGIIGRSGAGKSTLLRMVNGLERPSTGTVTVGGRDVGRARGA
ALRAIRRDVGMIFQHFNLLSSRTVHGNIALPLEIAGVPSAEIGPRVRDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATQPKVLLSDEATSALDPETTRTVLELLRDINRDLGLTILLITHEMAVVRDIATHMAVIDQGRIVEAGATYDIFVTPQHP
TTRSFLSGVTGITLPGFIAGRLTEARPHGPAEEIVRITFAGAHATDPMLARMTAERGIAINILAGAIEEIGPRPFGNLLV
AIDAARGPEARDYLNRHGLSTEVLGYVG
>TDX33915.1 tripartite-type tricarboxylate transporter receptor subunit TctC [Rhodovulum visakhapatnamense]
MTLRMTRRSALACAVALTALPTAAAAEDAWPAAPLHVYVGFPAGSSPDTLTRIVTEPLAQRLGQPVVVENKPGAGGVIGI
QQMLANAGDGLSFATTINGPLTTAARLMKSTGYDVATDIAPVTLIATSPLVLAVSAGSDFTDVESFVAAAGTEPEFLSYG
SVGQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRMLGITSAKPFPQAPDVP
VLAGRAGLSDDFRAELWNAFIAPAGTDPAIIARLNTEIGAILADPEVQQKLLAIGWQAAPGTPGDLADRIAADTAMWGAV
IDRVVAKP
>TDX33916.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum visakhapatnamense]
MHRDWPDILGGLALAAIGAAAAGWALAQYDIGTLRRMGPGFFPAVLGGLLTVLGLVVALPALRRRSDAPGIEPLAALAVL
AAILVFGLGLFRIGLVAATAAAVLVASLAAPRPGWGWRLALAAAIALLTVLVFGLGLRMSLPLWPRLP
>TDX33917.1 TctA family transporter [Rhodovulum visakhapatnamense]
MTTWEGLLYGIGFALQPAVLIYCVIGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLARQGRAGVALFTAMASSFAGSMIGIAVLVTLAGWLSHAATAFGAADYAAMMILGLVAAST
IGSSSPAKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAEVIANVRDPDRQGVTGKIGGRQL
LPRRDDLKRLPGPMLRGSALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGEGAIEGVSAPESANNAAAISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPMMLEARPEMFWGLVASFGIGNLLLLVLNLPLIGIWVAMLRIPFRWLYPAILIFL
CLGVYSVRGLSFDILAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRALLIGRGDPMIFLDRPIAAGFVLATVG
LLALSLVQAWRRRRAR
>TDX33918.1 SnoaL-like polyketide cyclase [Rhodovulum visakhapatnamense]
MDRAARLEQWYRRVYLEGDLDAVGTLFTPDLQEQGLLPGLAVTPGDLSVFAQAMMHLVDEPSFRLAKVIESGDWLSALIE
LEARRPSDGQPIRLIGQVMLRFEGDKVAEAYNSLDFLGLFLQLGLLPKDALELGMTGQRLV
>TDX33919.1 hypothetical protein EV657_101349 [Rhodovulum visakhapatnamense]
MSDRIEYGNLMHAAMRGLIRTVLSDVAADGLPGDHHFFITFDTTHPEAQMADWLRQRYPTEITVVLQHWYDHLSVDEDGF
SVTLNFGDSPEPLYIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEDDDGPEQPSPAPHDGTAGPGEAQVVSLDKFRK
>TDX33920.1 fumarase class II [Rhodovulum visakhapatnamense]
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACARVNMAQGGLDPKLGEAIVAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMTARDVL
LPGLEKLHEALTAKSDEFAAIIKIGRTHTQDATPLTLGQEFSGYARQVEKGIARIKACLPDIYELAQGGTAVGTGLNTKK
GWDTRVAAEIAEITGLPFVTAENKFEALAAHDAMVMFSGALKTVAASLFKIANDMRLLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEALTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAAGSFTDNMVVGTKANTARIEK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDGETFDRIVRPEDMIGPKD
>TDX33921.1 uncharacterized protein DUF4169 [Rhodovulum visakhapatnamense]
MTGGVVNLRQARKARERAAKKAEADENAARFGRTKGQKAREELDAARARAALDGHKRTPDDEA
>TDX33922.1 putative DNA-binding ribbon-helix-helix protein [Rhodovulum visakhapatnamense]
MSGRPVKRSLTLKGHRTSVSLEDEFWRALREIAAERGIAINALAAEIDESRGLDVGLASALRVHVLTHFRRALDRDRDRD
RDR
>TDX33923.1 segregation and condensation protein B [Rhodovulum visakhapatnamense]
MPQPDGPEDDEEGSLFEAPPLGEQERMVEAILFASAEPVRVADMNARMPHGCDAARALEALRRRYEGRGVHLVRVGESWA
FRTAPDLGFLMQKETVELRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLELEWIRFGRRRMSPGRPVTY
VVTETFLDHFGLESARDLPGLRDLRAAGLLDSRPMPGTEEDDTDDAQGDMFEDES
>TDX33924.1 condensin subunit ScpA [Rhodovulum visakhapatnamense]
MAEGHDPETADTPDAIAARQAAEALIVDVDGFEGPLDMLLMLARTQKVDLRRISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMARDRKGRDFFGRGIPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYVLDRDAIYTMEEALERMRGLIGYAGDWVDLVTWLPEGWHADPARRRSATAAHFAASLEL
VKQGQLELRQSGTFEPIQIRRKPH
>TDX33925.1 beta-N-acetylhexosaminidase [Rhodovulum visakhapatnamense]
MHPGGGPVNHGVGAFIAGCSGPSLTPTERAFFARTRPFGFILFARNIDEPEQVRSLTRDLRQAVGRKAPILIDQEGGRVQ
RLRPPHWRPWAPALDQIAVAGPAHAARSMYLRARLIAFELSMLGIDVDCAPVADIARPETHDILKNRCYGTEPKSVIACA
KATAEGLLEGGVLPVIKHIPGHGRATADSHLHLPRVKANWTALEVTDFAVFQALAGMPMAMTAHVVYDAIDPDLPATISP
RAIAMIRRGIGFGGFLMSDDVSMKALSGTIAERSRASIQAGCDAVLHCNGDLAEMEEVAEASGTLTGAAADRAARALARR
RPPQPIDVTAVAGELYGILGKAAHG
>TDX33926.1 sporulation related protein [Rhodovulum visakhapatnamense]
MAEIDFNAMRGSGGHDAPPSPKTILNWAGGLVSLTLMAGLVTWGYQVVMRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLAVNRVAALGEAGPPADMLQLAPAPVDLAGDDRPVIAPPPAEAAAYAAADEAAPILASVGGAATPVPDADGGALFEGDD
LSAAAGPAAETLAADDVEGATEAALPLPAGALRQSPRPRTRPQEDFAARAAIAAARAAMTAPVATEIAAESVAVGTALVQ
LGAFDSGDEARAVWDSLASQRRFSGFFTDKTRVIQTVDRGGKTFFRLRASGFADMAAARRFCAAVSAEGADCIPVVAR
>TDX33927.1 arginyl-tRNA synthetase [Rhodovulum visakhapatnamense]
MNLFNDLRALVIDCLDAMAAAGELPAGLDTSNVAVEPPRDAAHGDMATNAAMVLAKPAGQKPRDIAEKLAARLAADPRIA
TAEVAGPGFLNLRLAPAVWQGLVATVLGQGADFGRSDIGQGQKVNVEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
EVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEDWLAEIREFATGM
MMDMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPEDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHFDKVERGFDQLIDIFGADHGGYVKRMKAAVAALSGGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARVCSVLRKAAEAGIATDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARTNEPHRVAFYLYELASDLHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVEEMR
>TDX33928.1 dGTPase [Rhodovulum visakhapatnamense]
MLAPFACRPSESRGRLSPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAALMAPYGGFDHNAQAIRIVTRLERHYADFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHASAEAQVAAIADDVAYNNHDLHDGLRAGLFTDEELAGLPILADCFAEVDAAYPSLDPKR
RRHEALRRFFGVLVSDVIDGARATLAGAAPGSAAEVRALGRPVIGFSPALFAALREIRTFLFHRMYRAPPVVKMRAEVTK
IVQDLFPLYLGDPALLPAKWREDVAAAPDETTLARIVADYIAGMTDRFAMEEHARLIGPTVKSGPVPPGHEHA
>TDX33929.1 iron-sulfur cluster assembly accessory protein [Rhodovulum visakhapatnamense]
MDLTLPPTVTERAYARLSEIGAARQGKALRIAVEGGGCSGFQYSITLDAPAEDDLVLEGAGEKVVVDSVSLPFLQNATID
FTRELIGAKFVIDNPNATSSCGCGTSFSI
>TDX33930.1 putative amidoligase enzyme [Rhodovulum visakhapatnamense]
MDGITQLVPRDRFLPLCPRETRVGQARRAGIEIEFGGLTEAEAAEVVSRTLGGKVREIAAHDLEVDTTGWGAVSICLDTA
FRDKAGSALADLGLQLGRAVVPVEVVTPPLSPEQLPEADRLRGALRAAGAQGSREGMFLGFGLHLNPEIASPEAADLVPV
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSFVDRLAAAGRGWSRDDFVDAYLAETPTRNRGLDMLPCLAHLAGDRVA
QALGPGADAVGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALEGLAADWLDYRAALTTTRSDWFDHLDRV
LCGLELWDGACGSDATTGR
>TDX33931.1 putative glutamine amidotransferase [Rhodovulum visakhapatnamense]
MRFGRHDRPLIAVTTSSRSGWRVFPLVAFNLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ARDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASKRVWTVLPRKAVTVLPGTRLAQIAGPRPMRV
NALHSQAVARLGEHLEVAARDRGGMIQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAASAMRGARGQWKAVDRF
LEQARLD
>TDX33932.1 cytochrome c556 [Rhodovulum visakhapatnamense]
MHKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETDYDGAKAQTAADNMLTLTRYNVGHLYMP
GTSNADMPGRTDALPKIWEDMAGVQEKGMAFVKAVENLNEVAGLDKGELAKGVQQVGGTCKGCHDDYRAKH
>TDX33933.1 cytochrome b [Rhodovulum visakhapatnamense]
MKDTSTAPADTETLQTVRIWDPLLRLFKWALTISVIAAWGLGHFGPDQMTLHFWFGYAVLGLLAFRLLWGLWGPEHARFS
SFAYGPFSILKYVFGMFRRKPSYWPGHNPVGGLFVFILLGALLLQAGSGLFVDPDDYINVGPLAKYVGSETTRAALKFHI
QMGWVVLGLVALHVAAIAFYSKWKGENLVTPMITGKKTVRKDL
>TDX33934.1 hypothetical protein EV657_101364 [Rhodovulum visakhapatnamense]
MTYDAIILGAGAAGLLAAATAGQAGARVLLLDHAEAAGKKILISGGGRCNFTNTGAGPGNYLAENPHFAKSALARYTQWD
FLALVERHRIAWHEKTLGQLFCDGSARQIVTMLLDECARGGVEIRLSTPIGEIGHGDGLFRVAGATAPQLVLATGGPSIP
KMGATGIAYDIARRFGLGIVPPRPALVPLTLGPDAQDLTGISGLSCPVTARVGTASFTEAALFTHRGLSGPAILQVSSYW
TPGAPVTLTLVENAAGRLRAARHKAPRARLRAALSEMLPNRLAEAMAARIGFGTELGNTSDAEIDRAAAALGGLTLFPTG
TEGYAKAEVTAGGISTAGLSSRTMEATAVPGLYAIGEAVDVTGWLGGYNFQWAWSSARAAGEAIAARCRS
>TDX33935.1 phospholipase/carboxylesterase [Rhodovulum visakhapatnamense]
MTRVLESGRAGAARGRTDRLVIFLHGYGANGADLLGLAQPLGPHMPGTAFLAPDAPERCEGVPFGFQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVLEEEGVAPENVILFGFSQGTMMALHVAPRRPAPVAGVVGFSGRLLAPETLEDEAVSRPPV
LLVHGDADDVVPVESLPEAGNALSGAGFEVYAHVMKGTGHGIAPDGLSVALAFMRERLGIDGLD
>TDX33936.1 DNA-3-methyladenine glycosylase II [Rhodovulum visakhapatnamense]
MVGRIIETEACVAEGAAHLVAVEPRFAQALALTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWTRMKTARLTGPRKI
LWASDEDLRACGLSRQKIRYARALAGAGIDFVALRTEPTEEVIATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPDRPGERALRQLAEPWAPWRAVAARALWAYYRVAKDREGIR
>TDX33937.1 putative MFS family arabinose efflux permease [Rhodovulum visakhapatnamense]
MDIAPSRESRRARRNVTVLVLAQAFLGAQMSMIFTVGGLAGQTLAPNPCLATLPISLIVLGSMLSAGPLSGFMQRAGRRA
GFLLGIAGGAAGAGIAALGLYQGSFGLFLAGSLLTGLYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLVAAILGPQLV
KVTAEAMVIPFLGTYLVAIGINLSGVLLFAFLDIPRPPPHDPAHHRGRSRADLLRDPAIAVAIICGMVSYALMNLVMTST
PLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAAAGAVALTGVEIESFLMTLILLGIGWN
FGFIGATAMLAQSHGPEERGAVQGMNDILVFGGVTLASLASGGLMNCSASSAQEGWMAVNMAMVPFLALAGGALIWLTLR
PKDET
>TDX33938.1 L-2,4-diaminobutyrate transaminase [Rhodovulum visakhapatnamense]
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVIAGGQGVFIEDRDGTRLLDAFAGLYCVNVGYGRTEIAEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVLGRPEKKKIVSRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYFRRPDLDMTEADFVAHCAAELEALIAREGADTIAAFIGEPVLGTGGIVPPPAG
YWDAIQPILQKHDILLIVDEVVTGFGRLGEMFGSLKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWTVLEQGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVKNAAETGGYFVTAMQTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPP
GKVAGAVVAAMLKEGVIARAMPQGDIVGFAPPLCLTRDEADRVVDVTARAVASVLG
>TDX33939.1 ectoine hydrolase [Rhodovulum visakhapatnamense]
MTEEIVQFGYAAEGRAPFSLPEYGRRLGLVRRAMAEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAYVQSTERHPMQNLAELLRDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAYLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLDRIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRAAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTLLEPGMTFHFMPGLWMENWGLEITESILIREDGPAETLCNRPRKLY
VKP
>TDX33940.1 acetylornithine deacetylase [Rhodovulum visakhapatnamense]
MTRLDDTCAILADLVAFPTVSSDSNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFTLHEASGRLYGRGTCDMKGFIAACLAMAPVYAGLDLKRPLHFAFTHDEEVGCLGGQALVAELAARDLRPG
IAIVGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPPAGVNAAEAAVRYAARLLALADELKARAPEDSPFEPPWTTINLG
RISGGHVHNVIPGRAEIAWEMRPVQADDIAHAKAAMACEVASLLPAMRAVAPEADIRTHVVGEVVGLEPMPHSAARALLA
GLTGQSRAEAVPFSTEAGLFQSLGCAAAVCGPGSIAQAHKPDEYVSRKQLAQCLAMLEGLAGVLTA
>TDX33941.1 xylulokinase [Rhodovulum visakhapatnamense]
MGGALGLDLGTSGLRALLIDAAGQPVGASERACGVAHPHPGWSEQDPADWIAALEAVMADLAARFPEAMARVRGIGVSGH
MHGATLLDAAMTPIRPCILWNDTRSHAEAARLDALPGMRETSGNIVFPGFTAPKLDWVRRHEPEAFARVAKVLLPAAFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSDPAGTLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPDPGNALHTFCHAVPGRWYQMGVILSATDSLNWLSRISGQSPADLTRAL
GEALKAPGRVRFLPYLSGERTPHNDAAIRGAFTGLGAETGLPDLTRAVLEGVAFALRDCAEALRGAGADLGHLLAIGGGA
RSDYWLRLIATVLGVPLQVPAGGELGAALGAARLGRVAASGAAPETEMTPPAIARTVAPEPALADAFDEAYRGFRAAYPG
LKAIQ
>TDX33942.1 hypothetical protein EV657_101372 [Rhodovulum visakhapatnamense]
MSDAEFRECGRNRIAGDKLPIWAGMCATKAVLAGDGDDVSAICRVRGVVCGFGSGAWGTACEKTGT
>TDX33943.1 DDE family transposase, partial [Rhodovulum visakhapatnamense]
MARAALRKRGALMVRRDKKMAWHAPHKGRPGRPPVFSDAAIRFCLSIGVLVKPQLRQTAGMVASLLRLAGPDWPVPDCPT
LFRRQ
>NDK33272.1 AAA family ATPase, partial [Rhodovulum sulfidophilum]SE1
MFTERSVVLLGPPGVGKTTIGRLAAVALNARFMDLDDFVRPVYDPS
>NDK33273.1 hypothetical protein GXP64_00010 [Rhodovulum sulfidophilum]SE1
MDLHILESILADLAQADYSGWLAFHNYNEPLANPRIFDEIRMTNESVPDAKLAIYTNGDLLTQSAYQQLVDLGVKELRIT
RYPRPSQIDYYGLEQLTDWISERQFLNKLTWLEDGENHRGAVLYTETSHPKIIAIAPNVGGYYDRGGIIEELSGKRRVAP
CKLTSHSLSIDYLGRVKMCCNIVPDANGHAEYVLGDVREEPALEVWRSAKFNDLRKLHLQADWRASQLCATCTQNI
>NDK33274.1 hypothetical protein GXP64_00015 [Rhodovulum sulfidophilum]SE1
MAIASHLSSRVQAHFFSSKVCARFAYESGAFHSVKAIEFNKPSTASVEIAQMDAIVSVNTTRFHEIICSQSKPHFFLDTL
AWARPVSLALLDDVEAYYIQSFFEHPHNSPDWKNEKVQEVGVVRQCGSRSREPQGDHALVHLGGLTSPVIPDEVCREFVQ
RTLELLKYCPGKITLLLPPHFQHVAKPSHICIKSCALSELSGLFEQSAVSITTPGIEHVYESIFHGAPTYLLPPFNSTQV
LQTRYFKRSLPGMVLYNDIEDFDSVDFGNLVDAAHQTHQVALGGTWEKMFNQLERKMPGVLDRINSARNSKLLELQQGAV
SSISVNGAFRIAQDIEQRLDSDNDVTSTVH
>NDK33275.1 site-specific integrase [Rhodovulum sulfidophilum]SE1
MGTIIKRKRKDGSAAWLAQIAIRRAGKTVWRENRTFELRSTAAAWIEKREKDLAKPGALENLPIGETRRREVTLGDAIDK
YVEDSAKAIGRTKAQVLKSIKEFDIANKLCAQIDSADIVAFAQEKLKTGVSPQTVSNYLSHLSAVFTVAGPAWNYPLDER
AMRNAMIVAKKLGLTQKSRHRDRRPTLDELEQLMAHFLDRSIRRPSSLPMHRVIAFAIFSTRRQEEITRITWSDLDKEGK
RVLVRNMKNPGEKMGNDVWCDLPDPALAIIEAMPKDASQIFPYSTDAISAAFTRATKFLGIKDLRFHDLRHEGVSRLLEI
GYNVPHAAAVSGHRSWTSLKRYTHLRQTGDKFETWNWIAEVTTPDPRQRKRRPARPPSAARIRTKPVRRSG
>NDK33276.1 tRNA dihydrouridine(20/20a) synthase DusA [Rhodovulum sulfidophilum]SE1
MADKNIKYNILNASRLSVAPMMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPD
ELAEATRLCCAAGYDEVNLNVGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFL
ETVAAAGVSRVIIHARKAWLQGLSPKENRDVPPLDYALVAEMKRAFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAA
YHDPAAILLGADEDLFGLPGRKTARQVAEEMRPYIARHLASGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGL
EVLDAALAALPRAA
>NDK33277.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]SE1
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>NDK33278.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]SE1
MKAVSVVLRAAVALWFGLGPGSVGALGAEPLTALARPDLAASSLDDLKGGGVALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSARAGAIRPGWSRLVLELSAPMALVSAEMPRDPATGRARLALQLAPADTATGGAVRPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVIDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRDADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>NDK33279.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]SE1
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLGRAAVEAQFRDWLGGTIWPRARAVGVSRRTFDAALGGIRPDWDLPGLV
PPGSRPGPQHQAEFGAPGAYFGEAALREAAAVGRRMAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRV
LATRGFMSPRADYFAEELVAALRIAETGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIA
AYLAQHGWVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPAHERRGEGFLMLPAGRHGPAFLVTPN
FYVLKAYNMSDLYALHVGHLGDRIAFGSGAFAQGWAPLGGLDRSGIVAIQRWLEARGRDVGGVDGLPGYKTRREIGRWQE
ASGRAATCFPAPGMAAAMAR
>NDK33280.1 penicillin-binding protein 1A [Rhodovulum sulfidophilum]SE1
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKAAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDAEDHWRAALAASDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDGEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>NDK33281.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]SE1
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKNGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>NDK33282.1 DUF1289 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDDDTAPIETPCIRTCRVDWESRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>NDK33283.1 Holliday junction resolvase RuvX [Rhodovulum sulfidophilum]SE1
MHDDLEEFAAALRPPTALIGLDFGEKTIGIAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>NDK33284.1 c-type cytochrome biogenesis protein CcmI [Rhodovulum sulfidophilum]SE1
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYEAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>NDK33285.1 sarcosine oxidase subunit beta family protein [Rhodovulum sulfidophilum]SE1
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNVAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>NDK33286.1 hypothetical protein GXP64_00075 [Rhodovulum sulfidophilum]SE1
MSDNTSNDDVLVPASAVKWIALVGGILFPLFLAVVGAHVYYAGSGSQHAQVFPLPEE
>NDK33287.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]SE1
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>NDK33288.1 sarcosine oxidase subunit alpha family protein [Rhodovulum sulfidophilum]SE1
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRAGARVLLIEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVPAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPADGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAETLGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVREAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFAQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELDGFPVRVYRISFSGELSFEVAIRAGQGRAFWEACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDAERWKLVGLETLDGSVLPDGVYAAASRRTANGQRNTQGRVTSSYYSPTLRRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>NDK33289.1 sarcosine oxidase subunit gamma [Rhodovulum sulfidophilum]SE1
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRIEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFGPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>NDK33290.1 superoxide dismutase [Rhodovulum sulfidophilum]SE1
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKPVEEIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>NDK33291.1 acetyltransferase [Rhodovulum sulfidophilum]SE1
MENLRPSTAKDMPRVLDIWRRAVDATHGFLAPEDRADIERELAAFLPTVPLCLAVDDADVPQGFMLLHEGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAASAASDT
>NDK33292.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]SE1
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAA
GQAQQPRPQQGSAAAAPAASGKPAEGAPKA
>NDK33293.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]SE1
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IQLAAQLAGETGPADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGIRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>NDK33294.1 peroxiredoxin [Rhodovulum sulfidophilum]SE1
MPDTLTETGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEATGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGTGRIARIWRKVKVPGHAEEVLEAVRAL
>NDK33295.1 DUF3971 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSERESPSDGSGRPPHQRLGLGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSR
SETPLVRLGGVTLTDAAGREVLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSL
AEILDQIDRSFDAPALAPLRSVSVEGLALTYVDARADRTWRVENGLMTLDQTAESVVAQAFFSLRGAGAVASEFAFGFTS
FRGSPAARLSAGFSDVPSADIATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSA
QSQFTYDAREGRIELSRISLDTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPDGLFETPAAFPGGALDIKIAL
DPFEAEIGQLVLSDEEGSYRASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGL
RRSPGGPSRLALGARIRDAVVRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPGGGPVTVAGSTMEIPDLAADPVEA
VFALKTEGTIPAALSLIDLPPLTLAHRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLSDVVSETLVPGRRL
SAPRLDLRADDEEVSVSGAAALDGVPLRARWSRAMTGSAGSAITGTVELSERANKAFGLGLPEGSLSGATRGAFTLDLAP
DTPPKLDLSSDLTGLGLRLDAVGWSKPAARAGRLTLEARLGDTPAVERLSLDAPGLSAEGQVSLRPGGGLDTARFSQVRL
GGWLDAAVTLTGQGWDRPPAVAVTGGSADLAAMPQRFGAGGGGAVDGTVAIALDRVRVGNGLQLTSVRGQLSGSSGGFEA
RVAGRAPISVSLMPARSGMAVRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELL
NAISVIGILELLDGEGLSFSDVEAQFRLVPGAVEIRQGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLT
RKGEGLLGFNFSLKGDPADPEVGVNPLSILTPGMFRELFRSPAPRLKEAP
>NDK33296.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]SE1
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLHVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEARGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAADAEDRIAPWRGETDIFIRPGYRFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>NDK33297.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLFQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSAASGGSQTPG
>NDK33298.1 DUF924 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>NDK33299.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]SE1
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRTHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
ARTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>NDK33300.1 sulfurtransferase [Rhodovulum sulfidophilum]SE1
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPTKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>NDK33301.1 excinuclease ABC subunit UvrA [Rhodovulum sulfidophilum]SE1
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>NDK33302.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTTQSLLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>NDK33303.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSWLARAEGLEGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>NDK33304.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]SE1
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGHEVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>NDK33305.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]SE1
MSDIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVRMILIDAESDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAEGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>NDK33306.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRTLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSIAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKGISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPATNLLGEEGQGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>NDK33307.1 hypothetical protein GXP64_00180 [Rhodovulum sulfidophilum]SE1
MAAFRRRCRTDFSFLTTGFDLADQRGSDPMKTTVTREDAAGSVRIGFRVGAAVNQGDIPAGLLDPGGDGSVGSILWSEAG
PLPDFETDMRNVQAGTIGARFDFGVTIGTVG
>NDK33308.1 carboxylate-amine ligase [Rhodovulum sulfidophilum]SE1
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARAVIAHGTSAERQRNAHAAALATGADSEEAMRAVVRLLIEEFGADL
>NDK33309.1 YbaK/EbsC family protein [Rhodovulum sulfidophilum]SE1
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEESNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>NDK33310.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]SE1
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLTGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPEEVAETLTADYRAHREIEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVDRWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPDEAFSAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVGAGWLRQDEADVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEVVIARSPAEEKADAD
>NDK33311.1 hypothetical protein GXP64_00200 [Rhodovulum sulfidophilum]SE1
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDPQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>NDK33312.1 methionine synthase [Rhodovulum sulfidophilum]SE1
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVFALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYRLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALSDFVAPEGVSPDYLGGFAVTAGPEEVATAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWGYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>NDK33313.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]SE1
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYDLA
SPRLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARVLKRG
>NDK33314.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>NDK33315.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>NDK33316.1 alanine racemase [Rhodovulum sulfidophilum]SE1
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEADPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRLVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGHIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>NDK33317.1 replicative DNA helicase [Rhodovulum sulfidophilum]SE1
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>NDK33318.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>NDK33319.1 dihydroorotase [Rhodovulum sulfidophilum]SE1
MTQSLTIRRPDDWHLHLRDGAMMAGVLPETARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHITTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTLSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPVA
YPARIETGAGPVTLFDPGFDLHWRVER
>NDK33320.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]SE1
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>NDK33321.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]SE1
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYHRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRITESETVSGHIAGITGARADLDRRLRRHRPADPA
>NDK33322.1 LysE family translocator [Rhodovulum sulfidophilum]SE1
MPVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTASLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLAEEIAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPEAPLAPQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRRMTRAGGGALIGMGALTASAARS
>NDK33323.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFARDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRQRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADVFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARVAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>NDK33324.1 MoxR family ATPase [Rhodovulum sulfidophilum]SE1
MAEEIGSIDAVQAMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGAADRSALEAELFDERFLIERPLLQAMRPQAGGPPVLLIDELDRTDEPFEAFLLEALGDFQV
TVPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREIVAFVQKLRAEDLFK
KPGVAETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>NDK33325.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SE1
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDTPDPETGEEIEIDAAGTQSARDRLKSLDFEQMSP
AEAAEAKRILAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>NDK33326.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]SE1
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGIVTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPVVFVLAMMVGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>NDK33327.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]SE1
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKATHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGTVFILIAILLPRRITGRNAARAAEAAAAGRADPAE
>NDK33328.1 XdhC family protein [Rhodovulum sulfidophilum]SE1
MAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLLEF
GVSDGDAFAVGLACGGRIRVLVEPVGPVGRALPEDLLTDLVAARAARRAVACLVDAESWARRLAGPEDPVLGQAIGARMR
ADRSGFEGQVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGLDA
RSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGVAPGRIAAIHAPVGLGIGARTPGEIAVAILA
EILQRLRRG
>NDK33329.1 molybdopterin-binding protein [Rhodovulum sulfidophilum]SE1
MRFGPVPPAEARGAILAHSMALPGRHLPKGSRLGPAEIAALREAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRAA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>NDK33330.1 hypothetical protein GXP64_00295 [Rhodovulum sulfidophilum]SE1
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGRVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRQDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVEVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERVRSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>NDK33331.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]SE1
MARRPHNAPPTRDTGPRINGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQ
QKRESEARKKQKVIEVKEIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGK
VENMPKLEGRQMVMMIGPAK
>NDK33332.1 hypothetical protein GXP64_00305 [Rhodovulum sulfidophilum]SE1
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEEGRAPGGTGQDAPAAESQSDAEMPRSEGDTRPDTG
PEAVSKPDAGPETEAPGSGDGSVKAMAPEEETSSAPGAMQEAPAAEAPEAAPSDPAGAVPDPETRDTGAATEGAAVPEAE
E
>NDK33333.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]SE1
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALSARYGAAANAIRLLYGGSVKPGNAAEIFAISNVDGALVGGASLTAADFS
AIIAALEAAPAA
>NDK33334.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]SE1
MFAIPGKQAVSLTPAAAAEVARLMHQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>NDK33335.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]SE1
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>NDK33336.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]SE1
MSERNKGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVAEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDAAAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>NDK33337.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]SE1
MSEAKRVAILISGSGSNMVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLS
EARPDILCLAGFMRVLTPGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPV
LAGDTADSLAARVLVQEHALYPAVLRRFASGDRTPLYLP
>NDK33338.1 ribonuclease D [Rhodovulum sulfidophilum]SE1
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGSDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPETDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>NDK33339.1 hypothetical protein GXP64_00340 [Rhodovulum sulfidophilum]SE1
MTPRPVSLILCATALVAACQSTTTAREAEQATPQDRSAETETETPPEYLPCRDLEQALSMSDARMRRLNSRDMSSEATYL
RDRNKRLIARAYECRRPS
>NDK33340.1 hypothetical protein GXP64_00345 [Rhodovulum sulfidophilum]SE1
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPVPAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRTLVVRGAQNQRQSRR
>NDK33341.1 SufE family protein [Rhodovulum sulfidophilum]SE1
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIAEGV
>NDK33342.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MAERPYVIDELLSAKTIAARVESLATDITAHFADSEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>NDK33343.1 type II toxin-antitoxin system RatA family toxin [Rhodovulum sulfidophilum]SE1
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMLRIVRAFEDRARALYGSRP
>NDK33344.1 CinA family protein [Rhodovulum sulfidophilum]SE1
MSDNAAPLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MAAGALAHSVADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETLTETVEFGALGRDRVRAATRDHALTLLLAAL
EPRRSMG
>NDK33345.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]SE1
MSLALNIATVFGVGRLRPAPGTWGSLVAMPAFWALDVTGGALLAALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>NDK33346.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]SE1
MTVTAIIVAAGRGTRVGGDKPKQYQDLAGRPVLARTIEAFAAHPRIGAIVAVLHPEDDDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHPGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGTMRTEMARLMRMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>NDK33347.1 tRNA dihydrouridine synthase DusB [Rhodovulum sulfidophilum]SE1
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWGAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
AEGRAAA
>NDK33348.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]SE1
MTLDQDAIWTALPIPAFLLDAEDRITNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>NDK33349.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>NDK33350.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]SE1
MALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIARMVAARR
RHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDAHTLVGYL
AAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVIQDWDNNE
FRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGLWFAERLS
RPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSVTAGVMGL
DAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLRSSRRGTAQEEVRLLRGGNMEHLLVRMAMRKRADGGA
EGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQTNDLRRIV
DEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRAGIPPEPTPAELDATMIAQALTNIMKNAGEAIESLREKGE
PEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAEPFAEGAH
CGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>NDK33351.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDLTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQADGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>NDK33352.1 Trk system potassium transporter TrkA [Rhodovulum sulfidophilum]SE1
MSRRRSRPPPIDPPCRFCEGLAQFSLTDTGRMKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIA
GHASYPDVLERAGARDADMIIAATQSDEVNMVTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPERE
VAEAALQRLAAPAAFDTESFLRGKAQLLGITLEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQ
IYVFAHVEDLNRTLEIFGKSTKKQERVVIIGGGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGL
DINLLAEANIKRADAVLAVTDDDKTNLLAAVRAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHG
RVRGVYSIGDAEAEVLEAQVLSTSPMAGKRVQDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVER
LLQVSIDFF
>NDK33353.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]SE1
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>NDK33354.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]SE1
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>NDK33355.1 GTPase HflX [Rhodovulum sulfidophilum]SE1
MTRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERLGEAEVDLVLIDG
PVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGLGFVGGPGETQIE
ADRRAIDEAITRIRRQLSKVVRTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLFATLDPTMRAVAL
PTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILADLGVARETPQIEVWNKTD
LLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQGIVEGEVPDDEGS
TLTVNWTARQEQRFRSL
>NDK33356.1 glycoside hydrolase family 104 protein [Rhodovulum sulfidophilum]SE1
MTLLRNRALAPVLAFGFWLALVCFLRVAAAEPVSLIGAGGLLQREGASGPLLTQMRGPLLGPGPEGAPGRVSGASGASLF
AGRGGASLFATYPVRAWQVAEPGTAAQVAPLRPGGGNAALAEGIRLLIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAE
IYKWIAETPGQPHAIGRYQFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWA
GLPTASGRSYYHGVAGNRATMTWTQFEAAMSRIAPGPGGAQKDG
>NDK33357.1 penicillin acylase family protein [Rhodovulum sulfidophilum]SE1
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDAANIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>NDK33358.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWVARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAETRGVAFVDAPVSGGQAGAENGQLVIMCGGPEEAYGKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>NDK33359.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MIASESGSGAIPMNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSD
PLYGQLLLRSLLISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGL
GIIDEPLSFILYNANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRAMTFLRVTLPLAMPGVVAAVLIVFI
PTIGDYVTPRLVGGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>NDK33360.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTLEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>NDK33361.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPANVRPTNMVFQ
SYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEPKVLLLDEPLS
ALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGEFIGVMNFLPA
TATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYYGDMTYYVVRL
DGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>NDK33362.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]SE1
MTDLPFDGAITQFYEQASPDEIRRAIADGGKHDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>NDK33363.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]SE1
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPDRAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLHATA
>NDK33364.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]SE1
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPAQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>NDK33365.1 hypothetical protein GXP64_00470 [Rhodovulum sulfidophilum]SE1
MKSGAGWSAAAFAAGLVVAAGAVRAQQEGPEWDLQRCVWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGATSD
GRGAYAGVRAEGVQDVIFYVFCARDGERLLQLDGVGGDAGPNVLSLTIDGQGFPVTFGGSREGGMLARLPPSAAVLGALQ
RGQTLEIRSGAGQGLGRFPLAGAGAAISGALALCR
>NDK33366.1 ATPase [Rhodovulum sulfidophilum]SE1
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALQDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIARAIDRAPARR
>NDK33367.1 hypothetical protein GXP64_00480 [Rhodovulum sulfidophilum]SE1
MKYAVGAAALAAVTTGPALAGGIERSVPSVGILFEQGNYVELGFSRFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADIAYPAGTGYPSLAGASADVDALGTTLMMRYEMPSNFSVIGGVRSLRTSGSVDLPQVASYRLDSS
TETDFGYLIGVAWEKPEIAARVALTYYSSITHDFTADESFTVSGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TEWSSFRITTPDYEAIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAVLFGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSNNPTRFDGNDGVGFGLRVGYYF
>NDK33368.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPTAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGASPPTGRVKD
>NDK33369.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]SE1
MGVTVTGWIEATPERLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>NDK33370.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]SE1
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPAEDRIDLLKGWFTENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>NDK33371.1 cadmium carbonic anhydrase [Rhodovulum sulfidophilum]SE1
MAAADPVSHGSAHHGPAEAHGAAPAASVPADGICRGFGPQAPRDISAPAGRNARIFNMAPPAARMNLCNIHTHTNAEHAG
PGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLGAFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVE
AQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPAGTGTPVIYGGSTTGPRFNQAICSPLQVTWSVRPDCARLDINSLH
EWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>NDK33372.1 trimethylamine methyltransferase family protein [Rhodovulum sulfidophilum]SE1
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEILTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHSAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLSSFEAPALDPARREAVEDYMARRKAEMPDAFV
>NDK33373.1 hypothetical protein GXP64_00510 [Rhodovulum sulfidophilum]SE1
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLVRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>NDK33374.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>NDK33375.1 polyamine aminopropyltransferase [Rhodovulum sulfidophilum]SE1
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTDHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRDTQQKYDVIVI
DSTDPVGPGEVLFTDGFYGHAKRALTEGGILVTQNGVPFVQGEELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAVGLSTEYYTPEVHKAAFALPGYVRRLMP
>NDK33376.1 adenosylmethionine decarboxylase [Rhodovulum sulfidophilum]SE1
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDAARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEGRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGEAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>NDK33377.1 choice-of-anchor A family protein [Rhodovulum sulfidophilum]SE1
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPASAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDPGFEVL
FPTDMVETLSRASEDLSMLAATGTATVSGGNTLNIDATNGGLNVYNFDISDFGDAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRRS
>NDK33378.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]SE1
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>NDK33379.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]SE1
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>NDK33380.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGDAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPARILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEASIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFEQMRHPYTQALFRAIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPAPTTRQS
GHEARCLRFEEIDWQSRASRPANAAQGEVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVSFEARAAETLAIVGE
SGCGKSTLARVLLGLETATAGQVLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEIFGIGKSD
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGPAAQVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGEVPSAMNPPPGCP
FQTRCRWAQRVPGGLCARELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>NDK33381.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MERLSWTGALGPWLLPALEAALVVLTLAALAHPVALLAGGRIAPGSEAARFRTGKAARVTGGLFRLSLGAVAALILAFLI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWIFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDATAHGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGGLFLFPLIFLTILWKSRFRTRPTLCAGLIATTLVLGGWLYAGLA
WDADPLGLLALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>NDK33382.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKVLRGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>NDK33383.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQVAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
DFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVMNAGMHPKYEINVHHLGWA
>NDK33384.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEISSALGYASP
AYFTRAFQARAGASPSRFRKGH
>NDK33385.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]SE1
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASDGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPMVIEAGRDWLNARIDARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGSWPRWPAG
>NDK33386.1 UMP kinase [Rhodovulum sulfidophilum]SE1
MSDGSADQPKPAYSRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>NDK33387.1 ribosome recycling factor [Rhodovulum sulfidophilum]SE1
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>NDK33388.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]SE1
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKEATALLQKG
VRVRFIGDRDRLDPKLVGMMQALEKITAGNEQVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>NDK33389.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]SE1
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>NDK33390.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]SE1
MQRRRITVFGATGSIGENTIDLLTRQGGAETYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLAGATPEQASSHPNWAMGQRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADAALMNSALDLENVLRVDHLAREEAARTVRSMPH
>NDK33391.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]SE1
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDAEDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
KAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>NDK33392.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]SE1
MTKASQGFLGTGPGARNLAFSAVALAVGLGAGVPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDA
YQAIVDTGLFESVELVPQGGTLVIKVTEYPTVNRISFEGNARIKDEDLQRIIKSQSRRVYSPATAEADVAAIIAAYEQSG
RIAATVTPKIIERSENRVDLVFEIVEGAVVEIERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQV
LRDFYMSRGYVDFQVLSVTPELTRNRDAYLLTYNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENT
VARMERLAVRKGLNFIRITPRITRNDRDLTLDVEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQ
TADRLRALGFFANAEVSAREGTSPDQMIVDVNVEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTD
NATSRFVFVEPAFLDRNVRFRFAATYAQTDSGNYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYL
QAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSGIVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLS
MLGNSKSRVTERYFLNGKIRGFDGNGLGPRDGADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGG
AIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNAVIKEDYDKEQNFDFTVSTKF
>NDK33393.1 OmpH family outer membrane protein [Rhodovulum sulfidophilum]SE1
MRRSLTAPVLAAMLGLAASGASAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQKREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGGEPPSDPAPETGGALLRPMPAPAPPRGATEGGD
>NDK33394.1 3-hydroxyacyl-ACP dehydratase FabZ [Rhodovulum sulfidophilum]SE1
MSDAQAPDADIDEIQKILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>NDK33395.1 acyl-ACP--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]SE1
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFHELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>NDK33396.1 LpxI family protein [Rhodovulum sulfidophilum]SE1
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARASAI
VAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAKGVLCKAPKPGQDRRVDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLEPEETLARADALGLFLWVREP
>NDK33397.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]SE1
MTRIFLIAGEASGDALGAALMAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAE
VVRLSPDALITIDSPDFCLRVARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFV
GHPVVAQPRASAEEALAFRDRHGIGCEAPLCLALPGSRRGEVMRMAPVFGRALQTVLAQHPDLRIVLPAAPGVAALVTEL
TAAWPVAPLVTDPRGDPDGAAGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNI
VSDTFAVPEFLGANCQPGPIAAALCLLLEDPAYRSPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>NDK33398.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRPCLALVLVGTLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTTSQRRRIETLYYD
IYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIVDTP
>NDK33399.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]SE1
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGAHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQPEW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>NDK33400.1 DUF1153 domain-containing protein [Rhodovulum sulfidophilum]SE1
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>NDK33401.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>NDK33402.1 NAD-dependent DNA ligase LigA [Rhodovulum sulfidophilum]SE1
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLAAEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGELGENVTA
NARTIADIPGTLAGAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKVLGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPVDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVNRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGIQQLKNREGWGEKSATNLFAAIETRRTIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GTLEKMSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGIETVDEDGWLALIAGA
>NDK33403.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]SE1
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIISGKLEIFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPHLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALTALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDRAAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGPRGQAARVLLWLMERDKAIRLLKVG
>NDK33404.1 ferredoxin--NADP reductase [Rhodovulum sulfidophilum]SE1
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>NDK33405.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGVVDVVVEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIA
RRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNLGLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQADLA
EMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLSARLVRAHLPDWIDVHRQPVEA
>NDK33406.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEQRQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>NDK33407.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFFNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVTGRQQGLIVSHEAEDAVEEAAREKDA
>NDK33408.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>NDK33409.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]SE1
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPSAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>NDK33410.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]SE1
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQHLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>NDK33411.1 tRNA glutamyl-Q(34) synthetase GluQRS [Rhodovulum sulfidophilum]SE1
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDSARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGQHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRGMIGL
>NDK33412.1 hypothetical protein GXP64_00705 [Rhodovulum sulfidophilum]SE1
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>NDK33413.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]SE1
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPNTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADAHRLPAGGALAVDREAFSQGVTARLMDHPKIRREDTEITSLPEEGHWIFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEVKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPNIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGCALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>NDK33414.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]SE1
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFIAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAARIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>NDK33415.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MPLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFKFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>NDK33416.1 disulfide bond formation protein B [Rhodovulum sulfidophilum]SE1
MTATRNQLILLAAGASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>NDK33417.1 DedA family protein [Rhodovulum sulfidophilum]SE1
MIRRLYDWTLSLADSRNAMWALFILAFVESSIFPIPPDVLMVPMILARPSRAFAIAGVALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>NDK33418.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSMLDLQPSKLSISGAA
VTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSARYGGFQGGVVNYLL
REPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSRNTAWGRKPIGHQYI
GDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYANIFGAWDLSARLTYSR
NKVANHSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGDKRYDDKTLHADLDLSRDLAGGRLNFGAS
VIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYESFLEWERSWERFDLRAGLRL
DRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPYDFGEYRYTQQGLKT
PYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYARVWDRPGPRLLDSV
GLRVSGVVADRETSSSGYYNASDELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDRGRYGLGLGADINFG
YEGVRDTDEDETHVNPTYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKSLGGSTDMHPWVEGR
SYWLGTEVTW
>NDK33419.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MIPNLASSSASAGRLPDKIVVASTKPCRLQNVIPHPLHCKELAVGWRVAKNTALLFLSSIWRLCWRGRLTPGWSCKKHKS
ARSQPAPGEVLTLHLRQEIVMRVLAVLAALAAATPSSAIEADTQPTPGILIGDRLLNVATHLRIVPQAYSIRQTDSALDT
LLESAGSLPLGTPAHMVDENPCAILVALLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTI
GADLAIFQIGEMFGRSAEAAALLDEREARIASVEALLPLARSMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETV
GAPTAVPDAGGAPMRVDWHAIAAAEPDVIVATGDADQVRAALRRATAAVPALAGIPAVAADAILPLPAYSDMDVVGYPYT
LEAWTRAFSEISMAAVSAPAVSR
>NDK33420.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]SE1
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPKDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVDWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLTQCLAMLEGLAGVLTA
>NDK33421.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]SE1
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRDALPEAHLVDA
TALVNWQRTIKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDETVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>NDK33422.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]SE1
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPEKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCATELEALIEREGPDTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVEVTAKAVKAVLG
>NDK33423.1 hypothetical protein GXP64_00775 [Rhodovulum sulfidophilum]SE1
MNKTALTAASEDIIPFDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICA
ADMGPANFVYGYRGASRPGSNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARQFEFEDDD
RPAT
>NDK33424.1 GTP 3',8-cyclase MoaA [Rhodovulum sulfidophilum]SE1
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHATALYAAGVRRVNLSLDTLNEEKFARVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>NDK33425.1 hypothetical protein GXP64_00785 [Rhodovulum sulfidophilum]SE1
MAGLLLVLAGCNAAMAPGGEASQRPDQTAPGAPLSVLEALPPEPGDPASATDGTAGATAPDGLDEASAPVFGFERDLGVT
TASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRVSLSAMRALEVPLISLTNLKVYASE
>NDK33426.1 hypothetical protein GXP64_00790 [Rhodovulum sulfidophilum]SE1
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>NDK33427.1 NTP transferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPGLEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPDAWAAWRARSGH
>NDK33428.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFLYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>NDK33429.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGVMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>NDK33430.1 hypothetical protein GXP64_00815 [Rhodovulum sulfidophilum]SE1
MADDASTARAPLRRPAPDHCRPEGAAAAAARGGGGPKFPVFPAGRPVAATYIGTCQ
>NDK33431.1 hypothetical protein GXP64_00820 [Rhodovulum sulfidophilum]SE1
MRFFLMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNGLRLDPEDGALQAIAVNVHGSCAESE
>NDK33432.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>NDK33433.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFHRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAEPVSEAGA
>NDK33434.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMSVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAACSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDAFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>NDK33435.1 GlxA family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MISFAGGIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIGFEPLGRDEMVIICGGLDVQAETTRGLVAWLRR
EARKGLAMAGLCTAAHALAKAGLLDGRRATIHWENQDGFLEDFPEIELTRSVFVIDGNRMTTAGGTASIDLALTLIARTH
GQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEKNLEDPISPATLARDVGMSTRQLERLFRRYLNR
SPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHYDTTPYRERGSRSGSGRTEA
>NDK33436.1 3-deoxy-7-phosphoheptulonate synthase class II [Rhodovulum sulfidophilum]SE1
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREMGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>NDK33437.1 PAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARHPDLAEGDAESRRPTLTVIQGGVVEPAC
>NDK33438.1 YicC family protein [Rhodovulum sulfidophilum]SE1
MLQSMTAFAARSGQTETHAWTWELRGVNSKGLDLRLRLPDWVPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGGLQI
DPMALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILALRGLADSAAPETETAPLLAALSADLTPLLDEFMAMRASEGAALA
TVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVAAAET
LLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKATIDQMREQVQNVE
>NDK33439.1 guanylate kinase [Rhodovulum sulfidophilum]SE1
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPDIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>NDK33440.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]SE1
MTLYTLDGVAPTLPEDGDVWIAPDANVICKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARH
YRENAARFRTGLTAG
>NDK33441.1 hypothetical protein GXP64_00870 [Rhodovulum sulfidophilum]SE1
MPFIGARCEHLPYDLVQAALSSLQGIEMIVSPLLTDQFDAMDLAQQLQLGGYRGLYVVVTPVLPNTEIVRREIAALCPGM
TVQMIPRTRH
>NDK33442.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]SE1
MNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGRDATYDVTASPLEGVAAGGVVLSFTDISD
LEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMAREAERMNRLVSDLLSLSRVEAEERMRPG
ARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAEAHVLGDEDQLTQVFHNLIENGIKYGGSGGVLRLEMTRSERELAFR
GPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIVNRHRGRFRIDSAPGKGSTFSVTLPTV
>NDK33443.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>NDK33444.1 phosphate ABC transporter permease subunit PstC [Rhodovulum sulfidophilum]SE1
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTHREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>NDK33445.1 phosphate ABC transporter permease PstA [Rhodovulum sulfidophilum]SE1
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>NDK33446.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAQIFTNPSDPRTESYITGRIG
>NDK33447.1 phosphate signaling complex protein PhoU [Rhodovulum sulfidophilum]SE1
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>NDK33448.1 phosphate regulon transcriptional regulatory protein PhoB [Rhodovulum sulfidophilum]SE1
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>NDK33449.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]SE1
MTRTGTGTGLTLAAALLACGAASADPEEGAYRSAEAFGEALFFDVNLSKTRTQACATCHDPGHAFTDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFSQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPGDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYEYLLDRDTASAGTGGTDTDR
>NDK33450.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSLEYLSALIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVR
WAAKHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVIAGYTISFSEVSVRAKGAIGLTARPGLSQDDVERIWARHGD
VIQLMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAW
FQNQIFRANTP
>NDK33451.1 hypothetical protein GXP64_00920 [Rhodovulum sulfidophilum]SE1
MHYIMVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAVGGGVALLAGLRLIDGLLPGGPYLSRAVPLWPGRS
PGPAALDLSTTYAIMTLHLCLALQPFHRGAAMAVLVAAWTGIWWSTMTDLFEATTWGRPVSAFSLSCMGLAGLAMTHILR
AEWLLRPLFSRERHGSRMRILLVLALIGPWLVGIATLHAVPETVSARLLIAPLLGLFGLAQLALVLTVGALLERAARADA
RAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPRAGVNGADPEADERAMRSALQRTVRHVRAEDNIGRWRRHMLMVVA
HVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQRAESALYVAERRGGGTLVRVSDLAETGQGAEAR
NPPVTWEGRRGPPK
>NDK33452.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]SE1
MPSADQRPRKTLAIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWVLIVGHPRLEHALKSTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGMLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLSDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFIGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGALNRRGLAMALGNRDEARGVVLFDLDHFKAVNDALGHDA
GDRLLCDIAQIVTRNIRESDLLVRWGGEEFLLVMASSAEVLLEQMAERLRQSIAAHAPMRIGAMPHPVSASFGVSMVQPG
EAGIGRAIRRADTALYAAKIGGRNRVRSAAVLCESEAPVGPLARRTPPRLVS
>NDK33453.1 elongation factor Ts [Rhodovulum sulfidophilum]SE1
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>NDK33454.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]SE1
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>NDK33455.1 DUF502 domain-containing protein [Rhodovulum sulfidophilum]SE1
MFESKEPSAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAAP
RPIQQAARRARDREKIGA
>NDK33456.1 amino acid transporter [Rhodovulum sulfidophilum]SE1
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>NDK33457.1 patatin-like phospholipase family protein [Rhodovulum sulfidophilum]SE1
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGLMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>NDK33458.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]SE1
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>NDK33459.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTGILQRAARVAGFAFTTILPAILSAGQAPAGPPAHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVTSAEPGRQVTLRR
NPDYWGRELPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADKLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>NDK33460.1 entericidin EcnA/B family protein [Rhodovulum sulfidophilum]SE1
MTRLLFILLALTLASCSTVEGVGKDISAGARTVRNAL
>NDK33461.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>NDK33462.1 acyl--CoA ligase [Rhodovulum sulfidophilum]SE1
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAEIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSRDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>NDK33463.1 DsbA family oxidoreductase [Rhodovulum sulfidophilum]SE1
MVRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGAAPKAGLQ
>NDK33464.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]SE1
MAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLIMGPLSDCFGRKPVIL
GTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFTILPALAPSVGAVVMA
GFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTFIFAGFFGFLTSTQQI
YDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLLPGWAEFPAFVLWSIT
FFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSVGVALAVMLAVPKR
>NDK33465.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]SE1
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLREAA
>NDK33466.1 component of SufBCD complex [Rhodovulum sulfidophilum]SE1
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLSVASEAGLWI
AALGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAARGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>NDK33467.1 porphobilinogen synthase [Rhodovulum sulfidophilum]SE1
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPYTDASLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>NDK33468.1 lipid-binding SYLF domain-containing protein [Rhodovulum sulfidophilum]SE1
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>NDK33469.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]SE1
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRARVQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIESE
LRAGEKPSDHVPVWLSLDA
>NDK33470.1 NAD(P)-binding protein [Rhodovulum sulfidophilum]SE1
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLKLDLERQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARASSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRAVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSAAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>NDK33471.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]SE1
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>NDK33472.1 MoxR family ATPase [Rhodovulum sulfidophilum]SE1
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSP
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>NDK33473.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]SE1
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDAAFFDWLEAQGPALAAGDTPARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRGLLDEALAGR
>NDK33474.1 shikimate kinase [Rhodovulum sulfidophilum]SE1
MLLCLFLVCSRVSRFGPIITGISPEFTPFRGRNRQQWREVAQVGTKLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSD
AEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRAAPGVLSTGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRH
KDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSVEDMAGRVIEALKTRPDVLEAA
>NDK33475.1 hypothetical protein GXP64_01040 [Rhodovulum sulfidophilum]SE1
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVVPLGTTLLDAVGLLPPQISG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPEAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>NDK33476.1 tyrosine recombinase [Rhodovulum sulfidophilum]SE1
MTPDTARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
RQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGAREALTAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>NDK33477.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]SE1
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWTLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>NDK33478.1 invasion associated locus B family protein [Rhodovulum sulfidophilum]SE1
MMAAIAAPALAQEAPAQPEGNAAPAQVESTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINERESCNMQQLMRDSD
DNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSAEDLAAFKGGKEAS
VTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>NDK33479.1 beta-ketoacyl-[acyl-carrier-protein] synthase family protein [Rhodovulum sulfidophilum]SE1
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAIFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNAAREAEVSAVLSNAFAFGGLNAVLALR
KV
>NDK33480.1 acyl carrier protein [Rhodovulum sulfidophilum]SE1
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>NDK33481.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]SE1
MSFTIQEIATALGAPAEGDLDLKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RLAMAGLTRMMDPGPEIGPDIHPTAIVDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>NDK33482.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]SE1
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDVMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>NDK33483.1 DUF882 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>NDK33484.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]SE1
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>NDK33485.1 glycosyl transferase [Rhodovulum sulfidophilum]SE1
MTDGLRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASEICVLHTGGVAEADLAPLADLGARLVETDLLPTSD
AFNAAHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADF
RRMNSGVFTARPDPATFEAMMARLDAPGAFWRRTDQTFLQAFFPDWHGLPIFCNMLQYVWFNLPGLWSWPDIRVLHFQYE
KPWQDHAKADRLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>NDK33486.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFSRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLTPYPDTLYGKVKAEAERRLFALASDCFAP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGDDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERPLPPRSDSPVSAMRCDRLASLGWRPGGIARLHATLPALCRPCPAG
>NDK33487.1 STAS/SEC14 domain-containing protein [Rhodovulum sulfidophilum]SE1
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>NDK33488.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MYVAFFGLAHRPFGPAPCQGALHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLDEIRAAGRLPLLAIDEAQGLSGAGLQMLDRVARPRQGARQGEGA
ALQIVLAGLPDLEPHLEQSHPPLLGQSRDSMVRLQPMTAAETADYIRSRIVAAGGDADALFDPGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRVDSAFIREVLSEWNDSGDALCLLECPAPSLPRAPQTAPPGARPRPVAQPPPPDAAAVASIPP
PPISEPLSASSSVSVSGAVSAPGPSPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATAPRLAG
AGAVPESRRAARLSDRSQAAETVPGAESAQTNSTETGAAAERLARTRTRIEAAETRLADTLSELDRLASRLRDATKETGA
AEARRDAARDAAHRAEADFAQLQDRIAEAELRLDALDRRLAEGGADRLTGLQATAAPPASKPGPKPRPDPAPAPVPASSP
LVLDAAPPDQRVAQRQYRQALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQ
VRLEDLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPEARFATALTAARLALPARPSLLWWRIRAG
RSAPTDWQRIDPR
>NDK33489.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]SE1
MSLFSRPFSGLQAGLLVIFTAIAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFV
GVRQRSFTQFGIVQSDVLEYLRTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVT
ATLVLDLAEVAAERVQIGPDESLRQLLAGEIDAFFYVAGAPTKLFQTPGIAAGQFHLLALTDPVLQAVYTPATIPDGTYP
FQSGPVEAVAVKAVLMTYDYRIRKNRYHRASCDAVRSISHLVLRRFDALKETGHPKWSQVDLTNIPPGWEVAACVNMGID
PEFSLPCTREDATAGPGANEANALYRRRVCAAIGGC
>NDK33490.1 hypothetical protein GXP64_01115 [Rhodovulum sulfidophilum]SE1
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATKAAKTAERAADEARAARDAAGTEAADLA
ETVERAKAAAETAQAERRETEAALADMQARLEAETARMADARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLADLEAAQEKAAEAERAALERAATASAAADAAEARAAAQAQEIAEAEARHEALLAEGQETETALAALREELEAA
TASRDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADTTEAAE
AAPPEPPAPAARAPGARPAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVS
LIRGLGRC
>NDK33491.1 EAL domain-containing protein [Rhodovulum sulfidophilum]SE1
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLAEAPGTAAYL
AGSDRVRPAQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLGLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRVLAGDAVSAATRLATGFQVRMYPDWTGDRDELIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDATAAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGTSSVA
>NDK33492.1 hypothetical protein GXP64_01125 [Rhodovulum sulfidophilum]SE1
MTGFANEMSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNF
LRLDPFRLTDLAPAPAAEDEAEVGPDVSGLEAGLPEEAAEIAPVGDAEETAEMPDEIAADADAEDELSDPGLPMPEEAED
ETAAETVVAEEDAADFDSSEGQDVDAPDTEASLAETMPEAGAEEELPNAPEPETGDETATGLADLPEGAGSGPDIGLGED
GILPDMPEAEAAVEDDLAATDSSDIAALEETGDESPDDTAELEEASDETFLAALDRVMDRLDLIEFMLGSPRDDLGDADP
GESLGTRIATIEAAMARVEDSQQRLAEGLERVEAAVARIEAALVSLAQPSTAPEDDTDSSQAAIEAIEERIEAIAERLGD
VQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGQGEKQQGNLDAVLDRLNATQESI
AAMVSQLLEGSSAAERRFGA
>NDK33493.1 xanthine dehydrogenase family protein subunit M [Rhodovulum sulfidophilum]SE1
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIEELKGVRTTADGVLCIGAATPHAVVAA
EAAAIYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDAKIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLTGRAVAGAS
>NDK33494.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]SE1
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTCVDTAAAEAMPGVLRVFTGTDFEGIGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALTADAPLVHDELK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYATPVAVEYDTGDYHATMDKLLEIADVAGFEARRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALLEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>NDK33495.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]SE1
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSSAALLAETPKPTEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>NDK33496.1 carbon monoxide dehydrogenase subunit G [Rhodovulum sulfidophilum]SE1
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEDGFEATVVQKIGPVKATFKSHVSLSEMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEEGAE
APKGKGWLGRMMTRKAEAE
>NDK33497.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MSPDPISPTAPSRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVVVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGAVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>NDK33498.1 GfdT protein [Rhodovulum sulfidophilum]SE1
MDRNATPARTLSRQPPLVREAVADSRDPGAVGHLRRRLGPGPFALITLFVSPDADFAAVMAGAQEAYPDVPVTGCTTAGE
IGPEGYAEGAIVALALPAAHFRAETMVIENLAALDPQRLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDAMTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGQHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEQRQLRPALSRILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPATGPDPEQVPPCP
TA
>NDK33499.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]SE1
MSDSLIDPADPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEDETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHTERRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHLEQRVLARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGYIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFREFHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPKPAPKAPAAGPSSGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRECT
>NDK33500.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]SE1
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMKARGLRLIEEESGTDETVPVRAAEDAAELGEQDYVIVTLKAH
SVPPVVDKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLATVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGVVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRGVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITGTPTPAIDTVLALVALRA
RVAGLYGG
>NDK33501.1 AMP-binding protein [Rhodovulum sulfidophilum]SE1
MTLQTILDLLQGQEGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVSIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAERLGLIVLRLSVDPSEPAGRFSLKAGGAGGECDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIETVPLRFLRSSSASLPTQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAENRLIEGTGEVVISGPNVTPGYEGNPAANARSFFEAEGRRWFRTGDQGGVDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAKRIADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>NDK33502.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]SE1
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAAASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>NDK33503.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]SE1
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>NDK33504.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]SE1
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGSWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPAEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTGMFRQLSQTEQWRTYTEEQALLADFLTGEALQNYFLEERDKHAEILRG
MASSS
>NDK33505.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGEADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLGAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>NDK33506.1 sugar transferase [Rhodovulum sulfidophilum]SE1
MSIAVLQAPAAEAGAISTDLLGGYRGKRALDLLAAALLLALTAPLMLPIWLLLRAETGQGFARRLRIGRGGRPIRCLVFH
VERRGGQVGCWVQRAGLSGLPLLWSVLRGEMSLVGPRPATRVDLARYGLAQSGYLAMRPGLTGLADARDGGRFCDRVHDD
LRYGRIASPRVDLGLIAAALMRRWRSGRPQPGLALLSGTVPLIVSSHSGSCRAGRHPSAGPCAAAGGRAANRPGAGRAGN
>NDK33507.1 IMP dehydrogenase [Rhodovulum sulfidophilum]SE1
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>NDK33508.1 N(2)-fixation sustaining protein CowN [Rhodovulum sulfidophilum]SE1
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>NDK33509.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQDAATCPHSAWIGELPGGLRRRFEPGMAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQQSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>NDK33510.1 tellurium resistance protein [Rhodovulum sulfidophilum]SE1
MFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAAAPFGMPSAAGDLILGAITMLFLFMMVAYGMKLWRRPKVVAEDLRVL
PGRAGLSAAVLSVYLLAAALVPLIPALAEILLWAGLLLQTGLVGLLLWLFATGPAEQRRVTPVWHLHFVGFILACLSAVP
LGHTGLATVLLYATTGVALAIWVASLVQMLRQRLPAPLRPLLAIHLAPACLIGTVAASLGLMPLALAAAAVAVALLAALL
VSARWLLAAGLSALWGALSFPMAAFASLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFVMQLWAKGRLAAQT
NAARA
>NDK33511.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSQKTNGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIVGAVPTSMDATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDAALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVAAAWIEEMSARGLP
AQELYDSVTGQIGQ
>NDK33512.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLVLQLWGYGRAFLLGLTAPVAVPLVVSAADQAATEATHVSGADD
>NDK33513.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLIWIFWSKKAYDPEAFDWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYDKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFGWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIALPGIVLWLPGLA
>NDK33514.1 hypothetical protein GXP64_01235 [Rhodovulum sulfidophilum]SE1
MSGALSASVRYVLSAEIEDITQPLFGVDMQVGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGSERLRYANEGAARE
NIAAFLRALGAEARAGGVAGVS
>NDK33515.1 hypothetical protein GXP64_01240 [Rhodovulum sulfidophilum]SE1
MPMIRPFGPLALCAVLAACAHGADETAMIPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKACRALCRPP
CAMC
>NDK33516.1 hypothetical protein GXP64_01245 [Rhodovulum sulfidophilum]SE1
MPRSMARRSLLAALPLLFLGACVQTTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSALAN
SLTRAGIMTPGGTNRLNADVESVTQPEETWAKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQSVRGIDRLRIASEN
AAKDNIALLLHALGASAEGAPRGGPF
>NDK33517.1 sn-glycerol-3-phosphate ABC transporter ATP-binding protein UgpC [Rhodovulum sulfidophilum]SE1
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLERITAGTLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYQKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTTGGGTIRAQVPTEPGDKGRKVRVGIRPEDMAATDGEDYVFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSRVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>NDK33518.1 DUF3459 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPPLPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRFVLDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDSLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDTAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKETGWRV
>NDK33519.1 carbohydrate ABC transporter permease [Rhodovulum sulfidophilum]SE1
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVAPDGSFTAEAGAPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASDTKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>NDK33520.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAIRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAVLGFDDPVDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>NDK33521.1 carbohydrate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGKTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDETGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHEIPFNDPAVVGAIEDYGWFARNDAYVEGGAQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRDSEAAHVFVDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>NDK33522.1 beta-glucosidase [Rhodovulum sulfidophilum]SE1
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAGAGFDIYRFS
TSWPRVLPEGAGTPNAAGLDFYDRLVDATLTRGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMADRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEAARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPRGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDALVIGEDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>NDK33523.1 glucokinase [Rhodovulum sulfidophilum]SE1
MTSLVADIGGTNTRVALAEGPGLLPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVMDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWASAGAGRPGTTDARAVMAALDSDPAAGRALATFVGLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMADFRVSTVIDDFAALTGCASFLARTE
>NDK33524.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]SE1
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALTNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTGVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVQDGVREIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>NDK33525.1 peptidase [Rhodovulum sulfidophilum]SE1
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDANLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>NDK33526.1 (2Fe-2S)-binding protein [Rhodovulum sulfidophilum]SE1
MIVCHCQCITDHDINAAIDWMRASDPKTIVTPGKVFRSLGKRADCGDCMTLFLDTMRANANLEVPPDLQNLRPQHRKDKT
SCKATPRSSNT
>NDK33527.1 bacterioferritin [Rhodovulum sulfidophilum]SE1
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>NDK33528.1 c-type cytochrome [Rhodovulum sulfidophilum]SE1
MGSAAVAGPLTQAVTGPGLSSLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGE
GLDFRGGQALFDRGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLSAHP
DPVYGRQIQPLGLPGQTAEGRPRVAYDEIAVPLSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIP
EQAILALADPDDADGDGISGRASLLPGPGGQAVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPSGHGDCTPVQTGCR
AAPDGGDPEQDGFEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIW
PHTDLLLHDMGAGLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASD
RAALIRFLESL
>NDK33529.1 imelysin family protein [Rhodovulum sulfidophilum]SE1
MRRTVLAFALALGAAPLAAAPADIADAVIDRHVLPGFARFEAATARLQAAAEADCDPGSEPLRAAWNEAFDAWLAVSHLR
LGPTETDNRAFALAFWPDSRGMTPRSLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEPSPYGCALIRAE
ARDIHALASAILADWRDGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAESRRSGR
SLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEESRASLG
PALGVAAGFNSRDGD
>NDK33530.1 DUF1513 domain-containing protein [Rhodovulum sulfidophilum]SE1
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPTDWHMNSIRHLALGPGGTVAFAMQWQGPR
AEMPPLLGLHRRGTAPVWLDAPEAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLASA
AGGGFVATTGTGAVMGLRDLHPVWTAQQARAFDNHLVTVGAA
>NDK33531.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MKLRRMTAEELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEIAGRIVAAISVVNHTGALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWATDTETRRTLVCRAAGEIAGFATIRACREGWKIGPLVAGDGAVAAALIETCGRVAHGAPAMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRRRAPQPGPVIAAVATLELG
>NDK33532.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSGCPGRAKTGEDEENAVTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQL
AHDNLVAIEPHRGAFVAQPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQF
HIEIARIADQAIIAGFIAQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPV
PVPLTLREALTGE
>NDK33533.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVADNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAESGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>NDK33534.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]SE1
MTKATRTGLSRRRLLTGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>NDK33535.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWVFTLGIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>NDK33536.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARRGSDAGQGMV
>NDK33537.1 HyuE hydantoin racemase [Rhodovulum sulfidophilum]SE1
MTVIVINPNSTTAMTGSILAMAETAAPGVAFEGWTSSLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARIRASDVPVLALEDDTEAACARI
AEEAERAVAEDDVEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>NDK33538.1 4-alpha-glucanotransferase [Rhodovulum sulfidophilum]SE1
MGLAAATEAEAASSLAALEAARAARHLPDWLVLDEGRAPALDVPAAWRIELETGGVIEGRAEDPLPALPLGFHRLRVGAE
ETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLRQALEGFAGRGAGFVGVNPIHAGFPADPQAISPYSPSHR
RRFNVAHLAVPGEAASPGAELVDYPPAIAARLAALKAAFAGLDASALSELAAFRAARGAELELFAIHQALSDRFGPYWPD
WPAEYRTCAAPAVADFAAANGGAVAFHAWLQCLAETQLAAIREAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGV
SLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQLRFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALL
AVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAMFDPGIANWPEPVLGSFGSHDLPPFAAWGAGRDIDLHRR
LGHIPPERAEALAAERAGQAQALGVRIGGAGVDALHAALAASPARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPA
AADLADCEPVRRAARIMVRAGR
>NDK33539.1 glycogen debranching protein GlgX [Rhodovulum sulfidophilum]SE1
MLPTTIAAGCPNSLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQADLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHAAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGEPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>NDK33540.1 glycogen synthase GlgA [Rhodovulum sulfidophilum]SE1
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAERHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>NDK33541.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]SE1
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>NDK33542.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]SE1
MTTTRSASASLSAAFPAREDALRLQAGLHDDPFGALGPHGQGRRRIVAAFLPGAATLEAISGGKTHPLTRNPEAPDLFAG
PVPGKAPYVLRARDGSGNCWEFEDPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRIHEGIAGTHFAVWAPNARRVSVV
GPFNAWDGRRHPMRRRGDTGVWEIFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDA
WMTYRAGNNARTAPISIYEVHLGSWRRRAREGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFA
PTVRHGPPHEFRDLVDAAHRKGLGVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLY
SNALYWLEEYHVDGLRVDAVASMLYRDYSRKEGEWVPNAHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVS
RPVDAGGLGFGYKWNMGWMNDTLSYIAHEPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKF
ANLRAYYGFMWGHPGKKLLFMGQEFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWV
EANAADISVYAWLRQGQAGDPPVAVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLP
ASAELTLPPLSVLYLMPGED
>NDK33543.1 glycogen/starch/alpha-glucan phosphorylase [Rhodovulum sulfidophilum]SE1
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>NDK33544.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTQFPKRILVTGGAGFIGSHLCRALLAMGHAVTCLDNFSTGREANIAPLRGRPGFKLLRHDVTQPLDLDVDEIYNLACPA
SPAHYSRDPVQTAKTSVIGTLNLLELARRSGARLLQCSTSEVYGDPLVHPQTEDYWGHVNPIGPRACYDEGKRCAETLIF
DFRRRYDLPVKVARLFNVYGPGMRPDDGRVVSNFAMQALTGAPLTVYGDGSQTRSFCYVSDMVEALVRLMATPPAVTGPI
NLGNPAEMQVIDLARTVLRLTGARAPLVFRPLPCDDPVQRRPDIARARAVLGWSPAVGLETGLRATLDRFAAESLPPAPD
ACPVLPAIPAAPLDIGLALG
>NDK33545.1 response regulator [Rhodovulum sulfidophilum]SE1
MPADPPIRRSTLSTTRLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYLADRGVMPLDRLRLDFANFRAQARLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGTDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNHRMRSRSRELHATSSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGHARDEVLGRPLEQTLALSAALRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSAMRRSREMIEIRVADTGIGIAPEDQTRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPCPDRPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAVDG
LDGVETAAARQFDVILMDISMPRLDGIEAARRIRAAENPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSEIL
GEAPGAATQCKTTPAAMVPKPERDAPADKPHRAAS
>NDK33546.1 DNA polymerase IV [Rhodovulum sulfidophilum]SE1
MCGDESRENAAGPGRGPADARSDPPRRIIHVDMDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAM
PSVTALRKCPELIFVPPRFEVYRGVSADIHVIFAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLT
ASAGVSYNKFLAKLASDQNKPDGLTVIPPHRAAAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGS
SAAHYHAISRGIDPRPVRPDRPRKSIGAETTLSEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVT
RRRTLSRPLTETAEMLEVARQLLAGLHPFPRPVRLLGITLSGLEPRAEAAAEKQLDLFDEGSRNSG
>NDK33547.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]SE1
MFGRPRKSAQEKEAHALAEAFMAVIDRSQATIQFSPDGTILTANANFLDALGYKLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALAAGKAFTDQFPRIHKNGQVIWIQATYGPYVDESGRASRVIKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIESLGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASNAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGHRPNRNAA
>NDK33548.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>NDK33549.1 lipoprotein-releasing ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIAEYEPIAERLRAVKGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVVLGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>NDK33550.1 hypothetical protein GXP64_01420 [Rhodovulum sulfidophilum]SE1
MAGLSGAKKRSVPAKGKAILSMTMRNEVSEAPRVIPRIAPYHCGPYRLGAILQDPGTIHGSGSNAQKTGEIGVLNGDPTA
TLCRQALEANGIPLSAYLPMNAIPWYDAPASRPARLLRDGAAHNRRLILEAGVDLVLLLGRQAWASARYLDLPERIEIRR
LPHPGRLGLINYRENGKIVGAREAQKTADCRIRPALIRPPRPNQRQPVVFDIHKLPAA
>NDK33551.1 proline--tRNA ligase [Rhodovulum sulfidophilum]SE1
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRSHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>NDK33552.1 AI-2E family transporter [Rhodovulum sulfidophilum]SE1
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERAGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGDRAPNEDRD
>NDK33553.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]SE1
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKMVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>NDK33554.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]SE1
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>NDK33555.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]SE1
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>NDK33556.1 AAA+ family ATPase [Rhodovulum sulfidophilum]SE1
MRHRLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIEI
>NDK33557.1 endonuclease [Rhodovulum sulfidophilum]SE1
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGVARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFARVFG
LRARRALIGFGNDTQQEIALLYDPDRLRVRHDPQGAPTGRKGASDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSADEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>NDK33558.1 molecular chaperone DjiA [Rhodovulum sulfidophilum]SE1
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>NDK33559.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]SE1
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDDTLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLAAPKGSKRATAAE
>NDK33560.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]SE1
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>NDK33561.1 DUF4174 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>NDK33562.1 restriction endonuclease [Rhodovulum sulfidophilum]SE1
MRPVLQSALGGERRVSDVVEEMSVLFELTPEDRAEVLPSGRQGRMANRVHWARSYLKQAGLVRSPRRGHFELTEEGRRAL
KEAPERITKAWLERYPSYLEFKNRTKGRAAEGGAAQSAPADPIASDATPEEILASAHEEIQTGLAAELLGRLREGSPRFF
EETVVKLLVAMGYGGPGGRSAVLGGSGDNGVDGVIDKDPLGVDQVYVQAKRYGEGATVGSGEIRDFFGALSLKDVTRGVF
VTTARFSPSAHATAEKLGARIVLVDGPRLADLMIAYEIGCQVRQTFRLHEIDEDFFE
>NDK33563.1 acetyl/propionyl/methylcrotonyl-CoA carboxylase subunit alpha [Rhodovulum sulfidophilum]SE1
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAVIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVARINAGPGESLAVDEVIMEFE
>NDK33564.1 hypothetical protein GXP64_01490 [Rhodovulum sulfidophilum]SE1
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>NDK33565.1 hypothetical protein GXP64_01495 [Rhodovulum sulfidophilum]SE1
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIEQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>NDK33566.1 acetolactate synthase [Rhodovulum sulfidophilum]SE1
MILRAVLLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPAQVIITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>NDK33567.1 hypothetical protein GXP64_01505 [Rhodovulum sulfidophilum]SE1
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>NDK33568.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]SE1
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPGNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>NDK33569.1 DMT family protein [Rhodovulum sulfidophilum]SE1
MPALPVPVPVVTIGLLVLSNLFMTFAWYGHLKYKAAPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVIT
LTVFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>NDK33570.1 multidrug effflux MFS transporter [Rhodovulum sulfidophilum]SE1
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLALTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVSVLYVRWVDR
RAGPILAMPPKDGA
>NDK33571.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]SE1
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIVYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>NDK33572.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>NDK33573.1 hemerythrin domain-containing protein [Rhodovulum sulfidophilum]SE1
MHDIYALDPRGDLPDALRDLLDDCPRELWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRAMADCGTLAEASAEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADAVSELVRGEPAGRDACIGRLQLR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>NDK33574.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>NDK33575.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]SE1
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
VALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAATAKTA
>NDK33576.1 YebC/PmpR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>NDK33577.1 SLC13 family permease [Rhodovulum sulfidophilum]SE1
MTQDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>NDK33578.1 hypothetical protein GXP64_01560 [Rhodovulum sulfidophilum]SE1
MAAILALVAGAGARFVPSSSAAGPIARILDALAPWLLAGALILALGATVLGLCRLGPGLVAASLVALAGLGALHLRQSLP
AQPGRAPDLRILFFNVCIENDLPAETIVRAALRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETAGGKQVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQI
HRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLSPFGAELGSNHRGLLAEIALP
>NDK33579.1 dual specificity protein phosphatase family protein [Rhodovulum sulfidophilum]SE1
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGSNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGAPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYEADTARSPMTLRDWISTRYDPAAIETEFKAGRS
>NDK33580.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLMAVALSID
WAWTLIAMAGIPLLVVPIIVLQRWIRRTARLARVQAAEIAGRLDEMFHGIVTIKLNRMEQREKGRFGETVAGFVASQLRS
RAGQAGMPALVDVVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPTPLPAPAERCDLALEDVHLAYGETPVLRGLSLSAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREEGRHDQ
LLARDGLYAGLYRLQFTAES
>NDK33581.1 folate-binding protein YgfZ [Rhodovulum sulfidophilum]SE1
MTGEEAADRTVLAITGADSEKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPARLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFDRLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>NDK33582.1 fructosamine kinase family protein [Rhodovulum sulfidophilum]SE1
MAERAALEALAGAAIVRSQPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIARAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHATTGAAYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAEIARRLETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPEGAALIDPACYHGDAEVDLAMLELFGTPGPAFRKRYGAPAPDWPARRAVYQLW
PALVHLRLFGGGYRGLVERCLATLGA
>NDK33583.1 elongation factor P [Rhodovulum sulfidophilum]SE1
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYESDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>NDK33584.1 elongation factor P [Rhodovulum sulfidophilum]SE1
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>NDK33585.1 hypothetical protein GXP64_01595 [Rhodovulum sulfidophilum]SE1
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRLARLVLTPNLRVRPDPETRSARAMPVLLRGPLPQDPGAPALPVAREVAPS
GRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSAGPATALGDEAALRLMVSDI
VREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>NDK33586.1 TolC family outer membrane protein [Rhodovulum sulfidophilum]SE1
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSAMAELSASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>NDK33587.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]SE1
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>NDK33588.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]SE1
MLSYRILLSLAAPGLALLLLRDRPFARERLGLSGPERPRHPAIWLHGASNGELASARPLIERLLARRPDLCIVATSNSRT
GRALIESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQRMPA
LARRLTGAIAYLSAQDPASRDRFATLGLPPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGEEAPIL
EAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHATRSRGGLPGPERPVLLADTMGEMALWYALAGVSFIGGSLV
DKGGHTPFEPAAAGSAILHGPYVANFAAVYGALDRAGAAEGVAGADGLSAALAALDGAEQTRRAACAREVLAGLRAEAPG
PDTLIDALEGLMGAPAPTPPAEKEPGNG
>NDK33589.1 threonine dehydratase [Rhodovulum sulfidophilum]SE1
MAETQFSLDELEEAARLVHDRMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSTTHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>NDK33590.1 hypothetical protein GXP64_01620 [Rhodovulum sulfidophilum]SE1
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLWQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>NDK33591.1 RNA 2',3'-cyclic phosphodiesterase [Rhodovulum sulfidophilum]SE1
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPSDNLHLTLVFLGELPEPLLDDVHLAFAGIRAGRFQLTVSGLGLFGADR
PHNLHAALAESAPLRHLQAKLETAARRAGVALDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>NDK33592.1 glutathione peroxidase [Rhodovulum sulfidophilum]SE1
MRPATLPVVAALLLGAGSATAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAV
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>NDK33593.1 DUF1178 family protein [Rhodovulum sulfidophilum]SE1
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGSRDVSKALMAPSVATDRPEGPGAPTPDEDSENAAAPAGRPL
STPTGPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>NDK33594.1 aspartate kinase [Rhodovulum sulfidophilum]SE1
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>NDK33595.1 phosphoenolpyruvate--protein phosphotransferase [Rhodovulum sulfidophilum]SE1
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>NDK33596.1 cyanovirin containing protein [Rhodovulum sulfidophilum]SE1
MKGFLVSSALIISATAAFAADPSSFQNTCSNIAFHYTDDGGAEIAATCLTADGMPNDTSIAMPGIGNDNGSLVIEGGSAS
FQKSCGSIMLHPSIDGVELTASCRKTDGSFEDASISIDGISNENGTLSD
>NDK33597.1 N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MRQAVAVFGTIEHDIPFCHFPRHYLVLGAGPAGRESGVIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVA
ELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAVHPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGF
SRLTGVEMPPPTNPDRVLGIELRPGAWAGIVGSVTRARPDRAQTA
>NDK33598.1 flavin reductase family protein [Rhodovulum sulfidophilum]SE1
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRNAAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRETG
VFCVNIVEEAATNAMNATSAPAPCGEDEFALAGIGRTPCKTIACSRVADAPAALECRLTRILWLPGAANLVVFGAVTGIH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>NDK33599.1 S-methyl-5'-thioadenosine phosphorylase [Rhodovulum sulfidophilum]SE1
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGIKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCESALEHALITAPEKRDPALIARLDAVAGRVLGR
>NDK33600.1 hypothetical protein GXP64_01670 [Rhodovulum sulfidophilum]SE1
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>NDK33601.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>NDK33602.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MLNPVTDAFVADLRARLPAAVFRELTPAYLEEPRGRFRGQGGLLLAPGRVEEAAEIVRACATARVGIVPYGGGTGLVGGQ
IMETGPAPVIVTLDRMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAAALKLAPRPAATGAALLAVRDPGAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVSDGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDIALPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAMRAIKAVLDPAGILNPGAVIPPP
>NDK33603.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SE1
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETPGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGTSVRPNGNSIFVF
EVAGLCIGHLGHLHHVPDEAQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLAGMAGEF
EASRPGSSSLEVSLRTLPSRPTVVVLDPLSD
>NDK33604.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>NDK33605.1 insulinase family protein [Rhodovulum sulfidophilum]SE1
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGP
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPAARGALEPARFASGERREVKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEVARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>NDK33606.1 threonine synthase [Rhodovulum sulfidophilum]SE1
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRPFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFGISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAVEQPAS
AAPMVTLATAHPAKFPDAVEAATGVRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>NDK33607.1 metalloprotease TldD [Rhodovulum sulfidophilum]SE1
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVRGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMGQQVAAKGVTVVDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHTPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>NDK33608.1 DNA-protecting protein DprA [Rhodovulum sulfidophilum]SE1
MRSRRVGATTFFRLLEDHGSAAAALEALPEIAREAGVRDYTPFPLDLAEAEIARARKLGAVALLHGDPSYPPALHDLADA
PPVLWALGRTDLTRRPMVALVGARNASSLGLRMARRLAEGLAEAGYVIVSGLARGIDRAAHIAAIETGTVAVQAGGIDVP
YPVENTGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSGSLITARAALDQGREVLAVPGHPF
DARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAVAPAKPPPRMTEVPETPAEARRAAPPDTAALHARILDRLGPSPL
AEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>NDK33609.1 type I DNA topoisomerase [Rhodovulum sulfidophilum]SE1
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGEPARPASADRFAADYATLAGTGGGARDPELIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDGSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKATKTTGTAKTTKAKTSDSAG
>NDK33610.1 L,D-transpeptidase [Rhodovulum sulfidophilum]SE1
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDALGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTEVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>NDK33611.1 CoA transferase subunit A [Rhodovulum sulfidophilum]SE1
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>NDK33612.1 CoA transferase subunit B [Rhodovulum sulfidophilum]SE1
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>NDK33613.1 hypothetical protein GXP64_01735 [Rhodovulum sulfidophilum]SE1
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLARVWFSPASSTTMSSSGYANAHVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTITNPRVAAIAAYNAANAD
>NDK33614.1 flippase-like domain-containing protein [Rhodovulum sulfidophilum]SE1
MTGTSLSAALPASRRLRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGLIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLAVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>NDK33615.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNNGGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMTPEGPHEVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRAAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>NDK33616.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MAETWIILGASSSMARALARRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAGKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKRRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>NDK33617.1 hypothetical protein GXP64_01755 [Rhodovulum sulfidophilum]SE1
MAGPGIAGMPVVSLGYSVLLRAGTWCQTRSRLWMAAFLTAVWPIRMVWAIEGDRITTLSALR
>NDK33618.1 hypothetical protein GXP64_01760 [Rhodovulum sulfidophilum]SE1
MKLFDIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRDGVNDLGDNISDALSDATVASPGTLGWSN
>NDK33619.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]SE1
MRLIFGLVLLVGLGLAGFAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESIPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTRGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKQFTKLIEPGIRLIAVDQIAHDDTTRPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVLAEAVEVDHKTLL
GIEDAPAAPPEEKRICTIRTRRGSEVMEIAIPCTN
>NDK33620.1 type II and III secretion system protein family protein [Rhodovulum sulfidophilum]SE1
MNFRIILAVALLGLATAPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRAIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSVSGGTNTIAEGNNLGNLFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>NDK33621.1 OmpA family protein [Rhodovulum sulfidophilum]SE1
MRARLALLTLGTALALTGCSPQQREEFDRPAGETLDDGSFGNATTSNRMMMIADRAMAIDMTRRFAAEVPNTVTFAFDSA
ALDRTAQGALDRQAGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLAGRGVSRARLQAVVSHGETRPLVPS
AGPERQNRRTVTEVSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>NDK33622.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEEMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVETAKRHGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPSCPRLSRSNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
KELHVLTAPTDILPLDIVGPEEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDVGTAAAAAAQ
>NDK33623.1 CpaF family protein [Rhodovulum sulfidophilum]SE1
MFSRYRKSEPRKVPPAPPQPQAKTPPEIPAEASAPALPALPLQTAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVKFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGKIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>NDK33624.1 pilus assembly protein TadB [Rhodovulum sulfidophilum]SE1
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLEKGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVVLSVLAFLGLTVGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVASEVPDPLGSEFGLIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKDTAFFLPAAIAVAVLLVVNVIFMRVMINI
KV
>NDK33625.1 type II secretion system F family protein [Rhodovulum sulfidophilum]SE1
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRHASGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSAVRLFHFAQFALGLLFLSAGLVHAFVLNAGGNIGTSGVILSVLLPGAAGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIAGALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDSLQNADF
>NDK33626.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MRSTTRSRTQTSDPLRRGAVLVAVFCTACSASGTLSPAYRGLPAPADAAHPATAVDGLVVGHRLMAAGEYDLALKAYYRA
AAEHGLSADVLSGIGSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIR
RNLRLAIAKTENPDYDSPRNQGTTFELVRRGEGRYLLLAPP
>NDK33627.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MRHPVLAPICVALAMTVAACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHPDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVNALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>NDK33628.1 hypothetical protein GXP64_01810 [Rhodovulum sulfidophilum]SE1
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSDWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>NDK33629.1 ATPase [Rhodovulum sulfidophilum]SE1
MTLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYRLTEAGKACALDALTQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSYISNGICGALEDLIQVPRAIEYAGQVITVYDPIMHSAAEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCREEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>NDK33630.1 membrane dipeptidase [Rhodovulum sulfidophilum]SE1
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPETVPQDRALQVAMTQIATLERLQELGALKICRSAAEIHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGDTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRQAMVAHGYGPELIARICQGNWLRVLEKTWGH
>NDK33631.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MNAFARLLSGAALTATLAATAPTLWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDKKTVMEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDVGKAKELLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>NDK33632.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MAATGKAQEGRARAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>NDK33633.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTDMTGLRAWLLTDTPQSRTQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLAARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>NDK33634.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTAGHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>NDK33635.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLTDLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVDEMRAMTPSHPYT
RALLQASTGYSRD
>NDK33636.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MRLALAIAPALAIALAAGLLGPPSAAFAASGTDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRRVEL
DSVDDGYEPARSAAAVERIVSDDRHLALIGQVGTPTAKATQPLSARAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVAEYQAALKEIDAGALPDFVSLEGY
LAGRVALRALQKAGPFANRGRMLEALDQLGTFDLGGLNFSYGPGDNQGLDEVFLTRIGADGAFEPLPTAAVDPKL
>NDK33637.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]SE1
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNIAGERTIESVSDTLGTLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPRYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATAKDVADADAAQTQIVDARDRLTELTGHVYLTDTLRGMINRLAAYA
EPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARDRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVKGFGIFGGEIARMGAALVVFRDRLVERDRMQRLEREAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEIHSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVALVNRGAAALSDIVERVSHIAELIGGI
ATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGATRAARRAEPAPSPDDA
RMLTEPRKPAVNDGGWQDF
>NDK33638.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SE1
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMAAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGATPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>NDK33639.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SE1
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIRGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGAGVPSFNLQ
>NDK33640.1 hypothetical protein GXP64_01870 [Rhodovulum sulfidophilum]SE1
MALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQCEAVPPAP
PPEPVAPSDRAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGTTCRGAVSG
RFLDRGAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGSASCVNFQPETGGRGEVRLRRRTEDQ
>NDK33641.1 trypsin-like serine protease [Rhodovulum sulfidophilum]SE1
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSASEAMARQADVPTDTPADTDGSAPPAAGATVASGPVPPEPAARAWPGAIAWVPLLALLLIAGGVLVWL
LLPGTRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGS
RAAADPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVV
AGAQDDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPDHSLKLQSVIAAGYPDDLLGDWRGG
TDPVPDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEFLESA
ALTPATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSDE
>NDK33642.1 hypothetical protein GXP64_01880 [Rhodovulum sulfidophilum]SE1
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSNEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYATGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
ILPASAPVATENAPATGAAPADPIAAASARPGMSLWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERQIAIADRACQPAPPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCPT
GARIWYRAKNVCNGRLDVDSNVDRIRPAPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSEVLQEGSLTRQ
GESWTTTINYPGLP
>NDK33643.1 virulence factor SrfB [Rhodovulum sulfidophilum]SE1
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LHYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRLRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>NDK33644.1 hypothetical protein GXP64_01890 [Rhodovulum sulfidophilum]SE1
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPEGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGGADVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGQALQQIGNAEEVHAPLAALTPRETSIIDVKTLHGLDSETGDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVQAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSAETRANRATTGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGSV
NVAQNQKLGEILAEFGAGGA
>NDK33645.1 hypothetical protein GXP64_01895 [Rhodovulum sulfidophilum]SE1
MVLKIRPDPRRPSGGYAELSAEARALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAETSTEATADTKGLLTGKLPDPGPGAPPPAAPAEDPAP
EEQRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVAERPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDDAANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEAAGRLERLCPDLRA
ASDTLSRSAAEEYCRP
>NDK33646.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SE1
MVLFFAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHEAPDGPETRRYPAFQPLYVFARQEGWIEVGPSATAAPAGWVAA
DTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAIEPENYVNIRDRFYI
LPILDFVEDLHPMTYDANLLLKVASVPLRDELPVAAAEASSSAGDFDAGVVFVFDTTKSMQPYIERTRKALARIIFDING
TDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLAGVEDAIRRTDWDRT
GSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAERYRQLSRFAGRQFY
YPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAPDVFESWVTEKAAEK
PRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDADSLGGALEYLERLP
YRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>NDK33647.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MGAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGVYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPRLVTDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>NDK33648.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]SE1
MRSVALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEASEAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGREHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGSRLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>NDK33649.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]SE1
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKS
EKELRNATQFAAATLLVYVSLMILCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDDDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>NDK33650.1 NAD(P)H-binding protein [Rhodovulum sulfidophilum]SE1
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGGDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGAEQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPGLQNRVLPIGGPGPAITPRDQAEELFRLLGQP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGHYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>NDK33651.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]SE1
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>NDK33652.1 VOC family protein [Rhodovulum sulfidophilum]SE1
MISALDHLVLTTTDEEACLAFYVGILGLRLETFGAGRKALCFGSQKINIHVKGREFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>NDK33653.1 quinolinate phosphoribosyl transferase [Rhodovulum sulfidophilum]SE1
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGMVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAVDPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGAEAA
LVLSDCRALGGAAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPDWPGEALAA
GPITEGAAPAYAQSGAHALVSSAPYHALPAEIDVVFEPG
>NDK33654.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MRSTGIVSENECLLRRLVRAGLAGLLAALVLMLGQPPQARAQPSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IRNLTGLRIEPRRYDDMQSLIAAQIRGESQLMFATARLPALEANHVFTEPIARAHVHLFVLTENANRPGYVTPVGKRIGT
IRQYAGSDTSGLLENNRTVLFDEPATMLLKLLSGEIDAALMAEDWVMGMVRSVRLDHRIAAVGPPILEFNRVIAIHNSRA
ELLEPLNRAIATLRASGTLEDLRRRWLLEAAPPQPDILTVGVVNLPPFSEASEDGRITGFSVEVMRDLGEILGIELRFQM
VSPEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDKFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRAAWLGTAPFWTDRRILLTLGGFGLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTADGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILDRMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPRLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHGRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSIRTQDGQAPYSQDRPRGNDAGIRNGRGSH
>NDK33655.1 response regulator [Rhodovulum sulfidophilum]SE1
MMVDDCRFERKMVKRLIRKTGLVETMLEFGMAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERIYEDLPGHLRNSV
VVILTSSECAADMRQAERFPMVRSFLRKPIGENEISHLDKLVNA
>NDK33656.1 response regulator [Rhodovulum sulfidophilum]SE1
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>NDK33657.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]SE1
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTSKVWKTRSDGAAAIR
>NDK33658.1 response regulator [Rhodovulum sulfidophilum]SE1
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>NDK33659.1 PAS domain S-box protein [Rhodovulum sulfidophilum]SE1
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGKVYWRKRLEAVFESVLLTRPHYTQVRYIGRENNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGREVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGGDMADTTEIGWRRAVNVTSLPSGSPNRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTPIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGQVRIDSDGSRGTTINLVWPKAARADKATGRAA
>NDK33660.1 response regulator [Rhodovulum sulfidophilum]SE1
MTHMPTDSLPVLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTG
LDALELLKAHPAQAEAIAIMITSTDAPTTVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVE
RMLERFSAVCAADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>NDK33661.1 catalase/peroxidase HPI [Rhodovulum sulfidophilum]SE1
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHSPDPETGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAEILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDIASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TERPGQLTTDFFVNLLDMGTAWAPNDADETLFEGRDRASGAAKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPVFAADFA
AAWAKVMNADRFDLV
>NDK33662.1 M48 family metalloprotease [Rhodovulum sulfidophilum]SE1
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAIPAWLMSHPKTADRIAAIEALEARWAVPETP
>NDK33663.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSLDTQCLDFVETLRAQTSFDALWRVFNDHLRSHGVSRVIYAQTPAVRSRTISQEMLYRSTFPADFTHRYAEKGMIDHDP
RAHYCDSGAEAPLYWAHPDARLDTDPATREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARSGDEAADILATSGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWSATGLRNKEIAFRLSISEKTVEHHMASAMTKLHALNRTHAVARAL
IFGLIVP
>NDK33664.1 PIN domain-containing protein [Rhodovulum sulfidophilum]SE1
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARVLEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLAAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEAAVAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTHRG
>NDK33665.1 class I SAM-dependent rRNA methyltransferase [Rhodovulum sulfidophilum]SE1
MPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPETEIDSAWFAARIG
QASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNGSGRVRGLEGL
AEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFSHVGGFALAALAAGAESALA
VDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYERVARLAATLV
APGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>NDK33666.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]SE1
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKNRLAEGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARAAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAAVFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGIILD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ASLNDKILRTAADPFQKTGGLRALDGNLGRGIIKTSAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVLTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>NDK33667.1 bifunctional 4-hydroxy-2-oxoglutarate aldolase/2-dehydro-3-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]SE1
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>NDK33668.1 adenine deaminase [Rhodovulum sulfidophilum]SE1
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGEMVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HPQVIGLAEMMNYPGVLMQEPGVLAKLEAFRGGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVANLAECRAQLVLSGGRAASAAAFAAREAVAPVGRGSVKAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGVSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKELRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>NDK33669.1 hypothetical protein GXP64_02025 [Rhodovulum sulfidophilum]SE1
MCNRVAATVTLAASVPHSPYTFLTSTSALVNARFAQAEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCS
LDGLERAVGFDSTAEAILALRAPGPEGIDVLVGDHHILAWYWQHLDKLHRRMELPEAIAARFEALDDSETESTPSSLARF
KDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLTARQQDRNGEYTRRLRQCFGRQVDRSFWFLMEFQSKVRDGNPLK
>NDK33670.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MLATISRRRLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWAGSEDGHSITFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFSNLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHLYAGTDIATNPANAAPVGTGPFRWGAHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAREVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRNEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRLRLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>NDK33671.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MPRVIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLVFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKAGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANFMVDLAYGWLDP
RIGAGGGGDRG
>NDK33672.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MAGSIPGSAQAGEATVAKALLGRPEALFGAAILLALILVAVFAPLIAPGDPLAIAGAPLIPPFTDPALPLGTDRLGRDLL
AELIHGARTSVSVGLSAALVAVVLGMSIGTAAGFAGGLTEAALMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALG
AWTGPARLARARVLSLRETDFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWG
AMIAEGRNQLRSAAYLSIIPGIALLLTVISTYLLGEALTDILSGRRNR
>NDK33673.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTPLLTLTALGIRYPGARIPALSDLGLALFAGEKLAVIGESGSGKSTLARALTGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRLPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAEGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>NDK33674.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSPLLDASDLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLIRLTESDAGEIRFDGRDWRALRGRALR
RARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPDHVASLLTEVGLSPDLARRPVAALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPRS
EILRRLIAAVPEIPAEKALP
>NDK33675.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]SE1
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLIGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGRPVAAAAVAEALATDRFDLVALVHAESATGILNPLAEIADLTRAHGALLAVDAVASLGGHPLA
LDALGVDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPEGLSAAGVLAHVAGDTLTAGTGAAGARVIRL
NHTGPRARLENVLGDLARLGAALAAAGWPAPTGQALAAAETAFREAAKA
>NDK33676.1 HAD family hydrolase [Rhodovulum sulfidophilum]SE1
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGVDADRIADRFETYLEEAITLKPGARGMLEELRARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGDAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAATRIARLDAMA
GLLGRCPARAGPPRRIRP
>NDK33677.1 hypothetical protein GXP64_02065 [Rhodovulum sulfidophilum]SE1
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTAPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQPSVKA
>NDK33678.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]SE1
MPDRVEIFEVGPRDGLQNEPRAIPVAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAALADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSATPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALEAGLRVFDAAAGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSVAGSFA
>NDK33679.1 ATP-grasp domain-containing protein [Rhodovulum sulfidophilum]SE1
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGQPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRSMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEARAAFGNEAVLIEKLIERPRHLELQVFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAATGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTRVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARAIEAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFEGPASATVEIGETVLDARLAPEGWRIDGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGDPVAMGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>NDK33680.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]SE1
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALAAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRTPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGGSWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>NDK33681.1 OmpW family protein [Rhodovulum sulfidophilum]SE1
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGGAYKTSVGDNARPTITFEYFFADNWGVEVLGA
LPFKHNIALNGTKSADTLLLPPTVSVQYHFQANDKLSPFVGAGLNYTTFWDTDDSVSGDIKLEDSWGLALHAGLDYALTD
HSAIRTDVRWIDIDTKVKSDSLGDLGTAHIDPWVFGVSYIWKF
>NDK33682.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRLPLILAAALAVATPAMAQQYDFTPDATLACMEKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWKARM
DSAYEHLLGLAEAADVDFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAARAMF
MESAVSYMENK
>NDK33683.1 isovaleryl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MFTATMEFDLDEDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEAYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEGQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMTGFSTSPHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEKAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>NDK33684.1 CreA family protein [Rhodovulum sulfidophilum]SE1
MPRPALLAALVAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDEENQTLIYLAHARELSEGSAKMSISTVPLFNSAPH
>NDK33685.1 hypothetical protein GXP64_02105 [Rhodovulum sulfidophilum]SE1
MTSKHPQKGKAWPSAYRRASDAALSFTRRAAQGRAPRHAVPVLLFAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGPLSTDGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADTAPEGNTLAQLRPPRRPLAAADPKRPRPRPAAIGNSAAPTGPAAAATADLVVAASDRPRSRPASA
AMVSSAPDLAGLRPVSRPLVLAEAEPDALRPSARPPTRAGAASVASLVPSARTGHSMATVPVVPPAAKAAEAAPGLRASL
RPQTRPAALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDRDAL
IVQQALAGNIPDFLRELTPVRVSGRLPGGHRADVTICVTPDYLALGSDVDFVRVPMGLPAAARIADRFGFLLPTTRMVDA
IYGQARMRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQP
LSTVHGAYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>NDK33686.1 proteasome-type protease [Rhodovulum sulfidophilum]SE1
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRVDPQDAYFERISTGWGEALKSALDSLPD
FEF
>NDK33687.1 transglutaminase family protein [Rhodovulum sulfidophilum]SE1
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>NDK33688.1 alpha-E domain-containing protein [Rhodovulum sulfidophilum]SE1
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWGAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>NDK33689.1 circularly permuted type 2 ATP-grasp protein [Rhodovulum sulfidophilum]SE1
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>NDK33690.1 purine permease [Rhodovulum sulfidophilum]SE1
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGRD
>NDK33691.1 ureidoglycolate lyase [Rhodovulum sulfidophilum]SE1
MLEALPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLATLDILDGQPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEAGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>NDK33692.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]SE1
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLDGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>NDK33693.1 allantoinase PuuE [Rhodovulum sulfidophilum]SE1
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDLPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGIAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLRERPTAMDRDSFVARFG
GIFEQSPWIAEGAFGLELGPAHDSALGLHNALARVFRSAGPEKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>NDK33694.1 hydroxyisourate hydrolase [Rhodovulum sulfidophilum]SE1
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKIAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>NDK33695.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>NDK33696.1 urate hydroxylase PuuD [Rhodovulum sulfidophilum]SE1
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPQGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLIDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSPLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPKYGAIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRPWWTWAATAALFAAIVALSLGPTRDMAAPEDEAALPAPLA
RVVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRALRSGAS
>NDK33697.1 hypothetical protein GXP64_02170 [Rhodovulum sulfidophilum]SE1
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTATEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRVPFGSWALAGPETVLSVSQARVRTRSLQIVEAL
>NDK33698.1 hypothetical protein GXP64_02175 [Rhodovulum sulfidophilum]SE1
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRT
>NDK33699.1 hypothetical protein GXP64_02180 [Rhodovulum sulfidophilum]SE1
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>NDK33700.1 hypothetical protein GXP64_02185, partial [Rhodovulum sulfidophilum]SE1
MAYRLILWAVALALLAGPAQAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQ
PVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQ
VGSDYRGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVLDPRDGQV
KYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAENLNDLSSSW
GGWWTCERGRLTVGGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGE
PLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGV
RVTLSCIETGPAI
>NDK33701.1 transposase, partial [Rhodovulum sulfidophilum]SE1
MMGPRQEAQPALFYEFSLEDHVPQSHLLRSIDRFVDLSAIRAYLVDFYSHTGRPSVDPELLIRMLLVGYCFGIRSERRLC
EEVHLNLAYRWFCRLDLSDRVPDHSTFSKNRHGRFRESELLRHLFETTVARCIEEGLVSGQRMAVDASLIEA
>NDK33702.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MLTIENLSLYQGPHRVLANVRLSLRPGRPLALIGESGAGKSSLALALMRLFGGRAEGRILFEGEDVMGFDRARLGRYRGG
EAALVRQSLGDALNPQMRVAAQVADAMEAQGTAPGTARERALRLLDGQGIGHLANRWPAGLSGGEIQRVLIAMALANGPR
LLVFDEPTAALDPATRTHVLSAIAREAPDRMVLLVTHDLDAAEEIGADTAVLYGGRLIEHGPTPAVLRRPRHPYTRGLIR
GRVAAHRGKDLQGIPGQYRPCDRGCVFANRCVQALPFCHDGAHPELEEEGKHRVACLRCGIVPVLRVRGLSRSHGARPVL
KGVDLTLYSGETLALHGASGSGKSTLARILAGLDRADAGEVAHDRTRPDQASAISLVPQHPRQSLPLHFTVAEALAEPLR
FRPGLNREDIRTRVEAGLSEVQLPAAPPFTLRPCAELSGGELQRLAIARALIRDPAVLIADEATSALDLSVQAKIVRLLL
NLQERRGLAMLFISHDHALCQRIADRMAHLENGVLLD
>NDK33703.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MGAGRFLPLIAFAFLAALCGVLFPLTDAAMTGAPLVPPGWPHLLGTSPLGQDNLIRALRAAPASIGIGLVAGGGTVLVAL
VYGYAVASAPGWAGRVMLRISDLMLALPDMVLMMLIASYARPGPAGLALILIAFSWPSDIRPVAAMVRRERARDSFYLAQ
SFGAGAGYLLRRHALPPMLPVLAAMAVMNSRRAVMHAAGLAFLGLANPAIPSWGSMLAEALTQLQHPGILWLVAPPALFL
TGFVLVLGRIGLAAERDRSAPETTETAPC
>NDK33704.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTPAPVTAAPIPAAAQVLGRLAEYALTLGLLILLNYTALWALPGDPLMVLYDDLATGLNDAATQDRLREMHGLGHGYLEG
LIRYAGRLAQGDLGHSIFHARPVAEVILPVLPWTALLVVSTAILSLALGPLLGIELALRDRHRASKPVLAGLAVLDGIPG
FVKAIAILLVFSVWLGWLPVSGAESLIPAGTAPARALDIAHHAAAPILTLVASDLARFVYFGRAAGLRVIRRPMMAVAQG
KSIRGAPLRLRYILANATPELIARTAMMLNGLLIGTVFVETVFAYPGLGGLLFEAVYTRDQALAQAILLPVGALVLTINL
LADLAILAMVRRG
>NDK33705.1 hypothetical protein GXP64_02225 [Rhodovulum sulfidophilum]SE1
MTGLRTALALLAGLLPGLFASVPGSAEPGDRPFIIADATGNWGQPSPYLHMRRGPGYLLTSFLFDTLMWKDTNGELQPAL
ARRIEPLDGGLTYRITLAEGAAWHDGRPVTAEDVAFTFGYVERFPLMFGALDAIAGAEPEGADRVLVRLRHPMPSFLPMV
AGAMPILPRHVFEGIETPFEFTGPAALTGSGPYLLDRYDPAKGRYIFRSNPGYYGGPPAIDRIALVRMSSIAAIAGLKSG
EVDLATSVPVTAAEDLRQAGLALARHSSGHPVRLRFNHRTPRFADRAVRQAIAHGLDRRRMAETAYLGEAEIWSAGLLAS
LTEGGTERYPYDPVRARALLAGAGWQPPVAPLRLLAPQSLDPITRLVAAQLAEIGIETRIVLLDQASFEGRIAAGDFDLA
MVTSSMLGDPDRMRLTVMGTRSNQDGYDADPALTAALMAQSREANPARRAELLAEAAGLYADALPSYPLVAARTLAAGRP
GRPPVYTPGGVAPGIPSILNKQAFTE
>NDK33706.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPRPVAKRTASLLPNPSRLREIDGSADLVLMKPSYLGGGDCPGAHRHARGQFLFPRHGRFRVCIEGQSWLASSSQAVWIP
AGALHCVRPLEDTEIHNAYLCPDICRTLPGEPTAMGVSPLLAELIAFGLTPAACCRGPDCGRVANDQGAAEARRLQQVVA
DQIRRAGDRPGLHVPTSEDARLAPVLRRVMDNPADNRPLEDWAETAHLSSRTLSRLFLRETGMTFGQWRQRVRIIEAISR
LGEGQPVLTVALDLGYASQSAFTAMFRKMTGRTPSEIRARRRGA
>NDK33707.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MTERVHFFCPAARIALGLTFGATTLVPEARADADNYALGHILLGIENADPDKEVIEADEVEARQPATLNELFATAPEISV
SGGNRTAAQKVYVRGLEETNLNVTVDGAVQTGGQYRHSGNMGIDPFLLKRVEVEGGTASALSGPGALGGAIRYETKDAAD
LLLPGQTQGVMLRFGGQSNGNRLSTGLAVYGAPDERFSYLFYGSKQWADNYTDGRGEKVSYSGNDPLDGLAKLSFAPAEG
HRIEFVNSYREDNGWRDRRMNFGLADDSETPEDQEATRRSTTLRYNYDPSDNALIDLTATIYDTENRILRKPEAGRRRGE
GETRGADIRNRSALGDLTLTYGADYLRIHTRGKAEGDGWYSETGYNQGLYLQGDYEIDPHWHATAGLRYDKSWLTDLAGN
DYRGDRLSPNAGLRYMPVEGLTIFASWAEAYRGIRPIPGMKLNLGAIEPDTDTGLDGEVARTTEIGVSYASGVWRSGLSA
YSTRISDYVLYGGQRGTPYKRSNGGDIELTGFTVRLGRDWGNLSGDISYNHSDTDFAGDPASPSSWGNGVAPQGDKIVLS
LGYRMPRHDLRIGWTSTVVLAEDDLPESYTLSDKLPAYDVHDLSVVWRPRPNAEYSLALTNIFDEAYIDHATPPAGNAET
LLYEEGRSIRLAATLRF
>NDK33708.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MPSNDTTPAASACGAGRTREDWNRRYSETEQLFGIEPNIHLARELSDLPPGRALDLACGEGRNSFWLAERGWQVDGIDLS
DVAVERARALAELRGLGGRMTFHAADLSEFAPEPGRWDLVIMMYLHLPWDRLRPILYRAAEALAPGGTFFLAGHDLANFE
KGHGGPKSPAVLYTAEDVAAALDDQIEIGLARQVERVVRLPDGERTALDCILRGRRRPPAPVESLGGGLPRDPAGL
>NDK33709.1 hypothetical protein GXP64_02245 [Rhodovulum sulfidophilum]SE1
MRLKRSPRAAPSSWPGTISRISRKAMAARNRLRCFTRQRTSRRLWTTRSRSASPDKSNGWCAFRTAKGRRSIASCAAGVG
HQRRSRASAGGCHAILPVCEQILDGLAAAGAKWVQIDGPVLVKDLTTRQQGALATAYDGLAKAGPKIMRASYFGALRGAA
AVDPLLLSLALLSCTPAIRAPESPPSRPRPIRAPPLDRDGPIRTQLPRYPGGAAGRSLNRVGHAGLLRLFRGAWPLGRAS
YRPSDH
>NDK33710.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MDRYGRNCLDTRAELLADLSTVSVTLASSGCSVAHGRWAAPHTGQVTTEARDLEIDHVVPLHYAWMHGADRWPAAKRKRF
AFDPANILPVTPSANRSKGSRGPLDWLPPDRSFCCLYVLRFRRVAEQL
>NDK33711.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]SE1
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEDP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>NDK33712.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MVKLLLLHKADSINEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFLAMIEPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEADFARIVNFGLPQDLERIEATRYDPPPAELAEGAELF
ERPVLERLTRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVVGRLLAPDGKLVRPEDARDAPHLENLRWHRENVFGRSLPEGPAPSFPV
>NDK33713.1 Na+/H+ antiporter NhaA [Rhodovulum sulfidophilum]SE1
MYRVWNFVTAYSLLLIGGAVTALIWVNLHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>NDK33714.1 uracil-DNA glycosylase family protein [Rhodovulum sulfidophilum]SE1
MTVAPDLLRSRIAACQLCASRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDSATF
YDLSRISVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>NDK33715.1 SseB family protein [Rhodovulum sulfidophilum]SE1
MTAETPPAAPQPVSPLDRAHAAMIAAPEDPALRLVYYGRLAATELVLLLDREAEDDDRIAPSVFDLEEGRVVLAFADEGR
LTDFTAAPSPYAAMPGRRLAAMLTAEGLGLGIDLGGETAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGARSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMATHLAR
LGLRIDLPAPEPMTETPLADPDAPPRLR
>NDK33716.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]SE1
MVRILFSAPPGLWAEYRAPLARALDEAGIKAEIVTGTGDPAAIDYVVFAPRGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRNPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWRHPRVTVTPHVASETRPASAARVIAENVRRAEAGEPLLFRVDRARGY
>NDK33717.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]SE1
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>NDK33718.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]SE1
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVAEGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>NDK33719.1 rod shape-determining protein MreD [Rhodovulum sulfidophilum]SE1
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>NDK33720.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]SE1
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPQPIPAPAAGTGGDRGDG
>NDK33721.1 rod shape-determining protein [Rhodovulum sulfidophilum]SE1
MVGFGGLFSSDMAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIAD
FDVAEEMIKYFIRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVV
DIGGGTTEVAVLSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLL
NGVPKEIEINQAQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESL
NCVALGTGKALEYEKQLRHVIDYES
>NDK33722.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]SE1
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTKIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>NDK33723.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]SE1
MPNWPIALLLTAFAGTAAAQEAADAVAPESATSATEAFAGLSPEARAAWDSREAGHPTEAREWMVAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAETGELTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVASDEDRLRRHPATEAYFFPGGAPVAAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAAESWRLIGDASRLAFADRGRYMADADFVPVPAIGLLDPGYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGCLLNNELTDFSFRTQEDGRPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTFDLETGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>NDK33724.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]SE1
MADGQDRGRDHGGDLSGAMARFGGTEDDWIDLSTGINRVPYPAPPASAAALRDLPGRAAIDRLSTAAQGAYGTDWPLLPL
AGAQAAIQLLPVLAPEGAVRVLGPTYNEYAGAFEAVGRPVETVAGAEALAEAGLAVIVNPNNPDGRRLAPGALRAIAATV
GVLVIDESFADPHPELSLLPGGCPENVLVLRSFGKFYGLAGLRLGFVLGPEALIRPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>NDK33725.1 cobalamin biosynthesis protein CobD [Rhodovulum sulfidophilum]SE1
MSAAAMLVALAIEGMAGWPDRLHARIGHPVTWIGALIAALEARLNRSGDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWVGVVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNERYEDFGRVAARLDDLVNLLPARLTGALFCLVVGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>NDK33726.1 propanediol utilization protein [Rhodovulum sulfidophilum]SE1
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCQALELRAARHPGRIPGLWQGKRPVLSHAQFMT
LAARLGTRPGRMRLHAGMPPGGGAGASTAALLAAIRCLARHALSPEEEAALCLSLEGATDPLMHPAPGRLLWAPRAARVL
GRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRATPDPAGRARLATESARRCHALRGGPDPAPLLELGRSLGA
LGLVAAHTGAAQGLLFAPGTAPPGTEAALRAAGLGQVLRFRTGGGGR
>NDK33727.1 cytochrome B [Rhodovulum sulfidophilum]SE1
MSDTEASPPATEGGARAAPETYSFRQKLAHWVVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>NDK33728.1 sorbosone dehydrogenase [Rhodovulum sulfidophilum]SE1
MKTTLIGAAILVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPAEYRGAIFSAQHGSWNRTEPIGARVMVTRIAADGSASTEPFAEGWIDANDEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>NDK33729.1 amidase [Rhodovulum sulfidophilum]SE1
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPGIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCPLDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSAAAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASSL
APPPRLLDTARGAPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRAKINMAEMARHYYR
YDRDGRDLLGAETRDAIDEGANMPARDYLAALDWPRVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>NDK33730.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]SE1
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLLQIATSFLPLAMLIASVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPVQFLILVQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>NDK33731.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]SE1
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>NDK33732.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>NDK33733.1 N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTNQPAPPAPLTLGDCTQADLPGVQAIYAEAVRTGTASFELAPPDLSEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVEMQKPLGPGDTAPFDGLPGDRPQGQHSGGAGPDDPPNRP
>NDK33734.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>NDK33735.1 EamA family transporter [Rhodovulum sulfidophilum]SE1
MDLWVIVTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALGLAALMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWTGAGMSWRALGLG
LLAGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAG
WFTAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>NDK33736.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]SE1
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMTLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRNGLPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>NDK33737.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SE1
MNRPAIAFAPTAIPGALLAASYRADLLETGFQRLGPDQRRAVQAELRELGLYAARIDGAFGPETEAGLVRGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>NDK33738.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]SE1
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SHIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
AGRVRPELLQRRVETGREALARLDARLRATLGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAAGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRPPRRSRKTEEPPEQGTLL
>NDK33739.1 hypothetical protein GXP64_02410 [Rhodovulum sulfidophilum]SE1
MPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGACSEGVWFEADGQICFRYDHDP
EDPQCWSFFESGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>NDK33740.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]SE1
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAAHADETATAPVLPADPEPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEAEPEAGAGRDETGPEPEPSPAPAPEPEPEPAPTPAPEEPAPTPEPEPAPEPVPMPDPEPQ
PAPAPVPDPEPLNIPPGPSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDPAPASSDAFRVDLPEAGDGTGEGVS
EETGQETGQETGADAPRRGFFGRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGK
RLSVDEIKELLAQEIARIMEPVARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQL
QVWGERAGVPVMTAPQGADPASLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLD
ATTGQNALSQVEIFRNLADVSGLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>NDK33741.1 MgtC/SapB family protein [Rhodovulum sulfidophilum]SE1
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASTGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>NDK33742.1 EamA family transporter [Rhodovulum sulfidophilum]SE1
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGIMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>NDK33743.1 septation protein IspZ [Rhodovulum sulfidophilum]SE1
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAILNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>NDK33744.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]SE1
MTSEIELYYWPTPNGWKISIALEEMELPYRPTLIDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQNLDDKPHMARWLENVAARPGVQRGRALAAERKADLSTDRKAQAMLFRRG
>NDK33745.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MPLIQVNAAGERPEPQDGAARLGPLLDRALEGLAPRAPVAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGRALARLIEAVRARAPGRRVDLLAHSLGARVALSAMGALDEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>NDK33746.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]SE1
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAGRDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRREVTPGTAAVFFEMVSNPV
LEVIDLPAVAEIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDVAGGKDAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETRAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>NDK33747.1 GTP cyclohydrolase I FolE2 [Rhodovulum sulfidophilum]SE1
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADAAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVVASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>NDK33748.1 TrkH family potassium uptake protein [Rhodovulum sulfidophilum]SE1
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>NDK33749.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SE1
MMRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARTYAATLKDVGAYRLNSGWYSIAVGPYSPPAAEAELARY
KAAGLVPADTFIADGASYERRVWPAGARMQDPASETVTQPAAQPDPATAAPAATAPVALPDETPLEARRSESRLDRQARM
EIQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYKAQIARLGMTPVDEPEAGIRIEMPM
GLVKFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQL
TGGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVL
TTTNGLGSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVL
ADLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATG
ALPPAELSRRAADMTVPVSCWN
>NDK33750.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]SE1
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIVMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>NDK33751.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]SE1
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIEKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVATAGMEDWREALTHVTFHSALGSQADQIGRMAALAREIAPMVGADPDLAEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPSEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDRLTGFWAIDEKPTGSKDPFALRR
AALGVIRLIVSNGVRLQLEGFLDWRLSHFMDVTKVFPSYGAEEAAAALRKFQTDKPWVSQHLSELADEIEGQNKEHDRIG
ADYLRDFGGKSSDLLSFFHDRLKVHLRDQGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRANNI
LSQAEEKDGVEYSFGADRKFADDPAEAALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNEIIR
RNRLNLLHRIRATCGSVADLSRIDG
>NDK33752.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]SE1
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREEALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>NDK33753.1 cell wall hydrolase [Rhodovulum sulfidophilum]SE1
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPAAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRFPRTASIGQHLFYRQPAAVAAN
>NDK33754.1 diguanylate cyclase [Rhodovulum sulfidophilum]SE1
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDHVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAETAI
>NDK33755.1 dihydropteroate synthase [Rhodovulum sulfidophilum]SE1
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVSEEIARTAPVIAALRAAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALAAGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGVEMAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELSHE
>NDK33756.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]SE1
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALCQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVSVGTEPNGFNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQIMALFAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTGVGDRYVVEAMRKC
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQEAIAAAE
KRLNGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGKVVEAVEQVA
>NDK33757.1 succinyl transferase OpgC [Rhodovulum sulfidophilum]SE1
MRIAAFDGLRGYFLIVMTMVHMSSECHTKIGALRIEDFGWVDSAHGFVFLSGLVVGIVYGRRLIRQSRSAMTSGLMRRLM
TIYGYHALLLAAITLSVVTFYRPPSTFDTHWGENPLLVSLFAFLLLDSPRYLGILPMYATFVLATPIILIQLQKQRYALV
LVSSLALWTVAQTGLPTHLLQAIDVASGLKQQGIAVGLYFDRFAWQILYVGGLVLGMLIAQEKLSLNILHSPEYRAIFLV
CVATAIAFAISAIRLRLFDAVPRTSFFGELSYNRSHFSALRLINFIVDLYIITWLLAAGTGDRNPAVQAAARGLRWLASF
RPLVFLGQHSLQVFSFHVFLVYAAMFADISEAPRLLRELVVLASPVCLLLPAYLHARYRDRSQRLRLSGAKP
>NDK33758.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]SE1
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRDWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>NDK33759.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTIPLDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>NDK33760.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MIELDETDRRILRALAEDATQSAGALGRRFGLSQPACWRRIRRLEEAGAIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFERAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>NDK33761.1 UbiH/UbiF family hydroxylase [Rhodovulum sulfidophilum]SE1
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEETAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALVDLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>NDK33762.1 hypothetical protein GXP64_02525 [Rhodovulum sulfidophilum]SE1
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>NDK33763.1 pyrimidine 5'-nucleotidase [Rhodovulum sulfidophilum]SE1
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTADLTAFLGRL
>NDK33764.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>NDK33765.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MPQVISLASARSRRASVSESAAPRRPSDLRLGELLLASGALSPETLSRALAERARMEIRLADLLIAEGLVPPDEIDATLC
RLHDTGRADFDSYSPDPRLIDLLGPARCLRDGLLPWRRVGGATLIASSRPERFEELRADLPAGLQPAVMVICREAELQEA
LAACRAPALARAAETRVNDWDSCRFWYHAGPRAAVVLGLSGLGLATLAAPLAVLMLLTLWTMLWMALGSGLKLAAAVAQI
RALHRARRKPPDPPPTIARLPAVSILVPLHRETELAPRLIARLARLDYPRALLDICLVTEADDLDTRAMLDAVRLPPWMR
ALTVPAGQIKTKPRALNYALEFCRGSIIGIYDAEDAPAPDQLRRMVAHFHSCAPEVACLQGVLDFYNARANWLARCFAAE
YAAWFRVVLPGLARIGLPVPLGGTTLFFRRPALEALGGWDAHNVTEDADLGIRLARHGYRTEFLDSVTEEEANCSAWPWV
RQRSRWLKGYAMTWTTHSRRPGLLLRQLGPWATLGMQVLFLGSLTQFVFAPLLWSFWLLPLGLPHPLAASLGPAGLWLVF
KLFLACEAINLAVGAVGLWRAGKPGLIALLPSLHVYFPLASLGSYKALWEMATRPFYWDKTRHGLGERDAPPRTTENRTA
GKPASGSPAGKGAAEARNAGPDAQPSASIASAS
>NDK33766.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]SE1
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>NDK33767.1 hypothetical protein GXP64_02550 [Rhodovulum sulfidophilum]SE1
MLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRARDI
>NDK33768.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLAAWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGARGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>NDK33769.1 hypothetical protein GXP64_02560 [Rhodovulum sulfidophilum]SE1
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>NDK33770.1 hypothetical protein GXP64_02565 [Rhodovulum sulfidophilum]SE1
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>NDK33771.1 DNA primase [Rhodovulum sulfidophilum]SE1
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGGGGGARKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILA
TLIVHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEARVGPAPLEKLFSLSHVRIAPPVHDPADHE
KAALCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAF
ADLLGRINYGKGRT
>NDK33772.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]SE1
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSSTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>NDK33773.1 mismatch-specific DNA-glycosylase [Rhodovulum sulfidophilum]SE1
MLPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWGVDAAV
PAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGVQAFRGLPVWVLPSTSGAAARYWDETVWRAFGAALRRG
G
>NDK33774.1 hypothetical protein GXP64_02585 [Rhodovulum sulfidophilum]SE1
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>NDK33775.1 sterol-binding protein [Rhodovulum sulfidophilum]SE1
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>NDK33776.1 U32 family peptidase [Rhodovulum sulfidophilum]SE1
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>NDK33777.1 U32 family peptidase [Rhodovulum sulfidophilum]SE1
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>NDK33778.1 sodium:alanine symporter family protein [Rhodovulum sulfidophilum]SE1
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWLFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNYQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>NDK33779.1 peptidase domain-containing ABC transporter [Rhodovulum sulfidophilum]SE1
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGAGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRSAAILDPRHEAEGVRNLPWEEFARRWTGRLILIGRSDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAIVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVRRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSVRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLTRCETYAALWRQQT
EHIA
>NDK33780.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEISRIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVSALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQRRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTIADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARLAFDGDAALPEGLMPGMTL
TSDIATGHRTLLTYFLDPVLNGLSESLREPRS
>NDK33781.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPTDAFPAENWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>NDK33782.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]SE1
MPQTAFPPSGGPTPPAGFLSGNGGAKDLPPDLDTLTRQAAACGDAAAIVELAARTPEVAARLYRIWLELNGARPDAWAAW
FNLSVLLNAAGDLAGAYEAAAQAHRIKPDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKR
LDASAEELRASLLIDPHQPDVIQHLVHTRQKMAAWPVTDLRVPRLTAAEAELWCGPLATLALHDDPAMQRRVAADWIARN
VPDPGQRLAPAAGYRHDRVRVGYLSSDFCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGA
LGDEEAARRIRADEIDILIDLNGLTSGGRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPEAETTSYAPAPLR
IEGCYQANDGRAPELPEVSRASEGLPEDRFVFVCVSHHYKITASVFAAWCRIAAAAPEALFWLIEDTPESVAALSERWQA
AGLAPERLIFAPRVDPARYRARLALGDLFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATD
PEDYMRRAVAMATDPSRRPGLRGPALAARWRATLGDGAAFARRFEAALISVLKRP
>NDK33783.1 heme utilization protein [Rhodovulum sulfidophilum]SE1
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTAGLTTAQLAGLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTEGLTTAQLARLSTDQIRALGGSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGVLSSAQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSIQVAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTTQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALT
TAQIDALSTLAMKGLGATQTEGLTTAQLARLSTDQIRVLGSSAISGLGTANIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGLSSAQMAALTTAQVGALSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSTVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTVQMAALSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGVSSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>NDK33784.1 hydroxymethylglutaryl-CoA reductase, degradative [Rhodovulum sulfidophilum]SE1
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENVIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVVATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGNVSVAHARLVLKGA
>NDK33785.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTNTTRRGMVQLGAAALAAPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLARFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>NDK33786.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]SE1
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>NDK33787.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]SE1
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAAASALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPGLVTWLPETLLPSLK
>NDK33788.1 GHMP kinase [Rhodovulum sulfidophilum]SE1
MSAEPVPAGLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLRRIGVVPEAAARFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>NDK33789.1 hypothetical protein GXP64_02660 [Rhodovulum sulfidophilum]SE1
MRVSAPGSIMITGEHAVVYGHPAIVAAIEQRIAIEVSSLPERRLEIVSEIAEPVSVEIDRMEVGGPYRFVLAAAARFVGR
LPCGARLEIRSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLGGGMTAYCLGPG
MLSGTPPGDARARIEPLPMPPALALRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECAAAAITAARAQDWTGFGA
ALARYQGQMAELGVSDETLDRIIADARGMPGLLAAKISGSGLGDCVLALGARPEGFTPVAVAEEGLVIDD
>NDK33790.1 diphosphomevalonate decarboxylase [Rhodovulum sulfidophilum]SE1
MTDRGRAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLAEWGTTTRVGPAEDGADAVWLNGE
RLAPETGFARKVVAFADRFRRGQTLPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPEQAEADCAAIEAA
IQTRDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLEDSAPAIAEL
FPDAAIVEPFGPAAQR
>NDK33791.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]SE1
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAGRAALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYSRALRQMRG
WADRLTEQGRFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFHSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDAPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AENLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>NDK33792.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]SE1
MIFGIDIYLFVAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVMLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLVFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>NDK33793.1 hypothetical protein GXP64_02680 [Rhodovulum sulfidophilum]SE1
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>NDK33794.1 OmpA family protein [Rhodovulum sulfidophilum]SE1
MRRLFQKLIVPGVFALAALVCIGAALLAVERIESQATEATREALLARGIDWASPRTDGMLMHLSGTAPDEAARFHALAAA
GSVVDSTHLIDEIEIAAPNPVDGPRFSVELLRNDTGISVIGLIPQSSRTEALADELSRIAGRLPVTDMMDVADDPAPQGW
DGALGFGLTALERLKRSKVSITAERVAVTAISNSTEDKARLEGELRAAAPKGLDLVLEISAPRPIIAPFTLRFLMTEAGA
RFDACAADTEDAAALIVAAAREAGAPEDTTCTLGLGAPSAEWGPAAARGIEALAKLGAGSLTFSDADVTLVATAGTEPAL
FDKVSAALKADLPEAFKLHAVLPAPVDTDATAGPAEFIATLSPEGLVQLRGRATDEMVRDATESYARSRFGSARVHSALR
LDPALPEGWPVRMLAGLDALAQLRNGSAIVQPDFVQISGLTEDETARARVAQILSDRLGNAQNFDIDITYRAPVAPPGSV
HPDPAACVAQIDAALDERKITFDPGSATIDGASLRVVDEIADILRGCPRAKMEIAGYTDSQGRDEMNLRLSQARADAVVD
ALMARRVLVGNLTAKGYGEEAPVATNDTEEGREANRRIEFHLIDDSAPDEAAAEDAEGTEAPEAGADGATEQATPDADAT
EEAATEDDENGKAAPAAAEDETPAEAGAEDRTDGQD
>NDK33795.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]SE1
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLTLVAI
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEET
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>NDK33796.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]SE1
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEARKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEGRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERTRLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>NDK33797.1 hypothetical protein GXP64_02700 [Rhodovulum sulfidophilum]SE1
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>NDK33798.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]SE1
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSETDMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>NDK33799.1 siderophore-interacting protein [Rhodovulum sulfidophilum]SE1
MGIEEMQRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPEGADALHRAVYTVADLGTDWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASSEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTDRGLPRDRFSAVA
YWR
>NDK33800.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]SE1
MNIERLLQEALGSGQARGQKPEQTRGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEADPLHLPPPPADSGFDMAEERDSAGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQAGS
>NDK33801.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]SE1
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>NDK33802.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]SE1
MATRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGTHPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSTDPPGLSVADDGPGVPEDERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSAPTR
>NDK33803.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>NDK33804.1 Do family serine endopeptidase [Rhodovulum sulfidophilum]SE1
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKTAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKVVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>NDK33805.1 acetyl-CoA hydrolase/transferase family protein [Rhodovulum sulfidophilum]SE1
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALASRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKVAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>NDK33806.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MTRRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVEATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLAATPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPPDYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVMFRIRPPAPEARPEP
>NDK33807.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MSRLLALALALLPMTASADSHACNEGSAQIRPVVSERVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPTVWRIAPEDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGAACLSEGQTVGPMVAP
>NDK33808.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPSEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVVPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>NDK33809.1 TCR/Tet family MFS transporter [Rhodovulum sulfidophilum]SE1
MPQPSTRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLAAGVMVVCALVFALR
RAATADTGIRRRA
>NDK33810.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]SE1
MSRFLLIHGSCHGAWCWRDVLTALHRSGAEARAIDLPSHGADPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVHVCAYAPVAGRSLIDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMS
>NDK33811.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]SE1
MKIADLGDVALHYREDGSPDGAPVVFANALGCDLRIWDEVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LEALAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGAPEIWQDRIEAVRKGGIAALSEATLARWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVLAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVES
>NDK33812.1 threonine/serine dehydratase [Rhodovulum sulfidophilum]SE1
MTIDQIEAAAARLSGKARKTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQASCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPGFRVRPIEPEGFDDVARSLASGRIETNTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLRIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>NDK33813.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFADRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHPPFLDEPAAVAAIATLLERIA
>NDK33814.1 haloacid dehalogenase type II [Rhodovulum sulfidophilum]SE1
MPITTCIFDAYGTLFDVSAAARRAAAEPDHTCLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LAGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPVMLADAVAAAGMEGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>NDK33815.1 VOC family protein [Rhodovulum sulfidophilum]SE1
MSQNHGQVWWTELMTRDLPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>NDK33816.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SE1
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>NDK33817.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]SE1
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSFLVDVDVTDDASLDAAFGRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>NDK33818.1 beta-ketoacyl-ACP synthase I [Rhodovulum sulfidophilum]SE1
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>NDK33819.1 bifunctional 3-hydroxydecanoyl-ACP dehydratase/trans-2-decenoyl-ACP isomerase [Rhodovulum sulfidophilum]SE1
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>NDK33820.1 transcriptional repressor [Rhodovulum sulfidophilum]SE1
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>NDK33821.1 hypothetical protein GXP64_02825 [Rhodovulum sulfidophilum]SE1
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPGLKLSPASEERIHHVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGRPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLKIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>NDK33822.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]SE1
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKADNPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGSDGDWGLARLIRELAAIDGLDRLR
YTTSHPNDMEDDLIAAHGEVPELMPYLHLPVQSGSDRVLKAMNRKHTAEGYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEEAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDVTAAAPNSLAGRLSVE
>NDK33823.1 hypothetical protein GXP64_02835 [Rhodovulum sulfidophilum]SE1
MPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILTFVGIGVLVLIACGVWYLV
RTIKGLLRFNSRRPIDNPTTWLI
>NDK33824.1 PhoH family protein [Rhodovulum sulfidophilum]SE1
MLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARLETGQPVEAGDIDGALRL
GEAAGPEAGGGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTYIAVAVAVNMFIGGHVDR
IILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMRGRTLANAFVVLDEAQNA
TTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRHPLVARIIEAYDADDAKT
>NDK33825.1 rRNA maturation RNase YbeY [Rhodovulum sulfidophilum]SE1
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEVD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LTDPYD
>NDK33826.1 HlyC/CorC family transporter [Rhodovulum sulfidophilum]SE1
MGDDTDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>NDK33827.1 apolipoprotein N-acyltransferase [Rhodovulum sulfidophilum]SE1
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGDTPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLIAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREAAPVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDFGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDGRGRVLASLPLGRAGQITAPLPPALAETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>NDK33828.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]SE1
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFIAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>NDK33829.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]SE1
MARPMSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPTDLEARFGGR
EVWLEVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDP
WPKTRHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGADDWRRPWGDWISTRYEQKALR
EGRVPHYLTFRRR
>NDK33830.1 amidohydrolase [Rhodovulum sulfidophilum]SE1
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAYEALLRLEHFRDTGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVPVGIEAQHRELYELSRDPQVGHCVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>NDK33831.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]SE1
MSAHGDPIPMTARRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAGVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPAPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGQPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGGAICATHL
DHRIAMSFLCAGLAAQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGTE
>NDK33832.1 GFA family protein [Rhodovulum sulfidophilum]SE1
MTVTGSCLCSQCRKASGHHVAATTVLRDDLVIEGEVRWYASSAGAQRGFCPVCGSNMFWDGGQDYLAVFAGTLDGDPAIR
MAAHVFCADKGAYYEITDGLPQAPGLPEDIA
>NDK33833.1 (d)CMP kinase [Rhodovulum sulfidophilum]SE1
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLERGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>NDK33834.1 hypothetical protein GXP64_02890 [Rhodovulum sulfidophilum]SE1
MNTLLDRRAGRIEPPIPVAVVIEQHGAWRVLLAAIAALFDARGRSGELRPGDLDNHLRRDIGLPPLPEPWSEPPRWM
>NDK33835.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]SE1
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>NDK33836.1 integration host factor subunit beta [Rhodovulum sulfidophilum]SE1
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>NDK33837.1 DUF1049 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSAR
>NDK33838.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]SE1
MSDAIRVKICGLTSPAAVDVAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDHVPI
DMLQLHGGESPERVAGIRARFGLPVMKAVGVATEADLPALTDYARVADQILVDARPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>NDK33839.1 hypothetical protein GXP64_02915 [Rhodovulum sulfidophilum]SE1
MRGLLGLIALLAVAGLGLAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>NDK33840.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]SE1
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>NDK33841.1 DUF2237 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHAEEA
>NDK33842.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]SE1
MRLFVGLGNPGAQYAGNRHNIGFMAVERIAEDHHFPPWRAKFKGQTAEGRLGPEKVILLKPETYMNLSGDAVQAAVQFYK
LTPADVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLGDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPAAPKAPAGSTVPRPGQAEAATEDSRTPLQKLADRFR
>NDK33843.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]SE1
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLV
>NDK33844.1 hypothetical protein GXP64_02940 [Rhodovulum sulfidophilum]SE1
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSGVPPVDPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRHLRPRIDADSQEALAAAWWPDGVSTPAGSARATEMHRFCMRLP
GVFGSIDPDILWREVEAMLR
>NDK33845.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]SE1
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
AVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>NDK33846.1 alpha-hydroxy-acid oxidizing protein [Rhodovulum sulfidophilum]SE1
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLANLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>NDK33847.1 hypothetical protein GXP64_02955 [Rhodovulum sulfidophilum]SE1
MILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMIVMSV
FLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVAMVLYFFVGPVAPFLFWAVNSF
LLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>NDK33848.1 nitroreductase [Rhodovulum sulfidophilum]SE1
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLADMVRAQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPTHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>NDK33849.1 DUF167 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDLTHLAVPGTEIAVRVTPKASRARIVAEEGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>NDK33850.1 transcriptional repressor NrdR [Rhodovulum sulfidophilum]SE1
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>NDK33851.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase RibD [Rhodovulum sulfidophilum]SE1
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGGQARGATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRGAGVAVETGVLAGAATRDHRGFLLNRCAGRPMVTLKLASSFDGRIATASG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPACRSAWQARGARLIEVATGAGGGLDPAALLSALGAAGLTRVFCEGGGSLAAALLGAGLVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>NDK33852.1 polysaccharide export protein [Rhodovulum sulfidophilum]SE1
MRQIVAACHRPSVAQGRAKAEDPAAAQRQHLRAISRALHSPVWFFAAALSSLRWKCACQSPEARTRDSYVKTLLARGARA
LVLFGLLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTGVVPESGFPPAFLNAAPIGSDTIRAGDTLGL
TVFENVDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVA
VSGGVGKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDF
TALGATGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLF
LARDFAIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>NDK33853.1 riboflavin synthase [Rhodovulum sulfidophilum]SE1
MFTGIITDIGTVRALTMKGDLTARIGCAYAAESIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
GARINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>NDK33854.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]SE1
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>NDK33855.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]SE1
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRAQALRRADPADMDKGGGAAAAALHLIALARRWSAETK
GVGFRPSGGIQIAEGSDRA
>NDK33856.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]SE1
MTGARKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVGREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAELVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>NDK33857.1 hypothetical protein GXP64_03005 [Rhodovulum sulfidophilum]SE1
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAALLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>NDK33858.1 MmcB family DNA repair protein [Rhodovulum sulfidophilum]SE1
MPDPVSQPLSPSLAPGQLLARGVCRHLRDLGFACVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDRKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPAERRLAPARRKVLTRSFARHAALRLQALRDPGLSPSAWSP
>NDK33859.1 hypothetical protein GXP64_03015 [Rhodovulum sulfidophilum]SE1
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGSKPKG
>NDK33860.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREGDRVIYLEALESRKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDRAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>NDK33861.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVGLRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>NDK33862.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARPWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>NDK33863.1 cupin domain-containing protein [Rhodovulum sulfidophilum]SE1
MSTAKDAIDPNMYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARV
EIGGLTREIGPEESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>NDK33864.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SE1
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLDGFQGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSEAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>NDK33865.1 CoA transferase [Rhodovulum sulfidophilum]SE1
MAARSSPSSGPRSQPSARTATEARTGAAAAKAAPQRKERRVLDLLKDVRVVELTTIVLGPMAGQMLGDFGADVVKVEAPN
GDLARYVDPRSQAGVSSMFANNNRNKKSIALDLKTAEGREILLKLIDGADVFLHNMRLQAVERLGLGPAELMARNPRLIY
CSAIGFGSDGPYAARPAYDDVIQAASGIASLPTYTGNDPSYVPGVIADKIAALYAASAISAALVGRGRSGRGCEIEVPMF
EVMTSFVMAEHMAAASFDEAAPAGYQRLLNRHRRPFPTSDGWIAVLPYTERHWRRTFEELGRGDVLAQPWFADATERSQH
VGEMYEILGQEMPKRATDIWIATFERLDVPHSRVSGLDDLLGDPHLQAVGFFAPTDDLENRVRSVPQPVRFRAQPSVPDR
RAPELGEDGPALLAELGFGPEAIRRLEARGVLGRMAGSDKEEA
>NDK33866.1 MaoC family dehydratase [Rhodovulum sulfidophilum]SE1
MAGRWLEEFRAGEVIHHAITRTVTEADNVGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>NDK33867.1 CoA ester lyase [Rhodovulum sulfidophilum]SE1
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARSCVLEALRAPRGPNRLWVRVNPLESSDFEADLDIALA
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSNLAGLTWGAEDLSAALGSARSRGE
DGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEQEIEEA
RRIVEAFAADPTAGVVAIDGEMIDMPHLKRSRLILQRAGEPA
>NDK33868.1 acyl dehydratase [Rhodovulum sulfidophilum]SE1
MTKAAVRLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMIYEPLRLMQGR
>NDK33869.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNIAQLETFLELSDCLNVTETAARMNCTQPAVSARIRGLEQSLDAPLFDRIGKRMHLTANGILFLDYARKAVGALQEASE
HLRQMDDPLTGTIRFGASNFTGIYLMPAFLGRYRQAAPDLEFELEIASSAQLLADLDTAKLEFLILSDHIAVDERRYQCR
HICNDEMVLVVPPAHPLAKVRTATLANLSQDVFLMKPPPSASRSFLLDRIQGDDSSLGRVMYISSTEAIKQGVLHGLGIS
VLSRFVVAQELADGRLKEVPMTLRPFRRGIRAINLRDKLLTPAASEFIKRLVESGGRAEALPWAAEGAPGRPSHPPSGSA
HSKA
>NDK33870.1 DASS family sodium-coupled anion symporter [Rhodovulum sulfidophilum]SE1
MRRPPVPVPVPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLTLYLMPNPAGLEPEGQKALAVFCGALTLWV
AGTIPIYLTSMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVL
INFVIVFFIPSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEI
GYMDWLLAGMPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIW
FDGFSVSIYVTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIETMSTAAVY
VVVIFLSMFSHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKY
GIVTCLIGGTVISVSVFTWFKLLGYGL
>NDK33871.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]SE1
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHADAPSDDRLRELD
MGEWTGLRKDVLIAEKAELYNAWRAGRYTPAGGETWDGFVSRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVTPGHLTILDFEDVRDTAPPRLEAYNLGEFAPDMDVAD
>NDK33872.1 TrkA family potassium uptake protein [Rhodovulum sulfidophilum]SE1
MLGYAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAMREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>NDK33873.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]SE1
MAPFAALRSGRFLPPPLALMLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGAG
LWASLFHAVSAFNNAGFALYPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVW
STASFAALEWHNPATLGQFDRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFI
MLLLATYSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGD
LDTGGRAVLMLVMFLGRVGPLTLGFLLAVRHPRRVSYPAGTVYLG
>NDK33874.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]SE1
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNREVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSGITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELATGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAADGAAKVEDVVREARSNAEQSGLVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATG
AQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAAAVSPRPRTETAIPAAAPPPP
TAEFEPPKRAVNDAGWQDF
>NDK33875.1 DUF2029 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSPYDIDNFTACWADSLSQDYMAPFVFPPGIFLLSFPMGLLPEGGARLYWSAIGAATVPLLALALWQVARVTAVHGPARL
LRACWVTLGVSIGGTAGALYVGQPSVLVALGICLVHLGLRDSRATVFLTGAVLCSLKPHLSLIWVVAALLMPPARLARAK
GLLAGLVLLAAAALTLVDPQVFSDYLHALEVHAESAASKLARAELLYGLPGLLDWGRSHPRGIAILAVALVTSAAAGRAL
ARRRPAQCDWSIPMLAGACLAGAFVSAHKGYDFAVYALVPALAARLPRTVQALLLVPALLIWRPALLDLLPVVPGTANHI
VLLDVVLACSAGFLLLYGLGQRPRSQQSRMAAPVVPRI
>NDK33876.1 tRNA pseudouridine(38-40) synthase TruA [Rhodovulum sulfidophilum]SE1
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKVWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGQVWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>NDK33877.1 YcjX family protein [Rhodovulum sulfidophilum]SE1
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAPFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQVMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>NDK33878.1 TIGR01620 family protein [Rhodovulum sulfidophilum]SE1
MTRRPVVFDLEDEEKVSARPARNSAPRPDPFSDPQEDEPPRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIAANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>NDK33879.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]SE1
MAGPATGRAIRGEPAMTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLAL
GVAWAAPDRYLGECSGYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLKGPAG
PVLFGGSLGFDIDSLAGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPA
PVPLPATGLMLAAALGGLAALRRRNG
>NDK33880.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNSTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAEGVLGSARLTPGMWTRVGDVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGARPDDPDFLLKDPAVNARITAAFEAEGADAWYAAGAKARFLGS
DYDAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGPTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDETLAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>NDK33881.1 hypothetical protein GXP64_03140 [Rhodovulum sulfidophilum]SE1
MNISMTSSALTGLGAARQSPPPPSPPSEVAETTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDATSALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>NDK33882.1 tyrosine recombinase XerC [Rhodovulum sulfidophilum]SE1
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLGFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFEKAPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>NDK33883.1 DUF484 family protein [Rhodovulum sulfidophilum]SE1
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLEDDLAATLRVDCVRLVLETDGDRAEAARATPGDAVRMMSAGFARSYAGNGTNRPPRR
VVLRRTAPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>NDK33884.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]SE1
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATKAPAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKALSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>NDK33885.1 primosomal protein N' [Rhodovulum sulfidophilum]SE1
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRIYRRGEGQPERMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEVRFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGVSRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRPIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>NDK33886.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]SE1
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>NDK33887.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>NDK33888.1 50S ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]SE1
MPTYSALTTLTAKEAAEALAEAIEERLDPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVTANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
AGLAPGGVAILSGLLNEQAEDVAAAYTACDLELKDSEQIGDWTTLCMQKPAA
>NDK33889.1 hypothetical protein GXP64_03180 [Rhodovulum sulfidophilum]SE1
MGMRIHITGASGLGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDP
LVSWFSHVVFLTLPPARRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRIKHELWLEEMPCPVIR
LDASAPPAALVETAIAALDQTVGAA
>NDK33890.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]SE1
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>NDK33891.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]SE1
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGDFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKIVYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGSGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFIEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTADRPATPNAPLPAD
>NDK33892.1 NAD+ synthase [Rhodovulum sulfidophilum]SE1
MADDRFRLTLAQYDPTVGALDDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEDGRHHNAYFVLHRGRVLARVFKHHLPNDEVFDEKRVFDSGPIVGPVRVGPLRIGMPVCEDAWYDDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGARAGLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRANQKDEDSLPPYP
VLDRILEGLVDDARSVEDLVAEGLDRDMVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>NDK33893.1 NAD(P)H:quinone oxidoreductase type IV [Rhodovulum sulfidophilum]SE1
MTRPKLAVIFYSTYGTNHQIAEAAAAAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDEAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>NDK33894.1 1-phosphofructokinase family hexose kinase [Rhodovulum sulfidophilum]SE1
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAEVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLSRALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>NDK33895.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SE1
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFTLGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFLEDGDEAVPGVTAVAAFGHTPGHMAYRLESDGNALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>NDK33896.1 metallopeptidase family protein [Rhodovulum sulfidophilum]SE1
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLGELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>NDK33897.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]SE1
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAGLELSEDEKAALRAERPGHWRFLLDRERIEWPDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>NDK33898.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]SE1
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAKPAPGVTLDGLVAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLHSTHGKGAPGAPPSSICGTAPARQPRHCAHRQPIVSAAPPRHPILFGGRCPLLR
AHPSAVACSRSPSFSILNRNSLQMGNP
>NDK33899.1 glycine cleavage system aminomethyltransferase GcvT [Rhodovulum sulfidophilum]SE1
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLLGLKLGRQRYAMFTNEAGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTDRALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>NDK33900.1 glycine cleavage system protein GcvH [Rhodovulum sulfidophilum]SE1
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>NDK33901.1 aminomethyl-transferring glycine dehydrogenase [Rhodovulum sulfidophilum]SE1
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRESDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEEVADAAE
>NDK33902.1 DUF2254 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRAEDLVEDAFAAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>NDK33903.1 DNA helicase UvrD [Rhodovulum sulfidophilum]SE1
MAEREVWGFKIRTSPSGKRIWPSELKREATRRLREDGMSPGDVAAELDDLDQLVHLMCQYLRGRGGPDPSKADLGDAIRL
ERALAKWNQRIAAGRAPHANSVIQPVAAVLYASQQVVMLGDPDKDWIAIRAKLADGACPRLRAIANDARNVRLLERGNML
LNTMEQNWRERGRYADALDITRLAFVQDHFATTQRPETGIVVMNMHKAKGKQFDEVIIFEGWPVRVGKEVKANPDRIVRE
NKGDGDLYQARQNFRVSVTRAKSRTTIMTPHDDVCILLKSG
>NDK33904.1 amidase [Rhodovulum sulfidophilum]SE1
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPSADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPGFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTPVIGGRTPWAAADFARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRRVLAPLLPFLGASEESTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVAENVREGRRYSATDVAQALVSQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPMQSYYHWLALAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHNDLGLLAIAAELEAVIAGLPDLAPCRPD
IATLSAAPPLRTAPGFLDAP
>NDK33905.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]SE1
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAIACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVIEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMEGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDHDGNMVAHTQTLLSLFGARVISPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQLASFLTDFGMDLEAAFVQPRIDVSGTDRIVADDRIPDRICDALKAVAPVTV
TRKSILPYPFACPSGVLQEGSKRSGMTEPTSAWGDAVAEQG
>NDK33906.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]SE1
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSVRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSARELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIT
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>NDK33907.1 amidohydrolase [Rhodovulum sulfidophilum]SE1
MTVLPRIQDFAAELTAIFQDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGAAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVEARLAPTG
>NDK33908.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPGSAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>NDK33909.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>NDK33910.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>NDK33911.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MLTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>NDK33912.1 M81 family metallopeptidase [Rhodovulum sulfidophilum]SE1
MRVALAGFLHETNTFAPSPADLAAFRQGGGYIAMSRGAEMAEAARGVNLGISGALAVAEDLGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGALDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISAPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAAAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMVDPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>NDK33913.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MASILRAEPAQMTDFQAAEEDKLFLRAVGRTMRVLSAFHHASGPLSLSEIAARAELDRSAVQRMVHTLVRLGYMRRSLDD
RGYLPGVRLLDHTLDLLRLDPVVQKATPVLLELRKTVRERVDFSLYDETRLVYALRMQSKRETFYATLVGHSVPTFCTAG
GRAVLSALSDDAAREVVMRSQLHKFTSKTVNDPEGILALIAQARSDGYAVVVDEFVQGEVAIGVAVAGHDGVPLGAIHVA
GSLSEWTRDAFVRHAAPVAAEAARAINGSL
>NDK33914.1 hypothetical protein GXP64_03330 [Rhodovulum sulfidophilum]SE1
MSFPKKGKFFPKENGYGGSGQSDPEKGFAAEIAAALRKSHGNSRAGAKIVASWTGANEKTVKNWFAGRYGPSGAHLVSLA
RHSDEVLETFLAAAGRQDLMVAVKLAAAEDAIEELLVAVRSLSTREQ
>NDK33915.1 recombinase family protein [Rhodovulum sulfidophilum]SE1
MSAVAYVRMSTDHQRYSTENQLDVIRKYAETRGLTILRSFEDSGRSGLRLDGREALQSLMAEVQSGQADFKAILVYDVSR
WGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVFAGQCRLVELGYRQGGAAG
YGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMLVNEGRPEREIAEVLNGEGHRTDLDRPWTR
ATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWIRAEGAFPAIVDKALFLRAREIVDARSRHFSDEELLDALRAIL
KRQGMLSGLIIDEADDLPSSSAYRSRFGSLLRAYRLIGYEPDRDYSYIEINRALRQAHPQVVAEIIAGVTRHGGRAVQDP
ETDLLRVNDEFTVSIVLARCAATAAGSLRWRIRLDTGLMPDITIAVRMDEVNEAPRDYYVLPCIDMTFGKLKFAEQNGLA
LDSYRFDTLDFFYALASRARITEVA
>NDK33916.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]SE1
MPDDMEPVSQRQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEYDLVCGQGRLEAFIELKQ
DNIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRERGYNDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKTDAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLMFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVTSGPSS
>NDK33917.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]SE1
MKRAADKRPASVDHGFEDDCVTLPIDLILPLRALGKSAKASRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIKRGVPEEKIAAALDLGTRSIQKKIKLLDGISEEAI
AILKDKPATGAVFDALRKMKTMRQIEAAELLVNANNYSVAYVKAILAGTPQAQLVEASKPKKVKGITPEAMARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYISKLLGNARVVRYLMQTRPEFLSEFQTIAEMASVAPAEAE
>NDK33918.1 ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTAAELDRLTVHGKLPLAVGITITRESDAPMLAPIKAGSLLVVGEPGAGKTGALVHAARSLIAEGALVVFLSVDRFPGVA
IAADLNSELRLGHDLVEILSASPGSQPRFLIIDALYAARGGLSEGVFATLIEQAMAELGGDWTVVASIRTFDLRNGRRYR
AAFAGPSANAEFAEPTLGTIRHFNIPRLTDRDVAAAGTASAEVAALLASATEALAELLRNVFNLSLAAELLADCADPAGF
AGIATQSGLIDTYEDRRMLTTGMTQAAAEAVTAMAGSRRLAVRKVDIRHMDVDRVIQAGVLATAGDLVNFSHHVLFDHVA
GRFYIA
>NDK33919.1 ATP-binding protein, partial [Rhodovulum sulfidophilum]SE1
MAATPDDATLASLLNRLSRFVAMEIEAARSVTPERAIAWATLSERLTRANRLPLIDPARVLMQALFQHGDLTEAALLDIF
GRAARAMLGFAWSHSPPLQATSVSAIRFVEKSFAADATASRALLDRILRDPLFSQYADREAPWLSEQILPITAADPAFAV
EVYRCIYGQMITDTATSALGGARSRVMPLSSGRRQDYEDSRWHLGQSLGRVLEISPEHGTRAVIDAVIGRAATKGYG
>NDK33920.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MQIRLSSRAALMASALVAPVCIAPRAVLAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEV
IADTPNVLIPGSTSAPIIRGVDTDGPLIGGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQG
ANAIAGAVVVTTKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTNPDFTEPDFDYDFAS
LNGRLKLLWEPADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNASKYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQY
SEADYDFTFALPYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALF
GEATWRFASDWALTGGLRLQQDRIEIEGKTSYVVGERLDYDETFTEILPALTLSHDLNSDWTLGTTVSKGYLPGGSGTNF
HGKEYYEFDPETALNSEIFLRGSALDGVLDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADY
QASSTLRLSGDIGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVD
GYALANMRLSYRPRDGVEYFAYVNNVFDNRAELSVSTNDAAEIAQPRELGLGLRVTF
>NDK33921.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLRHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALNGDDG
>NDK33922.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTTQPNGPAGPSTPPITRLLAPIRTQLRLAAALAGTGQILTLVPLAGIALIGRQALGLPEAATTVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSEAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHATAA
ADRIDAVLNTPTLPVPAPGEGATPDGNRLCFEAVSYAYEDGTETLSGIELTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGADLRDIAPAELYRRVGFVLQDVQLIHASLHDNIALGRPDATHEEVSAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLDPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETIVGADRIVVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>NDK33923.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MMRMFLKLLGDDVKIFRRYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLTGALACLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLISL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALQDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENILMGRPDADAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAENRALVTETLVRLRGKRTLIVIAHQLSTIRMADRIAVLEAGRIVEQGPPEALAQRGGPY
ARLLRLREAAQAWRMDSPE
>NDK33924.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]SE1
MPLSPATPSLARRAALPAAFTALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQIL
RNRFAEPATTGGMEAAKLGILVALTLFPASAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALA
EFYAFSRNMLQSMQGWMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSAT
VAATVITAGAVPFVGLVVPNLVTLWRGDNLRQTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLIL
RRPA
>NDK33925.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]SE1
MRHGLVLAALAALALLYLGWGTSFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISSNRLAISAVAVLAAGLIALHRAAIWDVMALGRDQALSLGLDHPREVRLCLALIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVATLLIAELMVQHLFRFGTTIGILINLICGGYFLFLILRRAGRPA
>NDK33926.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MITVTDLSKTYGDKPVLSGVTAGIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGEIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLTCSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>NDK33927.1 siderophore ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MIMPIPSLASRLGLPSALAALIFGAAAPAAADTAASAPFASMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAG
IPKDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKD
HFLTLGKIFGKEEAAREGVAALDRQAARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELH
GRPVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTPAWANDRVIFVDPEAWYVTAAGPTSLSIIIDELRE
GYRRR
>NDK33928.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]SE1
MQNFFESPFRGVTLDTQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGSEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFGDDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHEHWKTHIRSR
>NDK33929.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MPLVLLIVFAAFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIVPILMALRVPLPTLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>NDK33930.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MHNLRSVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRVLLDDPLFHRRRREMEPTLRALELSEPLAESLAQ
IRTVLAPEGFDPTGRHVFRLAMSDFGAALVLPGLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LSGRRSALRSATATASCAGVSVV
>NDK33931.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MISRQTSGSEILTDSETCVTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAG
AFDFDAGCFGITPREAEQMDPQQRLLIEVTARAFDHAGIDPAAVEADRVGVFVGAASLDHSTTMLQDPQMAGPQYMLGNT
GSIMANRISHQWNLQGPSYIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFA
KGADGYVRSEGAVAFVLERLDSARAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAH
GTGTAVGDPREADAIGRVYGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNL
DVARSARALPAADRPWLAAVNSFGFGGANAHAVIRQPRPDENVPVAASGELPPALLLSAANETTLADLARSWLTLAETAP
ADLGGRIATANWRRARHRHRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIE
RDPTFRTAFNDIADAFAGEGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAI
AAGRIAREDGIRIIAQRSRAFEPLRGKGGMAAFAGSRSQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARA
HRIAGRILPIPYPYHSAAVETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAED
GIRVFVEISPRTVLRSYLRDTLAELDCETRVLESLDSARAEARDAGTIARAALAAGGAADRARILGPEQPVADGLPDYPF
DRQTYRLDSPVATDIFHRRPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEE
IELRDVEFLRPLELPEKGVVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATAARPAPVTAPEAMGEAEPLYAGLRA
AGLDYGPDFARVTVLDRDGTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIV
CARLTAAGGWEESLAFDTVLADATGTALLSFEGMRLRPLPAGTAPPHDFWDERLVPLTGDGAATALRAAKALCGTTGTAS
DADVLRAALGSRLAWDLLAEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPEVAPGASAELK
SALAAAAGEDRPADPLPQAARTLDTLLDSAAPLGRIALAGLPDLGLVASALRAAGHVTVLAEDKDALDRLRARLDTGLPL
RFLALTEAGAADTVDLVLGCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGL
DTASAPASGSEALRLIRATRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEEDDPLAAARIFRALPDTD
GTLWIAVAETGRWEELTGWRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAAAPRVVPVRPLSAETG
PRRLVADRRGVALDGLVWQTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQ
AGLKPGDRVIAMAPHAMASRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAAL
QVARRLGARVFATAGSPAKRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVEL
GKRDLYENNTIALHAMRNNIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHV
GKIVLRAPQEHGAARPAAAPIRGGWLVVGGTRGFGLETARWLAAQGAEHLWLMSKSGTVAPGTLDGLGTAAEALACDVAD
AAALDAALTRIRAAEVPLRGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQVLDRLTRTDALDHFWVFSSIAARFGNP
AQAPYVAANRGLEGLARARREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALDRLGRALAAGACGPTLT
VAPMDWSRMAGTLPVLETPLFDLIDIRTSASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLE
LMGFDSLMAINLRMAVEERLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIR
TLSQGRTGGR
>NDK33932.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHALEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAAIEILRHSAPGFVYSVGLSVPNTAA
ALTALEILEADPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADHSEDVIDAAVASAAARIREVGGARF
>NDK33933.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETSALSSCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPAVQSERVIAVNLTATIHAVQALLPAMCARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>NDK33934.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]SE1
MLCDGRKYHVNAVSVAKVAGGITPWVVEQGYLRPGLISVEAWGTGGRSAIPAAFAATTDTRPELPVPVPAPGSFLRYAAF
DVAYHLANVLFGPVFYPRYRHYALDSPWAEWRGWVGKGLRARSRARQTEAALARIAAHAGPVFLVPLQLDTDFQLRDHGT
GRSQAEELAAVIASFAAHAPAGALLAIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFTGGRVEALYPKLAGIVTINST
VGLSALLAGVPVKVLGRAIYDLPGLTDPDGLDAFWAAPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIA
GERPQ
>NDK33935.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]SE1
MFLMLQGHPSGFWRDLAAGLETDGHRVVKVNFGLADRIFWGSRPAIDFQGGLKRWRRFVFRLIEREGVTDILYYADRLPY
HAIALEEGRRLRRRCWAIEFGYLRPDWLTLEPEGMGALSTFPRTRPEIEAMAEGVEAPDMRNLYPFGFGVEAFNEVSFAL
LQSFGRPFYPLHVSDRPNWPAIEYLSWLPELLRERRRKRAAGALIERLKARATPFNLIAMQLEVDYQIRASSDYPDLLTF
LDETMASFAAHAPADRHLVVKVHPLDSGLGRWFSRVPRLARRHGLAKRVHVIRGGDLGALIKGSQGVVLVNSTVGIHALR
MGIPVCAMGQAVYDLPGLTHHRGIDRFWTAPEPVDSDYFHSFERALSTIQVKGSFYNADGRAAAIEEIRRRFIL
>NDK33936.1 PAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MSRPVQGSPGEAADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLIARQVARLRRARAGIGRDGAV
RVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQVDPVAPSRIGTACSAAGTGPLSPPRAVLPRAAALAGFAEWSLDP
DCGRLRVADGMLAMLGHAPDRGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRFRHCDGRYLWVEASARRVE
PGPGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIIRIAAEGAGFGHWTFDPVIETYWLDEVFFRTLGY
PPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGGSERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPLVCGISRDI
TPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYPPGRRFTAA
EFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTALKANETRL
AEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHEEDSVEAVA
LMRDLLERRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAARLAGERLNT
LADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTPFEMRLRVC
RPEGGFRSVLVASLPFSREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRRQADGSIDF
PYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLTLWSQRFRIRHPERGLIWLSGASAPRRQEDGT
ILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDCVLIRIDLD
HFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLTYEGRLCRF
GASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIALELHEALERDEFEPFFQPQIAAED
GRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRMHDPDVVSL
ARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIVRPVACDMR
SRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKRRA
>NDK33937.1 EAL domain-containing protein [Rhodovulum sulfidophilum]SE1
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLEYLAALDRVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALAEIFDLSPADC
APGVYQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEEIDRAIAEAGAECPAAVLFIDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVIEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGATLQGGRGVA
>NDK33938.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MPNILPPAPIPLRPALAACCLLILLIGAMLAPGRAEAHPTGAPSANMQGVMSGPDQLRIASFFPVDMPVLGGAALDLAER
VERMSGGTLRLSIASPSAAAPALDIMVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMTSVDDLAGLRMRFFGLGAKVMQRFGVEVVLLGPEQMFEAVETGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVGLPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFENAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>NDK33939.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]SE1
MHEAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMTVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>NDK33940.1 entericidin A/B family lipoprotein [Rhodovulum sulfidophilum]SE1
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>NDK33941.1 histidine kinase [Rhodovulum sulfidophilum]SE1
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPAAENGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>NDK33942.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]SE1
MASDPREDLVTHLPAMRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDP
DGALAAHLSEKPHHDGRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLN
DADDIAMTDPVTLAGLSSKRPA
>NDK33943.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]SE1
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>NDK33944.1 response regulator [Rhodovulum sulfidophilum]SE1
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAI
DISAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPE
PAFLISKPYTEDQVRSAVSQAMFFSSTETLGA
>NDK33945.1 DUF1328 domain-containing protein [Rhodovulum sulfidophilum]SE1
MLYWALVFLVVALIAAAFGFGGIASASAGIAQILFFVFLVLFVVALVARALRGRMP
>NDK33946.1 DUF883 domain-containing protein [Rhodovulum sulfidophilum]SE1
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>NDK33947.1 hypothetical protein GXP64_03505 [Rhodovulum sulfidophilum]SE1
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARRPGSSDRARD
>NDK33948.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]SE1
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLVVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>NDK33949.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]SE1
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPV
DE
>NDK33950.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]SE1
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>NDK33951.1 Hsp20 family protein [Rhodovulum sulfidophilum]SE1
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>NDK33952.1 DUF1150 family protein [Rhodovulum sulfidophilum]SE1
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>NDK33953.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRPLGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHLLAHSMGGAIALRALSEGLDVASAAFSAPMWGIRLGPVA
APLVWALSGIGRGAARVPGTGVKPYVLATDFEANDLTGDRAMYEKLRRQVAVHPDLGIAGPTVTWLREALSEAARLARLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAVHFRAHGG
>NDK33954.1 SCP2 sterol-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>NDK33955.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MLEELQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDAIEAEDYGAAIGHLTALVDHAPDFAEGYNSRALAYYRSG
LYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAAHAIHPHDPDLEDAVRRLEIVTSGRTL
>NDK33956.1 disulfide oxidoreductase [Rhodovulum sulfidophilum]SE1
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKTQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPLPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISGAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVTGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
QPAETAAESAAETAVDMTAGSAAQNAEESAPGTASETAAPETPADPPVAEAPPEAPEAQPAETKADTAADTPAEPQADTP
AVTEAEKEAPDAASTEVETEVFYTFTWAPRRRPGGRPRGDRPQQAGEGARGRGGKPGGGSKGKHGGKPGGKGGGKGGPRH
DGPKTFEARPPRKEKPIDPDNPFAAALMGLKTKK
>NDK33957.1 RNA-binding S4 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>NDK33958.1 ferredoxin family protein [Rhodovulum sulfidophilum]SE1
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>NDK33959.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>NDK33960.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]SE1
MERKASSTRSTACAGLKKAGHAFLMDTETDPRSCPFGSPQKDAAAIIGIGASAGGSAALETFFENCPAESGTAFVVIQDI
PTKHESLTADLLAQRTRMSVEMIETDTRIRPDHVYLNPPGTAMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEECGDRASG
ILLSGTGSDGTRDRGRPA
>NDK33961.1 EAL domain-containing protein [Rhodovulum sulfidophilum]SE1
MLALAESLQLSTVAEGIETEEQLAWLVENGCEFGQGFLVSPGLEIAAFEALIGA
>NDK33962.1 hypothetical protein GXP64_03580 [Rhodovulum sulfidophilum]SE1
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>NDK33963.1 heme anaerobic degradation radical SAM methyltransferase ChuW/HutW [Rhodovulum sulfidophilum]SE1
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGRVSAVPAEDVPALWDRLCETPRRGPTVAYVHLPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLIAADCGAVVIDLIYGLPGQDRATFREDL
RMAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPAAVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTVEAGALPLTLAGRFWQVAMTARLIAWTDQTVREDTSAKENAG
>NDK33964.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]SE1
MTAELTVIPPSTEPTPTARPLAGRHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELIEQGIGMHLFDTAASGRR
AALAEMLEGVTDLLISIPPGEGGCPALSALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAE
RDWAALAAERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAAGAILAAMSAPAGLRRLNLTDDL
PAPAHALLDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTA
AE
>NDK33965.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]SE1
MSRVEYSFRTGATPVHDARALTDGEVTTQILLDGVAYTLRITRAGKLILTK
>NDK33966.1 hypothetical protein GXP64_03600 [Rhodovulum sulfidophilum]SE1
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFAQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGLALLGLVRAHPANAPVSPVLH
>NDK33967.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]SE1
MLYPSTLAADPFALMRQMGRDLDRALGPRLGAGTAAFPAVNVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAICHRRDRAYGRFSRAIRLPFPARDDQIEARFINGVLRVVVARPEEDKPRRIEIKAV
>NDK33968.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]SE1
MTTQMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPERLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>NDK33969.1 Hsp20/alpha crystallin family protein [Rhodovulum sulfidophilum]SE1
MQIRDLIPWARKEHSPEPKTRTGEDNPIATLQRDMNRVFEGFWNRLGALDWPLGGDAKSDVVETANAIEVSIELPGMEMK
DIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRRIE
VQGA
>NDK33970.1 acetate kinase [Rhodovulum sulfidophilum]SE1
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGRSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPDHLL
TTPRGVSSRGYEQARPI
>NDK33971.1 permease [Rhodovulum sulfidophilum]SE1
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>NDK33972.1 DJ-1/PfpI family protein [Rhodovulum sulfidophilum]SE1
MFGSSKYKVLMIVGDYSEDYEVMVPFQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDKVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>NDK33973.1 glycyl radical protein [Rhodovulum sulfidophilum]SE1
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDNDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
EPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>NDK33974.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]SE1
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYANGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>NDK33975.1 propanediol utilization microcompartment protein PduA [Rhodovulum sulfidophilum]SE1
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>NDK33976.1 propanediol utilization microcompartment protein PduB [Rhodovulum sulfidophilum]SE1
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>NDK33977.1 BMC domain-containing protein [Rhodovulum sulfidophilum]SE1
MTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAVAAERVNRVVSTQVIAR
PARDVSLLVDSPATVGALPPTDPDPDPDGGLAAASGPATEAGPSPVEAAQPASAEVDTAEAETRAETDAAAASDATGTLA
SDDTPNTPAETPTEAAPAAGAETAPETGPETQPQTDTPAETETPAETGSEAAAEAAPSETAADASDETAAAGAGTSNAAR
RNRRRSTPARKPGRSGK
>NDK33978.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]SE1
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDLVRILRD
>NDK33979.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]SE1
MSTDRTLRDFAELIRSGDVLPAERRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>NDK33980.1 hypothetical protein GXP64_03675 [Rhodovulum sulfidophilum]SE1
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRDRKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>NDK33981.1 EutN/CcmL family microcompartment protein [Rhodovulum sulfidophilum]SE1
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>NDK33982.1 heme-binding protein [Rhodovulum sulfidophilum]SE1
MNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVISVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>NDK33983.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]SE1
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSPEGVAVSDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVRTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYATFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>NDK33984.1 BMC domain-containing protein [Rhodovulum sulfidophilum]SE1
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>NDK33985.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]SE1
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>NDK33986.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]SE1
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVPAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIARGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGQWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>NDK33987.1 histidine kinase [Rhodovulum sulfidophilum]SE1
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKMRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLGEVSCPFMVLQPIVENCINYAVEPRERDGLVE
VRAYRDGHDVIVDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>NDK33988.1 response regulator [Rhodovulum sulfidophilum]SE1
MFDIAIIEDEELERRALRSILEKNLDSCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQELLCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>NDK33989.1 acetamidase/formamidase family protein [Rhodovulum sulfidophilum]SE1
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>NDK33990.1 formate/nitrite transporter family protein [Rhodovulum sulfidophilum]SE1
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>NDK33991.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLAFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPVRRHPGGAARMDAVL
DINRAGFATSRVFALAEVAALDESFRRTFRRHRGRLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLSFLMAVRAEVRAHVTATAASDDPARATQARVYFELAREL
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPQEAYAPGVSDEVYARIAARSRA
LAESGATVILGAVFDTAAHRAQIEGRLAGLRIDTIWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>NDK33992.1 pyridoxal kinase [Rhodovulum sulfidophilum]SE1
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELREMTAALRANGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALPDL
EATAGAAAALAPDVLVTSPPLGPETTGVLAVRGAQRELLRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGPEPHP
>NDK33993.1 hypothetical protein GXP64_03740 [Rhodovulum sulfidophilum]SE1
MPTILGDGLDGAAAMIEGRSLPLGDPGRIGCASAARLCDGRIVQAVGDPDLTTG
>NDK33994.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MTRSSFCFGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVTIA
QYGGLGQLATLHIRGLNNGYIATRIDGMDFSDPTGIPPSLQFGTLTPGLASRIEVLKGSQSALYGANAIGGVIDMTSWRP
DRPGLSGRAEVEAGTYGTYSGTLSFGNMTDRGQIALTMSHVETHGFSSQDGNRESDGFDQDLILLSAEFDATEQLTLGFS
ALYSDSKTDYDNDATDTSPVTASTETRKGVRVFAGFDIGTVENELAFAWTQTERGYNAPGWGRSSLTGKRRTLSYLGSAD
LTEAARLSFGADWSEQEADLSSGNFNTESTAVFGELQYALSNAADLSFSLRHDDHSDFDNQTTGRLALAWRLEDDLILRA
VLGTGYLTPSLYQRFDRNYGNPDIKPESSRSAELGLEKRFGRDGFVKATLFHTEIDDLIDSDKDTYVTKQISGTTTSKGI
ELSARHALSQTAHIFGNYTYTDSRGSKGRSTHVPRHDLMLGIDTALGDRANARLTLQRSTDSVDSDGALDDYTLAGAMVS
YALTDSSEAYLRVENLFNDDYQTFRGYNTSGRALYVGLRASF
>NDK33995.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MWACVPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVAGPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVPDRLRQTGRLLGREARAEALARAFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVIADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDSDAATAPD
>NDK33996.1 cobyric acid synthase [Rhodovulum sulfidophilum]SE1
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLAAGRDLIIVEGAGSPAEVNLRPGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGNFHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDVDLTAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVSGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GDLSQH
>NDK33997.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]SE1
MPDLGHVDMAGLLHDPRLGTRALVSSFGTESAVLLHYVTRILPRIEVLFIDTGRHFDETLAYRDRLVRLLDLNLVEVRPD
PAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQGATRAALPAIERDGAHLKVNPLAFWSRADLEA
YFAAHELPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTECGIHLGPDGRFVRRRPV
>NDK33998.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]SE1
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIADVTGLAPEAAALAAQRLYSEPGIWSGSETEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>NDK33999.1 glycosyl transferase [Rhodovulum sulfidophilum]SE1
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLAMKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>NDK34000.1 sugar phosphorylase [Rhodovulum sulfidophilum]SE1
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESIQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>NDK34001.1 glycerate kinase [Rhodovulum sulfidophilum]SE1
MTLQAPAPPSAPLAASPAEPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGIEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPSDIASGPTVGHRGDAARALAALALWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAAAHADLARARQAAMAPGDSP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPSTLTEAERLGSDPARALS
TNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>NDK34002.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>NDK34003.1 thiol reductant ABC exporter subunit CydD [Rhodovulum sulfidophilum]SE1
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>NDK34004.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEPGLPAAAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>NDK34005.1 cytochrome bd-I ubiquinol oxidase subunit CydA [Rhodovulum sulfidophilum]SE1
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKVPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>NDK34006.1 cytochrome d ubiquinol oxidase subunit II [Rhodovulum sulfidophilum]SE1
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGVEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>NDK34007.1 cytochrome bd-I oxidase subunit CydX [Rhodovulum sulfidophilum]SE1
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>NDK34008.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SE1
MSTTAETDPGPQDSRLAHFPVTFFATVMGMMGLTLAWHAGEQALGPRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPGLARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGLDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYAETSGSAFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>NDK34009.1 hypothetical protein GXP64_03820 [Rhodovulum sulfidophilum]SE1
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>NDK34010.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHRTEPEAADA
>NDK34011.1 transcriptional repressor [Rhodovulum sulfidophilum]SE1
MRIDAERVFSAHDHAACRQATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACREA
RA
>NDK34012.1 zinc ABC transporter solute-binding protein [Rhodovulum sulfidophilum]SE1
MFFPVFLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPELTPW
LDRALNGLGPDAQAVALIEAPGTYRRSYDGEAHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHHHHDGIDPHAWL
DPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAEHFDLTVAGSIA
MGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPALLTGLARTIAA
CVTGTEG
>NDK34013.1 ornithine cyclodeaminase family protein [Rhodovulum sulfidophilum]SE1
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQIRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDLGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTKGKQEIDPAIFARARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGSVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>NDK34014.1 DSD1 family PLP-dependent enzyme [Rhodovulum sulfidophilum]SE1
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIAKAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKAEKAICDAGLKAQSVDSGLPVVFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRDGKVECLWPVSARGKAY
>NDK34015.1 pyridoxal-phosphate dependent enzyme [Rhodovulum sulfidophilum]SE1
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECEPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDACRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>NDK34016.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]SE1
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKEGVACILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
AGHPALLMVDGVSSIGSIDFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRFGSGVAAAQEHYRNSRTAPVQAAA
>NDK34017.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTQPRPRGRPRAFHDKTDQNTVRALDRAMRLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILETQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>NDK34018.1 5-oxoprolinase [Rhodovulum sulfidophilum]SE1
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPQGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGEVLVPLDEDAARAALTAAHARGIR
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVKTAEAAGFERLIGFDMGGTSTDVSHYAGSYERSFETELAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPQAIRRLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAVAETGAAPAAMAPEARAEINDRVAVHLGGETVEVPLYARATLG
PGTRIEGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAETVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGQFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGAEIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDRFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGLVGENWVEQADGRRERRCGNDEIALEAGALFEIRTPSGGGWGRP
>NDK34019.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLDALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>NDK34020.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEMPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGEPPGRDGAELRRGLAEAGP
>NDK34021.1 aldo/keto reductase [Rhodovulum sulfidophilum]SE1
MRYRRLGPSGLFVSELCLGTMTFGGSGGMWGQIGQLGQAEVDGLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLFQIHGFDPATPVLETLEALDTLVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDKDRAHDAIEAMRGMAQARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>NDK34022.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]SE1
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEAARLVPAFPLRPEPLRATAGRAITQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPDD
>NDK34023.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALRLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>NDK34024.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]SE1
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTAAGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>NDK34025.1 transporter [Rhodovulum sulfidophilum]SE1
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLVPAGLSYYLLMLWLPSARRFRDD
>NDK34026.1 transposase [Rhodovulum sulfidophilum]SE1
MPGARPASLHASCKPPRGREDEERLTADIIELARKHGRYGDRRIAVLLRRAGWQVNHKWVARIWRREGFKVA
>NDK34027.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]SE1
MSTTSSLDPFNALVEALDLPPVKDGPLNGTRFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADEFTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAESFPLLEAVARVLLNSQTTPVTAPRRLLVLSDAVELALPAVQQQLRAALDEIARRTGLVAEPIRF
AELVGEDVALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQHFDRIAALESLARSERLFQQINAALPP
GTIICFPTTPTVAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEGCPVGMSFAAGHYQDESLLAALSEM
LGPQGS
>NDK34028.1 endopeptidase La [Rhodovulum sulfidophilum]SE1
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>NDK34029.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]SE1
MTTFGFTLHATDGAARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESARALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQSGFHAARAEGDIEPL
>NDK34030.1 30S ribosomal protein S6--L-glutamate ligase [Rhodovulum sulfidophilum]SE1
MTEHTDPAPPGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>NDK34031.1 peptidoglycan -binding protein [Rhodovulum sulfidophilum]SE1
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVTERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRARNTEAEVARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEDTLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIGDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>NDK34032.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]SE1
MDKTPREAEPQFSRPRRQVVLMTSSCLFFATGAYLAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGESEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>NDK34033.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]SE1
MQDGLWVFGYGSLLWKPGFEVAEQRLARLDGWRRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARAQGGMGPNDEYLFNTVAHLAELG
LFDPDLDWLADRVRALKSD
>NDK34034.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGTLAFRPGLAFELASARLSVGAFGLVSDRGWRASMDGAEIAM
DAVADRPGAQHLRLSASGIRPPAGLVATLDPAGLLPPVFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGSLTLRASNWREMIAIARSSGQLPAALADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>NDK34035.1 extensin family protein [Rhodovulum sulfidophilum]SE1
MRRAGLVLALVLVAGTGSAASFDSFPRPKPRPALAWGAVPAEAVAVRPEARPATVLSRVMNGPRRARSEAAAGRGLDRSL
RPVPRPSELLAKLAAAGLGRQPSAVSTPRRGVVCGDPAIAGEMIAPIVSRIAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPARGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>NDK34036.1 prephenate/arogenate dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MKSPLYDRVALIGLGLIAGSMALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMG
AVAAEIAPHLAPGATLTDVGSVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAAT
ARLKRFWEGMGANVEEMDPDHHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDV
FLTNKEATLEILGRFTEELFALQRAIRTGQGDELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGAKART
>NDK34037.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]SE1
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVEEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVTRCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>NDK34038.1 TIGR00645 family protein [Rhodovulum sulfidophilum]SE1
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKKH
>NDK34039.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]SE1
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>NDK34040.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]SE1
MADVHVTEPIHPDALALLASAGLSVSCGWKDADPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFAGFEQLAPLELSGLRMLILGFGPIGQRVGQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTRGLIGAAELAALPEGAILLNTGRGGIVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>NDK34041.1 ligase-associated DNA damage response exonuclease [Rhodovulum sulfidophilum]SE1
MSVLTVTGHGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGETRRIGAAK
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCDSFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGDGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTVPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTGPFRRWLAEQGYDA
GIVATAWEGETTEGDAE
>NDK34042.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]SE1
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPSRDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGAQRFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPEALGAPGDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAEAPAVFLAYDLLED
GGTDIRPRPLAERRARLERIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDGDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRHDKPAAEADRLDTLKALLGAAGGETTPGA
>NDK34043.1 M3 family oligoendopeptidase [Rhodovulum sulfidophilum]SE1
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDASVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>NDK34044.1 DUF4389 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>NDK34045.1 host attachment protein [Rhodovulum sulfidophilum]SE1
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>NDK34046.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>NDK34047.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTGAATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGLMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALTQPLFALRDGVGEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPSSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>NDK34048.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPKGYIIAHITVTDPEAYRDYVDRDTPILESFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>NDK34049.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]SE1
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEGVAKLRAM
NEAGNITWDLLDAEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPASEDFGDSVVNDCFVPQIVMSTTFGYRTDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQILDYDGWVIPADLPEDRLNRVKHFLHFATDTQRLADQAKYISYGPARA
SSQPLVSTHAELGIEMAPFMPTNPANQKTYLVNNIEWWADNQDDVDAKFQAWLAR
>NDK34050.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>NDK34051.1 benzoate/H(+) symporter BenE family transporter [Rhodovulum sulfidophilum]SE1
MGSGLKLSHLVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCLFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARARRPAAARP
>NDK34052.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLARGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>NDK34053.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MREEDGTPPGIGSEVDMAPQSGAAHSGAVPSRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFQASRNTV
REAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARLARADIAEMREI
NDGLRRAGSSDEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVQATATHADHLGILDALGARDRLAY
QYRMRSHLQAGLGNFDP
>NDK34054.1 DUF2339 domain-containing protein [Rhodovulum sulfidophilum]SE1
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTSPEPAPEQAAEALS
PEPAPPVVSPAPEPSTVPMARRGEDGAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQY
GVEQGLLTPPLRVLGALVLGVALIACGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGM
AAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGL
LWLHEPDARGLALAALALGLGAVLIPARSLRPVQDGPMTGQGLAGWAAPAFPTWIAAAGVALASGAGLVLMLDGASPAAA
ALGYALLLLVFAGVTLGLARAPAFEDLALLPGVAALVGLGLHAALDGPLYSAFRAGLDRLPESPAPTTVWWLVAGGAALS
VIAFLRLARQIGTDHRGVWALGAAVLLPAAILVLEFLWAPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETG
LFAASALILIGLALFLVLTKTALTLALSAMMVAAVAMDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAVGRAGTLDVL
LAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRGLGAEGFETHWAQGLTATVWILAAFAQIWRLPHD
PSLLRPLRIIFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGAALLGRPGRPGARWLR
PGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVF
LIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>NDK34055.1 S1 RNA-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMADRAAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLRETAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGSQATLAALIRKHGVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGTEAASRDGATGKGPGRATGVKGAQGNAPGKGTGKGSGQKPGQKSGRKPGQGTERQGPGGGKGGGGSGAETGALGAALL
EAMKRR
>NDK34056.1 hypothetical protein GXP64_04065 [Rhodovulum sulfidophilum]SE1
MSHAAMPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNL
GKLGARLVLTLGEDVERVMSAGCSLLLRPFTERMVLDALTETAPA
>NDK34057.1 CsbD family protein [Rhodovulum sulfidophilum]SE1
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>NDK34058.1 AI-2E family transporter [Rhodovulum sulfidophilum]SE1
MTDPTIRLDPMSRVALLVLAGVAGFTALKLAEDIFAPLCLALVAGIILSPLADTLERRLRLPPMSVAAALPMLGIIAVGA
LAFAVEPLVGRMVDQWPTIRWELRGVVNDFRGFVQNVGQVGDEVQRALGGTGNGNDAEAAAPSVPSLTDALFVAPRVAAQ
ILIFIAALFFFLLTRADIYAWMARHAGQRLGGEALLTRIRTAERLVAHYFMTISLINAGLGIALAIALGVLGMPGAIAWG
AGAALLNFVLYVGPATMVAGLLLGGLIAFDGWTSIFPAVIYLVLNGIESQVVTPTFVGRRIAVNPLAIFVSLVFWLWFWG
PLGGVIAIPVLVIVLAMLDVFDDPIPPADEPPPPCPETGRDRLRS
>NDK34059.1 phospholipase [Rhodovulum sulfidophilum]SE1
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEAREIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
EPDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRQLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGAVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>NDK34060.1 hypothetical protein GXP64_04085 [Rhodovulum sulfidophilum]SE1
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>NDK34061.1 PRC-barrel domain containing protein [Rhodovulum sulfidophilum]SE1
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTQGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGQLLLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHEEDGALKVSTVQTKDTLKSLPEWTG
>NDK34062.1 hypothetical protein GXP64_04095 [Rhodovulum sulfidophilum]SE1
MNIHGNTAFAQRIATYSREADMAGIRSPDFEKEVAETGEMGPRARPHGAAAIADIFARHDMTSISPREIDTMAEQLRDAG
FDDVDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHAGRAGAPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>NDK34063.1 thiamine diphosphokinase [Rhodovulum sulfidophilum]SE1
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVCNHERRCLLIGDDDICFHCPPDLALDLPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPMVVAASG
>NDK34064.1 hypothetical protein GXP64_04105 [Rhodovulum sulfidophilum]SE1
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLSAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPGAPAPSVHPPRIDEPDSVAAKLARIRAAVETARAADAELADAGFEDETDESEPLGATREPSPADG
SQEARKTEITASEEAPAPSSDDRNSRDRAADSETPPHPGAGRAPPSPPRARVLKLRRDDLSAPRPPDEDAEQSAPGPRPA
ETDEAGAAAAAPGRLTDPAPARSRSADLADHELALQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRR
DDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAPLILVTEQRIDRPAPETEAKTQLATDPTGKDKASPEALRLDAPILPM
TEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQADGQEGAPRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFR
RVGRGQFELDEAAAPPQAAGANRTA
>NDK34065.1 DUF2842 domain-containing protein [Rhodovulum sulfidophilum]SE1
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>NDK34066.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]SE1
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>NDK34067.1 hypothetical protein GXP64_04120 [Rhodovulum sulfidophilum]SE1
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLGWSILRRRLSGQADIDDVDE
>NDK34068.1 hypothetical protein GXP64_04125 [Rhodovulum sulfidophilum]SE1
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVIIIALLGY
ILVGNGTLQLELNSFNIWGGAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>NDK34069.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]SE1
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>NDK34070.1 CTP synthase [Rhodovulum sulfidophilum]SE1
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>NDK34071.1 23S rRNA (adenine(2030)-N(6))-methyltransferase RlmJ [Rhodovulum sulfidophilum]SE1
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLPGDHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERTALETAMAPFRAHVMARDGFEAAQALTPPQPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGIDAEAAALGRLFGTVPGHAG
>NDK34072.1 TerB family tellurite resistance protein [Rhodovulum sulfidophilum]SE1
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>NDK34073.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>NDK34074.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENGVISAQTGTIQANHVVDTGATLLEYPTADECVDAVR
NGEAEAVMADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>NDK34075.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>NDK34076.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHLLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>NDK34077.1 glutamine synthetase [Rhodovulum sulfidophilum]SE1
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEEYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>NDK34078.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]SE1
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVIPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFEQGLIEERGPGVVPDDALAEARARLDLPTDSAAMAGRIARFFTERR
>NDK34079.1 glutamine synthetase [Rhodovulum sulfidophilum]SE1
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>NDK34080.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGTATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAECTTRGTREAHAYAEKLRSDYDYD
LLEPLSRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAEREGATIHEATLVERVDAGAVVVTDRGRIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGDSTDFETFAR
IPSRPFPGGGALRAPLLALAMAWYALRDTAGI
>NDK34081.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVIHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLAASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFDSDDEARAFQTAAA
ERGVQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADMLVAAAEVVKGEEAR
AYGT
>NDK34082.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]SE1
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVVTRNAADRLAPAIAAAGIEPEISDPRRFVAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGQGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQAQGR
>NDK34083.1 hypothetical protein GXP64_04205 [Rhodovulum sulfidophilum]SE1
MGNHCRRDFRRIRVARGEGEEKKKTKLQKEQCAAYSAEIDSIKKSFLTGSGIVSVPVLNAADFGYRPVAKENLLAIQNGV
TRMEMKSTGRHPSEKSWQETARGRLLVTDKAIVFEGVEKNERLTWAQVANLEVFLDGFTISKRSGLPRTYQIDRPDATFA
AVVELMLVRTA
>NDK34084.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>NDK34085.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>NDK34086.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]SE1
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQAKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPAELEAFRAATKPAFDKWSEKVGP
KIVEAFQSAIAGSN
>NDK34087.1 ribokinase [Rhodovulum sulfidophilum]SE1
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIQRDAEGRNEIVVAGGANLAASSGSVEDALLERASVLLLQMENDPAEIERLIRRCRPAKAMSILNLAP
ACRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALATGAGILRTLGGEGAELCWQGQEVSIPALPCTVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>NDK34088.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGDYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
EAIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLDRVGLSGEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>NDK34089.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MAAPSETARSVHTDAAASPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGRLGPGS
QSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPAILIAL
IFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMRVAYAI
MLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>NDK34090.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALVMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>NDK34091.1 nucleoside hydrolase [Rhodovulum sulfidophilum]SE1
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAGRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKV
ETE
>NDK34092.1 nucleoside hydrolase [Rhodovulum sulfidophilum]SE1
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>NDK34093.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]SE1
MSASREPGFHGVFPYLVSPLDASGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARATIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALELQGFEVGDPVAPQTPLDAVARGELAQALGAIGAL
>NDK34094.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKRFASVAILAASAACLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWKVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVRVIRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGKNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRDLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>NDK34095.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRLRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQI
AQAAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARP
LRQMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIV
DEISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQV
>NDK34096.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MYANILVPVAIDHAPDLGDVLEIARRLRAETGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>NDK34097.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]SE1
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>NDK34098.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSFDKLAERQILKAQAEGSLDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGTLPHEFELKKAVDEQFLILQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>NDK34099.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPPGDTLYGGVRLIRPLLRRITARVERDLQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMI
EKTPNPDRARSFLYRLTPESAELIAAIREREVRSFAAFSDQFTEDELLAFRKIMEALYANMLAGENRDTQQEDGSPG
>NDK34100.1 YdcF family protein [Rhodovulum sulfidophilum]SE1
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWRAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCRPILALSGICRVTLVTDGYHAPRALFLARRAGLSADASCPARPPGPPGRRALALLREGAAIAKALALSATGRP
>NDK34101.1 ParA family protein [Rhodovulum sulfidophilum]SE1
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRVADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLVALAD
>NDK34102.1 hypothetical protein GXP64_04305 [Rhodovulum sulfidophilum]SE1
MRLGAPPAPTASGMPDAFVAAVAAIVAAVGAGARRLALVLTVSGATLGTAPPAMAGAWLQEKGSGLLAFSHEANRDRTWD
SRWGYNSLYIEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWMPGQLATEFGAGAAGAPGGLTEPVIRTGLSWGT
GFTTPDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLALWGEDSATEARRVKLSPAISRRIGKSTWLRFGG
IFGIHNDRSIGLVIGSRIEF
>NDK34103.1 hypothetical protein GXP64_04310 [Rhodovulum sulfidophilum]SE1
MGTHFGGASGFVPQQALTASPVARPQPPMRRYEVWGITPDGTPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGTQPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLLRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSLFPHVGGFGGFGPMQV
PRLTVFEMEKLNAA
>NDK34104.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>NDK34105.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SE1
MNNTLRGATAAICILFGAGTASAAVIDLGFVLDGSGSVSPYDFDSATAVLSAALSKIPTSGDNQYRVAVTSCGLSSYTIV
PPTVVTAANIASIQSTVLTAYKAGGSTDTAGAITYITDLFLDDGLGDTTLINITTDGSPNSQSLTENAALAANTAGVDGI
SLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSLPNATETGFVIPVADFDAYGAAIEAKIGQVIEDTGATPA
WFRCRRRCRRCWQVWASSVSSGAVRRRAKTATRRGTAADDSGCKRSGGPAPICGPLPFAPRAPGRHSARSIRTKSPRSAT
QTPQDDTTCAWVSPSWLAGAVSGAASREGQNQAPQGLRALPRRRRPRPADRRRPPPTRSGNCPRRRIAVASRRKRSVARP
PGPAARGPSSAPPRPPKHRLCCVNQVAAMSPLSPDTLIPRPL
>NDK34106.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]SE1
MATTITAPTSERYLPVTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELM
QKMEAHARAMGAEIVSDYISRLDLSKQPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYR
GQEVAVIGGGNAAVEEALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHV
QTGETREIACKGVFIAIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEV
ERFLAEAGLDEGKDISLPLG
>NDK34107.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]SE1
MLPAERAGAPSAPVASPEGRFQRPGEAVLYASLTAEGAGVAIARYLTADAPARALVPLAVAADRIVDLRALPAPNPASIV
WQDLRASGAPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQPAGPARPWP
>NDK34108.1 bifunctional sulfate adenylyltransferase/adenylylsulfate kinase [Rhodovulum sulfidophilum]SE1
MSISNLAPIPELYVSHESAQKLKVEAGDLPSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGSLWPMP
VTLDVSTEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHHDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>NDK34109.1 O-acetylhomoserine aminocarboxypropyltransferase/cysteine synthase [Rhodovulum sulfidophilum]SE1
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKIADTAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLFSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>NDK34110.1 SIMPL domain-containing protein [Rhodovulum sulfidophilum]SE1
MRLVPLAPLALAVSALVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIE
ARDIQTSGLNLSPVWGDRSEDKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRA
AVAEARRKAELFASASGQSLGSLVSLVEQGANQPRPMQMKMSFESMADTMPMAEGELELDATVTMVFELGDAE
>NDK34111.1 hypothetical protein GXP64_04355 [Rhodovulum sulfidophilum]SE1
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLSETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAEDKPAAPAPGPRKSPRPATEAKPVPETEPEAEPEPEAKTGPEARPAPKPEPAAKANTAPKAEPAPKAAPAPPPMP
ERKPTAAEAVAPPSPAPAADPAPTATAAPAAPASPAARPVSSVPASSVAAAPSAARPPRPEAPAGTEQPADAPLRAGTER
RASGSLRPEPQPMRGLDLSAAARPSAGPEPMQILKLGGAVIAVVAAIAAGAILLPRDETPAPDPDATAGLVAPSGADLSQ
AEAPDRQPPFDAAANNQPRAEGSGSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLY
VAGIDQAVRPPEAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPAD
LVPEPEPMTVPAPGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETDPRPS
ARPAPRTAEASPPAVVPADPAVAARIASHTPRARPATVLARAEDPATAVPGTHPQARPENLAPPPTHDTDAAVTAALEDL
ADGEGEAASELPENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRA
LLRLPSGRFVKVKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>NDK34112.1 potassium transporter [Rhodovulum sulfidophilum]SE1
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>NDK34113.1 ribose-phosphate pyrophosphokinase [Rhodovulum sulfidophilum]SE1
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILATPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>NDK34114.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]SE1
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFARTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>NDK34115.1 low specificity L-threonine aldolase [Rhodovulum sulfidophilum]SE1
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKVTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALLRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDELLSARLVCSWCTTDEEVDALLAIVRGD
>NDK34116.1 YcgN family cysteine cluster protein [Rhodovulum sulfidophilum]SE1
MTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKALGEVVYWMPASCAY
RRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>NDK34117.1 bifunctional riboflavin kinase/FAD synthetase [Rhodovulum sulfidophilum]SE1
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEAFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEAKFDSLNALVVQIDADCTRARAVLAGDLPLPFARD
>NDK34118.1 MaoC family dehydratase [Rhodovulum sulfidophilum]SE1
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>NDK34119.1 TIGR01459 family HAD-type hydrolase [Rhodovulum sulfidophilum]SE1
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFSEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGDTREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETATRNQPDPEQLEAFLKQHMASPTYAIGFLR
>NDK34120.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]SE1
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGAVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVVLPGIVSRKKQIIPNLQL
>NDK34121.1 co-chaperone GroES [Rhodovulum sulfidophilum]SE1
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>NDK34122.1 chaperonin GroEL [Rhodovulum sulfidophilum]SE1
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>NDK34123.1 N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>NDK34124.1 calcium-binding protein [Rhodovulum sulfidophilum]SE1
MFTNGNDHETIVPSGSAQTFDALDGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDAITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGVGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTALSVDLDVSGGTIHLSDSSTQSFGIYGFDDFDILGSAGNDL
IDIADAGGGTVDGGAGNDTIWGSFESSILDGGDGHDQIHGCSDYDILHGGNGNDTIYGYLYSVSELWGDDGDDYLDSGDS
DGELHGGAGSDTLIAGEGAPLLDGGSGDDYIYTQVGQDRIYGGTGNDTLVIMAPYYPIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDGTGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILVGGAWDDILNGGSG
NDTFLYGTGANGYDMVDGGAGGADRILATADNVTIGLGGLAGVEIVDADGHVGVVLQGSAGHNLLDFSGTTLSGIEHIDG
GSGSDTIIGSAGDDVIIGGRGNDNLSGGAGGDILTGMGGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADINGNGAVDLEIRLDGLYSLAATDFLL
>NDK34125.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]SE1
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAAGAAPAAKE
>NDK34126.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMTVIQNA
FANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPIWALVFVLLGSAFLSA
LGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGLGVCTL
ATALVMALCWHWFRTGYRMKA
>NDK34127.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]SE1
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALDGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLGEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLQNTGGFVYYVSITGITGAAAAEATDVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>NDK34128.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]SE1
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGRMRAEGKGYVVQDGDVMHFLFNA
>NDK34129.1 type II 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]SE1
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAAGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>NDK34130.1 cyclic nucleotide-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWIAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>NDK34131.1 hypothetical protein GXP64_04460 [Rhodovulum sulfidophilum]SE1
MTRRLGLLALCIAVIASPAMSQTLSQANSQMLREMQSARGVSTAAIARIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEAPDYRFDLARGQSASGAVGRMRTAHNAKYKGSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQVYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGTSVMSPASHE
NYHLGFRCCKTLN
>NDK34132.1 hypothetical protein GXP64_04465 [Rhodovulum sulfidophilum]SE1
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLTS
LNPHANGWFLLEIERPGRQPETYHLENPAPLTRDVSLSDDPAPALLLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTVYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARSNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDAATGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>NDK34133.1 NAD-dependent epimerase/dehydratase family protein [Rhodovulum sulfidophilum]SE1
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHNVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMDMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>NDK34134.1 H-NS histone family protein [Rhodovulum sulfidophilum]SE1
MAKDLETLTLKELKDLRKDIDSAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>NDK34135.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVHDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISVELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>NDK34136.1 transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHMVLDGVAEDEQGPELRALRALSTSVL
QP
>NDK34137.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]SE1
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>NDK34138.1 DUF3141 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTALAGGSLENADLIREVAGRHGNRMLDTHSTRTRELLAQMRRLMEAARNSKKEMTPGQLVADYRDYLRDAGERWLLTMD
ALRARGDIFREHEAEGCPPVLAYRYEVVIDGTDLPHPCNYQLLRIEPPDGVELRPDKRPYVIIDPRAGHGGGIGGFKPDS
QVGVAFKGGHPVYFVAFGRDPLPGQTLADVCRAEAEFVREVTRRHPAAAKPVVMGNCQGGWATLLLAATNPDLTGPIVLN
GAPVATWSGEVGRHPMRYNAGILGGAMQPMLWSDLGGGRFDGANLVMNFELLNPSRNYFRKYYDIFRDIDQPGMRQRFLD
FERWWGGFFTLNEAEIRWVVEQLFVGNRLTRNTAMLEPGRPVDIKAIRAPIIVFASQGDNITPPQQALNWILDAYAGVEE
IRIRGQRIIYMVHEEVGHLGIFVSSKIARKEHTEVSSTLRTIEALAPGLYEMRIDAAEGRGEDREFLVSFAERSFADLEQ
IAGGREEEAAFAAVSRMSTVQSEIYDTAVRPLVRASVNAQAAETTRRLHPLRVQRTAMSSVNPLLAPVAAAAGRLREERH
PAAIDNPFLWAERFAADMTEQWIDFGRDMRDAWVEMSFFAMWNSPWARAFGAPEAVRRTRKTTAELRAMPIVETVLSHVD
QGGFVEAVIRMLILLAESRGSVRRDRLERSAWVLNHDEPFAALTAECRARILHEQTLIATHDPEGAIETLPCLLRDPEDR
ELAARVVQYVPGPIAEMAPHTLEMLQRFRAVLGLSPLAEDVVEDPLASHGAVVHGADMARPGSAAPGVPGAEVGVGDAPK
TVSERKTSE
>NDK34139.1 bifunctional enoyl-CoA hydratase/phosphate acetyltransferase [Rhodovulum sulfidophilum]SE1
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIDASLAGIEIVAAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>NDK34140.1 acetate/propionate family kinase [Rhodovulum sulfidophilum]SE1
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYEQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>NDK34141.1 3-oxoacid CoA-transferase subunit A [Rhodovulum sulfidophilum]SE1
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVVANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERIV
>NDK34142.1 3-oxoacid CoA-transferase subunit B [Rhodovulum sulfidophilum]SE1
MDAKEVIARRVAQEVREGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVTVEDILAATSAALIVPDDVAEMVLD
>NDK34143.1 hypothetical protein GXP64_04520 [Rhodovulum sulfidophilum]SE1
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAESG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>NDK34144.1 DNA-packaging protein [Rhodovulum sulfidophilum]SE1
MDEAVLLALPYLFEFWALPHQLAPEGDWRSWVIMGGRGSGKTRAGAEWVRSQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
ALRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>NDK34145.1 phage portal protein [Rhodovulum sulfidophilum]SE1
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLAHFGPSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>NDK34146.1 hypothetical protein GXP64_04535 [Rhodovulum sulfidophilum]SE1
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>NDK34147.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]SE1
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>NDK34148.1 phage major capsid protein [Rhodovulum sulfidophilum]SE1
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEVEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>NDK34149.1 hypothetical protein GXP64_04550 [Rhodovulum sulfidophilum]SE1
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIARSFSYELQGWRQSDRQVLPV
APVQAVTGIRLVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGTMPGIPFEGSARIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>NDK34150.1 head-tail adaptor protein [Rhodovulum sulfidophilum]SE1
MSRVPVLNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>NDK34151.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>NDK34152.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]SE1
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>NDK34153.1 gene transfer agent family protein [Rhodovulum sulfidophilum]SE1
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARQDGL
>NDK34154.1 phage tail assembly chaperone [Rhodovulum sulfidophilum]SE1
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>NDK34155.1 phage tail tape measure protein [Rhodovulum sulfidophilum]SE1
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSVANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>NDK34156.1 DUF2460 domain-containing protein [Rhodovulum sulfidophilum]SE1
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFAPADYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>NDK34157.1 DUF2163 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGALLGDGACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFASRWFEQGRLEVMSGPAAGLAGAIKSDREENGSRVIELWSEIRGPVAAG
DTLRLTAGCDRRAETCRSKFDNFLNFKGFPHIPGEDWLMSYPTRAGVNNGGSLTS
>NDK34158.1 peptidase [Rhodovulum sulfidophilum]SE1
MNDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVSGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>NDK34159.1 host specificity protein [Rhodovulum sulfidophilum]SE1
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
VAGQVIWASRFRETVSSQGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWIHDGAEDQLPD
ALIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVGGKPVYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDVLYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSAVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVSDADVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRNGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQAAFAAPLPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAVEDPGYTLNEDAG
YTLNTTLERSAVIGITETPLHAAAPGRWDRGPGLRVKLASGTLSSLREAHLLAGANLAAIGTGEAAGWELFQFAEAELVE
AGTYELRMRLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLR
PYAPCHLRSRKGSGGDLTLSWIRRTRIDGDSWASVEVPLGEAREVYALRVMNAAGDELRAETVTAPGWTYTAAMQMADGA
VAPFAVEVAQLSDQFGPGPYRRIEIDG
>NDK34160.1 DUF2793 domain-containing protein [Rhodovulum sulfidophilum]SE1
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTLSAPPLGVPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTVVGGAVAPSGAGIAFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLTSWRLGADGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>NDK34161.1 hypothetical protein GXP64_04610 [Rhodovulum sulfidophilum]SE1
MRPVLHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNLDLPPEPSLDDTDYCRC
LAQVLGALATWREWKAALSAGG
>NDK34162.1 serine O-acetyltransferase [Rhodovulum sulfidophilum]SE1
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAVVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>NDK34163.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]SE1
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAAKAPAPEAPKADAGDKAAPEGGSGRDSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEGSGPR
GRIVRADVEKASAAPKAPAASAAPAASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHFYLRR
DIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAVEGGLFTPVLMDA
ETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEIEVAT
VMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>NDK34164.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]SE1
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPDAAPSAAPSAPAKAKAPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAAEALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTI
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>NDK34165.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]SE1
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>NDK34166.1 septum formation initiator family protein [Rhodovulum sulfidophilum]SE1
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>NDK34167.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]SE1
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EKVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>NDK34168.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SE1
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMV
SVKVAADA
>NDK34169.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SE1
MRKLLVALLCTLAGPALATGLDIQIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>NDK34170.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRTGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>NDK34171.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]SE1
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAQALGRWPGEPGVAEAARVVEAAHRSAM
APFAGAEIAGMHGQTLAHEPGGRGTHQAGDGARLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDEAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVADCADADAAATLTAAVAATVAVGVGLCPRRPARLLVTGGGRHNPVLMRMIAERTGLAAEPVEALG
LDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>NDK34172.1 cupin domain-containing protein [Rhodovulum sulfidophilum]SE1
MTAEEVIATLGLAPHPEGGWYRETWVAPAGSGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATEAGP
ARDLVLGPDLAAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>NDK34173.1 hypothetical protein GXP64_04670 [Rhodovulum sulfidophilum]SE1
MTQEDIAPSQREASSSDDIVSRILGFTLFCMGLSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGVYKMVY
>NDK34174.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]SE1
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGINDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>NDK34175.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFVGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>NDK34176.1 zinc transporter ZntB [Rhodovulum sulfidophilum]SE1
MSTAPLQPLAAFDIGPDGTTSPVADPWPDAAPGPGAAWRWLHFSLTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>NDK34177.1 sodium:proton antiporter [Rhodovulum sulfidophilum]SE1
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGTPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>NDK34178.1 YdiU family protein [Rhodovulum sulfidophilum]SE1
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAEALGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTTQAEAETRMRAANPAYIPRNHRIEAAISAATEGDLGPFQRLQRVLERPFDSQTGADDLRDPPAAGEEVLQTFCGT
>NDK34179.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]SE1
MSIDYAQPTDLPATSQGLSFAIDNTTNPPGDAISSLIFSDLDYGSVLPLDLGEGLTVTGYSFELVDGTYSTFDTTSGIWT
LQEDRSAALRIVANVDVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>NDK34180.1 nucleoside hydrolase [Rhodovulum sulfidophilum]SE1
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEVTLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNVFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSARAPNATFMGDLDADGFFGLLTERLARLT
>NDK34181.1 Fe(3+) ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTLRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDV
ARLAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHA
YTLALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFP
TFEGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRD
RAAALRLVEEVDFDG
>NDK34182.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]SE1
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERAGKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETGQVLDKIVEETHELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>NDK34183.1 agmatinase [Rhodovulum sulfidophilum]SE1
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHDHGPAAIAARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLTSGQAAAILRGLRGLNMVGGDVVEVSPPYDPTGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>NDK34184.1 DUF1499 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKILPLVLLVLGLAALGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDATALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALEARLARPAS
>NDK34185.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]SE1
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>NDK34186.1 peptide chain release factor N(5)-glutamine methyltransferase [Rhodovulum sulfidophilum]SE1
MSAATGSVLLAGAVARLREAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAALDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAERPGAAGLGTDISDAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGARARLALGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>NDK34187.1 DUF4167 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIEKYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRK
PRAVKPKGEAAEADPTGGGEGKSGGRKSGGTKSDDGKRDGGDASAEAQPSPDPQREASAAE
>NDK34188.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA [Rhodovulum sulfidophilum]SE1
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLRGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAHLEPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLQMAGIAPTERAEQIPLEGFCALARALAAAERP
>NDK34189.1 4-hydroxythreonine-4-phosphate dehydrogenase PdxA [Rhodovulum sulfidophilum]SE1
MTGLPIALSCGEPAGIGPEIALRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPAPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLKRSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>NDK34190.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SE1
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDVDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGTAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKATSQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>NDK34191.1 LPS-assembly protein LptD [Rhodovulum sulfidophilum]SE1
MRALLALALTTALTTASLSLPGRLCAEETTRPPATLVADRIGVGDLRQLVADGNVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTSGTETMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGEIEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVAISRARRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMATLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLGNGMVLGALGAITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
RGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>NDK34192.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]SE1
MTLHFYIARKFTLYLIGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSISGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWSFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>NDK34193.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]SE1
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSIATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAIALLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>NDK34194.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]SE1
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDTIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFIAEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>NDK34195.1 hypothetical protein GXP64_04780 [Rhodovulum sulfidophilum]SE1
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHTRVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>NDK34196.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]SE1
MGQALFYHLTRRPLEDTLPMLLDKALERDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPEETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>NDK34197.1 PaaI family thioesterase [Rhodovulum sulfidophilum]SE1
MTDEPRATDRNATPADDLIAEIAAAQPPFARLLGLSLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATF
LNIDLEAGEGTSTIESKTNFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>NDK34198.1 TIGR02281 family clan AA aspartic protease [Rhodovulum sulfidophilum]SE1
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRVEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>NDK34199.1 MarC family protein [Rhodovulum sulfidophilum]SE1
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>NDK34200.1 ABC-F family ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERMLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>NDK34201.1 alanine:cation symporter family protein [Rhodovulum sulfidophilum]SE1
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLMICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGLPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLIALILLSGTVIRLTRDYFEQRKTGTEPCFLLSQHPEIDPRGIDRTIWNKDIAAERG
A
>NDK34202.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]SE1
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>NDK34203.1 hypothetical protein GXP64_04820 [Rhodovulum sulfidophilum]SE1
MKYIWDDWMPKLSSKQRLLTDVAVEGEGTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>NDK34204.1 light-harvesting protein [Rhodovulum sulfidophilum]SE1
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>NDK34205.1 light-harvesting protein [Rhodovulum sulfidophilum]SE1
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWLGDYYSGSFEAASLVSNATTLLS
>NDK34206.1 PucC family protein [Rhodovulum sulfidophilum]SE1
MNRLSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLL
FAPFRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTV
QTVGLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVR
ARQRLDGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWA
SRVLSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGA
VQATSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>NDK34207.1 BamA/TamA family outer membrane protein [Rhodovulum sulfidophilum]SE1
MTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARADYARLVGVLYARGYYGPEVHV
TLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTDLPDGFAPGKPAEAATVRAAAKAGVDGWRAAGHA
KAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEPFDPDALDRSAERLRRTGAFRS
VRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERLRFDFEIAGIGGQDDGGEDLSL
SARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRYADVSDDLGDRKMTHLTFPVSL
TWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQIGSVVGAASDGVPPALLFFSGG
GGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTRAIQMVAFYDAGFVGPDSWVSDGDWQSGAGLGLRYDTGIGP
IRFDVAAPVDGDTGDGVQFYIGIGQAF
>NDK34208.1 DUF490 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEADLALDGALSL
AGGAGRADIEATRSDAEGGFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EGEPRVAGRLTIVAPADAPEDRAFAATLSGDLGPLVAEPLRPFFGPATDLEIDGTRGADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGLGHAEPALARALGQAAEGHARLSWQAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLRLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGSLDTAFGWEAGGRLRLDRFEATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSADGQGLSIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVTLKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMVAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQLAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>NDK34209.1 anthranilate synthase component I [Rhodovulum sulfidophilum]SE1
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPVSNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAAAAEAARFVRRGNG
>NDK34210.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SE1
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDAQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPKTYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPAAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFRAAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVAGDWRR
AETARRLADKAEALKARIDDGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGAEMLRRNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>NDK34211.1 aminotransferase [Rhodovulum sulfidophilum]SE1
MAASQPPRGGTAATFAPPVMQARRWLEGVSFPPDRPLLNVSQAAPMDPPPEALRQAIADAALNDPGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGLALILDETYRDFDSRGGAPHRLFADPDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEPVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSGALARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>NDK34212.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>NDK34213.1 enoyl-ACP reductase FabI [Rhodovulum sulfidophilum]SE1
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDELFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>NDK34214.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]SE1
MTDREGIFAGDDPFAIARSWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>NDK34215.1 cold shock domain-containing protein [Rhodovulum sulfidophilum]SE1
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSAG
>NDK34216.1 DUF192 domain-containing protein [Rhodovulum sulfidophilum]SE1
MGKCARAGRVIGWITGAAAAAGLFASVAVFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHL
AGSAGMLFIYPGPRRVAFWMENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTE
LRHPAFGPDAAWPCN
>NDK34217.1 vitamin B12-dependent ribonucleotide reductase [Rhodovulum sulfidophilum]SE1
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDTGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGTATPVAAVPGSASVPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>NDK34218.1 hypothetical protein GXP64_04900 [Rhodovulum sulfidophilum]SE1
MRRERPLQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKT
TGARSMH
>NDK34219.1 DUF1624 domain-containing protein [Rhodovulum sulfidophilum]SE1
MAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPRAFLRRLLRIAAAAALVSLGTWAVF
PASFVYFGILHAIAAASLLGLVLVRLPPLVPAVLALGMLLMPRPAPLPDLGWLDWTGLTATPRPSVDFEPLFPWTAAFLA
GMALAGFASRAGLWQRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAAPRFAPV
>NDK34220.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]SE1
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAVGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>NDK34221.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>NDK34222.1 hypothetical protein GXP64_04920 [Rhodovulum sulfidophilum]SE1
MAGQPARAELELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRPRFTPTFVLLRDGLEIG
RLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>NDK34223.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]SE1
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>NDK34224.1 thioredoxin fold domain-containing protein [Rhodovulum sulfidophilum]SE1
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETLPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>NDK34225.1 sulfur oxidation c-type cytochrome SoxX [Rhodovulum sulfidophilum]SE1
MRGMGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPG
TVGPSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>NDK34226.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]SE1
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGAEAGADDITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>NDK34227.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]SE1
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>NDK34228.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]SE1
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPPPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTVEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWDKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>NDK34229.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]SE1
MIARRDFLQAALAASAIWGASGMGDWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVVKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYKDEMAEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>NDK34230.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]SE1
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALTRFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>NDK34231.1 c-type cytochrome [Rhodovulum sulfidophilum]SE1
MSKFRNLSAAALLLTLAAPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNAGGFIVDDRETTELPLFSKPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>NDK34232.1 cytochrome C [Rhodovulum sulfidophilum]SE1
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWVYCSGCHEIGPGARASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLDDAGERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>NDK34233.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTVQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVELRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSEDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>NDK34234.1 hypothetical protein GXP64_04980 [Rhodovulum sulfidophilum]SE1
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>NDK34235.1 flavin reductase family protein [Rhodovulum sulfidophilum]SE1
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLGQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGVYGDF
SPVD
>NDK34236.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]SE1
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRVASPLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRPRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAARADVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRMVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>NDK34237.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]SE1
MPPTALWRSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVVARPTDYPLGR
RVRFQQNLAAAGQSAERKALLHATRAADRREAEALELSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGWPVEYGRTWFAGDRVSLIVTDDPPED
>NDK34238.1 DUF1045 domain-containing protein [Rhodovulum sulfidophilum]SE1
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLARGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAAPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>NDK34239.1 alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase [Rhodovulum sulfidophilum]SE1
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRKARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>NDK34240.1 hypothetical protein GXP64_05010 [Rhodovulum sulfidophilum]SE1
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>NDK34241.1 hypothetical protein GXP64_05015 [Rhodovulum sulfidophilum]SE1
MDAFSFPVWPEAPHGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIHACFARDIAEGVGLAEAAAT
PDIGRFDPLPRGRAAATLCNRHTGRLALDSLYGGVTPEAPGRTPAALVRLRTDADSPAPLGIAGSGGQGRDGRPTEASAA
PFRIVRTKVEAEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAFAFARSEVRKHFQWLVIN
DYLRRICLPEVLEDVLTEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARPGDDWLARLGSGRPLPGGLAVFP
RLIDDRVPSPDRKARGANARLDTWFAPDLLCLREKLPVPNARRRRLAERRLHRGLRLNLPSGQGCVAGMARLGVRIAPLS
PAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPDSYWHHLGSDHGRWHPRDG
VRPAGEPVMTVAALIRAAGMRA
>NDK34242.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQADWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>NDK34243.1 hypothetical protein GXP64_05025 [Rhodovulum sulfidophilum]SE1
MLREEMADVTLDHDTRTAEIERKTFDQAAPGRELTCGYERAQGARTAFLRKPAPGSYGRCGYRLLSQRKTPR
>NDK34244.1 glutamine synthetase [Rhodovulum sulfidophilum]SE1
MPPRLGARAAAMTGCGPLSAPRASRSGSRRARPGGKHRVVSAAPVHPPRRKDGRHAVFEPGAPPAISAPRRQYLAGPIAR
AADLTVFAAPCANSDRRFGKGRAAPGMTVRSVSPAPPAPGHAARTRPRPGPDAGSPGRTSPPVWRRSGVLPQA
>NDK34245.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAERTEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>NDK34246.1 TAXI family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]SE1
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>NDK34247.1 TRAP transporter permease [Rhodovulum sulfidophilum]SE1
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>NDK34248.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSDVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>NDK34249.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGNEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAEDVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGKRG
>NDK34250.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYAQRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>NDK34251.1 aldo/keto reductase [Rhodovulum sulfidophilum]SE1
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIVGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>NDK34252.1 carnitine 3-dehydrogenase [Rhodovulum sulfidophilum]SE1
MTGSVAILGAGTAGAGWAARFALMGWSVRVFDPDPDAAARVASVLDNARRALPGLSDRPLPPEGDVVHVATISQAVSGAG
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRGIGMMPMPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGAQSGGRPLEELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDASDRVVELMGCDAAYIAGGASFFTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGREVATAEALLVHVSLETRQAAEPGAELARRMAEIARVHGGLPRPAGVGRSVGQ
KPL
>NDK34253.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]SE1
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPDMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVAQLIRGGLPPASVPFFDNRAPVSKFQRLA
>NDK34254.1 DUF983 domain-containing protein [Rhodovulum sulfidophilum]SE1
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>NDK34255.1 hypothetical protein GXP64_05090 [Rhodovulum sulfidophilum]SE1
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGAAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGDG
MLSPEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQARHGMQRGGGMGQGMGQGMMGPMGPGMGGACGGGPGG
MGPRGAMQGQGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDDDGDGQLSAEELATRPGPEMMFNR
IDADGDGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>NDK34256.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]SE1
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>NDK34257.1 hypothetical protein GXP64_05100 [Rhodovulum sulfidophilum]SE1
MKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAAAGVFG
LWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>NDK34258.1 periplasmic heavy metal sensor [Rhodovulum sulfidophilum]SE1
MADPAETAGPRRGRNRLSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADADRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPAERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>NDK34259.1 diguanylate cyclase [Rhodovulum sulfidophilum]SE1
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALEMARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGRAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>NDK34260.1 DUF3572 domain-containing protein [Rhodovulum sulfidophilum]SE1
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>NDK34261.1 HAD family hydrolase [Rhodovulum sulfidophilum]SE1
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVCRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>NDK34262.1 DUF4153 domain-containing protein [Rhodovulum sulfidophilum]SE1
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMDRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLALGYGLGYAVAALGRRNWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGGEAMERQLAALNGAASRADFELARRGRALADDRNSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMRLNALEVEGRTLFFGR
>NDK34263.1 heme NO-binding protein [Rhodovulum sulfidophilum]SE1
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLGLPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDAADGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>NDK34264.1 GGDEF domain-containing protein [Rhodovulum sulfidophilum]SE1
MKMPPDMPGQGAGPALSGAALDRLMPMHLWIGAGGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELLQMQG
GALKFTLNARPEIALKGLVVTLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRRLALR
LNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDSHGHGMGDAVLRMVAAVLRSHFRSR
DVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIALYESK
RRGRGRATFYDDWQRRRHGPGDTAF
>NDK34265.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIEEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYRTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLATQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>NDK34266.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVESRVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>NDK34267.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTAAEREAVILDATEKVLLASGLSGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>NDK34268.1 glycerol kinase GlpK [Rhodovulum sulfidophilum]SE1
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQHYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLREEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>NDK34269.1 iron-containing alcohol dehydrogenase [Rhodovulum sulfidophilum]SE1
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAVVCQIRGRGEPDLPMLEAALAEAR
AFAPEAVVALGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRGALADAGGDPARIERVLDWIGAAFGGQGA
EALDRFGDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAALLAEA
>NDK34270.1 hypothetical protein GXP64_05165 [Rhodovulum sulfidophilum]SE1
MLGLVLVGMAVGYPSAAIALFITQSWLAALVTLSLSGLLAMLSFGLRLAVIPDDRASSAG
>NDK34271.1 urea ABC transporter ATP-binding subunit UrtE [Rhodovulum sulfidophilum]SE1
MLKTTGLTLHYGGSQILHGVDIEAGTGEVSCVMGTNGVGKTSLLKAISGSHPRSGGEIELDGAAIGRVPAQAMAHRGVGY
VPQGRMIFPLLTVRENLETGFACLPRPERMVPDEIYELFPVLRDMPQRRGGDLSGGQQQQLAIARAMIARPKLLLLDEPT
EGIQPNIIQQIGRVIAYLRDQGRMAIVLVEQYFDFAYGLADRFYVMERGRVTLSGTKAELAKDSLIRAVSV
>NDK34272.1 urea ABC transporter ATP-binding protein UrtD [Rhodovulum sulfidophilum]SE1
MTALLEVSGVSVSFDGFRAIDNLSFEIGPRELRAIIGPNGAGKTTFMDIVTGKTRPDTGRVLWGERSVSLLRLSEARIAR
EGVGRKFQRPTVFEDQSVFDNLLMALRKDRTPLAVLFYRQNARDRARIGELAAEIGLKDQLYRKAGELSHGQKQWLEIGM
LLAQEPRLLLVDEPAAGMTLAERAHTAELLKEAAKTRAVVVVEHDMDFVGRLGCKVTVLHEGSVLAEGSLDHVTKNRQVI
DVYLGR
>NDK34273.1 urea ABC transporter permease subunit UrtC [Rhodovulum sulfidophilum]SE1
MKDSLFARNPSVLIFLGVLALFVAAVTVLGEGVGMGLISTSFVKTLGKTLCLCLVAIAMDLVWGYTGILSLGHFAFFGLG
GYMIGMWLMYARTETIVAASLSQSPIPPTPQEIRDAIGSQIFGVVGGADFPAIWAFAQSLPAQLALVVLVPGLLALIFGW
FAFRSRVTGVYLSILTQAMTLALSLYLFQNDSGLRGNNGLSGLQNIPGAADVPQSLLSIRFFWASALALGLGYLLAAFVV
SGKFGSVIRGIRDDEARVRFLGYPVEAYKLFVFTLTAVIAGIAGALYYPQAGIINPAEMAPIASIYLAVWVAIGGRGRLY
GAVIGAGLVSLLSSWFTGGQLPDLPLGVYTVKWVDWWQVLLGLGFVLVTLFAPKGIGGLFDLIPRRTSPTRHGADPGPDD
GSFRDREASE
>NDK34274.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MALCITLADLSDPAIRGLLASHAAFCEATSPPESRHFLPLEGLEVPEVTVWAAWDGPELAGIGALKALSPEAGEIKSMHT
AAARRGQGVGAALLAAIRTESKRRGYRALWLETGTSAPFAAARALYQSQGFKPCGPFGDYRIDPHSAFYTRRLAPQEASP
>NDK34275.1 urea ABC transporter permease subunit UrtB [Rhodovulum sulfidophilum]SE1
MRLFSVLFVCLFAVTVVVAGPITGPGLAQSDPAVPGQGQPSPIQNILQENLALIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDGYRLIDIATGADAGTANRQDLDQLRPNSGVRALIGAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLRALRGAIASETDPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRAALNPLVATTRAV
TTGAPPEGENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISADDRRNALAAHIEDGAVAGIPLEDLNSDEARERAYAAL
AARGLVPPTATTEEVQAALDGHGFYDRYAEPDPAVTAAAGAALDAIAAKLGLNQAVNLSLDALSLASIYFLAAIGLAITF
GVMGVINMAHGEFIMMGAYTGYVVQQIVPNYTVSILIALPLAFAVTFAAGVAMERLVIRWLYNRPLETLLATFGISIALQ
QLARNIFGTQARPLTSPGWLDGALHLNDVVSISYIRIAIFVLALLFLALFLFIMRRTRLGLEVRAVTQNPRMAASMGIDP
DRINMLTFGLGSGIAGVAGVAIGLYAKVTSELGQDYIVQSFMTVVVGGVGNIWGTLLGASMIGFLQKGIEWLNPSNTLAA
QTYMILFIILFIQIRPRGIVALRGRAAGD
>NDK34276.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTSMKKILLGAVALGTISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLR
SDWKDLGCGMYNTETETCVQIKSNY
>NDK34277.1 urease accessory protein UreD [Rhodovulum sulfidophilum]SE1
MEAAAVAPLGQPRAIGEVRLSVRNGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAE
AGSHLRLTTQAAERAYRAQPGETGRVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAEGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>NDK34278.1 urease subunit gamma [Rhodovulum sulfidophilum]SE1
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>NDK34279.1 urease subunit beta [Rhodovulum sulfidophilum]SE1
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>NDK34280.1 hypothetical protein GXP64_05215 [Rhodovulum sulfidophilum]SE1
MTFTSPAFLAANPLWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSGKAAAEPAADPVADTATETVAEPAVDASVRTSGQPSVAAAPAPAASNVPAGSPPVTAP
TRASGASPAPGSEPEPEPAMAAAAPAATTASGKARPRGAAARKGSSPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>NDK34281.1 DUF1311 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTLAALLACGVLPGTALAACQGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRDAACAA
EAAQYRGGSIQPLVHADCLHRLTDDRRTADLRALLPQ
>NDK34282.1 urease subunit alpha [Rhodovulum sulfidophilum]SE1
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGNGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEADGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>NDK34283.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>NDK34284.1 urease accessory protein UreE [Rhodovulum sulfidophilum]SE1
MSGLPVALEVRPGAGADEDSVTLDYDARFLRRKRLLSDGGQAFLVDLAHTTSLAEGDLLVLEDGRGIVVRAAAEPLLEVT
GTDLARLAWHIGNRHTPCQVEETRLLIQRDHVLLDMLDRIGATVREVVEPFTPEGGAYGHGRTHGHSHGDAHGHEHSHDH
PHDHDHSHSHDHDHAHDHGHPHHHGHEHGHGAGGCCGGSGQGGCGCGGHGHGGASDGGNRGGGGCGHGH
>NDK34285.1 urease accessory protein UreF [Rhodovulum sulfidophilum]SE1
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGTALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LARAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVSAGIRLIPIG
QTEGQRVLTALQPLCEEVAEVALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>NDK34286.1 urease accessory protein UreG [Rhodovulum sulfidophilum]SE1
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDARRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>NDK34287.1 NnrS family protein [Rhodovulum sulfidophilum]SE1
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLAVVLAPGLAFYALFTLVYLRAVVSGQRGD
RWVIPAAIAFLGLADAAFLATALGYLNSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSALLIAAGAAQLWRMRHWHGLSALGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKAGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGHGHGKGHGQGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>NDK34288.1 ModD protein [Rhodovulum sulfidophilum]SE1
MQPLDDATLLGLLKEDAPYGDLTTRSLGFGPAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATSAAALVRAARAVAPGIGVACTRKAVPGTRTLSLKAVLAGGAEIHRTGLSDTV
LLFPEHRAFGGTEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>NDK34289.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLFFAGLDRRARARRVADTLALCAIAHRASRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAIDAGRLNERTPLPCSPSTTRPSLAF
>NDK34290.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALALALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGVLAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>NDK34291.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MRLSIAFAPILGLGLSAAAPAETLHVYSGAGLRPAVEPLAQAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAASKVTDIADLGRPGLRLALGDPQAMALGRTADEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>NDK34292.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAEVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGAALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIR
>NDK34293.1 molybdate ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>NDK34294.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTFRPTALRSGIAALLAALALSTPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALGQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDGGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>NDK34295.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFGIGSTATALFKASHVIVAMP
>NDK34296.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]SE1
MIQTRCLLDDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCEQPSGAGVPDLLALTLCGGVAAERHWRP
ALVAARAARRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRSLDRPFPLERGLTGGVCALWK
>NDK34297.1 hypothetical protein GXP64_05300 [Rhodovulum sulfidophilum]SE1
MDPASLSALWTDRAERLRADDSVPVVMADPDIAPRGTVLLIHGRNGAPGQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAEIGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGCFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>NDK34298.1 hypothetical protein GXP64_05305 [Rhodovulum sulfidophilum]SE1
MRRAVSATGLSRHRAGFGWTVVPAPGSILASTRAASWDPEPDYFHHWTRDAAIALAAIPAAMAAEPEAAAFWHQAVVDHI
RFSLAISDPDRRGPSVNPLKATATGAFRPYLRPDAELAALGGPAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALIRL
GELMSEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEEPARRSSFTLIAQWDALDLGARHLGRAELAEAAVRLAGLIAGV
ADPVTGGWRESLEAAPGTLDAATVLALVQAGRMDGPFALTAPRSRATMAALETLFAGLYPLNRGRAAPALGRWAGDVFFG
GNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVAYLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAARD
QALASR
>NDK34299.1 beta-glucosidase [Rhodovulum sulfidophilum]SE1
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALYDAVNWAA
HLRADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHQSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLRDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPTHDTGVITPT
AALSSFAYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFSAPYLDASA
>NDK34300.1 beta-glucosidase [Rhodovulum sulfidophilum]SE1
MGNRSSEDAVTRLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDVTRDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGRTGFDGLVVSDYTGIRELSAHGLGAPATVVLRALAAGIDMDMVGEDYLTHLPALAETGLEAPAAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAVPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LADDRANMLGTWSVSGRAEDVTPLLEAVGALAAPPPSHAAGCNLVEDDWLIERLNVHGTTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIDRHCGALLYAWHGGIAGPEG
VADLVFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTEVSYGPPRLSA
REARPGEQVSLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLEA
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>NDK34301.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]SE1
MRKLTGFWGLVTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAQVLLMAAAALVG
IYAARACGVALRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGL
TMGLWGAVTSVWFVSAAILERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAW
RLGRIIERLKLQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSH
RMLAYLPALPAFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISR
FERSRDAKDALVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMF
FAGQEPDLPERMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRP
DILLLDEATSALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYTAVLDIAQGVGRVRPVMPPSLAAARHAA
E
>NDK34302.1 hypothetical protein GXP64_05325 [Rhodovulum sulfidophilum]SE1
MFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPFLADGLARYGYLPMP
DRDDGAALPVGFTTNEGMAGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQAVLDDDATFDAFADK
VAGETGDRAGLRAELETWSLRFHTLIDRSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPENVMLADAPTRYPFL
WNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKEGRLFNRDYVTNNSANWGGLKALEEWIWDIGAPRWPW
GLDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHSTWATPILHVGTDERECEILTRSAKTGVLEGAKVPLSSNAL
GAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQKDDKFMAEFDDLRGAFPRSGDGSALETAAAPCAYEARVL
DGIWAAAPYLHNGSVPTLRELLTPPDERVANFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSSGNSRCGHDYGTALS
DDDKRALLEYLKSI
>NDK34303.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]SE1
MARGEEIAAGNRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAAFVTQLGVF
ATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSAALGIGLFQ
ATLLLGSFIGVLWRKSEGFTLTFAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRFDLVRVSEA
AGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELMLVAGAFTQ
VQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGPPQIDRREGAARIELSGLHVVTPHVGVRLDPPEISLA
PGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPDRVMYMPTRAYVPPGRLDLALCYPEPAERYGRDDMAAALSAT
GLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLGIGDGATPS
PVFGRVVEIVAEPGSGRPAPQPHRAPEG
>NDK34304.1 cobyric acid synthase [Rhodovulum sulfidophilum]SE1
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPELRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVIAVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLGGIGADLSPDAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>NDK34305.1 cobyric acid synthase [Rhodovulum sulfidophilum]SE1
MLDPPPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>NDK34306.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]SE1
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
EKPALTHVVLTGRNAPEEVIEAADLVTEMTLVKHPFRSGIKGQPGVEF
>NDK34307.1 DUF4198 domain-containing protein [Rhodovulum sulfidophilum]SE1
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>NDK34308.1 cobalt transporter CbiM [Rhodovulum sulfidophilum]SE1
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRVAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>NDK34309.1 carboxypeptidase regulatory-like domain-containing protein [Rhodovulum sulfidophilum]SE1
MIRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAANATVAVSDPEGNLLGETATDADGMFTFRPSVAV
AHVFHADLGAGHVAEVTMSAQDVAAILDSPAARAAAEAAAETGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVP
LTAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>NDK34310.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]SE1
MSEILTAGRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
VLLLAMILAELAHVLV
>NDK34311.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSLFEIDGLVFGYPGRPAILQGAGLTLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGHIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPEGLRLQAGRLVPA
>NDK34312.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]SE1
MNELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEEASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPKITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGLRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>NDK34313.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]SE1
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAALLTEGPGSAAPGLILFGPLVEE
AENE
>NDK34314.1 cobyrinate a,c-diamide synthase [Rhodovulum sulfidophilum]SE1
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGTSAELARRFGWPVVLVIDVSGQAQSAAAVANGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAAATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLVTSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>NDK34315.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]SE1
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKALGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>NDK34316.1 precorrin methylase [Rhodovulum sulfidophilum]SE1
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATATRSAHSLAHR
GTGSVAEAAALAACGEGARLLVPRRVSNDRMSTCAIATKDLP
>NDK34317.1 precorrin-6y C5,15-methyltransferase (decarboxylating) subunit CbiE [Rhodovulum sulfidophilum]SE1
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLSLVPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWRALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGGRAIVTLKDGAAVADFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARAMDLEGIAHPVAVALELAGEGPTIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEADPERAGRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQTLWDRLAPGTRIVANAVTLESESLLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>NDK34318.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]SE1
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVEGLIAYLRAEGVTHVIDATHPFAAQM
SRNAACACAALGLPLVALTRPAWTPQPGDDWCHVADIAGAVAALAGPARRVFLAVGRMHLQAFAAQPQHRYLLRLVDRPN
APLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>NDK34319.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]SE1
MTGWVAIAGLGPGAEALVTPEVTATLAEATDIVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWRDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>NDK34320.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]SE1
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>NDK34321.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]SE1
MPHEYEKDGAAIYLQSFATIRAEADLARFDPDEEQVAVRMIHAAGMVELAPHIRFSPGFVPAARAALEGGAPILCDARMV
SEGVTRKRLPANNEVMCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>NDK34322.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]SE1
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARARGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPTDAPRIVLTFYRAYVTAADLGPVEALFEAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFSRIAHRPNPARIAAIADRVMAWVGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAKAVLEDLTDTGLPGAPAEDLTGDLADTLGRETLSWPLAEYEAALAALPAPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSAACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAGSGAGTEAGSGFDTAPSVAAESAALLGA
LQGAPVAPGPSGSPWRGRQDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSRRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>NDK34323.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]SE1
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWGPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>NDK34324.1 DUF1636 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSAPEPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGAPIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>NDK34325.1 FAD-dependent tricarballylate dehydrogenase TcuA [Rhodovulum sulfidophilum]SE1
MPDPRPVPPVPGPSALPGATGVLVAGAGFAGLVAAIEARLHGAEVTLIDPAPMPLWGGNTRHSRNIRLAHDSETRWQRGG
YPAAEFAADIERLVPSDTGLAGVLARGSADLGPWLAARGVAFEPWDEGNLPFSRRTAFFRGGGQALSHALLRAAGQLGVR
IASGRIEALPPDWAEDRPLCLTVQTADGQHSLQAEALVLATGGYGANPDEMIRHLGPGAAAFANRGTPHQDGAPLLWLMA
HGAATVGRPGDGHLVAVDARAPASDAGIVSRADGMQFGLVVDAAGQRFRDEGTDVGSARYSVWGRALAERADPRAWLILD
AESTARLPPLLYPPLTAENPADLARLCGIEPGGLAATLEALAAHLDRGTPLEPPRSRPEGVPFAPPLRPPLAAIPLRPGL
TFTRHGVAVDATARIRLAEGGSAHRVFAAGASMAGALLGQGYLSGTALAIGGVFGRIAGAGAASLADHGVGHAGPATDKL
RQASAGPALQPAPPQPAAPAPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCHYDC
QYALPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPSERLFAAGAAPGAFYEVIPHALMAGGA
GLAFGGAALVLAVRLWRFWRQTAGPAAQPGIRPLARGLGAALRLTNLGADRGCDGPRGPTGPARRIFHHLLAGGFVLTGL
ATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLALLA
LRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGPRR
>NDK34326.1 multifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/5'-nucleotidase/3'-nucleotidase [Rhodovulum sulfidophilum]SE1
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPTLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAGGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAVVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPEIDGRIATE
>NDK34327.1 DUF952 domain-containing protein [Rhodovulum sulfidophilum]SE1
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>NDK34328.1 quinone-dependent dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]SE1
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGRLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAIRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHAALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGREDWQ
>NDK34329.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]SE1
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFAELELAKDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>NDK34330.1 glutamine-hydrolyzing carbamoyl-phosphate synthase small subunit [Rhodovulum sulfidophilum]SE1
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHVGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGRFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASATAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDIETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>NDK34331.1 GatB/YqeY domain-containing protein [Rhodovulum sulfidophilum]SE1
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>NDK34332.1 hypothetical protein GXP64_05475 [Rhodovulum sulfidophilum]SE1
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>NDK34333.1 lipoyl(octanoyl) transferase LipB [Rhodovulum sulfidophilum]SE1
MEPEWLELKELSPYEETVAAMEARAGEIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>NDK34334.1 hypothetical protein GXP64_05490 [Rhodovulum sulfidophilum]SE1
MAETFTRSFGRFEAEATPAEARLIIRDDGKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDQRYRAGVM
AAVKLGWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRASDAFPKPVEDPADKAFRDAIAE
LVDCAVKEGKTDV
>NDK34335.1 rhodanese-like domain-containing protein [Rhodovulum sulfidophilum]SE1
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVMIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>NDK34336.1 twin-arginine translocase TatA/TatE family subunit [Rhodovulum sulfidophilum]SE1
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>NDK34337.1 twin-arginine translocase subunit TatB [Rhodovulum sulfidophilum]SE1
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPAKTPDKTSDA
>NDK34338.1 twin-arginine translocase subunit TatC [Rhodovulum sulfidophilum]SE1
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATEPEAEPRP
>NDK34339.1 ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTEQSAEPRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGHPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFTDLAARRGVRI
>NDK34340.1 peptidoglycan DD-metalloendopeptidase family protein [Rhodovulum sulfidophilum]SE1
MDLIFPARRLPARLLALGLGMTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADV
AGRVGLPASELASYNGISETARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASK
PTGQEPVRHKVARGETAYSIARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKP
GQGSAVSPPPSAATPLPRPETTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADG
TVAAITRDTDQVPILVVRHADNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>NDK34341.1 protein-L-isoaspartate(D-aspartate) O-methyltransferase [Rhodovulum sulfidophilum]SE1
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>NDK34342.1 5'/3'-nucleotidase SurE [Rhodovulum sulfidophilum]SE1
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>NDK34343.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTETLARPADEARRMAAELGLA
>NDK34344.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>NDK34345.1 CvpA family protein [Rhodovulum sulfidophilum]SE1
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>NDK34346.1 DNA repair protein RadA [Rhodovulum sulfidophilum]SE1
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTITEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSERGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>NDK34347.1 crotonase/enoyl-CoA hydratase family protein [Rhodovulum sulfidophilum]SE1
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLAAMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>NDK34348.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]SE1
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>NDK34349.1 NADH-quinone oxidoreductase subunit B [Rhodovulum sulfidophilum]SE1
MTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAVEMMQVSMPRYDLERFGTAPRASPR
QSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLYGLL
QLQRKIRRTGTIVR
>NDK34350.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]SE1
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>NDK34351.1 NADH-quinone oxidoreductase subunit D [Rhodovulum sulfidophilum]SE1
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAETFPRVVDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFEIPVGKNGDCYDRYLVRMEEIRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>NDK34352.1 NADH-quinone oxidoreductase subunit NuoE [Rhodovulum sulfidophilum]SE1
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMILVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>NDK34353.1 NADH-quinone oxidoreductase subunit NuoF [Rhodovulum sulfidophilum]SE1
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAARTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>NDK34354.1 DUF5333 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTAVISPLGRAAAFAAGLGLAATVSAAGAESRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAT
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPPSYCPVGLAEIRSRTEIGRLLKARQ
>NDK34355.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]SE1
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVAGLI
GDLAPVEAVFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRIGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVTEGGIEAATGGAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>NDK34356.1 hypothetical protein GXP64_05610 [Rhodovulum sulfidophilum]SE1
MRAPDGVGGLDDYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARREIRDCATRGIPT
V
>NDK34357.1 NADH-quinone oxidoreductase subunit NuoH [Rhodovulum sulfidophilum]SE1
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>NDK34358.1 NADH-quinone oxidoreductase subunit NuoI [Rhodovulum sulfidophilum]SE1
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>NDK34359.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]SE1
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>NDK34360.1 NADH-quinone oxidoreductase subunit J [Rhodovulum sulfidophilum]SE1
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>NDK34361.1 NADH-quinone oxidoreductase subunit NuoK [Rhodovulum sulfidophilum]SE1
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>NDK34362.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]SE1
MEKIILFAPLIGSLLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMVSLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDQVNRFYGVPSHEVAATAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>NDK34363.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]SE1
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>NDK34364.1 NADH-quinone oxidoreductase subunit NuoN [Rhodovulum sulfidophilum]SE1
MISDDLSVVLPEIILSVYAMLALVGAVYSGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>NDK34365.1 biotin--[acetyl-CoA-carboxylase] ligase [Rhodovulum sulfidophilum]SE1
MRSLRPRPLSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAP
GCPPATAALYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAM
IEPRALMPATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDE
DGQLVIETPGGRRAIAAADVFF
>NDK34366.1 type III pantothenate kinase [Rhodovulum sulfidophilum]SE1
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRVEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>NDK34367.1 ribonuclease J [Rhodovulum sulfidophilum]SE1
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>NDK34368.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SE1
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPEVQAAPASPERSEEPRESARPPRNERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEADPAAADEQVEQNAE
>NDK34369.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]SE1
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMVPEIIFIWRVFT
>NDK34370.1 esterase-like activity of phytase family protein [Rhodovulum sulfidophilum]SE1
MKNSMFLLSAAALTVAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFETGKVDAKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSVPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDEGATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDIDAEGYVRRIGHIDLMDIADPDGVARLQTDASRDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDTAADNEVILLEVPELLSAQ
>NDK34371.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]SE1
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>NDK34372.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]SE1
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYDRFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIDEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GDKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>NDK34373.1 hypothetical protein GXP64_05695 [Rhodovulum sulfidophilum]SE1
MDIRGAFEKADKLEEGRIPLAGVNLVRADLGRADLRGANLGGAGLWGAHLAGADLRETKLGGADLRAADLAEATLEGAKL
WKAKLGEANLREANLGRAGLRGAHLWGADLREAKLGGADLRAADLGGARLGGVDVRTVYSGVGTNDVGTPEYTNLSQTRA
LTQAQLDIMLGDTGTILPEGLHHPANWPDPEPPQVSIAGNAPPPLPEGVAPKDVAEQDGRLFLVNIAPPPRSDLETIHGD
LREDLAALLASGAFDNISKGLGTALSRYAGIVDCAYADLDQVRFGVQTKALRLKLETHRQDLSDAAPEKTGDLEAALLSA
ELIAARLPDWQTFLKETADERSPVAEHEKEITEAIESAAEEMREDPAHFAPALPERVSEYLNTATIEGYLAATALLNDLA
FVAMAELRRLVRDTGSEARKLAVKGLALSVVTGLGATLTKLAGILPAEFDWVLPWLRYIPTLFG
>NDK34374.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRRDADLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>NDK34375.1 ParA family protein [Rhodovulum sulfidophilum]SE1
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKAGVDLVANRVRPRGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>NDK34376.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAAARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>NDK34377.1 hypothetical protein GXP64_05715 [Rhodovulum sulfidophilum]SE1
MLRRLLRGLRGGTRAKGAAPQAAGARAAPLPDDTPFGEDLARRAVAFLETTSAVRGEAAIVRMHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADAAGFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDYLRRHGNDGASGRQGS
>NDK34378.1 glycerol acyltransferase [Rhodovulum sulfidophilum]SE1
MTRRMKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPA
TGPAMIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGR
LAVIFPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRM
TVGRPIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>NDK34379.1 aminopeptidase N [Rhodovulum sulfidophilum]SE1
MTDATPQPVFLKDYTPFGFLVDRVELTFLLAPTETRVRARIAFRPNPAATDRRFFLHGEELTLISAAIDGRPVTPEITPA
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSEHYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRTALDLY
FSRHDGQACTIEDWLQVFEDATGRDLAGFKRWYSQAGTPRVKVTEDFKNGTYTLHMEQETPPTPGQDEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLEIHAARETARTAIARHLEPLWP
GLYRQMTCPGPYSPGAADAGRRALRLVALGYMARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGA
DRLVMDKWFGLQASLAAPEHAVAVTRALTEHPDFIWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDAVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>NDK34380.1 deoxyribodipyrimidine photolyase [Rhodovulum sulfidophilum]SE1
MGVTILSFGRDLRVQDHPALARAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPVSRGLALGAQPPSEDWARRRGLPWRPVAAPRRPAPPLGELTAPPGLVPGPIPEARDLGLGFDPCP
GRPRGGRSEAERALAAALTGSDPDAALSAHLAWGALSAGEAARAARLAPEEAGARRLASWLARRTRFQRIPAADPEPVAA
LPDPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGWRGLLAAVGCGQLGLDPGACCRVLARLSADYDPRLHGAQFR
AAAARRVDPLRWARAADPEGSFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGPGRPTGSRSASPAARRQ
DSRQLAFDL
>NDK34381.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]SE1
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAA
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>NDK34382.1 cytochrome c [Rhodovulum sulfidophilum]SE1
MKRPFLIGVAGGAAVAAGLGGWFLLPRPGADTGTGGEASGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREG
LGPPLIHPIYEPDHHGDYAFLRAARQGVRAHHWGFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>NDK34383.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MGRPDLPRPRRRDLSPAAPRVRMRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTV
IAEIRGLPAGFMTLGRDGYLDFAYVSPDWTGRGVGRALLQAILREARRSGLDHLSTEASLVARPFFARHGWRETARQSVI
RHGVALTNFRMEIEL
>NDK34384.1 kynureninase [Rhodovulum sulfidophilum]SE1
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARATQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMLPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARAQAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLVLASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>NDK34385.1 isoprenylcysteine carboxylmethyltransferase family protein [Rhodovulum sulfidophilum]SE1
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>NDK34386.1 Re/Si-specific NAD(P)(+) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]SE1
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVAHDMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>NDK34387.1 NAD(P)(+) transhydrogenase (Re/Si-specific) subunit beta [Rhodovulum sulfidophilum]SE1
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>NDK34388.1 DUF3422 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPAAFEVFPDDWLETAPGARLTSAMIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATALVTPVVVLAVWLMIRQLRKGMEH
>NDK34389.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]SE1
MSSLLTPRQIFEKLVSFPTVSRDGNLALVDWVEGYLAEAGIAASRVWNPARSKAGLYAHAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERDGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPEGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARVEAGMKAVHPGAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>NDK34390.1 amidohydrolase [Rhodovulum sulfidophilum]SE1
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAERLRDFGCDEVVEGIGCSGVVGVIRGRSDGQGRAIGLRADM
DALPILEATGLPYASRTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEERMRDLGEARVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDEAIPFGASWFVELVETRLAAG
>NDK34391.1 hypothetical protein GXP64_05785 [Rhodovulum sulfidophilum]SE1
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWR
>NDK34392.1 hypothetical protein GXP64_05790 [Rhodovulum sulfidophilum]SE1
MIATYDAGQSLGDLRHAAANLFAPGSAQRDLQDGAEALTSEAAKAYRYYETFRETASLARRSLAACLPSAKALFDADLEQ
AIGELMKQFDIVFGDVGWRAELSPDERQAKWKKLTPGVPSEDRNKMDATIAAQVARIEGICLPQLRAAGRKPCDDRPSV
>NDK34393.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]SE1
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLVRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPSVEALVRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTEDDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>NDK34394.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]SE1
MEGRRVKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLG
HYEADPATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQL
GAKQAVFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>NDK34395.1 thioredoxin family protein [Rhodovulum sulfidophilum]SE1
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAK
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPHEQIPSMGCSIKWKDAA
>NDK34396.1 ribulose-phosphate 3-epimerase [Rhodovulum sulfidophilum]SE1
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPIHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>NDK34397.1 ribulose-bisphosphate carboxylase [Rhodovulum sulfidophilum]SE1
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHI
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>NDK34398.1 fructose-bisphosphate aldolase class II [Rhodovulum sulfidophilum]SE1
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAGGSLDPKTK
>NDK34399.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]SE1
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAV
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMAERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>NDK34400.1 type I glyceraldehyde-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SE1
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVIVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>NDK34401.1 transketolase [Rhodovulum sulfidophilum]SE1
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSEKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>NDK34402.1 phosphoribulokinase [Rhodovulum sulfidophilum]SE1
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>NDK34403.1 class 1 fructose-bisphosphatase [Rhodovulum sulfidophilum]SE1
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>NDK34404.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSTLRPEAITFKQLRALRAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREVESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>NDK34405.1 copper-translocating P-type ATPase [Rhodovulum sulfidophilum]SE1
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGLEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRMADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPGAEGV
EALPGYGVRGRVGGRDVLVGAERLMAREGIAPGPLEAQAATLAATGATPVFVAIDGGAAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPVEARS
>NDK34406.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIEAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>NDK34407.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTLLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>NDK34408.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHKGSSSLARLAPSERARLAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>NDK34409.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]SE1
MIDPILSFLQTGGAAMWAIAALSVATLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>NDK34410.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGTGAWQGPPRLIEVRPDGLLLNGQAMVPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>NDK34411.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MFEFGEDDRQRTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSAAGDLAFGAARGEAVF
AALAARPEAAGPLVIRADAGVEAAALARLAARLTAEGQGPLRLVTVPR
>NDK34412.1 TonB family protein [Rhodovulum sulfidophilum]SE1
MSRAGELLVFVPLALALHVGAFALARPPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEAPAMQAAPVDLPAPEVP
PESDPAAMPERALAPVPALPKLAAILPEADLPDPPERPERIRAEPDPALALRPEPRPDRPTEAVRSAPPSEARSAQVARG
GSAAAEAGAGATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSARLVRSAGDPRL
DDAALAAVRRAGRFPPAPEGLGAPRYSFTLPLRFEWQG
>NDK34413.1 formate dehydrogenase subunit delta [Rhodovulum sulfidophilum]SE1
MTPEKLAYMANQIAIAFARLPGEEAEAAIAEHIDQFWDPRMRARLLVLAETPDADLSDRVRGAAALIRRPATA
>NDK34414.1 formate dehydrogenase accessory sulfurtransferase FdhD [Rhodovulum sulfidophilum]SE1
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGSTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMVGPVGCGLCGVESLAAATRPLPVLPPGGLCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHNHARRIAAAEIPHDP
>NDK34415.1 formate dehydrogenase subunit alpha [Rhodovulum sulfidophilum]SE1
MKDFIIPDADFGTPARRSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAADGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWDEALAFTAERLRAIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTILDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPKGTPVMHEAGFVRGKG
LFVITDYMPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>NDK34416.1 formate dehydrogenase [Rhodovulum sulfidophilum]SE1
MSLTLYLPRDAAALALGADEVARALQTEAESRGLDLVLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLEAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGEHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGMETIDRILAGDPAAPEILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFAPAREAAE
>NDK34417.1 formate dehydrogenase subunit gamma [Rhodovulum sulfidophilum]SE1
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDHIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGEDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADRLERLAREGSA
>NDK34418.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQASGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>NDK34419.1 type I secretion system permease/ATPase [Rhodovulum sulfidophilum]SE1
MIRRVPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQATLARRVFSAMVERAALRGGQGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAARSSAAPRREARG
>NDK34420.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMAELPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>NDK34421.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]SE1
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
SLQRGMTALVETFASG
>NDK34422.1 RNA polymerase factor sigma-54 [Rhodovulum sulfidophilum]SE1
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
KPSLYDHVLRQIALAFPDPRLARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>NDK34423.1 ferredoxin family protein [Rhodovulum sulfidophilum]SE1
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>NDK34424.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEANLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>NDK34425.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]SE1
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>NDK34426.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]SE1
MSEKLTEPDFPAAEAIDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDY
GGTVTVLTMGPPMAEDALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALARLAEDGPIDIVFTGKQTIDGDTAQVG
PGIARRMGLNQLTYVSAIDSLESDSATITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAE
DAGIEDPMKCGLRGSPTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>NDK34427.1 hypothetical protein GXP64_05965 [Rhodovulum sulfidophilum]SE1
MTRPAPRPSMLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLDRLDDDGVRAAAREALQKAYADFE
NSTPRAQKALKIYTQPRGNVVPMEGLRLSVK
>NDK34428.1 homocitrate synthase [Rhodovulum sulfidophilum]SE1
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAEVTRLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>NDK34429.1 hypothetical protein GXP64_05975 [Rhodovulum sulfidophilum]SE1
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTEFVTGKTLA
EARATDADAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTDAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>NDK34430.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]SE1
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>NDK34431.1 ferredoxin III, nif-specific [Rhodovulum sulfidophilum]SE1
MTITATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEHEIVDLDDEEFEDEIERRIMVIADGDDCIGC
GACARVCPSSCQTHAPA
>NDK34432.1 NifX-associated nitrogen fixation protein [Rhodovulum sulfidophilum]SE1
MSSEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>NDK34433.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]SE1
MTDSEIPLKIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRITPKVEALSGCALLFV
LAIGGPSAARVVRAGIHPIKRKAPEPISEVLTRTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYSE
>NDK34434.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]SE1
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIQLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLSRRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPRQRNTDSRQVNVLPSACVTPAEIEEIDHLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLGDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVQALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKGGASLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>NDK34435.1 nitrogenase iron-molybdenum cofactor biosynthesis protein NifE [Rhodovulum sulfidophilum]SE1
MSDALKQTVQEAFNEPGCATNRAKSAEARKKGCAKPLTPGAAAGGCAFDGAMITLQPIVDVAHLVHAPLACGGNSWDNRG
SASSGSMLYKTGFTTDLTELDIVMGKGEAKLYAAIREIVETHAPPAVFVYATCVTAMIGDDIAAVCKAATEAFGTPAIPV
DVPGYAGSKNLGCKLAGEMMYRHVIGTIEPERVTDCDINIIGDYNLNGELWQIKPLLDRLGIRIMGSLSADARYRQVAVM
HRARVTMLVCSHALIGLARKMEDSWGIPFFEGSFYGISDTSEALRTMCRMLVERGAAEDLIDRCEALITEEEAKARAALA
PYRPRVEGRRVLLYTGGHKSWSVVSALQELGIEVVGTSVRKATETDKARVIRIMGDETHMYENMAPKDMYATLKAAKADI
LMSGARSQFVALKARTPWIDVNQEKHEPYAGYMGMVDLVRAIDRSVNNPVWEDVRRPAPWDGPGDAPRPATGLRPAAPED
PAPGPVNDPKDFEDC
>NDK34436.1 2'-deoxycytidine 5'-triphosphate deaminase [Rhodovulum sulfidophilum]SE1
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGEGRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>NDK34437.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]SE1
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>NDK34438.1 ketoacyl-ACP synthase III [Rhodovulum sulfidophilum]SE1
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVKAAKAALADAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>NDK34439.1 phosphate acyltransferase PlsX [Rhodovulum sulfidophilum]SE1
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>NDK34440.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]SE1
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>NDK34441.1 DUF177 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTAPRSLRLAGRRGREPVDFVLTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATVVQPCVVTLAPVS
TRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRAEGADLGEAVFAAPGVAPMQDA
ELKPFAALARLRPSRDDAEGGGTPE
>NDK34442.1 outer membrane protein assembly factor BamE [Rhodovulum sulfidophilum]SE1
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>NDK34443.1 peptide-methionine (R)-S-oxide reductase MsrB [Rhodovulum sulfidophilum]SE1
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
ERTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDTADGDT
>NDK34444.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATAAHPEGTDADAFDTLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>NDK34445.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLAAAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAFVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSSMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKPAASSDAGAGTKKAPGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDPELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>NDK34446.1 hypothetical protein GXP64_06070 [Rhodovulum sulfidophilum]SE1
MSPRQNRVTPLGEILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLTEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTATRLDALLHAARICPVSGRQRHHTAPAAALPDGSFVLLEDFPHLILGAAALPWRP
AGYGAPRARPAGRVTVLTPAPTVAALAAGYRPVLHPSAGLPG
>NDK34447.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMNGLAAHVPNPSRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>NDK34448.1 porin family protein [Rhodovulum sulfidophilum]SE1
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSVGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>NDK34449.1 MmcQ/YjbR family DNA-binding protein [Rhodovulum sulfidophilum]SE1
MTEDALCAFCDALPGATRSQPFGPGIEVWKIGGKIFALMAPGSGRISVKCADPEFAAMLIETGRAEKAPYLPRGGWISVG
FGGQDADEMAHRLRESHATVRASLPRRVREGLD
>NDK34450.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGTDHVTYVRNFTDVDDKINA
AALARKQAGDPRPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDGDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGRKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRSPMDWTD
EKAREAKETLRTWFRLSQPEQPDPYGLHSVVPGLANDLNTPEAIRGLHMLATHGEGAQLRAALDLLGLTPSSDWWCKGKE
DRSEDGLMVGLGWSGSRSSDEIDLAWKLAFRWAGLRRDRNYPAADALRKAALLGGLELRATKNADADAEILDSFDLTALN
GMGLE
>NDK34451.1 citramalate synthase [Rhodovulum sulfidophilum]SE1
MPSVPMKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPEIRASFTAFGMTK
RAGRSAENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARGREALFDAEHFFDGYKDNPAY
ALSCCQAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGERLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGL
GERCGNANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDP
STYEHVAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGD
LPAFFRIKRYRVTVERRRVEPTRALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMK
LVDFKVRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>NDK34452.1 squalene/phytoene synthase family protein [Rhodovulum sulfidophilum]SE1
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMLTSARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARREGVPAQAVPAARAAWRTRAILSRAAADPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>NDK34453.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>NDK34454.1 DNA-3-methyladenine glycosylase 2 family protein [Rhodovulum sulfidophilum]SE1
MVGRIIETEACLAEGAAHLAAVEPRFLHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>NDK34455.1 phospholipase [Rhodovulum sulfidophilum]SE1
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAAPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTAAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>NDK34456.1 pyridoxal kinase [Rhodovulum sulfidophilum]SE1
MTRPPLVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
TRIADLEAARTELGIAPGAHLIATGCTLEDTPQGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAALIVAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRTEMSCAAGRRRIRH
>NDK34457.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]SE1
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLKLTDRVAPDWTLNRLWHVLHVDRLNRGDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>NDK34458.1 PLP-dependent aminotransferase family protein [Rhodovulum sulfidophilum]SE1
MRAPLALDIDRADGGPLFLAIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTFV
AEDLPQTMTAPPAAPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRNGADDGDARGTRALREALADYL
ASGRGVVADPGRLLIARGSQMALYLAARATLAPGAVVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDAD
PRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLSP
GIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDLP
AGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVQAVEILAQSCPQV
>NDK34459.1 hypothetical protein GXP64_06135 [Rhodovulum sulfidophilum]SE1
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARALLRQGYVGRNEATEAKSPEALATAAQQDFAA
GDTVICDGWVLARSEADFALACLRDDTA
>NDK34460.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]SE1
MAFDSFADARSFADDPGLEADICIMGAGAAGITLASALADSELRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKDWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKN
QLSRYRRVFYGDEYGPRLDKAANVRVVLYADVCDIRLGEASGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRSRRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQMPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEVFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>NDK34461.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]SE1
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHANGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>NDK34462.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]SE1
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTVALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMDGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>NDK34463.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]SE1
MQQSIGRSNDVTLSTIWERLDAQAGRAATRPLMALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLEL
LIELAIAAGVQARRDAMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFAREIRGGGICGQGGPI
TDVVNIGIGGSDLGPAMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMA
ARVSEPGAQFVALSSALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLR
ANLPVLLALVGIWHAQVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQ
LIHQGTQIVPCEFLVAARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPS
TTLIYPQLTPRMLGQIVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLAGGPRSETLDGSTAQLLDFIAAAG
>NDK34464.1 hypothetical protein GXP64_06160 [Rhodovulum sulfidophilum]SE1
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>NDK34465.1 hypothetical protein GXP64_06165 [Rhodovulum sulfidophilum]SE1
MAIRTLYPSALSVFGFVSAPILRVFAGVGRADQPAGVHACHPEIAGDGLDEAVFGGRAGP
>NDK34466.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]SE1
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHMAAIAALALVYMAGGIPAGARALRALWTECALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRTASGGTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFVFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPAPVGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALARRTARIIRQNLIFAMGAMAALVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAT
>NDK34467.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]SE1
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMARFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>NDK34468.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]SE1
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTIQDKAEEVIAKYQPLVDAVLAKYRPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>NDK34469.1 nitrogenase iron protein [Rhodovulum sulfidophilum]SE1
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>NDK34470.1 SIR2 family protein [Rhodovulum sulfidophilum]SE1
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIL
QEAFAARPEPGPLHRWIAQVRPPLVVDAWYDGALLDAASAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGELIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLDELGIERLDLPLAGLAEAFATTA
>NDK34471.1 putative nitrogen fixation protein NifT [Rhodovulum sulfidophilum]SE1
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>NDK34472.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]SE1
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>NDK34473.1 hypothetical protein GXP64_06205 [Rhodovulum sulfidophilum]SE1
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIDPGRLAPLARDADLRVRHAAAERAGADLARGLLDDPEEPVRQAA
AERLAELAAPPPAERNSDVDR
>NDK34474.1 4Fe-4S dicluster domain-containing protein [Rhodovulum sulfidophilum]SE1
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>NDK34475.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]SE1
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLQSLEMLHERGVLVKVNSVLIP
GLNDEHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPKKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>NDK34476.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]SE1
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGASRNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSRTGQRPPAAACPAGFGEPPVAPPAGRPPAAAFAPEPQDERARLI
DAMERSGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>NDK34477.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]SE1
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAIATPVLPPETATTPRPTAEVLQR
>NDK34478.1 DUF2094 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTPATGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSKRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPVLSGDAPEPGLWTAAPPAEEDRPVAQILTDLMGP
IGAV
>NDK34479.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
ARKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>NDK34480.1 adenosylcobinamide-GDP ribazoletransferase [Rhodovulum sulfidophilum]SE1
MTPAASLREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLVAGV
RLTGALHEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRL
ASVIVMVRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVALTLFMARMMMRRLGGHTG
DGLGAVQQVAEIAVLLGLLAWA
>NDK34481.1 alpha-ribazole phosphatase family protein [Rhodovulum sulfidophilum]SE1
MGLILLRHTRPDVAEGTCYGRTDYPPASSFAEEAAEVLAALPAVDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESRPHGGESVGMFFARVVPFLDEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>NDK34482.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]SE1
MTAAAPFEIFLAALPGLEPLLAEEARAAGFATPAAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFNAEVWATMKAPA
PAIPAEARFFGSDRDDGAIRMATANAARAGVVDRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>NDK34483.1 TIM barrel protein [Rhodovulum sulfidophilum]SE1
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDTPRSAIRAALEETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSARLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERLGHATPVGAEYRPDG
PTGDSLGWMARFAANAG
>NDK34484.1 sugar kinase [Rhodovulum sulfidophilum]SE1
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVRVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFADGAEP
>NDK34485.1 2-hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]SE1
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEALAPGLRERLRVVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYGEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAGAVDFLVVALVGGEETQNYVSAGAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVLQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>NDK34486.1 dihydroxy-acid dehydratase family protein [Rhodovulum sulfidophilum]SE1
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRAELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGKIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGREGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVRQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWELRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>NDK34487.1 2-dehydro-3-deoxygalactonokinase [Rhodovulum sulfidophilum]SE1
MAGVHWLAADWGPASLRVWAMTGHEVQAEGASDLSMEHLGPADFEPALLALADSMLPPGEVTPVLVCGVAGARRGWIEVP
YARLPCRPSARRPVRAPSTDPRLSVGILPGLCQTEPPDVMRGEETRVAGFLTIRPDFDGTLCLPGTHPKWVRLCDGRVLA
FRTAITGELYRLLVRGSILRRAFDDIWNDRLFHAAVDEAFCHPERIAGTLFSLRAGALLDPPTTGQIRGRLSGLLIGSEL
AAMRDMWQGRPVAVMGCERLSHLYATALDEQGAEVETIAHDRMTLAGLIATFEQTGAVVLTAPDAQPSML
>NDK34488.1 galactose mutarotase [Rhodovulum sulfidophilum]SE1
MTSATDTALDTARSDGPATGRRPLGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLVLGCPELAPYLGPM
RDFGAVVGPVANRIAGASVPLGGRRLALEANEAGRTMLHGGPAGCSVRNWRIESESGTACRLGLSLPEGTGGLPGPLTLR
ASYSIDGEGALEILLEGESGALTFCNLAPHGYWCLDGSGALDAHLLEIAAGTYLPVDAALIPLGAPAPVAGTRFDFRRPR
PVRAPGDAPLDHNFCLGDAPGRLRPACRLSVPGIALDLSSTEPGLQVYDGGGIDTGPFPGHQGRPYRAHAGLALEPQRWP
DAPNRPDYPSVLLRPGETCRQLSRFHPRRIGAPGPG
>NDK34489.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]SE1
MDTRVCRLHAPHDIRIETLPLDGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TQGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAIATLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>NDK34490.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAEGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>NDK34491.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>NDK34492.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>NDK34493.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRCVLDPSRPITPQLHHFLRDRIIRNVLKPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTIVTTIAFST
VLDARFVREAIEADIVRLLARLPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWTLMEGLKSQ
MDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTDNETTGGDP
I
>NDK34494.1 mannonate dehydratase [Rhodovulum sulfidophilum]SE1
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEEARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>NDK34495.1 DUF3306 domain-containing protein [Rhodovulum sulfidophilum]SE1
MAQEEKTGPGHVPRPRVPEMSRSPPPTPRAGKSSIARDAAAAGPLGLGADVSAFLDAGVPGQLHREAMRRHWHSDPMLAS
LGACDPDEDAP
>NDK34496.1 xylulokinase [Rhodovulum sulfidophilum]SE1
MVFSLGLDLGTTGLRALLLDDEGQAAGSAGRPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFACIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGLAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGPGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLEVPEGGELGAALGAARLGRVAATGAPPETVMTPPAIAATIAPDETLGPAFDEAYQQFRAAYPG
LRAIQ
>NDK34497.1 PAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MKPTPEDQAQTCPEALPERAFLEGVAAVLDCGQVALLCPDPAANGRLRVTAAAPVGLEGRSFPTEWGLLGAWRQDDLEKS
PGLTEMAALLPGMSSLILVRPCSSGPRDIALLCLDPRPGVFTDAQIPFLEHTAKALIHALPGCADARMATARARPAAAPE
ASLNAACGLCDSAMPAAAEGGHAAAAAIIASIGTQFGASRCVLWQHREREFRPVLIWKPPDTQSGPAQIPADAEMAAFLA
RRIETFTSMRPVALVEEAALGRRGIGARLILPFRDGAELGGVLCIDRAAGQRPFAHRDVALLSCLTDAAGLLLCQQETRR
LADAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRGSVRGRIDGLLGFRPEDCLPPATAEAIHALLDRAEA
AGFAVLPELVHPPAPTAGPKTYTLSAATHASAPAQASPGYVLVIRDVTEEIAQRRERDRLGRVVEHMTREVFLTDCSHHL
TWANRATEEHIGRPADRLAGLSPRQAFGAVWSDATRLDRVCEQLEADNGFAGEAAFLDHGGTKVWFDIAVTPLCDGSGGR
EGWMWILSDITERRRDKNRLAQIAQKAREAEERVAQAIETLPDAFAFFDSQDRLILFNDRYRQFYPHSAPAIELGQTFEA
ILRYGLAHGEYPSDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTPDGGYVGLRSDITELKQLAQRAQADRL
AAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPELMTGTALPALDARGNWRGEVWYRRPDG
SRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLSIGLTHDFNNLLAAISGSASLIADSGI
VGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSGAVELQLDLPARPVMVDAVQTDMMQVA
LNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSLDPARAYCMLEVEDDGPGLDADARSQVFAPRLFSPSA
VDCGSGLAILPSIVGKNGGAIALTSDGTPGKRFSVFWPLDSDRNAAPAAPDGSRRRSRPLSGRLDGHMVLVTDDNPDVLR
VISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREVHAHVPDLPVLLMTAHTDWRTHGEGHS
GREFAAVLGKPISSADLLAAAEAAILDR
>NDK34498.1 undecaprenyl/decaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase [Rhodovulum sulfidophilum]SE1
MFLVFLLSAFCCAALLLARPRALSPARRDDVAAVQAAHRRPTQRSGGIAVFLALAVGAATLPGDILPAYAALIAAALPLF
VVGLLEDIGHPMTPLRRLAAATASSLLATALLWLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLAS
GIGSLTAMGLGLVALHAGQADLAQAAFLIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAML
LIFFWPVADTFLAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRSVSNPATSVVIWVLASAPVLTGVVLWNAPG
AAARALGFYALLFALTYILGIRMLKRPKRIVGTSEPVTPGARI
>NDK34499.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]SE1
MESEAAFRPFESVHVIRPMFRVRLERKTAAAAPERPSGVAPGTEMCPHLRRHIECLSQVTDHASDPAVQDMLDEARELVD
ALRLYVLLGQLPDVVSAAPDKTAPGKAELDKAAQCKAEAGRIWVDTDRIDHPPVRVAPQCEAAARLLSLPIPEPAGDTDL
GFLIVENRPSGGMLSSDELRCLHRLARRLGEILNARLAVGAAPGGECRGALAYGLGTAPCKEGGPAGLGADEDGQDRSPR
PAGGAAPPGAERHAQMTEKFVHDMANLVAVIDGSARMLSEEFGRSAHLNRILEANRQILAIMETLRAAGRKGIRHRWVDL
GCLLRAAAELVQAEWPEGIRLDLDLPGQEALALADPVQVSRIVLNLLCNARDAVARKTPGRAPKGRVLLSLRRQCDRPGA
EGRAWYEFRIVDDGIGMDADTRRNMFLPHFTRKGAAGSGLGIAFLDCQIRELGGRISVETWPGRGTAICISWPEIFQ
>NDK34500.1 hypothetical protein GXP64_06340 [Rhodovulum sulfidophilum]SE1
MKRFALDRTEGGAERVGMSERGRRPGPLFSMMVVCVPAGLLTLISALLLGHSLLAAMIAAMWGLFVLALAVFLLADALET
RGGGRREGDTVLE
>NDK34501.1 hypothetical protein GXP64_06345 [Rhodovulum sulfidophilum]SE1
MSCRLDRSSDAAQVLPVLVRVFRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQDEIEAS
GRYLAGVIVSAEDFAGLPFAEGLAALRRSAPEFHLIVQVGPAAPQAAALGALADGLLAEPAGPADLEIALCRLAARG
>NDK34502.1 glycosyltransferase family 1 protein [Rhodovulum sulfidophilum]SE1
MRANGAQSMLYDAVSLVDAVLCGHDRLLLLGVSRALALPLVRCFGRARIVTNIDGIEWQRGKWGRLARAVLRASEWAAVR
FSDEVIADNAAIARHVATRYGRACHTIPYGGDHARATAPDPTGAEGLPQSYALAICRIEPENNVALVLEAWSRLSAPLVF
VGNWDASAYGRELKARYGAHPSIRICDPVYDPARLRAIRDRATLYVHGHSAGGTNPALVEMMQFGVPVLAHGCIFNRETT
ENAALYFDTPDDLIRAVNTLARRPDAARQTGARMREIAERRYRWAEIGAAYFALLDPEGAREQDVPAPDQTGNRAA
>NDK34503.1 hypothetical protein GXP64_06355 [Rhodovulum sulfidophilum]SE1
MANLFVTIDRTGRFALTQIFEKAYRNTAREVLEHLLEVVPDRIRTVLTNRAIGAPSAE
>NDK34504.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSRNIASFSQPARPPQPTTLPPARAWDYRIGVGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVSARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNSAGGLTELADAERVTVQRGGRLYKVNLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREDGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>NDK34505.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]SE1
MKLRILTVCTGNICRSPVAAALLQALRPDAGLSSAGLAAEPGRAADPLTAEVALDLGIDLSGHRAQRFSAAMGRESDLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGATGIPDPYGKPRAWHESVVDAILRATESWAERL
>NDK34506.1 polysaccharide biosynthesis tyrosine autokinase [Rhodovulum sulfidophilum]SE1
MTEPYPRSTTPPAATTPQQDDEIDLSTLFASVWAARGAMLKGAAAALVLAAVMLLFSTPSYRATALLQLEERSNQLMLPT
DMADLLETSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLVGGVLARTGLGLPQIGFLKRYDTGDAGIALTQLAV
PPDWVGLELTAIRTGPESFRLTDPEGRGHDGRVGVPLRLSEKGFTIEIGRLDGEIGRGFRIVQVSVSDMVRRLRGMLGVS
EKGRDTGILQLSLEADDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIREQLPEAVERVRQAELKLNRFREQAQAID
LTAEAQGLLEQLRVLDAELRQLDTKEDELQRRFTPNHPEYRNLLNERARAEQRRKRLEDEVGALPETQREVLNLTQELEL
AREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPAPVSPRVGRTLLLALVLGAVAALAWRLLAQAIRRGIRAPEEIEA
LGLPVFATVPLVGDMPRQRPGSPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLNLATV
MAQADQNVCLIDADMRRGELTRRLGLPDGLPGLSNYLAGDTELDAVLQPSPVDGLSLIPTGIYPPNPSEMMMRPRFAEMI
EILGRRFDCVIVDCPPVLVVTDAVIAARAVGATLLVARHGSTAPGEMAAAMRALDGAGQPAHAAVLNGFERRHARPGREE
GYYGYGYGYGYSYESPTNHD
>NDK34507.1 PAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MQWTLEQICAILKVSEEGLGAAIAGVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRLGGASSPFPLRLPTRAGPREMRAMVFERAAPETAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIMCRTKSGAAILLDVSILP
LFDAAGTCLGTFATAIDITERRARETALAGGEGSVRTARDALVNALEALPDGFACFDAEDRLVICNARFREMLPMAGTPI
VPGLGFRELFESALTQGMRRGDPEQRARWIAGREKARCCGARILEGERRDGGWLRLSDLPISDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRTVSERPLQTRGIWTGL
LVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNAQRRQVIAQVAAGLMHDFNNLLATVSGSATLLRNGGDAE
SNIARILAASAQAGALVNRLASLEQRAHRPDLIDLPDPIEEAVNLVRAGAGSGLSLTLRLPREPMLAVADPTDVIQVFLN
LLLNARDAISCSTLDARRGEIAVTAELAHDPALRRKLRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFEPYFSTKGNGG
TGLGLSIVEGAVTENGGAIGLQSRRGCGSRFSVFWPEAGEEPHEDLCAAGPPCGRLAGRRILLSDGDQEALRILSVHLET
AGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPGLPALLFAAQPDRHLRSGAARRDLFSGVL
GKPVASVDLVAGAVAAIGGRQTER
>NDK34508.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALGVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQENGLF
>NDK34509.1 DNA adenine methylase [Rhodovulum sulfidophilum]SE1
MVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLARIKGAFVLSINDRPEIRDLFGAFVIEE
VRLTYSVSKSGTTAARELIIANREVRVGLV
>NDK34510.1 DUF2177 family protein [Rhodovulum sulfidophilum]SE1
MKLYAITAVLFLFIDAVMLSLVMKPLFTRHIGDAMRDGPMMAPAGLFYLAYVAGLVFLVAAPALRDAVPERAALHGAVLG
AMAYGTYEFTSMSIMKNWSWTMVATDTIWGAVLTGFSAWAGVKIMMRLQG
>NDK34511.1 heme-binding protein [Rhodovulum sulfidophilum]SE1
MLPRATKVIAAFAGFLSVTACSILGSTAAPEPDYSVTLAEPPFELRDYGELVVVKTAVNDGSRAAFGRLFDYISGANSGA
REIAMTAPVLNTATAKGAKIAMTVPVLQTQEGSREMIFILPDTLTLDSAPAPTDPRVSLARIPPRRVAVVRYSGSMTNRA
SAEETRLRDWMTSKELTPTGPAEVAGYNPPWTLPSYRRNEVLIPVKKD
>NDK34512.1 UDP-glucose 4-epimerase GalE, partial [Rhodovulum sulfidophilum]SE1
AGYIGAHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVGEAMRDPGKY
WRNNVGGSLALIESAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHGLKSVIFRYF
NVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRLLAGKGSRVF
NLGSGTGYSVREVIEAAQAVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWFRSGGYTS
>NDK34513.1 PTS transporter subunit EIIA [Rhodovulum sulfidophilum]SE1
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>NDK34514.1 ribosome-associated translation inhibitor RaiA [Rhodovulum sulfidophilum]SE1
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>NDK34515.1 LPS export ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MPGPAGGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGRVMLDGRDVTTLPMYRRA
RLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEIARCLAADPS
YLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDENVRRVYLGQ
SFRIT
>NDK34516.1 lipopolysaccharide transport periplasmic protein LptA [Rhodovulum sulfidophilum]SE1
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>NDK34517.1 LPS export ABC transporter periplasmic protein LptC [Rhodovulum sulfidophilum]SE1
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDTPGRSEASNIQARLDLPDGSSAEIEARTGAIETDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPKHEGRYLLVFKDGVRLVYEPRN
>NDK34518.1 KpsF/GutQ family sugar-phosphate isomerase [Rhodovulum sulfidophilum]SE1
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>NDK34519.1 ribonuclease D [Rhodovulum sulfidophilum]SE1
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQITQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAVLEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>NDK34520.1 complex I NDUFA9 subunit family protein [Rhodovulum sulfidophilum]SE1
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHMAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLLENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>NDK34521.1 undecaprenyl-diphosphate phosphatase [Rhodovulum sulfidophilum]SE1
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPTTRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>NDK34522.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVGQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>NDK34523.1 GFA family protein [Rhodovulum sulfidophilum]SE1
MKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWYAFTAE
GAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEAQMMASAADGMSMGSTGSEGEQQ
>NDK34524.1 glutamate synthase large subunit [Rhodovulum sulfidophilum]SE1
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPENVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGGQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQDEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>NDK34525.1 DUF1269 domain-containing protein [Rhodovulum sulfidophilum]SE1
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>NDK34526.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]SE1
MAKPTKSTGTRRSGTKTTGTRNAGAKAAGKKPARRDSVPLPLAQRLRRMARRGALAVLALVALVLIAPSLVNPPTTPTMM
SERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHWGFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRK
ALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAAAWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLR
RADQVEEGAATILADGRSDCFDH
>NDK34527.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]SE1
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>NDK34528.1 tRNA epoxyqueuosine(34) reductase QueG [Rhodovulum sulfidophilum]SE1
MKDRLAARAREEGLAAMGVCRPDAIPEAAGRLAEFVARERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDP
LAALDRPDRAAISVYAQNRDYHDVLKKRLKRLGRWFLEQVPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRNLG
NWFFLGVIFTTVELPADAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPALRPLLGNRIYGCDDC
LGICPWNKFAVAATETKYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGAVARL
AEDADPVVAEAARWAVARLSRG
>NDK34529.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVAARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>NDK34530.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]SE1
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLSDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>NDK34531.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGS
>NDK34532.1 response regulator [Rhodovulum sulfidophilum]SE1
MGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPIL
LLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRLT
ATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>NDK34533.1 histone deacetylase family protein [Rhodovulum sulfidophilum]SE1
MTTAFLTHPDGLDHATPPGHAECADRLRAVTRALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVRAAIPAEGTVPLD
PDTHVSSGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAANNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHLADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>NDK34534.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]SE1
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>NDK34535.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]SE1
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALAPFGGRADPLKAAARFVISRES
>NDK34536.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]SE1
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TIGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEELILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>NDK34537.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVVAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>NDK34538.1 AMP nucleosidase [Rhodovulum sulfidophilum]SE1
MPDQSDLPLSSPSLPEAEAFTDAAAAVGRLVELYEAATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVVIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTQLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>NDK34539.1 HU family DNA-binding protein [Rhodovulum sulfidophilum]SE1
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>NDK34540.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGTLAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIGHLVTDDAADRSL
RLPRGEIHYAETQPGL
>NDK34541.1 histidinol-phosphatase [Rhodovulum sulfidophilum]SE1
MSELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSTCTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHGAMLDRIARLRAGQAA
>NDK34542.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRNGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAEGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPDECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>NDK34543.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLKGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYTSSVF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>NDK34544.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>NDK34545.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MALDMTATPETLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGSGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRKFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFERCRAENPALRARGGHALAACFLNPEPDIALPENAQPETATETPHA
>NDK34546.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]SE1
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRKGGGTPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARC
DRDGKSVGEELVRTGYKGTDAAPRPDLYLEIHIEGDARMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATDAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDLALGANA
>NDK34547.1 phosphotransferase [Rhodovulum sulfidophilum]SE1
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMRAGFDLDAAIMLAQQAGAVG
VGPRVLWSDAVQGAIAMEALTEAGGWWRAMQKDLQEAPVLTGAMAALKALHATPALSNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLCRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVRLVDYDRAGMNDPLYDLGTLLAETTDFERDMQAGFA
AYAGGFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>NDK34548.1 phosphotransferase family protein [Rhodovulum sulfidophilum]SE1
MSMKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEAS
QKAAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADL
GAPRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQE
LELIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>NDK34549.1 ethanolamine ammonia-lyase subunit EutB [Rhodovulum sulfidophilum]SE1
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLAGIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRGWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTGFRNTIGRAGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSILAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>NDK34550.1 ethanolamine ammonia-lyase subunit EutC [Rhodovulum sulfidophilum]SE1
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPWAGHPLVVVVGDGLSAPALAHAAPVIAALRPALPELDATPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTANPVPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIGAARKLGRTGVALKDESGTRPT
GALAP
>NDK34551.1 nickel import ATP-binding protein NikE [Rhodovulum sulfidophilum]SE1
MSLLAARGLSHSYRSRPLLGPARTHEALSDISLEIAEGETVALLGRSGCGKSTLARLISGLERPTEGEILFRGTPLAAAR
GAARLKMRRAVQMVFQDSPDATNPRHTVGRIVAEPLRHLTRLDRKGREARVAELLDLVELPPRTAGMRPGQLSGGQLQRV
CIARALAPEPRLVILDEAVSNLDLHLQASTLAFLGDIRRQSGIACLFITHDLRLVNRFADRVLVMDRGRIVEEAPSGKLA
TLSHPASRALREAILPPFPGRPAASKAVTPPENPSEIPTAPVEADAAPSPIPVP
>NDK34552.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>NDK34553.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]SE1
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPAIAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFVEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>NDK34554.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]SE1
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>NDK34555.1 nickel ABC transporter, nickel/metallophore periplasmic binding protein [Rhodovulum sulfidophilum]SE1
MLSRRSLLALPFYGACLTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRTDGRVVPWLAR
SWTVSEDGREYSFALREDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFALRLRLKDAYYPTLQE
LALPRPFRFIAPSQFVDGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTG
QIDMVYGIDGPLSPDTFAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADT
LFAPNVPYADIGLDPYRFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVS
LIGEEESSIYARQRDGRFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQAMYR
DLLTRFHEAAVYLPLTHLTAMAVARPAIGPLRFGAMSSEIPFEMLTPDA
>NDK34556.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>NDK34557.1 CynX/NimT family MFS transporter [Rhodovulum sulfidophilum]SE1
MEGGNLSRFSERFLFAAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARN
GIILGLALILIGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIVIRHRAGASAAGLMGLYSTAIMAGAFLSGTFSPWI
AQASDWQPALGIWAVPALLGGLIWWRVTDPRASVSEDRPHFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRS
AETAGLMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPSAIFAGLGIGALFPLSLIVA
MDHGDNASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>NDK34558.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]SE1
MACYEVKGRNNYYMEFGQGRPILLLHGISNSGRAWGPQIPELVAAGYRVIVPDHAGHGASDPLTAPFGVSDIADDTEQLL
ARLGIETLDVVGLSLGGMVALELALRRPTGIGRLVVANSFDNTATPEFRAMSEGWASVFEQPHGPVTRLEQNWLVSVSET
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIVGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSSEDFTARLLRFLSLQPE
>NDK34559.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]SE1
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYLPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVWTIRSHAPVAAIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPEALPITEATPQVPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGADYPTPDGTCIRDYIHVVDLAEGHLLAL
RHMERGGGDLQVNLGTGRGQSVREVLAAVERVTGRPVPVRLHPRRPGDPPALVADPGRARAALGFEARHRDLDGILRDAA
LAFGLEVADAGSA
>NDK34560.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MPGAPEARQVGPPPGAGNGGPGGPFLVSLFTRGQRWGYGLAALAWLGAAVFFWSWWLQPAHDIGAIRFAICSALLGWLTF
LQAYFLIFLLQARRPVGDPAGLKGARVAMVVTKSPSEPFDILRGTLSAMLAQDWCRDWPHDTWLADEDPAPETLAWCAAH
GVQVSTRKGRADYHRPAWPRRTRCKEGNLAFFYDSIGYERYDFVVQLDADHVPQPGYLREMLRPFLDPRVGYVSAPSICS
SNAADSWSARARLHAEAAFHGVLQAGYSNGWAPLCIGSHYAVRTRALRQIGGLGPELAEDHSTSLLMNAGSWRGVHAIDA
IAIGAGPANFADMLTQEFQWSRSLVTILLRHTPRCLSDLPLRLRLQFLFTQSIYPGLAAFMLAGSLLPAVALVFDMRFVG
VTYPAFFGHSLPILGIFLGIGAMLRRDGYYRPSDAPVLGWERVLFPCAQWPWAAWGMLMALRDRLWGGFVDFRITPKGAA
AEARLPLRLLAPYFMLAALALAPVLARSNVQEAAGFYLLSLLNGAIYVLLVAAVLRHHLTENRIRLRTGWRAYGPHVGIL
AVLAMLNAGAVWARGVESLHFLTVGLGRFQVTSAQHVVSGAGQGGRKRLHYVLDFGRSSGARRP
>NDK34561.1 beta-mannosidase [Rhodovulum sulfidophilum]SE1
MRPDRVIAAPRLVAPSLVALSLAALSLATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARNRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWADWDP
ETYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>NDK34562.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]SE1
MIAYLAGWTRRKDAIFRAIAAAADGGHRLLLIGLSFRGFPETRARTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPDRLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPAGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAEALSDAGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTAPADSEAAL
AALLAAPGDLGFDPALRAAFMTYLDRVYYPKIEETPDGVHIDSAALARILASARS
>NDK34563.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVEPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>NDK34564.1 DUF4139 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLARTTPLATVRVAVEGATLGSVS
SRRDFVLPRGAETSPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVDDLQALARMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPVEGPTEGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTEVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASIVAGEVLRMT
TGRGAIAAAAPPLRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDNAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRIVRERNEGDRGVLTKSNERSEAVRIAVENLTDETWP
LRLLDRVPYSEQEDLKISWRADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>NDK34565.1 carbonic anhydrase [Rhodovulum sulfidophilum]SE1
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>NDK34566.1 hypothetical protein GXP64_06690 [Rhodovulum sulfidophilum]SE1
MSNVVTMRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMIS
LSSAARNVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>NDK34567.1 leucyl aminopeptidase family protein [Rhodovulum sulfidophilum]SE1
MCPRFADPAAPSRPLFVVDEAALETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLAGYRFDRYRAQSGAPRASFKAPSGVDAARLEAMAAGEVLTRDLINIPA
SDMGPEALEEAVAALAARHGATLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGAFARAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLKL
>NDK34568.1 C40 family peptidase [Rhodovulum sulfidophilum]SE1
MSGPAGRDRRETPANDRVAAARLRGVIEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSVPDLKTPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGTPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAIARIEAQGEGRPTAHRRMPVRAD
>NDK34569.1 DUF2794 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSVIPPMPTPAERPAEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRGRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>NDK34570.1 cytochrome c [Rhodovulum sulfidophilum]SE1
MTTRRMTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPG
LFETRADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>NDK34571.1 NYN domain-containing protein [Rhodovulum sulfidophilum]SE1
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>NDK34572.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTAKTERISRGYKFDQGLEGTREAFLHDGFKPASVAPILRRARVSKATLYSDVPDKRLLFSEVMLRECDHLTGAARHEIN
PTASAETVLKAMTRHVL
>NDK34573.1 rubrerythrin family protein [Rhodovulum sulfidophilum]SE1
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLFPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>NDK34574.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]SE1
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>NDK34575.1 YaiI/YqxD family protein [Rhodovulum sulfidophilum]SE1
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>NDK34576.1 HAD family phosphatase [Rhodovulum sulfidophilum]SE1
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPDWEAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAAVLADGPLAHA
>NDK34577.1 NAD(P)-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MPESIGFEEGERVLTWPGLCDALARGHALPRAEIADSFLYRGPDTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLIEAYRSAFPEAEFTIWSRSGDSGR
RLADPLGLAVATDLEAAVKAADIVTSATMATDPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLADYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>NDK34578.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MIWAGLLVLTLLAAWPLAEALRRPMGARARSEAPGEIAALPRGRTHLVWEGPADGPVLVLLHGLTIGSHMLDRLAGGLAD
SGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLEALLEVRGVGGELTLVGYSMGGAILTAFAAAHPGRVRQLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGAVVLRRMARAADRAYGLPGTLIAAQSAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPEAGHGLPVTHADAILAEIPAAPAQ
>NDK34579.1 cell division protein ZapE [Rhodovulum sulfidophilum]SE1
MSETLKDLYDARAAGGDLRSDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>NDK34580.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]SE1
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVVHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEVIEARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPPRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLDAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>NDK34581.1 acetyl-CoA carboxylase carboxyltransferase subunit beta [Rhodovulum sulfidophilum]SE1
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>NDK34582.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]SE1
MRSPLFEAYIEPARLYPETWRLVVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLIPAYALLFGLAFATMPLEANLDTGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPTLIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>NDK34583.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]SE1
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFETTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAALGQFVRVLRAVALLYLVLWIVLPAGPEKVAHRPVGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALMFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARSGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>NDK34584.1 hypothetical protein GXP64_06780 [Rhodovulum sulfidophilum]SE1
MPEQTPDIFRKILPPRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDESASRDDGDGAFVL
LASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPKDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLVH
SVDRGPGLANGLRPDTWRAVFEANGRIVTAAATGFASRPIGDQAARALLQDLAGRSRAATASLPDPTMAQP
>NDK34585.1 hypothetical protein GXP64_06785 [Rhodovulum sulfidophilum]SE1
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAVERLDIPDLAALPGRAWRLRHRRDRAIHGADARRAAFHAAAETARL
PLGSDWGVRPAPFAERVKPCAATDIGTALRLGPQVTLLHDAARAGIAFRQVANSRAGEGAPFGLALEVSGFDGGFLSVVF
ELPSHSVEGLGRHHLIRLDAVLETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDLVLSRRPRAEA
>NDK34586.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IASHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAAGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDDWGGSDENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGGAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPHRIAVVGAGPAGLSAALVAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESIALKLGAVPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VLSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAVHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>NDK34587.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGEFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFRDALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>NDK34588.1 OmpA family protein [Rhodovulum sulfidophilum]SE1
MRARRLLLALALLWSGLLIWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQIVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLSAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDETALADRLARDGHAVLAGIDFATAAATLGTGPFPALEAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>NDK34589.1 peroxidase-related enzyme [Rhodovulum sulfidophilum]SE1
MTHDKTRPTALDLPMVDPLPPDTRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVV
SSINRCWYCQVAHGATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWD
IAAVAGFFNMTNRVASASGMEPNPDYHGSHR
>NDK34590.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTVDRLFEGQEATWPPAARHITGPWCLRDGQAGGKRVSAATLEGGFEPEAIAEAETGMARLGQTPLFMVRPGEGALDDTL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>NDK34591.1 competence/damage-inducible protein A [Rhodovulum sulfidophilum]SE1
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAVAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>NDK34592.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]SE1
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITDLVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>NDK34593.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKGAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>NDK34594.1 hypothetical protein GXP64_06830 [Rhodovulum sulfidophilum]SE1
MPRDADAALVDAARSYFAARRARVPAFARRRFGLVGTLALHRHALGWDVLRAPLNVLLSPALILTRLGAAAAARSRAPRL
AAWLGTRRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYGGTRS
AVAEMTTAFGTMGAGALAFQSLTPGMVSFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPLIGLG
ALVAAFAGVVADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>NDK34595.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]SE1
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLAHGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAP
>NDK34596.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHAAHGVQIREAAGLVRLLGETRVTGAELADGSVIGADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>NDK34597.1 peroxiredoxin [Rhodovulum sulfidophilum]SE1
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>NDK34598.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]SE1
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPEWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>NDK34599.1 N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MRADHVEAEQVEIEVMTAIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGPGTGWQPHHLVARDASGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGRETGLLHRVTQQFHWENRSYPDFETFLATLSSRKRKNIRKERATAQAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRTEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>NDK34600.1 phosphodiesterase [Rhodovulum sulfidophilum]SE1
MSPLPPAFLTAPLAHRALHDRTAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLDEVSGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYEARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKARGAAILCWTVRSPAEERIARSV
AANVTFEGYVPAHPAPPAA
>NDK34601.1 RidA family protein [Rhodovulum sulfidophilum]SE1
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAIALLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>NDK34602.1 VacJ family lipoprotein [Rhodovulum sulfidophilum]SE1
MSDWIQIVSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPV
RSGVSNFASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEF
PVLGPMTERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKL
SRNQETDYFDPYEDPYADSNAE
>NDK34603.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMIPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTDAFQGYIARKYGRRFREFIGGEIKVDRARQVKTFYEVKSTAQLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>NDK34604.1 PBP1A family penicillin-binding protein [Rhodovulum sulfidophilum]SE1
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRGNPILRAIRAFFRRLFRSILGTGLRLALLGV
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDQGGNVAENILRSVLGAFTGRN
>NDK34605.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]SE1
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>NDK34606.1 ammonium transporter [Rhodovulum sulfidophilum]SE1
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALVGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWAAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>NDK34607.1 aspartate/tyrosine/aromatic aminotransferase [Rhodovulum sulfidophilum]SE1
MLNRLSPQSPDKIIGLMQQFRADPRTDKIDLGVGVYRDAQGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIRT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDAAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLVSVS
CSKNFGLYRERVGAVLALSPNAAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRETSGSDRFAFLAGQKGLFSLIGATPDQVIAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>NDK34608.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]SE1
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPVEDMPPIVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>NDK34609.1 SsrA-binding protein SmpB [Rhodovulum sulfidophilum]SE1
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>NDK34610.1 DUF4399 domain-containing protein [Rhodovulum sulfidophilum]SE1
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPVDDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>NDK34611.1 tRNA (N6-threonylcarbamoyladenosine(37)-N6)-methyltransferase TrmO [Rhodovulum sulfidophilum]SE1
MRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKNIGRARERGAPAALEIDPVFAPALRGLSVGQPVIVLYWMDRARR
DLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDADTGRVEVDALDCYDGTPLIDIKPWLPSIDLPPGETG
>NDK34612.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]SE1
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCNLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYAKALDLQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>NDK34613.1 lytic transglycosylase domain-containing protein [Rhodovulum sulfidophilum]SE1
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDPTAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLRDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGNPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDHYPDWRAQ
PFARSSVIAAALLLHEAGEQNLVEMFLTHLAESVDPAGQRALAGLALELHDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>NDK34614.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLSAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKLGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDNAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>NDK34615.1 tRNA (5-methylaminomethyl-2-thiouridine)(34)-methyltransferase MnmD [Rhodovulum sulfidophilum]SE1
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPDFHIAELGFGTGLNLLAALIAWRGAGVKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIEADGLIAEIVEGDARETLPHWQGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSAARLP
>NDK34616.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEIEA
ESGRSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPRHACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAQLSADLGHQVGSGVKGQAAILAHDAGAVPQVYADGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIDRARAVCPALADAEVIERWAGVRPRAGTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>NDK34617.1 GlsB/YeaQ/YmgE family stress response membrane protein [Rhodovulum sulfidophilum]SE1
MGIIFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>NDK34618.1 HAD-IIA family hydrolase [Rhodovulum sulfidophilum]SE1
MAGGGDGAAVHPRAGPSGRDRLGLAAAAHPVRQGAEVLLPDAADAGGRDAAWAFAAYQAIRPRLPAAQAGGAAREVASLS
EAAEDVDLVLLDAYGVLNVGETPIPGAAARIGALRAAGKRVAVVSNSAGYPKRHMMARWQRLGFDFSAAEVTSSREALLE
TLAGDTRHWGIMLGDEHGSEDLGDLGVSFLGDDPGTYAGVDGFLLIGASGWSEARQSLLAQALAARPRPVFCGNPDLVAP
REAGLSLEPGYWAHRLADATGQAPLFCGKPFPSIFDLARLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGA
LKSLSCQSCCREAGIHPDFVMTSI
>NDK34619.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]SE1
MTEQDLTTRPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>NDK34620.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]SE1
MSAPAGPAALPERWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>NDK34621.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>NDK34622.1 phosphate/phosphite/phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MMHMEESMFDTTFRGLAAASAIAMIAGAAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYAD
IWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYKLQVYTRKD
SGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERG
LYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGV
QYTPEGLAAE
>NDK34623.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIARQAATLVPPGATIMLDAGSTTQELARRLSLGGKPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGARVL
>NDK34624.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]SE1
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQACAEELGLMVRHPKSLRATPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTETGVCIMEMEEGLDTGPVLMRETTAIGPEDT
TGALHDRLSTMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTHPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTIACGEGAVEIIEAQRQGKRPMSAAEILRGFPLPERLD
>NDK34625.1 peptide deformylase [Rhodovulum sulfidophilum]SE1
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMIDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAR
>NDK34626.1 peptide deformylase [Rhodovulum sulfidophilum]SE1
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>NDK34627.1 peptide deformylase [Rhodovulum sulfidophilum]SE1
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRARSRS
>NDK34628.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]SE1
MNFDEIIDRRGTHSSKWDLMEPIYGVSPEEGLAMWVADMDFRPPACVSKALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWEVDPAAIFTTHGLVNATALCIEAFTAPGDAVVLFTPVYHAFARVIRAAGREVVECPLAKREGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWTREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRAKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>NDK34629.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]SE1
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFRAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDGLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>NDK34630.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]SE1
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFSGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSGSLGPGNLHASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGVDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>NDK34631.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]SE1
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>NDK34632.1 chromosome segregation protein SMC [Rhodovulum sulfidophilum]SE1
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQNMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVAALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEPPL
PEGTAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAESRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELERAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAREADHAAREAERRAGEA
REARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGEDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEEDARA
VQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>NDK34633.1 hypothetical protein GXP64_07025 [Rhodovulum sulfidophilum]SE1
MLRILALALSLALSACDSPGMDYAGIPPVRIEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCAIRPDT
LSGDPAMAYAKLTCTGS
>NDK34634.1 aspartate/glutamate racemase family protein [Rhodovulum sulfidophilum]SE1
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGRMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>NDK34635.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]SE1
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVATVLAALNEAERPLVVVGGPHWSAQAAADLARFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTAPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPDLPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>NDK34636.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDASGIPPAVQRLADQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWADKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>NDK34637.1 acyl dehydratase [Rhodovulum sulfidophilum]SE1
MVALFVALGLEGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRPRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>NDK34638.1 ribonuclease HI [Rhodovulum sulfidophilum]SE1
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWKTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>NDK34639.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKTEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGGGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>NDK34640.1 DUF3429 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGRADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>NDK34641.1 LysE family translocator [Rhodovulum sulfidophilum]SE1
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVAYL
MYLAWQAVRQGGALQIGARDGQDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLMLGGVFMALTLAVF
LGYGLFAAAARDRLLASARAMAWLNRGFAAAFAGLGLKLAFEKA
>NDK34642.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]SE1
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEAKRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>NDK34643.1 DedA family protein [Rhodovulum sulfidophilum]SE1
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLDRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAASG
>NDK34644.1 NYN domain-containing protein [Rhodovulum sulfidophilum]SE1
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>NDK34645.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine diphosphokinase [Rhodovulum sulfidophilum]SE1
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRIRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>NDK34646.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]SE1
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAYQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>NDK34647.1 bifunctional (p)ppGpp synthetase/guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase [Rhodovulum sulfidophilum]SE1
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>NDK34648.1 DUF2062 domain-containing protein [Rhodovulum sulfidophilum]SE1
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>NDK34649.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]SE1
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLAGAGCRVSLFIATDAAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>NDK34650.1 GTPase Era [Rhodovulum sulfidophilum]SE1
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERAAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>NDK34651.1 bacterioferritin [Rhodovulum sulfidophilum]SE1
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>NDK34652.1 ribonuclease III [Rhodovulum sulfidophilum]SE1
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>NDK34653.1 signal peptidase I [Rhodovulum sulfidophilum]SE1
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>NDK34654.1 holo-ACP synthase [Rhodovulum sulfidophilum]SE1
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAERAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRHAAPPPR
>NDK34655.1 alkene reductase [Rhodovulum sulfidophilum]SE1
MTKPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSELQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMAAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGLIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>NDK34656.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]SE1
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGDYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPSMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVDVLQ
RYEAAEVPVPATLPLMLAGLGGFAALRRRRAAA
>NDK34657.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]SE1
MSMESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDPEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDGDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>NDK34658.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MPPAPQPQDDRARSKRIGALAALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRSRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>NDK34659.1 hypothetical protein GXP64_07155 [Rhodovulum sulfidophilum]SE1
MLRSLLHIGIIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAAAVWIAPGFGRVALSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAAEMDRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADPSGYRPGEVRSYIGYFA
FEQGPTDCPSAWPTLRWNFTALQPLWRDYRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGDVIGFQGCRAARHD
DHIHLQLR
>NDK34660.1 hypothetical protein GXP64_07160 [Rhodovulum sulfidophilum]SE1
MTIPFLRPILASTGLAPTCLVLACLAAIAGHPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRERSGFRL
LGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEGRIARR
EAEMAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPAMQIQY
YGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIARYERIL
DRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRVAEIVG
NS
>NDK34661.1 hypothetical protein GXP64_07165 [Rhodovulum sulfidophilum]SE1
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>NDK34662.1 nucleoside diphosphate kinase regulator [Rhodovulum sulfidophilum]SE1
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>NDK34663.1 hypothetical protein GXP64_07180 [Rhodovulum sulfidophilum]SE1
MNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHADHGNLAETGAALSIGSLSVARTAMRRQKGL
AGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDALQHAYLDGASG
PQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNSGA
>NDK34664.1 hypothetical protein GXP64_07185 [Rhodovulum sulfidophilum]SE1
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLDRHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLAWGPGRPS
>NDK34665.1 hypothetical protein GXP64_07190 [Rhodovulum sulfidophilum]SE1
MQILAACGGTMREQTRIARANSVQLFPLMCRDMTKENAAAAGPRNGAQNACEASQLPEKDTSKTSVSATLKYPSDAHQWA
ARLLAAALPLLEDFGGWAAASALWAARLTARERALLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGME
>NDK34666.1 phosphoserine transaminase [Rhodovulum sulfidophilum]SE1
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGVPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILGPRAVERLESYSPAWPLPKIFRMTKGGKLNAGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>NDK34667.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]SE1
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>NDK34668.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]SE1
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>NDK34669.1 DUF1643 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDTDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTAAGESPRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTNPKDLPKDPDLACSAENLPAILAMAGEAELVVMAYGRLHKRYAGVVGGIIAALRETGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>NDK34670.1 hypothetical protein GXP64_07215 [Rhodovulum sulfidophilum]SE1
MTAQGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARADAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGETGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWDGRITDVLFSREGGT
SFIEVMEEALALSPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGRVLSLAR
>NDK34671.1 AAA domain-containing protein [Rhodovulum sulfidophilum]SE1
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMGAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>NDK34672.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNQSHAIDAFGALAHDTRLQIFRLLVQRGPMGTPAMEVGRLLDLKPSTLSGHLATLKRAGLVETERQHREVLYSPRFDAV
NGLVRFLLEDCCGGDEDACAGLELPKT
>NDK34673.1 ACR3 family arsenite efflux transporter [Rhodovulum sulfidophilum]SE1
MSDTFTPAPMGRFERLLSLWVALAMAVGIAVGNLAPGAFAAIAETEVASINLVVAVLIWAMVYPMMVSVDFGAVAGLARQ
PKGLLVTLVVNWLIKPFTMALLAVLFFDHIFAPWIAPEDASQYIAGLVLLGAAPCTAMVFVWSQLTRGDATYTLVQVSVN
DLVMVVAFAPIVAFLLGVTEITVPWSTLVLATLLYVVLPLLAGLLTRRALGTEKAISAFTARIKPVSMVGLVATVAILFG
LQGDTILSRPGVIALIAVPILIQSYAIFALAYGAAWLLKVPHRIAAPCAMIGTSNFFELAVAVAISLFGLHSGAALATVV
GVLVEVPVMLSLVAFANRTRARFPEAERGA
>NDK34674.1 arsenate reductase (glutaredoxin), partial [Rhodovulum sulfidophilum]SE1
MIVIHHNPDCGTSRNVLAFLRASGAEPVVIEYLKEGWTRPQLLALFAAAGLTPREALRETKSPAREIGLLEKDVPEEALI
DAMLAHPVLVNRPIVCTAKGTRLCRPSEVVFDLL
>NDK34675.1 nickel-responsive transcriptional regulator NikR [Rhodovulum sulfidophilum]SE1
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVHAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>NDK34676.1 tryptophanase [Rhodovulum sulfidophilum]SE1
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYKRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>NDK34677.1 cysteine desulfurase [Rhodovulum sulfidophilum]SE1
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGVVLKWVDVDAGGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIASHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>NDK34678.1 YIP1 family protein [Rhodovulum sulfidophilum]SE1
MTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFMHYPLAAAAVQ
GLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWLLSHFVAVLHG
FPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>NDK34679.1 YIP1 family protein [Rhodovulum sulfidophilum]SE1
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARAVGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>NDK34680.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]SE1
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELTGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>NDK34681.1 Fe-S cluster assembly ATPase SufC [Rhodovulum sulfidophilum]SE1
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>NDK34682.1 heavy metal-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>NDK34683.1 hypothetical protein GXP64_07280 [Rhodovulum sulfidophilum]SE1
MSMPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLV
PLSKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRGDADLRDRGLGDQVLGDRDLRDQDRCDKDRRDKEDRT
>NDK34684.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]SE1
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>NDK34685.1 cysteine desulfurase [Rhodovulum sulfidophilum]SE1
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVERARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTAMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>NDK34686.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>NDK34687.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>NDK34688.1 hypothetical protein GXP64_07305 [Rhodovulum sulfidophilum]SE1
MSAIDDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GG
>NDK34689.1 NADP-dependent isocitrate dehydrogenase [Rhodovulum sulfidophilum]SE1
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>NDK34690.1 YitT family protein [Rhodovulum sulfidophilum]SE1
MPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYASGIGFGPVFFLLNLPFYWLGYRRMGKAF
VLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQLGFD
AVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>NDK34691.1 QacE family quaternary ammonium compound efflux SMR transporter [Rhodovulum sulfidophilum]SE1
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>NDK34692.1 translational GTPase TypA [Rhodovulum sulfidophilum]SE1
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>NDK34693.1 DUF1330 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVEAAVACYESPDYQAALDHA
RGASERELMVVEISE
>NDK34694.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
ELAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLAQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEAEGKASVAAGVTPDLTDKVSAVDLVRAAVVELGGKGGGGRPDMAQGGARDAANAEAAIRAAE
AVLEA
>NDK34695.1 recombinase RecA [Rhodovulum sulfidophilum]SE1
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>NDK34696.1 response regulator [Rhodovulum sulfidophilum]SE1
MPVLLSVRRSAAAFADRAWVALALGILLAVAAWTSPWPWLFAPLLTAGVTLGCLAALLRILGRPVSDIPSDRLRRLCACT
PGATLVTDAEGRVLIASPEAQRRVAAMRGQPVSDALQALFADPRRAVGDLIAAAARGLPASARRSLASGPLQVGVERAGS
GLFLWRFDSSATDGPEIALPMVRLDPAGRLSVINAAARALVGQSHETVAALLAGASDETEEVVVETPEGPSRRRLLQLCM
ADGGREFYILPQGPASRVAEAPEGFLDALPVALLQLDTDGTVRLSNARAVRLLGGEPGEALNLCDRLEGLGRPVSDWLAD
AAQGRAPNTAEVLRVARDDREVFVQVALARMAEGALVAVLHDVTEMKTLEAQFTQSQKMQAIGQLAGGVAHDFNNLLTAI
SGHCDLLMLRHDAGDPDYGDLVQIHQNANRAASLVGQLLAFSRKQTLSPEVLDLRDTMGELAHLLDRLVGEKVQLRMRHA
EALPPIRADKRQLEQVVMNLVVNARDAMPEGGEIRIETEAVQLSTELQRDRAVVPPGPYAMIRVRDEGQGIPPDRLSKIF
EPFYTSKRPGEGTGLGLSTVYGIVKQTGGFVFVDSTVGQGSCFSVYLPTHSGRVGPVAPLQESGAVEDMPGSAVVLLVED
EAPVRSFAARAMRMRGHTVLEAESGEEALETLADPELKVDVFVTDVVMPGLDGPGWVSKALAARPGTRVIFVSGYAEDSF
GEIKARIPNSVYLPKPFSLADLTATVQRQLRAAAEPGDTEGQRDKGKLPEQVP
>NDK34697.1 RsmB/NOP family class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]SE1
MTPAARIAAAAELLDAWRAGGPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLHAAG
TEPDTVFTGLGHAPAPLGPEERVPGPALADLPEPVACDCPEALEGLLRASLGADFRPVMERLRQRAPVFLRVNTRLGDPA
AVAARLAGEGIETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLTEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVHCLDGTALEEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTSPADLERLTA
LQEEILDRAAGLVAPGGHLAYATCSLLAPENGARIGRFLDAFPGWVLSSERRLTPLDGGDGFYAAVMRRPG
>NDK34698.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]SE1
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAAAAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADSVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPEMLERGARVSAA
>NDK34699.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]SE1
MIRSRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDARALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>NDK34700.1 M1 family metallopeptidase [Rhodovulum sulfidophilum]SE1
MRLRRLVLAAIPVLATLGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSIETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAHRARFELSLEVPSGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEADWQAGLRRFYSERYDRVAAWHHLRA
DFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETGAGTERHIVALDGARAEVTLA
LAATPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAVLGPRLLHGAPRLVDAVAAEAAPVLVVL
GSGVEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>NDK34701.1 uroporphyrinogen-III C-methyltransferase [Rhodovulum sulfidophilum]SE1
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWIARPVEAADLDGARLVYAAT
DDAAEDARVASLAQAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKTGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAAGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSDLRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVS
VVENAGRPGERILAATLGTLATEIASAGLTGPAVILLGLAPRAAARSLPLLQEAAR
>NDK34702.1 DUF2849 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAEAETGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRLDQRPGE
>NDK34703.1 nitrite/sulfite reductase [Rhodovulum sulfidophilum]SE1
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLCDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRAEFPGAEAALAEIRAAFRAPGFRAGGTAIPSGSPAFRAWADTNLAP
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEIAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTERIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>NDK34704.1 phosphoadenylyl-sulfate reductase [Rhodovulum sulfidophilum]SE1
MRPETGFERVEPQLAALNRHLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGAA
>NDK34705.1 DUF934 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSTAILVTDAGFAPAGPAQDWLSPGDLDGPARPDPVRVALTPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEIEIDADRALRQPEADWRRAAGRQGYLARLRRAVA
>NDK34706.1 hypothetical protein GXP64_07395 [Rhodovulum sulfidophilum]SE1
MGRGFFGGVLWGAATSGLALAALAVVVPPGTEPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAPATRPEISAAP
EAGPATDIELPPGSEFNRSRPGTEARPPEAEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDA
ALDLGGAASPAAEDPPPAARAMHGPAAPATSPDASPAMPTGTSPDGSAATSPESSSEAAAGPAPETDPETVPDTNPETAP
ETALDFETVPEIAADPDTGPEAKPEVVPEAETAPEAGSEAPAVLPEVLPPPGPADPAMPGRAAGPLRPDAPLPMVGEKAP
PVDAAPEATRPAMPGALALNAVPFRAPPGAPLLSLVMIDIGAEGLDRQTLLTFPFPVTFVLDPAAPDAEAAMAAYREAGY
EVAVLGSGLADLAPEAAAARLGAAFGRIDGSIALVTPEEGGFEGDRDLTGAVLGLLEAGGHGLVTADKGPNDALRAAEQA
GLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQNGHAVIVGHSHPETVTAIYAWALLSGPADAVLAPLSAVLRQSRP
>NDK34707.1 aminodeoxychorismate/anthranilate synthase component II [Rhodovulum sulfidophilum]SE1
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>NDK34708.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MSDSLKPLIGLAAERPLTRNEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVSAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>NDK34709.1 indole-3-glycerol phosphate synthase TrpC [Rhodovulum sulfidophilum]SE1
MTETILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLTQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAGLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>NDK34710.1 cyclic pyranopterin monophosphate synthase MoaC [Rhodovulum sulfidophilum]SE1
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>NDK34711.1 molybdopterin molybdotransferase MoeA [Rhodovulum sulfidophilum]SE1
MIPVDEALGHVFDLISPLPVEEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGAALRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPKGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEVALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>NDK34712.1 transcriptional repressor LexA [Rhodovulum sulfidophilum]SE1
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>NDK34713.1 ComEC family competence protein [Rhodovulum sulfidophilum]SE1
MPARAMSALLTAVEARRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAAVLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPNETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRMTLSDALRARIPGDQGAFAAAIL
TGDRSAMSRDTIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTQAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAGLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARALGLVPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARALAGARLWAQ
>NDK34714.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]SE1
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWRDADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALLQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKKIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>NDK34715.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]SE1
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>NDK34716.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum sulfidophilum]SE1
MTDYTTIGYDCADGVAVVTLNRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIACEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAAQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>NDK34717.1 cytochrome c-type biogenesis protein CcmH [Rhodovulum sulfidophilum]SE1
MTALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAGDSNTE
VVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGE
>NDK34718.1 heme lyase CcmF/NrfE family subunit [Rhodovulum sulfidophilum]SE1
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLIILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAIALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGISMIGISAMLAWNQEDIRVAQIGERYELGSYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>NDK34719.1 carboxylesterase [Rhodovulum sulfidophilum]SE1
MGVMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTV
GLAISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDAAPA
VPDGPQDSGTVPRSQGPNPALDDWRAGL
>NDK34720.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SE1
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSDDVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
ASRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>NDK34721.1 cytochrome c maturation protein CcmE [Rhodovulum sulfidophilum]SE1
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>NDK34722.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]SE1
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMAEVFPHLRHLNLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>NDK34723.1 hypothetical protein GXP64_07480 [Rhodovulum sulfidophilum]SE1
MKRVFAAAALAATFAFGGAVSAATIVLDGSKDIRLNLNDVSDLALSFSLDDAAASYTNWGGKIKWSTREDGRKDSDGPWG
SCLNCGYDGGGWDLKYDPYSDSNKTSTDLKLDFGKTLKTVYVWIRPTYGNGKGSVSYEDGSAGAPDIAPVPLPAGGLLLV
SALGAALLLRKRGRKAA
>NDK34724.1 glutamate racemase [Rhodovulum sulfidophilum]SE1
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVTRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMKGPGA
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>NDK34725.1 indolepyruvate ferredoxin oxidoreductase family protein [Rhodovulum sulfidophilum]SE1
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRALGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMQVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALERIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPRGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRREASAEVEIGALPAPALPEIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGAKTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAARARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERRRERAAIRRYEADMEEVLARLSPATLTAATALAELPLSVRGFGPVRAGAERAADDKRAALLA
EIRAGGAALDRAAE
>NDK34726.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>NDK34727.1 phosphoribosylformylglycinamidine synthase subunit PurL [Rhodovulum sulfidophilum]SE1
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADRIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>NDK34728.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>NDK34729.1 Grx4 family monothiol glutaredoxin [Rhodovulum sulfidophilum]SE1
MTDAAKDRIQQTISENDVVLYMKGTKAAPQCGFSSRVAGVLNFMGVEYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>NDK34730.1 hypothetical protein GXP64_07515 [Rhodovulum sulfidophilum]SE1
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGTEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFSPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPTAPRTPLTARIGRILSEI
SGLMRPRRHPS
>NDK34731.1 cell division protein ZapA [Rhodovulum sulfidophilum]SE1
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDVEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>NDK34732.1 hypothetical protein GXP64_07525 [Rhodovulum sulfidophilum]SE1
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPAAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>NDK34733.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]SE1
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>NDK34734.1 CBS domain-containing protein [Rhodovulum sulfidophilum]SE1
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>NDK34735.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGAALFARSPRGYGLTEAGERLMARASEAEQALTEGIE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>NDK34736.1 CoA-acylating methylmalonate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>NDK34737.1 RDD family protein [Rhodovulum sulfidophilum]SE1
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILVISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDKLDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>NDK34738.1 arginyltransferase [Rhodovulum sulfidophilum]SE1
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPNAHDGETHPLSVAPIAEQVARINLPDSRPTHD
>NDK34739.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]SE1
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVVDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLVGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>NDK34740.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]SE1
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTGIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLECVEGEESAGKYLDRDSLGAGEEAYEGTH
>NDK34741.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MDDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>NDK34742.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>NDK34743.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]SE1
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>NDK34744.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]SE1
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKVD
AFGELMRPLGLTEMARTGVAALARGT
>NDK34745.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARTALLRARA
MLKDTGSMMILASPDCVITETEGDRSVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGRVRGIVDISGPTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTAPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPGQTVDQTMDQTGP
RGGGAVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAGGGAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRIS
TIQFRLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLP
DKIRDPAAPPVPAEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>NDK34746.1 hydantoinase/oxoprolinase family protein [Rhodovulum sulfidophilum]SE1
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>NDK34747.1 acetone carboxylase subunit alpha [Rhodovulum sulfidophilum]SE1
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAYDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLSQSVPTGEWMEAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>NDK34748.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]SE1
MAYTEAKIRDLVDGTIDQDTLHQMLSTPKDRERFEIYLKILQDQVPWDDRIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>NDK34749.1 hypothetical protein GXP64_07615 [Rhodovulum sulfidophilum]SE1
MGQALDSLQDDVNLAVTGKALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTS
FFRPLLSLLLLDGVGAEDTLDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGG
>NDK34750.1 hypothetical protein GXP64_07620 [Rhodovulum sulfidophilum]SE1
MPLRERIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEDGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFEAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVERELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>NDK34751.1 1,4-alpha-glucan branching protein GlgB [Rhodovulum sulfidophilum]SE1
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGDLRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWETDDPYRFGPVLGEMDEHLIAMGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQQMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGERAEKFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGRSVYAWLRRGGPEDPNAVAICNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEARPSHGQAAS
AEICLPPLSTVILVQEDG
>NDK34752.1 acyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]SE1
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYSVGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAAAHGSVSGNIHFVAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRATRAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>NDK34753.1 hypothetical protein GXP64_07635 [Rhodovulum sulfidophilum]SE1
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRATRKTTAAVPETPVAPGVPPHHLAAIAAAVAETLGPGHRISRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>NDK34754.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]SE1
MKRLRITVDGTPYDVTVEEIETAPAPAPAAPRTASAAPRPAPAAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQ
SVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>NDK34755.1 sodium ion-translocating decarboxylase subunit beta [Rhodovulum sulfidophilum]SE1
MWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLFHYISLGVDLELFPPLIFLGVGALTDFGP
LIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFLANKMAPHLLAPIAVAAYSYMALVPLIQP
PIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGMLMLGNVLRESLVTDRLAKAAQNEVINVVT
ILLGTSVGITMTGERFLNADTLMILGLGVVAFGIATAAGVLMARAMNLVSRSKINPLIGSAGVSAVPMAARVSQIEGQRA
DPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>NDK34756.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTLHTFLTTSALALSLASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFRTGTTEVIPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIENIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVEEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEALIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>NDK34757.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAVSHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>NDK34758.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>NDK34759.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MALLSIRNLSVEFSTAGGPFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLETE
AEETAR
>NDK34760.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRAEKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>NDK34761.1 UPF0261 family protein [Rhodovulum sulfidophilum]SE1
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSSADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAAGDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARIALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>NDK34762.1 phosphoenolpyruvate hydrolase family protein [Rhodovulum sulfidophilum]SE1
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>NDK34763.1 SRPBCC family protein [Rhodovulum sulfidophilum]SE1
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPTIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSDSGETFAEWEAVFDEAPEDRGKYGPVISQGVFAEGWAALKRHFA
>NDK34764.1 alkaline phosphatase [Rhodovulum sulfidophilum]SE1
MRTLLSALAATTLLTGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEEEIAVTVNGKPYAEAFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPGSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSIATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>NDK34765.1 hypothetical protein GXP64_07695 [Rhodovulum sulfidophilum]SE1
MTDPAAPDRTRRLCLALAPGLLLPGLFLTTTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIDLTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>NDK34766.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MPDLRLSSVSVAYPGLAVPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIATLSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGMLLDEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGVAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>NDK34767.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MIKFVLADLKRFRLGSAVIVVLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVDNTTTGFAEGRAFVAEGEAVIGSAVALSLGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHEHDEDGHDGHGHATDGHDHDHDHDHDHDHDH
DHDHDHDHDAEGHEAHKAHGEAAFDPDAPLDESWAAGEPPGLPAILVKPNSIADAYRLRQEYRATGDTLAVFPAEILTGL
YAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGTGILCGFGLGYVA
ADALSRSFALARGFPLPVAFTPADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>NDK34768.1 hypothetical protein GXP64_07710 [Rhodovulum sulfidophilum]SE1
MPIVFVLTSITGGVFSATIVSLILETGWGAILLSYWVGGMMWGGAAVSYMSQRSDDDSSEAEGHEYETSEYETSEYRAPD
YEDAGPGALGARSRTARSRAPEDVEEADRCCHFF
>NDK34769.1 cyclase family protein [Rhodovulum sulfidophilum]SE1
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVESLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAGGVQHYPGFHAEAAEMLIEETAAASIGSDTLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHKGGTGGPARIFALV
>NDK34770.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]SE1
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMARESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>NDK34771.1 quinone oxidoreductase [Rhodovulum sulfidophilum]SE1
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
VGQRVAYTTQTGACSTARVLAADRLVPLPDTIPDEIAASIMLKGLTAQYLMTSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPEGFRLADLAKGSLSATRPVLFDFIADPAELRTRATELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>NDK34772.1 RlmE family RNA methyltransferase [Rhodovulum sulfidophilum]SE1
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADQLVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>NDK34773.1 Ppx/GppA family phosphatase [Rhodovulum sulfidophilum]SE1
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYAAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>NDK34774.1 hypothetical protein GXP64_07740 [Rhodovulum sulfidophilum]SE1
MNAHLGRAMTMMAGLTAAMAWGPTEAKTMPPGALRLVPNPVFQSRSSADDETTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWRRPELLAVLDDDRGPDGGAPFWPASAGGRGAACGGCDGALPWAPPSAVSGGSKRRQGDGDGDGGEDP
GNRWPVEPNAPLPVPLMPSAAFLLLAVAGFGAFARRRRS
>NDK34775.1 hypothetical protein GXP64_07745 [Rhodovulum sulfidophilum]SE1
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEQAIDRCAMRMGAKDSDAYLAEWRRSDPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>NDK34776.1 methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]SE1
MALLNFRKCDRATGRTAGQTSGKTTDQTGPMADFVRGYSIEVMPKTAAKIADFRALLPAGTRVYIAHLDGTPIDEMVATA
RRLTEEGFVPMPHFAARSITDRATLADWIARYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGH
PEGSRDIDPDGSERNMMEALGWKQAFAARTDAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYA
IACGVGPSLAVLQRRARDVSKLVLPFTPDGFLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>NDK34777.1 methyltetrahydrofolate cobalamin methyltransferase [Rhodovulum sulfidophilum]SE1
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAIAAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>NDK34778.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]SE1
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>NDK34779.1 DUF4445 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKQDDPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQIALGTGSFPKHGITVTEEALSAKNAVEQRY
DEKRGLPPARRLGCQARILDDAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVDVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLYGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGAAEMTAALHAGLNRLAAEIAKEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAAGDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>NDK34780.1 multidrug efflux SMR transporter [Rhodovulum sulfidophilum]SE1
MAWICLFAAGILEVVWALSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAN
>NDK34781.1 hypothetical protein GXP64_07775 [Rhodovulum sulfidophilum]SE1
MNTGSLPFPPLRRGRAHEVCGPGAIFFALAQAAQIGGPLLWVAESWQAERINPAGIAALIDPGRLLLAEPRDQTEALVVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNAIALSIIADRLENGGVGSNAAETRWHCTPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>NDK34782.1 DNA polymerase Y family protein [Rhodovulum sulfidophilum]SE1
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGSERIHCLNLAAVSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRSVADLAARPRAPLARRFGPELLKRLDQALGAEAEAIAPVAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLVASAAWSEPGGA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>NDK34783.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]SE1
MSGEPRDPPPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERTEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRAEKGGCLLD
RQDLTEAAQGLILIALPQAEPEACADAVGEMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALLTAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGRRALPNAERRLKGAADMARVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGRLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLSCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLPGLTPHDRLAGAPLQRIAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLHHPLAGTIAAPQPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>NDK34784.1 hypothetical protein GXP64_07790 [Rhodovulum sulfidophilum]SE1
MNDGLRRGNALSIRIDPEMDWPAAGTGKRGPLRESHPAYLTSKILFSLTQRILRAARYPRRALWKGWAGTHIRNRIEARI
NRLKLFCKRIMSRDPDRQTTMIQISIAIMKR
>NDK34785.1 hypothetical protein GXP64_07795 [Rhodovulum sulfidophilum]SE1
MLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVAAEEPEESRA
>NDK34786.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]SE1
MTDSSQAMPVSSRLLPRTAGLGLLALAVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGSDGLALTLVLLASVAGLALALADPGKRAIPGRYWVAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWVAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>NDK34787.1 sulfurtransferase [Rhodovulum sulfidophilum]SE1
MTRHAPSAAFALAILAGPALSAPDFGPLIEPRDLVDALDAPAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGASDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLRVETGPALA
PAPSDIEVSFSHEWLATTRDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANRLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPGPLRNLWNRLRGRY
>NDK34788.1 cytochrome c biogenesis protein CcdA [Rhodovulum sulfidophilum]SE1
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTLFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>NDK34789.1 sulfurtransferase TusA family protein [Rhodovulum sulfidophilum]SE1
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCHEAGHELVGTEETGAATLYLIRKG
>NDK34790.1 Rne/Rng family ribonuclease [Rhodovulum sulfidophilum]SE1
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALVEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASEEDGAERNADGAEDREDHVAPAASDD
DAAPDDGVPAEAAAETEDAAPAEDAEEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSAGIPGMDVVDLGDDEESEDP
AEEDSSAETRKSSSRRRRRSPRKKTDEADDTASSAEETGEDGPEEIHHDDQIESVAEEDVHEEIRPRKPRARRYKIQEVI
KVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMDVPEGAGLIIRTAGA
KRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRLAKDFMKMIMPSHAK
NVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETALKTNLEAAEEVARQL
RLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEATTQPCPHCHGTGLIR
SDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLISPDFSIERFKTATRA
VPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQGYEAGQDESDDADSD
GDTDAAAPEAVAAEAANEAASVEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEEPVAPKAEEPAAVEAQVPAEAVAP
AAAAPVEAPVVEEALVEDAAVEDVAVEAAEASPETVEAPEAELAAEAPVAEAAVEVDEKAAPEAEPAPKPETQPEPEPET
AEASKDSAPKRQGWWSVGR
>NDK34791.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALHAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>NDK34792.1 sensor histidine kinase [Rhodovulum sulfidophilum]SE1
MSSARRSPYRSAFPLRGGWFLRLAIFALISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>NDK34793.1 phosphoribosylformylglycinamidine synthase subunit PurQ [Rhodovulum sulfidophilum]SE1
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRSVPLTVGTADSAFTSGYAQGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>NDK34794.1 zinc-dependent alcohol dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADAAIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>NDK34795.1 phosphoribosylformylglycinamidine synthase subunit PurS [Rhodovulum sulfidophilum]SE1
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>NDK34796.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]SE1
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>NDK34797.1 DUF1476 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>NDK34798.1 betaine--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]SE1
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPARAPRRRRRS
>NDK34799.1 PA0069 family radical SAM protein [Rhodovulum sulfidophilum]SE1
MTRPHASSTSSPTASPTAAVASAPPTPGRAAGGNPANRYDRLTVVPEDDGWDPGEAPPPLRTETRIERPRTAITRNSSPD
LPFDRSVNPYRGCEHGCIYCFARPSHAWLGLSPGLDFESRLIARPEAPRLLAEELSRRGYRPATLAIGTNTDPYQPIERT
HRVMRGLLEVLRDFRHPVAVVTKGALIERDLDLLAELAELELVRVGISVTTLDRDLSRRLEPRAPAPERRLQTIERLAAA
GVPVRAMVAPVIPGLTDPELEAILSRARDAGAVAASWIMLRLPLEVEPLFRDWLAENCPDRAERVMARLCEIHGGKAYRS
GWGHRMRGAGPHADMIAQRFRLATARLGLAVTQPGLSTELFRVPPRAGDQLSLF
>NDK34800.1 cobalamin-binding protein [Rhodovulum sulfidophilum]SE1
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>NDK34801.1 hypothetical protein GXP64_07880 [Rhodovulum sulfidophilum]SE1
MPGRVLALLLAVVLTAAGLTIWLASLLPASGVALLVPLALLAVLGLRLLQRRQ
>NDK34802.1 DUF1638 domain-containing protein [Rhodovulum sulfidophilum]SE1
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVKRHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACATRLGLAYERRPTGYGDLAGFLAGRG
>NDK34803.1 PaaI family thioesterase [Rhodovulum sulfidophilum]SE1
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSIPPK
>NDK34804.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SE1
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRNIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEDMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>NDK34805.1 hypothetical protein GXP64_07900 [Rhodovulum sulfidophilum]SE1
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQVLIVATVLAGLFLTSLLFAHAGIPGLLSFLLLV
ILLIR
>NDK34806.1 carboxypeptidase M32 [Rhodovulum sulfidophilum]SE1
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLAAMFDRMRPRLVELRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEAWNTRFEADFGVAVDRPSHGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKAEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>NDK34807.1 heme A synthase [Rhodovulum sulfidophilum]SE1
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFVP
PYGQLPPLDASGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGTLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWVMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGILPPEPLALEPVWRNIWDNPGLVQFIHRGLGYLVVLLGVAAWLRGRKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWILVLRARFMAQYPVQQSIRG
>NDK34808.1 RNA methyltransferase [Rhodovulum sulfidophilum]SE1
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>NDK34809.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]SE1
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALGALIAAMD
>NDK34810.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]SE1
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
QRVLPFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAAAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEEAVRSAAPKL
>NDK34811.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDQEIEVLFGVASFHGTDAGA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>NDK34812.1 DUF3553 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>NDK34813.1 histidine phosphotransferase [Rhodovulum sulfidophilum]SE1
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGREVCEI
LADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLSAEAERMTLDPRLWAPLTDGQPSG
DDLRPAEVQFALLPIALADLGRSLSLGHDETSLTLAF
>NDK34814.1 glutamate-5-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MKDITEIHALMADLGARARAASAELAFASSEAKRHALEAAADAVIDHKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVASQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHVYVDK
AADPAKALSVVLNAKTRRTGICGAAECLLIHKDVAATLGADLVAALVKAGVRVHADEALARLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFQRLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>NDK34815.1 glutamate 5-kinase [Rhodovulum sulfidophilum]SE1
MASLIATRRLVVKIGSALLVDRSTGNLRADWLKGLAEDVAMLKVRGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>NDK34816.1 GTPase ObgE [Rhodovulum sulfidophilum]SE1
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>NDK34817.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MRGAADGFRIETPRLVLRAFRPADLDALMRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GAAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>NDK34818.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>NDK34819.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]SE1
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>NDK34820.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]SE1
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAEAAEAAGDDLKKLPGVGPAMERKL
HEAGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDLAGKA
>NDK34821.1 DUF2059 domain-containing protein [Rhodovulum sulfidophilum]SE1
MLRLVAATALIAVLAGGAARADEAAKTASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGSRWEAAVDRIYDG
GRIEAEMRAALDSRLDAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFMAGQDL
>NDK34822.1 GcrA cell cycle regulator, partial [Rhodovulum sulfidophilum]SE1
AAAPEPQDAAPTPPASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLTLMELTERTCKWPIGDPATDDFWFCG
LPVQQGKPYCEAHVGVAFQPMSARRDRKR
>NDK34823.1 AsmA family protein [Rhodovulum sulfidophilum]SE1
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPRQGALADFTLDRGR
ISDGALVYLDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASMA
FDGEAGLTPPSAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDRASFRQDGNTISGDVEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LDARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAAGRGRVDI
GARDLDYTLVPSALRGAGKDGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGVKADEGESLED
AAKRRLGEEAAKGLKNLFGD
>NDK34824.1 30S ribosomal protein S12 methylthiotransferase RimO [Rhodovulum sulfidophilum]SE1
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCMIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDERAEGLAPGDIVTVEVEEAGEYDLWGRLES
>NDK34825.1 hypothetical protein GXP64_08005 [Rhodovulum sulfidophilum]SE1
MQKVNAVVRISFAGGLIGLVFGSTGGKVDRILQGQNRMGWNMAEVIPAAPPHPRAAAFEPGRDTGALDDVQRLSLHHGKT
ALGIAAAPCETAAPKAPAPSQTTCQRRPA
>NDK34826.1 divalent-cation tolerance protein CutA [Rhodovulum sulfidophilum]SE1
MIHVTTTCPDTDTARAIARAALGQRLAACANILPGVLSLFHWQGRIEEEAEVLLSFKTRAAHRPALVALIEERHPYDLPV
IHWEDAETTPGATAWLDTETG
>NDK34827.1 hypothetical protein GXP64_08015 [Rhodovulum sulfidophilum]SE1
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>NDK34828.1 hypothetical protein GXP64_08020 [Rhodovulum sulfidophilum]SE1
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>NDK34829.1 hypothetical protein GXP64_08025 [Rhodovulum sulfidophilum]SE1
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFD
>NDK34830.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]SE1
MKRQLAAIALAALAVSGAHPEPVLADTSASSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRG
EFVDVARAAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFR
SWRLALAAYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>NDK34831.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]SE1
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYI
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGGGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>NDK34832.1 lipoyl synthase [Rhodovulum sulfidophilum]SE1
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFAAYEKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>NDK34833.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGRDDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRAARDG
>NDK34834.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]SE1
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>NDK34835.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]SE1
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>NDK34836.1 pyruvate kinase [Rhodovulum sulfidophilum]SE1
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>NDK34837.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]SE1
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAIHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIGRLRAGGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>NDK34838.1 DUF1244 domain-containing protein [Rhodovulum sulfidophilum]SE1
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREAFYGMPYKDWKAMH
QTEAGPEQKAAFEAAMAARPEPGKT
>NDK34839.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]SE1
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAYGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPKHLQLLRAAGLPQGIHITADVAEARASADTA
>NDK34840.1 hypothetical protein GXP64_08080 [Rhodovulum sulfidophilum]SE1
MRLTCPKCGAQYEVDEAVIPDEGRDVQCSNCNHIWFQEPSGPAPRDPLAAFAVPRAPEPVASGPEGADAPPAAGQAADAP
PRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPAPVRTKAPEPPPSPEPEPDPAPAEPSRSAARRDLL
PDVEKITSTLSASTDRGAESIPPAAAARNGLSGAFLAGFLVAVLVAAAALAAYLKAPAIAALNPALEGQVAAYVETVDAA
RAWLAGLVPADPVDREPGR
>NDK34841.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLTLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>NDK34842.1 cell division protein FtsX [Rhodovulum sulfidophilum]SE1
MKQRARLLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMG
TQSEAVLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGIDAEALRLRLAAEAPGAVLDDH
TRWRQPLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALG
TLAGMGAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>NDK34843.1 1-acyl-sn-glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]SE1
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIAAMRRQVAEGRQMPGQLIIYPQGTRVAPGV
SRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGA
>NDK34844.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]SE1
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>NDK34845.1 cysteine synthase A [Rhodovulum sulfidophilum]SE1
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETDAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>NDK34846.1 LysE family translocator [Rhodovulum sulfidophilum]SE1
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWLG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPTAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>NDK34847.1 CoA ester lyase [Rhodovulum sulfidophilum]SE1
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPRQVALANEVFTPSGAAVDEAREILAAMEKAKAEGAGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>NDK34848.1 DUF1611 domain-containing protein [Rhodovulum sulfidophilum]SE1
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>NDK34849.1 dipeptide epimerase [Rhodovulum sulfidophilum]SE1
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASDGATGWGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPELTAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPDPLCFDEAGVHAPAAALW
G
>NDK34850.1 D-amino-acid transaminase [Rhodovulum sulfidophilum]SE1
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>NDK34851.1 endonuclease [Rhodovulum sulfidophilum]SE1
MKIVDWNLEWMNRWFSGNARPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIEEFLSDADGPRY
EALIGSDGGAQKLYVLRRRDGLVRAIERATDAATLALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWRDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGTGTAR
VERPSDHRPIWVEIGRPLTG
>NDK34852.1 TIGR02302 family protein [Rhodovulum sulfidophilum]SE1
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLIRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPLAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGAVGALD
VTETVSGREPGAEGAAAASVGTDAMARSFEVVRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAAMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AESQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGREGEGEQDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAGRA
MDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTEDS
MLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>NDK34853.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]SE1
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLGVLGIDVHIGSQLTELAPFELAYGKVAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>NDK34854.1 DUF2834 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>NDK34855.1 hypothetical protein GXP64_08155 [Rhodovulum sulfidophilum]SE1
MRRGARLAAFLALLALSACARPHGGVAVSDEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>NDK34856.1 argininosuccinate lyase [Rhodovulum sulfidophilum]SE1
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAAAS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMQSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRTQIARWKDRLG
>NDK34857.1 TlpA family protein disulfide reductase [Rhodovulum sulfidophilum]SE1
MIASGPAAKRPPHIALERVWFLASVWSFVIGWPPSEGNMILRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHA
EPRALPDAVLMDETDAERSLDEYRGRWVVLNFWGTWCPPCLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDD
KQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIGRLMGEADWNSPGAKALLGRLIEGS
>NDK34858.1 DNA-3-methyladenine glycosylase I [Rhodovulum sulfidophilum]SE1
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLIILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGTIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>NDK34859.1 EAL domain-containing protein [Rhodovulum sulfidophilum]SE1
MPDDSHENDVGSTEGAENPLPEAGAEHDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>NDK34860.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFTDEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDVVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>NDK34861.1 acetoacetyl-CoA reductase [Rhodovulum sulfidophilum]SE1
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFA
>NDK34862.1 EamA family transporter [Rhodovulum sulfidophilum]SE1
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRRISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAVQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>NDK34863.1 DUF465 domain-containing protein [Rhodovulum sulfidophilum]SE1
MNLSSHLQELRKKHKALSDEVERAQQTPAADNIQVAELKKQKLKLKEQIERLSQA
>NDK34864.1 methyltransferase [Rhodovulum sulfidophilum]SE1
MRAEPVTALRQDGFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPA
YAALAGRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSTAPDPGRETAMGEATPLADWVAVAARRLR
PGGRLTAIQRAERLPDLLCAAAAVFGAIELLPLAPRPGRAAKLVLLAARKGRQGPFRLHPPLVLHEGAAHLGDGDSYTAE
LTDILRHGEALSWPG
>NDK34865.1 DUF2007 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>NDK34866.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]SE1
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAREALSLLPEHEIRDM
LSDLADYVVARIS
>NDK34867.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MNIRDFRPDDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQVLTRISDGRSVFVAVTGSDAPIAFIELEQDGHI
DCFYCSPEFVGHGVGKALYQRLEAAALAMGLSRLHVEASEAARRFFLGQGFTLVKRREFERNAVRIHNYLMEKTLR
>NDK34868.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]SE1
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLTLDPAEGLSLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARIRLDKRLPAAAGIGGGSSDAAAALRGLAALWGRDLPEAGAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLARKTNAPMPDLPGWGSATGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYRL
>NDK34869.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALGAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEVDPGVAEIRA
RLAEGDVLPFDAIDGASGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPTDDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAALPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>NDK34870.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]SE1
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVSVPV
KEDNFVFLGTSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIAKDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPEYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>NDK34871.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]SE1
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>NDK34872.1 hypothetical protein GXP64_08240 [Rhodovulum sulfidophilum]SE1
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRAAETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPVEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRVLVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>NDK34873.1 molybdopterin guanine dinucleotide synthesis [Rhodovulum sulfidophilum]SE1
MSGLDTVIMADWSARSGRSPARPSSDAIWIAVARRGWTTATAYFRTRATAEAALADLLEGERRAGRRALLGADFAFGYPA
GLAEALTGSASARAVWAWLAARLEDRPDNANNRFELADAINAALPGGGPFWGCPAACAPRLADLTMTRPPEPGFARHRRV
EHVLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDTEEAPLTLAEIYPAMIGPEVAEALAA
RPGQIPDEVQVRLMAGAVLAAEDTDALLGVPSVPDLAEEGWILGTAAPGLLRAGAALSRTCR
>NDK34874.1 molybdenum cofactor guanylyltransferase [Rhodovulum sulfidophilum]SE1
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAVGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAIDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>NDK34875.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPAWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>NDK34876.1 AzlD domain-containing protein [Rhodovulum sulfidophilum]SE1
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>NDK34877.1 hypothetical protein GXP64_08265 [Rhodovulum sulfidophilum]SE1
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRM
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTTRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>NDK34878.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SE1
MRLPLPSPLKHVNVFALDEGRGWTLVDTGLSTGRSREIWAALLAGPLGGRPVERVILTHHHPDHVGLAGWFQAEAGAELW
TSRTAWLFARMLTLDEQARPRPETLDFYRGAGMDPALLAERAAERPFNFADVVAPMPLGFRALAEGDRIRAGGRDWDVRL
GDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWLDSCTRLAAHAREDHLVLPGHKLAFTGLPTRL
VQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTAEYGLALAEAVGHLNHLYLTGRATRRRRPDGAWLYRRSGAV
>NDK34879.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLTAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>NDK34880.1 threonylcarbamoyl-AMP synthase [Rhodovulum sulfidophilum]SE1
MSAELLRPDTRGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ARRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAARDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PDQSAP
>NDK34881.1 YqgE/AlgH family protein [Rhodovulum sulfidophilum]SE1
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>NDK34882.1 hypothetical protein GXP64_08290 [Rhodovulum sulfidophilum]SE1
MARHLFASRAAALMLAAFAATTTATAPAPVAAGTAARQEGVLQAEILPGWQTARGTYMAGLHLRLAPGWKTYWRAPGDAG
IPPSFDWRGSANLAAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRR
LPDAGPAEPIRAALASQPLDARTARVGRVTCEIAPISDGLRLTARIEVPPLGDTETAVFELPDPSIWVSQTELARQGGTL
VARSDMVPADGTPFALDRSALRITLLGQDRAIDIRGCDAAR
>NDK34883.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVGQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRARAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAKGHWYDWPSRRFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAEAVGARYAAEYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGAALGVTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVLAALALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALS
RPSRLPGAPDR
>NDK34884.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAERRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSALEAGVRVSTAEFSRLLDERGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEGAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGELLVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
REAVAERSPLLGAGIKVRPLRPGAAAETDASTEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>NDK34885.1 molybdenum cofactor biosynthesis protein B [Rhodovulum sulfidophilum]SE1
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIEAAGHVLADRRILRDERAEIAEQLRAWCADPGIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>NDK34886.1 LysE family translocator [Rhodovulum sulfidophilum]SE1
MGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIRW
AGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGGL
LVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALALRLALLQKG
>NDK34887.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]SE1
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAAAARPEPSAPVPPVRPAAVDPVAVAQGAAAAATDLE
GLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFAQIGLGRGDPAAERALYI
TNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAYLL
RTQLAKRDAWHDLLMLQARLRGG
>NDK34888.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]SE1
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>NDK34889.1 hypothetical protein GXP64_08325 [Rhodovulum sulfidophilum]SE1
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARLAAGGPEA
>NDK34890.1 amidohydrolase family protein [Rhodovulum sulfidophilum]SE1
MRTVFSNARLIDPEAGTDSMGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>NDK34891.1 glycerol-3-phosphate 1-O-acyltransferase PlsY [Rhodovulum sulfidophilum]SE1
MPMIDTPLPLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
ILLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>NDK34892.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]SE1
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLYPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>NDK34893.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTQDLPLGAPLPGWSPPRRPDRDSLVGGYCRLEPLSRDHAAELHAAQLIDGSIWTYLPYGPFPDEAALADWIARDASGAD
PLFFAVREAVSGRALGVLSYLRIAPGAGSIEIGHVNFSAPLQRRPAATEAVTLLIGRAFALGYRRLEWKCNALNRASRRA
AERYGLSYEGVFRQAAVVKGRNRDTAWFAAIDAEWPALKAAYETWLDPANFDAGGRQIVPLSELTRPILAACDPALASGP
EAGLASRDGRPDNPGEHHQEDQG
>NDK34894.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]SE1
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>NDK34895.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]SE1
MTHFLDIDSTAPSDLRAILDCAHAMKQARTGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKVVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGA
>NDK34896.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]SE1
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AGPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEGEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLTGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPSPVPPDRGALARIR
AEAKRLAGRAPGAPRPMSPGEMAALAYPDRVGLRRRGAAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIVWSDICEWSRRESRVTTRRQERFGALALDDRNWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEELKRLDLMPALTARLDWEARQSVDRLVPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTMDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>NDK34897.1 methylmalonyl Co-A mutase-associated GTPase MeaB [Rhodovulum sulfidophilum]SE1
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLDLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>NDK34898.1 glutamine amidotransferase [Rhodovulum sulfidophilum]SE1
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENARRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTATCRLTEAGRAEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>NDK34899.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]SE1
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKAQATA
>NDK34900.1 hypothetical protein GXP64_08380 [Rhodovulum sulfidophilum]SE1
MTGLRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRIG
>NDK34901.1 copper chaperone PCu(A)C [Rhodovulum sulfidophilum]SE1
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNSGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDTVGLTLTFEKAGTVEVDAPVESVRSSMGNETEMPMKGHM
AH
>NDK34902.1 NAD-dependent deacylase [Rhodovulum sulfidophilum]SE1
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>NDK34903.1 low molecular weight phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]SE1
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVRAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>NDK34904.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]SE1
MARILVTRPMPERVVEAVRTLGETEIRQSTQPLSPDELRVALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDVAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAGTRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>NDK34905.1 tRNA-binding protein [Rhodovulum sulfidophilum]SE1
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>NDK34906.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]SE1
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFTAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDETQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPEMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>NDK34907.1 YbjN domain-containing protein [Rhodovulum sulfidophilum]SE1
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIQAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>NDK34908.1 accessory factor UbiK family protein [Rhodovulum sulfidophilum]SE1
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>NDK34909.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]SE1
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGTVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINAE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRVAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>NDK34910.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MTETPLARLLARRIAATGPISIAGFMADCLMHPEHGYYSTRDPFGQSGDFTTAPEISQMFGELLGLWIAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPEQDIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDSGWCERLVGLDGARLSLGLSAPLPLAALEHRLADTKPGDIVETCAAAEAITASLSARISTHGGAALIVDYG
GWRSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>NDK34911.1 peptidoglycan editing factor PgeF [Rhodovulum sulfidophilum]SE1
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPIRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSKDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>NDK34912.1 pyridoxamine 5-phosphate oxidase [Rhodovulum sulfidophilum]SE1
MATRDPFRPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAPGADGLPVTLISDLAPHTAALRALPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFATCDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTPEDLGA
>NDK34913.1 hypothetical protein GXP64_08445 [Rhodovulum sulfidophilum]SE1
MQRGLERSFERARKGQTAAVNRPEVAAIHDWRERMKYHWNHTGLLRPIERGPPGLRAGSCPNF
>NDK34914.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLQEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>NDK34915.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]SE1
MPDKAPTPIAPLPPRQYSAPQQDPTEAALTDTETPLSAQDALVAIMVAVSASDETIRTAELVTIERMVNHLPIFGAYDQD
RIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDVAAADGRLGETELRLLEEIRYELNIDRLAGAAIERA
ARARHMVL
>NDK34916.1 inorganic pyrophosphatase [Rhodovulum sulfidophilum]SE1
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPLVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>NDK34917.1 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase [Rhodovulum sulfidophilum]SE1
MKTSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEFRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPKDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAVAAPEGQLRP
LLKEVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPQGGRAWLTRA
RMLQHELLRRWAETYA
>NDK34918.1 nicotinate-nucleotide adenylyltransferase [Rhodovulum sulfidophilum]SE1
MRAGFPKARAGMRIGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAI
TDLEARIGTRYTAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYR
LDPTDAALLADSQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>NDK34919.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]SE1
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVAMKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>NDK34920.1 polymer-forming cytoskeletal protein [Rhodovulum sulfidophilum]SE1
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKSIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRAEIAGR
>NDK34921.1 hypothetical protein GXP64_08485 [Rhodovulum sulfidophilum]SE1
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>NDK34922.1 YihY/virulence factor BrkB family protein [Rhodovulum sulfidophilum]SE1
MTAASQTSSQPGQAAIRPAQYSARDWRIAIFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQ
LSMASELLPAGAYEVVQRQVEALVGTSSSTLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALT
AVLIFVALLAFSAVVLIPAVLAFVKLPAAIELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWA
LGSVALAAYMRSFDRLNEVYGSLGAVVALLFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDE
TGTLNGKAPSSEAGRGAGEASGMT
>NDK34923.1 diacylglycerol kinase [Rhodovulum sulfidophilum]SE1
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGRAHEALDRGCGTLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTKADVHLGEVNGRIFLNNASLGLYPAILERRETTYQRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGERQELHTPLAFIANSAYQLRQFNLEGADALEDGGFALFTAPAGSQVEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVPEAPA
>NDK34924.1 metallophosphoesterase [Rhodovulum sulfidophilum]SE1
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGQVRRRDLDQACQAFAAAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>NDK34925.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]SE1
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRAPDPGGGGGAGH
>NDK34926.1 HlyD family secretion protein [Rhodovulum sulfidophilum]SE1
MSRQDLPSAQDRASVDAPSQDGPARSGGQRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRSLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGASAARLAAAR
>NDK34927.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQCAPGDAPELKTDPEAEPEAEPPAADTAQDCDGPRRPCRRHAAGEDPAKRDQIMAGAMKAFLDKGFDATSVNDICRAAG
VSKGTLYVYFADKQDLFVALVAEQREKMFGGVDAVLRSDLPLAEKLTRFGRQLAEIVTSDHVVQWQRTIAGIVDRMPELG
VRFYDAGALRTHTDLTDLLRREVAAGRLDLPDPVLASAQFIDLSGAGIWRARLFGKRPTPPGPDEIERTVDSAVRLFLAA
YARPGTRRED
>NDK34928.1 DeoR/GlpR transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILAENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>NDK34929.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SE1
MPTRIAEGTATDTAEDKLADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDSSTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAPTDSVRLVRGSHIVTRRLFDHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHADPDT
PPRCTEEERDYLIGFVNRYLAEPVSAEDIVWSYSGVRPLHDEGDGSASAASRDYVIRLDRTGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLCQDYPFLTEPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRRARPAPE
>NDK34930.1 DUF1413 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGVEDTGRKEHGLHVYLKTG
>NDK34931.1 dihydrofolate reductase family protein [Rhodovulum sulfidophilum]SE1
MAGRSRWPVGWQSPPARAERAIEGRHAGDLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIADM
VITTVPVLLGEGRRLFGSLAGEIRLQHEKTKSYPSGLVQSRYRIAA
>NDK34932.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTRPRGKPPRADAPVSRDEMLTAALTLLDSEGVEAFTMRALAKRLNVNPMTIHHHFGGRDGLIGAMSERVHARVSAPREG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEEISALLAKAGLPDRKRRLWRDILVDVTHGAALATAMA
GRKAVDDPAGDQGYGAALDELLNCLGDEAAVRTESG
>NDK34933.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDGQLVCDTVF
RLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLDRVALGRFIDAFPHELSGGEQQRVALARALAPR
PKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYNAPVDRAAA
AFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQRARFMGSES
LVEFRMDHDGSVLKATVPAVFLPAPGTAMWLTIRRDRCFVFPACGQDGDGRQI
>NDK34934.1 transglycosylase SLT domain-containing protein [Rhodovulum sulfidophilum]SE1
MHRLALVLAFSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>NDK34935.1 type 1 glutamine amidotransferase [Rhodovulum sulfidophilum]SE1
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGARVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVQEYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLIEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>NDK34936.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatB [Rhodovulum sulfidophilum]SE1
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>NDK34937.1 hypothetical protein GXP64_08565 [Rhodovulum sulfidophilum]SE1
MPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWTYLRAESLPSEDRQGLFGGRSRALRNVLVFRRARE
AEANRDAGRKEGRAPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRGDED
>NDK34938.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFATMSRVARERAVHKALGPELIGQIHALA
VDIEA
>NDK34939.1 J domain-containing protein [Rhodovulum sulfidophilum]SE1
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>NDK34940.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]SE1
MRRAGACRGFLLRTLRICFKTASDRTSDGVMMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTT
LAILAGFTHNRRVMIQGYHGTGKSTHIEQVAARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRN
PCAIVFDEYDAGRADVMFVIQRVLEVDGKLTLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLV
ATLNYLSHDAETAIVLAKCPHYNTDKGRKTINHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTF
LNKCDELERQTVAEFYQRLFDEELPESAASMSLG
>NDK34941.1 hypothetical protein GXP64_08585 [Rhodovulum sulfidophilum]SE1
MARVFREAALAEGADRDGVDDRIAALRPVYLLLLQRYILDGDRRARDQYVRLSGLCDDVARAAGLKGHRHAPR
>NDK34942.1 hypothetical protein GXP64_08590 [Rhodovulum sulfidophilum]SE1
MTRVTLVAATGFATALILATAPAHPAPPGTPWKRGEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDRGRAERARAALARRLSDCTGLLLGG
>NDK34943.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]SE1
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>NDK34944.1 aminopeptidase P family protein [Rhodovulum sulfidophilum]SE1
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMDRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAAQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIALAEDPCILPKARKTAAELEGSRA
AHARDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARSSTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTGGDDRRMLSFETLTWVPIDRRLILP
ELLDASERAWLDAYHAEVAKRAGDGLSERARAWLEEATQPL
>NDK34945.1 DUF427 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSSTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>NDK34946.1 chloride channel protein [Rhodovulum sulfidophilum]SE1
MRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHWGWILVIPACGGLVVGLLLHRFT
PDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVATWVSNRIHADGITGRDLLGCAV
AAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALPQTDRLAFYGELPAFLMLGLLCG
LVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAISGLGLGALAIWFPHIIGVGYETTSAALTGTLVLHEAVVFCLLKSVA
VSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAVLGAPISTTMIVFEMTGDWQTGL
AVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRPKESPGAASPGACAELIGQGVMFEADTT
LVEALPVFEKWGHGFVPVVARAAAGREPELLGALFHVDALRAYSRALATTAAEEHS
>NDK34947.1 FAD-binding protein [Rhodovulum sulfidophilum]SE1
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLTGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSAAGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>NDK34948.1 cell division protein FtsW [Rhodovulum sulfidophilum]SE1
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>NDK34949.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]SE1
MNAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>NDK34950.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]SE1
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREDNLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>NDK34951.1 hypothetical protein GXP64_08635 [Rhodovulum sulfidophilum]SE1
MVSCPVIAICGPAPLAGIPGLRNMRRAAPPVTAGLLAAAVIPVPPAPAQAAFGPGAALTGPLHVSAFRPVERPTGTGGAP
EALSRDRGAEGGEQ
>NDK34952.1 DUF2484 family protein [Rhodovulum sulfidophilum]SE1
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>NDK34953.1 hypothetical protein GXP64_08645 [Rhodovulum sulfidophilum]SE1
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>NDK34954.1 UDP-N-acetylmuramate dehydrogenase [Rhodovulum sulfidophilum]SE1
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADAEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVAGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRTGEIVTLSPG
DLRPGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRTRSAGSTFRNPAGFSSTGRADDSHELKAWS
LIDAAGLRGARRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>NDK34955.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]SE1
MGNTEGRRTGPGKPISTRDGTFPHHEAAEVAGESSRTAPRVAVLMGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGR
DLPGQLISAAPDVVFNALHGRWGEDGCVQGLLEWLKIPYTHSGVLASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSA
RHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGPEMPGIVLVESYAPGRELTTTVMGDRALSVTDILTEGWYDYHAKY
VQGGSRHVVPAELPEEVSEACLDFALRAHRALGCRGLSRTDFRWDESRGTDGLILLETNTQPGMTPTSLAPEQAAHCGIS
FGRLCRWLVEDASCDR
>NDK34956.1 cell division protein FtsQ [Rhodovulum sulfidophilum]SE1
MRQVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRKGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPITDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>NDK34957.1 cell division protein FtsA [Rhodovulum sulfidophilum]SE1
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>NDK34958.1 cell division protein FtsZ [Rhodovulum sulfidophilum]SE1
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQTQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERA
ETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMAATAQDDPRGDKGRFGIGS
LINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>NDK34959.1 UDP-3-O-acyl-N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]SE1
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGDKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>NDK34960.1 outer membrane protein assembly factor BamD [Rhodovulum sulfidophilum]SE1
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>NDK34961.1 DNA repair protein RecN [Rhodovulum sulfidophilum]SE1
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETELDAVR
AAWRARARAERAVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARADYDAAAARLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>NDK34962.1 endolytic transglycosylase MltG [Rhodovulum sulfidophilum]SE1
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPADYAGLMT
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEQREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>NDK34963.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]SE1
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREIGLAL
SNSFGFGGTNASLVMGRGDR
>NDK34964.1 PilZ domain-containing protein [Rhodovulum sulfidophilum]SE1
MGPRRAMSVMSVMRLLALIAFVLEGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPARLA
RVMRKAGLEDGLPVVSGYIELVADRLRFVPTPPEAGAVVRRMQGYLRELRCRADPAWRAGLELATAGGLAKALGSGGTGG
ARPREPTPRRTGKPPAPQPVIADTAGQDRIDLSPPETGPSGPYTPSGGRDVNTEERLRGQPDFSQEAVNDGQLGTRLPAM
SKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKTVPE
PGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGSAAAAMDHAAKV
>NDK34965.1 NAD(P)H-hydrate dehydratase [Rhodovulum sulfidophilum]SE1
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSAVVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSVFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGCTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLMLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>NDK34966.1 P-II family nitrogen regulator [Rhodovulum sulfidophilum]SE1
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>NDK34967.1 type I glutamate--ammonia ligase [Rhodovulum sulfidophilum]SE1
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDPDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>NDK34968.1 biotin transporter BioY [Rhodovulum sulfidophilum]SE1
MAYALTQKVLVDNIMPRNGAQRMVREAALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMGRMALAMLVGNVVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>NDK34969.1 hypothetical protein GXP64_08725 [Rhodovulum sulfidophilum]SE1
MPGLEDFEGSWRLERRIDDRLTGQVLRLTGRAVFTPDGDDPGVGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVL
FEDGRFFHLIAPGARPEAGHDCAPDLYRVRYDFSAWPCWSSFWEVRGPRKNYAMESSYRPES
>NDK34970.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]SE1
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGTE
>NDK34971.1 hypothetical protein GXP64_08735 [Rhodovulum sulfidophilum]SE1
MTTRTILAAAALALLPAFASAECGWQKRINASQCGDGQIFDAASGQCVTQSTS
>NDK34972.1 flagellar motor switch protein FliG [Rhodovulum sulfidophilum]SE1
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATILGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>NDK34973.1 lysophospholipid acyltransferase family protein [Rhodovulum sulfidophilum]SE1
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYKIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGHPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPVARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>NDK34974.1 DUF1223 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>NDK34975.1 aconitate hydratase AcnA [Rhodovulum sulfidophilum]SE1
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>NDK34976.1 DsbE family thiol:disulfide interchange protein [Rhodovulum sulfidophilum]SE1
MLLPPVLFAGLAALFFIGMTRDDPDALPSMLIGKPAPALALSDLAGQGPFDAAALADGNIKLVNFWASWCAPCRQEHPEL
ETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRHPGPLTPAIVEA
EIRPLLDNPPTTSN
>NDK34977.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]SE1
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>NDK34978.1 heme ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>NDK34979.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]SE1
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>NDK34980.1 heme ABC exporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]SE1
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWSRIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>NDK34981.1 hypothetical protein GXP64_08785 [Rhodovulum sulfidophilum]SE1
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGKLLSWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>NDK34982.1 protein translocase subunit SecF [Rhodovulum sulfidophilum]SE1
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>NDK34983.1 protein translocase subunit SecD [Rhodovulum sulfidophilum]SE1
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVSSVFVAIYVTRMMIVMWMARRRPKSIVL
>NDK34984.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]SE1
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>NDK34985.1 trypsin-like serine protease [Rhodovulum sulfidophilum]SE1
MGLLLGKALRRGFKWRPDQGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAGARDRAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARAVRPNPGFHPGKKPDSRSLRSDV
AILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAGLGCPVTEGISGAPVLQRAGQGWQ
VVGVISAALRGAGGIRSIAARPGAAFLAGQ
>NDK34986.1 hypothetical protein GXP64_08815, partial [Rhodovulum sulfidophilum]SE1
YGFLHAVGPGHGKVILGSTALTGEVPLRRMLAIGLAASLAQSGTAILLVGAGFGAAAMSGGSASLTEDTLADISRWAIAA
IGALMLWQGGRRLWRLHRPPDATQHHTARDAVAAMPTDPRSSKWPRSVPRERPPR
>NDK34987.1 hypothetical protein GXP64_08820 [Rhodovulum sulfidophilum]SE1
MASLGSAREAAALILSIAIRPCTGALVLLTIAFGLRIPLAGILATLAMGAGTAALNAIAISGAALRIAGGLIIIVLTLGF
GL
>NDK34988.1 hypothetical protein GXP64_08825 [Rhodovulum sulfidophilum]SE1
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAGAVIGGVRASYSFDTP
TGPTIVCVVAVLFMLSLSVSRMVRQH
>NDK34989.1 metal ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MDLFEFVDVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRISRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVGPAQIAQALTEAGVAGLERRQISALSGGQLQRVMLARALLAEPRLLVLDEATQGLDQPGVAAFYR
QIEQVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>NDK34990.1 transcriptional repressor [Rhodovulum sulfidophilum]SE1
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAARRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFASSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>NDK34991.1 zinc ABC transporter solute-binding protein [Rhodovulum sulfidophilum]SE1
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETDGTTELKFRENATFEPHSHDHGHEHAEEDHDHEHAVAGHDHDHEHAEDHDHDHE
EHDHDHDHEGHHHHGHDPHAWLDPENAKVWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRGKHFI
VFHDAYHYFENRFDFPASGSITLSDASAPSPARIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLGAD
LAIGADLYPHLLRNLSSSLTDCLE
>NDK34992.1 hypothetical protein GXP64_08845 [Rhodovulum sulfidophilum]SE1
MRSLLDPIPGCPSPEDELPLAHEVILQWRVVPPRVSANAIPVDAEEKTDKKDKTPETFPALMREVSGRRVVVISDHAQLD
AAARIAEERGAKAVVMNRSA
>NDK34993.1 DUF839 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTRITFLLATTALLATPAFADSFEFSSVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPVGKKLFSISHFESRPGAMYLTELSQDPETGVLAPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYSFGHPTEVTVTEDGNATAAKHYA
MGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDAVKKII
DEKPGFFDIFEAADPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMGPETKYDIGGPDSVQVAENKCGAVYQLSVAPDAAIGSDFVLQDMAPLVEGTPTEYGADSEFAGNTCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMTSGALTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>NDK34994.1 hypothetical protein GXP64_08860 [Rhodovulum sulfidophilum]SE1
MRRLSSVLAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDVEIDAYVAQDNYFDPDGAITLARKLAHPPAAWDEDGDGAWAGYVPDCYYDFDAEGFD
RAPDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRRTAEGSYDPTIYKVNLAIAEALIKRADVPVAPVDETRLG
VDLDRDGALGTATQVTFDWAPLKGRDMSWVGAAKGEMLAAGLFPAGTEFLHTVRYIDVSSGEAAMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLDVADAHAGGWYHWSQKSLAGTPDPVRADGRRELLTYLQENGAGDEFRNNAEVKARFIAYDGSVKPEAAAALRDD
ITTLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHILKEVDQNQPTGIEMPVGASHW
>NDK34995.1 sodium/proline symporter PutP [Rhodovulum sulfidophilum]SE1
MSIGAIISLTTYFILMIGIGIYAYRKSTATSADYILGGRNLPPAVAALSAGASDMSGWLLLGLPGALYAAGLVEAWIGIG
LFLGALVNWIVVAPRLREQTERYDNALTIPAFLANRFPSRGIMLRMVSAVIIVVFFAVYTASGLVAGGKLFQSAFDGSYQ
FGVWLTLGVVLAYTVVGGFLAVSLTDFCQGLIMMLALIIMPAIVLYSGKGAGFAQVQETLSGVEGFSLDLWTPDMTLIGF
ISLLAWGLGYFGQPHIIVRFMAVKSVAAVATARNIGMAWMGIALIGAVGVGIFGRAYVERNGVVIEDSETIFIYLADNLF
PGLITGFFLAALLAAIMSTVSSQLLVSSSSLAEDFYKLVLNRGASEKTLVAIGRISVVAVGAVAALIAGDPESEVLDLVA
NAWAGFGAAFGPLVILSLTWPRMNGAGAVAGLVVGAATVGLWIFTGLKAATGLYEIIPGFVLAWLAIYVVSLATKDRGEF
RSTISAPAE
>NDK34996.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MARLALQGMGDRPAATLSKGQAQRIALLRALSVRPDILLLDEALGGLDGECLAIRGRRHPGHA
>NDK34997.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MKLDLEGARVVVTAGAQGIGRAIVEAYLAEGARVATCDIDATALETLPDAVFRHRSDMGDAGQIADFMIAALDHLGGLDV
LVNNAGIAGPTGPVEDIDPADWETCLSVCLTSQFHCVRHAVPALRQSANASIVNLSSLAGRVGFALRTPYSAAKWGVIGF
TKSLAIELGRDGIRCNAILPGIVAGDRQRRVLEAKAQRRGIAFAQVEEEAFSHTSLKEYVQPEQIADQILFLTSPRGRTI
SGQAVSVCGDCQMLT
>NDK34998.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTQPLDRIRPVRRKTLSDQAFDTLSEMLLSGALRPRDRLSMRDLADRLEVSMMPVREAVSRLATSGALEVSPKRAVMVPL
MTAAEFADLTLVRMLNEGQAARLAAERSSKTEIAGIIALAERFEEVLDRAYGSAAAVAANKDLHFAVYRAAGSETLMQLI
TMLWLKAGPIINFDIGVEAGLPAEQQSAHSRGHHSRRHHRMLCEALLARDGETAAQAISEDIRFASEFIRAHAGMDQQDS
RRRIIS
>NDK34999.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTTTNSTRRGFLRTGAAGLALGVAAPTYLRAQSAPLKIGHLTPTTGFLGPLGEYAQMGIKLAVQHINDNGGAGGRQVELI
MEDSVNPQTASTKAERMFERDRVDMIIGEISSASCLTISQVAARYKKCFVNTGGNSDSLRGKDCNRYMFHVETQNSMYVN
AEGQFFDGKGLVDGKNWYTMTADYAFGHDLLAAAKAFLDANGGNLIGDELVPTDATDFSSYLLKIRQAEPDVVALNLAGT
QITNFLKQYGEFGLDFTLGGFGFDTVSAWAAGARNFRGTWPNVWNHLVPNDASQAFVRAFVDAYGKPPENQAWGDYNAGL
IMARAVAEAGDAGGDALADYLESPEAQFDLMKTRKGYFRPSDHQLIQEIYAITALPADEVQNKWDIFTTSDPLPGPDQPL
ETLATSVTGGTCSL
>NDK35000.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MLGLFVAQVLNGLLDGTYYLLIALGLSLIFSLGGIINLAHGAFFAIGAYLAITIAPFAGFFGALVLVPLLVAGLGMATER
TLFTRFYRADPLYSLLLTFGLAMVIEQGLRWIFGASPQSFNMPEILRGQVFFGDFIYSRYRIFLIVVAVVTVGALWVLLN
RTAFGRIVRAGVQNPEIVGALGISLRPYLSVVAGIGIGLAGLAGVLLAPIYTIHPAMGAEIITLAFVVVVIGGLGSFWGV
IIAAVLVGLTKGLLVAVGLSSWSTAAIYLLMFVVLMLRPRGLLGERILRFE
>NDK35001.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MTRIHPLLIAGAALIALPFAIQAAGLTFTSATEVVVYGLACMGLNVLAGRTGLFSFGHGAWFGLGAYVAGLSSLAMGGAF
WLPLLIAVGATALIAAAFGSVMLRRSGVYFSLMTLALSALGFSIAFRWTEVTGGENGLGGIDRPSFAGLDFEMSEPYYWL
VAAIAFAMLVLLWRVNNSPLGTVLRAIRENEQRTRFLGYRVDRYKLAAFVLSASITALAGVLLLYKNRMTSAEPMSVVFS
GELLAMVVIGGMRGFLGPALGALFYILFREYLSIYTDNWLFWFGLVFVGFVLFAHDGLIGIPGQIRRHLRPPPETHAAMA
GRKAETHPLPAFLKPSDHVDGPLLVADGISKYFGGFKAVDEVSIAVRDRSLHALIGPNGAGKTTAFNLLSGLYEPSAGSL
TLAGAPLSGRTPEEVSAAGLGRSFQITNLFPSLSVQENIRLAVQAASPRRMNPLIRAEGLEEVNDQTAQILDYAGLAGME
TAEAASLSYGGQRLLDLGLALGNHPRILLADEPLAGLSVAERERIGRLLKALSADIPVLLVEHDIDRVFELADRVTVMNE
GHVLLDGTVEETRSDPRVQEVYIGSGTSAVAARPRVSAAQDKVLLSLDGVNVSYGKSHILHDVSCALRQGEILALLGRNG
AGKSTLLKALIGIAPVGSGEIRLDGTVVSGLSSAEMARSGISYVPQGRGLFAGMSVGENLELGRIKRRKGHGVHWTDERI
FSYFPRLKERIDTPADYLSGGEQQMAAVARALAGDTRVLLLDEPFEGLSPAVVEQLFETFDRLRQEVSIVIVDHNLDLAL
TLSDRTVALERGSIIHEGPSAALASDIDLRRKVLWL
>NDK35002.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MTETVAIIGAGLIGRSWSALFARGGYEVRVWDPDKKVLDRFRADTETLCETLSAEGMLDDPAATLARVRVCPTLEEAVAE
AVHVQENGPERIEVKQELFARLDAACPEGAVIASSTSAIVPSRFTADLPGRARCLVAHPVNPPHLIPVVELCPAPWTAAE
TLDRAEAIYARIGQVPVRMTGERDGFVLNRLQGALLGEALRLLGEGVVGVEGLDATIRHGLGLRWALMGPIETIDLNAPD
GLVDYVARYGDFYADIVAEPLGREVFSVETASRIAASWARDRDPQDIRRRQERRDRRLAALRRHLASETTQTSGA
>NDK35003.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]SE1
MAKPRKVIITCAVTGAIHTPSMSEFLPVTPAEIADAAIGAAKAGAAVVHLHARDPGDGRPDQSPEAFAPFLGVIKQASDC
VVNITTGGAPTMSIEERVRPAETHRPEIASLNMGSMNFGLFPMLKRFPDLKHQWERDYVGNKNIIFNNAFGQIEYILKTL
GPLGTKFEFECYDTAHLYNLKHFLDEGLVEGPLFIQTVFGLMGGIGAHPDDVMHMKRTADRLFGDRYIWSVLGAGKNQLP
IAAMAAAMGGNIRVGLEDSLWIGPGQFAQSNAEQVAKACQIIEGLGLAPATPDEAREMLALKGAERVGF
>NDK35004.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MTGNTIADRTRLSDRGLLRDRSRIGGDWVGSETRFEVRDPADDAVLGSVAAMSAEQSRAAIDSAQTAFPGWAGTLPQDRS
AILRRWFELVTEAREDLARIMTVEQGKPLSEARGEIDYAASFIEFYAEEAKRPNIEGVTSHLPDAEVELWLEPVGVVALI
TPWNFPAAMLTRKAAAALAAGCSVLAHPSAETPHSALALAELAARAGVPPGVFNVVTGDAATIVGPWTEDPRVRALSFTG
STEIGRLLYRQSAATVKRLVLELGGHAPVIVFSGAELDHAVAETIKAKFATSGQDCLGANRIYVERPVYDEFCRRFTAAT
QALTVGRGMDDPDIGPLMNEGAVAKQEDHVADALAKGARLACGGSRLPLGDLFYAPTVLTDVPHDAKIMREETFGPVAAL
TPFDTEDEVIARANDSEFGLVAYVHSLNPRRIYRVSRALQYGMVAVNRTKVTGAPIPFGGMKQSGIAREGARRGMEAFME
IKYVCRDWH
>NDK35005.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]SE1
MAGDLIGAMALIATPDTILSIVIASFFGFVVGALPGLTATMAVALLIPITFLLSPVAAIASIVSAAAMSIFAGDIPGALL
RIPGTPASAAYMTDANALVRKGEAGFVIGASAVFGMIGGVIGTVILIAAAPLLADFALSFSSFEFFWLGCLGLSCAVLVA
GDDLLKGMGALMIGLLIACVGMDYTTGYPRFTFGSWALLEGISFIPALIGMFALPEILRLLSDRSPRHQLPEAEPGSALM
KIARAGRRHWWPSLRGSVMGTAIGSLPGAGADIAAWISVAVTRRATREPEKWGKGHIEPIVAGGSANNAALAGAWIPALV
FAIPGDTITAIAIGVLYLKGVNPGPMVFVENGQIVYAVFLVFFLANLMLLPFGWIAIRMAGLVLRVPTAVIAPTLLVLAC
LGAFAINNDMSGLLVMLGLGALAVGMNAAGLPLAPAVLGIVMGRIVEQNLMQSLISTQGSLAGFFERPASAVLGALTIGL
WSIALLRQLARMLRGARRPG
>NDK35006.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]SE1
MRIHDALAGALLAALGGAVIWYVAGFPRVAGQIYGPDLFPRLIGIGLVLFGAGLVLRGARAAGGLPALLDLPSNGEIRRA
LLATLYIVASVLAVVFLAERLGSQILVFAILISGLLAVYRRPVLSLTLAVGLTVAFDLIFRVLLRVPLPSGPLTGVL
>NDK35007.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]SE1
MTRTKALIAGLSLTLAAGAAWAEFPDRPVQLIVPYPAGGGTDIVARTLAVELEKELGQPVNVVNRAGGGGIPGQTAIAHA
RPDGYTIGLIASDISLYKPQGLTDLTHADMTALGQTNELPGSVTVAADAPYRTMDDLVTAIRDNPATIKGTGAAPGASWH
AGFLGLMFALDMAPDQVIWVPTQGGTKGHLDVAAGNSDFSTASLVEARALIEAGKLRPLATMAAERVAIFPEVPTLQEQG
IDYTYGLWHGVTGPKDMDPAALEVLSAAVEKAANSDGFVATLEERGFKHVWRPGPEFEAFMAEDLAKMQAIFDRLND
>NDK35008.1 amidohydrolase family protein [Rhodovulum sulfidophilum]SE1
MTRRAGAETVQIVDAHCHMWDLSLGKHPWLAEGVLHPHRYGDYSEVKRDYLPADYRAATRPWTIAAAIHMEAEWTPDDPL
GEARWIADLHAKTGFPAAMTAQVWLDRPEAHDLIAAQAAFPLVRSLRHKPRAFARAADWHEGHALPGSMRCPEFRRGYAG
LAAHGLHFELQTPFWHLPDAAELARDFPDTMIVINHAGVPGSRDPAVLAQWRRALSVAAARPNIRIKVSGLGVPGEAWTT
EAQREVILTCIEIFGAGRAMFASNMPVDGMFRSFPDLIADFMAVTSDLPEADRRAFFAGTAADTYGLDLPGLT
>NDK35009.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSEEVAAWPRGQRSILVTQFIRDLIVSGEIPPGERINERVLTERLGISRTPLREAFKILDGEGLVSIRPNAGATVVRLSP
EDVEDSLEILIGLESIGAERAVEHATPEMIEEIAELDARMGEAFGRRALMEYFHINQAIHQKIIDAAQNEALSRVYASES
ARIRRFRFAGNRDHGRWARAVQEHAQILDALQRREGPLLRELLRAHHRAGWKVARHALEAATPNH
>NDK35010.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]SE1
MNYHTYFSAGDRMVEACVIGTGGFGRSFLAQGRKVPALSVRIGVDVSAEIAAEAMRDVGIPEDRIRIVTGAAEALAAFEA
GAHVAAGDFAHVAGLPFEVAVEATGNPVHGARHARLAIEAGKHVAMVSKEVDSVVGPGLAAMAAEKGLIVTPVDGDQPSL
LIGLITWAETLGLEIVAAGKSSEYDFVFDRGTGTILCNGQTYPAADFAPYARMGDMEAAALVAARAEAARTLPQRAVPDL
CEMTVVANACAMGVDTPELHCPIARIDEVPSILCPVADGGILGRAGVLDVFHCLREPGEISFAGGVFVVIRCDHADTWEV
LREKGHIVSRNGRTAMVFLPRHLLGLEAATSILEVGLRGVSSGTSRPAHHADLVAHADRDLAAGHVLKMGGHHHSIDAVS
ARILPGGPLSEDSPAPFYLASDCRLLRDVPAGEPIRMRDIEIPEDSPLAALRALQDSHFAPSGQTA
>NDK35011.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTLNRRSFIAAAGAAGALLAAPSILGAAGKITLRMGHPHPETDSWQDTALWMGETLAEKSGGEIGLQVFPNGLLGNDPTM
INSVRAGALDIMVTGNPFFTSLAPELNVLDLPYLFHDRDHVARVLDGEIGDRLRTDFEGTGLYALALWETGWRHVTNSRR
PVETPDDIKGLKIRTTPNPAHIEAFRLLGAVPTPMAFTELFTALEMGAVDGQENPTTLILNSRFYEAQKYLSLTQHAFTA
APLVTNAAKLDAMDDDMRALLIETAQDGARRQRAMNVEREVTSLAKLREEGMEVIETPDRKAFRAIVAEPVQASFGEEFG
SELIEQINAAA
>NDK35012.1 cyclase family protein [Rhodovulum sulfidophilum]SE1
MTIVDLSMTVGPHFRWSPEISVTGDKSAGDQFRVTRLSTTCHGFSHVDAQAHFIENGPTIEATPLDRVVGPCRIFDLSAV
APDEEIGPETLAAADPGGAEGEILLLAAQWDLKRDAGSREFWTESPWLNRAAAEYLLAQKPSAVAVDFPQDYPIRLLLDG
IAVPDAEHVTHDVLLRAGVTLIEYVVNTATLKGPRTFLCAAPLKIGNADGAPARIFAIEDMG
>NDK35013.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MRPARLAVLAVRVADRVLAAVEAVLVLVLAAMTLLVFFNVVLRYGFDTGITVTDEVSRMMFVWIAFAGGIAVSRRQQQLG
IDVLVAALPPLPRRLAHVAGNLAVLACCLVLVSGAWTQMQLNWRNTAPVSGLPTAITYAAPWFAGIGIGCVALANALGAA
LGLTGGIMASGKEDPGA
>NDK35014.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]SE1
MTTILIFVGVLLVTAIAGIPIAFGLMLAGMAMLWQLGMLDWQSIALQMTNSADSFPLLAIPFFLLAGEAMNAGGLSRRLV
NLGLALVGHLRGGLGYVAIVTAVLLASLSGSAIADTAVLAGMLVPIMRQSGYPMGRASGLIASGGIIAPVIPPSIGYIVF
GVAGNVSITRLFLSGIVPGVAMALALTATWWLMCRRENMATLPRRTGPEIRTALVDAVVAMMLPAIIVGGLKFGIFTPTE
AGVVACIYALLAGTVIYREITLGVLYECMLNAVRTTAAVMLLIAAAGITAYAITIAGVPQQLAVLLGPLAQHQTLLMLAI
VVIVILVGTALDFIPTLLVLTPVLLPIAKQAGIDPVYFGVIFMMSAAIGLLTPPVGAVLNVVCAVARQQYADVVRGVMPF
IVVQVLLLLLLVLFPQIVILPGRWLY
>NDK35015.1 four-carbon acid sugar kinase family protein [Rhodovulum sulfidophilum]SE1
MILGAIADDLTGATDLSLILARNGMRVVQTIGLPDDLGAVAAEADAVVVALKSRTIPAEEAVAMSLDAARALQAAGARRF
FFKYCSTFDSTDEGNIGPVTSALMSHFDMECSVACPSFPENGRTVYQGHLFVHDRLISDSPMKDHPLTPMRDPDLVRVLS
RQTERPVHLVPLATIRGAPGAIAAQVTATPGIFILDAIDDSDLRAIARDLADLPLITGGSAVAMGLPDIYRARGWLSAAA
AQAPFEAPAGKGVILAGSCSEMTRKQIDAARRAGLPMLQIDAEGIAEGRITAGTVVDFVEKAAGQGPLPPVVYSSADPGT
VARAQKALGRMRAGELVETLLGEVAASLAGRGFTRIVSAGGETSGAVAGALGASALRIGPEIDPGVPWVMTLDGERPLCL
ALKSGNFGSEDFFLKAWELLA
>NDK35016.1 aldolase [Rhodovulum sulfidophilum]SE1
MTAILSEATAARDRICAAGKSIFDRGLTFGSTGNISVRLSDGSMLMTPTNACLGALDPARLSRFSADGQFLDGDRPTKES
FLHMCMYCKRPHSNAVVHLHSTHSVAVSILADIDEEDVLPPLTAYYVMRVGRLPLIPYFAPGDEKLARAVEAQAGSHHAV
LLANHGPVVAGGSLEEAQYATEELEETARLFLMLQGHRIRPLGEEEAKALRSRG
>NDK35017.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MATPLYQTVIDTIVARIASGELPSGALLPSETQLGAELGVSQGTARKALSELEKRGLVQRAQGRGTFVTLRTPEMSLFNF
FRLRSPDGTLTAPELVSETVIRRQATAEERAALFGRPEEVIEIRRVRSVGGRRTTYERSCLPPALYPGIVDRAPLPNALY
VLYQRAYSIIIVRADEKLRAVGAPADVAAALELGEGAPVLLMRRAAVDVLDRVVELRVCHLVSEGLDYFVTLS
>NDK35018.1 UxaA family hydrolase [Rhodovulum sulfidophilum]SE1
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>NDK35019.1 UxaA family hydrolase [Rhodovulum sulfidophilum]SE1
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPGKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>NDK35020.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]SE1
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRDAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAGDPAWQGVENCTLPELLARADILSLHVPLSEGTRNLIGSEAISAMKPGAIVINTARGGVIDEPAL
ARALTEGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>NDK35021.1 Ldh family oxidoreductase [Rhodovulum sulfidophilum]SE1
MPRPDADMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGSSALFGT
NPIAFAAPRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGQPTTDPRAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARVPGFGERLEGLLAAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>NDK35022.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]SE1
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKETPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>NDK35023.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]SE1
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGACALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDSGGARGFRLPEAF
STLMRHKVNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRALRRRGTALPAPSDKRDPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETLLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLGGWGLLALSVAAVII
VFTIGFREALSVPLPGGLIF
>NDK35024.1 putative sulfate exporter family transporter [Rhodovulum sulfidophilum]SE1
MTDHPATMPRFRGILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDLSGAKRPPILPGFVIAFLILALINSLGWIPVALQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>NDK35025.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]SE1
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRRPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRALNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>NDK35026.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLVCLIALLFDLVR
ALARGDWGLAADLGASESASRRI
>NDK35027.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTTLPRFFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAP
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCESEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>NDK35028.1 DUF4392 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAEVEDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>NDK35029.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>NDK35030.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPKEKDIAPIRGTGATDQLTEREPADRFGVSRPMLREAMRALAVLGVIEVRPGGGAWVSALDANSLLSPLNVFLGLSEIS
VDRLCQARRLIGGALAARQAKAADLEALDPPVAGGGRSRSRFRFPRPASQAGRSLFPCPRRPEPERAEARILQGRRPYRR
DGAPVHRRIGEAPRAGDASRQAMGAPIEQARTSPLGISQPPPAKGFSRMTGAQA
>NDK35031.1 hypothetical protein GXP64_09065 [Rhodovulum sulfidophilum]SE1
MSRRPVVETDDTLPERAAAEVSAAEFLAHQCQGPADVAKAIRSADMALVQFAPGDDAEVITGMAEGGALIRYGIGFGNID
VTATNDRGLPASHVPDCCIDEAAGPSVSALLRKPPALAPSARGGGGDGMADTAMMPGGMTEAQLEGFRPAMPIRRYTTWG
ALAAPTAFLLSGRAGDITGTRLHLNGGQSMV
>NDK35032.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]SE1
MKFLRYGPRGNERPGLLDAEGTIRDLSGLIGDLGGEVLGDLGRFADLDISTLPVVEGDPRIGACVAGTRKFMGIGLNYAD
HAAESGMAVPEEPVLFMKATSAICGPDDPIIIPRGSEKTDWEVELGVVIGKRAKYVSEKTALDHVAGYCVINDLSERAFQ
IERGGQWVKGKSCDNFGPIGPWLVTPDEAGDPQDLGLWLCVNGEKVQNGSTRTMVFGVAHLISYLSRFMTLEPGDIISTG
TPPGVGLGMTPPRYLKPGDRVELGVDGLGMQRQVCVADI
>NDK35033.1 EamA family transporter [Rhodovulum sulfidophilum]SE1
MGIGALCLLAILFATGQPLVLPEGGIYWTALVYLSVIGSIVGFTTYLMLVGRMGSAKAGYATVLFPIVALTLSTFFEGYE
WTALSILGVILAGLGNVVMFRRR
>NDK35034.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]SE1
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAEDADARLVFYNADGSLSATC
GNATRCIARHLINQTGRRELTLVTERGRLSARDAGEGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVDDAEAVDLETFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRVDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>NDK35035.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]SE1
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEE
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRALGEAQVAQHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGQSDTRLRAD
>NDK35036.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MRRHSFEHDGIVFSFLDAGGEGQPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDQNAPHDIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERATNGDHRAVWLQSRCPALVVSGSESRVCDPAELQAMAQSRENTTFIQLRAGHSVHID
APAEFARHLRAFLEGSCA
>NDK35037.1 hypothetical protein GXP64_09105 [Rhodovulum sulfidophilum]SE1
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRNEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRL
>NDK35038.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]SE1
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLDDLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>NDK35039.1 cytochrome b [Rhodovulum sulfidophilum]SE1
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLVGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>NDK35040.1 cytochrome c1 [Rhodovulum sulfidophilum]SE1
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>NDK35041.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MLNLEGLAIRQGNFVLEADLTVVPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLTAARNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETGATVLFVTHDPADARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>NDK35042.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]SE1
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGTGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFPGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDTTCLGLAALFLILPLAMVTLRGLPGLAGLPASA
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLAGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPAVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>NDK35043.1 thiamine ABC transporter substrate binding subunit [Rhodovulum sulfidophilum]SE1
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPASFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>NDK35044.1 chorismate synthase [Rhodovulum sulfidophilum]SE1
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAVDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>NDK35045.1 hypothetical protein GXP64_09145 [Rhodovulum sulfidophilum]SE1
MPSLRKLIGQGGRIALLLLVLYLLGLFGVLIGPWFSLLALVLVAVAAACILYMRHPEKMERWLSALPRRARPAGQPAPAP
QPAMAAAASTGTEISDKPVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPL
LSWIGGVLEIVGVLCVLFSSGVLYSFGREFFWRGRG
>NDK35046.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]SE1
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEVGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>NDK35047.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SE1
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRYHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPELVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADGLKSDRPRSERSRPDARPDR
APRPPRPASAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRREADAAPVERPRKPRPGAERSGPRSEAGGPRPKEGRKDG
WKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGPKTGPKTGPKGGARDWPKDKRPAGNDAAPAERRRADAADTSKRF
ERPGAPKGKGAKPTGGAKRGAPKSGRSSGNAPPRRPR
>NDK35048.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]SE1
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>NDK35049.1 hypothetical protein GXP64_09165 [Rhodovulum sulfidophilum]SE1
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>NDK35050.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]SE1
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAEAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVEVTERVPLKVGHTPENARYLAVKAQKSGHLL
>NDK35051.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>NDK35052.1 hypothetical protein GXP64_09180 [Rhodovulum sulfidophilum]SE1
MTYFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGQPVMGVLSDGAEPPDGDFE
RPAKIGERHFLIAWTGQAGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPDPAAM
RRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVTVDFSYVSCRAGPRLHRDFCTEAGCARQRYLPGASA
YVLIEDGDPE
>NDK35053.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]SE1
MPFTLATWNINSVRLRAQLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>NDK35054.1 thioredoxin [Rhodovulum sulfidophilum]SE1
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>NDK35055.1 ATP-dependent protease [Rhodovulum sulfidophilum]SE1
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>NDK35056.1 Trm112 family protein [Rhodovulum sulfidophilum]SE1
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>NDK35057.1 carotenoid 1,2-hydratase [Rhodovulum sulfidophilum]SE1
MISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLVFDIDEMTWPH
MGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFSYWTWGRFPTK
ANGAWCFYDASMRDGSELAVGVHFDANGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAPFYCRSAIRTK
VFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPT
>NDK35058.1 phytoene desaturase [Rhodovulum sulfidophilum]SE1
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGARLSD
YVTLHREKVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGTDPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPQTAMPGGISTA
>NDK35059.1 polyprenyl synthetase family protein [Rhodovulum sulfidophilum]SE1
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAHQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARQPAE
>NDK35060.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAVPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIISEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRTHRPFIASVVVGCKPGAT
>NDK35061.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]SE1
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>NDK35062.1 chlorophyllide a reductase iron protein subunit X [Rhodovulum sulfidophilum]SE1
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGSWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>NDK35063.1 hypothetical protein GXP64_09235 [Rhodovulum sulfidophilum]SE1
MFDLNKMSRWDNVLEALSHHGEDREPAENAELQEAPAAEAVAPARELEDA
>NDK35064.1 chlorophyllide a reductase subunit Y [Rhodovulum sulfidophilum]SE1
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPMVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTIREALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESRG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>NDK35065.1 chlorophyllide a reductase subunit Z [Rhodovulum sulfidophilum]SE1
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGAEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>NDK35066.1 protein PufQ [Rhodovulum sulfidophilum]SE1
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>NDK35067.1 light-harvesting protein [Rhodovulum sulfidophilum]SE1
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>NDK35068.1 light-harvesting protein [Rhodovulum sulfidophilum]SE1
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>NDK35069.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]SE1
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFGMAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>NDK35070.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]SE1
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>NDK35071.1 photosynthetic reaction center cytochrome c subunit [Rhodovulum sulfidophilum]SE1
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDQQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>NDK35072.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]SE1
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDAIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGMGVEMPERGQILEIGKGRIVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>NDK35073.1 DUF2783 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>NDK35074.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MAYDDKPLPYSAAPGLSGPEPHHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADGGLLDSYNRERVQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPADARPGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWITAEPRDITAALRAMWEGRE
>NDK35075.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]SE1
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRIGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLVPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>NDK35076.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]SE1
MRALLPALAAVLFLGAAARDAADAWIDATMLPPLAAETSVEVLDRNGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDHRFRSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGRWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAAHAARAARDRVLARMAEAGVLKPETAARAAR
SPVPATRRPFPELAPHLADRARAAEPGARLHRLTLDADLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGASPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRTGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNSALPAPLRRFARPGASQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>NDK35077.1 alpha-2-macroglobulin family protein [Rhodovulum sulfidophilum]SE1
MARSAALMALAITVLATLAGGAAAQSVAASAENPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFN
ARSSACFPKARAEAPTPYAGAVSARIVATDPATLAAAPARAAELDFLRDRDLAEARAQAEKLPQDHPVDGATLDELRRAA
ASARAANRPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAATLSASVNAYLRGNTPALRARALDVMAG
TLEDLGRGRDMIPALRLAQTLAPRDELQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDP
GLAVTAEDRRLCVEGLNHGESYRLTLRAGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSD
RLDLTLYRMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYALSA
AIPGEDPYEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSADPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTR
GRAGAAPAMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLP
LTAILSRPDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASAKVLVEDFLPERIDFELGLPEAPI
DPAAPPLLSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMTMIEGAGRTDAAGRAQIGLTLPAL
KAEGKPVEARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWVLNRVE
TRYQWYRVDGDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDM
LELSLDKPAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGVGAYVAATLIRPMDLPAGH
NPTRALGLAHATVDPGPHRLSAAFEVPAEAEPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQ
RKLGMRLRDVYGRLIDGLNGAMGTVRSGGDATAGMRRQAPPPTEELVALFSGPVTVGEDGIAHARLDIPAFNGTLRLMAV
AWSPTGVGQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPAAIPEAVELARGGKT
ALSIPITAGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGP
VARLDAAGLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDF
WLDAYVTDFLSRARAQGVAVPDRAFGMALDNLQNRVNYAPDFDSGGEDIAYALMVLAREGRAAMSDLRYYADTRAGAFAT
PLAAGQLGAAMAAYGDPTRADRMFASAARMMAGRMGRDEPPVWRSDYGTDLRDAAGLLTLAVAAGSTVVDRDALTGYLAA
TDRPLSTQEASWMLLATHELIDRPGTGAGGGGFTLNGAPLTGPLVRLLTPGDAPAVLGNDSGRPETLTVTSFGVPEVPGP
AGGNGYAISRRHYTLEGDPVTLEAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTA
EVRHSEARQDRFLAAIDWGSSDPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSETSRASVTP
>NDK35078.1 response regulator [Rhodovulum sulfidophilum]SE1
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRSLYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGMG
>NDK35079.1 peroxide stress protein YaaA [Rhodovulum sulfidophilum]SE1
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATHLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQAEPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATERGSCLYDFWGDRVAEALNRAAE
AAGTDVLVNCASKEYFTAADRAVLKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDDSSLVFLRGSDAE
>NDK35080.1 DNA helicase RecQ [Rhodovulum sulfidophilum]SE1
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALDAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGAAATLYDRLMETQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>NDK35081.1 YggT family protein [Rhodovulum sulfidophilum]SE1
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>NDK35082.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]SE1
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPDWV
QAWIAAEAKRPWPPMTD
>NDK35083.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSALYVIGAAGLWCADPTGFSLPLVLCFFGFGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALLITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAAFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>NDK35084.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]SE1
MGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGHPETIA
FIQRLGAQAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRRVNGNY
TAAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTVAELSK
GGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>NDK35085.1 queuosine precursor transporter [Rhodovulum sulfidophilum]SE1
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRTGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLEPGNDVSWASEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>NDK35086.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]SE1
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>NDK35087.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]SE1
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLGDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTLNDFVDA
>NDK35088.1 SulP family inorganic anion transporter [Rhodovulum sulfidophilum]SE1
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTALTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISADGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGVNAASETIVDKLA
VHDKPGAMDDLLGH
>NDK35089.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MTMTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQ
AQGRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSN
RSFAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPDKAL
ADLVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>NDK35090.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MLKPFIRTLATAALTICVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>NDK35091.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLGNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>NDK35092.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>NDK35093.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQDGIYAVLTDDGQTRACRG
IGTLIGLHDARSAPGVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWLDRNVAFPTSMVDRIVPAMSASSRARLEAACGEPDTLGVVAEPFRQWV
IENRFAGPRPALERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLTAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLARGAPAELQAMVLAGWALQAGDTRPDSTRVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>NDK35094.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]SE1
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLNCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARAAGAARILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEDEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>NDK35095.1 MurR/RpiR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>NDK35096.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]SE1
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
GVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLKDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAASLGAGVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSTVIERNDRWC
RGVLLLGLDAPAEVLTRSIVRAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAAKDRMQARFEQLIDCWQSARQAKAA
>NDK35097.1 AMP-binding protein [Rhodovulum sulfidophilum]SE1
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEVSGGGVLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKAAWIERLGPDRVFEMYGSGENTGQTVLTGPEWLARKGTVGR
GFETEIRVYGPDGARLGPRARGEIFMRPEDMSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVADAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPDRDKDGPGSTPSGN
>NDK35098.1 DUF3830 family protein [Rhodovulum sulfidophilum]SE1
MTKLKVTIAGIEFDARFEDAAPQTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLADLGPKVLYEGAQEILFEEVDA
>NDK35099.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKRGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLRRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVARKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>NDK35100.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MLPLIERALLMLRRLVSAVVVLLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>NDK35101.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFAPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETMD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAAFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>NDK35102.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]SE1
MKFRGSYTVCVTAFDDEGRIDLPAMRGYTDWQIAEGAHGLVPLGSTGEFLSLTREERAQVAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGADGVMLVPPYYSSPTDDELFIHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDEAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>NDK35103.1 hypothetical protein GXP64_09435 [Rhodovulum sulfidophilum]SE1
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEILRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>NDK35104.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MDQFFTEEQRMVRDTARKLSDQVIAPAAAAIDRDDVFPRTIYETLAEQGLFGVALPEEVGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKTCA
>NDK35105.1 monoamine oxidase [Rhodovulum sulfidophilum]SE1
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>NDK35106.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLATGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGPGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>NDK35107.1 dihydropyrimidinase [Rhodovulum sulfidophilum]SE1
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHEQAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEASRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQDKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGTAADGQYLPRKISGEAFPG
>NDK35108.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MSNRALPAIALMAMLTGLPALAADFTFQVAHTNAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPEDIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELKTPGQKALLEALTG
K
>NDK35109.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>NDK35110.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MALAVLVQIVGRYVFNYSIAWSEETATFAQIWLALLGAGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVV
VVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYFLLEFALSSLPRILRPGHDPLEETGI
>NDK35111.1 aldolase [Rhodovulum sulfidophilum]SE1
MGSIRSCVFANTHLHFTVGLAGPKHEPCSSRAAGSPQGIISVQSKNAASPEIGLAFCLAGRAEAVLLAKGAGFDFAVMDM
EHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARVLDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPGPLP
VADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGMGLRGRVGHPGIHAAFGRIAAAAR
ARGLAFGAMGLPPALVESHALALGASILVATNETNLIVEGGAALLAALRGPVGS
>NDK35112.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MLNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVN
QRAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYET
LVELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTL
IDELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>NDK35113.1 hypothetical protein GXP64_09485 [Rhodovulum sulfidophilum]SE1
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCLEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>NDK35114.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]SE1
MAAHPHGGLHAATICPMHADGALDLDSLEAHFAAVLATEGLDGLLLNGHAGEGVFLSRDEAATVVRHAKAIAPAKRVLAA
VSAEATAEAAADAQAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPDLIVALDAATRAKDTDAAL
AIHRKLYPLARAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>NDK35115.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]SE1
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCARPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFFAQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAVNDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>NDK35116.1 acyl dehydratase [Rhodovulum sulfidophilum]SE1
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>NDK35117.1 acyl dehydratase [Rhodovulum sulfidophilum]SE1
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPAYRICAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>NDK35118.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPDGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLDMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGMDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>NDK35119.1 CoA transferase [Rhodovulum sulfidophilum]SE1
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMEKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGVARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVRDGHVMISMCKPADLAGPLNLPELAAFTEEDGFSRRGEIATLVQRGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGASMVMLAHPVRYDGETPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>NDK35120.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>NDK35121.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]SE1
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQAAGGDCDCHCGCGGSGAAADAGPADRAATPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFIYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVENIAFDKTGTLTEGRPQVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILAAAEARGLELPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGIGTGQEMAAAVAEIEERGGSAVLVVAEGHAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>NDK35122.1 SPFH/Band 7/PHB domain protein [Rhodovulum sulfidophilum]SE1
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>NDK35123.1 hypothetical protein GXP64_09535 [Rhodovulum sulfidophilum]SE1
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>NDK35124.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]SE1
MTTSTRDEPFGGAKLALLTGCGLVSILRDDVPHIAWPGHWDFAGGAREGRESPAACVLRETREELGLALEPARLIWRQTY
PNHRGRAVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKGRLAEYLAARPGG
>NDK35125.1 orotidine-5'-phosphate decarboxylase [Rhodovulum sulfidophilum]SE1
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFEAGADGVIASPQEAA
MIRALPEAAGRLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>NDK35126.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]SE1
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPERVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERMLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDEASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQLEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDENRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>NDK35127.1 DUF302 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKALLTATTLAAFLAAAAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVREVVGLD
>NDK35128.1 FMN-binding glutamate synthase family protein [Rhodovulum sulfidophilum]SE1
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRERGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>NDK35129.1 protein-methionine-sulfoxide reductase catalytic subunit MsrP [Rhodovulum sulfidophilum]SE1
MAGRWHNRLNWSEVTAERVWLDRRQVMSGLAAAGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWTVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLAIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYIEGLRLDEAMHPLTIIATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFAPRVPTLMFNGYGEEVAGLYAGMDLAARF
>NDK35130.1 protein-methionine-sulfoxide reductase heme-binding subunit MsrQ [Rhodovulum sulfidophilum]SE1
MTGLQRVNLVLARLPTWPVYVVGLLPAFWAIWLGATGRLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYFAV
PLGGLHFVMQSKGWQMEPLVYLATILGLLALRFRSSRGRVAT
>NDK35131.1 hypothetical protein GXP64_09575, partial [Rhodovulum sulfidophilum]SE1
MPENVYIAIDSDALHAKSKVYIGRALARKGVGDLDEYQLWASLALELLGKAALARKHPSLVVDPTHWQSMFVAAGINVTT
DVKTIAAKTLFERLTHLVPRFDKTVQKFCQDI
>NDK35132.1 TauD/TfdA family dioxygenase [Rhodovulum sulfidophilum]SE1
MVDVAGFIAQVQHHAVLDRLIKSVRLLEEAPVLVRTGRRSFYSTILAPGATFLRYDPGCLEPLGERGREALQLVADRITR
AHSYALHWRQRDILIIDNWRVLHGRSRSAHGSGRSLARILIDA
>NDK35133.1 hypothetical protein GXP64_09590 [Rhodovulum sulfidophilum]SE1
MSINGSTRHANAVRDPFRSMSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEE
AAITALHEIIDAREDRRTDERRRDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKA
SANRSLVAAGLLIAEYLSVEPQADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>NDK35134.1 cold-shock protein [Rhodovulum sulfidophilum]SE1
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>NDK35135.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SE1
MTFTELGLNARMVSRLGALGLTQPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKDRKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKSPQKRRTRQRSAGRSDRLA
A
>NDK35136.1 hypothetical protein GXP64_09605 [Rhodovulum sulfidophilum]SE1
MGMLEWLEPGIYGAVIAAAILATGGFTRAGRATLSGVPASDRDLARACPAAFGVAASARRPDVTGENA
>NDK35137.1 hypothetical protein GXP64_09610 [Rhodovulum sulfidophilum]SE1
MNGFIATAGLRIPATSLWMAAMLAVGMVASLAFPALAQDGIGTVPANAVARNYDGGWDCIPGYRVAGAECVAIELPQNAY
PNGRSYGPGWGCLRGYEEVGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKVCVPIVLPEHAYLTDDRSGSGWVCDRG
FTVSSGACVPIAVPENGYLTNADYGDEWACERGFFENEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLP
ANAHLDRSGNSWRCDRSFQLSGGECVLGR
>NDK35138.1 transglutaminase family protein [Rhodovulum sulfidophilum]SE1
MRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCGLP
DPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSQEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASETL
AGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARGRD
AADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>NDK35139.1 hypothetical protein GXP64_09625 [Rhodovulum sulfidophilum]SE1
MIDAPIDLDGHRSAAGQHDAEMRRRPVNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>NDK35140.1 transglutaminase family protein [Rhodovulum sulfidophilum]SE1
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGSAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGAPR
>NDK35141.1 response regulator [Rhodovulum sulfidophilum]SE1
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESNGFELLVTDIDMPGAMDGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPAGSRFLPKPVTSSALEETIRALNAA
>NDK35142.1 hypothetical protein GXP64_09640 [Rhodovulum sulfidophilum]SE1
MSAPDEPKADKHKIVSRQSRELPHARDERNKAQSAAPNRHPTAETRASRCGRIVDGREATGTDGPALAQETPDTNKARRT
VATSSLSMSDNSLKPAKPAFGPGDEFRAAV
>NDK35143.1 hypothetical protein GXP64_09645 [Rhodovulum sulfidophilum]SE1
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPIEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSEALLAQLELISFPERRTVWTTFQRIGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQVGPPPPRQGAGGLPELSCLMG
IHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRPGTDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGTDAVAAREAVRPLDPSGSRVERLLVGLAAARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>NDK35144.1 glucan biosynthesis protein G [Rhodovulum sulfidophilum]SE1
MFPDSSSSSVRTGESGPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADQGTFFRLQAFHPGWLYKEPVEIYELVDGIAEPMHFSA
ADFEYDGKAADLIPADFDMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGRGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSKSLTGAYRFIVTPGANTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>NDK35145.1 hypothetical protein GXP64_09655 [Rhodovulum sulfidophilum]SE1
MSADTTFDAQNAIAVEGPHWAPPVAPMDMPQQVLEARRELRLPVWLTRLMRPLQLG
>NDK35146.1 glucans biosynthesis glucosyltransferase MdoH [Rhodovulum sulfidophilum]SE1
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDGSIQAAGLRCDIAVLSDTRDPANAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALEGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>NDK35147.1 OpgC domain-containing protein [Rhodovulum sulfidophilum]SE1
MSRPDPVSLPGKRPRDPRIDAFRGLALVMIFIDHVPGNPYENWTIRNFGFSDAAEAFFVMSGIAAGLAYSGRFAAPQIRL
NGLWAAIRPIWSRSWTLYIVHVLLSAWAIAIFAWGAMALDVPELLTRINLRQVFENTAQALIGIPLLTHQFGYVNILPAY
SVLLLFAPVAIFVGMRAPLLMVAASVAIWFAAGMGRIDLPNYPNPGGWFFNPLSWQIIFVLGILTGIHMRRGERFVARRR
WLFWSALAFLGFVLLWAQVPALGQPLHALMRQAGEAGLPFHVVGFDKTYVSLPRMLHVLALFYVLSCLPVVVRLAGSRAA
APLRLMGQHGLLVFSFGTAVSLLFQVLLAGYPDMALLPWLLPPLGVAAMLVAAMLGQAARRDRRRVPLPVVDPVVDPVTA
PAGPLPQAAAVAAAVPCPDCSADPLAATTLPSAGRAPGLQPAE
>NDK35148.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGAGIAALNGPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGRAEFRAATLGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVTLVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVPMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>NDK35149.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPIPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTVRMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDAATARGRG
NA
>NDK35150.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MGPERSAGRPTGKLAGKLAGAFAAATAAIWSAGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSSGRVRIEIYP
SMTLGGRPPELVTQARDGVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVH
AGNGLALRGPEIHAPADLAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRL
VEGDSHTRFGTTTFQMSMNKARWDGLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEGFR
TALAPVVERWIEDAERRGIDGAALVARARAAIAAHESR
>NDK35151.1 cold-shock protein [Rhodovulum sulfidophilum]SE1
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>NDK35152.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGIGAVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVVAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLALGEPVVVEGLQTLREGTELRVVGPQAGRALSRPARDAG
>NDK35153.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGTGTGARIGAALAGLYRRSLAGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQTKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWQARDRSQDEIVTDINTRL
RAVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAGTAQALVDRMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>NDK35154.1 NnrU family protein [Rhodovulum sulfidophilum]SE1
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIAGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALVTGRWRPSGPPPLWRLVLGLALWAGLLAVHRPVIGVSPLPF
>NDK35155.1 glycosyltransferase family 25 protein [Rhodovulum sulfidophilum]SE1
MTKTKNRPRLASWRDAETDSDKTDIIPVALVSLDDATARRADLRQAGFPADWVEGYWPASDLRNADEAHLAEIADMEHFV
RSIGRRPLPGEVGCALSHRRVMEWLANSDHPLVLIFEDDARPADPRAFDVLPDLLMPVFEQGRQGASFILHLGVKRRRRP
KTVNRVLAECGVGFWHRWIVRDAGKDHSIWLTHAYVISREAARRTLAAETPIRTVADDFMRRGQEGLHDHFLYSEPGLFL
QPPDSGSMIDPTEVIRKVHAKPKRKSWKKPEQPNAMGKLKIMDRLRRLSSKTFHL
>NDK35156.1 pyruvate carboxylase [Rhodovulum sulfidophilum]SE1
MTEFTKVLVANRGEIAIRVMRAANELDKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEALAEWMAAQKQLLLTDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGKDLKAAGAHVLGLKDMAGLLKP
ASATVLIRALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>NDK35157.1 hypothetical protein GXP64_09725 [Rhodovulum sulfidophilum]SE1
MSRYRIILSGLALAVLAACGTPERRETGVPKRITPEMLPQAPEASAPACRAEMAARFHQPEAGIFQVGAGPTAAGFWIDM
KMAGRDGTWRCQTTRDGHVVTVTPIPST
>NDK35158.1 UvrD-helicase domain-containing protein [Rhodovulum sulfidophilum]SE1
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGLRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEIRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARANGVNLVEGARMLL
EAGGLGGKGGAALRRLIEAIWRWHDDVRAAAPSVVPDEAALIDDEAVPLETGRGAPTHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRSPAAPSRGARGGGVVIDAEAVPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>NDK35159.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]SE1
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYARIAGRLIGGGMA
>NDK35160.1 division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]SE1
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPAGDG
>NDK35161.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase RsmH [Rhodovulum sulfidophilum]SE1
MAAADNSAPADPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWAAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>NDK35162.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]SE1
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>NDK35163.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]SE1
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRHTKPGHLFAAMPGTRAHGAEFVPFALRMGAAAVLTDRAGARIAAEALA
DSQAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMARAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRAEEADLRIMAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGSTVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ACEQADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>NDK35164.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]SE1
MSALWTAAEALGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAGAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSGARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
IRFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFANNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLYA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>NDK35165.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]SE1
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLFHMGVFFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>NDK35166.1 hypothetical protein GXP64_09775 [Rhodovulum sulfidophilum]SE1
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVNLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>NDK35167.1 UDP-N-acetylmuramoyl-L-alanine--D-glutamate ligase [Rhodovulum sulfidophilum]SE1
MIPVRGVEGQKLAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALGSFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMETAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVQARLGG
>NDK35168.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]SE1
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHAAPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTARIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIRRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>NDK35169.1 type III PLP-dependent enzyme [Rhodovulum sulfidophilum]SE1
MELSGHIWPGLLEMTMHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANP
AREIVERLVGLGCHFDAASRGEIELCLGLGAAPHQISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVY
IRVLVTATEADWPLSRKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLL
NIGGGFPAFYGEEVQPPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFS
GLAETMDEAIRYQFATDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPL
DVVVI
>NDK35170.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MMKGLRLQDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPDFAMTGRVLLNGREVTGLPPEDRRI
GILYQDELLFPHLSVGGNLAFALPRSLRGRKPRRARIEAALDEIGLPGFAERDPATLSGGQKARVALMRMLLAEPEALLL
DEPFSRLDAALRDQIRALVFARARDRALPILLVTHDRADAEAAGGPVIGLGA
>NDK35171.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWAGTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWILRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPAMPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELATARLGRRWVEGGTRRLAEPLLRAAGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDAMPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGADPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>NDK35172.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MRCFVPLAVTLGLLAGPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDAVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPDTVRTFVLKGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPKAQAHAQDPDILGYGTVLAMDKLAPKDRARFEALDLGIATLSPAELGPALPEPHPSWATRLETDWTARYGMA
P
>NDK35173.1 aspartate kinase [Rhodovulum sulfidophilum]SE1
MTGRPWGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>NDK35174.1 ectoine synthase [Rhodovulum sulfidophilum]SE1
MIIRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>NDK35175.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]SE1
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFARAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>NDK35176.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]SE1
MAITIQSSSRRASAPITFRPPTGEDGAAVWTLVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSAHFDGR
HATEHMVTIRLVEALSRAA
>NDK35177.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>NDK35178.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]SE1
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>NDK35179.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]SE1
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEETQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>NDK35180.1 hypothetical protein GXP64_09850 [Rhodovulum sulfidophilum]SE1
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
ATHPEAARGTS
>NDK35181.1 hypothetical protein GXP64_09855 [Rhodovulum sulfidophilum]SE1
MAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEPPEAALAPQPPAG
LSPQAALRTAIGKGARAEVCAIYLPGQGAGPEVLIEGVGVARPGAMARDLLDRRARVWSF
>NDK35182.1 cytochrome B [Rhodovulum sulfidophilum]SE1
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGRYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>NDK35183.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]SE1
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIVAEGGQAD
VIGHSMGGKAAMMLALTRPETVSRLIVADIAPVAYDHSQSGLIRAMRGLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRTEPPRWRLNLDTLDAEMPYITGWPDDIEGRFDGPTLMLTGALSDYVGPGDRDRIKALFPAARFAKIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>NDK35184.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]SE1
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAREHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDNEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKSEVEALCARFPIYPGL
>NDK35185.1 NAD kinase [Rhodovulum sulfidophilum]SE1
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPGKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>NDK35186.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEEIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>NDK35187.1 response regulator [Rhodovulum sulfidophilum]SE1
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLALIDIEMPRLSGIDVIR
RLRTAEGDGPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRRGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>NDK35188.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]SE1
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>NDK35189.1 cytidine deaminase [Rhodovulum sulfidophilum]SE1
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENAAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>NDK35190.1 thymidine phosphorylase [Rhodovulum sulfidophilum]SE1
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDADAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>NDK35191.1 phosphopentomutase [Rhodovulum sulfidophilum]SE1
MTRAFLAVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGPLKLPHLDALGLGAAIRLASGEGAPG
LGAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREIPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWVQAAERRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGCGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>NDK35192.1 adenosine deaminase [Rhodovulum sulfidophilum]SE1
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEEAA
AEGVIYLETFLAPDFCGGCDLSAWVEHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>NDK35193.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>NDK35194.1 hypothetical protein GXP64_09920 [Rhodovulum sulfidophilum]SE1
MRFPRYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PARRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGV
LVGAGYAPVATER
>NDK35195.1 hypothetical protein GXP64_09925 [Rhodovulum sulfidophilum]SE1
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILAEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>NDK35196.1 AMP-binding protein [Rhodovulum sulfidophilum]SE1
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQAEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPVIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVVCCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDTLIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>NDK35197.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPREVPD
QTVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYKAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDRNCIIATNTSTLPITDLARAADRPEDYIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGAAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGAGRAVALCEDLTPRHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>NDK35198.1 acetyl-CoA C-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKDRNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAATSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>NDK35199.1 glutathione S-transferase [Rhodovulum sulfidophilum]SE1
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FGGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALLTLERVLQDRDWLVGDGPTTAD
FACCGYLFYPESFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>NDK35200.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCQLENGVVRTPAGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGSWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDGATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFDLVKAFIAEHEDDAALKE
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>NDK35201.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>NDK35202.1 MerR family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>NDK35203.1 PaaI family thioesterase [Rhodovulum sulfidophilum]SE1
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRAATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>NDK35204.1 PaaI family thioesterase [Rhodovulum sulfidophilum]SE1
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>NDK35205.1 MATE family efflux transporter [Rhodovulum sulfidophilum]SE1
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLILLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDVAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYPALEAAARSGQGG
>NDK35206.1 succinylglutamate desuccinylase/aspartoacylase family protein [Rhodovulum sulfidophilum]SE1
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVMPG
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQMLLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>NDK35207.1 hypothetical protein GXP64_09990 [Rhodovulum sulfidophilum]SE1
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPTDADEIHRRRREAGAAGDGGD
>NDK35208.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MKTVLVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAATLRAHDGLDCSAHVVLA
DPFAGLIEAVSRLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALNAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRSATADVLAVPPGAA
>NDK35209.1 cation:proton antiporter [Rhodovulum sulfidophilum]SE1
MEALLHSPFGEVATLLVLAAVLGFAGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAVLFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGATSGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGIDFNPQAVCRARALGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQELLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIDSEAPQPA
>NDK35210.1 HAD-IC family P-type ATPase [Rhodovulum sulfidophilum]SE1
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPAGEVCPVDVAPGPGREAGSGGATDPGLLAALARAAALC
NDAVLHEESGVWRVEGDPMEGALLALAGKIGAPGSDRARRDAIPFDAAHRYMAVLVEAPEGGAELLVKGAPEAVLALCAD
RMAPGGGTVPIVPADWHRKVEELAADGLRVLALARRGMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAVAAVADCHSA
GIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTG
DGVNDAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFA
GMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHD
PALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIV
GIGAVFFALIETEKQMRLAFRRGQHGT
>NDK35211.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLRSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLLVEQMRALPGNAPLMPEVEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAERWHGPVLILQ
GGADMQVRPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>NDK35212.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATERAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>NDK35213.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MMLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLI
GLRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETV
ILSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>NDK35214.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVAPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>NDK35215.1 transporter substrate-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>NDK35216.1 HutD family protein [Rhodovulum sulfidophilum]SE1
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDLNVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTVDGFALAPGEALMSDP
GRDLGGAAGDAPMLAVSLRLVP
>NDK35217.1 urocanate hydratase [Rhodovulum sulfidophilum]SE1
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIERWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREHGLTLP
GILK
>NDK35218.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MREFDHLLSAEECQFLDMLDRFAAEVLTPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDGWHIKGRKCFIS
NGGVADLVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>NDK35219.1 CoA transferase [Rhodovulum sulfidophilum]SE1
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVSRVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTGLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHANARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>NDK35220.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]SE1
MTPVEITRGDSPVILGLPHTGTHVPKDILARLNARGRELTDTDWHVHELYADLLPGATTVRAIFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGEPIWTAAPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGVLP
DFNIGTASGTTCAPAIAEAAASVCAGAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>NDK35221.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]SE1
MQMLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNL
ILSHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGA
GEAIFEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAE
IHALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSD
GSIVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLA
APCSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDR
YLAPDLARAQALIETGVLVAAAGLEMAE
>NDK35222.1 imidazolonepropionase [Rhodovulum sulfidophilum]SE1
MCRHIISNQGGGDTMTDLTLANATILPLGENAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTH
LVYGGSRAREFEMRLEGAGYEEIARAGGGILSTVTATRAASEDDLIASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKM
LRAARRLGRERPVRIVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADE
LGLPVKLHAEQLSHLGGSQLVAERGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMAL
ATDCNPGTSPLTSLLLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIVEPAELTYRIGFNPL
HARYFEGCKC
>NDK35223.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]SE1
MQRVWARHALVMNSWAKDVEVAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVRAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>NDK35224.1 UTRA domain-containing protein [Rhodovulum sulfidophilum]SE1
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>NDK35225.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRKDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>NDK35226.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>NDK35227.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MRRRPGRPASRPRPLPARHRPPPAGRNVRKLPLSSDQSLRTRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGALGK
IDAAIARVESVLLATGVLLMALNTVANVVGRYLFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRA
RKILMIVIALTTAVLMFGLCWFAVAYLLTQAGRGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTA
VLEGYDDDETEI
>NDK35228.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SE1
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHEIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKRAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVEARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>NDK35229.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLHHRMDAAGPPRTR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLASEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVA
AHLGHAEDPVADARAGAEAILAATLPAARQHGLPAARTGAPP
>NDK35230.1 hypothetical protein GXP64_10105 [Rhodovulum sulfidophilum]SE1
MPAPTSPRSRPLRLAIAGLGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNFAPGQSPLMLLNIPIRAVDIDPP
GPAPARISSFGTWLMSPSDDERFPARAELGAYLAARVRTLTANLPEGVALTRHETAILRLERSGTGWYLESAAGRFGPYD
EVLLAPGQPRSAPDPQLARWQDHARRTGAAVLPAYPADRLLKAAGDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEEGR
YLPSGREPARILPFSLDGLPPWPKPSSAGIDARFAPLPAESRGFEAALERALGAAPEAALEAISAALEPAARRVLEAAGA
DPDGVATWLAAERAAPASQESRDAAELLREGLAMARGTRPPATGYAIGQIWRHWQNALRRAINPGTASPETVAALIGFDE
GLKRYSYGPPAETAEELSILIAAGIVDLRTVDDPDILLTPEGWQLVEEDDSARVLVMIDAVLPSPALERLEEPVLAGLRE
AGRVAAVGEGLGIRTRPDAQVVDSRGQVEAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARATSPG
>NDK35231.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]SE1
MNRFFRRLFPLLLATLFLSSLPALAQTAPAVEDAPGAEARALIDILRNDSAREALIAELEQAAGRGSADQDRAAAPPSEA
AGQGLGRRVAEATSAAVEDIAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRKAAGQGLLRRLVPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLIVGVVRLVLDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPEPQTEPETGAPRRHGRLALALAQNWHWAALAYLAVLAAIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVQLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGVGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>NDK35232.1 hypothetical protein GXP64_10115 [Rhodovulum sulfidophilum]SE1
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGSGGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLLRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>NDK35233.1 c-type cytochrome [Rhodovulum sulfidophilum]SE1
MRSPFTTGPFKSGSRILIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASIERRAREVGTGPDLADP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVIDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGSGAPPAMAWTRRGPQMPVKLHDEAGPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGTAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPAGDPLIPARPPVPAEAGSDDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAGAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIAARLTGDERAALADWFAAWPPLAK
>NDK35234.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLDGGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLKLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>NDK35235.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MSDRQIFSDFSDSPFPSPFPRNVLRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVD
VATKYAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLH
TDGHASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGA
PVVTLLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPR
NLLERFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>NDK35236.1 ribosome-associated ATPase/putative transporter RbbA [Rhodovulum sulfidophilum]SE1
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRTEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDT
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELTPDQTAPAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAARRTPGAGPAVGIENRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLTIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>NDK35237.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLSDELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALSVVLVRFRKVLSG
>NDK35238.1 glutamine--fructose-6-phosphate transaminase (isomerizing) [Rhodovulum sulfidophilum]SE1
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRALRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALQHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLAALQAMPARFNAALALHEPIRRLAERLAETTDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPLQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>NDK35239.1 bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU [Rhodovulum sulfidophilum]SE1
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDPARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPETLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCGTLFDLIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRTDLAAAEAAFQA
RARTEALKNGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGERANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVSIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKSKR
>NDK35240.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]SE1
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGEEAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMPALEPEALMADYAELDGLVAKLLPAA
>NDK35241.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MARRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
APGDPVLTNAFTLAPVPGAIASLGARPVLVEVTSDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLW
AELPNVSGRMDALRAAILRPQLVELPDRVARWAELYRALEAGLGGCPGIALIERPAAERFVGSSFQFRLPGWPPERIADF
LRRTAARGVELKWFGAEQPQGFTSRYVHWGYAAPEPLPQTDRVLAGLIDLRLPLTFSPADCHEIAAIVVEEIAADRG
>NDK35242.1 transposase [Rhodovulum sulfidophilum]SE1
MEGFVGSLKNELVLRTRFRPRRDAKAALFEDIAIFYNRKRRHSSIGDRTPEQARIDMAAAMAA
>NDK35243.1 DDE-type integrase/transposase/recombinase [Rhodovulum sulfidophilum]SE1
MKDHDIRPPRKGRRLPRTIDSRHNFGIAPNLLRRTFEASEPNRIWLADISHVPTDEGWLSLAAVRDMTTMEIVGWSMSER
LKSSLAVDAMRMALQSRRPGPNCHSDRGIQYASGDCRQLLDAWKTAAP
>NDK35244.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTGLLNLSEVSVSFGKRPILQDISFGPLKSGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDEELDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWSMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDILTPTLLGKVYGVEAR
METSSQGHPFLIVERSIRKPLGNDRGRD
>NDK35245.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDADAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPVNAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSVTLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>NDK35246.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MQESYLSRRNMVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPENPFA
NVVGWGNNFRAADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAQVGIPV
LFVDFRTRMFENTTRSIHILGELLERQDRAARFLQFRQEQIDRIIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGE
LIRAAGGDNLGAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLR
AVTAGRVHAIWHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYETGYWLSLEGGAS
>NDK35247.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]SE1
MASYDQSVPSGTSRPPRPAINYYLGTSVLCLLLASPALSQETKPRKDGNASDLKAFTLEPIVIDVQDGDAGVVAKTSRVG
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEASHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSSLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWQGKPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQASMEVTPNINVIAGYTYLDNEILEDTRYEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>NDK35248.1 DHA2 family efflux MFS transporter permease subunit [Rhodovulum sulfidophilum]SE1
MSVSRRAVAVAAVYLGTFMATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGV
AFFTLGSAICATADSLATLIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYA
GWPSIFLVNLPLGIVALGLGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLA
FIAVEMRTARPVLPVDLLRQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKL
TRRFGMNRVMIAGYVLLGGSMLVMVSFTPSTPYSIVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQG
GMTIGIALLGTIMSARAVASLKGVLAQSGIDDVAAIAAVAVQRHEVPSTLPVASGAFHEMLAGAFTQGFSLAAGFAGILG
LVAAGVVALSSRRQ
>NDK35249.1 transposase [Rhodovulum sulfidophilum]SE1
MICSSPNRFRFMCFPPSSSSQRWKIPVRNGPVSGGKVIKASEPDRIWLADVSDVPTDEGWLSLAAARDMATMEIVGWSMS
ERLKMSRKGDGLDNAPMKSFFGSLKNELVHRTRFRPRREATAVLFEDIAIFYNRKRRHSSIGCRTPEQARIDMVAAMAA
>NDK35250.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRYKARKRTSEISGSPRTKPAEVRLDELMSAAERLFLSQGVDATTVNEIVEAAGVAKGTFYHYFSSKNEMLEALARRYTE
RFLKSVQEAIDDCSPDDWEERLRVWIHANIETYVKTYRTHDIVYTAHHHHDRANQAKSSILDQLLEIIEGGRLAGVWAPS
QPKIVALLIYSGVHGATDEIIASKTEDCRSFARNVSDACVYMLPRINAKDGK
>NDK35251.1 DUF2345 domain-containing protein [Rhodovulum sulfidophilum]SE1
MNLGHARSVQRGSMLLHAAADMMISSDDEFQIQSDKSLRLASLDTLSVTTPADLKMSSQERVIVEASNGIVFNSESGIVL
RSGKSRIRLSPSGKIEIDGSEVIVKGDKICLN
>NDK35252.1 hypothetical protein GXP64_10220 [Rhodovulum sulfidophilum]SE1
MSELTLQRSRWPNRTLAGVLVMGAMVSPVAEAQQSFSLDQLSVFAHDHSCAPDHQITNNTQYLTWIEALASLVDGSLPPA
AFLDCDTPLFGFAEMLSEAPLNPDDWRDLRETLISRITPEKPDPDPVQAHISQGYAAADYAATVFLLCQADQPCFEAVTQ
ADGFGERICPDPVPDGFDNTSPDIFELKLFKHGGDMRQFLPYLLTNCRLMAAAENRGDMAPIHNTLMQALRLR
>NDK35253.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MPPRLAAPAPRIGQAQGDARLQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSAVIDHIRP
HRGDPAPF
>NDK35254.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVANATPDLPDGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVVGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGAIASGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRVDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSGTGSRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLETRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIREALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWREREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDAQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERKADSGDSWRKASSAKAGSANSIPSDPALAA
H
>NDK35255.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAVPPPVPVLTMRPGEDEQAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSKGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLGLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGNALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>NDK35256.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTRDAKKQNRERRHEIMDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATD
QTLPHTERMARVISSSYDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFE
HLLFGPIVTLSMSREMFATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>NDK35257.1 IS3 family transposase [Rhodovulum sulfidophilum]SE1
MESFFGSLKNELVHRTRFRSRRDAKAALFKDIAIFYNRKRCHSSIGYRTPKQARIDMAAAMAA
>NDK35258.1 glycine zipper family protein [Rhodovulum sulfidophilum]SE1
MRYLLVVSLAALSLTACAPVQPLSEYKPVIDPAQTSSRKFDRDLGECRQIAIDLQAEYKDRAAKEAGRNILVGVLAGVAV
GAIAGNNTGYQNDYILTGAAAGALGGAGSGDYGRDLVEYGPRRVVDRCMANRGYQILNDVGRG
>NDK35259.1 hypothetical protein GXP64_10270 [Rhodovulum sulfidophilum]SE1
MRPARRPALLGHRKKTGSDHDETPERRGAPGIRVDPGGRWRAVRGEMRGHRQRFSDSAAGLCLTLGMPFEPPLRQTVGLG
KSHAPQRMAGFDLWGPDCSRPRRRQARSVVDIPHGFVGKRPHIVGDSPGMGRRRDGE
>NDK35260.1 class II aldolase [Rhodovulum sulfidophilum]SE1
MADEADMLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGARLS
DTEMVRFLRAHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPETEQRETLRALFGDGLVFLPYVFPGFDLSI
EGARAAEAEPQAWGMWLAQHGLFTWGETAEESLTRFRDAVAACEAHLAARGAALMPPTPRQGNEALEALVPHLHAALPGL
AFTDARGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGTAYERYFQDHSDGTQIMLD
TLPRVAFVPGAGVIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>NDK35261.1 3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase [Rhodovulum sulfidophilum]SE1
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFE
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>NDK35262.1 carbohydrate kinase [Rhodovulum sulfidophilum]SE1
MTGYLIGVDAGNTMVKAALFDTEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENCPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDGTQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>NDK35263.1 glycerol-3-phosphate dehydrogenase/oxidase [Rhodovulum sulfidophilum]SE1
MSRAARLDAMDGAAPKVLVIGGGINGASVYRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTVVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADDV
MARLGLTRRTGTGDLPIGGGAGYPSDPDAWCAEQAAASGLSQARVATLLARYGTLAGALAQSFAGERMLPGLPGYSAAEI
DYLIAHEQVETLADLALRRTVVALAGGLDAAALEALANRLAAARGWSAARRAEELHRFRVKLATAHGADPERIGLHRKGE
VAAQ
>NDK35264.1 sugar-binding transcriptional regulator [Rhodovulum sulfidophilum]SE1
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAMQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>NDK35265.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>NDK35266.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQAIG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPKVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>NDK35267.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALAKQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>NDK35268.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDKPMRILRARTNNLRNLSVEIPKGQIVVFTGVSGSGKSSLLFDTIAAESQRQLAETYPSFVRNRLPHHGQPDADRLEN
LPASIVVDQRRLGGNRRSTVGTATEIYALLRLLFSRIGQPHVGESSLFSFNNPDGMCPLAGHVSFACAEP
>NDK35269.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
METICTDALEDALSLLQCELVARRNRFTPETVTWAQYDVLDVLRIEGALRPSVMSERLGVARPQLSKALRVLKDLGLVDQ
FPDEEDRRVQATTLSEHGKAFMERAALQRRDAAQRVASAMTPAEQAMFAELCRKAVRGLQAEVNGND
>NDK35270.1 transposase [Rhodovulum sulfidophilum]SE1
MAGKRKDYGAEFKAKVALEAIRGEATIAELVTKRGVHQTLINTWKRQALEGMSGIFSGKAEAKAAEKENEIEKLHAKIGQ
LVVERDFWVKASGR
>NDK35271.1 YeiH family putative sulfate export transporter [Rhodovulum sulfidophilum]SE1
MTQVASRQWVNSGPGSVLPGLLLAALIAALAFGLRHIPGIGVLSPLILAILMGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGIGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHAFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPETTVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>NDK35272.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTLEQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFRREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIQSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>NDK35273.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPAATEADLTELDDVVPDESAQVELTFAASGVTVKVAETDTILAAARANGLNIPSGCTFGVCGTCKIRK
LSGEVHMVHNGGISEDDIEAGYILACCSNPIGKVSVDV
>NDK35274.1 aromatic ring-hydroxylating dioxygenase subunit alpha [Rhodovulum sulfidophilum]SE1
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASVHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKIAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGASSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>NDK35275.1 glutaredoxin-like protein NrdH [Rhodovulum sulfidophilum]SE1
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>NDK35276.1 class Ib ribonucleoside-diphosphate reductase assembly flavoprotein NrdI [Rhodovulum sulfidophilum]SE1
MAGLVYFSSRSGNTARFVERLGLPAERIPIAGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGATYALSGEVISRKCKVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>NDK35277.1 class 1b ribonucleoside-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]SE1
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGAVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGAFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAGLKEAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>NDK35278.1 class 1b ribonucleoside-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]SE1
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>NDK35279.1 hypothetical protein GXP64_10395 [Rhodovulum sulfidophilum]SE1
MLQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPTMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWSRSHSDEASQSRNGHWHQKIHGYEDRHPDLVGMVR
DTLTDDGYTLEQPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGAVLLVVSFGKRISARQTRDAANGAA
>NDK35280.1 OFA family MFS transporter [Rhodovulum sulfidophilum]SE1
MAGGSRGSGAYRGLRGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGMAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRAAFGAPVSQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>NDK35281.1 hypothetical protein GXP64_10405 [Rhodovulum sulfidophilum]SE1
MLAEDLLREKDLRKLVLRRAGGAADIAMFGRMLADDADFSRDAAVQMVHATPHTALR
>NDK35282.1 hypothetical protein GXP64_10410 [Rhodovulum sulfidophilum]SE1
MKDNKGSRIKRLFEELVEHLGAQGAAEDAARKAVEQVVVIFGKLASRRRRRAIVS
>NDK35283.1 potassium transporter [Rhodovulum sulfidophilum]SE1
MEGFLLNATLYLLCIVLAVPLASRLGLGSVLGYLLIGLMLGPVLGLVGAEMVTLRHVSEIGVVMMLFLIGLELDPRALWA
MRNKLVGMGGLQVLITVALVTAAAIAFGQTWQSALAMGMIFSLSSTAIVLQTLTEKKLMNTPGGRSAFSVLLMQDIAVIP
MLAIMPFLASPEIRAAGTEGGHGAMHLIGSLPAWGVTLVTLGAVAGTVLAGHYLVRPLYRYVQAARLRELNTAMALVIVA
GIASLMLMVGLSPALGTFLAGVVLANSEFRHELESSIEPFKGLLLGLFFITVGAGMDFSVFWDAPILLPVYVTGLVMIKV
AVLYGLAMAFRLDRQSRWLFTLGLAQAGEFGFVLVGFASTQRIMPPDIVTMSSLVIALSMLITPALFILHDVIAKVLQGR
GGARPAADPIDETHPVIIAGIDRFGLTVNRMIALTGGKTTAIDDDLRAVRRVRKLGFKAYYGDATRPALLASAGIDTAEV
LVVCIGDAKAATTLVRYARRIRPDLFIIARARDREHVFELYRAGADETVREVYDSALRCGRQVLERSGLSAYEAENAERT
LVTFDRTALRDLAKVWRPGVPLEDNADYIELNRRLQADLEHAFAETLLHEVPPPRSQTEATSPADILAEADGNPERQTGR
TQT
>NDK35284.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]SE1
MTNPLYDRLFGRHAGRETPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSAIYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIEAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGERIAG
TVGLPLPGVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPGKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVVVPAPGETPELQAIAVSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKAALRESYRDSFA
>NDK35285.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]SE1
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSQGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>NDK35286.1 NUDIX hydrolase [Rhodovulum sulfidophilum]SE1
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>NDK35287.1 nitrogen fixation protein NifQ [Rhodovulum sulfidophilum]SE1
MTADDAYAGLMAAAARSGHNAADLHAVASILALALSEATSPEELPAHCGLDAGALTELLGALFPAAPPEFRRGRGAAPRG
VEEDSVRALLLAHSGGTALALPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAVPRAPAQVLKIR
>NDK35288.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFKVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPA
FGQSAVTAADLTRIARETETELVRIEDVGLTYLVGETEDALRVAPDPQKLALYGITLQELSQKVAGANAAAPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVGIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMMKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHVVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGALELPAGTVLKVVEPPPGPPVIATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEADALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLTAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>NDK35289.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MGRRLALIFALLAALPAAAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEQQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALALRPGDRIAVGDSTGLDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>NDK35290.1 hypothetical protein GXP64_10450 [Rhodovulum sulfidophilum]SE1
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>NDK35291.1 deoxyribose-phosphate aldolase [Rhodovulum sulfidophilum]SE1
MTRSEDKTPATTPARPASPALPRLAHTRNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRTALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSSFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLGMVGEELGPRWQEPDLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHAAG
>NDK35292.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MAPNALDRGPGRAPDAEARAWIDQRDGAFGPWIAGSLRPGADAAAIPSPASGAELTRLADASPADLADARAAAATAQPLW
AALPGVERARKLYDWVEEIAAREACLTQLLALETGRPVRACRRGLSAGLDALRQAAGSLLAGAADRPGNVPLGVVVPGLS
FGPSLGPSPDLSLGRIAPALAAGNAVILAPGPADGKLAMLCLAEAAGTAGLPAGLLAVLSGAAGKLSDLAQPPVAALRGP
CLHLVLEDADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLSGPALRDRLT
AALAETRGVTIQPLPRLPDRGAFMAPALITGLAPAMPEMATGLPGPVLLSMTFRTPAEAIRLANATPPAPAASLWSETLS
TALDLATALEAGTVCVNGTELDPAQDPPELWQRPAGLAPARAVARPVAAAPVPSAALTAARRAQSGWAGRSTAERAAILT
RAATRLAESAEATAARLTSAAAAAATASTGWAETPGRATLTRHRPLGVIAVLCPEICRQAAPMLTMASILGPVLAAGNGA
LLCPGAGANAEAEALIAALEAAGMPKGLVGIVSGPRAALACALAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSED
GASETWTGPGGASDLFRIAAGRRQTLRLSWGA
>NDK35293.1 DUF1523 family protein [Rhodovulum sulfidophilum]SE1
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFDRDDNPVVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>NDK35294.1 hypothetical protein GXP64_10470 [Rhodovulum sulfidophilum]SE1
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>NDK35295.1 acetylornithine deacetylase/succinyl-diaminopimelate desuccinylase family protein [Rhodovulum sulfidophilum]SE1
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGSGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPSFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPEGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMVLTLSDLLGG
>NDK35296.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]SE1
MSAPILRSLAELRALRAAWRAEGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPRGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAAAGQALEAGAGAGEALAGARAAILDAGFDEV
EYLELRAAADLAPLDAAVMPARLLVAAHLGGVRLIDNIPVAAR
>NDK35297.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]SE1
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLVGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
SHALMVVDMPFGSYEEGPQQAFRNAARLMAETGCGAVKLEGGASMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVETYAEEVRSRRFPGPEHVFADEIGGGA
>NDK35298.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MGPERKGDRRMRPIRTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEG
LTRFAPDGTVVPGLAASWEANEAATVYTFHLREGVRFHDGTALEADDVVFTLDRARGPDSTNAQKALFEGIESVTAPDPL
TVTVTLARPDGAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDP
NAAFAAMMAGDVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFG
YGTPIGTHFAPHHPDYVDLTDLSRHDPKKARALLAQAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIQTEIVNLEWA
QWLDQVFRRHDFDLTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQ
LAKTGVANAKLEGLWENAPTQANDLTAVHWTD
>NDK35299.1 M24 family metallopeptidase [Rhodovulum sulfidophilum]SE1
MTRSDPRPAFYRFPGEKKAPLPFPDEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAAMVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPATLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAERDLLQY
RSFGYGHSFGILSHYYGREAGLELREDVETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>NDK35300.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGPGLKALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>NDK35301.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHPLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>NDK35302.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MPVLRQVSLGIGRGEIVGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSEQQMCRRRGRDLAMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLAHRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHS
PATVPPPPGPPLLEVRDAVRTYPGPRRGLIGRAPPQRAVDRVSFGIPRGESLGLVGESGCGKSTLARAVLGLEPLQGGEI
RLDGTEIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDETLLAVGLDTTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>NDK35303.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETIPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEEE
AVAIANGTGYGLVAAVWTRDGARQMRMARNLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>NDK35304.1 hypothetical protein GXP64_10520 [Rhodovulum sulfidophilum]SE1
MAETVSVTELNPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPAHPERLRVEGQGWAVEAAVGRARPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSEAYGPDDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVACPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDIDAPLKALLEDVLGGEKARS
>NDK35305.1 P1 family peptidase [Rhodovulum sulfidophilum]SE1
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAEQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASLVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIRAEFGGRGVGRHDPCAEPRPEATLGQSTTIAIVATDAA
LTQAQATRMAAAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPR
PCWQDRFGA
>NDK35306.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAAPGELDCPYGEHPRQRFDLFLPEAEPKGLMVFVHGGYWMRFD
KSFWSHMAKAALARGFAAVLPSYRLAPEVTIPEITADIRVAVAAAAARVPEGPLVLAGHSAGGHLVARMLCADAAPGAAA
DRIAQVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAALTV
DPGHHHFNVIDGLARAESPLATALFDGL
>NDK35307.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLRVGDGMEEGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>NDK35308.1 elongation factor G [Rhodovulum sulfidophilum]SE1
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDYLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQAYANHHIVLRQVPMRDADGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLAPGA
LAVAVKSDHLDPGMAYGAEANLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHTAVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVVLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERAGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>NDK35309.1 hypothetical protein GXP64_10545 [Rhodovulum sulfidophilum]SE1
MDPSPRFKKTLQSIWSWYLAQSIFVRALLLVPIVGGLLMTFLIGNMGLALMGTAYAINAFLVGSIGGAIAVVLGKALQVI
ARDGRQSR
>NDK35310.1 Hsp20 family protein [Rhodovulum sulfidophilum]SE1
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAV
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDSSQPEGTAV
>NDK35311.1 trypsin-like serine protease [Rhodovulum sulfidophilum]SE1
MAGLMVALAAAFGGSAGTGADRPLHPLVTGDQSRGWKAVGRLELGAGGFCTAALVAPDLVLTAAHCLFDGTTGGRLPLAG
LEFRAGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAIRLPGLVPFGIGSQPGRGDAVGVVSYARDR
SDVASLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGARKVALGTVIHDGLEILRARLAAD
DPGGPMPRFGSGTARSAGAKFLRP
>NDK35312.1 glycolate oxidase subunit GlcF [Rhodovulum sulfidophilum]SE1
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARLMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQATRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>NDK35313.1 FAD-binding protein [Rhodovulum sulfidophilum]SE1
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVAAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GTRVESDPLAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>NDK35314.1 FAD-binding protein [Rhodovulum sulfidophilum]SE1
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAA
>NDK35315.1 hypothetical protein GXP64_10575 [Rhodovulum sulfidophilum]SE1
MTGEVIFDPLLPLSLIWALAVLAAGIVAFALWRGLAGWWLRGLAALAVLTALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLERAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGAPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVSLSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>NDK35316.1 DUF4159 domain-containing protein [Rhodovulum sulfidophilum]SE1
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDGRPVAVVLATDPPGDGLPFQAAELWAARLAGVQP
AAWLPDPEAVAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAVLAASGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEDGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
VLAEARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIQVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>NDK35317.1 DUF58 domain-containing protein [Rhodovulum sulfidophilum]SE1
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPS
DYGVPATRGMPPHSRAVFLSDFLDDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>NDK35318.1 MoxR family ATPase [Rhodovulum sulfidophilum]SE1
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAEPEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>NDK35319.1 DUF1285 domain-containing protein [Rhodovulum sulfidophilum]SE1
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEDGK
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDHVTAGPGHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELN
>NDK35320.1 DNA polymerase I [Rhodovulum sulfidophilum]SE1
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPGRVVDVQALAGDSVDNIPGAPGIGIKTAAQLIQEFGDLETLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETLDDLEVQEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPALPETSPAAADPADGTAPA
ALPFEPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFEKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKEHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVAARVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>NDK35321.1 zinc-finger domain-containing protein [Rhodovulum sulfidophilum]SE1
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHQSFADKLKT
>NDK35322.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISISDVATEEPNLEDVFVALTSSKTAA
>NDK35323.1 pseudouridine synthase [Rhodovulum sulfidophilum]SE1
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPAGRLDRDSEGLLVLTNDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARVRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLNGIETGTWRAV
>NDK35324.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]SE1
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>NDK35325.1 glycosyl transferase [Rhodovulum sulfidophilum]SE1
MATVAYLLLCREGPAATVALAERLCAAGDLVALHVDRRVRLADIAAIRAAVAGNPSVVLVRSVRCDRGEWSRVQAVLNTA
RAALAAFPQATHLYLLTDECLPIKPAARLRAALDAEDCDHIESLDFQAVDGSKQMALQPIFRQDVAAPRCRAGIRAAVAT
GKPPGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFFRAGGWPEAPLSATLFQTLVRHLVPGDEIRSRAPTF
GLVTENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAEIYRFLTGRGRVGQRFGDRA
WERGASLGPGHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRGRHHGAFLRLVFDSYG
TDRLLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPALAALVLPVLGQQIRDESARLRAA
GFPALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>NDK35326.1 adenosine kinase [Rhodovulum sulfidophilum]SE1
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHILSGEGRWHAPALATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>NDK35327.1 endonuclease III [Rhodovulum sulfidophilum]SE1
MAQALPYHTIHEIFSRFQAAEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>NDK35328.1 methylated-DNA--[protein]-cysteine S-methyltransferase [Rhodovulum sulfidophilum]SE1
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARALMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIRWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADADIEADTRVG
>NDK35329.1 OmpA family protein [Rhodovulum sulfidophilum]SE1
MIRPSNPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>NDK35330.1 FCD domain-containing protein [Rhodovulum sulfidophilum]SE1
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARNGAATRAAVERHLDYVVEALRADQDVER
NEAVARQRLEQALNKG
>NDK35331.1 hypothetical protein GXP64_10655 [Rhodovulum sulfidophilum]SE1
MPGEAKPASAPETRALLRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQDLT
ERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANLTN
SVN
>NDK35332.1 F0F1 ATP synthase subunit B [Rhodovulum sulfidophilum]SE1
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKDAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>NDK35333.1 F0F1 ATP synthase subunit B' [Rhodovulum sulfidophilum]SE1
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>NDK35334.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]SE1
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>NDK35335.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]SE1
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>NDK35336.1 AtpZ/AtpI family protein [Rhodovulum sulfidophilum]SE1
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>NDK35337.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>NDK35338.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MALSLAAVPRGEALRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGAAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLFLRQRVTPRILAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALPPLVWAVLAYLALCASAMT
FVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAMLLKDG
>NDK35339.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>NDK35340.1 signal recognition particle protein [Rhodovulum sulfidophilum]SE1
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GGMGGMGGGMGLPPGLGGLGGFGKKK
>NDK35341.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQVA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFDTLVSYVSPENRRSVALAERLGARPDATADRPDEGDL
VYRHPRPEAAA
>NDK35342.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MKITIDCPEIETERLILRGPRAADWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAAA
>NDK35343.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRDYGRWIVTERAGGRTVGMVG
LWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWATAISLVDPANAASARVAERLGAVYEGEVSHETYGAI
GVYRHPAPEACR
>NDK35344.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARTIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>NDK35345.1 chorismate mutase [Rhodovulum sulfidophilum]SE1
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>NDK35346.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]SE1
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>NDK35347.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]SE1
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTAQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLDPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>NDK35348.1 ribosome maturation factor RimM [Rhodovulum sulfidophilum]SE1
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFELQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>NDK35349.1 hypothetical protein GXP64_10745 [Rhodovulum sulfidophilum]SE1
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>NDK35350.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]SE1
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGTPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>NDK35351.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]SE1
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVIRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>NDK35352.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]SE1
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>NDK35353.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>NDK35354.1 hypothetical protein GXP64_10770 [Rhodovulum sulfidophilum]SE1
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>NDK35355.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRISLRQLSVFLSVARHQSYTRAAEELNLTQPAVFTQVKQLEESLGVPLLDRIGKRMQPTEAGRVVVEGARETLDAVGRM
EMRLADMRGLREGRLTLAIVSTAQYFLPRLLGQFCDANPGIEVALTVTNRQAVLARLAAGEDDLCILGTPPEGLDVVAAA
IADNPLVIIARPDHPLASETEIPPERVAEEAFILRERGSGTRLAVERFFRARGLTLPVRMELGSNEAIKQAVIGGLGLAA
LSRDTLALEGAVGIVRVLDVAGFPLLRQWQAAYPRGKHLSVAAEAFLDHLAAHARDAVRDSGRVLPGRTGAAMAGSEGPL
RET
>NDK35356.1 form I ribulose bisphosphate carboxylase large subunit [Rhodovulum sulfidophilum]SE1
MAKTYDAGVKDYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>NDK35357.1 ribulose bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]SE1
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>NDK35358.1 CbbQ/NirQ/NorQ/GpvN family protein [Rhodovulum sulfidophilum]SE1
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>NDK35359.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SE1
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGVRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRISLALLDPAAPTGDEVADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSVWRDGQAAPYRDDNRYIWEF
EETVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGDDAQEIWVAETELFDDDGVSFNEKEGKAPTAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILSENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRHPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRAATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVILF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>NDK35360.1 c-type cytochrome [Rhodovulum sulfidophilum]SE1
MTLAEQASALAAEYADLAERAAALAGKSSALTAATEAAAEAPESVEELFGNIAAAATEETTEETEEPAAEAPAAEAPAAE
EPAAEEAAEEPTVAEKAADAATAAVETAEDAADSAGEAVTEAVQDTREAITGSEEPVIGGDAPEKAAAEPAATEEAAAEP
AAEEPAAEEPAAEEPAAAEEPAEEPAAAPAAVVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTA
GTLEGFRYSKSMKAAGEAGLVWDEDKVSIYAEDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>NDK35361.1 DUF4405 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEVARASGKSPMALAR
VLIDRPR
>NDK35362.1 hypothetical protein GXP64_10815 [Rhodovulum sulfidophilum]SE1
MGDYRHWIDLGGRRLSHSMDQGRGAPLADSPASVTVLAPRRNRGGCLCEGADIAGMHGQGGVGAAAGAFDALSKA
>NDK35363.1 DUF2271 domain-containing protein [Rhodovulum sulfidophilum]SE1
MADYVGDGAYPAYVTDASGAYAGSLWVAGAKAKYYKSLSDLCAATGGDSAEVEGIPGASVGAGRTLTVSLDLAEALFDAG
YELHNDAAVEDLHDSPSEIVLPLGTEGLSRPVAGGCIAIFTCEM
>NDK35364.1 hypothetical protein GXP64_10825 [Rhodovulum sulfidophilum]SE1
MTRISLPLLAACLALGLSGTAFAQSAGASLIGAAPTGPDPSRLMAGQTGSGACLAGSARHESHRGAWHRGDDHHGRSGRY
RDDDWRQDRSRDRSAACSRDCDRRSGGGQAMRAPAPGTPPANGVFDNGTAPRARSN
>NDK35365.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRREGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>NDK35366.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]SE1
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRVRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSALGEGTLPTELRPIVGSINELLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTAAEPSDLRQVLE
IVAGDLERLGRAGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGAEGAGLGLAIVRTIAERSSGRIELVSPRPGRSDGFEARFTLPGAR
>NDK35367.1 Hsp70 family protein [Rhodovulum sulfidophilum]SE1
MSSPSAMLAVDFGTSNSAAAVLDGGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARTDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAALGRLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIEPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVEAEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>NDK35368.1 S8 family serine peptidase [Rhodovulum sulfidophilum]SE1
MSLDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAP
ESLFAAAGALANEMGLVSAVPDIGASFVVAPDAPGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGRG
VLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCID
AVVLGLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAGT
NHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQNLRDEAARIGITV
NDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEQIETGAGDWPRIGA
EAIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLISATGPSAQYARLLAAGQPGTA
ESSAKLSEPEARARLSGEGAGRLMARTRTCFDRLQACGLGDRDAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALVR
IQDRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGPG
GTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVVI
GYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQFT
ATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>NDK35369.1 SOS response-associated peptidase [Rhodovulum sulfidophilum]SE1
MCGRFAITMPAEAMAEPFEAVPGNDLSGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPTDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQTGPQGARLPWYISRSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGGVQLHRVGTAVNSTRADGPELIEPI
>NDK35370.1 class II fructose-bisphosphatase [Rhodovulum sulfidophilum]SE1
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGTGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>NDK35371.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]SE1
MTRAYLGVEASATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARRDVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILKALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRAAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDQLEPAMERLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCSILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>NDK35372.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]SE1
MTRRKNPYPGVRKNVVKGRIYWRFERGDFRTNIPGPYGSPEFLAAYEAALAGSKTTNASTALPGTLAWLIEEYLRSLRFQ
GLSVSRKRTIRLELDWLRKEAGKYQFERLEVRHVEALMAKKKGPTAANTVKKNMSMLFNFAAKKLGYTGSNPARYAERMK
TNPDGFHTWTEEEVDRFLKRHGPGTKARLVMLLALNTGMARQDLACVGRQHIKKEGRIEYRRHKTSVAADLPILPELAEE
LRHVPKDRMLFVTQDNSDKPYAVASLGNWFRDRCVEANVPGSLHGLRKAGATRLADAGASEWEIASYLAHTDTTQAAVYT
KRANRARLADSGFAKLRAVKMSNLSEGLDGNGGKAND
>NDK35373.1 hypothetical protein GXP64_10875 [Rhodovulum sulfidophilum]SE1
MSARTAIVSQSEIKRTLQAALSVGLRIGRVEVDHATGRVVVFPEGAAPQAAGPDPDDLLK
>NDK35374.1 hypothetical protein GXP64_10880 [Rhodovulum sulfidophilum]SE1
MDFWNETWKAEAVAKAAGLPKEKLQLWLGRNHVLGQGMGGGGEKGRHRRFEFRNVMEIAIARALVDQGHRPADAFKAAAV
FAYSAVQHPGAPGLPLDPAGGDTFMAVAGDKVTINYMPAGRGAMADFLADLTGSEGNERDLEAFTMVNASAVFRVVCRGL
DLDASAILRGVYS
>NDK35375.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MMTGNQLRAARALLGWSQAQVAEASGLSIPTIKRAEGSGNLTASADAIDRIKKALEASGVVFISPNGGGAGVRLRVRED
>NDK35376.1 hypothetical protein GXP64_10890 [Rhodovulum sulfidophilum]SE1
MEVVSPYSPKALGQLEVGELYLFDYEGITCISVFLGAPDGVFFDHGILTENGEKKFLIRSSNEPAQQCFSLGCAWCLNVP
VSPGLLISNSRELEKSGCNIFLSEDGISMVFYDLQMRGYKYLNAEQKSIRANPHIKSQVMGLCEFQIYPDGSWKEKAGAS
PVLAF
>NDK35377.1 phage portal protein [Rhodovulum sulfidophilum]SE1
MFGWIKDRLRPVEERSSGAGYTAQVMAARDSYISGQRGVAELTATVQSCVSLWEGGFAMADVAGTGLLTRQTMARIARSA
ALRGEAVYLIGDEGLVPVTDWDLTTRLGRPRAYRLSLPEAGGGRSLTALAAEVLHLRIGSDALTPWIGTAPLRRASLTGA
MLHAVEAALAETFENAPLGSLIVPLPDTGSEDMATMRSAFQGRRGSTVVVEGVAQATAAGMNPQIGQKPDQLSPDLSKSM
TAETLAAAREGILMAYGVLPSLLNRAATGPVVREAQRQLAIWTLQPVAQLLAEEASEKLGQPVEIDTIRPLQAFDAGGRA
RALSAIIKTLAEAKAAGIPPADVSGAMRMVDWKE
>NDK35378.1 HK97 family phage prohead protease [Rhodovulum sulfidophilum]SE1
MLLGATLGALELRSEGGTTRLRARFPYGAETELAAGRREIIAPRAFADRIERGEDIHLLAGHSYDRPLASRGSGSLTLRD
SDDGVELVAEIDPGTSWARDFLAAHAAGLIRGLSPGFRVQPGGERIERRGADLVRTVTSAAVFEFSAVTRPAYQQAQIEA
RNWQPVGEVIRRVLDRPAACRWR
>NDK35379.1 phage major capsid protein [Rhodovulum sulfidophilum]SE1
MLESVKITRRQSEIRQSLAELAGKDSPSEDEIRSMDELDREYRQNETRYRAALIAEDTERREAGADLETRSAQDWANLMA
GFELRQVALALDEGRQLDGQTAEIVSELRSAGGFRGIPVPWQALEARAGETVSADTPSATQLRPIIDRLFPDSVAARMGA
QMLSIESGAVEWPVTTSAVSAGWADGEGGTVAGPTAFTTANRAMKPDHNLGVQMRITRKTLKQSGAALEQAVRRDMSGAM
GMELDRAAFLGTGEGGQPLGVIAGAAAYGIRETAVGAVASWGAFRSAVTRFMTANTAGSPGAVRALIRPELWDFLDGALI
EGTAVSEWDRLVKNIPAGNIAMTHNALAAPSGNPLATASLLTTAAGGVAPIFIGAWGAVDMIRDPFSDAQSGGLRITALA
TMDVTVARPAQLEVLTGLKLGGA
>NDK35380.1 terminase [Rhodovulum sulfidophilum]SE1
MPEGPNAGKPVSLAPFQCQFIEGAMAPETAAAVLSIGRGNGKSAITAGLALGGLVGVWDRQPRREIVAAARTRDQGRIIW
DFVSGFAASLPLELQRRLIYRRAPRLEIEFEGDGGGHVLRVIAADGKSALGGAPTMAILDERGHWALDRGDELEHAILSG
LGKRNGRAFLISTSARDDTHSFSRWIDDPVPGSYVQEHRPPPALPADDRDSLLIANPGAPHGIGSSLDWLEGQARRSIAR
GGSTLANFRLYNRNERVSGETLDMLITPDEWLNCETDTLPPREGGVVIGIDLGGSASMTAAAFYWPATGRLEAMGTFPSA
PSLLDRGQSDGVAGRYVEMRERGELTTLGDRTVPVAAWLTEVMSRVEGETVLALTGDRYKGAELGEAIARAGIRAPVVWR
GQGFRDGGEDCERFRRAAFEGRVKARPSLLLRSAFADAVCKRDDANNLKLTKARAPGRIDAASASVLAVAQGARISAQPK
AKVRFHFL
>NDK35381.1 hypothetical protein GXP64_10920 [Rhodovulum sulfidophilum]SE1
MTEVELDEILTARWPLVMRRVMADGSDPWLKGFVRSVARHGKRPGWRPSFKQEQIMRRLLAEIGRPPEPELQLIED
>NDK35382.1 hypothetical protein GXP64_10925 [Rhodovulum sulfidophilum]SE1
MRPSDVDFLFYAMTRVARLGRIKADRAFAKTMADAARDRRFKPSRQQVERMTEVEARFYREGGAA
>NDK35383.1 hypothetical protein GXP64_10930 [Rhodovulum sulfidophilum]SE1
MRMIVDRTPLSTTLPVDPELVKLHIRLEEPAEYPEIETLIRTATAELEQAAQIALLHQTIRVNVIAPEDGRYLRLPIGPV
RERPTVRLEGSGFTDFGFMPGVRSLICWGNAFHARRPDHVEIEYRAGFGGTMAHVPHDLAQAVMDQAGLLYQMRSAWTEK
PWRHTSPHLSRIAARYRGVAV
>NDK35384.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]SE1
MRQPVWGVQLKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGNADPLAKAARVAPVAIGSLSASIRAEQ
AGRDWKSLSAVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQV
KRRIVKSEGFPAWSAAEIASYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSA
LPAFASGWAVELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIM
AWGGHQTLQEAERYTRSAQLKKLVMGDEHIENIVSLEIRDTKTAKT
>NDK35385.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MSTRDIQFAPRLLPAPEAAHYLGVSTSTLRSLNIPRRQLGAKRLYDRLDLDAFASGLPTEGNLSGDSECDSLFGVSS
>NDK35386.1 hypothetical protein GXP64_10945 [Rhodovulum sulfidophilum]SE1
MTDSLGCGGGICRASDAFPKPVEEPADKAFREAVAELVDSVMKEEKVDGEAWGGMPDEHA
>NDK35387.1 hypothetical protein GXP64_10950 [Rhodovulum sulfidophilum]SE1
MTAEKRALNYLRALEAEGRVVKRVVIEGRRIEFELETEQEVLSEFDRVDMRYDEARAS
>NDK35388.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]SE1
MTKRELPKYVYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGIATKRRTEQKRNV
>NDK35389.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>NDK35390.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]SE1
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTSARPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>NDK35391.1 phosphatidylcholine/phosphatidylserine synthase [Rhodovulum sulfidophilum]SE1
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVIDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGAE
>NDK35392.1 hemin uptake protein HemP [Rhodovulum sulfidophilum]SE1
MTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>NDK35393.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]SE1
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPEWASPNDVLLDLDTMRLRDFGGSGTGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFVGLGRRLSLKDVTCPAYLLAGDTDDITTREQV
FAAEDLLGTPKTQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>NDK35394.1 plasma-membrane proton-efflux P-type ATPase [Rhodovulum sulfidophilum]SE1
MDRGTGRQVMDGQDQPEGEKLPPTDPQQGLSTAEAQARLGRFGANTLAEEHRSLFKRIFGYFWGPIPWLIEIAAILSLIL
SDWADFGVILAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEIGNIIPADLRLTE
GQYLSADEAALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQAVMRIGNFLIVS
ALVLVSIILVVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEEMAGVDVLCSDKT
GTLTLNQLTVETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPVSKRTLAEARRGD
ETWRFAKGAPQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGDGAWQFLGLIPIFDPPRPDAAETIAKAGEMG
VTVKMITGDHEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQGGSIVAMTGDGV
NDAPALKRADAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLLFMSLAILAYDVY
PVTAIMIVLLAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHLPRETIQTLIFLK
LLVSGHMTLYVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWLPIEGAIAMGIRR
LYAARLQG
>NDK35395.1 malate synthase G [Rhodovulum sulfidophilum]SE1
MGQTGKETAVTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAALLHDLTPKNRALLETREKLQLQID
AWHQARRGAPHDHEAYKAFLEEIGYLRPEGEGFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGT
DAMGGPAPAGGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPDAVLL
KNNNLHVELVFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTR
ALSPDLDFVAPDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYV
VKPKMHGPEEVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAG
PFSRKEFIKRKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSSKIEHPKAGATCAWVPSPTAATLHALHY
HQVDVFAVQAGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDR
ATCRISAQHIANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLH
ARRLERKAELAAED
>NDK35396.1 alanine--glyoxylate aminotransferase family protein [Rhodovulum sulfidophilum]SE1
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETNVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDDYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRSIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAAKAAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>NDK35397.1 hypothetical protein GXP64_11005 [Rhodovulum sulfidophilum]SE1
MLKLHLRWQIVLCVGLMQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSTTLVEPR
HVRIALADARSGALPVARAESRQAHDAAPQRRRAPGWFRELVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDA
AALLWALGLGFGLTGVLLVLLIRRALAPLDMLRHGLGALRGGALTTRLPEVATPDFRPLVAGFNALARSLATSEADRAAL
ARKIVEIGDAERGTIAMELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTAS
QLPLAEALGDMLDGFRSTHGDLDWTIDLPEHLPETEKIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILC
LTVEDDGVGLPARAVEGRGLTAMRDRVSALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>NDK35398.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]SE1
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSEIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWRPGQPWG
MEVRLPDTLDLARTGRKRRQDAADWPALGVTRADGRPLPRAGATAILAPAGREGPAFALFGNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>NDK35399.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]SE1
MATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRSSGGKGFDILFPSV
DTRPDYDDGNLLAEIDETRLKVERVQPALWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAPDALSYGHLWADGL
DRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYTSEAENRRVFDACIAFVKKHRGNIGAFWNNATEATGAFTDGGCSIG
QTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATGYNSAAVGAADHMT
EAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>NDK35400.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPANAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGMGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQQVNAGAGGLPEGALRLGFSEDAGVILPEGETADDAA
>NDK35401.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADSPGRLA
AIDAERAALSARIAKLEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>NDK35402.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>NDK35403.1 hypothetical protein GXP64_11035 [Rhodovulum sulfidophilum]SE1
MKPVASREAIDGVQQMHRALHMALDALENRDEPERAAEILRQIDVAMVDWIEAARFMR
>NDK35404.1 exonuclease SbcCD subunit D [Rhodovulum sulfidophilum]SE1
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILADAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPDGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPGIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEEA
>NDK35405.1 SMC family ATPase [Rhodovulum sulfidophilum]SE1
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAATMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
AAEARLAEARTAEAAATREAVASRAGLSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEARV
VEAAREAEAASERMDAAEARLETAKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLAAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRVLLSARLQALETEMKAALSVEAATRDVTETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKIRIRATHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAALEVRDAARQGAMKTATDAREAALAARAGHEAAVRAMAEARA
RHEGAREAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPELREVLAAAE
ARHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHARAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>NDK35406.1 hypothetical protein GXP64_11050 [Rhodovulum sulfidophilum]SE1
MQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPGI
AAILNQGDRVLALAVNAISGLARLQDTAVQPLAAGGAGTPFFVGGFFHEGQLVNAVDPAALFALGGLPVATRFRRDERPR
NGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGAVTVNGLRVPVLDATGLLGLGGTRERPDPEIV
VFGFGDDRLIGLAVDVISRIATFRTDDLQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVSP
KPAAHTSAPTRPAAAAMSARPSGIGAVPVTDTIPASAPGATSDPDAGEAPALSPDSLIRDRRRYLTFQAGIAHAAPIEAV
IRIIEPPSAITPMMHPAPGVLGFFSVGGRATTLVCLSRFLGEDPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWRA
LNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>NDK35407.1 PAS domain S-box protein [Rhodovulum sulfidophilum]SE1
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRGLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAVAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCPDGSLRLSVVGEPTCAAPPATQKAPAEVDSALASLRYDAEGHIQQ
VSAPMCALLGQTPEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHGGRGTVWTRSHLLPLTDAEGGFAG
ALEIATDITRERRDLDRMRSRHAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDGASHKTLMPAEFAGSRRYDDF
WDRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GQSDRIIQIAVDITETKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVELERATATRAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPNGQ
>NDK35408.1 malate dehydrogenase [Rhodovulum sulfidophilum]SE1
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>NDK35409.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]SE1
MDFGPLFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLILG
AVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVYL
LSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALALT
GAKLLWDGLS
>NDK35410.1 hypothetical protein GXP64_11070 [Rhodovulum sulfidophilum]SE1
MGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTFANGLTCLIASGEAYDPVAEPAGQAL
>NDK35411.1 CoA ester lyase [Rhodovulum sulfidophilum]SE1
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGSRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPAEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>NDK35412.1 hypothetical protein GXP64_11080 [Rhodovulum sulfidophilum]SE1
MFLLILGVALWSFAHLFKRLFPGIRAMLDDRLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEVVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>NDK35413.1 DUF1737 domain-containing protein [Rhodovulum sulfidophilum]SE1
MQAYRLLTEEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYAPDLKLGEL
>NDK35414.1 MaoC family dehydratase [Rhodovulum sulfidophilum]SE1
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGEDGKYRPEVLLDLDYWAFMPV
>NDK35415.1 hypothetical protein GXP64_11095 [Rhodovulum sulfidophilum]SE1
MGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGGIVGDRTDTATRAAIVSEAARVAAEAARPLEDATAVIAHVSFGVF
DLPVLETWEVEASDGRVIPLTVLRGGSGYAYLAFDGKDYRLGVGKFLSYESGADLCRLLLVRKVEGGGYRLRWRCIPDHR
DQL
>NDK35416.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]SE1
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLEIETAEKLGWICVIGSAVLSVLTVLILWIF
>NDK35417.1 succinate dehydrogenase, hydrophobic membrane anchor protein [Rhodovulum sulfidophilum]SE1
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>NDK35418.1 succinate dehydrogenase flavoprotein subunit [Rhodovulum sulfidophilum]SE1
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVTKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>NDK35419.1 hypothetical protein GXP64_11115 [Rhodovulum sulfidophilum]SE1
MIVGTMATYPPRQRSMLAAVARIAPQLDVLNVVLNEYVSVPPELLSFGNVNAIRPEEDTKDTGKFLPDHRGADWVFLLDD
DIVYPETYVTDSIAAMQALGPGRLVGSYYGAVYRKPQLRNKTLSGLNRYRKELFRRRGQVRDSLKVDAGLQQAIVVDELG
TGVMISRPEYLPDFESVRSAQKFIDVRMARWCFEKGIIQVCLPRPAGYLGLVEHEETIYTGFTTKRHPAVTREIQEYALR
NPLAGQHFQCGGVSRGNF
>NDK35420.1 hypothetical protein GXP64_11120 [Rhodovulum sulfidophilum]SE1
MTRDVRFCRPYPDPHSDEIRRDRSFAQMPEPAGHGARAVSVLSQRSEPDFVALARAENALAFGMLAASEIFFAGNRRKSF
LGVVADASCVEAVDSAHVLLAELGYVPADVKCAGSTVSFPRKPGGMGADDVCVRIETYEGKQVRQ
>NDK35421.1 hypothetical protein GXP64_11125 [Rhodovulum sulfidophilum]SE1
MTVVANMATYPPRRAGLAKVVAQLAPQVDRLNLVLNQYEAPLEEFAAFPNVRQVIPDTDTKDTGKFYPDVSGADYVLMVD
DDIDYPPEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQVAS
GVAILHAEDFPPFEFMRDSQKFVDVRLARWCFERSITPIALPKPAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKV
KGRGLPPKPCASQT
>NDK35422.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]SE1
MVQLTLPKNSTVRKGKTWPKPEGATNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>NDK35423.1 hypothetical protein GXP64_11135 [Rhodovulum sulfidophilum]SE1
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDMPLAARAVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTAIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVTAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAVGFAALAVLGLAIALLGRPVE
>NDK35424.1 DUF1989 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPTEPRPEPADAAERRAAPPVICYPPESLPALPMTLYDGLRVGMTRVAQLEIPACDARAFRVPAGHVLRISCTQGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALVAETGLAPDAAEPHVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLDVEIFAPAPGALDGWTPPEPGPYDRSHGL
>NDK35425.1 purine-nucleoside phosphorylase [Rhodovulum sulfidophilum]SE1
MSLHIGAQPGEIAETVLLPGDPLRAEWAAKTFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAVAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILAARHGARALAVLTVSDHLLTGAALSSEDRQSGFGKMVEIALEAAFS
>NDK35426.1 protein meaA [Rhodovulum sulfidophilum]SE1
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPVDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALRDAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVGLISPEQVAAE
>NDK35427.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]SE1
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>NDK35428.1 hypothetical protein GXP64_11160 [Rhodovulum sulfidophilum]SE1
MKHEWLIDILGDLKNYARKNGLTELSEELLTCQALAAVEISSLEAGRARGAVGERASSMTAWGDADSCDARRLRIVPGPF
ATGNDA
>NDK35429.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>NDK35430.1 autoinducer synthase [Rhodovulum sulfidophilum]SE1
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEEAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>NDK35431.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEIVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDPRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>NDK35432.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRTDLLDEIAAGRKAALALPADVTDAAAVEAAFDAFMKWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAGVLSVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARAGGRPVQPTMDVAHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>NDK35433.1 hypothetical protein GXP64_11185 [Rhodovulum sulfidophilum]SE1
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>NDK35434.1 sulfite exporter TauE/SafE family protein [Rhodovulum sulfidophilum]SE1
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPTELYSIADRVR
>NDK35435.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSVWLGLLAGLGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPTGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>NDK35436.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSAMPKWADLVLIPLISLVIAGLLSALVILGIGEDPVAAVKMMVSGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFGIAFSKAAPANISFLLALAACLAVWLLIWQTRLGYEIRALGHSEPAAI
YAGIHPLGTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>NDK35437.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MAETALSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRQLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMTATLATSQTSP
AELAERMVGRQVLLRTDKSPARPGRVVLEIEGLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGEELDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPTLRTRLRLMDNARIRDRAGAQM
ARFDIRPPDPDLTAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGLMMAGLGGRAA
>NDK35438.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTKMQKAMAAATALALTAGHALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLAVYEAFSAGPEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>NDK35439.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRGIDALVMRKALSSQG
>NDK35440.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex dimerization subunit type 1 TsaB [Rhodovulum sulfidophilum]SE1
MGLGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEACLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRGLAYVQPLRAGKLGAARMIDPEPPPPLAEIGAEGIAHV
TGFAARRLGTAFGTGWREAVPAEIAPAIAREAAALLSGGTVSPRPAPLYVRPADAAPPADPPPVILP
>NDK35441.1 NifU family protein [Rhodovulum sulfidophilum]SE1
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGDNADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>NDK35442.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEALPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPVPVTIVPGGLSKERLEAVC
>NDK35443.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]SE1
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>NDK35444.1 glyoxalase [Rhodovulum sulfidophilum]SE1
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSVGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
LQADTEFTEPTQA
>NDK35445.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]SE1
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAADEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>NDK35446.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]SE1
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>NDK35447.1 murein biosynthesis integral membrane protein MurJ [Rhodovulum sulfidophilum]SE1
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERGEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLLAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAEADARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGIVSYFGLGHLLGAFRLSEFRRAMRRQR
>NDK35448.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]SE1
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTAFEAELTRLMDQGIGSKALRDAVVQYLSEARQKGRSAIAAA
FANRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMAKLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>NDK35449.1 penicillin-binding protein activator [Rhodovulum sulfidophilum]SE1
MFAVFRACRKRLPPVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSDAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>NDK35450.1 16S rRNA (cytidine(1402)-2'-O)-methyltransferase [Rhodovulum sulfidophilum]SE1
MNVSFAGAVSSATLCGSTGQVNDRQVKESLEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLM
QIHGIALGERSLIAYHDHSAASVRDALVEMAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALV
VAGLPSDRVLFAGFPPAQSGARTRMLEELSNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSL
AELAEAFHGREVRGEIVLLVGRAPVRAVEQNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEE
AE
>NDK35451.1 hypothetical protein GXP64_11275 [Rhodovulum sulfidophilum]SE1
MSGTVSYHAGRAAEDCVARGYEGRGMAIAARRWRGVGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMNRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>NDK35452.1 glutathione synthase [Rhodovulum sulfidophilum]SE1
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLAE
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKELHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFAGMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTQRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWVAIEARRAG
>NDK35453.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTVSAPTSRTRCAALSDQARACWLDPAEMEFCANGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTL
DGTTEAIAGAKREAYWTRIAELCRRLAGALQEDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDD
LPLGLLADVALNLLVTVDRWFAINASDLAEGEEARLAERAFSLLMTPLLPPDYSGKTDT
>NDK35454.1 hypothetical protein GXP64_11290 [Rhodovulum sulfidophilum]SE1
MTKTRGLAALLVLSTLNLNLMVPGGFVETRNFPGYSVTVLAAFNVFLTLLGLGSLILAYRVLKSGRMGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSSTLATMEWIGAFLGLALLATGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>NDK35455.1 YifB family Mg chelatase-like AAA ATPase [Rhodovulum sulfidophilum]SE1
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRVTVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGVVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPAADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHSRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFEHAPSVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>NDK35456.1 glutathione S-transferase [Rhodovulum sulfidophilum]SE1
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRFEEVGLYTGTLAADLTPVAPARFVPALMMPGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPSEVLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVSHGPA
INAACPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>NDK35457.1 RNA polymerase factor sigma-32 [Rhodovulum sulfidophilum]SE1
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSSEVFHFLA
>NDK35458.1 ChaN family lipoprotein [Rhodovulum sulfidophilum]SE1
MGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTPGQAAKVTPGLRLDGVALGQALGWAESGWPDF
AMYFPIFSAAPEAQIYGAALPRDEVRRSVTEGAAAVFGDAAGLYGLDTPLPAAELDQRIDDQREAHCNALPEHLLPGMVE
AQRLRDAALARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVARDARLISVGQIEGAATGVPPYDYWLVTGVAERD
DPCAALTGG
>NDK35459.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate--cysteine ligase CoaBC [Rhodovulum sulfidophilum]SE1
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKTVLLAPAMNVRMWIHPATRRNLATLQSDGIRVVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PDGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPALDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALA
>NDK35460.1 dUTP diphosphatase [Rhodovulum sulfidophilum]SE1
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPDIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGAEPFTICHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>NDK35461.1 molybdopterin-synthase adenylyltransferase MoeB [Rhodovulum sulfidophilum]SE1
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVFGLLVLAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPVHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMIALHPRPGCPDCGAA
>NDK35462.1 cation diffusion facilitator family transporter [Rhodovulum sulfidophilum]SE1
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFPGADVIIHFDPVR
>NDK35463.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]SE1
MRAVLRRCATLAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAE
FGHWRQVRDRDGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRSDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPK
TAIWGVDPDEIRE
>NDK35464.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]SE1
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDMIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEDEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>NDK35465.1 hypothetical protein GXP64_11345 [Rhodovulum sulfidophilum]SE1
MDDAADRRATAFFLLAISVYFAAQVGLRLALGGAYETDEAEMLVMTPGLQLGYGPQLPLYNWLQLGFFELFGRGLLALSL
LKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRRIGWALLG
IAIGLGGLAKYNFYLVPLGLVLAGLTLAPLRAQILRRRALIAPAIAAVIVALPYRWMIANRDLAFSSVGKLQLEAEPVRQ
MLPAGLLRLPEGLLSLLGLALIVAAGLWLFGRSRGKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPLAF
LSVLGVFAALAPRLGRGGRRGLVAFLGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEDSEGLPVIAEFYTAGNL
AAREPLRPVAPYLPFAARRFEGETVLFLLRETVPPSFEAGLVRAGWPVSARFDILSEGDFTLPYIHSDEDMPFRYVLARP
VAQP
>NDK35466.1 hypothetical protein GXP64_11350 [Rhodovulum sulfidophilum]SE1
MTEATASRPAFLFLLTIAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIGLSAALALGVVAVPYAAMLAEPLATFADTWEFRSGSGAGQA
AAMWPDGLRHVAKATLAELIPALLAVGLALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTGRLEHPTGRVLVIEEKRRDGEVIGAMREQGYRGETPPAPVLSLDVLVPYRFDEGEPQLIGLSL
YDFGPGSD
>NDK35467.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTSAGTVRTEYTIVRQAEDVYYLV
SAGGWHTYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLICDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEAKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPELAVPGTRLS
VRMFDALWTAEVVGDSPHDPSNARIRADG
>NDK35468.1 hypothetical protein GXP64_11360 [Rhodovulum sulfidophilum]SE1
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>NDK35469.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]SE1
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>NDK35470.1 DUF938 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPKRLTLPDSASLATPDAGGRLSAPSALRNAEAICAALERVAPTRGRALELASGTGEHAVRLAARLPGLVWQPTEIDPQR
RASIDAWAAEAALPNLRPALALDACQPGWAASHAGQDLIFASNILHLVPDAQAETLIAEAARALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQDPGIGYKPVAWVADRGKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>NDK35471.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
METDFIVIGGGIAGVSVGARLSHLGRVMLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGITDRAWDIDTDRLLQNFAREIRARGSSIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEVARLAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDPDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>NDK35472.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKLNAILAGAALALGLAGAAQAEGKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPDVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWTPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKASLASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>NDK35473.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>NDK35474.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVTICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>NDK35475.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAGVAMV
FQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLEPDRLVGDLSAGERQRVEIIRCLLQDPRLLIMDEPT
SVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLSTPARAG
GTPGAAVLEVRALSLPSPSPFGTSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGALGPSL
RRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSGGNLQ
KFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRPARGL
SLEEIGLMMGGAHGMEVAHVAE
>NDK35476.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]SE1
MSLDRDALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAEMPLSISRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHVGRALTTVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAEIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>NDK35477.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]SE1
MSVTRPLPHDAAQLHVTGAARYLDDIPAPANTLHLAFGLSQIAHGRILAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWERGDAAAAIAGAAH
RVEGAIGIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDGAAEAGGLSAPRRSSGSAPPE
SISAKKKTPFGMEVEDFILHEMTEALARSADYATRRDAVAEWNARHAVLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAVVKITATDTGKVPNTSATAASSGSDLNGMAVKSACDEIRGRIAAHL
AATRQTDPAQVRFAGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRVLRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAAGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIARVRA
>NDK35478.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]SE1
MDIAFLLNGESVALTGVAPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAHKTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIV
EDANFFLAEIPSGGADPQDRRGADSPPAFRPATADALAAWYESHPDATLIAGATDIGLWVTKGLQDLDQVAFLSGCEDLT
RIEVTETEIRLGAGVTIARLREMMRARHPHFSRMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVRADRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPADIDELAP
>NDK35479.1 glyoxalase [Rhodovulum sulfidophilum]SE1
MYPHALHHVQLAMPEGREDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYADDPFGNRIEFLEQV
>NDK35480.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]SE1
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVTPDELIAHADGLICLTGGPDGPVGRLIREGQRAKAEALVA
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDHLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>NDK35481.1 hypothetical protein GXP64_11425 [Rhodovulum sulfidophilum]SE1
MDRELTTLDNRIARLSGELDGLSRDIERQGKEIDRFRRQVAATLARAAERDRTEAAEVTP
>NDK35482.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPADPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDESGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGAQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEV
ARADLVAEVRRLLAQGEG
>NDK35483.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]SE1
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEEIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIEAHGVEAVLKAAAPEIGLRSRADVACRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>NDK35484.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>NDK35485.1 DUF1489 domain-containing protein [Rhodovulum sulfidophilum]SE1
MARGHVNLVKLCVGAERVEDLIDWQAERRATLPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGQILARQGVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEADAAPRDLPAARAQEDDLPPQLMAALAEIGVR
>NDK35486.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase [Rhodovulum sulfidophilum]SE1
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKSKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDTELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>NDK35487.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MTKIKFIDARFADLDENEFALKRRFEWHLRKLRALRDGVSPKVPGDFEDELRWNEELTAVRLSEKDRNKVLRRARRVMGA
RAKASGLSHLSADDRRALEAFRGGTDLVGIASEHRADEIAAAIHAEMPWMAAATDFLWKAMRRSVRAGEPGFRLPPVLLD
GPPGIGKSVWSRELGRHLGVPRCGIEGTAEQASFVVNGSQRGWSSAFPGRPLQTIVQSLCANPIVVIDEIEKAGTPTSTN
GRTYGLTEGLLPLLERSSAVAWKCPYYQVGFDMSWISWVLTSNSLRMLPAPFLSRLDILRLVGPGKGDLISFAEREGARR
GLSDAALGAICDVIDQVAEAHELNLRHVSRMLTRAEAMACSPPSH
>NDK35488.1 hypothetical protein GXP64_11460 [Rhodovulum sulfidophilum]SE1
MSTKIVSAIQPQQKKALSEHIIYAALEPLETALAEDDKFMDNFHSSNFDLPDSEPITLGSIAHWLLFETERSGDPTAAFT
KLNEYLGSPRPTWQHTVVCTDVFSQGKGNFEPWRFSNGIVAYATGLSPEYKVLSDENLYYRCLIFLDQEKVRNYDDFIER
VTDCCRSLSFFSGEGCYLRPSYHTYTFDTSAPFPLGSSKGWLSTRKNNVPGLLTADTFEEADTFLKQLREIKPGDLDVVR
RVLDRHAGAAVWGDLENRAIEARVCMEMILMRNSMGDNAFKVSRRAAYLMNDDSRERLELMKRAKLLYDAGSKAVHGGSL
TGSKQKDLDLTAAVRGCHEFLHSLVSAWISRKAQELDDNNWALVEMGGEFPTQD
>NDK35489.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MTTTTHFGADERLPIAALLALAMTGFICIATETLPAGLLPQMSDGLGVSPSLAGQTVTAYAFGSLVAAIPLTMLTQTWPR
RSVLLLTVLGFLIFNSATALSESYWLTMGARFMAGAAAGLAWSLIGGYARRMVSAAQQGRAMAIAMVGTPVALSLGVPLG
TWLGTAIGWQMAFAVMSGLSALLIAWILIAVPDHPGQKAESRINLGSVIAMPGVRAVLAVVLLWMLGHNILYTYIAPFAE
RASLGDHVDLVLLIFGVASLLGIWISGQLVDRALRRSVLISLSVFALMALALGLFGQHPEAVLIGAVIWGLTFGGAATFL
QTALADTAGEGADVALSMNVVVWNSAIASGSIVGGILLDAAGAGAFPWAVFILAVAGVIVTFGARRSGFRPGSRG
>NDK35490.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MARTGRPRGFDRDAALDAAMHLFWEHGYEPTTLNLLKEAMGGISPTSFYAAFGSKEALFREVVERYRVTHGSVTDILRDE
SLPPREVVETCLRRSVAMQTDVSHPIGCLVTQAATNCGPENQFAADVLSAERRANFEAIFKQVERDIASGHTPPDTDAHA
VATFFSTFMVGIAASARDGASREELERAVSLAMASWSVSLPTEQ
>NDK35491.1 hypothetical protein GXP64_11475 [Rhodovulum sulfidophilum]SE1
MSDNWILIVPKLPEHVPLPKNAQAALEFLKELAPGADEIEILQSENVQFFDCGANLETISCPRCSASIDLDWWGEAMSSD
YDESEGFRLSEFQLPCCSKSAPLNTLVYEFHQAFGRFAFSAMNPDLGLLSDETIRSFETTLGCDVSVVYQHI
>NDK35492.1 hypothetical protein GXP64_11480 [Rhodovulum sulfidophilum]SE1
MRNAAWIEKYDGEKVHWHNLDGYFKPIVTRFFIAWFATAPLIASLTKNYPSIFVLPFDWWILWSASLSYAIAFAIHAWKC
PQFIKRYPTYLAYQARGHSPRWLVWEFFGCWSAIHESGRQKLESRVVEKKYAKETTENLVCREKPQVLERGTIFQFPHNN
KSYDLTIKEDAPSEAVKDLFWEIFGRWTSSFTKTRLLIWGLLALAVVLVLWTVVQDIWFVISLLWAQK
>NDK35493.1 hypothetical protein GXP64_11485 [Rhodovulum sulfidophilum]SE1
MNDPFGPSESKKRISLETLKILAEYDYPTIISTKGTILASDEYLSVVARGNFYVRISVAAVGSELTSALEPGVPSVSDRM
KCAKIMAARGVPVSLRLQPIIPEFEKDAERLIVDAADHGFKHVSAEYLKLPVETAAHNFAKLQQTLPGISKFYAEQNATR
VGREFILPTTFKKSRLIILKEFAEKQGLVFGFAENELLLQNDFSACCNASDLFLRDANYFNFNIAGILRSQMHSNDFRFA
VSESEWFPSHSVFSHLNSKSRVPIGDGSNRDAWIKFLKDKWNAGPWRGGPASFDGVTNTGSLDDSGNCIYRLEC
>NDK35494.1 hypothetical protein GXP64_11490 [Rhodovulum sulfidophilum]SE1
MGKEAKGELANGEKADARYLGAREKSIADIKYSVGKTVYNSNGQVVPSTVKNKELHMSNAELDKLIRDLLTVQEDRCAIT
GLPFQFRGAQTDDNMLPSLDRIDSNGHYAKENLQLVCRFINFWKQASDDGEFRRLVGVVRGDDMERG
>NDK35495.1 hypothetical protein GXP64_11495 [Rhodovulum sulfidophilum]SE1
MNAERLLDVYEQISEAPDAIARLRRFVLDLAVRGRLVDAISAEGTGADLADRIAADKAEKEKAGLIKPAKAPKGVTRETV
LEIPAHWQPLLMVDILDELQTGPFGSSLKKSDYAVGGVPVINPASIVNEAIRPVAEMAVGAKTLERLASFKLQQGDIVMA
RRGEMGRCALVGEADAGWLCGTGSLILRPSKLLFAKYLVLLIGSPYSRNYLAGSAVGATMQNLNQNILLSMPIGLPPEPE
QQRIVAKVDELMALCDRLEQARKTREEVRDKLTAASLARLTAPDTTAQAEPAKVGTGFASGYATTEDNFPTHAAFALEAL
PALTTRPDQIKTLRQTILNLAVRGKLVKQDPADIPALHALSALQSEKAYLIESGKLRAVKSNDPEIIDTDLPASWTLVAP
EQLSAAVSNALTIGPFGSNLTKSDYRENGVPLTFVADVTSDFSIPTTKFVTKEKARELKSHGVTGGDLVITKMGDPPGTP
AIYPAGRPAGIITADCIKWTLAPQLIDVHFAKLAVASDIVRVQIVDITKGGAHQKVSLKRFRSIAIPLPPLAEQHRIVAK
VDALMALCDRLETALTTTDTTRTRLLEALLHEALEPADRAKEAAE
>NDK35496.1 hypothetical protein GXP64_11515 [Rhodovulum sulfidophilum]SE1
MPGPTVIEIPDNGGALAVLADLHLKSYLRRGSNPLEFHGLEDRLLRKNVDALIVAGDLSDSFGPSLEDALAYLSRYVPAD
RIYVVPGNHDYYSGRLDNENRLRDLVHASGSWFAQKTELRHRSDRYLCATLWTDFDLLGDQEAAKNFARRFMRDYDMISI
EASGHEWLDPDEVLPRRIVPITPEDIIAVHREHRAWLEERLATPHFADNGRTFVVTHHGPHPSAAGPIDDLTPAFHSNLT
EVLERSDIDTWFFGHSHRRLSSAVAGTRIQNISIGYPDEDHGDGEDDLAEVCFIAAALNRQSSNELRELPADRQALQQDF
EYALRCSETGVPVLVDKLTPETRALLRHTLRGCACPVVPEGDAYYATDVIVALGRAATPEPRDVNGGDQ
>NDK35497.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKTPGKPSRGSTTGRPIMVLLDVLGKRWTLRILWELSQGPATFRELQRRCDDISPTMVSKRVGELRELGFVTREAEGYGL
TLLGHELAQEFISLEAWANRWAETRLDEQGDRK
>NDK35498.1 DUF2867 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKHFSIKKIAVTLPSVFLEGANWADAYEFSPISERLDALEAARAMFDTAPPPLWVRCLNESRNRIVGLFDIKPGQISIDE
TAGGAFPLLSRSEDVVVYGFDDWHLDFRVVIQVHDADAGRAVRLTTLVRRRNSFGYGYIFLITPFHLLIVRRLLRNLSSR
>NDK35499.1 hypothetical protein GXP64_11530 [Rhodovulum sulfidophilum]SE1
MASIKEEKQQAAEQLLKPSEYMRLRRPEQFSDTETISEPYLDKGYFEYHLATLTNRGEEKVFEHFARKICETLICPNLIP
QTGPTGGGDSKVDTENIPVSSDIYERWYYGEDSASERWGFAFSAKKEWQPKCKSDVQKIAETQRGYKCVFFVSNQFVPDR
KRAELEDELTKKQGFEVRILDRSWLVEAVFDKRNEDLAIETLQLSIAMQPKKKVGIGDKQKRAELEALEDRIQKVQGDSE
IDFELMDDCLDAAILSRELEEPREFTDGRFDRAKRMAEKAGNSRQILAATYQHAWTAVYWHDDPGTSSKLYDEIETRSLA
SDRVEDVECAVNIWQTMLSLVRQGVVERDKQFDERTERLLAHLEAVANDNKRPNNAANAKGMLLLMRISLDHEDDDLLTA
YINEFTALFEDASRLGGFQFHRFRQLFGILGEAIGELPAYDVAFEKVLSIVEQRSSETAAGDQLLKRGIQKTEAGHSYDA
IRYLGRAMARFTKHEAQIRLEACVGGLAHAYSKAGLYWAAYCAYVSLLSMFIGRFEKDRDVKTGIYRACTELTLNCLRTG
NVPSLLFFLHLEKIFETYIEKEAISKGDVKSKNRLDDRDGCLAILLLEATDVQKDTLAYLPALFEGLGLTTCAMIVYLMH
QGHAGLREEGFLPEGVSDEDVWEMISQMAQQPVRSEMAGFLELRDAATVTMKSNCMGVQWDIEANNNTTIVRVAQSFVGF
IESALSTSLNADIMPTTSAIRLKFVDAKERSYANGKMISFQEDENNDFFEVSVDPGKFEGSSEYMIVMRDAFVELFAHLI
GTYMTTRDPEAYLERVVGSEEGFQRALIFNDMVTTATNVFSEDSEETLKPHIQSCEPIAKTSTAGFKAKFKLVSKSAAPV
PSTERDSKEIEFGEGDIPKELMEAKNIAHRQRRVVSPINVRKWDRAKWNGCGFMSAPGLPPVFGLIFTNEKAALSIFGEW
RNNFGREDVNNDLRVSIVGQLSRRDPHGYGVTVGGNFENANIRELETAVMISRINFMDHPNPQNLAVFLAAYEEFGGYIL
APIIAKSDLSDGKFMPEFGLGKRHLSVRSAWEIGEHDPDCIVLKPDHDPIIPSDVQNPPVVEALRRVRARKPSSNKSTGF
NRAERRREKAKGRRKKKRS
>NDK35500.1 NYN domain-containing protein [Rhodovulum sulfidophilum]SE1
MMSRLAVLVDGDNISGFHAERILSIASRQGSPTVVRVYTNARRTSEWHGACGFRMIHAGTGKNASDVLLVIDAMELALSG
GIDRFVIASSDGDFTHLAHRLREHGAMVTGVGEGKAPSGFRGACSDFVLIDPGSSIRLVPSAPAVDDLDLKIRAIIAAAS
TKGAGMRLATLGATMHSKHGIRIGALPEQTWRAYLAARPHLYDLGPRGPDSMVRFKPEGFPAAA
>NDK35501.1 homocysteine S-methyltransferase family protein [Rhodovulum sulfidophilum]SE1
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>NDK35502.1 hypothetical protein GXP64_11545 [Rhodovulum sulfidophilum]SE1
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRACLRKPLRRL
DLALPRPRRRGGAAVRRSRL
>NDK35503.1 DNA-binding protein [Rhodovulum sulfidophilum]SE1
MPMTLDFSPRLMPAGQAAHYLGISASKLRMLPIASKRLDGKRVWDRRDLDAYADDLPTHGETDQRNTCDALFMEKAS
>NDK35504.1 phage integrase family protein [Rhodovulum sulfidophilum]SE1
MLDDIRGRYGTGLVRDLRPHHIRADLEGRPPHPANNRLKCWRGLCRWWQEAGLAEEDAASPVRARRVLPTEGHLPWSRDD
IAKFRARWPHATSQRLAFELLFWTGARMSDAVRLGPGMVDADGWLSYRQSKTGGKVDVPFTAAAPEWAEPSDRVHLFSAL
RDQADRHAVWMVTAQGRPRSIKAASQWFSAAARAAGITGGRSAHGLRKTRAQIMAERGATPDQRAAWLGHESLSEVQHYS
RGADRRRMLAGTDPEPKSSNSSDRVPTWMRK
>NDK35505.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPVFSPENAPVARPLRLGLPGHSRLTDATSPRRTRRPVTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKT
RARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSLSNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEML
SWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDGEPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRA
RKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMTRALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAG
FNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVEKGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>NDK35506.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]SE1
MPAVSIVIPMKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGV
LAARAPVVCTLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLK
GFRRDLFLTLPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEEL
PHGN
>NDK35507.1 lipid A biosynthesis protein [Rhodovulum sulfidophilum]SE1
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>NDK35508.1 phospholipid carrier-dependent glycosyltransferase [Rhodovulum sulfidophilum]SE1
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPAAAPG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLLAVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRDVSIYAPPPAGRAPNHYALRHALPDELEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNG
>NDK35509.1 hypothetical protein GXP64_11585 [Rhodovulum sulfidophilum]SE1
MRSALDPRARLGQDRSMHIRPGLLCLLLCLVPLRLAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVIYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPA
KRSLPRLAMTSPGGPERSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAA
LRDNRLIAPTLQMILRRGYAPVRSRAAYFTAAAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGEAEGLA
RLSERLFDTDGAIARIWRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRLAWHDPKTVL
TRDRTGYHNRSLSRVEIGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWT
DRAEYDGAGARTGWTRIGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>NDK35510.1 hypothetical protein GXP64_11590 [Rhodovulum sulfidophilum]SE1
MMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSIFGAS
GLGERKASAGGYFLKY
>NDK35511.1 ribonuclease HII [Rhodovulum sulfidophilum]SE1
MTVVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNH
>NDK35512.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]SE1
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>NDK35513.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMTSAGVRRLLAVTGFGAGESKAKMSTVEKLGFKAVLARAYADKTAQERLIRDSGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>NDK35514.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]SE1
MRDETLSAELLAWYDRHARDLPWRVGPAARAEGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLTLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETAPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCAPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>NDK35515.1 DUF721 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTGMQRKAEKDSRRMRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLT
TGAHAPLLEMQKEDIREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPAAPPPDPGTVAVASDLTVEVHDEGLR
AALQDLGTRVLSRPKR
>NDK35516.1 DsbA family protein [Rhodovulum sulfidophilum]SE1
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKEWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>NDK35517.1 CoA transferase [Rhodovulum sulfidophilum]SE1
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGTREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSEVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCGLLGLPELAADPRFASNADRVAHREALTEALTEATRVRSKADLLAACEARGVPAGPI
NRMDEVFDDPQIRHRGLVVENDGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAGLSEPSPAPAGRMPRR
>NDK35518.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]SE1
MQAPAFWYAPPGRPGLMARALTPLGRLYARATAKRLAQGEAARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVSVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSAR
>NDK35519.1 3-deoxy-D-manno-octulosonic acid transferase [Rhodovulum sulfidophilum]SE1
MTANRAGRDAEPRGRSDAGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDAAPDWPALARGLPEVIVDTVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSTETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>NDK35520.1 DUF4170 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>NDK35521.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]SE1
MPARDLALLTTAALEAGKLARRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPA
LDPGHWAGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
IVAGAPLLHAEILSRLA
>NDK35522.1 TldD/PmbA family protein [Rhodovulum sulfidophilum]SE1
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MAGRAVAMAREAPEDATVGLADPSDLARNRDAGFLELADPSPEPDPAALEDDARRAEAAALSVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQSELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>NDK35523.1 DUF2125 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVTQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGKETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>NDK35524.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>NDK35525.1 enoyl-CoA hydratase/isomerase family protein [Rhodovulum sulfidophilum]SE1
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRLEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGARLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>NDK35526.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHARLTETDLARDFASIEALKAHPGLAKFLAWV
AKRPPGFHSRTPGPRRRR
>NDK35527.1 TIGR03862 family flavoprotein [Rhodovulum sulfidophilum]SE1
MGNENEAGAFARQEAGRLPALIVGAGPAGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFGRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRVEAEVTILAFGGASWARLGSNGAWAGPLADAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGAWH
RGEFVISARGLEGGGIYALSRPLREGAPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPIAHAGPRPLDEAISTAGGLGWKVLDADLMLQARPGTYAAGEMLDWEAPTGGYLLTACLATGLWAGQ
RAAARLGRPV
>NDK35528.1 glutathione S-transferase family protein [Rhodovulum sulfidophilum]SE1
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTEDVVAINPGGKVPVLIADGVPISDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>NDK35529.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]SE1
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLTQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQAWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>NDK35530.1 hypothetical protein GXP64_11690 [Rhodovulum sulfidophilum]SE1
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGPAEGLRGRIAVDAPDSIDEFTLVEQLETRLGRASAPRWRLSYRVST
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>NDK35531.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGSPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGRGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGRLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSEIRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>NDK35532.1 DUF3576 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAELQRERRSTSTVWDLFNGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIVTDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>NDK35533.1 porin [Rhodovulum sulfidophilum]SE1
MKKVLFATTALVASAGFAAADITFSGNAEMGIVGGGKDAPGVSTYKGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDKAEDEDEDRLASDADNGYALAISYNTDMGGVGLGFGLGYQYLEVGYTYDGALFKSGGWLPG
NLGSFVDDKADRWGAGTEVDIIAATVSADFNNGFTAGLEYSNYDPDGPTGTNYDDIDHYAVGLGYSVNALSLGVSYGKFE
TELGDADGYALTAAYDLGGGASIVAGYSDSDVDNGISTKDDFETYSLGVVMNF
>NDK35534.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRNLLDGQPGLAAAAFQLGRIALGRGAVEEAAARFEAARKARPHEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPALLSALEARLAPEKALEKAAAKGARRAPLGSAPPKAAEAVVAELRAGRAE
TAEAKALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETAAGVWHLEAALAR
LPAHPPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAHLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLA
EAQAKQGRIEAARAGFDAAIAAEPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLL
AEMEALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARYPYDISERRAETDAVMAAFEGTDFSVRKI
EGAPDYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHEAGGGLRSLERVGDAEIAALGARIEATFRE
RFPGSDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWRD
KLPGGFHEIRYEDLIADPETEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEA
LGDAIGGENGA
>NDK35535.1 YggS family pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MGLEDIRARLAKAEREAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVEFFDAIHSLDRPKLARRLADHAQECGTCPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPVRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>NDK35536.1 GTP-binding protein [Rhodovulum sulfidophilum]SE1
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEASPADLAAARKILRALNADARIVETDYGRVDASGILDTRLFTFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>NDK35537.1 hypothetical protein GXP64_11725 [Rhodovulum sulfidophilum]SE1
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGRTG
>NDK35538.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIERRAS
AEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPDELDRALATIRKIQANLAAMDR
>NDK35539.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MFIALSQSLGQGFLAANIPTLAGELGATQSQTVWLMVAFMAPRASLPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLT
RDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFALSFIALGMPLARAISPTVLTDGGWTDILLLKLGMA
MVCLFLVFLLPLPHGERTRSIRGLDLISFALIAASFGGLVACFTTGYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTA
PLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAPEQIAPLFWGISLATLAGGAACALVMKLDRVPAIHV
AALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMAAGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGL
FRTFVAVRTTAHSQALAAGLQTGDPLVAARLAGIAAQLSTTVTDPVRLKAEAVAQLAADTARQATVSAYNDVFALISALA
LCALAALLGHIARDWLRARMARRVPADG
>NDK35540.1 HlyD family secretion protein [Rhodovulum sulfidophilum]SE1
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>NDK35541.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MTLRSETECLMSRLGVAADTLSGGSMACVSPLTGERIADISPASVADAAAAIAAAKAAFRDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSIEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACGAVLGRALARFGSAPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAAGGTVHGGTREDIGPDCAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>NDK35542.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPGFDEIDRKILEILQRDADLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>NDK35543.1 VOC family protein [Rhodovulum sulfidophilum]SE1
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRETVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVTPAAGGYRVETGPASAPILCLTGAALAEYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>NDK35544.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MQNCVWITGAGSGIGAAMARAFSAAGYRVALTARSDDRLTALADDLGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRATR
>NDK35545.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>NDK35546.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDSVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVALHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>NDK35547.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTAATTDLPRPEVHPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTKPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>NDK35548.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGCKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>NDK35549.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]SE1
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLGREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGAHSPAPASLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>NDK35550.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MTDPVTFPPSLWADTAPERVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWHGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>NDK35551.1 L-2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]SE1
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>NDK35552.1 amidohydrolase [Rhodovulum sulfidophilum]SE1
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSIDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVAAGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>NDK35553.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSLFRPQPGPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYIP
FHAYSEIAGGVSHSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWTIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLVMRNRSAVIDA
>NDK35554.1 hypothetical protein GXP64_11810 [Rhodovulum sulfidophilum]SE1
MQVSSNIDGGLRVTGAVSDKAETRAQTRHRVMRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALS
AFTQVGSSSSSDSQILYDFIRSQPLIQKVDASLDLRRIYGKPSLDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSL
QVRAFTPEDAQAVAKEILTESGFMVDDLSRIARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGV
IAALESQLASALVERETIAGFAGQEDQRVKRIDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQA
YTAALASEEQARAEARRTSRYLAVHIPPTLAEDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>NDK35555.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>NDK35556.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MSRGPVFGQPGFLAGPQSPTADLYLSFSLAGAIAAGRIRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAAEAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPAPRPSAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRPALGLTVSGNLDLPAPVRSHPRVDILPARGWEDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLALPPDPAAWVAAIERLAEAPDEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLLGVPAEPG
>NDK35557.1 hypothetical protein GXP64_11830 [Rhodovulum sulfidophilum]SE1
MQDELAEIIQRVRVLEASGASGPALELLAHALARRPDDLSLRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEAGETLQELLKADPRQRPALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDQLDALAAECPEDPETDLARAQSLLDEDPEAALQLSEAVIARAPDHAGAWPLRIAAARALWRFDAAESWGAEAADRFPG
RIGITQARFATRLALNDPEAALALLPDAPLPPALLIARGNGLLRLGRAEEADAAFAAALETGGLLPAAADGRIAAAQELD
RVEPVRRDLYGLVARHCAAGHRNGDRIRAEIEAQIGDWPRTERICARLLDRQGADTSLLHLQARASLALGRTAQAETSLR
RLLTLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQARPDSTRARRDVELIRDLDLTGRHDAARRLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPGRATTGAAQLARLFDFETGPPLAPSVIPPSGPLAWHLARDRSHGRL
EWTRRAERAGAVWRWLAAAPADAAALEPWLQDGEIGRMRALPRPCILATTHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRRPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSLMLQ
PLWRDGRISFDIAPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>NDK35558.1 sulfotransferase family protein [Rhodovulum sulfidophilum]SE1
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCPTGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTAYLATRRMRGRQRLRGLSE
AERLDRARQGAAALQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>NDK35559.1 CatB-related O-acetyltransferase [Rhodovulum sulfidophilum]SE1
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAAEYHDYRFANGKPPTRAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGT
GAP
>NDK35560.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MTTSRLAAMRRVLRTFFWMRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRH
DLPGMRFLIWHDVRSGLEIRVPLYRAHDYVLGGLRAALSLILFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHP
PDAATGLFGAGPMPPLTEPVDIILPVYNAADVLALCLERIAANTPEPHRLILIDDASPDPRVRPLLEDFVRRHPQARLLV
NLQNLGFIGTVNRGLAEARGHVVLLNSDALVPPGWLTRLMAPILDDASIASVTPLSNDAEIFDVPVECRARPLGPGEAEA
ADRAAARLNWRSALCDAPVGVGFCMAMARHWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAHLFVEHRSGSSFG
AEKAERVRTNNRLISNRYPGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRIEEVVTENG
AALVVRDAPGSDRLQVELYCREGVTRSVLDASDLAAMLAGLDARHLVYSNLVAAEDPLGLMERALSWLAPGDRLSVLFHD
FLPLCPSYTLIGSKGRFCGLPGPEACQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLA
GRIELQPHRPEHLPRRIVPPPEGPLTVGVLGSIGHNKGAAILHDLAQHAAPDLGIVVIGKIDPAFAHHRIRVHGAYRREE
IADLAEHYRIRCWLIPSIWPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVT
LPPALPA
>NDK35561.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRSDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLDLSALPDKLMGRGFPYGMAPGPVSFPLVLFRDGPGEVPADRIQ
QALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALRQDPV
LAHVGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLKSSAMLDPCFGLARVAALRDAAAHVGRRDGPRMT
EAILRLAAPLARFGQPVFAAQGCALALSEDEPYQPLKPAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFVD
IFLERGAEVVFYSTAQRNWNNPYALSLAARGVVCLTDPVVRNYTQACEHIAAAGYERLSFLLTRIYAGGELVEQTRARFP
QARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSP
PKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEK
VRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVIRLHGDEMRWTRMSRAGYDFC
EARYSRRAVAAKLNALLDGVPA
>NDK35562.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGAVFTVYLCDRDMGYDAEALGMDIEPLEALGIPALERM
IRTYNITELCTAIKPYCFLREFARGPEAEMEAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHVLKPAERAEF
ADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPGYNVAYWNLH
ERRIHGPDTALQCNGQPLRFVHYSGIIVEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQLPYAFFWNGA
GDSNAHTPGVGGAPAWRRPDSFLFARQAFSLEQYLGYLTAEAREIESQRATEAALTPKGRREAFEFTCYCAVCGGRHPMV
TSFMYSCATDAEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFSRLTGSEYFG
NRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYPSTVRAELAP
DGQIVHHLPAEIHGNPVDEKGGALCFRHFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>NDK35563.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MSAGGGKRLCAVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSNPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAIARDFVDIRDAADILARALEAPVRSLDAINVSSGRATAIAEILETLTRI
TGHVPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLEDTLSWMLAGAPAVPEPVEMRLP
>NDK35564.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]SE1
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPEAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>NDK35565.1 sulfotransferase family 2 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKSALICPGPGRSGTSLLHFMFANIKGCYGPREGKEYSFFAKDRDFPYESNFDVDADDADALRFEFSPRYTTVTTPSWHK
NVVERIRNSVDNPFVIFTIREPVSRSISAYRHFIHPYARFGKERHSAEQRCLSDPYRKTFDQAVRSDQLVGCLLSDIVGL
YVDSFGKDNVMFFFLEEDAASFDRFYDFVLDRTGLHVPNTRRGAKIPKFSKAKGHPRYYYSQDHDICIRNREGREAYLPA
GKFYICNERGHEIISDMDPEVAASCMDAQKLWTREFSAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDK
VFPYAEPDFDLLNDASPVLKKASLSDM
>NDK35566.1 hypothetical protein GXP64_11875 [Rhodovulum sulfidophilum]SE1
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDIVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAAFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWEHIARRSEWRLYDRARLVDGNVIADFVTIAGLPLEPSRVEVDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEHPRFRGPFHMDLATQKRLRANNSCNRTLRDMFGDISEFDFEAGNRVFDPFFLEQDMKTILREFAQFEAVANHPLIAAL
ERGQMVAGEMPR
>NDK35567.1 hypothetical protein GXP64_11880 [Rhodovulum sulfidophilum]SE1
MSPNDSQHILSGRGEREVTKPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHPGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVPHIPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>NDK35568.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCKFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>NDK35569.1 hypothetical protein GXP64_11890 [Rhodovulum sulfidophilum]SE1
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPVAEARRRAEAADG
WRARLAAAAEAGHTLVLSSEAFQNCFDFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCHWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAALHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRDYNAALEGLVGEVRLADAATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>NDK35570.1 dehydrogenase [Rhodovulum sulfidophilum]SE1
MTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFDRDDDLSGARLALHR
AVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAGGKQDQ
YAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLKSDSIE
MKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRHGLIAALRE
IGGDADPVVFTRAGCQSWQMPCRR
>NDK35571.1 HAD-IIIA family hydrolase [Rhodovulum sulfidophilum]SE1
MSALTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPGRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGGAGKGAKTGPVLINGGVYCFSRGIVDHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQ
SLVPAQRWRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMY
RDLAAVGAHIDDERHCPTHPDGTVSALAVSSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTG
GNLDLLVEQVLQSRGGAP
>NDK35572.1 hypothetical protein GXP64_11905 [Rhodovulum sulfidophilum]SE1
MTPPTETPASGPARSAVPFEVGSDPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGQPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGALRGRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADAALTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETRASSTA
>NDK35573.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MEETLERTELEQLFAEAGIDYDFYRNKLNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPASYA
RLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPFREN
PETRIPAHLHSFDEAFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>NDK35574.1 FkbM family methyltransferase [Rhodovulum sulfidophilum]SE1
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGEIADPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGGLRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGQAERVRRWIVGTHGDDLFAECRALLGQHWRVVHSDPAPAHQPDGLIVALRD
>NDK35575.1 carbamoyl transferase [Rhodovulum sulfidophilum]SE1
MTSWYLGLSTSGHDPALALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWTSVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPLRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLTGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDRGRLRFADEAA
IAAIRAAVAPLARPPGAPVTDAADLAAAGQAAYAVWADRVLAAIAEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMADTGAGRIPFGGGSAFLGSAPRAKTLETARHAAAAGHAVTDLAGRSAEAAAGLLAQGHILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAGWFERPQPSPYMSMTLPWRSGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGRETGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
S
>NDK35576.1 acyl carrier protein [Rhodovulum sulfidophilum]SE1
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLKAR
>NDK35577.1 cytochrome P450 [Rhodovulum sulfidophilum]SE1
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALASLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDAALGELLDHLSTAPVPGLEPELVSFPAFLGHRADRLADPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDAGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRVPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDATWSPPRM
EPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTRLASAPAPDLIADY
AEPLFRGVAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPGTPLLTRLMEEDLP
ETGPEDLRALVLVMYGASFNMAHTLGNILHYLLSLPPEDRRDAADPAWIDAELEGLISLCASPKYIYRMARCPARIGEIE
IRTDETLRLQLLSIDRGIGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPRLALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRP
>NDK35578.1 fatty acyl-AMP ligase [Rhodovulum sulfidophilum]SE1
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAQTFRTWLGLPPRTLVLALPAGADFILALL
GGMLAGMTLVPVPLPRPGSHSDRFRHIAADSGAAALLCLPAHADAVRAALCLDGPAPCPVATLPLDPAGLPSPAPGRARE
GAAPAVVQYTSGSTRLPKGVRVMPRNILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRDPASWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQATAYDLSCWRRAFIGAEPVPAGLPAAFQARFAPAGLRGEAVFA
CYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLAAGLAIVDPETGARRPDGAEGEIWLSGASVGAGYLGPPEHGAGNFGA
RLDGRAGWLRSGDLGRIENGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASGRAVLIAETR
TARLPPDAEALARTIRHAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWRAGEMAPCLP
>NDK35579.1 B12-binding domain-containing radical SAM protein [Rhodovulum sulfidophilum]SE1
MRIYLIAPAPDDKTDTAAETSMAGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEVVQEVDLGAEVDLVGLSINVSQVAR
GLDLARAFRRRGVPVVLGGAHVSLAPEIFRGQADCLVIGEFETAAPDFAADLLAGALKPEYRCGKADMAAMPLPRWDLYP
NDRAIAGVVQTSRGCPFDCTFCDVIQYVGRKQRHKPPEKVLAELGQLYRLGYREVSLSDDNFTVYRKRTRALLEALIGWN
GSAGRDPVRFSTQISIDAARDADLLVLCNRAGLRQVFVGLETSDPAALAEANKRQNLHVDLIGECRKLVAAGLTIRGGLI
VGFDHDDLGCFERQFAFAQALPVVGFNVSALVAPYATPLYAEMKRAGRIVDADTHRVSAAGARLTNMLPAQMTREELAEG
RAWLKAALLAPDAALVRFEAYARTLGPPSQDMGRTAWVKPGARRHPLHELLPLMMKDKGTRRVILAVREMIAERPEIGYD
LTSTLTLYLSECARAANRAEAPLEAAQ
>NDK35580.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]SE1
MHDHGHGHGGRHRHGQTRGHDHPHGECRHAAGQPCSNPNGRPDDCVAGPDACPLALADEGVWLRVVALRPGRGVHHRLID
LGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTPANEDPQDERDF
>NDK35581.1 ferrous iron transport protein A [Rhodovulum sulfidophilum]SE1
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>NDK35582.1 Fe(2+) transporter permease subunit FeoB [Rhodovulum sulfidophilum]SE1
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADDGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>NDK35583.1 hypothetical protein GXP64_11960 [Rhodovulum sulfidophilum]SE1
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>NDK35584.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]SE1
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDTDTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYNSTELSRQDNAPQTYAFYG
LHSQTQFVPSAMVESVEIYDSNVSAEYGGFQGGVVNYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPKEAAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKNPQYLSGRADDDSRSDFWRLGLAHDFDNGDRIELKGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNDTGQNEFYSWYGSYFSELRGKSFVT
DAFDDWCDTPKAARSAEDYNACIKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGQVMHL
GGPDFICPAGDPACLPDQYLKLRITQDPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDNYMAYAIHDAMHRGVHQRRSHDGTTGEVGDWGRAIDLRTYSYSQSGLKTPYVDEASLSFLYRDA
WTGGAWRLKLIDRQGKDQFARSSDSSSLKNSLTNDGTNEYQSISLEYQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGEVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDENDTYENPEYGLQ
PHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>NDK35585.1 cytochrome-c peroxidase [Rhodovulum sulfidophilum]SE1
MSARPIAGRALRLGLCLAAAGLALAVMTAPLRLGPEDLRTAYAGPPETWPRPEIDPGVDYVELAPRALPARPVPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYVVTGRPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>NDK35586.1 glycine betaine/L-proline ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGLVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>NDK35587.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASIWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYEYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>NDK35588.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHSDVWSTWINDAAREKLSAL
LNR
>NDK35589.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMVVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSISDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>NDK35590.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVMVDRLPDRAQRIATALALVIAVAFLI
SLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARPAAGEPVE
>NDK35591.1 DctP family TRAP transporter solute-binding subunit [Rhodovulum sulfidophilum]SE1
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKISVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVATPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNESPDLAAFKQAVAPVYEKYGKKFGD
ILTRIQAELN
>NDK35592.1 hypothetical protein GXP64_12005 [Rhodovulum sulfidophilum]SE1
MPTHLRLVEPSAPPAAEPPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDISDAHRDMALEF
EGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLERMEASIRLLGLVAVNARIVAAGIGSDQNDLNA
FTSEMAGIAAEALGTVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEIRDRLDADLQSLEAQRAQAAEHAGKSAALA
AGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAVERDGAPRLAALLGPLAAEQLRATHEDFTAELAQFVAALEAMR
VDADAVLRAGTERAGRTLAASGAALAALVRDLQSIGPLLEDDARNREAARRLAERAADAMQQMMSRIDALERTEHDVRLL
GLNMAIRCSGLGDRASGLRVIAKELSGIAAETSAAALRIRALLVGSQQTVADTRRRAAEGRGVEGDPAVAAGQLETVLDR
LQAHGATLAEACPRTIALLDQTAGQAHRISASGEGWPGLVARLGLSRGAPAPEEVAAFGDLLADLRRLYTMQKERDLHDA
VLGLPRSVEEGGEAPAGAADEGGIDGFLF
>NDK35593.1 hypothetical protein GXP64_12010 [Rhodovulum sulfidophilum]SE1
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLKNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>NDK35594.1 hypothetical protein GXP64_12015 [Rhodovulum sulfidophilum]SE1
MHQRDDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIESLTSGASGVAREYVPDSEISLVLDISGSMARD
RRMAMMRPAARGFIRSVLGKDPTRVSINLVPYAGQTNPGPVMFEYLGGQWRADAGNHFEEWPQDISHMTVYLDSDGDGMP
DTVVKVDEFPDAGTPGHVSNDPDDFFAGMVDFIRSAVPALAPAPVIGARVKGGIQTTQYYAVAANANGDAPDPDPLVSGD
SENGGKKNSEAKADHELMWKDFDFQADPIPRPGACLELGSDDFGQSGLPADGPYEQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRYLAAEGLVRAEFVDRPAAWDDPETAKYIVLLTD
GRITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINKLRLIH
>NDK35595.1 pilus assembly protein [Rhodovulum sulfidophilum]SE1
MIWATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCREVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>NDK35596.1 pilus assembly protein [Rhodovulum sulfidophilum]SE1
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACEADSTRELALDWSGASEGMQALTVSDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>NDK35597.1 TonB-dependent receptor plug domain-containing protein [Rhodovulum sulfidophilum]SE1
MLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTPQGSGINIRGFGANSTNGSDQKVAIQVDGA
SVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKDASDFTGGDPGFKLRQTLQYGTNGDAWASS
TIFAWQPAENLEFLGNYTYRSQGVQKDGDGNGIGSDGFDLPSWLVKAKYRFGEAREHYVKLSYSDTSSDQKDVPYDTFGA
VGDSFGNVDREMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPGSSSCETTSCGIPFPPGGFAATNADHRYET
TKLTVKNQALFATGQLGHDLRTGVEYIRKERLDAASAPGGTDKRWAVFAVDDMSFGGLTLTPVLRYETQDIGGDSYADYD
NDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSEKARTYELGFSYDRGTVFADGDDLALKLTAYHTTV
WDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGEITTPGVPDDWEGTPADRIRMTLGRKWGETLDLSW
EVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDYTPHLATRPAPGRTFKLTLARTF
>NDK35598.1 hemin-degrading factor [Rhodovulum sulfidophilum]SE1
MGDGKAMSPEQIRSMRQEKSTARSRDLAGRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSLQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEVEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEALPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGDVDHTGPWGEIVATLPGLEVAA
>NDK35599.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MIRPLVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAPD
LILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIKVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRVL
FVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTPA
AAHGALVSMDGLYLLGFGPRTAQAVRDLSDALDRAGS
>NDK35600.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALAAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLMGI
>NDK35601.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MLEATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPADVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>NDK35602.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]SE1
MDLTHKTAAIAEFLDRGGPAIWAIAGLSVMTVALILWKIWRLALAGAWSRAAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>NDK35603.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGVETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>NDK35604.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MHLSMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPAAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEAPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>NDK35605.1 TonB C-terminal domain-containing protein [Rhodovulum sulfidophilum]SE1
MRGGLEVLAFGGLALVLHLAVWPGDETPGINAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPTPPEAPP
ELAPPELLPELTDPAPRRPDLPRLAALAAPEPPPEPERHPDPRPEVRQARADTPRPVERPDPKPEPAPAPKPAPALQQPV
RAAASQSSDMQQAEKAAGAGGAARGRAGEANAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>NDK35606.1 zinc metalloprotease HtpX [Rhodovulum sulfidophilum]SE1
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLVTWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSSEEVAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAGLIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAARIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGAAPAMTRPATPRPIRRAPRGPWG
>NDK35607.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]SE1
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKTRGDQDAIIFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACAR
IGAIHSVVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVD
VLD
>NDK35608.1 hypothetical protein GXP64_12085, partial [Rhodovulum sulfidophilum]SE1
TEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELVDNRRNRG
>NDK35609.1 DUF4212 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>NDK35610.1 cation acetate symporter [Rhodovulum sulfidophilum]SE1
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>NDK35611.1 cyclic nucleotide-binding/CBS domain-containing protein [Rhodovulum sulfidophilum]SE1
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGQTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEMPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDADSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAAEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWREYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREAGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>NDK35612.1 hypothetical protein GXP64_12105 [Rhodovulum sulfidophilum]SE1
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIAWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVAEWQPLGPADP
LLRAVCVPPE
>NDK35613.1 response regulator [Rhodovulum sulfidophilum]SE1
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>NDK35614.1 PAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGREVCLELHWHG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGYRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDAMVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAQHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>NDK35615.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MPSVLFAHENFPAQFGGIAGYLATRGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFVPDLVVAHSGWGSGSFARAVWPGARFVPYLEWWYNYPPVDMAAETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALIHPPPDMSPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARVHAVVAGEDSVHYGARLPEGESWKARALAAHDFDMARLHFTGRLPPKRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGARARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>NDK35616.1 hypothetical protein GXP64_12125 [Rhodovulum sulfidophilum]SE1
MMPEAALPLGMDTAAIRIALRSRNRRPPKKGHKRRQGQPARHPDQGPKARRDLPRPQFPENRIGRAIQRMDPVDLAAMIH
PFPGRPVAARSLPRPPPMIGKARPRWTLPQR
>NDK35617.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRSHPRDARSAIISLTDAGRGALELDPIRKIALLLGTLPDADRSAIKRALRSIAIELAS
>NDK35618.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEAA
RQIPVDDRAADLPSAFEAADRLLLESLA
>NDK35619.1 DUF808 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRGLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASLLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKG
>NDK35620.1 isopentenyl-diphosphate Delta-isomerase [Rhodovulum sulfidophilum]SE1
MSEMIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLA
EELGITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRI
YLEKHSAAIFGALASA
>NDK35621.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]SE1
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFIRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>NDK35622.1 BCD family MFS transporter [Rhodovulum sulfidophilum]SE1
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>NDK35623.1 chlorophyll synthase ChlG [Rhodovulum sulfidophilum]SE1
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSAYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>NDK35624.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]SE1
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAETREPNGGEMGGTLLAFYRQGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>NDK35625.1 cobalamin B12-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLAEFCADVLGGDRSIGTRALTTLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>NDK35626.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]SE1
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGET
AEGAA
>NDK35627.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit N [Rhodovulum sulfidophilum]SE1
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRAAETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>NDK35628.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) subunit B [Rhodovulum sulfidophilum]SE1
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIVEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPKADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>NDK35629.1 magnesium chelatase subunit H [Rhodovulum sulfidophilum]SE1
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
NAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEERGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYETGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDDETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>NDK35630.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>NDK35631.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]SE1
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPDDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>NDK35632.1 PucC family protein [Rhodovulum sulfidophilum]SE1
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>NDK35633.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]SE1
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>NDK35634.1 PH domain-containing protein [Rhodovulum sulfidophilum]SE1
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>NDK35635.1 pullulanase [Rhodovulum sulfidophilum]SE1
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>NDK35636.1 hypothetical protein GXP64_12225 [Rhodovulum sulfidophilum]SE1
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>NDK35637.1 magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase [Rhodovulum sulfidophilum]SE1
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWGHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>NDK35638.1 DUF3623 domain-containing protein [Rhodovulum sulfidophilum]SE1
MATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWGW
VELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTGHGSANGVGVWTFIVLFFARISAKLNLF
LGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVDAPHDKVGFGLLTTITALALLEHWLMVL
PLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>NDK35639.1 c-type cytochrome [Rhodovulum sulfidophilum]SE1
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTKFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>NDK35640.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]SE1
MDWERDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKQPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLLQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>NDK35641.1 magnesium chelatase subunit D [Rhodovulum sulfidophilum]SE1
MCARSRPRRCATACAAILWTRPGPPPAWAVWSRRCWVSLPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEA
LPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVERAGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMD
EGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDGDALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLAL
KAAKALAALAGNDEVDQDDLSTAVQLVLAPRATQFPEEEPDEDDQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDI
LLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKGNRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSF
ERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTRLAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSL
VQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMTPTVALLTDGRANIALDGTANRTMAAEDATRMATAIRANGYPA
MVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTAVSAALDA
>NDK35642.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]SE1
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>NDK35643.1 spheroidene monooxygenase [Rhodovulum sulfidophilum]SE1
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGLWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKLLEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKRAPRKSRGSKKSKVSA
>NDK35644.1 phytoene desaturase [Rhodovulum sulfidophilum]SE1
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDRFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQARYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>NDK35645.1 phytoene/squalene synthase family protein [Rhodovulum sulfidophilum]SE1
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>NDK35646.1 tryptophan-rich sensory protein [Rhodovulum sulfidophilum]SE1
MMIDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWG
LQVAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAG
A
>NDK35647.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]SE1
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHERPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGLNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPLLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>NDK35648.1 amidase [Rhodovulum sulfidophilum]SE1
MASDWLGMSAGDLGRGIETGKIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARCRARSGLRLGPLDGVPVSW
KDLFDSAGVATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>NDK35649.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWVGR
RYGVTLDPETQVTTLNGTREGLFNAALALCPETKAGVTKAGATKAGARPAILTPNPFYQVYAVAALAVAAEPVYVPATAE
TGFLPDYGALPPELLDRVAIAYLCSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSPPPGALSVAAELGA
DPERVVVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADE
ILGGVAGYRAPEAGFFLWLPVADGEVAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGC
LYD
>NDK35650.1 DNA translocase FtsK [Rhodovulum sulfidophilum]SE1
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARTE
RRQTAFAPEAYEADDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYEDFDEETPFETAPSVAEAAPAPAIPVAEPRRVVEQS
VRKPVAPSRRARDEAQPGLKFDESQDGYQQPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRPGPV
VTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREKVVLREILSARDFGDSAQRLPLALGK
DIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPKKAV
VALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVDEMA
DLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGMGDM
LYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIVIKD
RKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>NDK35651.1 outer membrane lipoprotein carrier protein LolA [Rhodovulum sulfidophilum]SE1
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>NDK35652.1 lytic transglycosylase [Rhodovulum sulfidophilum]SE1
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGI
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>NDK35653.1 AEC family transporter [Rhodovulum sulfidophilum]SE1
MNLLLTVTEIVAPVFLLAAVGFIWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLAVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>NDK35654.1 heat shock protein HspQ [Rhodovulum sulfidophilum]SE1
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADET
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>NDK35655.1 gamma-glutamyltransferase family protein [Rhodovulum sulfidophilum]SE1
MRDFQLPGRSAVFATNGMCATSHQLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLQGAARDFYLLDGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGPHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAAKLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRALASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGDKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYADEVRA
ALAAKGHGVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>NDK35656.1 alanine dehydrogenase [Rhodovulum sulfidophilum]SE1
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRTDLARMKPGAVLVDVAIDQGGCFGTSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>NDK35657.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>NDK35658.1 class II aldolase [Rhodovulum sulfidophilum]SE1
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRRRSDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEGRKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGNPTAT
>NDK35659.1 bifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/3'-nucleotidase [Rhodovulum sulfidophilum]SE1
MVAFRPRVKAICPAGRGHGHSGVASHLRARRPADLHAGASLIAPHPFSVPPAADRVHLRLLETSDMHVHIFPYDYYTDRP
VDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDYIAHERGLRPGELHPAIAAMNAIGYDAATLGNHDFNYGLDF
LLDAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSVTDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIV
SAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACLPLARIEGIDAILSGHQHQALPGPDFAGIAGVDTGTGSIHG
KPAVMPGFWGSHLGVIDLLLERAASGWRVAEHRSSIHAIATRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRT
EVPLHSYFALVAENASVKIVADAQRWYVARKLKGTRHEGLPLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYP
NMVRAVRVSGAELRGWLERSAGIFNRIRPGAADQLLLDPDFPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIAD
LSWNGRAVTDGMEFVIATNSFRAGGGGGFPGTGPDAVILEAPVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFD
TGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>NDK35660.1 NAD(+) diphosphatase [Rhodovulum sulfidophilum]SE1
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPELPGDLSFRELRREMTRLLPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>NDK35661.1 SRPBCC family protein [Rhodovulum sulfidophilum]SE1
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>NDK35662.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]SE1
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>NDK35663.1 COQ9 family protein [Rhodovulum sulfidophilum]SE1
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPRRKGGLPGALHARMTGRT
>NDK35664.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]SE1
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDRVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>NDK35665.1 ribonuclease T [Rhodovulum sulfidophilum]SE1
MRCLAILLLSATLARAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCH
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVSHPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCDLRDALMPPPR
>NDK35666.1 DUF1013 domain-containing protein [Rhodovulum sulfidophilum]SE1
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>NDK35667.1 cytochrome c family protein [Rhodovulum sulfidophilum]SE1
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>NDK35668.1 prephenate dehydratase [Rhodovulum sulfidophilum]SE1
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGEAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPAVAALAGDLAAEIYGLEVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPNVARALEELDYFTSHIDILGVYPADRKRS
>NDK35669.1 hypothetical protein GXP64_12395 [Rhodovulum sulfidophilum]SE1
MRHGKTAYLDNVAIWFDADQNHIHIAVADPEYFHSSVGPDPASKRGHPHLFPTLFKAPRDAGVSHPPITENQNT
>NDK35670.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]SE1
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>NDK35671.1 YbaB/EbfC family nucleoid-associated protein [Rhodovulum sulfidophilum]SE1
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>NDK35672.1 recombination protein RecR [Rhodovulum sulfidophilum]SE1
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADACEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>NDK35673.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MAPVLALFLAFGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMAHLDYVNPDAPKGGEISIWAPGTFDSFNQYSR
MGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRDDVTFQDGTPMTAEDIAFTQKLFLEQGIIEYR
RLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEETGARLDQSTKTPFMATGAYVLDSFDYNRRVVY
RRNPDFWGADQPFNIGRYNFDRIRVEYFADSNAAFEAFKSGAYTFRTENSSKTWATGYDFPGVERGDVVREAIPDGSVGT
RLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSGTDLAASGTPGPDEAAILQPLVDEGLLEPEIL
TEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPLELVIIQRDPQFDRAINPFLENLRMLGVSGRL
ERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRNLMRLRSPAVDRLIEDVIAADTLDGMKTRVHA
LDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQEAADRLHASGALR
>NDK35674.1 microcin C ABC transporter permease YejB [Rhodovulum sulfidophilum]SE1
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVVDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVVATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>NDK35675.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>NDK35676.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVETGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKTEAPEIVRTEGLKVWFPIQRGFMRKTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLMRAAFGAPGESPGAA
>NDK35677.1 oxygen-independent coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]SE1
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>NDK35678.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>NDK35679.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKARM
ARETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>NDK35680.1 cytochrome-c oxidase, cbb3-type subunit I [Rhodovulum sulfidophilum]SE1
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWVLYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>NDK35681.1 cytochrome-c oxidase, cbb3-type subunit II [Rhodovulum sulfidophilum]SE1
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>NDK35682.1 CcoQ/FixQ family Cbb3-type cytochrome c oxidase assembly chaperone [Rhodovulum sulfidophilum]SE1
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>NDK35683.1 cytochrome-c oxidase, cbb3-type subunit III [Rhodovulum sulfidophilum]SE1
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>NDK35684.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]SE1
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>NDK35685.1 FixH family protein [Rhodovulum sulfidophilum]SE1
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEDGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>NDK35686.1 cadmium-translocating P-type ATPase [Rhodovulum sulfidophilum]SE1
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVKAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARGSDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVAFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNLIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>NDK35687.1 cbb3-type cytochrome oxidase assembly protein CcoS [Rhodovulum sulfidophilum]SE1
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>NDK35688.1 fumarylacetoacetate hydrolase family protein [Rhodovulum sulfidophilum]SE1
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGVDCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKATRRPWDMAKGFDASAVCGALLPALRIGHPSRGRILCHV
EGQLRQNGDLSDMIWSVPEIVSHLSRLVTLAPGDLIYTGTPAGVGPVGRNQTCSVEIEGIGRVTTRFS
>NDK35689.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]SE1
MLERDRPKQKSGRPEAVKRQTHVRRASLCVRRALLFAILAIGMTVTASELRAAPSAAFVVDARTGEVLHAKNADTRLHPA
SLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGLRAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAF
ARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARHIVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGA
DGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAEVAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPAPP
VGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVSTAKAELTAAPAASAEALAASILPRARPGRPSSSATPED
PPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYWGINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQG
RRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>NDK35690.1 HAD family hydrolase [Rhodovulum sulfidophilum]SE1
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAQRRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRELLAAGQEMLRHPIELLPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGVTRAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLIARLG
>NDK35691.1 ATP-dependent Clp protease adapter ClpS [Rhodovulum sulfidophilum]SE1
MTSDLRMMADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVV
GVFSFEVAETKVAQVMDFARRHQHPLQCTMEKE
>NDK35692.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGSDLSALPKDRVQIVQGFAPDHDAWAARGWDVAVTPEGTFAAALVMLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDGRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLMNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>NDK35693.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>NDK35694.1 hypothetical protein GXP64_12520 [Rhodovulum sulfidophilum]SE1
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>NDK35695.1 oxygen-dependent coproporphyrinogen oxidase [Rhodovulum sulfidophilum]SE1
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDAGGGLMSVMRGGRIFEKVG
VNVSTVHGTLNPKAQAAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGCARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>NDK35696.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MALPSRDHSVSDLRLRAVDAAIALMQARGDADFAMAELAAAAGLTEARLAVAFPDRDALLTELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>NDK35697.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]SE1
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>NDK35698.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]SE1
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPDGLVLDTFLPRENYRDAFISKSVASLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGHGAEMGFALGKKLREEAGEGFFDWD
>NDK35699.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MTEAHLDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAAHHRLPVVPVAGNTGLAGG
AYCDGALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGST
RGLCLGLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRL
QEATGGAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEV
LDAVIAQNETQREEIWARREISAEICFSAAHVVDNDIALPVDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVW
ASSGSADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>NDK35700.1 arylesterase [Rhodovulum sulfidophilum]SE1
MPCRISTGPALPASVNVTSLSERIGSAIAHCLRCLPFPRYGAAGRTLNLGASLVLALVLCAAAGTVRAGVTLAALGDSLT
QGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPEVDGLILALGGNDLLRGIDPAASRANLDA
ILTQADAADVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLKGLSDLPDRGAAMARYMQDDGIHPSAAGV
KLIVEAMGPSVLELVDRAGAKGH
>NDK35701.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELRAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>NDK35702.1 drug:proton antiporter [Rhodovulum sulfidophilum]SE1
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDEERAWMEG
VSEALSEVVDFRSMVAVRRDGETERGLTQVKAVDDAYPLYGQVALDPPMPLEQAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARARALRGRTALRLALGAVGGPGGETA
SVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDPGVSRVETAPMLRGVLTRINGR
PAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEADEIGLKLGDEITVNILGRDITATVTSF
REVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALDRVAEVLSGLAAAIAYGA
SATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWAVMRFVMEGDYRF
EPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>NDK35703.1 AbrB family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTSTDPPLGPALLTLAIGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAELPRGFRDTCFVVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPRTAPAMSLLVLVPLLALAGALGLLLDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLLARTRARLAREAAAAPPTPG
>NDK35704.1 UDP-glucose/GDP-mannose dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANALTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVEAERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKLVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQAMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGN
>NDK35705.1 YdcF family protein [Rhodovulum sulfidophilum]SE1
MGGDAFFVASRLGWALLRPDTLILVSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRAMARLEAAYPVPAIEG
RPVAGIVVLGGGEESAISVAHGEPTVNEAGDRFLAALALSRRFPEAPVLFTGRSGRIRPAAIPEANVAAALLLRAGLDPS
RLILEDASRNTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGLRDILPYPVDFRTAPGFRASPGLPENLGLLT
LTLHEALGLAVYRASGLAADPLPEGCLAG
>NDK35706.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MSPRPQLVLIGGGHAHALVLREGGLPPDLSVTLIDPSPKAAYSGMLPGFVAGHYPRAALEIDLARLATAAGARLVIGRAE
GIDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLAGFADHAVPAKPLGRFADRWAGFLVGVAAGHSAPRVAVIGAGVAG
VELALAARHRLAPNGAALEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARIGPEGVTLATGETIPAAFVI
GAAGARSQGWLAETGLGLTDGFVTVDRTLRSVSDPRIFAAGDCAHLSHAPRPKAGVFAVREAPILRRNLIAALTGGRLRA
YRPQRHYLKLVSMGEKRAAADRLTLRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRP
>NDK35707.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTADPGADPLSAARLGASGA
GFAYDLDLVAAGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDDGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRNIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>NDK35708.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLRR
AGWLVSPVLEGRWSHRGVPLRILGVDPFTLPAGSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAAP
GMAPGLLLVDIGTAQRLLRAGGEINRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAVG
LFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVSG
SLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVGG
FVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAW
LDQRLPSELYVTGRTEDEARRLAEWLTPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDAPVWKSLARGE
GVIVNEQLWRRAGLRLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVPALRSAIE
DDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELL
RAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVHLLKVF
ADER
>NDK35709.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MLLSLSGIGKGYETGGARVEVLGGVDLTLAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>NDK35710.1 DUF2892 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFRRLGIRPGTVFD
>NDK35711.1 metal/formaldehyde-sensitive transcriptional repressor [Rhodovulum sulfidophilum]SE1
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>NDK35712.1 CDF family Co(II)/Ni(II) efflux transporter DmeF [Rhodovulum sulfidophilum]SE1
MHDHAPSDSSHPSRNDTGEAAALCHPRGPGGPDHVFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWH
MATHAAALSIAALSYMFARRHAHDPRFTFGTGKLGDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGL
AVNIGSAVLLHQGPHAHGPHGHDHGHAHGAHADADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGW
VWLDPVIGLLGALLIARWSFGLMRDSGGVLVDFLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPR
PAAEYRGRLAHLGRLSHVTIEVEAV
>NDK35713.1 cation transporter [Rhodovulum sulfidophilum]SE1
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>NDK35714.1 hypothetical protein GXP64_12620 [Rhodovulum sulfidophilum]SE1
MRRRNAGALIIFLTAYLGLFAFILTPESLWTVTSSAVGQSQSPGH
>NDK35715.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYMLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCDDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>NDK35716.1 replication initiation protein RepC [Rhodovulum sulfidophilum]SE1
MAMQVLTTTPFGQRQMTAALLDRVRDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTLRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREELTLLKRDAVKLTAYGRESGLPGDWEGIEVRLLDIHRQMRRRLDRAELETLKAVLSGLLSEIRVLLVET
ENPSGSDGEIGHHYQNSNPDLNESEPCQEMAKRAGVPCSETAGMAGTRAELEPGGDPRTDSGSEPATDPGSAPSVPSIRS
AGSKTPDLSAIPGGTDAPPVLPLALVLKACPDILDYAPAPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>NDK35717.1 plasmid partitioning protein RepB [Rhodovulum sulfidophilum]SE1
MARKDLLKGLMDPGKPAPATEAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDPGL
EQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIERAN
FARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDARF
EAVMAALAQPRPPAPRPRVVTAADGRALAEVARKRGRTVLSVDNGVSAGFEEWLVENLARLHGEWQDGRED
>NDK35718.1 plasmid partitioning protein RepA [Rhodovulum sulfidophilum]SE1
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>NDK35719.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MDGQALGPRQDTSRQDTSPQDAPPTRRRRVSPWGILRPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGQLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRRRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELKQRADLPVASPEGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDDTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWQNYEKAQTWSLGAARAPVTEEVARWTRQQKPGQPPARPERQAPPPL
QPPSASWPTASGQRTRRGCAGLWQA
>NDK35720.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MDATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAAFQGFGLAAIAPLFTAAATGPGLGEALF
WFGVMVVLMGAASALRWIAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAERLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIGFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPEAGDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIEDGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>NDK35721.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTRPDPGPFTAQISAQISGQTPADDPATGPRLTAHALGLSYAGKPVCRDITLEVPEGRVSVILGPNGCGKSTLLRGLCNL
LPAQSGQVLLDGRNIARMPARALACQVGLLPQSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADL
AGRDVDALSGGQRQRVWIALVLAQETPILLLDEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIV
MAEGALVAEGTPRDLMTPELLRRVFGLDALILDDPVSHTPLIVAR
>NDK35722.1 hypothetical protein GXP64_12660 [Rhodovulum sulfidophilum]SE1
MTTHGPEQALPSRPSRPGEGRAWLAQQQSEGGLAPRIAQVSLPDHLEPGAVAVALAEALAGRAELTRLYRFDEECGLLVR
PGRGRPDLRLRWAASADGIGPVIDSCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELVPGAPPA
LAGETGTGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNELFLHPTAAALAPLARRT
GTGLEAAPDRSAAPADRAPLSLAQSSLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPD
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFIRTGEGQLLSFLFHHIVLDEWSVNLMMDE
LARAYAARAAGRPPLWAGPAAPFYAFARRQAARGPDPRALDHWLDALRDAPPPCPIRRPDAPPLPRDPDAANDAEGAWCE
IALEPHVSDGLYALSKACSASLFNTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHLTP
RALIGTVRDMINGSLPHCEIPIDLVEERLSDGTAALGVHMFEVFIQIHARNALNGALEGPEGPVRFRQVDPDKTDSVLGL
QFEVVEDVIGGKRGLRMMMSYRHAHYSAEDVAELVAAVTRTCTAFAREGAADRPLDALLS
>NDK35723.1 iron chelate uptake ABC transporter family permease subunit [Rhodovulum sulfidophilum]SE1
MSGAAHIVWRWRGLSLRSGRRALWVNLVLALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVERARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRQRG
>NDK35724.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>NDK35725.1 Fe2+-enterobactin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTLPFPDATLTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRGAADTLADRVAPFFGAARDADDDGALIGGALPFD
KARPDCLWQVAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVED
RMAFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSVVSHPLAGSARRLDDPEEDARNANALA
RSEKDRREHGLVRPGRAGPPPRRSACGGSRRSRAMPHAPDRSPHCQPTGEDMNRRSFLTLATCAAALGSSAEAVTGWPRR
LTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQWQAEARARGVEKLWRAGSIDLEAAWALEPD
LIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWEDLTRRLAQATGREAEAEALLTGFAETLDATRATLTLPDGRANIV
SYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTSWQSAAMPASADVVRASYEHLTQLSAETTFLLAGTKADAARFMADP
ILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGIARQFGGA
>NDK35726.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MVQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPSSGAVAFFGGTVPRIAFNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRNKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPDFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDGNRPTWEAATEPFSDYDSTVKKNPSWKQFTNTTILDLRQEFDNGTTLTNQS
QFSSLYTRRTTSPVTDGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLYGASAFDDTKDSLGIFAGLD
YDFGERWTLSGSLRYQRDRVQRSGFSNKARENLDYDETFDEWLPKLSLSYDVNDATTIGAMVSKGYNPGGVTLGLVSGEW
VTFEPETSTDYEIFARTRLLDDRLGLSANLFYTDFRNMQRYVTTEIVDGLYNSVTVNAGKANSYGLELGFDYEASPTLQL
RGSLGLLSTEIEKYSSLNRDYSGNEFGRAPEQTLSLAADWKIRPDLTLSGNVRYSGSYFSDDDNKASTFVDSYTVASTRI
TYDLQDNLQLYGYVNNLFDEDAVTYIRNSKSKAGADEATLVEPREIGIGVKVTF
>NDK35727.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNLIEPHRFTPLEAGSPTSVTLPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLAPALAEGLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPASGDPGLLIARVTAFLSDNLANPITISGIAQEMGMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>NDK35728.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGEADLARPVSADLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSMTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGISGSDAGASPLGGSGSVLWSGRAKTGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTLLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFANGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEI
AANAGWQRARASSFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLGLSHQGEVWRARGSLHGSGSYWFDPGNTLKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>NDK35729.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVLGLCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGARLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEPESLPLAIMPGNYNQTLPDGPFDIIWCSMSLY
FHDGSLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>NDK35730.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MRLLPLFLAMLPLPALAEEILLSGPPIWESAPLIALAEDQPIEGITFSFRPWASPEQLRKRVIADIPLMAVAPSPTAAIF
DANGMALQVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDAALLAEPMATLALAQDRDLTRRADLCALWRSATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQAGAGFARISAIDLPMPQQADVLADFYAAILEIEPAAIGGRLPEGDFYGK
>NDK35731.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPVVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAVAEGMGAIDPQLDEMARLFHVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>NDK35732.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MTLFAADTIGLHYPGRSDPVFRALSLTIRKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRIPIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGCAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>NDK35733.1 hypothetical protein GXP64_12715 [Rhodovulum sulfidophilum]SE1
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVWLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>NDK35734.1 hypothetical protein GXP64_12720 [Rhodovulum sulfidophilum]SE1
MPELHLGATRPVSEFEQDDPADPMNDPSRAASFTSSSAPDPTRTKRRFATAEERSYLRRFNRLRRLRRLIFATTFVWPGL
AIGVLAWIGIEARALDGYLVSALVFLTLCVLVGVFVFSGWGAALVRVLRMRPALRVPDDLQVEVSGDSLRTIVHPTRDST
NIFTLRRSRDLVEIPFHWERDLVADGLLPGHDQHIEVARLPDASGEVLRLPMSPRHGRARIDPTLPDLGVFLLRLGDRSI
AREMRAGLPLLRAQDTMLRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSTVPRIVGI
>NDK35735.1 hypothetical protein GXP64_12725 [Rhodovulum sulfidophilum]SE1
MHRSDPQEGLIYAGFRLAGLISAVFLNVCLCDDTVASNIRTACSDASEAGLRTSVDTAHSKGREAAPGDIGGRLEGGELQ
RVSIAPAPEGRADHDP
>NDK35736.1 type 1 glutamine amidotransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSNDAGTEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDRDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFT
NSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>NDK35737.1 NADP-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MAQTDTVNRRYVLARRPKGAPDENTLRLETAEVPSPGPGRMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGGEKCRHVTETLGFDACIDYKAEGFPGALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMRGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>NDK35738.1 hypothetical protein GXP64_12740 [Rhodovulum sulfidophilum]SE1
MAGKALNKKNLLELGADTLADLLLEAVKGDAARQRRVRMVLSADQGPEAITADLLKRFASIRRGRSFISHKAQKKLAREL
AELTQLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGAIGEVMGEAMAAIERLAPRLGKDPAALAETVFEAILDD
GYGAFDDALPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDRDARAVRAVAGRNRSLDMILRDVADAEGDVD
SWLARYSPEQLTCSTIAPDAATRLLAAGRAGDALRLIEAALPGGSDDPWFDDPELDAAHFACLEALGRKDDLRAALWQRF
ARRLCPDALRRHLRLLPDFEDIEAADRARRIVLDYEPVERALAYCLEAPDLSLAAELIEARGEEIDGNAYEILTPLAEAL
APAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEIRDYGPHLSHADYLDGLRQSHARKTAFWERLRIG
>NDK35739.1 alcohol dehydrogenase catalytic domain-containing protein [Rhodovulum sulfidophilum]SE1
MKALIYTGPRLLELREVPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVFSTPTGGPAAGSRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPQGISPVAAALTEPLACGWHAVGLAERALE
VPLAEARCLVIGGGAIGLGAALVLRARRAAEIWLAEPSGPRRDIAAAEGGIRTFDPTAPGTGPEGVDLVIDGVGFGATRA
AASAALRPGGAMVHIGLGDAGSGLDIRRATLQELTFIGSYTYTAQEFRDTAAALFAGRLGGLGWVRKVPLAEGAAAFASI
AGGGEAAPKIALLPNG
>NDK35740.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTAATPLEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVAHAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>NDK35741.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]SE1
MTVSYLKKAPRRAVSDATETRETVQKILTEIEAGGEPAALDYAAKFDRYDGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAAISDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDLSFDLGADPAAVQGSAKVSA
>NDK35742.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLTASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILATNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILMMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>NDK35743.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>NDK35744.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MRNDNDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLVNLPYLCGSNQRFVNLTRS
DVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>NDK35745.1 hypothetical protein GXP64_12775 [Rhodovulum sulfidophilum]SE1
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDARGADGPEVSRRS
>NDK35746.1 LacI family DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPDRVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTTAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVRETLSAAGLELAPGDLRECPYTLADGE
AAAAALLSRPEPPTAIISGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARESLGPVG
>NDK35747.1 AbrB/MazE/SpoVT family DNA-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANAR
>NDK35748.1 PIN domain-containing protein [Rhodovulum sulfidophilum]SE1
MPADFFDTNVILYLLDDGPKADRAEALLAQGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>NDK35749.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLEALATELGAAALALPGDATDPTAQEEAVARTVENFGALDAA
FANAGRGLERPGTEVGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>NDK35750.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAVIAVGTGGPRALVSRRPLAHLARGGLVIVAALMF
FTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVLPVLAALFYAVLML
SARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAPAVVIAPLDYTALL
WATGFGWLFWQEVPDRATAVGAAVIVASGVFIMIRERRAAG
>NDK35751.1 exopolysaccharide biosynthesis protein [Rhodovulum sulfidophilum]SE1
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIQ
>NDK35752.1 RNA ligase family protein [Rhodovulum sulfidophilum]SE1
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDEIQSWDLTQARFEELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAASFQESDMPRRMGKYVREGHVQSEIHWMKAELIANGRADS
>NDK35753.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTTAKTPRPARAGRPTKRQSERIAAEIVARARALFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDTLADPAARDVWFDRAWRLFVEGAAPGRG
>NDK35754.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]SE1
MDRGTLGRATAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSPGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGALDAAGTLQYSLTAIGRSANTRYRDVDEERYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPAAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDTDMKGLQMGAPLDASGMLARNALISDETARALNWDSNLEYRFQTGAVSHRLLAGVDLLWNDSDWQYSYTTA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGNPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTDVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNAAIIGNRPQAVPDYFGSLWLNRSFDGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>NDK35755.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MVGRRGFLTGAAAALAAPRLARADAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALIPEPGARLAGWASVPRLDLG
RADWLASEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALPPGDKLDRAMG
FWGAVLDRPQTARGLAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGRLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPERGREGLARAAARPALKDSTATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGAELDPGRTLAALNDRFASPLPGPLWLSLDAA
>NDK35756.1 siderophore-interacting protein [Rhodovulum sulfidophilum]SE1
MIDVETELAFPGAQTAHAALSAHAKSHDIPPEIDDPGHLAFSFQGNRLEFLTVPGRMRIRLSAVSPNTLYFLKEAVAHHL
EEADPEAARTLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRSRSPVWPGV
AANGATRWPKGADRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAARSSDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVIAPLRPDDAGYLPASPLETLLLGPEDFAASAAGHFAEALAARPEARVWVGAEHALVHEA
RRITAALPAERKEIGTYWRRGRRGDARRDDHDD
>NDK35757.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQRRIVSAGFVADALEPLARRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQPESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRARLRGTDPAL
WPDLDQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>NDK35758.1 AMP-binding protein [Rhodovulum sulfidophilum]SE1
MKLDRIARRDYADAHARFSIEDEIASLAGDLEAGLNAAVECCDRHCGRDLVALRTVSAEGNLAEYTFEDLRELSARSANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
LIRDADTPLSAGDIDLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGRLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDVRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>NDK35759.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>NDK35760.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]SE1
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLGAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAEVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAETYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>NDK35761.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEANGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGQN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDGMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIAEHQAVAFKLADMATRIDAARLLVLRAAELREAGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIWRDVRVCQIYEGTSEVQRMVIARGL
>NDK35762.1 hypothetical protein GXP64_12860 [Rhodovulum sulfidophilum]SE1
MIETLRMPFFVLALVLLAFAVSFEIGLGLVWPALVPPPGGQLPDVSPGFGVPYLAAIDLILLYATAAIALAFLWPALAGR
VQAAIGILLALIGGLLVLTLILAAFAALMLMLTLLLAVPFGTLAYFAAFADFPTAKAAAALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIVSSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>NDK35763.1 hypothetical protein GXP64_12865 [Rhodovulum sulfidophilum]SE1
MGVKGAVALLLVFGLVFYLTLGAGLMTGRGGGPPEADSFSAPGWTGALDRIVAPFRPRLKLSRTRFVFTEAGVIEVPRIS
GDAMRRASFAVEGRGRLVYSCPGCDGDQVWPEEDTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>NDK35764.1 hypothetical protein GXP64_12870 [Rhodovulum sulfidophilum]SE1
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPMEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSPGAKFTRI
ADWAWYCIAALVVVGIVLSFVI
>NDK35765.1 PASTA domain-containing protein [Rhodovulum sulfidophilum]SE1
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIAAEDAEAAGWIAISPWQERNLHPNERSEITLSLTLPPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGRVDRRESGSAAPGTILAQDPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDKARNVLRARGLRMGG
TATRESGSVAPGTVLAQDPGEGAELAPGSAVALTVATEPARAEVPNLIGLSQDKARNVLRARGLRMGGTATRESGSVAPG
TVLAQNPGEGAELAPGSAVAVALAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGADADSAKKVLAVLKA
YGADRICYVSRPQPPMMYILNGDSAPSATAATRQRLAAAGIGREDCIGFDPATLDLESGGAGVTLVSDRSRMIRFRNMDE
AKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>NDK35766.1 hypothetical protein GXP64_12880 [Rhodovulum sulfidophilum]SE1
MTRHEIAALLPEILREADRPASPFRALLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPVLLPRRGTQAGLRDMLAVASGLEALRLRESLPGPGFRPFHVVIEYPRPPRPAPPGP
>NDK35767.1 hypothetical protein GXP64_12885 [Rhodovulum sulfidophilum]SE1
MSLPLPQLDDRDFAALVEEALARARQTCPEWTDMSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAAIAMLEFRREAAEGADATPLDLTIPAGTRIGGRGEGAPVFVTLEQAVLAADAQSVAVRAIHAAWVEGELLSEGVEGPG
AVLALARGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPGLETPFELFSDGPGFYCARGAGRIFLPRATPGGAG
VPRRDAQIRAWYLTGGGAAGNVAAGTLTDLRDPIPGLAVRNPERAAGGRDAEPLEAALERIPREVFSDRRAVTARDFEAI
ATGEGGVARAQARTGVQLWAHAEPGSVELLLVPDPAPGQSDAVGRRAGIEALQTEELRGRIARLIAARKPLGVTVNVAWA
RLKPLSIRVDVEIEPDAPEDAVLRRIEAALDRLISPFRDWPPGRPIRPADVYGAVLAEPGVRSARSVAFEVAEAPDADVR
DAVPDPHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPATAVRPHPRRPGLVAAVWAEGGNHTEDGSRLAVSLDCGET
WQSDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRSEALQRRLPVAASVDAVGLYAVLATGTALGRPVVAVAARE
QRGVWISYDPLEPGSFVATGLEGSDIRVLDAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDTWQPLRARWRGG
SCLGFAFLGTRAWAGSFDAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPGGPGLMMAAGPRGLYA
RGEEGGPFAATSQTLFENEVRLPAPWLFASEPHLVRVIGSDDTP
>NDK35768.1 GPW/gp25 family protein [Rhodovulum sulfidophilum]SE1
MQGLDFGLGAGGGASRASGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDETLAGLAIH
YVRQAVARFEPRIEILRLDAGRPADAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTP
>NDK35769.1 hypothetical protein GXP64_12895 [Rhodovulum sulfidophilum]SE1
MRVLVEPATIICAHGGTIPQRASQGFVTVMGAPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVTAGYSRFVTIGGRPVCL
DTLAGLTEGSPVGTWRVLAPGQALVECSG
>NDK35770.1 hypothetical protein GXP64_12900 [Rhodovulum sulfidophilum]SE1
MTEMLRPGRTRERKLTVRLDGVPLAAGAVDALTGIELRQTVSAPALCELCFEAGGALPLDPGALAGRRLEIAAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALPARHEANGLDALARALLGRHGLELRGESGAPCPAVLLQHGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGLGAPLRLSFEGGLLEAEIEENVLAGFAATRQTLWDTGLNRPLAGESPGAVPGR
TGELTLAAGLYEPPVAPERLTEARAAQHGAAARRISGIALGDAALRPGRRIALELEPGRTARGTIAETLHRVEPGLGWVT
EFRTGLPAWVPCEGMLAAPGTVAEVSGGDDPLLRLKLDLCDGLETDWLAVALPGAGADKGVIALPETGDRVLALVFAENP
AHGFVLGGLYGEQEVPRLGRGPGGVRPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPGRA
ITIRAASIGFEEG
>NDK35771.1 hypothetical protein GXP64_12905 [Rhodovulum sulfidophilum]SE1
MDRVTLLVDETGDQISALLNPASLSFRRQSGMRPRRRIGPAVAGGTCRDAPLFFAGDAVTELDLELLFDADFAGSAASAP
SGPPRDSLDVRGLTAPIWRLSEAAEAHGEALGDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLALRFRVFQ
EAEEDPRGYLPLPAPVESFLDEVPVPGALAGPQDPDLPDMLDQSPGVTVIGGERLDEIAARWLGSPADWRWLAFVNDLAD
PLRLEPGTVLTLPPPGAGPGAPTTGAVP
>NDK35772.1 hypothetical protein GXP64_12910 [Rhodovulum sulfidophilum]SE1
MTGRRGFLAGTVSALWRLLVRIAALLVRRGRAAEAGDGQAEDLPPAHWLAAIRAAAPDKLDGTRLIADFAGRAPDPSAGE
CRAETGTGFVPPSFPARPVGVEKTATASRAATGSLRPVSPRPLAAPLAIVAPKIIAPEIVEPVTAGPGPIIPLPVGRRGG
LRPRVSVLSPGSRAAEAAGPQSREQSSEQRPEQRSERNGGSGISRPRRIPAVRVLSGSGLAAARSGAAEREPAPAGPGEA
PGEGGVQGWEGPHRPVSGAGQSEGKQDERGDSHGGGPKDDDQKDGQTRLRPELSVRPVAPVPLPDAAALHPAPATLPRVP
AGEVAFAGVAPASVRPPDVDLVPASGTGSPAGWPRRGSAPNPAPTGAGLSFVADAAGRFPTMDPVREAEPLPSFERRLDG
PEARRARFAREQGGELWTV
>NDK35773.1 phage tail protein [Rhodovulum sulfidophilum]SE1
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>NDK35774.1 phage tail sheath family protein [Rhodovulum sulfidophilum]SE1
MMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFADEDSSSTDLSNAAFGAFANGL
RRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYATKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARRG
TATEEGATPPPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAIDA
ERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKLD
VRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>NDK35775.1 hypothetical protein GXP64_12925 [Rhodovulum sulfidophilum]SE1
MQGAPLPSVRFGTASELRAALIGWIGATVPGCRVGAPDEETGDETGEDGLRAVLRLGDIASVSHGEGRDLVLARAIYRLD
LAADGIAEAEQALVDLIIEGAGHPAFAVEAVMRPDAPLPGLTIRACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>NDK35776.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSAGWIWQTCALM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPSAIFLVLLARDPLLALATAVSVVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLPEPADARPRGSEVRFEKVDFCYRPGQRVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFITRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWSHRARAAGWQIGG
>NDK35777.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVTELVSGTATPAIFVTC
AVAALVAVVLGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQTASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARIALPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAATAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MDEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>NDK35778.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MMRSLLNTACVAALAFGSLAFAATPLEARDRSAGGELDLGTIFVRGAKRPQEALSFPGAVAEVDASELQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGDGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDAEDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
PLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVIGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVTLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGGWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDETNSLGQGGYWLVDAGLAWDMGQDRVLDLYATNLTDETYASYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>NDK35779.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
AGAAFAPERHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMELIGWLRG
AGGMAAGLIAAVAGTVLCRRFGPRPVLLAAGGGIGTCCVGLALWAAAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRHLAGTCPASEIPLKNMEIAE
>NDK35780.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALATGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYGFLQERRLGEARRLLMEGKGSVTDIALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARHTG
>NDK35781.1 BLUF domain-containing protein [Rhodovulum sulfidophilum]SE1
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRKVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFGAAAAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAEAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRG
>NDK35782.1 isocitrate lyase [Rhodovulum sulfidophilum]SE1
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKALDAARAA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDDIASMVSEIRAAVPDAKLTYNNSPSLNWTLNLRKQVR
AQWLAEGTISEDSYPEGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>NDK35783.1 malate synthase A [Rhodovulum sulfidophilum]SE1
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEDTQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANMLDYRDGTLTHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHDDYVLPDRAEVVMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
AAWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAETLPDFITTPAYAVLNALD
>NDK35784.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]SE1
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIEADQRPASARLLMRLAEVYDLNVSELAPGVDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGDGFGAGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>NDK35785.1 metal ABC transporter permease [Rhodovulum sulfidophilum]SE1
MLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLYA
FDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYAS
FFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>NDK35786.1 metal ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSVLLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPADTLQLAIIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>NDK35787.1 manganese/iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMREFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>NDK35788.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MSLKMTRLMGMAATAGLMAGPALAEEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGEVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPGNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLSATTN
>NDK35789.1 transcriptional repressor [Rhodovulum sulfidophilum]SE1
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>NDK35790.1 5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase [Rhodovulum sulfidophilum]SE1
MTTEDTSSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELRAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFM
GMLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLDFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIE
HKPYLDQELMFHDIAATYRKAVQAFYEAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPAD
MVIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDW
IRAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>NDK35791.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MVGKLDESLLQDVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITADGDAVTALHIPSG
QLFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDSYDGFAEEGYRTVGTRVGEMNMRLIEMATQQVEQRVAGALL
RLIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPQRLGLIGEGR
>NDK35792.1 hypothetical protein GXP64_13010 [Rhodovulum sulfidophilum]SE1
MRHPVSLPLAAAPTARAASATPLDVKMPDRGNAGGMVSKPAFGEARQDDTIRVAPTGTAPDAPGIDGMLPAGRAAVVGAP
GRKVEPGVTGAGLSGTKGPPPVATGMVPPRIGGPAQHHRGRTAGLFGDLVAQVVQ
>NDK35793.1 NnrS family protein [Rhodovulum sulfidophilum]SE1
MSTIPRPALFSYGFRPFFLLAGLFAAAVIPLWLAVWSGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMALDLSFLLAVTAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHLEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLALWSVAPGLPGLSAAF
AGLAGLHLARLARWRGWRCGRAPILWILHVAYLFLPLGFAALALDALVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALIRALLPAQGLGGISGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRD
>NDK35794.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MLEISDLCVEVAGQPVLHDINLSLGEGELHVLLGPNGSGKSSLLATILGLPGYRITRGEISFDGAPLRDLSLQERAELGI
GMAFQRPPSMGGVSVSAFAAALGASDILESEAAALDLSDFVTRDMNVGFSGGEIKRWEILKLFLQDPRLMLFDEPESGVD
LEHVSAIGQAIRRITRSNDRKGRPRAGLVITHTGLILNYVEADRAHIMKGGRLLHSGEPEALFRHIQSHGYTVPAAA
>NDK35795.1 SufD family Fe-S cluster assembly protein [Rhodovulum sulfidophilum]SE1
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLHALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>NDK35796.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MRSVLFAALMIAAMVSRGDAQPVHPGMAPPERVPAVMVGDRVVNVAWHLGVVPEAMSVRGDLWAFRRTLANTSSMILGCP
GYIVMKDPDIVPRILRERGLERVLVERSDTFDRTRPHRDPMNLLPILEETGIAADPGGKITVIDFTAGLEAAIRQIGAVL
GREAQAEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEDETGQAFVRAHLPGGYADDFLLTPLGVQNAAGPLADQGL
NGFAALAGLDGLEALRPDVIVMTGESDAVQRQLAEALARHPDLASSVPALANHALISLPAYYDSAVVDYPLILGRWAAAF
TSLIEG
>NDK35797.1 heme utilization cystosolic carrier protein HutX [Rhodovulum sulfidophilum]SE1
MTPSPDTAAAIRADLAEHPGTTLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGDITLVMNTGDVILEA
KGPLPEGRVAQGFFNLHGRPIGGHIRAGACAQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARALIPAQLVAFD
ALRARLAQRQMA
>NDK35798.1 hypothetical protein GXP64_13040 [Rhodovulum sulfidophilum]SE1
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCKTRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>NDK35799.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]SE1
MENWDNGFNGADLVINGKDVVVDAKQATVAADYGSVYGAPGHGPRTVTISGGATLNATNPNHTVLAIGWSRGEQESTVTV
TGEGSTLHTDNWSNIGNKAGTNGVLYVKDGGAFLADGHIALGFGEEASGRIDVDSGNLETGDGIQLQLGYAKDSKGKVIL
KNGSTATLNGMIVVAKGVDSTGRIEVDDSSLTAGAQLYLAYGKGTRGEFSLKNGSTATLDGQIIVGVEVDSTGLIEVDDS
RLTASEGAELQLAYAVDSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETDDSNATFTVDGEG
STYISNGEFDLGYASGAIGKLVVGNKAEATFNDDLLVGLMGNGVIEVNTGGKVTANTDVHIGGTEGERKGGKGSLIIDGA
GSSFTVNDNGLFIGFSTAGTESTPSGSVTVSNGGTLTLKAEAPEPRGNQTQMPEARESTGDLTLGYGEGTYGVLAVRDNG
SRVAVGGDLYAGYSGIGDIEVSGGASLAVDGAAYLGHGEGSSGVMTVADADVTLNGKTYIGYGGQGKMSIKGGGKVTAQD
DVSLGHDTGSATETGTIMVNGIGSELDMSDSLLAVGYDSAGDATDGLNGGSVTIFGGASATVGELSVGHEAGGGGTVGVA
SSGQDGKNDTVASRLTVRDDATVGRGGKGVLIAQLGASVDIGGGLAIGVNDGSNGTMRVSRGATVSVGTEDGEGNYDGTI
SVAQNSGSTGTLIIGGDRTAGGDYERSEAGRVNAGTLAFGDGTGSLVFSVTDTDYTFGLDVTGGGAIEAYNGTVSLTGDY
SEYDGDTNIHGGTLSVDTGTFTHSAIKVMDGATLAGSGTVSDVTLQDGSTVAPGGKGISTLTVSGGDLSFADGASYAVTV
SSDGSSDLLAVKSTQEDEAPGIAAKNIGGAGGSVTTGGTVTLGGSSSLSVSRLASDTAGDFKVNTWYTILTADQGITGEF
SEVSDDFAYLDTTVDYDDDTKVLLALTRNNTDFEDVVGSSNTNARNAARAVGSMDEDNPLYKKVLFLEEGDVDRTYQALS
GETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNATSYGAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGM
ESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYSARSFGQMALRMGASYSWDDVSADRTVTV
GGVRQDLEADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGITTVGLRFGRDL
EGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGGDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGYEGALSENSQS
HGLQATYSIRF
>NDK35800.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]SE1
MAIGWTAGDTESIMTVTGEGSKLHTSALGSQAEGAGWTTIAYNDGTTGVLYIQDGGTFEAEADIAVGHGVNSTARIDVDA
GFLETKGNAQLRVAHERGSRGEVNLSNGSTATLSSTILVGEGDGSIGLIEVDDSSLTVGSDAYLFLAQGEDSSGTVTLKN
GSIATLDSIVVMGRNSDTTAEFNILSGSEATSNDGVVVGEAGDSNATFTVDGEGSTYISNGRFDLGLGSGATGKLVVGNR
AEATFNDDLRVGLMGDGVVEVRTGGKVTANTDVHIGGTEGTFSGGQGRLIIDGAGSSFTVNDKGLFIGFSTPGAYGADSG
SVIVSNGGTLTLKAEAPEPQGNQTQMPEPRESTGDLTLGYGEGTYGVLAVRDNGSRVAVGGDLYAGYSGTGDIKVSDGAS
LAVDGTAYLGHGEGSIGRILVNGVGSELDMSDSPLAVGYDSAGDATDGLNGGAVTIFGGASATVGELSVGHEAGGGGTVG
VASSGQDGKNDTVASRLTVRDDATVGRGGKGVLIAQLGASVDIGGGLAIGVNDGSNGTMRVSRGATVSVGTEDGEGNYDG
TISVAQNSGSTGTLIIGGDRTAGGDYERSEAGRVNAGTLAFGDGTGSLVFSVTDTDYTFGLDVTGGGAIEAYNGTVSLTG
DYSEYDGDTNIHGGTLSVDTGTFTHSAIKVMDGATLAGSGTVSDVTLQDGSTVAPGGKGISTLTVSGGDLSFADGASYAV
TVSSDGSSDLLAVKSTQEDEAPGIAAKNIGGAGGSVTTGGTVTLGGSSSLSVSRLASDTAGDFKVNTWYTILTADQGITG
EFSEVSDDFAYLDTTVDYDDDTKVLLALTRNNTDFEDVVGSSNTNARNAARAVGSMDEDNPLYKKVLFLEEGDVDRTYQA
LSGETHAGMAGALVQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNATSYGAEAGSFFRDPEVWGQAYGSWSKLDGSDGAS
GMESTTGGVVIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYSARSFGQMALRMGASYSWDDVSADRTV
TVGGVRQDLEADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGITTVGLRFGR
DLEGLGAGMSNLHGAVAWQHVTGDLNAESTMRFASGGDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGYEGALSENS
QSHGLQATYSIRF
>NDK35801.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]SE1
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEVLDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLD
>NDK35802.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]SE1
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRTDGSTVEETGDLALDTVGPVTPLSVSTPDND
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>NDK35803.1 alpha-ketoglutarate-dependent dioxygenase AlkB [Rhodovulum sulfidophilum]SE1
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIAAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMRGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>NDK35804.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]SE1
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>NDK35805.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]SE1
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>NDK35806.1 JAB domain-containing protein [Rhodovulum sulfidophilum]SE1
MPRPTPPPSPEEPALPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARL
LLDRFRDFNGVLSAPVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLF
LDRKNVLIADEEQASGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLI
VGKARDLSFRSEGYL
>NDK35807.1 cell envelope biogenesis protein OmpA [Rhodovulum sulfidophilum]SE1
MRFLTGAVLFCAALFLSSARPASAEEVTLVPREDGAVEIGGRLLGFDGEVYRLETIYGPLAVNAAGVTCAGAACPGPGAQ
VTRIALSGSPALADRLMPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVM
ADREILPEEIDRAREAGLGDLSEPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSGPDEPEAPVTV
HLPGHAGQGLRQLPAARVLGGRRPVTSARRHGRAAAVATAVAADPTGFGLARVSALGDAVQVPLADGCGTRLLASHQSVK
TGDYPYVAPLSLYLGRPRLPRLARDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAIAEARPGNGLRELKRL
VATLGGAVRLSETFRRGPRGPDARWRANVAALAEALEAGHFDGRRLILVGFSEGSGGSEASAARARREAEAVRDAIRAAA
TAADFDLVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRPSGDWARRLNRRVEVWLR
>NDK35808.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]SE1
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTAEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVDWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLAAAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLV
>NDK35809.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SE1
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>NDK35810.1 bifunctional glutamate N-acetyltransferase/amino-acid acetyltransferase ArgJ [Rhodovulum sulfidophilum]SE1
MAKDKKKKKVETEEPGKKKKKKARIKSLKREVKRMRSQIVALSEKVPAKTPVISPLAPTAGFPALPVIEGAEFAAAEAGV
RYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVLDCEAKLAATPDPEAGAAIVANSGNSNAFTGASGAEAVKAISAGLAE
AAGVPEARVFTASTGVIGEPLPHERITAVLGDLTERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSG
MIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDETFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALR
GVMLDLAQQVVKDGEGATKFVEVAVTGAASPADARKVAMAIANSPLVKTAAAGEDPNWGRIVMAIGKSGAKADRDLISIR
FGDILVAEKGWVAESYAEEVGAAYMKREELAIRVDLGLGKGSSTVWTCDFTKRYIEINADYRS
>NDK35811.1 8-oxo-dGTP diphosphatase MutT [Rhodovulum sulfidophilum]SE1
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>NDK35812.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]SE1
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADEARQREEHERQREAERQRRRDEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGLMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>NDK35813.1 RNA-binding protein [Rhodovulum sulfidophilum]SE1
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDPLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKTKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>NDK35814.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]SE1
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>NDK35815.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]SE1
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETAELIDGRRRFKGMLQGVEEDEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>NDK35816.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPEAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLAAGH
ALRLLPLFNPLTADALRAEIAATGLGIVEDWRPEGGRVPVLFLIAQKPG
>NDK35817.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]SE1
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFTAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>NDK35818.1 bifunctional 2-polyprenyl-6-hydroxyphenol methylase/3-demethylubiquinol 3-O-methyltransferase UbiG [Rhodovulum sulfidophilum]SE1
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>NDK35819.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>NDK35820.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]SE1
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>NDK35821.1 glutaredoxin 3 [Rhodovulum sulfidophilum]SE1
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>NDK35822.1 ComF family protein [Rhodovulum sulfidophilum]SE1
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGPRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAASAAEVRVLVLARVAKAD
>NDK35823.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALALHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>NDK35824.1 ferrochelatase [Rhodovulum sulfidophilum]SE1
MFDSKEGGASSATSGLTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQ
LVVLTKRPFASGENYRTIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKIL
FFPLYPQYSGTTSATACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLT
EGDPYHCHCLKTTRLLKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINE
EICESFEEAGGEKFTYIPCLNDDDAHIRALSEIVKVNLRGWAD
>NDK35825.1 hypothetical protein GXP64_13185 [Rhodovulum sulfidophilum]SE1
MKKLALAAAFAATASTAFAGGYAEPMIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>NDK35826.1 L,D-transpeptidase [Rhodovulum sulfidophilum]SE1
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>NDK35827.1 CAP domain-containing protein [Rhodovulum sulfidophilum]SE1
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDTAVPDA
>NDK35828.1 L,D-transpeptidase family protein [Rhodovulum sulfidophilum]SE1
MIDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRY
HIDRRNPDSRYHLSVGISYPNEADIETAKALGMKPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVI
DIFP
>NDK35829.1 class I SAM-dependent RNA methyltransferase [Rhodovulum sulfidophilum]SE1
MSHLVERLSLRGEGVTGDGLTVALALPGEEVEGVPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLAGRRTKKGALVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQALGRAHVVPPAGAFLQ
ATEAGQAALTDAVGTALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>NDK35830.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDISRVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>NDK35831.1 CCA tRNA nucleotidyltransferase [Rhodovulum sulfidophilum]SE1
MTRVSGDPFFADHTQAVCALLTDAGYRALFVGGCVRNALLGAAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACATNSAGIETLSRERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHLEAALGLAPDPIRRLAALGGEDVAGRLRLSKAEARRLGRLVEGAAAGEGPAVLAYRAGPEVARDAVLLRSA
SLGADLPEGLGAEIARGAQAGFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>NDK35832.1 CoA pyrophosphatase [Rhodovulum sulfidophilum]SE1
MPSDPFDALTAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDASRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAGDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>NDK35833.1 Hsp33 family molecular chaperone HslO [Rhodovulum sulfidophilum]SE1
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>NDK35834.1 NUDIX hydrolase [Rhodovulum sulfidophilum]SE1
MIRRYGEAAQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDPGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDLALGRLGNAGDRAMLHRWLGQIR
>NDK35835.1 fused response regulator/phosphatase [Rhodovulum sulfidophilum]SE1
MVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEFCRAFRALPRESYGYFILLTSKS
ETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELRTLYDALDRDLAEARKLQQSLVP
ERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLAGLLGSRSPDQNIALEPAPGGQY
RARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGSLDCLGDGGLPLGLIPGAGFEGC
EVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTFFAGRDEFPDDVSAVLFEFG
>NDK35836.1 Hpt domain-containing protein [Rhodovulum sulfidophilum]SE1
MIDWTRVDELRCEVGEDAFEEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>NDK35837.1 threonine ammonia-lyase IlvA [Rhodovulum sulfidophilum]SE1
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAADEPPVFVCASAGN
HAQGVAFACRHFGLRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>NDK35838.1 argininosuccinate synthase [Rhodovulum sulfidophilum]SE1
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEYIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>NDK35839.1 peptide-methionine (S)-S-oxide reductase MsrA [Rhodovulum sulfidophilum]SE1
MAMSLKTIKPVLLICALVLGYMAEGAKARAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEEPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGETYTTAIFVSDPAERRVAEQAKADAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDEKVRALWGDAAPFAGS
>NDK35840.1 NADP-dependent malic enzyme [Rhodovulum sulfidophilum]SE1
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>NDK35841.1 hypothetical protein GXP64_13265 [Rhodovulum sulfidophilum]SE1
MRSQRDDEFGAGMLLNRKPLVLRDKPQVARGNKRALFLIDGYPDVVVKVVLPREGGTNMAGSKRLLRRFLPSTNYRFLFR
EYKCYLAAKLAQAGQSGALPIIELRGLVQTDLGPGMIEELIKDGQGNPGTSLRQMVQRNEFQEHHLELLNDFVRRIFAWR
VRANDLNPSNILFGQRAGISQFVLVDGLGDSHLIPLRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>NDK35842.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]SE1
MMAQYLEIKSANPGALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRTLVGDTGLCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQAGDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETGISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKTAVLNHAGPAGQAAAALAEIDLATGL
SDLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPATSAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSQSAPAGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>NDK35843.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]SE1
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETRAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>NDK35844.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]SE1
MLEEMNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDG
LLEVRDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHV
ENRLFHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDALARTMVEAGLAVWENEGHDQARLIVRGR
ANLLSDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIG
PTRLNYGRIVPIVDYTAQLVGKLIADRGKG
>NDK35845.1 ribonuclease PH [Rhodovulum sulfidophilum]SE1
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRAQMNALLDLAEKGVAELVAAQKAAIGA
>NDK35846.1 RdgB/HAM1 family non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]SE1
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALGGAPGVYTADWAETGSGRDFPMAMEKVWTRLEKANAPEPRNAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFDR
>NDK35847.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]SE1
MTAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQEAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILETARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNEADLRRLGRTHSVAEARAAFDIAGSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCEAAGM
PAYEVSNHARSGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVERESTGDLSRSTVASADQGA
EYLMMGLRLAQGLSLRRYERIANSQIDSSKIRELSDLGLIETEADHLRATAAGRAVLNAVIRALLPD
>NDK35848.1 ParB/RepB/Spo0J family partition protein [Rhodovulum sulfidophilum]SE1
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGSGGED
>NDK35849.1 ParA family protein [Rhodovulum sulfidophilum]SE1
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>NDK35850.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]SE1
MTISAGEFSDVSRETSERLARYAALLRKWNPAINLVSRTTLDELETRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIISEEYAPDLQVTLIESDQRKATFLRTVARELGLRRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLASGGV
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>NDK35851.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis enzyme MnmG [Rhodovulum sulfidophilum]SE1
MFHVKHRAFDVIVVGGGHAGAEAAHAAARLGARTGLVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGLAADRAG
IQFRLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQRGGRVSGVVLADGSELSAGAVVLTTGTF
LRGVIHIGDRQSPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHVAARQ
VACGITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEE
VQEAYVRSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAALDVAGQG
PVIFSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPLGLEIGCVGERRRTSFEAKMERLSVGRAR
LEAMSVTPKQVAAVGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDPELEEVDRESRVQLARDALYANYIARQTLDVEAMR
RDEAQRIPSGFDYEKLEGLSSELKGKLSRVKPETLGQAARIDGMTPAAATLILARLRQMERQSA
>NDK35852.1 tRNA uridine-5-carboxymethylaminomethyl(34) synthesis GTPase MnmE [Rhodovulum sulfidophilum]SE1
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPAPRQAGLRRLTDADGVPLDEALVLCFAKGASFTGEDVVELQC
HGSPATVSALLSALGRIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALWVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRSEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLDGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDAGQTQGLMPWPEDIVLRG
KADLADGPGHGVSGLTGEGVADLVAQISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVETLLDEIFSRFCLGK
>NDK35853.1 transcription termination factor Rho [Rhodovulum sulfidophilum]SE1
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRLHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>NDK35854.1 CopD family protein [Rhodovulum sulfidophilum]SE1
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>NDK35855.1 septum formation protein Maf [Rhodovulum sulfidophilum]SE1
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARSQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>NDK35856.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]SE1
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>NDK35857.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]SE1
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHRDAPLLVLDIPLLFETGADKWLDAVLVVTATPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>NDK35858.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]SE1
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTETEAWRPRPRPTPLSSRLTEEEAAAHRAFVETMGDDAL
WKSFD
>NDK35859.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]SE1
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>NDK35860.1 FxsA family protein [Rhodovulum sulfidophilum]SE1
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>NDK35861.1 Tim44 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>NDK35862.1 elongation factor P [Rhodovulum sulfidophilum]SE1
MALGAPPGGIGHPRCLSFHWNFAPISARGVVRSGGYTAPRYSTRKPPVKVIASSLRKGNVVEKDGQLYVVLKAENFHPGK
GTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEGFHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVF
LQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVRVMVPPHIDVGTRIVINTADNTYVERSKD
>NDK35863.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]SE1
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTARMLQLACEAAGTRHLGHAGQHCDPFA
PVERVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>NDK35864.1 murein transglycosylase [Rhodovulum sulfidophilum]SE1
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQIQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
SLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRRPLHRLMVAQDTGSAIKGPQRADIFYGTGPGAGRLAGA
VRDPGRMIVLLPIELALALLPGG
>NDK35865.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]SE1
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPSEKTLPEKTPPAPVPVAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRSR
>NDK35866.1 ATP-dependent protease ATPase subunit HslU [Rhodovulum sulfidophilum]SE1
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVAVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>NDK35867.1 ATP-dependent protease subunit HslV [Rhodovulum sulfidophilum]SE1
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVTAIGSGGNYALAAARGLIENTELSAEDI
ARKAMAIAADICVYTNGNLTVESITR
>NDK35868.1 thioredoxin [Rhodovulum sulfidophilum]SE1
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>NDK35869.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]SE1
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWALLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLTRLKS
ALAGGGKTDQAAAAKLGALNLGSADRALLLGLEDILLTGSAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRTLFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRYADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPDTALPDWALRDAPRPERPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAADPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDTAILWTRTGALMTIPRELGHAALARAG
LA
>NDK35870.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]SE1
MFEDPAPRLFGLPPGADFPRELLIGLEQRLSGALPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVETLLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTGWAEGHEDGREAWAAWLAEALDGTDRAGT
EPLSAHVARHRQLAYILAAGPETEGSGALWLEEAGLQARAALDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDMAQALDRPATPLPAVRRPSPRPPLDRRPEQLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGQPLDPDPERAQADLMAIADKVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAKADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAAPVDHVTYIGLGHPPKTVTNWLDDDLVARSWAELGRLMDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>NDK35871.1 nucleotidyltransferase family protein [Rhodovulum sulfidophilum]SE1
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALAPDAGIRRIAVNAHYRADQLAAHLADRPGLTVLRETE
ALLDTGGGLHNALPVLGEGPVFTLNSDAVWTGPNPLCTLANAWDPAQMDGLLLLIPPERATGHSGKGDFLIAPDGRLTRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLSKGRLCGILHCGGWCDVGHPGGIAEAEALLAGQGDV
>NDK35872.1 phosphotransferase [Rhodovulum sulfidophilum]SE1
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPEGLAPYGPAEMAELGCLPFRWYLPGQGLAAPEE
EIAAVRAGLETLLAEAAPPSVLILRDYHAENLLWLPERNGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGDRM
RARYVAATGSEAAAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMTDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>NDK35873.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex ATPase subunit type 1 TsaE [Rhodovulum sulfidophilum]SE1
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETALCLIEWPDRLGDLAPAGALRLTLAPGESETLRHASFVSDRADWAGRLSPIL
TEIQTGTAPDA
>NDK35874.1 PAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MDIDWGFALVLSGISLTSAVAAVFVLPFLPRRARNAAAETQGDMVLLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDDGQIVWPLPVLFSQDQGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTEASDTPAVSRASSG
>NDK35875.1 ActS/PrrB/RegB family redox-sensitive histidine kinase [Rhodovulum sulfidophilum]SE1
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>NDK35876.1 SCO family protein [Rhodovulum sulfidophilum]SE1
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTLTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDRARTRP
>NDK35877.1 ActR/PrrA/RegA family redox response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDSKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPDNPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>NDK35878.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MADIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGVDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>NDK35879.1 HD family hydrolase [Rhodovulum sulfidophilum]SE1
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPNYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRAAYTARHAALMARL
>NDK35880.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]SE1
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>NDK35881.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]SE1
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
EVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGLEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDPNGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDTEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>NDK35882.1 DUF2853 family protein [Rhodovulum sulfidophilum]SE1
MGKRDALIEKYAQDLRTKCGLEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEHIYG
>NDK35883.1 EVE domain-containing protein [Rhodovulum sulfidophilum]SE1
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WECVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>NDK35884.1 YciI family protein [Rhodovulum sulfidophilum]SE1
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVADKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>NDK35885.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SE1
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRNSNENPRLPGVALPENLSVTSEIAEIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNAWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>NDK35886.1 tRNA (adenosine(37)-N6)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]SE1
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPETFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKAARALSACPEATALAVAGGVAANRAIRAALEDLARASGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>NDK35887.1 uroporphyrinogen-III synthase [Rhodovulum sulfidophilum]SE1
MTQHPPLLLLTRPKVQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEILIEAERPDAPAMMDGLAAVMGAVGVP
>NDK35888.1 hypothetical protein GXP64_13505 [Rhodovulum sulfidophilum]SE1
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPLRDETPSEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARAALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>NDK35889.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]SE1
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKGRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQERIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGQCSGFDTLAWKPTAAGPAGLGGASDMLPLLVGGGFQKSAE
>NDK35890.1 transposase [Rhodovulum sulfidophilum]SE1
MLARTDLPRCPKAIGEEHASRNRFATTPSSVRMSFSFDMPPKSSASRRHGASKRRVRRRILLGIDAETLKIRAVEVTSGN
VGDAPMLPDLLVQSPQEEEIATVTADGAYDTRACHDAIAARGTAAIIPPRRNARPWKPDTQRNPAGVKTAGPDSPAEPER
LPPPEQCGNEDELREAARPAADVRDLQPPGGGPESLHGTRHPGDGGRRIQDNCVRG
>NDK35891.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]SE1
MQNSAPPHDLRSSAGRFMAEAGVPIEEIAECLGHTNPNITRSTYARSSPEHLRHAEGSLEFGKPKPVQRPKAEFLNAMRS
PWGARCAKPARMGKYGYGVGTVAALCLRGFAQPCACVRF
>NDK35892.1 DNA gyrase inhibitor YacG [Rhodovulum sulfidophilum]SE1
MTCPVCKKPTDPPYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>NDK35893.1 ribonuclease G [Rhodovulum sulfidophilum]SE1
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHALAWRDWPGPDELDDSAGCFAARGVLEAIDALAGPEALSGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>NDK35894.1 septum formation inhibitor Maf [Rhodovulum sulfidophilum]SE1
MRLILGSQSPRRKQLLAQIGVIPDDVRPADIDETPHRGELPRPYCIRLAAEKARTVVAAGDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>NDK35895.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]SE1
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>NDK35896.1 carbon-nitrogen hydrolase family protein [Rhodovulum sulfidophilum]SE1
MKIAAAAYPIDRLDSWAGYEAKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LAREHGVHILGASTPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPTLGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVYAEIDRAEIARVRAAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>NDK35897.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFAGSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGLRLGRRYSAFCSVIRPEGHPRRPEGYRSLDGFWRK
RGYAPLPGVVAEFDWKDIDDDTPTRHRLQFWIREL
>NDK35898.1 isopropylmalate/homocitrate/citramalate synthase [Rhodovulum sulfidophilum]SE1
MTRDVTRDTIARYFAAFNAGDTAAMLAELTEDVEHHVNEGRIRRGKALFSEFCAHMSRCYRETLTELVIFTGDEGDRAAA
EFVVNGTYLETDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>NDK35899.1 low molecular weight phosphatase family protein [Rhodovulum sulfidophilum]SE1
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGETRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>NDK35900.1 UPF0262 family protein [Rhodovulum sulfidophilum]SE1
MMTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAE
FHLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHG
G
>NDK35901.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]SE1
MPVFLDTTSADFEAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>NDK35902.1 DUF2948 family protein [Rhodovulum sulfidophilum]SE1
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAVLPATEMRWDRPRRRFAALVNRFRWEDRDAAERRGRSFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>NDK35903.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]SE1
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGISRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>NDK35904.1 hypothetical protein GXP64_13595 [Rhodovulum sulfidophilum]SE1
MQLLGGGLAGQLREAYEARLRASNDADRIAAEIRIAELQERQANRALGGRLTAWVQAAWAAPFIIYNAKLLVWDKVLGLD
ATDTLSADLLDLQLRIVTFYFGGAAAIGVVRALRR
>NDK35905.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SE1
MTDPASPRSTPGKSRRRTGGTRSPAVLRRGDQGAEVKRLQQALGLPSDGVFGPATDSALRRFQAERGLTVDGMAGANTWD
ALQSAGTARPAIQKTPGDALVERGVDWLAKGGAGAAATAGLGKAAEKVPDGAVAVASYGAVVIALVVAAVLILGWARRRG
LV
>NDK35906.1 N-acetylmuramidase family protein [Rhodovulum sulfidophilum]SE1
MSYPWHGRAAAMSGNAWARAASDIGCKEAAIRAVWEVEAAGSGFRSDGSLQRRFEPHCFPAQHWGQIGFAPGGLVPWRAS
LKVASAERERMFAVAYQIAPEAALDATSWGGPQILGSNAEACGYASALEMVRDMTQGEDRHLAAFVLLIRSWGLDSALRA
RDWKRFATRYNGPGQPEVYARKIEAAYRRHPVPGRPSTR
>NDK35907.1 hypothetical protein GXP64_13610, partial [Rhodovulum sulfidophilum]SE1
TAALDRETARLAEEIRALEARSQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>NDK35908.1 hypothetical protein GXP64_13615 [Rhodovulum sulfidophilum]SE1
MNTRDDRPERLVRIGAILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDNDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>NDK35909.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]SE1
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLDGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSNHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNQMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVEAGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>NDK35910.1 flagellar biosynthetic protein FliR [Rhodovulum sulfidophilum]SE1
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLILRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>NDK35911.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]SE1
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDRLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGQRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>NDK35912.1 hypothetical protein GXP64_13635 [Rhodovulum sulfidophilum]SE1
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETDAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPPAPAEPVRPDAPSAVDI
AAQSPSPSPEPPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLQPAI
DLPTQPDPGPAETVSNAQDALPDSGQRAEDSGQTETQIAEDHTPSHWRNMRVETSMDRGFDILSDDSTLAADGTRCLSDD
NFDVIGWGGDRAPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDARADRKIDEVLASGGSGTADALALRVETGLSRGQAPSEDSLALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLGELARRGSDEEFMREVYLGALTLPDLSADSTARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGSAGEAQQYIAGIDTPEANSLRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGVESLGDPNQRAFVQTRRDREPADLTIEPSLAVARDALGTSEIMRERLRALLDRPSTQP
>NDK35913.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]SE1
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>NDK35914.1 hypothetical protein GXP64_13645 [Rhodovulum sulfidophilum]SE1
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>NDK35915.1 hypothetical protein GXP64_13650 [Rhodovulum sulfidophilum]SE1
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPTAQPPTATADGEPMVLFRRTAREAAE
>NDK35916.1 flagellar basal body protein FliL [Rhodovulum sulfidophilum]SE1
MAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGQAADSGPLDVAFVPIEKMIISLGP
ESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDLLITEF
VLN
>NDK35917.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]SE1
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGESDRSSQHKESETQEVVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGSETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>NDK35918.1 flagellar biosynthesis protein [Rhodovulum sulfidophilum]SE1
MSRLFLEDFSDHEAGPRIDPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARTRIGADFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARWGLAPKVVEIAREMAEAEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>NDK35919.1 FliM/FliN family flagellar motor switch protein [Rhodovulum sulfidophilum]SE1
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>NDK35920.1 flagellar type III secretion system pore protein FliP [Rhodovulum sulfidophilum]SE1
MSLRLVPAVLFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIGEAVPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>NDK35921.1 S-(hydroxymethyl)glutathione dehydrogenase/class III alcohol dehydrogenase [Rhodovulum sulfidophilum]SE1
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVEGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>NDK35922.1 S49 family peptidase [Rhodovulum sulfidophilum]SE1
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRERRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>NDK35923.1 calcium/sodium antiporter [Rhodovulum sulfidophilum]SE1
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLSWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>NDK35924.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MVTGAAQRLGRAMALHLAGRGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVL
VNNASIFEYDTIRTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLA
KMGLWALTRTAAQALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDG
GQHLGWRTPDVLGVE
>NDK35925.1 excinuclease ABC subunit UvrC [Rhodovulum sulfidophilum]SE1
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTGKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRVEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>NDK35926.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]SE1
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIAASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAVIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>NDK35927.1 molybdopterin converting factor subunit 1 [Rhodovulum sulfidophilum]SE1
MIDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFNAPLAGVREVAFFPPMT
GG
>NDK35928.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]SE1
MRIRVQAAPFDFGAECAAFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGVAWVAARDADEDALARWSDS
>NDK35929.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]SE1
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIVTEMAWHGLFSRHLLRRPELDQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPDAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASATSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>NDK35930.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>NDK35931.1 histidine kinase [Rhodovulum sulfidophilum]SE1
MPGTEPVRDSKRRADDAAGPGDAPCGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLVAQIVLISGVLYFNPARDSLLS
LRESGMVAETNLVADMFEAQIRRDDPLDPLAGDSLDVDAMLNGLELAQEAEVFVFDTAGNLVGHARGLVRTDWPVEEYEG
DSWITVITDALYRAWLGGMSIFGREERSNAEGDPQRRLTDQVAITLTDGLQVATGIDSSGHTTFSVTAQILRDRQAVGVV
AMVSASGEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDE
IGRLSGALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRVARREDQRAKLLDVIEHDVRRLDRLVSDISNA
SRLDSELVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRV
WARKRDNRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQL
GARFVVGLPI
>NDK35932.1 serine kinase [Rhodovulum sulfidophilum]SE1
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMAHGAELVADDRTILTRTGSGLLASAPEAIRGLIEARRVGLL
RAEAVASAPVVLAVDLDTSETERLPPARVTEILGESLPLLRRVDRPYFAAAILQYLTAGPSD
>NDK35933.1 RNase adapter RapZ [Rhodovulum sulfidophilum]SE1
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALGVLEDLGFEAIDNLPLSLIPRLLDGPVPGPSLALGVDIRTRDFSARALA
DLILGLSAAPGFEADVLYLDCRPDVLLRRFSETRRRHPMAPAESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWEPSLRALDGRDPAVAAHIAADPRYAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>NDK35934.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]SE1
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>NDK35935.1 HPr family phosphocarrier protein [Rhodovulum sulfidophilum]SE1
MPPPRRWRPGANISTVSTQAACEDPLTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLL
MLAASKGTAIEVSTHGPEALKLADALERLVATRFGEDM
>NDK35936.1 acyltransferase [Rhodovulum sulfidophilum]SE1
MHGQSAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIPVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVAEVAEFMIPVPFPHAEDARERSLEMRRAAMEHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPAVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>NDK35937.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]SE1
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALGRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EATYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>NDK35938.1 hypothetical protein GXP64_13765 [Rhodovulum sulfidophilum]SE1
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVSGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRELHAI
>NDK35939.1 electron transfer flavoprotein subunit alpha/FixB family protein [Rhodovulum sulfidophilum]SE1
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAARIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>NDK35940.1 electron transfer flavoprotein subunit beta/FixA family protein [Rhodovulum sulfidophilum]SE1
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVQKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>NDK35941.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MTGKSVLITGCASGIGHDAAHALKARGWRVFATCRQAADCDRLAAEGLESLPLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPTMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADHYRNSLLKRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>NDK35942.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]SE1
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWTQPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEMELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAQGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>NDK35943.1 elongation factor Tu [Rhodovulum sulfidophilum]SE1
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>NDK35944.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDAIDQRILRELRRDGRISNVALAERISLSPSACLRRVQELERTGVILGYRVVTSPERMGRGFAAYVMVGLSSHTKAARE
GFERAMAAAPEVVERHNIAGAFEYLLRVESADLSEYKRFHTEVLGTQSHVNAITSCIVMETPKDERAT
>NDK35945.1 LysE family translocator [Rhodovulum sulfidophilum]SE1
MNFAILSALLGFAFVTTVTTVTTVTTVTPGPNNLMLMASGANFGFRRTLPHMMGIVGGMSVMALLVGAGLMALFDAVPVL
NLVLKVISAGYLLWLAFRIATDAPLEERGADSRPMTFLQAATFQRLNPKAWAMCLSAITLYAPDRSLLSVAIVAAAFTLV
CFPAISVWAWLGTVVRQWLSNATRLRVFNITMAALLVASLYPVLGLGA
>NDK35946.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]SE1
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>NDK35947.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]SE1
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>NDK35948.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]SE1
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNATDVEGAMQIILGSARSMGIEVKG
>NDK35949.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]SE1
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADEAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>NDK35950.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]SE1
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGAMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>NDK35951.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]SE1
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>NDK35952.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]SE1
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPAPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKDE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNSQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>NDK35953.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]SE1
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRIRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>NDK35954.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]SE1
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>NDK35955.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]SE1
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>NDK35956.1 elongation factor G [Rhodovulum sulfidophilum]SE1
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMRKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>NDK35957.1 elongation factor Tu [Rhodovulum sulfidophilum]SE1
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>NDK35958.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]SE1
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>NDK35959.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]SE1
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>NDK35960.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]SE1
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>NDK35961.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]SE1
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>NDK35962.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]SE1
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGTVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>NDK35963.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]SE1
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>NDK35964.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]SE1
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALSDLTFSKKRIADDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>NDK35965.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]SE1
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>NDK35966.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]SE1
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>NDK35967.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]SE1
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>NDK35968.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]SE1
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNAFKVGDRVRIQECAPKSKTKRWEVVQA
>NDK35969.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]SE1
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>NDK35970.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]SE1
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRMPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>NDK35971.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]SE1
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>NDK35972.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]SE1
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>NDK35973.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]SE1
MNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRVST
PGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>NDK35974.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]SE1
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTISVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
EGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>NDK35975.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]SE1
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>NDK35976.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]SE1
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>NDK35977.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]SE1
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>NDK35978.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]SE1
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>NDK35979.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]SE1
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>NDK35980.1 adenylate kinase [Rhodovulum sulfidophilum]SE1
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDDALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>NDK35981.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]SE1
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>NDK35982.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]SE1
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>NDK35983.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]SE1
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIETDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>NDK35984.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]SE1
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>NDK35985.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MFEKSIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPITSRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>NDK35986.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]SE1
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVSETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>NDK35987.1 PDZ domain-containing protein [Rhodovulum sulfidophilum]SE1
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGARDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGAQRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>NDK35988.1 replication-associated recombination protein A [Rhodovulum sulfidophilum]SE1
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>NDK35989.1 fluoride efflux transporter CrcB [Rhodovulum sulfidophilum]SE1
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTIFVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>NDK35990.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]SE1
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>NDK35991.1 HAD-IA family hydrolase [Rhodovulum sulfidophilum]SE1
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALEALTPDAPTERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHGLGGHFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPRAVLALVGETA
>NDK35992.1 ATPase [Rhodovulum sulfidophilum]SE1
MSEWALKRFWTEAGVAPAEVGFAVLLDGRPVKTPAKRSLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARRFLDLARASL
>NDK35993.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>NDK35994.1 ABC transporter permease subunit [Rhodovulum sulfidophilum]SE1
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVAIGVLRLSRNWLVARLMTVYVELFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>NDK35995.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSDAPSHDTAFVRDAMLPPAPAPASSAGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGVPRKVLYLSVAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>NDK35996.1 amino acid ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSDPVIDPSRPTVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>NDK35997.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>NDK35998.1 2Fe-2S iron-sulfur cluster binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTDKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>NDK35999.1 histidine phosphatase family protein [Rhodovulum sulfidophilum]SE1
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLGDWTEVDFGTGRLVDF
ITPKQLDG
>NDK36000.1 acetylglutamate kinase [Rhodovulum sulfidophilum]SE1
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>NDK36001.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>NDK36002.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]SE1
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIATLRATVEGIA
>NDK36003.1 MOSC domain-containing protein [Rhodovulum sulfidophilum]SE1
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGNGWAPCANFSRGAKAPQLMAIAARLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLAPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>NDK36004.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]SE1
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGEAVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>NDK36005.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]SE1
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGEPPEG
>NDK36006.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]SE1
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALALWRILRCNPWGGCGYDPVPPKPDPKR
>NDK36007.1 ribonuclease P protein component [Rhodovulum sulfidophilum]SE1
MMPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEDGIRIGFTCSKKVGNAVAR
NRAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>NDK36008.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]SE1
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>NDK36009.1 TVP38/TMEM64 family protein [Rhodovulum sulfidophilum]SE1
MVSGTTDMSRTRQQRPRWRGLARYLLLAAIAAVALIGALTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIV
AFSLPGATVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAAFRDGLRENEIPVLFLIR
LVPAVPFFVANLLPAMVGVRARRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALP
IAIRVARRKG
>NDK36010.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MASMKTDLCIIGGGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAGGRAQTMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVAVIEAKRALGREDPEAAALVLDRLRAEGVEIFEHAEVRRVTGRAG
AITVETADGLLKGSHLLVAAGRQPALERLDLPAAGVEADAAGVRVDSGLRSTNRRVYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHVPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVTGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVRAIQRLLP
>NDK36011.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]SE1
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVHAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>NDK36012.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]SE1
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAATRPLRLPPGTLGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLETDPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKVKQPAFVPWTAR
LPAYAKCYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATPAAQVATFPKKS
>NDK36013.1 hypothetical protein GXP64_14155 [Rhodovulum sulfidophilum]SE1
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>NDK36014.1 hypothetical protein GXP64_14160 [Rhodovulum sulfidophilum]SE1
MPKTTPDLIEEIESLARHNCDELPGLTAELQAHASKLEGRSAEAPARPNCPRCGRTDQLQPTASSAGCGDFRDKEKE
>NDK36015.1 hypothetical protein GXP64_14165 [Rhodovulum sulfidophilum]SE1
MAMRVLIGCETSGVMRRAFAAHGHDVWSCDLLPAEDRSNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPPT
NAPAEARPDERSAWPSLPEEARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWFGE
PFFKATGLYLRGLAPLSATDRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGDARQEAA
>NDK36016.1 hypothetical protein GXP64_14170, partial [Rhodovulum sulfidophilum]SE1
PSLANAILSEGGQSLPDLWRILHSNTDLWVRFAAINGAQDEGSTLRTVAQAEEALRKELMSVEAIAWQALCAAAGWTLRA
PDSVHY
>NDK36017.1 transposase [Rhodovulum sulfidophilum]SE1
MSTIDSGHYGDGLARRTKRLWTDEEKRSICFQTAAPGVSVAQVARRYAANANLIFKWLRDPRYAPDPALVLAPSEEARFL
PVEIVAETKAPAAEPVAENRIEIDLTGGHRMRISGSYDPEALARLIRGLTA
>NDK36018.1 hypothetical protein GXP64_14190 [Rhodovulum sulfidophilum]SE1
MTEPSLETVKTQAKALRQALQAQGTAISHAQSLELIARQHGARDWNTLHARLGQRNAPPELALGSKVTGHYLGQAYSGVI
VALSGPSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVIIAPS
>NDK36019.1 MATE family efflux transporter [Rhodovulum sulfidophilum]SE1
MSVGPAPNRIENRFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGSQALAAVSLAFPVVMLLTALTTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAALIAGALVVGPATVLALAAGNAAVAEAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGANYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATYIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMD
RAGRALRLAMGSAFLWCLGVALTGAFAGAPLGGLFSGDPAITEAVAAILRPMTALYAITGPVLVLALHVQAMGYPIRTAA
LTLIKPWLLTPALLVVMNALWGIEGLWFAFPVADAILLVLALSMALRTRPIAPVPAPCL
>NDK36020.1 hypothetical protein GXP64_14200 [Rhodovulum sulfidophilum]SE1
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>NDK36021.1 N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGFGSALMSEAIRRLRSTCKGAALVGDPGYYGRFGFRSYPGLRVGDCPPQFVQALPFDAAEPEGELHHHAAF
GLTQEG
>NDK36022.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]SE1
MFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>NDK36023.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]SE1
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHAPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>NDK36024.1 Holliday junction branch migration protein RuvA [Rhodovulum sulfidophilum]SE1
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVVAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>NDK36025.1 Holliday junction branch migration DNA helicase RuvB [Rhodovulum sulfidophilum]SE1
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>NDK36026.1 hypothetical protein GXP64_14230 [Rhodovulum sulfidophilum]SE1
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLAIFKGACEAVVGLAGHEMAETDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLSRRVARLQAAGANQYRFFRFDEQGAIKAAFVFIRMDPDLSRMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>NDK36027.1 tol-pal system-associated acyl-CoA thioesterase [Rhodovulum sulfidophilum]SE1
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>NDK36028.1 protein TolQ [Rhodovulum sulfidophilum]SE1
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>NDK36029.1 protein TolR [Rhodovulum sulfidophilum]SE1
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>NDK36030.1 energy transducer TonB [Rhodovulum sulfidophilum]SE1
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPTPAP
EARPQRPAPPVPQEAAEPDPAPEALEPPAEADVAETVTAPEAPDIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAESPVPEADEAAPEEAATQTVTEAEEQPETGLAMAASPRPRTRPNRPAAPPPEEAAAAPEAPEEPAEP
ASEEDDLADAVADAVADAMSDPAAAPEGTGGTGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEET
GKPDIGSIRMVSWSGGSETAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>NDK36031.1 Tol-Pal system protein TolB [Rhodovulum sulfidophilum]SE1
MMLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPR
EAFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVY
SRITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVA
TGQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGK
QQLYVMPASGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMF
TRETAGTAGAPGLYTVDITGRNLRKVPYQGQGSDPSWSPLQP
>NDK36032.1 peptidoglycan-associated lipoprotein Pal [Rhodovulum sulfidophilum]SE1
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>NDK36033.1 tol-pal system protein YbgF [Rhodovulum sulfidophilum]SE1
MRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGRAAGGSALQRLDAIEEQLQRL
TSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPDMPAPAITPAPDSTGSTDGMELAVGERA
DFDAGKAALASGENEKAAEILARFAETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLGL
ALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGTAGCN
>NDK36034.1 tRNA lysidine(34) synthetase TilS [Rhodovulum sulfidophilum]SE1
MAAALERACPGDAPLAVAVSGGGDSLALLLAAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICATRGIPHETLVWQ
GWDGRGNLQDAARQARLRLIAGWARERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPQRRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLEGLGWVSGAAYPPRARALETTLAALTRGPRATLHGCLLQRAGGRIRIGREPAAVAGLSC
APGGLWDGRWRLSGPEGPEWQEALEIRALGEAGLAACPDWRAAGLPRTTLIASPSVWRGGGLIAAPMAGHGKDWSAAVNC
SFTAYLLSH
>NDK36035.1 ATP-dependent metallopeptidase FtsH/Yme1/Tma family protein [Rhodovulum sulfidophilum]SE1
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>NDK36036.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]SE1
MAPKTDIEIARAADKRPIEEIGARLGIRAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFVGDTEAEITAVQDYVRG
QGTEAVLCRHWAEGGAGIECLAEKVVALAETDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>NDK36037.1 chorismate mutase [Rhodovulum sulfidophilum]SE1
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>NDK36038.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase FolD [Rhodovulum sulfidophilum]SE1
MNATLIDGKVFAASIRERVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>NDK36039.1 ligase-associated DNA damage response endonuclease PdeM [Rhodovulum sulfidophilum]SE1
MTGHDFTLAGTRLTARASGALWWQDEALLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDN
FDDDEASRALPAPAARRLSALMAGRRWIWIAGNHDPAPVAPGGSTVAETRIGALHFRHIAIPEEKNEISGHYHPKSRINL
GGRRLARPCFLIDAARAILPAFGAYTGGLATSDPTLDRLMRPEALAVLTGQKALAFPMRR
>NDK36040.1 ligase-associated DNA damage response DEXH box helicase [Rhodovulum sulfidophilum]SE1
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGAPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLVFHNTRAQAELFFRDLWLANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRSAGPYAGLTRASFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRAARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILDLLN
APDWPGLPAHTADWLKLQRTLSRLPDPGRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSDLLDSNSLHGAFTEWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVRGRIDHMRLDRVSPLAAPLLLEAGRVPVRGAAEQRLLDAAAARLMAEAGLA
>NDK36041.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]SE1
MRALVQRVSEAAVRVDGTTIGEIGPGLLVLVCAMAGDTDAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTASGNRPGFSRAAAPDLGERLYLRFAEALAAEGIKVATGRFGADMKVALVNDGPVTIWIET
>NDK36042.1 carbohydrate kinase [Rhodovulum sulfidophilum]SE1
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTRLAEALTASGVGTGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVRALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEHCDLARGLLGRGPRLVLLTRGTAGAHALSHTAERFMPAPAVQ
VVDTVGAGDSFNAGILAGLAKAGALDRAALAGGLPDSVLEAALSLAIRAAALTVSRAGATPPWMEELT
>NDK36043.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]SE1
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTRWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>NDK36044.1 SPFH domain-containing protein [Rhodovulum sulfidophilum]SE1
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>NDK36045.1 hypothetical protein GXP64_14325 [Rhodovulum sulfidophilum]SE1
MNFGSLLSPETFEFFARYLLAGYVVIFVRSAFVMGLRPKPAELLIEAIILSLIVQFIVYVLAAVYGSVVVANASGHDLPE
WITAPPDILKLVAIVIVVPTGLGWTLGRFLKSDWRNGLLRRLSLPVIHPVQRAHDFAFGDNRAPGLVEVTFNDGTKIGGW
FGEKSLAASDDGRSDLYLERAYIIDTSGTWREPSHSRAILINLRDVRSIEFLMEAKAEDGPEGENDR
>NDK36046.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTPKLRRLFQSGVLLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFT
RHALVEDFIRVALFDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRALDRAEIAEYVGRLSRLTGLSMRIT
APEQANFQIFVVNEDERRRIGPELRRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSC
IHEELAQGLGLANDSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>NDK36047.1 toxic anion resistance protein [Rhodovulum sulfidophilum]SE1
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVAFDRADPPVADAIRARMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEDLDKMEAELRDTLASAKSRAPGAGAATGV
>NDK36048.1 hypothetical protein GXP64_14340 [Rhodovulum sulfidophilum]SE1
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFFAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARQDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>NDK36049.1 rRNA pseudouridine synthase [Rhodovulum sulfidophilum]SE1
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAPVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGTGPGPASPPRGARRGKAPPG
>NDK36050.1 nucleoside deaminase [Rhodovulum sulfidophilum]SE1
MSPFRSHMDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVT
LEPCAMCASAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>NDK36051.1 metal-dependent hydrolase [Rhodovulum sulfidophilum]SE1
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>NDK36052.1 ceramidase [Rhodovulum sulfidophilum]SE1
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASMADVGP
ILGFILLYIFVANHAYWGLGLWPSLGLTALFIPYAVVTGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGAGLLAISLAFRTLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSLI
>NDK36053.1 hypothetical protein GXP64_14365 [Rhodovulum sulfidophilum]SE1
MVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPRPGHKTRHSP
>NDK36054.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]SE1
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>NDK36055.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatC [Rhodovulum sulfidophilum]SE1
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>NDK36056.1 Asp-tRNA(Asn)/Glu-tRNA(Gln) amidotransferase subunit GatA [Rhodovulum sulfidophilum]SE1
MSDLTRLTIAEAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAGG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>NDK36057.1 hypothetical protein GXP64_14385 [Rhodovulum sulfidophilum]SE1
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGTEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>NDK36058.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]SE1
MATASPATGIPRRSVLPNARDVTPLWRPSPNCGARRGGARPDMVVLHFTAMTDAASALDRLCDPAAGVSAHYLIARDGRV
FQLVNEAGRAWHAGAGCWGGVEDVNSRSIGIELDNRGDRPFSAPLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWD
PGPRFDWRRLARQGLAVWPEIRGSAGPAPDETAFRKAATAFGYGAGWDTGHVLDALRQRFRPWARGPLAAADMAVIADLA
RRFPVDPGPAGA
>NDK36059.1 tellurite resistance TerB family protein [Rhodovulum sulfidophilum]SE1
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKANAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNAKDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>NDK36060.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]SE1
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>NDK36061.1 hypothetical protein GXP64_14410 [Rhodovulum sulfidophilum]SE1
MGISHLGAAAAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDGQGQVERLTLF
DFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>NDK36062.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]SE1
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDLPVVSGGRDHG
>NDK36063.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFSEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>NDK36064.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGAAPAEALVLHADGRMTLLEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>NDK36065.1 energy transducer TonB [Rhodovulum sulfidophilum]SE1
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEEPVEPVRPD
MPEPVETVAPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVSRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>NDK36066.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTETGDEAAFRVAAIPLSPELSVDALLATVEATLRAEGARLAGFRQRRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALATLETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLAWCRAGLRARA
>NDK36067.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVASLDSQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>NDK36068.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MEKVMAAIRPGEVCTAVPERNDAALWFVGRLRTPWQYPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>NDK36069.1 transporter [Rhodovulum sulfidophilum]SE1
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>NDK36070.1 amidohydrolase family protein [Rhodovulum sulfidophilum]SE1
MTHPSPDLLVDGATILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIAPATRIVPGEGRVLTPGFVNVHTHAILTMVRG
VAEDMGFAPAYTMGVPHGHDVRPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPENLRTGVVLAPHAPDTCSRALLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTEEDIARLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSETWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTDMLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRIDRMAVLEAAEAAAAALWDRARAEAARPR
>NDK36071.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>NDK36072.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MLRRAVDLTDALSRWLIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIPHGIRRGVHVGIDIVLRLM
PGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSALHLLLFALGGPEIWGDDAW
KETAS
>NDK36073.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPDNQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>NDK36074.1 hydrogenase expression protein HupH [Rhodovulum sulfidophilum]SE1
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDVQQSLREDL
IRLCNRAVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>NDK36075.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVVAYTAEE
AENLFDLIAAIESLAAERLAGRIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRVAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQPG
>NDK36076.1 IS5 family transposase [Rhodovulum sulfidophilum]SE1
MSRPTPPTYETRNWPEYNQALKRRGSLTIWFDPPMRWDGVPTGRGGRQQAYSDAAIQMCLTMKVLFGMALRQTTGFVKSL
LRLVGLDWTVPDFSTLSRRQKTLAVNIPYRGSKGPLHLLIESTGIKVEGEGEWHARKHGGPKRRVWRKIHLGINEETLEV
RAVEVTGSHIGDAPMLPDLLGQLPLHEDIGSVTADGAYDTRKCHDAIADRGAQAVIPPRKNANPWKTITAGAMARNEALR
ASRYLGRALWRRWSKYHRRSRIETKMHCVKLLGQRLMARDFDRQVAEIQVRIPVLNGYTALGIPVTEAVG
>NDK36077.1 methyl-accepting chemotaxis protein [Rhodovulum sulfidophilum]SE1
MKRILQMPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQQHALAAQAANPSIA
RALSEFRASLEAAPNGFAPVLAAYGSDNPYPSGEGQKLADAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVI
YSVVKEADFGEDVGTGRYSGTALGKVFQRANKAPAGTSFVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGK
LSAMVTMASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVD
FADWTLVVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIGVADRLDEI
GAMGRDLSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLI
GAVQINARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEA
TRAMSEIQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQ
VETGVSLVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADK
LLTLVARFRLGDDVTATTVAKPRRPSAPDALERALNERPAPQTPISAGWTEF
>NDK36078.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]SE1
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACPYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESLGLLRDSGVAADLRC
TVHPALLSPADLARMDDDLSALGLPPARRQPFRAEGCTDPALCRTP
>NDK36079.1 hypothetical protein GXP64_14500 [Rhodovulum sulfidophilum]SE1
MTMIDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>NDK36080.1 ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]SE1
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>NDK36081.1 dNTP triphosphohydrolase [Rhodovulum sulfidophilum]SE1
MEWQGLLARSRHGEPQIVDAPERPAFLVDLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVGRSLGVNVGQ
ALAARGILPDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFATRRPFGEDLSDGQRREFEHFEGNAQGFRILTRM
EMYRLEGGMRLTHAVLGAFTKYPCLAKDGALGRDAPTIGLKKYGAFEAEAAHLAEMAESTGLIPQEAGWRRHPLAFLVEA
ADNICYNILDLEDAYTTGVLSHGEVRPLLEALIGKEVAPVPGGTPAEHVGHLRARAVHGAIRASVAAFLDHHDEILSGRF
STELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLAEHGWDAAAMAEKKPYLRKLVTSA
GMDLRDVCDPYSGLHALTDFISGMTDRYAVKMARPLGL
>NDK36082.1 carbamoyl-phosphate synthase large subunit [Rhodovulum sulfidophilum]SE1
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSYDEIHAATSYDPWFLARIREIVETEAGIRKAGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAQEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>NDK36083.1 CPBP family intramembrane metalloprotease [Rhodovulum sulfidophilum]SE1
MPRRGRLWGELVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTAIV
GTLTVLVVPQDALALVRGNPLLLASILLFYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVILHAVAGWILFTGGLGVLFHAGNAVRPF
>NDK36084.1 magnesium-protoporphyrin IX monomethyl ester anaerobic oxidative cyclase [Rhodovulum sulfidophilum]SE1
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRREIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>NDK36085.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]SE1
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>NDK36086.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]SE1
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKDGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRKRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILPE
>NDK36087.1 hypothetical protein GXP64_14540 [Rhodovulum sulfidophilum]SE1
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>NDK36088.1 Hly-III family protein [Rhodovulum sulfidophilum]SE1
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPILVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRSVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTA
>NDK36089.1 acylphosphatase [Rhodovulum sulfidophilum]SE1
MTDRIAIRVRIAGRVQGVGFRAWTEAQASALGLSGWVRNEADGAVLALLAGPEDRVAQMLDVLQEGPAPARVATVETTPG
DWPAEAGFRISR
>NDK36090.1 hypothetical protein GXP64_14555 [Rhodovulum sulfidophilum]SE1
MLAGRPVDWIFLRQIVLLPDEGWKAGPERIASLIGEIRTGEPAKPVRRDLLEIQAARLIRKAAVMEVTAKAVAALIDETV
LEYMREARTNCLPDEFLLLNAIPPILRRIAAGVAHPVVDSSGGALPADLAKLEARIAELEAELSALRARSPQCVFSKSLR
EAAGKSLGDRKM
>NDK36091.1 IS110 family transposase [Rhodovulum sulfidophilum]SE1
MSAKTRQDFSAVAVIGMDIGKDVFHLVGFSSDGSLVLRQKIKRMAFVATFQTLPPCIVGMEACLSAHFVSRTLRGMGFEP
RIIPAIYVKPFNKGQKNDYNDAEAALRPNLRTVSEKSQDQLDLQALHRVRSRLVSRRTATINQIRAFLIEQGITIRKGLR
AVRNSLLSLLDARQDEISPRMRHIILDLHDDWMRLDARIEAVSGEIEGIGQSEAHCRALRTIPGVGPIISTALVAAVGKG
EAFESGRDMAAWVGLVPRQYSTGGRTTLGRISKRGSRYLRTLLIQAAKIILMRPHNWPGLSFGAWLAEADLRMHRNKLAV
ALANKLTRIAWAVLRYGRGFDARRDPVAEAL
>NDK36092.1 elongation factor 4 [Rhodovulum sulfidophilum]SE1
MTELRYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>NDK36093.1 NADH:ubiquinone oxidoreductase subunit NDUFA12 [Rhodovulum sulfidophilum]SE1
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>NDK36094.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]SE1
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDAGTG
GGDDTK
>NDK36095.1 DUF2155 domain-containing protein [Rhodovulum sulfidophilum]SE1
MDALGLGDTTLADRPLPLVSRPDPLELQEHRTETRSAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLD
ECRFPADNPASDAFAHLDISDPSRGSHLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>NDK36096.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]SE1
MMDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFEHVVECCAD
RPETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFD
TQFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>NDK36097.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]SE1
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>NDK36098.1 acetyl-CoA carboxylase biotin carboxyl carrier protein [Rhodovulum sulfidophilum]SE1
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPASVVAQAPTTMQIPAYAPAPAAGGGAPAPGA
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>NDK36099.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAAQTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDALMRREGHPFLRATPTGRRVAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDMLRAGHDAVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAVPLRLLGDGAVEAVEFAYTRETGAGLDLTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVAAVAEGRDAAEDIHAKLMAEG
>NDK36100.1 hypothetical protein GXP64_14605 [Rhodovulum sulfidophilum]SE1
MADPSAREKAALERIAILDDPEKLRKFIDNARRLGAVAVEQAAFRRLCEILPSARRGTVEHDVWCSIHALEEMLKTERGT
TVRLSRTRQKISKDGEIKTVMDLVLRATPSEGFQMLIDRGHPELLFEAVVLRHPEAFGDDVRQAAKERLGNAGGAAAALA
EG
>NDK36101.1 NAD-dependent dihydropyrimidine dehydrogenase subunit PreA [Rhodovulum sulfidophilum]SE1
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREIATVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>NDK36102.1 hypothetical protein GXP64_14615 [Rhodovulum sulfidophilum]SE1
MQIIAPVSVGGVHDVAPTTVAPAAPTAPVAAAQSGGGATQTRAETGQRGQSQTRQEFPAPDPDRPAGPPPAFDTTPLQLE
AERRVNEASVFWRVEMTAGSAEPAPRQLDIEI
>NDK36103.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLLAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDLPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRAVLGEDKEDPFDGADRHLAMLFRRLLAP
>NDK36104.1 aspartate aminotransferase family protein [Rhodovulum sulfidophilum]SE1
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
LEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLKALD
>NDK36105.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]SE1
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFRRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLDVG
CSVEPVGHFDPVTFTPDLVSAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMIMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>NDK36106.1 dihydropyrimidinase [Rhodovulum sulfidophilum]SE1
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKRYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISATGQQSAIDYNVFEGKKVRGLPRYTLSRGRIAVADGEVTPQEGWGEFVKRPPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>NDK36107.1 class A beta-lactamase [Rhodovulum sulfidophilum]SE1
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVENRLGARVGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLIAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTETLRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>NDK36108.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGTTVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>NDK36109.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MSKKAILALGSAVLAVSGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNSVLPE
LAEASDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVANRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVAERGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIRTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMTAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>NDK36110.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAEITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLAVVIVSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>NDK36111.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILAMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>NDK36112.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAFAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>NDK36113.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MNTKTALLSAALLVCAGTAQATDYPLTLENCDQTLSFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFSNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQELGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>NDK36114.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPAATVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>NDK36115.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVQAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>NDK36116.1 pseudoazurin [Rhodovulum sulfidophilum]SE1
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGTQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>NDK36117.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]SE1
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDETGRPTPIAIPKEEKTQ
>NDK36118.1 MmgE/PrpD family protein [Rhodovulum sulfidophilum]SE1
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGVPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>NDK36119.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]SE1
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELTAYKAKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQDHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSALTGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>NDK36120.1 methylisocitrate lyase [Rhodovulum sulfidophilum]SE1
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>NDK36121.1 transposase [Rhodovulum sulfidophilum]SE1
MIEPGHTVLSITRQCALIGISRSAWYGTGKTESPLNLALMKLIDAQFMETPFYGSRQMARRLRNQGYCVGRIPLAAQASQ
TGSGATLATIERSSVS
>NDK36122.1 transposase [Rhodovulum sulfidophilum]SE1
MAGKRKDYGAEFKAKVALQAIRGEVTVAELEAKHGVHQTQINTWKRRALEGMSGIFSGKVEAKAAEKEGEIEKLHAKIGQ
LVVEPDFLAKASGR
>NDK36123.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]SE1
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>NDK36124.1 endonuclease/exonuclease/phosphatase family protein [Rhodovulum sulfidophilum]SE1
MRRPAALVPGLLALCLAVPALADIRVASFNTDLSRKGPGLLLRDILSGKDPQVAAVLDVITAARPDIIALQGIDYDLDGL
ALTALADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVPPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPVDGPLAETVRTASRHRLVWADLALP
>NDK36125.1 3-isopropylmalate dehydratase small subunit [Rhodovulum sulfidophilum]SE1
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLENQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>NDK36126.1 hypothetical protein GXP64_14750 [Rhodovulum sulfidophilum]SE1
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>NDK36127.1 3-isopropylmalate dehydratase large subunit [Rhodovulum sulfidophilum]SE1
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGVRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>NDK36128.1 mechanosensitive ion channel [Rhodovulum sulfidophilum]SE1
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
LLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPNLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAAAPLPDTVSDDPLPEKEP
>NDK36129.1 heme-binding protein [Rhodovulum sulfidophilum]SE1
MRLSAFPTGLVLAAALLASGLARAETYRGYPEVPYSVERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGSAPETLPEPTES
>NDK36130.1 hypothetical protein GXP64_14770 [Rhodovulum sulfidophilum]SE1
MRRLPPETLLVARFSGRATAERLNAAGRELVAEARAQGLRLSGPARLMFYDAPFTMPWNRRNEVAYPVAR
>NDK36131.1 ribosome silencing factor [Rhodovulum sulfidophilum]SE1
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>NDK36132.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]SE1
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>NDK36133.1 2,3-bisphosphoglycerate-independent phosphoglycerate mutase [Rhodovulum sulfidophilum]SE1
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIAKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAEGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSAEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>NDK36134.1 peptidase M23 [Rhodovulum sulfidophilum]SE1
MPGPFSGPFFSGPALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALLRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLAHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTLLRGFDEADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>NDK36135.1 S41 family peptidase [Rhodovulum sulfidophilum]SE1
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLEEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>NDK36136.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]SE1
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVDIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>NDK36137.1 mannitol dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MEAGLPADRMTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPD
GAVAHPVEIVREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLGSAHPVSAPGYLVRAL
QLRRDRGLRPFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGSEGRFPATMVDRIVPATSAEDIARVEELTGCHDA
APVMHEPFRQWAIEDDFVDGARPDWGAVGAELVTDVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVR
HLWAREIAPVLTAPPGVSLSAYAEALADRFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMR
YVGGIDEAGQPIDLRDPLADRLRALSDGAETPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLGEGARATAEAVCRE
TAQAD
>NDK36138.1 xylose isomerase [Rhodovulum sulfidophilum]SE1
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGLPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILIEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLKGE
RSLDQIAERVLSGEREPEPRSGRQEYLEGLVNRFV
>NDK36139.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MQGRTLIAGLLAATCLGGPLSAQDLTVGVSWSNFQEERWKTDEAAIRAALDAAGAEYVSTDAQSSSAKQLSDVESLIAQG
VDALLILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEQAPEGNYVMIKGSPTDPNAD
FLRAGQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSG
QDGDHAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIADAAQWTSPAGTTLWARFLEPIPVTQNNLTTVT
DAGWIGVEALCQGVTDGPAPCN
>NDK36140.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]SE1
MDNAQTRGDARARKSILDSLDLDTRLLGMIGAFVVLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAVGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>NDK36141.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMNDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>NDK36142.1 hypothetical protein GXP64_14830 [Rhodovulum sulfidophilum]SE1
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGGGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>NDK36143.1 divalent metal cation transporter [Rhodovulum sulfidophilum]SE1
MSASDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQALVVSQVILSIALPVPMIALIVFVGRRDIMGAYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGI
>NDK36144.1 manganese-binding transcriptional regulator MntR [Rhodovulum sulfidophilum]SE1
MPPDAPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSETTLHAFERYLTRSG
>NDK36145.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]SE1
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTVIEEPLDLVGALDRSDGAGPR
LVDCLTLWLANHMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>NDK36146.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>NDK36147.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]SE1
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>NDK36148.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]SE1
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>NDK36149.1 GMC family oxidoreductase [Rhodovulum sulfidophilum]SE1
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKARTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARVLHD
AQGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARSI
>NDK36150.1 glucan biosynthesis protein [Rhodovulum sulfidophilum]SE1
MLADRAAALAARPHVPTPVYQPDVLEKIDYDAHWKIRFRRDAAIMLGNTPAQFFHLGTYFREPVKIFAVENGTAREVVYS
TDYFDMPEDSPAHALKSDAGFAGFRLMRPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYL
EPGPDGRTIVNALLDGPSVAGAYRMVLGDRPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHD
TDGLMIETGAGEHIWRPLNNPDRVVTSSYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEI
PTDDEIFDNIVAFWNPETKPQAGDEMEFSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDG
LTRKDAILPQVSAPEGVEIVTPFVLPVVGTDRWRMVFDLKAPPGTETVDLRAFLTRNGRPLTETWLGQIHPDQIERLR
>NDK36151.1 hypothetical protein GXP64_14875 [Rhodovulum sulfidophilum]SE1
MEGGAGDDLYAVDTSSDLILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGLANVLSGNPGQNLLYGLDGDD
TLLGGAGDDGLIGGAGADRLWGGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGGGWDRIADFEDDIDTLRLDHG
LWSGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLSAVGALIDDLQIL
>NDK36152.1 hypothetical protein GXP64_14880 [Rhodovulum sulfidophilum]SE1
MSIAHPEKIGLGTWDRDSLGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALARILAAGAETL
LGFNEPDLARQAGMSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDQYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGNDRLSGGAAAELMLGGAGDDLLTGGGADTLCGDTGNDTLRGSAAGDLLKGGAGD
DLYMVVSTASAVLEEPGAGRDRVHATVGWTLGADLEDLTLGGDAPEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGGGRRSDGGRCGRRSVCRRHLLGPYPRAARRGLGPGLRRDRLDA
>NDK36153.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]SE1
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>NDK36154.1 50S ribosomal protein L36 [Rhodovulum sulfidophilum]SE1
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>NDK36155.1 alpha/beta fold hydrolase [Rhodovulum sulfidophilum]SE1
MKRQAMTAPNGHPKSDHPYETADRAGRAIQARMTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAG
WSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQAFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNP
EILQETLRTGGTNLMQGLQHLAEDMGAQAAGNPAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIV
PAWIMKYYILDLSPENSLISYLVEQGFTVFAMSWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGT
ILSIAAATMARDGDERLGSITLLAAQTDFTEAGELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAV
RRYLMGKEDEAFDISAWNADATRMPARMHSDYLRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVY
KVALFTQNELTFVLTKGGHNGGILSEPGHKGRYYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAA
PPAMGAPDAGLPPLCPAPGTYVFMT
>NDK36156.1 hypothetical protein GXP64_14910 [Rhodovulum sulfidophilum]SE1
MKPLGNTRALKLAGLVYLAVLSLFLVLNSYTRNHHNWDVIGYTAAAYKLMGETGTDRLSARTYDDIRRATAPETFEKLTT
GGYRAAVYQDPEALRQQLPFYSIRPLYVALSIAGSKLTGTIAGGTALVSALCGGLLLILGWAAVSPRSIALAAFLPFALY
EAGLGSLARLSTPDGLAALAALAALLLCHRHPRPAMLLFALLPLARTDFVILLPFAALLLHGRVPRLWIAAMLGVGAAAV
VGLNAFSGNYGYLRIFDFTLVSGPQPYPAEMEETLGMTDILNAYARGLQRLVSKDTGMIALLLGTAGFLAAKAMRGRLLP
FDKAVLAALGFVLLHFLAFPSGFVRHYFVAACLCLILWARLIDGWSDRRQRRSPDDAERQAAS
>NDK36157.1 phenylacetate--CoA ligase [Rhodovulum sulfidophilum]SE1
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMDLSGLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTAK
IKGMFVRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>NDK36158.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDGRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>NDK36159.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVNCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>NDK36160.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVILAWTARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>NDK36161.1 VOC family protein [Rhodovulum sulfidophilum]SE1
MSHRTRIGGLCIDCRTEDPGPALAFRSAAPGREGALVEDVRSARPSGPPAAPQVILQAVGHDPRVPLDIEAECVRPTGLG
AVEVTRVRDRVVRQAPSGHRFCPVPPEGEFPKDAMEVD
>NDK36162.1 hypothetical protein GXP64_14940 [Rhodovulum sulfidophilum]SE1
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>NDK36163.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGSEDFYGFFIDRLDIVATLVAAVLVISLTLFSQYSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>NDK36164.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>NDK36165.1 hypothetical protein GXP64_14955 [Rhodovulum sulfidophilum]SE1
MTENRPTIPMPSLDWQIPFGRAQKDVLWSSFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAVTKLLAVV
>NDK36166.1 long-chain fatty acid--CoA ligase [Rhodovulum sulfidophilum]SE1
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGDEGRAAHRRLESELDARIAGQSWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDAEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>NDK36167.1 DUF3775 domain-containing protein [Rhodovulum sulfidophilum]SE1
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>NDK36168.1 SDR family NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MIGASEGIGRALAERLGALGVNLVLSARSEDRLKDLAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDGVIYVSGTYWPM
TAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLGESLQVDLRGTG
VKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYFPLFGRKS
>NDK36169.1 DUF3833 family protein [Rhodovulum sulfidophilum]SE1
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>NDK36170.1 sugar:cation symporter [Rhodovulum sulfidophilum]SE1
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGGLAAVAALAMWRDWSLPAAPETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCVLKLVALALL
AATPLNRETIG
>NDK36171.1 DUF1365 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTAVVEHIRGKTFHQRRGRVGHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>NDK36172.1 NAD(P)-binding protein [Rhodovulum sulfidophilum]SE1
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRNGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGTFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQDILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGSAWESFDEVVFATHSDDSLAMLADASPEESAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQTVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>NDK36173.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]SE1
MLHGSHASQKPDEAGALPPYLGFDEGPVSTAEARVVTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKS
GADEALAEECAQEVMATVWHKAHLFDPERASVATWIFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETE
QLGRALEALPEAQRVLIERAYFGELSHREIAAETGLPLGTIKSRIRLALDRLRHEMT
>NDK36174.1 transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHIRAPEPDAAADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>NDK36175.1 DNA recombination protein RmuC [Rhodovulum sulfidophilum]SE1
MIEIFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPRDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>NDK36176.1 DNA mismatch repair endonuclease MutL [Rhodovulum sulfidophilum]SE1
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVVSVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPAMPFEA
PSQAPPEAPLAEGFADPSARFEAVEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHEADLTRMGLAVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>NDK36177.1 insulinase family protein [Rhodovulum sulfidophilum]SE1
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATAISGTEDSVNALTRDDLIAARDRVIARDRLFVAAAGDISAEDLGKLLDTLLGDLPETGAPMPG
SAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRRVAAELLDPAHLQFVVVGQPQGLRTTN
>NDK36178.1 insulinase family protein [Rhodovulum sulfidophilum]SE1
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVRAMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>NDK36179.1 DUF3035 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>NDK36180.1 signal peptidase II [Rhodovulum sulfidophilum]SE1
MRRLGLVAALVFLLDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAALVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>NDK36181.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/IMP cyclohydrolase [Rhodovulum sulfidophilum]SE1
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TAKQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTAKAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTCRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>NDK36182.1 heparinase [Rhodovulum sulfidophilum]SE1
MAGQTEIEFPPLRRGAWRNRLHARLCALGRPAARLVLQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRVAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMDRAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>NDK36183.1 methyltransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MDEARERGTERTRSAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARAQRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERVLDLCAAPGGKTMQLAAAGAHVTALDISGQRMARLEENLARTELEAELVVADALDWGDDRRFDAILLDAPCSATGTIR
RHPDLPLAKDGSSVKPLFPLQSTLIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIAFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>NDK36184.1 DUF1674 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>NDK36185.1 hypothetical protein GXP64_15055 [Rhodovulum sulfidophilum]SE1
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTLSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>NDK36186.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]SE1
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDECSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>NDK36187.1 30S ribosome-binding factor RbfA [Rhodovulum sulfidophilum]SE1
MQPMSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGDHAEEALAALRRN
RGELRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>NDK36188.1 hypothetical protein GXP64_15070 [Rhodovulum sulfidophilum]SE1
MRIRAALLLLAVLLPLPAAAEPSCHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFAMN
AGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRTYLADPPECRYATQSGPMLVIDGALH
PRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETTNALYFDGKVSKLYAPALGRHDAGLPMGPIVG
AVVPAGD
>NDK36189.1 tRNA pseudouridine(55) synthase TruB [Rhodovulum sulfidophilum]SE1
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFIGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARSPELDTYLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>NDK36190.1 AarF/ABC1/UbiB kinase family protein [Rhodovulum sulfidophilum]SE1
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFARFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAARHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>NDK36191.1 hypothetical protein GXP64_15085, partial [Rhodovulum sulfidophilum]SE1
MAAGLTLGAAAAGADTFHWNGTAADGFWATPENWADAEDNPIEGDAPGLDGMPVGIVLGEAATGTIGLEAGRVTLSALEL
TDNSGTALTDGTLAFSLPEGASGTAARLTVAGSGDFMGESLAFDLEDDLLVEASVDTGLAGNISGAGALRLRAAGDSEIT
LSGRNSQTGGTVIEAGTVAATGGEALSEAGAVTLAGGIDGRAASVLRIEQDETVGGLASAEGARGGLELAGGSLTVSGGS
ASSFGLGISGSGGLAVRDGADLTLGAANSYEGGTVVSGGALTVTAGGSLGSGDVSVADGSLLTYGAAFGADQTVTLGDGG
LWTLAGDETVRGLAGTGTADLGGNRLDIALPGTETLAFGGSLKGGADSLLALTGGGEYVLTGSLSDYRGGFRVEAGRLGL
SDAGGALNDNALTLAGGTLVADLDNAFGGTIATEAGSASTITAAAGTTLSLTGGMALAGDLSFSAEGEDAEIGLKMASVT
LQEGVSLGFDRARFKIGSEAAAGMFAADGGTRLGADAVLDLAGHDVGIARLTGSGRILTDSGDAVLGLGDGTDFGGVLAD
GAAGRLSLETDGTVRLTGDNSLTGGTSVNGGSLTLAGGGTLGDIEIAAAGRFVLEDGSAGSVVNSGTGSSNAGTIAALTQ
KAGSFGNSGTVSGATSVEGGDLSNTGTLSGDVSVSGGSLSSSGSIGGKLDVSEGEARIDGSVSGAVDVSGGSLEAGRDSA
LKGGLGVSGGSAETAGTVSGGVSVTGGRYDNSGGVSGGLDLADGTVGNTGTIGGAVTVGGGTLTNGGTLSDDVSVSGGVL
SSSGSIGGDLDVTGGTATNSG
>NDK36192.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]SE1
MSYLPYGPEPRRGWALAGLAALAAHGLLGAAVALWIGQDPVSPGPPAPRFEVTLERLDSDTLAGLRLSEGRANAADPALG
PGEDSEEGEDGPAPATGPDSRVEPRGEARVEARAEMREGIAGETPSSSAPLSAALPQPVPSHRLSPVMARSGAAAVAVAP
DRIAPVGAGAGAGAGSGTASGTGIARRPASASSEPRARDLAAAALIRRIRETPAPDCLLALPRRDAEGGAGLDLMAASEA
GMADYAGRLLTGDLAGTAQRRRLIDPRQCPVLELLRDSPDYPATRLGLGLDRTEIVSGGRLTGRLRGVGGRYVLLLLIDN
NGVVQDLQRFLSFAGNRAKFEVPVSLAGPARDTSQLLLAVAADGPVSGLRAQIGRRADEVFSSGRRTALGAAALALAGFD
LR
>NDK36193.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MRRGTILPVRRRRDGPDTAIAIVNLVLLLILFFLVSGGLWNRDAPTGLRLAETRAFDPARLPRPLLELTPDGRLALDGQP
VALAGLPEALAGVSRVYLLIDRSAPARQLLHLLGSAGFDGREVVLVTVRAGGGGAGRGAGQ
>NDK36194.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SE1
MARPPLLGAPRRARRPRFALTALADTMFQLLIFFMLSSGLTPYALLPLTPAAGNRLAEARAPGGEGAETAGAVLPAGTRL
WQIGPGSLTAGGQRFGFDEIGALARALAARDPVPPVVLLAGPGARVQDLTTALDRLRAAGLTEVRLGLGGEG
>NDK36195.1 MotA/TolQ/ExbB proton channel family protein [Rhodovulum sulfidophilum]SE1
MLMPATLAVFAALGVLSVMALTISIWKAWQFRRMGVGRRALAETVLDCWLSGRVEEAMERAVAGRAVLGRVLRAVMSAAQ
ARPGETGYAEELGRQTALIELARMGERMRALELIVSSAPMLGLLGTVVGMIDAFSALSLAAEAADPASLAAGIWTALTTT
AAGLALALVANALTTWFEGRIEAERTLLEAAISAAIYGRVDSDGGV
>NDK36196.1 hypothetical protein GXP64_15110 [Rhodovulum sulfidophilum]SE1
MAPVGPALAQGVPDTASGMLVELNAAAETPAGACRLTYVATNRSETGLSEIAYEVAVFDAEGIVSQLLVLDFGAMPPGKT
RVVQFDMPDQPCEAISRIVVNAAPGCVRAEDGAQSPVCLDGLETRARGAIQFGL
>NDK36197.1 hypothetical protein GXP64_15115 [Rhodovulum sulfidophilum]SE1
MIRATALGSLLVGLTVAGGIALALGHGLVSERRAAVSAPTPAVPDATPVAGARIASSAPADPTLPVFRRRTVPAIPAGAT
EAARPDPALPVPSAPRGSALLPQRDGPRLVSIEAPRPGPGHGPRIGVRLAPRFDAAADMAPPPRPPFRQDVAAGAGLPEP
VDSENYLIGVYR
>NDK36198.1 DUF1036 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPRAPLACPALLCALLAAAPALAGFSVCNRSLDEVNLALGQPGENGFGTSGWWLIGPGECASPLDRPLDARFLYVFALDA
FGRVLLEGATPMCVGPGRFEIRGATDCLTRGYLEARFREIDTGNAADFTLTLHPDAE
>NDK36199.1 hypothetical protein GXP64_15125 [Rhodovulum sulfidophilum]SE1
MRIGGQARARWPAAAGLALWLLPAIALASETPQQAETAPAPRRVAPVRVAPAASAAPVLSARPEAPAVEIFTPPPRQSLA
ALPRAEGLPEPSVIVGLLNPDTEGLPVWSDLATRTRLRQDDPEGFARLVAAGALDPPEDALPRAIQTELARMNCYRGGID
GLWGEGSRAAVARYFAERGLGRAPDAPSPGLFRRIVAAEDVACPAPPAPTTARAPTPRRQTAPERSDAPPPQIRLAPSLG
VFR
>NDK36200.1 hypothetical protein GXP64_15130 [Rhodovulum sulfidophilum]SE1
MKPPGFGVDPAFRAAAARARARRRRRLVRPVLLGLLALALATAGWRLTRAPPETPPAIATGDDLAMVPEAEPGPETPAAP
DPSLALRGLPRDPMVLRLSAGPSAPARTLPGPPGFEPGRAGPPAPDRLTLIEVGLGPGSGPRALDPPSSREDLALYQARR
SRALAQARRSSSSPGDLALGLLPEAARHPFFADSLLRLGPGADLTTALTGAGLGSEAASAATGALPPLADPPRLAALRLR
PGGTRSGTGPEPQAELLQLSLYGAGGYLTTLARLGAGRYARAADPWADRDLASEGRTPPKAPPRLLDAVYGAALGAGLGP
DLTGELIVLLAQRMDLGRPAAPDQRLRVLYATRPGPGGAARLFYVGLDGRSGCYVLPMPAGGHACAGTGSLVGATAGIDD
DAAVETLVARIVHVESGGRADAKNPLSSALGLGQFISSTWLRMMREHHPELVARMDRAALLALRTDPVLSVEMVYALARE
NAAYLAARGHGLTPGRLYLAHFLGAEGANRALSADPAAGVAEIMGTAVVSANPFLTGKTIGELLAWADRKMTGSAAPAVV
SPEISRYRETVDAILATG
>NDK36201.1 hypothetical protein GXP64_15135 [Rhodovulum sulfidophilum]SE1
MTQCFVDDAGVSWSYDQQAALRLIAHYARLRAMNETTRVVTSRDSLIQKLYLARELANVETDVNRMLARKTEIEEVEGRR
FATLMLGAAGDAQGYLIGLRRETDRLMSANQSIYRSAQDINQAAIDHAETAIKVAKGVRDSSVLTLGVIATVATGGTTIA
VASGAGAGLSATATYQDTGSASKAAIKGGLFLLPLGTRQITGAATAAGASPTMTAAMSLAIDTGAETFEGVYVNDATLER
ALSAALINQVSGRYVGALAKENTRWMGQRLRGAVRLLDNHGGQMSNRAYPFLSEMGGKLTQEAIKVSPGETPAGTSPGSG
PGSAARAAQAQARDTASLWVMREVMRRL
>NDK36202.1 type VI secretion system ATPase TssH [Rhodovulum sulfidophilum]SE1
MTEITIETYAGKMNRAGYDAFLQGMRHARGEKNRHVDLSHWLFHSVSNQNADISVTLNELGLDRGRVLRDLDAAMAALQK
NVTETPGISEVLSDALNHAWTYATLFFGEAQIRTGHVLTALLNDPGLKRHLLQLSKVFAEISVDRLGQDARSLWAASEEE
DMRPMDGSGLAARGEGAEGAAGRGGGQSALGRFAQDMTSEAEAGRLDRVVGRDDEIRQVIDALLRRRQNNPILTGEAGVG
KTAVVEGFAQKLAAGEVPPKLKGTRLYMLDIQAMQAGASMRGEFEQRLKSVIDEVQASDVPIILFIDEAHTLIGAGGQAG
TGDAANLLKPALARGTLRTIAATTWSEYRQHIEKDPALTRRFQPVTVDEPDVGTCCAMLRGILGPMEAHHGVRISDEAVV
AAVQLSQRYIPARQLPDKAVSLLDTAAARVAVSQASVPARIEDLKARIDALDSEIAAKRGAQDLGEDAGERIAELEADRA
EAGEDLARLEELHDEQKALVEQILGLRARIAGAADGAAGEDMAGEDLAGEAGTEDGEPGEGEEPLDIDALRAEMHERLAT
LEAGDPETRMVEPHVGAQTVAQVISDWTGIPTGRMVRDELQAVLTLKDHLRERVVGQDHALAAIARRIETSRAGLANPEK
PIGVFMLCGPSGVGKTETAIALAEALYGGAQNMITINMSEFQEAHTVSLLKGAPPGYVGYGEGGRLTEAVRRKPYSVVLL
DEVEKAHPDVHEIFFQVFDKGWMEDGNGRRIDFRNTLILLTSNVGTDTIMAMAEDGRTRPDLDEVTAALKPRQLEVFPPA
LLGRVVSIPYLPLSAEGLAAIVRLKLSAVEARMRGAHGAELVYGDAVMDHIVDQCHDPDSGGRMIDNIITNTILPDLSRE
VLGRMVSGEGIARVEILLQDGALAYSFEGENA
>NDK36203.1 type VI secretion system baseplate subunit TssG [Rhodovulum sulfidophilum]SE1
MTGESFSDRRAAEATAAEGVGLFAALRALERAAPDAPRIGRNARVAEAVVRLGQDPFLAFPVSDLSRAGRDGRARPVFRA
QFLGFYGAFGALPLAWTEEVRRWFDAGDESFTAFTDIFTERFQELFFRAWSDARPITQFDHPDDRFQGYLLGFAGTATPA
FRDRCRVPDTALARLVPLAAGRVKSPVRLRQMLGLHFEGRARVEIEEMVPGWLDFEPGTESRLGLGAASLGRDAHLGARA
RTISDRIRVHLHVPDMAAFDRFLPGGPDNRELADLCRWYLGETLEIEAALWLPQPKVVPAVLGRSARLGWMACLAPDPDN
PEQMVHIARFDLNREDDAPRPAAAAPAAIAA
>NDK36204.1 type VI secretion system baseplate subunit TssF [Rhodovulum sulfidophilum]SE1
MNPALRDTYNRELALLKERTAEFARDYPGLADRLGGLMADNLDPTVAGLLEGSAFLAARVQLKLQDEFRGFTEALLDQVF
PDALAPTPSAMLVEASVPAGNSDIVKGLRFDPGAYMDARFRDADKRIACRFSLAAPLTIWPLKLAGLRYLSGAGPVGALG
QEIAEGTKAGLVLDLARIAPSGLADGSAPLAELELDRLDLHLTGPMAEAVALYEQIFARSLRVSLRWLDAQGDPVFARLP
PDCLEQVGFDPEERLFPHHARLFDGFALLREYFVFPRKFLGFRIKGLADHLPRIRGSEVQVIVEFDRADPRLAERLSEGD
VALNCAPAVNLFEEMSSTVRIDGKQHEYVVTPNATPVTHYELLDILDVQAHYATHRSKERVQPLYALPEGGQDPRRTLYY
TARRKPRRLTAREHRFGPARNRYRGTETFISIYEPDGGDDIQRLQVRALCSNRHLPAELPIAQSEGDFHMTDDVTVSLAC
RAGPTPPRNPLGRSDPGAGPRAGAGDVYWRLISYLSLNQFGLGGRQEGDSAAALREMLALFADFSDSAAEAGVRGLRAVE
TRPVTRSVAMADGYHLARGTEISLSFDESDYESTGVMLIGAVLDRFLSEYAAVNSFTQVRVASVQRGAIRSWPPRSGSGP
IL
>NDK36205.1 type VI secretion system baseplate subunit TssE [Rhodovulum sulfidophilum]SE1
MAGPPQETGPGAREAWRDRDRAKISIFQIFRSAHEEHDARRANRPAENGETEVSARAKPRREGVSASILRAHLQADLDGL
LNTIRLDAAIDLSTAPHVANSILNYGFRDLSSVSPAEFHSPAIVESIRESLLRHEPRFLPGTLEVRVVDANGDSGQRLSV
TVEGELTGDPVDLSVGFDAEVDLGAGKMDMSDLRMRS
>NDK36206.1 type VI secretion system tube protein Hcp [Rhodovulum sulfidophilum]SE1
MAIDCFLKLENNIKGESLDDKHKDWIDVLSWNWGLSQSGTTHMGHGGGGGKVDVQDITVTKYVDAATHDLIKRCCSGEHI
TAGQLVVRKSGGSAPVDYLKIDLKDVMITSYVTGGSKDGLDRVQETLTLNFRAFQVTYTMQEETGGAGPESTAGWEIAEN
KEWAA
>NDK36207.1 type VI secretion system contractile sheath large subunit [Rhodovulum sulfidophilum]SE1
MTQNAERQAGAAEGALDELSEFQDILKQTIKPRSDIAAREVDNAVTALAREALGSSELIAEDVIDTLDAMIARLDEKLSD
QVNEILHAEEFQQIESSWRGLAYTLNNAETDASLRVKVLNISKSELQAMMRRYPGAKWDKSPLHTMIYEQNLGTLGGKPF
GALVGDYYFDHSSPDVNLLQSVARISEASLAPFISGTAPELLGLDSWNEISVPPDLSEIFETPEYAQWNSLRDSENSRFV
ALVAPRVLAREPYGPNSNAVVEEFNFVEETDGHGGRNYAWMNAAHAMAANINRAFKEYGWTVRIRGVTSGGEVANLPTHL
FDTGDGAKDMKCPTEVSITDRREGELSKAGLIGLIHRQHTDKAAFIGAQSLYRPKKYVDDLATASDNMSSRIPYIFAVSR
FAHYLKVMVRDKIGQSPDRLQLEKELQAWVNKYVSGNPESASEMEKARKPLAGAKVEVIEDELNPGYYQGKFYLRPHFQL
EGMDIGMSLVSRLPVGK
>NDK36208.1 type VI secretion system contractile sheath small subunit [Rhodovulum sulfidophilum]SE1
MSSNSGSGFIKRNRPPRVQIQYQDPYDSEKMVELPFVMGVMSDLSGNNPGVEKPAVEDRSFTDVTKDTLDDYMASVTPGV
TFTVDNRLQPGAGEKLAVNLQFEKMEDLEPAAVARQVPALRQLLEAREQLANLQRYMGTKPRAQEHIKRLLADPELMAAL
ADSAARDDDASSDDA
>NDK36209.1 hypothetical protein GXP64_15175 [Rhodovulum sulfidophilum]SE1
MGLDSLAEPMADDGPCGPDLNARMDPDFDAYYFAALGRLPDAYARPGVTRPDGSVSPDRVFDPGSLDLAGELRQIDALLE
RSRDLRLLALRVQWLALAGRVPALAETLETVALLLERFPREVHPGAESDPAERREALAELAAPATVIQPLAWAGLAGTAE
VTLRKLRVAAGQATPLQGESGLSTESLTAVLADPGNGARLTRTLAALDQATAAVTRIVAACAADPEAPFTPHLDPLTAVL
DEMRGAIVAVRPDLAAPVPMPETAAPEPVPHSAPVQVPPPTRELPAGAPEVRDQDHARRLLEACEAYYRRAEPSSPALLL
VTQARLLIGRPLIEALEVLMPGRAAEAQIGFGPETGFVLDSARLRSLTEEGGPGDPAPARACSTLRPPPPAIDSAEQAAG
TLRAVEDHFRRTERSSPVPMLLERAQAYLGKDFPAILRDLLPSAEGGR
>NDK36210.1 type VI secretion system-associated FHA domain protein TagH [Rhodovulum sulfidophilum]SE1
MMLILRIENAERLTDGSPAWIGLDGRDFCVGRRRGMDWVLPDPARHVSGHHFDLKFSEGRYWLVDLSTNGTFLEGHPHRL
QAPHPLAPGDRFRVGPYVIAVAEGSEGAAAGEAGGGPLPAEDDPWDFGALAAAPVASPGPGPRPAPAMSGPLAGSGRDDG
LQGFVPLAPSAPAVPGAPVAAGTGAVSGALSGGPAPRRQPSGAPPVAPEPQPFHPPGRDPAVAQAAPSPAGPDRDEAFLR
AFCEGAGLDPDLAKGADAEALARELGRVARVATGGVMRMLRDRASVKQFTRSGERTMRSASGNNPMKFLPDTDSALEVLF
LVPRDGFLDGAGGFETALADLARHQQGIFAAIQPALAAVLDGLAPEAVEAGATGGNLLAGSRKARAWDTYVTRWDALAGK
GENGMLDAFLEAFSEAYARAQGEMPD
>NDK36211.1 hypothetical protein GXP64_15185 [Rhodovulum sulfidophilum]SE1
MKPVARLGDLHVCPKHGKGEIVTASGKTFCDGRPVALVGDKISCGAVIVDGSEVAFCDGRPVARIGSRTDHGGQITTGSD
LKTC
>NDK36212.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]SE1
MAAFFDQKARMGRLETALGENELVLQRVEGSERVNGLYDFEVGCLAARADLDFDALLGTHATVTLVAHDGAERDFDGLVT
EARWLGAGENGHRYRLRLRPWLWLAGLRRNQRIFHNRTVVELLEELFAPYASAGRLSVELSADYPELEYTVQYGETDLAF
ACRMMERHGISYHFRHARGSHEMVLTDTVEAHGAIGARPFRPVDGHHQEDVEHFWEWRPARRITTGAIRLTDYNFKTPVA
AMETDRAGDAAFEHGQLESFDWPGDYLDQGRGQQVAELRLGAERGQDRRFEAVGDIPALAAGMRVTLEGDPVPGSGEEYL
CLVATHSYTSDNYGSGGEGGDGYAYTGHYVLMPAEAPLLPELKTPRADVRGPQTATVAGEGEVDCDEYGRILVRFHWDLD
EDLSMRCRVSQSWAGPGWGGMVIPRVGMEVVVEFLDGDPDKPLVTGCVYNGRNAPPAALPEHKSRSVFKTKSHEGEGFNE
LTFEDQAGEEFIYMHAQKNLDVHVENSAQRRVEFDDSVSVGNDSMLAVAANRTETVEGRMDVTVTGAVSEKTEAARGMDV
AADLAVRAGGDLTLKAGGEIVIDASKITLVAGGAALTLEGGAVNAVPVLNVGSASPGAAAVPAIPEVLKAAAGEGTPFVS
HCPLADA
>NDK36213.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]SE1
MAKRRKLQAPSAEELSRIEEEFRRETGPGVAARPMAPIAQVAAESAGAHEPRPAEERADTARDRTDARRLREAEGRGLVM
LELPLDEIDADALVRDRVVLDAEELEELKSSIAKNGLRLPVEVFELASDGRGFRYGLLSGYRRLKAFRDLKALTNDSRYD
SIKAVLRDPEEMGGTFAAMIEENEIRATLSHFERGRIAVIAVQQGAFVNTEAAVNALYPMASKAKRSKIRSFALIFEELG
DMLSFPDLLREKDGLKLAAALRDGAESRLREALAERVPADPADEAEIIAEALSKVETGTDPRRGGRPPKRARQGAVRRIS
GGLRMQAGEDARGWYIRLAGTGVDRELVERAMEELERLLERPEG
>NDK36214.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MAKKTGAPSKPDLPPYFNIDPAAAAAKLSAPIDTPRFAKAAAFAARGRDDLARRGYAPDGKKRLRKFSTWEVCRYLIPVN
PAHLRRVLRQNPDLPQGEGEGGAKWYTLDEVLRLREHFAEEGAKDREYQAWRPEGLPAKVVAVANFKGGVGKTSTCAHLA
MSAALDGYRVLVIDLDSQGSMTSIMGGQVEDEWQTVFPMLARDYARHLQAENRVREAAGEAPFGFDETLTAALEVSPRNL
VQSTHWPNIDLIGAQLNLYWAEFQVPVWRMQMRSWPLWDSLQNALEEGGMLDDYDIVLLDTPPALGYLTINALSAADILL
VPLGASFLEFDSTGRFFDMIYSTFASIEEGENRARRADGLPEIRFEWDAVRALVTRFDAAQQTDLANVIQAYFGDFMTTY
RQELTAMVGQAGEQVSGIYETDYRDFNRDTYVRGRETFDRTWAEVKEVILGTWWRDARMADAATEEV
>NDK36215.1 replication initiation protein [Rhodovulum sulfidophilum]SE1
MDDIPRDRLTGPLRRGAVKKHVAAIHVSGKLTLLQRKLSNVLLLNAYDTLISQSRHQIDARTLCLMIGYNSNDMETLKQS
LRGLAETVAEWDMLDAEGRQEWGVSALLSYAKLKGGICEYAYSPALAEKLHDPKVFALINLNIQRRFTSGHALALYENCY
RFIRTGSTGWWSLDLFRRLMGVADSPYYEVFKHLNAKVIKPAVAEVNKTSNIVVTPELRKMGRSVTDIRFRIAENPQLAI
LDLDDGEGLRNSEVYARLRALGVSDRLARQWIAEHGQDYVRRKLDYVAGQGGVKNAVGYLTAALREDFDGSAPEPGVSPR
NPAPPRSFRARRLERIRDLAAARKPTQRDADKRLFMARLDAAARDDFERHGWMSALNAEAIAAFWEELHPGAFDGLD
>NDK36216.1 type II toxin-antitoxin system VapC family toxin [Rhodovulum sulfidophilum]SE1
MYLIDTNVISAVRRPDRAPQVRAWLAARPEPELFLSVITLGEIERGIRQQETRDPGFARDLRVWLDRTMLVFADRLLPFG
AAEARIWGRLSAEIGHPGADLMIAATALQHGATVVTGNVSDFEPTGVPIENPF
>NDK36217.1 type II toxin-antitoxin system Phd/YefM family antitoxin [Rhodovulum sulfidophilum]SE1
MWTLQDAKNRFSAVVEAALAGVPQEVTRRGKPAVVVLSADDYRRLLKGAAAARESFAEHLLAFPAPQIETSGIEATGIGR
AEVRPRDVRF
>NDK36218.1 LLM class flavin-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MKKIGFLSFGHWSPAPGSGTRSAADALIQSIELAEAAEDLGADGAYFRVHHFARQLASPFPLLAAVAARTRTIEIGTGVI
DMRYENPFYMVEDAGAADLISGGRLQLGISRGSPEQVIEGWRHFGHAPEAGQGDADMGREHGRIFFDLLKGEGFAQPNPH
PMFPNPPGLLRIEPHSEGLRDRIWWGSGSNATAIWAAGMGMNLQSSTLKDDETGEPFHVQQARQIRAYREAWARAGHSRK
PRVSVSRSIFALVDDRDRAYFGRGVQSRDSVGQLDETTRAIFGRSYAAEPDRLVAELEKDEAIAEADTLLLTVPNQLGVD
YNAHVIEAILTHVAPQLGWR
>NDK36219.1 hypothetical protein GXP64_15225 [Rhodovulum sulfidophilum]SE1
MALKKVTGTWQVGLIFLTLLVAIGNYENALNCDQGAICIDSYWTQFWLISYEDGFTRRALLGSIARALGGIPTDVYVLNV
ICLSIAVSLVILSVFQLRRFDTPFRNQLTAALIVGPSATVLIETVGDPLQVCGFITLAVAFLRGKVGAILSILAIPVVVA
IHEASVFLYVPVLVCLAGRNIPPALMLRNSMLVIVGLILLSVLFSEQQASSIGGALKLSDGSLITVKQSPFFSYSDLLKD
ELNKHFGSLDGFVDLIRNAIGSLIWPLLFLIFLSCRGGHPQSLGNFIVLFLLSSPLYIIAHDWGRFAIHTLFGTFCITVC
GVRFLDMAILSKIRLRCLDALAVMRRILTAEMVLVFGFTYYSHRQYRLDGLETPNIVVLLALLLGMIALRRNNGSHSHVS
VDEGDRSRTEP
>NDK36220.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MSATADILLVDDDILVQVMVEDIVTQLGHRFHAAGDGETAREAIGRNGFDLVILDRRLPDTDGLLLAPLLQQDRKIPFIV
FSSLDAPTDQVLGLGMGASDYVCKPVEPAVLRARIQARLTARRTPEEQTTFRLGDALRLDAVSRRLWIADRVEVLSPAES
RLLICLLRNIGKPRDRMQISMATCGREWVYGDRTIDVLISRLRRRLKGSEVRITTVHGLGYVLTLDN
>NDK36221.1 response regulator [Rhodovulum sulfidophilum]SE1
MPPPPAPSSGPPCWPADILTDLLSGASDALVDEILRLGAANGFTDQTSSMRAAWVESVEIINASLIASLSAPNQESGPNG
HNDYATDPRFAGLREVAWRHRRSGVPLWLNHGLLKDYRHGYVAFFRELFRDEKRAPALDDPEALIERLGLFFDEVELAML
APWSEPGTEEAAMADRLRRLTRERDQLFGVLESLRGPVFIADEDNQLISANRAAMQTFLGLDETGALAYRLALQSRRSEL
QPIVDEILGTEGSQWSAIWLQTQSGSRCFDIRLETVEDTAYKLDRWRIVLMNDVTDHQQAIEQAREAERTMSLFLAAMSH
EIRTPLHSVLGAAELLRDVPPQDVEERTRLTELLDISARGLSATLENVLSFSRFEQQAPKPRPGPVVLAEVLENLVRSRD
ILARQQGVPLMLSLAADLPDEVGLDWSMVQQILGNLIQNAIRHDDGRGVALELSRETGDDGDELVFAVTDHGPGLPAPIR
EMLTAAPTALRPRPTGKSGSGLGLAIAQRMTLAHGGTISGGSAAGPGGGARIEVRLPLVAAPAPAKAPPRPDGALSSKSC
LLIDDDPVGVLVTLAMLERMGLSVDHARSLRQAGALCQAHPENYDLFIVDYRLPDGNGVDFARSLRQGGTLGERPVFLLS
ANVDLVRQTDGQAALFTALLEKPLDAGALGRAIRSGTRPIRASAMLDGLSPAAQRRMAEAFAEGWRAFGARLETCTDRAP
DAELAALAHKLANGAAIFGRTELHAALRTFEQAFDSPAATERMRAVARARVLATAPEDMTAPNEAPDA
>NDK36222.1 c-type cytochrome [Rhodovulum sulfidophilum]SE1
MTVKARTLVKLAGSLLVLGGAGFLVVTSPWTWSAVNGSRELPALEGADLENGRTVFLASDCATCHASPDAEDETHLGGGR
SLDTAFGIFHMPNISPDEETGIGSWTLAEFDRALREGVGPEGVMPDGQNLYPAFPYTSYQRLTGEDSRDLYAYLMSLPAV
RSDVPDHELKFPYNLRRGVGIWRLAFLDGDALTPGEVPDGVDADVYHRGEYLVEGAGHCAECHSPRGLMGEVIADKRYGG
GPNPEGTGWFPNISPDQTGIGYWSTARIANYLHTGKNPIGRMADGDMAEVVANTSQLPFSDVQAMAVYLKSVPPVENRAP
GQPAPNYADHVVMLDQAVGKAPQLPVSAASAIAAGDSATVVETKDVWLGADMVATENQPDGKILGGAAAEVTARDGDKVQ
LTLRGWQMEDAPTVLYQAKGQRVMMAVFDDAAAAAVTRGEPEVAAATGQSWVPAEIALWSDAGGMNTDRGAVWEYGQDTF
QKACAACHVLPQKTHFTANQWIGTLKAMRRFTSFSDDQYRLILAYLQNHSKDLDVSKETVQ
>NDK36223.1 hypothetical protein GXP64_15245 [Rhodovulum sulfidophilum]SE1
MTEFLVDMSEEEAADLAFMAEFLASLLLTPPDRDCLQALRSMQGQVSLGRIGGYLGEETAVDAIRQILTAGSAEEVAVSL
ERRHTALFEGIFRQRSLPPYASAWDGTGRLCGPAVGRMQQILRDLDIHLEGSSEMPDHIGIQLATLAEALRRGRPDIAAR
LLDELDWCARFGAALIKADDTGFYGALARLVLAFKTLMTAGEAAAQPLHDPATARI
>NDK36224.1 trimethylamine-N-oxide reductase TorA [Rhodovulum sulfidophilum]SE1
MTSTSNSSLTLSKRSFLKGSLATGLGFAGLPLFGRGAAAQAASKGVVSGCHWGVFYGMVEDGRAVEFKPWEGDPAPSPQL
PGVLDSLYSESRIRYPMVRRAWLEQGPGADPDGRGSGDFVRVSWEKAIELVAGEITRVRETYGHPAVFAGSYGWKSPGKL
HNCQTLLRRMLNLTGSYTNSVGDYSTGAAQVILPYVSGSIEVYEQCTTWDNLAENCELMVFWGANPLNNSEICWQVADHG
SFRGVDQIKEAGVESICIDPVRTETAQHLDSEWIAPAPQTDVAMMLGIMYALQDEGLHDQAFLDRYTVGFDKFLPYLLGD
TDGTPKTPEWAAEICGVPADKLRDLARRFSSKRTMLALGYSTQRQHHGEQIHWALITLASMLGQIGLPGGGYGLSYHYAS
GGSPTHTTPILKAVDDASGVKVEGAAWLAASGAVSIPVSRLVETLLNPGKVMQFNGHEVELPEIKLAYWAGGNPFSHHQD
RNEMLRAWRQLDTFIVHDFQWTASARHADIVLPATTSYERNDIEQVGDYALSHIVPMKKIVEPVFEARSDYDIFADIADK
LGRGYEFTQGLSEMDWIRGFYEAAKVEARAKGMEMPVFDAFWDSNKPLAFPLAEAQKDFVRHADFRADPLLNALGTASGK
FELYSTAIEKYGYDDCPPHASWMEPIERLGGPTTLYPLAVASNHPDLRLHSQLCGTKIRETYAVQGREPCWMHPEDAEAR
GLSDGEVVRVFNQRGQILAGLVITDVIRPGVIRVSEGGWFDPVEPRKIGSLCAYGDINNLTTGVATSRLAQANCGQTAMA
EVERFEGPLPPVTVFSQPA
>NDK36225.1 DUF2478 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRFGYLMSEERGAASLVLAETATLLSAQGLRLAGAVQFSAADPDGHPCDGDLKVLPDGPVLQLSQPLGQGARGCRMDAGA
VETAAAEAARHLGGAALLIVNKFGKLEAGGHGFVPLIAEALERDIPVLVGVNGLNRSAFESFAAGLAEPVLAETGAVLAW
LGYAPAIASANVPNTPRARASA
>NDK36226.1 hypothetical protein GXP64_15260 [Rhodovulum sulfidophilum]SE1
MTYKTAGYGLILALAANVAGAETLTFAPAEGSERSYRVELSVRSVEPDSQTVPLDPERVSFLARIRAAERDGDTVDLTLN
PLWLKTRLGSQTMTTAAPLPDRVRQGFEAGFGARLDLATGRLGEVRPLGETEGPAPMLGGLREQFAAAFPPVPIELAEGW
STTIPEYGGVRDVTITVDHLTADRVFLRYEGADFIARLAGLVVVDRDEGWVERAAITTDRRLVPGTDENGSLRETLAIAP
RGYPVTVHADNSMRPAEWRDMPERIEPPAPLASEAEVFPGAPGRLVEDFGGLRLEFDHRAAQWRNIGRFALSDLRLFAGD
RALDVPLTAEPPLTLPNWRDPEGVPQISRSLLDATTLRDVSQDLEAATELRADLDWYPVAPFVMSLVPDETGHAEASRDG
ARAELAPAPEGYVLTLSGAERDVFSWALPEGAGAQGMIFAGDRGPDWLTPGESLARRIASPDYSAIRVLLRMEAPPEELT
VRVDRYAEVPAASREMRFLTEEGRRLDPDTAPERQPLFRDGPPPAAEEVAPEGLESGALRLPLAPAQAAHCTASLAPPAT
EGAETLVFVRRKAEDADMLELQTGDGQRRHFYGLGSREVTLSCDATLAWTEAGVQPSSDRPWRIDPAALDVADDMTVAGL
TEQLRFVDAEGVPLALSAPGGGALSPDDGIREAMFPDGTLRVAGPPAKILRAELKPEPLRRSFAVSFPDLPVPEAAAQ
>NDK36227.1 hypothetical protein GXP64_15265 [Rhodovulum sulfidophilum]SE1
MIRGTATALALLLAGPGLAAPETGAPPAEAGVAADGQAADVRTEHWPSGKLRSQRHFVDGREVGLSRRWSREGALIRETR
FSDDGKVLHDRHWKDGKLVHERMPVTVEGHGAGEKIVERYGSITETDIRAEGYRLTTRHRGDELIDRSEVIDGRIQGRYI
LTGRIDNDVSRVTYVDNKPHGLFTRTWRGETLERGMYDHGTRIGEWLRTERYGTAIHEVYDPEGRLDGPRREIGANGELR
RLETYVHGTLDGPWEERDREGRLLSGGAYSGGEKTGPWREGGPHGEDYWQGSYVAGLRNGPWERLDAQGYRLERVRYEDG
TRDGLSYLFRPDGAVGEVQSWKDGERDGTTTRYEDGLPVGRDLWRDGRPVATGRPPEAE
>NDK36228.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSPLRATLTCLRRFARFGGRAARAEYWWFVPACLLALLGAAALDMVLFPADPDRGLSDRRPLSVFVSFVLTLPALAAGWR
RLHDVGRSGWWLLLPGAALLAFLVPAVAIRGLAAQATGGSALDVILLGAPLVSLLSCIWLIVQLARPGEPHENRFGPVPE
A
>NDK36229.1 hypothetical protein GXP64_15275 [Rhodovulum sulfidophilum]SE1
MMKKLALPLLAATVLATAAHADEREAAAISAFESYCLASGGDLGKAIEALDASDSFEDGRKSGSGSFVYASYLGPDGINA
SVVIGGSMSDDKCSIILQNVADPMALADEMSLDMAKAAGAEPMKWEGFGDYGKGAYGYQRDDGDVLVAPMTTGISNDIVH
INFYPT
>NDK36230.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKKAFLGGRLRQLRETRGLTQAALAERLGLSPSYLNQIERNQRPLTVQVLLKINAAFGLDIQVFSEEGDARLLAELREAV
QGGEPAVGASEIRDLIDNAPALARRVVALHRHLREAEDRAAALALAQGAPDAMPVPAPFEEVRDFFYDNRNFFDRLDAQA
EALAETLSGSAAGLTPGLVPGDPLPGLAAHLKTRHGIVLRRNEADGGDLRHFDPDRRELSLSRDLSPGQMAFQAATQIGL
IEAAGEIDRLVGDGALSGEEARRLARIGLANYFAGAAVMPYGAFWRAAEESGYDIGWLGHRFGMGFEATCHRLSTLQRPG
MQGVPFFFLRVDRAGNISKRQSATDFHFSKVGGSCPLWRVHSAFDRPGEILTQIAEMPEGRRYFWLTRMVQSRRGRHGSP
GKAFAVALGCDIAHAGRLVYSKGLDLADPAAATPIGAGCKICPRNGCPQRAFPMLGRPLAADPARAPFAPYARAAGPDEP
PP
>NDK36231.1 LysE family translocator [Rhodovulum sulfidophilum]SE1
MPPLQTVLAMAGFALAASATPGPVNIIGAMTGARHGARRALRFVTGATASFLALFVVFGTGILAGTGWILAIARPMTVIG
SLYLLWMAWSLLRDDGRISGDDIRQAPGFWSGAVVQGLNPKAWLAAVSSLSTFVLPLADRATGLAVFALLFGAICWLSLA
AWAWGGARIGHGQMRAFNRIMALILALSVIWMLSRSLA
>NDK36232.1 DUF2000 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSLKPVIILDETLPTGLKANFAAVLGMSLGKTRPDLVGADTPTQDDVALAGITSVALPVLGAPAADLPALFDAAADLPLR
LAYMRAAFEARDYADYSARIAAAPLPDHAPQAILIAGPRKAVDRICGRLPLLR
>NDK36233.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQRNRYHHISWLGGIELFEAAFSTQTFPRHAHEGFAIGAISEGAGGYLCRGENMVLPAGSLSLMNPEEAHTGHAAVGLVR
YNMVYASETAVRDVLGLRQLRGFAEIAPQDRDFALTRALARLAVCLNDARAANRKLATEEAVHDVLAQAFSHYGRAELRK
PGREPAAIRAMLDRIEAAVAEGDDLSLTDLAGTVGLTPSYLIRSARRATGLTPHGHVMRIRVDRARRLLLDGVAAAEAAA
EAGFCDQAHLIRQFRRHYGVTPGALIRH
>NDK36234.1 2-oxo acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]SE1
MATELTLPALSAGMEDAVIAAWLVGPGDRVEKGQPLAEVETDKATMELEAEAPGRVGRLAVAAGARADVGQVIAVLLAEG
ETLPEPAPEAPAPAPASAPAATAPAMGPAAEPDRPRASPLARRLAAQAGLALDGLAGSGPKGRIVRVDIERLIASAPTQT
TPETTAEPAPEAAAIPPGLGPYEARPVSQMRRTIARRLSEAKQTIPHFYLEAEADLEALMALRAQVNEGREGPARISVND
FIVKAAARALARLPEANVIWRGDEIWQLSEIDIAVAVATDGGLMTPILRGADRMSLGTLSAEMKDLAARARAGTLRPEDY
QGGGFSVSNLGMYGVRSFSAIVNPPQSCILAAGAAERRPVGRGDQIVLAPVMSLTLSVDHRSVDGALGAQLLAEIRQGLE
DPMSLLL
>NDK36235.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MPDITDLTPLAPWREIRATEADRTALDPETGRTMLAQLCLIRAFEEKVLDLAGHGLVHGPAHSAIGQEGGAVGSALAMRP
TDQVNGSHRAHHQFLAKALAYVAEAGIDPEAEFDGEIRDLSKKTLAEIMGLSQGFCRGRGGSMHLRWAEAGNLGTNAIVG
GGVPMAAGAAWAHQQAGTGDVVYTYFGDGAVNIGSVLETMNLAAAWKLPICFFIENNRYAVSTHVNEATAEPRLSARGLA
FGIPAFKVDGMDALSVLIASHEANRIMRSGEGPVVIEADLYRYFHQNGPLPGSAFGYRDKAEEAEWRARDPIEALAGLLQ
TRQIIGEAAVAGLRARCETMMEEIAGELTETEGGKTRVIPSLWPEESFRDAGLRGDLSEMDGARYEEEHSFSGALDPNAK
FIDAVAAVMHRRMDTDDRVVVLGEDVHRLKGGTNGATRGLSQDFPDRCLGTPIAENAFTGLAAGMAADGRVRPVIEFMYP
DFMWVAADQVFNQIGKARHMFGGDSPMPLVLRTKVAMGTGYGSQHSMDPAGIFATAPGWRIVAPSTPFDYVGLMNSALRC
DDPVLVIEHVDLYASKGAGPVDDLDYCIPLGKAKVVRPGARLTILTYLAMVEKTRQVVEDLGVDAEIIDLRSLDRAGLDW
ETIEASIRKTNNVLIVEQGARGTSYGGMLADELQRRVFDWLDQPVQRVTGGEASPSISKVLEAAACARPADIAEAIRAAM
AAQGLPLAAE
>NDK36236.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTDFTGKRVLVTGAGRGLGAAIARGFAEAGAETLLTDIDPETLSATAEALGARGLTARAIPLDVTDRAAVEALAATLDGL
DVLVSNAGVAGRAAFDDPAQAEVWDRVIAVNLGGAFNIARALTPALIARRGNVVQLSSVAGFVAGGSTAGYVTSKGAIRS
LTQAMARDLAPHGVRVNAVAPGIMDSEMATAQLARPGGADWFLSRAMLGRIGTQAELVAPILFLASDRASFITGTVLPVD
GGFLAA
>NDK36237.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MPDRDSTPPARAPVTFDFTGRSLILTGANGGIGRAVARIFAQGGAHLLLADRDLAPLEDFAATLPGPGARICQQIDAADP
DAAQALIDEAVAEFGGIDHIVPSAGIYLAEPFAEMTDAAWRRTLSINLDGVFYLLRRAVPHLRDGSSIVTLSSMAAYRGA
QTNAHYGASKGAMVSLTRSLANELGPKTRVNGVAPGIIETPMIGDYMKTRAEATLASTPLGRLGQAEEVAAAIAFLCSDA
AGFITGETLQVNGGLHMA
>NDK36238.1 FadR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MGRDLPDDIAARLGRRLAGGEFGAGERLPSERALAAEYGVSRAVVREALSHLKSDGLVEARAGSGVFVTENREARSFRMT
GLDLDGSEALAQVMELLEAVEVAATRSAALHRDAADLKAIRRALIGMEYAIASDELGDEQDFAFHQAIVEATHNPHFVSL
CKHLEFGARDVIRKARANTRANLSDLLDAVQAEHQAIYRAIAEGDPEAAAAAAACHLRNAAERTQLYRHRERGA
>NDK36239.1 GFA family protein [Rhodovulum sulfidophilum]SE1
MSGVHEGGCLCGAVRFRVTGDFEHFFLCHCARCRHDSGSAFAATLFSGAARLDWLVGREQVRTFRLEGSRHGRAFCGRCG
SALPLETEGAGLAVPAGCLDGDPGIAPGAHICWADRAVWEDALEHAPRIAGLPGAE
>NDK36240.1 NAD-dependent succinate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MYPDLTLILGGEARATASEGTMTVSNPANGQDLATIPRAGRAEAEEAARLSLSGFAEWSALSPYERSKVMRRAAGLMRER
ADRAARIMTLEQGKPLAEARGEWMGSADLLDWFAEEGRRVYGRIVPSRAPSIHISVLKKPAGPVACFTPWNFPAWNTMQK
VAPALGAGCSVVIKPASETPGTAWMIGQALLDAGLPPAAISVVWGKTSEISDALIAAPEIRKVSLTGSTRVGRIVAAQAG
QHLKKVTMELGGHGPVIVAGDADLDRLVPMAVQWKYRNAGQVCVSPTRFIVDDAVHDEFVARLAEGASALKLGDGLEEGT
QMGPLTQKAQLNQVAEMVADAESRGAKVETGGARVGNIGNFFAPTVVSGMTPEMLAMNEEPFGPIALVIRSTGLEAALAE
ANRLPVGLGAYLFTRSMEVSQEVQDRLKSGMLGINHFALALPETPFGGVLDSGYGSEGGIEGIEAYLSTMTVTAAI
>NDK36241.1 FAD-binding protein [Rhodovulum sulfidophilum]SE1
MPQDLPDRSRFDYVIVGGGTAGCILAETLSRSGRASVLLCEAGGEARSPWITIPAGFYKLLTNPAYNWGFWSEAEPATLN
RRIAIPRGKGLGGSTLINGMIYVRGQPQDYDLWAERGCTGWGWDDVLPHFRALERWAGPDPDGMRGQDGPMPISEVVEKN
PVGQAFIDAARAQGQPVNPDYNGARQEGVGWYQVNQERGERHSAARAWLARARRRPNLTVLTHARATRILLEGRRATGVT
LARPSGTVRVDAGEVILAAGAVQTPQLLELSGIGDAERLRGIGIEVVHDLPGIGENYLDHFCTRMNWRVSQPVTLNELTR
FPKLLGEVAKYALNRRGVLTYGTGLAHGFLRSRDGLDRPDVQYFFMHASYANAAERKLDRFPGMTLGVTQLRPQSRGSIH
AVSPDLAVQPEIRPNFLDHPEDRRAMVDGMKLGREIVGQSPMDAFRVAELSPGPDCRDDEDWLQFARANGQTIYHAAGTC
RMGTDIAAVVDPELKVRGIDGLRVADASVMPEMVSGNTQAAVMMIARKAAQGIISAG
>NDK36242.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]SE1
MITGKTRVWSILADPIGHVKTPQEINALCAAQGIDGVMVPMQVHPENLATAVAGLKAIESFGGFVVTVPHKTKIVALCDR
LEGDAARIGAVNVVRREADGTLTGAILDGLGFVEGLRSEGIEPGGMDACLLGAGGAGAAIAFALAEAGVRRLTIVNRSQD
KAEDLAARVAQAYPDVPVAAGAPETAARDLIVNATSLGLKPDDPLLLDDTAFHAGQVVADAIMDPVETRLLAAARAAGAR
VHPGLPMLRQQIRLMAEHLGALPRPPEQD
>NDK36243.1 3-oxoacyl-ACP reductase FabG [Rhodovulum sulfidophilum]SE1
MTRSETVRPEFRNRLSHQGRRVLVTGGARGIGLAIAEAFAARGATVALCDLDPEAVAGATAQIAASDAAGSVLPVTCDVS
DYAALSAALEAAGGNFDTVINNAGISPKHDGVAHKVWEMDPAEFRHVLDVNLTGSFNTVRALAPGMIAAKRGWVVNMSSV
AGKTFMPVVACHYAATKSAILGFTRHLAGELGPHGIRVNALAPGRIETPMVLGVAPEVNAAQVEMTPLARLGEPAEVAEA
ALWLTDAESSFVTGQTIDVAGGLLMT
>NDK36244.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MLTVENVHAGYGPTSILQDVSLDVGEGEIVTIVGANGAGKTTTLKTIAGLIAPTSGKITFCGEDITRLRGDQVVDRGITL
IPEGRQLFPDMTVRENLLMGAYRRAARDFQDERLEEVLDIFPRVRERLNQTASSLSGGEQQMVAIARGMMANPRLLMFDE
PSLGLAPIIVSQVFEVVQQIAAKGTTVLIVEQNVYSTLKVAQRGYVLENGRIVLSESAEALLQDDYVRQAYLGI
>NDK36245.1 branched-chain amino acid ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]SE1
MSTETTSGTSSVPAPSLPWPAIGVALVLASLLLIPLGIGNAFVTHIFVTICLMAALSSAWNLVGGFAGQLSLGHATFYGI
GAYTAVILVNLGITPWIGMFAGAGIAAIVGMAISYPCFRLKGPFFSLASIAFLEVFRVLTLHFSDFTGGATGKMIPLKLG
WTWMVFRERWPSLLIIFGMLVAVLVVVWAVRRSRLGFYLIATRERESAAKAAGVKTVQVRLVAVAISSGLCAMLGTFHAM
YLTFIEPSAMFSLTFSIQIAMFALIGGLGTVSGPLLGAVLLVPLTEWARASLGASALGLHGFVYGVVLLLAVLFMPNGIM
GVLQKFRRAPHHDLDEDEKTTQTDSIKAPAQAATPPSPDREGIGRDVMRVQNLNKRFGGLHVTKNVNFTLREGEVLGLIG
PNGAGKTTLFNMLSGFLTPNEGSVTVRGPDGGYHTPVNPADFAALGVGRTFQIVQPFAAMTVEENIMVGAFYRHHDEHDA
REAARQTAWRMGLGPLLQDEARGLTIGGLKRLEVARVMAMEPRILLLDEVMAGINQTDVRRAIDLMLSIRDSGVSIIAIE
HVMQAVMSLSDRVLVLAAGEVIAEGDPHEVVRDPHVIEAYLGKEFANAHR
>NDK36246.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTTFLQILLNGLMLGGLFAIVSIGLTLIFGIIKVVNFAHGEFLMGGMFITWLITTQLGLHPYAAVIVVVPVLFVMGALTQ
RLLIQPLMSARDDHIQIFATVGLSTALINLALLIFGADIANTPPHGLRAPLEFGDLRLLSGQLMIFGAAIVLVVGLELFL
KYSQTGRAIRAVAQNRGAAELMGINVNHIYVLTFGLGAACVGLAAVLIAPLYPTSSNIGTYFVLTAFVVVVLGGLGSIPG
AFLGALIIGEVDALSGYYIGSDLREAVVFGLFLLILILRPSGLFGARQNLSHLS
>NDK36247.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTTRSILLGTALGLTLAGSAMADVKIGSLYPFSGPLALLGEESARGLDLAVDRINSEGGIHGEQIVLERGDAVDNNQAIG
EARRLISLEGVKAVFGTYSSSRVIAASQVTELAGIPYFELGAVADEVTGRGMTYLFRTNPTAENMGIAIIDMLADQIAPA
AGKAPEDLKIGIIYEDSSYGTSVAGHEVAHAKERGLNVVLKSGYPANIVDMSSLVLDLKGKGVDVVLQTSYQNDTVLFLQ
QANEAGYEPMAIIGGGGGYSMQPTADAVGDDVIDGIYDVDFTQYAINPDFTPGIETFLDAYRAKYGEEPRSGHSLTNYVG
ALAVLQAIGESEGVEPDQIVASVKAMDIPDGSTAAGYGVKFDDTNQNERARMMGMQWQDGKLVTVYPSDAAVAEIRLPE
>NDK36248.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]SE1
MTGVLSVTAPVPGGPEALTLETRTLPAPGPGEMRVRVNGAGVNRPDAMQREGNYPPPPGASDVLGLELSGEVLECGPGVT
RFAPGDRVMALVAGGAYAEEAIVQADVALPVPEGLSMTEAAGIPETYFTVWSNLFIRAGLEPGETALIHGGTSGIGVTAT
LLARAIGAEVITTCGSDEKCRASEKLGARASVNYRDTDFVAAVRELTGGKGPEVIVDMVGGPYMQRNLDLVAEDGRIAQI
AFQQGSRAELDMGPVLFKRLTVCGSTLRARPLAMKAELAREIEAKVLPLILEKGARPIIDSTFPLNRVQDAHARLEASAH
TGKIVLLTSAD
>NDK36249.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNGADPAAWIRPVEKQSLSEQAYRGLRNALMRGELQPGTVLTLRPLSQRFGISATPMREALMRLVAENALRLDSRGRTCV
PHLTRGILMEIRGIREHLEGNAAAEAARVAVPGDIDALEAMHRRMIAAQDAGDFAEAIGENTHFHLMLCEMAGQPVALDL
VSNLWMRCGPILSHLYDAGIPPNWEPHPHRRIVAAIRAGDPEAARDALIYDIRGNGEGLLAHVAEGLPD
>NDK36250.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MTDQSPPALTTALRAAGFRGEVETDRALCSAMSTDNSVYQVMPDLVVAPMDAADMVTLERVMAEPRFAALPVTARGGGTG
TNGQSLSRGVIVDTRRHMTRLLDFDAAAGWADVEPGMVLDDLNERLRPHGVFFAPETSTSTRCTIGGMVSTDASGKGSRV
YGKTSDNILGLEIARPEGLLSSRAPAPDWARPMLDAAETAARSGRAAFIAATPRLNRRFTGYDLERACPEPGGFEWWRLF
LGAEGTLGLVTKIRVALRPLAREKRLLVAGFGSFRDALASAMPLAEFEPTAIEVMDERVQKLADGAGILTRLPPALRASE
GQPLAYVFIEVNGDDPDDLQTRLSACETAIKALPGARAIYMARDAAEIRELWAVRSAGVGLLGKIDGPARPVAFVEDCVV
PPGNLPAFLDDFLAVLDAHGLDFGIYGHVDVGCLHVRPALNIDTDRDRLVAVSDAVFALTRKHGGIFWGEHGKGVRGAYL
RDWIGPEAYAALQGVKAAFDPAGRCNPGKLVGLDAPVPAIDQIPFRAFNAPEGDALSRAFRCNGNAQCLSYAAATPMCPS
FKATADLRQSPKGRADALRAWRQARLKGRVDAALEADLTATLDACLGCKACASSCPVQVDIPAMRAAFYADLYARTGRPL
DDRLMLLAERESVRVQALVPLLRPLWPLLARIGGALTGTVDLPRALAPALPRADRIGAADLARPLPEGTVILVEDWFSAL
FDGAARTDALAGLKALGYRPRMLDMRPAGKTAQSLGDPRFAAMATRLRRHLEAAAATGAPLIGLDPALVMQLRQDYPQAG
LALPPVLLPQEFLAREIAAGRRFPDFATAKGPAPALFSHCTEATGAAQAAADWRRVFAALGVEIDTPATGCCGMAGLFGH
KTRHQTVSKRLFEMSWAPKIGTGAPVLATGFSCRCQTERLAKLPARHPLGLIADLAA
>NDK36251.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKLGSENLNITLRHLRALHAIRAHGSFARAAEALGVVPSALTETVRQAEAEAGAPLFDRRMRPPQPTPLGLAFLEETAPV
LADLDRALGRMRAQAGLSEGRLAVGAAPSAIGDLVGPALARFRAAHPGISCLLHDDVAERLAGLVSDGTLDLAVAGRARQ
GPDLTQTELRRDPFGLACGAAHRLSGCNAVTLSEIDPAEVITLSAETGTRQLLAGAAALPEALKETRLQAHSTIAQLCMI
RAGLGVALMPKAAVGLFGDPAIRFVPVADLGLWRSLYLLEPARRARSHVATAFLDQLETGPEAT
>NDK36252.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SE1
MFSPLLDALPAVLTFPNLLAMIGGVLVGIVVGSLPGLTATMSIAVLLPLTFTMDPLVALGMMAGIYNGAMYGGAIPAILL
RIPGTPAAIVTTFDGYPLAQQGRAGYALQVALLSSAFGGMMSAIAMMILAPPLSLVTLAFGPPEVFWVGIFGMAAVAVFL
GEDMPKGFLSALIGLFIGMIGLDPVMSTDRFTFGRLELESGIDIVVLMVGLYAIPPCLEMAEDTAKAMGTRMKLEFQPFL
KTIREIPRYFKIWSWAYLYGIFVGLLPGASGSFVSFLAYERAKRISKDPDSFGKGNPEGIAASEFGNNADNAAALIPTVT
LGIPGSSVAAVIMGGLLVQGLQPGPDLFRNSADIIYGFMIQMFLTSLILIPLGGSFATNLFAQVLRIPRPLLIPLIICLS
IVGAYCVQNSLFDVWLMFGFGLLGYVMSKTGLPLAPVALGVILGPLIESNLRLSLLLDVRNEHILFTRPICIVLIALLVL
TTVLPPVWKHIRARRAREA
>NDK36253.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]SE1
MKSIHNDVVLGTGVAILAALGIHRALGFGADARVFPLLILGPTVVLGLVIAIRGHLKQRRTGDSPDFFASPGRFALVAIG
MALALVGLRYLGFLTTSAVTIPVLAAALGYRRPLPILVTTAGFIAMVYIVFIQILSRPLPAEIWTRLGGS
>NDK36254.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]SE1
MKRITASLAAIGLLAGTAALADYPEKPITIVVPYGAGGGSDIMVRTVAPYIEKYLGDDAKIVVENRTGASGIIGWQAVHD
AKPDGYTIGVITTPSIVTKPIEGKAEFTWQDFTIIANMVTDPAALNVKKGSQFEDVTGLVDYARENPKVVTMATGNFGGD
DHLAGLQLEKLTGAEFTFVPFPGVAARNATMGGHVAVGSFNLGEAVNYQESIDILGIMADERSELAPDVPTLKEQGFDVI
ASSQRGFAGPKGMPDEAVEKLSAAIAQAVNDPDFRKDAQNQGVVLDFADSADFTAQLDAFDKAMRKIWAESPWLQ
>NDK36255.1 RraA family protein [Rhodovulum sulfidophilum]SE1
MSFDCSVAPVNHPLSAEFAAGFNDIPAPVANDCYGRRNIMDAGIKPIARGMHLCGRAVTVAMPPDDNLMLHAALHAAEPG
DIIVASTSNDRHSGVWGELMTRAAMARGLGGLVLDGMCRDSAWIAESGFQLFARGTCARGSRKLGPGHVNIPVAVGNVVV
HHGDIIIGDDDGVMVVPAADAAALLPLCRDKLAKEGARIEAIASGSPKPGWLMPALEKWNVA
>NDK36256.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]SE1
MRDTKPSASLEAAQLARDLRGQGRRVISLATGEPDFPTPDHIKAACVTALAENRTGYPPVQGIPALREAICQKFHLDNDL
DYRASQVIVANGVKQIIFNALAASLEPGQEVLIPAPGWVSYSEMARLNGGVPVWLETRWNDNFRLRPEALEAAITGNTRW
LILNNPCNPTGTILTEAEIRALAEVLERHPQVMVLSDDIYEHLRYGSAPYFTIAQVSEAMKARTLTANGVSKAWCMTGWR
VGFAAGPQALIDAMRTYQGQTTGGVMHPAQFGALAALTGSRCFMGPNLEAFRARRALGVQLINETEGLSCHAPDGAFYLF
VNCAPLIGATRPDGGTIASDADLTRYFVEEAEVVCVPGAAFGLSPFFRISFACGIEVLEEACLKLRAAVARLTPAKEGPS
A
>NDK36257.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSIRRLKTLVAISRHGSLSAAAASEHLTRSAVSLQMKQFEEDLGVEIFDRRRRIPELNARGRLMVPKAIEVLAAYDELRR
TARGEATITGTLNIGAMFTAMTGAVPHAMKRMRALYPDLHIQAAPAHSANLVAPVDRGALDAAFIGRPPVLGSRLLFHTV
TEEPFHLLTAEDCPLDDPREILETYPFIRISRSLWSGQLIDDWLVREDITVNEAMELDGIQMISTMVYHGLGVAVVPRRC
VPAPNPVAVREIAIPSLAGRPVGILARDDSPKASLIDAFCTQMRLVVAEIGRRDAPGEPVGPDQGA
>NDK36258.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTKKSACSVERAYRMLKEMAATYAFKPDSRLNEGVLARQLETSRTPLREALNRLAAEGFLVFRPGQGFFCRSLTPGEIMD
LYEARAAIECEAAKLAARRADPQDLDALGAFLEASCADYQPGTSPVELVRLDEDFHMRLTALSGNAELSRLLENVNGRIH
FVRLIDLRTLSQRDGPEVVTTAPHRRILEAVRARDPEAAQNEMRGHIERRLEAITENVRNAFAELYAP
>NDK36259.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]SE1
MDGAGLDGQETQVTRTMNGAQVILKMLELHGVTHVFGLPGETTIGWYKEWRAHSDIEFVLTRDERTASYAAEAYAKVTGR
PAVLEAPSPGVTHCTPGIAEAWLSSVPVIFFSSDIPVNQDKKHGLTGIDQTALYASICKESFYLTSVKDIPILMRRAFRV
ATSGRPAPVHIRVPINIFHDTAEIADLYAQPEYSEYPAHRPVADHGRIRAAIDVLLAAERPLIVCGQGALISKASAEVQD
LAELLQIPVATTTPGKGLMAETHPLALRVIGARGGMGYANDYAKSADTVFFVGTNTDSSSTDHWTLYGDPATKTFLHLDI
AEAHVGNNFPLKVGMVGDARATLAYMAETIRAEHPGLDRPRLDLTEMKRTALDAVFNSNTPMPEGTISPVKLTRALDALL
PPGAIVTAEPGVAAIYPSALLSVREPGRRYLTNYSMGALGYSVPAGIGAAFAAEGPVISLTGDGSLAFVLGDFETIRRSG
KNITVILTRNDTYGWIRGEAILLDDVDEPWSTDFGAVDYVKVAEGFGFQTARIESDAEIEPALRAAIAHEGASFIEIRVP
SQDRIVPFVPSWVRAARKKKLPYFT
>NDK36260.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]SE1
MRRTLLSRAVLAAAALALPLAAPAAAEFPEKDLTHIMPWSAGGGTDTVMRQFMSFAEKTLGTGINTQNVTGAQSGIGTLR
LMKARPDGYTIGSLTWDSVITVPYYELVPGYDTDQLAYLGSVTVHPTALIVRADAPYATLDDFVAAAKSAPGSLKIANVG
TGGVWHLPALDFAKEAGIDVQHIPYPKGSGPEREALLSGEVDAMSSSISAAYAAVQAGQARVLAVMSEERDPKFPDVPTF
RDSGYDVVWGSFRLVATQARVDADKRAALEAGFAAVFDLPEFQEAAEKSAMGAHWMDAEATAAYVKAAQAKAFALIDELV
AEGVLQK
>NDK36261.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]SE1
MTGPRNGQILFALGLALANTIYGWQVLQMSRPFAAGEPGPAFLPALLCLALYGLLARVLFSEFRTRRAEGSGEAADTGLL
PVLGPLFAIGATALFVIGFVWLGYVISAALYSFAIAFYFNVEDSGRWGRSALVALPVAAGVTGFGWLFFDRLFGLTLPVW
GF
>NDK36262.1 tricarboxylate transporter [Rhodovulum sulfidophilum]SE1
MVADLAQGFLALAHPATFLHLIGGFLLGLVFGAIPGLTATLAIALLLPFTFGMEVTDALVMVAGIYMAGIYSGSITGITL
NIPGAPSGAITTLDGHALMKRGEGPQALGMSAFSSALGGLIGAVVLIALAQPVSSLALLFQTPDKFSLVLMAIVTVTIVS
SGSLSKAIAAMVLGLMISTVGIDPMVPEGRFDFGSYHLIEGIGLLPAVIGLFAVCELIAQAATPSAMTRADRVAQVRAPR
RRDFLPARARIREVGPVAYAKSAVIGVVIGMLPGGGASMASFIAYAEAKRTARRPEAFGKGSYEGLAASETANNAMCGGA
VIPLLTMGIPGDAVTAIIFGVLLLHGLVPGPALLGSNFIEIAPMFAALFVSSILVFLSVLAFGPVYLRLSQINRGLLYTF
IALVSMVGVFASSWSVFQMWMALAIGVLAFLMRRFGYPVVPALMGVILGPYFEEFLRRSLIVSEGDPTIFLTSPASAVLL
VLTGLFVWFLRLRPALRDRQSARESGEGE
>NDK36263.1 ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTLSRAPRGEAPPAAEDTSSRQAADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GGRSGPIELRLVRDGIWLRVDVRDYGRPMPGESLPDADKTNADMTGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNRN
RLRFTVPLNEDC
>NDK36264.1 STAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>NDK36265.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]SE1
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVTVTIDPETQARACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLEGGLKVHAAAGGEEFLALDGKTYVTEPGMTVISDETGVESLG
GVMGGETTGCTEETVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAAAGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>NDK36266.1 phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPVFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLTQADCAAGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLASGASARAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRLLDELLARR
>NDK36267.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]SE1
MDELRQKYLGAIADAADEPALEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDHRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>NDK36268.1 DNA repair protein RecO [Rhodovulum sulfidophilum]SE1
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAALPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLART
PG
>NDK36269.1 DUF1491 family protein [Rhodovulum sulfidophilum]SE1
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLDADGLA
>NDK36270.1 hypothetical protein GXP64_15490 [Rhodovulum sulfidophilum]SE1
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>NDK36271.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]SE1
MDSYAPPDTPLEILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQSVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLEPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPRTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>NDK36272.1 peroxiredoxin [Rhodovulum sulfidophilum]SE1
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSDEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRANKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>NDK36273.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLTEHRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGADGCGGKA
>NDK36274.1 LysE family transporter [Rhodovulum sulfidophilum]SE1
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMAHGLPRALWGVAAILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGIPIARQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>NDK36275.1 GAF domain-containing protein [Rhodovulum sulfidophilum]SE1
MRIDYDALSQTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDTEGLARLLAQTFAR
>NDK36276.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]SE1
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLENDGEFA
VLTDILGDEDHLGDMDFKVAGTEHGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>NDK36277.1 hypothetical protein GXP64_15525 [Rhodovulum sulfidophilum]SE1
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>NDK36278.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]SE1
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>NDK36279.1 hypothetical protein GXP64_15535 [Rhodovulum sulfidophilum]SE1
MITMVDLLGVMAVGASADPDDSTRSHAAGGTGSGDGPAPDRATDDLMAVLDLHAALAEAGPAIDGMSRADELLFSWLSGG
PDSMDADDLPSPPDHDHDKDLPVAETCLVDAALGAGDEIFSVQDLFEDGASLPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLFDALAARA
>NDK36280.1 hypothetical protein GXP64_15540 [Rhodovulum sulfidophilum]SE1
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFMHDVTLDARSVSAHARLEALATA
>NDK36281.1 bifunctional nicotinamidase/pyrazinamidase [Rhodovulum sulfidophilum]SE1
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>NDK36282.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]SE1
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>NDK36283.1 phosphotransferase [Rhodovulum sulfidophilum]SE1
MTEAETLSLAQEATAHWEGCTAPRLLSHRENAVFAIALSGGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGGAAEQLRRFVELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDHGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>NDK36284.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDAAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHQ
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVAAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAVFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>NDK36285.1 asparaginase [Rhodovulum sulfidophilum]SE1
MTGAVGMVEVLRGGMVESRHRGHAAICDGTGIVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLSRHLGAGPDYVEPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAVFAAARPDAGDARTRAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALAPDHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>NDK36286.1 hypothetical protein GXP64_15570 [Rhodovulum sulfidophilum]SE1
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>NDK36287.1 PEP-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]SE1
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGIAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAVTLSYTGELHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWALGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPATLPLVLSGLAAFGLIRR
RA
>NDK36288.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]SE1
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKGVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>NDK36289.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRAPRAWAAFLGMGLLNNVIPFSLIVAGQ
HSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGSNALAQLAVLGGALSYACAA
VFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGVGTCAAVLGLAVLSTALAYLLYFRILARAGATSLS
LVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>NDK36290.1 LOG family protein [Rhodovulum sulfidophilum]SE1
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRSKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>NDK36291.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]SE1
MSNAQLETAIEAAWEARDTITSATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>NDK36292.1 hypothetical protein GXP64_15600 [Rhodovulum sulfidophilum]SE1
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>NDK36293.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]SE1
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHERTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCREAMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>NDK36294.1 ribonuclease R [Rhodovulum sulfidophilum]SE1
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGDGAAPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRALPLVTIDPADARDHDDAVLAIPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>NDK36295.1 lytic murein transglycosylase [Rhodovulum sulfidophilum]SE1
MTRYRSLAPGLGVALGAALGLGGPADAMLERVPRPLPRPDTLEMRRSPRPEIRSAVVAALARARAPDTVADEARGFPGWI
AGFRGRALAQGIAPGVFDRAFEDARFQPDVIRRDRNQSEFVTPIWDYLDNAVSEARVRNGRAALAQYGAVLERIEARYGV
DKEIVAAIWGMETSYGSYRGSAPIISSLATLAYEGRRAAFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSY
LEHAVDFTGDGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMTGRA
VRDYGRAAILQPAGARGAAFMIFDNFRVIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTR
AGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRLR
>NDK36296.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLADLRTMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQVPLDEPGTDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTATDRGPD
>NDK36297.1 CidA/LrgA family protein [Rhodovulum sulfidophilum]SE1
MTTRLLARRLRVAVRRSLTVQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>NDK36298.1 LrgB family protein [Rhodovulum sulfidophilum]SE1
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>NDK36299.1 NAD(P)-dependent glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SE1
MKDIAAPDRQSAPFDTVAVLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTE
ALEGAEAVLIVTPSATLREMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPT
AATVAFPFAYADRLAPHDSPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVD
EMKVLAESLGGQRETVTGLSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPM
PICETVNAVLHEGADLERSFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>NDK36300.1 HAD-IIB family hydrolase [Rhodovulum sulfidophilum]SE1
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISQRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEVMGLDWL
ISAERYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAYG
AAGIMEAIAAFDLHTVPTGA
>NDK36301.1 glucosylglycerol-phosphate synthase [Rhodovulum sulfidophilum]SE1
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARSLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARREETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>NDK36302.1 DNA topoisomerase (ATP-hydrolyzing) subunit B [Rhodovulum sulfidophilum]SE1
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQAAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>NDK36303.1 hypothetical protein GXP64_15655 [Rhodovulum sulfidophilum]SE1
MILFLTHGPLRLAITGRTLSDGSAAGVAMGDPFWPPLTIFARLRLAASAIFLSMGCF
>NDK36304.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]SE1
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLSG
PRSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAGTAFPRATLALAGPEGSDPEDAGALAGALS
AGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGERAQYLEVRETDGTSQIERMEGPWPRSA
>NDK36305.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]SE1
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>NDK36306.1 chromosomal replication initiator protein DnaA [Rhodovulum sulfidophilum]SE1
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPDAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>NDK36307.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]SE1
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>NDK36308.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SE1
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>NDK36309.1 bifunctional DNA-formamidopyrimidine glycosylase/DNA-(apurinic or apyrimidinic site) lyase [Rhodovulum sulfidophilum]SE1
MPELPEVETVRRGLTPAMEGRRIVETRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAATRIATLVPAIRTVLSEAIEAGGSSLRDYRQADGELG
YFQHNFRAYGREGAPCPSPGCTGRIHRIVQSGRSTFYCPQCQR
>NDK36310.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase UbiE [Rhodovulum sulfidophilum]SE1
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPRPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSLG
IAALHSGWKI
>NDK36311.1 2-polyprenylphenol 6-hydroxylase [Rhodovulum sulfidophilum]SE1
MRGPHNIWRLVQTLATMERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILS
TRPDVVGDELAVQLRVLQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPG
VERNFRKDIDAFYFAASTIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSR
RVMTMSWCEGVPIGDNAALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTR
RVYAEILYGFIRRDYRRVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTEL
ILLQRTMVVVEGVARSLNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTVRVLSRFGPRLPELAEAALIRQSQTPPEP
RRRSWIQPLLWMGAGAALTWIGAGLALLLS
>NDK36312.1 hypothetical protein GXP64_15700 [Rhodovulum sulfidophilum]SE1
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLRMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASSAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVESYAADGSQMSETLGKVYAPIAEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>NDK36313.1 hypothetical protein GXP64_15705 [Rhodovulum sulfidophilum]SE1
MQVPFPIDTLGASASSRPDRSASNAGAADPDGSDFRSAFDETRPSDRNETAREAARRDTPRTSAASDRAEETLSSAPPGA
RKNSEDSAEEVDETAETKAGSDTVKNDPADASDAIIAELPAMVGFSTTPQPGTAAATKTQALPTETAAAGAGTTAASTDS
DMARTTSVPLTADPRQQSGESQPNSALTASSSMANARPAIATGGTTAQQTAAQQAEDTGPQSDIAPSGSKDAKAAAASSS
AAAAQANAAPLLSGTSPEALQAGNKEGAALNSATPKDGTTNRSSPEIADATPEAVAPKEGSTGQTASRQGDGMLQGREAA
QGQAVAVAARAIASDDPATDPKGDQKGHASAHREKTSATPTTPTAPHATAAQPDATASAPPFAGTAIDIQTAIDGSRGDP
TAATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGITVN
ISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGKGRGFAAAGPTPNEEGTETGLLSANRTSPRTAGGGL
DLRL
>NDK36314.1 chemotaxis protein chel [Rhodovulum sulfidophilum]SE1
MLPSSPTPIGPTLPTDRDARLGRLREAAEKLEARFLSEMLASAGLGNVAGELSSGTFGGGIGETQFTSFLRDAQATEMAR
AGGIGLSESIFESLKERMDDPD
>NDK36315.1 hypothetical protein GXP64_15715 [Rhodovulum sulfidophilum]SE1
MTPIDMIADLLEREYQALRHSDFAALRALTDEKEQLVARLQMPSEADREALDGLRSKARRNDRLLAAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>NDK36316.1 flagellin [Rhodovulum sulfidophilum]SE1
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>NDK36317.1 flagellar biosynthesis regulator FlaF [Rhodovulum sulfidophilum]SE1
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDHHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>NDK36318.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]SE1
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>NDK36319.1 DUF1217 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSFQPVLPLTGYAGWRFLERTMERQQEALNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGIEDKGALANKLADKSYYKLAEAFRFVSSGAAAATVEKDFANELSLKVEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGQIVTAEGYTVASIADTSLLRGSDGEGDTNNEKIVFSGITIPDLAQSISVNDEGQVYGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADAKPVDRETVYFVATEESGEPILGRPLQDGFGGFVRGEAVEAQEVFDTEMITAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLSADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETN
VVQFADDAIRDELIKLYMIRSEANTGVGYSSGQIALRLLGG
>NDK36320.1 FliI/YscN family ATPase [Rhodovulum sulfidophilum]SE1
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGTRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMVQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>NDK36321.1 FlgB family protein [Rhodovulum sulfidophilum]SE1
MFEKLEIFRMASGLAEHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMVGRETAYAARNTDR
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>NDK36322.1 flagellar basal body rod protein FlgC [Rhodovulum sulfidophilum]SE1
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>NDK36323.1 flagellar hook-basal body complex protein FliE [Rhodovulum sulfidophilum]SE1
MDLKSSTAALGYSTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>NDK36324.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]SE1
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>NDK36325.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]SE1
MQTTGYTTLTRQSGLMREMQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGAFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVAADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEPVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>NDK36326.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]SE1
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>NDK36327.1 flagellar basal body P-ring formation protein FlgA [Rhodovulum sulfidophilum]SE1
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVTVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNQIVTLRYQSRGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>NDK36328.1 flagellar basal body L-ring protein FlgH [Rhodovulum sulfidophilum]SE1
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>NDK36329.1 flagellar basal body-associated FliL family protein [Rhodovulum sulfidophilum]SE1
MGKLLPVIIALVGLAIGGGAGFLLKPAPPPPDSTDHSASQGQAEDGSHVTADGHAAGAPSAAGHGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLETPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>NDK36330.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]SE1
MTEHIYPPDPDFVSGAHIDSAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIIFVPDEPDDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQ
>NDK36331.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>NDK36332.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>NDK36333.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAIMAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLEDFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRQGKTGGPRRKDPEHRPHTPP
HVAE
>NDK36334.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>NDK36335.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>NDK36336.1 DUF2083 domain-containing protein [Rhodovulum sulfidophilum]SE1
MPRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>NDK36337.1 response regulator [Rhodovulum sulfidophilum]SE1
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>NDK36338.1 hypothetical protein GXP64_15830 [Rhodovulum sulfidophilum]SE1
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPREPAE
PSREAP
>NDK36339.1 sodium:solute symporter [Rhodovulum sulfidophilum]SE1
MAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLVL
IGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTDL
KAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPLA
PGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPLA
RGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYYR
LTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSASLLADGPWGIGW
LRPQGLFGLDGLDPLVHAVVFSMGANALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQRI
LGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYSS
QLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMRL
TRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNARK
YCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQG
GAAFRVTLPRGCAEAA
>NDK36340.1 hypothetical protein GXP64_15840 [Rhodovulum sulfidophilum]SE1
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWACGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPDALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGPADASGFDAGPAEIGALAASGLPGSDL
PMGEAGGDLDDAGGFDFAAEGLPADGLDQGGEEFPFDPAGFDSDLENALENGIDGGGFGAAPLDLSEDFPSVSA
>NDK36341.1 TIGR01244 family phosphatase [Rhodovulum sulfidophilum]SE1
MMWLDKEFAAAPQPGIETLAALAQAGFRSVICNRPDEEVAANACAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MAALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>NDK36342.1 hypothetical protein GXP64_15850 [Rhodovulum sulfidophilum]SE1
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPADILRLEQELEDDGSDDLYDDMPV
>NDK36343.1 hypothetical protein GXP64_15855 [Rhodovulum sulfidophilum]SE1
MAPLLAVEHPAPGVVRLVLDAPPDNALTAPLRDALDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALEMMLSARPLGAS
HARQAGLLDALVDGDLDTAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGPGPDGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTARARDWAEAAPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGRGLVEIEALLDAARLTAGWDEATRVRYRARLSAGPGPSALTGCDAVIEAGSGTMSERQARFPDLARVAAPGAV
LAATGGLASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADAMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYGAGGAAGPDPQVAEIVAAAREVLAVGALRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>NDK36344.1 hypothetical protein GXP64_15860 [Rhodovulum sulfidophilum]SE1
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>NDK36345.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]SE1
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>NDK36346.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>NDK36347.1 hypothetical protein GXP64_15880 [Rhodovulum sulfidophilum]SE1
MSYRKRFDERALFRVPVGQSAEIPDLPFHREALQRPRQGGNRSHRPNEQLKGLFSTNAELRSIAEENATFGRSGLATRR
>NDK36348.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]SE1
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>NDK36349.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]SE1
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWTLDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGAIAADVIAVPGHTLGHVAYRFGAGDAVFTADSLMALGCGRLFEGTPAMMWDNLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>NDK36350.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVAMMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPAKDGLPRPLRILDAL
PQPGAEPA
>NDK36351.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]SE1
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAIGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>NDK36352.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]SE1
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>NDK36353.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]SE1
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>NDK36354.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]SE1
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVMDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>NDK36355.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]SE1
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITADSATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>NDK36356.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SE1
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLTEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGSDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIGMIREIFEDRMVPMTLDGIERGMKSLG
>NDK36357.1 DUF2927 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSRHGSRIGGFVLALALAGCTATGPDLAALHPPVPTDLPPMKTFASHRVTPPWRSNAAIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAAPDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWNEYR
RGRRSGEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPGLLARLNPRGGRIGVSGPLPPTPRAWIDAIETALGPRTSSSRRVTAARTAIEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGDRPQRAIALIDGHLADARSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGFGSEDEIRARIAEIAWLNPARSD
>NDK36358.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MQESDSSLLAAKGPIVTDLLVRPLRPEDIASWRRLWTAYLDFYDSAVPAETCDTTFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>NDK36359.1 M20/M25/M40 family metallo-hydrolase [Rhodovulum sulfidophilum]SE1
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDAHTCPTPKHPMVVGKAGDTGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEVNGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>NDK36360.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]SE1
MGLALGLALGLGAALAASAAPVDGKDARKLVFKPDGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRSRA
TLAAANYHDVDAARVAALRGCDAARKPDGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTGRW
AVIKGQGAASRALEACADQSGATDCRIAVEDR
>NDK36361.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]SE1
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>NDK36362.1 DUF4115 domain-containing protein [Rhodovulum sulfidophilum]SE1
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPTRRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAGGQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>NDK36363.1 flavodoxin-dependent (E)-4-hydroxy-3-methylbut-2-enyl-diphosphate synthase [Rhodovulum sulfidophilum]SE1
MSLNSVRPWRSIDRRKSRKIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>NDK36364.1 DsbA family protein [Rhodovulum sulfidophilum]SE1
MTRMTAAALMALGLAAPLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLV
RVNAEDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQL
AGDAAYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGY
VPLEGMKQLVEDVRAD
>NDK36365.1 DsbA family protein [Rhodovulum sulfidophilum]SE1
MKLVLCLAVAVATATPGLALPLSDAERVAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDRLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQT
RLFDAGATLDAATLDRISAELGLDPAEATTRMAGADITAKLAETRALAEALELGPAPAQVLRRTMVRGDVPAVALLRMVE
AIRRKK
>NDK36366.1 M48 family metalloprotease [Rhodovulum sulfidophilum]SE1
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLRDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSRSRQDPYVLTHPLNADRLRNARGYASAYSGAVQSDTQADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>NDK36367.1 aminotransferase class I/II-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMDVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>NDK36368.1 EamA family transporter RarD [Rhodovulum sulfidophilum]SE1
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLAELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSIRAGTSDTMRT
>NDK36369.1 TIGR00730 family Rossman fold protein [Rhodovulum sulfidophilum]SE1
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>NDK36370.1 LysM peptidoglycan-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MPERARKSPIRGSVWTWIILGGEAVLVLMVAAWFLGRDDERNSDGPQAEQDAAVTSPAAAGQAPDAANPEAQPPAADDRS
EAVPPAMPLFAPPAFDLVRVTPEGSALVSGRAGAGSVVAVLVEGHEAARAKADAAGDFAVLFDLGQSDDPRRISLAMLRA
DGRRTASEATVILAPNRSVPTAAGPAGRGAPGPEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAEGVRLLEPPNSH
EAPPVSGLTLDAISYDAQGAVRLAGRGQPGAALRIYIDNAPLAETGIDGAGRWTLRAPGIAAGRHVLRADLLAADGGVAA
RIETPFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHV
E
>NDK36371.1 ABC transporter ATP-binding protein/permease [Rhodovulum sulfidophilum]SE1
MRRGRRPTTADLSQFDREQGMRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTL
LLAVGAVGLTVAYGMARLMNTGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFL
LRFLLFSIAPLVLELAMVGVVFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETV
KYFGAEAREAERYDRAMEGYEEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMP
LNFLGAVYREIRQSLIDMGDMFALLEQPAEVTDRPGAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVG
PSGAGKSTIGRLLFRFYDVTGGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAA
KIHDFVTSLPKGYQTLVGERGLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAH
RLSTIVDADEIVVLEDGQVVERGTHEALLAHGGRYAAMWQRQQAGEDGDIAAE
>NDK36372.1 efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVIRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPKPLRIGLMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTITTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALTRAAGRLDLHEIVWSEPPGPTPPGQAAQDSKDGDGKGLRAAE
>NDK36373.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MRWISMLTALLVTMSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>NDK36374.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEISPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>NDK36375.1 PQQ-binding-like beta-propeller repeat protein [Rhodovulum sulfidophilum]SE1
MQAEAGQGRTAIKDGPRIKGTATVKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPA
PQAVADMPQLGGNPEHLTPHAALSAQPARIWSTSIGAGNSRRYRITAPPVVVGGVIYTLDARSQASAVSADGKVLWKADL
RPEGKRGKDVSGGGLAYGDGRLFATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGR
VQWQIPGTPAPAAMLGGAAPAVTERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVADNVLYA
GNQSGRSVALDVNSGERIWTAEDGAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYG
PILAGGRIWLASDDGWLRGFDPASGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>NDK36376.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]SE1
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRQLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEA
>NDK36377.1 hypothetical protein GXP64_16040 [Rhodovulum sulfidophilum]SE1
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQDNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>NDK36378.1 serine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDLGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDSLLDEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPAGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALNPWLGGKTLLTVEGELA
>NDK36379.1 acyltransferase, partial [Rhodovulum sulfidophilum]SE1
RPRAFWHKRLLPMVWVLAIWTLVYVAADQILPMRRDGLPVRFDLLHPQMNLWFIWVLAIFTALAPLLIRLNGLAVIAVFL
VLAGLWHVGLLRYEGALIYPKDIRAILNNAPFYMAGLYFAPAVIAHLADRRRARLVLAGAGTVFAGLVLGAAMMPATDEI
LGKAARFVGVAFGAALAAEIARMGPLSRAFRAIGSRSLEIFLGHQLFIAGAGVMIVALGWPGVATGIVLTPAIALFAVTG
SILLKDGISAARMDFIYAPPRSLAHRPTRPSERSPARPQVRAAQG
>NDK36380.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MPSSRIAYLTGEYPAVSHTFILREIEALRGHGLEVITASIRRTGPEHHRGPSEKAAAASTFYVLDAARRPGAVVRALLMA
LRRPGALPGVLRLAWQTRRPGPRGALYQLFYLAEALILAAHLRRAGATHLHNHFAQASATVAMLAAELAGLPFSFTLHGP
ADFLDPLGWRLDEKIRRARFVACISHFCRSQAMIHARPADWPKLAIVHCGVEPERYRRDPVLATGTGTARELLFVGRLAA
VKGVPLLLEAMVRLGPEHPGARLTLIGDGPERARIEAEAARLGLGDRVVFAGYRSQEEVAGALARSDLFVLPSFAEGVPV
VLMEAMAAGLPVIATRIAGIPELVEDGVSGRVVDPGSATALTAAIGAVLADPEAAARMGAAGRERVCAGFDARAEALRLA
TLFRDGAAAGENR
>NDK36381.1 sulfotransferase family protein [Rhodovulum sulfidophilum]SE1
MYRYYLRTLLRDAVIERVPPALMRHVMPMTPSSTPYIPAILETRLIFVHVPKAAGTSVKTEFYGGPKGGHRRIIEFAAHD
PERMQAFFKFSFTRNPWDRLLSAHAYLSDGRKATGRDRRFANEVLALHPGFEAFVLALEQPGFRRRVMAYDHFRTQSYWL
CMPRARDHAMDFLGRFERFEEDMEALRHRLGHASRPALRTLSSDHPPYRDAYSTRMRDIAGDIYARDAALFGYAF
>NDK36382.1 hypothetical protein GXP64_16065 [Rhodovulum sulfidophilum]SE1
MAKFDIKGPSAGDAVSATLRNSASGEVLLRLDRTDWGNVGSSGAALAVDVDFGAVHRIPASAFGAGIESITVTSQPGVGH
VSVQGTDVLVNTVDEGEIRADFDASHLGSKPDPIWTLRDADTNPLAYMVMNNVNRAPDMAFSFSLSVKPAGQGPVAVTVT
ATPALHRQMCGWSCGRGIKLSVDETDATVLEPAERHADLYTTNAPGAYSADDIIAEAGSWLARSRIGWYIAAQLTVGGGV
VSGRTVAHDPTTYFGSQAKPIHPDIAREIVKSLYETSGFGTVYLHYERGYDYRGNVTNLNAGGDGLLHPHAILAYGSGAR
PLMPGMAYNGGKKHGMFFRGLAFPMESGVGGAGITNVIFEDTYHEDKIYLYSDSSPGAERHSRFTVRNSVLPQAFELGGL
QRDGEHWSGKYRPSCIKPGSDPHGVIIQGCFIGWGGQGPDYVSDRVADAYSYEPIGSDLRWGLDGYSQPGANLWTHPVYF
DSSNRHILWRDNWTFGSGGSLIQLRGGAVMRSSAFTYGNQCFAVGTGAFVPYHSKDPACGYQYGYGNGHRSLCQDVVYTH
AGYMSGAGAGMAQSEGIKIGAPLASMDRVVVLHDCDPNNASDRDRVYSDWLGRNMFRLEGYSYTTEFDPGAQFENLEGRE
RAVICADWGPGINPDYNPDGLDLSGIDDATVFRWYDAKRGNAPDTTTDIMEIYWWLREHEGPEIQALVRDFIAFMQAPLG
IAPAWRTSAAPCSFVPDLAEDGCRWDNPNNWGGDLIPGSFAADTAALGGHKVFFQDHTLTVAGLDLGAGGHVHAVNGRLN
VSAAPTCTGGGAITTDESGQVWIGGYVGTAPLALTIKGGRFANTGTFSGPADIRIDGSTDPHGVAEFLCAYGEASMTIRS
GRSMEIMGGGPRVGFDGLDGAQARLSFEGGAELRFVAENGRLATIREFRSGVNGTQATDVVSSVDLGGAALVLDLTGVTA
GSHVLIAADSVTGSFGSVSGAIDPGLDATVAVSATGVSLTVTAGSGRIVLA
>NDK36383.1 hypothetical protein GXP64_16070 [Rhodovulum sulfidophilum]SE1
MIGLSISIGSGQNGGQRSGNRSLTLSGLIDGAARPGSASGITAAFSDGFPIQSLSWGMTPGGTEFGTGASPQDFSSADTG
LFDAPGLLHVTARAAGRSYSLSVPIRTAPPVFLTPPAFAAPLYKIGEAVKVSLGTVDAAPATLTVASFTLDGEDRRSGLA
GLAWSSAGETAWGRAGVLRLQARAESSGGVVLSAPVTARLGDAPRAFSAADWSVDETGVQIAALPDDGNVPITNIRYRID
GGPDRSVNGVTDFALADYGDIQIRAVNALGIGAWSDTKTRIAQTPTLSIEAAPLLAEVAAVEGNTLTATAGPVSGGPSSR
TWQWYRGTAAISGATGESYMLQPADIGQRIKVRQIETPSGGTPVTRDSAVSPVVVALNFQAEENDDGTVGVSYADGARST
VEFKLTRPAAYAGSFNLDLGALETGPVCLVRPALSGTPEPGATLSATPFFWVYPEALGALSVSSGWRRNGTVLAGETGST
HTVISADAGTDLQYIETGTQSGAAAPVTAVSPAVRIGDAAPTSYSPQTSTSALAWWDASDEATITHEAGTVSQFADKIGT
AHLTGTGTTGVSASDVNGLNTILLDGIGNYFERSATTLFPADGDWVLTIVASIDEVNHINDALVSAINGDNTFAIVGFNA
SEFAGRLAVSGEAVSFDGGPYGGLHVFQVKADLTGQATATAYVDGIPVAFVPYSAAVDATTLRFFRSYVMGGRFCEAFLD
RDLSSQAAAFAYAASKWGIS
>NDK36384.1 hypothetical protein GXP64_16075 [Rhodovulum sulfidophilum]SE1
MADLFKLHTQGLDSPPSRLTEVMPDDSAELPFASRALNVASSGTVRVTTVDGDTGTVFVASGIALPLRVRRVWATGTSAT
GIVALF
>NDK36385.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MATYAQQLKARGHEVTVVSRPRPRRTPLDRLRAWLRGRPLPTHPRSPLFDALGDSHKVLDRWRPVVAEDLPDADVVIATW
WETAEWVAALPASKGRKFYLLQDVELFDHLPVDRVRATYRLPLRKLAVSDYIRDRVREEVPGSEIDLLPNAVDHAVFNAP
PRGRGTPFTVGFLHSIAPRKRIDLAFDTVGKARLRLPDLRVVSFGTTPATDDFPQDLIYRRAPPQQEIPQLYAACDLWLF
TSAHEGFGLPLLEAMACRTPVLATRAGAAPDLIDGRNGRLLPPDPEAFSAEIETISRMNPAEWRAMSDAAHATAAAHSWE
AATDRLLGYLGKEARS
>NDK36386.1 CpsD/CapB family tyrosine-protein kinase [Rhodovulum sulfidophilum]SE1
MEKLQAALEKARQTRAVRSSTVPTRQQLRITPASDAEGAWQALAPADLDEAALSQHLIVTREAGVEATPFDILRTKALLQ
MRQNGWKRLAITSPVPNSGKTTVACNLALALGRQRDLRAMLFDLDLRDPSVHDFLNVTPEHGIGEMLSGRVPFAAQGLRL
GGNVAFSISLHPEPDPTRLLLAEETAERLDEIEAVYKPDVMIFDLPSVLVNDDTRAFLKNVDCALIVIRAETTRHAQFDT
CEREIAEHTNVLGVVLNAYRQADAKG
>NDK36387.1 chain length-determining protein [Rhodovulum sulfidophilum]SE1
MTIDLPLYWRLFLRRLPVMLIFIICGTAAGVVAALRMPETYSTSARLLVEAPQIPDSMVSSMVQTDAVEQLDIIEQRLMT
RANMIDIANRFKVFPNIRQMEPDEVVAAMRSGTRIRRSAGRNQATLMTISFSSEYPRVAANVVNEYVTLVLQTNAEFRKS
RAENTLQFFEQEVERLGQELDRQSSAIASFKSQNAEALPDDQSYRMGRQNLLQERLGGLMRDLKAGQSQRADVVRIFEAT
GRVKQGAFAERRTPEEERLNAARAELDNAKAIYSETSPRVISLQAVVDRLEQVVAEQKEDGTAAAEAGDVSPEQAMLDAT
LSEMDSRLTTLQEEIDTTNSEIDKLQEAIAKSAANGIQLASLERDYEIIQTRYNAAVSNLNQARMSERIETTSKGQRISV
IENASVPQLPSGPGRTKVMALGAAAGLGLAAAYFVLLELLNRTIRSPAELSNRFDITPISTIPYMKPPKERGARLRRRNR
KAPPPSGSIMPG
>NDK36388.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MNTSLYNAHFGFHERPFSLSPDPDFLFWSKAHTRAFAVLEFGLVSRAPLTVVTGEVGTGKTTMIQALLRHVEDDATIGLI
SNAQGGRGDLLRWVLNALDVDAPEGADYVSLFQTFQSFVLQEYAAGRHVILIVDEAQNLGSETLEELRMLTNINSGKDDL
LQIVLVGQPELRDLIRHPSLRQFAQRVSAVYHLEPMDLATTRAYILHRLKHAGGSGEEFSASAIRHIHEEAGGIPRMVNK
LCDLALVYASSADAPAVDEATIRELIDDGLILKPFRDPLLLSGAIDPFGKAAE
>NDK36389.1 sugar transferase [Rhodovulum sulfidophilum]SE1
MTLYLTDLNADSSARPVLGAFSVQRAAAGWGAYRKVFKRIVDLTLVLFSAPFSVPLIALLALLVALDGHNPFYSQLRVGR
NGRYFRIWKLRSMVPDADRILEAYLASNPAARREWNATQKLRHDPRITRIGRVLRKLSLDELPQLFNVANGTMALVGPRP
MMVKQQLFYPGQAYYRLRPGITGLWQVSDRNDCDFVGRVDYDEVYDRDMSLRTDLDVLFKTVSVVVRATGC
>NDK36390.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MLSACQSSEEKAEAHYQNALTLLQEGDIDRAIVELRNVFHEDGRHRDARQKLAELLLQKGNRQQAYSQYLRLAEQYPDDL
EVRIALAEIAFSSGRWDEVDRHGKAAEKLAPDDPRVKAISIARAYRDAAASDDASARREAAARAEALLAEQPDNALLHVT
LLDNAVRDQDTTRALAETDWLIAHDPSDIRPYQQRLQILVSRGDMKAAETLLREMVAKFPKDKENKAALIRFYLAQKDLD
GAEAFLRELAAASAPDNPGPTIDLIRFLAELRGPEAARAAIDEAIAERPDPLPFQVIGAGLDFEAGRRDQAISTLETILN
GAEPSEQTRNIKVALARMLLATGNEVGARQRVEEVLAEDAAQPEALKMQAAWQIQSDETDAAIAGLRTALDHAPNDSQAM
TLMAEAYIRAGRPELANDYLSLAVDASGNAPAETLRYARKLIDDDRLRPAEDLLLAALRRAPDNSDLLNTLGRLYLQMQD
YGRARHVADTLRRLGDEASVAAADRIEAERLNLQSGTAEALSYLEEIAGTADASLSAKIALIRARLATGDVDAALAQAQE
LRQDHPDDDTVAVVLAATYGAQGALDRAAEIYQGLLRSDPNRPGIWLELSNLQMRQGDRAAAAASIGKGLEQTPDDPRLL
WAKASMLERDGDIDGAIGIYESLYARNSSSLVVANNLASLLATYRDDAESLDRAWTVARRFRDTKVPAMQDTYGWIALRR
GESAEAVTYLEAAAKGLPEDPLVHYHLGKAYMALSRQADALEQFRKAVEIAGPADRRPQIEEARAQIEALATAAPAEN
>NDK36391.1 polysaccharide export protein [Rhodovulum sulfidophilum]SE1
MLYLKRILSGIVLILAATAAMAQQEYRVRPGDTLAIEVLEDTTLNRTAVVLPDGRFSFPFAGTIPAAGRTVGQIQNAVTQ
AIASNFAVSPNVFVSVQPGPASPYDGTMTDAIDVFFMGEVNTPGLVQVATGTTFLQALAQSGGLTRFAATKRIQLRRTDP
RTNVQKVYQIDYKSLSRGAVLAKDIRLLDGDVILVPERRLFE
>NDK36392.1 hypothetical protein GXP64_16115 [Rhodovulum sulfidophilum]SE1
MRRRRTYRLTGGLAAAGLVLLGIPPAAAQEQGGLETQLRFSQRLTQEDGTLSTTTGLGVTLSSRTRTEAFLFSVDSGLEQ
DFDGSALQQKDPRLILSYSRESLSSALAADFSYRQSDVDALSEDDDISDGVLRLDEGLLKRYSGNLSLQLGRDAPFGGTV
DLGYSAKTYSETSDPDLLDEESVNATVALRFDLDPRISAGLRSSFSETDRDDPGQDTDSASIGGTLDFGVTKTLSTNAYL
GYSRVTKSTPGFPEDVQKGLAYTLSFTELRPNGDLSGSLGSDIDEAGRRTTARLDRSLELPSGALRAGVGLSTSEDDDLR
PLLSFSYDRGLKRGTFGVKLDQAFSTDSDGEEALNSDFRVTYRQELTPLSSLQAGVVLRDTDFVDDANTDSRKLQLDLVY
RHALAEDWNLVGGYSHSISDKSDEDRDHSSKVFIGLEKATRWRF
>NDK36393.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]SE1
MAVLRRGRAVLIGLIALCTLLELTLSLSDAGLLAPRLRTLAYDYGGFWPGLLGNWKPNYPAQPYAMFVTYSILHGGPAHL
AVNMITLWSLGCAVIDRVGAWRFGLLYGASILGGAAGFALLAPDLRPMVGASGALFGLAGGLIAWASLDRVTYRETLWPV
IRAVLLLLGLNVVLWWAMHGMLAWQTHLGGFLVGALCALALDRRALGPEDA
>NDK36394.1 hypothetical protein GXP64_16125 [Rhodovulum sulfidophilum]SE1
MGKIAKAAELLDFLVNPSRDIELFGMFGPGNLGDEAMLVAALDSLPRRRCTPWQSYPNRPALNRLIRNRRRRHLLVGGGT
LIHGGRTGWLDYVEMRSRQGARVSFFGTGMAFTDEQIAGESEAFRRWRAVLDRSQEVHLRGPQSVELCRRMGVQADIFGD
FAFLLHRPDIPVRDHGARSDAIGLNVGNCLGDQAAYEEACVALVRHLHSSHRLVFYVVVDTDMAATRRVIERAALPEDGF
SIERHYFDPYGFMRSIRNLRAFIGLKLHAAGLAMIAGVPALMVAYQPKSRDFMAPLGKAEQLLIDVPVEAGELLSRAADL
LDRPEDFLVEDRIAAIAADQRKKLEAVYMPG
>NDK36395.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MPSLLVISSAPAALLDGKPFLDRKFVEGMRFYTDLWDGPVNCLLRVRSGSFPFGRVYDPAELPFGIRFLPSDRIPGAPEV
SGQDVVLCSGDNHDYLHLAALCRRSGQKLVFIIEYVPETRRQILFLDRSRSLPKKIRSLIWMLGQEIRRRRAFGLADGLQ
ANGYPAFAAYEAINPNAIMYLDNRIGSDLLATGDEMAARRRRIGEGAPLRLVHSGRLERMKGSQDLIPIAARLAARGIDF
ELDIFGSGSLEAELRRDIAAQGLSGRVRLNGVVDFETELVPFARQQADLYLSCHRQSDPSCTYLESMGCGLAVVGYANRM
WAALCRASEAGWAVPLGRVEALADALAEAASDRPRLAACCDAARAFAGAHAFEHEFERRIEHLRRLA
>NDK36396.1 phosphomannomutase [Rhodovulum sulfidophilum]SE1
MAPKFGTSGLRGLVSELTSDLVGAYVRAFLVACPAGPRVFVGRDLRASSPRIAEDAIVAIRAAGREAVDCGALPTPALAL
AAMGQGAAAIMVTGSHIPADRNGLKFYLPSGEISKADEAAIGQALERPVATPAPAAGQGARSFASEAGAAYVARYVQAFG
DAALAGLRVGVYQHSSVARETLVEILGALGAEPVPLAASDSFVPVDTEAVDAGTRAMLAAWCAGQGLDALVSTDGDADRP
MLTDALGRVVPGDILGALTARALGAEAVCTPVSSNSLVTRLPEFETVRLTRIGSPFVIAAMEEILAADPAARVAGFEANG
GFLLGFAARGPAGPLAPLMTRDAMLPLVTVLAAARAAGGVAGLVAALPARHTAADRLQQVAPEASGALLARLDASAGARA
AFFAPLGREAGCDRTDGLRVSFASGEILHLRPSGNAPEFRVYAEADSPERAAAVLKLGLERVAAALADCGAQE
>NDK36397.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MTTTDRPRVLVLAESCNPEWPSLPVVGYKYARALAGVADVMLATHIRNRENIEAAGDMGCPVVYIDNEWIAARMYRLARL
LRGGSEVAWSTNQIMAYPPYIAFEWQALRRFRAELDADRFDIVHRITPMSPTQPSYIAGRIRQPFVLGPLNGNLDWPAAF
RGEQKRERERLRGLRDLYRFLPFARSTFTGAAAILAAFPHTIADLPQRLSDRIVNFPEIGFDPDMFHSRGRRPVLAGEGP
RRFLFAGRLVPYKVPEVAVRAFIGSERLKPHLLHVVGDGPERPRLEAMVAEAGAGDRVIFEGRRSQAEVAQAMRQSDVFV
FPSIRELGAGVVIEAMASGMVSLVTDYGAPGHLAAEGRGTRVALQPLEGLVRDYRAAMEACLEAPGAHAEMARRAEAHAV
AHYTWAAKAGHTAEIYAALQAGRGLEGLHPYG
>NDK36398.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MTLPDFFIIGAAKAGTTSIFALLEQHPDIFMPTPKEPEFFARDDLYSAGIETYSALFAGARPGQRLGEASTLYSHAPLFP
DTAARIARHAPGAQFIYVLREPVARAYSFYVQLVKNYQNGTRDYAVHRYFEDFVLPERHALAAPREKALAPFNAHFPDTP
ELCLAGSDYLLQIETYLACFPRDRFLFLTFEAFRDDPRATLRRITGFLGLDPLPETAFGGGAAARNVSRAHFDQLESAAG
AQRLRGRVGPLWALRRLLPDPLRSALRQRVLPAGAGRAHEPPPMEPATRQLLTARFHPQIPRLEQLTGLSLASWQAERLC
>NDK36399.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]SE1
MSDPSRAYLLISPCRDEAAHMRRTLDSVLAQSLRPAKWVIVDDGSTDETPQILADYAAAHPWIEIVAKPDRGRRAVGPGV
IEAFYAGLDRVEPGAFPYLCKLDLDLDLPPRYFETLIERMEAEPRIGTCSGKPYIRRDGALVSERRGDEMSVGMTKFYRS
ACFRQIGGFVRAVMWDAIDCHKARELGWIAVSWDHPDLNFEHLRPMGSSQSSIYAGRRRHGFGQYYMGSDPLYFAATCVF
RGLEPPYLLGGLAMMQGYLGAWLGGAPRHPDAELVAFIRAYQRRALRVGRARAVAGIEAERAAIFDPDRAV
>NDK36400.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]SE1
MSIGEDLAQIRINTGISVIVPTYREAENIPHLLVQLDRLRREYDLTLEVLFMDDDSRDGSVEAVAASGFDWARIIVRTGD
RGLSRAVIDGFRAARHPVLICMDCDLSHPVDAIPQMILGLASGQQFAIGSRYVPGGSTDDDWGLFRWLNSAVATLLARPL
TKVRDPMSGFFALRKADFDAAQGLNPVGYKIALELIVKCRMENVGEVPIDFSDRRFGESKLTLKEQLKYIQHLRRLYLFR
FANAMYLLQFLVVGATGAVVNLAVLSGLQLAGLAPWICLAGGIGVSLVTNFLLNRRFTFSYARRGHAGRQFLGFLGASLV
GLTVNYAVALGLSHKVLTGAYGLQVSAMIGIAAGMVFNFLGNRYIVFRKRYIRD
>NDK36401.1 ParB N-terminal domain-containing protein [Rhodovulum sulfidophilum]SE1
MARRKRLSPITGPAEDTGPVPPGPMPAIARPPVAEIAAASASQAALEQLADEVAVARREGRMVMSLPLEAIEAGHLLRDR
MHHDAEDMAALKASLAARGQQTPIEVTDLGQGRFGLISGARRLAALNALAAETGEPRFGKVLCLLRSPEGAAEAYLAMVE
ENEIRTDLSFYERGRLVAEAVRMGLFADPAAAVKGLFGNAPPARRSKILSFVALHRALGTALRFPTAIPEKLGLAIVAGL
KADPKLAARLGATLAKAQPADAEAERRLIERALRKAPAAAGPRGREVAPGIRLEARKGRLVLSGAGVGPELAEALEAFLA
ARDPLE
>NDK36402.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MSRDDIPPYLNISPDRAAELLGPPADTPGFASVAEACRRGRQDLASRGLDETGERQLRLFSTWEITRYLIPVAPAHFRRV
LRQNPDLPQGQSESAGGAKWFTLDEVLRLRAHFGAEGSKAKNYLPYRPKGLPAKIVAVANFKGGVGKTSTCAHLAMSAAL
DGYRVLVIDLDSQGSMTSIFGGQVEDEWQTVFPLLARHYATTLRADNQRRLDRGEPPLPFDDTLTEALKLKAPDLIRKTH
WPNIDLIGAQLNLYWSEFQIPVWRMQSRGWRLWDALTDVLAEDGVLDDYDLVFLDTPPALGYLTINGLAAADILLVPFGA
SFLEFDSTGRFFDMLHATFASIEEGENVAARALGREELHFEWDAVRAVMTRYDAGQQAEMAGLIQAYMGQVLSPHRQDFT
ALIGQAGEQVNGIYEADYRDFNRETYARGRATFDATYAAFKMLLYGIWRREETARTAAAE
>NDK36403.1 replication initiator protein A [Rhodovulum sulfidophilum]SE1
MRAVRQQAGGETDGGMEAAAIGDFFVCDFLGPSPKHDIAAMEHPLFSLSTRPDRRILDYEHNGVRVTVTPSVRGRATIFD
ADILIFCISQLMAALNAGKPTSRHLTLTAHDLLLATNRETSGDSYKRLRDAFERLVGTRITTNIATGDVETTTGFGLIDS
WEIVRRTRAGRMVSVSVTLSEWLYRAVLAKSVLTLSRDYFHLRKPLERRIYELARKHCGRQPEWRISIPVLWKKTGSASP
VRVFRAMVREILREDRLPEYRLVEEPGDILCVLRRDGVIERGTGEPPPVLSPEALEAARARMPGADVYALEAQWRGVWAA
SGRPRIRQPDRAFLAWVEKRRTED
>NDK36404.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]SE1
MIHPVILCGGSGTRLWPSSRKAYPKQFAPLIGRESLYQRTLRRFSGGGFAAPLVMTGNEFRFMATEQAAAIGLSDARVVV
EPLGRDTAPAILAAALMLERDDPEALMLVAPSDHVIADLPAFLAAVEAGCPPARDGALVTFGVAPDRPETGYGYLELTAP
PAGATPVPLASFREKPDLATAREMLAAGTYLWNAGIFLFRAADAIAAFETHAPELLAPCRAAIAEGQTDLGFFRLAEAPY
AGARAISFDYAVMEKASRVMAVPLEGGWSDLGSWDALWAAAGPDADGVVADGAVTAIDCRDSYLRSEDESMQLVGLGLEG
VVAVAMRDAVLVADKSRAQEVKIVVETLRADGVAQADQYPRFHRPWGWYETLCLGTRFQVKRIMVRPGGVLSLQSHHHRS
EHWIVVSGTAEVTIGEEARLVTENQSVYIPLGTVHRMANPGKLPMYLIEVQTGAYLGEDDIVRYQDIYDRS
>NDK36405.1 hypothetical protein GXP64_16180 [Rhodovulum sulfidophilum]SE1
MLFAAGTLYRLFPVVTGRPALSEFFMTEDGYLMLTVARNMAMGLGMSVSDGTIPTNGVQPLATFLFTLPYLQTGGDKVTS
LIGIHLIMAAWSVAGFFLVRALAARILDPGRQAPALPWIAALLWYLSPLLVLHTMNGLETGLYSAAVLAVLLMFLRLLRR
EGPLGWGWHLGFGLMGGIAFLARIDAVFLLLAVYLVWAIDGLFLRRDPIRTVAARIVPSGLISILVAAPWLLNNQIRFGS
IMPISGTAQSMAAEFGQNLGVLPVKIFEYFMPMLPVPNPLEKTLPVIVLASAVSLVVLAWFLIGVFTRASRPVRLMVLAY
LLFGAMVSGYYGLWFGAPHFMSRYLAPLAPLCIIASLWVLADLSRWLFPARGLRPAIWTGTAAIGLCVLLLGRLLMPGVQ
EQGHMQVVDWVERNVPDSAWVAAVQTGTLGYWHDRTINLDGKVNPEALEARRRAGNVLAYVVNSRIDYIADWYGVGGWAT
RTDGGFAEAFELIEHRKSPSLAVMRRRVLHEPG
>NDK36406.1 oligosaccharide flippase family protein [Rhodovulum sulfidophilum]SE1
MVQNPQPETGLKKRAMRGTVFSLAEFGAANLLRLVSNLILTRLLFPEAFGLMAIVQVFMTGLQMFSDVGIRTSITLSKSG
DDPDYLNTAWTVQILRGAILWLAAFAISGPVADFYDEPLLAQLLPVVALNALFAGFMSTNMATANRHLRLGRQTALNIGS
QVLALALNIVLAFWLRSVWALIWGGLASTLFMVAASHLLMPGIRNRLRWHRASLGELIRFGKWIFVSTIAGFLVNQADRA
ILGKFITLDKLGVYTIAFFFGSLPVLMARATLNRILGPLYRMRPPAESAANRRNVLMARRLAVGGLVALTVPLAYGGIFL
IETLYDPRYALAGPMVVLFALATPAQLVSLAYGAILLASGDSRRQFHLVGLTAAIQIPLLLIGVVTIGIPGVILAPALAA
LLVYPLRTRYLRLYNADDPLTDLAILAVSLVLNGHACWLAWDRILPLLG
>NDK36407.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MTPPAPSAPRDLAAIVIGRNEGARLIRCLDSLAGRVARIVYVDSGSTDGSLEAARQRGAEVVELDRTRPFTAARARNAGL
ARLTETGPLPRHVQMVDGDCELREGWIGTARAFLDATPAAAVACGRRRERFPEATLWNGLIDAEWDTPVGRARACGGDAM
MRIEALVAVGFYNPALIAGEEPELCVRLRRAGWEIWRLEAEMTWHDAAMTRFGQWWTRARRAGHAYAEGAHLHGTPPERH
NVAQMRRALIWGPGAPLAAALAALVLGPWALALLLVWPLQVLRLGLRGTGWRRALFLTLGKLPEALGVAQFHLNRLRGRN
ARLIEYK
>NDK36408.1 sulfotransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MTHPDFIIIGAMKSGTTTLAAQLAAQPGLFLTDPKEPNFFSDDEIHARGPDWYAGLFAAAPPDALKGEASTHYTKLPTYP
DTVRRLAAAGPAPKLIYMIRNPLERAVSHYIHEWTTGEIRTDLETALERHPTLTDYGRYGMQIAPFAETFGTGRILLTSL
EGLKADPEGELGRISAFIGLETPPVWQSDLGARNVSAERFRKLPFQRLLVDNPLARSLRHALVPKALRERVRRARSITRR
PELSEAARARLIPIFAADRDALARVFPGDPALGLCYPFLAP
>NDK36409.1 glycosyltransferase family 2 protein [Rhodovulum sulfidophilum]SE1
MTHSLVVSIINYRTADMTLTCLASVLEDLDGIDGHVVIVDNASGDGSETVLQDWLDAHPGAPVTLVRSAANTGFSGGHNQ
GMAARPARFYLLLNSDAVLRPGFCRTILAAAEAQPEAGLFAPRILRDSGETQDSCFRFHSPMSELIRGANTGLVTRALRR
FEVSLGTEPVPAQIDWASFACILLRAEMTTAIGPMDEGYFLYYEDAEYCLRARRAGWRIARVPEAVAVHFRGGSGPVKTL
RTARKRLPPYYYASRTRFLYQAHGLMGLWAANLMWHAGRGIALLRRLAARPVRQPPLEGEARDLWINAADPLGPRLAPHE
T
>NDK36410.1 hypothetical protein GXP64_16205 [Rhodovulum sulfidophilum]SE1
MLALWSWVIVTVILFRVLRPAGALVACLIGAYLLLPVRVTVDLPLLPALNKHSLPAIAAAVMTMIVAAGGQRPRSAGTGA
AGRILPGWIPGNIWIRLLFLVAVLSVGLSALVNNDTLVYGPTVRRGLGPYDAGSMVLTMAVTLLPFVLGRRLLADEAGRR
VLLWGLCLSASAYAFLALFEVRMSPQLNMMVYGFHPASWIQHLRGGGYRPLVFLEHGLRLGIFLTMAILIACGLPRIEPR
RRFLCLLLAAWLFGTLVLAKTLGALAIGLLLVPVALFFSTRLQILAAAVLAATVLFYPLLRSADLIPTERVLGLFEKYSN
EDRVGSLKYRLKNEDILLDKAMQRPALGWSSFARNRVFDPKTGRDISVTDGIWAIVIGESGLIGYMAQFGLLTVPILLLV
RRPRQVEPSTALLALALVANLADIIPNSSLTPVTWLIAGTLAGRLEQARAPAAATAGPTSDPLARNRPPRLRGGQAAEEE
APLPAMRATPYTRQTTLHSRSRRG
>NDK36411.1 WecB/TagA/CpsF family glycosyltransferase [Rhodovulum sulfidophilum]SE1
MMGWSPTGRGTDRAVTVTVASMAGLLADLEARLTRGEGFSVATLNLDHVVKLTRDPAFRAAYLAQSHVTADGNPVVWLSR
LAGQRVELVPGSDLIGPVFALAARHALPVAFLGSTAETLERVREVVEADYPGLRVVAALAPPMGFDPDGAAADEMIEELR
RSGARICLVALGAPKQERFAAHAAPRLPGTGFLSIGASLDFVAGRQRRAPRWVRRIAAEWLWRMLSDPARLGRRYLDCLL
ILPGLTRRALCQRLRRGG
>NDK36412.1 VPLPA-CTERM-specific exosortase XrtD [Rhodovulum sulfidophilum]SE1
MSIFNEAFALRRQSRALPGLGLFWLGLAVLGAGLFFRPGLDALLVAWQKPEYSHGPLIPLLSGLLFLRQLKTVPERPGEI
PHRWPGVLVVLLALMLGMVGRVSNIDDIVAYALIVWVGGLLLISFGWSTGKHFWPPVLHLVYMLPLPDTLYYKATTWLQF
ISSELGVWFLGLLAVPVYLEGNIIDLGVYKLHVAEACSGLRYLFPILSFSYIFAVLYRGPVWHKAVLLLSAAPITVLMNA
VRIAIAGWMVDEFGVEWVEGFTHFFEGWVIFIICVAILFALARIMLFFHPAKMSLTEALDLDTEGLVPQLMRLRLVQPSL
ALIAAAGLMFAGVGVLQMLPDRSATAVARDSFVTFPRRFGDWQQSGPPAVLAPDIARALQADDYHSITLTSPDTPAYVGV
FLAWYADQSHGGVHPPEVCLPAGGWEIAWLERTDVASELGSAEPFHLNKAIIQKGEVRMMVYYWFDQKGRKVAWDFAAKL
WLIVDALRTGRTDGALVRLTTPILPEESDADAAARLDAILEDMAPQLPRFIPED
>NDK36413.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]SE1
MQDIYSCVFGTWQPGIGDPTWQGWTTVAVYLAVTALALRAASRGVFPAPSARRERIFWSLVALVLLGLAINKQLDLQSAL
TATGRCLAKLQGWYGQRRAVQTEFIAAIGALSLLSLIGLLWLLRGTLRRSAPAIVGLCFVSGFVLIRAAGFHHFDHLLGM
PTLLSVRANMVLELTGPLLIAAAALALKHDDRGPDTSGRPGDC
>NDK36414.1 right-handed parallel beta-helix repeat-containing protein [Rhodovulum sulfidophilum]SE1
MKRFLQLVMAFSGAAGLFGGSTAGALVLRGIATSDEEVEKAGPEAPPGGAETAELAAQSAEADDIGMDEPGAEEDPASAA
AGDETGDVAAGGSGATGRNASEGDAFDAAHADAIALPETTTEPGSFVASAPSEGSALSPTIVKFASLLGVDPWSLVSSDG
GSGSGSGGQTPPDDGVGSPPPGDGGGGDSDPGDGPDDGPGEAPGGDPGGEPPDQGPDEGPDGSGTSVPLDGEVEVTTGRV
TTLTLPDAEDAVSVEIVSGPGFGNVTVNPDLSLALVLTGETQTGSLSFDYAVTHADGTVTTHGASLNAVAGEQGGGWGAG
DFYMLETAADGSLVIEHGDVHETVYVTASEDGLSRADIAAMEGMKVEQVNDYWLADQTTYGFDEGLAVDQDVGSAIWRSL
TGPEPSSHWLLLERGYSYGDFKGLVDPSIRGESELHPIYVGAYGEGAPPEITEEMRSFAQTKENVVIEGLCFSDGMALDN
VSNMLLSDLAISGDSLLVGHADGLTLRNSSVMDVWRETPVNDSDTWAQHPNRVSGFYMSSSERVLIENTLFDHNGWEDGY
DYARSVEQGQPPSMYSHNIYFSAANSDVTLRDNIIMRAASYGAQFRMGGVVEDNVFLDNNGAINPAKGGSDASGNYSLML
GNVVTSAGYKRVDHSEGALSQGIDMKGAQASMVGNIIAHLADPNNAAEVAEKEGGQFALAIRGSLYFNDTVIYNWIGSKS
AAKSGETEANIEGVDRAVLDQTTIQNFAADLLGKSTATIADLADYLRMQADGALDGMVDADLITAFFRTGFGMDTGLRAE
ETVLRFIPDDRGEGMRWDNRLNWSTDDLPGTQDGDSVDLGGNWVSYGSTTTALADLDLGQGGWLNVAQGRLDIEGAIAVG
SSGGRLTLDGAGQFWTDGYADSDLLSISVMGGRFANTGVFMGNADLTVGENGQAILATDGAGFLLEAGRTLTVVGDDAQV
GFDGDGGLSLLRLDDDATLKFVAEDGALGTIGEFRSGRFETSDVVSGVDLGEATLAIDLSGMAGAPSQTVLLEADELIGR
LGDLDFTGLGENRNATVTIDYASDQVRLTLSASGTGTGQVTLDILGDESDGSGMTHYQEILEALQADYGTPITDPIAAPP
TGASASILDW
>NDK36415.1 acyltransferase [Rhodovulum sulfidophilum]SE1
MPAEQKRLVVYDGLKLLAALGVVLFHAGVPGRDVWYAGMFVFVFFLGHAPGRSQPWDVLLRSRAQRLLLPWLIWCAVYYV
LALYRGTAWLPGTPLEPFSLAIGPAIHLWFLPFAFVCGLVFAALRPVWPSRHLAPDLAGLVLILAAGIVLNRYADLPAPA
GQWLVSLPMAAAGFLSSVHRGRAEQAVILMGTMAVAGVGIAFGFVDGALQAFVAAPFCLIALLWRGRSNSGLVRAGETAF
GVYLVHPAVFLLLWKLVPALGQTPYGFGLTAFAVSVAIVALLRLWPPARRVL
>NDK36416.1 VPLPA-CTERM sorting domain-containing protein [Rhodovulum sulfidophilum]SE1
MRILKTLAASAALALSAGALHASTLSFAGGTGYNVAFGSGNYSGDCSGGKTTCYDPSGSAGALTEDLRAFDDDNHGPGLL
LSRAARLTVTFLGKEANSLNWAFTVAGGMIDSSKGVGASYSAIVKAGTLDFTFGSVAGGGALAGNDGSFIGSAAIAFSKI
YGNKVYAYFDNSGAKDDRDFDDMVVEISIAPIPLPAGALLLGTALGGLGLARRRKALKA
>NDK36417.1 hypothetical protein GXP64_16240 [Rhodovulum sulfidophilum]SE1
MAPGSAAPPAGDRGAEARTVVLFTLAAAAVQLTLIGNNSFTGDEQVTLLFLRADWSELWGPLWGADTHRPYYYMLLKAWS
GIFGESRFALRSLGALLHAASLPFIWILARRLGGRRAAVWALAFSVLSPLAIFYGRDIRNYPLVAFSIFGSLAALSALAA
AERAGAAALPARRRMLLWAGVTLGAASAFYAHSISVLYPILVCLWALGSAVAGLVSWRFVGQLVLAGLALALISVPAVLP
MLHHAETTLKEFWIPLTTPGRLVSQMRDAYPYPAPLLPVVLGLLGLGLWRLRGSGAAGLLIPAMVIGQPAALALLGLVEP
VFITRAMVWPAMLASLLLGLGLAGLPGRKLRLGAAALVLLAQAIAARPDYLAHYQPSEPERLAAFFDRIDPAETELILGR
QNVEHLLRWSYPALFEGPVFAFNKDDEKIVYDAANRSVRVLRAEAGKLPLTRPRFLIVQQIRPPAPPGAEVTPALDRIAA
RGRLIAEARGAWWQAELYERTGPE
>NDK36418.1 UbiA family prenyltransferase [Rhodovulum sulfidophilum]SE1
MQHAIWPDRVLVVDLDGTLIRSDMLYESLWGACRADWKAGLAVAATLPRGRAAVKRLLAGRAPLDPAALPYDAAVLERVR
SWRAAGGRCVLVTATDQELADRIAAHLGLFDEVHGSDGTTNLKGPEKAAFLTRRFGAGRYAYIGDSPADLAVWRDAAHAI
TVNAPGTLRRQVEALGHETEHLGPEARPLRPYLRALRPHQWLKNVLVFLPMVASHQLQAGVLLQSLLAFLAFSLVASSVY
VLNDLLDLAADRAHPRKRNRPLASGALSIAHGTAMAPALLGLGFLIAAALGPAFLGVMAVYYLLTTVYSFDLKRRPIVDI
CALACLYTLRIVAGAAATGIVLSVWLLAFAIFFFFALAAVKRQAELVDIAARGALGASGRGYQVGDLAVVSQMSVASGYV
SVLVMALYVNSPAVSELYSFPAALWGICLILLYWISRMIMTTHRGKMHDDPVVYAAKDRVSQVCGLLIFALALIATMG
>NDK36419.1 dTDP-4-dehydrorhamnose 3,5-epimerase [Rhodovulum sulfidophilum]SE1
MQIEQTALSDILILTPARHGDARGFFCETWNRERLAGHGIETEFVQDNHSFSQARNTLRGLHFQAPPDAQAKLVRCGRGA
LFDVAVDIRKGSPTYGHWVGVELSFENGRQLLIPEGFLHGFVTLTDETEIVYKCSDYYAPQSDGAVRWDSCGIDWPLSDA
PVLSTKDSAAPPLAEFDSPFIWTRT
>NDK36420.1 dTDP-glucose 4,6-dehydratase [Rhodovulum sulfidophilum]SE1
MKLLVTGGAGFIGSAVVRQALADGHEVVNLDALTYAACLENLAPVAGHPGYAFVKADIRDQAVLETVFAEHAPDAVMHLA
AESHVDRSIDGPGAFIETNVLGTYALLQAARGYWQDKGRPESFRFHHISTDEVFGSLGPEGKFTETTPYDPRSPYSASKA
SSDHLVRAWHETYGLPVLLTNCSNNYGPYHFPEKLIPVVILNALAGQSIPVYGAGENVRDWLYVEDHAAALLLVMQKGRV
GRSYNIGGENEARNIDLVRMICALLDEMKPADRPYSSLISFVADRPGHDLRYAIDPSRIREELGWRPSVTLEEGLRRTVR
WYLDNEAWWRPLLERDGVGRRLGA
>NDK36421.1 dTDP-4-dehydrorhamnose reductase [Rhodovulum sulfidophilum]SE1
MSLLIFGSTGQVASELRARAPGARFLSRAEADLEDPRACAAAIAASGAEAVINAAAYTAVDRAEEEEDRATTINAAAPAA
MAWACAKKGIPFVHLSTDYVFDGTGDDPRETDAATGPLGAYGRSKLLGEEAVREAGGAFVILRTSWVFSAHGSNFVKTML
RLGAERAQMKIVADQVGGPTAAGDIAGACLKIATHLQDTPEHRGTFHFAGAPDVSWADFAREIFRQAGLSTEVEDIPSSA
YPTPAKRPANSRLDCTGTEVVFDLPRPDWRQSLAQVLSDLEAAKA
>NDK36422.1 glucose-1-phosphate thymidylyltransferase RfbA [Rhodovulum sulfidophilum]SE1
MSSRKGIILAGGSGTRLYPITMGISKQLLPLYDKPMIYYPLSVLMLAGIREIAVITTPEDQAQFLRLMGDGSKWGLSLTW
ITQPSPDGLAQAYLLAEDFLDGAPSAMVLGDNVFFGHGLPEILARADARPEGGTVFGYQVADPERYGVVSFDTSGTKAVE
IVEKPQHPASDYAVTGLYFLDGSAPERARRITPSARGELEITSLLETYLAEGSLTVEKMGRGYAWLDTGTHASLLDAANF
VRTLQDRQGLQISAPEEIAYRQGWIDRAALLAHAAFFGKTRYGAFLARLAEED
>NDK36423.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MTLTAIAYLVPEFPGQTHAFFWHEIQALEEAGLRVRTLSTRRPAPGACPHDFAAAAAARTVYLFPPPLAAVARLAGRPVR
TLRALAYVLGLSETPWRRRLALLGLIASASALGRICRRERLGHVHIHSCATAAHLGALAAILDDLSYSLTLHGDLPVYGT
DHAAKMARAGFVAVVTRPLAAQIAAVSPSTPAPVIRMGVDTDRFHPPASARPGDAALEVVTVARLNHTKGHLHLLNAMAR
LRAEGVAIRYRMAGDGPERAALEAHVARLGLQDEVRFLGPLSEAGVIDQLHSADVLALTSFGAGEAAPVTVMEAMATGLP
TVVSAIGGTPDMIEDGVDGLLVPQRDEEAIAAALRRLTADPALRARIGQAARKTALARFDYRAQARALLDALTVGR
>NDK36424.1 acyltransferase [Rhodovulum sulfidophilum]SE1
MPIEALRVLAVFLLVAYHVIGAGPDAGLNIEYPHPLRLFAEFLVDARMPLFAFVAGFVYAFRPPVLADYGGFLTGKIRRL
IIPGWIAALLFSVAGMVVGNVYSLTVQGPVRVLFHHYAHYWFLQSIMVIFVVFGLVDALLRHRHTALLFLAAVTMTLAGI
TLRTSFLSIDGAFYLLPYFLFGTLCHRHADQLLQHRIWLAALALGAILAAGWWNIRLYLETGRLSGYRGDLQSLGFGLGI
ALAMLLLMPRIGWLDALRPFSFTIYLYHVLATSATRRALLALDVTDVWVLFGCGLSTGLLVPVLLHLVIDRIPALRQPVL
GLRRNRRPKPAAARPGFDPQP
>NDK36425.1 acyltransferase family protein, partial [Rhodovulum sulfidophilum]SE1
MAAARVEWLDAAKGIAILLVVCHHSLLYLGFLDIRFFPYWEINSVIALIRMPLFFFCAGITASFAVHR
>NDK36426.1 transposase [Rhodovulum sulfidophilum]SE1
MLGEVLGVERRRRWSDDEKLEILLEVGVGGASVTQVAQRHELTRSQVYGWRRDLKKKGLWSPDPQHSRPMVDAFRQETTR
LKAMDQALADTPGDNVQTAVDTETHLIVAHDVTNQGFDRDQLSPMAAAAREALQTTCCRCELLLRLGDRQPIRPSAQATI
RVVGARRWRAPATAKNSLFVSIRSDYSAKTESHRD
>NDK36427.1 hypothetical protein GXP64_16290 [Rhodovulum sulfidophilum]SE1
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEDDASDLPETEPHDNDTGNGDAQIVSLDKFRK
>NDK36428.1 class II fumarate hydratase [Rhodovulum sulfidophilum]SE1
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IDGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGIARVKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVAERIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHRNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>NDK36429.1 DUF4169 family protein [Rhodovulum sulfidophilum]SE1
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>NDK36430.1 ribbon-helix-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>NDK36431.1 DegQ family serine endoprotease [Rhodovulum sulfidophilum]SE1
MLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLLPEGSPFEDFFRDFMNPDGNPNMPPRRS
QALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIALLKVKSDKPLPFVPFGKSEAMRVGDWVM
AMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGEVVGVNTAILSPTGGSIGIGFAMSSEVV
ANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAEAGMQSGDVILSFDGIEVEDTHGLVRQV
GNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGASSDGSSAPEPEAAEILGMTLVPLTDELRDQLGVGNLADGLA
VSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQERIEEARDAGRKSLLLLVRRQGEPRFVALSVEE
>NDK36432.1 DUF2065 domain-containing protein [Rhodovulum sulfidophilum]SE1
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>NDK36433.1 protease modulator HflC [Rhodovulum sulfidophilum]SE1
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFARYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAPGPAAD
>NDK36434.1 FtsH protease activity modulator HflK [Rhodovulum sulfidophilum]SE1
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>NDK36435.1 glutathione-disulfide reductase [Rhodovulum sulfidophilum]SE1
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHALEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>NDK36436.1 ribose-5-phosphate isomerase RpiA [Rhodovulum sulfidophilum]SE1
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTVDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGETPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>NDK36437.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEAPATEAATEVNGIALARLAPEDRDRFAALLQTVIAGLREGR
>NDK36438.1 hypothetical protein GXP64_16345 [Rhodovulum sulfidophilum]SE1
MTTIPTEKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIILLVPALIVAGAGGTRLARDRRGP
LVTRKSRRMRIVALNGLLILVPSALFLAKKAATQDFDAAFVLVQLAELAAGAVNLALLGANLRDGLAMRDRRLALR
>NDK36439.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]SE1
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLDLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRIGTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGIRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>NDK36440.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]SE1
MSDAKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGTEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>NDK36441.1 Phasin [Rhodovulum sulfidophilum]SE1
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>NDK36442.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]SE1
MSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKALKHFVEAQEALARGKLQAPPDSTPKDPRFSNP
LWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIVDLMSPANFLGTNPEALERAAATDGQSLVDGLE
NLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQYSPTTETVHATPIMIFPPWINKFYILDLTPQKS
LIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAITGEEKVNAVGYCIAGTTLALTLALLQKRGDSSI
RSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRTFSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYW
NGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCAVACETDHIAAWRSSYEGVRKMGSTSKTFILSQ
SGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRWDSWLKRRSGRQVPAREPGADGRPLLGDAPGTY
VMGKKAT
>NDK36443.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]SE1
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARARLKTV
>NDK36444.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWARAQGRAFLRFDYSGHGQSSGRFDEGSIGDWA
ADARAALGALTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDAQRAELTETGRVELASAYA
DSPYVITRRLIEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>NDK36445.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]SE1
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAIAAMQAAVREVWKYGDAQNHELRLALAEAH
GVTPDCIMIGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEDTAPAIDPENTRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>NDK36446.1 hypothetical protein GXP64_16385 [Rhodovulum sulfidophilum]SE1
MSDRPIRPAEPYIRAFLVSGFFAFFVLLILVWVTAGYGWALALGGSIWLALHIGAP
>NDK36447.1 SLC13 family permease [Rhodovulum sulfidophilum]SE1
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGHALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>NDK36448.1 TIGR00282 family metallophosphoesterase [Rhodovulum sulfidophilum]SE1
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>NDK36449.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]SE1
MIAEAKVALRAEAQARRAEAHDPERGAAARSRLEAVLAPHRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRRWAPDCALEAGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLELLRARGPVLAVGLAYAAQEM
PDLPAESTDLPLDAIVTETEVILP
>NDK36450.1 magnesium transporter [Rhodovulum sulfidophilum]SE1
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDEPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDSSLNDRVIETSRQRVPWLLVNLCTAMVSALVISQFEA
AITQLVALAVLMPVVASMGGNAGTQALTVAVRALATKDLTGSNVWRVVRREAAVGAINGLLFALLMGLVGVLWFHSAGLA
LVIAAAMIINLGVAALAGILVPVMLDRFGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>NDK36451.1 8-oxoguanine deaminase [Rhodovulum sulfidophilum]SE1
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGCGLAPDGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFARSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>NDK36452.1 histidinol-phosphatase [Rhodovulum sulfidophilum]SE1
MTDYDARCLLETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
KSGLTWVLDPIDGTRGFMCGTPTWGVLIALADATGPILGVIDQPYIGERFLGGFGRAEFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>NDK36453.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>NDK36454.1 NADPH:quinone oxidoreductase family protein [Rhodovulum sulfidophilum]SE1
MRLFQLERIGEPPRLTETACPAPAAGEVRVRIAACGLNFADLLTIEGRYQERPALPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLMTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLKLLRQRKATGKVVIAME
>NDK36455.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>NDK36456.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>NDK36457.1 Bax inhibitor-1/YccA family protein [Rhodovulum sulfidophilum]SE1
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRD
>NDK36458.1 hypothetical protein GXP64_16445 [Rhodovulum sulfidophilum]SE1
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAAGSRSLPGARPPHRF
>NDK36459.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]SE1
MNVPTRTRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEVALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAAPGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAAAALAAMRDRPEGRGGVIVGRATGDHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>NDK36460.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]SE1
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>NDK36461.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]SE1
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACIIDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>NDK36462.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRILTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELAQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEVARMLVMARDS
LLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IAGPAGRVAQDEED
>NDK36463.1 hydrogenase nickel incorporation protein HypB [Rhodovulum sulfidophilum]SE1
MCTVCGCGGATVEGQAEGQSHGAHHHAHGHGSHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>NDK36464.1 hydrogenase maturation nickel metallochaperone HypA [Rhodovulum sulfidophilum]SE1
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>NDK36465.1 hypothetical protein GXP64_16480 [Rhodovulum sulfidophilum]SE1
MTTALHIALGAAGPRIVPPTPVPVEALLLNRKVEEAAALMPRIFGLCRAAQSLGARAALELPVRLEDRAALAEEILREHL
MRFFVFWPRRLGLPSTPLPSQGRMAEAVFGPVARCPAPGALDDWLASGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SGAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLALEADSRPGPVLVPTARGICALSARVCEGRV
SSFRRWTPTDHLLARGGVLERALASLPRARVELAPLVVDILDPCLPVHFEEAADA
>NDK36466.1 [NiFe]-hydrogenase assembly chaperone HybE [Rhodovulum sulfidophilum]SE1
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFTALPEDWTCPTCDAPAAQFMVRDDPGAADAPS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGGADEAPAVPTRRAVISGGLATEAPGE
>NDK36467.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]SE1
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTQVAAACDRAAATGEGEAFRLSDLP
PEARRLLAETLGQGEVSVRIGGISPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVVNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGAGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTDMPEVALAAPEDLTDSAARLREVLEAIR
>NDK36468.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]SE1
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>NDK36469.1 HypC/HybG/HupF family hydrogenase formation chaperone [Rhodovulum sulfidophilum]SE1
MCVGEPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>NDK36470.1 HyaD/HybD family hydrogenase maturation endopeptidase [Rhodovulum sulfidophilum]SE1
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAESHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGVDDTGRAG
>NDK36471.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]SE1
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>NDK36472.1 HupE/UreJ family protein [Rhodovulum sulfidophilum]SE1
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALFW
AGMPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>NDK36473.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]SE1
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>NDK36474.1 hydrogenase small subunit [Rhodovulum sulfidophilum]SE1
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>NDK36475.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]SE1
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLVGEVFNDAEGVLIRAAGGDLDGFQAALSARAPCLSRIDALEARDCRF
EAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSICPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAAGMVAAGDPLALAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRHA
KRRPAKPFALMLREADLAAVCTPSVADLARLRDPAAPIVLVPGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAEVARPLV
MTSGNLSGAPQAVGNDEARALLDGLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGFGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAMADYGALFDHRPALVACDAHPGYRATQYARALGLPVIEIQHHHA
HLAACLAENGWPCAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYLGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDASG
LADSADRWLADRPLAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PTPAFRAMMGDIEAGVPHPLISARFHAGLARAFADPACALVETGRARVVALSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>NDK36476.1 nickel-dependent hydrogenase large subunit [Rhodovulum sulfidophilum]SE1
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRPWHARAVARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDVGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALTGGGVMARVAGRLLDLARTQIFMEDLLRGLDPAAEFMRPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVGEGETTPLAVQHVVRSFDPCMVCTVH
>NDK36477.1 HupU protein [Rhodovulum sulfidophilum]SE1
MNVLWLQASGCGGCTMSLLCAETPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDMPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPSGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>NDK36478.1 PAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIG
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>NDK36479.1 amidohydrolase family protein [Rhodovulum sulfidophilum]SE1
MAEFDLLIVDGNLPDGQVGDIGISKDRIVAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVEALAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAEAGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGRV
VSETPRADARLDLPGRPTSVRRRHHVN
>NDK36480.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>NDK36481.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQFGLPGAVAIPAMALAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>NDK36482.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSGNRPVVLKLEGVTKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLRQVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSLWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>NDK36483.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAARAAGEITYAFSE
NTTNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGA
MTKTGNIGMVGGFPIPEVNRLMHAFMAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQE
KGVLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLI
AQKEAAIKAGDFIVEINDKEPKSS
>NDK36484.1 hypothetical protein GXP64_16575 [Rhodovulum sulfidophilum]SE1
MTPDRWQFLRRNHGADARAALGRLDLPLLAIWSEDDLNVDARRNAAIYREILAGHDARSRIVIWPDATHGLLKANAYNWK
LTEDWPLIAKLRFVLEWRYAYAPGALDAIMDWMKGRARTVRRHGGSAIASRHWWLRV
>NDK36485.1 GNAT family N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MEELAVRSALRRVRLDVIDTNPRARALYELEGFTEASTMSLGPLSVVFDFSHATEMTKSVGG
>NDK36486.1 DUF1127 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTTLTHVAAPNAAFITRLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGIHRCDIGAIAAEASRNA
>NDK36487.1 IS481 family transposase, partial [Rhodovulum sulfidophilum]SE1
MGQIRHGCAATTHALRAALQRSQASTPMLSRDLGG
>NDK36488.1 transposase, partial [Rhodovulum sulfidophilum]SE1
MRDLYWLTNEQMARLAPFFPKSHGKPRVYDRRVLSGIIFINRNGLRWRDAPGAYGP
>NDK36489.1 hypothetical protein GXP64_16605 [Rhodovulum sulfidophilum]SE1
MNRLQLFGERIMSRAPNRQTAEIQIRVVIMNRLSTCGQAEIEAIT
>NDK36490.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MATETTLYNHREKVASLFQRLGQRIEERKIDIFRILTNVETFDTALDEIDKTIRALGTYHRELDALLGRSPIGTVFVSLP
FNNPLYSLMLYSFGPLMAGNNVVVRPSAITRSTIEDLTLVLPEISDISGLEFFNGSGREFIQTASQSDDVQALIFAGNWE
NVHRLAPQFPRSKILIYCGSGINPFIVDRDATEFMTIEAISDLIISSKIYNSGQDCLCTERILVHKQLCSKLIDRLEAAV
LSIQIGEFGDADADINPLLGGISDSAEAISKSSPNANWVVPFKRDGALVYPSLALAPISSDLVNAEKFAPIFTVASFETN
EELDRALDFEYLFGATVCGSFSSQTLKLYPHVTRTKTVIANESEDAHVPFGGRRRSGFVKVGSTARDGPILYSVETTKPA
GK
>NDK36491.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]SE1
MKIHKELFVGGEFVKSHDGRTFQDVNPANEELICDVALASIVDVNEAVDSSEAAQREWAALDPSRRGQIVMAMADAIEAN
GDELANIDCLDGGRPLPDCQEDIHAAAKMFRYFGGLADKAFGQTIPVQNDKLCYTKREPYGVIAAITAWNYPLFNASAKV
APIIAMGNSCILKPAEETPLTALRLAEILQDIDGVPPGLISVVTGPGEETGEALTRHERIRKVSFTGSTDTGRQILIATA
QSNLKGAVLELGGKGPFLIFDDADLEMALNAITFSVFYNQGQTCTAGTRLIVPKMIIDQVINGLRDRISRIEVGDPRDES
TVVGPLISKTQFDKVCGYISDARSDGYTPIIGQGKVEGFASGFYVEPTVFLDLPQGYKLCTDEVFGPILVVNTFETDDEA
IRIANSSNYGLAASIWTASSKRLVNAVDRIDSGIVWCNTTFAEHPGAPAGGFNQSGFGREYGTSAIDEYTRLKTIWIDKS
GEFFSWP
>NDK36492.1 hypothetical protein GXP64_16620 [Rhodovulum sulfidophilum]SE1
MGFEEIRAHVTGVEYLSRPGTSITLILRGECDCGLFDKIRNSKYVETACRIERFFNITFNQKIRELYTPHSAGANSSAEH
VIVEHTSLAPVYPLNLATFRLSVVGEWFRRAFQFLGDNVQTRFWVQDSARQVDLVKSQLRLGGYTSTKTAFGKGDHTVGL
IFAEALLIEDGASKRKARTAATRLFPLGSSGLRRPEYGNWILDVIAGWRSTFGTAGIHVDRFDREADILESIEYEAALEA
ARNKSDNAIALPTSTIAPGNMTYLEWSVIYYCFLLQGGDRVVSVASARQRAILEAARDYACFVVGKPKEVLQVVSVGDVF
CDGELDSVRAGRFHLVDNLDFYSQRNVQWLTTRYLTARPSTNLKLRFPIEERGETDAVEWERTDEIVYACMLLDSLPLIV
RDCTHTGDFAPLTRWTANAKACRSRLGVSAAELSRDLASACDLFDPFPT
>NDK36493.1 hypothetical protein GXP64_16625 [Rhodovulum sulfidophilum]SE1
MPIQFYQFGTGPFRDQLLSHFIVPAARWFLGEKTSAYLLPQMSGSHWECALAVEAMFSIFEFENGLPGSDELLAREKCVQ
TIRWLISRATMIDAKRSTWDGVTWDTAICSRLLLTAEKELDSSWSERDKDNIALIRENSIRWLVESTFHWDRDVRYPAGP
PDLAQVLNTLALMSRSHPEVLEKIENEVQLDSGEKIVDRIARVLLGMEQTKSQQLSDGAIEVSYWVDCFNTSEVIEGLAA
YVDLKSEVSEEAGSALVEAVRTSLFRAIQYIETHQVDATWGGVADTCGTLYGYLRVTSRLEEIVPQNHTVFQALRWMCDE
KQALDDGSFLHTSYVTVFYMMALVEAYRSWQLGHKSGSEVYDVALWSSPAQETVERSRRIGLQIELDDEKRIVAKLQHRL
RNMTVVIAAAALSALQFAVLLAILGLMGSIKIDMVGMNIDLLDFDEFWTVFGIGTAVILVLTPAAVSLAFRGK
>NDK36494.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MNPYRFALASFCVLPTALPVSAQQEAATGAFTLDPIYLDVQFRQETEQEVPISVTSVQSDELKARGADRLDKVLPLVPNA
NFATVRGGVEASSVALRGISTTAYGADPSVAFYMDGVYVGADSAFNAEIPDLTAVNVMQGPQGTLSGHNAIGGAVQMRTA
DPEFGVNSTKLTFGVAEHGERSGEIVGNAALGERAALRYVLKRTYSDGWLVNEAGGDNLDSKDTLTGRIKLKAQVTDTWT
SLLSYDHSKDKGRRYGFGPLDEVADTRRADSDQPLDETVENEGLSWTNTWDLEAGRLESITAWRHSDSEMHPGAHSTVSP
ILRYSSRDYEQLSQELRLTGQTDRLDWTVGLFAMKSSDKRGEGIALRDDYDYDYGGTTYTIPAGYGERSRAKIESETLAA
YFDGAWALTDRIGILGGLRVSHDKKSIDYNHADTAGNGYSLLALTQDLDLSTSGTFVSPRIGMTWDVTPEMTAYGMITAG
YKPAGFVSSFAETSDLEYDRETAINYELGLKGTLGGDMWRYALSAFYMDIKDQQVYSMKGSSTVFSIANAPKSRSKGLEL
SFDGQATRNLRLGAAFGYADATFVDYPGSKIGDASGNRQPLSSKYTAALTAEYRLPLSGDSDLVVNADYTWRSKFYFDAE
NTLPQSAYGLANASVAIETGTWDLQLYCDNLFDKHYLRSAANLTEGDFGYAGAERTFGIRFTRTF
>NDK36495.1 4'-phosphopantetheinyl transferase superfamily protein [Rhodovulum sulfidophilum]SE1
MALRPESPDLQKRLAAEVARPQGLIAGIDALDPGIAGAVLLRARFRPDRYRPELFRELGLDRPEQLARAVPKRCCEYLAG
RLLARAALAALGHPGGPVLPGPGRAPVWPAGAAGSISHSGDLCACLALRMAGKPVHPGVDVETVADARNLDAILKLCCTP
ADRALIAADPDRTALRATLLFSAKEALYKALYPVFRKVAPFEVAELAAPPSDGLLHLRLTAELHPSLPAGGVFALRYLTW
AAAQGSGQGHGDRQVLTWILHEPQQPGPAPKPKT
>NDK36496.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSDTEIRSDLESLRRAWTLAGPLKGRVARGVGFRFLQSMMLGMSFAVVVWTVTGIAAGRPPTLAFIVGATGLMALSLAGQ
LLFGWLSVRDSWLSSYEVAGHLRLRILDHLRHLPLGFHQARHRGDTVSVLTGDMQMLEAFFSDGLPRIAQALGLPVAVFL
VLLVQDWPLALAAAASVGLAIPVFVATSRHLSRLGIRRQDMQAEAGARMIEYVQGMAVIRAFNRVAAGQESFRRAIDDFR
DISIRMLAQLTAPMTLFGMIVMAGVPVAIWAAWLRSAETGPATAITALILVLSIYAPITALLGVMELVRMADASLTRMDR
ILTAPPLPAPAREAHPEGFELRFEQVSFGYHPDRPVLHGIDFTVPERSMTAIVGPSGSGKSTILNLIPRFWDAGAGRVSI
GGANVADMREKTLSGLVTVVFQDVYLFAGTIRENIALGRPGAGQAEIEDAARAAQAHAFIAALPEGYETQVGEGGAALSG
GERQRISIARAILKDAPIVLLDEATAAIDPTNERAIQMALARLVEGRTLIVVAHKLSTIRSADQILVLENGRIAERGRHD
ELLAADGLYARLWSHRAQAAGWQIAG
>NDK36497.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MPQTDTPPEAVGASQPVGAKPDFFSSLKLLMRYGQANGTVIAVSAVLATAAVALELVPVWAIWRAVTALAADEASAALFA
RLALLTLAAVVAGYTLLGLAMALSHLAAYRLIHALRLALARHLARLPMGWFLGKRSGGAKKLIVDEPERMELIVAHGLPE
GVSSLGTWLAVTIWLFVVDWRMALAAVALTPVSFALISMAMARTTVMAGEYQRLSERLNGAVVEYLAGMPVVKVFNRTGA
AQSETAEAVRAYADIETGMARRFVPLGAAFYTLVVANVVTILPAGLLMMKAGWIDLPTLCFFLILGANYSQPLLKLFNLF
HNMAHISMASTLISDVLDTPAQPDTGRRVALPSHDIAFEDVRFGYGPHEVLHGISFTAAAGEVTALVGPSGSGKSTAASL
IPRLYDVDSGRVTLGGVDIREIGLDQLMEETAFVFQQTFLFSGTIAENIRFGKPGATASELYAAAKAARAHDFILALPQG
YETRLGEGGASLSGGERQRIAIARAILKDAPVIVLDEATAFADPDSEAAIQEALSALSRGRTLIVVAHRLHTVMGAGRIV
VLDKGRVAETGRHDDLVAKGGLYARLWDDYVAARAIPLRPGAPETQKPGPTPEKRSVPRMETAQ
>NDK36498.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]SE1
MYLETTGGPQAGELIPAYGENAVAIVGMALRVPGADTVPAFWSMLREGRDGVVELGPSDLERSGLDPALIDCPGYVARAA
VLSDPDCFDYALFGLSRREAEGIDPQHRLFLQCLWSAFEDSGRDPRHIRELCGVFASARLSMRLMRGGSDFASPNAAGLM
QTLIGADKDYLATRAAYLFDLRGPAMTVQTACSSSLVAVHMAAQSLLNGECDLAVAGGVTLNEPQHIGYFWQEGLILSRD
GICRPFDAEASGTIGGNGCGVVILRRLADAVADGDPVAAVIRGSAVNNDGAAKAGYTAPGVEGQIAVLTEALAAAGAAPE
SLCHVETHGTGTGLGDPVEASALAGAFGPMEGRRVALGSVKANTGHLDAAAGVVSLIKAALALQHAEIPPLAHFKSPHPD
LALDGTGFYIPLRPEPMTGPGPLRAGVSSFGFGGTNAHAVLERWAGPGDAASAEETPGGKGTGESRDAGPAVLPLAAPDP
EALSALKEAFRARLFGEPEADARAVARAAAARPHVSDPGLHCRAAVIALQPGDLAAGLSGEGPALVLEGEALAEPAPVFV
FSGQGSQRPGVSAELFDRSAAYREMLQRCAAVADPVWPPGDLVGQVLSAGEERLGEPEITQPVIYAAQVASAAYWQALGV
EPAAVLGQSFGEFAAAVVAGVMTPETGMRMILARTTAIAALPQTGAMASVHGDEVALRRALAECDGAGIAAVNGPGLFVI
SGLREAVEQIAARLDAEGVSVRPLRIAHALHGALMDPALAAFGAAIEELPVEAPRLPFFSSALGRRFGPDERPDAAYWVQ
HMRQPVRFAEAAAALGDAFAGPYLDLGMDASAVKLLARNGLPEAHCIPTLDPQLPAGIRAATSAAWVWMAGVPLDWSGLQ
GGAPQHLPGIPGYPFAKTRLPAPASAPSGALTGPALHRAAQAAGAAALRGAQIVTAEAFGRGRAALEHLARLYLCDALSR
VDGGSAVPRFRPFVRRVSAMLEAEGHGLSAAEPGEIAAAEARARATAGDSPGITGALEAVGRALPDILTGARDPLEVLHS
AGTVDQAFAIYSETPTARFFNPVVREAFRALLEGFGTGRALSVAEIGAGTGATAARLLPLLRPETDRYLFTDIGPAFVEA
ARQTFVEYGQAEYAVLDIGQDPEGQGVAPGTADIAVAVNVLHAAPDIDAALAHTAALLAPGGFLILDELTSADCLSEIST
GLLIPSVTDARREGQPFMTPEGWRAALEAAGFEDIRILPDPGGPLDLAGEHVILARKAGELVVHEDPRPMLIEGGLRCYA
WQWLPGEAAPWAEDPADLVLGLPGEGLPAGAVPAGTAEDIRSAVAEMAGSGGAGPLRLLDLRALKAGEEGPDPADTACLR
LLDLVTALEGGPRVQVTLVLRNGALGLDGDAADPVQAALMGLARVIAIGHPELDLRICDTGDLRPDAALARLRPDAAISA
LRAGEMWVPRIAERPMPGAAPFRAGPADAALIFGGAGGIGQKLALWLAGMGCGRIFIAGRAPAATPLPDALAPIAARITR
LQADARNPAAMDRMEADLAEAAPDLSLIFHCAALTEAADLPEDPRAAFSEILAPKTRGAAALDRLSRRFPVRQFVLFSSS
VSMAPTYGLPHYAAANAYLDGLAARRRSEGLPGLSVSWGAWSDAGVVAREGEAGRLEKGGLRGVASDLAFGLLARAMGGN
GTPAHIGLIDMDWKVFLRAFGEGNAPDVYAGLAAALAAPRDDGAPQLDQALRRAVADASGAEAPRFVLPLVAEAVGAALG
REGAALDPDVQLTELGLDSLMFLDCVSKMSRDLGVKVSPNAMFRDFTLKGIARHFATAMREGAADLPVQIGHDAARRHDP
FPLSDVQEAYWIGRAADMDLGAVACHGYSEIDCPDLDLRRLEAAWNAVLVAHDMLRAVVGPDGRQRVLPMAETGPYRIRR
EDLTDLSEPDRQATLQEIRQSLSHKVTDASCWPLFEIRATEIGLGLTRLHFSLDNIVADGRSIGLVLQQWMEAYGQAEPH
VEAPAIGFRDYMTALSEWRCGPDHAAARDYWQGRLDDLPPAPALPLDARAEPGPFRRLSLSLPSEDWARLRGLAAETAGL
TPSGLLLACYAEALSRYSGQSRLTVNVPTFNRQPLHPDINEVVGEFTSMILLGLDLEGPAFADRARAVQERLFEDQRHDG
YSGIQVMRDLARRAGDPVAARMPVVFTSTFGLTASLDGTYSGGADRIAALGTEVFTISQTPQVLLDCHVHDRDGRLNVHW
DYRSGRLPAAVVEPMFEAFSALIWRLAEGPGAWAEADPMPLPAGQAALWQAFNRTAAPALLPPPEETLTSGFLRSLADRP
EALALAAGGQRLDYAGLAARAGQWLAALKGVGAGPGTRVAISLPKGAEQIAACLAVVLSGAAYVPVSPCQPALRRQAILE
HAAPVAVIADDGGTGQNRGGHGGCRGEGRADVPVLTPAEAAAHAPAPLTDSARAEDLAYIVFTSGSTGTPKGVAVRHRAA
LATLRDVQKRFALSPTDRVFGVSDLGFDLSVFDIFATFAAGAALVLPDPCDRPDPTAWAAAMQAGGASVWNSAPAVMEIA
LCEPQGMDALRLVMLSGDWIPLNLPGRIRAAAPAAEIHSLGGATEAGIWSVGYPLSEGIPEGWSSVPYGRPLANQSLHVL
DARMRPCPPLVPGDLYIGGAALADGYWQSPEQTAAAFLQGPDGGLLYRTGDIARLHPSGVIEFLGRSGSQLKINGRRVET
GEIEAAFLALPGVTRAIVAARSAERGAAEGASGRGVALVAWVLGDGLDPVALRAGLARRLPPELLPGHIAILARLPVTPN
GKIDMRALPDCMCDDMPGPVSGTVPAAGQEGGLAARLCAALGVRPEDRHRNLFELGVTSLAMARAVAGLRAEGLSLQLAD
IYAAQDLETLASRLTGPQQAAPDKACRQDEMALWCAAQEIAMTPEARREVKARNAAGIAGGRSGDVPLPQVFDPGDLDLR
YSCRSFRPGAPSQEMLGAWLAAARLGMQEDMPVGGWGSAGAAFPLDLWSLMPEGEGYRWWLYRPAVHALRPGRMADLTPQ
DLSPMNGWVSEAHGLLAVAADMSRLAPLYGGDAARLALLEAGAASQTLELSAAAAGLGCCQLGDIDRVRTARSFGAGEGV
FVLNAMAFGLPDPDARATRRSRIAPIPAQAGAPPCAMLIGGADHGDLAFGDLRAALPAGWTVLATPEREPALPPVAWAAG
IDTGTLPGDLLLVGHSLGGLHAWALAERLEAEGRPARAVAVIDARPFDAELVAQSGGPLQLFAMLNGSAARAESLEALWH
RLPDGHPAKAGGLSAFGRRHAQFAEEIAACTGYAPMPLAATPAILLAAGDNNPARIADGWRALGLVPELLPGDHLSCLCG
AGAGRIAACLRAAASGNGKETET
>NDK36499.1 thioesterase [Rhodovulum sulfidophilum]SE1
MTSADWLIRAPGRTEARLRLFLFPFAGGGASIYRGWAEAAPGDVEVIRVQPPGRENRAAEPALDSVEALAKGFIGAALPA
MDRPFALFGHSLGSMVAFRAAALLRERPQGARLCRLFVSGARPPHLPDPEPIHGLPDLAFREALRARGGTPDAILDDAGM
FSFFAPTLRRDLRAAETWFDPDAPAPGVPLVVLNGRGDRVVKAEPAGVWARYAPTEPGLHEFDGGHFFVQARGAEVREAV
FAELARGPGLQDYSTCRSATGIPSASPGGG
>NDK36500.1 HlyD family efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MAGKVTRRILTVAVLATVAGGVALSFRPSPELVDLAEVARAPMQLTVDAEGKTNVHDVFTVSTPIAGRILRLGVEVGDPV
EAGKTVLARILPADPALLDMRARKQAIKTVIGAEAALRAAQAEVSRCEAELIVAQSDLDRTRRLHEKGNATHEALQRDDA
DARSAEAGLETAKATVIMRKADLDRSRAELERFDAPPSPGEDGVALKAPITGTVLKVMEESETILAAGTAVLDLGDVRND
LEVTVPLLSADAVKVKLGMPVLICEWGGEAPLTGRIVEIAPVGWTKTTALGVEEQRVDIRVAFDGDEAARAGLGAGYRIE
ARVILWSDPAALQVPSTALVRDGGAWVLFTVREGRAHRREVRRGRDNGVDAQLLDGPDPGTPVVLYPPPGLADGMPVAER
QVE
>NDK36501.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MVSPLDRKILRDLGRMKGQALAIAMVLAMGVMLQVAMSGVVSSLDETKKAYFASQRMADMFAPLDQAPRWMLDRLAQVPG
IARIEGRVTGAGLMELAGEPLPVRVLAVSLPRHGRPQMNDVYLVRGRWPDPAELDQVMVLKSFAEARGLEPGSRITLTLN
GGRDDYRIAALVEAPEFIYATPPGELAPDDARFAVIWMNGRKIEAVFEQKESFNEALIGLDRDADPRAVARRVDRLLDRY
GSLGPYPLSEQSSNRFVSDEIDGMRRNARSVPPVFLGVAAYLLAMVVSRMIQAERGQIGLLKAFGYTSSEISLHYLKLAM
LIALAGAAIGCGLGTIFCKVLAGFYGGVFRFPFLVFRIEPPAYVLGTGFSLAAACLGAVLVLRRVFRLAPAEAMRPPVPP
AYGRWRLLPERVSERLDQPTRMVLRRLARQPLRAGGAVLGIALGMALSVTMINLIASFNRTVEMNFDVVDRSDIGVTLTR
AVGRAALYDLRRLPGVLEAEGRLDTPAMLRHGTYSYRGSITGLSGQPRLKRALDLDLVPIALPPAGQITLSQAAARMLEA
RPGDRIEAHLMDGRRPHLELTVAGVSQTYLGAPAYMRLDALGEALGKPGQISDIALRIDPAYRAPIAARLAEMPLVAGIA
IKTQTRAALSKVMNTGAGAIRFVMAVVAAVMSFGIVYNSARIAFAERQQDLASLMVLGYEASEAVYVLLAEFVLLAVLAL
PLGAVLGRQLSRSLAAAFSTDIYTLPAVTLPAAAGIAALAVAVAVTFSCVLVARDVMRIDLLMSLKARE
>NDK36502.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MAQIPAFETHGLTRTFGRGGTAVHALRGVDLIVPEGEIAVLLGPSGSGKSTLLNLLGGLDRPSGGRLDFFGRDLAGLDDR
ALTRYRRDNIGFVFQFYNLMPSLTALENIRLVTEIAKDPIPPEEALQKVGLGDRTHHFPAQLSGGEQQRVAIARAIAKQP
RVLFCDEPTGALDSRTGTAVLAVLQRINRETGTTILIVTHAAATAAMAHRVIHFGDGTIRRVEVNPAPAPAEEVVW
>NDK36503.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MLQNHKTEEIAPGLVLNLFNASFSEPFSIEMEHEPCIVLSVVIDGSVTFNSPIRAHAHSRNVICCSSDRRMTVCSQIAAC
PCFRSVDLCITPEWFRCGSPALSCDCAFACLRRAASAPPETRVHPRPPRFQPLLGSLVDNMHDEGALSKLRRKSVSYELL
CWLAELYDDPERLEAEALRESCLARVQRQITSCPGEIKSIDALARKNGLSASKLKRDYQLSYGISVGTAVRNARLETAHR
LIEKGQAISLASYETGYSHASSFSAAFRKYFGYSPRDLKRRHALASRPQVAMHPA
>NDK36504.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MSESGSGLSATKATGPQPMLRFLAGYRARLLLSLYVSQYIGMGFVFAAIPAIARSKGLSLDDIAIFYSLAMIWTLKVLWA
PLMDRYQPFGGPAYRGWLIGAQLCLAAATLACSFFDPVDHLGAVAACVAAMCFTSSVQDVAADAVAVRLLPPEDRGIGNA
VQTAGGLIGALVGAGGAVLAYEQVGWQATLWGLAALTLLPSILILQMRSGQQQEETPAEKVTYGLIWRFLLRPGTPRWLA
VLVVAEFGLGAQIALVNPMLVDHGWNLTKIALGTALWGALFGVSGAGMAAVLFRRFTRRAALIGALLLSAALSVPIAFYH
AAAMADWQMVVVLALYYTGWGMTTTALATVMMDHCRARSAGSDYSSQFSIGALIGLMGSSLALSMAETYGYTAALAAGAC
SCLLAAILAKGKGAVKAP
>NDK36505.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]SE1
MSLLSNAFPKAAGLGPQIEALLADPAAKPQAFAALPLPAAMRALVIDARDEARTMALPEAERDPAQTLRLREVPLPPMAG
DEVLIAVMAAGLNYNSVWSSMFMPGSPFDYLRRFGSFSPRNGTHVRDYMVLGSDAAGVVLRVGSQVTNCKPGDEVCVHPG
VVNDHAPECHEDDLLSPQTRAWGFETNFGAFADFTVVRASQILPKPRHLSWAEAASLPLVNGTVYRMLIGPNGARMHLGE
SVLIWGAAGGLGLLACQYVLRGGGQPVCVVSSEDRAEILRRIGVQAVVNRSAAGISLWTRDGAPHERGIARLRGRIRAAA
GDPSIDIVFEHPGAETFWASVALLRHGGRVVTCGSTSGHEHRYDNRRLWMHVKSIIGSHGANYHEAWQANRLVCRGLIHP
VLTDTGQLADGVGLVRRLRDNLHIGKIAMLCQAAAPRDGIRDPGLRRAAGVDPFLQKLMVS
>NDK36506.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]SE1
MTLSEHRRALLDKLLAEAGEPVRKSAPPSPAAVPDIENRHAPFPLTDIQLAYWLGRDAQAELGGVASHGYQELAHQELDI
ERYRSAWNRIIARHGMLRAVILPDGTQQVLAEVPPFGIAVEDYRESSSDTAEAARLATRQRMSHRVFDPLEWPSMEIAVT
RMPGGHDIVHMSADALFGDIYSSFVIFHELRQFYDNAGAVLPPLDFTFRDYVLWLKDCETGPGFQAARAYWEAKAPTLPP
APQFPPQPATRPAPPRPEGFRRLRFALPPAAWSALRAAGRQAGASPSALMLTLFSELLARFAGDEAFTLNVTTFNRADIH
PQVRLIAGDFTQTMLFAVRTPARGPLEERLRALQADFAQDFEHRAFGGVRTLREMNRQGGGGAGRALMPVVFTSGLGAGD
LAEAIPRESRDFVRRVHEITQTPQVTLDHQVFEENGALVVQWDHQPSAFPPGLPETMMDVYRTGLGRLAEDPGLWRCDRL
FEPPAVQLSKRARVNATAAPVPPARLEEGFLRQAGLQPNASALICGETETTYAGLLAQAQGWAAALDAAKAGDFVAVSAR
DPVMRVAGVLGTVLSGRAYVPIEPDWPAERRHSVASAAGIAHAVTDAPGSWNGIAVPLAPAAPDRYSAARSRAPGDRAYT
IFTSGSTGVPKGVVLDHAAAWNTISSINARIGIAPCDRLLGVSALGFDLSVYDIFGPLAAGAALVLPPAEQDRDVPAWLR
LMRTHQVTIWNSAPALFDLLLGARDADQALALLHHVLLSGDWIPPDMTKRLFAAAPGARLLAMGGATEAAIWSVAHEFST
APGNVAAIPYGTPLPNQSLHVRDGAMQPVPDWVPGDLYIGGAGLAREYLADPKKTAAAFAADPLTGARLYRTGDLARYRE
DGVLEFMGRRDTQVKIGGRRVELGEIEAVLARDGRVERAVVRLCPGKGVTAWLRATPGETLPDPDTLARHAARYLPAHMV
PAHFLAVRRWPVSANGKLDIKALPQPADAPAEALPEPAAGSAEARLLTLLSEELGRPPGEIGVTQGFFDLGATSVTLIAL
HRRIAEEFGTELPVTLLFRLANIRALAAHLEGGADSAALREAAETRARLRRSHAARRRGGQAQSPQGLA
>NDK36507.1 acyltransferase domain-containing protein [Rhodovulum sulfidophilum]SE1
MTETTGKIAIVGMAGRFPRCPDVAAFWSALVGGDVPLEDFSRDELDGVPPGIAEHPDFVAQGFCLEGIDLFDAQFFGYSA
AEASRLDPQQRIFLETCWHAMEDAGQAPGDSPDRRTGVYAAANFDTYGAERPSGASLADPETYLRGVLAGDKDYLAARVA
HRLDLHGPAISMQTACSSSLVAAATAVTDLLTCGCDLAIAGGVGIRSRQKVGYLRREEGALAAPGGCRPFDAAASGMIDG
SGAAAVVLRRLEDALADRDRIYAVISGAGLSNDGARKSGFTAPSAAGQAQAIAMALDMAGIGGDQIGFVETHGTGTPIGD
PIEYAALVEALGARPGARRLLGALKANFGHMSAAAGVAGLIKAALALHHGLVPPHPRFDRPNPRCGMEPAGFHVNTAPEA
WPRGSAPRHAGVSSFGIGGTNAHLVLEEAPEAPSAPATDNALHLYPVSARTPGALADHAARLAACGETGGPGMARMLCRR
AALPVRRCVAARSGADAAGALATAPSQQAPADPRHVFAFSGIGRAAPSTGRGLFAALPAFRAAITEIDDLAMDLAGIRIA
PFFHSGGPLESRDPGALMLAHFALQTGLASAYREAGAAPEAMIGHSLGEYAAACLAGVFTLPQAVRIVAERAALLAETAP
GAMCVVPAETGEEIAAAGRGICIAGWTTPGHVTLAGPRDEMETLRQELRARKVPAVPLAAARAGHSALLDPILPRFRAVF
DGMTLGQPDLPFISNLTGDWADPQEVARPEYWVRQLREPVRFAQGAARLAEWGATSYLDIGPGGGLAPLLTRHPDLQPET
VISALPDHNAAQDEETGFHESLARLWCLGAAEKAPRARLGGAAEVQPASLPGYAFQRQSYWLPPSAVADATDELPLLPFE
DWLHQPQWAQYRPLPAETPRPHAIRAEPGDTLAAALAQALPAQFVTGDMDAGSLADHTAIWDLRTLRRTAGPPELDAALA
ARKDLAELIRALARTGKPLRLIVPTQGLARVTGGETLAPEYALLQGIVLSAAHENPRLSCETVDLDPEDDPLSALCDLGA
AAPAETPMDALLAVRMGQLWRQELRPVPGRPSPAALAPKGRFVLAGGDGGIARTLAEALAEASPGAHLALIVRPHPDRAA
ERAAFAGNLQNRFGASLSWHAADLADAAATEAALRAAANAACGAAGRAEDEAQDGRAHGIDGIVLAAGVAGGGLIEAELP
EGAQSNTGPKAGLLAAVEKVFAGTPLGFLAMCSSVGASFGATGQADNMGANRVFDLYAQSDRLPLCRRKIAIGWDYWRDT
GMIRILGPRHKALTGEEIRHGMTAKEGAAWFLRCLGAPLPVPVISTLPTDWIRTALARRLGEAMAVYERAAPAAGAQVRA
PRPPLGTPFAAPEGALETLLARVWAETLGFEEIGRGDSFLELGGDSLAALPMLARIRDALDCELPVSALYRSLSVAGCAA
HLRAADPGDIELRARLYLHVQTLDEDALAGALAADASGPAQREPRR
>NDK36508.1 hypothetical protein GXP64_16715 [Rhodovulum sulfidophilum]SE1
MTPQTLIETCLARGIRLWTDGTGALRFSALPGAMDDALKAQLSENRGTLAAHLSGRTDLPLNALQRAYLAGQAAEDLDLG
GIAPLYYLELAGERLDADRLDAALAEMTAVHAVLGMSLAGTADGSPVLRPVEGPVPRIARIACATPAERAALQARMMEGP
QDPERFPLFDLRLSRLAGTPDHLHILIDLTLLDAHSGALFISELLARSRGAAPRPPAVTAAGLRALEKESADDRAWWQAR
LADLPEAPALPLKQPLHELRRPRFARVEGILSAPGWQTLRDRAQEHGITPSACLGTVLAETLGIWAGSGEDCLLSLTLFQ
RPGTHPDRDAVLGDFTNLLPLACPVRAETPLAHMRQVQERIWQAAAHAGCSGTEILAALARHRNRPGRAAAPVVFTSLLG
RGSAGPVSLIPEGMTQCAALSQTPQVALDCQVHEDRGALRISWDHAADLFDTNGLAEAFSAHLGRLEALAAAPDWTALPP
ASFRTPAAAPDAPRLGRMPAATRPAFEAALDAGRIAECWAEVLPGFDGRRDIGFFEAGGSSLLAVRLQAALSRAAGRDVP
IHIVFDHPTVLAQAAAFSPKPQPPARAASRRRFRQMAQSRGSTTRG
>NDK36509.1 amino acid adenylation domain-containing protein [Rhodovulum sulfidophilum]SE1
MEDLSYRNGLFAQTLLGNLLEHARINGGKTAFSFYGGPGAPEATLDFAGLEQRVARMTAALSRRGFQGRPVMLVYPAGIE
FAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCTPAAAIGPAKTLGGLDFGQTVPHVFTHEDLMAEDPGDFSL
ADVAAALDPHADAYLQYSSGSTLRPKAVRLTHANLQACNRTTAEVLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASC
HFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPGEEDGLDLSSWICGHSAAEPIRREVVECFLERFAPCG
LRPETMRSAYGMAETVAVVTGGRLAGPRAFQRIPELNGRGPEFANCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDS
VAKGYQGHARGVEDTFRAETADGDGPFLRSGDLGFLDQGDLFVTGRLKDVIILNGENIWPQDIETVAQAADPALRSDGGT
AFDAADDAGRSRIVLVQEVRAAKEDLPDIAARIRTALAGRMGLARLDEIVFIRSGAVEKTSSGKVMRSRMKTRWQAGDLE
ILARDRLPETPGECGHEDVLAALGLGPEALESPASLTALGADSLRCASGAEALRRRYGLDMALSDLALTTGIELADLLRN
RPQRDPGPTEPDAAAAAPEGPAAPTPLQRAYLAGRAAQGLDCALYLETGCPADLPHARVEDAWARLVARHDALRMIVTPE
DRIEILSQPPGSHEIPRIYLSSAAERRGIEAQMRRRTAPLAHWPLYGICRSTLPGEPTDRLHLCLGLIALDAPSILKLLL
ELGRLIRDPETPLPPVEGNLTQSLAALAGNPVHRQDTPQLPELPVLPGAARPDFVHLERNLDPGIAEAFRQTAANWSVSP
AVLLAAAYAEVCRRWSGGAAETTLNLTSVVPEPAPDGAIAPLADHTRTIWLKAAAGDGPDLRRRAQVLARRMLDRLERPG
TDLGDLSGGVPLVLTSLLDAVPPRLSPLRRIEGLGPVLSRVSQTPHVWIDAQAFDDAEGMVLSWDYDRTRFPEGLAAAMF
GAWTGLIQRLARDPDAAASAPLPLPEAQSLGRAAVNHRPMPEPQALLSDAVFAEARRRPGAAALICGEASISFAGLSAEA
DRIAGLLLARGLPPGGIVAIDLPRSPLQIACVLGVLAAGGVYLPCDPGWPEARIADILENAGAFARLGRRAAAAGDGGTI
RIDPEAQDGARLQAAPPYTPHPRGPGDVAYLIYTSGSTGRPKGVAVSHRAALTTIDDICDRFGIGPGDRGMAISSLAFDL
SVFDIFGCLGRGAALVLPPEGAQRDPQTLLTLAETHRATIWNSVPAILQMAAEFADETDRALPRNLRLGLISGDWIPRDL
PTRVAALAPGMRLMGLGGATEAAIWSNIFDTADTPCDWPSVPYGLPLRNQGYRVLDNTGLDCPDWVEGDLVITGGGLAEG
YWNDPTRSAAAFPSDPQTGTRYYCTGDRARYRPGAVLEFLGRRDQQVKIGGFRVELGEIEAVLSGLDGVRRGIALLRGAG
ESATLVAAVLPDPSGPVPDPADLGAALSGRLPGYMLPRQIRLIETLPLSPNGKIDRKALAALFETCCPAEAAPAPRPPAP
RPRASGAWALLAGLLPPGTPLHKDRPLIELGLSSLEIIRLATGLTARTGRPVNAADLARASGLGAIEAMLGGIAGPASPA
PPADPIEAWCISQAGATLCDAAKRGAFKAGHVLDLATARLPDLRFGARPLPAAFDRRYSCRSFRPEPVGDADLGVWLSAA
CLAIRGNRLAGQWGSAGASFPLELHLLRPGADGGWQWWRHDPARHGLSRGTAARTGPAGFSPMNGQWLAGAAGLLVCAAD
MARIAPLYGTDAPRMVWIECGAAMQALELSAAEAGIGCCQIGDLDRASATRSIGLADGCFALHALAFGRPEPGERSARAS
EIRPFTDSVEEGSL
>NDK36510.1 DNA-binding transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDFAQQKTVRSVERTLQILELMNRVQVVRVQHLAQETGLPAPTVVRLLETLMSAGYVRKIGRQAGYCVTGKVAALGAGHH
GLPQVFDVAREAAEALTRRTLWPAALATLDVDALVIRFSTIPMSPLSHYQSTINRRMTLLDYAHGRAYLGFCPTEERTHL
VALLQQSAASPAEAEAIAQRADAVVALTRASGFGERTGNIQPETHSIAVTLRLGAKLVGTLGITYFARANVDVAALKTEL
RAAADACEKGEPYM
>NDK36511.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MTRTLVILAHPDMGRSRISRRWAEAIRAADDITLHDLYARYPEGQIDGEAERQLVTDHDRIVLQFPLTWYSCPPLLSVWQ
TEIMKRGWAYGPGGRALRLKTLGIAFSTGSNGRDYQPDGRYGRTLDEVTVPFELMAVHTGMHYLPPFTLTGARECDDAAI
AASAQAYLHHLRHAEPRLIASGKDDDRARTVYPEDAAAHM
>NDK36512.1 hypothetical protein GXP64_16745 [Rhodovulum sulfidophilum]SE1
MFDDSDPRKALTSMSKERRFSGPFCGPEVGNFSQEPPQQAGDGWQAWMMRCTNLVVRLVRLEGTVTFTRTGQMDEYMVFS
TDADLRFDIETEMGAVTDHPGDHLFVVPPGDSSVTVRGTGQVSFLYTTRSADLVAQCANPEIPANPNIPPFQQWPDPVGG
FRLRAYDLDVPEQDGRFGRIFRCTTMMVNVLPRFTAPRDTSKVSPHYHASFEQISLTLEGDFEHFLRWPWTSDMADWLPD
MHIRCASPSVTVLPPPAIHTTLWTSETTQIVDIFSPPRMDFSKKDGWVLNAADYPLAQTEIE
>NDK36513.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MPENADEAIVRMGYLTARNGRRAEIGAARRAKSRNAILTAAFACYGRADGRIVRIEDICKAAGVARGTFYNHFDDLEALR
YQLLEEMTGEFDRAVHHMFDGLENAAEQNAVAIRYYLHAAEKNPAWGWAMIHSSAPGHTFGEMVWHNSLVTIRRGVEEGL
FQIPAAEIGRDILMGAVAAAMVSITSGTTPGDYPEQISEHILMAFGMSKAAARELSRRPLPALPPIAHDTIVIASMPALG
DIAD
>NDK36514.1 catechol 1,2-dioxygenase [Rhodovulum sulfidophilum]SE1
MGINRIDHAAIRVGDLGRALAWYEDVLGLTVLSRDADTVHLACRGKAADITLVKGTQSLENFTFGVDDQEDLDRVESILK
KEGVAAERQNGDSRPGEGATLKFHLPSGHEMRLCTGGAERRAGISDFDSKGSHVPTDMDHLNLLGEVDPAVMRDFLMMIG
FKSSLNISVGGQLAGIWLRGSAYDHDIAYMRAVRPSDRLHHVAFAVEDGNHYFRLSDRLMDTGHRWEFGPGRHNAGLGKS
TGFGTNNYAYAFDPFGNRNEFSSGMEQFADDTPPLDADIAPEQMTEVMNGWGYEMAETFMTVGS
>NDK36515.1 hypothetical protein GXP64_16760 [Rhodovulum sulfidophilum]SE1
MSLSAEAFLAAQDLVLRFWAVVDEVDDRPGSELFTPGGALVIESFRAEGTAELSRYFAARRTLSTERQRATRHLCTNLRG
LPAEGVRLAATVTVFSGTGARPLSLAAPSSLADFTFDCVETPDGWRFREVRGALVFAGADTPDLKKAAQAAKGCPA
>NDK36516.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SE1
MKRVALVHGWGGSYAATWQADGWDEALRDAGFEPVGVDIAGHGPQGGPHDPQAYADLASDLATKLPTGLHGAIGFSLGTK
LLLELEARKPGANGRLVLGGIGDNLFAPETAGPAIVAALRGETAEHPPQVAALLAYAAKSGSDPVCLAAVLERPGNPVLT
ESRLAAAQAPILIFNSTKDAVAQPDDRLRAALPGAMYRRIDGPGHVALTADARFRDAAVAFLTD
>NDK36517.1 flavin-dependent monooxygenase [Rhodovulum sulfidophilum]SE1
MFDDTTPMIDRVRAILPQIKANAAKAEADRMVPAENIDLLKGTGLHRAFQPKAYGGLEMPVPDFENCIALIATACGSTAW
AMSLLAEHAHQIALYSKELQDEIWGDDPDTLSSSSIAPYGQAVEVEGGVRFSGEFGWSSGCDHATWAILGFLRDDAEMGK
VYSFAIVPRADYEIKDNWFTAGMRGTGSKTLVVKDAFVPNHRIESVPALMTLTSAGGALYPDSQIYQVPFIYVFASCFSA
VSLGIAERMIELYTERTKGRVRAYTGAKVGQSIPACMRLAESTHQVAAGRAFLEKTWAEMRDHAERHEYPTPTQMAFWRT
NQAYAVKMFVAAVDRLFEASGGSAWFDDAEAQRLFRNSHMTAAHAYTDYDICAQILGRALMGLEPDPSLF
>NDK36518.1 flavin reductase family protein [Rhodovulum sulfidophilum]SE1
MGSMNFPAESGFDPRAFRAALGCFATGVTVITAQADGQRVGVTANSFNSLSLTPPLILWSLLKTSSSYPVFEAASHFAVN
ILAHDQIELSNHFARRSDDKFAEIDVTEGQGGCLLLPGTCAKIQCARENILDGGDHWILIGRVSGFETSDSAPLLYHRGQ
YSLAQPHPQVAAR
>NDK36519.1 transporter [Rhodovulum sulfidophilum]SE1
MKTTYTLGAIAVSLTMAAVPAQAIDVGPADYTIVPSGTAVGMIYYQHLSSDRLDIDGDDVPGSTFEADVAILRGLYYTEY
GGLPAVWHLVMPFSNIGDVDIGTLPQDTTSGIGDTTVGLTLWPVQPDTPETGTTLGLSLFTTAPTGNYDPTSIGIGEATW
SITPQVGLIQGLGNGFYLDAALDVAFSMDHTEDGDDYERAPSWQLQTMLRKQWGPTSVTFGYNGQRGGEQKVNGVETGLK
THRDQLRLYGSHWIDQTTQIQGMYAKDINVEGGFEYDNVFQLRLVKVF
>NDK36520.1 3-keto-5-aminohexanoate cleavage protein [Rhodovulum sulfidophilum]SE1
MTSKKTIISCAVTGSIHTPSMSPHLPVTADQIAESAIGAAEAGAAVLHLHARMPETGAPSQDPAHYAAFLPRIHAATDAI
VNITTGGGLGMSMEARIAPALQAAPELASLNMGSFNFNISAAEKGCRDPQPWEVDYLRGTRDLIMSNTFTQIETVLAKLS
ETGTRFEFECYDTGHLYNLAHFADRGLVKPPFFVQAIFGVTGAQGTDPENLMHMRATAERLFGDDHLLSVLGAGRSQFPL
VTMGAILGGHVRVGLEDNLYIAKGQLAESNAQMVTKVRRILEDLGQEIATPDEARAMLGTKGRDKVSFG
>NDK36521.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MADDLRCEGGTDVLSTRQWALLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQIAGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>NDK36522.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SE1
MAKAQEQVSPEFLGVVQLDPITINGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGTNLSTIYIRGVGSM
YPMSLDDSAATFTLDGSPLSARHISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITVKPSRVHEGYLRSEIGQEGQYL
LEGAVGGPLSETLSGRVALRYSGSEHWVENQQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQKIEALPNLIMLKPY
ERYGKLDLPPGLYDQVEKSIDRTSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGEFWNIDEAREKVFN
QDIRWASSEGAPFDWVIGASFEHFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLSAGLRQNWTESSYD
GAYHGGSSIVYESRSRSEDFLTGQLGLSWDVSPATTLHAKIARGHVPGGYNIYATQPADSAPYHGATNDTVEVGFATAFA
DGALELNGALFASQVDNNHLLSYDSVTYVVSTLNADTRSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVN
SGNKVPDVAPWTAHLSTNYRRTVQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLGLTQGQTEYYVAVE
NLLDEQIELYGYYAPDSGASYGGIARGRAVTVGLTHRF
>NDK36523.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MGHAFGEARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQSGMELPLKDDSDRVSLSFTTNLKGTAS
RSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGELSAV
IHMLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPSRVESVNPDLRRQLLHARDLLLADLSAAPSIPALAHEAG
LSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKLNRKG
>NDK36524.1 hypothetical protein GXP64_16810 [Rhodovulum sulfidophilum]SE1
MATTPYLLQRGSTWSWRRRVPEFSTKTRHWQLSLRATDRSIACIIARRLNYECDRMLDAITDGKLTPVQAKAWLTSVVRS
ELDRIERQRRVSRMDPVGSSEEDQRLDWATARAWSHLASEGLRPELSDHDRRTVLKEGSSETDIASLETMLREERKHHDF
GHDRARPAPRAGRKTQPRQARSVSAGQFLVL
>NDK36525.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SE1
MMDEPATFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVT
HSHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMG
NHLCLAWSGLDAEGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERLFLPAHGAPVADGPGRVATLAAHRRA
RGARLLALLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELKDKSLAVAEDGAVTEAVWRLV
>NDK36526.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]SE1
MERWIKRVLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAVA
RPLELALTLPTDAPQKISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQL
LVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSGV
SHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIGA
LPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLHLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGTG
VGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>NDK36527.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFLEAVERFEEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>NDK36528.1 hypothetical protein GXP64_16835 [Rhodovulum sulfidophilum]SE1
MIDFFKGRMSAFSIAILENPSPAAAVDRGPMGEVGMGASLNTTKMVDILLNFGILIADSPVMGEAGSWEAA
>NDK36529.1 sulfate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNASVPATTPLRRSWHPFRWRNGILTVLATFGLALGAPEA
AFATATDAPQILNVSYDPTREFYRDYNELFQAWWEAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDEA
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGAEKFDIVVPSISILAEPPVTLVDGNIGSE
TQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>NDK36530.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]SE1
MRAGPFRSPSPLPGFGLSFGIVMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALIASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>NDK36531.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]SE1
MAFPRREPVTTEPRLARWTLIAAVLALVGILLFAPLVTVFAEALAGGGAAALAALGSPDARAAIGLTLTVAVLSVPLNAA
IGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGINGPLGDWLLAHDLKIVFALPGIVLATLFVTFPFVA
RELIPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMIEML
YNEYLSIAAFSLAALLALLALLTLTLETLLEWRCAELLSATRRY
>NDK36532.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>NDK36533.1 alpha-D-glucose phosphate-specific phosphoglucomutase [Rhodovulum sulfidophilum]SE1
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTIISYEIVEARD
LDLSAPGKTMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYARTILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPEAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVADTL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTAPDVRT
>NDK36534.1 nitroreductase family protein [Rhodovulum sulfidophilum]SE1
MSNKTLELLQKRRTQYALGKDLPLSGDMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEGTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDAARFRTHGK
>NDK36535.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MTQTQRTAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAVAEKIGDR
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEQSLGQVLGRAFRDPSFIMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARATA
>NDK36536.1 DksA/TraR family C4-type zinc finger protein [Rhodovulum sulfidophilum]SE1
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLAHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>NDK36537.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SE1
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>NDK36538.1 M3 family metallopeptidase [Rhodovulum sulfidophilum]SE1
MTNSLLAPRMAPFELPDFAAISDEDFAPALDRALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFDLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLTAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGAERGADGPVVTLSRSVIVPFLQFSPRRDLRKAAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLDEAELKPYLQLDRMIEAAFDCANRLFGLDFAPLDVTLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEEHVLS
TGGTAEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>NDK36539.1 ADP-forming succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]SE1
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>NDK36540.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]SE1
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>NDK36541.1 DUF805 domain-containing protein [Rhodovulum sulfidophilum]SE1
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIQTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGVAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>NDK36542.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]SE1
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSEASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>NDK36543.1 2-oxoglutarate dehydrogenase complex dihydrolipoyllysine-residue succinyltransferase [Rhodovulum sulfidophilum]SE1
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGGTPAPAPADDAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPAAGVLK
EILAAEGATVEAGGQLAVLSSGEGAAASATDDKPAAEASKGSSGRDVEDAPSAKKLMAEKGLTAAEVKGSGRDGRIMKED
VLKAASAPKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMAL
RKEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIE
KRIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDH
RIVDGKGAVTFLVRVKEALEDPRRLLMDL
>NDK36544.1 MAPEG family protein [Rhodovulum sulfidophilum]SE1
MTPELAALAATAFIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>NDK36545.1 MAPEG family protein [Rhodovulum sulfidophilum]SE1
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSGQ
SSWFTALCAWIYLIARIAYVPAYVRGWMPGRSMIWAAGFAATVLMTLAALI
>NDK36546.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]SE1
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WAQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLQGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVSYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYNTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEICVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>NDK36547.1 hypothetical protein GXP64_16935 [Rhodovulum sulfidophilum]SE1
MASLATFNFKLSQLYPGAGKYHLNTCANPDCSNFGKPLSDSAVRRKAWEEARPELTEEQLDIVAKHGPGADKKHRRVSCA
FQYRRAPHVWADQRTVRCQGHTLEGKVRNSAFSLVSPAHLDEEVSRLRNHNGILNGPGCGACGTRFLAAPDEFSLNGAHQ
RTRDSKGKATKRKAIPKAVRVLHKPCKGKKGARFSISLPHAGQKTTADNLRILGAVLNSAGITDMQRMLGTAATGKTIGF
SRIYDRIAWLEGVFLAYEREMLRRWREKVERSGQQVEHCLSHDDMVLTVNWETATDQRNTQLNCAITADAKSG
>NDK36548.1 hypothetical protein GXP64_16940 [Rhodovulum sulfidophilum]SE1
MEPALRGTGPYPGSNYQIPAFPKLWVSAPTQASGELDKKVGFPILPRHLRREVKNIPFDGPLDADVRGELAPWVYKATLQ
PASTFMNSLRERLSLADRAGSGGARIGGSYVQGAIFNPAMLISIINIFRINYNFFEPRVYTPPYEEIDDFAKAGKLMPRA
LRIPGTDEYVQLPPRARRSPQKRTPAMRHGLDARKLRKGGGEDVPDLYRVLYRPWLYAGTKVGAKLDRSWKTPAAKAVAQ
PIDPPEDGSREAQVSPISAILGIPTDLSSDEEKLVGRT
>NDK36549.1 hypothetical protein GXP64_16945 [Rhodovulum sulfidophilum]SE1
MRKTLKTFGSVSVLGAATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVVFGSAAVSNLAAWGDSNVGNERWNATISGLTQFEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>NDK36550.1 hypothetical protein GXP64_16950 [Rhodovulum sulfidophilum]SE1
MTIQMALFASATGLVLAASGPALAGGASQANNVGGSSSTQAAAANTANAVIAAATTTISRANSAPNSAGGELDTTATTDL
DDGDVTVTRDVSGGALFNGEPAVVNGLPNLKASFGIVYGGR
>NDK36551.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVARGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>NDK36552.1 M48 family metallopeptidase [Rhodovulum sulfidophilum]SE1
MIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGTVPYE
GRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSSRG
DLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSNRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>NDK36553.1 TIGR02300 family protein [Rhodovulum sulfidophilum]SE1
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>NDK36554.1 aldolase [Rhodovulum sulfidophilum]SE1
MSFRDKLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDAESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDNAIMTIVEACKHAGCAVGLFVGDAAAIPAWVEKGVGVFVCGSDQALLRKGTA
GIMAAR
>NDK36555.1 acetyl-CoA C-acyltransferase [Rhodovulum sulfidophilum]SE1
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIDEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLADIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRMAGRYALVTMCIGGGQGIALIIERLEDTA
>NDK36556.1 hypothetical protein GXP64_16990 [Rhodovulum sulfidophilum]SE1
MQGSMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHHPDLTTRV
FSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDIL
DVCAATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRNHTTE
QLGEYIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDS
>NDK36557.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTGATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPILDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>NDK36558.1 hypothetical protein GXP64_17000 [Rhodovulum sulfidophilum]SE1
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLHRGHNFLVALSHAAPGASFDRVAQVDEYCV
LLPKGGATIEWNGAVTEVPGHSIAFVPGGDSRVTAEGGEIVRLFTTANEDLLALCGNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEAGRFGRIFRCTTLMVNVLEPFEGPRDPSRMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVIPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>NDK36559.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MTITRRRLLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLL
EGAVAGTMDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSID
RNVASIEDFAGLKTRIVPVPLHQQIWETVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPW
HMTTLMSERFFEGLDEEERDVVVKAGKMSSAATLEYAKQQDLEGREELAARDVEIAELTDLSEMRARVEGLTADWSSKDP
LIAAMVEAAAKSA
>NDK36560.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MQYRSGPLARLVAGYLCLIRGLAGLSMAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLD
FVPSLLSARLRWGLRAVMAVPILAFLAVMTWYGWDFAERMGAQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAG
HILTGLVVDFHRQVIMNLGEEDAALAQTSEMT
>NDK36561.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIASGLLIYATWRARRDGFPVIPRMTARERLASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>NDK36562.1 NAD(P)H-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MTHVLIVIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARTGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTGLFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERQKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>NDK36563.1 TetR/AcrR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYRGIFHRLGGGSADAQAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>NDK36564.1 MFS transporter [Rhodovulum sulfidophilum]SE1
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LAGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRREELSPGRWAIGQAVLLILGMIATVYAIKAGFGAKQPVAVVLPVLILGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLDKTPLQAGIFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAATDFHHPGLLVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>NDK36565.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTDDPGHYDDLAARHVSIRRVLRLFAPYRARIGAVVALMILASAIGLAGPFLLRAIIDIALPQQDLSLLAWLAGGMIAAA
LASAGIGALQIVLSARIGQAILHDLRVRLYAHLQTLSLRFFTGTRTGEVQSRIAGDIAGLQSLMTETANELGRSLSAVAM
TAVAIVILDWRLALFVLLIVPVTVLISARVARLREALTFQQQARAADMSAAVEETLSAAGIILSRTMGRGPWLTQRFARI
SRDLAQLEVRSHTAGEWQWSLIGFALATLPALTLLAGGLLMQTGTPASIGTLVAMIALQEQLLWPFEQLLEVARDARKTR
ALFARVFEYLDKPVEITERADPVTIPRSDMRGAVQLDHVSFAYAGQSLRAVDDVTLTIPAGSHVAIVGPTGSGKTTLGYL
LARLYDVDAGAIRFDGVDLRDLGFATLSQMLGVVSQEPYLLNASVAENLRFACPEATGAEMIAAAKVAQIHDHIAALPEG
YDTPVGEGGFRFSGGEKQRLALARTILRDPPILLLDEATSALDTRTERAMSQALDALAKGRTTITIAHRLSTIRDADMIV
VMQHGRMVETGTHAALAAKGGVYAGLLTGT
>NDK36566.1 HAMP domain-containing histidine kinase [Rhodovulum sulfidophilum]SE1
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYARLIEHVDHLSALVEELRTLALSNAGQLELIRDRFDLAGEVGAALNGLETDLIAAGITVTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQTDD
>NDK36567.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGTTGLVHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDAAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAAAGADGMLEAVRGIGYRLDMPHVR
>NDK36568.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SE1
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLAGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSANQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVTAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGMGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNAIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>NDK36569.1 efflux RND transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MARRNILILSFLGLMAGTLALFQLADRPDAALAEESGTEMAVQVTVETIRPEPIVLATEYSGRVSAARRVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRAVERSDALLARKAISQQSNDTAHTDLRLAVAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLEKVYVDLRLPAGDLDAVLMAAEEGLGP
VRIIQDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGAQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLTPGEVVAIRGQNRVPEGVAVSVDARPAAT
>NDK36570.1 glycosyl hydrolase [Rhodovulum sulfidophilum]SE1
MSGPAPAEAALSRRNLLRGKLAEGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETALLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDDGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRRADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMSTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALYALWGPD
PEHLLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWRAAPTRMRNDLLAISGKGAE
AVAVGTAGAALRHDGKAWRSEATGFDGGLRAVSATGPAILAAGDGGAILRRRGP
>NDK36571.1 Mrp/NBP35 family ATP-binding protein [Rhodovulum sulfidophilum]SE1
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALQHRLKVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLESGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPEAAPPVAEALAAIIGACAALGSAGFQDAALRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRLHSAASAPGGKA
>NDK36572.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]SE1
MPGFRFFLAATAAFLATSLALPLSADSLNAGNIRLIEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTRDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>NDK36573.1 protein DdhD [Rhodovulum sulfidophilum]SE1
MTAQTRRSLTHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPARFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
TGGRDTGPVRRAARDFLVRYVEPMLALIAAALRRPSEPPLDATLVRLTRDLHCFAESRIAELAAQVGPYRSAEARSDSAP
DAAAHQNLWG
>NDK36574.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]SE1
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYENSGGGFDDEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALETLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>NDK36575.1 molybdopterin-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIGDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDSGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>NDK36576.1 response regulator [Rhodovulum sulfidophilum]SE1
MCADFAQISEGLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDYAADPRFARLREVA
IRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAVELADRVRGFFDLAELGIAAHWADCGDDTRLRDMQSRNRAVTL
EKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDLWSCENPEGCDALW
IDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPLHGVLGAAELLRDS
DPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVDFRIETTTRLPAWI
DIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGATTPGQGETSGSGL
GLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAVLASDDPADAIAGLSCLIVDDDAISRFVTVEHLRRLG
AEPVEAASIRTALDRVADREFDVFLIDYHLPDGDGVDLLAKLAQRGRMGAGRRAVALTANAELISGGRSAFDAVVAKPAT
SDALRKALTGAGQGQDSGPPRHATHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIAHRMASSCTTLG
FVDLAEELAACETRCRRHPPADDLGLWRRRLMPLLDTAPARASGLAKAHPC
>NDK36577.1 response regulator transcription factor [Rhodovulum sulfidophilum]SE1
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNGAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDAEEETGD
QTASTRSS
>NDK36578.1 PAS domain S-box protein [Rhodovulum sulfidophilum]SE1
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>NDK36579.1 thiolase domain-containing protein [Rhodovulum sulfidophilum]SE1
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPDLRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAEQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPEHAIRRAYESAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPRGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALGFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>NDK36580.1 long-chain fatty acid--CoA ligase [Rhodovulum sulfidophilum]SE1
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRQDIREVALGSPVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTSLPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>NDK36581.1 twin-arginine translocation signal domain-containing protein [Rhodovulum sulfidophilum]SE1
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVDEAIARHAGTGTMKRPIEIAADL
>NDK36582.1 TRAP transporter small permease [Rhodovulum sulfidophilum]SE1
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAAGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>NDK36583.1 TRAP transporter large permease [Rhodovulum sulfidophilum]SE1
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRDTPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>NDK36584.1 SDR family oxidoreductase [Rhodovulum sulfidophilum]SE1
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAQEVAQAIRSQGGEAIALAHDVADADVLPGVVAQAED
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMDVNVTGTFRVSQHIARGMAKRGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>NDK36585.1 hypothetical protein GXP64_17150 [Rhodovulum sulfidophilum]SE1
MRVVAMICLVLGPLVAAPVLALTGRPIQTATTLLVVGPMNGLPDILRRAGGRPIGPTRAPFALLAVADDHPEDFPDRLKT
EGAWLVLDGAIAAQLCGV
>NDK36586.1 chemotaxis protein, partial [Rhodovulum sulfidophilum]SE1
MADSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSFAIAAVTIGLQRRGGGIARIAVSLGAMGQLPV
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVIVHHALLTFFLPTLIYPSSGLLIDLGRLALHGTVWVAET
AGLFYLLRMQLSQRDQIEQEAARLSDALKSSQDLQLNLTQKEAEQLNVMEQFSAALSKLAKGDLATRIETVFPDQFEPLR
NEFNSAVNSLSVAMASVQENADSIKADTRNIASASEKLAKRTEDQAHALGSVTSRIDEISEVMSSASEDARQVAVTTAEM
RADAENGMKVVDGALDAMGQIKSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIADLKHTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQNASEQDNSAPLLRQIAY
>NDK36587.1 chemotaxis protein CheD [Rhodovulum sulfidophilum]SE1
MTQQSPSRTADKDAWPSRVHSVVQGEYHVSRDPDIVLSTVLGSCVAACIFDPRVGLGGMNHFLLPGDAASGSTELKYGAM
AMELLINELFKAGARRSDMKVKLFGGARVSAAFRDIGARNVDFARSYIRREGFEVVSESLGGMQARRLHFRPVTGAARLV
LLPPTEAPTEKRIPLPKAKTDIDITLF
>NDK36588.1 chemotaxis protein CheB [Rhodovulum sulfidophilum]SE1
MRVMIADERTGTRNRLAAAVEQMRAVSLGACVSNLSEAYHIAESRPPQAVIVAEALARLAEFEVLLMLFKALGIRCVVVS
ETAAGMARLPPSLIREGVAVTHSEASVEDLRQCLLRVHLGRTAQNASRKQSDSAMSFQHGRLILLGASTGGVDALVKVLE
AFPPNCPPTLIVQHTSESFSSGLARLLDRNTAATVEEAQDQEPLVPGRVLLAPGKTHHLEVGVTGALRCRLREGPLQAGH
RPSVDALFMSAVPVASRVCAAILTGMGRDGAEGMLALHRAGAHTIGQDEKTSLVYGMPRAAYELGGVRDRLPLDSIGRAV
LENCSRRSAA
>NDK36589.1 hypothetical protein GXP64_17175 [Rhodovulum sulfidophilum]SE1
MTRHDLQLVNDGPRLREIMDVFGHELQHAAELLRRYEKAVLERQVSRAVRQGGASELQLVDLVIQILEDMAPFSQDLAKL
MPEETRVPESLIGRLRLDQLRAVMGSAEIRDTPHSGGDIDVF
>NDK36590.1 response regulator [Rhodovulum sulfidophilum]SE1
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>NDK36591.1 protein-glutamate O-methyltransferase CheR [Rhodovulum sulfidophilum]SE1
MTPRRRSDIVFEESDFQRIAAFAKSEYGLHLEPSKKAMIHSRLGKRISALNLNGFAEYDKYLKANIEAESEHFISALTTN
VTNFYREKHHFEQLQADVLPKLIERARSGGRVRLWSAGCSSGPEPYSLAGSVILLCPEAPKLNIRILATDIDPFVLRRAE
AAVYSDEEAKIPPGVWADQVFEKTGGKRAEFRVRSDVHSLVSFRRLNINGPWPMSGLFDVIMCRNMAIYFDSQTQQTLWR
RLAEQLVPGGMLFIGHSERVSGPATALVEAAGVTAYRKRSAS
>NDK36592.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]SE1
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGNQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>NDK36593.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]SE1
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIKSLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQSEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTVAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>NDK36594.1 response regulator [Rhodovulum sulfidophilum]SE1
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>NDK36595.1 hypothetical protein GXP64_17205 [Rhodovulum sulfidophilum]SE1
MSRAYVAGTRGIGMESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTF
SVADASPAFSEGLSLLGLHDMILGTAEAQQ
>NDK36596.1 transglutaminase family protein [Rhodovulum sulfidophilum]SE1
MPIEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFK
GRVRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHER
FDFDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETG
WVEIDPTNDMLVGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>NDK36597.1 hypothetical protein GXP64_17215 [Rhodovulum sulfidophilum]SE1
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDEAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>NDK36598.1 transglutaminase family protein [Rhodovulum sulfidophilum]SE1
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELKIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRTPEPAGERMQAFLASVPREKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLSLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDSRLKDPETRARI
ARVFSRGLDTPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGALPFVPPSAYPYVYPADPSAAS
GPLPDFHAGREDRRLALMEEFERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAAALGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQNWEDCKAITFGVHEE
ARQCRLGAEKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGTAPPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMC
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMDVLRDLRDHGFAFRPDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVGLTTTNPGRYSVTCNRRAVPLAETGTGGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDAWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>NDK36599.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFERKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEDVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDPDSAPESGAMMTRIIGPGGH
FGERLILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFSAFRDYFQPYMEERGVALPGGDEKDGR
>NDK36600.1 TRAP transporter small permease subunit [Rhodovulum sulfidophilum]SE1
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSAKPSERGKDMQETL
>NDK36601.1 TRAP transporter large permease subunit [Rhodovulum sulfidophilum]SE1
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>NDK36602.1 TRAP transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>NDK36603.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]SE1
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSQTAIAAE
>NDK36604.1 hypothetical protein GXP64_17250 [Rhodovulum sulfidophilum]SE1
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVSRALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGAGSYAASAAFLEGAVRMMEGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPTGQAFRRVLSELGGREIARSD
>NDK36605.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]SE1
MTAPSPTEPDLSAPELSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAATLTPFL
EVEAGGMSNATSVLDAALAFAGRPMLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETLRPWSM
AEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>NDK36606.1 paraquat-inducible membrane protein A [Rhodovulum sulfidophilum]SE1
MGLVACTRCTRIWPAGTRHCARCGQKLSQRAPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>NDK36607.1 MCE family protein [Rhodovulum sulfidophilum]SE1
MTDLPPEAPVEPAGRGLLDRISIVWVIPAAALAIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLDEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQR
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>NDK36608.1 hypothetical protein GXP64_17270 [Rhodovulum sulfidophilum]SE1
MKHRLLPAALVPLALALTACGGSPERYTVPDTAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYRRSTSGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>NDK36609.1 aminotransferase class III-fold pyridoxal phosphate-dependent enzyme [Rhodovulum sulfidophilum]SE1
MPDTAPASWEARAESSSFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTEAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYERGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAEFTARMATELEEVIAREGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFVPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>NDK36610.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]SE1
MSTASPATQALKRAGVAFRSIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEADALNVPEIVLNGGRRGLMVALAPADALAAAGAQAADLCAERG
>NDK36611.1 zinc ribbon domain-containing protein [Rhodovulum sulfidophilum]SE1
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGSPEVKRLLSRVAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>NDK36612.1 hypothetical protein GXP64_17290 [Rhodovulum sulfidophilum]SE1
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>NDK36613.1 phosphoribosyl-ATP diphosphatase [Rhodovulum sulfidophilum]SE1
MTGPELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>NDK36614.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]SE1
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCVVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>NDK36615.1 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]SE1
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SALIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>NDK36616.1 DUF2147 domain-containing protein [Rhodovulum sulfidophilum]SE1
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>NDK36617.1 hypothetical protein GXP64_17315 [Rhodovulum sulfidophilum]SE1
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>NDK36618.1 RluA family pseudouridine synthase [Rhodovulum sulfidophilum]SE1
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDATAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGG
>NDK36619.1 RNA polymerase sigma factor RpoH [Rhodovulum sulfidophilum]SE1
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>NDK36620.1 hypothetical protein GXP64_17330 [Rhodovulum sulfidophilum]SE1
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLIAAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETGAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLLHGAAPQALDARGEGVLPYLEGQLGHHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>NDK36621.1 AEC family transporter [Rhodovulum sulfidophilum]SE1
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>NDK36622.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SE1
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGITRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVMGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIDRAGPRRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>NDK36623.1 TatD family hydrolase [Rhodovulum sulfidophilum]SE1
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAEVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>NDK36624.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]SE1
MSGTELLEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NTSAANALLKLLEEPPANATLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGTPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>NDK36625.1 dTMP kinase [Rhodovulum sulfidophilum]SE1
MDRAARFISFEGIDGSGKSTQARLLAERLRDAGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHDLMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>NDK36626.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]SE1
MRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTLET
RFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANASGW
PHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSALQN
GRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVEAE
VHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>NDK36627.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]SE1
MQAFRIARVVLLLGVAGGLSACQGAGFGLFKKDDTETMPVRAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEISVTALRRVPAPEAGGRKAEPAE
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>NDK36628.1 NgoFVII family restriction endonuclease, partial [Rhodovulum sulfidophilum]SE1
MDVDALRWQTGYFSADGLAPLVPVINELNSQDRLTNCAIGSNGGETGEPDIETLVNLVGTPRANARIGVVSFSAGLFHPK
VYHFTRQDGTQAAYVGSANLTTPGISGMNIEAGM
>NDK36629.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]SE1
MPVTEDQLAEIEAQRAETAPTRRVVAPGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADTHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMECIRRMLKGEAVTQETSGMSKGEWREFEAVLAPAGER
>NDK36630.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]SE1
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>NDK36631.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]SE1
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPHCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDTEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVAIPPGGG
>NDK36632.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSSARSAWKYRLKRDGLASALLQPKVQSAFPHIPSAPVALPIFEWSGMLDQRLMLSWTLINSPAALTGAADRLPRTGGAE
HSHRCGARLGRKTAGRRWRLLAGDARSECRRHLE
>NDK36633.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]SE1
MGAALGWGERLLAEGGACWQATPDLNADGTSNDGPQPREVVIGEVTVNALAIDIGAQVQVDHAKTDLAGR
>NDK36634.1 DUF1194 domain-containing protein [Rhodovulum sulfidophilum]SE1
MLGANEFDDNARCKAFFSGLPGELADHFRAKLPRGPGAFVETASGFPDVAEAMERKLPRELQGIAVGQVPPRPRTPPRHR
SQ
>NDK36635.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIRGIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>NDK36636.1 succinate dehydrogenase assembly factor 2 [Rhodovulum sulfidophilum]SE1
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDEAELEVFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPT
>NDK36637.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>NDK36638.1 pyridoxal phosphate-dependent aminotransferase [Rhodovulum sulfidophilum]SE1
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPASISQWAALEALTGPQDFIAANNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVLIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLS
>NDK36639.1 MATE family efflux transporter [Rhodovulum sulfidophilum]SE1
MTSAQSLSLSAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKFGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPASPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>NDK36640.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MWNERYAGDDYLFGTEPSAFLRREAARLPSGAQVLSVAEGEGRNAVWLAGQGHEVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPDAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGPGHSGRSALVEMVARKPRPEA
>NDK36641.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]SE1
MDQPIPPSEKSAATPPGTEEKETAQAAQPPVDKPAAPVTAPLTSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEA
QKARLQAELLKVQIWAQETGQKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAG
EMVFYDRSWYNRAGVERVMGFCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPI
DKASLDKWEDYTEAKEAMFFYTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIAHAPDPLIVGRAEHVIHNA
EHMFGTSLHPDLRRGRED
>NDK36642.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]SE1
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHEAGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>NDK36643.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>NDK36644.1 MetQ/NlpA family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIDDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>NDK36645.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MSANLIALLIEATLQTLYMVSAAAVLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVLILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>NDK36646.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MTGATISFENVGKFFAGGAKGRVTALQDVSLAVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGEAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>NDK36647.1 tripartite tricarboxylate transporter substrate binding protein [Rhodovulum sulfidophilum]SE1
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMSSTGYDAATDIAPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>NDK36648.1 tripartite tricarboxylate transporter TctB family protein [Rhodovulum sulfidophilum]SE1
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLTGLGLAIALPALGREAGPRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>NDK36649.1 tripartite tricarboxylate transporter permease [Rhodovulum sulfidophilum]SE1
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLARAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGVQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>NDK36650.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]SE1
MSRPPETGDDAEDSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDEDAAEAQGEMFEDES
>NDK36651.1 segregation/condensation protein A [Rhodovulum sulfidophilum]SE1
MAEQGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>NDK36652.1 beta-N-acetylhexosaminidase [Rhodovulum sulfidophilum]SE1
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALEQIAAAGPEMAARSMYLRARLIACELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIDCARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELETSDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIR
EDIGFTGFLMSDDVSMQALSGSIGDRARAAIAAGCDAVLHCNGDMDEMAEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKVAHG
>NDK36653.1 SPOR domain-containing protein [Rhodovulum sulfidophilum]SE1
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALNLADTPAADAAGGALFDRAEPAA
EPLAPEADPMEEEALALPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>NDK36654.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGESLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDLFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFDQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLDHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>NDK36655.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]SE1
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPALYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPVRRV
>NDK36656.1 iron-sulfur cluster assembly accessory protein [Rhodovulum sulfidophilum]SE1
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>NDK36657.1 hypothetical protein GXP64_17520 [Rhodovulum sulfidophilum]SE1
MDGITQLVPRDRFLPLRPRETHAGEPRRAGIEIEFGELTEAEAADVVARTLGGTPREIAAHDFEVETPDLGRVLICLDTS
FRDKAGSALTDLGLQLGRAVVPVEVVTPPLHPDQLPEAERLRGALRAAGARGSREGVFLGFGLHLNPEIPGQDAADLVPI
VRAFALIEDWLRKADPIDPSRRLLPFVDPYPRSLIDRLASAGPDWSLEAFADAYLDETPTRNRGLDMLPCLAHLAKDRVA
QALGPGAASIGARPTFHYRLPDCRIDEPGWRLAYEWNRWVMVERLAADTAALKGLAADWLDYRAALTTTRSDWYAHLDRV
LCKLELWDGSCGKDGKTAP
>NDK36658.1 gamma-glutamyl-gamma-aminobutyrate hydrolase family protein [Rhodovulum sulfidophilum]SE1
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLAVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>NDK36659.1 cytochrome c [Rhodovulum sulfidophilum]SE1
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>NDK36660.1 cytochrome B [Rhodovulum sulfidophilum]SE1
MKDSSIEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPE
HARFKSFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAA
LSFHVQLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKIRKKS
>NDK36661.1 aminoacetone oxidase family FAD-binding enzyme [Rhodovulum sulfidophilum]SE1
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILGMLLDECARGGVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNASELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLTLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRTG
>NDK36662.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MICFRSSSRQAPGLFPGIGAISVAVLLLSLSDALVKLQNGGLSLGQVLMVRSGTAVLCLVGTLWLFAQAGGVASGVTRWV
WVRSLCLALMWGCYYAGLPGLSFSIAAACYYTAPIWMAVLSFLLLGTRIGARGRWAILLGFAGVLTILRPGLDALSPVIA
LPLLAGFLYALAAVITQGRCRDVPPISMALNLNLVLVLAGAAHLAVLLWLGAGDEAGFLMSVWPGLGVRGWALLIGLGVA
LAVITALVAFAYQRAPVPVIGLFDNGYLVFALVWSVLLLGERPDLVDLLGIVLIGCGALLASRRLTGGGEDARAPRAQPR
RV
>NDK36663.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MQTDDLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPFAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRVKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTKRSNYAAVDRLIAWLRSELS
>NDK36664.1 NUDIX hydrolase [Rhodovulum sulfidophilum]SE1
MPAKGQDRNAFLPLPAAAYEAALPSHSIPERPIPAAIAVVIRANQVLLVRRANPPDAGCWGFPGGKIDRGETLTEAALRE
LAEETGISAEPLRVFTAVDAFDREASGALRRHFILIAILCRWTGGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAA
QAAMLMQEMQS
>NDK36665.1 bifunctional hydroxymethylpyrimidine kinase/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]SE1
MIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALDPGFVAAQIDAVLDDVRIDAVKIGMI
ANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQAA
LPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTTNDHGTGCTLSSAIAALLPGRDMVEAVGTAKTYLH
DALAASEALDVGHGHGPVHHFHALWSDHPAM
>NDK36666.1 PhzF family phenazine biosynthesis protein [Rhodovulum sulfidophilum]SE1
MIMYQVDAFAEEVLSGNPAAVLLLPGWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTEGPSGYRLDLPRLDPEPLDALPAEIAAQFPGGVIAAFRNFENVFVELEGADRVRGFV
PDLAAIARLGPVGLVVTGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>NDK36667.1 excinuclease ABC subunit UvrB [Rhodovulum sulfidophilum]SE1
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>NDK36668.1 ETC complex I subunit [Rhodovulum sulfidophilum]SE1
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>NDK36669.1 N-6 DNA methylase [Rhodovulum sulfidophilum]SE1
MVDGTKWIMLGADVKGDIYEGLLERNAEDTKSGAGQYFTPRSLIQAMVECVRPEPGKTIADPACGTGGFFLAAHDFLTDP
ANYALDREQKEFLKNGTFHGNEIVAGTRRLCLMNIFLHGIGEMAGEPSVSPTDALISSPSDTVDLVLANPPFGKKSSMTF
TNAEGEQETEDLTYNRQDFWATTSNKQLNFVQHIRTMLKTTGRAAIVVPDNVLFEGGAGETIRRKLLQNTDLHTILRLPT
GIFYAQGVKANVIFFDNRSASKEHQTSQVWIYDYRTNVHHTLKQKPMTYAHLEDFIACYNPANRHERTATWSENTPDGRW
RAYSRKDLLSRDKASLDVFWLKDSSMTDLDSLPEPDILLEEILENLGAAMENFAAVRQAS
>NDK36670.1 hypothetical protein GXP64_17595, partial [Rhodovulum sulfidophilum]SE1
TAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLRELRADIKTVLQRVPR
>NDK36671.1 hypothetical protein GXP64_17600 [Rhodovulum sulfidophilum]SE1
MHLVPHWRALIRRAWSIRLILIAGLLSGVEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>NDK36672.1 lysozyme [Rhodovulum sulfidophilum]SE1
MRRTLKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEVEAGLDRLIAGP
LEDLIPARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIPA
DVPFRWEGA
>NDK36673.1 hypothetical protein GXP64_17610 [Rhodovulum sulfidophilum]SE1
MRALLAALLLAGCGGLPVPLGPSVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>NDK36674.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]SE1
MATLHLSLKGAYFDQIKSGEKVEEYRLATPFWAKRLEGRSYDQIELARGYPPKSDTGRRITRPWRGFRKTTITHPHFGPD
PVEVYAIRVN
>NDK36675.1 hypothetical protein GXP64_17620 [Rhodovulum sulfidophilum]SE1
MSDAFATTRCHWIRTDDGLDILIPMCCGAAIGGPAECTCDVPESRIEAAERGRQEAEAQVLRLRGVRDLSLEEQARMWRE
NKRLRQRIKELETLLAGNAG
>NDK36676.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MREVDLAVVGAGPAGMAAAAEAAQAGLRVVLLDAQPWPGGQVYRDIYRAGQEQEADLGVAPLEGGRLIAGLDRPGISLIG
GAEVSAIEPGYRLSYRQDEAAETLQARRVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTGPLLY
LFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEIVIEGEQRAEAVRFL
RRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGIFVAGDGAGIVGPRAAELQ
GRISALRIAETLGRIDLSTRDALAAPLRRQLRRDLAVRPFLDAAYPPFAGVDGQDRDEVGPGSPLPAFGTALPGGVPGIL
AETGENGRETVADAAGWLPVGGADDAPPDAPEAEKAATGSACHAGEA
>NDK36677.1 KamA family radical SAM protein [Rhodovulum sulfidophilum]SE1
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLDDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQVRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALARLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>NDK36678.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDETTAD
RLARDLEPVRKRGYAFVSQKALPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDSEREDMIGTLIEGAGGIAEALGDSLL
LHAAGDRAPA
>NDK36679.1 methylhydantoinase [Rhodovulum sulfidophilum]SE1
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPDLAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVDVARALGIAR
VVVPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEADGRAHLARAGIGGTGGPDEGITVERSAEMR
LRGQMHEISVPLPEGRLSPEDGPRLRTAFEAAYAARYTSPFEGAEIEVIALRARVSGPVPALGTGGAGDGATPGKGDRPA
SLKGTRSCLFEQGRFETAIHDRYALGPGDRIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGRPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPQGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPTFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTAKPIPGLFGGQ
PGGKASGRVLDPAGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETLG
>NDK36680.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MPNSPQAPTRRHVLALAGAGLAAGTIPAALPAPLLARDQRLMIIASGGDFTNVDPHTSSGSTPAFFMRNVYDPLLRTSGT
PPEPVPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSFARALRLAKGNSWMLRNIVTPEGLEAVDPATVRIT
LATPFAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELGQSRPGALYRFIRSPNAWQPGGGNLDGVIWRV
SREAASERLMLQRGEVHAALDLSSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLTDINMRRAISHAVNYRALLDSA
GYAELMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPAGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQP
LSWPDMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAF
QRAVVADAPDIFGVLEKRKLGLRASIQNYAFTPVASNAIECWPLSLT
>NDK36681.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLTRGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALASEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMARDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>NDK36682.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSAGHPFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>NDK36683.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MVPPLLEIRDLHLKMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHAPDLLGPGPARPAARALAAEMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAAVLERPAHPYTRALMAAIPGRNTRRGALKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATCRIG
TGHEVACLDPVAEAADA
>NDK36684.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MAEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGQDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPA
>NDK36685.1 RidA family protein [Rhodovulum sulfidophilum]SE1
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNQLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>NDK36686.1 amidase [Rhodovulum sulfidophilum]SE1
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDAETSAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLAG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDRARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGVVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>NDK36687.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGDIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>NDK36688.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPLGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>NDK36689.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTLTETLDPVQTPEARKGYWAGVAGRLARDPVSMLCLAVVAVLILAAVFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>NDK36690.1 ABC transporter permease [Rhodovulum sulfidophilum]SE1
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYAIWVGNLAQGDMGRS
IATGRPVAAEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>NDK36691.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWEVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHGKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFNQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>NDK36692.1 bifunctional lysylphosphatidylglycerol flippase/synthetase MprF [Rhodovulum sulfidophilum]SE1
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFTDVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPGTVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARIAA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGSMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEES
>NDK36693.1 protein dehydratase [Rhodovulum sulfidophilum]SE1
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTASP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGTCPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>NDK36694.1 CoA transferase [Rhodovulum sulfidophilum]SE1
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLAAEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLERDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGSPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>NDK36695.1 acyl-CoA/acyl-ACP dehydrogenase [Rhodovulum sulfidophilum]SE1
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGAGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>NDK36696.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTRLLLRRPTGVVPTEAGEIL
ARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRERYPQITLQIAEAMSGFVAGWLSEGRVDLA
VLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMIDTELAGDGIAPELAVEIDSYNN
IKNLVAAGFGASVLPWHAVAPEAEAGRLAVSRIVTPGLWRGAWLIRPGARPVTRAQEAVAETLRMVVGDLLARGVWAAAR
APGTAPSSGGSPTEADS
>NDK36697.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVGAMGHALAEAARVIAPEAVLVVIEPRVEGDLSQVIATVDDETKIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMGRISSFAPERGALSADLTEALRAAFLARAGREGAAFILTQPMSARLFRRGPAAG
>NDK36698.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLLEGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMGQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPEFLRQELGV
>NDK36699.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MSALLSTRALSRSFGGLRAVHEVDLDLAPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>NDK36700.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MRGGRIIGLHLGLVVLLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSNPQTRY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>NDK36701.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SE1
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVVAAAAAVLAGLWLLMSRTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>NDK36702.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MPASKIPSKPAFGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRW
YNRTTEAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVS
EGHHVASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSET
SFTKYFPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQ
TDFDRHYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSAMPLSNEHPQGA
KIFNGKTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>NDK36703.1 hypothetical protein GXP64_17780, partial [Rhodovulum sulfidophilum]SE1
MMAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGADAAPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDC
TACGGTGKLTAGGATDG
>NDK36704.1 TniQ family protein [Rhodovulum sulfidophilum]SE1
MVAKLRLVVEPSARETLPSFFARMATLNGTDVSGFALDLGVSFRRILEQDPTAITTFATRSGLPPEQRTTLLSWTGERAG
DVRMRFRGEIFVSRALRNPVVRACPHCLREQAEGQAHPLRHMTMSGDWQCRGVDLCLKHRHPLVPLWTRMRPIERDDISA
RLAGILPDLLEGRFDRETVTPSEYDHWLDLRLSEGRDETWLATQPLFAAMTFCDLLGAALLRKRGEEADGRAARATGFAV
ASRGPDSIRGALEDLTQAGDGGHIVTQGELKPVLKTLGLFYRDDDSFGGFRDIVRTHLLEIWPLAAGEDILGHTLPERRL
HSLGSASRETGIGTAVLNAFLTEAGAFSPHDARAESRKTFDAKAWQSLLDEIPALVGPIAMRKAMGATLAELKSLEADGV
LVPRTRVATIKSPWRISDGLSFLDDLEQRAIPVDGETPGWETIQLVHKRLGAPAGRVIAAIRTGSLRLGKRPDVLGYHGF
VVNISEASRWADQSSTREALKIAEGGMSVSVFARSAGIRGKDTFQALIDGGHTPATEVLNHRTKRLQWQMTSADIAAFHE
KFATLTIISEETGAHRTTILAALASLGIERFQPDGRDIGSIYLRQDLAPVLDKLVPR
>NDK36705.1 hypothetical protein GXP64_17800 [Rhodovulum sulfidophilum]SE1
MGDKDQEISQVSFFLAKPENTFDTVLDAEAKLEERDKFSQLEIEVEDASCRFIYFETTSHKKNPKWLDFVNTRIENKLSF
SAVSKNPNGLLMVSVDDRVLLAAFGRSSASILDKKRLENDFGIRTAMNMCGNEEIRQTKTQSNSITTTQIDRQVSRPSDS
FVFGLSEAEDLKYISAHMKGNNLVTLQGKDRLTIKVLGKDKLTWEKLIDQCKDFLSAYSKEDYKALFPNYKNFTPATEEE
AKQLNVALIDALRDKELDKLQLCIPEFISDDDYSFSYSNKKRQEDLVYSHLDVSQLYEHLDFDKIDAKYLQNKLIYAYSL
EEDRVLPYRKWSIYDCLLFEAKIGDACFVLVDGNWARVEDDFYKAIIEFSQKKVMVESCPDNCKNIQINDDKDMKNKEEI
FNNKACEANPGWVKFDRARLKIGTGRKDKEFCDILASFEDGVLDIIHCKPLKDASSMNYLFSQAKFYGDAFLQDQVFLGD
IRAHIEASTCPQKQTYLDHIKEEIEGIHGHDYRVRLWLLYDWKEAVPTIEVIPLIAKYEMMLMHDHMRRICKFRDIIVSF
VPVQKVTYKISKKPKVA
>NDK36706.1 integrase [Rhodovulum sulfidophilum]SE1
MRAVQLLLGHAKMDSTVRYLGVELEDALTISEGIEL
>NDK36707.1 hypothetical protein GXP64_17810 [Rhodovulum sulfidophilum]SE1
MSRRKAAGLDINGWRDHVARNWTIVPGEDERIGGVHVGAAGPLGAVVRIGDERTGRWIGGFPADIAPHGLGGGWGAIGDE
SRRIPLRALLEGVSGGPQQLAATFSDLARGAAHTVLAIEDSSETTETLQERLLAGLSQGRMWNAALVWRTVLGVLYAIDA
GMIQGECTVGIVSHASAGLSVQKLRVRRADILRDVLVPERRSAAQMLGCSLGLREIVEHVRRRVIGDYSCNGRTANLAMA
RSVGRLALGLPCDREILRLPNGDWEEIMLAGEDYLPVFKMEDHFPPLRDCDHVFLETIAEGDVRSQLATLISNLKIGDLQ
TLPPDAVAQGALVAARRMSDGDPV
>NDK36708.1 hypothetical protein GXP64_17815 [Rhodovulum sulfidophilum]SE1
MRRLARPWSARSLPEDRPFGPGDCLMIAYDGLPPRGVQHVVLMKGNVRGQDTCLALCPYPKREQAENPDRTGFPSRPRKG
HDPKDKSELFAADALRRMNEVLARIQELEEALDDPSDVWGRLRAAWKRAEREEDPRMAEIVKQARELKPVLDALLKSIRR
VLRRHRELTPLDRVQEMDRASMVWLSRQPGRSVAERAGAGQRILATVRQEHFDTLENRVLHAYARLAADAAREWMREHPR
SKESARYAQVDAFRKTCRNVGAVLVELDVSVAEPGCTPNYVLMQDRDYRSVREGWERLLKRDKAIDDLWAWQAQTWTDFA
VLAVTLAIVELDEAQLVAQSPINWRAEAETGRWFDQDRPIAVFWLRETGRVVEVQARPETPGSLLTAARAHVALRITDPT
RMEVPRRVAVWTPHAMKRIDLDDAVQDAAALVDQLQPLAMTEILRQGLILTPAHGRPETARADGQVSRVSGIALGASGES
LAAGLEAVREFVRSEFYGTPT
>NDK36709.1 chromosome segregation ATPase-like protein [Rhodovulum sulfidophilum]SE1
MITDNTLVVFIIIGAVALLAIVQITLAIRQDRLVSAAGPIEELAVYEKRLEEKQHLMDDLEEELAKRREAMAVVADIGAE
VDGLRRQKEELLAEWNAMGDKREEVQAMRREIEDVVIERQSLEAEIAPLQAEYLSVKERLEKAEELVGRIDALTTEHAEI
SGKVEAMRGQLRRLEEAEARVARLEDRGNELEANCARLEGRIASQNDELAELTARVAKARDALAEVQSEHSRTEAQSAAE
NLELRRQQGELDALGETRSALEARLAYLKGEIAKAEGRTPDGESVESDKLRELREEPPVIRAMVEWPLADRENETDALKR
VERRFRAKGLHYPARTLYAFHTAMKVNETTQMAVLAGISGTGKSQLPRQYAAGMGIGFLQVPVQPRWDSPQDLMGFYNYI
EGKFRPTDMARALWALDEINNDDAIQDRMMMILLDEMNLARVEYYFSDFLSRLESRPKPEEVGDANERKDAEIELEIPNM
QYPPRIFPGYNLLFAGTMNEDESTQSLSDKVVDRANVLRFAAPRAINTARPDGEVSEVRALSQERWQGWVRPVSAVEGEA
RVRNSVETMVEIMKDLKCPIGHRLGRAIMAYVANYPNAEGTRPTEDALADQVEMRLLPKLRGVDVEIAAPHFSRLRTWVE
QGLGDEKLAQAIADSVQSSEETGQFVWSGVTR
>NDK36710.1 hypothetical protein GXP64_17825 [Rhodovulum sulfidophilum]SE1
MTSSNGTSRKTSRNTLLALGLAAVALATSGYLLFLVNGLDREYGRIKSDLPHLQNQLASAIEERDAARELAAATRSEIQG
LRASEADLANQVGARQEALESARKREADTLNRIKTARTELEALVAESNAARSTIAEADRLRSETRDLAGQKRDLEAEIAS
LEKTVQTLTERSDEAKARNVRLTKENSQLTGQRDALQAQFDELGPQVKDLEAKLRQVRNLEKEEDRLGSVLEGLRTEERE
TRVTVAAANEALRGLQDKIAARGEEAEKLRVSVETLNGDLTDLSKTRDALSAELAVKRTTADDLDAQAKLAQERLLDSRA
QLAQTTEALKSSRSEEATLANALAALRAKVDSAEAEVARLDARRTEVEGLSADVGRLQADKAGLENALPGLRQEADAARA
AAAEEQARVVAARENLSALTGRASVLEERIAQLKQQLSEFIAATETAEAAADAAQTALASLEAEKATARAELNAVAERRT
DFQNRLEDLQARIVSAEDALAVRRDRLSEAGSAGTEAASQEAETDE
>NDK36711.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MSLLFRTLKAFPRGRTTEELLVLVGAGFSHDKRLAALAELDDLLRDGHVERARDGKWRVASRRPGETAGDGSVHAGARPE
QSPDHLVAAPAEFARMSASDEEQSPQDLDEAGATVDHQALLRYWRSALRADPRGATTQVVDKHGVEWILICGRGPITPSE
GETLRLNIALDALTPSFREAIVRREGHDNALAIGWPMAVTRLRGVPAFQPVGLLSATWQRRDGNLVLSVDADDVLVNPDW
LRHAARQTGWRRDALRELFDTEDGVGLHASDFLLNVKDAVASQIRGRLVGEDLVSRLDETTTGIFDAAALFLPADSSFTA
GAARDLDTIATWPPEKIARTALAKVLCSASQADARDVAAINVGPLNAEQTMAVRNACSEALSVVTGPPGTGKSQAIVSMA
ASVLLSGGSVLVASKNHQALDAVEDRLGALAPDAPFVTRTLKPEEEIDAGFGDALKALIDRDHALRRGDLDDAMIDDLKV
AARERSAAIDALAARAELECEIADLLEGIAYRERRGRQDLDHVTVAPALSPWRRLIAAILSRFSKGTDSPAETSDRLLHG
ASLSDLRRRLGNARASRDALNPVADPIELGERVQELAKAALPHAMDRRTAIGEERRQAIAERYDDWTFAGGRGHLPNDLS
QAVLEHRPLWLASILGAPRRIPLDDGLFDLVIFDEASQCDIATAIPLFARAKKAVVVGDDQQLSFIAQLGCAQDRNLMQA
QNLPVVKMARFAQSRRSLFDFASRVPDVPRVTLRHQYRSAGPIVEYISDNFYGGQLETSYDPNGLLLPMGAKPGLAWEHV
PAPGIPQAGNVNPAEVSAIIRHLRLLLEEQDYQGSVGVITPFRAQVIALQEAVASIPEQKRVAADLKVGTVDGFQGQERD
LILFSPCVGPRSPQSGLTFFQKDARRLNVAISRARGIAMIFGDLEFARSGTSRALRTLAARTTEPKRRSGEGVFDSDWER
RVFYALKERGFDPEPQHEIAGRRLDFALFGTNGVKLDLEVDGRRWHQTPDGRRKTSDLWRDHQLESLGWRIRRFWVDELA
KDMEGCIDIVERDLS
>NDK36712.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MPKIRFILSKQPDPALQEAAIIKRLKEFHSRLQDKRQISDGIPQEERAAHNELWRYPQNELPKALEIRIRRWAQKIHRNH
LKDVEPTRLSREDRAMLEGCRDGADVFDLRSAHHIDEIAAALHAEFPWIAEATTLVWRSLHHNLKEGMPGARFGPILLDG
PPGIGKSAWARRLAQLQGTPDMIVDATGENASFGLVGSQRGWSNAGPGRLVSLMLMRQVANPLVIIDEIEKSGSVMSDKG
RSFSLPNALLPLLEEMTACRWTCPYFQNQFDMSFINWVFTSNSLRGLPEPLLSRIRVVSVPSPTQEQINELVLREAERRQ
LSPLITAAITTALAEAFEAGHQINIRTVKRMLELGSDQQGRPTIH
>NDK36713.1 hypothetical protein GXP64_17850 [Rhodovulum sulfidophilum]SE1
MSADQTIDHDSWNYSPAKLPRQSKITLGRIHGVLPYDGVRNPGFRSASSHRVWLTYRTAANDFQPKSGIAESAAEAAVAH
ELLLSPLLYDLQFQPLKVYLRPGDRKGPSYTHDLLATFVDGRRSLIFVRNSDSLQKPRTWRDIGAIQAATPPGAADSMMI
VDAGRFSRQRRENLFRLHEAIQSPLPEVDDMVLWTARNHRSLWLMRDLFPLLDLPQKVVFKSCYRLIARGALSANLDHVI
AEWSRIEVAS
>NDK36714.1 transposase family protein [Rhodovulum sulfidophilum]SE1
MTIAPRYNFEAGTEIVVQGRDLLLHKVGAQGYELADPTGGQMSILGFSSFVEMMKSGAVTFAPSQLLPEGSAKLRLGGLN
VAAQLSDEQRTYGRFHYALCRAIDELHRHRTIVEGNEDFRISIGALNDPANRKFLRPLVEAFFGERVHLGAATLKGGRQK
SWFLYKGRTLKKYYGIYQGLQDGDDVIAGLATLDHLKGNETQRLPLRLKELMTEAWEEIGLDLKGPSVANVHGYLAALLN
SENRQRALNDLPALPVPSHQSVLRHRKELLTPTEYMVANKGERYARNKRGRGSSDVRALMIGEFCEMDECRASLITSAKA
KGYWHTLSEGMKKAMEWADEEIRSRLSILVMIDVATRMPLAWVVSDQPKAEATMQLLRMATRDKTRERRIYGCEGEAMPA
MGLGMVRNDNGTGLRNAEVKSALMGIASANTDVRTHASADKPYVERMFGTTESVLLKLLHGYTGRKAGELPGYDAKKSGV
LDIDLLYEILTRFFIDEYPSLKHMGVGMGGRRPAEVYKELNETRETFRPLDEDLRRIHLGWPFKLQPNDEGVRVLEGLFY
SSDEFQDAREQHKGKVTVYIDPDDLNFATAVIPRDPEPYRLALQTTVFADLTVSEFLELMTQYRRENPEVTTLYEDRIAK
VRLERHDQLKKIGVERRLPRSYVNVGEARKKAKSLFASSRLVTTQVLIDTVAPGTLVTAISGPGILPLGGASLIDHAPAE
PTSTPAIPARKSKPKAKNPSSETPVRLGRPAQKGELL
>NDK36715.1 ATP-binding protein [Rhodovulum sulfidophilum]SE1
MGFIDQNRVNASVALQRGHYTFPRAAKLREAFENCLHDYYVKASIGGHFEARGLLVTGESRVGKTSETARLVEEFNASMT
AMPNGKPGKFIYCKLDGSISWKDLGHKTLEALGYPANPRRTQGELWKMVRHQCREQDVIGLYYDECQHAFTSGPKSNEKL
LDRFKALMKEPEWPLMLILSGVPVLASHVNSEEQIAHLLSHIHFDEIHLGRFADPTRDPDMIELNKLVYTYAERVDIDVD
DLVDVDFLQRLDFACASRWGLVIELLIRAFGLCRLHGRKTATIDTFSKAYAQNSRLPQGLCPFTAPDYRDMIDGDKLMEM
MLDE
>NDK36716.1 TniQ family protein [Rhodovulum sulfidophilum]SE1
MATSLPIPKRLWNRISKHIGRLRTQEVYLLRRLALTVEPVDRETLPSLFSRIAILNGTDTVNFALDLGTTFRRILEQDEE
AVAIFSERAGLSAMQLAELLSWTGERIGDVRMRFRREVFVSRALRNPIIRGCPHCMREHAADQPHPLRHIALRGDWLCRG
VDICHQHHHPLVPLWSSSRPIERDDIGARLAEILPDLRAGLFDGGRIDPTDYDLWLDKRLSQGIAADDTWLASQSVFPAI
TLCEFIGAALLRKQGEAPDDRRAKATGFAFVSQGPHGIRAALDILMRSQDGGHIVTQGELGPLFKHLKGIYLDDDAFAGF
RSILRDYFLEIWPLAPGDDLLGQAVTERRLHSLTTASKDTGIGAAVLDDFLTEAGAFAPNDARADARKTFDAEAWQHVLY
EVPTLVGPIALRRAIGATLAELNGLKADGVLVPRTNVATIKSPWRIADGQALLEELEAYAQPVAPEEPGWETIQRVHKRL
DLPVGEIIAAIRTGSLRLGQHPDVFGYHGLVVKISEVAAFKAKVAPKRKPSISQGEVTAAAFARSAGIRGKGQFLALIEG
GHTPARLVLNPTTRRREWRMSRDDIAAFEASYTTPSMLSAETGAHLNTIRAVLQSERVQPFRPNGLDVGPVYLRDAVETV
VALLKSQEGK
>NDK36717.1 hypothetical protein GXP64_17870 [Rhodovulum sulfidophilum]SE1
MGHLKHIERQTGAFMLKHKPLDPTVRSTMTEFSISRKTPGKTDFPKSHPACIVMAGWTTEDWEKLESFGDFPLLEICPEA
PAYFAQAGHFSARDLRNIVSTFGLDVDHHDAEAIYHIILDRAEGAPWVLPILETIIAPQRVKNGGFKKKNKVSHVLQKFP
LSKLRLKANPHLHERTGELLLPPVAPDIAVAAFCEYAIEAYYKKIENKSLFEEHYIEARKILSDISPADIIMVELGQIDD
IKDWDEHASLISSLMSDYPDAVSEHLHLHLIATLKHFSQHITQTSSADDLEAIMVLSGAAAKQAKLLQTPRKETVIEQVR
KLGIEVDLNLVTDEAVATLSAALDAGLVMRVRIQDLAIADLEEKIAETKEAIAAANAEEDYALLTRLAPQAGEEKEALRV
AREVQEAILLCLGELVSGTTEDQDAALAELRAFIEKNDPDTEDYAEADASLASELFTLPDAEEDPVEDHTAADDVDPEDA
VEDNSPIDATSVSSDVVNSDDPETAGHDQAEGNTSEPTVTDAYEEDTVEAQNTHAGIDENEGAAKEIEPQDVDPQPDADS
VDIENPLEDAPIQSAIETAEDRYSEPEALPDLIPRIEPETYVAEIDIDTTPPVPVSVLASLIHRNLLGIAADAAKSFEHE
GKHWPIRAVVLEAAAGSRTPHRKYGADTQRFLELATRGAGDAASDVGSILLLGALIRPALLETSLSSLRNILHELCRGSL
GQHLQQATDAISELDYDFPPDADELASLSGGQRTPQKQRLAAQLGKWADTVSAKTSRWPFATAIMHHIASPAGPIGAALS
AISNGNKNAASLAREAIDGLSSASKIETLAAEYASEAGRNTARLHPKGIEYLERQLEEPLGLLDSWIDATMREGSQGQKS
EARLRTIVGNLNSRLQKAETGLRAEATSAPDTLAGATAHWVADQVREVLQALRGEDTGAFATLDEALAAERDLLPASVRD
TLDIPEGRFDAFSNLLNKTVIPDPKGALAQAREEGAFDTASRLGSRFGIDVQDGLTHDMKVFAKTWSAEINTRVRRLKTL
SKVDYKHQEEISRRLALCEILLGRLTAVDNGSEVHDLAELPAAAAEIDATCAQIEAKIRADQVQRIDQYRNDRNSEEADT
LLGALDGITVEAAEDRIAQLRDGRSAAIFQTELGGLVSDFLPDFLAYANSAQWPTTSEALERTVAAAGPLHIEEDRRGAG
LDLIHLYRAIGTSMQSKQPDLPKVKVLFEEIGYDSVKIHNPRPVGRSGLWQAQLGGRIQPLRSGDWFLPPVFGSQAANGA
GAHLVLIGRDTLPENLVKTLSSDMPAILLFAGVIDAQRRRELAEHLRDNAIPALLIDETLITFAGTRRQARARTIFECGL
PYGRVEPYTTDAGQLPPEMFFGRSEEIRLIMSKTADGCLVYGGRQLGKSALLGHIARTEHAPEKDRIVVTREVRPLGKSE
KPSEIWSHLASMLSPEIVRPASRNAEDVSRDIKAWLMHHRQGHIVAMFDEADNFMDADTRDDYPELARLKKLMEESGRAF
KVVFAGLHNVQRMSHQPNSPLAHLGLPICIGPLNRTEDDKRAAHDLVVSPMRAAGFRFENHEAIEEILAWANYYPSLIQE
YMKGLLSTLHGSGSGKPYRLPEGDPLWPISSDTLFDHRGFGEIENRIRFKFHLTLNLDPRYALVAYTLGRLNVEGQEDKA
RVTGFDPRELLDEASTFWPRSSEIPALAAFEALLEELFDLGVLGRVPIPGTKRFRYLLGSRQVATMLGSEDDIYHALAEI
EEKDPEVAYDRSVHRRRYKLNTSGNQGEFSYCPLTDLQIERIVQPQDATGQIVCGLEALGLSKVGSSLKRIAESGHLPGA
PEQGINVEIVRSKRELRAPVERKGASQNPVILVFTPEDRKEAHDALTWLEHQPRVLNKQVRPLLLLDAANTEMRDIATRR
PEQSQFLTAWGAEMIRIHLSHIEKVELDTKPMRSAILAAAGGIPSETIKLISAMRVAEDPLEVAREWKVSFRMPAGLLNG
TLGKALSILDMGDDEDADTFNEILRDHAGADLVDIGPDLVATGLATWFKKKAGRLRRSALGDLLARETEK
>NDK36718.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SE1
MTTLNPNDFREHLNNVLARFVATSSPINDIRAPRLAEELRNVIGQLDFVKGPYVETLPDFEKGKSLRGLQEEGLLTPHWQ
TLASTAPAVFARPLHAHQEAAIRRQDNYLVATGTGSGKTESFLYPLVNDILSQGDLERPGVRAILVYPLNALANDQLGRI
AKLLFHDLGDPGITLGRYTGQIKSRATRDEEITRLRSSPSFLEAFGEDADVPANWLLSRAEMREAPPHILITNYAMLEHI
LLLPTNRQLLAGADLRRIVLDEIHTYAGAQAIEVSFLLRRLKAHLGIPDGQIRCTGTSASLDPRRKSELADFASRLFGEP
FAGEISVITSERKIHPSLAGGAMPSGLSPEHWARARDLAEAARDAVQNDTPMSIEDWNLETEFLDLPRLHLDDAPSLGDA
LIERLAGFEEIHRIARRLEGGSVAIEILAREVFPNEGEAAVAALVGLISVGVLAVSADAAVFPLLPARYHLISRAPDRTG
ISLAAGGADNLREVLIGAERDDEDRPVYELYVCRNCGEPYLEAWDNGISLDPTPGAGDRHLLRLVPGGLAIEGEDDTEIA
LPGQMVHLDPSNGHPMEEGTPGTVALEAVTLEQDPDDGKRYMHRCVACNHRSARFNEPITTVRPGDEAIAAVAAQTLLES
MPSHDLGTTPPMGGRNLLVFSDNRQDAAFFAPFFERTSREQAVRSAILRVVERSGRMDIDNITGAILRELQADGLRLYRP
GVVPERETGENERLRLKALVAAEITVFGRGRLSLEGFGLIGVDYDAIARPVEMVRRDLPDAMKPYADTYVRYLLKMIREH
RAIAQKESGMIDLEDESIWTRIASQQNRCVSRERNPHTNLPLSLVPTAGRQNRFTNLLERMAQACGTTIDENQVRDVLTQ
FWKAIEHPKSMTSKHGVGRGLKLDRGLFILPGSEVSLYQCLSCGTRTQFDTAGVCQSMRCNGKLHEVPRDERQTLDARNH
YVARYREHPQMGIAREHTAAISSEIRSEIEEKFKAGEVNLLSCTTTMEMGVDLGDLESVLCKNVPPSIANYQQRAGRAGR
RAQVAPIVLTTARSGRYDRAVFEKFSEYLAAQPIIPYLSLDNAGFFRRHQLSMLLARFLEHRLAGYTRTGSPRMRDVFAD
ALTEEARKTFDTSFADWIERADPDLEAAADLATRLPPSLRSIALDAAGLKAALSERISQFADMAWGRFGLMQEAIDDLEA
RRNELQKTEADKFIKIDRSLGALRTQQKLYMNQFLIDQLSRRAIIPTYSFPVHSVSLEVLNTAGQTADTAVLELDRDGSI
GISEYAPSAEIVAGGRVWVSAGISKRSKFTGDDAFIERSQYRVCGACRSPQITLQGVEPKKHCPQCGAVFHKTNATRAFI
RPHGFVTSVADGQGRDPGATRIRPTISDEALLLTEAPRSKYTATDLPGILTFHAPGSNRPEDELGRIITVNRGRHGGGFA
WCPSCEHAVPAHGHGPDLAWQQPTLLAPHVNPRSGQPCRFDPTKQAWPIDLAHVFETDVRGLLFESLPATPSGDAISSDN
SLERTLQEALRLGAAELLETNPRDLRALVQKLDGLIVVVIYDSVSGGAGYATRLTNETGYLARDLLLSARKILNCPNPDC
ITSCTRCLNDYSNQRHWHMFNRRPAQAWIETILLDAGVKIDPQWDI
>NDK36719.1 hypothetical protein GXP64_17880 [Rhodovulum sulfidophilum]SE1
MYSFISKNNIINGGFSRLSAESNVSLDRLAWVETAFNAAWTGPTSTPFITDIQTRGDLLDEAAHFAHEIPLWRLFNSAPT
LAVWAVLIPLARNYGISTNEVYRHISRFVGESFDEQEAREDLKTRYRRTARALGLPVFGNEPTGLFFAPLGPAHAHHGDL
ARAFVGAALHIGPPAIEDTASARRWQRRIVADRCAGLARLKATIAFDTSAHVARRFEAWRQGESPVGDTEAHLFEAYDQA
ARSLGRSRADIVGPPRLVWTGDHLTLETETSRELQSLRLGAIPTRLAGGKRLQVPPPWRPTIRWTAGTLSRDIPLAPAEG
EVLVFDADTGAMLSRLSSEQGELEIAAERLIVLSAAPFTSLSFGDAIPAKDASFRIAWVNADETLAFEGRSDLSFTRPVE
DAIWIDAPVLGRDGSRALYACNGGLQVRIDPEIGGPTRIIRTRIGGQVRFHQVDLGATGELRMAFADAHLEALADPAEVL
FEVLTPGAAGDLEARVALTTRCWIWPGISAPDGDLADVPIPANFDPARSAGLRAIDGRLSVDPEADQETPILGLSGPDRV
HEFRLVARGEKLWHFRVARGDRVYVPRGATLVFGHANRHDALILRSPDRDASLLVLGRETRRPFYRRQTIEIGAADLEED
TEDDRIALRRADGRVDLLARLRRATDPAGLEISEDPDEIRLRFTPRTDCDALRVRIEPVRGALIEGEYAFGRAPLDLPSL
QGVRSKRDPATSQVEVILDPSQLPAPARATFLLRDNAGVLLPLRDVRNAPVAIGLAGEIDTPQRGHLLDLARFLAEPQPD
SLGGQIGRALSPAYEAALDHVGKSHMLGSIKPLLAVVREDRQPPRHDLVGATPWIFEASPIAFGGLDTDTGLAPISDMAG
EPSPVPPPRVDGDTPLSDWLGRVSTGAGIPTGFQADRLQHAFQALRWRLKETDLHDLVGEETLAGTVKLICGAHVEGLEK
LRSFDTGGGADPLPARIAAQVERLARSCAERRSHAFVDDVVFRTGLPRREVGQALTLMLRGGVEFFAYFRALWAHASKDG
SPSA
>NDK36720.1 hypothetical protein GXP64_17885, partial [Rhodovulum sulfidophilum]SE1
MELNFSAAALQSTDHFALAAVELEYDAPFSAVLVHRPALSQPWERIDIERTIVALTFSGADLMALSDEGDIYRIGSSIER
SKIEGAGVSSSDADDRGRCTVMCTSGNKLWLAGENGQLYANVDGISEWAQIALNSKFQAVALLADGDGGVFLVGDDVIEA
ISPAEVDYTNPQAILDALRVDRDTREQAGPTAHLYHISADLVVSELSIPDCSNVRGLASYGSGEVGITGVDGLFLKGKPR
AGLFRENLGLKGQTLLCSAAAAQGIVIGTDSHWYVFDGATVEPLCLGIAKHTARLPLSVYESAGSTVLFDCKMNPLVLAQ
GIWSDIDVPSALRKREFDMQDFLQD
>NDK36721.1 extracellular solute-binding protein [Rhodovulum sulfidophilum]SE1
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAEDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLREVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>NDK36722.1 damage-inducible protein DinB [Rhodovulum sulfidophilum]SE1
MARYNRWQNRAMMEEVARLGAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>NDK36723.1 oxidoreductase [Rhodovulum sulfidophilum]SE1
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRRVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>NDK36724.1 universal stress protein [Rhodovulum sulfidophilum]SE1
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>NDK36725.1 BCCT family transporter [Rhodovulum sulfidophilum]SE1
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGDRIWGWTGHVI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITLIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>NDK36726.1 aminotransferase class V-fold PLP-dependent enzyme [Rhodovulum sulfidophilum]SE1
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPYGAFDVSRLAGEEMDEARFRLSAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRMAARGVLAGGGHFYAQRLLGALGIDPRQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>NDK36727.1 deoxyribodipyrimidine photo-lyase [Rhodovulum sulfidophilum]SE1
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGGAL
GVLRAVAAETGAAAIVRGRAYDPAGLTRDKAVEDGLDGTGIELRAVAGALLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGASVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAAATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMDWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQATKFDPDGAYRDAWIAEGRQSPGPGALDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>NDK36728.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPC
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>NDK36729.1 NUDIX domain-containing protein [Rhodovulum sulfidophilum]SE1
MERMFLYGTLCHLPLLARVLNRPAGALDTLPARLPDHAVRLVGDEGFPLILPEPGAEAEGLLISGLTAEDRARLDYYEGG
YGFGHEEVTVETAAGPVAAGIYARARSGIAPTEAWDLDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVEIGRAQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPARDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEQTVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYIYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVTFDRAMELIGTGEIGNAPLILSLLWLARHRETSQRPA
>NDK36730.1 cysteine synthase A [Rhodovulum sulfidophilum]SE1
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALARTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHIIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>NDK36731.1 mechanosensitive ion channel family protein [Rhodovulum sulfidophilum]SE1
MAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALATLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSILTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQAPGPFLPRQSAEPQPEPLDDLGGDAD
GDGGDGPR
>NDK36732.1 alanyl-tRNA editing protein [Rhodovulum sulfidophilum]SE1
MTAPLYRSDPYLREAAALVTAPADGGVVLSAPLFYPRGGGQPGDGGRLVWEGGEMAVTDTVKGEAGTGLLLAPEGAVLPP
VGTELIQQLDWDRRYGHMRVHTALHLLSVVIPLPVSGGAIAAGKGRLDFDMPEAPEDKEALEAALNDLIARDLPVTEDWI
TEAELDADPGLVKTMSVAPPRGAGHVRLVRIGAGAAQVDLQPCGGTHVARTGEIGPVRIGKIEKKGRRNRRVTVLLGA
>NDK36733.1 hypothetical protein GXP64_17960 [Rhodovulum sulfidophilum]SE1
MRYVMTRTAKQTRGAFLWLAVLGVLIATTPSETVSGEPDILVIAPFLALVLAVPYLLQSRTNTVPLGLVLYLLIVAFAFA
ISNLAMPGNWALSVAVLGPFTMLFGFFAAHPQKLRAVIEAILVINLAALALQVLLYMSVGEIVDLHALLFPWSESRSGEF
LGFLRLSGLHLEPGTYSAYLYVLVVFRVLLGGALTDRLSLLMLASFALTFSAWGIAAFLTGMIAIALSAFSNKRLMGKIL
LSGFIVVSCFLVILFTTNLLEPFMSYLQIRLDPTQGSASYRMIAYNELVATFDRYIPIGMPMAEKFCAHCQSPQDLGIWS
QIIVRFGICAAVLVFVVSIVAAWKHSLMMVTLVLFAFTGKYDVSKPITWLFLALVLIPWYRQPRFRIAERKAE
>NDK36734.1 glycosyltransferase [Rhodovulum sulfidophilum]SE1
MPKLLVITSSYPNGMGEAFFEPELQALARRFDRVDILPMTAHVATSRRLPDTVQTLLPLLVGKAQDIRNVLRRPRPALQV
VAELNGQGVGGRDLLNCARMRSALELRLPELKRNGYDMIYLYWGFPWSVMLPQLQPVAPCVQRFHASDFWGGSGGSTLRA
GVTEYMNRPERMYFVSRAGQALVSSALPEALRDRLHVRYLGAADMGQIACRPFSEGLSIVSCAFVIERKRLDRIARVVRI
LSRSLPVTWTHIGGGSVAAIENLRDQAGSDAQVDFRGNVPHAEIAGVFRDLRPNLLMSMSNSEGLAINVLEAMSAGVPIV
STDVGGMGEAVTDKVGLLVEKGHFDDADALAARILREICEGGTLAKARPRVVWETRFNARNNAEIFADELIALCDDKNSQ
TD
>NDK36735.1 hypothetical protein GXP64_17970 [Rhodovulum sulfidophilum]SE1
MSRLKFLSHFSSHTGSAMIGGVIQLITITVMAGIYGPQAFSALAAFMAMSHALAFFTSLNLGGYTISLTARLERMNFAST
LVTGTILFTCIALMLCSVAWIAVPAHWLPTGILILPFYAAAQAFSSIFFGLHLAAARTFWAAAALLLRPTLFFAIALLFQ
WLHPAAITLIASVVLAEVLVCLMLYTGLAGTERDQIFRLSLARWRVSWRRHHKFYLTGGLGSYLSNLAMNTPILLGGWIM
TPTQMGNFALALRLMSAPVRMIGAPIGAIVNRSIARHYRDEQAIGRKIFVTYGLGVLIGMVGFALLAYLLRAFEYLLPTD
WVEMTDYAPVVFCAGVFLFATSTIGFLPLLIKNLWFLTIWSTGRILGLSCSMLAVIAMDLAPITFLGLFATVEICASLVF
VAGNTLKLKSQGRI
>NDK36736.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MKILYVSAEYLPTEIAISIRSRFNVSALCQRGHDVTVLTSGATRTGPDGEIVVGVGRQMSGNSASFSKRLLNEISLGVGF
GWYLVRARKQYDKVIVTSPPFFALIIVFFFLWLLRLPYVVDVRDRYPMTLFSLNVLSSSSFAGHVLLKLERMIYERSQAV
FTVTSVLRDGIQADTGVSVHLEQNGFDETIISGKSELEDRQGPVRIVQHGLFGRLVDEENVVKIANYCAEHGMEHEFILV
GYGAKLESIAARNLPNVRVLPKQSQASISQILQTSDIGLASMVENENTLVGMPVKVFEYIGAGLPIIHSPIGVMGKDILE
NEFGLAFRNQDWETAAQWLVRMIGSPKMRKEYARNVVAARQRYSRQAQSANFAEIICALPR
>NDK36737.1 hypothetical protein GXP64_17980 [Rhodovulum sulfidophilum]SE1
MLIVRPTVIFGEGNRGNVHNLLNQIASSRFMMIGNGQNHKSKAYIGNIVAFLKTCVDSDRHYGLFKYVDTPDMDLNTLVR
QVRRVLSNKDWVGPRLPYWLGLILGYIADGRPRIIGKSLPVSSIRVGKFCTTTAFTSAKQKLDGFEPTHKLSEGIDRTMQ
SEILSPDSSREIFYTE
>NDK36738.1 glycosyltransferase family 4 protein [Rhodovulum sulfidophilum]SE1
MSDIVHFTTVHSRSDTRIAVKEVATLADRLEQTVALYVQDGLGDETNEKHGFTVHDTGPRPKGRWSRMVFGGWRMYRAVR
RAKPKIAHFHDPELIPFAALLRFSGIMVIYDAHEDIELQVLHKLYLPSWSRRPISRVLAITEGLAMRWFDGTVVVLEDLA
RKRPGKNKITVTNFPDLSEFDDFLRDAAPAREPRFVYVGGITRPRGALEMVEAMGYVKSAEAKLALVGKFDTEALESMAR
ADKGWHRVDFKGWSSRETVVAECARACAGVVVLHPTPQYVTWYPVKMFEYLAAGLPVIASDFPLWVELFNEFKCGLNVDP
HDSKAIAQAMDWMLANPEKAAAMGQRGRAAVEAVYNWQPEAKKLVCLYQKLLA
>NDK36739.1 hypothetical protein GXP64_17990 [Rhodovulum sulfidophilum]SE1
MTLGAVPRGFSWSGYRALIQAFLDRGYAVKLFGDLDPTKSHLVLRHDIDFSLRAAVDIARIEADMGVRANYYVLLQTEFY
NLCSPEDWARVVEIAELGHDVGLHFDASRYDADLEMLEAAVARECSVLAAIMGREVTTVSFHRPAQSLLGLARPLAGRLH
AYQPRFFSEIAYVADSRGLFRYGHPLDHEAFAAAKAMQLLTHPIWWPQAEAEDKMSLLDDLLQQRQDLLLSEAIANCKPY
AEYRGRRASVNHG
>NDK36740.1 transferase [Rhodovulum sulfidophilum]SE1
MSSVSFADIAHFAQDELSAVIPSILPQFEITGVAPSSAPQYGCLTFAKKVDADLLSRVAALGHVALIMPLDAPDADVPFI
KVENPRFTFAKIVDRFLAPKPVPGMHPTAIVDDTAEIDPTVSIGPYCVIGPGCKIGARTVLMSHVTMTRNVTVGQDCVLW
SQTVLGDDGFGVERSPGKLQRHLPHLGGVVLGNGIHIGTKSTVAAGTIEPTRIGDGTMLDNHVHVAHNVKIGRNCQLTAC
VELSGSITIGDDVTLGPNSSVIQKIEIGDNSVLGIGSVVTKPVPANVVVAGVPARVLRHLTKQGEDK
>NDK36741.1 DegT/DnrJ/EryC1/StrS family aminotransferase [Rhodovulum sulfidophilum]SE1
MIPFIDLAAQQDRLRAEIEAGIAAVLAHGQYILGPEVAELEDKLAAYTGAAHCITVANGTDALQIALMALGVGPGDEVIT
PGFSYIATAEAAVVLGAKVVYVDIHPDSYNLDPALVEAAITPRTKAIIPVSLYGQPADFDTINAIAEKHGLPVIEDAAQS
FGASYKEQKSCNLSTIACTSFFPSKPLGCYGDGGAIFTSDPELGKVIRQIARHGQEKRYYHVRVGVNSRLDTLQAALLLP
KLAILDEEIAARQEVAVRYDNSIRELGLVVPRIAQHNLSAWAQYTVRVPNRVAVQAALQEFGIPTAVHYPLPLNRQPAVA
HDEARLPHGDKASNEVLSLPMHPYLGRYEQERVVSALARAVAP
>NDK36742.1 N-acetyltransferase [Rhodovulum sulfidophilum]SE1
MTHYQHPSAIVDDGAQIGEGSRIWHFVHVCGGARIGAGVSLGQNVFVGNKVVIGDRCKVQNNVSVYDNVTLEEGVFCGPS
MVFTNVYNPRGLIERKDQYRDTLVKRGATLGANSTIVCGVTIGAYAFVGAGAVVNKDVPDFALIVGVPGRHRGWMSAFGE
QLNLPLSGEASVTCTHTRDVYTLKGSVVTRQEASAT
>NDK36743.1 Gfo/Idh/MocA family oxidoreductase [Rhodovulum sulfidophilum]SE1
MKNFALIGAAGYIAPRHMKAIRDTGNELVAAMDINDSVGIIDSHFPEAQFFTDFELFDAHVNAERRAGRALDYVSIASPN
FLHSAHMQWTLRAGADAICEKPLVLHPEQIDELKAIEADTGRKIHTILQLRLHPAILALRDRVAKMPAGEKVDVDLTYIT
SRGNWYLKSWKGLTEKSGGIATNIGVHFYDMLHFVYGAVQENIVHLNTPTKAAGYLEYERARVRWFLSLDVNDVPAEERA
KGKRTFRAVIADGENLEFSDGFTELHTKTYEDILSGGGFGVEDNRVAIETVSTIRNAPIAPIGDLTHPFVRA
>NDK36744.1 nucleotide sugar dehydrogenase [Rhodovulum sulfidophilum]SE1
MAEKSTDTVAAQLIKNLTNRKATIGIIGMGYVGQPLALCYCQLGYKVFGFDVDQAKVDLLNSGQSDIEHIPDSAIKAANA
AGMECTADISLTSEVDALIICVPTPLNKYREPDLSFVTKTTESFVPYLRAGQVVSLESTTYPGTTEEELLPRVSSGGLTV
GEDIFLVYSPEREDPGNANFTTNTIPKVVGGHTPACLEVGKALYGQAIDRIVPVTSTKAAEMTKLLENIHRAVNIGLVNE
MKIVADRMGIDIFEVIDAAATKPFGFTAYYPGPGLGGHCIPIDPFYLTWKAREYGLHTRFIELSGEINRAMPEYVIRKTV
KALNERRKSLMGSRVLVLGIAYKKNVDDMRESPSVEVLELLRDSGAEVAYSDPHVPVFPKMREHKFDLSSVALTPETVAS
YDAVVLTTDHAKFDYEMIRANAQVIIDSRGVYRAPAENIVKA
>NDK36745.1 FAD-binding oxidoreductase [Rhodovulum sulfidophilum]SE1
MNLEDKLASLLGEQGWIGAADSAAWRRDWLNKFGELPLGVARPKSIAEVSAVLKLCAAVEVPVVPQGGNTSLAGAAVLGS
KGGVILSLSRMDKIGEVDKAGGTITVGAGVVLANLHEQLDGSGLMFPLHIGAEGSAQIGGLIGTNAGGSHAFRYGMMQDL
VLGLEVVLPDGTVWDGMRRVQKDNSGYQLRKLFCGAEGTLGVVTRAVLKLLPAPIAETTCLLAVPDMAAAIEVAAQCRAK
AGEFLSALEFFSDVGLDMALLNIPDLSFPLQQRSSFYILVEAGAGSPQVPIEAIFFEILEDCFSIGLVVDGAIAMSKAQR
NAFWRIREEQPEGQRLEGEQLKHDLSVPPQLLGDFLERASSECQSILKGVRINPFGHLGDGNVHYNLSPPIGQKGFFGLE
KTFALRLGRLANEMGGSYAAEHGLGRAKVALADQLRDPVERELMARLKSAFDEKGNLNPGVIVEIPRRRLQ
>NDK36746.1 MarR family EPS-associated transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTSKRTKLQEDTHFRVLRLLQENPEMSQRELAEAVGVSVGGIHYVLNALIDKGLVKLGNFTATEDKRRYAYILTAKGIVR
KAALTRAFLARKMEEYEALREEIEELSKESEDLERRIAD
>NDK36747.1 hypothetical protein GXP64_18030 [Rhodovulum sulfidophilum]SE1
MSFLERKGYGVEACVNSSRSRRPTQGSAYVCAPNSQIDYRARFDENLLYL
>NDK36748.1 transcriptional activator RfaH [Rhodovulum sulfidophilum]SE1
MTSHDRGTSWFLAQLKPNCANIADKNLKRQGFQTFLPMEEETHQRNGKLVTAMRPLFPGYIFVAFDVARGFWRTVNSTYG
ITRLVSFGKEPTAVPLDLVSQLMLRCDAKGKLLPPKLLKPGDQVTLTKGPFANFVADVEKIAPDRRVWVLMEIMGGQTRV
AVGADQLRSI
>NDK36749.1 hypothetical protein GXP64_18055, partial [Rhodovulum sulfidophilum]SE1
MPERGRSDAGRRHFLATAIGMAALSGGAARLLAGPATGAAPKNAYSLICMGHHAVLEVYLNGAPTILHASPEDLVFSFPA
TELLRDGANRLDVVYEPLDVEKRSYTPTPEVAVQIQLSQGGVGEATLLNARYGMEEERLVPQPRTVFSGRPVQPDLGTIS
RPRPEAEQPFTIWFGDGKPSREFTRIVPVEFRLDDPPLGDVAWAGTEPLEDDEDTRDALWQAMARLHGAVERRDRDAFVE
IARPYLARMARIWG
>NDK36750.1 hypothetical protein GXP64_18060 [Rhodovulum sulfidophilum]SE1
MAWTFFVPDFLRDGANRIDIAYEPLNPEERNYTPNPDVAIQAELAQGREEPAILFNASYDMEEGRLAPRETEIFSGIPVR
RDAGSISRVRAGSEEPFVIRSGKGNATRPEYTRILGVEFQIDDPSLRDVAWAGTEPLTDTPEMREALWQAMAQLYQAVER
KNRAAFVEIARPYLSRLAYILGKPDAEAAAAMILESAPWASDKVASLRPLMSRQEARDAALLFGSDRRLVCFADHRLTAL
DAGGDFLAALPLYFARQPGGPLLVSFSRHMK
>NDK36751.1 hypothetical protein GXP64_18065 [Rhodovulum sulfidophilum]SE1
MVWSWPVPDFLRDGTNRIDIAYEPINVAERNYTPNPDVRIQMELKQEGMAAAVLFNASYDMEQGRLAPRPKTIFGGNPVQ
GNVGNISRPRVGPEEPYVMEFGFGKGTRPEYSRMLGVEFQIDDPSLRDVAWAGTEPLTDTPEMRDALWQAMARLHQAVER
KDRAAFVEIARPFLSRLAYMLGRPDAATMADFLFGKVSWASDEAAGMRPLLSRDEAQKVALHFGSDRRLVCFADYQVAAL
DRDGDFLSMLPVYFARQPGGPFLVCFSRDMA
>NDK36752.1 hypothetical protein GXP64_18070 [Rhodovulum sulfidophilum]SE1
MTEAPQYTYTLSCMARNATVELFVNGAPTVLHAALEDMVWTMPVPDYLRAGTNRIDIAYEPINPDERNYTPNPDVAVQLQ
LEPGNLGPVALLNASYDMEQGRLASRPKTVFSGIPVRSEAGTIHHVQPGPEAPYVMQFGKGNDTRPEYSRMLGVEVQIDD
PSLRDVAWAGTEPLTDTPEMRDALWQAMARLQQAVERRDRAAFVEITQPYLSRLAYILGRPDAVAMADELFGMVSWASDR
AGGMRPLLSREEARKVALHFGSDRRLVCFADHRVTALDRDGNFLSTLPFYFARRPGGPMLGCFSRHMK
>NDK36753.1 hypothetical protein GXP64_18075 [Rhodovulum sulfidophilum]SE1
MAGTTMNANEALLWAVGSDMPKPPMMLNTLALYPRMIEVETSPGRRRMLQQQLDQAVEQANGLRAQEEAEVFDLANGGAA
CDCAPGEPCCLKEFVIEDSEDASRKVTWPVVENGPRTLFLTCKDPYGGQPSAKAKLKITSKEDCKQGREGVPSLQPSSFA
DDNSVIPDSDERIVTTPFQMPALSGKILPPEVITAVYILGLAIQASTYRGRSLPSAGPCQCVGMGTGGLLVCPLPHAKLE
AELEGSLGITIFSSRLPTMSAKLTGKITGEVGNQTLEFEKSGEAEEKQAPETRAEEEQSESTPLITFIEDIQDAMNGLAG
RTRSPDAPRAPQQDEFGSSIGIELKLGLKIGQLELKGKEASPDLALTLSGCEVTYGLTVTGRMDLLDLFLSRFPQGPEIR
DRLADPENAFSASAQCAVEVGGAGDLSYGIGDIASLKIGNADDWDARLEEIEQTFTAKAKITGKVVASARLDAKLWFFEA
HASAGAEVSTGWHFGGRVVREAEGSRKTERLYYFEGIILRAYSQVGVDVEEESETSSDYFGANTKASTSSKSSVKASSDL
ASAEIEVKLMKPVGEKDGWT
>NDK36754.1 DUF4123 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTVLPAPLLLARYRALDRLAAEVGGQVAMRAPDHPEFRAHVAEALLGQGYRMTAFEPLDAQSLSVDPALNLRLGRGRPVF
LDTPAPSRERPQASGLRGLDLAECGWPALFEGPSPAWALIDPVCWPDALELLRDSAQGALCLYATPDAERQAAAPWLVPL
SGRDPVSRALMALPPDRHAGICFQSQAGAMALRAHFRRYTMAWLPGREAAPLYFRFHDPRVLSDMAQALEPARFAGFASP
VQRFFLPLSTELSLAAHLPGGTVGPLDDPATLQGRLLRLAPRGRAVAPGNLHVTEAEFARFDRLKRQRTAQSVARGLYRS
LGQDKGPEACLEAAGHAMRLGELHDMPSRAQVGALARAVLFFGADFAERDSRAAEILEDRRALPFQRKDRLLRWLALALG
ERGGAALAAPALRTGQG
>NDK36755.1 serine/threonine protein kinase [Rhodovulum sulfidophilum]SE1
MVSSPPPSPSSAEEGAAPDRTRISVPPDVPGDAGDERTAFMAPGGGEDATRISVPSAPSGPDASPAAEEARVPILSAGTV
INNNYRIAGVLSSGGMGAVYHGVEIGTGDPVAIKAILPDLAADPRAGALFRSEARMLRQLADDAIVRYYNYVHDHALERY
FLVMEFIEGITLSDHMARSGPLPPAAAEALIRRLARALSRAHALGVIHRDLSPDNVMLPGGAVAEARLIDFGIARSARLS
EEEAPGTFAGKLKYVAPEQLGHFGGHVGPETDIYGLALLVGAALSGRALPMGNSIEEAAERRRRVPDLSGVSSGLRPLLT
HMLEPDPAARPASMEEVLRLIEHPHLLPPRYGGPSAAVPGGLTLPPGLGRPGAARAAGAGQGAGPAPDPAPEPPRDRAAL
RLIGGLAAVFLALLGAAGWYGWTAGLIGPGKAPEGGFEARLPPRQEAGRAGFLAAWQSGPCSYLTRVETGPRAGVVERYG
RQRGDAATDNAALAEAYEARFGSRPAVLDRPVAEAQCAVLDFARSLQARPGPLPVLSATPEHVASGEEVRAAVAAPGPAR
LWVALVAPDGAVYDLTDRIGPDGRLRFGLSLPEGATAAPQLLLAVAATRPLASAATATDGTPAARLLPAVLEEIAGRGGG
AGVAVAHLELLPPGPAEDG
>NDK36756.1 serine/threonine-protein phosphatase [Rhodovulum sulfidophilum]SE1
MRPEAHWNGWFLLETGMATDVGCRREINEDDMIARPDLGLWAVADGMGGHAAGEFASQAIVAELSEAGLPASAVDLQARF
MERLIRANDRIRAHSAELAAGPIGSTVAALLVHEDSYGVVWCGDSRGYLLRDGHLVQQSRDHTELRAALEAGRITPEEAR
TWPRRNVITRAIGVGPDPECDIVSGRIAPGDLFLLCSDGLTEHLDDAEIADILLDLPPQAACEALIAETVARGARDNVTA
VVLACRSGDDDDEKTAPPL
>NDK36757.1 type VI secretion system-associated protein TagF [Rhodovulum sulfidophilum]SE1
MTVAGRASIGLLGKHPGYGDFLRAGLSDEVADGLTGWIDATLAELRDELGQDWGPFWDGAQELRFRVGRAVLGRTLAGVL
RPSCDRVGRRYPLLLLTEGAEVAPPTASDASQDLWEALSAHLDGAEPGHGARALLRGLDLAIEAEPAGRAAEGPVVWAHR
PDGDLGALLRAARPVEAERAELLRAQFWTPGNGPCAAQWLAGTGLPEARALAWMLAGVPCDRDDAGAQQ
>NDK36758.1 type VI secretion system membrane subunit TssM [Rhodovulum sulfidophilum]SE1
MWRARWMRVLLIVLGLLALGAAIWFGLPMTGSAFLASVWLRAGLIVLIAGTLGLVYGLGWLRRRRRAEALEDSLMAEPAG
DGRVLAERMQEALAKLRRSGGKSALYDLPWYVIIGPPGAGKTTALANSGIGFPGRDGPGSGVEGFGGTRNCDWWFAEEAV
LIDTAGRYTTQDSDAEADRASWTSFLQLLKKGRPDQPVNGVILAFSVADMMAASEADLARHAETVRTRLAELHETLKIDV
PVYVLFTKADLISGFREYFGSFSQSRRRLVWGTTFQTRDRSARTCELVPAEFDALVARLSDEVSDRMTEEPDGAARIAIF
GLPGQMAMLRDTVSDFLRRVFAPTRYQSNAILRGFYFTSGTQEGTPIDQVLGAMAKGGDEAAFQPAFLSGKGRSYFLHDL
LKKVIFEERDWVGFDRRAVRRRQILRSAAMVLIATVTLGGMAGFGYSFWQNASLLAAAEADADAYRDAARNELARTVIDD
SDASVVLPQLQQLRQMTAGYVDPRRPGLFEGLGLSRHDELHAAADRAYSDGLERMLRPRLILALENRLPQLIADDDTAAI
YRALKVYLLLGGQGGTRGAEDDAAIAGYFDEIWRARFAAPGEFRLREELTQHLQAMLDLDGDRRITIGIDPEIVRKARDA
IVTLPLAEQAYASIRDRALTSGLPAFAPAEAIGGQVERVLATTDGTPLDRLSVPGLYTFEGYWGFFLDELTHARSRLKDD
RWVLGEAADRVDYDRQLGSLERDLHRRYRQEFDAAWTGLLSRLTMARMSADPPRYDALAAAASPVDSPLARLVEEIGRQT
RLSRLYDEIDAMAPEDAAQAAAGGDLAGNMGDAAFSRIYSRSGVFQRVVLDAVQARGKSQVRAGAVSEDSQRAQVQRISD
DFADWHRLLTGEPGARPIDAVLANLAALRENRRNAALAPSPADETLLRQTLSALTMNNSALPPDLGRMLSAVEAEFRSEA
QDASLGQIERAMNDEVGAFCREFIEPYFPFTEGGRHVSPAIFGQFFAPGGRADRFFTTYLQPHVTRGPDGLEPIPGSSIG
ERLSPDLLKAFDRIEAIRMAFFASGASEPRVDMAVTHISSSPSVNLAVLAINGSELRTQPGSTPGELSWPGPGSGVSLAL
FPQQSGRPNGIRFDAGRWDIVTFLRTGRSRVNGTSVEVTQDVGGRSITYRFSFDSTTVPFLMPELSQFSCPVSVEARP
>NDK36759.1 OmpA family protein [Rhodovulum sulfidophilum]SE1
MADNDDDDDKTVFGQPLPPPPLTPHPLTYPPGSGWNVYPQNPSGTERTAFGQTASPPGTGVPPTPRSPGPHPFYQPGTGQ
RSAAAGIFPEIRRPEAAPRPAAQARIALDDALRAADAGRGAASNPLLAEATQLLILLGRLRTGLVEMQAGPLIDHVTREI
DDIERRCLAAGLPASEVRDAKYALSATADDIVQNLPGADRAMWLQYSMVARFFGERSSGVGFFRKMDEAMKAPGQRYHLL
ELMLVCLSLGFEGQYRAMPSGAAELARIRSAIYETLRRISPRPDDDVSPHWTAVPLDARRRGGQTPLWVIAAIAAAMLVA
LFATLSTLLTRQGATVRDDILALHAGQPEIAIERTEPVIAPYQAPETTQMDRIRTALAEPLETGRVEVDQVNDWVLVRLR
EALRFATGSADLGNGSGPLLAEIAAMLDGEDGPVRVVGHTDSVPMSGRGRFRSNHDLSLARAETVADRLGALVADPARLS
AEGKGATDPVAGNDTPEGRAMNRRVEIMIPRED
>NDK36760.1 type VI secretion system baseplate subunit TssK [Rhodovulum sulfidophilum]SE1
MSRFSKVAWKEGLFLQPHHLQQADRHLEHLIRAQVAALSPYPWGLAELRFDRDMLQQGRIGLLAAAGTMPDGTAFEAPGA
SPLPVAAEVPEDGAGLDVWLTLPDAPVDGQEVAPAAADAATRYVLGRETVADNAAAARSEQVLEVAHPRLELALRKTPRP
GYQCLRLGRVLDLRDGIVTLDDRVPPTALRLAVHPAYDGYLGRVIGWIESKLDTLARYAADPSSGGGMQAGDYLMLMLLN
RELPVLRHLKSMASVHPERLYEKLVGLAGELATFDQGERRAPAYEAYRHDDPKASFPPVVADIQRLLARDVGRAVRLPLQ
EVRANSYAALINDRNLFAQATFVLEVSSGLPLAEVQQQFPQLCKVGPSTQMKTIINNNLPGIGLVHLPNPPRQIRVVSTN
VYFLLDRSTPLWSEFSSAPAIGMHFAGNWPDLKLELWAVPEGA
>NDK36761.1 hypothetical protein GXP64_18115, partial [Rhodovulum sulfidophilum]SE1
LIEFTGGGTLASDSDASGDEAIRNAGRIVTTDGGDDTITLGGSTPNVLENLASGSLEIGDSDSVIGSATTLDNAGSVTIG
SGSTLELAALATAAGGSVTNDGRLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSNAGKISGDLSVTGGTATSSGSLQDVS
VSGGSLTVTAGSLTGLSVSGGSASLEGGSLSGDLEVSGGAADVDVAVDGTADVTGGLLTIGADGSVAELTTVGSAGSLDT
AGTLASLTSAGQVENSGTITGDVAVTGGRTENTGTIGGDVAASGGTFLSSGTVSGDVAASGGALASVSGRIDGALTAGSG
SEARVTGDLALGGGLGIDAGGKFDLRSGTVTMAEDTDAVNDGTAIIDDGTLTGGTGGSFRNRDGGQLSVTGTGRLETDLV
NAEGARAEIDGTVAGAVENDGEIALGGTIDGTLGNDGTVTVAAGDTAGITGAIAGLGSYLVAGRLDFGGSFDLGREGETE
GSLALGENATVSGDMVTSYGTVTLADGSRLKADLVSSGRLTASGSATVDGDLTLSDGAVLSLSDGTAGDLLDVTGDARLN
GTIEMDIDLTDGAQSADAIDIDGVASGNVLLAFNDLTARDYGQIRDRLDLLSYGSDGGLSVRSSGLPTSGSILYRLDRNA
GGDGWGLISGANPALGGLSSGLALTQSLIGSVVNRPTSPYVSGLASTEGSPCGWGSWGRAMGGKATASGNSHTALGSFST
EIDASYGGVQAGLDYSCFDGGEDGWNLSFGTIFGLNDGSIKQPVYLFDPDTGTVNQGIQTSRNQTDFQQLYGGAYIGASR
GRFFADLQVTVNETEFDLENKAAAGAYGERLGVDDQSYDSTGHTVSGTVGYAFPLGEESGFSLIPSLGFSVSRTKSDDLY
FSNDPGDDDDDGVLKFDPINNEVGFASVTLSRSRVLPSGVSVLNGFATATAYHDFSDRSVAKYYELDSSGAPLGAPLVSE
NDGLGNYGELSAGFNYTRILGKGQAGAARQMDASVRVDSRFGDDLDGWGVTAQMRFQF
>NDK36762.1 acyl carrier protein [Rhodovulum sulfidophilum]SE1
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>NDK36763.1 3-oxoacyl-[acyl-carrier-protein] reductase [Rhodovulum sulfidophilum]SE1
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMLLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHEVASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGIPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>NDK36764.1 ACP S-malonyltransferase [Rhodovulum sulfidophilum]SE1
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREIAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>NDK36765.1 glycosyltransferase family 92 protein [Rhodovulum sulfidophilum]SE1
MRGLFNRPITKLSFAPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKRAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEVEDRSAPDFLARKG
>NDK36766.1 YceI family protein [Rhodovulum sulfidophilum]SE1
MNLIPAAATAALIAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKVAD
>NDK36767.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]SE1
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>NDK36768.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]SE1
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>NDK36769.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]SE1
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QELAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>NDK36770.1 trigger factor [Rhodovulum sulfidophilum]SE1
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>NDK36771.1 S8/S53 family peptidase [Rhodovulum sulfidophilum]SE1
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GTLATQVEIPPRGRALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRHDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>NDK36772.1 phosphatase PAP2 family protein [Rhodovulum sulfidophilum]SE1
MPRGQRACAGGDRTGRFLRGENVTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQVRL
ARVDQAMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPIPA
HASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEVVCRDQMLAAQ
KEWI
>NDK36773.1 transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAHPKAADAPAPPEVPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIESVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMRATTEALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGERAAAQALGAELLRLDPGFGDRETREMRFRLPCREASGHV
LEGIERAGF
>NDK36774.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]SE1
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>NDK36775.1 Lrp/AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>NDK36776.1 imidazoleglycerol-phosphate dehydratase HisB [Rhodovulum sulfidophilum]SE1
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>NDK36777.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]SE1
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEVTPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRIAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>NDK36778.1 CDP-alcohol phosphatidyltransferase family protein [Rhodovulum sulfidophilum]SE1
MLDGVMRRLIDPPLDRLGIRLAACGVTADAVTLVGLGAGLLAAAMVAFGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPAANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFVAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>NDK36779.1 IS3 family transposase [Rhodovulum sulfidophilum]SE1
MQGIRAAKKTLVKILKDNDIRPLRKDRRLPRTTDSRHNFGFAPNLLRRTFEASEPDRIWLADISHVPTDDGWLSLAAVRD
MATMAIVGWSISERLKGSLAVDAMRMALQNRRPAPGLICHSDRGIQYTSGDYRQLLDAWKTTASMSRKGDCLDNAPMESF
FGSLKNELVHRTRFRSRRDAKAALFEDIAIFYNRKRRHSSIGDRTPEQARIDMAAAMVA
>NDK36780.1 hypothetical protein GXP64_18225 [Rhodovulum sulfidophilum]SE1
MGGETLKATLELIAAHALEQAVSLMCRGLSVRTSWFHSWHAAAQKRAERRAAREALLAGIGAIFGASHRRHGAPRSCH
>NDK36781.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]SE1
MPAFLYRIPFRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSDYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
RRRDEIGDLGRNLAAFRDKLAESERLAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAAMDEMTASVRAAADGAAKVEDVVREARSNAEQSG
LVVREAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVALVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAASVSIRPRTETAIPAAAPPPAAEFELPKRAVVNDAGWQDF
>NDK36782.1 formylglycine-generating enzyme family protein, partial [Rhodovulum sulfidophilum]SE1
RLLGTVTSGDGLIRVDTDTPFRDRLADGAPGPEMIAIPTGTFLMGSAADDKQAYNDEKPGHPVDIAEPFALAKYPLTFEE
FDRFCEVTGREKPDDRGWGRGRRPAINVSWEDAAAYCDWLSDETGEAYRLPSEAEWEYACRAGTTTRYWWGDDWEASRAN
GADGSSGKTTEVGTYDPNEWGLHDMHGNVDEWCQDHWSGNYEEPRSQAAFQSSSGGPSRVIRGGSWLNYARSCRSAFRGR
VAPDYRYDILGFRPARGQAPGAQTGRQGTAERSGLRADETGKAEPPVERREGTPSQGDGESDFSRTEPVRCRVMPGRSTS
IPLAKLPPAPFVIRTDRAELVIQRITRSDLGSWASGMGRDRFGLWAEFALGDIRQRLRFCPPGRFLMGSPSDEAGYVAMQ
DAIVSYKGAEEPQTEITFKHGFWLFDTPVTVAQWRAFMGTGAHKMKPGAYVWNGKEWAFDEKRGWDDPGFEQSEDAPVTC
VGWEDACSYLGWLNDRLDGIGLRLPSEAEWEYACRAGSQTPFVPSVARAFAGSDIGTDEVNYDGNYPIGEAPTGNWRQGT
VPVKGGPFRPNGWGVWHMHGNVFEWCEDEWHGSHEGASPDGRPWHASQQEGETSRVIRGGSWLGLARRCRSAYRFGLAPV
GRGADLGFRPARGQVPGVLAGRQGTAERSGLRAGAAGKAEPPAERREDPPRQGRGGSFFSRARNALGLGRKED
>NDK36783.1 hypothetical protein GXP64_18245 [Rhodovulum sulfidophilum]SE1
MRVDFFTIPVQAGAEATEELNRLLSSTRILTVDRQFVADGASSFWSVCVVSQTGPVKPGKSPAGKKGAVDYREILSAEDF
AIYARLRDLRKELAEREGVPPYAVFTNEQLAAIVQGRVSSLTALRKIDGIGEARADKYGKSVVTLMTGLATAPRDMADET
>NDK36784.1 RNA-directed DNA polymerase [Rhodovulum sulfidophilum]SE1
MKRSRAGIADVADWRNLMAAFGRAALGKRGRADVEAYRCNLDAELTALREGLLRGDYPVGQMRRFTIRDPKPRVIHAPCF
RERVLHHALIAQMGPRMDLALVNDVYACRVGKGSHEAVKRVQHHARRWPYYAQIDIRQYFPSVDHRVLLHLIDRKFSDHD
LLALVRDILAAHQDAPGKGLPIGALTSQNFANLYLADADRRVTQHPASRGYARYMDDLIWWGETRTDVRAVLADLRPLVE
AMLKLEIKRPVRIGRSRDGVSFCGYRVFADRLLLSRRRKARFAEARREAEAAFARGDLSAGDLQSRMDAALAITAGAEAT
AWRRAQLARVPLAPMVVEA
>NDK36785.1 formylglycine-generating enzyme family protein [Rhodovulum sulfidophilum]SE1
MIDTSRHPLSDGVAPDWASGWGEDEYGVFVEITVGDVTQALRWCPPGRFMMGSPEEAERFDDEGPQIEITFARGFWLFET
PVTQALYEAVTGENPARFNGADRPVENVSWEEAQAFLTALNDWMPGLELRLPSEAEWEYACRAGSTTPFEPTVAHRYSGA
SITPDEVNYDGNYPYGDAPKGTYRKETVPVKGRPFRPNAWGLWHMHGNVWEWCADAWYDSHEGASPDGRPRQASQQEGET
SRVIRGGSWGFDAWLCRSASRHRLAPGLRLDGLGFRPARGQAPGALASLAATAEPPDAS
>NDK36786.1 hypothetical protein GXP64_18265 [Rhodovulum sulfidophilum]SE1
MDRNQLDELVRTCLQELYDQDVQILAQDVGERTICGRLAMLMGPKFPQYNVDIEYNRKGPGIEPKDIDMPDENGVLTTSR
VFPDIIVHERGHNLRNLLAVEVKKSTNAVGDDHDFAKLRALCWQLRYQNGLFLRLSTGPEADLRLVRHHWFEGAVINEL
>NDK36787.1 DUF4433 domain-containing protein [Rhodovulum sulfidophilum]SE1
MALSEDFVDQHIALWCEQLGSSHHSYRKHWPAWLFHHAPLETALTIIADGHLRSRNDPRRQQLRDVAAGGVIDNRQDAHG
RVRLYFRPRNPTQFHVEGIRKDSDCQYGPNVHAPILVMFVLDAKRVLTRHDVAFSDRNMQRQNARSGSDEAFFTSIPFAS
VFHEGGIGGDYSIIEHRCAEVLPISPLPLKDVLSGIWFRSEPERDTFLYKLGPEASQWCDICSVSEELKVFDKRFTFVAD
ISLSTEGVRFRLNHRHDLGPVAVSIQVINSKNEICVDFRNNAHATFNSSQGRWIYRSKLEPGTYLVKVQLENHEAYEATM
RLDDSLF
>NDK36788.1 macro domain-containing protein [Rhodovulum sulfidophilum]SE1
MLTYKRTSLFEANTQTLVNTVNCVGVMGKGIAKVFKQREPSMFTAYKDICDRNLLEPGKLWLWRGSEQWILNFPTKNHWR
SPSRIEWIESGLQKFASTYKDQGVTEISFPKLGCGNGNLEWSDVKPLMEYYLSELPIPVFIHDFTVDVGLPEHLEHLANQ
VRASVSDLSFTNFMIALENIAKVAPNLRIDDDREFELKFNDGALEIQSRKQDWIFEEDDLRGIWLSLLNGLVTKEKAGWT
ARDAAEPLLVMMQFLPNVRAVQIHRHGRLEPEVAVELRPEAESSYEAKNSNAQAELPWH
>NDK36789.1 hypothetical protein GXP64_18280 [Rhodovulum sulfidophilum]SE1
MKDVLDVPAPKSKDGNPRAVSIRIEPRTMSKAKGTRRHDFRIGKIPNYVKQERMHLNRALMPMRPLGQVRNENARLREKA
GRQRAMKQNAPVIMAGIITFGTVAAESFGSLPVEQQDAAFRELATAVASELDTSLESLVVHLDETTIHAHFTLRAYTNAG
LSMSEAAKRGTLSRLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRSVRELHYDLPGELESLRQRRAEEQKALV
QATNERGGQQTKLDAILVEINELEAELDFAREELQSRQLELARLKTDEKAHQSELDALRASAEKTRRHLAELDAKAVEEE
KKEKRRRTYQLRLEKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREADLAHREQHQTQQAEVAQALTADLDARA
GEISLREGEVAAARTELVSEAQEVRAQKEELDASLAAIDHVVAEIETGGIQILNDGKLQFRDPAPIRVAPRPLRVRLLPI
IRRLVRKIDETEKRASFVEEMMRRMQRLFGRPDLPEDVEHEAREIEADWKGGHL
>NDK36790.1 ribbon-helix-helix protein, CopG family [Rhodovulum sulfidophilum]SE1
MAPPKKDTEALTVRLSRELIDAIDDRRRVEPDLPTRPEMIRRALLQWLELTGESRG
>NDK36791.1 hypothetical protein GXP64_18290 [Rhodovulum sulfidophilum]SE1
MATCAFTTPLRVTEPPAHFMHSIISQNFTRLNASLALYIECERDLEQADCFDLAFTSWAADAERARAEVLERVAQITIAP
VERPSDLPLKRAAMLTRALIESESAEAFTGLYRLPGSHAHLFACTEGGVIGARARRTLAAHQAHLDAMAELGELNDPGEG
WDEVAPEASSMPTPLTCAH
>NDK36792.1 GIY-YIG nuclease family protein [Rhodovulum sulfidophilum]SE1
MPIQRHWQDVAETKGFEITARVDDRYHLMLRCHSCGGAHRSKLHVLMTCQPLCPHCMDARWRKDAEAAGLIWLGRDPDDR
HYGFYQAPCGHKLRRQFELVKRIAAGECAHRCERCQHEKEEAEARARGWSLIGPAPTKGPGYRRYRHACGHEQTIARANM
QSGRFNCANCGEGWSTAPSFIYCMRFALPGLAPLVKLGFSRNPDSRLHWQLKRSPDLSGQILRSVPIRNGHTAQSLEKKM
HAALRRDHRDSVIPPDQYRPWLRVKSEIYAAGLEPTILELLDELDTGSSDPD
>NDK36793.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MPKTTAAPWGPYARTILRRLREAEDDSTFDPDIDMDGDTIAPQSKRTPSAVELLDALEHSQHQDSRDIEDLRAAGIDGYA
MDDRGSDRPKVVIAPDQILMALRLAATFGSQERFGSALDQRACTVITGFEPIQLSGAATAIGRLFLPDGWTSQTRPQRTG
ETTVLQLLRPMQTGTNKITEPAIAKLEAEILAALARPHPLMILLPDTASLPANLRRVLPPALQLPPIDREIMLRLLGQTH
SATGKVDRMLIAPLLPENDALATMDMPSLMSALREPNAPAAARKLAALLAPMANASSDMTLEEIGGDSPAHRAAADIVSD
LAAWKRGAARWSDLPHSVLLTGAPGTGKSVLARAIAVTAGVPIIEATLGSWQSAGHLGDMLREMRRSFAQAIRLKPSVLF
IDEIDAAGSRQGEDRHNANYRANVIDALLTEIDQLTRAEGVILIAATNHPDAIDPAILRPGRFDLHLSLPLPTQAQIRHM
LQRALPGERAEDLAALALAFSGQTPAAIDARLRAARAAARRAGGQLTARALRTTLPAAEPGRAGPDRRIAVHECGHAIVA
SLLGAVPVCRMQISRDGGSTSRASAIHEGTVPEFENELTILLAGRAAERLILGSISAGAGGSPDSDIAAATQLQLQFDRA
FGLGIHGSAWLGTADMKLLSDEDRARLRVKLEQFERRARALLAPHRDLLERLADHLLAHRDLDETALAPWLSDLAAGAAP
AAPS
>NDK36794.1 recombinase family protein, partial [Rhodovulum sulfidophilum]SE1
MPTPRRAAIYARYSTELQRDASIEDQIRACRTQADRQGYEVVKVYFDRAASGASLMRPGIQSLLQDAREARTFDIVLAHA
LDRLSRNQADIASIYQQLQFVRIPIETVSEGEIEEMHIGLKGTMNALFLKDLAKKTREGLRGRAIAGKSAGGLTFGYRAV
RAFDATGERIRGDREIDPEEAAVVERILRDYAQGRSPKKIAEQLNREGVPGPRGGSWGASTIHGNRERGTGILNNELYVG
RQVWNRLSYAKDPMTGKRVSRMNPEEEWEITEVPELRIVDDELWQAVRSRQGALISKGTRVPVWDRRRPRFLFSGLMQCG
CCGGGFAKVSQDAFGCSRARNKGSAICTNMRTIKRVDLERRVLDALEHHLMDPGLVEAFCKEYTAERNRLQDAALAGRGN
LEKELARVRGSHAKLVDAIVAGIPAEQVKDRMLALDARRRELEAALSSAPASGPVRFHPSMALTYRDRVGALIRGLGDAA
GMEEAKEALRALVDRIVLTPAAEGEGLTIELHGALAGLLRLATGAEALTQATTAGTPEGDRLEGIDSIGELV
>NDK36795.1 winged helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRVFMPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVEL
RLSDTREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFAT
VPEP
>NDK36796.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase PutA [Rhodovulum sulfidophilum]SE1
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELVPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMIRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELETLLDAEAPAGLRPGPALFEPDRRNSRGWDLAHGPHLAQIEAARAPRRSAHFNAAPRLAGPVRAET
AAPRHSPSDPTDLVGWVQEASARDVATALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPAECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELRPGAPWELSSDLGPLIDAEAHAAIASHVATARAEGRVICEGSAPREGH
FQAPVAIRVPGIEAIEREIFGPVLHVATFAGGELDRVVEAINATGYGLTFGLHSRIDDRVERVAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPAGGAPAAPEAVAAALRAAQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVAVEGLLEPAALRDIEGISGVLWWGDAEAGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>NDK36797.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]SE1
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPVPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAAADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>NDK36798.1 hypothetical protein GXP64_18335 [Rhodovulum sulfidophilum]SE1
MRLFLRDTSGAVAVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAVGVVELGEFGRDD
>NDK36799.1 inositol monophosphatase [Rhodovulum sulfidophilum]SE1
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNS
>NDK36800.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>NDK36801.1 methylenetetrahydrofolate reductase [NAD(P)H] [Rhodovulum sulfidophilum]SE1
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVSEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGTPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDDREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPEAHLEKVA
>NDK36802.1 xanthine dehydrogenase family protein molybdopterin-binding subunit [Rhodovulum sulfidophilum]SE1
MERTFGKSQTGPRFEDRRFLTGTGRYVDDIAPAAALHAVFLRSPVAHAEIRAMDLEDARAAPGVVAVLAAGDLRAAGIGA
AMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLALTVGGPQIHPEAPLN
LAYDWATGDEAAVHEAFRTAARTVRLEVADTRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAKLAAMLDLPETAVR
VTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRITGYRVETLSNLGA
YNSEYAQPIQSELFAKVLTGAYDIPAAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAARELGLDPWELRRRNFI
APSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTEGAEIAFPEDGTVA
LYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVMVAAFTPFLAAEMG
VEMSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEVDPETGETRVLRYTVAD
DFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRAADLPFVQFGTEPVPSTANPLGMKGCGEA
GTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLRAAA
>NDK36803.1 valine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREKFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVAFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDALVADCIARFDGLDRYEARKAIVADAEAQGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LNLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVAGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDGLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRELVEAKTGEAAKLRGALERLAELG
>NDK36804.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]SE1
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EARAPDLA
>NDK36805.1 arsenate reductase [Rhodovulum sulfidophilum]SE1
MIIYGLKTCDSCRKAKSALERMGKAVDFHDVRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>NDK36806.1 cold-shock protein [Rhodovulum sulfidophilum]SE1
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>NDK36807.1 DUF2177 family protein [Rhodovulum sulfidophilum]SE1
MIAIILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALIEGM
VVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>NDK36808.1 hypothetical protein GXP64_18385, partial [Rhodovulum sulfidophilum]SE1
AGMIAGVASDGSTTWSLGAADLAGLTLIPPSGFTGDFDLEIAAIASDPDGGVATTSHLLPVTVLAEEPSLPPSSQVIELN
GLITPEDTAVALELGQAFLEATGFSNLTFATISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPNDSDDDMRIAVSF
ELTDGAQVNAAFDLQVDAVADMPTITISGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEGARLSAGTYAGDGLWS
LTPEDLTGLALRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTAVDLGTFLLLFD
LAGFASIAVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLTYTPPEHDASNVTLSVVGRILSFPITLGRIDVLVDAVADAP
SLSASAVDGIEDQALSLTINGALVDTDGSETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTLTPPPDFSGQLT
FDVRANSLEDEGNAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSAGDADGSENVTAIVISGLPDGAVLSA
GTALGAGAHALQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSSSLTVTAAPVADAPVLNVTDALGVAGEPVD
LSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPTQDWFGEFALTVDAHATIPGTGDIAS
NTAVIDVQVPEPAPIAMEVVVDIAPGFTVESTASLSRIVVTLADDPLFAEDMLALSDETASDPVISDALSGGALSLRFEN
DGRQAILEGDAPAEFFEQLVRGLQLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLTLNPNDPAASTDPGDLFAADTSFDA
ETDTTSLDWDAGSDALDPPTTDDPAPYQEMST
>NDK36809.1 SpoIIE family protein phosphatase [Rhodovulum sulfidophilum]SE1
MKILVVDDDDLVRELILHSIGQLGHDLHSADSGETALEQIKAGLDVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPKGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>NDK36810.1 STAS domain-containing protein [Rhodovulum sulfidophilum]SE1
MIKTETSAGVTIFVIETQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLEST
>NDK36811.1 ATP-binding protein [Rhodovulum sulfidophilum]SE1
MPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIKIRLGLTEIINNIVEHASNGQDDARFSLRILKLESGLFLCLSYAG
PAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVRYRDRGLTQRVIARL
>NDK36812.1 PAS domain S-box protein [Rhodovulum sulfidophilum]SE1
MSFLRPQKSLPRHPVVTGMIVFLTVLAVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPDPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNHLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPG
LVWQIAATPREGWTHSLGHLQLLRGLSFLLAVFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAEIMFGRPTAQAKSMPVAEMFEVETVLANASVQTVVQGWRADGIELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENA
LRRSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRSHEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRSVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVIL
SANAAAAQIFQYRAEELVGRNVSMLMPDAITSRTERYLDSEAVSVLRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
STYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLYFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMNGEIDVSSVEGQGSVFRLTIVLPEATDTKGNISHPACLALGPAHDRALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVAVVKKNDFDAVIMDMQMPVMDGVTAARLMQTEDGNGPPIILLTADALSRKSFEKENV
FAAVLTKPIDWKQLFSALSEFARRDGEASADAQQHDKPSNFIGASKNNSDPGEEASSTEPPTLSLEWLDVLRQTIPPDRV
NSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESWDVAHQSPLWERFDIEIS
SARRALKTLIETQSKPFS
>NDK36813.1 hypothetical protein GXP64_18415 [Rhodovulum sulfidophilum]SE1
MAVPRNYLASSGDCIIIVSGERGERVHHAELLEMMMRSRSLAEVRRRFHGSRSNLLKTLAHFGYDFDMLLREQFQEGHRD
AQLARLHRVDQKWIAEKRRALGFASRKGRPRVERSAEDVAQALHAAGSFVGAADLLSINRKTFKRLHDEALDCGFDMGSD
RPRPAVELTDAEGLVRARSAADRVGTKTGYSSHEMKTFFDDGWVDSS
>NDK36814.1 transcriptional regulator [Rhodovulum sulfidophilum]SE1
MIAVSMLHTVNPAHERLKMELRLRGRSIASVARELEVLRSTVTLVSQGRRRSLKIEKALADAVGTTPAELFPDRYPAEES
SAARKT
>NDK36815.1 hypothetical protein GXP64_18425 [Rhodovulum sulfidophilum]SE1
MVAMLPGFRRPRLIHFESALEYAFLCLMLVRDDVHLIQEQPPAISYVGSDGRPARHIFDFLITKTDGERIAVAIKPMQRV
MKLNFASELEAASAAASKSLADRVLLVTDQHIDRVAAAEAARTLAWSRPSLTEVTA
>NDK36816.1 transposase [Rhodovulum sulfidophilum]SE1
MTLRFRFSKSDMITTAGVAMRPIEINDIGGTFERVGQPGITESFSHHELVEMMRRPDTTYFAGYFDRATQEMRLNKPVGV
ISELPEQIGRLVIWRKAVCDAFLALEAKGDIKRTRESYDRARPRLAAETQRLVGEGAAAPRKARPGKDITVRNLPGSRTA
FQWVRAYQSASGSPLALIPETHRSGNRTRIWCPRSEALMNQVIEIYADTQRPTKVQAIKQTQALFEEENRKRAKAGAPAI
VVPSAASIRRRLGMADPFYLYAKRNGAAAAARHFAMSSNGPDVARPMERVEMDENRLDVISLLTLTGIWDHLPQERQKNF
EMGRRWLYIAIDCATKCVVSMRLADNPNSDDAIRALRQIFEDKTPLAQAAECESTWHHHGGIGTLVTDMGSAFVSDAFQA
TVASLGITSHLPPAGIPWMRGHIESFFRTLGHQLMPLLAGRTFFDTVDRGDYPSEMLACLCDDDLIKVLLTYIVDIYHNQ
PHGSLNGETPNAAWKRLVSEHGTPPVPDGLTLRKAFGRPMTRKLNDGGVLFSGLSYSCEALREAYLHSPTREVEIRADLQ
DIGWIAVKVGATWYPALANQPGFEGVSFEELREGVRAVRHTHASAAKLDAPMVQRAIERVSEANRRAFALRALTPFHVTD
VEVGRADAALRYPLRSDAQRLGRVPPSNDLLNDAISITPPRDKDKSEKPDRNDKGPTAEHRVRRENRKRWRFDDEA
>NDK36817.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MMKHELVTEAARRIAELKGHFVHHERFVPLAEGFSILAEKRLVDIQTGRISEAQGLALSGHSGAGKSAAITHLLAQEGQR
LADQGYGDSTIVSLRVPSPATLKFVGQVLLRALGYPIGADRHAWYIWDLVQHHLKERRVLFVHLDEAQDLASRGTKHELD
SVTSMLKTLMTDPEWPVGIILSGTNELEDILNHDHQLARRMKTVRFESLSPAAYGDDILDLLESYCEQANLEPEDDVLEL
SHGERVVHAAANQFGIAIVLILDAIEDAYLQEQETLNRQNFIRAYDRRTSCDAEFNPFVVPDFMRIDARQVFSRENGT
>NDK36818.1 TniQ family protein [Rhodovulum sulfidophilum]SE1
MMFSTVKPLPLNVKYQHGESATSLASRLARRNGVSSMAMFLSDFGIDYLNLTNGDQEDCARLAALAGVEQAELHRNTPAL
ASPGWFRLGQEEIKFTAFSRTALKGCPQCLQDASNESDAGHFGLWQLTSIRTCGLHGCYLVPLPTSSGTRERFDVTRLTS
GFSPPEPQIANDQDLLFEHYLRNRIEKGAGNTWLDRLPFHVAAQTCEGFGLLLTLGPKARRETATPAQWAAAGTAGFSVL
RRGPDAFRQKLKDIQQTHPVDNTLYRTRYRVFFEWLRHRDDDPQFDVIRDLVREFIFRNFPISEGSIVLGQPCPEQYVHS
LSTARSRYGMSGWKLARRLASMGLAERKAAGQGFVLTGYVPTAIINDIATDFDALLNATDAGKYLGVERFMMTKLTKPGL
VEKYFDEKNASPMYHPRDLDEFIGKLRARVERSEAEDLLDIATASHRVRIPTERVVEIILRNRLPLHAAAPATARFPDFR
LSLAELREVIATDHQGTIRPTRAAQILGINIRTIRSLMDTDVLKSCNIEEMKSGRMRRYVCAKSMEQFAKGHISVVELAA
QNRRLPGVEAVIQLDRGAKPLPLGPRANMIFRRSDVL
>NDK36819.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]SE1
TGADLRDPMPTVTANSWIKRPGGAMPLGIITPHLLSLKGSARRDGAVSAPHPTVLAGGGHSAVVAPVLTYAQQGGGNRPI
ADPHHTICASKKDQNSLLAATMIHVGNGERPGQAPRALDIGAPLNTVVAGGVKHYPVAAFLAQQNTGHVGRDAREPMSTI
LKEGSHQTPVAAWFAKYYGTGDGARMDGPCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGEFVTL
EIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGAWEGLDSDAPTFRPFSKDVQISCCGNSVCPPVAAAIIAANCPHL
AAPRQEQEAHDAV
>NDK36820.1 hypothetical protein GXP64_18450 [Rhodovulum sulfidophilum]SE1
MPSEIQWPREIWAAQPDPDDADGRHVFSEHATVPRWEGDRDCEFHRYVDGDITDGQERYFREMLSAARARAEAAEAELDR
IRAALKQEGRDDG
>NDK36821.1 site-specific integrase [Rhodovulum sulfidophilum]SE1
MRDYRIGRLKGRHVVIWTDDEGKRRRYRLEANTAREAEREARDLILRLDAPPAGMTVAQVWGAYRAEMGDRRQGEKMDFA
AKVILPAFGYLSVDQITVADCRGYIAKRRMAGRKDGTIRSELGCLRSAALWARKVRLIDAVPPIEMPPTPAPRERYLSRD
EVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFTSRTIRLAANDLGPRKGRATVPINDTLMAALQDAQRAAV
SDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRSTYARFSPEHLRR
AAGSLEFGAPKLVQRTRVQTPKGRVSL
>NDK36822.1 HD domain-containing protein [Rhodovulum sulfidophilum]SE1
MAIQRIRDPIHNLIEFDTRNELERVAWTLLQSRPFQRLRRVKQLGFSELVYPGATHTRFAHSIGVFHTARELMEIVQAKT
QEKQESKEKIALAAALVHDVGHGPFSHAFETVGERLGLRLADHEVMSDELIRNGEIAEILNGEVMPGFASNVANMIKKEG
KITLHNSVVSSQFDADRLDYMQRDRMMTGSKHSAIDLTWLLANLDIGEVETGVDDAAVGHVPTFVIGSKAIQAAEAYVLG
LFQLYPTIYFHKTTRGAEKIFAEILVRLVMLVKDGEPGKTGLPGNHPLIKFANDPESLDTALALDDTVVWGALHLLQDAD
DRLLAQFAERLLNRKLFKCFDVRAMITHRVDPQNRQERQDVEKIERCCASVTLKLQEWQDEQGSDVPRIITDEAKRKPYQ
AGGANSGQSEQINVRTDGGELIDIRQRSEIVRALSVYRLSRAYYDQSDKEAQEVISDMIEGEIG
>NDK36823.1 hypothetical protein GXP64_18470 [Rhodovulum sulfidophilum]SE1
MAALKIEEVKKIICDAGGKIVGRTRLQKVAYLLNATGLDGSFRFAYKHYGPFSEDLASSAKLGALFGSFEERQANASWGG
TYSTYTAEAVQDESQSEARTSLASVAAEADSIVLELAATAVFLFYEGYGDPWDETAQRKPEKATGDRLLNARNLLKELAA
VDVPKPIPEALYS
>NDK36824.1 DEAD/DEAH box helicase family protein [Rhodovulum sulfidophilum]SE1
MQLKSYQQAALDALDGFLSRALASGPAEAFAHAVADQEGAAALEGRRFEPRVYQPLEQLPDVPYVCLRLPTGGGKTLLAA
ETIRLAARSYLRRTYPLVLWMVPSDAIKSQTLEALKDRTHAYRRRLDENFGGHVRVFDIAEFEMLRPQDLQRSTCVVVST
IQAFRVTNTVGRRVYAHHEELEPHFSGVPTAGMEVVSAKEAAGNGMLREGAVKFSFANLLYHQRPLMIIDEAHNAVSGLS
REVQTRLRPAAIVEFTATPRQRNNILFSVTASALKDEEMIKLPIRVRPHDDWREAVSATVATRNMLEAKGDKDRDFIRPV
ALYQAQARNGHPTVAELKSYLIEEKLIPEARIKVATGEQRELDGVNLRDRREPTRHVITVDALKEGWDCPSAYVLCATQS
LSSQTAVEQLLGRVLRMPYATRRKDAALNCAYAHVSEPSFAAAAEGLRDKLIDMGFTDEEVRESLQPRGVEQDAQGNLFD
PDPVRPRPVLQVTVQDSPEARAHLNGLQEDGVDYVPKPDGTLLVGMTGAVPETAVAGVRAVVPDEDHGHFDAQLAKHRAK
VEAQKTRAELGAVIDVPRLLLEMDGEVFAADTDAIYERADWSLLDHPAVLSETELSFRRDEDVIEIDLEGEKLIYSRSTH
EMPQLSGLVLPDDADLELSLIQWLVRECRHRWITEAEMQPWVAGLIGSLLEREGVTARTLIDWQHQIAARIRWKIEEIHK
IERGRAHQMALFDMSAKPTWDAANVIRFDDTVYRTVPTQPIGAMRFKRHLLGADRAPLLDGDLNGQEFQCAWSLDSLDEV
DVWVRNVARHPDSFWLPRVGARFYPDFIARLTDGRIFVVEFKGEHLVGAPEAREKDRIGRLWAKTTSNVFLMVRQVAHGV
DAGGQMRAAVS
>NDK36825.1 site-specific DNA-methyltransferase [Rhodovulum sulfidophilum]SE1
MPLLNWLTRDEDLKAADRVPYRLLDEVPELSRGEGAEGLLVQGDNLEALKALLPFYAGRVKCIYIDPPYNTRSAFEHYDD
SLEHAKWLAMIVPRLMLLREFLTEDGSIWVSIDDNEGHYLKVVIDEVFGRRNFLATVIWQKIHARNNTARHFSDDHDFKL
VYAKNAELWVPNKVSRTSASDSDFWNPDNDPRGRWRRSDMTASKPYNDGNYEVVGPHGDKFTPRANRYWGLSRETFEELR
KDDRIWWGKTGRTFPFRKRFESELGGLTPTTVWEHEAVGNNREAKQEITKIFGRDGQFATPKPERLLQRILHISTNPGDL
VLDSFLGSGTTAAVAHKMGRRWIGIEMGEHARTHCALRLEKVIEGEQGGISKDVDWQGGGGFRFCRLGKAVYDAQGRIDD
SIRFADLARHVWFSETRQPLTDPPESPVLGVHEGRAVALLFNGILKDRTPRGGNVLTRPVLRLIREALPEEFDGDLVVYG
TACRLSAETLKHEGILFRQTPYDLAVRV
>NDK36826.1 hypothetical protein GXP64_18485 [Rhodovulum sulfidophilum]SE1
MRALLAALLLTGCGGLPVPLGPNVAANIQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>NDK36827.1 lysozyme [Rhodovulum sulfidophilum]SE1
MRKILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVELGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
LEDRIPDRTYVAILDWAYNVGLGAAGRSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWEAA
>NDK36828.1 hypothetical protein GXP64_18495 [Rhodovulum sulfidophilum]SE1
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFVARLIAQRME
>NDK36829.1 hypothetical protein GXP64_18500 [Rhodovulum sulfidophilum]SE1
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>NDK36830.1 hypothetical protein GXP64_18505 [Rhodovulum sulfidophilum]SE1
MTQATYLLDTGHTKAQAFAMLQGALSAIQSGNAGATPPAETAAGMLWVDTATRTLKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMLRPGDGATGLIWSYDKAGTIQNVETPEFEDGYEY
ALVFEAVATNKSGSRLQISVRPEITGTWSPFTFFSGGNFAWGDICSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GASEASALSAVRVRWAEGNRINEVFRTGRVRLFRRREHLTG
>NDK36831.1 hypothetical protein GXP64_18510, partial [Rhodovulum sulfidophilum]SE1
NGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVKYSTNPALCLRDYM
LTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTENRYAFNGVLETEATAAENLNDLSSSWGGWWTCERGRLTVG
GAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETG
FARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIF
DWRTSEEMPKPAGGIPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSATTDNPFVDTWQFAWRPVSAPEPTLRGL
TDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWDRHPSLDVRQGGR
IEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTTTVATLAEAPDFA
GAAEGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPDARLWLGSTDAYG
DVDLQVSVTDDAPETDTETARWGPWQSFDAADFSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>NDK36832.1 IS3 family transposase [Rhodovulum sulfidophilum]SE1
MGFLITEMGLSERRACRIVGLARSVQQYRPVPKDDTAVVKRMKALASENRRYGYLRLHAMLRREGLVVNHTRKALASRNA
RFVCRMTLFLEGRLKLA
>NDK36833.1 transposase [Rhodovulum sulfidophilum]SE1
MKRKRFSEEKIIGVLKEHEAGAKVDDICRRHGISSATFYNEPLVRAQWRMRKKYGGMDASEAKRLRELEAENAKLKRIVA
DQMQDMTAMKELLAKNW
>NDK36834.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]SE1
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAASADVDFDRLIGTHATVTLSTKEGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHGSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGSEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNPVPYDLPANKTRSIFRTDTHQGRGFNE
LRFEDKSGEEEIFIHGQRDMNIEVLKDRSKQVGRDQSEHVVNDKSIEVGGDHDEVISGNMSIAVGQNPLSDLLMAKTKLL
FDGVGKMMGKLKVPDPFNFGKGNYQLFIEKNRSEVVGVGSSEIVGAAKSTVVGHTFQTTVGKAHSLIVRGRADTDVGKVM
NIRVGQQLTIKVGENSMLTMSKEGNIVLSGKHIALKAGKISQN
>NDK36835.1 hypothetical protein GXP64_18530 [Rhodovulum sulfidophilum]SE1
MADPSSNSASAASSTGLDWLTREGPLAAQDMLRTDLSLFERYPFRAEPAAETSCRAPETIGPVLPTLRVTDTLVTKGNPH
VPELSEAVEFARNSAANQLVPADQRQVGQSDAVQEGTGLEFGQLSLASKDGGVSYSQQRGVREYLASGYTRRNPNGTETI
DTDWGGKWKSLNLKAAEKTWLDESAAAYSDSFGDPAKSFLSGKYEIGAGTVSTRSALSITNGGVDLTPFSAKGSLYAGQI
SAEANKGGLLSGTGQASYMKASGEATSTVVLNPEEATARLKLAASANVVEVKGGGELCLTPMRVVNGYRSLQNWLFNGHD
AMLSDDWDIGLCLGVEAQAAVGAQAEAGGELSYQKGKARAEIGAKIGAGIGLGANISVGATGVDHALELFK
>NDK36836.1 hypothetical protein GXP64_18535 [Rhodovulum sulfidophilum]SE1
MMMTFAKRRGLCRVAALIGSLLTAEAGMAESSRDASLTIDAVPARQGETAHDFVCPARDGGAPTKIGFIAPGNMFWSEIV
DEKPVFDTPPLQAAHRIALGYVPEERDRLEISLICAGHDLDLVAAGSDLGRALLQDQGADLLFGESHGLDAGDVLGEQEV
GNERWRDRIGTWRLGSQEVILHARYNADAATAIEPMLGRIFGTFAPHRDGRDPVAAGMRIWPLRFDDKTLTVSLPGNWES
LAVTPAGNGDGLAAFFRDKNDTGGDVALALLWGETSPQKTERLAGALGIPDDPALHPLIAAMLDLEISNLLPLGAEYSYQ
GERVAVPPPGRRIGLGQQSFTGVIILGDEQTRIASDIDIVLGKGQMAILGLLGAMPDSASRRARYMHASFAYQTLLGSLR
RQDAFRAD
>NDK36837.1 hypothetical protein GXP64_18540 [Rhodovulum sulfidophilum]SE1
MQEVKRADFAQAGDAGLNAHEIARLRDLLQVLRYDANEGALVIDTGRARVVVREDGTVRIDAARIVQVAEGTLCLDAGRI
DLN
>NDK36838.1 DUF4150 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTVSINVNGLTQCHKGSGGVVRATLPDLCRTPSANNAPLPYPNVAFSRDLAKGTSTVFADGGHSCANRGSEFSKSIGDEP
GSGGGVKSGTHLDRATWLSWSRDVLLEGRPACRLSDKMLMNDGNTASLGGLQQQCLSDDEITDLLCEYACDCKGVEQKQR
CVSEKIRRAFYDGAYPRADSQIWREVSFRRLGEQSFDVILNRAGTGPTSNGFTPMGGIRPDCVIVDSQGSPKRIIEMKFP
GDALRDTQKPGGAYDMAAQQHGAEYDVLEVGDQCDCWDDGSPPGDPVTALSTNGQDEEGFDLGGAAKVAGVAVVAGIGLF
ACFASGLCEAAAAATAGAAGLAAITQ
>NDK36839.1 DUF3396 domain-containing protein [Rhodovulum sulfidophilum]SE1
MEKDLTKLDELILLDARRQRHQVLRFGFQLHLSYPNGMERALREAAVDVAHGYWNDTRPAVDAFQRSGASRYSPIRDGAF
ESYFRKRLAKEDLSDSDKCLILIDSSDGRPPAQHQFMLRIGAQEDAEVWAEKLRRSNLAASWPVARCVERADDLIALILD
WCNRLHPEQGTAGIAPIAEHGMLRHEFREYTPFIKRFPGLDFAMPGFEAPLWGGIRTVNWLTILGHRYVEALGGCEALAG
MLDPQVTAYDYDGGVLLRAGLLPELGDVNHGLRPELYRHVDAIVRPLRFVDYPNTPMALIKVPEPMDAYQETLAWVRRFE
RS
>NDK36840.1 hypothetical protein GXP64_18555 [Rhodovulum sulfidophilum]SE1
MGLPYALILRLRIAPEALRQGLVTPGPGFDGHDDWERLPIILGNDLPQIARNGAAMSPGHFLAEARSYSARRHGFLFDYD
AGHQQLICLDLLHSDSWSVLILTLSRLRNLAATEGYLLIHDLISGADETHAALEFRDGASRVLDIDSGEADALIADARAI
AGSWLEALQAAGEGPLPELPDQFESWWRG
>NDK36841.1 DUF2169 domain-containing protein [Rhodovulum sulfidophilum]SE1
MNLWALENRTPFAAAALPDRDALGAQHWVVAIRASFGLPQQDGFVRALPEQPAVRLAPEYAPDGSLRHEDDICPFAPCPE
FLVQGTIVPEGRAPAQTFLITLGKIEKRAVLHPPAEAVLRRGRWRIEAGDRLVPVTLAWTGTFGGTSPLGKRHEDNPRGT
GFGLHEARALPDGTRLRLACLLPPGIARLDSEAARPVGFAPLDRWYPRRAALAGTWDDAWDRTRAPAPPADFNPHFHLCA
PRDQWLPDGLKGGEQVMMTGAGPEPFGRFRLPQILAIARITFRGAARELRLRPQRIEIDLDARRLSMLYLASLPCGPFEA
EVEKTVLHVRQISGVQK
>NDK36842.1 hypothetical protein GXP64_18565 [Rhodovulum sulfidophilum]SE1
MTGAAVLFGALETPFGDTEATLAALRFGANAFHRHPVFIGQDGRPLKAGFNPARAQASDLARRLHALLVPPLHAALDAAR
DFSPEPPLLLLALPACLRALPRQHRLFAELMQREALPPVRAVEIVTGDHAAALRVLPRAFELLAQGHGVLWAAVDSLVAP
VLQDLDGLQGARIFDPANPYAPVPSEAACVFLLSAPGTEFGPDAFMRIGMPAFACEPFAPKDPSRPPLGKGLEEAAKAAW
RAPGSPERIVSDLNGERFRAEEYGVLARSLWTRAASLPVCPAVLLGETGTASPLLGLSCAISEGPGGSLLLQSDRSGERA
AMAFQCIVS
>NDK36843.1 hypothetical protein GXP64_18580 [Rhodovulum sulfidophilum]SE1
MPASRPMNYAHLISNNINDGSSVGMTWLPEMPLELFRSIYLGQATPEEFPKGQALLIRKLVKGKVPEVIGMSTGPFVLAP
ILRKFLETHEPGGHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFIDDIRGNTWSRRRDGRKYWGGGLPS
QDPDDPCAFHGDKVQRRHVWRYAIGITEDRFRSRYACSVEFWQFYRSHRMLGWGSDKICTVT
>NDK36844.1 tyrosine-type recombinase/integrase [Rhodovulum sulfidophilum]SE1
MLLALNTGMARQDLACVGRQHIKKEGRIEYRRHKTSVAADLPILPELAEELRHVPKDRMLFVTQDNSDKPYAVASLGNWF
RDRCVEANVPGSLHGLRKAGATRLADAGASEWEIASYLAHTDTTQAAVYTKRANRARLADSGFAKLRAVKMSNLSEGLDG
NGGKPMTNNDLTHRMAARRVVPYLFKIITLSGITARRLLI
>NDK36845.1 RNA polymerase sigma factor [Rhodovulum sulfidophilum]SE1
MTDTVHIACLYMKERPDLRRFLTSMTGNLSLAEDLVQETFLRVLERDSASGEIRDPRAYLIRSARNLALNALAVQRRSAD
MDEMPDIADPAPAAVERMIAREELLLVMRAIAGLPARRRQVFVLSRVDDLTYDQIAARLGISRNTVMVQVVRALSDLRKA
LPMPEPA
>NDK36846.1 DUF4880 domain-containing protein [Rhodovulum sulfidophilum]SE1
MSAPDDQALEWLVRLNDDRADDKLRTEFARWHQRPENVAAWAEAQAFWNRLAPVTAEMRRQRQVSRRAAMAVGGAALLTP
LGFWLTRPGRFADYRTAAGETRRLQLDDGSRVDLAAGSALSVDFGRARRDLTLHRGEAFFQVAPDAARPFVVSAGGAEFT
ALGTAFNLRLVTDRISLTVTEHRVLARRDSDETTVDEGQMLDLGQDGRGPRPRPQAVDPELATAWRHDRLIFAAAPLGEV
MDVLGRNAGWTVMLSQAAARIPVTAMFSLSRLEEAPETIARTLPVRLSRLPGGVIVLRAR
>NDK36847.1 TonB-dependent siderophore receptor [Rhodovulum sulfidophilum]SE1
MQGMTGRLAALAALGSMLAAGASAEEAQQIDIAAQPLASAVLELGRKTGLQVVVDDRLMAGRQSVAVSGVTTPREALQIM
LGQSGLQPALVNDDTLSMGPRAGTLAADGSVVLDTITLISEDPFGEVSGIVAHTSGTGTKTGADLRDVPQAVNVVTADQA
EAQGARSVVSGLAYTPGVVGQYGDNDLRHDWLTIRGFRPDRYADGLRLNFGARGYAQSRAEPFGLERIEVLKGPASVLYG
QATPGGIVNVVTKRPVDREVRQVELSYGSYDRKQVGVDFGGRLDEAGNVLYRFVAMSRDGNSEYDHVSERKLYVAPSLTW
KVDPGLSLTVFAEYQNIDSPGGGGAPSLPANGTLYRDADNGWLPRSTFVGEPGFDHFESTSKQLGLRMEKQIGTNWAFNQ
VLRYSDVDVDTQRVQLYCTSLDCGPTEAVRYAWGFPETSKLWAWDAHLTGKLGTGPLEHQLLFGIDASREKSHFDETALD
YVSMGWDVFDPIYLGGGIARPPVAMSIDQTRKQVGLYANDQISWGRAVFSAGLRYDWADTTTRTVTASDDRTVDQSDREL
TGRLGAVYHFDNGLSPYLGYSTSFYPAGGTDRNGKAFEPTNADQIELGLRYAPEGKPVMVTLSAFQLTQENVLTPDPVNT
SFNTQTGEVRVRGIELEAKAELPHGFSLIGSWAYSDAEITEDNRHRGNRPAFVPRSQGSLWLDYALQSPGAWGGLSLGGG
LRHVGQTYGDNANQFSVPSFTLLDAAIRYDLAAIGYDGVKFSLNVTNLEDKRYVSTCLNASGCYWGAGRAVTASLDYRW
>NDK36848.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SE1
MMTGRGASAEAPGRPERIVALDWALAETLVALGVAPLAVAEAPLYAKRVVVPALPPGTADAGLRSWPNLEALRALRPDLV
VALEGYGIAPARLETIAPVRALPIYTAARRPLALAREAVTALAGLCGREAAGRRLLAGLDAALAPPIPGQRPVLIVKFAD
ERVVDIYGRGSLFDDVARARGLENAWRGPTNIWGFASAGLEELARHPETRLLVIEPAPARLLHQSAIWQALPQQRAGRVG
LLPPAWVFGGVPSAIRFARLLEAA
>NDK36849.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SE1
MTRTIATPILLACGLAALAVALAALNLTLPEPGQAGLPAEFLRIWQSEAQWPRFWMALIAGAALGLSGLMFQQVLRNPLA
EPATLGVLSGAQLAIALCLLLAGGTPWLREAAGLGGGLAALAAAILLAGRGATGPRLLVSGLVVNLAIGAIFVVLALQRQ
DYLRSVFIWASGNLAQDGHGDLAALGLRLAVLLPAALLLTRAMTLFAVQDDSLRSLGARVTGLRLTVLLVATLLSVAVTA
RIGVIGFIGLAAPLLVSGLGIRSLRARVIATPLAGAVILLLADGVTQMLGRALSGEIPVLLPTGVLTPILGGALILALLW
LKRIPEHPAAQPAPARIFPLGATILALVLLGAAVLLSVFETLHLPGLSAAELWPGRWPRIVTALSAGVMLALAGVVIQGI
TGNPLASPESLGISSGAGLGIILALFAGGMATLFAGAAAGAGLAFGLVVLIGARNRFAPGALLLTGVAFGTFASALISLM
IASGDPRAFFVLAWSMGPTYRAEPLGALAGAGGAVLALLIFPLFLRWLRVLPLGAAQARALGVRVGPARLVLMAYVAVLT
GIATLAVGPISFAGLIAPHLARASGAVGPGPQGLCAAAWGGAILVLADLAGRLIWFPYEIPAGALAALLGAPFFLWLIGR
NR
>NDK36850.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SE1
MTLFSCHDLERRDGHRTLLGPLDLNIAQGRLTAILGHNGSGKSTLLKALAGQERPDGGRIDFMHRPIGAWSGRELARRLA
WLPQSPALAPGMTLRGLVALGRFPCHGLLGRRSARDREACDEALALTGTTALADRLVDTLSGGERQRGWIAMLLAQGAEV
LLLDEPVSALDIAHQVEVMELLANLNRRRGLSVIMVLHDLNLAMAWCDEAIALRGGRLAAHCPIADLHDPALLHRLYGLE
METVTWRGSRLVMPSRLLGPRAAAE
>NDK36851.1 siderophore-interacting protein [Rhodovulum sulfidophilum]SE1
MSGILPIAVKTVRDLSPSMMRLVFEVDGFEWLQPTPHPDEWVSLWFPDATGALPRPLPQALAGPSGGRLPRARSRPYSLR
RIDPVAGTVTIDIVRHEGGLAAGWAARARPGDRLLMSQPEGRFRLPAGAGRVLAFADITGLPALARIVETLPPRVRLSAE
IALPCPGDRPDLPLAPEARLRCHPMGATAQLPCPAEAFVPGRDYVWIAAEASVVAGLKRHFLGQGATARDLVAIGYWIRG
RSRR
>NDK36852.1 IS66 family insertion sequence element accessory protein TnpB [Rhodovulum sulfidophilum]SE1
MIAPSSSYRIYLATHPVDFRKGMDGLANYVMTNFELDPFSGAFFVFRSKGRDKIKVLMWDGTGLVLIYKRIEGAGLAPPS
REEQIRLVCSTRQVQKSRPVARAPGNRRSSSHGGSASPSSRPRGSICAASRR
>NDK36853.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]SE1
PLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKAARIVWAMLTKQ
QDYRQPGT
>NDK36854.1 hypothetical protein GXP64_18640 [Rhodovulum sulfidophilum]SE1
MALEALKGKATVSEQASRFGVHPTMINQWKRALLDGASSVFERGGRKATRSAAPDHRGSALPWRPGSTRPRSGQDRTGCD
HRQY
>NDK36855.1 integrase arm-type DNA-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MLGGMLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDP
ITERKEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHILPHIGKMRVSEITPQDIKGALAPIWR
TKFPTAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLT
LVRYMGCAGARAAEVEGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRV
LKEDGRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSSAD
G
>NDK36856.1 hypothetical protein GXP64_18655 [Rhodovulum sulfidophilum]SE1
MARDATNYFPDGVSATKLRKIADLLGYKSVKDWRDIKGQIGSYVWYEREGYKSWTGVELSIHQDEEGLSAHSRSRYGGSY
WDLRKMNETMRVYRDFAGGYFVSDEGRNKFFPSDCERVSPIASGCYIARWRLQNAVSLAGIYRSARDFKGNMALDGPNEI
PFLDGLNPLLFSNNVQLPYLIAVWEDYFRSLFVAALQQEGISDRVRSNLNPAKTRFSVEAGRSAEEIAANQFSFQRPEVI
SRNFKLLDKSLDFETCWKQSSKGKRILLFDQITQLVDDRNAFVHEGAMNMTLYNTKLEHSVRRLLKAADLAHEKMGKHFS
FEPITYY
>NDK36857.1 hypothetical protein GXP64_18660 [Rhodovulum sulfidophilum]SE1
MTIRDVSEWPLEEVPPELERSLFYSAVVLRKLIEDRKVTDTVAGKTLEVITYRSRAPEKSSIWRNMPGSVYFDLEQPENI
CVSIKELCSQIVHFFAIYWPVEGDGMPNGALICSYRKQDDRGFLIEFQAWSELLDEAADSWPTSISRSKEHGYKVE
>NDK36858.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MRRLLSLLLLSLTLLTCAPVAQAPQSDAPALPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVTLAPSGCSVRHGRWF
APYTGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRALFAGDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVL
RFRRITASYGLVQSAAEERELVALTGRLCGA
>NDK36859.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MTWDISRLAEPARALATFAGANELVGLLSKGVVEQSHLNRLVSDHLLRDPRRMPPADLMGAGRLLPRYQAVPFLLREAEE
RDFLDWCSDSSKKLAIRLVTGGSGRGKTRLMIELVGKLRDGALVAPGLTRSNWVAGFLATDLLERLGGMHPRYEVPFGAR
GDLFIVLDYAENKRREVTALLKAALAAHDAGRGDRVRIVLIARHNAEVFQDLMRQESEFAGRGLIQMHVDPLAPVPEPQN
FYAAACEAFGVADDARAYPDKINADFGLLSIAAMLASTTGDAPPSNQTAILEDALSHERRYWIAAARAKDLPEALDEAVV
EGIAAVTLFGLQGAIPDITAAAELLAALPRLADQDMNTRLKIAQIAAELYPHPAGHVEGVALDLLGDHAATSILTARLEA
VKGLRSEQVTDAQLISAFTRVGWMAARDGDTAKPLLYALCDRFGERALHAIVDVAPNVGHQLGDLAADWALASKEFAVSA
DLVFGLPKRTVALRKLATVLTRKALEASSGATTEMRATLTNNLANRLSDLGQREAALEAAKEAVALYRDLAEARPEAFIP
DLAGSLNNLANILSYLGQDDAAHEAAREAVALCRQLAEATPDILIPNLAPSLTTQAKQMSNLGQHEAALETAREAVVIYR
DLAEAQPEAFSPGLAASLNTLANIMSHLGRREAALDAAREAIRLRRTLAEASPEAFNPQLAGSLNTFANLLSDLGEPEAA
LDAAREAITLRRALADARPEAFAPDLAMTLNDLTNVLSHLGQREAALAAVQEAVALYREFAETRPEPFTLELAASLNNLA
RSLSDLGQREAAREAAWEAVALYRKLAEAQPEAFTPYLAASTMNTAGYLSDLGQHEAALETARKAVALYRKLAKARPEAF
TPYLAMSLNNLSKFLSSILQRDAALEVAREAVALYRKLAEERLHVFTPDLAMTLNNLASFLSDVGQREEALVTAQEAVAL
YRALAEARSEAYTPYLAKSLNNLARSRSDLGQREEAMKAAQEAVALHRQLAKVRAEAFIPDLAMSLNNLASILPGLGKYE
AAQETAREAVALYRTLAKARPEAFTLYLAESLKTLAYVLWNSEQLDAALEAVSEAEILRSGVKA
>NDK36860.1 hypothetical protein GXP64_18675 [Rhodovulum sulfidophilum]SE1
MRALLAALLLAGCGGLPAPLGPNIAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>NDK36861.1 lysozyme, partial [Rhodovulum sulfidophilum]SE1
LIADPLEDRIPDRSYVGILDWAYNVGPGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGL
DGIPAEVPFRWRGA
>NDK36862.1 hypothetical protein GXP64_18685 [Rhodovulum sulfidophilum]SE1
MRNIERFKKNWTIYTARSKKTEEQVFSAQFEDRLSLNDQEATYARVKSLQADIGKIKEELDFLELEASDSVEFIASLTKK
LDALHESKMVVDELNSLQFEFCPACFAPIHGSEVEGACPLCKQASDQSHVKERALPKRSTAPGSGEKSSVIGKKISDWER
RRSSTSGFPEF
>NDK36863.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MPPRLTAMPPRLASPAPRTGPAQGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>NDK36864.1 tetratricopeptide repeat protein [Rhodovulum sulfidophilum]SE1
MWEKTRSGDPFPTLENPWLHRAGNAMSDALPDGVGLVREALEETAGTIPLLGFLAKRGTRWAFDKGKKVWLEETRPQLQA
FYRDGALIEDHEMPGRLPWMLAQDLNRHLKDHPEDRFVLLVDEYEGLIEGAGTGPRWQENVFDKYLRDFVKETDGLLLLI
FSRERLHWEDHPDWRADLEGNQHLLGGLPDEDAEAWLCKVPVDDAKIRAAMIEGARETPDPTAPVYALMLELQVTHWRQL
GEEAVPADFEVAARSFEARRLELVTRIMRGYGGPIQDVLARLAVVQRFDRTAFEAVTREFNIPLADSAFDRIAALSMMSA
GDEGWLTPHRAIADAIVEAEDPARLESSRAFLLSHFTERAKPERILDVEETTLACLAEAARLRRAEGADGYVDWLNAAGV
QIHRARRDTFLEWLWREALDMSLVSLGPDHPDTSASYNNLAYNLNDQGRAAEAEPLYRKALEIDERVLGTDHPDTATSYN
NLAYNLNDQGRAAEAEPLFRKALEIIERVRGTDHPETAKFYNNVAANLNAQGRAAEAEPFFRKALEINERVLGTDHPDTA
KFYNNVAANLNAQGRAAEAEPLSRKALEIRERVLGPDRPDTAASYNSVAMRLNAQGRAAEAETLCRKALEIRERVLGTDH
PDTTASYNNVAYTLNAQGRAAEAEPLFRKALKIRECILSTDHPDTAASYNNLAANLDDQGRTAEAEPLLRKALEISERVL
GTDHPDTATSYNNLAANLKAQGRAAEAETLCRKALKIRERVLGTDHPDTAVGYNNLAANLKAQGRAAKAKPLYRKALEIC
ERALGTDHPTTRAIRANLEALRRRR
>NDK36865.1 hypothetical protein GXP64_18700 [Rhodovulum sulfidophilum]SE1
MEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNVLPWYAATLVADLA
RAGRTPDWMPDARPRLRPVEWQQNQHRAYGRACDSAELPDGWQPISRRNRKGVIVQDRARYTPCVWSPTQSQIAAARRAY
LDWWGYLQDVQAALAAADLARICVTGDMPPMTPWR
>NDK36866.1 hypothetical protein GXP64_18705 [Rhodovulum sulfidophilum]SE1
MVEPRAFGAEGPFQTRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAPKVTLPPRPDPVERFLTRQEAAWL
IRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKPMGKAETKKRQRPARLPSRYLAHL
RRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRKYITPHVLKHTAITWAVQRGAFLP
DVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>NDK36867.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MLIENQPPFLTATIALTFAALMGTLRSWGVLLRHPDHDKGSRPLSLGMGVGLAFGIVGAIGFYFIGLDQAPGAQVALITY
IWPLLFIVASEFLETGRVRAIVIGGGAVAFAGSALLILSAGGGAITPARLLGYASGVFAGISWVVYSLMLKRGEELASEA
WPRIFTLAAVISGICHVTLEPAALTIDPRSFAVAAAIGLGPYGIAFIAWAYGVANGPSRLVGTLAYGVPVVSVGLLVLLG
ETTPTWRLFLGAALVLTGIAVAGRAGGSVRPHGRPARRRRLRETAR
>NDK36868.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MAVPTFDLDQLRALIDVIDSGGFTSAARRTGGLQSTISMKIRRLEAEVGQPLLVRLGRGVMPTAAGQDLADHARGMLRLN
DQAWGSLSSNQLSGKVRLGVPDDYAAQLADTIRAFRLQHPKVTLDLSCDFSVNLLQKLQDGRIDLAVVTRMPSVPGGEIL
RREPMVWVSAPDFRPDDGAPLPLSVYPAEVCVLRNSMTQALSSAGIDWRVVYTSMSMTGQTAMVGAGLAMTALTPSILQQ
TTGVIGPATLSLLPPLPEIEIALHRRSGRPTDAARILGDMLSERFRAGDGV
>NDK36869.1 hypothetical protein GXP64_18720, partial [Rhodovulum sulfidophilum]SE1
MKTILTVSALALLVAPVLAATGTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEG
>NDK36870.1 BrnT family toxin [Rhodovulum sulfidophilum]SE1
MRIEFDQSKRDNTLEARGLDMADAAEVFDGPHMTVEDDRIDYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>NDK36871.1 BrnA antitoxin family protein [Rhodovulum sulfidophilum]SE1
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>NDK36872.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTEDPFIAGLRKVFEADPQLRPATISAKAGLDKSTIRRMFEGAIQSPRRTTTAKIANALGMSVEEIENGAPRTADAPTIA
IAGKVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECE
DGFGWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>NDK36873.1 hypothetical protein GXP64_18740 [Rhodovulum sulfidophilum]SE1
MEQLIAEIEAYAAAWSKSPQKVLRDAIGASWGQWEAWKSGQASPTMRVADKLRDHMRTNPAPAIPEDAARC
>NDK36874.1 hypothetical protein GXP64_18745 [Rhodovulum sulfidophilum]SE1
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>NDK36875.1 hypothetical protein GXP64_18750 [Rhodovulum sulfidophilum]SE1
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>NDK36876.1 hypothetical protein GXP64_18755 [Rhodovulum sulfidophilum]SE1
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLAMAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCATAPA
RHAWQDRADLDG
>NDK36877.1 hypothetical protein GXP64_18760 [Rhodovulum sulfidophilum]SE1
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRVAHAHERWRRETGKA
>NDK36878.1 hypothetical protein GXP64_18765 [Rhodovulum sulfidophilum]SE1
MLPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINTARNVYNCRHCGGGDAIALVGLVKGCD
FRAALDWLMGTREVEIDPAELARRKAAREKEARQRSRQAEAARRSAIAQARAIWHDSRPAEDSPVRDYLARRGLTRARLP
ELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHEGESLAAKKTLGSV
KGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPAGVE
HLVFIQDGDSEPHSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>NDK36879.1 hypothetical protein GXP64_18770 [Rhodovulum sulfidophilum]SE1
MTDDPLDRVRATFAAAEDVDMGDIPAPDTAAPDDPNDGAEPPHPPDGTAPEDPLGPIRAAAGQPLNDYGNGQRFCIHFGQ
DLTFVPRVGWFVWTGTHWEKDPDELAVRRKAQRIWALIEQEVEVLEPTKSEKKVIAEERRLRERFDRLDALPEAERAENH
DDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGLARAYEDLDADPLTVNTLSGTLRFSTVAA
EGMSPVAELRVQPEHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVRDFVQRWMGLSMTGIKMQRLAFFYGGGAN
GKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTSEPDEGQRLQEGLIKELTGGEPLMIRALH
SDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEERRDPELANKLWDEAPGILNWLIAGLTDFLEGGLRP
PDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDRGETRWGGRTVSNRLKQKASRWRHPHTGK
SFIPAKRGATGYRGIRFTDEFAARMADRRDHGGAGAPVDEPF
>NDK36880.1 hypothetical protein GXP64_18775, partial [Rhodovulum sulfidophilum]SE1
MQERAMMMDRQMQMQGQRKRPARRAMPVRAALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRG
RSRPHDDAELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPHCVPVKWRPSPAGPRAAQDFGDTWRYRAGRGRNGN
KLVELRAPCCPVTYYPTAGQIASARRAWLDWYGYLLEVRCALEAAGLRSLRLTDDMPPMTPWKNS
>NDK36881.1 flagellar basal body P-ring protein FlgI [Rhodovulum sulfidophilum]SE1
MIRRLTLLLAVLLVAFPAFSAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>NDK36882.1 flagellar biosynthesis protein FlgL [Rhodovulum sulfidophilum]SE1
MSLISMGDLAQGLGLRIRNAEVKARFARLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQ
AALGVVSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTT
ISGLTSVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRLDITALDPAVRDVLKSLATGALLADETVLSGN
PVLRSLLAESAGEGLLTARSSVTELQALLGVRQEKIESIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLY
KVTARLARLSFTNYMP
>NDK36883.1 flagellar hook-associated protein FlgK [Rhodovulum sulfidophilum]SE1
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVKVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVVAASRPDSDARLADVLATTQTLAGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQIAELNTEIRKQRSYNNDASALVDQRQILIDRIAGIVPLREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPGMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRTP
SSGSYTTQAFTMADLASEVVSGISVRAQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>NDK36884.1 flagellar hook-basal body complex protein [Rhodovulum sulfidophilum]SE1
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASTTGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVATNSGGAWDSATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>NDK36885.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]SE1
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGSSANAEAEIQALQQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEILDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>NDK36886.1 hypothetical protein GXP64_18815 [Rhodovulum sulfidophilum]SE1
MYEYERSYRTGRGVCTLMELSGWLLVFVGFIAVIAGYSSGGPLGFASRNFMGQEPPFLIKLAYTIPGLLTMAAGVYSMMQ
TQQVKAALDTAEMTREMLWLTRDSVRMAIGQSVDRDANLSKNRHKSEPPGSSFVSKPGDLVLVYMYREVRVHPEGFSVEG
NVFPDVDRAKEWIRQRSEADQETQT
>NDK36887.1 hypothetical protein GXP64_18820 [Rhodovulum sulfidophilum]SE1
MTAALRSPVQPAPRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLQPEDWTVNRWGRHAKTADAASLGIEGWQPIPRRNRKGVIV
QDAVRFTPCVWDPTPSRIAAARRAYLDWWGYLLAVQAALTGADLTRIEVTRDMPPMRPWLGSSSQS
>NDK36888.1 hypothetical protein GXP64_18825 [Rhodovulum sulfidophilum]SE1
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALSEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAGWLRDREARLAHCRSIADLAGASA
>NDK36889.1 hypothetical protein GXP64_18830 [Rhodovulum sulfidophilum]SE1
MTWYHREWLNSEMRLKGTEECRALYFDLICLSQDQKPVGTLPDDPEQLAKLLAVDVARLRRLSEMEYGPLHHWQPCRCGD
QIRLMHGRVTAMVLEALSRKHDNRARNEAANAAKRRQRLRSAVAGLHPELAQNDAAILWMDDWLVEQGCGYRGSTWVERA
LAAWSSHMFDVNRAARARE
>NDK36890.1 hypothetical protein GXP64_18835 [Rhodovulum sulfidophilum]SE1
MATRVHTDLTIRGVTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFRVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGALRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALAAKGVTP
>NDK36891.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTGPTVSLTGPNGATTGPIPLDTFTAGLRPPMKETPQDEAVREKTYRVVADELRSFIERFETLAEEKAAIGDQQKAVMAE
AKARGYDTKALRRLIALRKRHAEDIAEEEAVLQLYREALGM
>NDK36892.1 hypothetical protein GXP64_18845 [Rhodovulum sulfidophilum]SE1
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRA
>NDK36893.1 hypothetical protein GXP64_18850 [Rhodovulum sulfidophilum]SE1
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>NDK36894.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MLVASNIEAAMAKRGTNAAEVARKAGLNPTAVYDILKGKSRNPRLDTLYKIATQGLEVPFSSLFSEPEDHDLDNEIMEAI
RCLPTSERSRILAVVRAFSVDV
>NDK36895.1 hypothetical protein GXP64_18860 [Rhodovulum sulfidophilum]SE1
MKTILTAAALTLLAAPVLAGTDTTEDQATAMSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASDDGEGSG
EGEGGESSDT
>NDK36896.1 hypothetical protein GXP64_18865 [Rhodovulum sulfidophilum]SE1
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLARIAKASL
>NDK36897.1 hypothetical protein GXP64_18870 [Rhodovulum sulfidophilum]SE1
MAAILTIAPQIADRLAAEAAAARAQANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>NDK36898.1 DNA adenine methylase [Rhodovulum sulfidophilum]SE1
MSVSRPLLRWHGGKWRIAPWIVAQFPPHECYVEPYGGGASVLLRKPRAKLDVYNDLDGAVVALFRVLRDAPDELIRRVEL
MPFARAEFDAAQDLSQNPKDEIDLSLRLLLRSHMGFSNAGACGRGGHQKTGFRARGLRTGTTPPENWRCFPPVLREVAER
LRGVVIERRPALDVIAAQDGPSTLFYLDPPYLPETRDAGADYIHEMSETDHDDLLAMLGALQGAVVLSGYASPRYDRALA
DWHRIERSAFADGARPRTEVLWMNFDPALPLFGGLK
>NDK36899.1 hypothetical protein GXP64_18880, partial [Rhodovulum sulfidophilum]SE1
MTSPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEA
>NDK36900.1 hypothetical protein GXP64_18885, partial [Rhodovulum sulfidophilum]SE1
MSAQLTPPGRERVEVIERPVDANAAIRAVDDRSMSLIHRGEVDEPPLLSTRAPDSVGGPSAETMEVWRAEETTTMSVSDF
GPMPSLSWSAPVSGAFFGTIALPSGVSNVVGGLDVRDAISFDVAELAVQSILAVDTIPPDTSADGADFPNEDVSADDSPA
PAPVTDPPRLE
>NDK36901.1 HlyD family type I secretion periplasmic adaptor subunit [Rhodovulum sulfidophilum]SE1
MSDEKSASAGIKDGFAVEDFVRDTGIGPLTHAMIWMIAGGLLAFLAWAAVTPVDEIAKGTGEFVPAGAVRALDHLEGGIV
EEVLVKEGEVVAQGQPLLSLTSTATISNRDQLIARRTTLELQAERFAAFAERRRADFHRFTNDEKLIAEQERLLNAQIGV
RVSQENIFQEQITGLEAQIDAVSLQKETLAEALALIDRQAAIREGLVGKGLNPLLQLLEIQRERTMAVAQLRELDSSIWS
LRNDISQVHTRISEFHGRLLEEALNQLETANAELAEIREQLTAQNDRIKRLLIVAPAAGIVQELAVRTVGGVLKPGETAA
RLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISPSTFLDANKIPYYLCRIHLDSRQIGSEG
ETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>NDK36902.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MAGTGTENRSGGANGRLARLEAEPAVNGQGQVWDAVDETLAVCLYDALRDLGWRGELRDLRLSFALDLSGDRVLNTLNAA
ARLGFAGHVRRCRAFSDKDLARTALGPGGTTQGLLFLPLRGEPRFLRMRAADARPSMRLGAGSLIRFERVETPASEIGKS
WLGQRLRAQLPLVLRALLLTFFANLAAVANPLFVMAVYDKVVVSESTALLAYLAAGVVAAAWMEMLMRRLRGRIMNRASL
RLGYIVGNAVFGRILTLPSRTTERAGLSSQIARVRDVDRIRDLLRGPLEQALLDTPFTLLFVAAVAIVGGWLALIPLCFM
ILFAALAVIGERHMRGRGAEVAKASAQRQLVTLEMMHRMRAIRAAGGETVWLERYRDSAAKAARASERNTTSAQILAAIG
QSLGTGAALATLFAGIFLVLADAMTTGGLIASMMLVWRLIAPIQNAFLAATRIGQLVASARQIDRLMETEAEIAPGEGDG
ERPPIQGAIAFNRVTFRYGRETEPILGGVSFTAQPGEIVAIVGRNGSGKSTLLKLVAGLYEAQAGNIRLDGRDLRQFDPT
HLRRAISYVPQLPSFHYGTLRDNLLMAEPEAEEQDIAEALQLADAATAIAALPEGLDTFYDAQLVTLPVGLLSRLSLARM
YLRKAPVVLLDEPATGIDFMGEFAFIGGLELLRARGATVLIVTHNRQHLGVVDKILMLEEGAVRFFGSAEKVRDRIPKGL
I
>NDK36903.1 ATP-binding cassette domain-containing protein [Rhodovulum sulfidophilum]SE1
MKINGALPYVSIGSASLCINTLALAAPLFILQVYDRIIPNHSENTAALIGVGVLCALALETALKIARSKVLAPLAIDYEV
RASCSAARHLFHADLAAFERVSPGAHMERLAAVAQRRFNGTGQTLLAICDFPFLFVFMWMIWILGGPVIIAPALGAIALA
VAAAPANRSAREALARALSLDDQRYDFLLSTLSSLPSLKVANLERPVLRRYESLQKRRLAAQGEAFTADQRLTDLSQLVV
QLSIIGVIVLGSLLILQGRMSIGGLSASTLLAGRFLALIRNLILLASRLQTSSIGREQMDAIFKIPVRSASSGILDASQA
PSRLSLRGVVFDDNDGKRVLDGVDLDLREGHTVGLVGDNGSGKSILLALAAGLYSPTSGEVLLGGQPLSDYTDQSLRRTI
ALVSQQETLFAGSILENISMFAPERVDAALRAAERTGLTELIKPLPKGFATIVGDTAADGLPRGVVQRIALCRAMALDPQ
VLLFDDANSAIDDQGDEKVAELFADIRERCAILFVSHRPSVLGRADAIVRLANGRISTVEGTF
>NDK36904.1 radical SAM protein [Rhodovulum sulfidophilum]SE1
MAENQTGTDAGNRVSRLAKFTAEKFKKFDEVQRGARDDWGHDSVKVVYHKENFSNFLMGRLNEVVPITFEAWPSLSCDAR
CPLCTYSINNARSEDDKHPSLTFARTDLFTETMQKLASGGVRSITLTGGGEPLLNPEFGNLIKHINLAGMKWGMFTHGLH
LKGQIRDAILTYPPKFLRVSLNSSSPETHAKEYRMGLQAYEDVLQNILDFARLARGLPISLGVGYAVDPKTTDDELLDIA
RCLRHLRDESEGRVNYASFRPKVVYYNRDGSPRYTQVRHDEFAELPSRIKECMANILGDIIASGIRLDIKHHQFHNITDR
RVFTNGRALSWVSQIDHLGRGFLLSELNGSPWPGATYGSFADGTRFEDTWYSSRRLELTERYQRQELKLPLNLKTAHVDY
LLDEIAERFGQFNEEQVKEFWCRPEIQRLSSPRNWDFL
>NDK36905.1 radical SAM protein [Rhodovulum sulfidophilum]SE1
MTNILNPLQQLALEVTREGPDSVAFDGLRVLQHPDRFHKFLTGRELDIVPVTVQLWPSLSCDVMCPTCPYRLTDARTLAD
ADHQNLHLMPSDLFRTLADSMVEAGVQSVFLTGGGEPILHPEIVNFVRHAKHIGLSWGMFTNGISLDETLARQLFEQDPG
FFRVSLEAGNDELYNKIYATDTGNFEHVKKNVVVAGKVALDLNVHWFGVGFTLMPNSTLQDLKDIRETLIELFEASDMGV
NLASFRPRVIHHVRDKVVAPQKFSGQYHKLANMIREVIEMPLLERYKDEIRIDHKFGAFSDCDIGTSPTGGWGGAWIATL
DHKANGSIVSHLTGSSYNPSAWGFSLAEGSFKKTWGAERRRRVHDDVVKGRTRLPVANGFRTVDGFLNRVKEVFPDPLND
AEAWQLLEGVENWPFHRSQRPEFVG
>NDK36906.1 TauD/TfdA family dioxygenase [Rhodovulum sulfidophilum]SE1
MHKIERDEYVSGAHDVALWSPQHIDCIASALINGRGIALIRGLQTKGICTEEHLQMCGTLGSALGNLIPQDAAGNLVRRI
ESSPVRGLQHTDQSPRAFGSRSNHRMALHSDSADIVGLFCIRQASEGGASSVVSSKSIFERYSGQFPSLVSELRRGFYFD
MTGKTSNGVPVTKEVVPVFNVNDDSFMCTYNRKRIEDGAKHLGQELTSRQIDALDAFDAIAEVEEFVLRIRLIEGDLLFL
NNRLTLHGRDSFVDAGAEKQGRLLLRFWVNRDQQALS
>NDK36907.1 C-terminal binding protein [Rhodovulum sulfidophilum]SE1
MRKSQNPPTTNVLVPVRDTSKTRDYSVEQQAAHPFALRFSECGSDSHSIIAAGQAAEIPYVRGIEINKRVIERLENCKLI
VSGSVGLDNIDVESASRQGIAVVNVPDLFTQEVAEHAVAQILSSYKRLASLDRLLRGGHWTDGHQLSSSLPPLSNATLGL
VGFGRIAQAVARMMSVFGSRLIASDPYVSTSVFSSFGVESVEMDALAARADIVSIHVPSSLETDGLIGRQFFSLMKPNAI
LVNTGRGSTIDEAALCKSINEKLISGAALDVFVSEPLAHDSPLLSLPNVSVTPHVASITSAFEPKRKSRIGDEIRVFLSG
GRPKGCVNWEAMH
>NDK36908.1 WD40 repeat domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
REDISECDEIIKVRVLEEEQLDAENYDQIYKAKLQNTIRYAQSVPYIKKRAQEYYEEAVAYRESAQNSRLPSLARKLTVV
SETSRILKFPAHTGRVNRISFRPNTQEFATCSTSKDVKIWPILNFVGSYSISQHGDHILGCEHSLDGRYLATASRDGKAR
IWDLDVREKGPRELYGHSERVTDVAFCPTNSVVATSSDDCTVRVWDLESDRDPLVLRKHNAWVRSVAFSACGELLVSSSA
DNTAVIWDWKNEIDRCTCIGHQGFVYEAAFVNEASEVVTGSLDGTVKFWNSTNGAEIQVEDAGAHLDAVTSLSATSDGSL
LATGSSDGSVILWDPLSRRPTRQLVHPERSINAVRLSPDGRFLVTGSVERIDLAGPESHGEVSLWRL
>NDK36909.1 hypothetical protein GXP64_18970, partial [Rhodovulum sulfidophilum]SE1
RVARAIASLVLVKDGLFPLVVTRDDKPTYLDALEAADSGNLKPLIDLIAKLQISQFRKASAISESLLVEEDVQAALGGLL
KAADKVAADQLAALRGVFDLAHILEDDLCDRLAAIAPTVSTALQRVSDGATAFVTKSNSETDHYFRAQIIDNAKNHIGYF
ADTGEYRSWVALNMRWSRRGQLVFANHGIGRPFNGSLICAPFLEFKDTDEEGQMRATLVPLAEEGFVFFYNEDRERLLSR
FRPWRESVLKVALKELTQNL
>NDK36910.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MHSRTTTKSTQAPHTARSHARSRHPRRGPKAQGGTDDEGNLQAICAYCHKANLRRQSLRRHPGGNLPPGSRGSGRKRYNC
PPF
>NDK36911.1 carboxymuconolactone decarboxylase family protein [Rhodovulum sulfidophilum]SE1
MPPRMNYYKAAPDTMKAMMAAEETTKNLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGVSQQKLDVLAAWRESPV
FDDRERAALAWAESLTRIERTGAPDSDYRLLAASFDERERVELTFVITMINAWNRFAVGFRQVHTRREARDAAG
>NDK36912.1 sigma-70 family RNA polymerase sigma factor [Rhodovulum sulfidophilum]SE1
MRQADRHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDVDLSGIDRPARWLSTVVMRLCLDHLRSARVRRETY
VGAWLPDPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGLLVDKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRDAARLFAGLARKRTLPP
GPCPPLRWINGSPGFVSVEGGVLQTTALSIRRGRIEAIWIMRNPDKLKHLRLHM
>NDK36913.1 hypothetical protein GXP64_18990 [Rhodovulum sulfidophilum]SE1
MTPKQDAISIADAVESLREQILEAKRRGKDSKGVSFGLHEIEVELQLVTEQTDAAGGKAGFSFAVFSGAASYDATLKTSN
THKLRFKLSVGEPGATKTGISMADD
>NDK36914.1 trypsin-like peptidase domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
MTDTLNRRSIEIRTVSEQGAEGRGSGFPVGHGLVMTCAHVVLSKKSVWVRWCELPDEDLPPELETNDYEVLFPTGERKVH
KFVRAEEIFAGDPKEFDIALLKTFHPDGFDYFSLSTLGGEVGEAVCGIGFPKATKTAPFRSVPLNGKVAQAPSRDKGGLL
QIGLDARAEDPEDWRGASGAPVVLRANMTVIGVHQITAEYLANANTVWAVPSHTILAHDELGPLLRNAACTEEALERVHR
AHIRRMRTRIEIELERLEPRHRSRLASQLGIDAKSDDTLERCAGDLSQNAKRALEVLSRLWGDYSGQPVQNNWCALIHLV
ATCILQRDQAGILILGPMGAIPQEFAVGNPSSLEVTAAQIDGRRVDFTDSRRSEAEMPVGRHALNFLSAEGGPDPDNEAA
TAERDLMLRCGLKVATDPGRIESYLAREPLLTGPRRNPITDEDRRDLAGVFRRASMVPGGSTYY
>NDK36915.1 lysozyme, partial [Rhodovulum sulfidophilum]SE1
MPTVCFGETRGVELGDSYTPAECRTMFADRLAEVEAGLDRLIADPLEDRIPDRSYVGILDWAYNVG
>NDK36916.1 hypothetical protein GXP64_19005 [Rhodovulum sulfidophilum]SE1
MEYEGARVGSIKTAWRRAIRDADLPEITPHTLKHTAVTWARHKGVPLADAAGFFGTTVATLESVYLHHHPSFQ
>NDK36917.1 hypothetical protein GXP64_19015 [Rhodovulum sulfidophilum]SE1
MGTDDFKSALAIASNKVLLAAYEAAESQIKKASREVSAPDFRPTNTVRVSGGVELANHQEPSEREADASRASAPSSEIED
AITLFKETSERVGLARVQKLTPARR
>NDK36918.1 hypothetical protein GXP64_19020 [Rhodovulum sulfidophilum]SE1
MIAAQLSRPGNPVRTMARVGALLTPYFDKETPRALREIEMEDWAVALADFPYWAIERAAKWWKSADNPQRRKRPLEGDIA
ERCRIEMRAVRAARVRARSGWAGTEAPEDRERCSPEAAARAMPGRS
>NDK36919.1 phage portal protein [Rhodovulum sulfidophilum]SE1
MALSAVWACANLISGTISSLPFEVRRRGGNGVDGLADMHPLHSVIYDSPNFDQTALDFWD
>NDK36920.1 HlyD family secretion protein [Rhodovulum sulfidophilum]SE1
MRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDVLFQISPERF
QLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVRAPVD
GYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNAASDD
LGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGIELAAGMTASVSVVTR
>NDK36921.1 DUF1656 domain-containing protein [Rhodovulum sulfidophilum]SE1
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>NDK36922.1 FUSC family protein [Rhodovulum sulfidophilum]SE1
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLVVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNREKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPEVSGPVALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTAKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRRARDLHTDYGAALRSAVSVFTLIMVACAIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFVFMPALGDFYALVALLGLVLIPAGVLMAVPATWMAGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>NDK36923.1 transposase [Rhodovulum sulfidophilum]SE1
MFFDGIGHVPTGPICHSDRGIQYAIGDCRQLLDAWKMAASMSRKGDGLDNAPMESFFGSLKTGLVHRTRFRSRRDAKAAL
FEDIAIFCKRKRRHSSIGYRTPEQARIDMAAAMAA
>NDK36924.1 alcohol dehydrogenase AdhP [Rhodovulum sulfidophilum]SE1
MAKTMKAAVVREFGKPLSLDEVPVPEPGPGQIQVAIRASGICHTDLHAAEGDWPVKPTPPFIPGHEGVGYVSGVGAGVTR
VKEGDRVGIPWLYTACGHCEHCVGGWETLCESQQNTGYSVNGGFAEYVVADPNYVGHLPDNVGFTEIAPILCAGVTVYKG
LKTTDARPGNWVVISGIGGLGHLAVQYAKAMGFNVAAVDIDDHKLELARKLGATLTANAATEDAAAKIKKETDGGAHGVL
VTAVSLKAFEQAENMVRRGGTIAMNGLPPGSFPISVFDMVLAGITVRGSIVGTRLDLQEALDFAGHGKVKSIINPVKLED
VNSVFEKMHKGQIDGRAVIEIAD
>NDK36925.1 aldehyde dehydrogenase family protein [Rhodovulum sulfidophilum]SE1
MNQLERSFDQTRPPFAARYDNYIGGKWVAPKSERYFDNVTPITGKTLCEVARSDAADIEAALDAAHAAKDAWGKTNVAQR
AFILNRIADRMEENLDLLATAETWDNGKPIRETKAADLPLAIDHFRYFASCVRAQEGTLSEIDHETIAYHFHEPLGVVGQ
IIPWNFPILMAVWKLAPALAAGNCVVLKPAEQTPASIMVLMDVIGDLLPDGVLNVVNGFGVEAGKPLASSNRISKIAFTG
ETSTGRLIMQYASQNLIPVTLELGGKSPNIFFDDVCAEDDEFFDKAVEGFVMFALNNGEVCTCPSRALIQHSIYDRFMER
ALERVKAIKQGNPLDPETMIGAQASSEQLEKILSYIDIGQQEGAEMLVGGARSHLGGELEGGYFVEPTVFHGNNRMRIFQ
EEIFGPVVSVTTFKDEEEALHIANDTLYGLGSGVWSRDMNRCYHFGRNIQAGRVWTNCYHAYPAHAAFGGYKQSGIGRET
HSMMLDHYQQTKNLLVSYNPKKLGFF
>NDK36926.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSGTCAHVDVVHSAIAAGNAARSPMVASWSRSARLYGLDPANRKPPHRLTAAEFANVRERMEPWIRAAGASLDRLFGAVG
AAGCCVLLADSDGVPVERRGVAGDDATFDDWGLWPGALWSEATEGTNGIGTCAIERRPVTVHRDQHFLARNGALGCIAAP
IHDHDGELVGVLDVSSCRTDLTATFAGLIALSVREATRRIEAEAFRRSFAHARILALPGLEHNPAALVAVTADDLAIGAS
HSARVALGIKGNLAKAPVPASDLLSIPGVESLEEAERAVLARALARTGGNVSAAARILGISRATFHRKLGHRKSAVKRPE
AATQDPAAPCRIPATDASPFPRDGG
>NDK36927.1 hypothetical protein GXP64_19070 [Rhodovulum sulfidophilum]SE1
MIENSDTLRDAVRFVVAAWPSRAPEEKERFETMWLDDTRHPDEQRKKQWRRMPSKATETCATEHKMGSK
>NDK36928.1 SMP-30/gluconolactonase/LRE family protein [Rhodovulum sulfidophilum]SE1
MKDVAPNIAVAVRTKAAIGESPLWSARRERLLWIDIMGRQLHTYDPATGRDDATELPTAAGLLAEDSSGEIVLGLEHGLA
RLGPDGEIERFARAPHADPAVRFNDGKFDPQGRLWTGLMNKEGKKGSGVLYRFDPDGTWHVADTGFDLPNGMEWSRDGRT
FYFTDSHKGEIYAYDFNSVSGKVENRRQFFGMNPADGKPDGLTMDPEGYFLSVLFDGSAIARIAPDGSLERTILLPVPRA
TSCAFGSDARTLFVTTARIGLSDAQLDDAPLSGSLLQLDYDDALR
>NDK36929.1 LysR family substrate-binding domain-containing protein [Rhodovulum sulfidophilum]SE1
MLRALTFLHEARETLRQADHAIKTARETAAGRTGLIRLGYVGSALYGRLPDTIRAFRRARPNVRLELREATTAAQIAGLR
DGTLDAGIVIPPIAEAAGIELHDFDQDRLCIALSLGHHLAGKDDLCVADIADEDFVLWPIVEGRGFHLQVIRLCTDAGFV
PRVTQEAHGMHAVLSLVAVGAGVSVVPESMRQFRPDQITYQPIAEAGADFPLCLALHQPGPATVAFKEIASYGGFE
>NDK36930.1 hypothetical protein GXP64_19085 [Rhodovulum sulfidophilum]SE1
MTLVDLNGDGIEEALVFYSHPASCGSRGDFIAFSLEAGSGTKGGRRDVVLNGAASIPFNNGHYGNASWDC
>NDK36931.1 hypothetical protein GXP64_19090 [Rhodovulum sulfidophilum]SE1
MNHFTFDRVGAWATAAAVLFGASSATSATLGLPVLPAPEISGSGNAVNNPTLFGFDFLAEDAVSTGPAAASGLDVRITGL
LGLSPAALNVGPDSATLFLGGVQADLGYEFSASGPDSIEILFSGLTGSAATAFGSSVLAVITGEFGDDEAALFGAGFASM
PASVVINPVDKGVIPLPAGLPLLASALLSVLVFSRRRSCA
>NDK36932.1 hypothetical protein GXP64_19095, partial [Rhodovulum sulfidophilum]SE1
GTAVAGDDYLARSGTISFTEGQTRTAVNVPIIGDAIVEFDETFTLDVTPTSALASGEAGTDGVGTIVDNGPIEEVATVSL
SVSPVSAPEGDSGPQTAVTFTLSRSGDTTNAVTATLAASGSATAGSDYTGGVPTSLTIPAGATEASFTVTVQGDEDVEGD
EAITVTIAGLDRADHGIGTASATHTIEEEPGEGGSAPVAADDAFTTDEDTALAGDLFADNGAGPDSDPDGDPIDVTAASV
GGVALSFGVATAIAGGGRLTVGADGSLAFDPDDDFEALGAGDTATVEVAYTITDGDGSDDATATITIEGVNDAPAITSGA
AFTIPENQTAVGSVSTTDAEGDTLSYTITGGADAALFDIDPTTGALSFLTAPDFESPADDGGDNVYDLTVSASDGTDGTS
QDITVTVTDVEPEGPEPELIVGTSGIDYLVGTDAEERIEGRGGPLDQVLGGGGADVFVFEDQERSRDVLAIRDFSKAEGD
MLDLQGAEIAQEVVVGGSTYLILEGEDHDLIILDGVTGYDDLLPV
>NDK36933.1 DNA adenine methylase [Rhodovulum sulfidophilum]SE1
MIRVRRGLEVSNVGYPQLMEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFGVAPDQSARFSL
AKIGPLLDAAHTRLDGVVFENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRSQFSELAERLGRIEGAFVLSIN
DRPEIRDLFGAFVIEEVRLTYSASKTGATAARELIIANREVRVGLV
>NDK36934.1 DNA (cytosine-5-)-methyltransferase [Rhodovulum sulfidophilum]SE1
MQADFSTLLAQAGYTVPEAARLLGYSEGHIYRWKRGEEIPRESVIRLLNMEIERRRDAGDAEKAFTFIDLFAGIGGLRRA
MESAGGRCIFTSERDKYAQQTYMANFPDNRLPVGDIREVEAEDIPAHDVLVAGFPCQPFSIAGVSKKNALGRAHGFEDET
QGTLFFDVLRILMHHRPAGFMLENVKNLKSHDKGRTFEVIRRKLTEELGYTLETRIIDAGHFVPQHRERIVMVGFRVATG
FSFDDVHLPAYGTKRMRHILHPENGTEQPEGHFTVGPDAAVSDKYTLTDKLWAYLQGYAAKHKAKGNGFGFGMVDGDSIS
RTLSARYYKDGSEILVSRGEGNNPRRLTPRECARLMGYPDDFRIPVSDTQAYKQFGNSVAVPVFAEVAKVMAPHILSLTK
AEPLKKVG
>NDK36935.1 DNA mismatch endonuclease Vsr [Rhodovulum sulfidophilum]SE1
MADVHDNKTRSRNMAAIRGADTKPEMLIRRGLHASGFRYRLHDWKLPGKPDIVLPKHCSVIFVNGCFWHGHDCPLFRWPA
TRQEFWRVKITGNMERDARNIGMLLASGWRVATVWECALKGRGRLSPEAVIDSLSRWICSGDQRLNLEGLHTETGGLI
>NDK36936.1 restriction endonuclease [Rhodovulum sulfidophilum]SE1
MNEQGIFDFAGEGGGHAGLLTDLLSRAERVLVKKLSNNDRDWARYDNKHQAGVYIPAEQREGGFFPPLEVKVRKDPDAAP
IREAWFDTLWPQASGGARSKRSRIVHYTSKGPETHMTRLPKECFEQLSPASFLMMGRYRQGENTVYECLTIDSASDEADL
LLTQLDITPDFLIGEFEPAEVRAKEQNRVLDFAEELIAAWKAGTIVEFGRFRAAMPKTEELAGLARTRYLETHGLDCLDP
FAIERPGDALREISRSIEWDMFRDFQRRERAVELVRIVLGDAPRDMTVAEFIRQLINELPRIDALMLSASQQRKSRAGYS
YEHHIEAMLSGGKIPFEKQVVIEAKKRPDFILPSLAFISSGEATAATGLILSAKTTLRERWKQVEREKGERRLYLTTVDE
NIAGNAIQDMEGIGVQLVIPESLMDAKETEYAGRANVLTFRRFCDEVIQPNLKVWL
>NDK36937.1 hypothetical protein GXP64_19120 [Rhodovulum sulfidophilum]SE1
MLALNGPHWLVMTDFGPLGVGSESDPATDWDDALDQLAAAADEDRPARVFRLDFNAPAMTEVTDEAWCGLEGRLAGMAA
>NDK36938.1 KTSC domain-containing protein [Rhodovulum sulfidophilum]SE1
MPYVRSSAISRIEWSNGTLSIWFHESGRYDYHGVPEHVYEAFLAARSKGTFFNARIRDHY
>NDK36939.1 BC1881 family protein [Rhodovulum sulfidophilum]SE1
MSLSDVATCDLHNELIKREGVTAVFLGPDDKITKTVHGPAWIIVNRD
>NDK36940.1 competence protein ComEC [Rhodovulum sulfidophilum]SE1
MHVVDGGYEEDGQKVLDHLRGYYGSNRIDHVIATHPDGDHTVGLRTVLASAEVGSLWMNRPWAHAEELLPYFSRYTNAEN
LANALREVFPNLAKLEDIAIERGIPIHDAFQGNMIGEFKVLAPSKAAFLQYVADDDKTPKAAQDATGRGLLGGLVQVVAE
GIRMIQAAWGVEAFPAEDTSPRNNMSIIQFTNFFDKNVLLTADAGRAGLVEAATYAASSGVDLPANKFRLFQVPHHGSRH
NVSTEALNVWLGEVGDEAQESRSIAAVSAGKDDQDHPRKVVVRAFMHRGAKVFETKGEKIRFSGGAAPAREGWTPITPLT
YPTGYEE
>NDK36941.1 hypothetical protein GXP64_19140 [Rhodovulum sulfidophilum]SE1
MEAVLKKFTDPYERKARLYPALLALLPVVVAVALYTDWLTLDVSNTVYIAAIAGILFWLAGKTRDLGKAVEKRLVAQWGG
MPSVTLLRHRDQGLDRYTKQRYHQKAERLAGIPMPSAFEEERDPTDADERYRAVTSALLSRTRDTNEYALLFKENINYGF
WRNLRGLKPFALFIAAPIIGFGICHDLEVIMSFNSPDGLELAVVSMGAITLVAWVFTINDDAVRRAADNYALRLLECLDK
VSA
>NDK36942.1 phage repressor protein [Rhodovulum sulfidophilum]SE1
MMIGVADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEIT
GFDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGS
VPSEAVGKRCVCECEEGLGWVKVVRPGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>NDK36943.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]SE1
LTLKVLFGLPLRQTVGLVASLIEMAGLDWPVPGYSTLCRRQARLKVHIPYRCSGQRLNLLIDSTGIRFRGDGEWLARKHG
ASRRREWRKVHLAMDTATGDIRAVEFTSGRHGHSPILPALLSQIPVAEAVETVTADGAYDTRRCHAAILERGAEPIIPIR
RNGRAWKPDCPAAISRNEIQRATRCLGRSIWKKWTGYHTRSRVEAQMNRLKLLGDRIMSRDPDRQTAEIQTRIAIMNRFS
ALGRAETEAVA
>NDK36944.1 hypothetical protein GXP64_19155 [Rhodovulum sulfidophilum]SE1
MNTSGPIAHSREFLDILQFWHRLEFFIPYDLSKRVETSDRKVAFWLREETLKEQLAEVSAYVPPQGKRISSTHLFVGVFP
IAEVDCFARELVPADENESNFDDVERGLPEGRSCFARFGIGDGFCVNFDDVEVSTLPWAMGQTRRNGLVALSHAAYHDSQ
QGLKDAFRHICDRAAAEPAPTLLAETILDILSALETWSCFDAPRGSCPIACLEINLGKSKDVAGKTSAISSVDATAEVPA
DDQSDVSDNDEDTSETEIGILNSFFITDLERAMEALQEGDDLGTLRAYLAGAPGEAQVDLYSDAGPEALLSGLVPDRCNR
GRWMSPPEHAMGLMQQFAINKSIAMRRGSGGIFSVNGPPGTGKTTLLRDIIADNIVARAEVLSGFKRSGEAFERKKLTYD
NGQGQSSVVSVLKPELRGFGMVVASSNNAAVENISRDLPKSGSITAPDNFGYLQPVAHKLAAQKFDGTFEALSEDDRPWG
LIAAALGRSSNRHIFQQRVFFRADKEAGQNDGSGVMPQTIWDWRKTYSGPSFSQAVRAFREQSAKVATAVRTAARFAELD
ILLSKHTLESYVADHRIKLGDETLRVARAQDALKDAIQSAALLRREIDNLKEEERLLDRQRPAWWVRGLGLPASRKHRRR
TAENAAAQMEQRHHLSKVQTQVEVEHADRLQLANEALRTACSNLEAAEKTFHDMRAELQALRAQGYDLPNTATEDLESDR
VQISGLWHSNLLAEARSDLTRSALSLHEAWLAEVSQSRAGFGGNLLAISHLLSGKVTGDPAPIWESLFMVVPVISTTFAS
FARQFSEMGPASLGWLFIDEAGQAVPQAAAGAMMRARRAIVIGDPLQIEPVFTLPTSLIDALAKLSPSTMEGSWSPDRTS
VQVLADQTNPFGANIATEGEEGIWIGSPLRVHRRCADPMFSLANDIAYQGKMVFGAKSRISEGDIAPNLGPSAWIDLPGA
VLGKQDVPEQTHFIAQLIQAVAVRTRTLPNLYIISPFKEIATNLKSELRDMDWGEVGITKRELSDWLAQRVGTVHTFQGK
EEDCVIMVLGTDHAHAGAARWAASKPNLLNVALTRAKKRFYAVGDRGLWAQMPGFDLVARELPVMTAGEALHKVRDTSG
>NDK36945.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]SE1
PAACVRNETLRATRYYGRAFWKRWTGYHARSRVEAKMRGLKAFGERIAARDPDRQTAEIHIRIALMNRFSALGTAEIERV
A
>NDK36946.1 hypothetical protein GXP64_19165 [Rhodovulum sulfidophilum]SE1
MATAAAHERVLTLSAAGLVVFVLLALSVSMAISSPLRTVSAALRKTMDGDFSHALRPSWIAEANAISTAGEVFRSDLAEK
EQLSRDISSVIDACAAGDFSRRLPDPGANSSSADIVRGVNAIGDSAQKGLGDVLTALDTLS
>NDK36947.1 hypothetical protein GXP64_19170 [Rhodovulum sulfidophilum]SE1
MDISRALESVVSNLAGIVLQLSRSSETLNRTARKIADSADNASQRGQNSAASLEETAAALQTLEHNVRGATENAKSAERH
VTTARERAEATRSVADSAVDSIRKIEQSSQSIGQITDMIEDVAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAKR
ATEAAGEINSLIRSSEGHVVDGVRHVSETVDALSSIQDAVVHVYDKVTEISATAVEQATSITEINTAVGSLDHDVQKNAA
ILDETATAGQELTTEADTLVKLVRKFKLPTQERSGIHPFAAE
>NDK36948.1 hypothetical protein GXP64_19175 [Rhodovulum sulfidophilum]SE1
MADASTSTRCYWIRDQDGAEILIPMCWGAAIGGPAECTCNVPEKGDTGRRITRPWRGFRNGIGVPK
>NDK36949.1 site-specific integrase [Rhodovulum sulfidophilum]SE1
MRKINLGVGPSHPEFMARYEAARRGEVWTPPEERGPIPRSIAWLTLEFEKAMQERVAAGLMHPGTLKQRRAFYDRVRADH
GEKAMQIPRAKIVEIRDSMISTPGAADNMVKALRACFAWAIERGILTENPAAGIGKLNRGRGAVPWSVDDLQRFRDRHPA
GTMAHLSLTIFMFTACRLDDARRLGRSHERRIDGITYLDWMPGKRGSARVVIPILPPLAEAIKAQTLVGPTYLLNGLGRP
FASGAAFGNWFRDRVAEAGLEGRSPHGIRKAAGELLALEGASQYHIMAIHGHTQAKTSETYTSGVNRQKLAAEAMQLLRG
MKW
>NDK36950.1 hypothetical protein GXP64_19185 [Rhodovulum sulfidophilum]SE1
MTATRFTEAQVRRAVKGATDAGWPVGEVRVEPDGTIRLLPPVKESLQPEERIPQAWD
>NDK36951.1 hypothetical protein GXP64_19190 [Rhodovulum sulfidophilum]SE1
MALDLASAPELRWTVCIHLKGGNVARLMMLEADAVSLLEAIDGHIRVQGFRGWIRGDLVVLKMEELQMVRLIPWQEAAEE
>NDK36952.1 phage Gp37/Gp68 family protein [Rhodovulum sulfidophilum]SE1
MGENSKIEWCAHTFNPWIGCTKISPACDNCYAAAWDARWGNSWGPHVRRRTSAANWRKPLAWDKAAAAAGERHRVFCASL
ADVFDNDRSITSGWRGDLWHLFHRTPNLDWLLLTKRTQNIARYLRPEEYGDLPKWGDGWPNVWLGTTVENQEEADRRIPQ
LLAMPAAVRFVSAEPLLGPVDLTPHLYPKQWSCDFGAESGGGSARGTIPKLDWVIVGGESGPRARPMHPDWVRGLRDQCQ
AAGVAFFFKQWGEWGPPKPYPIPAQPGGMTMFTVATSSDSKRVGAKVWRVGRGLERQSEFMDRKGKRAAGRMLDGRTWDG
MPEVMREGRADA
>NDK36953.1 hypothetical protein GXP64_19200, partial [Rhodovulum sulfidophilum]SE1
TNDPRRAEWLLLGDPEAGQPPVEPRICPGCGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRDAIAELVDCAMKEGKV
DG
>NDK36954.1 gene transfer agent family protein, partial [Rhodovulum sulfidophilum]SE1
MAITNIAPKGGIVAEIGGRSRPLILRNAEIERFEREHDLGIFAVLDRLIGRGSCPQARHIRDLVALGLVGGGMPDRAADD
IVSGMPPGENWRLRQIAHDLVIAAFLTDAPQKKAQRLDRRPGPRRRPKLGRPRPDPWRRRNRTETGRATGDDAGRSRPVD
RGLERGA
>NDK36955.1 phage major tail protein, TP901-1 family [Rhodovulum sulfidophilum]SE1
MAKQKGRLLLVKIGDGAETETFANLCGLTTQTLTLNNNAYEVTTPDQTDPGGQIWREVMTGIRSMAISGNGYFEDSDAEG
RLRSVAFGTGQNDTADAICNFQVIVPDFGTFEGAFHVDSIEYGGEQENGVTYSISLSSSGYVSWKAVA
>NDK36956.1 DUF3168 domain-containing protein [Rhodovulum sulfidophilum]SE1
MAEGYALALQDGLVAALRADPGVSALVDKRVYDEPPKAVTRPFICLGGIEPRPLRTSGRRAADVVFSIEAHSRPQAAGRV
EATRIAASIVAALDEQESAVTVAGYTLIRLQWMGQTVARDSDGESYSAIIAFEALIDG
>NDK36957.1 hypothetical protein GXP64_19220 [Rhodovulum sulfidophilum]SE1
MLRTLPKSVERKIEAANAENAEDLMRTAKVLIPEKTGKARRLIKAMPQGDGGVLVDFGPLSKILEGGTEERHHKDGKSTG
KGPARPFVNPALQVTEKRRKNRARKAVRDAIREVKGNG
>NDK36958.1 phage head closure protein [Rhodovulum sulfidophilum]SE1
MSVAANVRAERFRDRITIQRQGAEDDGHGNVVSEFEDLLSLWADMREATGKEKISSGVVEASRMATIRIRFSSAARGITA
ADRVVARGQTWNIRSIARIGRVGEILEMLCETGVAT
>NDK36959.1 hypothetical protein GXP64_19230 [Rhodovulum sulfidophilum]SE1
MPDVSEVSASAGGAIRVETTALGPVVTLAEPVEGVTLSYTCGLPAAQLRLAEVAVKLYIAHLYDGSDLSPAFGAMVEALR
WRQA
>NDK36960.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]SE1
MTAIPVLVTPPSAPVVSLEDAKMHLRIDHADQDAMIEGLVLAATAHLDGWRGVLGRAIMP
>NDK36961.1 hypothetical protein GXP64_19240 [Rhodovulum sulfidophilum]SE1
MPKFRVLRQHLGERMYREGEMRDAAASEVAHLVAAGVLEPVAPESIPAPDPKPRRARKGTGQ
>NDK36962.1 phage major capsid protein [Rhodovulum sulfidophilum]SE1
MADENKTAAELAVEMKAALDKSLDGVKALAEEALGKAKAGEALSETLKGTADEALTGMNELKAQLGEIEQKIARGAGEDA
PAEAETAGQSFVDSDEFKRFAEGGFARGDRARIETKATLTTSTAASAGSIGPALAPTRLPGVIELPQRPLTIRALLAQGN
MDGQSIEFVKEHSRTDGAGMVAEGTAKPSSDFRLEVVSTSAKVIAHWMKASRQVLSDVSAVRSMIDSRLAYGLDLVEENQ
LLNGDGTGQNLLGIIPQATPYVSPLTGADTTSIDKIRLMMLQASLALLPADGVVMHPADWAWIELLKDTTGRYIIGQPQG
TIGATMWSLPVVPSMAMTLDKVLVGAFRTGAQIFDRWSTTIETGYENDDFTKNLVTILAEKRLALATYRPGAFIYGDFGR
EA
>NDK36963.1 HK97 family phage prohead protease, partial [Rhodovulum sulfidophilum]SE1
LKALTDDGTVEGYAAIFGNVDNGGDKIAPGAFVGGMTKARQSGRSIKMLWNHDPYQPIGVWEDLAEDAKGLWGKGRLVLD
VPKAREIHALMKAGVISGLSIGYRTREAEPDGNVRVIKKADLFEISPVTFPMNERARISAVKSDGMDDVVNKLRAGDRLT
EREFELMAKGLGLSNSQAERAARIHLKGPGEPAEAAKDGAAFMRAFLGLSA
>NDK36964.1 type VI secretion system tip protein VgrG [Rhodovulum sulfidophilum]SE1
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTRDGARPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELARDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGAHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIVALGAGFRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNKVPYDLPENKTRATLKTDTHQGTGFNE
LRFEDENGREEVYLRAEKDLSLRVRDNAVSNIGGLSVENIDKDKWEMIGNAHTLRVGKDYNIDVGFERDFGGTFGYHNLG
DDGLQKSIFGYDSKGFDLGETGDYRLNVKGTITQTTQSTFTLRAKDSTHIESDQTLRLEAGRDFDVNAGRNLDLTATRSL
VGAAADFIKIEVAGVSLTISKDGCARLRGTNIEIHADDKVDIRAGNEIRLSAARIDLN
>NDK36965.1 hypothetical protein GXP64_19260 [Rhodovulum sulfidophilum]SE1
MAQDHAPVSDVTVTYENDLGGQITITIDGTDFVLSAARARPAPLVRQAQEYAGTIASSIWHQPTDVTTGAFLLATLGGTF
DGIAPQGSRNARAVMSLPVEAFGMLRRDWRQLRLELQMLLVYQQTDLRGRMLLASGTRIATGMTVTPWIFSLGGRVKGYA
LARGAATFALATLGAVYRMSMRMYEAKLSVMDTGPYPFLAAIISGEERIFHLAREIGIDSYFEIRNYLRDHPEAIQLEDT
ELRLVQKAINWVFDALEDPAGFTDKVEE
>NDK36966.1 hypothetical protein GXP64_19265 [Rhodovulum sulfidophilum]SE1
MMRFISKGGYFVFLAILSVVAGVVLPVTLVFGAFALWDHDYFNGIALLGFTLLGLYLTQFAFDYRKKIGRNRDASGPDGA
GQD
>NDK36967.1 hypothetical protein GXP64_19275 [Rhodovulum sulfidophilum]SE1
MRALLAALLLAGCGGLPGPLGPNLAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VMVALIGWIAPSPGEIGRRIAEAITRRRT
>NDK36968.1 lysozyme, partial [Rhodovulum sulfidophilum]SE1
DRSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPAEVPFRW
GGA
>NDK36969.1 hypothetical protein GXP64_19285 [Rhodovulum sulfidophilum]SE1
MSNWAITVGIGLGHLLFGMPPDETAALGEIYGEATSQADEASASGSVIDVLLEQMPASPERDELVASLRAESAGKVSQSL
GDGRVVLSFMDGRLQEITLGAEARNVQFEGLLLFVAPEREVVEDLALRDPGARIAEDDIRYPALGIALYGFAELTAQRGI
SFPPVPNPERAVVLYQPHKAATLGVTSRVIVDPLPEEFGPLTLPLLEGVDGCSGPQG
>NDK36970.1 hypothetical protein GXP64_19300 [Rhodovulum sulfidophilum]SE1
MWGMTVASITRYKAGWRAQVARDGIRRSKVFETKREAQDWAARQEYLIKNAEKEASAQPFGDVLIRYAREVSPTKRGERW
EVLRLKSIAANRLGLVRLRNLAANQLADWRDQRLREVSLSTVRREMNLLGAVLTRARKEWGLLSINPIEDVRKPAEPLPR
DRLPAQGEI
>NDK36971.1 hypothetical protein GXP64_19305 [Rhodovulum sulfidophilum]SE1
MTQGTYLLDNTHTKAQAFAMLQGALSAIQSGNAGAAPPAETATGMIWVDTAARALKMRNVPNNGCITLGSFASGSFVPAG
ANQLTEAQATDPTGTEFGAISGAQIAAVVDARNGAVGTPVNEAAWHSYNMINVGDRATGLFWDHSVDGNISVLETPSCHI
PRDCRPAS
>NDK36972.1 lysozyme [Rhodovulum sulfidophilum]SE1
MRTKTHRVPTVCFGETRGVELGDSYTPAECRAMFADRLAEVEAGLDRLIADPVEDRIPDRSYVGILDWAYNVGLGAAGRS
TLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPAEVPFRWGGA
>NDK36973.1 hypothetical protein GXP64_19320 [Rhodovulum sulfidophilum]SE1
MRALLAALLLAGCGGLPVPLGPSVAVNVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWL
VLVALIGWIAPLARRIGEGIRGRR
>NDK36974.1 phage gp6-like head-tail connector protein, partial [Rhodovulum sulfidophilum]SE1
MILEETPPPGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRR
>NDK36975.1 hypothetical protein GXP64_19330 [Rhodovulum sulfidophilum]SE1
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGDDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETARETARDAATA
>NDK36976.1 phage major capsid protein [Rhodovulum sulfidophilum]SE1
MPKPRDLNDLRRERRAAAAQMQERADALAALEGAETPDAEAITAAETAFAEAQAGFETLNAQVGRAEAAEAARAAAATGG
DDPAPGTGTLPTGANPGSGSPATPRNPAHRGVEVGFMLHALAASRGDRERAVARLEADGHSGVAAIMSGASEAAGGITIP
AAQSEELIALLRPRVTVRASGARTVPMPAGELRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLL
RHSSVAMAQHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALAANWRDGIAGTAAAAEAAVRWAVSTVEDANVGMVH
PGWIMRASAKNWLASLRDDRGTPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAAST
EAAFVDANGETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>NDK36977.1 S49 family peptidase [Rhodovulum sulfidophilum]SE1
MEKTIASLLGAAPLALDHDFGAGLLGLPLPAAPAAGPALSGPVEVARGERFAVARGVAVMPVRGVLTPNAEILERFLGWA
TFAGIEASCGALAAQEDVAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSL
AGSIGIMRQAGWPVGPDGAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPGDLAARLSVT
DDPADGGATFGPEEAIARGLADRAETRLAFYDRIFAAHAPKPAAARRGSGRGHLAQAAAAQARATL
>NDK36978.1 phage portal protein, partial [Rhodovulum sulfidophilum]SE1
AGPVEPSGTRHPASWFGDLWAGGQSRVRSLPVVTPLAAQRHATVFACCNVIAGDLAKVPLRLYQRMGPSRAEPVVEHAAT
YLLNTESAPGVAARLARFALVYAFALRGRGYAYAPRDGAGELTLLDVIRPDLCAELRDGRARFYAFEDGAGIQRRAPSRA
MVHLRYMAEDGWTGRSPLQVAAESVGLALAGQEAAARAASGVQMRAVLKMEDVYEDDEAWHRNARRVRNALTDPEANGIP
IIGATDDIKSLDLSAADQQLLESRKFDREQIAAIYRVPPSKLQMLEHGVKANGQQQAIDYKTDCLLHWGGFVEAQLALGV
LTEAERRAGLFFRHDYDALMQATTKERYDALKGAVGGPFLTANEARAEDGRAPVEGGDRLNPAPNMTRDDDSKTGTEEDE
D
>NDK36979.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]SE1
MTDSRNFDLDQLRALIAVIEANGFSAAARRTGGLQSTLSMKVRRLEAEVGQPLLIRLGRGVEVTAAGQVVLATARQILAL
NDRTWGDISGAKMIGRVRLGLPDDYAAMLAGTIRAFLLRFPHVSLDIICDFSVSLLKQVQQGDLDLAVVTRM
>NDK36980.1 BCCT family transporter [Rhodovulum sulfidophilum]SE1
MTERTRTDTQTSLLGLSVDPIVFFTSASLIVIFVGAGVLFTDSLGTITAAVQNFIVSRFGWLYIIVVGAFPALAIYLMLS
RFGSVRLGQDDDRPKYSTFAWLSMLYGAGLGIGLVFYGVAEPMLHYVTPPLGTGGTPEAAEQALLFTMFHWGIHPWALYI
VLGLAMAYASFRQGLPLTISSTLVPLIGDRANGPIGKAVNILAVFGTLFGLATSLGLGVKQIASGLNFVANVQDSIGLQI
GLIALITSLATLSVVAGLDKGIKRLSIANSIFAVSLLAFVIIAGPTQAVFDALPQNLGVYLQNLVGTTFFDEAYRGGDWQ
AGWTLFYWGWWVSWSPFAGMFIARISRGRTIREFIAGTMIVPSAITLVWFTGFGNGALALAQSGAADMVSAVQDNVSTSL
FVLLAQLPMPMISSVLALIVILLFFVTSSDSASFVIDIITSGGAENPPVVQRIFWAVSEGVVAAILLLVGGLGALQTASL
ATGLPFTIVLVFVACALLRALHRNEGRRMNHITLGVKDA
>NDK36981.1 metal-binding protein ZinT [Rhodovulum sulfidophilum]SE1
MQQAFAKHVSMLAAGALLALSAQAFAESGSDGASGHDHDHSEEHAHDHGDEDIYNGYFDDDQIKARDLSDWEGDWQSVYP
LLQDGTLEEVMAHKGEHGDMTAAEYTAYYQTGYATDVDRILIEGDNVTFFHDGEPVQGRYEDEGHEVLTYKAGNRGVRYI
FEKAGGDAEAPGFIQFSDHSITPTDAGHFHLYWGDDRAALLEEVTNWPTYYPADLSGEAVAQEMMAH
>NDK36982.1 helix-turn-helix transcriptional regulator, partial [Rhodovulum sulfidophilum]SE1
ALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGDPRLKKLTDLLIAAPADHASVAKWASRVALSERSLSRLLAEEV
GMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESASSFVTMFRKMVGKPPSRYLLERSRPR
>NDK36983.1 hypothetical protein GXP64_19370 [Rhodovulum sulfidophilum]SE1
MTERYTLKQSLYVRASMFTADELRRQKRLGLHEVNENVLEGLVNQRAKLEGQQNNIIRSLTTSLFLAFVAWSGGDIQIPG
TGASLAEIPAFLELSLIAASFSVLMATCSFLSIQLYNAVIAAVASDVLAKNKLDPDLFSAAHTPTWLFLKYSKMAPVDGR
KPGFRISTPGRVFYGALVGSISAILLSLWFLAIASIIYIAHSGLSDDVSGRGVYVICISMILASFISIAANFVAFTHEMD
FSALEEIEPDRGDLSDQSKAGCNLK
>NDK36984.1 hypothetical protein GXP64_19375 [Rhodovulum sulfidophilum]SE1
MRQTVIAALAASGLYLAAGVAQAATFAGYSETADVYFDDVATFDFEPAGLGGSVADLDLLVDIQLSPDLTAGFLTLFNGA
LATVLDGSLLDTVLSVDNDLGDDTFSMLFSLSAGSQPYAIATFTGDLDGFGFSDFFTEGVLFVDGGLKIVGATEAGAAII
PLPAGVVLLVTGLAAMGGLGATRRRGHPGLLDAPDSKGRR
>NDK36985.1 tandem-95 repeat protein, partial [Rhodovulum sulfidophilum]SE1
LGLDSILLEGITSAALDPSDFVGLLPMNAPPLANDDSYSVHAGEVLTVAAGAGLLANDSDADGDAINATSIEAPVNGTIN
IAADGSFDYTPNAGFVGTEVLTYTVSDGTTFSQAEVTIAVANTPPAAVDDSYSVHAGEVLTVAAGAGLLANDSDADGDAI
NVTSIEAPANGTINIAADGSFDYMPNAGFVGTEVLTYTVSDGTTFSQAEVTITVGNTPPVFGSYGPFEVLENTAAVGSVV
ATDPDGDALTYSIEGGADAALFDIDPVTGALSFLTAPDYENPADDGKDNVYDLIVGVTDDFLFLTIATVQVAVTDEDEGA
GPNLIVGTAGRDILVSTGDVDQILFNGGYGDVGVGNGGGDIFDFSVNVINGSLDSTRIMDWSEGDTILGFDYDDIHPETF
RSSSTVLRFAYGPDDDVLTITGDVSGGLESLFEMDLA
>NDK36986.1 hypothetical protein GXP64_19385, partial [Rhodovulum sulfidophilum]SE1
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALF
>NDK36987.1 hypothetical protein GXP64_19390 [Rhodovulum sulfidophilum]SE1
MADETIARDIARDAEPEWILKFSIKGGDTVEWVAAKSTVFGALEELSKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPDPKPARRARFTWA
>NDK36988.1 hypothetical protein GXP64_19395 [Rhodovulum sulfidophilum]SE1
MSIMDAIAPPPDALAAFVAEWRGAAPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAT
RLCPFD
>NDK36989.1 hypothetical protein GXP64_19400 [Rhodovulum sulfidophilum]SE1
MAAILAIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKLLLARAAFARAERLQGRAVTLGALAAQARAGGDA
>NDK36990.1 hypothetical protein GXP64_19405 [Rhodovulum sulfidophilum]SE1
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAGGGLMLAWIAKASL
>NDK36991.1 hypothetical protein GXP64_19410 [Rhodovulum sulfidophilum]SE1
MKTILTTAVLALLAAPALAATDTTEDLADAVSPASAPDCFAPIQGSNAPGCVYYTAPTGNDRDPAASGEGEGEGGESSDT
>NDK36992.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MVEAEPQFKEIGIRLERIRLGFSDLNQKDWAKKHGFGPTQYNNWENGVRRIPVDAAEKLCSLYGLTLDAIYRGRLDGLSE
NARKVF
>NDK36993.1 hypothetical protein GXP64_19420 [Rhodovulum sulfidophilum]SE1
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>NDK36994.1 hypothetical protein GXP64_19425 [Rhodovulum sulfidophilum]SE1
MGIMEMLALILGIQVSGGALFLGVLIWGMRHMAETSRRLDAKAADFDKEHARFLRTMHRLR
>NDK36995.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTAPQDATVTLTGPNGATTGPIPLDTFTAPPRPPMKETAEDEAVREKTYRVAADELRGFIERFETLAEEKAAIGDQQKAV
MAEAKGRGYDTKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>NDK36996.1 hypothetical protein GXP64_19435, partial [Rhodovulum sulfidophilum]SE1
MAKRVHTDLTIRGTTYPDAASAARALGVTPEAVRSAARKGRLDRVGPGRKGLAPMPVRIRGEVFTDAHAAAARFG
>NDK36997.1 hypothetical protein GXP64_19440, partial [Rhodovulum sulfidophilum]SE1
MSIDIKIICGTEASIPDPPRPKRSGDTDPRQYFSMRPMTGEQRKSLRRAAEELSGALSGFWMHRVPGKRQAAINMDHYLT
GAGQDREFSSGNVDDLFDTLTESSTKRHYSLEQGFLDKIREDLLGSGIVLSQS
>NDK36998.1 hypothetical protein GXP64_19445 [Rhodovulum sulfidophilum]SE1
MFSVVAGEVFEAVVGRSSFRMAADDGTIEISGSHIKLSADRIDMK
>NDK36999.1 hypothetical protein GXP64_19450 [Rhodovulum sulfidophilum]SE1
MPVPLGPSLAANVQAGAENAQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWIVLVALIGWIAPSPGE
IGRGIGEAVRRKH
>NDK37000.1 hypothetical protein GXP64_19455 [Rhodovulum sulfidophilum]SE1
MANELAPSETALGIDLNLSAAMLDFRLNDVPILDPQTPLSTDAQITTRLTLNEAFTKGQNTISFSLKFKPNSEWTPSLHL
RLHSWPAGTLPELFQGSDFVFDVTVAASQNDPDKVEITQMTGTGQPTATISNIHQTAGDGTTDSWNTWTVTANVMINFPQ
DAWQSAQILELTPELRRELSGEYMKVHSALSQGERAAKMALAPYIHRLAGGVGASDEEYYASGYEALLSGEAGFKLRPFD
ADESTVQLYGHGRLAALLPFPIRYWNPETEQEASLFLYFWKDQAGQWQIIH
>NDK37001.1 hypothetical protein GXP64_19460 [Rhodovulum sulfidophilum]SE1
MESTFSASGREKSNITAALQAVNLPQSDKALNAKVGWNGIKVNVAAEVKISGFGIVNMMTQEKRSPNTKRGGVLRCGFLN
WF
>NDK37002.1 hypothetical protein GXP64_19465 [Rhodovulum sulfidophilum]SE1
MEGGDIDLSSQAGNDDAQDPGGDPGEHGSGQDGGRALRDRGEKDAESGGSSYETVGRGRFMHVQEQIDFRCVQSRFVMRR
NGEIEITGSHIKINGKRIDLN
>NDK37003.1 hypothetical protein GXP64_19470 [Rhodovulum sulfidophilum]SE1
MNRRTFLVATALLVFTGIAAMLWQQAGQEIEASACNTAELGLSGDAPLELWAIFSRDCARRYVEETPDEAPRLIVTLGFP
SVLFEHLSKREALQVISGAMNEGDRGFFAQDSEILARLNALPRSPEIEKIEDFLQFLPPGDAPSQSPDSAWRLSVLPIWN
DAKAAALFVQGCETVDCQASRTSCPGEVGLIDKLKLAQGDARLSDVAALCPISHEWILALRRAGIVDTLCTSTLQVNAAM
NDIEILERGCFPEDMQLMSYDALSPNDAVMFLRERFARQALAEIDRPSLDYVANYFPSAAAYLLSGKIAE
>NDK37004.1 transposase, partial [Rhodovulum sulfidophilum]SE1
VEALNEAIYRFGPPDIMNSDQGSLFTSFAWIDLLRRSGIRISMDGKGRYLDNIFIERLWRTLKYECVYLHAWDTGSQARA
GVRNSMEFYNHRRPHKAPGGQPPAVIYSLQIEAAQPDQQEQIRA
>NDK37005.1 cysteine synthase family protein, partial [Rhodovulum sulfidophilum]SE1
MNFQFENAIGNTPLVELKNMGAPKGVKIFAKLEFLNPGGSIKDRMVRHILDHAEKTGDLQPGATIVENTSGNTGAAIAML
SAARGYRAILTMPDKVSKEKQDALVALGAEVVVCPTAASPSSEDHYVCTARRLKSEITGAFMINQYDNPLNSEAHFLTTG
PEIWAALGDRITAFVAAGSTGGTISGVSRYLRTKKPDIETILLDPIGSIYFRYFHERAIDEKDIGSYFVEGVGEDHLARC
MDFEVINDVIRFDDRVAFATCHQLAAKEGLFCGGSSGANVWGCLQVAKRLKAPATIVTVLPDS
>NDK37006.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MFASNHTFAGTSVNLNTARFFNLSNTTRIREVAKIELSDRSYLPKVGDPRSDWVASVAVPAFQALAQAGVEAPNFCSIGT
GAGLDALAAIEILNARNVFVTDLHDDVVTLAHENIVNNVANGSEVTVAAGVGDLLSPIIGKNLDLDLLYENLPNIPMSEN
ENLYDGQTSSTFIKQRGEQIPDFIRRYLVELHYVALRQAFPLLKSGGRALSSIGGRIPLDVIVQIGRNLGYRSQILTFTW
KIQSEPAEVIGGYAQWEKQGFGPFRFYPAEVLAETFSAVADVASGARVRQIELSLFSHEMSATSALAAMSAGVSVGHTVA
ILESLKP
>NDK37007.1 DMT family transporter [Rhodovulum sulfidophilum]SE1
MQRLIFSAQIVIFSLIWSSAFIAGSVAIKDFDPFTLLVLRFALSALVLLPFGWVGHSLFDVEVVRHGLMLGLLNNAVYLG
LSFSALRLIRPEVVIVIISSAPFVATFAATRLGLEPLSKRIIGGIMLGFVGVLVISGIATSEPPNIWGLFLATFGMLAFV
AGTIIFRKKSSGLPILQTNFWQSVAGAVALLPLAAVSGHPIGAPSGQALFALLYLVFVVTIGGMALWLLLIRTSGASSAS
SYHLLNPFFGVLLAHLVLGESVRTTDFIGAVLIGIGLILTTAKRGENHVRKQPYLRRHVR
>NDK37008.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MTSSTPLGDRRITFDQLRGFILIAEASGFQHAATRLGRSQSAITQSLKRLEDIVGCRLVERRQGRVVGLTPDGERFLPAA
IEIVARASEAVSAMQKPQITGQIVLGVPDDFQIFDLHGAVSRASNLNPSLRIEVRSALSSDILQMFDRGDLELAIVKRVA
TDPIVQKSKASHLLRKEPLYWIANEKRSLESLNDLPLAIFPEGCSYRRAALEAVASIGKNAYSAYTSASYENIRSAVSAG
LAIGVLPRSALSKDHVILSDEEGFPSLPDVHLIMIQATRCTMVNQLAQFLQYSAVHP
>NDK37009.1 autotransporter domain-containing protein [Rhodovulum sulfidophilum]SE1
MADATIGLSDLAGRCLARRQIIAGTALTGVLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSV
TSNTQNAINTSTSNAWEFQIDGTLRADGTAGGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSI
MIANDTLSLTNNAGATIEGTVQMATGGTSSTIDNYGSISGRDGRAALSLAGDATIYNRAGATMSSEYNAITATSGVGYLE
NDGSLTSTNTTYNQTAAAAFYKSGTVVNSATGTMSADIGAWIGNWYELSSTKGTLTNDGTITGKRHYGALFYNLMDANLT
NTGTLQGATDGATFSGMTNGEITNSGTITGNRGLYFMSSSYAPTGHASITNSGTIEGTGTYALEKTSGISYDLTLDTGSN
LIGQVQADSGDTLTLKGTGSEDEDLKGFGSLTMAGNAWTLSGSVQADALTVSSGTLTLTGTDLSFGSVDLASASKLIVNG
NFNSSGETTVASGSRLGGSGTFGEITVQSGGILSPGNSIGTLSVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVING
GAVQHIGFDGTYDPSATYRILEGGTGLTGAFDSVTSDYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAV
SEAAGHGNAVFDAAAFLPDDTAVLGAAFDSLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYTSRAATGA
DMVRAADAPEIWVEGFGAWDRKDGNDNAAALRENTGGFLVGADMTVSEATHLGVFAGYGRTELDVSERASSATADSFHIG
AYGSRSFAAGSGLLSLRGGASYSLSDVDSDRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLN
TDSFTEDGGAAALAGQSQDMSTLFTTLGTRGSAQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIR
DVALLEAGASLSLSDMTQLTVGYKGQIGDNVREHALTLRLSARF
>NDK37010.1 hypothetical protein GXP64_19510, partial [Rhodovulum sulfidophilum]SE1
MANPRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGDPPAYLGEIEQEAWWMFADEMPWLGASDRAITETASRLRARMMA
DPNMG
>NDK37011.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MQRDSWLCQPCLRTGRVTPATECDHVTPKAQGGTDDEGNLQAICADCHKAKTEREAAEAQGRRLRPSFGADGWPIGPA
>NDK37012.1 hypothetical protein GXP64_19520 [Rhodovulum sulfidophilum]SE1
MSVGATSPAVDWSEITPSDSANLATVPRALDCAVSGDVVIVSASGNEITVTLTAGAPYPVRPVRVKATGTTATGIIGMW
>NDK37013.1 hypothetical protein GXP64_19525 [Rhodovulum sulfidophilum]SE1
MANTLDVRITLPWWRMATAYGAAHMVGTVASQVPPRWVEAMIAALARWVSCGATVRMVQ
>NDK37014.1 WD40 repeat domain-containing protein [Rhodovulum sulfidophilum]SE1
MKKLFTLLAAISLASAVRAEPIVRFETTTTINDARDFSPDGNLLASTVSQDGMTYLEIRETATGELVTRSPEPVHGTFHP
GWYHDGSGLYTDALSRESILHWNGKSWEMMKVDGLRYGGTAGGRGNLSPDSTKLSLHTYAGDIAVVSLENGQLQDVEISE
RRSHVAAWSPDGRYLATGHDGVVILLDAETFREQRRYEGLSSKTYKTAVVNSLKWSPSGRFLAIGSLYGAGYLVEPDNAE
GGVIDLRIGVDYASDLRWVPEAKPSWRNLWRKQQDILAYRGRTSGTNSENAEQNEPSRYYQIWYDPEAGETLQKTELDCT
GEKGVSTSVQTVPERGAVVFHCAKPDRERDVMVNSVIVVDPEGETQEYDLPLPIDVIEVSQDGRFAAIRESEADSPTISL
WRLDDLLHRK
>NDK37015.1 hypothetical protein GXP64_19535 [Rhodovulum sulfidophilum]SE1
MAKARAQSLECDAGRVLHLLCDRHDEVARLWSAFAGLCGAHAAYAKRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSE
EEKARAAVTNWMRWQGYLGQLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVEER
>NDK37016.1 hypothetical protein GXP64_19540 [Rhodovulum sulfidophilum]SE1
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHSHLAGAGSGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>NDK37017.1 hypothetical protein GXP64_19545 [Rhodovulum sulfidophilum]SE1
MSIRAIKGKGVNRARVVCDGCDREEVVTCNYLHRPGRVWVPDAGQINRKMIGQGWAEVKGKLHCPACEAKRKATGMAKTT
TAPASNPDGALRQPTRAQKREIMDLLEGVYDTTAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAGALGR
MEALERDMRAVAEEAARQRAAAEKKLAGLSVLKVELDRIRVAVGPRALRKAGVAA
>NDK37018.1 hypothetical protein GXP64_19550 [Rhodovulum sulfidophilum]SE1
MTAAARIRVPPAPRTRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWMVNRWGRHPKTADAATLGIEGWQPIPRRNRKGVIV
QDAVRFTPCVWDPTPARIAAARRAYLDWWGYLLAVQAALTGADLIRIKITRDMPPMRPWGGLR
>NDK37019.1 DUF2384 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTEENEAGGKSHMPELLERAKGYLDECRTSVFTEAERATLLCAASKLLSLWGVTRSQECQLLGAYIGELDSLRPEMLGPQ
ECTTLAHLVAIHDHLRSIFPPSEEMLAYRWISMPNAAFDGESALEFMCREGPAGVASVRSYLDSFQ
>NDK37020.1 RES family NAD+ phosphorylase [Rhodovulum sulfidophilum]SE1
MSDLLEDPDRIAALENCIRKTASKPSEFLGYIEAGIHDPLVAVAVSPFIFSGGNQRFGCPGAGAYYAGNSFSVAISETLH
HYALFLRKTPGVKRNELRCYCFVNRVNCDLVRILSGAVLNIEGHGDASADEVLDPDCYTISQTLAADLRARGESGVVYPS
VRQKGGECVAIFRIDGVEAPHDWSRLLYDWEGDAFSSVWHCDASFNKIKIFKYL
>NDK37021.1 hypothetical protein GXP64_19565 [Rhodovulum sulfidophilum]SE1
MLALRVVCLALLGGGYACVAQAGEFDSQMRAFYEASVTFWSDAPQILDAVAAQNARTANMTQDDIDLLDRQWVAEIGAVS
EPLIESVTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPHGMHFGEVEFDESSM
KYQAQISFTLVDPVSGRPIGAMTVAVDAEEFL
>NDK37022.1 HAMP domain-containing protein [Rhodovulum sulfidophilum]SE1
MKVQATSPQNRTKSLGSSVFVRIAGLIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQMTQASSEALGGHIAFRNEAE
IEAEMAQYIDGAGEELVLVEVTAADGTVLAETRDDRSADRDLLGVLSGRAIESGEVVYSDDGLTIAVPVRYGKSGRVVGA
FAATWSQKAMITHFLEEMAPAMAMIAVLFLFLLVGATLLLRRMIGRPLDEVSDAMAMVADGVLDRQVPDTERRDEIGVIA
RSLEALRGTLLDAKHAEAERDIDRTDQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVHTLNALMGAVV
ENATEITTRSEEISGASDNLSRRTENQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAM
SEIKNSSDGIGQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSDQVESG
VALVNRAGDALTDIVDRVGNIAELISGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQ
VARFQLQSGPSGGGSRRAERISVRDASVASDRSPAPHASQKRAVNDAGWQDF
>NDK37023.1 hypothetical protein GXP64_19575 [Rhodovulum sulfidophilum]SE1
MAKARAQSLECDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYAKRYLGVRLHAKTAKVEMLIERFEISGDDDLDLRSE
DEKARAAVTNWMRWQGDLGHLDRWQQAAIWGAVREQTALIRDRQATDEGRGYVQALRKLADVVERR
>NDK37024.1 thermonuclease family protein [Rhodovulum sulfidophilum]SE1
MSRKFPLRILIAALLAATLAEPASAMQTQISGSVRLRDGDTPVVGGVPVRLSGLTCDERGSQMGDRATARLWDIIGRQHL
TCVLNGETTYDRQVGRCYLPDGRDIAEILISEGYCGRCARYDPQRTYVKAQRHAGRYRGAMPGYCRPR
>NDK37025.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MNDMVSIPREEYERLRAAAEDLEDILAYDRAKDRDEESVPHEFVTRIIDGEHPVRVFRDWRGMSAAELSRASGVNRVQIH
EIETGKKNGSAQTLKKIADALGVTVDDLI
>NDK37026.1 type II toxin-antitoxin system RelE/ParE family toxin [Rhodovulum sulfidophilum]SE1
MKPITYRPAALKVLRKMPQTTAKRIISKIEAYAIDPASQANNVKALKGREGIRLRVGDWRVIMDDNGDVLDVLEIGSRGS
IY
>NDK37027.1 hypothetical protein GXP64_19595 [Rhodovulum sulfidophilum]SE1
MANTLDVRITLPWWRMATAYGAAHMVRMVSSQVPPRWVEAMIAALARWGARGATVRMVQ
>NDK37028.1 hypothetical protein GXP64_19600 [Rhodovulum sulfidophilum]SE1
MSVGATSPAVDWSEITPSDSANLATVPRALDCAASGDVVIVSASGNEITITLTAGAPYPVRPVRVKATGTTATGIIGMW
>NDK37029.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MQRDSWLCQPCLRTGRVTPATECDHVVPKAQGGTDDEGNLQAICTDCHKAKTEREAAEVQGRRLRSSFGADGWPIGPE
>NDK37030.1 hypothetical protein GXP64_19610, partial [Rhodovulum sulfidophilum]SE1
MANPRLPADVAAVTGAAAKNPQRHKGRATPMVKGLGDPPAYLGEIEQEAWRMFADEMPWLGASDRAITETASRLRARMMA
DPAMG
>NDK37031.1 hypothetical protein GXP64_19615, partial [Rhodovulum sulfidophilum]SE1
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFG
>NDK37032.1 DUF2312 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTAPQDATVTLTGPNGTTTGPIPLDTFTVPPRPPMKETPQDEAVREKTYRVVADELRGFIERFETLAEEKAAIGDQQKAV
MAEAKARGYDTKALRRIIALRKRHAEDIAEEEAVLQLYREALGM
>NDK37033.1 hypothetical protein GXP64_19625 [Rhodovulum sulfidophilum]SE1
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>NDK37034.1 hypothetical protein GXP64_19630 [Rhodovulum sulfidophilum]SE1
MTLAIRIYWRIAGRFNQVRAGRARAAARVFEARAEKFLARFKGGRT
>NDK37035.1 hypothetical protein GXP64_19635 [Rhodovulum sulfidophilum]SE1
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>NDK37036.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MSITVLIEKSGLSRKQVCERSGVSRSMLSLIESGKRQVGPERAQKLAAVLGVTVEELRPDLAALFNAHPAPTPIGGAV
>NDK37037.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MRFRLKELRHARGLTQEQMAEMMGISVSLYNGLEKGKRRMNADYIESAANIFHVLPSQLFEEEPTTIAIAGKVGAGARVP
VFDTYEKGDGPQVECPLGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGRRCVCECEEGLGWVKVVRQG
REPGLFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKVDG
>NDK37038.1 hypothetical protein GXP64_19650 [Rhodovulum sulfidophilum]SE1
MTPEEERNLLERISHLEAVVERQQQAILKSLTIQALVGQAAFLHDKTKIDEAFSRIMTEVQDILALLRAERQGDE
>NDK37039.1 hypothetical protein GXP64_19655 [Rhodovulum sulfidophilum]SE1
MSDNVHYIEDLFRGLKDTNSDQYKGGGDGGGTDMIEHRVGRLETQVDRLQSDMTDVKAALARIETKLDSKIDYKWLTVYV
LGIIAVIMRSEIASWVSSMGTS
>NDK37040.1 hypothetical protein GXP64_19660, partial [Rhodovulum sulfidophilum]SE1
MKTILTTAVLALLAAPVLAATGTTEDQATAVSPASAPDCFAPIQGTNAFQRSRAPGCVYYTAPTGNDRDPAASGEGEGS
>NDK37041.1 hypothetical protein GXP64_19665 [Rhodovulum sulfidophilum]SE1
MTIASFPARRAFLICERTATGWTTAGIVHDTASAERWCDGPGTAYLPVTMAEGRVIETTGRVPDHRAADLIHGGHEAASR
ATASEHLWVRGGAA
>NDK37042.1 hypothetical protein GXP64_19670 [Rhodovulum sulfidophilum]SE1
MTAAFRASTAEAAVPNRRSGSPYNRGDADRYYGRRPCPEKWLDPLGRIRVPLTDPKEVEEYLLGYRENPSDEKEW
>NDK37043.1 class I SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SE1
MAVSITSITAANKAAWNASASLHAQGTEWDSLLEQAARPGFSVLDQELTEAIRALGIEGRSAAQVGCNNARELLSLASLK
ILPSVGIDQSGAFLEQGRILAKAAGLEPRLIEADIYELPEDVGTFDLVLITIGVLNWMPDLDGFFRVIAGLLSPGGHLLI
YETHPVMEMFDPESETPHEPAISYFRTEPLKEEGLISYDGVDHGSGETGYWFIHTLGQIVTSCAANGMAIRALKEFGYSI
REPEYDVYEGREAQIPMSYLLHARKI
>NDK37044.1 phage repressor protein [Rhodovulum sulfidophilum]SE1
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDA
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>NDK37045.1 hypothetical protein GXP64_19685 [Rhodovulum sulfidophilum]SE1
MQTIEHLLRLADAYKQAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNVADAHPTPQIPGDAA
>NDK37046.1 hypothetical protein GXP64_19695 [Rhodovulum sulfidophilum]SE1
MQTRYFFRLVFTFGVAVALPAVAEEKFWTIAEDRAACIRDNASQYAEHGSDPIVIVVQGCPEVDVMAALASSAKNMAPVG
VMRGDSVLIFTRSELACLKELQLEVDDDGFVRIPKSLTCE
>NDK37047.1 hypothetical protein GXP64_19700 [Rhodovulum sulfidophilum]SE1
MSALVVSASVAIAILAYLNETEKQQRQFTMELAMQYFSGDLQNAKDELFYTIQSVQSAVAPVKLGPADINTYLVKSDPGS
PYSERDLASALLAVTSFFNSVSRCVEADLCNGELMQQLLGDDAAAIECAFSGYLHEMAKSANVGNLSTGLSAFNIGDCN
>NDK37048.1 hypothetical protein GXP64_19705 [Rhodovulum sulfidophilum]SE1
MNFSIRMAIAATTLIAPLPTHAAEFTQFSDQPLPFAERFSGTCTHRMDGPIDAGDADAFQAMIDALPDQFNDDMNFMICL
NSEGGRIEEGLKIGRIIQDNFFGTYVDDGDTCLSACAIAFMHGTIGAWEYILTLRMMHPNATLGFHAPSLDVGGDPGAMV
PFLLVQAAYQATLQTMSDIVESASQQVSEFSSPVVPMSLLTEMLEVGPDDFTYVDTLHKAFMWDITIFPKSLKAPPGFEL
DVGIYQLCENSSYKINPNSFSAEPPRSIDRSDVEDGNIGYPWDVDLPTGYKLVSPNNIFNRQCGYAYFSEHDFFKLRRYV
DGELEREVWMPPVYLFAPATRIRDITSE
>NDK37049.1 hypothetical protein GXP64_19710 [Rhodovulum sulfidophilum]SE1
MPKATRLGDIGSGHGCHFPPTLSTEASPDVYVNGIAVVRQGDAYADHGCSVCPAPAHGRSLSGGSASVFVNGKPAGRIGD
AISCGGAADAGSPNVSFGD
>NDK37050.1 phage portal protein [Rhodovulum sulfidophilum]SE1
MGIGQRIAGWLRPVEQKADTVNLLPKVEDGALAAALGGGAGHAGEIVTAQSSMALSAVWACANLISGTISSLPFEVRRRG
GNGVDGLADMHPLHSVIYDSPNFDQTALDFWDYLNLSIELWGNGYAQVERNGSRVVALYPIHPEAVTVRRLSSGALEYRW
TRDGKAHVGADRDVLHVRGPGGDPLGGMSTLQFGRQAFSSALAADRAAAGMFKNGLRPSGVLKFDKWLTAEQRDLVEAKL
PEKYLGAMNAGRPFIAEGGFDYQPISISPEDAQMIETRQFSVEEICRYFAVPPVMIGHAGASTAWPTSVEQQGLIFQKFT
LRRRIKRIEQAVAKQLLSAAERAAGLSVRVNMEALLRGSSAERATYYQTMTQIGAMTINQVRGLEGMPPVAGGDVPRMQM
QNVPITEAETNNGAQ
>NDK37051.1 terminase large subunit [Rhodovulum sulfidophilum]SE1
MTTRPTPTSTDPATAYALDVAAGRIVAGPHVRDACRRHLRDLEEGPERGLIWDRAAAERFYGFCRDVLRLSEGQFDGTPF
ELEPSQKFICGSLFGWKRSDGFRRFRRAYIEQGKGNGKSPMVGAIGLYGLVADGEAGAQIYAAGATKEQASILFRDAVNM
LDKAPRLSARIRRSGGPGREYNLAHLKSGSFFRPVSRETKKTGSGPRPHFALCDEVHEHPDGGVIEILERGFKFRTQPLL
IMITNSGSDRKSICWQERKHAVAVAAGDVGDDTTFSYVCALDEGDDPFTDPDCWIKANPLLGVTITPAYLALQVKQARDI
PAKANGIRRLHFCEWTDAESAWISRAAWEAIEDHTLNLDDFAGQRCCAGLDLSAKADLTAKALIFEDGFAEDGKPLFAAF
VHGYTPADTLRARAERDGAPYDLWVDAGFLTATPGKKTRLDFVAQDLLDDVERFDLDFVAYDAFLIADFEAIIGDMGATL
PMLDHPQGWNKRKRETEDGEEITLWMPGSVDELETLILEKRLRVHVNPALRAAVMSATFDRSPADLRRFTKHKATARIDM
AVALAMAVGAATARSVGEKGGNMDDFLAALEAS
>NDK37052.1 hypothetical protein GXP64_19725, partial [Rhodovulum sulfidophilum]SE1
MDLTNFLRENWAWAAGLAAAIYSLMFLAEELIASRRKETISLWLMGAENEETWARSFCGFVDALFGARHLSPHCVLRSAA
ASLIAVCVIW
>NDK37053.1 hypothetical protein GXP64_19730 [Rhodovulum sulfidophilum]SE1
MADMPDNIKKMLEENPDILKNLANPDFVERINAAVADRPGLADWCVACGASGSQAVPALTDVDTPLTAEEIRVIGRRLSR
T
>NDK37054.1 radical SAM protein [Rhodovulum sulfidophilum]SE1
MSYSGDLHTLHFNVTNTCNLACSFCYIDAVKAKTIEIPIDRVRSLAEEARELGCKRVIVSGGELFARKDWFSICLAFDKF
GIEVSLVTNGTLIGEKEAKLLAKLENLSILISIDGSASTHDQIRGKIGAYEKSVEGIELCKRYGLPTQVNATIIKKNFED
VVHLAELSLKYDILVRFSLLNPYNGRGPNLAPDALDVAEILQLRAFCSELRTKGSRVFINLPPLLLPAEDVIPIRSPACG
WTESYCGITHDGNVTICGVAGADKSLHQGNVMEQPLGNIWKNSPLFNQLRSYDTSDLKGVCARCKLSEICGGACRLSAYK
SSQDFKASYGMCQTFYDMGLIPEEALKPEDGRRVGEPIPAE
>NDK37055.1 conjugal transfer protein TrbF, partial [Rhodovulum sulfidophilum]SE1
VSMREGPRFGRSRLRCRASRVYVVEIDRHGEARAVEAASDGYRPSDPQIAWHLARFIEEVRGLPADPIVVRQNWLRAYEF
TTDRGALALNDHARANDPFTRVGEDQVSVEVSSVIRASPDSFRVAWSERHYENGQLARTERWTAILTIVVDPPRTADRLR
ANPLGIYVNAINWSREMSQ
>NDK37056.1 TrbG/VirB9 family P-type conjugative transfer protein [Rhodovulum sulfidophilum]SE1
MTRPILPTILLATALLAGCARDRPPEFAYDDAVPPLPPPPATAPDDRPRPLHVPPAWTPSRGGAAAATPVAQVGNANAAA
RVEPRQAGYFNAIQIYPWSEGALYQVYAAPGQITTIALEPGERLAGTGPIAAGDTARWIIGDTESGAGRDTRVLVLVKPT
RPDISTNLVISTDRRTYLIELNASEETWMPAISWAYRRRRGSRHRCRADLRAATSRPNHCA
>NDK37057.1 conjugal transfer protein TraI [Rhodovulum sulfidophilum]SE1
MGVVAGLGIGAALIYGLQRPDRTTAPEELITTDRRQPADGLRDLPGSYDAIPRLGPPLPGDLGGGILDAQQRGRPVAAPS
LAPPTMDAAEQQRLAELEAARVSDLFFQTRPGAPASTGFQMPPVGPGDGFSATPETDPRQAFLTAPTDRRTVAPDRLQPP
ASPYLLQAGSVIPAALITGIRSDLPGQITAQVTQNVYDSPTGSLLLIPQGTRLIGAYDDSVTVGQRRVLLVWTRLIFPDG
RSLVLERQPGVDTAGYAGLEDRVDNHWGSILRAAGLSTLLAVGAELSLDEEDRLARALREGALDTINEAGQRIVQRQLEV
PATLTIRPGFPVRVIVTRDLVFAPSGG
>NDK37058.1 DUF2274 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTKLKLGPIPDDKPVKLTVEVPAELHRDLIAYGEILGQEAGQGPIQPAKLIVPMLERFIATDRGFTKARRDHT
>NDK37059.1 hypothetical protein GXP64_19765, partial [Rhodovulum sulfidophilum]SE1
GEAPHRLDAFAVGKSPKRPAHRKEKEAVIADTLRDRTIRYKGKTWFVSAVPPTPEEDAVIKDLDLPHPPPLFTAIPKGVM
MWLPEFDAMRGYMMASAYDLRKIPDDVNVWLRRVERDRT
>NDK37060.1 hypothetical protein GXP64_19770, partial [Rhodovulum sulfidophilum]SE1
MKTTLTAAALALLAAPALAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYCTAPTGNDRAPAASDDGEGEG
EGGESSD
>NDK37061.1 helix-turn-helix transcriptional regulator [Rhodovulum sulfidophilum]SE1
MLDTSWRERLRVAIQDAGKSMRAVSLASGNGPGYVHSILSDGKEPTMDNLAAVCDAIPVSLIYILYGLDVSDEDFEILRA
LREYPEIRQGIYQIIRAKSSS
>NDK37062.1 hypothetical protein GXP64_19780 [Rhodovulum sulfidophilum]SE1
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>NDK37063.1 phage major capsid protein [Rhodovulum sulfidophilum]SE1
MDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALANFAANGITLNPIDWAAIE
LLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEHGTNFIDGMKTMKGSKRL
ALANKRPAALVTGGFTFP
>NDK37064.1 hypothetical protein GXP64_19790 [Rhodovulum sulfidophilum]SE1
MRLTLTRTQKTALGLLQRGIPYEFDLSNPAERAVAEDLRKRNVATETPAEAPAPKRKGKPNPAPDPDPAP
>NDK37065.1 phage gp6-like head-tail connector protein [Rhodovulum sulfidophilum]SE1
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPEGWPAPCAMAAKLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>NDK37066.1 quinone oxidoreductase [Rhodovulum sulfidophilum]SE1
MTHVVELSAPGGVQNLSFVSREIGTPGPGEIRLRQTGAGVNFIDIYQRKGIYPLSMPAVLGVEGAGVVEAVGEGVTQFAV
GDRIGYAGAVGGYAEARLLPAWRGLKLPQDVSSELAASSLLRACTAHMLLHKVHQVTPGTTILIHAGAGGLASIVMPWAK
RMGARIMATVSIDAKADLALANGADTVIIGRNADIAGEARKWTDGLGVDFTIDGIGEPTFRASLEATAKFGTFASVGQAG
GPLVTLSANDLGAQRSIAFHMPSVMAYLADPLRYEGVMRASIAALSAGPGRVVGPKFALSDSSAAQSSLENGVTTGTPLL
VI
>NDK37067.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SE1
MDWENIRFFVALVETGSTAAAARELGVERTTVTRRIQALESETGLALFDRRGRQLALTAAGRDFADATRPMMEAAHLAAR
CAAGMHLGMSGRVKISAPPALAKALLIAPLLSLGKEHPKLEIQLAGEIAFASLLRGEADIAVRLTRPQTGDLAVSKLGSV
AFRLYAHRAYIANTPEEEWRYIGQGDVRDAMPQQVALNRIAGGKFACYVDDVDLQMAAVMARGGIAVLPDFLTVDKNELT
LVGSGEPLLVREVWSVTHNSQRHQERIRRTIDVLRMAFK
>NDK37068.1 hypothetical protein GXP64_19810 [Rhodovulum sulfidophilum]SE1
MNPLAITRLAANLMVAAFGVGLLGVYAVTQAVTAELVVWLGGLAVLGGVAQFLVSVFFPRSIRPTWDEMAVASHRGAYQF
GYWCAVLSFWVFFFSAQYSTANLDGAFLTLGVLLICAPSAWMAVAALRK
>NDK37069.1 hypothetical protein GXP64_19815, partial [Rhodovulum sulfidophilum]SE1
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVARAELEE
FQRRRVTVFLALFDET
>NDK37070.1 hypothetical protein GXP64_19820 [Rhodovulum sulfidophilum]SE1
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGAISADPVVAVTATARAQALVLQLAVAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPIAPGD
PVAMRAPFGTWALAGPETVLSVSQARVRTRTLQIMEAL
>NDK37071.1 phage tail tape measure protein, partial [Rhodovulum sulfidophilum]SE1
LMAKQAMGTVDAQAKLAQSLGTTVKSVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAADLQ
KMPLDERIATINAAISDFVPAAQRAAVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRL
GLVATGLGNTLAAAAAPGIERLATGFADLWRKGAPLSSALDLVLSNLDRVAAYAGTAATLIAGRFAASFAAATVAAAALN
AKLLLTRAALMRTGIGALVVGAGELVLWFGRLVKAAGGFGAALDLMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWG
DVMVYFQEKWSGFLARFADLPDFVPGAKAMKAAADGAADGLTAAKEAAAAAGEEAKRLKLEANGIADAMIRTPLASMKAL
KETLAGVSEEAGNTATSLTRIGDAADDGAGIEKVKKKTKDLADTAKETGDSFKTFFKDLAKGSGDAGDAISALADRMLDD
LLDRAMSPLSNALGGFFDSLFSGMFGGAGGASGATTKSALGNIFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAGPE
AILPLTRLGNGKLGVASIGGGSVRMGDVHVSVQGSNADPRQIAEAVRQVSREEAQRVYARQRREGR
>NDK37072.1 bacteriocin [Rhodovulum sulfidophilum]SE1
MGQAVGDFGRGICLSASQAGGTLIGGGAGAIGGGVVGGVVDGAIGAGAGTLVAPGLGTVGGAATGAGYGAATGAVAGGLA
GGSMGYNVGTTLGNWLCY
>NDK37073.1 hypothetical protein GXP64_19835 [Rhodovulum sulfidophilum]SE1
MTTTPLPRASRVPIEEGLAIIDPAHGLLSYLAQSVLAPFWEAFPGGLTGPLPPAREAARAAIRLWNEGGSDDTLAQFRAA
LAAKDPAQAEAWEAFMRAILWREDNRDLRGWRMWFSGNQHRQGPVGRVPGAVADGLRQAYRDEVVTRGSAIDDLLERLAE
APLDDWDLWLHAQYAYSLIDADRFDTGRVRRDLSRFADAKLFETFLRAHVLTLAPNDQEAVTGAVRVFWADLWGEPVDSP
AGLMLTETAEDAARIPSAREMLG
>NDK37074.1 hypothetical protein GXP64_19840 [Rhodovulum sulfidophilum]SE1
MMRIDRAMLARAEDVRFAAARDRLKARLLAEPKATQMSDRQRRAFVDWIDGVWAQLRATPGAAEHPVTLQRTVLIEMTRP
RWSADPLLAAYVDRMVATPGRAWPFEAGVTAVWRNVLAARLMRPEIVAFIAQEEKL
>NDK37075.1 DUF4123 domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
MSREQTRMPGPDGAASAAPDRETVLAGLAAYAFARAEALPGGHVFGLIDAACDPLSAVTLEAFPEPARCLIGGGLGEELA
GVAPWLVRFDRHGPAWDWFASEAWGRNRGVLMVSNLDLARLKTRLKKPLRVEDEDEDGKRYFFKYYRPNHLNTYLPAMDE
AQRRTMFSGVA
>NDK37076.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]SE1
VQPGGAAGSVAGLVEKPDFEQAPSSLASIGRYVLTPDIFEILRGQAPGAGGEIQLADAINAQAAAGRVEAVTLNGQRFDC
GSVKGFLEAIMHVAQRNGLV
>NDK37077.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SE1
MKVSKKITVIGGSGFVGTNLCQTLAHRQIPFEIIDIKQSQRFPEKCKIGDVRDLQSLREAITGDVVVNLAAVHRDDIRDK
SEYVRTNVNGAENVAKVCAEKKIRKIVFTSSVAVYGFAAPGTDEAGVINPFNDYGKTKYQAEEKLRAWHSSGDNELIIVR
PTVIFGEGNRGNVYNLLKQIASGNFVMVGAGKNRKSMAYIGNIIAFLEKCIETDRKYAVFNYVDTPDLDMNTLVRQVRKV
LKGKDSVGLRLPHWIGVILGYAADGFTSITGKKLPLSSIRVKKFCSSTAFGSAKEELDGFTPPFALQEGIDRTLKSEFIS
PDPKREIFFTE
>NDK37078.1 hypothetical protein GXP64_19860 [Rhodovulum sulfidophilum]SE1
MTKAQQDDPPVRDRAAPNAPGTAGHLPPVEIRTAAARVVAESGDMPREELIVATARLLGFARVGADLRGVIDGTL
>NDK37079.1 phage tail tape measure protein, partial [Rhodovulum sulfidophilum]SE1
LMAKQAMGTVDAQAKLAQSLGTTVKSVQVLSRAGDLSGVAIGTVEQATKDLTRRLSQAASGTGPAVKALRQLNLTAADLQ
KMPLDERIATINAAISDFVPAAQRAAVAGQLFGEEGSIAMSRMDPATLRQAARDVEDFGVVVSEIDAENIETANDAVSRL
GLVATGLGNTLAAAAAPGIERLATGFADLWRKGAPLASALDLVLSNLDRVAAYAGTAATLIAGRFAASFAAATVAAAALN
AKLLLTRAALMRTGIGALVVGAGELVLWFGRLVKAAGGFGAALELMKDVAAEVWDRIVMGPELMRLRMDELGARMKATWG
DVMVYFQEKWSGFLARFADLPDFVPGAKAMKAAADGAADGLTAAKEAAAAAGDEAKRLKLEANGIADAMIRTPLASMQAL
KETLAGVSEEAGNTATSLARIGDAAGGEGDGGTSAVTQATERLSDTAKAAGDSFKTFFKDLAKGSADAGDAISALADRML
DDLLDRAMSPLSNALGGFFDSLFSGMFGGAGGASGGTTKSALGNVFEGGRVRAFAAGGVVDRPTFFPMRGPTTGLMGEAG
PEAILPLTRLGNGKLGVASIGGGSVRMGDVHVSVAQTNADPRQIAEAVRQVSREEAQRVYARQRREGR
>NDK37080.1 hypothetical protein GXP64_19875 [Rhodovulum sulfidophilum]SE1
MAFPPDAIRVASLTLKQITSSVRVQSPYSFAQTAYDFMGGMWAAELVLAAVDARESAAISGWIASLNGPAGRFELDMAAM
EYDGPHGMISADPVAAVAANARAQALVLQLARAGDRALPGDYLTLGRYLHIVTGTEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPWGSWALAGPETVLSVSQARVRTRTLQIMEAL
>NDK37081.1 hypothetical protein GXP64_19880, partial [Rhodovulum sulfidophilum]SE1
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQTTSGEG
>NDK37082.1 hypothetical protein GXP64_19885, partial [Rhodovulum sulfidophilum]SE1
NGGEDQAAEARYVAAAREWTEAHRLRGVAHVYFEADYDRDLFPSGAPQIRVRARGKRVLDPREWISTPLAQARAARPAPR
WAGMDSGAIGQVGGGGFTHGETAAPWTSGAIAARFYFGRRYPGGLAPEAGLSPDLTATRGETLEASRMEREADLFAAFDV
AFPDAPEGVIWEQGGGGQGVWLGVNGDALVFRAGSGEVSGPELARATLPVSAVAGRRGTIYVEIDRTAGTVALWFRGRKY
STNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAENLNDLSSSWGG
WWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEPL
VLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRV
TLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFVDTWQFAWR
PVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRWD
RHPSLDVRQGGRIEFRHAGAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPTT
TVATLAEAPGFAGTATGCHAAGGVLAMAPGATRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPPD
ARLWLGSTNAYGDVDLQVSVTDDAPETDTETARWGPWQSFDAADFSGRAFRFR
>NDK37083.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MPTPHNPPAAVRRALRKLGADIQDARRRRRLPMAVVAERAFTSRSTLQKIEAGDTSVSIGIYASVLQALGLLDGLSQVAD
IANDSVGQALASADLPKSVHLKRPAGP
>NDK37084.1 hypothetical protein GXP64_19900 [Rhodovulum sulfidophilum]SE1
MTAIAIWRNDEVAGNPSLWVVADSKVSGSGGQQLVGDAVKVMSLPIICRRPDADGFFSDAYFVHTLGYCFAGSTLMGQNT
YLGLSILLSNLMSTTSYIPSIEDIACQILAYLKVSFRDYSSIAAEQSLFETALFGYCHSTRRLEIFVFRPKLVKDVFEVS
IKAYQDLQTHDFVYLGDYKEELTQKIKKAFASKTVPGRPIAHAPRFVIQDLIASDESPTIGGDLQLAIADRFGLQPYALC
KPYVVGQPAAYFSFLGREQTSDLTSVGEAQAMLKGMV
>NDK37085.1 hypothetical protein GXP64_19905 [Rhodovulum sulfidophilum]SE1
MAGEITLSNTAILMDLSITSGAVDIRVEDVPLFDPAAPISASQTLDTQFSINQAFHPGENTMTFRVRFTPSSDPVVNPSL
NVAIGAYTGASWPSIGESRPLVSDFKIRPASTPDGGHLLEVKEHHSEQEALRAGELVHISGDGTPASWNTYRLIFKVDLP
LPEFAWQQGQSLSATPDTEQSLAAEYQRLFHVLAQKDRELYRQALWPFLRNMAAAQGLDTESYAAMSLDPVLGPESDYDP
VPYSAAGSHVELFGEGRLAALVPIPLKFRHREWDDEATLFIYFWKDQTGQWQIIH
>NDK37086.1 hypothetical protein GXP64_19910, partial [Rhodovulum sulfidophilum]SE1
SPLQTMRSIANARAQGETVSQITAQNQYQDYLSNGGEPMSSDGAIPPAEAVHDQPQGKAGCDCAAAMPCCVNSITLGCSH
SNVRLTLPQEEKANGEKNCKLVLVADQGGSSGYDLLKVTLDRTPHGDCIMPKQMPKSLIKMESGETEEKTAENYQIELAY
PGDTGLGQTDIEGEGESKTDPENHSRSLVPFLDKTLSKLQGLTGEGTRTSENSTHSSISVFHKVDLGTSKFKLVEHPSDP
AAVGIDADVTMGFAPLIGIEAKLDIIDALLTASQAAAPAVATIIKKAREKAAKGMGSQDGPLHAQANLEVVLLISGELGN
ASVNIKRPLGAQKWSGTGVVGGAIGIQVIARIYADGKFVAIEGTFSASGEAASKLEAYLSALSEGEGKLKAKVEWNGVKV
NYKFQTQAKLFGFSAGAKRAQGEIPVFGPEIIYESTL
>NDK37087.1 lysozyme, partial [Rhodovulum sulfidophilum]SE1
MRRTLKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRSVELGDSYTPAECRTMFAGRLAEFEAGLDRLIADP
LEDRIPARSYVGILDWAYNVG
>NDK37088.1 hypothetical protein GXP64_19920 [Rhodovulum sulfidophilum]SE1
MHLVPHWHALIRRAWSIRLILLAGLLSGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>NDK37089.1 helix-turn-helix domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>NDK37090.1 hypothetical protein GXP64_19935 [Rhodovulum sulfidophilum]SE1
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>NDK37091.1 hypothetical protein GXP64_19955 [Rhodovulum sulfidophilum]SE1
MHAALRRDHRDSVIPPDQYRTWLRVKSEIYATGLEPTILELLDELDTGSSDPD
>NDK37092.1 hypothetical protein GXP64_19960 [Rhodovulum sulfidophilum]SE1
MTYKRVSLHSALSLEVSAMHHSDLPPVPAGDPSPLRNYVLWLEEEEEEEGGDGGGAFDQPAAIYVYNCLSGLFSEHSDIG
ASVIRAFRDFD
>NDK37093.1 hypothetical protein GXP64_19965 [Rhodovulum sulfidophilum]SE1
MTAALRSPMQAASRSRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDVSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLKPEDWTVNRWGRHPKTADAATLGIEGWQPVPRRNRKGVIV
HDAVRFTPCVWDPTPARIAAARRAYLDWWGYLLAVQAALTGADLTRIEITPDMPPMRPWKF
>NDK37094.1 hypothetical protein GXP64_19970 [Rhodovulum sulfidophilum]SE1
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLVHCRSIADLAGATA
>NDK37095.1 hypothetical protein GXP64_19975 [Rhodovulum sulfidophilum]SE1
MARNNPHDSIQDAVYRAYEAAGGLKTSSSILNLAMSTLSSFSELPRSGKRSGGLGLNYAHALSEARPEAAAVFAHHFAAL
AGGVFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>NDK37096.1 hypothetical protein GXP64_19980 [Rhodovulum sulfidophilum]SE1
MKLHTINHIRTVRLPEGIEGTPIKAIREEDVEGLDDWPILPSRLLAQIGIEVMDDITPEGCRPRDVNFEVVIRCDPTESL
ATIERRALQQLASDLAALSEEIARATEEE
>NDK37097.1 hypothetical protein GXP64_19985 [Rhodovulum sulfidophilum]SE1
MTVHSQAIAFLIWRHAEPRGWDCTVAEIAEVIGVHPVAVGRVCRQMGWRNRLRTTAMDRFAHRDFGLRKAA
>NDK37098.1 lysozyme, partial [Rhodovulum sulfidophilum]SE1
ARTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLAIRRNKARQLCHEGLDGVPADVPFRW
GGA
>NDK37099.1 hypothetical protein GXP64_19995 [Rhodovulum sulfidophilum]SE1
MRALLAALLLAGCGGLPAPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRA
>NDK37100.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MRQHRLTTQPKSTGAAPTPLPYQRAAFGSGWTDPDGDCLDTRAELLEVLSTVPVTLAPSGCSVRHGRWFASYTGQVVTNA
GDLDIDHIVPLRYAWGHGAARWSAQKRARFARDPVNLLPVSASANCSKGARGPLEWLPPDQGLRCQYVRRFRRIAASYGL
VHSAAEERELVALTGRLFGT
>NDK37101.1 transposase [Rhodovulum sulfidophilum]SE1
MREAQILIEQWRRRCNSKRPRGALGYRPPAPEGFAPMDRTPTIH
>NDK37102.1 terminase, partial [Rhodovulum sulfidophilum]SE1
MDPIDHPVSRYALDVIEGREIAGTLVRLACERHLMDLETGRDRGLWFDCKLASRVLNFARLIKHTTGPAAGRPLELTPWQ
VFRHGSVFGWKQADGLRRFRTTYHQVAKKNGKTTDTAVPMLFTQLF
>NDK37103.1 phage terminase small subunit P27 family [Rhodovulum sulfidophilum]SE1
MRGQKPKLDNVVPMKADQTVPVPEAPDWMSAEGRDAWERLAPELAAKRRLDPTYHDPFAIYCEAVADVIRFTGDIAAFGS
WYEVETRNGRQQKKRAVWGQRQDAIATMNQLAARFGMTPVDEARMSAGGQGDLFGEILRTLDGPD
>NDK37104.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MTIRKLCAAAGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>NDK37105.1 hypothetical protein GXP64_20035 [Rhodovulum sulfidophilum]SE1
MKYIFKAIFIFLISAIGGSVMARERDPTQTALGMDISLAGVKLDLRVNDVPISDPSFPLGSDGPFSTIMTLNGAFASGKN
SVTLSVSPEAKASPGWDRHVHARFGYWPAADFPMPFDDRAFAIDIQYRFGEDAPEGDFTVTYAGQEWLAASEVGTITSND
EQNMFGMSLEVGLDLPPLAWMQGQYLNPDVNMKREIVDQYAKLHSRVSGGFDGLTAALAPYFSRQAGAFGISLEQFIELN
VLPMFGPESGTEFLPLDTSKSELRLYGDGRLAALVPMPLTYRNETYGEEGVLLIYFWKNQTGQWQIIH
>NDK37106.1 hypothetical protein GXP64_20040, partial [Rhodovulum sulfidophilum]SE1
GQKVENAPSILRPRAREIRQEQSENRLRADRVDTVIVNVIPPWIVLVALIGWIAPSPGEIGRRIGEAVRRKH
>NDK37107.1 hypothetical protein GXP64_20045 [Rhodovulum sulfidophilum]SE1
MLDELVMGQVLTAKQRKGRTIPRNAAYWAGLHTAVENAEAWPTTRHLHDDLKRLCGYVDHYHNPLTGRDEVRVQSTAFNR
MGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>NDK37108.1 DUF1364 domain-containing protein [Rhodovulum sulfidophilum]SE1
MTDLSARGPLGLKAPRGKSAPIRQASRGQTCTLQIRCVCSHDPARTVGCHLRLFGMGGTALKPDDLFIIDACDRCHAVLD
SRSRWAEAALGWDDILRALMLTQQRRRAAGLIRLKGE
>NDK37109.1 HNH endonuclease [Rhodovulum sulfidophilum]SE1
MTVPVQVLRERLSYDAGTGLLFWRMRANAIPGWNTKYAGKQAFTHISKHGYCVTNLRVGGRSVTISAHRAAWAIHYGEWP
SGQIDHVNGVRTDNRLVNLRDVVNAENAMNMAMKANNTSGVNGVYRHRQTGKWCAQISAFGKTVGLGLFAEKEHALIARK
AAERALGYHPNHGRSS
>NDK37110.1 hypothetical protein GXP64_20060, partial [Rhodovulum sulfidophilum]SE1
MTDLSARGPLGLKAPRVPDDPAHLARIRALPCCICTEWGLPQLSATQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLA
>NDK37111.1 hypothetical protein GXP64_20065 [Rhodovulum sulfidophilum]SE1
MQNPPAILIQKTPSGLMPYGPHSGPMLDELVMGQVLTAKQRKGRTIPRNAAYWAGLTTAIENAEAWPTTRHLHDDLKRLC
GYVDRYHNPLTGRDEIRVQSTAFNRMGESEFAAYFRLAQMRFAQQMGFDPWAMGRAA
>NDK37112.1 hypothetical protein GXP64_20070, partial [Rhodovulum sulfidophilum]SE1
ADLPMIFNGDMVRAILDGRKTQTRRVMKPQLGDIAHAFQFMPGQWRFIGHDGCRQHQVCRIPYASGDRLWVRESFAVSGI
GWGKKPSQAIGGRVHYRADPDHGWHDYWGSWRPSIHMPRWASRLTLTVTDVRVQRVREISEADARSEGCPCQTDEELAGM
EARGWFRDLWDGICAERGLGWAGNPWVCALTFTVHHCNIDKMEAC
>NDK37113.1 hypothetical protein GXP64_20080, partial [Rhodovulum sulfidophilum]SE1
PLDEVHGLRVAMHPRLVGEPESNSAKAIREAFDKALARAQIRAGRV
>NDK37114.1 hypothetical protein GXP64_20085 [Rhodovulum sulfidophilum]SE1
MLHEILLANGDLPERVVVSFQNTGREMPQTLDFVQEIGLRWGVQIIWLEFRPEAPYFEQVSHNSASRDGEPFEALIRRRR
FLPNQQARFCTTELKVRAAKRYLRSLGWEHWTNACGIRADEPARLGRPAPRDRWTQWHPLAAAGVGKQHVAHFWADQPFD
LRLPNVGGKCWLGNCDGCFLKSEANLAALARDYPDRHAWWERMEALATELSRAKGMTPGRGAWWSKRYTRRDLRDFMERQ
GDWALSTEDALCQANDGECFA
>NDK37115.1 LysR family transcriptional regulator, partial [Rhodovulum sulfidophilum]SE1
AGRLFLDEARAVLARAEQATRLLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFHREHPGIVLELAVGNTSDVAQMVHAA
TVDLGIVEGEIDDTALAIHSLCGDRLALVVAPGHDWADRPPSSADDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVE
VAFELPSNEAVRVAVESGAGAAILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>NDK37116.1 hypothetical protein GXP64_20095 [Rhodovulum sulfidophilum]SE1
MTITDLSEEQLARFGGSIEWLNTVDGTLFTEANPAGIDAAAINAALRVTFIGQYDPDEDDFTGITYFTRSLASLFSPLMA
TRSGTRRLTLFAIKE
>NDK37117.1 hypothetical protein GXP64_20105, partial [Rhodovulum sulfidophilum]SE1
EQRGALVEQTPHDGAAGARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGED
GVRVTLSCIETGPAIFDWRTSEETPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGVKTRVRLSATTDNPFIDAWQF
AWRPVSAPEPTLRGLTDTPEDMIDDVAPGTYAFGVRGRNARGIWSDWAWAGASAVQGENAPPGAITGLSVQASGGAVAML
RWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASII
PTTTVATLAEAPGFAGTATGCRAAGGVLAMAPGATRARY
>NDK37118.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]SE1
MAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKDSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDRGGSGAGSHGYGQGPSGGPAGGYGGPDLDDEIPF
>NDK37119.1 hypothetical protein GXP64_20115 [Rhodovulum sulfidophilum]SE1
MTRVLRSLRVAPAEREAAAMIAAQLSRPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKW
WKSADNPQRRKRPLEGDIAERCRIEMRAVRAARVRARSGWAGTEVPEDRERCSPEAAARAMRAAGFSPAEDFTGPKRFGG
AETGQSATDEQRGAA
>NDK37120.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]SE1
MAGSVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRENGGGGSGAGGHGYGQGPSGGYGGPDLDDEIPF
>NDK37121.1 hypothetical protein GXP64_20130 [Rhodovulum sulfidophilum]SE1
MTRVLRSLRVAPAEREAAAMIAAQLSQPGDPVRTMARVGALLTPYFDKETPRALREIEMEDWADALADFPDWAIERAAKW
WKSADNPQRRKRPLEGDIAERCRIEMRAVRATRVRARSGWAGTDAPEDRERCSPEAAARAMRAAGFSPAEDFTGPKRFGA
TETGQSATDEQRGAA
>NDK37122.1 hypothetical protein GXP64_20135, partial [Rhodovulum sulfidophilum]SE1
QGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGSEVSQWAS
>NDK37123.1 ERF family protein, partial [Rhodovulum sulfidophilum]SE1
MGELTKIPQEGAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YESKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSRQSDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRVRRSLERAASLDDLGTVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDE
>NDK37124.1 UTP--glucose-1-phosphate uridylyltransferase, partial [Rhodovulum sulfidophilum]SE1
NREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLRS
KGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVAA
MEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAIA
QEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>NDK37125.1 hypothetical protein GXP64_20150 [Rhodovulum sulfidophilum]SE1
MTAVGIGFVNWIKSLIFDKTSNLTPRIVFALAKSFQRIIDIAQFGPALCVVNITGGII
>NDK37126.1 hypothetical protein GXP64_20155, partial [Rhodovulum sulfidophilum]SE1
MAGAAARTTVGQHRDRWLAWHIAALARAPVRDFPEAGEFILPPDPERAAAVMT
>NDK37127.1 hypothetical protein GXP64_20160 [Rhodovulum sulfidophilum]SE1
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAAEL
GPELGPVLGRVISACGFLADLSEQAGEERAAGKSEGSDKA
>NDK37128.1 hypothetical protein GXP64_20165, partial [Rhodovulum sulfidophilum]SE1
SNRTKEFRPGLLDPGECSVTMNWIEGSATDNLLIGLKASGNVRQIRVTFPGGTVWVFEGWLKSYVPPATVGEFQEVSASF
RVTGSLSITGMGG
>NDK37129.1 hypothetical protein GXP64_20170, partial [Rhodovulum sulfidophilum]SE1
MAGAAARTTVGQHRDRWLAWHIAALARTQDFPEAEEFILPPDPERAAAVM
>NDK37130.1 hypothetical protein GXP64_20175 [Rhodovulum sulfidophilum]SE1
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVAEEL
GPELGPVLGRVISACGFLAELTEQAGEERAAGKSEGSDKA
>NDK37131.1 hypothetical protein GXP64_20180, partial [Rhodovulum sulfidophilum]SE1
PNRTKEFRPGLLDPGECSVTMNWIEGSATDNLLIGLKASGNVRQIRVTFPGGTVWTFEGWLKSYVPPATVGEFQEVSASF
RVTGSLSITGMGD
>NDK37132.1 acetyl-coenzyme A synthetase, partial [Rhodovulum sulfidophilum]SE1
TEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEELIDNRRNKD
>NDK37133.1 hypothetical protein GXP64_20190 [Rhodovulum sulfidophilum]SE1
MRKCKKLPGLMLGIGLLAVLAGCAGEPEECEPGVSNISEMATVTAPGC
>NDK37134.1 hypothetical protein GXP64_20195 [Rhodovulum sulfidophilum]SE1
MVDTLLSGGSDPVITRESEGIWTHAIADAALNGIAKGREFPGLSCDACEGGPSVLIGRGNVIY
>NDK37135.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]SE1
LLSLKGSARRDGAATAPHPTVLAGGGHSAVVAPVLTYAQQGGGNRSAEDPHHTICASKKDQNSLLAATMVHVGNGERPGQ
APRALDIGAPLNTVVAGGVKHYPVAAFLAQQNGGPRMATHAGHDPRAPLSTVAASGSHQTPVAAWFAKYYGTGDGARMDA
PCHTVTVKDRLGHMQADLAAPPFAPEHEARAREVAEFLRVHGAWDGGEFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGF
PPDYVIEGAWEGLDGDAPTFRPFSKDVQISCCGNSVCPPVAAAIIAA
>NDK37136.1 IS5 family transposase, partial [Rhodovulum sulfidophilum]SE1
PPTRYRTTNWSTYNASLRKRGSLSVWFDPDMVWHAEKSGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESLIQMA
GLDWPVPDFSTLCRRQAQLAVQIPYRASGQPLNLLIDSTGIKFRGDGEWLARKHGASRRRQWRKVHLAMDAGTGDVRAVE
FTSSRQGDSPLLPELLSQIPPDEPIDTVTADGAYDTRRCHGAIIERGADAIIPIRRNGRAWKADCPAAIARNEILRATRH
LGRALWKTWARYHVRSRVEARMNCLKRFGERIMSRDPDRQ
>NDK37137.1 hypothetical protein GXP64_20215, partial [Rhodovulum sulfidophilum]SE1
MGKGSKTRARAVKLAKKAELAGMPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCR
>NDK37138.1 hypothetical protein GXP64_20220, partial [Rhodovulum sulfidophilum]SE1
PMSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKT
TTAPAAKPAEALRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATE
RLAALEREIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>NDK37139.1 hypothetical protein GXP64_20225, partial [Rhodovulum sulfidophilum]SE1
VTPQAVWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSA
RQARKSSPNGPARPEPMKELHHG
>NDK37140.1 hypothetical protein GXP64_20230, partial [Rhodovulum sulfidophilum]SE1
MAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLLA
KALGITVDRWHQICEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRIG
>NDK37141.1 host specificity protein J, partial [Rhodovulum sulfidophilum]SE1
MPKPAGGIPTLPSPTAKPVVSAPSMTEELYETRGGVKTRVRLSATTDNPFIDAWQFAWRPVSAPEPTLRGLTDTPEDMID
DVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRWNRHPSLDVRQGGRIEFRHATAQ
AGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPHDAIGTPGPVSGIAVRAASIIPTTTVATLAEAPDFAGAAEGCSAA
GGVLAMAPGATRARY
>NDK37142.1 AAA family ATPase [Rhodovulum sulfidophilum]SE1
MSAHFFVATGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQSGGDALPWADRMAYAERMLQRDLRSYEDAQAHSGPV
IFDRGIPDILGYLTLCNLPVPPHVAAAAKAARYNRRVFLAPFWDEIFTQDTERKQSQTEAEATCSVMFETYIALGYEIIE
LPRTDIAKRADFVCEQLAI
>NDK37143.1 hypothetical protein GXP64_20245 [Rhodovulum sulfidophilum]SE1
MHLVPQWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>NDK37144.1 hypothetical protein GXP64_20250 [Rhodovulum sulfidophilum]SE1
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>NDK37145.1 cupin domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
MYLDVRPDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEVECLSLFIDPPETANLPKGCCTITVSRFFRELLMRA
>NDK37146.1 transposase family protein, partial [Rhodovulum sulfidophilum]SE1
SPAWCHRFEPAGDRLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQNPCFRERHVESGTPGELLSADTFFVGSLKWIGK
VYLHAVVDTFGSYAFGFLHVSKQPEAAVAVLHNDVLPFYRALDLPVKAALTDNGREFCGTEKHPYELYLDLNAIEHRRTK
VRTPKTNGFVERFNGTVLEEFFRVKMRETFYETVEALQADLDAWLVHYNTERPHLGYRNMGRRPIETVMSFVSQEG
>NDK37147.1 hypothetical protein GXP64_20265, partial [Rhodovulum sulfidophilum]SE1
LGYQKLTGRDADYVEIYELDDQKQKRRSVDADFVEDVKRDVCIAADALRTNLLGTKPSTKTCGACDYRRLCSSTNK
>NDK37148.1 hypothetical protein GXP64_20270 [Rhodovulum sulfidophilum]SE1
MLSINDRPEIRDLFGAFAIEEVRLTYSVSKSGATAARELIIANREVRVGLV
>NDK37149.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]SE1
RLRWYEITMRIQARLSRQAQLLQTIPGVGPVTASAVAATIGSGHQFKSGREFAAWLGLTPRNHSSGGKERLGKITKMGDR
YLRQLIVVGMTSRVRQVTNHPERADPWLTKLLQRKPARLATVAMANKTARIMWAVLTRNEPYRPHTA
>NDK37150.1 hypothetical protein GXP64_20280 [Rhodovulum sulfidophilum]SE1
MQELTTQIRDWWGVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>NDK37151.1 hypothetical protein GXP64_20285 [Rhodovulum sulfidophilum]SE1
MHLVPQWRALIRRAWSIRLILIAGLLSGLEAGLSLASPDAIGLPRGLFAGLSALVTAAAFAARLIAQRME
>NDK37152.1 hypothetical protein GXP64_20290, partial [Rhodovulum sulfidophilum]SE1
LEREVAAALFDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRAQAAASARKAGQLPVVVYRFD
RRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAGIERAAS
>NDK37153.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
MAEIWDSELSDVYECAVMLALANHADDEGRCYPSVSRVSQLARCSERKVRQIIGALEERGYLTIYRNAGPKGCNVFFVRS
TPA
>NDK37154.1 IS110 family transposase, partial [Rhodovulum sulfidophilum]SE1
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSQDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELH
>NDK37155.1 hypothetical protein GXP64_20310 [Rhodovulum sulfidophilum]SE1
MADPVQAAVEPAAAIECAKDSIFDAIVSGRDTLRYPLLPRQRLREIAAELGEMLDALRIEEAAYARHGAVAQVLAFPEAR
>NDK37156.1 hypothetical protein GXP64_20315, partial [Rhodovulum sulfidophilum]SE1
RIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRREAEEATRTAAAGDIEAQRAAAQAQAEAKAARKAASAAGKDRVK
GVRTVTRYEIESHKAALHHIAKNDRDELTDFVEDYVRRHHKDRGIAGVRVWEEQEAY
>NDK37157.1 hypothetical protein GXP64_20320 [Rhodovulum sulfidophilum]SE1
MRIEITHLADGRFSTCGLVPGIETGTDFYGRPCVFDDRAVAIRISAARMIRLCRTAVRKDWRWHGLHHAPEIIDWARQVV
ARETGGEKPKPIAFAMPRPPRQATGLPLFDLELANG
>NDK37158.1 hypothetical protein GXP64_20325, partial [Rhodovulum sulfidophilum]SE1
MAFPPDAVRVASLTLKQITSSLRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISGWIASLNGPAGSFELDMAAM
EYDGPHGAISADPVVAVAANARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVATLA
EAPGFAGAATGCSAAGGVLAMAPGATRARYAFAGRIDLGAVQPVR
>NDK37159.1 hypothetical protein GXP64_20330, partial [Rhodovulum sulfidophilum]SE1
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERAAWPDLPEAARRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLS
>NDK37160.1 hypothetical protein GXP64_20335, partial [Rhodovulum sulfidophilum]SE1
MMHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDRSNRHMICDIREVLDLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERTAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLS
>NDK37161.1 terminase, partial [Rhodovulum sulfidophilum]SE1
REYSATVLRGDVEDDSFFAYVAEPPADCDVGDPVAWKMANPNLGIAFSEERFAELYREATVISGKMPNFRRLHMNLWTEG
AQSWIEREIWDRGAEPFAPEALYGRPAWVGLDLSKTTDLTSICIAIPKDGQVYLISYSFLPSGPKGFIARAQSEKREYVA
WRDQGWLEVHGGGVIDEDRVIERLEWIRARFDLRELSYDRWGMKYVAKELVKRR
>NDK37162.1 DNA cytosine methyltransferase, partial [Rhodovulum sulfidophilum]SE1
AINHSGPALALHQANHPETLHLNSNIWDADPLSVTGGRHVGLLWASPDCKHFSKAKGAALCDRNIRDLAWVVVRWAEEAR
PDVICMENVEEFVTWGPVGEDGRPIREFAGMTYELWVKRLRKAGYKVKWRELRACDYGAPTIRKRWFCVARRDGRPIVWP
APTHGDPASPAVRKGRLLPWRSAADCIDWSLPCPSIFDSSAEI
>NDK37163.1 transposase family protein, partial [Rhodovulum sulfidophilum]SE1
NRLGTRYDRWLALEEAHAGQTIEITAEQAAFLEKQNPCFRERHVESGTPGELLSADTFFVGTLKGIGKVYLHAVVDTFGS
YAFGFLHVSKQPEAAVAVLHNDVLPFYRALDLPVKAVLTDNGREFCGTEKHPYELYLDLNAIEHRRTKVRTPKTNGFVER
FNGTVLEEFFRVKMRETFYETVEALQADLDAWLF
>NDK37164.1 hypothetical protein GXP64_20355, partial [Rhodovulum sulfidophilum]SE1
MDSIAPPPDALAEFVVEWRGASPEVRLVAIRGALRRHGIEIPALPG
>NDK37165.1 hypothetical protein GXP64_20360 [Rhodovulum sulfidophilum]SE1
MAAILAIAPQIADRLAAEAAAARIEAQTARVAAKSNARDGKLLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>NDK37166.1 hypothetical protein GXP64_20365 [Rhodovulum sulfidophilum]SE1
MPRIPKIPDLPATYGFGTWRDALLGLFIGLAFIGSAWGGLVLARIAEASL
>NDK37167.1 hypothetical protein GXP64_20370, partial [Rhodovulum sulfidophilum]SE1
GSYASGSFVPAGVNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQN
VETPEFEDGYEYALVFEAVATNKSGSRLQISVRPEITGTWSPFTSFSGGSFAWGDICSGMLRLPMPRQPRLVHGCIWDAP
LKAGMENLAVPTGDPEASALSAVRVRWA
>NDK37168.1 hypothetical protein GXP64_20375 [Rhodovulum sulfidophilum]SE1
MDRTNTKTVRKQYHSRQVGSDRHVWDVHRLMRAARDIEVQTVPVSDIAETDENWWYGDANAVPTPRSIASHVALINEVDP
LHPVILCAEGRLMDGMHRVVKAIAEGRTHVPAVRFSRTPDPDFVNVPLDELPYPDEVV
>NDK37169.1 transposase family protein, partial [Rhodovulum sulfidophilum]SE1
VVREFLNPHVSRSGLDRCLRRHGLGNLRALKPKDPRPAHGSFKAYEPGDLHIDIKYLPQMADEDRRRDLFVAIDRATRWV
FVRIYPAQTAANARRFLRDLQRAAPMKITRMLTDNGKAFTDRLFGLRKRAATGQHEFDLLCTDLGIEHRLAPPMRPQTNG
MVERFNGRIEDVLQSHRFHSGE
>NDK37170.1 hypothetical protein GXP64_20385, partial [Rhodovulum sulfidophilum]SE1
MAETFTRSFGRFHAEVTPAEARLIIRRDGKDVIRLFGRDLIRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVNLCWRLRLANDPRRAERLLLGDPEAGQTPAEPRICPACGELVTDSLGCGGGICWASAAFPKPVEDPADKAFR
>NDK37171.1 hypothetical protein GXP64_20390, partial [Rhodovulum sulfidophilum]SE1
MRVLLAALLLAGCGGLPAPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIFNVIPPWI
VLVALIGWITPSPGEIGRRIG
>NDK37172.1 lysozyme, partial [Rhodovulum sulfidophilum]SE1
LGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPADVPFRWEGA
>NDK37173.1 hypothetical protein GXP64_20400, partial [Rhodovulum sulfidophilum]SE1
LRDTLRTDEDGETRIVASLDGAGNDVENAGRLELGTGLSFTGVGEVSNSGTVEIGANGRLQAERIGNSGRLNLGAGAALE
GTGNTLENTGTITVGDGGSVTDAGAIENRETGLIEFTGGGTLASDSDASGDEAIRNAGRIVTTDDGDDTITLGGANPNVL
ENLASGS
>NDK37174.1 winged helix DNA-binding protein, partial [Rhodovulum sulfidophilum]SE1
MSKGPETNTDNEPGRELGGVDMFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGL
ETSGVVRLLDALSKRGLLRRTEDPTDRRAKLVELTDEGIAMGERADRIARALRYELLAELDRQDLIATIRILRT
>NDK37175.1 hypothetical protein GXP64_20410 [Rhodovulum sulfidophilum]SE1
MIELILPTSRNTGSFNCEANANIKASLYFDRCNRRGGGFRNIGIAAWGLQHFPLDELGWDYATASEISKHVFCDR
>NDK37176.1 DDE-type integrase/transposase/recombinase, partial [Rhodovulum sulfidophilum]SE1
AIGPSGNGDADLRDQGIRFARKTVVKLMKDHDIRPPRKGRRLPRTIDSRHNFGIAPNLLRRTFEASEPDRIWLADISHVP
TGPICHSDRGIQYASGDCWQLLDAWKTAASMSRKGDCLDNAPMESFFGSLKNELVPTAPGSGRAATPRRRCPRTSRSSGT
GR
>NDK37177.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]SE1
PLTPLPGATATKPGSATRPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGDHDRFQETYFSHYKGYYFSG
DGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIYAYVTLMNGVEATDALRKEL
EKWVR
>NDK37178.1 transposase, partial [Rhodovulum sulfidophilum]SE1
MSRQPRRHFTAEFKEKAFAHLSEPGASQTSVARELGVTPTQWKGWLIELTAAGSAEAIRRQQAEAAELAELRRENRRLRE
EVEVMRKG
>NDK37179.1 transposase family protein, partial [Rhodovulum sulfidophilum]SE1
QLRLLNVLDDFNREGLGIEVDFSLPAERVVRSLKQIIEWRGKPLAIRMDNGPEYVSSTLMTWAEQQGIAMTYIQPGKPQQ
NACVERYNRTVRHEWLDLHIFDTIEEVQQIATEWLWTCNNERPNMGIGGVTPAMKLKMAA
>NDK37180.1 transposase, partial [Rhodovulum sulfidophilum]SE1
MAGFIDGIDRDQVTLFPDRLEDWIGEDHLVRVVDLFAEELDLPALGFERCVPARTGRPGYHPAVLLKLFIYGYLT
>NDK37181.1 hypothetical protein GXP64_20445 [Rhodovulum sulfidophilum]SE1
MSDGNSHFLMALGRVDGGHAIEVADEQLREVISAVNRTGKKGTVTVILEVNPNGETGFAVTARVKATAPQLQFGQSFFFM
GRDGDLTREAPNYVQQSLLKAEAFNG
>NDK37182.1 hypothetical protein GXP64_20450 [Rhodovulum sulfidophilum]SE1
MAAILTIAPQIADRLAAEAAAARIEANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>NDK37183.1 hypothetical protein GXP64_20455 [Rhodovulum sulfidophilum]SE1
MPISAETARDIAFAHREILTAEELLKKIEDTKSRYSAPDILDAFGHHQIGLQLGVPSGERSSRLFNVPWSMCRPIIEAHI
AQQRALVEALSEKAMIEMKLRPVDVQEA
>NDK37184.1 HK97 gp10 family phage protein, partial [Rhodovulum sulfidophilum]SE1
QPFMRPAWDVTREAVLAGIAKGLGHEIAKTVARRAKRLAKRRAQGGGS
>NDK37185.1 DUF3168 domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
MSFRADLTDLLRADPGLADLVGPRITWGRRAPGEGLPALVLLRVGATRDYHMKGVGALRRSRIQAEILATTLAEAGEVEA
RLVARLDGVRGPRG
>NDK37186.1 hypothetical protein GXP64_20470, partial [Rhodovulum sulfidophilum]SE1
MNQLTEAQAKDAFSEVYGAVTGQILAAAIDARMGAVGASVNEAAWHPHDMVRVGDGADGLFWDHSAEGDGRYISTPDFED
GYEYMIRFEGLTFGGNGGSYLMLKGWVE
>NDK37187.1 DUF2303 family protein, partial [Rhodovulum sulfidophilum]SE1
EAAAAVPNKIDGFEPFMAIPNGQHIESLDAYRENPARIRRSTTFRDVASLAAYLERFADDHSLAFSDPDAATIKCVLDYH
EGGEPAAIRPRWGEHVAAFRAIKSPQYEAWAAKHGQWIGQKAAGEFLEERAVDLAEPDPATLMA
>NDK37188.1 HK97 gp10 family phage protein, partial [Rhodovulum sulfidophilum]SE1
QPFMRPAWDATRKAVLAGIAKGLGHEIAKTVARRAKRLAKRAAR
>NDK37189.1 DUF3168 domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
MSLKADLTDLLRADPGLADLVGPRITWGRRAPGEGLPAVVLMRVGATRDYHMKGVGALRRTRIQADILATTLAGAGEVEA
RLVARLDG
>NDK37190.1 hypothetical protein GXP64_20490, partial [Rhodovulum sulfidophilum]SE1
LEIGDSDSVIGSATTLDNAGSVTIGSGSTLELAALATAAGGSVTNDGMLKAGSVTSAGSLTNNAGAEIASDVTSSGSLSN
AGTISGDLSVTGGTATNSGSLQDVSVSGGVLSSSGSIGGDLDVTGGTATNSG
>NDK37191.1 DUF2303 family protein, partial [Rhodovulum sulfidophilum]SE1
PDPATLMDMVMQFDALRKVNFKQSQKLQNGTVQFIYTTEDEVRGAVAIPERVTLLVPVFEGMEPDRIPVRLKYRIDEARL
TFSFEIHDKQQVERTAFERCEHALGAAHPIPQMRVA
>NDK37192.1 HK97 gp10 family phage protein, partial [Rhodovulum sulfidophilum]SE1
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKAALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRRLVR
DDKAAVEIFGGAAALPHAHLVEFGTVERHLESGGSTGTMP
>NDK37193.1 terminase, partial [Rhodovulum sulfidophilum]SE1
FPLVEHGQGYASMSSPMKRFERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEA
EAGKRKARDVATV
>NDK37194.1 hypothetical protein GXP64_20515 [Rhodovulum sulfidophilum]SE1
MAAILTIAPQIADRLAAEAAVARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGDA
>NDK37195.1 hypothetical protein GXP64_20520, partial [Rhodovulum sulfidophilum]SE1
VGGKSSVGSGGVLVSEGGRFGDDLTIEGDTGSGAGTLRLSGTTTVAGDVTNDGNIETAGGKDTALNLTDDGGFTNNGSIT
AEDGSLTVAADTITISDGASMKGDIDFVGAVVNKGELDLENDLRDTLRTNDLRDTLRT
>NDK37196.1 terminase, partial [Rhodovulum sulfidophilum]SE1
FPLVEHGQGYASMSSPMKRFERAVAQGRLRHGGNPVLAWAVGNVHRDEDAAENIKPNKARSKGRIDPAVAAIMALGRAEA
EAGKRKARDVATV
>NDK37197.1 terminase, partial [Rhodovulum sulfidophilum]SE1
GEAAPQGFCTATTRDQAGLLFRELRRMIKAAPALSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHR
WTDRELAEVVVNSMIARAQPIDWAITTAGADMASICGE
>NDK37198.1 terminase, partial [Rhodovulum sulfidophilum]SE1
GEAAPQGFCTATTRDQAGLLFRELRRMIKAAPALSAFMDLGNKHVITTGCTNGTIRTLSRDGNSADGINPSFVARDEVHR
WTDRELAEVVVNSMIARAQPIDWAITTAGADMASICGELREYSATE
>NDK37199.1 hypothetical protein GXP64_20545, partial [Rhodovulum sulfidophilum]SE1
LRDTLRTDEDGVTRIVASLDGAGNDVENAGRLELGAGLSFTGVGEVSNSGTVEIGANGRLQAERIGNAGTLTLGAGAALE
GTGNTLENTGTITVGDGGSVTDAGAIENRETG
>NDK37200.1 hypothetical protein GXP64_20550, partial [Rhodovulum sulfidophilum]SE1
MNDMTPTSSKEGANPRAVIGGNAPPDPLDEALAPYGDFITEAEGWLDGTQVTTAAQMKAVDDLAKEIKAAEKAVSTAREA
ATKPLHAAWQAEIARWKPTLEDL
>NDK37201.1 hypothetical protein GXP64_20555, partial [Rhodovulum sulfidophilum]SE1
MNDMTPTSSKEGANPRAVIGGNNPPDPLDEALAPYGDFITEAEGWLDGTQVTTAAQMKAVDALAEEIRAAEKAVSTAREA
ATKPLHAAWQAEIARWKPTLEDLG
>NDK37202.1 DNA methyltransferase, partial [Rhodovulum sulfidophilum]SE1
ARHGLRAVRPLAKNTLARIARGMRRYVLDAERPFIVNLTHGGRTEDLARPLRTITGANRGEKALVAPSLTRFNGGATGAD
LRDPMPTVTANSWIKRPGGAMPLGIVTPH
>NDK37203.1 hypothetical protein GXP64_20565, partial [Rhodovulum sulfidophilum]SE1
TLALEPRSMALGRKFPVHYLPEDQEKRFPGDQGFGLVQAIQNREDTWGRT
>NDK37204.1 hypothetical protein GXP64_20570, partial [Rhodovulum sulfidophilum]SE1
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGA
>NDK37205.1 hypothetical protein GXP64_20575, partial [Rhodovulum sulfidophilum]SE1
MRRTGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGA
>NDK37206.1 hypothetical protein GXP64_20580, partial [Rhodovulum sulfidophilum]SE1
TLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDLVQAIQNREDTWGRT
>NDK37207.1 transposase, partial [Rhodovulum sulfidophilum]SE1
DENEMIAELLVGLTNVHKTWGFGLCFLHLRNVKGHVWNHKRVHRIYCELELNLCIKPRRRLKREKSEELAVPPSLPSIPR
IDGFTLRPPNLVWSMDFMVDRLA
>NDK37208.1 transposase, partial [Rhodovulum sulfidophilum]SE1
LQVQIPYRRADGPLNLLVDSTGIKFLGDGEWQARKHGVQGRRQWRKVHLAMDTATSDIRAVEFTPSREGDSPVLPDLLDQ
IPQDEDIRTVTADGAYDTRRCHR
>NDK37209.1 phage head closure protein, partial [Rhodovulum sulfidophilum]SE1
PMSARLDRRVTFERQGAGRNALNEPTGAWAPLATLWAARTDLSETERAAAGQIGAVRAARFTLRRSVLTRSLTGADRLRD
EGMIWNITGVAARGRWVDVSAV
>NDK37210.1 head-tail adaptor protein, partial [Rhodovulum sulfidophilum]SE1
PMSARLDRRVTFERQGAGRNALNEPTGAWAGIATLWAARTDLSETERAAAGQIGAVRAARFTLRRSVLTRSLTGADRLRD
EGMIWNITGVAARGRWVDVSAV
>NDK37211.1 hypothetical protein GXP64_20610, partial [Rhodovulum sulfidophilum]SE1
MHATIPRFEGDSERDCAFHRYVDGDILVSADRYHLEMLTALRARAEAAEAECDRLRAEVDQLREGARRYRWLRSRDLETI
HAGGVFAG
>NDK37212.1 hypothetical protein GXP64_20615, partial [Rhodovulum sulfidophilum]SE1
MDALEAQKAAFEAKLAALPARSPVVLHPGLADVYAAKVSDLAAALNDPESRPEAVEILRGLIEKIVL
>NDK37213.1 hypothetical protein GXP64_20625, partial [Rhodovulum sulfidophilum]SE1
RGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>NDK37214.1 hypothetical protein GXP64_20630, partial [Rhodovulum sulfidophilum]SE1
MSEADIAWGYGVEVAEDAAATTFLELAEVKTVALPDQQRDEHEATHMKS
>NDK37215.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]SE1
TTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHIGKG
RCPIVDTWWQTETGGHLLT
>NDK37216.1 AMP-binding protein, partial [Rhodovulum sulfidophilum]SE1
TTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHIGKG
KCPIVDTWWQTETGGHLLT
>NDK37217.1 IS5/IS1182 family transposase, partial [Rhodovulum sulfidophilum]SE1
MARAALRKRGSLMVWLDKEMALHAPHEGRPGRPPVFSDAAIQFCLSIKVLFKLPLRQTAGMVASLLRLAGLGWPVPDCST
LSRRQKT
>NDK37218.1 hypothetical protein GXP64_20650 [Rhodovulum sulfidophilum]SE1
MGGETLKATLELIAAHALEQAVSLMCRGLSVRTSWFHSWHAAAQKRAERRAAREALLAGIGAIFGASHRRHGAPRSCH
>NDK37219.1 hypothetical protein GXP64_20655, partial [Rhodovulum sulfidophilum]SE1
SDNAPTEDEDHSQEERKRTALWMKKHKAELRTLVLAMIVIEPSAAKRLTFKTFGAVFSKFWGFPLKIAVTRKEAMDVAEN
LLSEGVGPGGGSPSQ
>NDK37220.1 hypothetical protein GXP64_20660, partial [Rhodovulum sulfidophilum]SE1
PLTPRRVRFETAAGQGRRWWVPVAPVREILGIGWTGLDGTAGELGAETARLLHAGDEPQILFAPGAFAAIPSGSALAITL
SVGPDTVPPTLAQAA
>NDK37221.1 transposase, partial [Rhodovulum sulfidophilum]SE1
MKKSGFTEAQIMGVLRQAEGGMPVAELCREHGVSSATFYKWRAKYGGMYASMMSQMKALEDENRRLKRMFA
>NDK37222.1 transposase family protein, partial [Rhodovulum sulfidophilum]SE1
DLRALKPKDPRPAHGSFKACEPGSLHIDIKYLPQMADEDRRRYLFVAIDRATRWVFVRIYPAQTAANARRFLRDLERAAP
MKITRVLTDNGKA
>NDK37223.1 transposase, partial [Rhodovulum sulfidophilum]SE1
GDRGYDADWFREALQDKQIRPCIPGRKKRKTPVRYDKRRYKRRNRIEIMFGRLKDWRRGATRYDRCPQTFFSAIALAATV
IFWL
>NDK37224.1 DUF2303 family protein, partial [Rhodovulum sulfidophilum]SE1
EAAAAVPNKIDGFEPFMAIPNGQHIESLDAYRENPARIRRSTTFRDVASLAAYLDRFADDHSLAFSDPDAATIKCVLDYH
EGGEPAAIRP
>NDK37225.1 helix-turn-helix domain-containing protein, partial [Rhodovulum sulfidophilum]SE1
MDGTPKATKPKARDAKTKVAQSRMSVLELARELGNVAEACRQRGMDRTSFYEWKRRFQTHGFEGLKDLPPIHRSQE
>ANB36454.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTDETFDLGEALKEGLEEARAWKRGEISLEARNVDPMPPSRIREIRKKVARSAAAFEKRFGIPAATINNWEQGRRRPDPA
ARLLLSVIDNNPDTVEAVARQQAAPFNPS
>ANB36455.1 hypothetical protein A6024_00015 [Rhodovulum sulfidophilum]SNK001
MHLVPHWRALIRRAWSIRLILLAGLLSGLEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB36456.1 hypothetical protein A6024_00020 [Rhodovulum sulfidophilum]SNK001
MRSILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRDVEIGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
LEARIPDRTYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPA
EVPFRWGGA
>ANB36457.1 hypothetical protein A6024_00025 [Rhodovulum sulfidophilum]SNK001
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGRRIGEAVTRRRA
>ANB36458.1 hypothetical protein A6024_00040 [Rhodovulum sulfidophilum]SNK001
MSVIRIFVPFPLGHKDIKDLGPEFLSTGLAQGIFNETLSSTSKPNGKSVELKVGVETYCHVHLFSVENDLIDRDELQVLE
KDGGTLISITAQALGALGRQCVGEAECGYFRLRLLPPIQDIRPFVTAIKPKDRAWTSGFEEIEYIDCRLNEARTLPTSIE
ALADAAKHGLAHVSRIVFLAVVPVTSSITSSHSEWHKSRLLETEIWKDYVPEGLENGMVVYHWRKKFERNGQNGLQGFSA
FVKLQTRKTSPMVIAIYVSVALALGVVGSLTGSVVQWWISGAGSSLTGN
>ANB36459.1 GCN5 family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MSTQSYLIDTNIIIGLEDNHTVKPAYAKFSQLAAKHKVDVLVHEAARDDINRDKDAARRAISLSKVDKFQILEKVKGVTK
EDLQRAFGRIRKHNDEVDATLLHALYINASDFLVTEDQGLHERAQKYAPDLANRVLFIADAAQLLITTYEPRAVPIRHVA
DVSAHTIPITDNFFDSLREGYPEFNNWWKTKCVAERRSCWVVYDNDEIAGLIVRKDETGANTDAIHKAQKILKICTFKVG
PEKRGVKLGELLLKKVLWFAQKNGYDLAYLTAYPDQDALIALLEFYGFEKSGTKGLDGELVLERCFSNTRLTRIDGTSVY
EIDRKSYPRFVADTGVRGFVIPIKEDYHDVLYPDLRNARQPDMFRDTMHGAGPRRPGNTIRKVYLCRAPSNLGPPGSVLF
FYKGKSIENPSQALTAVGVLDDVSFATSTKDLMKLTGGRSVYSEKELEGYKATSDRPVKVINYLLVGYIDPPISLDELQD
AGIFSGHPPRSIIELSGVRLHEALDRCNFGFSL
>ANB36460.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MGKLEGKVVEVRASSLDEQSLRIGEALKEIRKLSGLTQVEMAELLNIGQASISKFEKGRADMQLCTIQKYVEALGGTLQV
SAAFDAGSSLCLRVREAFDVELDQEDQLVLPIFAEEQFRPHRDVVLSIRPKFSSRIMSGEKTVELRRKFPAAAPEGTIAY
IYSTSPERAMVGVAEISSVRKLPIDEIWRRYADVAFIERPEFDRYFEGLHEGFALEFANVRPFETPLGLAYLRERFGFEP
PQSFLYAKRDLRKALKNEHAVVSH
>ANB36461.1 hypothetical protein A6024_00055 [Rhodovulum sulfidophilum]SNK001
MSVADNFKSFRKIYLIPTEKISSISYRYKRITRQLNKDFWGTDSETSHSLYIGSFGRDTATNGVSDIDMSFTLPASLYHQ
YNAHSGNGQSTLLQKVKNSLNRTYSNSYTGADGQVVALNFTDSIKFEILPVFLNKDGKSFTFADTNGGGTWRVCNPRAEM
EDFAIRNSATANGNLKAICRMARIWRDKHNVPMSGMLIDTLAYHWILGWKYRDKSFLYHDFLVRDFMKHLSEIDASKKYW
RAPGSGSYVWKRGNFQAKAKVAYEKALDAIKYDADKPYTAANKWREIFGSKYPTP
>ANB36462.1 hypothetical protein A6024_00060 [Rhodovulum sulfidophilum]SNK001
MDQNTQLPESNVLENQLRECFARVVYSHKTHEKQADITSTQLMRFKMTQIALSALTSSGALAILFAENFYLKCATAAISL
ISLFVAGYMKGFDPGAVAQKHRDTAADLWSIRESYLSLLTDCANGTVDRENACIKRDQLQAELAAIYKSAPGTTPKSYLS
AQEALQTLEDYTFNPGEIDKFLPPALKRDNGK
>ANB36463.1 hypothetical protein A6024_00065 [Rhodovulum sulfidophilum]SNK001
MIWVFSIAADITTPNPPEGYVRADTEAEAFALIGHPDTNLYRLCDDVEWPGGELDSSSLWWDRR
>ANB36464.1 hypothetical protein A6024_00075 [Rhodovulum sulfidophilum]SNK001
MERRPAAIRKSDLTPAFEAAKAAGYDQVSIVVETNDGKRFLITAVAAGDTATPDMTPLEKWRAGRAAS
>ANB36465.1 hypothetical protein A6024_00080 [Rhodovulum sulfidophilum]SNK001
MRQSHLLKITEGTRNELDGGRRRGVLPIAQGDNFGFPDDEAVFSWADFTLSDALRMRVYFDLTRGGLKAQDVKSFVGNGF
ARVEHGEIQRPFDFHNPGPKPWLNPPRGLFDVWEEEIWIAREVWTCADIEEITKGPNFSVTWHGGTKSEIERAVADLKQG
FDQRETLSLQLYNLSLARKKVLDAAREINLPELDELEGGKA
>ANB36466.1 hypothetical protein A6024_00085 [Rhodovulum sulfidophilum]SNK001
MKRRTFFAAAPLAVLPGSGVALADAPQLDQASAVDPLVTLYREWLSARREWRELADLPGNENWDDPRSLAAEARENDAED
MMLALKPASLEGIAALTALAWSLVSPGNLDAEGFEAAAQSYDCRVIASIWRACTGLDGYPVT
>ANB36467.1 hypothetical protein A6024_00090 [Rhodovulum sulfidophilum]SNK001
MPNPFPAAVTALPAARLYEIHDCLALALDATERPGRYTQSEREARSYLRTALRHTLRLMEARA
>ANB36468.1 hypothetical protein A6024_00095 [Rhodovulum sulfidophilum]SNK001
MALMASNEPPIRPCAIGIGQEAPSRADAMADGLLARMQSGHVPTHGREFANMRLDDLARLSAGSSFLRGQRHAVMWGGAM
GADDFKTALAIASNKVLLAAYEAAESQIKKASREVSAPDFRPINTVRVSGGVELAKVLENGEFGQGQITDAGEAFVLETY
GKIFTLTRQAIVNDDLRAFEQSSRLFGQGAALTEARIFAGLLEANGGAGPAMSDGKTLFHADHGNLAETGAALSIGSLSL
ARTAMRRQKGLAGEAIRVDPALLIVPPELETQAERLVAEISAASADDVNPFQQKLTVLADANLTDPAAWYIAALPGRPDA
LQHAYLDGASGPQIFTRDGFETDASEFKVRLDFGAGFVDHRAWYKNPGA
>ANB36469.1 hypothetical protein A6024_00100 [Rhodovulum sulfidophilum]SNK001
MARVLGHALTYASFDGWDWFRLLAMVRLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASL
ANRAELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>ANB36470.1 hypothetical protein A6024_00105 [Rhodovulum sulfidophilum]SNK001
MTKRELPKYVYWQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTA
LDYDKFTAFIDERFGPLNPANLQRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRL
PWPQSLIDAFRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRS
LFMLTNQSGTSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVR
AIEAQARRKKPSTGEGLATKRRTEQKRNV
>ANB36471.1 hypothetical protein A6024_00110 [Rhodovulum sulfidophilum]SNK001
MVTPSALEKWKAQLRDNGKAALRALLNGTASLGRLSAAEPEDAVDAILASETGDSDVVRGFDRGCAELLEEFRSTLLQQE
GRSFRIELAKLVTLVTIIRRLLPEQTVADLHRRYVLWSGFFENFVVDRGLDLRREYFRILALSQDVAADHGLEPRRLMPL
WLSVCAESGDAGRYDASYLRIALLGLRRLPLGDDFDANEDFALQGLARWAVTQRPGTAAFEREWRILEGDFPRDAGFWTD
RVQAAITAAERELSGRTNGAETTFPVAAWWREDVDIHPNERALSRTIFSTEPVPMSEWQPVLNSVEQPLDQIRTPIETIM
RRQQRYADVSGDVFYLVRTACNFGMRLIEKGAPDERGERGALAVSLATLAFDYDPVNVFAWSLMRDALAAAGRIADAELV
GWEAVRRFPENLQWRTQLATVLSVYSGKAEEAAALLRETTALFPEEPYARTQLATVLADDLRRTADARDILNNAIADGVA
DDVTRLLLQKLDQGRALRRARPQPTGVEDTSTLSLPTAMARRQLFLFESGLSSEDGLRSFLSDAPQDSYSTYVSERAGLS
DIPFKTTFAIAFEDALERADPSALRALVARGRPMERAIVEEAVAVSEGRVVAFSDFFADAERDERLPTLERTLQQQGGGG
DRRTLLLRDFAASTLSTSVVSLVAA
>ANB36472.1 hypothetical protein A6024_00115 [Rhodovulum sulfidophilum]SNK001
MQFNRSELTASAVSLAGASDVDESCVGCNYLIEENVSEQRRDDVETYKPLSEDIRKVVNSYFVDSVQGLARGHNSSTFDV
ATNDLALLAASVEPVQKIIRLERIDRHLEPRGGLDFDSLVDALRTGDQHRLSALTDQFQNYPGERPSFAAFKSEVSDDLK
EADWLQRIIDRLGLYHHYPFVPDKPYRFALMEYTADEVIKQAHSKGVDRCFSLATVLECQNNPAFFPVPRSTSHGFTVDL
RERNPKKACVREILHIRFDYSWRHVKRLAKWSGADVPDIEAARGRHLDTLRTETGRTDFGEVGI
>ANB36473.1 hypothetical protein A6024_00120 [Rhodovulum sulfidophilum]SNK001
MQVGGSPTARRRRIAGHAHRQAERAEDHDDELGTIRARLRSIEAILKDRKSLIGRRLTHAKNAGNSGPIGNMIEQAQPGL
ARAYEDLDADPLTVNTLSGTLRFSTVAAEGMSPVAELRVQPEHLRGDLLSKIMPVAYDRAAKAPRWDAFLEEILPDATVR
DFVQRWMGLSMTGIKMQRLAFFYGGGANGKSVLVDTIARVLGPYAATARIESLTGTNRRGGGDATPDLIPLMGARFVRTS
EPDEGQRLQEGLIKELTGGEPLMIRALHSDFLEFSPYFKLTMSGNHKPEIRGTDDGIWRRVLLVPFDVQIPEDRRDPELA
NKLWDEAPGILNWLIAGLTDFLEGGLRPPDRVLEATAEYREESDPVGAFLTESAIVTGAEADFIYSRELIEAFNFWLEDR
GETRWGGRTVSNRLKQKASRWRHPHTGKSFIPAKRGATGYRGLRFTDEFAARMADRRDHGGAGAPVDEPF
>ANB36474.1 hypothetical protein A6024_00125 [Rhodovulum sulfidophilum]SNK001
MKGSGDAGDAISALADRMLDDLLDRAMSPLSDALGSTFDGLFSGLFGGRASGGGGTVTQLFPSGGLPGFARGTDSAPGGL
AWVGEAAPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNADPRQIAEAVRRVSREEAQRVYPARWHRLREPAL
AGGAGAL
>ANB36475.1 hypothetical protein A6024_00130 [Rhodovulum sulfidophilum]SNK001
MLARYDGPQALFYLDPPYWGGEDDYDKGLFDRDQFAELAERLGRIKGAFVLSINDRPEIRDLFGAFVIEEVRLTYSVSKS
GATAARELIIANREVRVGLV
>ANB36476.1 transposase [Rhodovulum sulfidophilum]SNK001
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELHNRFRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKS
GREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVSNHPERADPWLTKLLQRKPARLATVAMANKT
ARIMWAVLTRNESYRPHTA
>ANB36477.1 hypothetical protein A6024_00140 [Rhodovulum sulfidophilum]SNK001
MPDDRPTIRLDTDLDWNRDSIWVADATPLRAIGTEDGTRYVKPSGEQVTLSEDELNARYYRFGDGEILKPHLRPEQAISI
LGNTDLVLPDGESVRVESCAVIRSEAGDIRIVDRAQYEREYRAVGYRGAERPSTPFSTPPRGRR
>ANB36478.1 hypothetical protein A6024_00145 [Rhodovulum sulfidophilum]SNK001
MSRLDTSSETRVLEILSDLRLSYREDDFSIQLKSELDRYIFVRIEPSDTIPGEFAITDLNHRGWNSEQEAKAIELGMRLL
GAESLSRIWFQKPHGVRGGSNLEPQKEFEHLSNLLRLVAQRWPAFIDGEPWFDGRRLGVDFLA
>ANB36479.1 hypothetical protein A6024_00150 [Rhodovulum sulfidophilum]SNK001
MKNKVYKVFVIGPMFREGEDEYGIAYSDQILNIVAALNTIGADLEEAHGIRLDVDAPDQRLRDIQHIPEFALGEIDRCNF
AVADISARSPSVMYEIAVLHSLGTPTLLLDRKPALIEDAVYYLKDLTIRDVVSFSVENIRAELEKPVRILTGVEPGPRHD
YTRNKITDYYRSMPLVDVRAITGIATSYFSNFLRHVLNPLGPMAKDYTLNKLIVLIPPLIMDNYGASVTDRMEKEIGDRI
QQFEFESVFSRTQKAKRIKNAVVDYPTPIDSLSLSPQFTRTSELLKSDGDEEFARYQGRMIQTFCDVVTHLCRTQPAIST
PEFMPLETFFETYATVAGDG
>ANB36480.1 hypothetical protein A6024_00155 [Rhodovulum sulfidophilum]SNK001
MEADVYNRDILANADDEDILRERYPDIADWLPWPELKAAFLKAEGIAAAEKGKSQRYGRLAIWCALFSTAIIALTPALSI
LAPVIGIGPETVFGGYLAGVFRYGWIPFLALSAWFGGHSLHGERRARWLEARAQCERLRQLFFQHLACWLPQLVSTDPND
RTAALEARAAALAHLREHYGSDGGAVVHRIVNDLDHRYWALVEVPLRAWTGQTDPRVAACLLRYIRDRRLAYQQRHASRQ
VDCNALRSRQSIFSRWSAQRRLMVTFGAAFVVFQWIIGVLYIVIDAFPAPPGPQGPQSLTSVVIYAQVAATLSAAFVVAL
KALEDGMQYRKDMMRYRTYGGITARITAKVDELIARTQADLDRLRIYLLVMEELSYWEMREFLTLHLDSEFST
>ANB36481.1 transposase [Rhodovulum sulfidophilum]SNK001
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELHNRFRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKS
GREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVSNHPERADPWLTKLLQRKPARLATVAMANKT
ARIMWAVLTRNESYRPHTA
>ANB36482.1 hypothetical protein A6024_00170 [Rhodovulum sulfidophilum]SNK001
MVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVGAMETDHLGDAAYEQGQIESFDW
PGDCLDQGRGRVVAELRAAGERGQDRRYEAGRNRKTGGCR
>ANB36483.1 transposase [Rhodovulum sulfidophilum]SNK001
MTVNTVGLDLAKDVFQVHGISANGRVIFNKTVKRAKLLQFFEALPPCVVGMEACGSAHHWGRELGKLGHDVRLMPAGYVK
PYVKRGKTDAVDAEAICEAVRRPTMRFVELKTEDQQAILAIHRTRDLVVRQQTQIVNMIRSILREFGHILPTGVGAILTF
AKRHLGGDHPDMPELANGILGTLCHQLVGLNTRVVGYTRMIEQHAMMTADARRLMRIPGIGPITASAIIATIGDAKQFRT
GRDLAAWLGLPPLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKA
ARIVWAMLTKQQDYRQPGT
>ANB36484.1 alkaline phosphatase [Rhodovulum sulfidophilum]SNK001
MHICKPLLVSLGLSTALVAPAMAQDATAKNVILLITDGAGIETWRAASYYRFGGLGHEVYDDFDVQVFASTHPLTTERQP
TMTDEGAVTFDPAELWNAEADSSVYEGNIADYPAYFAGYAYSRADYTDSAAAGTALASGHKTYNSALNWSNNDTRMKHIG
EYAVESGRALGSISSVEWTHATPAAFLAHNRSRNNYEEIAQEIIDGGLATVVMGTGHPYFNGNGERVEAPSDKDFRYVGG
RDTWNRLVSGETAYKHIETRADFEALANGTLDMGGKDRLIGTAQNVKTLQFNRDGVAMGDLLENVPDLPTMTKGALNVLS
QDEDGFFLMIEGGAVDWAAHANNLPRIIEEQIDFNKSVEAVVDWVEANSSWDETLVMVTTDHGNGLLEGPDSDKVAYSPV
INQGAGALPLVRWHDDTHTRELVPVYAMGAGAEYLLDVAKPAPGLATYGVSEDSRVYVDNTDVFGAALHAFGLTEALD
>ANB36485.1 hypothetical protein A6024_00185 [Rhodovulum sulfidophilum]SNK001
MMIGKRHLLGAILGFMAAMPALADDIGSLPATAGGHAHAKVVHAIRKDGALKVELRFVTDYASYSGETLYDGLDAGNADE
MIWVEAGGRRYPLSRDTSGTPEAPAALELTFNYDPARNPRVGKWEGVFEAPPAGLDEAELVLPNVAGIGPFRIRDR
>ANB36486.1 hypothetical protein A6024_00190 [Rhodovulum sulfidophilum]SNK001
MFSRASRSRVAELAERLGRIKGAFVLSINDRPEIRDLFGAFVIEEVRLTYSVSKSGATAARELIIANREVRVGLV
>ANB36487.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAEFLRRKRASVQPEDVGLPRTARRRTPGLRREEVATVAGIGLSWYTWLEQGREISVSAHLLENVARALRMTPEERQHLY
LLAQNRLPAAPAQSWCEMPPLIRRLLDDLTERPAFVMNLRWDVIGWNAAGDGLFAFSDYPAGSRNMLWMYFADDRLSRRV
QDWPRQAPQIVASFRRDYAAGKDAPDMQALADHLQATSRTFRRLWHDHDVQGRCEGRRSFDMADRGPVAFDHTTLIVDQD
RHLRLVYYAAVERGEAGRKPMDGCSTDHAAE
>ANB36488.1 hypothetical protein A6024_00205 [Rhodovulum sulfidophilum]SNK001
MPDIHQLPPLDLHMPAQRGCCDICRFGAVAAVRAEPGGQRHIHHEQIENGYKATKQQGKKRGRTKRAAGGYSHRDGSFIN
IMKPVTHPV
>ANB36489.1 hypothetical protein A6024_00210 [Rhodovulum sulfidophilum]SNK001
MFQWDVMEDLTYRNDLFAQTLLGNLLEHARINGGKTAFSFYGGPGAPEATLDFAGLEQSVARMTAALSRRGLQERPVMLV
YPAGIEFAVSFLAAMAAGCIAVPCPAGDWTTRKRSLPRLLHIAGDCMPAAAIGPAKTLGGLDFGQTVPHVFTHEDLMAED
PGDFSLADVAAALDPHADAYLQYSSGSTLRPKAVRLTHANL
>ANB36490.1 hypothetical protein A6024_00215 [Rhodovulum sulfidophilum]SNK001
MLDYGPDSIVVSWMPHYHDYALTQGVALPIALGASCHFMAPGTFLRRPMLWLQLISQTRATHAGGPNFSWAYTAERLRPG
EEDGLDLSSWICGHSAAEPIRREVVECFLERFAPCGLRPETMRSAYGMAETVAVVTGGRLAGPRAFQRIPELNGRGPEFA
NCGRSDAQMTLLIVDPETRHALPEGKVGEIWIRHDSVAKGYQGHARGVEDTFRAETADGDGPFLRSGDLGFLDQGDLFVT
GRLKDVIILNGENIWPQDIETVAQAADPALRSDGGTAFDAADDAGRRALTKEPRDGGRVDRGGARWRGQIA
>ANB36491.1 hypothetical protein A6024_00220 [Rhodovulum sulfidophilum]SNK001
MFQKILRKLPWYIYTILGILVLCGTYPTFQQARQEAADVAAISGEPAPTMQPLDSYIATRSNEAFHQAEFEANIDDYYFT
LDKSRRRGPDTHIVVMPIFTGDAAQEAKRASGVLYFDSEEDMKAWARNHSDEASQSRSGHWHQQIHGYEDRHPDLVDMVR
DTLIDDGYTLEQPFLHVRPYSGSREAALAALATPDYVPVYVLLGVGAVLLVVSFGKRISARQTRDAANGAA
>ANB36492.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]SNK001
MQIARNAIERPLYTWLLILLCLFGGAAGYLGVGKLEDPVFTLKSALVVTSYPGASAAEVATEVSDVLEAELQQMNEVDYV
TSTNTPGLSVIEVTIRDTFGGAELPQVWDDLRDRVTNATPDLPAGARAPIVNDDFGDVFGLLYAVSAPGYADAEIRDIAT
FLRREMSTVVGVANVEVKGLPEEAIFIEPDSATLDALGIPPDALSGAIAGADAVTPTGALPSGDANLRIEAPRAEDSTGK
IAALNFGYRGEVINLADIASVHRGRIDEPSQILRHNGTEAFTLGIAGLTSANIVTVGARVEARLDEIAHVLPAGVAIEPI
YEQHRVVAEANDAFLLNLAVSVGVVVAVLALFMGWRAAAVVGGTLLLTVTATFFFMYLFGIEVERISLGAMIIAMGMLVD
NAIVVAEGMQTDMRRGRPAADAADEVARSTQMPLLIATIIGIMAFAGIALSPGDAGEFLFSLFAVISISLLLSWCLAVTV
TPYLASRLFPTGSVTGSRDPYDSAFFRGYGRIVGLAIRFRWLVIAGLVGATAAGVASMGFVRQQFFPPATTPLVYLNYKA
AQGSTVQATDKDLMRLADWLATRPEVVSVTSTAGAPMSRFFLTYAPADSNPSYGQLVIRVAEPEQIPTIRDALSAAAAQI
VPWAETRVEQIIYGPPVTADVEIRLSGPDADVLRGLAGKVQEILETRTALLQVERTDWRAREIVAQPVFGSARASALGIG
RGDVANAIALVSDGVQAGVVREGDRLIPLILRQPRIDGAPQTRLIDTQVYAPATESYISLGQVLDGFEPRSRDTLIRRRS
RQPTITVQAFTPPDVLPPEAFAEVQDAVEAIPMPSGYRMEWGGEYESAGDAQASLARQMPLSFGTMLLLTILLFGKFRQT
AVVWTVVPMAVTGVGIGLLLTGLPFSFTALLGLLSLSGMLIKNAIVLVEEIDARKDEAGLPQREAIVTACVSRLRPVVLA
AGTTILGMAPLLIDPFFASMAVTIMAGLGFASILTLIGVPAIYHTYVSERRADSGENSRQASSSKVGSARSIPSDPALAA
H
>ANB36493.1 hypothetical protein A6024_00230 [Rhodovulum sulfidophilum]SNK001
MQNHPVDFKRFLAMSLTALSLLTSSAQVSNAEDVAVPPPVPVLTMRPGEDDKAPDRMFYGRVAARATVDLAFEVGGRIVT
LDAVEGQRIAAGTVLAALDPDPYERAVARAELSLDQAERAFRRADTLAARDAASRARADDAETARDLAAVDLREARDARS
DTRLVAPFDAILAKRIASVGALVSTGEPVVRLQDMSELRIDVELPERLLGRIGDPQEARFEAEIHGIDGPLDLAFREVRT
ETGEIGQSYTVSLAVAKADMHPWLLPGRSATVRAYLPKAETGVAVPATAVVTRGEGRHFVVAVEPDGDALVARHLPVEVA
IPDGSTVRVEGLPANAEIVAVGGHLLEDGDPVSRYDGLIAKAE
>ANB36494.1 hypothetical protein A6024_00235 [Rhodovulum sulfidophilum]SNK001
MDLATDLFLENGFAATSMSRVAEAAGITKASLYHHFPGKEDLFAACVAHGYAAAIERLRGIATDQTLPHTERMARVISSS
YDTIIFSRVGRMSPLIAEVSRSFPKVARGFHRDFILPQENIVLSLIDDGVEAGAFVDLDRAVFEHLLFGPIVTLSMSREM
FATFDDLDTLYPVTELRDGHIKRMIAWLTDGLPHSE
>ANB36495.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTPRRNRRRPSSDRPSPRYAHRISLPAVAGYEGVGRVVEAPDSLSHMVGRRVLPLRGEGTWQTLVDCPAHHAVEVPEAVP
DLVAARAYINPMAAATMLRLWPVRDKVVLLSGAGSSCSEHLGRWAISQGAKRVMGIYRSENRKDRLHRMGIEPISTANIS
AILTASAQADVAFDALGGDIARCVLERMRGETDFVAYGLLTGKPVNIGAGVRATYHRFHMRDHFPVLAGRGMQAAFAEIW
PLLAEAPPSPPRVFPAQEWRQALAEAEKPGGQKPILDLSSLA
>ANB36496.1 ribonucleotide-diphosphate reductase subunit beta [Rhodovulum sulfidophilum]SNK001
MKDMIDQTRAVPRAINWNRLQDEKDLEVWNRLTVNFWLPEKVPLSNDVQSWSTLRPEERQLTIRVFTGLTLLDTIQGAVG
APAMMRDALTPHEEAVLTNIAFMESVHARSYSSVFSTLCQTREVDEAFRWSEENPHLQDKARLILGKYDAAGDPLKRKIA
SVFLESFLFYSGFYLPMYWSSRGKLTNTADLIRLIIRDEAIHGYYIGYKFQRAAEHLPEAERAALKDFAFALMFDLYEIE
AKYTEELYDGIGLTEDVKAFLHYNANKALQNLGFEALFPPAACEVNAAILAALSPDSENHDFFSGSGSSYVIGKAVATED
EDWDF
>ANB36497.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]SNK001
MLDRVTDAKPAKPDSTLDYHALNAMLNLYDEDGTIRFEADRMAARQYFLQHVNRNTVFFHSLDEKLGYLVDEGYYEADVL
DQYPRAFLHRIWDAAYARKFRFPTFLGAFKYYTSYTLKTRDGQRYLERYEDRVVMVALALARGDEALAMSFMDEIISGRF
QPATPTFLNAGKKSRGELISCFLLRVEDNMESIGRAINSALQLSKRGGGVALMLTNIREHGAPIKGIENQSSGVIPVMKL
LEDSFSYANQLGARQGAGAVYLNAHHPDILRFLDTKRENADEKIRIKTLSLGVVIPDVTFELAKQNEEMYLFSPHDVEKV
YGMPFSDISVTEKYDEMVGDKRIRKQKINAREFFQTLAEIQFESGYPYIMFEDTVNRANPVAGRIAMSNLCSEILQVNEA
SAFNDDLSYRHLGTDISCNLGSLNIAATMDGPDFGGTVEAAIRALTAVSEMSAIDSVPSIRRGNDEAHAVGLGQMNLHGF
LARERIHYGSPEGIDFTRAYFAAVAYHAIRASNALAREKGQSFKGFEASKYADGTFFEKYVTRDWRPETDTVRDLFARFG
VDLPSREDWAQLKQAVSKDGLYNRNLQAVPPTGSISYINNSTSSIHPIVSKIEIRKEGKIGRVYYPAPFMTNETLEFYRD
AYEIGPEALIETYAAATEHVDQGLSLTLFFPAEATTRDINRAQILAWKKGIKTIYYVRLRQTALEGTEVQGCVSCTL
>ANB36498.1 ribonucleotide reductase assembly protein NrdI [Rhodovulum sulfidophilum]SNK001
MAGLVYFSSRSGNTARFVERLGLPAVRIPISGDDLPRPDTPFALICPTYADGEGRGAVPKQVIRFLNDPARRALLRGVIA
SGNRNFGTTYALSGEVISRKCRVPVLYRFELAGTDTDIARVRDGLDKFWEMECLTV
>ANB36499.1 NrdH-redoxin [Rhodovulum sulfidophilum]SNK001
MSIIVYSKPACVQCTATTRALEARGLPYELIDLTEDDKAFAHVSELGYRQLPVVVAGKDHWAGFRPDLIGRLA
>ANB36500.1 Rieske (2Fe-2S) protein [Rhodovulum sulfidophilum]SNK001
MKHDLPRLLAERKPGYALERPFYTDPAIFEADLETIWYRDWLFAIPACELEKPGSFVTHKVGAYRVILVRGQDGTIRAFH
NSCRHRGSIICKGAKGNLPKLVCPYHQWTYELDGRLLWARDMGPDFDASAHGLKPVHCRELEGLVYICLADAAPDFDAFA
DLARPYLAVHDLTDAKVAFESTIVENGNWKLVWENNRECYHCGGNHPGLCRSFTDDPTVTGIKEGATPPHLQAHFDRMEA
QGYPAQFRMSSDFQYRLARMPLLPGARSFTMDLKPAVTRILGRVRDDTAGTLLKYHYPTTWNHFLPDHSILFRITPLTAT
TTEVTTKWLVHKEAVEGRDYDLTRLTEVWTVTNDEDRRVVEDNQQGIDSPAYEPGPYSPVHETGVMGFVDWYCNTMTGRL
GSVALAAE
>ANB36501.1 hybrid-cluster NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SNK001
MNDLSTLPDRAIWSDNEMLECVSVIPEVPNTATFTFRAPSGALFDFLPGQFLTLEIPMPGGTVHRTYTISSSPSRPRSIS
ITTKAQPDSLGTRWLLDNLTPGTRVRALGPAGVFSHLNHPAEKYLFISAGSGITPVMSMTTYMFDLGLEPDIVFVNCARR
PGEIIFRERLEHMASRVPGIDLKWVVERPDRYAPWIGFQGQFNQLMLGLMAPDYLEREVFCCGPEPFMRAVREALQGLGY
DMDRYHQESFQAPATTEADLTELDDVVPDESAQVELTFAASGVTVKVAETDTILAAARANGLNIPSGCTFGVCGTCRIRK
LSGEVHMVHNGGISEDDVEAGYILACCSNPIGKVSVDV
>ANB36502.1 hypothetical protein A6024_00290 [Rhodovulum sulfidophilum]SNK001
MGALSVVVDEPGVEIGLERLDGLVEGLAHLHAEELLEYRAVEPLDEAVGLRRPDLVRRCLMALISR
>ANB36503.1 hypothetical protein A6024_00295 [Rhodovulum sulfidophilum]SNK001
MLFGAAEFAAVIRQHHLPRQIQGTVERQHVVVQHRQPHSFLRWISLTMPLAAGQASFSTDR
>ANB36504.1 malonyl-CoA synthase [Rhodovulum sulfidophilum]SNK001
MTNPLYDRLFGRHAGRDTPFLHLPDGGSLTHAAFLALAARHAHALNAFGLGPGDRLAVQVEKSPEALALYAACLQAGVIF
LPLNTAYTPAELSYFIGDSGARLVICDGRRMGALTPVAEAAGAHIATLNTDGSGSFAVIAATKSATYPTVARDPDDLAAL
LYTSGTTGRSKGAMLSQRNLLSNAEVLTEAWRFTEDDVLLHALPIFHTHGLFVATNIMLLAGGAMILLPKFDIDAVIAAL
PRATAMMGVPTFYTRLLDDPRFDRALAAHIRLFVSGSAPLLAETHRAFEARTGHRILERYGMTETNMSTSNPYDGARIAG
TVGLPLPSVELRIADPATRAECSPGETGQIEVRGPNVFQGYWQMPGKTREELCEDGFFLTGDLGTIDAKGYVRIVGRAKD
LIISGGLNVYPKEIEEVLDAQPGVLESAVIGVPHPDLGEAVLAVLVPAPGETPELQAIAGSVATQLAGFKRPKRLELIEA
LPRNAMGKVQKATLRESYRDSFA
>ANB36505.1 inorganic phosphate transporter [Rhodovulum sulfidophilum]SNK001
MSETYKDRQWKTLDKDLKRLSRVEIAAQTVSRPLLGVGVSLAFIVIAALGAALVTGNTPGMLFVVAAAAFGAYMALNIGA
NDVANNMGPAVGANALSMAGAIAIAAICESAGALIAGGDVVSTISKGIIAPESVADSATFTWAMMAALLAAAVWVNIATW
IGAPVSTTHSVVGGVLGAGVAAVGIAAVNWSTMGAIALSWVISPVLGGVIAAGMLAFIKWRVIYRDDKIAAARTWVPVLI
GVMAATFATYLALKGLKHLFDVTIGHAVAIGVVVGIASGLGAVPLIRRQSRGLENRNRSLKLLFAAPLVISAGLLSFAHG
ANDVANAVGPLAAIVHAQQAGEIAGKVAIPVWVMVIGAFGISFGLVLFGPKLIRMVGSQITKLNPMRAYCVALSAAMTVI
VASWLGLPVSSTHIAVGGVFGVGFFREWHAERRLRRANLTKPGAKRLGPEERRRRKLVRRSHFMTVVAAWGVTVPATAVL
SGGMFLAISALQ
>ANB36506.1 NUDIX hydrolase [Rhodovulum sulfidophilum]SNK001
MGLDADLAIERQHPLGSQIAALPLRLDRNGRLGVLMVTSRGTGRWVVPKGWTMEGHSPWGAAGIEALEEAGAEGRVASHS
IGSYEYDKRLDDGTVLRCRVEVFPMLVCKLRRNWKERDERIRRWFTPKAAAQRVDEPELAALLRGLSQKPEKLPVIRDLL
GSD
>ANB36507.1 hypothetical protein A6024_00325 [Rhodovulum sulfidophilum]SNK001
MTADDAYAGLMAAAARSGQDAADLHAVASILALALSEAASPEELPAHCGLDAGALTELVGTLFPAAPPEFRRGRGAAPRG
VEEDSVRTLLLTHSGGTALARPLAAMIARRAMEPDHLWQDLGLRNRHELSAMLTRHFGPLAAKNTANMKWKRFFYRLICE
DEGFVLCATPVCTDCADFDMCFGEESGEARLARAGRAAAPAPAQVLKMR
>ANB36508.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]SNK001
MSDETRPAARRLGLAGYLTKGFIRSPLTPLLLLAALALGLIALIALPREEEPQISVPLVDIHVRADGLRAVDAVKLVTEP
LETIVKGIDEVEHVYSETRDDRAMVTARFRVGLSQDTAILRVRDKILANMDRIPVGIPEPLVVGRGINDVAIVTLTFTPV
FGQSAVTAADLTRIAREAETELVRIDDVGLTYLVGETEEALRVAPDPQKLALYGITLQELSQKVAGANAATPAGLVRDAG
QQVGLVLGRTLATPAEIGNLELTARDGRTVYLRDLAEIGFVSDLDERHVASLARGPEGEILRRPAVTLALAKRAGANAVV
VGEQVLQRLEEMKGGLIPDTVAVEVTRNYGHTASEKANELLFHLGLATVSIVALVLFAIGWREALVVAIVIPVTILLTLF
AAHAMGYTLNRVSLFALIFSIGILVDDAIVVIENIARHWGMVKPGDSRVRAAVEAVAEVGNPTIVATLTVVVALLPMLFV
SGMMGPYMSPIPANASAAMIFSFFVAVTITPWLMLKIAGRAPLHAGGAGAGHPGGRLGRLYAHIVRPILSRKWISLVFLL
GVATVSFGSMAALYTKDVTVKLLPFDNKSELAIVIDLPEGASVEATDAVAQAAARVALAMPEAVSAQTHAGTAAPFNFNG
LVRHYFLRESPEQGDVQVNLSPKDARDRTSHAIALDLRQRLGGLELPAGTVLKVVEPPPGPPVMATLLAEIYGPDGDTRR
AVAARVRQAFEDTPFIVDVDDSFGTRARRIRAETDPSDLAFFDVAEDDALDTLRMLNGATTVGYSHRGAGRAPIPIVVAR
DKADRVLDERALATPVPANVLPGGRGVVELGDVVRLTEEQASFPVFRHNGRYAEMVQADLAGDFEAPLYGMLAVGDRLDR
VDWQALGLSAPEIRLHGQPLSEDKPVLLWDGEWEVTWVTFRDMGAAFGVALVGIYILVVAQFGSFRLPLVVLTPVPLTFL
GIMLGHWLFHAPFTATSMIGFIALAGIIVRNSILLVDFIRHADPEGRITVETLVEAGATRVKPILLTALAAMIGAAVILA
DPIFQGLALSLLFGLASSTMLTVLVIPAIYRIFKT
>ANB36509.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SNK001
MGRRLALIFALLAALPAEAAETVLAPVTITEWKPVYGEVETRNRVPARSRIGGTVVELKVTEGDPVEAGQEIARIEDDKL
SFQMRALDATLKALTAQLDTARRDLDRGRALRERGVVTQQRLDQLTTQVAELEGQIDSTAARRRVIEEQVAEGAVLSPGS
GLVLSVPISPGSVLVAGDTVAEIGGGGLFLRLAIPERHALTLRPGDRIAAGDSTGLDGQSGRLVKIYPQIEGGRVLADVE
VEGLDGRFVGRRVPVRLPVGTRQALLVPPGAVTHRGGLDFVAVAGPDGPVERVVVPGERLRHDGRDRVEILTGLEPGDRV
VSPDE
>ANB36510.1 hypothetical protein A6024_00340 [Rhodovulum sulfidophilum]SNK001
MPESSVSVPKADPAERLTEFALEALLASPEGWRSFARDSVFDCPDAPPLALIFALVNASAQIEAIFSEGSPARTAAQNGF
RLAGLLSADLYAMQSLGLPHARAADFSDYWHSSDPYFLTL
>ANB36511.1 2-deoxyribose-5-phosphate aldolase [Rhodovulum sulfidophilum]SNK001
MTRSEDKTPATTPARPASPALPRLAHARNGGLPLDTGWIASTRVNRPAAERHAAGLAARRPADPATEAAWLLRAVGLIDL
TTLSGDDTPGRVRQLCAKARAPLRADLRTALGAGPVTTAAVCVYHEMIAPALAALEGSGLPVAAVSTGFPAGLSPFSTRL
AEIEASVAAGASEIDIVISRRHVLLGDWQALYDEVAAFRAACGPAHMKAILATGELGTLTNVARASLVAMMAGADFIKTS
TGKEPVNATLPVGLTMCRMIRAYREATGVDVGFKPAGGISTAPDALDWLGLVGEELGPRWQEPVLFRFGASSLLGAIERR
LDEIAFGAGSTPRRHATG
>ANB36512.1 hypothetical protein A6024_00350 [Rhodovulum sulfidophilum]SNK001
MAPNALDRGPGRAPDAEARAWIGQHDGAFGPWIAGSLRPGADATAICSPASGAELARLADASPADLADARAAAATAQPLW
AALPGVERARKLYDWAAEIAARETCLTQLLALETGRPVRACRRGLSAGLDALRQAAGSLLAGAADRPGHVPLGVVAPGPS
FGLSLGRIAPALAAGNAVILAPGPADGKLAMLCLAEAAGTAGLPAGLLAVLSGAAGALSDLAQPPVATLRGPCLHLVLED
ADLDAAADGIAGMLGDPPPGTAGHWLLVQESVAERVHARLAGRMARLIIGDPLDPATDLGPLSGPALRDRLTAALAETRG
VTIQPLPRLPDRGAFMAPALITGLAPAMPEMETGLPGPVLLSMTFRPPAEAIRLANAIPPAPATSLWSETLSTALDLATT
LEAGTVCVNGTDLDPAPDPPELWQRPAGLAPARAVARPVAAAAVPSAALTAARRAQSGWAGRSTTERAAILIHAATRLAE
SAEAAAARLASAAGAAATASAAWAETPGRATLTRHRPLGVIAVLCPEICRQAAPMLTMASILGPVLAAGNGALLYPGAGA
NAEAEALIAALEAAGMPKGLVGIVSGPRAALACALAARVDLDALWCFGAGDLPEDLPARAAATGKALWLSEDGASETWTG
PGGTSDLFRIAAGRRQTLRLSWGA
>ANB36513.1 hypothetical protein A6024_00355 [Rhodovulum sulfidophilum]SNK001
MAYVKWTIVTIVILVIAGFLHYTLPQHDVVRITATKERQINFGENRIFFASNGAGNSEGDNTRFVNFIETFNRDGKPIVF
RNEDTSWGWPPYFKFDSSNLQAKASDMISDKENPEWVVVTHYGWRNEYLSIYPNAVELRPVGSPDDSPIPWFNILFLGAL
AALVIWIWQLLARFKEDRIEPMLDEMGEQFDSVGDRAEGFWRRVFSR
>ANB36514.1 hypothetical protein A6024_00360 [Rhodovulum sulfidophilum]SNK001
MFAFLRFALAGFVILTVIYVAVSLYSRAVRRGKLGREWDEEVRIGDRQAYVDEGLRQYDRSLRRKLILGIYVVPAIVVGT
IIYITNYL
>ANB36515.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]SNK001
MDGSLEHGLERAVAARRDEVAALTRDLIRIPTLNPPGRNYLEICEFLGARLAAKGFDISYVRARGAPADSDAHPRWNMIA
RHEGGPGGDCVHFNGHHDVVEVGHGWSVDPFGGEIRDGRVWGRGACDMKGGIAAAVLAAETFVETCPGFRGAVEISATAD
EESGGFGGVAWLAERGWFAPERVQHVIIPEPLNKNRICLGHRGVWWAEIETKGRIAHGSMPFLGDCAVRHMGAVLAEMEA
TLFPLLAGRHTAMPVVPAGARAATLNINAVHGGEPEQEEGYDGLPAPCVPDRCRITIDRRVLIEEDPEEVKREIRALMER
VRARRPGFDYEIRELFEVRPSMTARDAPVVRSVERAIGRVLGAAPDFVVSPGTYDQKHIDRIGRLRNCIAYGPGILDLAH
QPDEWVGIDDMVEAAQVMALTLSDLLGG
>ANB36516.1 pantoate--beta-alanine ligase [Rhodovulum sulfidophilum]SNK001
MSAPILRSLAELRALRAAWRAGGARVAVVPTMGALHAGHLSLAAAAKAAADRVIVTIFVNPRQFNDPGDLARYPRTEARD
AEKLAPLGVDAIYVPAPDQIYPPGFATSISVTGVSEGLCGAHRPGHFDGVATVVTKLLLQTGADCAFFGEKDYQQLMVVR
RLVRDLDIPVEIVGCPTVREPDGLALSSRNALLPGDVRAVAPALYRALAGAGKALEAGAGAGEALAGARAAILDAGFAEV
EYLELRAAADLAPLDAAVVPARLLVAAHLGGVRLIDNIPVAAG
>ANB36517.1 3-methyl-2-oxobutanoate hydroxymethyltransferase [Rhodovulum sulfidophilum]SNK001
MSASAESRQMTVAAVRARKGGTPLVCLTAYTTPMAEAVDAACDVVLMGDSVGMVLHGLPSTLGVTMEMMLMHGRAVARGL
AHALMVVDMPFGSYEESPQQAFRNAARLMAETGCGAVKLEGGAAMAETIRFLTARGIPVMGHVGLTPQGVMGFGGYKVQG
RGADGARVLAEAQAVAEAGAFAVVLEKVPAALADRITAAVPIPTIGIGASVGCDGQILVVDDMLGVFTGFRPKFVKRYAE
LGDAARAAVEAYAEEVRSRRFPGPEHVFADELGGGA
>ANB36518.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MRPIWTTALNLALALPFALALTIAPTAGPAQAAPPDTITIGMVLEPPNLDPTSGAAAAIDEVVYANLFEGLTRFAPDGTV
VPGLAASWEANEAATVYTFHLREGVRFHDGTAMEADDVVFTLDHARGPDSTNAQKALFEGIESVTAPDPLTVTVTLARPD
GAFPFKMAWGDAVIVAPETAGTEASAPVGTGPFRFERWVHGDRVELLRNPDYWGPAPALARATFKFIPDPNAAFAAMMAG
DVDAFPNFPAPETLPQFEADPRFRVIVGTTEGETILALNNRRPPLDNIRVREAIAHAVNRQDIIDGAMFGYGTPIGTHFA
PHHPDYVDLTDLSRHDPKKARALLAEAGQTDLTLRLALPPPSYARRGGEIVASELRAVGIETEIVNLEWAQWLDQVFRRH
DFELTIVSHTEPMDIGIYARPDYYFGYDRPDFPALMDRLAGATDPAERSEILKAAQRMIAEDYVNVYLFQLAKTGVANAK
LEGLWENAPTQANDLTAVHWTD
>ANB36519.1 creatininase [Rhodovulum sulfidophilum]SNK001
MTRSDPRPAFYRFPGEKKAPLPFSSEEYDTRLMGLRSAMDATGAEVAVLTSMQNVAYYSGFLYCSFGRPYALVVTASGSV
LIGAGIDAGQPWRRCHGEALTYTDWARDNFWRAVAHVAGQGRRLGIEADHLTLARREELESFLAPAAMVDLAPATMEQRM
RKSPAELDLIRAGAAVADLGGHAIRAAVRAGTREIDVAMAGRDAMELEIARRFPEAEYRDTWVWFQSGPNTDGAHTPLTG
RVLQRGDLLSLNAFPMISGYYTALERTMVLGEPDPAKLALWEANLAAHEYGMSLLKPGASCAEITHRINDFLAESDLLQY
RSFGYGHSFGILSHYYGREAGLELREDIETVLEPGMVISMEPMLTIPEGRPGAGGYREHDILIVTGDGAENITGYPYGPG
FNVID
>ANB36520.1 peptide ABC transporter [Rhodovulum sulfidophilum]SNK001
MLRYALTRLLSLSLSLVAASLAIFAAIEVIPGDPAAYMLGLNAAPETVAALRDELGLSGTLWTRYLDWISGLATGDMGLS
YTYRVPVADLVTERLAVSLPLAAYALALSTAIALPVGLWAAARRGRAADLGIMAATQLGIAVPNFWFAMLLVLVFAVKLR
WVSAGGFPGWEAGLGTGIRALTLPAVALALPQAAILARVMRSALIETLGQDYIRSARAKGLSRAQALRRHAFRNALIPVL
TILGLQFSFLLAGAIIIENVFFLPGLGRLIFQAITQRDLIVVESVVMLLVFAVILVTFLVDLAYAAVDPRLRRR
>ANB36521.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSARPNLIAGGVLSGTVLALAALSLVWVPHDVAALNIAERLRPPGGPHLLGTDHLGRDMLSMLMVGARSSIAVALVAVGI
GMGAGVPLGLMAAAARGSWLDELVMRMNDLIFAFPALVIAILITAILGPSALNAILAIGIFNIPVFARVTRGAALSLWTL
DYIRAAELAGKGRVRISAEHVLPNIVNLLIVQATIQFSLGILAEAGLSYVGLGAQPPTPSWGRMLAEAQTMIYSAPRLAI
LPGLAIVLTVLGLNLLGDGLRDALDPRLRRTTR
>ANB36522.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]SNK001
MRELWFETDRCFIGGVWQPPASRDFLAVENPSTGAPIGSIARGKVADIDAAVTAADEARQGPWGRMTATERGRVLTRIGQ
FVRGRAETLARIEATDVGKPLTQARSDAMTLARYLEFYGGAADKVTGETIPYMEGYTVYTLREPHGVTGHIVPWSHPMQI
IGRSVGAALAMGNACVLKPAEEACLTALAFAKLAEEAGLPDGALNVVPGLGDEAGAALASHPGVDHISFTGSLSVGRKVQ
AEAARHVAPVTLELGGKSPQIVFADADLEAALPFLVNGGLQNAGQTCSASSRILVERRLYDELVERMAGAYRGLWVGPAL
EDLNLGPLISSRRKEIVLDYLKKGQDLETAAEGRIIGNAPAGGYYVAPRLLTRVPQTHRLAQEEIFGPVQVVIPFGDEDE
AVAIANGTGYGLVAAVWTRDGARQMRMARNLRAGQVYLNNYGAGGGVELPFGGIGLSGHGREKGFQALYGFSVLKTVAAR
HG
>ANB36523.1 hypothetical protein A6024_00410 [Rhodovulum sulfidophilum]SNK001
MAETVSVTELTPADLSETPLLRDHMAPPEARDARYEANYDRTTLWYDAFWREDRGEVMVIAPLLLNLARPLSQARILLDG
RPVRLRRRRFQRHEIWRLPAPARPERLRVEGQGWAVEAAVGRTRPERFAGRNVLLTISRNNDLQWVRDYALFHRKTQGAE
AILFIDNGSDAYAPGDIARVIGETGLAAHVISAPVPYGPVIRGISNPHRGKFFRSAMMNLARLRYLYGARAVLNSDIDEL
IWSEGRSVFDMAAAHPIGFAPFRGRWRVPGPDAEPPLRHADHFVLPEQNVSCPIKYAVAPGRLAGRFNWDVHRLERLPFK
HRFLRQDAGYWHCAAVSTGWKSGVRLTMPGSDDFDAPLKALLEDVLGGGRAPS
>ANB36524.1 peptidase T4 [Rhodovulum sulfidophilum]SNK001
MRPGPRNLVTDVAGLRVGQAGDARVKTGVTVLLGDAPFVAGVHVMGGAPGTRETDLLAPDRLVQEVDALVLSGGSAFGLD
AAAGVTEGLRAMGRGFEVAGQRVPIVPGAILFDLANGGDKDWDEAPYRALGRAALAAASEEIELGSAGAGLGATTADLKG
GLGSASMVLDSGITVGALVAVNALGSAVMGGGPEFWAAPFEIGAEFGGRGVGRHDPCAEPRPEAALGQSTTIAIVATDAA
LTQAQATRMAVAAHDGMARALVPSHTPFDGDLVFAAATGAKPLPGDGFETLRLGHAAAICLARAIARGVYLARPAPGDPK
PCWQDRFGA
>ANB36525.1 esterase [Rhodovulum sulfidophilum]SNK001
MVMQAETVDWDDAYANAPYIPDSETYPARLTAAAEAFRAAAPGELDCPYGEHPRQRFDLFLPEAEPNGLMVFVHGGYWMR
FDKSFWSHMAAAALARGFAAVLPSYRLAPEVTISEITADISAAVAAAAARVPEGKLVLAGHSAGGHLVARMLCADAAPGA
AADRIARVMPISLISDLRPLLKTQMAGPLGLDADSAAAESPALMAPRADVPVHVWVGADERPAFVDQARWLAEAWTGAAL
TVDPGHHHFNVIDGLAQADSPLATALFDGL
>ANB36526.1 succinate-semialdehyde dehydrogenase (NADP(+)) [Rhodovulum sulfidophilum]SNK001
MPAPDLKSLLKDPDLLETRAYLAGDWAGADDGATFAVTNPANGETICEVPEMGRAETARAIEAAAAAQKSWAAKTAKERA
NAMRKWYDLMMAAQDDLAMILTAEMGKPLAEAKGEIGYGASFVEWFAEEAKRIYGETIPGHQPDKRLSVIRQPVGVVAAI
TPWNFPNAMITRKAAPALAAGCAIVIKPAAETPLSALAMAVLAERAGLPKGLFSVVTSTQSPDIGLEFSENPTVRKITFT
GSTGVGRILLRQAADQVKKCSMELGGNAPFIVFDDADLDAAVLGAIACKFRNNGQTCVCANRIYVQSGVYDAFAAKLAEA
VGKLRVGDGMEDGTDLGPLISDAAREKVETHLADATAKGARVILGGKPHQRGGTFFEPTIVTGATREMQFATDETFGPLA
PLFRFETEDDVIAMANDTIFGLASYFYARDLSRVYKVAEALEYGIVGVNTGVISTEVAPFGGVKQSGLGREGSRHGIEDY
LEMKYICMSV
>ANB36527.1 elongation factor G [Rhodovulum sulfidophilum]SNK001
MRCFTILGPTQSGKSTLLKALGELEGRPVTAAFTDALTVSQFSYLGEPWAGFDIAGGPDHLGHAGEALAASDAAILCVPP
DPDTAVLAAPYLRLIEQSGVPCFIFINKMDQDEARIRDIVGALQTYANHHIVLRQVPMRDAGGHVTGSVDLVSERAFQYR
EGQSSKLIEIPAAIQDREQEARGELLEHLADFDDGLMEQLIEDRAPASEEVYTILAEAHRDNAIMAAYLGAASHGNGLSR
LMKALRHEAPGREAIGLRLGIEAPLALGVASDTRKHVGKSTLIRALGQGIRHGEALAGAALGTLTGIDGKAVAEPLALGA
LAVAVKSDHLDPGMAYGAEASLPLPRWTRGRPPTYPRLLLPAKERDDARLSAALGRMAAADPGMETSQDGETGHAVVHLQ
GPIHLRRVLAKLAEDFGIEAVEQPVSGIYRETVTGPVETHYRHRKQSGGAGQFADVLLTIRPQGRGAGFAFDETVKGGTV
PRNYIPAVEAGAREAMERGPLGFPVVDVAVTLLDGKTHAVDSSDHAFRTAARAGVREAMERVGTVVLQPIERVEIHVPTI
HSGSLVALVSSLKGQVLGFEAHGRARGWDVFQALLPAAAREELFQALGGLSHGTAWFESHFDHYEELHGKDAERIREARA
TELA
>ANB36528.1 hypothetical protein A6024_00435 [Rhodovulum sulfidophilum]SNK001
MGPSPRFKKTLQSTWSWYLAQSTFVRAVLLVPIVCGLLMTVLIGNMGLALMGTAYAINAFLVGSIGGAIAVVLGRALQVI
ARDGRQSR
>ANB36529.1 heat-shock protein [Rhodovulum sulfidophilum]SNK001
MRHYDFAPLYRATVGFDRVADLMDRVMASDMAQPTYPPYNIEKTSDQGYRISVAVAGFAADELSVEVKDSALVIAARKAA
EEAERTFLHRGIATRAFERRFALADHVRVTGATHADGMLHVDLVREVPEALKPRRIEISSDAARSIEAREDASQPEGTAV
>ANB36530.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]SNK001
MQTNFTEAQLQDPALARANEILRACVHCGFCTATCPTYQVLGDELDSPRGRIYLIKDMLESGRPADEKTVRHVDRCLSCL
ACMTTCPSGVHYMHLVDQARAHIEATYRRPWRDRALRWLVAKTLPFPGRFRAALRLARLGRPFARFMPDPRLRAMLQMAP
PDLRPPGESDRPQVFPARGARRMRVALLTGCAQKALDPDINDATIRVLTRHGVEVVVARDMGCCGALTHHMGRADEAHAQ
AAQAIRAWSAEIAGEGLDAIVVNTSGCGTTVKDYGHMFRNDPLAEEAAAVAARAVDISELLERLELPPGRGGLRVAYHAA
CSLQHGQKVKDAPKAVLRRAGFEVVEPVDAHLCCGSAGTYNLLQPEIAGQLKTRKVRTLEAKAPDVIAAGNIGCIAQIGS
GTGVPVLHTVELVDWATGGPRPRALATG
>ANB36531.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]SNK001
MRPETEAELAGMVAAAEAPLRIEGGGTRGLGGEGAGLSLSALSGVVLYEPGALTLVVKAGTALAEVEAVLAAEGQRLAFE
PMDHRRLLGREGVPTIGGVVAANVSGPRRVQAGACRDAMLGVRFVDGRGEVIRNGGRVMKNVTGYDLVKLMAGSRGTLGV
LTEIAFKVLPVPEAAATLVLEGLSDDAAVAAMAAALGAPFDVSGAAHLPETGETLIRIEGFAASVDYRAGRLAELLGRFG
GARIESDPVAGAALWRRVRDVEDFADRPGDVWRISVRPSDGPRAAQAARAEAAVYDWGGGLVWVLVGEGRDIRPDLAGIS
GHATRVRGAGPLASAEPAPLAAMAARLKAAFDPKGILNPGAMG
>ANB36532.1 glycolate oxidase subunit GlcD [Rhodovulum sulfidophilum]SNK001
MQMPAPDARVMAKKDQVLRRLQAVLPAGAVIHDPTETRAYECDALTAYRCPPLAAVLPASTAEVSAVLRICHEEGVPVVP
RGSGTSLAGGALPTADCVILGVARLNEVLEVDYPNRFIRVQAGRTNLSVTAAVEGDGWFYAPDPSSQLACAIAGNIAMNS
GGAHCLKYGVTTNNLLGVTLVLMDGTVVEIGGAHLDAAGYDWLGVICGSEGQLGVVTEATLRILPKPEGARPVLMGFGSS
EVAGACVADIIRAGVLPVAIEFMDRPCIEATEAFAGAGYPDCEALLIVEVEGSPAEIDEQLALILRIARAHDPVELRESG
SAEESARIWLGRKSAFGAMGQMGDYMCLDGTIPVSALPDVLRRIGELSAEVGLRVANVFHAGDGNMHPLILFDANAPGDL
ERCEALGAEILKLCVEAGGCLTGEHGVGVEKRDLMGVQYAPADLEAQMRVKDVFDPGWLLNPAKVFPLQASAARRAG
>ANB36533.1 hypothetical protein A6024_00465 [Rhodovulum sulfidophilum]SNK001
MTGEVIFDPLLPLSLIWALAVLAAGIVGFALWRGLAGWWLRGLAALAVLAALANPSLQTELRTPLSDIVVLVVDESASQR
LSDRPEQTARAVERVRAEVAALDDTELRILRLGDGEGDEGTLLMTALSEALAEVPRARLAGAILLTDGQLHDLDRAPALP
APLHALLTGRKDDWDRRLLVQNAPAFAILGEEVTLTLKIEDQGAVPKAMGDTTSVTVSIDGGTPQSYRVPVGQTLDVPVV
LDHAGQNVIQFSVAAEEGELTERNNAAVVQINGVRDRLRVLLVSGEPHPGERTWRNLLKSDSSVDLVHFTILRPPDKHDG
VPVSELSLIAFPTRELFLDKIDEFDLIIFDRYKRRGILPSIYFDNVRNYVEKGGALLIAAGPDFAGAESIYRSPLADILP
AEPSARVIEQGYRPEITDLGRRHPVTEGLKAEAGGAWGRWFRLIDLLPKQGEVVMSGIDDRPLLVLDRVGEGRVALLASD
HAWLWSRGFEGGGPQLELLRRLAHWMMKEPELEEEALSATAEGQVMTIIRRSLSQEPRSVEIARPDGGTDRLDLVETAPG
RFGATYEGPEMGLYRLTDGTLETVIALGPAAPREFEQTIADGARLEGPVSATRGGIVSLSDGMPDLRRVREGRTAHGRGW
LGITPRAAYLTSDVTIRPLAPAWVFLLLAALLSLGGWLREGRR
>ANB36534.1 LytTR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAGLGALGFSAPLLLWGLVLLPTLWFLLRAVPPAPIRRRFPGVALLLGLADDEAQADRTPWWLLLLRMLAVAALILGFAG
PVLNPQERTPGQGPLLVLLDGSWADARDWPRRIDRLEAVLDEAGRDERPVAVVLATDLPGDGLPFQAAELWAARLAGVQP
AAWLPDAEAIAAWADGLEGRFDTVWLSGGLDWPGRTALLSALERHGRVGVLESQRPLMALRPAAFSDGTIALSVLRARPG
PETEAMLAAAGRDPAGVERVLARLPVTFAPGETRAGAELVLPPELRNRISRFAIEGVRSAGAVSLTDDSLKRREVALIAG
NENREGLQLLSPLHYLHQALAPTADLIEGTLGDVVLAHPDVIVLADVATLSPAESEALQGWVEAGGMLLRFAGPRLAASD
VSRAEEDPLMPVRLRAGGRTVGGAMSWGEPKTLRPFGEASPFFGLPVPDDVRVNAQVMAQPDPSLADRSIAALSDGTPLV
TRKKLGKGEVVLFHVTANAEWSTLPLSGLFVQMLERLAVSTRPARPDAVELAGTTWVPETVLDAFGALGEAGTLPGVPGE
ALAGARPGPGLPPGLYAGEDRRLAVNVIGADTVLSPAAWPARIAVEGFAVARETVLKGWVLALALALLAVDILASLWLSG
RLRGARVPSRAGGAMVLALALLLPGGLRAEEAMPDDALALRATSEVVLAHVRTGDAEVDRIADAGLRGLSRKLAERTSIE
PAAPIEVDLETDELSFFPFLYWPVTANQPMPSPAAYARLNRYLRTGGMILFDTRDADVAGYGGGSSEGRRLQQLARPLDI
PPLEPIPPDHVLTRTFYLLQDFPGRNAGREVWVEAAPADAERVDGMPFRDLNDGVTPVVIGGNDWASAWAVDGQGVAMFP
VGRGYAGERQREIAFRFGINLIMHVLTGNYKSDQVHVPALLDRLGQ
>ANB36535.1 hypothetical protein A6024_00475 [Rhodovulum sulfidophilum]SNK001
MISAAALRAHAEGLAEALPPLLAEAEHLAQAVLLGEHGRRRAGLGDEFWQYRPTHSGDEARMIDWRRSARSDAHFVREKE
WQAAQSVLLWVDDAASMGFSGASDHPPKVQRARVLALALAVLLTRGGERVGLLGSDLPPRRGQHQILRLTEALGRELSPS
DYGVPATRGMPPHSRAVFLSDFLGDLAPIETALAEAADRGVKGALVQVLDPAEEAFPFDGRTIFESMGGSLRHETLKAGD
LRGRYLARLAERKARLADLARVTGWHYSAHHTGEGAQGALLWIYRALERGR
>ANB36536.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MPDETELVAAIEALGEKLAEAKASITRRFIGQERVVDLTLSALLCGGHGLLIGLPGLGKTRLVSTLSTVMGLNGARIQFT
PDLMPADILGSEVLETAPDGSRAFRFIEGPIFCQLLMADEINRASPRTQSALLQAMQEKSVTIAGEAHPLSPPFHVLATQ
NPIEQEGTYPLPEAQLDRFLVRIDVPYPDRRTEHDILLATTGVAEDEAHAVFTAAELIAAQKIVRRMPVGEGVVEMILDL
VRACRPAESEAPPIVREAVAWGPGPRAAQALMLTVRAQALLEGRLAPSAEDVLKMAGPVLIHRMALSFAARARGEDLPRI
IETVARETVRVEAAA
>ANB36537.1 DNA polymerase I [Rhodovulum sulfidophilum]SNK001
MTEGFGKGCHLHLIDGSAFIFRAFHALPPLTRKSDGLPIGAVAGFCNMIHKYVQDNRGPDAPTHVAVIFDKGSHTFRNDL
YDLYKANRDEMPENLRPQIPLTREATRAFNIACIEKENYEADDIIATYARQAVEKGGRVTIVSSDKDLMQLVGNGVEMLD
AMKNRRIGVEEVEAKFGVGPGRVVDVQALAGDSVDNVPGAPGIGIKTAAQLIQEFGDLQTLLDRAEEIKQPKRRQTLIEN
RAQIELSMKLVTLDAETPLDETIDDLEVKEPDAETLLGFLAEMEFRTLLKRVADGLGAEPPAIPEASPAAADPADGTAPA
ALPFEPEAYDCVRDAAALEDWIGRARARGWVAVDTETTGLDEMRVDLVGISLAVEPGQACYIPLGHREGEGDLFGSAALA
EGQMPMDEALALLKPLLEDPAVMKIGQNMKYDAKILARHGIAVAPIDDTMLMSYAMHAGLHGHSMDALSERYLGHQPIPI
KTLLGSGKSQITFDKVPVAEAVKYAAEDADVTLRLAQLFKPQLHRAKVATVYETLERPLVPVLAEMEMTGIKVDRDTLSR
MSNAFAQKMAALEAEIHELAGESFNVGSPKQLGEILFDKMSLSGGKKGKTGAYGTGADVLEDLAAEGHDLPARVLDWRQL
SKLKSTYTDALQDHINPETGRVHTSYVITGAVTGRLSSTDPNLQNIPVRSEEGRRIREAFVAEEGKVLLSLDYSQIELRI
LAHVAGIDALKAAFREGQDIHAMTASEMFDVPMAEMTPEIRRRAKAINFGVIYGISGFGLARNLRIPRSEAQGFIDRYFE
RFPGIRDYMEATVAFAKQHGHVETLFGRRIHTPEIGAKGPQAGFAKRAAINAPIQGTAADIIRRAMIRMPAAIAGLPAKM
LLQVHDELIFEVEAGAAEDVATRVREVMEGAALPVVALDVPLVVDAGQGPNWAAAH
>ANB36538.1 hypothetical protein A6024_00495 [Rhodovulum sulfidophilum]SNK001
MAPDAPGQEKDTTPPETTVTAEWRVCCDGSGPGLGHPRVWLSIPRDKGFVECGYCDRKFVHESFADKLKT
>ANB36539.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTGNAIEIEGLTKTYAASGSQPPKEALKGIDLDIPAGSIFGLLGPNGAGKSTLINIMAGLVLKTRGKVSIWGFDQDVNPR
QSRASIGVMPQELNIDPFFTPRAALEVQAGLYGVPKSQRITDRVLKAIGLEDKADAYARNLSGGMRRRLLLGKALVHRPQ
VLVLDEPTAGVDIELRQMLWANIRRLNEEMGTTIILTTHYLEEAQEMCGEIAIINHGELIARDSTSALIGRMDAKTLVIQ
PEGEVASLPEMPGPVESCLRPDGSLCFTYRRSEIGTGAVIEAVRNAGISIGDVATEEPNLEDVFVALTSSKTAA
>ANB36540.1 pseudouridine synthase [Rhodovulum sulfidophilum]SNK001
MSRVILFNKPWGVLSQFTDDGAPRPDRRTLAEFIDRPGVYPTGRLDRDSEGLLVLTDDGRLQARIANPKAKTEKTYWAQV
EGLPPDAALEALARGVTLKDGPTRPARIRRIDEPPGLWPRDPPVRVRKSVPDCWIELTISEGRNRQVRRMTAAVGHPTLR
LIRYRVGDWTLDGIETGTWRPA
>ANB36541.1 histidine triad nucleotide-binding protein [Rhodovulum sulfidophilum]SNK001
MTYAYDDQNVFARILRGEIPNATVLETEHSLAFNDIAPQAPVHVLVIPKGPYVCYDHFAAEASDAEIVDFTRTIAKVCEM
KELAADGFRMISNAGAHGVQEVPHLHVHILGGRVLGRMLEKA
>ANB36542.1 hypothetical protein A6024_00515 [Rhodovulum sulfidophilum]SNK001
MATIAYLLLCREGPSATVALAERLSAAGDLVALHVDRRARPADIRAAVAGNPSVVLARPVRCDRGEWSRVQAVLNTARAA
LAAFPQATHLYLLTDECLPIKSAARLRAALDAEDCDHIEGLDFQAMGGGGQMALRPILRQDVAAPRRRAGIRAAVATGKP
PGRAPPGDLRGMTGSRWWCLRRGTVEAVLAFLAGRPDVRRFFRAGGWAEAPLSATLFQTLVRHLVPGDEIRSRAPTFELV
TENGRPVTFYNDHFDLLTVQEGFFAHRISAGAGQLRARLEALHAAPGPGPAVSGGGAAIYRFLTGRGRVGQRFGDRAWER
GASLGPDHDLMLAICKKRGVARRLAGRVRRTIGMPAVEFPFDDDAADLPDLGGIERGLAKRSRHHGAFLRLVFDSYGTDR
LLLCLDPSDLDVMTDLHGDGARVRMLEIACPFSQADLLGHARGLGLLSQSSPPGLAALVLPVLGQQIREESARLRAAGFP
ALYRLEPGLALSEAALVLAKFLEIPYDTARGIADTATLFDD
>ANB36543.1 carbohydrate kinase [Rhodovulum sulfidophilum]SNK001
MTKTYHVVGIGNALVDVLAHAGEDFLAEHGVEKGIMQLIDTERAVELYGRIGPAQEISGGSAANTIAGIAHLGGRTAYVG
KVKDDQLGTIFAHDLRAQGADFATPMAPGADEGETGRCIILVTPDGERSMNTYLGLSERLSAADIDAAQIADAEWIYLEG
YRFDGDESHAAFAKAIAAAKAAGGKVALTLSDPFCVDRHRDAFRRMIREDVDLLFANRAEMLSMYQTEVFDEALAQAAAE
IELVACTDSADGAHVLSGEGRWHAPAVATRVVDATGAGDLFAGAFLWGLTQGHDLESCGRMGCVAASEIISHIGARAEAD
LSALFRSHGLI
>ANB36544.1 endonuclease III [Rhodovulum sulfidophilum]SNK001
MAQALPYHTIHEIFSRFQATEPEPKGELEHVNAYTLLVAVALSAQATDAGVNRATRALFARVDTPEKMLALGEEGLIEHI
RTIGLFRNKAKNVIKLSRILVEEYGGEVPSSRAALQALPGVGRKTANVVLNMWWGLPAQAVDTHIFRVGNRTLIAPGKTV
EAVERAIEDNVPAEFQRHAHHWLILHGRYLCKARKPICGTCPIRDLCPYEDKTV
>ANB36545.1 6-O-methylguanine DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MPKDTDRDENQAYHFAVIRRAIDRIDAAGGESLPLETLAAEMNMSPAHFQRVFSRWAGVSPKRYQQYLTLGHARTLMRER
FTTLETAGALGLSGAGRLHDMFLRWEAMSPGDYAKGGAGLEIHWGWVDSPFGPALVMATARGICGIGFAAETGSDAVMAD
LTSRWPHASFVEDPAALAPWAEAAFGRQDGKAAFGRRGGEARLHLIGAPFQIKVWEALLSVPPGQVTTYSEIARAIGHPR
AVRAVGTAVGRNPIGYLIPCHRALRKTGALGGYHWGLPVKRALLGWEAARADAASGADTRAG
>ANB36546.1 hypothetical protein A6024_00535 [Rhodovulum sulfidophilum]SNK001
MIRPSKPLLLTIAAVLALGACTDPSVQTGDARQRTKEGAAIGAGLGAVTGLIASNRGGNDAKSALIGAAVGAAAGAAIGN
NLDKQAAELRQNFDSNRIGVVNTGNALVVTMPQDILFATDSAAIQSGLRADLQTLAYSLNDYPDTTVDVIGHTDNTGSAS
YNQQLSTRRASAVASVLTGAGVNSSRVRAYGRGEEQPIASNLSPEGRAQNRRVEIVIRPVS
>ANB36547.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPFQKVQPEKLSAAVVRQIELLILRGVLRPGDRLPAERDLSERLGVSRPSLREAIESLEARGLLVRRAGAGVFVAEMLGA
AFSDALVRLFATHDEALFDYIAFRRDLEGLAADRAARTGSDTDLAVVDTLFTRMEAAHARRSPAEEARLDAEFHLSIIEA
SHNVVMTHMMRAMFDLLREGVFYNRQIMFRQRTTRRMLLDQHRAINTALQARDGAATRAAVERHLDYVVEALRADQNVER
NEAVARQRLEQALNKG
>ANB36548.1 hypothetical protein A6024_00545 [Rhodovulum sulfidophilum]SNK001
MPGEAKPASSSSPETRALFRPRTFSALLLGSGLVALLALTGVGPARRLLENHSEGIRAAQHAAAIEAVMAEDPRRQRRQD
LTERARRHAGDAVEAGFFVRTPTDEKLACITFRGGDMHAPEPYLVRIDLDTLGRMLAVRDELDFTTYWALYKRCRTHANL
TNSVN
>ANB36549.1 ATP F0F1 synthase subunit B [Rhodovulum sulfidophilum]SNK001
MKKLAVALTFVASPALAAEGPFFSLHNAEFVVTISFIAFLALLVYLRVPGKLMAMLDKRAAGIKADLDEARALREEAQTV
LASYERKQKEVQVQAERIVETAKAEAETAAAKAKDDLKVAIARRLAAADDQIESAKAGAVKEVRDRAIAVAVEAARDVIV
RQMTEQTSDKLVQDAIGEVRGKLHLH
>ANB36550.1 ATP F0F1 synthase subunit B' [Rhodovulum sulfidophilum]SNK001
MATELEAAEAAGHAADAVGMPQLDFSTYPNQIFWLVVTLFAIYFVLSRIALPRIGAVLAERQGTISNDIAVAEELKLQAQ
EAERAYEKALADARAEAQRIVAEAKAEIKADLDAATAKADAEIAARSAEAEAQIAEIRAGALESVTEVARTTAVDVVAAM
GFRADAGTIEAAVDSKLKG
>ANB36551.1 F0F1 ATP synthase subunit C [Rhodovulum sulfidophilum]SNK001
MEGDIVQMGAYIGAGLACTGMGGASVGIGHVVGNYISGALRNPSAAASQTATMFIGIAFAEALGIFSFLVALLLMFAV
>ANB36552.1 F0F1 ATP synthase subunit A [Rhodovulum sulfidophilum]SNK001
MASEDATGGVNIDTMHQFMVTPLFGDGAVHWYTPTNVTLWMGIAVLCTVLLLVMGTRGRAIVPSRIQSVAELAYGFVYKM
VEDVSGREGLKYFPYIMSLFIFIVFANFLGLIPGAFTTTSHLAVTATMALAVFFGVTILGFVKHGASFLSLFWITAAPLA
LRPILAMIEVISYFVRPVSHSIRLMGNMMAGHAVMKVFAGFAGVLGVGAVFPVVAIGAIYALEFLVAFIQAYVFAILTCV
YLRDALHPHH
>ANB36553.1 F0F1 ATP synthase subunit I [Rhodovulum sulfidophilum]SNK001
MMDPAEKERLARLEARLAELRKAEAAPERSHMDSHYSQAQLAWRMVIELVSGLGIGFGIGYGLDSWLGTKPIFLVLFILL
GLAAGIRVMLRTAQEVQGQQAAAAAEDEKRD
>ANB36554.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MQDRLDIVFSALADPTRRAILAMLLEDDMAVTDVAEPFEMSLAAISKHLAILTRAGLISQEKRGRVKWCKLEPDALKDAS
IWMQGFGQFEAVNLDAFERFLAAELNG
>ANB36555.1 hypothetical protein A6024_00580 [Rhodovulum sulfidophilum]SNK001
MALSLAAVPRGEVLRGHLAMLSVSALVAGSFSFGSLIANDIDPVALTALRFLLAGVLIGVAAALGPGLRRHQFRAPWRFV
LLGAIFALYFVLMFEGLKTAAPVPTAAVFTLTPMLSALFGWLLLRQRVTPRIAAALALGGAGALWVIFRGDPGAFLRFEP
GRGEAIFFIGCVAHAAYTPLVRKLNRGEPALVFTFGMMLAALAVLTLYGAPALVATDWGALVATDWGALPPLVWAVLAYL
ALCASAMTFVLLQYAALRLPAARVMAYTYLTPSWVILWEIALGHGAPRALVLGGVALSVLALAILLKDG
>ANB36556.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDVDNWDEIRTAFHVARLGTVSGAAEALGVHHATVIRHVDALEDRLGVKLFQRHARGYTPTEAGEELLRVAQVTADQFSQ
LAGRLRGRGAAMTGELTVTTVDSLTPLLVPVLSGFQAEHPELTLRLMADSRLYRLEYGEAHVAVRAGSQPDEPDNIVQRL
YTLRYALYANAGYVAAHGRLGEDLAAHCYVGPSDEDHRAPFNRWLKANVPAGRVGFRASDARAQVEAVAAGAGIGFVPVW
WAERLPGLEQMHPPLAEWDVPLWLVTHVDLHRTAKVQSLTTRLKDAAKEWP
>ANB36557.1 signal recognition particle protein [Rhodovulum sulfidophilum]SNK001
MFESLSDRLSGVFDRLTRQGALSEEDVATALREVRVALLEADVSLPVARDFVKSVQEKATGQEVTKSVTPGQQVVKIVHD
ALVDVLTGEGEPGYLKIDNPPAPILMVGLQGGGKTTTTAKLAKRLKEINGKRVLMASLDVNRPAAMEQLAVLGTQIGVDT
LPIVKGQKPVDIAKRAKQQAAMGGYDIYMLDTAGRLSIDDELMAEVEAVRDVATPRETLLVVDGLTGQDAVHTAENFDER
IGITGVVLTRMDGDGRGGAALSMRAVTGKPIKYVGLGEKLDAIEEFHPERIAGRILGMGDIVSLVEKAQATIEAEQAERM
MKRMQKGQFNMNDLKMQLEQMLKMGGMEGIMGMMPGMGKMQKQAAEAGFDDSVLRRQIALINSMTKRERANPQLLQASRK
KRIAAGAGLEVPELNKLLKMHRQMSDMMKKLGQKGGRAMLKKAMGGMFGKGGMPDMANMDQAQMEEAARKMGAGLPGGMG
GMGGMGGMGGGMGLPPGLGGLGGFGKKK
>ANB36558.1 GNAT family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTAAPIIDTARLRLRPHRVEDFGPYAALFASERARFMGGPLSRRQAWQVFAADSGQWALMGFGAWGVERREDGVAVGQLA
LNKPDHFPERELGWLVFDGHEGRGYATEAAEAARDHAFGALGFGTLVSYVSPENRRSVALAERLGARPDATADRPDEGDL
AYRHPRPEAAA
>ANB36559.1 GNAT family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MKITIDCPEIETERLILRGPKASDWEAHAAFAGSERARYIGGPFSRRDAWTKFASRWGHWALHGYGMFTVTRKGSDEAIG
VIGPHFPEGWAEPELGWILYPGAEGQGVAREAALACRRFAYDTLGWTTAISYIDTRNDRSRALAERLGCSLDPSVPHPFE
EDCVVYRHPGPEAIA
>ANB36560.1 acetyltransferase [Rhodovulum sulfidophilum]SNK001
MSVMPVIPALMTERLALRGPELRDFEALRAFYASERSGFVGGPKSPEGAWRQLAAEIGHWALRGYGRWIVTERASGRTVG
MVGLWNPEGWPEPEVAWDLFEGFEGKGYATEAARAARDHAYGALGWSTAISLVDPANAASARVAERLGAVYEGEVSHETY
GAIGIYRHPAPEACR
>ANB36561.1 GNAT family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MAHSAIPVLETERLVLKGPAPEDYPNFEATFTSFRARFMGGPLSEYESWMLYAAEIGHWQIHGFGMWMIHDRDTDATLGM
AGGWYPKGWPEREIAWVIWPRVEGRGIALEAVHAARGWCYDRLGWDTAVTYVDPKNVSSVRLCERLGARRDDSARNIDSH
DIVYRHPAPAELRATPLVARIEAELAGHIDPSCQPKGAPLD
>ANB36562.1 chorismate mutase [Rhodovulum sulfidophilum]SNK001
MTDDASRAAELLKEHRASIDRLDAILVYTLGERFKHTQAVGRLKAAHGLAPSDPAREDQQIARLEDLAHQADLDPEFAKK
FLNFIIQEVIRHHIEHQK
>ANB36563.1 30S ribosomal protein S16 [Rhodovulum sulfidophilum]SNK001
MALKLRLARGGSKKRPFYRIVVTDSRMPRDGRFIEKLGLYNPLLAKDSEERVKMDIERAQYWIGQGAQPTDRVARMLEAA
GVLTKTERSNPKKGEPGDKAKKRAEEKAAKAAEATEAE
>ANB36564.1 5,6-dimethylbenzimidazole synthase [Rhodovulum sulfidophilum]SNK001
MASGTARADRFAPAFRDELFELMRWRRDVRHFRTDPVAPALLDRCLSAFRLAPSVGLSEPWRLIRVESPAARAAARANFE
DANAAALKGYEGEKAALYPRLKLSGMDRAPVQLAVFCDETTEQGAGLGAATMPEMRRYSVVAAISMFWLAVRAEGLGLGW
VSVLAPDRLARDLGAPEGWSLVAYLCLGWPEVERDSPELEEVGWESRAAGLIVEER
>ANB36565.1 16S rRNA processing protein RimM [Rhodovulum sulfidophilum]SNK001
MTDRVCVGAISGAFGVRGEVRLKSFCADPEAIADYAPLYTEDGSRSFGLQITRAVKEGFAARMSGIDSKEEADALKGVRL
YADRDRLPSLPDDEFYHADLIGLTVVDPGGKVLGTVRAVHDHGAGDLLEIHGPGLTSTVLLPFTDACVPTVDLAAGRLIA
DPPEGVFP
>ANB36566.1 hypothetical protein A6024_00635 [Rhodovulum sulfidophilum]SNK001
MNLPQILYAVILFGAFLAGAAGIDAWVIVVIAALAVVANVFDPTARQKRADEGKTLTKALPMIVVNQVIWTNLAFLIGLG
VAWPFGGRIVALPVLVPLIVSAIGCAGALAAGMKPGPKA
>ANB36567.1 tRNA (guanosine(37)-N1)-methyltransferase TrmD [Rhodovulum sulfidophilum]SNK001
MTDRPKSHGRLSISASLRPGELMTDRPRLKGAWTARVITLFPDAFPGILGLSLTGKALDQGLWALDPIDLRPFGEGKHRN
VDDTPAGGGAGMVLRADVVAKALDQAALGTPGDRSRWPVIYVSPRGAPFTQATARRFAAAEGLTVLCGRFEGVDERVLEE
YGVEEVSLGDFVLTGGEIAAEAMIDATVRLLPGVLGNAASTEEESHSGGLLEHPHYTRPAEWRGRAIPEVLLSGNHGAVE
RWRREMAERLTEARRPDLWAAYRRGTD
>ANB36568.1 50S ribosomal protein L19 [Rhodovulum sulfidophilum]SNK001
MNLIAQLEAEQIAALGKTIPDFKPGDTVRVGYKVTEGTRTRVQNYEGVCISRKNGHGIAGSFTVRKISFGEGVERVFPLF
STNIDSIEVVRRGRVRRAKLYYLRSRRGKSARIAENSNYKPKA
>ANB36569.1 50S ribosomal protein L31 [Rhodovulum sulfidophilum]SNK001
MRKDIHPDYHAIEVKLTDGTVVTMKSTYGKEGDTLSLDIDPSVHPAWTGGSSRLMDTGGRVSKFKKKYEGLGF
>ANB36570.1 ATPase [Rhodovulum sulfidophilum]SNK001
MAHIIVVGNEKGGAGKSTVSMHVATALARQGFRVGALDLDVRQRSLGRFFDNRAGYVAQSGVNLASPEFRELPEIDPGAL
DEGENLHDRRLSTAIAELEREKDFILIDCPGSHTRLSQVAHTLADTLITPLNDSFIDFDLLARHDGATGKILGPSIYSEM
VWNARQMRAQAGLKPIDWVVLRNRLGAQQMHNKRKMGEALKNLSRRIGFRVAPGFSERVIFRELFPNGLTLLDLKDTGVT
SLNISNVAARQELRDLMAALKLPEVEPVA
>ANB36571.1 hypothetical protein A6024_00660 [Rhodovulum sulfidophilum]SNK001
MLQVFVLYLVFSLGVLLGAAELERRAIVARRLGPNGRAMLVALAASALGALVVVVISTFAEGWIYMLHVLGGAILYHGFM
GAFLVHGLQEVSARAAGHDIG
>ANB36572.1 ribulose 1,5-bisphosphate carboxylase [Rhodovulum sulfidophilum]SNK001
MAKTYDAGVKEYRSTYWEPDYTLKDSDILAVFKVIPQPGVSREEAAAAVAAESSTGTWTTVWTDLLTDLDYYKGRAYAIE
DVPGSDEAFYAFIAYPMDLFEEGSVVNVFTSIVGNVFGFKAVRSLRLEDVRFPLWFVATCFGPPHGIQVERDKMDKYGRP
LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCQEAIDKAEAETGERKGHYMNVTAPTME
EVYKRAEFAKELGTPIIMSDYLTLGWAAHNSLSKWCRDNGLLLHVHRAMHAVLDRNPNHGINFRVLAKMLRLLGGDHLHS
GTVVGKLEGDRAATLGWIDLLRDRHIKEDRSRGIFFDQDWGAMPGVFPVASGGIHVWHMPALVSIFGNDSVLQFGGGTLG
HPWGNAAGAAANRVALEACVQARNEGRELEKEGKEILTEAAKHSPELKVAMETWKEIKFEFDTVDKLDTQHR
>ANB36573.1 ribulose 1,5-bisphosphate carboxylase small subunit [Rhodovulum sulfidophilum]SNK001
MSKVQDYTSRLSDPASRRMGTFSYLPEMDDAQIRKQVEWIVKHGWNPAIEHTEPQFAKSNYWYMWKLPMFGETDVDAILA
ELKACHDANPDNHVRLIGYNNYSQSQGANMVVYRGTPV
>ANB36574.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MKDLLDQYRVADEPYYRPVADEVALYEAAYAARMPVMLKGPTGCGKTRFVEHMAWRLGKPLVTVACNEDMTASDIVGRYL
LDAEGTRWQDGPLAFAARHGAICYLDEIVEARQDTTVVIHPLTDNRRVLPLEKKGELLRAHEDFNLVISYNPGYQSLMKD
LKQSTKQRFGALDFSYPDHATEVEIVTHEAGVDATDADKLVSIAERARNLKGHGLDEGISTRMLIHAGSLMARGIEAPAA
CRMALVRPITDDPDMRDALDAAVATYF
>ANB36575.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SNK001
MATLADYAELLEDLDAPQRETLEQAWPETVRLLSPRGLDNWLKGTAALSHMGRGDHIVRTWIETVPAVARDLGEDIIPDL
AQACLGFASRTSGAVIERVLATAPVASRRLSDPDLFRAYLQLLNQLLAQAPRGLRPMLDHLEELLGVLTLGGLRRWASWG
AEAHRTDYEELTRYFGLESAESQAILQRERKGTLFVDIHRRIGMYLRALWGRDFLMRPTAGDFEAREGVRPHIAEYFLHL
PDAYDDWEGVPGLDLYRAAAAHAAAHVMATTEPLKGDELNALQRACIGLIEDARIEALAIARFPRLRDLWRQFHRPTEDG
SMTARFGRISLALLDPAAPTGDEIADWARTAFAGADMATARTSFDLGLQLAHRLRNEPYSAWRDGQAAPYRDDNRYIWEF
EETVDWEKGVAPEQQVRKHVSVSEMVNEVEVETAGDDAEEIWVAETELFDDDGVSFNEKEGKAPAAPPVPYDEFDYRIQM
HRPAWATVQEKRPRLGDPADIETILTENRKLTQRMRHLLDAMQPQGVQRIRRLEDGDEIDLNAATQALIDIRMGRQPDPR
VMMRSVRKTRDIAVMALLDLSESTNDPVAGQDRTVLDLTRTATVLLAEAIAKVGDAFALHGFCSDGRHNVFYARYKDFDQ
PWGEVPKARLAGMEGHLSTRMGAAIRHAGAHLGKVAAAKKLMLVITDGAPSDIDERDPQYLRQDARAAVQEVAKTGVIPF
CLTLDPRADRYVAQIFGQRNFLVLENIARLPERLPQLYAGLTR
>ANB36576.1 hypothetical protein A6024_00700 [Rhodovulum sulfidophilum]SNK001
MRSILMRYATPSTIGLFLVSLITGVALFFHVGPSAFHGIHEWLSMVLILAFGLHLWRNWRPMLHYMKGRPLALSLVITLL
ASAAFFFLPAGGKGGGRPPAFGLAMQVMAQPPATVAPALGTTAEELTARLAAAGFAVTDPARPLSEIARASGKSPMALAR
ILIDPPR
>ANB36577.1 hypothetical protein A6024_00705 [Rhodovulum sulfidophilum]SNK001
MVLAVPVAGVEAEMSVRRPDSDLMWLNQARGGIRGDRPAGLVMVLRTGLALDPANRRARKHGALALDLSGIAKCMASTVW
PKWRTASGPKTRFRLLRPGRWRARSVSGIGSISAGGGA
>ANB36578.1 hypothetical protein A6024_00710 [Rhodovulum sulfidophilum]SNK001
MADCGGDSAELEGIPGASVGAGRTLTVSLDLAEALFDAGYELHNDAAVEDLRDSPSEIVLPLGTKGLSRPVAGGGIYRQL
RLRNVRIPLA
>ANB36579.1 hypothetical protein A6024_00715 [Rhodovulum sulfidophilum]SNK001
MARISLPLLAACLALGLSSAAVAQSAGSAPTVSGPTSSGPSRIMAQQAGSGGCLPQSGRHDRHRDLSRRGGDHHGRGGGY
RDDGWRQDRSRDRSAACSRECDRRSGGGQALRAPAPGTAPANGFFDNGTAPRALTN
>ANB36580.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MRILLIEDDGVLGAAVADQLRADGHGADWAKRLDEAADTLAVGAFDLVLLDLMLPDGRGIPFLRAMRARGDATPVIILTA
LDQVSDRIEGLNAGADDYMVKPFDLDELSARIGSVARRYSGNPNPLIHLGPLEIDLAAKAVRRDGRPVTLTHREWALFEA
FVQAPGRLLSKAQLEERLYSFDDSIESNTIEVHVSRLRKKLGRSVIDTERGLGYRLGSP
>ANB36581.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MRAPRSLQGRLALAVGLAVTVLWIAAAGATLRELRHEMDEVFDSALRDAAHRLLPLAVRAHEGRHRDDDRHDGRRIRHAR
DWSERIRQFDGEVEDLSYVVRDRDGTVLLISDDADPEDFPAFRKKGFRRTATHRLYYDRARDEDVTIAVAEPLSHRAEVA
REIAANLALPLVVVIPLSLLAIVIAVGTSLRPVRALRQSLAERGARNLSALGEGALPTELRPIVGSINDLLTRLRAAFEA
ERSFAANAAHELRTPVAGAIAQAQRLRAETTDSAAAARASEIEATLKRLNSLSEKLMQLARAEGARLTATEPSDLRPVLE
IVAGDLERLGRGGRIALSLPEGPVLSDLDPDAFGILCRNLIENALKHGRGTVDVTLDARGVLSVANGGDPVPAADLARLT
ARFARSNGGTEGAGLGLAIVRTIAERSSSRIELVSPRPGRSDGFEARFTLPGSR
>ANB36582.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]SNK001
MSSPSAMLAVDFGTSNSAAAVLDGGQVRRLAIEPGAQTLPTAVFFPDERGAPLRIGSAAAEALIAGEEGRYMRALKSVLG
TALFHEARPIGGRRRTLAEIVTGFLAELKARAEADAGTRFDRVLSGRPVHFHSADPARDAAAEADLRGCYEAAGFREVGF
RFEPEAAALAARADARSDELGLIVDIGGGTSDFSVFRAAPGGIEILASHGIRLGGTDFDHAVSMAHAMPLLGLGGELRRS
FGEGLLPVPKALYVDLSTWAMIPFLYTRETERAVADMERHAVDRAAMERLGHVIGARLGHELAFAVEAGKIAANGGGARA
RIEMGQIGPGLGAPITAGSLNAALAPYREALRMAIYETLMLAQAGPDRIGAVVLVGGSSLMGLVETEARAVCPAAAIRRS
EAFTAVVDGLALATADA
>ANB36583.1 hypothetical protein A6024_00735 [Rhodovulum sulfidophilum]SNK001
MDLLVAAASIAAAEPDPGLPPDRLRLTLEYRSPPDCTVERGRMAKLLKGERFSLEPLDDLLPCFLVLQFPGVRRRMAPES
LFAAAGALAEEMGLVSAVPDIGASFVVAPDAPDASGRSESVADAFLDLTCLVAPDETLADDWAIDAINVKPVWARGITGR
GVLVAQPDTGVADHPELAGMLDLGQAWNTLTATADPTDPLSADMSSPGHGTATSSTLASRAPGRVFGAAPGAEVVPIRCI
DAVVLRLDPTPVARAILHAVHIGADVISMSLGGVLYSRAMAAALERAAAAGIVIVSAAGNCLQPITVYPARDPNAVGMAG
TNHLDQPWKGTSRGSRIAAAAPAENVRVARRRPDDQGQGTTGPSQGTSFAAALTAGVAALWIEHHGRQHLRDEAARIGIT
VNDLFRTALKASARRPADWPSGMGAGIVDADALLRLELSRIQPLSAPESAAPPPEDAILAALDESYEQIETGADDWPRIG
AEVIYLLGDAWLRENRAAGVPVETTACPRPSPGLVRAMPEPVMRGLAARRDAGAFTPPLISATGPSAQYARLLAAGQPGT
AESSAKLSEPEARARLSGEGAGRLMAKTRTCFDRLQACGLGDRNAQARVLEGAEGVIRMAAEDRLHQLDLPGRIALEALV
RIQDRPAFRVTGDSVDIDDPLAGDWAPFLGLVANLPDWTRSVGRIDLDGIHIGSGFLIGGGQVMTNRHVLEACADELTGP
GGTLWRFGRGAVTIDFSETADGSQCHALTGVVMAGPDPIGGVERLGHLDMALLSLDAAAPGLPRALPLARQLDDAAEMVV
IGYPARPGTSAFVDPATGAISREIGTRLREIFGTDYGRKYVAPGHVMQGPGRLPGDSEGWAASHDCTTLGGNSGSVLVQF
TATPAVAGLHFSGAPLTANKAHALGQVDRSRFGPIPGATWL
>ANB36584.1 hypothetical protein A6024_00740 [Rhodovulum sulfidophilum]SNK001
MCGRFAITMPAEAMAEPFEAVPGNDLPGGPDFNICPTDMVAAVTSAGGLRRLRPMRWGFLPHWYKTPSDGPLLINARADT
LAHKPAFAAAARQRRCLIPASGFYEWQRGPQGARLPWYISRSDGAPLAFAAIWQDWERDGHSLTTCAIVTTGANARMAEI
HTRMPVILEPADWPLWLGEAGHGAALLMRPADEGVVQLHRVGTAVNSTRADGPELIEPI
>ANB36585.1 fructose 1,6-bisphosphatase [Rhodovulum sulfidophilum]SNK001
MTKNPPVDFNDRMLSLGLARVSEAAAMASAKLIGHGDEKAADQAAVDAMRRRLNELDIKGVVVIGEGERDEAPMLFIGEE
VGSGEGPAVDIALDPLEGTTLTAKDMPNALAVVAMGPRGTMLHAPDVYMEKLAIGPGYPENLVTLDMSPTERVRVLAEAK
GGGADDITVCILERPRHEDLIDEVRATGAAIRLITDGDVAGIMHCADRGRTGIDMYMGSGGAPEGVLAAAALKCMGGQMW
GKLLFRNDDERGRAAKAGITDLDRVYARDDLVRADVIFAATGVTDGSLLPGIKREVGYLTSETLLMRSKTGSVRRMFYRN
PTK
>ANB36586.1 single-stranded-DNA-specific exonuclease RecJ [Rhodovulum sulfidophilum]SNK001
MTRAYLGVETSATGRRWVGPSEEEMRQAEALAQSTLLPAAVAAVLARREVTAETAAGFLDPTLKDLLPDPRALRDMGRAG
ERILKALTGRQRIAVFADYDVDGGASAALLLDWLRAMGHRATLYIPDRIDEGYGPNIPAMQALARDHDLIVCVDCGTLSH
DAIAAATGADVVVLDHHLGAETLPPALAVVNPNRQDEDGSLGHLCAAGVVFLLLVEINRQMRDAGMRGPDLLQSLDLVAL
ATVADVAPLIGVNRALVRQGLKIMARRQRPGLVALSDVARMDSAPTPYHLGFLLGPRVNAGGRIGKADLGARLLSTADPD
EAASLAERLDQLNTERREIEAAVRAAALAQAEERGTDGPLVWAAGEGWHPGVVGIVASRLKEATNRPAVVIGFDGDEGKG
SGRSVSGVDLGAAIQRLASEGLLLKGGGHRMAAGLTVARDRLEPAMARLGELLARQGAGTMGPADLRLDALLMPGAATVE
LIDEIERAGPFGAGAPAPRFAFPDCTILHVRRVGDAHLKLSFGDGLGARIDAIAFGAFDGPLGPLIEAHGGARFHLAGRL
EINSWNGRQSVQLRLEDAARAI
>ANB36587.1 hypothetical protein A6024_00765 [Rhodovulum sulfidophilum]SNK001
MMAETFTRSFGRFNAEVTPAEARLIIRDDCKDMIRLFGRDLVRSSLLGGSWTPDIERALRWGLDRIEAELGEDLRYRAGV
MAAVNLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICSACGELVTDSLGCGGGICWASAAFPKPVEEPADKAFREAVA
ELVDCAMKEGKVDGEAWGGMPDAHA
>ANB36588.1 hypothetical protein A6024_00770 [Rhodovulum sulfidophilum]SNK001
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPP
TNAPAEARPDERSAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLAPLNATNRLTPPAPGTEAHKRWSAVHRAPLGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>ANB36589.1 hypothetical protein A6024_00775 [Rhodovulum sulfidophilum]SNK001
MSIMDAIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>ANB36590.1 hypothetical protein A6024_00780 [Rhodovulum sulfidophilum]SNK001
MAAILTIAPQIADRLAAEAAAARAQANTARVAAKSSARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGDA
>ANB36591.1 hypothetical protein A6024_00785 [Rhodovulum sulfidophilum]SNK001
MKTILTASALALLAAPVLAATGTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAATGEGDGSG
EGEGGESSDA
>ANB36592.1 hypothetical protein A6024_00795 [Rhodovulum sulfidophilum]SNK001
MAESKKHTAPDLSDDAPDLSAPEWQQKFAAAKVRRGRPKAEKTKISTTIRLSPEVIEYFKAGGPGWQSRIDEALRKAAGL
>ANB36593.1 hypothetical protein A6024_00805 [Rhodovulum sulfidophilum]SNK001
MEQLIAEIEAYAAAWSKSPQKVLRDAIGASWGQWEAWKSGQASPTMRVADKLRDHMRTNPAPAIPEDAARC
>ANB36594.1 hypothetical protein A6024_00810 [Rhodovulum sulfidophilum]SNK001
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>ANB36595.1 hypothetical protein A6024_00815 [Rhodovulum sulfidophilum]SNK001
MTVRAEVAAEFQATALAMQSRQRPVSIRDRLRLALAGLGSGDEELRAAIARFLADHDTAPAAAGAALQETILRRCTAAPT
RHAWQDRADLDG
>ANB36596.1 hypothetical protein A6024_00820 [Rhodovulum sulfidophilum]SNK001
MAEAPLTRADQVLIAAAAALAVPPVMDRDLTARRMAMALDVIPHVAPDGPTCGLAFEIEAMDRARRAGDGPTFSDCHWRL
RSAVARFFETRAAHAHERWRRETGKA
>ANB36597.1 hypothetical protein A6024_00825 [Rhodovulum sulfidophilum]SNK001
MSAMPPREDPRLAEARALPIGEVAERLGIAGLKPPQAIERVGPCPVCGGRDRFGINSARNVYNCRHCGGGDAIALVGLVK
GCDFRAALDWLMGTRELETDPAELARRKAAREKEARQRIRQAEAARRNAIAQARAIWHDSRPAEDSPVRDYLARRGLTRA
RLPELPACLRFHPDLPYMVPAEGNRGRWREIHRGPAMVALVQAPGGRGSGIHRTWLDLGQPKGKAVIAHEGETLAAKKTL
GSVKGGAIRLARSSGTRAMVMGEGIETTFSALAARALPGAAYWAGISLGNMAGRRITRGKGMRFAGVPDLDDLQAWLPPA
GVEHLVFIQDGDSEPRSTRAQLLSGLRRARARVPSVTRISIVHAGEGRDLNDVLMGEGEE
>ANB36598.1 hypothetical protein A6024_00840 [Rhodovulum sulfidophilum]SNK001
MANTLDVRITLPWWRMAMAYGAAHMVGTVSSQVPPRWVEAMIAALARWGSRGATVRMVQ
>ANB36599.1 serine dehydrogenasease [Rhodovulum sulfidophilum]SNK001
MSLDLFDRSIFDLVNKRAEALEDRLKADVLFYSGGIQPNFFRNFRDYVEEMKLKSSRTDDAVAVFIRTGGGSAETAERMV
AVLRKHYGLVYFVVPDISMSAGTILCMAGDKIYMDYSSSLGPIDPQVPAPDTGEYVPAMGYLDKVKEITEKGDLAPADVV
LLRSMDLGKLALFEQARDLSKDLLKKWLVEFKFKDWTHHRTNNPGTPVTHEEKENRAEEIATALGNHTLWRSHGRSIDLP
KLEAMRIQIDDYSDDIEFRTLIREYNDPLTGFIDRMGLGFFMHNHRVGL
>ANB36600.1 hypothetical protein A6024_00850 [Rhodovulum sulfidophilum]SNK001
MPQGPQGEKSPADVSGNALYIVKIAIGEIEETTLKQPAKRPNCLADAKVYADRLSKVDRREVVKLVTEARWKK
>ANB36601.1 hypothetical protein A6024_00855 [Rhodovulum sulfidophilum]SNK001
MSRRLPRRILIAALLAATLAEPASAMQTQISGSVRLRDGDTPVVGGVPVRLSGLTCDERGSQMGDRATARLWDIIGRQHL
TCVLNGETTYDRQVGRCYLPDGRDIAEILISEGYCGRCARYDPQRTYVKAQRHAGRYRGAMPGYCRPR
>ANB36602.1 hypothetical protein A6024_00860 [Rhodovulum sulfidophilum]SNK001
MGKGSKTRARAVKLAKKAELAGVPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKAHAAVTN
WMRWQGYLGHLDRWQQAEIWGAVREQTALIRDRLATDEGRGYVQALRKLADVVERR
>ANB36603.1 hypothetical protein A6024_00865 [Rhodovulum sulfidophilum]SNK001
MSIHEIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMTGQGWAEVKGKLHCPACEAKRKATGMTKTT
TAPAAKPAEALRQPSREQRREIVDMLREVYDPEAERYRRNDTDATVADVLGVMPGWVAEIREAFFGPDGGNEGIEAATEK
LAALEHEIRAISDLAGKQQEAASKKLAEVSAMRAELGRIKGAVGPRALRAAGVK
>ANB36604.1 hypothetical protein A6024_00875 [Rhodovulum sulfidophilum]SNK001
MQTIEHLLRLADAYKLAAGVAEDTTVSYRVFGDTKKLAALRAGGDITTRRFNAAIAWFGENWPNVADAHPTPQISGDAA
>ANB36605.1 phage repressor protein [Rhodovulum sulfidophilum]SNK001
MALQDILDRITQQREKLGISEGALSLQAGLSRDGIRNWRRRLEKGEDAAGATISALAGVARALSVSETWLIHGIGDGPDT
PTIAIAGAVGAGARVPVFDAYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSVPSEAVGKRCV
CECEEGLGWVKVVRQGREPGLFDLHSFNDQTPVMYGVRLKWAAPIKLHWPAELARRV
>ANB36606.1 DNA cytosine methyltransferase [Rhodovulum sulfidophilum]SNK001
MQADFSTLLAQAGYTVPEAARLLGYSEGHIYRWKRGEEIPRESVIRLLNMEIERRRDAGDAEKAFTFIDLFAGIGGLRRA
MESAGGRCIFTSERDKYAQQTYMANFPDNRLPVGDIREVEAEDIPAHDVLVAGFPCQPFSIAGVSKKNALGRAHGFEDET
QGTLFFDVLRILMHHRPAGFMLENVKNLKSHDKGRTFEVIRRKLTEELGYTLETRIIDAGHFVPQHRERIVMVGFRVATG
FSFDDVHLPAYGTKRMRHILHPENGTEQPEGHFTVGPDAAVSDKYTLTDKLWAYLQGYAAKHKAKGNGFGFGMVDGDSIS
RTLSARYYKDGSEILVSRGEGNNPRRLTPRECARLMGYPDDFRIPVSDTQAYKQFGNSVAVPVFAEVAKVMAPHILSLTK
AEPLKKVG
>ANB36607.1 hypothetical protein A6024_00890 [Rhodovulum sulfidophilum]SNK001
MNEQGIFDFAGEGGGHAGLLTDLLSRAERVLVKKLSNNDRDWARYDNKHQAGVYIPAEQREGGFFPPLEVKVRKDPDAAP
IREAWFDTLWPEASGGARSKRSRIVHYTSKGPETHMTRLPKECFEQLSPASFLMMGRYRQGENTVYECLTIDSASDEADL
LLTQLDITPDFLIGEFEPAEVRAKEQNRVLDFAEELIAAWKAGTIVEFGRFRAAMPKTEELAGLARTRYLETHGLDCLDP
FAIERPGDALREISRSIEWDMFRDFQRRERAVELVRIVLGDAPRDMTVAEFIRQLINELPRIDALMLSASQQRKSRAGYS
YEHHIEAMLSGGKIPFEKQVVIEAKKRPDFILPSLAFISSGEATAAKGLILSAKTTLRERWKQVEREKGERRLYLTTVDE
NIAGNAIQDMEGIGVQLVIPESLMDAKETEYAGRANVLTFRRFCDEVIQPNLKVWL
>ANB36608.1 hypothetical protein A6024_00895 [Rhodovulum sulfidophilum]SNK001
MLALNGPHWLVMTDFGPLGVGAPDPAATWDDALDQLAAAADEDRLARVFRLDFNTPAMTEVTDEAWRGLEGRLAGMAA
>ANB36609.1 hypothetical protein A6024_00900 [Rhodovulum sulfidophilum]SNK001
MIGPLRTAEALDPISTPQGRAEARDRRRAILREAARAARWLAWTSLGLLVIGLIGHVADKAIGQVIHDMHGREVSQWAN
>ANB36610.1 hypothetical protein A6024_00905 [Rhodovulum sulfidophilum]SNK001
MGELTKIPQEDAATPASFGAITPMGMISQAVANGASIETVERLIALHERWESGRARKAFDAAISAARAEIKPIVKGSTVD
YESKKSGDRTNYSYETLDAIAREVDPILAQHGLSYRFRSRQSDRGGLAVTCIVAHCDGYSEETTLSGPPDQSGNKNAYQA
IGSAATYLQRYTLKLALGLSAAKDDDAQGAGRAAEDREPPRFDPRAAAGRIRRSLERAASLDDLGAVWMHETPVLKDIKA
AEPGLYSELERSKDARKLTLTRAASDIGDDEIPY
>ANB36611.1 hypothetical protein A6024_00910 [Rhodovulum sulfidophilum]SNK001
MNDMTPTSSKEGANPRAVIGGNAPPDPLDEALAPYGDFITEAEGWLDGTQVTTAAQMKAVDDLAKEIKAAEKAVSTARDA
ATKPLHAAWQAEIARWKPTLEDLDRIKKGLAALVSAFKVRLKAEQDEAARKARAEADRKRREAEEATRTAAAGDIEAQRA
AAQAQAEAKAARKAASAAGKDRVKGVRTVTRYEIESHKAALHDIAKNDRDALTDFVEGYVRRHHKDRVIAGVRVWEEKEA
Y
>ANB36612.1 hypothetical protein A6024_00915 [Rhodovulum sulfidophilum]SNK001
MTRNTLAELAREYERRERAAGGLAGGADPEMIFAEMAEDHALSAAEIAEVVRASWVGLGAC
>ANB36613.1 hypothetical protein A6024_00920 [Rhodovulum sulfidophilum]SNK001
MLMTQTVILRGPGQRQFAKQMIDAAPQDGVVRISEAARNNDQNARMWAMLSDVSRAKPEGRRHTPEVWKALFMHALGHET
RFEMGLSGEPFPIGFRSSRLTVRQMADLITFIAEYGDRHGVRWTEPERADA
>ANB36614.1 hypothetical protein A6024_00925 [Rhodovulum sulfidophilum]SNK001
MTDLSARGPLGLKAPRVPDDPGHLDRIRALPCCICAEWGLPQLSPTQAHHCIHGRFSARRAPDCMAIPLCEGHHQGLLDG
SKLALHQAPSRWRRLYGNDTDWISWAEDRLHKEEENTI
>ANB36615.1 hypothetical protein A6024_00930 [Rhodovulum sulfidophilum]SNK001
MSDGNSHFLMALGRVDGGHAIEVADEQLREVISAVNRTGKKGTVTVTLEVNPNGETGFAVTARVKATAPQLQFGQSFFFM
GRDGDLTREAPNYVQQSLLKAEAFNG
>ANB36616.1 hypothetical protein A6024_00935 [Rhodovulum sulfidophilum]SNK001
MADLTEIEALKHLAEAAAAVPNKIDGFEPFMAIPNGQHIESLDAYRENPARIRRSTTFRDVASLAAYLDRFADDHSLAFS
DPDAATIKCVLDYHEGGEPAAIRPRWGEHVAAFRAIKSPQYEAWAAKHGQWIGQKAAGEFLEERAVDLAEPDPATLMDMV
MQFDALRKVNFKQSQKLQNGTVQFIYTTEDEVRGAVAIPERVTLLVPVFEGMEPDRIPVRLKYRIDEARLTFSFEIHDKQ
QVERTAFERCEHALGAAHPIPQMRVA
>ANB36617.1 hypothetical protein A6024_00940 [Rhodovulum sulfidophilum]SNK001
MRVLIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPPTNA
PAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHPHGRARLPGDLPKPQIVQPWWFGEPF
FKATGLYLRGLAPLSATDRLTPPAPGTEAHKRCSAVHRAPPGPNRWKVRSRTFEGIAAAAADQWGENARKEAA
>ANB36618.1 hypothetical protein A6024_00945 [Rhodovulum sulfidophilum]SNK001
MPKTTPDRIEEIESLARHNCDELPGLTAELQAHASKLEGGSAEAPARPNCPRCGRTGQLQPTASSAGCGDFRDKEKE
>ANB36619.1 hypothetical protein A6024_00950 [Rhodovulum sulfidophilum]SNK001
MGAPRFTEAELRRAVNVARAAGADIEITRGTIRILAGPSRLPVSFEEIDGDEAQCDAAFGGPR
>ANB36620.1 hypothetical protein A6024_00955 [Rhodovulum sulfidophilum]SNK001
MRRGIRGTTVTLTNLMPVRRGNRTDWYFRKKGQKLVRLPDLPHDHPDFLAAYAAARKAAEAATRPLRLPPGTLGALIEAT
VHSDRFLSRSAVYRATLRRHFEAIRRDGGEAPAKGLRDRHIRANVATAESPVDRRKAWRFLCAFGVDAGLLEADPSLTVT
LPRAPKTIGHPAWTAADIDAFRTRWPIGTSKRAAFELLHWTGFRIGDAVMIGPGHVDRAGVLIYTQSKGKQPAFVPWTAR
LPAYAECYAGDRDAMHDALAALGSRHMTFLATAAGAPRSEKGLGNMIRAAAAEAGIEKSAHGLRKTRGVALAEAGASAHQ
IMSWLGHQTLKEAEHYTRQASRRRAVMGEEQEQNVATHAAQVATFPKKS
>ANB36621.1 ATPase [Rhodovulum sulfidophilum]SNK001
MFLNSLSGRFLLLTIVFVMLAEVLIFVPSVARFRVDFLLARLERSQIASLALLASDGMIGDELERELLQNAGVYNVVLRR
DQARELALSSPIPEPVYRSFDLRDASVLALIPDALIRLVDPKTRVIRVIGQPVQRAGLLIEITMSTAELRKAMIDYGLRI
LVLSAVISVLSALLLFLAARRLLVVPIRHVVRAIKLYAEAPEDNRRIITPSARVGELYEAETALRVLQEELTGALRQKDR
LAQLGAAVAKISHDLRNILTTAQLFADRMEASDDPAVKRAAPKIVGAISRAVHLCESTLAFGRAQEPPPRLERVALAPIV
NEVVDGERLAAGDYDISFSEDVPAGLTLRADVEQLMRVLTNLVRNARQAILASGKPGEIGIRADETEQDWVIQVTDTGPG
LPPKAREHLFQPFHGGTRKDGTGLGLAISMELIRGHGGALELSRSDAEGTAFEIRLPKAAAALPGEDGIPN
>ANB36622.1 dihydrolipoamide dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAPMKTDLCIIGGGAAGLSLAAGAAQMGARVVLVEGHRMGGDCLNYGCVPSKALLAAAARAQAMREGGCGIAGVAPKIDH
AAVMAHVRGAIAAIAPHDSVERFEGLGVRVIRDWARFVSPREIQAGGETIRARRFVIATGSRPAVPPVPGLDRVPYLTNE
TLFELDARPDRLLILGGGPIGIEMAQAHRRLGAEVTVIEAKRALAREDPEAAALVLDRLRAEGVELFEHAEVRRVAGRAG
AITVETADGVLEGSHLLVAAGRHPALERLDLPAAGVEADAAGVRVDAGLRSTNRRIYAIGDAAGQGQFTHLAGYHAGLVI
RPILLGLPARVRRDHMPRVTYSDPELAQIGPTEAEARAAHGDAIEVVRADYAGNDRAVIGGRTAGFVKVVLRRGRPLGAT
LVGAEAGELVGPWALAIASGQRMTAMAGMILPYPTLGELNKRVAGAYFSPKLFENPWLKRGVKAIQRLLP
>ANB36623.1 hypothetical protein A6024_00975 [Rhodovulum sulfidophilum]SNK001
MSRTRQQKPRRRGLARYLLLAAIAAVALIGAVTLNDRLSFEALAAHREALIALRDANYALAVLGFMLAYVLIVAFSLPGA
TVATLTGGFLFGLFPGVFFNVTAATLGALLIFLAARWGLGDRLSARLDAGEGRIAACRDGLRENEIPVLFLIRLVPAVPF
FVANLLPAMVGVRAGRFVFTTFFGIMPGALVYTWVGAGLGEVFARGARPDLGIIFAPYVLGPLLGLAALAALPIAIRVAR
RKG
>ANB36624.1 50S ribosomal protein L34 [Rhodovulum sulfidophilum]SNK001
MKRTYQPSNLVRKKRHGFRARMATKAGRKILNARRARGRKSLCA
>ANB36625.1 membrane protein insertion efficiency factor YidD [Rhodovulum sulfidophilum]SNK001
MSPLARLLALPIRAYRIVLSPWIGFNCRYQPTCSAYALEALETHGALRGGALALWRILRCNPWGGCGYDPVPPKPDPKR
>ANB36626.1 tRNA 2-thiocytidine(32) synthetase TtcA [Rhodovulum sulfidophilum]SNK001
MSDETDDIHPLFHGAPSTTEFKKLRKRIIRDTREAIEQYGMIERGARWLVCLSGGKDSYTLLAALYELKWRGLLPVELLA
CNLDQGQPGFPATVLPAFLERMGVPHRIEYQDTYSIVMDKVPQGRTYCALCSRLRRGNLYRIAREEGCSAVVLGHHRDDI
LETFLLNLFHGGRLATMPPKLVNEEGDLFVYRPLAHVAEADCARFARAMDYPIIPCDLCGSQDGLQRMQVKAMLDQWETN
HPGRRQKMFRALMHVRPSHLLDPTLFDFAGLLRETGAPSDIAPGEPPEG
>ANB36627.1 membrane protein insertase YidC [Rhodovulum sulfidophilum]SNK001
MDDQNKNLILATALSFLVILGWFLLFPPEQQAPVEEQDAVTTTEQTGSGATAPDLAVAPPAPQGSGAASTPETAAPSLAA
EAPRLSIETPRLTGSISLLGGRIDRLSLKDYHETLDPDSPLVSLLEPVGTERPYYALYGWAPAGSLGYEDVPGANTLWTL
DGNDALSVDSPVSMHWNNGKGLTFHRTISIDENYMFTVEQSVENATGETVRLAPYGIVARHGQPEGSRFYILHEGVVRQT
DSELEEIKYKKMPDMDYVERERANAEVTDVQENGWIGFTDKYWMTTLIPEPGQPFTSVAKYVQGPDIYQVEARLPVVDVA
AGATESTSTMLFAGAKEWETIHHYQKDDGIFRFIDSIDWGWFFFFTKPIFRVLHWLNGAMSGLGVPGSMGWSIILLTVII
KAIVLPLAYKSYSSMAKMKELQPKMEELKERCGDDRQKLQQEMMTLYKKEKVNPAAGCLPLFVQIPIFFSLYKVIFVTIE
LRHAPWIGWIHDLSAPDPSSILNLFGLLPYAPPEPGSFFAILSLGVLPILLGISMWLQQKLNPTPTDATQAMVFAWLPWV
FMFMLGNFASGLVLYWICNNTITFIQQYVIMRIHGFHPDVLGNIRSSFRKKKPEPEHK
>ANB36628.1 molybdenum cofactor biosysynthesis protein [Rhodovulum sulfidophilum]SNK001
MTARLARIYRHPIKGHGAEALEAVDLQAGRTLPWDRTWAVAHEASRADGTGWAPCANFSRGAKAPQLMAIGAQLDEAAGQ
VTLTHPDRPELSFSPDSEAAALIDWVAPLMPADRAASTRIVRAPGRGMTDSAFPSVSLLGLASLEALSGQLGQALSPLRF
RGNFWIEGLTPFAEFDWVGRKIRLGRAVIEVRERITRCMATAANPETGERDADTLGALQAGWGHKQFGVYAEVIEGGRVA
LGDALEAL
>ANB36629.1 YihA family ribosome biogenesis GTP-binding protein [Rhodovulum sulfidophilum]SNK001
MTPLPFPLTPEPDAEAAERGRKLFAGPVEFLKGVVAMDGLPPADRPEICFAGRSNVGKSSLINALTGRKALARASNTPGR
TQEINYFTLGESHYLVDLPGYGYAEAPLKVVEKWQRLLKAYLAGRQTLRRAFVLIDARHGVKPVDDEIMKLLDGAAVTFQ
TVLTKADKVKVAERDKVLDQVRASLARHPAAFPEIILSSSEKGDGIPTLRATVEGIA
>ANB36630.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MEQRVMLLTGASRGIGHATVKRFSAEGWRVLTCSRHPFDSRCPWPGGAENHVQIDLADPAMTKRAIEVVRGKLTGGKLHA
LVNNAGISPKTEEGGRLNTLETDMRTWGQVFNVNFFASIVLARGLQDELAAARGAIVNVTSIAGSRVHPFAGAAYSTSKA
ALAALTREMAHDFGPLGVRVNAIAPGEVETSILSPGTEKIVEGLPLRRLGQPEEVASVIHFLCSEEASYVTGTEIEVNAG
QHV
>ANB36631.1 acetylglutamate kinase [Rhodovulum sulfidophilum]SNK001
MNRDWIATARTLSAALPYLQRYTGAIVVIKFGGHAMGDDAEMESFARDVVLMRQVGVNPVIVHGGGPMINEMLAKLGVVS
EFVKGKRVTDAATVEVVEMVLSGRVNKRIAQAINDQGGKAVGLSGKDAGLIVCDQADPSLGFVGAPTEVNPEVLHQLFAA
GMIPVVAPLGAGRAGETFNINGDTAAGAIAAALKADRLLLLTDVSGVKDASGRVMTELTPDNIREMTASGVIAGGMIPKT
ETALSAIEGGVRAVVILDGRAPNACLLELFTDHGAGSLIRAPRP
>ANB36632.1 ferredoxin [Rhodovulum sulfidophilum]SNK001
MAIITFTSPQMHKDKTVYGVAGDTKTILALAEDNRIPIPFDCRDGNCGSCLIEVSYDNPADKKAIMLTEKEKQKLKELGK
LTQQEIDDAEVRDMPPRYRLACQFIARDEDVTVSFSGMPGGSD
>ANB36633.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSDPVIDPSRPAVSEEVAIDILGMNKWYGAFHVLRDINLTIYKGERIVVCGPSGSGKSTLIRCINRLEDHQAGRIVVEGI
ELTSDLKHIDQVRSEVGMVFQQFNLFPHLTILENCTLAPIWVRKVPRREAVDIAMSYLEKVRIPEQANKYPGQLSGGQQQ
RVAIARALCMRPNIMLFDEPTSALDPEMIKEVLDTMIALAEEGMTMICVTHEMGFARQVANRVIFMDQGQIVEQNAPEAF
FNAPRSERTRLFLSQILGH
>ANB36634.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSDAPSHDTAFVRDAMLPPAPAPASSVGPLGWLRRNLFSSWLNAALTLLSLALVAWLLAAVLPWIVHSSWTASSLSECRA
QIKEAYGPEASGACWAVIRERWAQLIFGFYPSELYWRPILAFGIALGGMAPVLFPGFPRKVLYLSGAAPFLVPWLLWGGT
VWLPVAVALGFVLGYAAFRLVTPFGGAILGTIAAALVPVMWWFWLAGPASGQLQAVLPLGIEPVSSRSFGGFMLSITIGV
TAITLSLPFGILLALGRQSRMLIVKSICVGVIEFVRGVPLITLLFVAWLLLNYFMPPDTNFDIVLRVIIMVTLFASAYVA
EVIRGGLAALPRGQYEAADALGLDYWKAQRLIIMPQALKISIPGIVSTFIGVFKDTTLVSIIGLLDPVGFSNSIRADVNW
NGIVWELYGFIAALFFVFCFSMSRYSMYLERRLRTEHR
>ANB36635.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTSHPDLPRETFRLRMLIFDTRYRSLTIQIVTLAGFMLLVSWMISNTVQNLAELGKPIEFGFLGNQAQYDINQTLIAYTS
RDTHLRAAVVGLLNTLLVAFLGCALATVMGVTIGVLRLSRNWLVARLMTVYVEIFRNVPVLLWILFFMAILIESLPPPNA
FRGEDATASMLLGDSVALTNRGFYIPEPLFSRSLGDLSVFGAFEISLDLVAFLAVLAAGLWVSARIRARADRIQNRTGLR
PTTWYLRLGVVVLPLLILLAALGFHLGYPELRGFNFRGGIYMRNSLIALWLALSFYTAAFIAEIVRGGILAISKGQTEAA
AALGLRPNRIMSLVILPQALRVIIPPLISQYLNLTKNSSLAIAVGYMDITGTLGGITMGQTGRELECVLLMMLFYLAISL
VISTAMNWYDARVRLVER
>ANB36636.1 amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MKKSIIPGALTMVACAAASAGAATLDDVKARGKLNCGTNTGLVGFAAPDANGDWQGFDVAVCRAVAAAVLGDSSAVEFVP
TTGKTRFTALASGEIDMLVRNTTWTFSRDVDLKFTFVGVNYYDGQGFMVPKALGVSSAKELDGATVCIQTGTTTELNLAD
FFRVNNISYEPVPIETNEQAQQQYLAGACDVYTTDASGLAATRATFEDPSAHVVLPEIISKEPLGPLVRHGDDEWADIVR
WTLNALIAAEEYGVTSANIDELTATVTTNPEVNRLLGTEGALGGMLGLSPDWAVKAIKAGGNYGELFEKYIGQNTPIGLA
RGLNAQWTDGGLMYAPPFR
>ANB36637.1 ATPase [Rhodovulum sulfidophilum]SNK001
MSEWALKRFWTEAGVAPAEDGFAVLLDGRPVKTPAKRSLAVPTRAMAEAVAAEWDAQEDQVAPLSMPVTRAANAAIDKVM
EQRAEVAELIAAYGESDLLCHRAESPAELVRRQAESWDPLLAWAASTLGAPLEPTPGVIPRPQPPESLSRLRSRVAGLDA
FELTALHDLVGLSGSLVIGLAAAEGLEPPERLWELSRIDETWQQEQWGLDDEAAEVAAARQRDFLQARHFLDLARAAL
>ANB36638.1 HAD family hydrolase [Rhodovulum sulfidophilum]SNK001
MTARRLAIFDVDGTLIDSQAHIAGAMEAAFAAEGLPVPAHAEVLGVVGLSLPLALGALAPDAPAERLDRMVEAYRQAFFS
LRVGQAASPLFPGAAEALDALLAVDGMELGIATGKSRRGLDAILASHELGGYFATRQVSDDHPSKPHPSMVLAALAETGV
APERAVMIGDTEFDMEMGRAAGVRTLAVAWGYHPAERLGAADAVVERFADLPAAVLALVGETA
>ANB36639.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]SNK001
MSGVQTLTVARGDGDQRLDRWFRRLFPHVSQGRIEKLCRKGEIRVDGGRVKPATRLEEGQQVRVPPLPDPGEIEAAPKPK
VSEADAEMIRSCVIFRDAHVIALNKPPGLPVQGGSGQARHVDGMGEALRFGYDENPRLVHRLDRDTSGVLILARTRAVAR
DLTAAFRARETRKIYWAVVAGVPHPRMGTIRFGLVKAPGHGSKGEGEKMLCIHPAKVDQTEGAKRATSDYAVLSALGTRA
SWCALVPVTGRTHQLRAHMAEIGHPIVGDGKYGGSGQENLGEGWGAQLGGEISRKLHLHARHLSLTHPVTGAQLKLTAPL
PPHMKRTWDMLGWSEADVPLDPFEDLE
>ANB36640.1 protein CrcB [Rhodovulum sulfidophilum]SNK001
MTGATLLQVALGGAIGSVGRYLSGVAATSLLGRGFPWGTILVNVLGSFLMGVLIVVLAKKGGTSFAPFFQIGLLGGFTTF
SSFSLDAMTLFERGQAELAIAYVAGSLILSLSAIALAFWSMRSLLA
>ANB36641.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MTDLFDRTPSAASDRAGPRPLADRLRPRRLAEVIGQEHVLGPEAPLGVMLAAGTLSSLIFWGPPGVGKTTIARLLADETD
LAFVQISAIFSGVAELKKVFEAARLRHANGQGTLLFVDEIHRFNKAQQDGFLPHMEDGTILLVGATTENPSFELNAALLS
RSQVLVLERLDPAHLELLAQRAEHELGRPLPLTGEARDDLIAMADGDGRALLNLIEQLMAWKVTGPLAPADLARRLQKRA
AQYDKSGDGHYNLISALHKSVRGSDPDAALYWLTRMLEGGEDPRFLARRIVRMSVEDIGLADPQAQTVCLDAWSVYERLG
SPEGELALAQAVVYLALAPKSNAGYSAYKAARQAAQKTGSEPPPRHILNAPTRLMKEQGFGAGYQYDHDAEDAFSGQNYF
PESMKRGVYYTPVERGFERELKRRLDYFSKLRERRQDG
>ANB36642.1 serine protease [Rhodovulum sulfidophilum]SNK001
MPRLATLLCLLLIAGPLAAENRLPESRAEIQLSFSPVVREAAPAVVNVFTSRVVADRPTPFAADPFFSDLFRNFGRAQPR
VENALGSGVIVSPDGMVVSNYHVVGRADQIRVVLADRREFEAEVLLADEESDLAVLRLEGAHDLPSLPLRDSDEIEVGDL
VLAIGNPFGIGQTVSSGIVSGLARSGLSIGGGRGYFIQTDAAINPGNSGGALVDMAGRLVGINTAILSRSGGSNGIGFAI
PANLVSRFIEQAEAGARRFQRPWAGLSGQPVDAALAEALGMDSPRGVVLNALHPESPFRAAGLGVGDVVLALGGDPVNTP
QEMLFRLSAEGIGRQIEVSYRHRGAARPQTASVDLVAPPETPPRDPLTIRRQSVLAGLSVVNLNPAVVQENALPAGLSGV
LVTDPGAIGGRGGLAPGDILLQINDREIRSTADVAAAARKGGRRWYVEYLRNGRRGVLRFRV
>ANB36643.1 N-acyl-L-homoserine lactone synthetase [Rhodovulum sulfidophilum]SNK001
MQTTTLSFENIHNHGELFANMLRARRDLFIERNKWDLPEALGMEYDQYDTPASRWVVVHDELGHVLAGNRLTPTTARCGI
YSYMIRDAQKGLLDTIPSELLYDEAPVGETVWESSRGFVTQKVPLHQRRPIYFNLVQELARAARSLGASQCLALLNANWP
LWNKRVGIDMTAMGPVMEIDGIRNQVISMNFATNLH
>ANB36644.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MFEKLIFDRELRILDALAPQGYNIGLHIRFTSPLIAFQTYAAEWLAHYTEHGYLLRDPTVAWGFSTTGATRWSNDRIPDP
FGIFLNAARFGLKYGATISWGPITSRTIASVARADREFEDAEIAQVEALVRRLHDMTEPPQELTKAQIEALKCIADGDRH
AAAACKLGISESALKARLSSARQRLMARTTAEAIQRAKDYRLL
>ANB36645.1 hypothetical protein A6024_01100 [Rhodovulum sulfidophilum]SNK001
MRQMHPILFNRVMRLPRSLRSEVLEYAGAASLADGQIKSLLDDICALIEKEGQTGTGTCLTGRLHAA
>ANB36646.1 50S ribosomal protein L17 [Rhodovulum sulfidophilum]SNK001
MRHARGYRRLNRTHEHRKALFANMAGSLIEHEQIKTTLPKAKELKRIADKLITLGKRGDLHARRQAASRLKQDAHVAKLF
DVLGPRYAERQGGYVRVLKAGFRYGDMAPMAIVEFVDRDVDAKGAADRSRLEAEDSAED
>ANB36647.1 DNA-directed RNA polymerase subunit alpha [Rhodovulum sulfidophilum]SNK001
MIHKNWQELIKPTQLEIKPGNDPARQATVVAEPLERGFGLTLGNALRRVLMSSLQGAAITSVQIDNVLHEFSSVAGVRED
VTDIVLNLKGVALRMDVEGPKRLSISAKGPGVVTAGEISESAGIEVLNREHVICHLDEGADLFMELTVNTGKGYVAADKN
RPEDAPIGLIPIDAIYSPVKKVAYDVQPTREGQVLDYDKLVLKIETDGSVSPDDAVAFAARILQDQLSIFVNFDEPESAS
READDDGLEFNPLLLKKVDELELSVRSANCLKNDNIVYIGDLIQKTEAEMLRTPNFGRKSLNEIKEVLSGMGLHLGMDVE
EWPPENIEELAKKFEDQF
>ANB36648.1 30S ribosomal protein S11 [Rhodovulum sulfidophilum]SNK001
MARDKTRVRRKERKNIAAGVAHVNSSFNNTKILISDVQGNAISWSSAGTMGFKGSRKSTPYAAQMAAEDAGRKAQEHGVK
TLEVEVQGPGSGRESALRALAAVGFNITSIRDVTPIAHNGCRPPKRRRV
>ANB36649.1 30S ribosomal protein S13 [Rhodovulum sulfidophilum]SNK001
MARIAGVNIPTGKRVPIALTYIHGIGHSAAEAICEAVGIEKGRRVNELSDAEVLSIREHIDANLTVEGDLRREIQMNIKR
LMDLGCYRGLRHRRNLPVRGQRTHTNARTRKGPAKPIAGKKK
>ANB36650.1 adenylate kinase [Rhodovulum sulfidophilum]SNK001
MNIILLGPPGAGKGTQARRLVEERGMTQLSTGDMLREARSSGTEMGRKVAEVMDRGELVTDEIVIGLIAEKLAGDAGGGF
IFDGFPRTLGQADALGALLDRMGQKLDAVIEMRVDDEALVARITARSTCGNCGEVYNDLTKPIPADGKCSKCGGTEFKRR
ADDNEDSLRQRLMEYYKKTSPLIGYYYAKGDLTGVDGLGEIDEVSGAIKAVLDA
>ANB36651.1 preprotein translocase subunit SecY [Rhodovulum sulfidophilum]SNK001
MASAAEQMAANMSWGAFGKATELRQRILFTLGLLIVYRLGTYIPVPGIDGAALRDFMERASTGLGGILSMFTGGALGRMG
IFALGIMPYISASIIVQLLAAMVPQLEALKKEGEQGRKKINQYTRYGTVFLAAFQAYGLAVSLEAGSLATDPGWFFRAST
VITIVGGTMFLMWLGEQITARGVGNGISLIIFVGIIAQAPAALAQFLSQGRSGAIHPGVIIGVLIMVVAVIAFVVFMERA
LRKIHIQYPRRQVGMKMYDGGSSHLPVKVNPAGVIPAIFASSLLLLPTTISTFSGAQTGPVMSVILAYFGPGQPLYLLFF
SAMIVFFTYFYTFNVAFKTEDVADNLKNQNGFVPGIRPGKRTQDYLDYVVNRVLVLGSAYLALVCLLPEILRSQLSIPFY
FGGTSVLIVVSVTMDTIQQIQSHLLAHQYEGLIEKSQLRRKRKGARKGTARR
>ANB36652.1 50S ribosomal protein L15 [Rhodovulum sulfidophilum]SNK001
MKLNELRDNDGAAKKAKRIGRGPGSGKGKMGGRGIKGQKSRSGVAINGYEGGQMPLYQRLPKRGFNKPNRKSYAVVNLGL
IQKFVEAGKLDASAPITEDALLASGLVRRKLDGVRVLAKGEVTSKLSIEVTGASKAAIEAVEKAGGSLKVATVAAEAA
>ANB36653.1 50S ribosomal protein L30 [Rhodovulum sulfidophilum]SNK001
MAKTIVVKQIGSPIRRPDIQRRTLIGLGLNKMHKTRELEDTPAIRGMVSKIPHLVEIIEERG
>ANB36654.1 30S ribosomal protein S5 [Rhodovulum sulfidophilum]SNK001
MAEREHRRDRRDRDENPEFADRLVAINRVSKTVKGGKRFGFAALVVVGDQKGRVGFGKGKAKEVPEAIRKATEQAKRSLM
RVPLREGRTLHHDIEGRHGAGRVVMRTAPQGTGIIAGGPMRAVFEMLGVQDVVAKSVGSQNPYNMIRATLDGLSRESSPR
QVAQRRGKKVAEILKKDDAPVAEAAEA
>ANB36655.1 50S ribosomal protein L18 [Rhodovulum sulfidophilum]SNK001
MANSKRHLFLKRRLRVRNKLRKMNAGRLRLSVHRSNKNISVQLIDDVQGTTLAAASSLEKELGVIGKNNVEAAAKVGSVI
AERAKKAGVEECYFDRGGFLFHGSVKALADAAREGGLKF
>ANB36656.1 50S ribosomal protein L6 [Rhodovulum sulfidophilum]SNK001
MSRIGKKPVELPSGVSASVSGQTVEVKGPKGTRIFTATDDVTIAVEDNTVSITPRGTSKRARQQWGMSRSMVANLVKGVS
DGFKRELEIQGVGYRAAMQGNVLKLNLGYSHDVNFEVPQGVTVTAPKPTEIVVEGIDQQQVGQVAANIREWRGPEPYKGK
GIRYKGEFIFRKEGKKK
>ANB36657.1 30S ribosomal protein S14 [Rhodovulum sulfidophilum]SNK001
MAKKSMVQRELKRQRLVEKYATKRAKLKEIATNEDLPMEERFKARLKLAKLPRNSSATRLHNRCQLTGRPHAYYRKLKIS
RIMLRDLGSMGQIPGMVKSSW
>ANB36658.1 50S ribosomal protein L5 [Rhodovulum sulfidophilum]SNK001
MLDAATYTPRLKSLYRETIRAALKEEFGYKNDMMIPRLDKIVLNIGCGAEAVRDSKKSKSAQEDLSQIAGQKAVVTKAKK
SIAGFRVREDMPLGTKVTLRGDRMYEFLDRLITIAMPRIRDFRGVSGKAFDGRGNYAMGLKEHIVFPEIEYDKVDEVWGM
DIVIATTASTDAEAKALLKHFNMPFNS
>ANB36659.1 50S ribosomal protein L24 [Rhodovulum sulfidophilum]SNK001
MAAKLKKDDKVVVLAGKDKGREGTILSVDPKAGKAVVEGLNMAVRHQRQTQNSQGGRVPKAMPIDLSNLAIVDPKEGGPT
RVGFRVEDGKKVRFAKKSGEVIDA
>ANB36660.1 50S ribosomal protein L14 [Rhodovulum sulfidophilum]SNK001
MIQMQTNLDVADNSGARRVQCIKVLGGSKRKYASVGDIIVVSVKEAIPRGRVKKGDVRKAVVVRTAKEVRREDGTAIRFD
RNAAVILNNNNEPVGTRIFGPVVRELRAKSFMKIISLAPEVL
>ANB36661.1 30S ribosomal protein S17 [Rhodovulum sulfidophilum]SNK001
MPKRILQGTVTSDLNDQTVTVLVERRFTHPVLKKTIRKSKKYRAHDENNTFKVGDRVRIQECAPKSKTKRWEVVQA
>ANB36662.1 50S ribosomal protein L29 [Rhodovulum sulfidophilum]SNK001
MNAQELRDKTPDQLREALASLKKEAFNLRFQQATNALENTARFREVRRDVARVKTVLNEKAAKASE
>ANB36663.1 50S ribosomal protein L16 [Rhodovulum sulfidophilum]SNK001
MLQPKRTKFRKMHKGRIHGQAKGGFELNFGHFGLKATEPERVTARQIEAARRALTRHMKRQGRVWIRIFPDTPVSSKPTE
VRMGKGKGSVDFWAAKIKPGRIMFEIDGVNEAIAREALRLAAMKLPIKTRIVEREDW
>ANB36664.1 30S ribosomal protein S3 [Rhodovulum sulfidophilum]SNK001
MGHKVNPIGMRLQVNRTWDSRWYADTKDYGDLLLEDVKMRDFIRAECKQAGVSRIIIERPHKKCRVTIHTARPGVIIGKK
GADIETLRKKLANMTKSELHLNIVEVRKPELDGQLVAESIAQQLERRVSFRRAMKRSVQNAMRMGALGIRVNVSGRLGGA
EIARTEWYREGRVPLHTLRADIDYATAEATTPYGIIGIKVWIFKGEIMEHDPSARDRRQAELQEGGSGPSRPRR
>ANB36665.1 50S ribosomal protein L22 [Rhodovulum sulfidophilum]SNK001
MGKAKNPRRVAENEAMAKTRMLRTSPQKLNLVAAMIRGKKVDRALSDLTFSKKRIADDVKKCLQSAIANAENNHNLDVDE
LIVAEAYVGKNLTLKRGRPRARGRFGKIMKPFSELTIKVRQVEEQA
>ANB36666.1 30S ribosomal protein S19 [Rhodovulum sulfidophilum]SNK001
MSRSVWKGPFVDSYVLKKAEKARESGRNEVIKIWSRRSTILPQFVGLTFGVYNGHKHIPVSVSEDMIGQKFGEYSPTRTY
YGHAADKKAKKR
>ANB36667.1 50S ribosomal protein L2 [Rhodovulum sulfidophilum]SNK001
MALKSYKPTTPGQRGLVLIDRSELWKGRPVKTLTEGLTKSGGRNNAGRITARRRGGGAKRLYRIVDFKRTKLDVGGAVER
IEYDPNRTAFIALIRYEDGELAYILAPQRLAVGDKVVASKKADVKPGNAMPFTGLPIGTIVHNVELKPGKGGQIARAAGT
YAQFVGRDGGYAQIRLSSGELRLVRQECMATVGAVSNPDNSNQNIGKAGRNRHLGKRPSVRGVVMNPIDHPHGGGEGRTS
GGRHPVTPWGKPTKGAKTRRNKTTDKYILRSRHARKKGR
>ANB36668.1 50S ribosomal protein L23 [Rhodovulum sulfidophilum]SNK001
MSVKPEHYDVIRKPIITEKATMASEANAVVFEVAMDANKPEIKEAVENLFGVKVKAVNTTITKGKVKRFKGILGRRKNVK
KAYVTLEEGNTIDVTTGL
>ANB36669.1 50S ribosomal protein L4 [Rhodovulum sulfidophilum]SNK001
MKLDVIKLDGAKAGTVDLGDEIFGLEPRTDILHRVVRWQRARAQAGTHKVKTRSETSYSTKKIYRQKGTGGARHGDRNAP
IFRKGGVYKGPTPRSHAHDLPKKFRKLGLKHALSAKLKAGELIVLETADMAAPKTSELAKSVKNLGWKRVLIIDGAEVNE
NFAMAARNIEGLDVLPSMGANVYDILRRDTLVLTKAGVEALEARLK
>ANB36670.1 50S ribosomal protein L3 [Rhodovulum sulfidophilum]SNK001
MRSGVIAKKLGMTRLFMDDGRQVPVTVLQLDGCQVVAQRTVETDGYTAVQLGSGSAKAKRVSAAMRGHFAKASVAPKRKV
AEFRVAPENLIGVGEEITADHYFEGQFVDVSGTSIGKGFAGAMKRHNFGGLRASHGVSISHRSHGSTGQCQDPGRVFKGK
KMAGHMGAARVTTQNLQVVKTDADRGLIMIKGAVPGAKGGWVTIKDAVKKATPDNLVLPAALKSAQAEATAAEAPAEGGE
E
>ANB36671.1 30S ribosomal protein S10 [Rhodovulum sulfidophilum]SNK001
MQSQNIRIRLKAFDYRVLDASTQEIVNTAKRTGAQVRGPIPLPNKIEKFTVLRGPHIDKKSRDQWEIRTHKRLLDIIDPT
PQTVDALMKLDLAAGVDVEIKV
>ANB36672.1 elongation factor Tu [Rhodovulum sulfidophilum]SNK001
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>ANB36673.1 elongation factor G [Rhodovulum sulfidophilum]SNK001
MARAYPLQRYRNFGIMAHIDAGKTTTTERILFYTGKSHKLGEVHDGAATMDWMEQEQERGITITSAATTTFWQRQEDPTA
EGTSDTKYRFNIIDTPGHVDFTIEVERSLAVLDGAICLLDANAGVEPQTETVWRQADRYKVPRIVFVNKMDKIGADFFNC
VKMIKDRTGATPCPIALPIGAEDKLEGIIDLVSMEEWTWKGEDLGASWTRQEIRAELKDVADEWRSNLVELAVEQDDEAM
EAYLEGNEPDTDTLHQLIRKGTLALAFVPVTAGSSFKNKGVQPLLNAVIDYLPSPLDVPAYMGFAPDDETEERNIARHAN
DDEPFSALAFKIMNDPFVGSLTFTRIYSGVMKKGESILNATKGKKERVGRMMMMHSNNREEIDEAFAGDIIALAGLKETT
TGDTLCDASKPVVLETMSFPDPVIEIAVEPKSKADQEKMALALQRLAAEDPSFRVETNIESGQTIMKGMGELHLDILVDR
MKREFKVEANIGAPQVAYRETISHKADVDYTHKKQTGGTGQFARVKLEIMPTEPGEGYSFESRIVGGAVPKEYIPGVEKG
IKSVMDSGPLAGFPVIDLKVALVDGAFHDVDSSVLAFEIATRAGMREGLKKAGAKLLEPIMKVEVVTPEEYTGSIIGDLT
SRRGMVQGQDTRGNANVISAMVPLANMFGYINTLRSMSSGRAVFTMQFDHYEPVPQNISDEIQAKYA
>ANB36674.1 30S ribosomal protein S7 [Rhodovulum sulfidophilum]SNK001
MSRRHAAEKREILPDAKFGDRVLTKFMNNLMVDGKKSAAESIVYNALDRVEGRLKRAPVEVFHEALDNVKPAVEVRSRRV
GGATYQVPVEVRPERREALAIRWLIDASRKRNENTMEERLAGELMDAVQSRGTAVKKREDTHKMADANKAFSHYRW
>ANB36675.1 30S ribosomal protein S12 [Rhodovulum sulfidophilum]SNK001
MPTIQQLIRKPRQPKVKRQKSQHLQACPQKRGVCTRVYTTTPKKPNSAMRKVAKVRLTNGFEVISYIPGESHNLQEHSVV
LIRGGRVKDLPGVRYHILRGVLDTQGVKDRKQRRSKYGAKRPK
>ANB36676.1 DNA-directed RNA polymerase subunit beta' [Rhodovulum sulfidophilum]SNK001
MNQELTTNPFNPLASPKQFDEIKVSLASPERILSWSYGEIKKPETINYRTFKPERDGLFCARIFGPIKDYECLCGKYKRM
KYRGVVCEKCGVEVTLQKVRRERMGHIELAAPVAHIWFLKSLPSRIGLMLDMTLRDLERVLYFENYVVIEPGLTDLSYGQ
MLTEEEYLDAQDQFGTDAFTAGIGAEAIREMLSQIDLEAEAERLREELKEATGELKPKKIIKRLKVVESFIESGNRPEWM
VLTVIPVIPPELRPLVPLDGGRFATSDLNDLYRRVINRNNRLKRLIELRAPDIIVRNEKRMLQESVDALFDNGRRGRVIT
GANKRPLKSLSDMLKGKQGRFRQNLLGKRVDFSGRSVIVTGPELKLHQCGLPKKMALELFKPFIYSRLEAKGLSSTVKQA
KKLVEKERPEVWDILDEVIREHPVMLNRAPTLHRLGIQAFEPTLIEGKAIQLHPLVCSAFNADFDGDQMAVHVPLSLEAQ
LEARVLMMSTNNVLSPANGAPIIVPSQDMILGLYYITMERKGMKGEGMAFADVEEVQHALDAGEVHLHAKIIARIKQIDE
HGNEVLQRFETTPGRVRLGALLPMNAKAPFELVNRLLRKKEVQQVIDTVYRYCGQKESVIFCDQIMGLGFREAFKAGISF
GKDDMVIPERKWTIVEGVRQQVKEFEQQYMDGLITQGEKYNKVVDAWSKCSDEVAAAMMSEISAVRVDDAGAEMEPNSVY
MMAHSGARGSPAQMKQLGGMRGLMAKPSGEIIETPIISNFKEGLTVLEYFNSTHGARKGLADTALKTANSGYLTRRLVDV
AQDCIVRRDDCGTENAITCEAAINDGEVVATLAERLLGRVAADDVLKPGTDEVLVTRNELIDERKADAIEKAGVATVRIR
SPLTCEAEEGVCAACYGRDLARGTKVNIGEAVGIIAAQSIGEPGTQLTMRTFHIGGIAQGGQQSFQETSQEGRIEFRNAN
LLTNAAGDQIVMGRNMQLAIIDDNDVERASFKLGYGTKVFVAEGARVARGDKLFEWDPYTLPIIAEKAGRARLVDLVTGI
SVREDTDDATGMTQKIVSDWRTAPKGNELKPEIIIVDPETGEPVRNEAGNPVTYPMSVDAILSVEDQQEIRAGDVVARIP
REGAKTKDITGGLPRVAELFEARRPKDHAIIAEIDGYVRFGRDYKNKRRITIEPADETIQPVEYMVPKGKHIPVQEGDFV
QKGDYIMDGNPAPHDILAIMGVEALANYMIDEVQDVYRLQGVKINDKHIEVIVRQMLQKWEISDSGDTTLLKGEHVDKAE
FDEANDKVLARGGRPAEGQPILLGITKASLQTRSFISAASFQETTRVLTEASVQGKRDKLVGLKENVIVGRLIPAGTGGA
SQRVRRIAAERDQKVIDARQAEAVSAAALAAPMEDFGASDDDDLGLVETPESRE
>ANB36677.1 DNA-directed RNA polymerase subunit beta [Rhodovulum sulfidophilum]SNK001
MAQSYVGHKRLRKYYGKIHEVLEMPNLIEVQKSSYDLFLNSGDGPVPADGEGIQGVFQSVFPIKDFNETAVLEFVRYELE
KPKYDVEECQQRDMTFSAPLKVTLRLIVFDVDEDTGAKSVKDIKEQDVFMGDMPLMTQNGTFIVNGTERVIVSQMHRSPG
VFFDHDKGKTHSSGKLLFACRIIPYRGSWLDFEFDAKDIVFARIDRRRKLPVTTLLYALGLDQEGIMDAYYDTVSFRLER
NRGWVTRFFPERVRGTRPTYDLVDADTGEVICKAGDKVTPRQVKKLIEEGRVTELMVPFDHIVGRYVAKDIINEETGAIY
VEAGDELTWIVDKDGEVTGGSLKELLDAGITDIPVLDIDNINVGPYIRNTMAADKNMGRDTALMDIYRVMRPGEPPTVEA
ATNLFESLFFDSERYDLSAVGRVKMNMRLNLDAPDTQRTLRREDIISCIKALVELRDGKGEVDDIDHLGNRRVRSVGELM
ENQYRVGLLRMERAIKERMSSVEIDTVMPQDLINAKPAAAAVREFFGSSQLSQFMDQTNPLSEVTHKRRLSALGPGGLTR
ERAGFEVRDVHPTHYGRMCPIETPEGPNIGLINSLATYARVNKYGFIETPYRRVEDGQVTDDVHYMSATEEMRHTVAQAN
ANLDGEGKFINDLVNTRQAGEYTMAPRESVDLIDVSPKQLVSVGASLIPFLENDDANRALMGANMQRQAVPLLQADAPFV
GTGIEQVVAQDSGAAIMARRGGIIDQVDAQRIVIRATEDLEPGDPGVDIYRLRKFQRSNQNTCINQRPLVKVGDTVQKGE
VVADGPSTDMGELALGKNVIVAFMPWNGYNYEDSILISERIARDDVFTSIHIEEFEVAARDTKLGPEEITRDIPNVGEEA
LRNLDEAGIVYIGAEVGPGDILVGKITPKGESPMTPEEKLLRAIFGEKASDVRDTSLRLPPGDYGTVVEVRVFNRHGVDK
DERALQIEREEVERLARDRDDEQVILERNIYARLKSMVLGRVAVKGPKGVKPNSEITEELLETLSKGQWWQLALEDEADA
GQVEALNAQFEAQKRALEHRFEDKVEKVRRGDDLPPGVMKMVKVFIAVKRKLQPGDKMAGRHGNKGVVSRVVPMEDMPFL
ADGTPVDLVMNPLGVPSRMNVGQILETHMGWAARGLGQQVEEALHEYKRSGDLTPVRDAMHHAYGDDVYDEAIRDMDEAH
LVESASSVTRGVPIATPVFDGAKEQDINDALIRAGFDTSGQSELFDGRTGERFARKVTVGVKYLLKLHHLVDDKIHARST
GPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVAGRTKVYESIVKGEDNFEAGVPESFNVLVK
EVRGLGLNMELLDAEDEE
>ANB36678.1 50S ribosomal protein L7/L12 [Rhodovulum sulfidophilum]SNK001
MADLKKLAEEIVNLTLLEAQELKTILKDEYGIEPAAGGAVMMAGPAAGGEAAAAEEQTEFDVILKSAGANKINVIKEVRA
ITGLGLKEAKDLVEAGGKAVKEGVDKAEAEDIKGKLEAAGAEVELK
>ANB36679.1 50S ribosomal protein L10 [Rhodovulum sulfidophilum]SNK001
MDRAQKEKVVEELGQIFESSGVVVVAHYAGLTVAEMQDLRARMREAGGSVRVAKNRLAKIALEGKPCASLATLLTGMTVL
TYSEDPVAAAKVAEGFAKDNSKFEILGGSMGETALDRAGVKAVSEMPSREELIASIAGCIGAPAANIAGAIGAPASNIAS
ILSTIEERAEAA
>ANB36680.1 50S ribosomal protein L1 [Rhodovulum sulfidophilum]SNK001
MAKHGKRVRAAREAFAGKDNLSVEEAVSLVKENASAKFDETLEIALNLGVDPRHADQMVRGVVTLPNGTGKTVRVAVFAR
GAKADDAQAAGADIVGAEDLMETIQGGAIEFDRCIATPDMMPIVGRLGKILGPRNLMPNPKVGTVTMDVTSAVQAAKGGE
VQFRVEKAGVIHAGVGKTSFDAAKLAENVRAFIDAVVKAKPAGAKGTYMKKVSLSSTMGPGVSIDVTSATGN
>ANB36681.1 50S ribosomal protein L11 [Rhodovulum sulfidophilum]SNK001
MAKKVIGKLKLQVKAGQANPSPPVGPALGQRGINIMEFCKAFNAKTQDMEPGAPCPTVITYYQDKSFSMDIKTPPASYYL
KKAAGLKPIGKRNRPKGSEKPGRETAGTVTVAQVREIAEAKMKDLNASDVEGAMQIILGSARSMGIEVKG
>ANB36682.1 preprotein translocase subunit SecE [Rhodovulum sulfidophilum]SNK001
MANPLQFIQQTRSEISKVVWPTRREVFLTTIMVFVMASLTAVFFFLVDSLIRVGLQALLAFFG
>ANB36683.1 hypothetical protein A6024_01305 [Rhodovulum sulfidophilum]SNK001
MSFAILSALLGFAFVTTVTPGPNNLMLMASGANFGFRRTLPHMMGIVGGMSVMALLVGTGLMALFDAVPALNLVLKVISV
GYLLWLAFRIATTAPLEERDADSRPMTFLQAATFQWVNPKAWAMCLSAVTLYAPDRSLLSVAIVAAAFTLVCFPAISVWA
WLGTVVRQWLSNATRLRIFNFTMAALLVTSLYPVLGFGT
>ANB36684.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDAKDHKILRELRRDGRISNVALAERVSLSSSACLRRVQELERTGVILGYRVVTSPERMGRGFAAHVMVGLSSHTKAAQE
RFERAMAVAPEVVECHNIAGAFEYLLRVESADLSEYKRFHTEVLGTQSHVNAITSCIVMETPKDERAT
>ANB36685.1 elongation factor Tu [Rhodovulum sulfidophilum]SNK001
MGKAKFERTKPHVNIGTIGHVDHGKTTLTAAITKYFGDFRAYDQIDGAPEEKARGITISTAHVEYETEARHYAHVDCPGH
ADYVKNMITGAAQMDGAILVVNAADGPMPQTREHILLARQVGVPALVVFMNKVDQVDDAELLELVEMEIRELLSSYDFPG
DDIPIIAGSALAAMEGRDPEIGENKIRELMAAVDEFIPTPERPVDLPFLMPIEDVFSISGRGTVVTGRVERGVVNVGDEL
EIVGIRDTKKTTCTGVEMFRKLLDRGEAGDNIGALLRGIDRDQVERGQVLCKPGSVTPHTVFEAEAYILTKEEGGRHTPF
FANYRPQFYFRTTDVTGTVELPEGTEMVMPGDNLKFKVELIAPIAMEEKLRFAIREGGRTVGAGVVAKIIK
>ANB36686.1 DNA topoisomerase IV subunit A [Rhodovulum sulfidophilum]SNK001
MSDATEDPKHDALSEPLRRAIGERYLTYALSTIMDRALPDARDGMKPVHRRILFAMRELKLTATGGFRKSAKISGDVMGN
YHPHGDAAIYDAMARLAQDFNVRYPLVDGQGNFGNIDGDNPAASRYTEARLTAAAEALMEGLSENAVDFRPNYDGTLEEP
AVLPAAFPNLLANGSSGIAVGMATNIPPHNIDDLVGACLHLIKAPDAQDDTLLQYVPGPDFPTGGVIVEPKDSIAQAYRT
GRGSFRLRARWEIEDLGRGQWQVVVTEIPYQVQKSKLIERIADLIQTKKIPILADVRDESAEDVRLVLEPRSRNVDPEVL
MSTLFRNSDLEIRFSLNMNVLIDGRTPKVCSLKEVLRAFLDHRREVLIRRSQHRLDKIDHRLEVLAGLLIAFLNLDRVID
IIRYDDDPKAALMAEDWTRPHARAMSERDYVSPLPAAGPGGLTEVQAEAILNMRLRSLRRLEEIELTAERDRLTEERAGL
LELLGQEEIQWKRIAEELREVRKNFGARAPGGARRTVFAEAAEVAEVPIEAMIEREPVTVVCSKMGWIRAMKGHLADGSA
LKFKDGDEGRFLIQAETTDKLILFGANGRFYTLPVVQLPGGRGMGEPVRLMVDLPNESEIVALFIHRPGEKLLVASSAGD
GFLVAGDDVLAQTRAGKQALNVRAPAVARVCVPVHGDHVACVGQNRKVLVFPLEELPEMGRGKGVRLQKYKDGGLADATT
FTLADGLSWHDPAGRTRTETDLTDWLGKRAGSGRMAPRGFPRDNRFT
>ANB36687.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTGKSVLITGCASGIGHDATHALKARGWRVFATCRQAADCDRLAAEGLESLQLDYASEDSIATALDEVLSRTGGRLDALY
NNGAFACPGAVEDLPRDALREIFETNLFGVHDLTRRVIPAMRAQGHGRIVNCSSVLGLVPLKWRGAYSATKYALEGLTDT
LRLEMRDTPIRVILIEPGPVTSKIRVNSIPHFERWIDWQNSARADQYRNTLLTRLYEDRGRDFFELPPSAVSRKLIHALE
SPRPRPRYFVTAPTHLMNLARRLLPTPALDWLIDKG
>ANB36688.1 electron transfer flavoprotein subunit beta [Rhodovulum sulfidophilum]SNK001
MKVIVPVKRVIDYNVKVRVKADGTGVDLANVKMSMNPFDEIAVEEAIRLKEKGQATEIVAVSIGVKQAQETLRTALAMGA
DRAILVVAAEDIHDDIEPLAVAKILKAVVDEEQPGLVLCGKQAIDNDMNATGQMLSALLGWSQGTFASKLEIDGDTAQVT
REVDGGLQTIKVKLPAIVSVDLRLNEPRYASLPNIMKAKKKPLDEKTPADYGVDTAPRLTVLKTAEPRERKAGVMVASVD
ELLTKLKDEAGVL
>ANB36689.1 electron transfer flavoprotein subunit beta [Rhodovulum sulfidophilum]SNK001
MAVLLLAEVTGGELQLDATAKAVSAAKTLGEVTALCVGEHARAAGEAAAKIEGVAKVLVAEDAIYGHRLAEPTADLIVSL
AGAYDHIVAPATTDAKNIMPRVAALLDVMVISDVVAVVDADTFDRPIYAGNAIQTVKSSDAKKVMTIRTSTFEAAGEGDA
APVEDIAATGNPSLSEWVGDTAAESDRPELTSAGVIVSGGRGVGSEENFKLIEALADKLGAAVGASRAAVDSGFAPNDWQ
VGQTGKVVAPELYIAVGISGAIQHLAGMKDSKVIVAINKDEEAPIFQVADYGLVADLFDAVPDLTAKL
>ANB36690.1 hypothetical protein A6024_01345 [Rhodovulum sulfidophilum]SNK001
MIFDNPGSGSLAYSPCRYGNSKLEFRGPRRPLEQPYCAAVGGTETYGKFVPKPYPALIEEATGLQMVNLGCINAGLDVFL
NDASLMDVVAGAQVTIFQALGAHNMSNRFYVVHPRRNDRFLRASAMLKALYPGVDFTEFHFTRHMLSVLKQKSPSSFEIV
VAELQMAWQARMRKLAGRVPGDKILLWLPGRPPGYGQPCDGLGEDPLFVTQHMLDTVRSYFTRVVEFEPSPEALARGAEG
MVHGEADEAAAASLPGPAVHEELAEVLSGTLRDLHAI
>ANB36691.1 3-hydroxybutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MDVKTVGIVGAGQMGNGIAHVFALAGYEVRLNDISADALDRALDTIGHNLDRQVSREKITETEKRDALGRIAITTALTDL
GACDLIIEAATEREAVKTAIFEELQPHLTPTTILTSNTSSISITRLASRTDRPEKFMGFHFMNPVPVMQLVELIRGIATD
EETYRSLLKVVETLGKTAASAEDFPAFIVNRILMPMINEAVYTLYEGVGSVRSIDESMRLGANHPMGPLELADFIGLDTC
LAIMNVLHEGLADTKYRPCPLLTKYVEAGWLGRKTHRGFYDYRGETPVPTR
>ANB36692.1 acyltransferase [Rhodovulum sulfidophilum]SNK001
MHGQSAAEPPHDARELSYARTFPDPLRAQTIRAIEILTGKLTLLRLLRDFEARGVPRGQAFWRQALDVMGIRVATPPEQV
ARIPREGPLVIVANHPHGLVDGMVLAELVGRVRRDYKILTRSLLTDVDEVAEFMIPVPFPHAEDARERNLEMRRAAMDHL
GQGRAVVLFPAGVVASSQTFFGPAVEALWNPFTAKLIQRSGAQVLPVRFQGQNSRWYQIANRLSPTLRQGLLLHEVVHAL
NRPQAPAVGAPIGRDEIEPWARDPRGFMAWLRARTLALT
>ANB36693.1 phosphate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTSNRVTRIFEIVNEKGLHARASAKFVECVEEHDATAEVLRDGMSASGDSIMGLLMLAASKGTAIEVSTHGPEALKLADA
LERLVATRFGEDM
>ANB36694.1 PTS fructose transporter subunit IIA [Rhodovulum sulfidophilum]SNK001
MIGIVIVAHGGLAREYLAAMEHVVGPQPGIRAIAIAPDDDRAAKQDEICRAADEVDEGGGVVVVTDMFGGSPSNLSIRAC
APGDRKILYGANLPMLIKLAKSRRMSVSDATASALAAGRKYIDSFDAGGL
>ANB36695.1 RNase adaptor protein RapZ [Rhodovulum sulfidophilum]SNK001
MSNPLEIDPPAPRQRIVLVTGASGAGRSTALDVLEDLGFEAIDNLPISLIPRLLEGPVPGPSLALGVDIRTRDFSAGALA
DLIRALAAAPGFEADVLYLDCRPDVLLRRFSETRRRHPLAPSESPAEGVARELDILGPIRELASSLIDTSDLTIHEFRAE
MTARFAPGGAAPLAVSLHSFSYKRGLPLGIDMAFDCRFLRNPYWEPSLRALDGRDPAVAAHIAADPRQAAFLDRISDLAA
LVLPAHRDEGRSHISIGFGCTGGQHRSVAMAEAVAKRLAATEWQVSIRHRELERRAQGVSAMRTGTGA
>ANB36696.1 serine kinase [Rhodovulum sulfidophilum]SNK001
MPDASSCILHASTVAHRGRAVLIRGASGAGKSALALQLMALGAELVADDRTIVTRTGSGLLASAPEAIRGLIEARCVGLL
RAEAVASAPVVLAVDLDTSETERLPPARVTEILGETLPLLRRVDRPYFAAAILQYLIAGPSD
>ANB36697.1 histidine kinase [Rhodovulum sulfidophilum]SNK001
MRDSKRRADGAAGPGDAPYGRSGADRRSRGTWRGFVSLKRSPLARRIIAANLIAQIVLISGVLYFNPARDSLLSLRESGM
VAETNLIADMFEAQIRRNDPLDPLAGNGLDLDAMLNGLELAQGAEVFVFDAAGNLVGHARGLVRTDWAVEEYEGDSWITV
ITDALYRAWLGGVSLFGREEGNDAEGDRQRRLTDQVAITLTDGLQVATGVDASGHTTFSVTAQILRDRQVVGVVAMVSAS
GEIDRLVRIQREQVLQVFVIALLVSVGLGLVLASTIANPLSELAAAAEIGQNRNARSMRPGRVRIPDLTARPDEIGRLSG
ALRGMVAALYDRIDANEQFAADVAHEIKNPLASLRSATGTLRGARREDQRAKLLDVIEHDVRRLDRLVSDISNASRLDSE
LVKEEETTVDLVRMLRGLADHLGQQARERGIDFIADLPPDPIEIQGLEARLAQVFVNLITNAISFCEAGDAVRVWARKRD
NRVLVVVEDTGPGIPGEALTKIFNRFYSERPAGQFGNHSGLGLAISKQIVEAHRGVIWAENIRPTEADVTSEQLGARFVV
GLPI
>ANB36698.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MSRIALVDDDRNILTSVSMTLEAEGFEVETYNDGQAALDAFNKRMPDMAVFDIKMPRMDGMDLLQRVRRKSAMPVIFLTS
KDDEIDEVLGLRMGADDYVKKPFSQRLLVERIRALLRRQEVIAADAGPSPEESKTMVRGQLTMDPLRHSVTWKGLDVSLT
VTEFLLLQALAQRPGFVKSRDQLMDVAYDDQVYVDDRTIDSHIKRLRKKMRQVDPEFSAIETLYGIGYRYNEE
>ANB36699.1 phosphoenolpyruvate carboxykinase [Rhodovulum sulfidophilum]SNK001
MEFGRVNPNQRLEAQGIDGLGKVYYNLLEPALVEEALKRNEGTLGKGGSLLVATGVHTGRSPKDKHVVRTPEVVEHIWWE
NNRPMEPEAFDRLHADMLAHLKGREVFVEDLYAGADPDNRLDVRIITEMAWHGLFSRHLLRRPELDQLDSFAPEFTIINC
PSFKADPERHGCRSKTVVALNFAKKLILIGDTEYAGEIKKSVFTLMNYILPGKGIMAMHCSANHAKDNPVDTAIFFGLSG
TGKTTLSADPARTLIGDDEHGWSDNGTFNFEGGCYAKTISLNPEAEPEIYATTSKFSTVIENMVFDPHTKELDFEDDSLT
ANMRCAYPLHYISNASETSLGGHPKNIIMLTCDAFGVLPPIARLTPAQAMYHFLSGFTSKVAGTEKGVTEPEPTFSTCFG
APFMPRRPEAYGNLLRDKIAKHGATCWLVNTGWTGGAYGTGSRMPIKATRALLTAALDGSLNDAEFRKDPNFGFEVPLAL
HGVSEELLDPRRTWAEPAEYDAQAQKLVRMFSENFAQYLPFIDDDVKEAAIG
>ANB36700.1 molybdenum cofactor biosynthesis protein MoaE [Rhodovulum sulfidophilum]SNK001
MRIRVQAAPFDFGAECAVFSTGCGNAGAVVTFAGLVRDDGGLARMELEHYPGMTERALETISAEAMTRFGLLDCLVIHRH
GSLTPGETIMMVATAAPHRADAFAAAEFLMDYLKSRAPFWKKEFGTDGAAWVAARDADEDALARWSDS
>ANB36701.1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase [Rhodovulum sulfidophilum]SNK001
MRWTLPNILSVLRLAAAPLFPLVYFLWDSPVADWVALVLFIGASVTDWIDGYVARRWHLTSRFGAMIDPIADKAMVLAAL
LVVVAKFGMPTWLTLAATVIVFREVFVSGLREFLGAQAGRLKVTKLAKWKTTVQMVAISVLIAHGILPHAAIEWLGTALL
LAAAALTLITGADYFAKSWPYLKEEKVP
>ANB36702.1 excinuclease ABC subunit C [Rhodovulum sulfidophilum]SNK001
MTPTEDSEAAPRPRGHACIQSYLATLDNSPGVYRMLDAESRVLYVGKARNLRKRVSNYAKPSGHSGRIARMISETASMMF
LTTRTETEALLLEQNLIKQLKPRYNVLLRDDKSFPNILVAKDHRFPQIRKHRGAKTVKGAYFGPFASAGAVNRTLNQLQK
AFLLRNCSDAMFESRTRPCLLYQIKRCSGPCVGRISEAGYAAAVRDAEDFLKGKSSGLQEALAAEMQAASEAMEFERAAG
LRDRIRALTQVQSVQGINPRGVAEADVIALHMEGGQACVQVFFIRAHQNWGNRDYYPKTGSGAEPPELLQGFLGQFYDNK
EPPRLLLLSHDIEDRELMAEALSQKAGRKVELAVPQRGEKAELVENAARNARESLGRRLAESAAQGKLLAGLADSFGLEA
PPKRIEIYDNSHIQGSHAVGAMVVAGPEGFLKSQYRKFNIRGDSLTPGDDFGMMKEVLTRRFQRLLKEDPDRQGETWPDL
LLIDGGAGQVGAVAEIMGDLGVEDLPVVGVAKGIDRDAGKEEFHRPGERPFALRHNDPVLYFVQRLRDEAHRFAIGTHRA
KRAKAMGATPLDEVPGVGATRKRALLTHFGSAKAVSRAGLADLKAVEGISDSLAETIYGFFHERG
>ANB36703.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MALHLAERGHDVAVHYAGSAEAAAETVAEIRALGRRAVALRADLLDEDETQALVPRAAEALGGPLTVLVNNASIFEYDTI
RTATRESWDRHLGSNLRAPFVLMQGLAAGVTEPARDAAGEALATGLVVNVIDQRVLKPTPEFMTYTLAKMGLWALTRTAA
QALAPAIRVNAIGPGPTLKGARQSEDHFARQRASTVLERGADPGDICAALDYLLTARAVTGQLICVDGGQHLGWRTPDVL
GVE
>ANB36704.1 sodium:proton exchanger [Rhodovulum sulfidophilum]SNK001
MASDLLHAGLGLALLLLAGDSLVKGAVNLSLRLGVPALIVSLTIVAFGTSAPELLISIKAVLDDSPGIAMGNVVGSNIAN
VLMVLGIPALMTGIRTDECDTRRTYALMIGATLIFLFVCLIGPITWIHGIALMLVLGFVLVDAFLSARKHRRDAAEAARC
AAPDAAEDEVEGADPSLGWFKICMFLVLGLLGLPLGADLLVDASISIAREIGVSETVIGLTLVAVGTSLPELATTVMAAL
RRQADVAMGNVIGSNMFNLLAIIGMASFFGDIAVPPEMLRFDLWVMLGAALLLIPFVVWRVALGRAWGAVFFLLYAAYAG
VLLL
>ANB36705.1 hypothetical protein A6024_01425 [Rhodovulum sulfidophilum]SNK001
MLLKVALLFLIGMAALGMFGKLRLPRPRGGLLPGRRRPAKCPHCGRFRIGRGPCPCGKG
>ANB36706.1 multidrug transporter [Rhodovulum sulfidophilum]SNK001
MKRWLPFVKSDPLVAVVRLSGTIAASSRGSALSDAGLAPVIERAFKKGKPDAVALIVNSPGGSPAQSALIAARIRRLADE
HQTPVYSFVEDVAASGGYWLACAGDEIWVDASSIMGSIGVIYAGFGFQDLIARHGVERRVHAAGESKSFLDPFKPEKPED
VARLMQLQEPIHAAFKDHVRQRRGARLAADRDLFTGDVWVGQQSVEVGLADGIGHLVPKMKERFGDKVRFSLHAPRRGLW
SRLGAPGVVGIADELEARLLWSRYGL
>ANB36707.1 S-(hydroxymethyl)glutathione dehydrogenase [Rhodovulum sulfidophilum]SNK001
MRTRAAVAFQAGKPLEVTEVELDGPREGEVLVEIKATGICHTDEFTLSGADPEGLFPAILGHEGAGVVVDVGPGVKSVKK
GDHVIPLYTAECRECEYCLNPKTNLCQAIRTTQGQGLMPDGTSRFRTLDGDPILHYMGCSTFSNYTVLPEIAVAKIREDA
PFDKVCYIGCGVTTGVGAVVNTAKAEPGCRAVIFGLGGIGLNVIQGLRMIGADQIVGVDLNPAKKAMAERFGMTDFVNPS
EVDGDLVPYLVDLTKGGADYSFDCTGNVNVMRTALECAHKGWGESIIIGVAPAGAEISTRPFQLVTGRTWKGTAFGGARG
RTDVPKIVEWYMQGKIEIDPLITHTLSLDEINKGFDLMHSGESIRSVVLY
>ANB36708.1 flagellar biosynthetic protein FliP [Rhodovulum sulfidophilum]SNK001
MSLRLVPAVPFLFALALPAQAQEISISLGEGGSLAGRGVQMILLVTVLSLAPGLAIMLTCFPFIVTVLSLLRQAIGLQQS
PPNMLIVSLALFLTYFVMEPTFTQAWQAGVVPMMNETLPIDEAIPRILDPFRNFMAGRADAETFERLLSLRPQADPTAAI
ADAPLSLLVPSFLLSEIQRAFEIGFLIFLPFLIIDLVVAAILMSMGMMMVPPAVVAMPFKLAFFVVADGWSLISEALVRG
YFPGG
>ANB36709.1 hypothetical protein A6024_01445 [Rhodovulum sulfidophilum]SNK001
MADTSSDAPGEGLGAKFLDQVPIEITVSVGKARPLLRDLLQIDRGGILPLDRRIDDPVELYIGDRLIARGELQEVEGAQA
GQIAVRLTEIIDTVSGA
>ANB36710.1 hypothetical protein A6024_01450 [Rhodovulum sulfidophilum]SNK001
MSRLFLEDFSDHEAGPQIDPEPPAIDTEEIRLNAYEEGYRAGWDDASAAEAAARARIGAAFEKTLQELSFGYHEARVHVL
EALEPLLSVMVERVLPELARGGLAPKVVEIAREMAETEADRPLQLQVCPENREALEELVGADPGLPLRIVDDPALGPGQA
VLRGGAAEREIDIDGMLAAIRSALNDFMTTEEEARRHG
>ANB36711.1 flagellar M-ring protein FliF [Rhodovulum sulfidophilum]SNK001
MQQLLSMWTGLSPRRRVVVAIATVAMFAAVLALSRVATSPRMALLYSGLDTAAAGDVIRALDQSGVAYEVKGPAIYVDSS
QRDALRMTLASDGLPAIGSAGYELLDGLSGFGTTSQMFDAAYWRAKEGELARTIAGNSQFRSARVHIATPSSRPFARDVR
PSAAVTVAAAGGSVSGAQAKALRYLVAASVSGMRPEDVSVIDANSGTVVADDSSLSAAGEDRAEILKARLERLLSARLGP
GRSIVEVSVDTETQRESIRERIIDPEGRVAISENNQQRQSSSSDTNGGAVTVASNLPNGDGETDRSSQHKESETQELVNY
EVSQTEREILRAPGAVKRLSIAVLVEGVTSTAADGSETWQPLPDADLESLRELIASAAGFDAERGDALTIKSMRFEPLDA
GGSGPQSSLFGEFTLDPLTLIQLAVLSVVALILGLFVVRPILAGQGKAAVAGLPAPAGGGQDQTWLNGEIDPADGPQDGM
EDDLGLPAMTMAAIDPADFSDQPLGMDGFGGGGDSPVDRLRDLIESRREESIAILRGWMEDRQEKA
>ANB36712.1 flagellar basal body protein FliL [Rhodovulum sulfidophilum]SNK001
MAATDMAEAEEPAKSSKKPLIIGAALALVLGGGAFFALYSGLILGGDPTDETAAGAHGGHGKAAESGPLDVAFVPIEKMI
ISLGPESASRHLRFEAQLEVTPAYQEDVTLLMPRVLDVLNSYLRAVDMAELEDPTTLITLRAQMLRRVQLVTGNGRVRDL
LITEFVLN
>ANB36713.1 hypothetical protein A6024_01465 [Rhodovulum sulfidophilum]SNK001
MALISDILLIAGALGATLYCYVLARRLRRFNDLEKGMGGAIAVLSAQVDDMTKALKGAQFSAKSSTDSLESLTGRAEDVA
RRLELLVAAMHDLPEDTVQTAASQTPKPAATAAPETAPAAQPPTATADGEPMVLFRRTAREAAE
>ANB36714.1 hypothetical protein A6024_01470 [Rhodovulum sulfidophilum]SNK001
MKGSSRSKRASGAVLPVIAGLFLASGLIRFGDGTAQALAQELQEMTAPAGDSGTDGGHDTATDPCPPPADIADLLEALKT
RAAELDAREAALNDRAATLDIAGEEIAQQMASLQAAEDSLKSTLALADQAAENDVARLTAVYESMKPEEASALFAQMDPE
FAAGFLGRMRPDLAAAVMSGLEPNVAYSISVILAGRNARAPKE
>ANB36715.1 flagellar motor stator protein MotA [Rhodovulum sulfidophilum]SNK001
MIGIVGIILIFVMVFGGYVMAGGKMGIILHSLPFEFAMIGGAAAGAFVISNDMAAIKHTLKDISKVFKGPHWKPEDYRDL
LCLLFELIRVARQNPLELETHIEAPGDSVIFGRYPKIVADHEAVDLICDTLRAAGMNYDDPHQVEEVLEKRLEAHLHHSM
HSSHALQSVADALPALGIVAAVLGVIKTMASIDQPPEILGKMIGGALVGTFLGVFLAYGFMGPFASKLKVVVEEDAHFYL
LIREVLVANLHNHPPAICIEVGRQNTPGGSRPSFSELEEALKASKQEAA
>ANB36716.1 hypothetical protein A6024_01480 [Rhodovulum sulfidophilum]SNK001
MNARHIFLALALFACQPALAQQVEIRSGEHPDYSRLVFETDAPQAWTLGRGPDGYLLRFDNRALRLDLGGVFDRIPRRRL
TDAALVAPGLVSLRIGQNAHVEAFELRPGLLVLDFRTGPAPEDSPFETALQSAADTPAEEEVPPAPAEPVRPDAPSAVDI
AAQSPSPSPEPPPVRLPIDLGLKSGLNPSAGMKPPAAMVEKMLEPEIPPAETDPRVAAMRSELMKQIGRATAQGLLEPAI
DLPTQPDPGPAETVSNAQDALPEPGQRAEDSGQAETQIAEDHTPSDWRNMRVETSMDRGLDTLSDDSTLAADGTRCLSDD
NFDVIGWGGDRTPGDLLAEKRSALLDMRDATDPSGVIGLARAYIAMGFGAEARAVLAATATETPVVPLLREMAAIVDTGQ
ANHPELFDSQISCPTRAALWAALARPKLGDLSDFNRTALLQSFSELPIHLRRHLGPRLAERFLAAGDQATALQIRNAVAR
TGAKGQTTDLTIVEAQIELARGSDTRADRKIDEVLASGGSGTADALALRIETGLSRGQPPSEDSLALAESLAFERRGTAS
GTRLLTLAIRGHGARGDFETAFAMLAHHGLEGQTELSSELLSELTRSGSDEEFVREIYMGALTLPDLSADTEARLAVADR
LTAMGFQDRAATVLQPLAPQGTPRERLVRARLALAQGNAGEAKQYIAGIDTPEANSLRALIAQRQGDLKSAADYLGAVGD
AEAQSAMAWRARDWSGVESLGDPNQRAFVKTRRNREPADLTMDPSLAVARDALGTSEIMRERLRALLDRPGTQP
>ANB36717.1 flagellar biosynthesis protein FlhA [Rhodovulum sulfidophilum]SNK001
MPGFSVSELFRPTILMALALMAIIIMMVLPMPAWVLDIGLAASFSIAILIFTVTLFIERPLDFSSFPTILLASLMLRLSL
NVSSTKLIIGQGHTGTGAAGDVIEGFAMFVMGGNVFLGLVVFGVLMIVNFIVITKGAGRMAEVGARFALDGMPGKQLAID
SDMAAGAIDHAEAKTRREREQAETTFFGSLDGASKFVKGDAVAGLLITLLNLLMGLAIGVIMHGMPLGGAFETYAILTVG
DGLVSQIPAVIISIAAALLLSRGGTTGTTDLAVFTQLGKHPAALGTVSVLLCLFALVPGLPFVPFIVGSLVLGTAAFNRW
RSLQHEAEKAAQPEAAEKAEPANRMGDLLDLDDIHLEFAPDLVGMVLDPSTGIEARIVSMRRHVAESFGLILPEMRLTDN
GALPPGTYVVRIQGVEQARDQLRPDRVLALQAGDITLLPPGEDVREPVYGAPARWVSADRREELALQGVTVVNASEVLAT
HLLEVVKNNFARLLTNKALRQIFDELKNLSDQTRAQANRRMIDDLVPEKVPPDLLLAVLRLLLEERVSIRNMPLILEAIA
EARPSHAGAEAICEHVRRRLGFQLVAEHRREDGTLPLLQLSPEWESRFSTYQVGGEAGVSDVALPPEEFNRLASAVSEKL
AKAGENGIFPVIATSGRRRRFLQMALSAKGIAAPVLSFEEIGTNTRPALVGMVAA
>ANB36718.1 flagellar biosynthesis protein FliR [Rhodovulum sulfidophilum]SNK001
MTLELAPALEIWRPLAWAGFLVFLRVGAIMAMLPAFGERAVPIRVRLGLALAFTAVVSPAVSPGLIETPPSLALAFATET
VIGLALGLVLRLMILALQMAGEIAAQATSLSQILGAASMDPQPAMGRLMLMAGLALAVMSGLHVRAAEAMILSYDLLPAG
RFPDAGDLADWGVGGIAKGFALAATLAMPFVIASLIYNVALGVINKAMPQLMVAFVGAPAITAGGLVILFLSLPPMLTFW
QDRLLTLFAAPFGAGG
>ANB36719.1 flagellar biosynthesis protein FlhB [Rhodovulum sulfidophilum]SNK001
MSDEDPGDKQFEPTQKKLDDARRKGEIARSTDINTAAVYAGFALTALALGGTSLIKMGELGAGMIGQADRLAPLLLEGHG
SAPVGGLMAQFGLVVLPWLAIPALAALASVLAQRSLVVAPEKLLPKLSRINPIETAKNKFGRSGLFEFTKSTVKLALYTI
LLALYLSHHVEEMLGTMYLSPAMAAAKLVRMSAEFLTVVVAIAASIGVVDYLWQIAEHRRRHRMSLEELKEEIKQSEGDP
HIKQQRRQRAMDIATNQMLRDVPDADVVIVNPTHYAVALKWDRARRGAPFCLAKGVDEVAARIREVAVETGVPMRSDPPT
ARAIYGSVEIGDEIKPEHYKAVAAAIRFAEEMRTRAKGL
>ANB36720.1 hypothetical protein A6024_01500 [Rhodovulum sulfidophilum]SNK001
MNTRDDRPERLVRIGTILKDAALSRLRQAAQECRRIEAAIAELDDEAQRAAIDDDIAMRAVFDRSRTLRHRERRTALNAE
LARARAQEALLMREAARAFGRDEAIRGLFDRKHR
>ANB36721.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFSEEQIIGILKEHQAGIGAKELFRKHGISDGTFYKWRSKYGGMEVSEVKRLKALETENAKLKKMLAEHMLDAATL
KEMLGMGAGERHAFE
>ANB36722.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRLTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB36723.1 integrase [Rhodovulum sulfidophilum]SNK001
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNKRRPHQALAMRTPAEAFTLAA
>ANB36724.1 flagellar basal body-associated protein FliL [Rhodovulum sulfidophilum]SNK001
MGKLLPVVIALVGLAIGGGAGFLLKPAPPPPDSTDHSASQGLAENGSHMTADGHAAGAPSAAGNGDDPADSSEYVKLSNQ
FVVPVVHGGRVGALVVMSISLEAPTGSSEFVFEREPRLRDAFLQVLFDHANAGGFDGAFTESGNLTLLRRALLEASQSVL
GPIVSDILITDLVRQDA
>ANB36725.1 flagellar basal body L-ring protein [Rhodovulum sulfidophilum]SNK001
MRPLVLVLCATALLFPAACDRLKEVGRPPSFKPVEGSNSYYAMTDSATLPMEVERRSPLDNSSLWAHGRQSLLGDHRAGR
RGDILTVVIEIDEKAEISNTTARSRSGATSMGIPQLLGIPQRINKALPDGVTMDNAVDADSSSSHSGNGSVKRKEKLTLR
IAATVTDVLNNGVMKIEGSQEVRVNYEMRELLVSGYVRPEDISRQNEITYDKIAAARISYGGRGQIMDVQQPRIGHQIAD
IILPF
>ANB36726.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]SNK001
MRLLVLLAVLGGALPVVADADILVATRSVRGQTILGPGDVTVVAGEAVGTLVAPEEAIGQEARVNLYAGRPIRIGDVGPP
AIIERNEIVTLRYQSRGLSIAADARALDRAGVGDALRVMNLASRNTVTGFVAPDGSVVVGASLKP
>ANB36727.1 flagellar basal-body rod protein FlgG [Rhodovulum sulfidophilum]SNK001
MRALQIAATGMSAQQMRVEVISNNLANMSTTGYNARRADFADLHYQQVTRPGTINANDGTVLPTGVQLGLGVRPAAVSVV
LAQGSLSQTNGDLDVAIDGRGYLEVTLPSGQAAYTRDGALKRTGDGLIVTSDGYTVSPGITIPDDARSLSVNSEGELYAY
FDGEIQAQLLGQFNLSMFSNDKGLEAIGSNLFVETEASGAALVGTPGVDGFGTLRQGYLEDSSVDAVREITDLIEAQRGY
ELNAKVITAADQMMSATTQVR
>ANB36728.1 flagellar biosynthesis protein FlgF [Rhodovulum sulfidophilum]SNK001
MQTTGYTTLTRQSGLMREIQSIANNIANSSTIGYRREGLIFSEYIVDVDGPGGSLSMAEANVRNTDFGQAPLTQTKGTFD
FAIEGEGFFLLDTPQGQRLTRAGSFTPDAAGNLVSPDGYPLLDAGGAPVFAPPDAASVAVSADGTISADGRPLTQIGVYL
PADPNAMTHVAGTLFDPGGATEAVLESSILQGFVEQSNVDPMTEISRMIEVQHAYELGQKFLEREDERVRDVIRTLGSSS
>ANB36729.1 flagellar biosynthetic protein FliQ [Rhodovulum sulfidophilum]SNK001
MNELVFYDTLRQGLWISVVISMPILTAALVTGVAIGLFQALTSVQEMTLTFVPKLAAILIVFWISMAFMTETLVGFFTGR
IVPMIAGI
>ANB36730.1 flagellar hook-basal body protein FliE [Rhodovulum sulfidophilum]SNK001
MDLKSSTAALGYTTARPATLPQPGDDGVEKTFAAAAQGLSDTIRNAEQTAMSSMTGGADPHALVQALAQTELAVETAITI
RDKVVEAYQEILRMPV
>ANB36731.1 flagellar basal-body rod protein FlgC [Rhodovulum sulfidophilum]SNK001
MNDLSQSFGLSASGLKAQATRLRLVSENIANADTPGYRRKLTTFETELTSHGPTGEVRTGRVSLDQSDLTKVHDPSHPLA
DATGSYDGSNVDLVVEIADAREAQRSYEANLKMFDQARQMSRGLLDLLRR
>ANB36732.1 flagellar biosynthesis protein FlgB [Rhodovulum sulfidophilum]SNK001
MFEKLEIFRMASGLAKHAGTRQTVIARNIANSDTPGYRAEDVADFAKTYRRSDTGTQMRATRPGHMAWRETAYVARNTDS
ADPEEPNGNTVSVEDQMVKAVETKRQHDLALAVYRSSLGILRTSLGRQR
>ANB36733.1 flagellar protein export ATPase FliI [Rhodovulum sulfidophilum]SNK001
MPQNPFSSLIARISALTPVRTMGRVVAAGSGTVTVAGLSESAGLGDLVEFRHGRGTRRRGEVLALAQGTVTVLPDGTPEG
LSVGDRAVLLGPGEIAPHSSWLGRVVDPFGQPLDGRPLMPGSVPRPLRSAPPPATARRPLGSRLGTGLAAFDTLLPIVRG
QRIGLFAGSGVGKSSLLSKFARGVEADMTVIALVGERGREVGEFVSQVLGPEGMARAVVIAATSDQSPMVRRRAAWAAMA
VAEHFRDQGNHVLFLADSVTRFAEAHRELALAADEPAALRGYPPSTAQAIMSLAERAGPGVADSGDITAVFSVLVAGSDM
EEPVADILRGVLDGHIVLDRRIAERGRFPAVDLLRSVSRSLPRAATGEENAIIAQARRLLGAYDRAEMMIQAGLYAAGSD
PEIDAAIAVWPGLDAFLSEDAPGGVAESFARLAAILDSAKPSTAPVKPGLRTIQG
>ANB36734.1 hypothetical protein A6024_01575 [Rhodovulum sulfidophilum]SNK001
MSFQPVLPLTGYAGWRFLERTMERQQEAFNKSPATQKELDYFADNIGKVKSADELVSDYRLLKVALGAFGLQDEIGNKYF
IKKVLTDGVEDKGALANKLADKSYYKLAEAFRFVSSGATAATVEKDFANELSLKIEGAGYLAVTTPTGEVAYTRNVGLKR
AEDGHIVTAEGYTVASIADTSLLRGSDGEGETDNEKIVFSGITIPDFAQSISVNDEGQVHGYFEDGGQGLLLGRLALSSF
ADDESLAVLGADQMDEGADTKPVDRETAYFVATEESGEPISGRPLQDGFGGFVRGEAVEAQELFDTEMIAAAFLTRSFEV
AVGEQDDSMRLALNIDRELAMLTADNMSEDAKWFSIMGSEPMRAVFDTAFGLPSSFASLDLDRQLDVYKTKARAMFGETS
VVQFADDAIRDELIKLYMIRSEANTGAGYSSGQIALRLLGG
>ANB36735.1 flagellar biosynthesis repressor FlbT [Rhodovulum sulfidophilum]SNK001
MSGGLVLKLGPKERVLVNGAVIENGDRRTRLSIKTPNANILRLRDAIHPEEVNTPVRRVCYVAQLVLSGDSTPAEARPQL
LRGIEQLSQALTDPDSRAQLAAATDAVLQDQYYQVLKALRGLLPREERLLTGLRDQ
>ANB36736.1 hypothetical protein A6024_01590 [Rhodovulum sulfidophilum]SNK001
MSSILTNSSAMVALQTLKGINSSLEKTQSEISTGKSVGSAKDNSAVWAISKVMESDVSGFDAVSDSLATGQAMIGVARTA
TETVTDLLKDIKTKVVAARDATSDTTKLQNETDELISLVEATIGAAQFNGVNLIDSGTGTSVVGSIDRNGGTVTANSITI
NAQNLNTAAAATAAGQLAAGTAGGNLVVAGNNNDGAVAIGSGDQEAFALSAVAQDETITVTLGDQNFSYTVTADDVASGN
DANEIALSNLRDLINAAGITGVTALYDPVGAAGELTIDNQGTDDINMAVRARADGAGALAGLNGFSITGGTALADIETMI
NSSIDAAAAFGAAESRLETQSDFLSKLTDALKTGIGALVDADMEEASARLQALQVQQQLGTQALSIANQSPQNLLSLFR
>ANB36737.1 hypothetical protein A6024_01595 [Rhodovulum sulfidophilum]SNK001
MTPIDMIADLLEREYQALRHSDFEALRALTDEKEQLVARLQLPSEADREALDGLRSKARRNDRLLEAVEKGLESARVSLK
RLREPAAALDTYTQRGERTRIGATPSALTRRA
>ANB36738.1 hypothetical protein A6024_01605 [Rhodovulum sulfidophilum]SNK001
MVKSMQVPFPIDTLGASASSRPDRPASSAGAADPDGSDFRSAFDDTRPSDRNETAREAARRDTPKTSAASDRAEETPSSA
PPGARKNSEDSAEEVDETAETRAGSDTVKNDPADANDAIAELPAMAGFSTAPQPGTGAATKTQALPTETAAAGAGTTAAS
ADSDMAKTTSVPLTADPRQQLAESQPNAALLASSPLADARPVIATGGTTAQQTAAQQAEDTAPQSETAPSASKEAKAVPA
SSSTAAAQANAAPLLSGTSPEALQAGNKEGAALNSTAPKDGTTNRSSPEIADAAPEAVASKEGPSGQTASRQGYSMLPGR
EAAQSQTVAVAARAIASDDPASEPKGDQKGHASAHRENTSATPTAPTALHAMAAKPDAAASAPPIAGTAIDIQTAIDGSR
GDPTAATDSGASERSGSDQIRGSETARHTAAPALADTPRTAIRQIAESLHRASDGSVHLTLSPEELGRVRLSLTPGDHGI
TVNISADRADTLDLMRRHGDTLANAMRDLGYGEVVLDFTGRQNNAPGQGRGFAAAGPAPNEEGTETGLLSANTTSPRTAG
GGLDLRL
>ANB36739.1 hypothetical protein A6024_01610 [Rhodovulum sulfidophilum]SNK001
MTDSVTAATAATNASSSSSSGNSKTLISNDFETFLHMLTTQLENQDPLNPMESSEYALQIATFSGVEQQVLTNDLLTNLT
ENLGGGGLSQYGSWVGMEAAAPVAVKYDGSTQLTILPEIEADASFAKLVVRNSEGSIVESREIDLPAETVTWPGESEAKA
DTYSFIVENYAADGSQMSETLGQVYAPIVEVRTEAGKVSVVFESGSIVNSNDVSALRDPV
>ANB36740.1 ubiquinone biosynthesis protein UbiB [Rhodovulum sulfidophilum]SNK001
MERTGANRFVLEQLGAPASVRAAARVMGWPFKWLGENGDEALPPATRAITALGPAYIKFGQILSTRPDVVGDELAVQLRV
LQDKLPPFPTEIAKETVAQELGEPADELFSEFSEPIAAASIAQVHRARIARTGELVAVKVLRPGVERNFRKDIDAFYFAA
STIELLAPFSRRLRPTDVIAHFDGVVTGELDLRIETAQAAEFVANTENDKGFTVPRVIWPLSSRRVMTMSWCEGVPIGDN
AALDAAGHDRRAIGERVLSMFLRHALRDGYFHADMHQGNMKVGASGEIQCFDFGIMGRIDEYTRRVYAEILYGFIRRDYR
RVAEVHFEAGYVPADREIDEFAQALRSVGEPIFGMDATHISMAKLLAYLFEVTERFGMATRTELILLQRTMVVVEGVARS
LNPSINIWEVARPIVEEYIKENIGPKAVVRDLGRTARVLSRFGPRLPELAEAALIRQSQTQPEPRRRSWVQPLLWMGAGA
ALTWIGAGLALLLS
>ANB36741.1 bifunctional demethylmenaquinone methyltransferase/2-methoxy-6-polyprenyl-1,4-benzoquinol methylase [Rhodovulum sulfidophilum]SNK001
MTESAQKTTHFGFQTVAEEEKAGLVHGVFTRVASRYDLMNDLMSGGVHRVWKDAMMDWLAPQPHQRLLDVAGGTGDIAFR
FLGRAPGATAVVCDMTESMLVEGRKRAEADNLAASLDWVVGDGMALPFADNSFDVFTNSFGTRNITRIQDALNEAYRVLK
PGGRMMILEFSQMPNPLLQWAYDRYSFNVIPPLGQFVVNDRDSYQYLVESIRKFPDQETFASMIRQAGFEQVKYRNLSMG
IAALHSGWKI
>ANB36742.1 DNA-formamidopyrimidine glycosylase [Rhodovulum sulfidophilum]SNK001
MPELPEVETVRRGLTPAMEGRRIVATRVNRPDLRWPLPERMAERLTGAQVLRLGRRSKYILVDLSTGETLILHLGMSGRV
LISGVALGQFVHPHPAPQKHDHVVIELEGGARVTFNDPRRFGAMDLTPTEAVADHRLLAGLGPEPLGNGFDETYLAGRLK
GRQTPIKAALLDQHVVAGLGNIYVCEALHRAGISPLRKAGRIAAARVAALVPAIRTVLSEAIEAGGSSLKDYRQADGELG
YFQHNFRAYGREGAPCPSPGCAGRIHRVVQSGRSTFYCPQCQR
>ANB36743.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SNK001
MAYKTLIVEIEDHVALVRLNRPEALNALNGELMGELAEAVSEANANEKVRCIVLTGTEKAFAAGADVREMSEKSFVDVFA
GDLFTPETERLLACRKPIIAAVAGYALGGGCELAMMCDFIIAADTAKFGQPEINLGVVAGIGGTQRLTRAVGKSKAMDMH
LTGRFMDAEEAERAGLVSRVVPAKKLIEEAMAAAQKIAEKSALTTMAVKECVNRSFETTLREGLLFERRMFHMMFATEDR
AEGMQAFVEKREPQFRDK
>ANB36744.1 30S ribosomal protein S20 [Rhodovulum sulfidophilum]SNK001
MANSPQAKKRARQNERRYAVNKARRSRIRTFLRKVEEAIASGDQAAAATALREAQPELMRGVTKGVLHKNTASRKMSRLA
SRVKALNA
>ANB36745.1 chromosomal replication initiation protein DnaA [Rhodovulum sulfidophilum]SNK001
MTDDTWGRIRDDLEKSIGKNNFVTWIAPLEFRALEDGVARFGVPTSFVGDWVNRNFGDKIIEHLARSGVEVDRLEFAVAA
PKRVAPAAAAAPEAAAAPARRAAAEPRDEGDMPGAPLDARFTFDSFVTGKPNELAHAAARRVGEGGPVAFNPLFLYGGVG
LGKTHLMHAIAWDLLHRAPEKKVVYLSAEQFMYRFVQALRERDMMGFKSLFRSVDVLMVDDVQFIAGKDSTQEEFFHTFN
ALVDQNKQIVISADRAPGEIKDLEDRIRSRLQCGLVVDLHPTDYELRLGILQQKVELYRMQYPGLVIADGVLEFLAYRIT
TNVRVLEGALTRLFAFASLVGKEITLDLAQDCLADILRASDRKVTIEEIQRKVSEHFNMRLSDMIGPKRHRTIARPRQIA
MYLAKQLTQRSLPEIGRRFGGRDHTTVMHAVKRIEDLRSKDSQIDEDLELLRRMLEA
>ANB36746.1 DNA polymerase III subunit beta [Rhodovulum sulfidophilum]SNK001
MKFSIERGALLKAVGQAQSVVERRNTIPILANLLIEAEDATVSFRATDLDIEVVDKAPATVERAGATTVPAVTLHEIVRK
LPDGALVELSDDGASGRLTVVAGRSHFTLATLPREDFPVMASSEYTSNFTAKAPVLRRLFDKSKFAISTEETRYYLNGVY
MHVAAGEDGQALRCVATDGHRLARIDATLPPGAETMPGVIVPRKTVGELRKLLEDDEVEIAVSVSETKVRFATPEITLTS
KVIDGTFPDYSRVIPVNNARRLEVDAAEFAKAVDRVATVSSERSRAVKLALEEDRLTLSVTSPDSGAAEEELVVAYGDER
LEIGFNAKYLLEIAGQVDRENAVFLFNSSGDPTLMREGDDASAVYVVMPMRV
>ANB36747.1 DNA replication/repair protein RecF [Rhodovulum sulfidophilum]SNK001
MPGLLLTELTLSQFRSHERARLVLDGRPVAVFGPNGAGKTNLLEAVSLLSPGRGLRRAAAEDLARAPGRLGWKVAAVLSG
PRSGHEIETWAMPGGNRQVRLDGKAATQVALARIARVLWLVPSMDRLWIEGAEGRRRFLDRIALSFEPGHAEATLAYEKA
MRERNRLLKDEVRDPHWFGALEAQMAEAGAVLGANRRAALMRLEAAQAEAETAFPRATLALAGPEGSDPADAGALAGALA
TGRGRDMAAGRTLAGPHRADLGAVFDAKGIEARHCSTGEQKALLIALILANARALAQDFGAPPLLLLDEVAAHLDAGRRA
ALYDEISALKAQAFMTGTGAELFAGLGARAQYLEVRETDGTSQIERMEGACPRSA
>ANB36748.1 DNA gyrase subunit B [Rhodovulum sulfidophilum]SNK001
MVENARAAEEYGADSIKVLKGLEAVRKRPGMYIGDTDDGSGLHHMVYEVVDNGIDEALAGHADAVTVKIHADSSVSVSDN
GRGIPVGIHEEEGVSAAEVIMTQLHAGGKFDQNSYKVSGGLHGVGVSVVNALSDWLELRIWREGHEHVARFEHGDTAEHL
RVVGPSEGRSGTEVRFMASTETFSNLEYSFKTLENRLRELAFLNSGVRIVLEDERGAEPQRVELCYEGGVREFVRYIDKL
KTPVMAEPIFMTGERDGIGVEVAMWWNDGYHETVLPFTNNIPQRDGGTHMAGFRGALTRTINAYAMSSGIAKREKVNFTG
DDAREGLTCVLSVKVPDPKFSSQTKDKLVSSEVRPAVESLVNEKLAEWFEEHPQEARSIVGKIVEAALAREAARKARELT
RRKTAMDVASLPGKLADCQERDPSKSEIFLVEGDSAGGSAKQGRARANQAVLPLRGKILNVERARFDRMLSSQEIGTLIT
ALGTGIGRDEFDISKLRYHKIVIMTDADVDGAHIRTLLLTFFFRQMPEVIEGGFLYIAQPPLYKVARGKSEVYLKDQPAL
EDYLVEMGIDGAVLRLGDGEEIVAKDLARVIDEARQMRRVLQAFPTHYPAHILEQAAIAGAFRPGQIDADLQGTADAVAQ
RLDLIALEYERGWLGRPTQDKGMRFSRVVRGVEEVRVLDGQVLRSAEAARLGTFTAKLQEIYQHPARLIRKDRDQPIHAP
SELLQAILTEGEKGLSLQRYKGLGEMNPEQLWETTLDPEARTLLQVRVEDVAEADNIFTKLMGDVVEPRREFIQQNALSV
ANLDF
>ANB36749.1 trehalose-6-phosphate synthase [Rhodovulum sulfidophilum]SNK001
MPSDLVIVYHRQPYEEVEEDGKIVLRENKSPNGIVPTLKSFFGRFDKGAWIAWKQAEDPANPDFERVIEVDDAFGQYTVS
RLPLTAEQVSSFYHVTSKEAFWPILHSFKERYNYDPVDWPTFREVNWIFAEAAAAEAAPGAVVWIHDYNLWLVPGYLRKL
RPDVKISFFHHTPFPSADMFNVLPWRKEILQSLLACDVVGFHIPRYVSNFVSAARNLLDVEVTGRQKVEPEFAAEVTALS
ERSVPTELEYEDRRITVQASPVGVDADYIDAVARRDETAERAEEIRAEMGGAKLLLSVGRTDYTKGGIDQLLSYERLLEA
QPDLCGQVRLMHVSVPANRNMTVYENIQNDLEQMAGRINGRFGSLDWQPIVLISRAIPFEDLVAYYRAADVAWITPLADG
MNLVCKEFCAARVDGDGVLVLSEFAGAAVEMGAALLTNPFSHRSMDSAIAQALEMPKAERRDRMAALRDVVHRHDVRFWA
NHQMEALSGSAPGAAAMPAA
>ANB36750.1 alpha,alpha-trehalose-phosphate synthase [Rhodovulum sulfidophilum]SNK001
MNVATAPHPPLSDRRFVLATDLDGTFLGGTEAERRRLYDWIEANRASVGLIFVTGRDPDFIMEMCAERGLPWPEYVVGDV
GTSIAEVHPGEAIRPIPALEEDISRRWGDSGARVRAALDGHPGLTLQPTEFRYRVSFDMDAETYDPSAEAKVEAMGLDWL
ISADCYFDVLPKGVSKGPSLRRLVAHLAIPEGRVLAAGDTLNDLSMLECGLNAVAVGNSEPALVERVRDLDHLHIARAHG
AAGIMEAIAAFDLHTVPTGA
>ANB36751.1 murein hydrolase effector protein LrgB [Rhodovulum sulfidophilum]SNK001
MDSLLHWTEPFWPVFGWSLLTVGFYLLAKRVYRRWPRWWLMPLALAPALLTITVLALHETYRDYIRGAGWLMLMLGPATV
AFAVPIYEQRAMIRRYWPVLLIGMVTGSATAIAVSWGLAGLFGLDRSLQLSLLPRSISTPFAMEVSADIGGLPDLTAVFV
VVTGVLGAALGDLVLAWLPVRSALARGALLGVAAHGAGTARAHQIGRAEGSVAGLVMVLVGLLNVCLAPLVVSAVRVVSG
>ANB36752.1 murein hydrolase transporter LrgA [Rhodovulum sulfidophilum]SNK001
MTTRLLARRLRVAVRRSLTVQIGILVGFWLAGEAAVRLSGLSLPGGLVGMAAALALLGSGLLRAGTLRRGANWFLAEMLL
FFVPAVLAVLNHREFLGLLGLQILLIIVLGTLAVMAVTALTVELCCRWRIGGDGQPSALD
>ANB36753.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MEFRTLRVFVEVVRAGGFSAAAGRVHATQSTISKAVRQLEDEIGMPLLIRGPAGIALTAAGEIVFQRAQTLLAGRETLKT
ELQELAGLKRGLLRIGLPPIGSSELFAPVFTLYRQRYPGVDIKLVEHGSDRLEELLRASEIDLAASLLPVSEEFDWLAMR
RDPLVALMATDAPLAQVPGPLTLADLRTMPFILFDSGFALNRIIRAACARHGFEPEVTARSSQIDFIIRLAAAGLGVAFL
PRLIARARVHVPVAQMPLDEPETDWAMATLWRRGAYLPQAARAWLDIAAGDPAQTATDRGPD
>ANB36754.1 murein transglycosylase [Rhodovulum sulfidophilum]SNK001
MTRYRSLAPGLGVALGAALGLGGPADAMLERVPRPLPRPDTLEMRQSPRPEIRSAVVAALARAGAPDTVADEARGFPGWI
AGFRGRALTQGIAPGVFDRAFEGARFQADVIRRDRNQSEFVTPIWDYLDNAVSEARVRDGRAALTRYGAVLERIEARYGV
DKEIVAAIWGMETSYGSYRGSAPIISSLATLAYDGRRASFFEAQLVAALKIIQSGDTDARHMTGSWAGAMGHTQFMPTSY
LEHAVDFTGDGRRDIWSEDPTDALASTAAYLAHFGWTRGQPWGVEVQLPRGFDHRLADRSVKRMPSDWARLGVRDMNGRA
VRDYGRAAILQPAGARGAAFMIFDNFRVIERYNPADAYVIGVGHLADRLKGGGPIRGSWPRDDRALASAERKELQERLTR
AGFDTGGVDGRIGPNTVSALRAYQSAVGMIPDGYASMAVLRRLR
>ANB36755.1 ribonuclease R [Rhodovulum sulfidophilum]SNK001
MTRIPAKTEILDWIAAHPGQTSKRDIAKAFGLKGADRIDLKRLLKELEDEGHLEKRKRSYRDPERLPPVTVLQVLAPNAD
GDLFARPLEWHGEGAVPRVLYLPRQSDAALGEGDRILAKLQEVRAEDHQYEARLIRKIGSNPKRILGIFRKATEGGRLVP
IDKGADREWTVAASLTHGARDGELVEAELAGPRGRMGLPKARIVERLGDPTAPRAVSLIAIHQHGIPDDFPDEVIAEADR
AKPAGLGTREDLRAMPLVTIDPADARDHDDAVLAMPDDDPANPGGHILWVAIADVAHYVTPGSRLDREARRRGNSSYFPD
RVVPMLPDRLSGDLCSLHEGVPRACMAVRMKIDASGHKLSHRFTRGLMQSAGAFAYEEVQAAEEGKPSDRTAPLLDEVIH
PLYAAYRALIRAREARQPLDLDLPERRIELSDEGKVASVKFRDRLDAHRLIEEFMVLANVAAAEELSRLQRPLLFRVHEE
PSPEKLDALREVAGASGFTLAKGQVLHTRQLNDLLDQAMGTEFSELINLSTLRSMTQAYYFPENFGHFGLALKSYAHFTS
PIRRYADLIVHRALISAHGWGRDGLSPEDVDELEATAKHISETERRSMAAERDTTDRYLAAYLSDRVGNEFGGRISGIAR
FGVFVSLDETGADGLIPIRELGNEYFHHDRDAQTLMGSNSGLVIGIGQRVTVRLAEAVPVTGGLTFELLSIEDRALPRGA
ARGRGKPVRRKVVRAKAKSDKVKRKVKRTRR
>ANB36756.1 succinyl-diaminopimelate desuccinylase [Rhodovulum sulfidophilum]SNK001
MTQPTDPVALTAELIRCRSVTPTEGGALVLLAERLAAAGFDCRRVDRNGTANLFARWGAKGHEKTFGFNGHTDVVPAGDT
AAWTADPFGAEIRDGQLWGRGATDMKSGVAAFVAAAIDLVTDTPPDGAVVLALTGDEEGDATDGTIALLDWMQTEGEHMA
CCLVGEPTCRETMGDMMKIGRRGSMTAYFTARGVQGHAAYPQRAQNPVPALARLVQRLDAYSLDQGTRHFDPSTLAVTTF
DTGNPATNVIPGQCRATVNIRFNEAHSSDSLADWLAAEAARVTEETGIEIGIEIKVSGESFVTPPGPLSTLVADAVEAET
GRRPEFSTSGGTSDARFVKDLCPVVEFGLVGKTMHQVDERVETVQIEELKRIYARILGGYFG
>ANB36757.1 hypothetical protein A6024_01710 [Rhodovulum sulfidophilum]SNK001
MTEKPSRRQQVYTLLVEVGRKPDDGLPEGATGAGLMCYASGIDEPEAVRETVAVLKQAGLAPLDVTGYGTLAERRDQGHE
IGPEEEALMARALAENAVIVAQMEPFFGEGTGTA
>ANB36758.1 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase [Rhodovulum sulfidophilum]SNK001
MSNAQLETAIEAAWEARDTITPATRGETRDAIEATLEALDKGALRVAEKRDGGDWHVNQWAKKAVLLGFRIKDMECHEGG
PQDGGWWDKVDSKFKGWGQTDWRAAGFRAVPNCVVRKSAYIAPGVVLMPSFVNLGAYVDEGTMVDTWATVGSCAQIGKGV
HLSGGVGIGGVLEPMQAGPTIIEDNCFIGARSEVVEGCIVREGSVLGMGVFIGKSTKIVDRETGEVMYGEVPPYSVVVAG
SMPSKGGVSLYCAVIVKRVDAQTRSKTGINELLRD
>ANB36759.1 lysine decarboxylase [Rhodovulum sulfidophilum]SNK001
MHDDARRPLRDAFRDIESARETPETSQTASPSYRLAFADPDFLCRDEMRPVRVQLELLKPDILMREYGIESTIVLFGGAR
IPEPSQRHTAPTETLADLSKYYDEAREFARLMTLKGQRGKRLDHVIATGGGPGVMEAGNRGAADAGGVSIGLNIVLPHEQ
MPNAYVTPELCFNFHYFAMRKMHFLLRASAIAIFPGGFGTLDEMFEALTLIQTHRMDPVPFLLFGRDFWETVINWKALAE
AGTISPEDLKLFSFVETAEEAVRIIEAWTPPS
>ANB36760.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTSIAETAGRLTMGRAEWAMLLALSVLWGGSFLFVGIAVAELPTLTLVWLRVALAALVLWAAVAATGRRLPRTPRVWAAF
LGMGLLNNVIPFSLIVAGQHSIASGLASILNATTPLFTVVVAGLLLADERPGRLQLAGVAAGLAGVAVMIGPDALAGLGS
NALAQLAVLGGALSYACAAVFGRRFRHMGVDPLVTAAGQVGAATLLLSPAMLIADRPWTLPMPGAGTCAAVLGLAVLSTA
LAYLLYFRILARAGATSLSLVTFLIPVSAILLGGLVLDERLVPTDFAGMACIALGLAAVDGRLFRR
>ANB36761.1 23S rRNA (adenine(2503)-C(2))-methyltransferase RlmN [Rhodovulum sulfidophilum]SNK001
MSAPIVQDVLPLPRKLPEPDRINLVGLTRPRLREALIAAGTPEAQAKMRVNQLWQWIYQKGVRDFDAMTNLAKDYRALLK
AHFAIEVPEIVTRSVSADGTRKYLVRIAGGHEVEVVYIPEDGRGTLCISSQVGCTLTCTFCHTGTQRLVRNLTAAEIVGQ
VMLARDDLGEWPKPGRHPKDETRLISNLVLMGMGEPLYNFEAVRDAMLIAMDGEGISLSRRRITLSTSGVVPEIARTGAE
IGCMLAISLHATTDELRNKIVPINRKYSLAQLFEALRAYPKLSNSERITFEYVMLKDVNDSDADARRLVRLIAGIPAKIN
LIPFNEWPGAPYQRSDWDRIEAFADIVYKAGYASPIRTPRGEDIMAACGQLKSATERARKNRFQIAAEAGLPEPERIVRR
PDAPDVH
>ANB36762.1 hypothetical protein A6024_01735 [Rhodovulum sulfidophilum]SNK001
MRLLFTTAAGILAAGSVHAATWTLASHADYAFLDDNQTGLQMTQGVAWNAEANEWVTSWQYGLARFTEDWQFIEASGRFD
LETGRIVSGIPAALADRGFDHIGDFEIRDGIVHVPLDSADDHYQNGHVALFDAATLSYTGALHEMMGAPTNRRDDVASWT
AIDHETGLGYGKEWTLGDTLNVYDTTDWSYLGTLQMDQELKRVQGAKVLDGMMYLSTDIGTKSVYSLDLATGHVEELFQL
PIFEGDIRFETEGLALRELADGGLEMFVEMVIDPDAVEGQFDGYTRLYRYVLENDPAPVPVPAPVPVPATLPLVLSGLAA
FGLIRRRA
>ANB36763.1 hypothetical protein A6024_01740 [Rhodovulum sulfidophilum]SNK001
MTSLFRAAIAGGALALAVTAAHAQEESTNNVAVKTDWNVFVETDPTECWSVSPPKKTVNTRGGQVVSARRGEILLFVTFR
PGDGIKGEVSFSGGYPFKSGSTVALTVGDSNFELFTEGEWAWPASKADDAKIIEAMKRGAEAQVVGMSSRGTKTTDTFSL
YGFTAAMDEAARRCSAN
>ANB36764.1 L-asparaginase [Rhodovulum sulfidophilum]SNK001
MTGAVGMVEVLRGGMVESRHRGHAAICDGSGTVAAWGDPEAVILPRSSCKMVQALPLVESGAADAAGLGSEQLALACASH
QGAPLHVAKVAAWLAETGRREADLLCGVQPTRDRDERARMIRDGESACQLHNNCSGKHAGFLTLARHLGAGPDYVDPDHP
VQRAVRAAFEEVTGMTSPGFGIDGCSAPNFATTVTGLARAMAAFAAARPDAGDARARAAGRLSEAMRRHPDLVAGEGRAC
TELMRATEGRVAVKTGAEGVFVAFLPERGLGVAVKIEDGATRAAEAAIAGLLVYLGALDPEHPAARKRMVGPIVNWRGIE
TGAMRLAPDFA
>ANB36765.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MTDPLIERRARLLGPNVPTFYDEPVHIVRGEGVWLWDTAGRRYLDAYNNVPHVGHCHPKVVEAIAAQAARLNTHTRYLHE
TILDYVERLTATLGHDLSQAVMVCTGSEANDVALRMAQAATGKTGLIATDNTYHGNTAAVSALSTRRPPIGGYPPHVRLV
PAPDSLAPLGGSAEAQPEAFAANVARAIAELEEAGHGFAGFMLCPFFANEGFPTLAPGFLDPTVEAVRKAGGLILADEVQ
PGFGRLGTAFWGHEVLGFAPDVVTLGKPMANGHPVGAAVTRPEIMAAFRGAFGYFNTFGGNPVSMAAALATLEVIEEEGL
MENARAVGAYALERLGALRHPWLAETRGRGLFFGAEFVDETGAPATEFAIRLVEGLRAEGILTGRIGRAMNTLKFRPPMP
FSREHADLALDSLDRVLARTEVPR
>ANB36766.1 hypothetical protein A6024_01755 [Rhodovulum sulfidophilum]SNK001
MTEAETLSLAEEAIAHWEGCTAPRLLSHRENAVFAIALSDGRRGVLRLHRRGYQSADAIRSELWWMQALAGAGVAVPCPE
PTRDGALLAHLDDGRVASVLSWIAGTPLASGAGPLDGDAAEQLRRFTELGHAIGKLHVATDRLTLPQGFSRPHWDIDGLL
GPAPFWGRFWDHPAASDAEAILLQEARRFARERLSAYAAAGGDRGLIHADLMRENVLFDGPRAHLIDFDDCGFGFRIYDL
GTALVPNLEEPELDAIATGLLEGYADERGLNDDDLAMLPVFVMLRTLASVGWTMPRLTSDDPRIRAYLNRAVRTAHAVME
GRPLFRIG
>ANB36767.1 nicotinate phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MADIATRVYNHKWKIDPIVRSLLDTDFYKLLMCQSVYRNHPETQVRFSLINRTTDIRLAELIDEGELRQQLDHIRTLRLT
RGESTWLRGNTFYGKRQMFRPDFMEWFEQLRLPPYTLEKRNGQYELTFEGRWPDVMMWEIPALAVLMELRSRAVLETLGK
FELQVLYARGMTKLWEKIERLRGLDGLKLADFGTRRRHSFLWQDWCVQAMIEGLGDRFTGTSNCLIAMRHDIEAIGTNAH
ELPMVQAALAGTDAELARAPYKVLADWHEEHDGNLRIMLPDTFGTRGFLENAPDWLAGWTGIRIDSGDPAEGAETAIAWW
KARGEDPSQKLIIFSDGLDVDKIVELHHRFAGRAKISFGWGTLLTNDFRGLVPGDGLAPFSLVCKAVSANGQPTVKLSDN
PNKAMGPAAEIERYKRVFAVGAQAPMEVVV
>ANB36768.1 nicotinamidase [Rhodovulum sulfidophilum]SNK001
MRPANEALIVVDIQNDFCTGGALAVAGGEDIIPRVNALLDEFQLRVFTQDWHPAGHSSFAESREGCKPYEVVEMPYGSQI
LWPVHCVQDSAGAAFHPDLDVSKADHIVRKGSNPEVDSYSAFFENDHETPTGLDDYLASKGIEKITLVGLATDFCVLYSA
LDANHLGYAVTVLEGACRGIDLNGSLEDARTTMLDANIVLEP
>ANB36769.1 hypothetical protein A6024_01770 [Rhodovulum sulfidophilum]SNK001
MLHLVTPSTVTNRAIMRIRKVPRQLIGHGMGLLPPGSFGRAIFWRMATEISFLRYCAALTPFPVAMLLFPEAALPIGQFP
AFMFLVVYLVESRVLSVDNAERRHRLMPEEEAERGADIARARGRQILTRIAARRGLRSGDLHLVIEQSSLARIPPITLVS
LQTATPEPQILELDDEERQLIRDTLFDAEFTEDRMHVTSLALGRFLHDVTLDARSVSAHARLEALATA
>ANB36770.1 hypothetical protein A6024_01775 [Rhodovulum sulfidophilum]SNK001
MITMVDLLGVMAVGASADPDDSTRSHAAGGTGSGDGPAPDHATDDLMAVMDLHAAPAEAGPAIDGMSRADELLFSWLSGG
PDSMDADDLPFPADHVHDKDLPVAETCLADAALGAVDEIFSVQDLFEDGGSLPTVIDDYDQTADALFVVYDSTTHPAPVL
SIDATETGAGDALIRIDGQPLAIVTGAAATLQLGHLSLVPDTMLSDALAARA
>ANB36771.1 30S ribosomal protein S15 [Rhodovulum sulfidophilum]SNK001
MSITPEEKTRLIKEFGSKDGDTGSPEVQIAILTSRITTLTEHFKTHKKDNHSRRGLLKLVAQRRKLLDYLKGKEVARYQD
LIKRLGIRR
>ANB36772.1 hypothetical protein A6024_01785 [Rhodovulum sulfidophilum]SNK001
METKAFGTIPLEDGQATLPVGPGIVRPASLDALATLKDREAMAALSQFLDRLPRHIEKAREHFLDNYEAVAANVPAWLHE
NEPEVFRAMFGDAAPSEIDAEALWTALDLSSVWTRDDTAVVLDLGFRETPMTHAFAAEFSYDGTLTGLALAS
>ANB36773.1 polyribonucleotide nucleotidyltransferase [Rhodovulum sulfidophilum]SNK001
MFNVTTKSMQWGEETLTLETGKVARQADGSVIATLGETTVMANVTFAKEQKEGQDFFPLTVHYQEKYYAAGKVPGGFFKR
EARPSEKETLTARLIDRPIRPLFVPGFKNEVLVMCTVLSHDLVNDPDIVAMIAASAALTISGVPFMGPIAGCRVGFVDGE
YVLNPDVDDMQGLRTNPDQRLDLVVAGTRDAVMMVESEAYELTEAEMLGAVTFAHDNIKPVCDLIISLAEAAAKEPFDFT
PPDYSALYEAVKAVGEEKMRAAYAITDKQARVAAVSAAKDEIKASLSEEQLADTNLGSAMKKLESTVLRSDVVKHGRRID
GRALTQVRPIECEVGLLPRTHGSALFTRGETQGLIVTTLGTGDDEQIIDALHGNFRSNFLLHYNFPPYSVGEVGRVGSPG
RREIGHGKLAWRALQAVLPAPTDFPYTIRLVSEITESNGSSSMATVCGGSLSMMDAGVPLKAPVAGVAMGLVLEDDGEFA
VLTDILGDEDHLGDMDFKVAGTEQGITSLQMDIKVAGITPAIMEKALAQAKDGRMHILGEMAKALTEAGDFSAYAPRIET
MTIPTDKIREVIGSGGKVIREIVEVSGAKVDINDDGVIKIASANGDAIKKAYDMIYSIVAEPEEGKIYKGTVVKIVDFGA
FVNFFGKRDGLVHVSQIENRRLNHPSDVLKEGQEVWVKLLGFDDRGKVRLSMKSIDQATGEEAPKEKEAEADE
>ANB36774.1 diguanylate cyclase [Rhodovulum sulfidophilum]SNK001
MRIDYDALSQTLAALTEGETDPVALMATMACELHHADDRFDWTGFYRNVGAEMLKIGPYQGGHGCLTIPFSRGVCGAAAR
SGEVQIVEDVLAFPGHIACSSTTRSEIVLPVHDGTGALLGVLDIDSDRPAAFDATDAEGLARLLAQTFAR
>ANB36775.1 lysine transporter LysE [Rhodovulum sulfidophilum]SNK001
MSLEAWAVFALFWALFVTTPGPNAVNCITNGMTHGLPRALWGVAAILTQAALFLTLSAAGITALIAASPTVFAWAKLFGA
AVLIWLGLRGWRNAAIAVAPRPASGASIYGRAFLIATVNAKSVAGYLAAFSQFVEPGVPIARQMTAIVPTALTLTALSYS
TYTALGAWLGGLALGAVMNTRLRQVLAACFILYGILLGASAL
>ANB36776.1 hypothetical protein A6024_01805 [Rhodovulum sulfidophilum]SNK001
MRSELILSTYNNPRSLALCLESVACQRVAPGSICVADDGSGPETKAVIEAFAARHPDLTVRHLWHEDRGFEKGAILNKAI
ASSGADIIVFIDGDVLIHPDFVGRHLALTRPGRFATGSLIRLDAEATASVTPELVQDGTVFDRRWLSENRAIRKLSTWLK
TRPFPVPVMAVLDRLSPVTRALCGANASVWRADLLKINGYDETIKYGGQDKHLGVRLNNAGVKGVHLRYSAPLVHLDHPR
GYADPEKMRRHKALIRAARKSHLFWTPDGIVKGEAGADGWGGKA
>ANB36777.1 peroxidase [Rhodovulum sulfidophilum]SNK001
MSLRINDIAPNFTAETTDGPIDFHDWIGDSYAVLFSHPKDFTPVCTTEFAAAARLSGEFAKRNAKIIGLSVDPVEEHLKW
KADIETHAGCDASFPIIADDGLKVAKLYDMLPAEAYLPDGRTANDSATVRTTFIINPDKKIELMLIYPMTVGRNFDEILR
VLDAIRGNKTGPFATPANWRPGEDVIVGLSVSTEEARAQFGEVEEIFPYLRKVKQAG
>ANB36778.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]SNK001
MDSYAPPDTPLDILHHDHELLAVNKPPGLLSVPGKGPELADCLLTRLQSVFPETLLVHRLDRDTSGVMVFALTPHAQRHL
GLQFEKRQTKKTYVARVWGRLAPKTGTVDLPLIVDWPNRPRQMVDHENGRPAVTDWRVVRYEETATRVRLFPKTGRSHQL
RVHMRELGHPILGDPFYAEGPARAAPRLMLHAEALRLRHPDGGAGMNFTSRAPF
>ANB36779.1 hypothetical protein A6024_01820 [Rhodovulum sulfidophilum]SNK001
MKAIRHIPPFFLMIFGVGILLNLIVLTGLSHAAILVILQLFATLAMCVALYVLIIRHFMTRIGGASGTGDSDA
>ANB36780.1 GTP-binding protein Era [Rhodovulum sulfidophilum]SNK001
MRLTAEFWVQAYLARLRLEGIPAFVVAHGDDTAGAVLVKLNTLDGQARAYQRAFDLNSGERRWMELAEGGEAEVDAAIGR
QRGFDPDLWVIEVEDRDGRHLLGADGLA
>ANB36781.1 phenylalanine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]SNK001
MDELRQKYLGAIADAADEPTLEELRLQAVGKKGEVSLKMRELGRMTPEERQEMGPKLNALKDEINSALAAKKAALADAAL
NERLRAEWLDVTLPGRPRRQGTIHPVSQVTDEITAIFADMGFSVAEGPQIESDWFNFDALNIPPEHPARQEHDTFFMSRA
EGDNRPPHVLRTHTSPVQIRAMQETGAPIRVIAPGRVYRCDYDQTHTPMFHQVEGLAIGRDISMANLKWVLEEFCRAFFE
VEGVELRFRASHFPFTEPSAEVDIRCSWADGSLKIGEGDDWMEILGSGMVHPKVLSAAGVDPSQWQGFAFGIGIDRLAML
KYGIPDLRAFFDSDLRWLRHYGFSALDVPTLQGGLSA
>ANB36782.1 hypothetical protein A6024_01840 [Rhodovulum sulfidophilum]SNK001
MFQSREAAGRLLAEKVLAAEPENPLVLALGPAGVPVAAPVARALGCPLDPIFVKGIEAPGTPALAVGAVVDGAAREVLFE
ADSLAAAGLSQADCAVGVEACLAETAAARCRLLGGRAPQRVSGRTAILVADGLASGASTRAALRALHNRGPLEIWLAVPV
GPQEVVWKMRGMTDRLIFLEAPRDFRGAAAHYADFAPVGDDEAVRLLDELLARR
>ANB36783.1 phenylalanine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]SNK001
MKFTLSWLKEHLETEATLDEILYALTDLGLEVEGVENPARALQEFTIGKVLKAEQHPDADRLRVCQVATGQGEKQIVCGA
PNAREGITVVIAHPGMYIPGIDITIQVGKIRGVESHGMMCSEREMELSDEHDGIIELPSGEVGQSFVDWLAANDPAKVDP
VIEIAITPNRPDALGIHGVARDLAARGVGRLKPVEVAPVAGSFPCPVTVTIDPETQANACPVFYGRAIRGVKNGPSPQWL
QQRLKAIGLRPISALVDITNYFTYDMNRPLHVFDIAKLGGGLKVHAAAGDEQFLALDGKTYVIEPGMTVISDATGVESLG
GVMGGETTGCTEATVDVFLEAAYFDPIRTAMTGRALKINSDARYRFERGIDPAWTPEGIEAATRMILDLCGGEASELVVA
GAVPDMARAYRLDTDRVESLVGMEIPAETQRATLTALGFRMEGDMAHVPSWRPDVLGEADLVEEVARVASLTKLEGRPMP
RPQPGVPTAILTPMQRRSSAARRTCAALGYNECVTYSFVDRASAVLFGGGSDAMALENPISSEMSHMRPDLLPGLLQAAA
RNQARGFADLALFEVGPAFQGAEPGEQHIQATGLLVGAAAPRDPYGSRRPVDLYDAKADCEAVLAAIGAPAKAQILRAAP
DWWHPGRSGRVCLGPKKVLASFGELHPKVLAEMNVKGPAVAFTVFLEETPMPRRKGATRAALTVSDLQAVERDFAFVLEE
GVEAMTVVNAATGADKALIEEVRVFDEFVGGALGEGKKSLAITVRLQPTDKTLTEKDIEAVGQKIVAKVEKATGGTLRR
>ANB36784.1 anti-anti-sigma factor [Rhodovulum sulfidophilum]SNK001
MKLQSQLRGDALHIVVDEERIDSAVAIRFKEAVREQAADGPGRVVLDLGRVDFLDSSGLGAVVSVMKLIGPGGKLELCNL
TPNVDKVFRLTRMDRVFTIHDSLDSAFPERQGIA
>ANB36785.1 hypothetical protein A6024_01855 [Rhodovulum sulfidophilum]SNK001
MTLSRAPRGEASPAAEDTSSRLPADSPPPVIVEATPLGVRAALLEMRARFGPSMPFDGSLGMAEIVLAEVLNNIVEHAYS
GGRSGPIELRLVRAGIWLRVDVRDYGRPMPGESLPDAEKINADMAGAEFRPETAPEGGFGWFLIRAFARDLDYSRNGNQN
RLRFTVPLNEDC
>ANB36786.1 class A beta-lactamase [Rhodovulum sulfidophilum]SNK001
MRIPASVLSRVAAGLSLGLCLASASLAQTPLETLADTVERVESRLGARIGVSLVDTGSGLSWTHRENERFLMNSTMKVPL
CGAVLARRDAGDLSLQTELPVRKSDLLAYAPVTEKRAGGEMTIAELCLAAIDMSDNTAANLLLAHLGGPQAVTRFFRSAG
DTISRLDRNEPELNTFNAADLRDTTTPAAMTEALRGLLLGDVLSRSSRGQLAEWMSHGGVTGNLLRAEAPEGWVILDKSG
SGTHTRNLVALVTPVDGSPWIVTIFVSDVDADSQTRNRALQDVGRAAMAVMRD
>ANB36787.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDRPDLPLNALRVFEVAMRQGSFTKAAIELRVTQAAVSHQIARLEDLLGVVLFLRTSQGLVPTDEGRLLFPVLEHGFDAM
ARVLGRLGGRRDVEVLKVGVNTTFALGWLMPRLAAFAQAHPEIDLRISTNNNRVEILREGLDMAIRFGTGGWTGHDAIPL
IEAPLTPLCAPAMAAHLLHPADLGQMTLLRSYRSAEWPGWFEAAGVACPPITGPVFDSSIALAELAASGAGTALLPITMF
ESYIAQGRLAQPFGITVSAGRYYLAWPSDRPATPAMRIFSSWLSGKSAL
>ANB36788.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MSKKAILALGSAVLAVSGVAVQAATDYPLTIENCGQSVTFSQAPQNAVALGQNSAEIMLLLGLEDRMAATAFWPNAVLPE
LAEANDGVEVLTVEFPTLESVLSKQPDFVAAMLTTLLGADSKVASRSDFEELGIPTYLSPSACSTTLDAGDAYGSRDKLW
NMDLLYKEIEDLSRIFDVTDRGQAVIADFKAREAALRAEFARNEDLTFLFWFSSPSPADDAFLGGGNGPSGYIADLLGGS
NAIQTEADWPALGWEGIIAADPTVFVATQVDRNRWDLDAAQNKIDFLTSDPTVSQMPAVRNGRIVVMSGAAMNPGIRTLY
GAEQVAEQLKSLDLP
>ANB36789.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSFEVSEEGSARLVVFLCLSLIALIFAIAAATAFGDYNIGLRTVFLSVTNELGLTGAKITPIEQSVVWNLRLSRALVAAL
SGAGLAICGAILQALLRNALAEPFVLGVSAGASTGAVCVIVLGIGAGGLSLSLGAFAGAFAAFALVALLSNGATSGPNHT
ILAGVAASQLFNALTSYIVTTSGNAQQARDVMFWLLGSFGGVRWPDVQLLLVVVALSLAICIWMARSLDAFTFGDEDAAA
LGVPVARIRLVLFGVTALLTATIVSMVGAIGFVGLVVPHAARYIVGPLHMRLLPACAVVGAVFMVIADIASRMIATQQTV
PIGVVTALVGVPFFAIILYRARPQA
>ANB36790.1 histidinol phosphatase [Rhodovulum sulfidophilum]SNK001
MTILAENLTWGVKRRTILSDVSLRVAPGETLGLIGPNGSGKSSLLRLLAGLRRPISGRVRINGQDIAHVSRKALSRQVAF
VQQSAATDTNVTVSDVVRLGRTPHRSALAGWSETDEAAVTQALERVEMAAHRKQAWQTLSGGERQRVHIARALAQTPQVM
FLDEPTNHLDIHHQIEILGMVRDLDLTSVIALHDLNLAAMFCDRIVVLERGVMRACGTPDAVLTREILRDVFRVTAHVCR
LQDASRPHIRFSAK
>ANB36791.1 transporter [Rhodovulum sulfidophilum]SNK001
MTARSSLAAPLHPVRNERLGIALRVLSTLAFAMMGVCVKALGDAVPLGQVVFFRSAVALLPLIAFLWWRGEWPRGLATSR
PMGHVGRCLMGAVAMFTSFATIRLLPLAEATMLAYLAPVMLALLGWALLGERPSAGRIGGVVLGLAGAAAFCLPAIAGAL
PDSGALGVVLGLVTAALTAGALIQVRRLTLLGEGAGAIAFWFAVVSALIGLATLPWGWVWPGPATLLLLIGTGLAGGIAH
ILMTLSFSHADASALAPFEYLSVLWAVALGFAFFAELPGLAFLLAGPLILTGAFIARPAKPK
>ANB36792.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MNTKTALLSAALLVCAGTAQATDYPLTLENCGQTLTFDAAPARTVTVGQATTEILYLLGLGPTVTGTSVWFTNVLPQFAE
LNAGIPRLADNDPSFESVAAETPDLVTVQHEWHVGPQGIVATREMFHDIGVPTYVLPSDCASKDNSRGSDGTRSEMFSTA
SIHRSIEELARIYDVEDRGAELVDELKAREAAAIEHARALDLPEGVSAVFWYSSAEMDIDPYVAGRKGAPGYMMQQLGIE
NVVASDEEWPTVGWESIAKADPTVIVLAEMTRRRFPADDVEKKLEFLRTDPVAKEMTAVRENRIVVMDLQAMEATVRAVY
GLEELSAALAGLDLQG
>ANB36793.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRSRARRARWHWGWIAPPVLLAALIAGTAIGETRIPASTVLQVLGNKLFGTVYPVARIDEGIIWNYRLARAVVAAACGAG
LALSGVVLQALLRNALADPYLLGISAGASTGAVAVTVAGFGAGALSLSTGAFAGALLAFVMVAALARAAGGGTGLQAAGV
IVLAGIAGAQLFNAMTAFLIAKSANAEQARGIMFWLLGNLSGARWQDSLVAVPAAALGLGVCLWHVRSLDAFTFGADSAA
SLGINVRRVQAVLIGAAALVTALIVSLVGAIGFVGLVIPHAMRFLVGGRHRLLVPASALAGAVFLIAADIVSRILIPGQV
LPIGVITALIGAPAFAAILIRGRARK
>ANB36794.1 histidinol phosphatase [Rhodovulum sulfidophilum]SNK001
MILSGEGLGWRVQGRAIVSDVTLSVRRGERFGLIGPNGSGKSSLLRMLAGIRAPSEGEVRLEGQPLSRLPRRDVAQRVAL
VEQQAETTERITVRDAVELGRTPWLSALHPFSDEDEAAVEAALVAVGMQDFAARYWHTLSGGERQRVHIARALAQRPGVL
ILDEPTNHLDIGSRLSIMALVEGLPVTTIAALHDLNEAMACDRLAVLQDGQLIALGPPDEILVPPLLRKVFGVEAHLLTD
PADGVRILRFKPI
>ANB36795.1 pseudoazurin [Rhodovulum sulfidophilum]SNK001
MRRLALSVLLPAMILSAPFAAAKTVEVKMLNRNASGPMVYEPDYLVMEPGDTVRFLPTAPGHNAGTIDEMLPAGAEPFKG
QINEEIEVTLTEPGIYGIKCSPHFAMGMVMLIQVGAQPAAEADLPAGLPTRADKRLREIIARQDTGSEQAEAHP
>ANB36796.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]SNK001
MTALIFPETVNPHGTLFAGAGLAMMSKAAFLVASRRARRTVVMAGSEKIDFRTPVLPGEALELTAVVTRIGRSSMSVEVT
GEAETLTTGARHLAMTGRFEMVAVDENGRPTPIAIPKEEKTQ
>ANB36797.1 2-methylcitrate synthase [Rhodovulum sulfidophilum]SNK001
MTGIIRKPKKSVALSGIVAGNTALCSVGQTGNDLHYRGYDILDIAEACDFEEIAHLLIHGHLPSTAELTAYKGKLRRLRG
LPAAVRQTLEAIPAATHPMDVLRSGVSALGCVLPEPADQNPAAARDIADRLIAVQGSMLLYWMHYARNGRRIEVETEDET
VAGHFLHLLHGAAPSQEHVRAMHTTLILYAEHEFNASTFTARSIAGTGADIYSAITGAIGALRGPKHGGANEAAFEIQKR
YATPDQAEEDIRRRVAAKEVIIGFGHPVYTVSDPRNVVIKRVARHLAEHEGATRRFDIAERIEEVMADAKGMFPNLDWFS
AVSYHLLGVPTELFTPIFVIARTAGWGAHVVEQRADGKIIRPSANYIGPENRRFLPLDQRGGLLTDQTEA
>ANB36798.1 methylisocitrate lyase [Rhodovulum sulfidophilum]SNK001
MPYLVANDLPDRPAPARFRAALARPGIYRLPGAHNGMAALQARAAGFGGLYLSGAAMTAQMGLPDLGIITVDEVAFFIRQ
IARASGLPLLVDGDTGYGEALNVMHMVRTFEEAGAAAVHLEDQLLPKKCGHLNDKKLARPEDMAAKIAAAARARRDLFII
ARTDAAASEGIEGAVARAKLYVEAGAEAIFPEALTSVEMFREVRARLPGVKLLANMTEFGRTPSLTATEFQELGYDMVIW
PVSSLRVANKAQERLYAELVRSGSTARQIPEMQTRAELYETIGLNAYETLDRSIVASVAPEPV
>ANB36799.1 hypothetical protein A6024_01930 [Rhodovulum sulfidophilum]SNK001
MGHMQADLAAPPFAPEHEARAREVAEFLRAHGAWDGGAFVTLESVYLHHHPSFQEATAKTLDGWK
>ANB36800.1 hypothetical protein A6024_01940 [Rhodovulum sulfidophilum]SNK001
MPQQAKGPRLYRRKDTGIYIIRDTGRGERSTGTRDRRQAEAALAQYLADRDRPSGPATPDEITVAEVLSIYASEHAPTVA
DPARIAYAIEPLVRFWGDLPASAIKRETCRAYGRQRRKVTKRDPKTKEVLETAPVSVGTIRKELGTLAAGVGYCASEGYL
VNPPTVHLPTKPQPKDRWLTRGEAARLLWAAWRNPEAKHIARFILIGLYTGTRKTAILRLRFMPNTTGGHVDTLNGQMYR
RGSAQLETKKRQPPIRIAPRLLAHLRRWESRQDRWVIEFRGQGVGSIKTAWATAVRDAGLSNTGVTPHTLRHTAITWAMQ
AGGDIYEAAGYFGVSIETMFKVYAHHHPDHQSDAVAAVGRGGRKL
>ANB36801.1 hypothetical protein A6024_01945 [Rhodovulum sulfidophilum]SNK001
MTETLHIYGPIGEGENTPPRIGAFLDDNAGVPVVIAVNSYGGIASDGAAILAQLDRHGQVRVEVLGVAASAASLLVMGAA
EIAMHRAAHLMIHEPSNLA
>ANB36802.1 hypothetical protein A6024_01950 [Rhodovulum sulfidophilum]SNK001
MARVLGYALTYASFDGWDWFRLLAMVRLTARERASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRGMEEARFWASH
ANRAELKAFALASFEAMAPRDQTAFLRHISEIEVAA
>ANB36803.1 hypothetical protein A6024_01960 [Rhodovulum sulfidophilum]SNK001
MAASTIRGAGFALAGFAVYSGHDAVVKGLGVHYDAIQILFLSALLGFPLIALILIREGDGGSLWPRRPGWIALRTVAVMM
NILMAFYAFSAIPLAETYAIIFSTPLIITALSVPILGERVGFRRWAAVVLGLIGVLIVLRPWGASELSFGHLAALISAGS
SALVSGIVRKIGNEERSVVLLLYPLLVNVVLMGCLLPVVYRPMPVVHLGGMALVAIGALTAMWLMINAYRASEAATVAPM
QYSQMIWAVLIGSLFFDETPDATTLIGATVIAASGSILFLREGRAQVSGNRPALHATDRAGVAPGPVLPGVEEPPE
>ANB36804.1 3-isopropylmalate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MNNTLLILPGDGIGPEVMAEVTRIIDWFGDKRGLKFDVTEDLVGGAAYDAHGKPLSDATMAKAQEVDAVLLGAVGGPKYD
TLDFSLKPERGLLRLRKEMDLFANLRPAQCFDALADFSSLKRDVVSGLDIMIVRELTSGIYFGEPRGIVEEGGQRVGLNT
QRYTEAEIDRVARSAFELARKRGNKVCSMEKANVMESGILWREVVQKVHDESYPDVELSHMYADAGGMQLCRWPKQFDVI
VTDNLFGDLLSDVAAMLTGSLGMLPSASLGAPMENGRPKAMYEPVHGSAPDIAGQGKANPIACILSFAMALRYSFDQGAE
ATRLEKAVEQVLADGVRTADLMQSDGGSPVSTSQMGDAILAALDASL
>ANB36805.1 endonuclease [Rhodovulum sulfidophilum]SNK001
MRRPAALVPGLLALCLAAPALADIRVASFNTDLSRKGPGLLLRDILSGKDSQVAAVLDVITAARPDIIALQGIDYDLDGL
ALRVLADRLRARDLDYPHLFALRPNTGLRTGLDLDGDGRVGGPGDAQGFGYFAGQDGMAILSRFPVLTDRVRDFSALVWR
DLPGATLPEMDGAPFPSAEAQAVQRLSTTGHWDVPVDLGGSVLHLLTFHASPPVFDGPEDRNGLRNRDELRLWTLYLDGA
LDVAPPRGPFVVLGDANLDPEDGDGRSAAMRAFLADPRLTDPLPESPGGAAAPQTGANAAQRGEPARDTAEWDDTPEDEA
PGNLRVDYVLPSSGIEVIGAGVFWPADGPLAETVRTASRHRLVWADLALP
>ANB36806.1 3-isopropylmalate dehydratase [Rhodovulum sulfidophilum]SNK001
MDKFEKITGIAAPLPLVNIDTDMIIPKQYLKTIKREGLGVNLFDEMRYDQDGNEIPDFVLNKPAYRETQILVAGENFGCG
SSREHAPWAIKDFGIRCVIAPSFADIFFNNCFKNGILPIPLPQEQVDILMKDAEKGANARMTVDLESQVITTSDGVEIAF
EVDPFRKHCLLEGLDDIGLTLNKAPAIDGFESKMAQERPWV
>ANB36807.1 hypothetical protein A6024_01980 [Rhodovulum sulfidophilum]SNK001
MKNWLIYTLIGLALLIGGVVALANPFAATIAATQIVGLVFLIAGLLQMITVMRGGPDSHRWVNGFVGILFLLAGLSILIN
PLVGAAWMTLLLGLLFVAMGVMRAMLSFTFRHTSLFWLLLLTGAASILIGVLIFSNFFAAAETLLGLLLGIELIVDGIGL
IAFGIVARRPRHVETPA
>ANB36808.1 isopropylmalate isomerase [Rhodovulum sulfidophilum]SNK001
MTGKTLYDKLWDAHLVDQAEDGTCLLYIDRHLVHEVTSPQAFEGLRMTGRTVRAPEKTIAVPDHNVPTTEGRDTKIDNEE
SRIQVEALDRNAREFGVNYYPVSDIRQGIVHIVGPEQGWTLPGMTVVCGDSHTATHGAFGALAHGIGTSEVEHVLATQTL
IQKKSKNMKVEITGTLPPGVTAKDITLAVIGRTGTAGGTGYVIEYCGEAIRALSMEGRMTVCNMAIEGGARAGLIAPDET
TFDYVKGRPHAPKGAQWEAALAWWKTLKSDDDAHWDEVVTIRGEDIAPVVTWGTSPEDVLPITGTVPAPEDFEGGKVEAA
RRSLDYMGLKPGTPLTEIKVDAVFIGSCTNGRIEDLRAAAEILKGKKLAPGLRGMVVPGSGLVRAQAEEEGLDKVFTEAG
FEWRLAGCSMCLGMNPDQLSPGERCAATSNRNFEGRMGRGGRTHLMSPVMAAAAAVAGHLTDVRELLAETV
>ANB36809.1 mechanosensitive ion channel protein [Rhodovulum sulfidophilum]SNK001
MESDPSPILQELQMLAEQARGFGQSLTRPGWRMYQIGILLGLFALAQIGAWMFYRRLYGWLRAREGWPIWRFRTALILLR
RLRIILLVILAWITVWAMRELTWPSRSYLVAIGATLASAWLFVGLAARLVRNPFLRRLVTWGLWVYVTLYVIGLDDEAAA
VLDSLRLGMGDLHLSALTLIRAAVVTGVLFTGARLIATTSAARIRRDDDISPSMRVLIVKILQMSLYGAAVFLGLKLAGF
DLTGLAVLSGAIGVGLGFGLQKVVSNLVSGVIILLDKSIKPGDVISLGDTFGWINALGARYVSVVTREGKEYLIPNEDLI
TSQVVNWSHSNEFVRLDIFFGTSYGDDPHLVRRLAVEAAAGVDRVLAERPPVCHVVGFGDSSVDFILRFWIVDPSEGLTN
VRGAVFLALWDAFKANGVTIPFPQREVTVLPGSRLAADPLPDTVSDDPLPE
>ANB36810.1 hypothetical protein A6024_01995 [Rhodovulum sulfidophilum]SNK001
MRLSAFPTGLVLAGALLAGGLARAETYRGYPEVPYSVERQAGAFELRRYPARTIAEVVVDGTRFAAINRGFSELAHYIFG
ENAAGEKIAMTVPVGQTRTDLGWAIRFTMPEGAAPETLPEPTESWVRLRRLPPETLLVARFSGRATAERLNAAGRELVAE
AKAQGLRLSGPARLMFYDDPFTMPWNRRNEVAYPVAR
>ANB36811.1 ribosome silencing factor RsfS [Rhodovulum sulfidophilum]SNK001
MSGLLPDVSSEELLERILASLDDDKAEDVVRIDLRGKSSVADYMVICSGRSTRQVSAIAEKLKDRLKEELGRGCKVEGKD
QGDWVLVDIGDVIVHVFRPEVREFYQLEKMWMPAAAMAPARA
>ANB36812.1 phosphoglycerate mutase (2,3-diphosphoglycerate-independent) [Rhodovulum sulfidophilum]SNK001
MTTPKPVVLCILDGWGIGPTHDDNAPLLAETPNFDRLMQSCPHSVLTTFGPDVGLPSGQMGNSEVGHTNIGAGRVVAMDL
GQIDLAIEDGSFFARPALTDFIGKMKASGGTAHLIGLVSDGGVHGHISHILAAARCIAEAGVPVAIHALTDGRDVLPQSA
DRFIPELAQGLPEGARIATVIGRYYAMDRDNRWERVKLAYHAMANGLGEEVASAAEAVQKAYDRGETDEFIHPSVVAGHD
GMKDGDGLFCLNFRADRAREILRAFVQPDFDNFDTGTRPDFAAALGMVEYSVEHNAWMTTVFPKRKIVNTLGEWVAKQGL
RQFRLAETEKYPHVTFFLNGGKEAPETGEDRFMPPSPKVATYDLAPEMSSEAVADSLVEAIEARYDLIVVNFANPDMVGH
TGIVAAAMKACEAVDKGLGRALAALEEVGGAMIVTADHGNCETMIDPATGGPHTAHTLNPVPVILFGGPDGARLRDGRLA
DLAPTVLALMNLPKPPEMTGETLIGA
>ANB36813.1 RNA pyrophosphohydrolase [Rhodovulum sulfidophilum]SNK001
MTREEIEKLPYRPGVGIMLVNGEGKVFVGQRKDWAEPAWQMPQGGIDKGEEPETALLRELWEETGVTADLVEILARTDDW
IHYDLPSELVGRVWKGKYRGQKQLWYLLRFLGSDDQVNIATEHPEFEAWTWIDAEALVAHIVPFKRALYERVVAELAPRI
PSQEGAA
>ANB36814.1 mannitol dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTRTAKAPEAGIVHLGLGAFFRAHGAIYTEEAVARSGGAWGIIGVSLKSPGTRDALAPQGCAYTALELGPDGAVAHPVEI
VREVLVAPEDPQAVLEAMADPAIRIVTLTITEKGYCHDPATGALNLDHPDILHDLDSAHPVSAPGYLVRALQLRRDRGLR
PFTVLTCDNLPDNGRLVRGVVLALASRIDPALAGWIGNEGRFPATMVDRIVPATSAEDIARVETLTGCHDAAPVMHEPFR
QWAIEDDFVDGARPDWGAVGAELVTDVTPYEHMKLRMLNGAHSALAYLGYLAGHETISETVADPALGGFVRHLWAREIAP
VLTAPPGVSLSAYAEALAARFANPAIRHRTWQIAMDGSQKLPQRILATLSDNLVEGRASPGLILTVAAWMRYVGGIDEAG
QPIDLRDPLADRLRALSDGADTPEGKVEALLSVREVFPEALALTLKRQLAEAYSRLLSEGARATAEAVCRETAQAD
>ANB36815.1 xylose isomerase [Rhodovulum sulfidophilum]SNK001
MTDFFHGIDKIAYEGPDSTNPLAFRHYDPDALVLGKRMEDHLRFAAAYWHSLAYEGLDPFGGRTFERPWYGDGMERAFLK
ADVAFELFSKLGVPYFCFHDADVRPEGKTLVDTVTNLNRVAEVFAHKMEATGIRLLWGTANLFSHRRYMAGAATNPDPEV
FAYAAASIKAMMDVTHRLGGENYVLWGGREGYETLLNTDIGQEMDQMGRMLSMVVEYKHKIGFKGTILVEPKPQEPTKHQ
YDYDVATCYGFLRRYGLEDEVKLNIEVGHAFLAGHSFEHELALASALGVLGSIDMNRNDPQCGWDTDHFPNDPQSVALAY
REILKAGGFTTGGTNFDARLRRQSIDPADLFHGHILGMDTCARGLKAAAAMIEEGSLDAALAERYEGWQAPEAQAMLKGE
RSLDQIAERVLAGEREPEPRSGRQEYLEGLVNRFV
>ANB36816.1 D-xylose ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MLIAGLLAATCLGGPLRAQDLTVGVSWSNFQEERWKTDEAAIRDALDAAGAEYVSTDAQSSSAKQLSDAESLIAQGVDAL
LILAQDTSAIIPAVQAADDEGIPVIAYDRLIEDPRAFYLTFDNLEVGRMQARAVLEKAPEGNYVMIKGSPTDPNADFLRA
GQQEVLQPAIDAGKVRIVGEAYTDGWLPANAQRNMEQILTANDNEVDAVVASNDGTAGGAVAALAAQGMAGIPVSGQDGD
HAGLNRVAKGTQTVSVWKDARELGRTAAEIAIELAGGTPMSDIAGAAQWTSPAGTTLWARFLEPIPVTQDNLTTVTDAGW
IGVEALCQGVTDGPAPCN
>ANB36817.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDNAQTRGDARARKSILDSLDLDTRLLGMIGAFVVLCLVFNFVTDGRFLTPRNIFNLTIQTVSVAIMATGMVFVIVTRNI
DLSVGALLATCSAVMAMAQTVVLPTWLGLGLGHWAIAPLAIAAGLATGALIGGVQGWLVGFLGIPAFIVTLGGLLVWRNV
AWYLTNGQTIGPLDPTYQLLGGINGTLGESLSWGFGLAATVFALVYMATNRRNRRAHDFPVKPRWAEALLGLVAAGAILG
FVAVLNAYDVPARRLARIFEARGEVLPEGYSAGYGLPFSVILLVLIATGMTVIARRTRFGRYVFATGGNPDAAALSGINT
RWLTVKVFALMGVLCALSAVVASARLTFHSNDIGTLDELRVIAAAVIGGTALAGGSGTIYGAILGALIMQSLQSGMAMVG
VDAPFQNIVVGAVLVLAVLVDILYRKRTGER
>ANB36818.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MAGERGTPLVEMKDISVSFGGIKAVDHVSVDLYPGEVVGLLGHNGAGKSTLIKCLSGAYRRDAGEILIDGRPATISNPRD
ARRYNIETIYQTLALADNLDAASNLFLGRELTTPLGLMDDAAMEAETRRIMARLNPNFRKFAAPVSALSGGQRQSVAIAR
AVYFNARILIMDEPTAALGPQETQMVAELIGELKRQGLGIFLIDHDVHQVKALCDRAAVMKNGRLVGIVRVDEVSTDDIL
AMIIAGKTPAHLAA
>ANB36819.1 hypothetical protein A6024_02060 [Rhodovulum sulfidophilum]SNK001
MPKPDRTEPSCRSLCTLPPAQALPILAVALAASVFLWIGLGAGLLWLGSGGDGHPALPDLCSLGLRGLAICGPALAALVL
LARRPQH
>ANB36820.1 divalent metal cation transporter [Rhodovulum sulfidophilum]SNK001
MSPSDRTRLEMSAFLSGKRHGLRARLLFVGPAVIASVAYMDPGNYATNIQAGAGYGYALLWVVLLANLIAMLFQGLSARL
GIVTGKNLAELCRDHFPRPLVGVMWAVSEVAAMATDLAEFLGGAIGLSLLFELPLIVGMAITAIVTYAILLVQGRGFRPI
ELIIGTLVGVIGLCYLAEILIAPIDWGAAGLGLVTPAMPDAAALTIAVGIIGATVMPHAIYLHSGLTQSRAEIHSEAERA
KVLRFSDIEVVAALAVAGIVNMAMVMMAASAFHSGHSEVSEIETAYHTLTPLLGAAAAGVFLLSLIASGISSSVVGTMAG
QMIMQGFLRIRIPIWLRRLVTMLPAFAVVAAGVNATQTLVVSQVILSIALPVPMIALIVFAGRRDIMGDYATGPLLRALA
IAGAAMVLGLNAVLLAGAFGVDLPFLGPMSLGA
>ANB36821.1 transcriptional regulator MntR [Rhodovulum sulfidophilum]SNK001
MPPDTPPPADADRFLRAREAQAVALLEDYVEMIGDLIAEHGEARVADIAQRMGVAHPTATKAVSRLKREGLAVSRPYRGV
FLTEDGAALAERVRQRHRVVVDMLVAVGVPREAAELDAEGIEHHVSDTTLHAFERYLTRSG
>ANB36822.1 bifunctional adenosylcobinamide kinase/adenosylcobinamide-phosphate guanylyltransferase [Rhodovulum sulfidophilum]SNK001
MGRIILVTGGARSGKSSHAEARVRAMPGAPVYIATSEPQDDEMRDRVARHREARGPGWTLIEEPLDLVGALDRSDGTGPR
LVDCLTLWLANYMFAERDWEPEAARLTEALLRQKSPVVLVSNEVGMGIVPENALARAFRDAQGWVNQRVAKVADEVEFVV
SGLPLRVK
>ANB36823.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]SNK001
MCQIFAGQDPERYQSTTRRLRLNGQSTSIRLENSFWAILDEIAASEGATTPAFISKLHAEVLELHGEPSNFSSLLRCTCL
IFRETAPAAGAMAMAAE
>ANB36824.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]SNK001
MAKAIHSMIRVLDEERSVAFYDKAFGLKVAERLDFPDFTLIYMSNPETEFELELTVNKGRTEPYDLGDGYGHLAVSVEDL
DAEHARFEAEGLAPRKLVEFAPAGELVGRFFFVADPDGYQIEVLERSGRFK
>ANB36825.1 Twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]SNK001
MTDQQAVRALTRRQLLARASAAGATLMVGAGFVAAPDAAWALETTALKPETFATLVQMARDIYPHDRIGTEYYVVAVKGY
DTAEAAPAIEAGIAALDELARGHGFPDYLGTGWERDRAEILREIEDSVFFQTIRGGLVTGLYNQKAVWPLFGYEGESYSK
GGYLHRGFDDIAWL
>ANB36826.1 2-keto-gluconate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAAKFDKTDDSVVVIIGTGAGGGVLANELAQKGIKVVALEAGGRYLPEDYINDEWESFGQLAWTDPRSTSGDWRVARDFP
ALPAWIVKAVGGTTTHWAGASLRFQEHEWKAKTTYGPVQGANLHDWPIDAAEMEKWYDLAEKKMGVTRTNGLPGLPGNNN
YKVFEAGARALGYKEVSTGRMAINSVERDGRLSCQQTGFCFQGCKWGAKWSTAYTEIPNGEATGNLEVREKAHAARILHD
AKGKVTGVEYFDAEGNLQMQKARIVCVAGNSFESPRLLLNSASSMFPDGLANSSGQVGRNYMRHMTGSVYASFEQPVRMW
RGTTMAGIIRDEVRHDPSRGFVGGYEFETISLGLPFMAAFLDPGGWGREFTSALDAYETMAGMWIVGEDMPQETNRITLN
HDVTDQHGLPVVDVHFDDHPNDRAMRAHAYAQGRAIYEAVGATRTFPTPPYPSTHNLGTNRMSENPRDGVVNRWGQTHDV
TNLFVSDGSQFTTGAAENPTLTIVALAIRQADHIAREMSARTI
>ANB36827.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]SNK001
MPTVRPTAHRFLTSILFAAATSFAAAPFALADQVSAPAIAGPELGAPTAFSFDMLADRAAALAARPHVPTPVHQPDVLEK
IDYDAHWKIRFRRDATLMLGNTPAQFFHLGTYFREPVKIFAVESGTAREVVYSTDYFDMPEDSPAHALKSDAGFAGFRLM
RPDMKTDWISFLGAAYFRSDGALRQYGLSARGIALNTGMSVPEEFPRFSEFYLEPGPDGRTIVNALLDGPSVTGAYRMVL
GDQPGQGQVMDITARLFFRAPVERLGIAPLTSMFWYSESNRFQSADWRPEVHDTDGLMIETGAGEHIWRPLNNPDRVVTS
SYFDRDIRGFGLIQRDREFENYQDDGVFYDKRPAVWVEPTSPWGAGAVQLIEIPTDDEIFDNIVAFWNPETKPQAGDEMA
FSYRLHWTESPPVEMKLARTVATRIGNGGVPGQPRPEDQIKVVVDFEGPALDGLTRKDAILPQVSAPEGVEIVTPFVLPV
VGTDRWRMVFDLKAPPGTETVDLRAFLTRNGRPLTETWLGQIHPDQIERLR
>ANB36828.1 hypothetical protein A6024_02105 [Rhodovulum sulfidophilum]SNK001
MSIAHPEKIGLGTWDRDSRGSALDDLGKLGLAWYYTWSDWALYDADPSPDPAEFVGMVWDEQLVSQAALDRILAAGAETL
LGFNEPDLARQAGVSVEQALDLWGALQATGLRLVSPAASQEQTLGDSSWLGRFMAGVETRGMGVDVIAVHYYSDSGDIAA
FETWLKAVHDRYGKPVWVTEWVLADWTGARSFSAAEQAAFARAGAEMMDALDFVERHAWFAAYEGGDGWYLNSGLFDAAG
NLTEVGRVFADLAAPVAPPTVAGSDGNDRLSGGAAAELMLGGAGDDLLTGGGADTLCGGTGNDTLRGSAAGDLLKGGAGD
DLYIVVSTASAVLEDPGAGRDRVHATVGWTLGADLEDLTLGGGALEGTGNGLGNRLSGNAADNRLDGLGGDDTLQGGEGN
DWLLGGEGADRLWGGSGGDLMEGGTGDDLYAVDTSSDLILERPGEGWDRVCAGIDWTLEDNLEHLTLTGTAALEGTGNGL
ANVLSGNPGQNLLYGLDGEDTLLGGAGDDGLIGGAGADRLWSGEGNDWLDGGEGDDVFDGGAGSDLMIGGAGADLFIFGG
GWDRIADFEDDIDTLRLDHGLWAGAAPGPDAVPDLAYATAEGVFLDFGDGNGILIEGLGTVGALIDDLQIL
>ANB36829.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]SNK001
MSGGGSGGVQAFKLFRPDWPTTSVVFSSPHSGRDYPLSFLRKTVLDDRTIRSSEDAFIDILFSDAPGQGAPLLAASVPRA
FIDLNRAAEELDPAVISGARMSGHNPRISSGLGVIPRVVANGRGIYRGKLAMTEAESRIETCWRPYHRQLESLVEEALAR
FGQSILIDCHSMPREAIESARAGGRQRPEVVLGDRFGTSAGAEIVDRIEQAFSGAGLRVGRNAPFAGAYITQRYGLPSRR
RHAVQVEIDRSLYMDETEIRPNAGFDPLRRVLGEVVASLSAIGRPDDVPLAAE
>ANB36830.1 50S ribosomal protein L36 [Rhodovulum sulfidophilum]SNK001
MKVRNSLRSLKQRHRDCRVVRRKGRVYVINKTQRRFKARQG
>ANB36831.1 hypothetical protein A6024_02135 [Rhodovulum sulfidophilum]SNK001
MKYASDAHQWAARLLAAALTLEDFGGWAAASALWAARLTARARASLAYAALRSLEPEQAEMTAATVLRAAGAPMPPFLRG
MEEARFWASLANRAELKAFALASFEAMAPHDQTAFLRHISEIEVAA
>ANB36832.1 phosphoserine aminotransferase [Rhodovulum sulfidophilum]SNK001
MVTATPATRPVNPRFSSGPCAKLPDFSLDMLADAALGRSHRAAIGKAKLKAAIETTREILGIPADYRIGIVPASDTGAVE
MAMWSMLGARGVEMLAWESFGAGWVTDVVKQLKLDATVREAPYGEIVDFGAVDFDKDVVFTWNGTTSGVRVPNGDAIPAE
RAGLTICDATSAAFAMDLPWDKLDVVTFSWQKVMGGEGAHGMLILSPRAVERLESYSPAWPLPKIFRMTKGGKLNEGIFE
GATINTPSMLAVEDYLVALDWAKSIGGLPKLIERSTANFRAVQDFVDTKPWIENLAVDPATRSNTSVCLKFDDARIKDGA
AFAKAVAKRLEKEGVAYDIGAYRDAPAGLRIWCGATVETADVAALMPWIEWAFEAEIEAQTAAA
>ANB36833.1 phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAPKVLVSDKLSETAVQIFRDRGIDVDFLPDLGKDKDKLLEVIGQYDGLAIRSATKVTEKILEAATNLKVVGRAGIGVDN
VDIPAASKKGVIVMNTPFGNSITTAEHAISMMMAVARQIPEANASTHAGKWEKSRFMGVELTGKTLGLIGCGNIGSIVAD
RAIGLKMKVLAYDPFLSEERADKLGVTKVELEELLPKADFITLHVPMTEKTANILSAENLAKTKPGVRIVNCARGGLVDE
AALAELLQSGHVAGAGFDVFAVEPAKDNVLFNLPNVVCTPHLGASTTEAQENVALQVAEQMSDYLLTGAVTNAINMPSIT
AEEAKVMGPWIKLAGHIGAFIGQMTDEPIKAINVLYDGFAAEMNTAALNASAIAGVMKQANPVVNMVSAPVVAKERGIAV
STTTQGKSGTFDGYVKMTVVTAKRERSVAGTVFSDGKPRFIQIKGINIDAEIGEHMLYTTNRDVPGIIGALGAAMGAHGV
NIANFTLGRTTVGEDAIALMYLDQPMPVHVVEELDKTGLFQQVRPLEFEIG
>ANB36834.1 serine/threonine protein phosphatase [Rhodovulum sulfidophilum]SNK001
MSLSYAIGDIHGQRARLEAAHALIAEDRRQVGDTGAPVVHIGDYVDRGPDSRGVLDLLIEGRAAGRPWICLLGNHDRWMQ
HFLRPGCEPEPARPDMLWLEDAVGGRATLASYGVDADPHRALGAIHAEARAAVPSAHLDFLAELLPSFRHGEAFFCHAGI
RPGVPLEAQSVTDLIWIRGEFHRDTREHGALIVHGHTPVDRVTHFGNRVNLDTGAGYGRPLSVVAIEGRKVYLLTPGGRV
PVPPEMPPEARCEAG
>ANB36835.1 hypothetical protein A6024_02155 [Rhodovulum sulfidophilum]SNK001
MTETDPSSLHDPGGKTRWSLPPGMRGSAVFSPCGRYRTRLERDWTPEGQPGRTILFCGMNPSTADALVQDNTCAKETRRA
AALGFTRYLKGNVLDYRVTKPKDLPKDPDLACSPGNLPAILAMAEEAELVVMAYGRLHKRYAGVVGGIIAALRQTGKPLY
CFGLNQDGSAKHPLYLRNDAPLLPF
>ANB36836.1 hypothetical protein A6024_02160 [Rhodovulum sulfidophilum]SNK001
MTAEGHSRRATRALQKLAEQDPAFAALALWCSHRDSDARPDAAWTDGRAIRYGPGFEALSLPEQIGLAAHHILHVAFRHA
ARMQAMQARFGDRFDAELFNLATDSIVNETLMLTGYILPRPAVRLTGLLKDAAREEMGGEEAVTRYDAERLYLRLFEAEA
PPPRSRLRLVDRSPPGDTGQGGGEAEGKGRGTAGDSRPRPGGAVAEAARDYGRRQGFAPDIEAEGDEGDQGAGSEEEAEW
RQRVARAMEAGRVAGFGLGMLGHRLADLPEVHTPWERHLRALVSRAVMIRPAPQTTRPARRWIARDSDARATGAPEPAFE
FAWSRAREIPRIVVGIDSSGSVEPVLLAKFAAEVAAISKRTGAETHVLVFDTRVHGRHVMGGGIWEGRITDVLFSREGGT
SFIEVMEEALALSPSAVVMLTDLMGPFGPPPPRRLPVIWAVPGEPPPAGAPFGRVLSLAR
>ANB36837.1 ATPase [Rhodovulum sulfidophilum]SNK001
MSVNAMTVPAGEALEVLRAGWEAQKAGHITASYMLHGRPGVGKTQVVEQLAREIGARLFDLRLTTIEPQDLRGLPYYDHE
TRKTRWYRPEDLPDDPDEPSILFLDELTAASPMLQPTVYGLLQERRVGRHVLPRTVFIVAAGNTVEDGAIAYQMNTALSD
RLIHLHVQAAAADWLDNYAVPKGLDASVVAFIKTRPDLLDTTERAVAEGHLIATTPRSWERVSRIMAAVAERRVRNVLIA
GTVGEAVAAEFALIADDIAATVQVQEMLEADRKARIALYPASMHGLNALIYGLIGVLDARNVQEVIDCMAEIRNLARHRP
EEAFARMPLGELCTYGFEGLIRKGLEIGLGEHFLGNEAYRAYAAERKAAGL
>ANB36838.1 hypothetical protein A6024_02170 [Rhodovulum sulfidophilum]SNK001
MSSREIPLFSWWSAARKDNFATTDRAWAAAPGTSIEAHDGYTMYRIEGALFAPDDPQPGGTVRVSRFYSPSRGDNFLTTD
PRHLPGDILAPDYHHSRHEGYLYDPKRPQPRGTVPIFSWWNSDRGDNFATSNPDWSMPVGEIEWAGEHVSNGPVREGYRL
YRLEGFAKTFDLDTLDDFVRDRMKVCYKLIIDIHEDNNRDEPRLDLVVASFGGYYQIEAHTTGTLANHSGLDIGSGGSIQ
PLPGEDVRNTYRGCFDVEHPANGADPHLALAIRAVDEDNSSDENRGKDLNYFKRGIRNALERATSGGVILTEPVLQSAAG
EELIDRFGRDDDDKIGVAVAVITDCYRQSVAVCRTPPLGNNEGVREDFPGSLPHILLVRQYTLEGDGARYLLDIVISVDH
FSE
>ANB36839.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]SNK001
MSDSKFESRPLSVPSGRFARMAKFGGLASNLAGTAAINGMQQLAQGHRPKARDLFLTPANMRKVADRLAHMRGAAMKVGQ
LVSMDAGDMLPPELAEIMARLRADAHYMPGGQLKQVLNANWGEGWLKRFVRFDVRPVAAASIGQVHRAQTKDGRDLAIKV
QYPGVRRSIDSDVDNVAALLRLSGAMPKEMDIAPLLDEAKRQLHEEADYAREGHYLGRFADLLAGAPDFVVPGRHEDLTT
ENVLAMDFVEGVGIETLTDAPQAERDRVMGLLVSLLFRELFEFRLMQTDPNFANYRYQPETGRVVLLDFGASREFPAAMT
EAFRGLMRAGLAGDRAAIRQAILEIGFFAEDTAARHQQLMIDMFEMSMEPLHRPGAFDFAENDVALRMRDAGMALGQDRD
FWHVPPMDTLFMQRKFGGMYLLASRLRARIDLREILAPYV
>ANB36840.1 tRNA pseudouridine(55) synthase [Rhodovulum sulfidophilum]SNK001
MGRSRKGRDISGWLVVDKPEGLTSTAVVNKVRWAFNAKKAGHAGTLDPAATGVLAVALGEATKTVPFVTDALKAYRFTMR
FGAATNTDDAEGEVIATSEKRPSDDEIHAALPAFVGDIEQVPPQFSAVKIDGERAYALARAGEEVEIAARPLYVESLEMV
ERPDADHAVLEMICGKGGYVRSIARDLGQALGCHGHVVSLRRVWAGPFEIEDGVTFDLIEKLARDPELDTHLRPLEEGLA
DLPELRTTPDGATKLRNGNPGIVLASDVEYGDEAWASLDGEAVAVGIYKAGELHPSRVFVKG
>ANB36841.1 hypothetical protein A6024_02185 [Rhodovulum sulfidophilum]SNK001
MAMRIRAAPLLLAVLLPLPAAAEPACHPLTHEGRGYVICSADPATDDLRLFLRTEQGGIYGSFGRVNQALAAGGETLAFA
MNAGMYHPDRRPVGLYVENGKQEMRAVAPAGPGNFGMLPNGVLCLEDGRAEVIETRAYLADPPDCRYATQSGPMLVIDGA
LHPRFLPDSTSRHVRNGVGVDAAGRVHFAISDAPVSFHEFARLFRDVLETPNALYFDGKVSKLYAPALGRHDAGLPMGPI
VGAVVPAGD
>ANB36842.1 ribosome-binding factor A [Rhodovulum sulfidophilum]SNK001
MQPMSRSSAPSQRQLRVGELIRRSLSEVLARGDVHDPELTALSITVGEVRASPDLKVATAFVLPLGGNHAEEALAALRRN
RGELRRAVGKKTQLKFTPELRFTLDETFDRMDETRRLLADETVRRDLAAPDGDED
>ANB36843.1 hypothetical protein A6024_02200 [Rhodovulum sulfidophilum]SNK001
MTGLERTVRVYRHWHLSVAVAGNFLFLVGSVLFLPTFSSWETAGVWMFIVGSFLMLIGAFGEVAKAVYEKHERDRM
>ANB36844.1 dihydrodipicolinate reductase [Rhodovulum sulfidophilum]SNK001
MSDDAENTARKDLPPAARRALAEAAERRKAAEAAEAARPVELGGRDGPDPARYGDWEKKGIAIDF
>ANB36845.1 16S rRNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MDEARERGTERTRAAALELIRAVLEDRRLIAELAGPEGPLEPLEPSERARARRLAVSTLRHMGRADAVLKPFLRRPPPPP
IRAILRLATVEMLDGGAAAHGAVNAAVALARADRKTEALAGLVNAVLRKVADLPASDWQALPPPRLPGWLRGRLDSAWGR
AAVVGIEAAHAAGAPLDLTPKDGDAAALAGATGGVALPTGSVRIAGPVQVSALPGYGEGAWWVQDAAAALPARLLAARPG
ERLLDLCAAPGGKTMQLAAAGAQVTALDISGQRMARLEENLARTELEAELVVADALDWGGDLRFDAILLDAPCSATGTIR
RHPDLPLAKDGASVKPLFPLQSTLIDRALGLLAPGGRLIFCTCSLLPEEGEAQLAAALERHPDLSPIAFEAPWIEPGWRA
AHGALRLRPDFWTESGGMDGFFIAGLQMPA
>ANB36846.1 heparinase [Rhodovulum sulfidophilum]SNK001
MAGQTEIEFPPLRRGAWRNRLHARLCALGRPASRLVFQPEPRSVGSFARGRQLCAGRFLFDGGAVEAPGLPIWDVDSPGL
RFEAARQGFGWLDDLAAAADGKARTVAQDWVLGWIDRFGRGGGPGWTPELAGRRTIRLIHHARFLEAGLDAARCDRLHLA
LARQTAFLARRWRNAPPGLARFEALAGLIYGALCLEGMGRHLPGAQAALERACDTEIADDGALSSRNPEELLEVLTLLGW
VESAMAAAKRPAWQGHRAAIQRIAPVLRALRHADGGLARFHGGGHGTEGRLDQALAAAGVKPRPLRGLAMGYARLASGRT
TVIVDAARPPSGPASAEAHASTLAFELTSGRRPVIVNCGAGGAFGPGWRLAGRASSSHSTLAIEGFSSSRLAPRRRGRPQ
LLAEIPGSVDWRAETGQGGHALTAWHDGYAATHGLIHVRQLNLAYDGRALSGEDTLAAFTPEERAAFERAMERAGGAGIA
FSIRFHLHPEIDAALDLGGSAVSLAPKSGEIWVFRHDGAASLSLVPSVYLETGRAEPRASQAILLSARMTDTACVVGWTL
AKAHEGAQAPRDLEREDEFDDTAAPWTRPHSMTKD
>ANB36847.1 bifunctional phosphoribosylaminoimidazolecarboxamide formyltransferase/inosine monophosphate cyclohydrolase [Rhodovulum sulfidophilum]SNK001
MTELVPVRRALLSVSDKTGLIDLGRSLAARGVELLSTGGTAKALREAGLEVKDVSEVTGFPEMMDGRVKTLHPMVHGGLL
ALRDNEAHVMAMEEHGIGPIDLLVVNLYPFEATVAKGADYDDCIENIDIGGPAMIRAAAKNHAFVNVVVDTEDYARLLGE
LDRHDGATCLKFRRKLAQIAYARTGAYDAAVSTWMAKALGDAQPRRRVFAGALAQGLRYGENPHQQAAFYIDGSERPGIA
TARQWQGKELSYNNINDTDAAFELVSEFLPANGPACAIIKHANPCGVARGETLEQAYRRAFDCDRTSAFGGIVALNMKLD
EPTARAISEIFTEVVIAPAADDAAKEVFAAKKNLRLLTTGGLANPAAAGLTYRQVSGGLLVQDKDNGRIEASDLKVVTKR
APTEAEIADMLFAWTVAKHVKSNAIVYVRDGATVGVGAGQMSRVDSCRIAARKAEDMAEALGLDAPLTKGCAVASDAFFP
FADGLMAAVEAGATAVIQPGGSIRDEDVIAAADEAGLAMVMTGMRHFRH
>ANB36848.1 signal peptidase II [Rhodovulum sulfidophilum]SNK001
MRRLGLVAALVFLIDQVSKVYVVFHMGLALDQRIDVWPPYLTFRMAWNRGVNFGLLAHDADLARWLLIAVSLAISGGVAI
WMARGRHRPAARVSAGLLIGGALGNALDRVLYGAVADFLNMSCCGIDNPYAFNIADVAIFAGALGLVLYTGKDKTP
>ANB36849.1 pyruvate/2-oxoglutarate dehydrogenase complex, dihydrolipoamide acyltransferase (E2) component [Rhodovulum sulfidophilum]SNK001
MRSARILVLGAAVTAALAGCSRGDDYQPKLMHLRGAERGPDEFSVVPNKPLQMPKDMAALPAPTPGGSNLVDPTPEADAV
AALGGNIARGTPGDAGLMAQVSRFGVDPSIRQTLAQEDLDYRRKHDGRLLERWFNVTVYYNAYSRQSLDQYAELERWRAR
GVRNVSAPPKD
>ANB36850.1 zinc protease [Rhodovulum sulfidophilum]SNK001
MIRAVFSSLAFVLLAALPLRAEVDIQEVTSPGGIHAWLVESHEVPFVSLEIRFQGGASLDAPGKRGAINLMTGLLEEGAG
EMDARAFARERDALAASYRFDVGADSLAVSAQMLTENRDEAVGLLRQALVAPRFDEEAIERVRAQVISGIRSDATDPNAI
AGETFDRMVFGDHPYATPISGTEDSVNALTRDDLVAARDRVIARDRLFVAAAGDISAEDLGKLLDALLGDLPETGAPMPG
PAPLNLEGGVTVVPFDTPQSVATFGQRGLDRDDPDFFAAFVMNQILGGGGFGARLMEEVRVKRGLTYGVYSYLMPMDHAA
LIMGGVASGNDKIAEAVEVIRAEWARMAEAGATQEELDKVKTYLTGAYPLRFDGNAPIARILVGMQMEGLTPDYVKTRND
RIRAVTLDDVRQVAAELLDPAHLQFVVVGQPQGLRTTN
>ANB36851.1 DNA mismatch repair protein MutL [Rhodovulum sulfidophilum]SNK001
MTSPAPNIHRDIPRIRQLDEAAINRIAAGEVVERPASAVKELVENAIDAGARRIEVAYAQGGKGLIRVTDDGWGMAAEDL
PLALSRHATSKIDGSDLLDIRSFGFRGEALPSLGAVGRLTITSRREGAEAVRIAVTGGAPGPVTPAALNRGTVVELRDLF
FATPARLKFLRSDRAEAQAIGDVVRRLSLAEPLVGFTLRDVSDGGEGRVLFRADAGTGDLFDALYGRVISVLGRDFAENA
LRIEAERDGFALTGFAALPTYSRGAAVAQFFFVNGRPVRDKQLLGALRAAYMDVLSRDRHPAAALFIDCDPHLVDVNVHP
AKAEVRFREPGIVRGLIVSALRHALAGAGHRASSTVAGATLGAMRPEPSGPPRVYQMDRPSPRALSMSHAAQAPAMPFEA
PSQAPPEAPLAEGFADPSARFEAAEPAPGAEALPLGAARAQLHENYIIAQTERGMVIVDQHAAHERLVYEKLKRQMAERG
VAAQALLIPEIVELSEGDIARLMEHDADLTRMGLSVEPFGPGAIAVRETPALLGEVDAGALIRDILDELADQGDSQTLQA
RLDAILSRVACHGSIRSGRRMRADEMNALLREMEATPLSGQCNHGRPTYVELRLSDIERLFGRT
>ANB36852.1 recombinase RmuC [Rhodovulum sulfidophilum]SNK001
MIEVFGRAHAWDDPMVLAAGGAAALILLVLGLLISAVRRAGRSAEMAAPLIYQMDRLTRRVDQLGEGQQRLAGGLTHVSE
AQAASQANMLRLMESRLAEVGEQMNRNLEGASRRTALSLGELQQRLATIDRAQENIEKLSGNVLSLQDILSNKQTRGAFG
EIQLADIVGKALPKDSYVLQATLSNGRRADCLIRLPKPPGPIVVDSKFPLEAYEALRRAETQWDRQEAVRAFKTSVRAHI
RAISQKYIIAEETADGALMFLPSEAVYAELHANFPDLVRESFEARVWIVSPTTCMATLNTMRAILKDARMRDQAGAIRKT
LKLLHRDVELVAERVDRLTTHFGQARADLEGIGLAAERAGKRAARLDNLDFEDLGADQDEMMPRLPGAAE
>ANB36853.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTTRITHHLNDALLMSYAAGSLPEAFSLVVATHVSLCDECRARLAGFEAVGGAVLEAEEPAAAMAEDSLAATLRRIAAMP
GETHVTAPEPDAAADPVFPMPLRDYVGGDAQDVHWRALGGGVRQAVLPTEKDATVRLLYIPAGMAMPDHGHGGMELTMVL
QGAFEDAGGRYGRGDVEVAGEDLDHTPVAAPGPDCICLAATDAPLKFRGILPRLAQPFIGI
>ANB36854.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]SNK001
MPIDSAGGRRRIAVIGGGISGMGAAHLLAETARVTLFEAEGRLGGHARTVLAGRHGDRPVDTGFIVFNRVNYPHMVRLFE
KLGVPVAKSDMSFGASFDGGAFEYGLKNLRAVFAQPANALNPRFWGMLRDVTRFNARALDEARDPSVSLGDFLAALGTGD
WFRDRYLLPLSGAIWSTPSQDILDFPAQALIRFFDNHALLSTSGQHQWYTVEGGSVEYVRRLEAALAAADVEIRKAAPVE
AVRRGAEGAEIRARGGAWESFDEVVFATHSDDSLAMLADASPEERAALSAVRYQPNEAVLHADPSLMPKRRAVWSSWNYT
EESGARADRIDLTYWMNSLQPIPEDDPLFVTLNSRRPVRDELIYDTATFRHPVYDRGALEAQQTVRRMNGTNRTWFCGAW
MRNGFHEDGLASAVDVAEAIQRGGPEAVAA
>ANB36855.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]SNK001
MTAVVEHIRGKTFHQRRGRVAHKLAHTVDYVLFDAEAQELKAPGWFGRVPGKPMAVLDSDHGGPKGQGRGAAWVREVLKA
RDLFAIRGKIELMTLPRVLGHEFNPVSFWLCHDTEDQLRAVIAEVNNTFGDRHCYLCCHPDQRPIEPSDILTATKILHVS
PFLPIAGGYRFRFDIRPDKVGIWIDYSADAEEGLYATLTGPRRPLSRWSMLKSALRRPFGSRRVLVLIHWHALVLFLKGA
KYRARPEPPAEELS
>ANB36856.1 sugar:cation symporter [Rhodovulum sulfidophilum]SNK001
MRAAPLSGYAVFAAMLTAAGLPIYIHAPKFYVDQYGVSLAALGSVLFGLRLLDVVQDPALGWLSERLHRWRSLAVLAAVA
LLVASMAALFAVVPPVAPLLWFALSLTGLFTAFSFLTITFYAQGVSRAGRMGPGGHVRLAAWRETGGLLGVSVAAVAPTV
LMTVTAAPFAAFALGFGVLAAVAALAMWRDWSLPAAAETTGWREVLADAVARRLLLLALINATPVAVTSTLFLFFVESRL
GLPGWEGPLLVLFFLSAAASAPGWGRAARRFGEKPALLAGMGLSILAFGFATLLGTGDGLAFAAICVASGAALGADMTLL
PAIFAGRMARIAPNAGQAFGLWSFVSKFTLALAAVAVLPLLQAAGFEPGETASPERALVLLSLLYAALPCALKLVALALL
AATPLNRETIG
>ANB36857.1 hypothetical protein A6024_02280 [Rhodovulum sulfidophilum]SNK001
MIAFVLGLALALALVAAKVRYLGFPAQKPADYSGQGPEFDLRRHLDGPILCEGVVYGPTGRVVSRFTGDFLAQWEGNSGT
MTEEFRYDSGATQSRRWSFKLANDGSIAADAPDLVGSGHGMQQGSGVNLRYRIRLPEDSGGHVLAVTDWMYLMENGAIIN
RSQFRKFGFLVAELVATMRPKEAA
>ANB36858.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTTDWIGKRYWIIGASEGIGRALAERLGALGVNLVLSARSEDRLKELAASLPRKADVVPVDVTDAAAVKAAVEAVGEIDG
VIYVSGTYWPMTAGDWNAEQVETMLDVNLMGAARVLGHVVPWFVARDRGHIVLTGSLAGYRGLPGAIGYGASKAGLMSLG
ESLQVDLRGTGVKVQIASPGFVKTRLTDKNDFKMPFIMSPEDVAHEYVELMMSDAMSRSFPTLFSWIMRLSQLLPDWLYF
PLFGRKS
>ANB36859.1 hypothetical protein A6024_02290 [Rhodovulum sulfidophilum]SNK001
MEELLEISPSKVVQVIFQAREKRLGEAELRGFIAAMNDDEKASLVALTWIGRETFEADELEEAITTAKAEATSPTEDYLV
NMPLFADYLESGLEAIGISPADVEEEFFDR
>ANB36860.1 long-chain fatty acid--CoA ligase [Rhodovulum sulfidophilum]SNK001
MATRGVSADGLCSIPALLARNVALYGDRPAYREKEFGIWQAWTWAEASDEIRAMALGFLALGMAPGDHVAVIGRNRPAHY
WAMVAAQMCGAVPVPLYQDAVAEEMAYVLDHCGARFVVCGDQEQVDKVIEIRDRAPGVEHVLYNDKRGMRKYDHTRLNWL
HDIGEEGRAAHRRLEPELDARIAGQTWDTTCVMLYTSGTTGKPKGVVLSNRNIIETAKASVAFDHLGQDEEVLAYLPMAW
VGDFIFSIGQAMVAGFCVNCPESPDTMMTDLREIGPTYFFAPPRIFETMLTSVMIRMEDAGDLKHALFRHFMEFAKGTGE
RFGMPRYRRRQSRPTLRRRLRWIYRYAMGIGFAVETLAENAVRGFFVRLRHPLEARKYFRARGPLLNLYPRPLRDYFEYR
TGEVLIYGPLKNTLGLSRIRVAYTAGEAIGPEIFEFYRSLGINLKQLYGQTEASVFITQQPDGQVRSDTVGVPSPGVEVK
IGESGEVYYRSPGTFVEYYRNPDSTASTKDPEGWVATGDAGFFEEASGHLRIIDRAKDVGRMADGALFAPKYVENKLKFF
PDILEAVVFGAGRKICTAFINIDLTAVGNWAERNNIAYASYQELAGHPRVLETIKSHVEEVNRSLAGDEMLSGCQVRRFL
VLHKELDADDGELTRTRKVRRRIIEEKYADLVAALYDGSAEQYTETEVTYEDGRKGRIRATLKIRDARSFPVHSHDKVAA
E
>ANB36861.1 hypothetical protein A6024_02300 [Rhodovulum sulfidophilum]SNK001
MTENRPTIPMPSLDWQIPFGRAQKDVLWASFALLTAMVALGAGFWALAAVFSLALAVFAQIRVPQEPPTPEGGRLAPLSH
ALRYGLANLVTMVFVYGAATVLGSGLRMAMTKLLAVV
>ANB36862.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MNRMAPPQPDEGLPTEDGRAIGPVLMELRNITLRFGGVVAIKDISFDIREGEIRAIIGPNGAGKSSMLNVISGFYRPSEG
EVWFEGARRPQMRPYKVARQGIARTFQNIALFSGMSTLDNIMTGRITRMKSSLLSQALWWGPAEREESEHRAAVEKIIDF
LEIQHIRKTPVGRLPYGLQKRVELGRALAAEPRLLLLDEPMAGMNVEEKEDMSRFILDVNDEFGTTIVLIEHDMGVVMDL
SDRVVVMDYGRKIGDGPPEEVRASKDVIDAYLGVAHD
>ANB36863.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTDLLYAVEVMINGLMAGVLYALVALGFVLIFKASGIFNYAQGVLALFAALTLVGLQEGQVPFAHLINAALGTDLHHFGW
QLPAVVAIVLTVGVMVLLAIAIERLILKHLVNQAPIILFMATIGLAYFLEGFGDIMWGADIKTLDVGLPQGGSAWLEQAT
AGWGGEGFYGFFIDRLDIVATLVAAVLVISLTLFSQFSKQGRALRAVADDHQAALSVGISLRFIWVLVWSIAGIVALVAG
IMWGAKSGVQFSLSLIALKALPVLMLGGFTSIPGAIVGGLIIGVGEKLFEFTVGPMIGGATENWFAYVLALVFLVFRPQG
LFGERIIERV
>ANB36864.1 hypothetical protein A6024_02315 [Rhodovulum sulfidophilum]SNK001
MQKLFAITCVIGWGVFYVFAYLALASVNDAQWMSVAYGLLAFAGFVAGMLSWVRLVRGKRPVIRTVPKGAARVRRPL
>ANB36865.1 hypothetical protein A6024_02320 [Rhodovulum sulfidophilum]SNK001
MSHRTRIGGLCIDCRTEDSGPALAFRSAASGREGALVEDARSGWPSGPPAAPQVILQAVGHDPRMHLDIETDDIEAECAR
LTGLGAVEVTRVRDRVVRQAPSGHRFCPVLPEGNFPKDAMEVD
>ANB36866.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MFYREAGDFKTSYRDDSQTFPIGFDRYRYYAVLVLAFAVVPFAIDDYWASAIFVPFLIYAIAAIGLNILVGYCGQLSLGT
GGFMAVGAYACYKLMTAFPDLNIVFCILGGGLVTAAVGVLFGLPSLRIKGFYLAVATLAAQFFLVWLFNKVPWFYNHSAS
GQISAPARTVFGQPVTGAGVEAWAQYMICLVFAVVLAWAARNLTRGTVGRSWMAIRDMDIAAEIIGVNPLKAKLTAFAVS
SFYIGIAGALFFAVYLGAVEVGEAFGIQKSFLILFMIIIGGLGSIFGSFAGAAFLVLLPVLLKNVLVGTLGWPTDLTAHV
QLMILGALIIGFLIAEPHGLAQLWRVGKEKLRLWPFPH
>ANB36867.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTNRLAPLALGVLLAAGPAAADLVFPDLSYRTGPFAAGGVPFSDGYQDYFTLVNERDGGIGGVKARVPECETAYNTEKGV
ECYEATKGDGALIYQPLSTGITYQLIPKVEADHIPLHTMGYGRTSAANGKVFEWVFNYPANYWDGASVIVKYLMDENGGS
LEGKKITLLYHNSAYGKEPIPTLEALSKKHGFKLTLIPVDSPGQSQKSQWLQIRRERPDVVVMWGWGVMNQVAIQEAANI
NFPMDHFIGNWWAGAEHDVAPAGMAADGYKALNMNRVVDYPVFADIRSHVIDKGLAAGDGSYVGSVLYTRGMYAAMLAVE
AAKTAQEMTGTAQIDAAMMRDGMEHLEMTDARMEALGMPGIGPEFTVSCADHGGSGMAIVQQWNAAEKTWVPLTDFIAPD
AEVIAPLIEADSTAFAAENGIAPRCD
>ANB36868.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MFDTAPQDETLLELNNIEVIYNHVILVLKGVSLSVPKGGITALLGGNGAGKTTTLKAISNLLRSERGEVTKGSILYRGAR
VQDLNPADLVKAGVIQVMEGRHCFEHLTVEENLLTGAYTRSDSRAALQADLEMVYGYFPRLKERRKSQAGYTSGGEQQMV
AIGRALMSRPQMILLDEPSMGLAPQLVQQIFEIVKSVNENEGVTFLLAEQNTNVALRYAHYGYILESGRIVMDGPAADLR
ENPDVKEFYLGMSDQGRKSFRDVRSYRRRKRWLS
>ANB36869.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]SNK001
MSVHFDDLETRSEDERAASLAECLPALVAEARALPGYAGALAEVNPLTLTTREALAALPVLRKSGLVAAQSAEAPFGGYT
AWEAGQFDHVFQSPGPIYEPGCVSTNWWRLGRFLHAAGIGAGDIVQNCFGYHLTPAGMMFENGARAVGAAVLPAGTGQTE
LQVRAARDVGVTAYAGTPDFLKVLLDRADALGMYLSRLRRAVVSGGALFPSLRQDYADRGIACLQCYATADLGNIAYESP
AMEGMIVEEGVIVEIVRPGTGDPLPDGEVGEVVVTTLNPDYPLIRFATGDLSAVLPGKSPCGRTNMRIRGWMGRADQTTK
IKGMFVRPEQVADLVARHPEVAKARVVAGRAGERDTMTVRLETEATDPAPFAASVAEVLKLKGTVELVAPGSLPNDGLVI
EDTRSYD
>ANB36870.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]SNK001
MTEQRPTSRGTGRRPRVVIADDCLDKLEALAEGAIHRNPDLADRLLGELGRARIVAAAKLPANVVAIGRAVTYRDESTGQ
EKTVTPVFPEAADISRGRVSVLTPIGIALIGLAEGASLPWDTRDGKRRVLTVLRVAPQEATEGLEAG
>ANB36871.1 hypothetical protein A6024_02355 [Rhodovulum sulfidophilum]SNK001
MTITRITHLPPGSDFRPLFPRSAVETGFLLTVEDRRGIERLLRHDGTRNAANPALLNGFLRHKLRISREAPEPPPPGLVM
AGCHVTYMISGEGARSGVLSMSPAPVPGHLSIISLLGATLMGMRKLQKVPLLRDDGRIETVVVLDVGLPPDRHAA
>ANB36872.1 hypothetical protein A6024_02360 [Rhodovulum sulfidophilum]SNK001
MTVPFLRPILASTGLASTGLASTCLVLACIAAIAGRPAAAWTLWEAEPPGTALEQHLDRLIEGGEDLTELHDRIEDSRER
SGFRLLGRSTKGLERDVDALVLEIEKALLQDGNVGAIEEIRRLRAEIAGLGREIEVLRRDLYLARQAAAPDPDETDRIEG
RIARREAEMAALEGEVAARKQALQQSFAEAGAALGPEEIDSLTSRADGDDLLRMFAVFDITRKITDELKALMAETSPSPA
MQIQYYGVFVVMAELQVMVHREYMRRLDEEYLPALETIKGEIDATVAFARERMTTATPEQQDIYAKNIAANALSLDVIAR
YERILDRQKARSAEAMEKARSWLDVTYSTYDTAVNSMNVLNFIDETDRLFGEIMTRQLPDLEPFDDTVLRQRFEEISDRV
AEIVGNS
>ANB36873.1 hypothetical protein A6024_02365 [Rhodovulum sulfidophilum]SNK001
MLRSLLHIGVIVFLTLLTQIGGIAWLMALAFRRTLLAFVLFYVGLSAAAVWIAPGFGRVPLSCVERGPLAAQSWISCALN
RNYVTPELADVLSDTAEEMHRRHPGTITLFLDANFPFFDGFPLLPHLSHDDGKKADLAFYYADSSGYRPGAVRSPIGYFA
FEQGPTDCPSAWPTLRWDFNALQPLWRDFRLEPDRNRAVLDVLSKDPRVGRIFVEPHLAESLGATGNVIGFQGCRAARHN
DHIHLQLR
>ANB36874.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MPPAPQPQDDRARSKRIGALSALWPFLAPYRRMLAAALAALVLTSIVYLAMPVAVRHVVDAFDTETAALLDRYFGFALII
VALLAVGTALRYYLVTRLGERVVADIRSAVFDRMIGMSPSFYEKTMTGEVLSRITTDTTLILSVLSSSASFALRNILVFF
GALVLMLATATKLSGLVLLLVPAVIVPIVLLGRRLRQLSRENQDWIAASSGNASEALLSVQTVQAFTNEARARAQFRGVT
EQSFQSARQRIGTRAVMTVIVIFLVFAGIVGVLWVGAHDVRAGEMSVGQLVQFVIYSVMVAGAVAAMTEIWGELQRAAGA
TERLVELLTAQDSVTDPERPAPLPEPARGEIRFEDVRFSYPTRPDSPALNGIDLTVRAGETVALVGPSGAGKTTVMQMIL
RFYDPQQGRVLFDGADLRSLGREAFRNRLALVPQDPAIFAASARENIRFGRPGATDAEVEAAARAAAAHDFLSALPQGYD
TEVGERGLMLSGGQKQRVAIARAILRDAPVLLLDEATSALDAESERAVQQAVDRMAATRTTIIIAHRLATVKKADRIVVL
DRGRIVAEGTHDALVAEDGLYARLARLQFTAGVETAA
>ANB36875.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]SNK001
MSMESARNEWQAIAAEAPWNERDRPKTIYSFVARTAATFPDRPAVSFQIFSGPRDPAETLSWTEFQGRITQAANLFRGLG
IGPDDVVAYILPNCNETAICFLGGAVAGIVNPINPLLEAEQIAAILRETGAKVVVTLKSFPKTDVAQKVSEAVRHAPRVQ
TVLEVDLVRYLTGAKRLIVPLIRKKSPGHYHADVLDFHRALAAEPADRLTFEDTEEDRIAAYFHTGGTTGMPKVAQHRVS
GMIYNGWLGHRLLFRENDTLICPLPLFHVFAAYPVLMSVVAAGAHFVMPTPAGYRGEGVFDNFWKLIERWGVTFVITVPT
AIAALMQRKVDADVSTLRYAFSGSAPLPVELYNRFEAATGVTICEGYGLTEATCLVSINPPDAQKKIGSVGLPFPYTEVR
ILKCDGDGTVQRECETDEVGEICISNPGVVPGSTYTEEAKNLGLFADGYFLRTGDLGRIDSDGYLFITGRAKDVIIRGGH
NIDPAEIEEALLSHHDVAFAGAIGQPDSFAGELPCAYVELVAGATATPEDLMAHARVHIHERAAIPKHVEILDELPKTAV
GKVFKPALRKLAIQRIYDTALAEAGHMVRVCEVVEDRKRGLVARLERQGPVDDEAVVHLLGNFTRPWEWSDL
>ANB36876.1 hypothetical protein A6024_02380 [Rhodovulum sulfidophilum]SNK001
MKRIIAALSLGLFATAPAGAASLYNTLDGNAPLIVAHRGASGYLPEHTLGGYELALEMGADVIEPDLQMTADGVLVAMHD
ATLARTTNVEALFAPRNGAYRVSDFTLAEIKSLTVEPTGATASTDYPGFAPTMADPYKVPTFQEVMDLVAAHNAATGAGI
GIYPEAKTPNSLAMNRQILEEMKSNGFDGSVPNTFVQTFSHEGARQLAALQTEIGMDNAIAALGYALDLGDGFGVYDATT
GSVTALEDLAGFADGLGLYLGYDLDATFIAAAHELGLSVHGWTFRPRTDEAAWEMFLPWIEAGMDGFFTDYAQRGVEVLD
RYEAAEVPVPATLPLMLAGLGGLAALRRRRAAA
>ANB36877.1 alkene reductase [Rhodovulum sulfidophilum]SNK001
MTEPKLFTPFAAGDIALANRVVMAPLTRNRAEHETLAPTDLHVTYYTQRAGAGLIVTEGAQISPEGQGYLDTPGIYSDLQ
VERWRKVTDAVHAAGGRIAIQLWHVGRVSHVSLLPGGQAPVAPSAVPADGVKTFTAEGFTDVSAPRALETAEISRILGDY
RKAAANAMSAGFDGVEIHGANGYLIDQFLRDGTNRRTDGYGGPIENRCRFLFEVVETVADEIGAGRTGLRLSPFSNANGI
SDSDPFAVFSQAISGLNRFGLAFLHMVEGQTGGPRDWPEGRGIPELRAMFEGPYIANNGYDRASALAAVESGAADMVAFG
RPFISNPDLVERLRQGAGLAEPNRETMYGGGAEGLIDYPALDAARPA
>ANB36878.1 holo-ACP synthase [Rhodovulum sulfidophilum]SNK001
MILGIGTDLANIDRIAATLERFGDRFRTRVFTEAEQAKAERRADAAGTYAKRWAAKEACSKALGTGLRMGISWKDMAVTN
LPTGQPVMALTGWAAERLAEMTPPGHEALVHVSLTDDHPWAQAFVVIEARPRHAAPPTR
>ANB36879.1 S26 family signal peptidase [Rhodovulum sulfidophilum]SNK001
MAKTDEKAGGGLWETVKTIFWALLIAGVFRTLFFQPFWIPSGSMKDTLLIGDFLFVNKMAYGYSRYSCPFGICPFSGRIL
SSEPERGDVVVFRHPVSNSDYIKRLVGLPGDTVQMREGVLYINGAPVEVEPAGIFKEPYQKQGPMGYYPECENAPVGIGG
TCMKGRSIETLPNGVSHDILNITDRGARDTTPVYTVPEGEYFVLGDNRDNSRDSRYAQANGGVGFVPAENLIGRADRIMF
SSAGRSLFFIWTWRPDRFFKAIE
>ANB36880.1 bacterioferritin [Rhodovulum sulfidophilum]SNK001
MSNDQTIKDLQTALEMEMTAGHQYQLHAQVLDDWGLDLLAAKMREEMQEEIGHSDLFMQRIIFLGGTPEIRFQKQPVRAE
SLEQMFELDAADEQEAIDVYSKAAQRAMEVGDIGSRTLFEKIVLDEEGHKDWLDTQLALIRRLGEQAYSAKQVSGPGAGE
D
>ANB36881.1 GTPase Era [Rhodovulum sulfidophilum]SNK001
MSTRSGFVALIGEPNAGKSTLLNRMVGAKVSIVTHKVQTTRARIRGVAMEGDAQIVFVDTPGLFRPRRRLDRAMVAAAWG
GAADADIVVLLIEAHRGRTEGVDSILETLHERTAAGQTVALAINKIDRVKAEALLALSADLNAAYPFVRTFMISAEKGHG
VDDLRGWLAETLPEGPWLYPEDQIADLPMRMIAAEMTREKLTLRLHQELPYELTVETERWEDRKDGSTRIDQIIYVARDG
HKGIVLGHKGETVKAIGQAARAEIAEFLGRNVHLFLQVKVRPNWLDEAERYSEMGLDFRDGN
>ANB36882.1 pyridoxine 5'-phosphate synthase [Rhodovulum sulfidophilum]SNK001
MTATGCGLRLGVNIDHVATLRNARGAAYPDPLRAALLAEAAGADGITAHLREDRRHIRDADIDALMAGLSVPLNLEMAAT
DEMQAIALRHRPHAVCLVPERREERTTEGGLDVAGDAARLARFIAPLSGAGCRVSLFIAADAAQVEAAAEVGAAVVELHT
GAYCDLHHEGRLAERDAELARLTAMARHAQGLGLEVHAGHGLTYETVAPVAALPEIRELNIGHFLIGEAVFLGLEASIAE
MRRRMEAARG
>ANB36883.1 hypothetical protein A6024_02420 [Rhodovulum sulfidophilum]SNK001
MVFKRRDKRSVGKLLLDSVYPRGGWGRAAYYISHRLRRLPDTPRKIGRGIFAGVFAVFTPFYGLHFLIAALLAKAMRGNI
LASLLSTLVGNPLTYVPIGVASLKLGHFLLGTRFDENVDETLVAKFTGAASDLKNNFVALFTDAVPHWARLSTFYHEVFL
PYMVGGILLGLVAALISYYVSVPLLSAYQNRRRGRLKKKLSELRASAAAKAEDRG
>ANB36884.1 GTP pyrophosphokinase [Rhodovulum sulfidophilum]SNK001
MIDVEDLISLVRNYNPRTDEDLIRRAYAYGREMHAGQRRRSGEEYFMHPVAVAAILTEQRLDDAAIVTALLHDTVEDTKS
TFSEIERLFGREVAELVDGVTKLTNLQLASNETKQAENFRKLFMAMSKDLRVILVKLADRLHNMRTIKSLPIEKQVRKSH
ETMDIYAPLAGRMGMQWMREELEDLAFRVLNPEARNSIIRRFITLQRESGDVIQKITQDIRKELDREGIEADVFGRAKKP
YSIWRKMEEKGQGFSRLSDIYGFRVITQSETQSEGDCYRVLGAIHQRWRAVPGRFKDYISQPKSNGYRSIQTTVSGRDGK
RVEVQIRTRQMHEVAESGVAAHWSYRDGVRAENPFAVDPAKWLASLTERFETEDHDEFLEHVKLEMYSDQVFCFTPKGDV
IKLPRGATPLDYAYAIHTRIGDSCVGAKVDGIRVPLWTRLKNGQSVEIITAEGQRPQATWIDIVVTGRAKAAIRKSLREE
DRERYIKLGRELARVAFEHLGKKSTDKALRTAAKTFGLANANELLARLGSAEMRAQDVVEALYPELANTTGDEIDATRAV
IGLSPDESFTRAPCCQPVPGERIVGITYRGRGVVVHAIDCPVLEKFEEQPDRWIDLHWHSGKHPAVHNVGFLLTIRNDAG
VLGRICTLIGEQKANISDMEFVDKKPDFYRLLVQVDLRDVEHLHTVMTALEAESDVAELERYRDPARTM
>ANB36885.1 DNA-directed RNA polymerase subunit omega [Rhodovulum sulfidophilum]SNK001
MARVTVEDCVDKVPNRFELVMLAAHRAREVTSGASLTVDRDNDKNPVVALREIADETQLADDLRERMIEAHQTQIEVDEP
EEDSMALLMGGAASEPDRPADDDMSEEKLLRALMEAQGQR
>ANB36886.1 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine pyrophosphokinase [Rhodovulum sulfidophilum]SNK001
MPQPEKSTPHRPKGLLALGGNVGSGAGAPEATLAAGLVALDSESVRVTKISKFYHTPSMPEGSGPEFVNAVVEIATDLPA
NALLARLHEIEARFGRERRVRWAPRTLDLDLLDLDGAVLPDAAIQARWMGLAPEAQAREIPDRTILPHPRIQDRGFVLVP
LAEIAPDWRHPVSGRTAQEMLAALPAAEIARISPFAGPWAGVSALVKSYPSP
>ANB36887.1 NYN domain-containing protein [Rhodovulum sulfidophilum]SNK001
MFYRDERLALFIDGSNLYAAAKALGFDIDYKLLRQEFMRRGKLLRAFYYTALLENDDYSPIRPLVDWLNYNGFTMVTKPA
KEYTDSQGRRKVKGNMDIELTVDAMELAPRVDHVVLFSGDGDFKPLIESLQRQGVRVSVVSTIRSQPPMIADELRRQADN
FIELDELKEVIGRPPREPRAEPRSEAAQND
>ANB36888.1 hypothetical protein A6024_02445 [Rhodovulum sulfidophilum]SNK001
MPASSLLLQLFALFAAAFGAATVLPFQSEVVFVGLQLAGQIGIGWLILVASIGNVLGAVVNYLLGRGIERFRHRRWFPAS
EAQLYRAQRWYRRWGVWTLLLSWAPFGDAFTVVAGMMRTPVWLFVLLVTLAKTGRYAALAWATAAATG
>ANB36889.1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase [Rhodovulum sulfidophilum]SNK001
MTKPPLTLFLAAPRGFCAGVDRAIKIVEAALEKWGAPVYVRHEIVHNKFVVDRLRDMGAVFVEELEDCPPDRPVIFSAHG
VPKAVPAEAKRRDMVYVDATCPLVSKVHLEAQRHHENGRQMVMIGHRGHPETIGTMGQLPEGEVLLIETADEVAGLEVRD
PDRLAYITQTTLSIDDTEGVVAALRARFPAIEGPHKEDICYATTNRQGAVKTVAPKVQALLVVGAPNSSNSRRLVEVAAN
AGCDYAQLVQRAADIDWRALEGVSAIGLTAGASAPDVLIEEVVQAFRDRFDLTVEEVVTADESIEFRLPRIVRELA
>ANB36890.1 lysine transporter LysE [Rhodovulum sulfidophilum]SNK001
MISAQFLLTALVVVLAPGTGVVYTLMMSLGQGRRAALPAALGCTLGILPHLAAAMLGLAALLHSSALLFQIVKFAGVTYL
MYLAWQAVRQGGALQIGERDGHDGAFRIGLRGALINILNPKLSLFFLALLPPFLSGNPATATAEMLALGGVFMALTLAVF
LGYGMFAAAARDRLLASARAMTWLNRGFAAVFAGLGLKLAFEKA
>ANB36891.1 hypothetical protein A6024_02460 [Rhodovulum sulfidophilum]SNK001
MTDIPRTPLLLGLAGLVPLLWGALSATMPGLFDIGIETVGPRFMGIYLLNFYGTVLLAFMSGILWGFAGQADGPVAGPAY
GLSVLPAIWAFLMVGGGPESSIVALIAGYLGLLLLDFFFWKLGLAPGWWLRLRLPLTAIATGCFALPLLL
>ANB36892.1 hypothetical protein A6024_02465 [Rhodovulum sulfidophilum]SNK001
MSDADTLAVYAARAEAYSAIHHGRVAQDRLAAFIARLPAGGTALDLGCGPGWAAAGMAAAGLCVTALDACPEMAAAARAR
YGIKVEVAGFADLQAEAAFDGIWAHFSLLHAPRAALPAHLAAIARALRPGGVFAVAMKQGDGEARDRLGRFYTYVTPKGF
RAELERAGLTVEAEETEPGTGFDGSPFASLYLLARRAG
>ANB36893.1 ribonuclease HI [Rhodovulum sulfidophilum]SNK001
MAELFAYTDGACSGNPGPGGWGALLQAREGDSVVKQRELSGGEAATTNNRMELLAAINALESLSRPSEITVVTDSAYVKN
GVTGWIHGWKKNGWRTAAKKPVKNVELWQRLDAAQARHKVTWTWVKGHAGHPENERADELARAGMAPYKR
>ANB36894.1 NADPH-dependent FMN reductase [Rhodovulum sulfidophilum]SNK001
MSDHKLLGIAGSLRKGSYNRMLLREAARIFDPAEFVEADLRLPLFDQDLEDAAGIPPAVQRLAEQIAAADAVVIAGPEYN
KSITGVLKNALDWVSRTGGAPWVDKPVAIVSATGGRAGGERTQFALRLCLVPFRPRVLAGPEVLVGLAPDQFDAAGRLTN
AINLEALEALMQALKAEISR
>ANB36895.1 thiamine pyrophosphate-binding protein [Rhodovulum sulfidophilum]SNK001
MRRHGGKILADQLAIQGVERVFSVPGESFLAALDGLYDVGIPNVVCRHEGGAAMMAEAHAKLTGRPGVLFVTRGPGSCNA
ASGLHVARQDSTPMVVFVGQIARRDRDREAFQELDYRSFFGPLVKWVAEVDETRRLPEYVSRAFQAAQSGRPGPVVLALP
EDMLSGIAEVPDIPARIWPEPDPTPAQVAAVLAALNEAERPLVVVGGPHWSAQAAADLAGFAESHDLPVAVSFRRQDRLD
NRHPNYVGDLGVGMNPALGKRLGDADLVIALGTRLGDTATAGYSLMDPAVQDKRVVHIHPDPDELGRIWRPDPGIALSAP
DVVAALARSGPPATPPRWSAWTRAARADYEAWTTPKPTPGAVRMEEVVAWLSETLPETAVLTNGAGNYAAFLHRYFRYRG
PGTQLAPTSGSMGYGFPAAIAAKLARPELPVICLAGDGCFQMTLNEMSTAVQHGANVVVIVANNGRYGTIRMHQERKYPG
RVSGTDLVNPDYAALARAYGGEGETVTEQAGFAPALERALASDRPFVIELRLDPEALATGLTLSGARAMGEAAQSED
>ANB36896.1 aspartate racemase [Rhodovulum sulfidophilum]SNK001
MKTIGILGGMSAASTALYYDVLNRGARARLGGLHSADLLIRSLDFALVEEMQAAGDWDAAGQMLNREARRLEAGGADFLM
LATNTMHKLVGPMLEGVSIPFLHIADATGHQIGAAGLKRPGLMATAYTMEQSFYTDRLRAAGLEPMLPGPGDRAETHRII
YDELCIGVLREESRQSYVEIAGRLAKRGADCVILGCTEVGLLLNAANAPLPVFDTTEIHCAAALEMALAA
>ANB36897.1 hypothetical protein A6024_02495 [Rhodovulum sulfidophilum]SNK001
MLRILALALSLALSACDSPGMDYAGIPPVMVEVEGSTFAVRRKGPEAQAIRLNREYRKGAMQRAFRAIETGTGCVIRPDT
LSGDPAMAYAKLTCTGS
>ANB36898.1 chromosome segregation protein SMC [Rhodovulum sulfidophilum]SNK001
MHFTRLRLNGFKSFVDPTDLVIADGLTGVVGPNGCGKSNLLEALRWVMGESRPTAMRGGGMEDVIFAGTSSRSARNFAEV
SLQIENADRLAPAGFNDSDLIDVIRRITRDAGSAYKLNGKDVRARDVQMLFADASTGSTSPALVRQGQISELINAKPRAR
RRILEDAAGIAGLYQRRHEAELRLNAAEQNLARVDDVLEQLAQQLTQLARQAKQAARYRAIAGDLRRAEGMLLFRRWQEA
DTGRAEAEAALTEHAREAGRAETAAREADRLRTETETALPALREEEAIAAAVLQRLGAQRDALVQEEERARQTIRTLTGR
IEQMSRDIEREAALNRDAGETLERLEAEAAELTAEHEGHDAALDEAAEAAHAAAEVLRDREEAQSQMTEDLARLVARHQS
AQRLREDAARTLQRNEDEAAKARATVAAAEANLSTARSGMDEAAARQDAAQDMAEEAEARLIAADEARAEIQSREAEARA
QKSSAEGEAGALRAEVSALARLVERDTAEGGQILDLLGVDKGYEKALGAALADDLRAPLVQDGTASGWLALPPYPAEQPL
PEGTAPLSDHVAVPEALIRRIGQIGLVPDAGTGARLQPALGPGQRLVSPDGDLWRWDGFRASAADAPSAAALRLQQLNRL
ADLRRDLDEAEIRAETASEAHEALSRELQAATEADRAAREARREADRALAELGRALSRSEAEREMAESRLETARMSVSRH
EDEATGARLRLSEAESQLASLGDLDAARAQLEDVRTTVEAARMTMIARRAAHDELKRDGEARSKRLTQIARDAQTWRQRL
DTAGTRVAELEDRKAASEEELDRAAALPEEIAEQREALAGQIETAGTRRAAAAETLAAAESRAREADHAAREAERRAGEA
REARAVAQARAEAARETVAQAAARIAEDLETTPADLLEKLGDDPDRMPSAEAIEHEVTRLKRQRESLGAVNLRAEEDARA
VQEEHDTLVAEKSDLDEAIRTLRAGIAGLNREGRERLLTAFEQVNANFALLFTNLFRGGEARLVLVESDDPLEAGLEIMC
QPPGKKLSTLSLLSGGEQTLTALALIFGVFLANPAPICVLDEVDAPLDDANVTRMCDMLDEMTRRTDTRFLIITHHALTM
SRMDRLFGVTMAEQGVSQLVSVDLKKAEALVA
>ANB36899.1 hypothetical protein A6024_02505 [Rhodovulum sulfidophilum]SNK001
MKRLVHALWALPLAAQAASADVIASDPDSVLKVLRDQGLAATMETDDLGDPKIVSHLTGDSNTEFVVLFYGCTDNVDCSS
IQFYVAYDMKDPVTALKMNQWNREWLFTKATLDDEGDPGLEMDVILADPGIDRKLFKTTVDIWQQSIDAFEDYIDW
>ANB36900.1 lytic transglycosylase [Rhodovulum sulfidophilum]SNK001
MRLSPSLSALCLLSLALASGVSDRALAACGGNFGGFVAGLRDEAVRRGHDAGAVRNFFAGVRQDPAVIRADRAQGVFQRD
FIDFARRLISRSRLDNGQRNAGRYSAVFDEIERRYGVSRGVLLAFWALETDFGAVQGDFNTRDALVTLAHDCRRPELFRP
QIFSALTLYERGDFDPARTTGAWAGEIGQVQMLPADILENGVDGDGDGHVRLKASAPDALMSAGRMLKGLGWRANEPWLQ
EIVIPGNLDWAETGLDHGKRVSDWARLGVRPRSDNLGPGNLRASVLLPMGRNGPAFLAYPNFRVFFEWNQSLVYVTTAAY
LATRFEGAPIFDPRAPDPGLAGAEMKALQRKLVGRGHDVGGIDGILGEKTREAVQKEQIRLGFPADSWPTRALLDRL
>ANB36901.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MNFDEIIDRRGTHSSKWDMMEPIYGVSPEEGLAMWVADMDFRPPACVSQALQSMVDHGIYGYFGDDAAYKAAIGWWMKSR
HGWDVDPAAIFTTHGLVNATALCIEAFTAPGDGVVLFTPVYHAFARVIRAAGREVVECPLAKRDGRYEMDFAAYDAQMTG
REKVVILCSPHNPGGRVWSREELQAVADFARRHDLVLISDEIHHDLVYPGQRHTVMDLVDDRIRDRLVILSATTKSFNIA
GVHNGNVIIHDPALRTKFAARFAAMGMSANSFGMIMATAAYSPEGAEWIDALMGYLDGNRKLLDEGIAAIPGVSSMPLEA
TYLSWVDFSGTGMAADEFTRRVEKEAKIAVNHGASFGTGGESFLRFNIATPRARISEAVERLQKAFADLQ
>ANB36902.1 peptide deformylase [Rhodovulum sulfidophilum]SNK001
MSIRPILIHPDPRLKTVADAVPDISDALQKLAEDMLETMYDAPGIGLAAPQIGVLSRLIVMDCAKDEGARPQPYAMFNPE
VVWASDDKNIHEEGCLSIPETYAEVTRPAEVIVRWTDPSGDPKEDRFSGLWATCVQHEIDHLDGKLFIDYLKPLKRQLIT
RKMVKLKRGRSRS
>ANB36903.1 N-formylmethionyl-tRNA deformylase [Rhodovulum sulfidophilum]SNK001
MSVLPILRWPDPRLATACAPIGQVTPEIARLAQEMLDTMYEAPGRGLAAPQVGVLKRLFVMDVNGAAGPRNPRIFIDPVI
EERASETMVGPEGCLSLPGIVAEVQRAIEITLRWTDLDGTRRREVLSGISAVCAQHEIDHLDGIVTLNRVDAGQRSELEA
AYGA
>ANB36904.1 peptide deformylase [Rhodovulum sulfidophilum]SNK001
MIRPILPWPDPRLATPAAPVEAVTDEIRAIWADMVDTMEAMPGHGVGLAANQIGVLLRLAVLDCNETRGAAVRLANPEIV
AVSDDLSAHDEASPCLPGVDATITRPARVTLRFLNEQGQPETREFSGLWATSAQHQLDHLAGRMYFDNLSKLKRDRLLKK
ARKLGAGRCG
>ANB36905.1 methionyl-tRNA formyltransferase [Rhodovulum sulfidophilum]SNK001
MRVIFMGTPDFSVPVLDALVAAGHEIACVYTQPPRPAGRGRKDRPSPVQARAEELGLMVRHPKSLRAAPEQTAFAALDPD
VAVVVAYGLILPREVLEAPCRGCLNIHASLLPRWRGAAPIHRAIMAGDTQTGVCIMEMEEGLDTGPVLMRETTAIGPEDT
TGALHDRLSTMGARLVVEALERLRDLPREPQPAEGVTYAAKIDKAEAKVDWTRPAPEVARHINGLSPFPGAWCDVAGERL
KLLRARAVEARMVEDSAAPGTVLDGLTIACGEGAVEILEAQRQGKRPMSAAEILRGFPLPERLD
>ANB36906.1 hypothetical protein A6024_02545 [Rhodovulum sulfidophilum]SNK001
MPPPSHRLRKAERHERILMELKLRSHLRISDLARDFHVATETIRRDVAELQATGQVTKAFGGVIPVGPGQRPDVDARSRD
RQQERAEIALQAATLVPPGATIMLDAGSTTQELARRLSLGGTPVTVLTNSLNVAMILGRSDAATVRLCPGDFLPREAAVI
GPDTVDFLRRFHVGRAFIGASAVSCNGVTEAVPGFAAVKRAMMAQSDELVVMTDQSKIGRTDCDLVTSFRPGLTLVTDAS
LPRELGGAISKGGARVL
>ANB36907.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MMHMEESMFDTTFRGLAAASAIAMIAGTAQAQDCPHGDLDPMYCDRDGDLVADAPAEGLQDPGTLVFAYTPVEDPAIYAD
IWEPFIEHLEEATGKDVRFFAVQSNSAEVEAMRSGRLHIAGFSTGPTPFAVNLAGAVPFAIMGSDEGEFGYELQVYTRKD
SGIDSMEDLAGKRVAHTSPTSNSGNLAPRALFPNLGVTPGEDYEVVYSGSHDQSMLGVVAGDYDAAPVASEVVDRMAERG
LYDPEEVRIVWESKPFPTTSFTYAHDLDPALVEKIRQAFFDFDFSGTALGEEFSGVSKFVPVTYQEDWAVIREIQAANGV
QYTPEGLAAE
>ANB36908.1 phosphonate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MLKITDLVKRYGTGDPVLKDLNLTIEGETVVSVIGSSGAGKSTLLRCINKLVAPTSGSIVLNGTELTGLTGRQLREARRK
IGMVFQGFNLVDRLTVMENVQSGRLGYLSTWAALTRRYPREEIRHAYELMERVGIAHYADKRADELSGGERQRVGVVRAL
MQRPEILLADEPTASLDPKTSEQIMQLLRDLAGELKLPVLINIHNVNEARLYTDRIVGMRYGRIIFDSVPGDLTDAAMDE
IYSGIPSQDRAQDRAADAAAAPRLAT
>ANB36909.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]SNK001
MSAPAGPAALPDRWSKPRMIRNPVLRWALWLVVAAYIVGTIATLPIDWTRVSEGFSRAARIFGGSIPPNFERSGLLVDGF
LESLKIAVLASFGGVLISVPAAFMAARNIAPLPVFYLGRALIIVARSFHPVIVAILFVKAVGFGPLAGVLTLIVYSIGFV
AKMLAERIEEIDFGQVEALRATGAPYLSVLFYAIFPQILPRLIGLSIYQLDSNLRASAMIGIVGAGGIGATLANAFGRYD
YDFALAITIVIVGAILVSEAISGQIRKRI
>ANB36910.1 phosphonate ABC transporter, permease protein PhnE [Rhodovulum sulfidophilum]SNK001
MTEQDLTTRPAPLREAFPEDWHRYTPRQQMARYLGLLFAALVIGWSITSIDVIWEWVWDAPVQMADLFGRMVPPDTTNLG
TILLVLWETVNIATIATLFAVLISLPVAWLAAQNTTPNRATLWLGRIILVSSRSINTIIWALLFVAIFGPGIVAGIAAIM
LRSVGFVGKLLGEAIEEIDPRPVEALQATGASRTKVILYAIVPQVMPTFWAVAILRWDINLRESTVLGLVGAGGIGLILQ
SAIDTFKWQEAATVLLCILGLVLLGEIVSAWLRRRIL
>ANB36911.1 hypothetical protein A6024_02575 [Rhodovulum sulfidophilum]SNK001
MGIVFLLIVGAAAGFLATRIMRVEADILTTVALGVFGALIGGLLIRILLTITGALAGLVGAVLGAMALIWAYQTYIGRR
>ANB36912.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MARVDVTVMGAGVFGLSSAYACARRGARVRVVEWSHPGAGASGTPVGALSPHVPEQWNPKKQFQFESLIASAAFWAEVEA
ESGHSTGYGRVGRYQPIAGEKALARARDRALEAGTLWQGQASWQVIRADEARGLVPETPSGWLVHDTLSARIAPREACAA
LAEAVRAQGGEVSCGAEGPLEGRVIWATGYPGLAELSADLGHQVGSGVKGQAAILAHDAGAVPQVYAEGVLIVPHADGTV
AVGSTSEREFDDPYSTDARLDAVIDRARAVCPALAGAEVIERWAGVRPRARTIAPMLGGWPGRPGHFVANGGFKIGIGLA
PKVGELMAALVLEGRDDIPEGFRVEASL
>ANB36913.1 RhaT family transporter [Rhodovulum sulfidophilum]SNK001
MTQQNTRLGILLMIATTFVFSAQDVLSRHLADHYNIPMVVMIRYWFFAAFVMVLARRNAGSLSAAARTRMPVLQALRGLV
LVAEIWVMIAAFTHLGLIESHSVFASYPLMIAALSGPVLGEKVGWRRWCAIGVGFAGVLVILAPGLRVFSPLALIPLAAA
TLFAIYGLLTRYVAREDSAATSFFWTGTTGAVAATLAGVWSWEPMTGPDWGFMAGLCISGALGHFLLIKTYEVAEASAVQ
PFAYLQLVFASAFGLAVFHETLRANVVAGGAIVVAAGLFTAWRERVRARRAAGSGPS
>ANB36914.1 hypothetical protein A6024_02595 [Rhodovulum sulfidophilum]SNK001
MRVLILAFLISLASPVCAADQSALAKAMVAVRADRWAEARQLARPAGQVALDIVEWRRLRAGEGRLEEYRAFLARNPDWP
GLGKVRSEAEGVIAASDDPTAIVAFFGSRDPVTGEGALRLAEAEAALGRRGKAEAVAVSAWRRLPLAEPVQSAFLARYGR
ALAGHHTARLDALLWDGHDISAGRMLSLVPEGWQKLAAARIALRNQTPGVDALIAAVPASLSDDPGLAYERFMWRTRKGR
GEDAIALLDARSGSAESLGRPARWAGWRRYYAHQVLREGDPKLAYRLAARHHLRAGASYAELEWLSGFIALRFLDRPETA
LKHFRAFEAAVRTPISLGRAGYWEGRALEAMGHPQEARAAYAMGAQFQTSFYGLLSAERGGIAMDPSLTGKDYYPDWRAQ
PFARSSVIAAALLLHEADEQNLVEMFLTHLAESVDPAGQRALAGLALELNDHHIALRIAKTAAATGNVMVEAYFPVTGIA
RSRHPVPTELVLSIVRRESEFDPSVASGAGALGLMQLMPTTAKAMADELSVRYSSSALTADPAYNARLGAAYLSHLVEEF
GPNPVLVAAAYNAGPSRAHRWIAEQGDPRAAGVDVIDWIELIPFTETRNYVMRVTESLPIYRARLAGRTGALSLSKELKS
N
>ANB36915.1 4-hydroxy-tetrahydrodipicolinate synthase [Rhodovulum sulfidophilum]SNK001
MIQGSLPALVTPFKDGAVDFDTLKRLVEWQLAEGSHGFVPVGTTGESPTLSHAEHEAVIEAVVKTVDGRVPVVAGAGSNN
TAEAVRFMQYAEEVGADAALVVTPYYNKPTQAGMIRHFTELHDCCTLPIIIYNIPGRSVVDMTPETMGELAKLPRIVGVK
DATGDLARVPKQRITCGPDFLQLSGEDGTALGFNAHGGRGCISVTANVAPRLCAEFQEATLAGDYAKALELQDRLMPLHI
AIFLEPGVSAAKYALSRLGKCSDEVRSPLVGLTQGTKDRIDAALRHAGLLN
>ANB36916.1 hypothetical protein A6024_02605 [Rhodovulum sulfidophilum]SNK001
MGPDALRPGELAAGDLGPADGPALRVIGRARTPWGPDDCPKNIGRARERGAPATLEIDPAFAPALRGLSVGQPVIVLYWM
DRARRDLLVQAPRHVDGPRGSFALRSPNRPNTISQSTVRITALDAETGQVEIDALDCYDGTPLIDIKPWLPSIDLPPGEP
G
>ANB36917.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]SNK001
MQARSAASFAVPSLAFAALTALALPALAEDLRTPSPEGARVFIISPEDGATVSSPVTVVFGIEGMEVVPAGTDTPASGHH
HLIVDLPQDEVDVAHAIPADDHHIHFGGGQTETTLELAPGTHSLWLLLGDANHVPHDPPVMSEPIEVTVE
>ANB36918.1 3-mercaptopyruvate sulfurtransferase [Rhodovulum sulfidophilum]SNK001
MSYDDPKTLVSTDWLAAHLNDPDLRILDASCRPVFPTDTPRDPVAEYQAAHIPGARFFDIDEISDQRSDLPHMAPPPEKF
ISRLRAMGVGDGHQVVVYDSAGLFSAARVWWTFRLMGKTDIAVLDGGLPKWRAEERPLEDMPPVVRDRHMTVQRQAGLIK
DVTQVAAASKLGDYEIVDARGASRFEGTDPEPRPGLRSGHIPGSKNVPFATLLNADGTMKSPEALKAVFEAAGVDLRKPV
ITSCGSGVTAAILSLALEVIGHRNHSLYDGSWSEWGMYGDLPVETGPARC
>ANB36919.1 aromatic amino acid aminotransferase [Rhodovulum sulfidophilum]SNK001
MLSRLSPQSPDKIIGLMQQFRADPRADKIDLGVGVYRDAQGRTPVMRAVKAAEETLWRTQDSKGYVGIEGDPAFLEAIGT
LVLGDAVPAERIAAVGTPGGTGAVRQALELVRLADAGARVFIPAPSWPNHAAIVNFLGLGEAAYRYYDGAAHALDLPGLL
ADLETTGPGDVVILHGCCHNPTGAELTLADWAAIAEVLGRTGALPLVDLAYLGFGDGLEADAAGLRLLAGALPEMLISVS
CSKNFGLYRERVGAVLALSPNAAARDLVRGNLSNLNRQNFAFPPDHGARVVTGILGDAALRADWAAELETMRSRIETLRR
TLADRLRDTSGSDRFAFLAGQKGLFSLIGATPDQVTAMRETHGVYLIGDGRINLAGLSETNIPKVAEAMLAAGL
>ANB36920.1 ammonia channel protein [Rhodovulum sulfidophilum]SNK001
MANIKHILGLAALTATAAALPALAQEVAEAAPIMDKGDTAWMMTATILVLFMTMPGIALFYGGLVRQKNMLSVLMQSTLI
AGMMMVIWVFWGYSFAFGGGSSPFWGGFGKLFLSGVTVDSTAATFTDGVVIPEYVFIAFQMTFAVITPALIVGAFAERMK
FSAVLLFVGLWTTFCYFPIAHMVWDGAGLLYNLGALDFAGGTVVHINAGIAALIGAILIGPRIGLGKENMAPHSMTLTMV
GASMLWIGWFGFNAGSNLEANAFTGLPFINTFVATAAAILSWAAVEGLTRGKASMLGAASGMVAGLVAITPACGQLGPVG
AIILGFVVSPICYFFVSTVKTKFGYDDSLDVFGVHGVGGIVGALGTGLLGGEALGGQGFAEGVGTIGQTIIQAEAVLVTI
VWCGVVSLIAYKIVDMIVGLRVDADSERQGLDLTSHGEAAYHS
>ANB36921.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKLIIAAIKPFKLEEVREALTAIGVRGMMVTEIKGFGSQSGHTEIYRGAEYAVNFVPKVKLEIVVTSAMADQVVETIANT
AKTDKIGDGKIFVLDVNQAVRVRTGETNEDAV
>ANB36922.1 glycosyl transferase [Rhodovulum sulfidophilum]SNK001
MGSTGRRPPPLVADRRYPKKTKRKPQPRNRKPRSRNGGGGGGRRGGVRRSNPILRAIRAFFRRLFRSILGTGLRLALLGA
LALGCAVFYFYQQLPEMTALLDGRNRGSVTLLDRDGKVFAWRGEQFGGQITATTVAPALKNAVVATEDRRFYRHFGISPR
GIAGAIRINLSEGRGPLSGNGGSTITQQTAKLLCLGVPYDSKTWKNETAYEADCRRTTLGRKIKEALYAMAMEAKYSKDE
ILTIYLNRAYLGAGTRGFEAAAQRYFGKSANQVNISEAAMLAGLLKAPTTYAPTNNLKRSRNRANLIVGLMQDQGYITPK
QAALAKANPAQLSEAAEARAGGYFADWVMGAGPDFLTRDTTEDVIIRTTFDPRIQKAAETALKEVFENKVKEGSKAEAAI
IVMSADGAVRAMVGGRKTAIGGFNRATMALRQTGSAFKPFVYAAALDLGYTPNATVVDEPYTINVPGSGPYSPENYDHKF
RGRVTLTEALQHSLNIPAVKVSEAVGRENVRRIAHDFGLKADLADGPALALGASESTLINMTGAYAGILNGGSSVTPYGL
TELKLKGDREPLMGQEGGMGERVISERAARSLVYMMWRAVEAGTGHRAKLAGRQVAGKTGTTSAARDAWFIGFSADYVAG
VWMGYDDNTPLRGVTGGGLPAEIWHETMQRVQEGVPPHPLPMLVPQEPSSAVAARDGGDRGGNVAENILRSVLGAFTGRN
>ANB36923.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MPSKAAASAPTRRSLLLTGLAAGAALTVTGLTSGRAFALTTDEASRLIDRVIGDINRVINSGKSEAQMIPEFERIFSRYA
DVPVIARSVLGVAARQASQAQLNAFTDAFQGYIARKYGRRFREFIGGEIKVDRARQVKTFYEVKSTAQLRGQSPVEVVFL
VSDRSGKDKFFNIFIEGVNMLASERTEIGAMLDKRRGDIGALTRDLRSAG
>ANB36924.1 hypothetical protein A6024_02655 [Rhodovulum sulfidophilum]SNK001
MSGKYEARLTELGVTLPDAPAPAANYVPYVISGNLVFVSGQVSAADGALIPGKLGADLDVAAGAAAARACAISLLAQVKA
ACGGDLDRLVRVVKLTGFVNSTPDFGDQPKVINGASDFFVEALGDAGRHSRSAVSAASLPFGVAVEIEGIFEIA
>ANB36925.1 phosphodiesterase [Rhodovulum sulfidophilum]SNK001
MSPLPPAFLTAPLAHRALHDRAAGRPENSVEAVRAAIAGGYGIEIDIQPSADGVPMVFHDYDLARLTGETGPVAGRSAAE
LGAIPLSGGTEGIPTLDRVLEEVAGRVPLLIEIKDQDGAMGAAVGPLERAVAAGLGGYDGPVALMSFNPHSVAVLAEAAP
ERPRGLTTCAYAARDWPTLQAPMRDMLREIPDYDRVGASFISHLWRDLARPRVAELKALGAAILCWTVRSPDEERIARSV
AANVTFEGYVPAHPVPPAA
>ANB36926.1 hypothetical protein A6024_02665 [Rhodovulum sulfidophilum]SNK001
MRADHVEAEQVEIEVMTSIDRIEATDWDGCACPEASGGGRPEDPFTTHRFLAALEDSGSVGAGTGWQPHHLVARDANGIF
AVAPLYAKSHSQGEYVFDHGWADGYERAGGRYYPKLQIAVPFTPATGRRFLARPGHETRGRAALIEGAVRLAAENALSSV
HVTFCTEAEAEAGREIGLLHRVTQQFHWENRSYPDFETFLATLSSRKRKNIRKERATARAFGGTIRALTGDEIRPDHWDA
FWRFYQDTGARKWGMPYLTRDCFDRLHETMRDDMLLVLAERDGRPVAGALNFIGRSRLYGRYWGCIEDHPCLHFELCYYR
AIDFAIAQGLDTVEAGAQGVHKLSRGYLPTPTHSLHWIADPGLRAAVDHFLRAEREAVAEEIEVITAYGPFRKTAKDQEE
EQQ
>ANB36927.1 4a-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]SNK001
MTAKLTEDQRRLELSSLSAHGWAETEGGDAIVKTFEFGDFVSAFGFMTRAALWAEKMDHHPDWKNVYKTVEVTLSTHDAG
GLTMKDVELARKMDALA
>ANB36928.1 thiol peroxidase [Rhodovulum sulfidophilum]SNK001
MAISEGDRLPEANFTEMGADGPGAVSLSDKLKDRKVVIFAVPGAFTPTCHSAHMPSFIKAKDKLAAKGVDEIVCVAVNDP
FVMKAWGEATGAHAAGITMLADADASFTKAIGMEFDAPPAGLISRSKRYAMLVEDGVVKKLNVEASPGECSISAGETLLE
QI
>ANB36929.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]SNK001
MSHIVIIGAGQAGAALAAKLRALGHDGPLTLIGDEAAPPYQRPPLSKKYLLGAMPVDRLYLRPPAFYAEAGIDLRLGETV
TGIDRDRRRVLLGDREIGYDMLALATGAAPRRLPAEAGGALGGVHVVRRLADVDAMAPEFRPGARALIVGGGYIGLEAAA
VAATQGLQVTLTEAAPRILQRVAAPETSDWFRALHATHGVQIREATGLVRLLGETRVTGAELADGSVIAADFVIAGIGVT
PATALAEAAGLRTEAGIAVDAMGRTADPAIWAAGDCTSLPYRGGRIRLESVQNAIDQAEAVAANMLGAETPYVPKPWFWS
DQYDVKLQIAGLNSGYDRVVIRPGDRDGSVSHWYYRGAELLALDAMNDPRAYMTAKRLIEAGRSPAPESVAAGDLKALMA
A
>ANB36930.1 16S rRNA (guanine(966)-N(2))-methyltransferase RsmD [Rhodovulum sulfidophilum]SNK001
MRIVAGRFRGRALASVGKGDPAAHLRPTTDRVRESLFNLLMNGGYGDPVGDARVLDLFAGTGALGLEALSRGAAHVTFLE
DGTKALALIRENVALCRAEAETAILRRNATRPGPAPGAPATLVFLDPPYGKGLGEKALAASLANGWIAPGALIVWEEGAA
VTPPEGLALLDSRRYGETAISILEAA
>ANB36931.1 hypothetical protein A6024_02690 [Rhodovulum sulfidophilum]SNK001
MTEPLPRDADAALVDAARSYFAARRARVPAFARRRFGLAGTLALHRHALGWDVLRAPLNVLLSPVLILTRLGAAAAARSR
APRLAGWLGARRILLPTDVATAAERAVVVDLLELPWEGPGGTSSKDALARAILARPDLAALVEARSDAPALSARALGDYG
GTRSAVAEMTTAFGTMGAGALAFQSLTPGMASFAPGLAAIVAHQAAIAAFPLGGLLGTAWYGIFPAAAPAWMTLAITLPL
IGLGALVAAFAGVIADPVQVMLGMHQRRLNRLIDAMEDAFTGSGRRGFAAREHYFARLLDLSDAGLAAIRLIRS
>ANB36932.1 hypothetical protein A6024_02695 [Rhodovulum sulfidophilum]SNK001
MIELFARLTPMRWIVGIAALVAIAVSVWQLEAERRGVVIAPVPGTGTTPATVYRLKDAPPAPVVIVSHGFAGSRQLMQAW
SLTLARAGYAAVAFDYEGHGRNPVPMSGDLDSPEGTALLLMAETRRVTDAALAQPWADGRVAILGHSMGSYIAVREARED
PRIAATIGIAAANDSITATEPPNLLMINGAWETRLAEAPLEALRLADPEAQLGDTVGDPATGTGRRALLAPDVEHIGVIW
SPTALRETRAWLDATFGRTSGGPVVEIGGWIALLLVGIVALAWPLARMRGQTEAPRPAPLPRRRFLIVALLPAVAVPLIL
APFRTQFLPVLVADYLAVHFALYGAMVLALLAWWGEIRWAGWREIGRILALAALVALYTIGVFGFAMDRYVTSFYPIPIR
GLIIAAMAVGAVPYMLSDALMVEGGRAPVWRSLVSRGAFLVSLGIATALDFHRLFFLLLILPIILIFYLLFGTMGGWIGR
ATNRPAGVGLGLGLFLAWALGVTFPMFQAV
>ANB36933.1 type I methionyl aminopeptidase [Rhodovulum sulfidophilum]SNK001
MKEWALDEKTRGRRTKDNIRIYEPEDFAGMHAAGRIAAEILDEIAPLVFPGQTTGEIDRVITELVEAKGSVSATIGYKGY
KHASCISVNHVVCHGIPGSKVLKDGDILNVDVTVIVDGWYGDTSRMYVAGKLSRKAERLIQVTHDSLLKGIEAVRPGNTF
GDIGAAIQAYVESHRMSVVRDFCGHGLGRVFHAPPNVLHYAPFRLNAEGQKVTISGNPTRDPTPVLEEGMFFTIEPMVNL
GRPETKILADDWTAVTRDKSLSAQFEHSIGVTADGCEIFTLSPGGLFHPTYG
>ANB36934.1 molybdopterin-binding protein [Rhodovulum sulfidophilum]SNK001
MSNPTAAMLVIGDEILSGRTRDANMHYLAGEAIKHGIRLSEVRIVPDRQDRIVAALNALRTDYDIVFTSGGIGPTHDDIT
ADAVAAAFGIGIGVREDARALLAEHCARMGRDLNEARLRMARIPDGATLIANPISAAPGFVLGNVHVMAGVPSVFQAMVA
AVLPGLASGDPLMSQTLCVERPEGDIAGELRDLADRFPELSIGSYPFSRDGVYGTNIVVRGTEARRIDAAMAELCDLFPE
AMA
>ANB36935.1 acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTVDRLFEGQEATWPPAARHVTGPWCLRDGQAGGKRVSAATLEGGFDPEAIAGAETGMVRLGQTPLFMVRPGEDALDDAL
EARGYLRVDPVTILSGPAAAIAADPPAPLSTFTIWEPLAIMTELWAENGIGPARMAVMDRVQGPKTAVLGRRKDRAAGTA
FVALDRDMAFVHAVAVSPEHRRQGTAVNMMRAAAQWALDGGASTLNVLVTEDNHAALALYASLNMTNVGQYHYRMMAPQK
A
>ANB36936.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]SNK001
MTHDKTRPTALDLPMVDPLPPETRKYFDLCAERLGLVPNVLAAYAFDIGKLNAFTAMYNDLMLGESGLSKLEREMIAVVV
SSINRCWYCQVAHGATVRALSGDPALGEALVMNYRVAPLDPRQRAMLDFAAKLTEASHRVEEPDRQALREAGFSDRDIWD
IAAVAGFFNMTNRVASASGMEPNPDYHGSHR
>ANB36937.1 hypothetical protein A6024_02720 [Rhodovulum sulfidophilum]SNK001
MRARRPLLALALLWSGLLVWPGLAGAMVPEIPEMATVAADETEAASSLRIPTGPYDGQVVPSQRAEGAIRRLVWQAPLDG
RSTLQVIDPLKADLIAGGYRIAFQCAAAGCGGFDFRFATDTLPEPAMHVDLGDFRFLAAEKARPDGTDHVTLMVSRSEER
AFVQVTQVGRPDPAPAVQSTKSPGDSLRIETADGRSASAQDETALAERLARDGHAVLAGIDFATAAATLGTGPFPALAAL
ADYLRAHPGSKVVLVGHTDTQGGLAGNIALSKKRAEAVRDHLVTKLGIPAAQVAAEGVGFLAPLSSNATDRGRTENRRVE
AVLDTSQ
>ANB36938.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDRLTEMEAFANVVDQGGFTDAARKMGISKSAVSKHVSSLEARLGARLLNRTTRRVSPTEIGLAYYDRARRVLNDAGEAD
ALVSAMQSAPSGLLRISVATDFGVNHLSPLLGAFLQKYPDITVNMVLNNRFVELISEGFDLAIRVGELEDSTLRARKLAD
TTRRMIGSPEYFRKFGRPQKIDDLNGHKLLHYSNQASGNVWKITAPSGEKRQVRTAGWLTVNDGQSLLNAAVAGLGIAYL
PSFLFREALEKGLVEEAIPGLPMERLGIYAVYPPGRFTQPKVRAFIDFLLTHFEGDGIMI
>ANB36939.1 NADPH-dependent 2,4-dienoyl-CoA reductase [Rhodovulum sulfidophilum]SNK001
MTDYPHLLAPLELGFTRLPNRVLMGSMHTGLEERGDWDRVAEFYGLRARGGVGLIVTGGMAPNPEGGVFPGAAGLYSPED
IANHRRVTDRVHAEGGRIAMQILHAGRYAYSPDCVAPSALKSPISPFPPKALDAGGIEKQIADIATAAARAREAGYDGVE
VMGSEGYFLNQFLVRHTNRREDDWGGSYENRMRLPLEVVARVRAAVGADFILIYRLSMIDLVPDGSSFDEVIELAQRVEA
AGATIINTGIGWHEARVPTIATSVPRAGFAWVTQKLMGKVGIPVVTSNRINTPETAERLLAGSAADMVSMARPFLADPDF
VAKARSGRAREIAPCIACNQACLDHTFSGKVSTCLVNPRACFETELRYEKAETPHRIAVVGAGPAGLSAALIAAGRGHAV
TLFDRAGALGGQLNMARRIPGKEEFDGLVDWFATMVEKESITLKLGAAPGPEDLRGFDAVVLATGVLPRDPGIEGQDLPH
VRSYVDLLAGGAPAGPRVAVVGAGGIGFDVAEYLVTGDSPTCDPALWRAEWGVADPAAHRGGLAPEGPRPEPPRRAVTLL
QRKAEKPGRRLGKTTGWIHRAALAMKGVTMLSGVNYERITPEGIEISFGPERREPRLVAADTVVLCAGQEPERGLAAELE
AAGIAHHVIGGADVAAELDAKRAIDQGARLAVTL
>ANB36940.1 hypothetical protein A6024_02735 [Rhodovulum sulfidophilum]SNK001
MPILLKRDSLADRSLADRLLFRPALAAWGRAGGAAERLDIPDLTALPGRAWRLRHRRDRAIHGADARRAAFHAAAETARL
PLGSDWGFRPAPFAERVTPCAATDIGTAFRLGPQVTLLHDAARAGIAFRQVANSHGGEGAPFGLALEVSGFDGGFLSVVF
ELPSRAVEGLGRHHLIRLDAALETEAPVDVFARISIRHGPNLAQLVRAVPPDEARIALDFDLAASDLHGHRADRMWLDLL
FDGPGMNRILLSDIVLSRRPRAEA
>ANB36941.1 hypothetical protein A6024_02740 [Rhodovulum sulfidophilum]SNK001
MMPEQTPDIFRKILPLRRAVARALPCWLFAAVLLALPGCVTEGGGVHRTIVADGRVAIVAPYGFCVDEGASRDDGDGAFV
LLASCAALARGAEAAVPAEDAILTVSVAPSPGPGGSPKDRALVLQRYFASELGRAALARSGDPADVEVLETDTRGALFLV
HSVDRGPGLAKGLRPDTWRAVFEANGRIVTAAATGFTSRPIGDQAARALLQDLAGRSRAATESLPDPTMAQP
>ANB36942.1 hypothetical protein A6024_02745 [Rhodovulum sulfidophilum]SNK001
MRYDPHETLVSAARGQPALWRLAAGLAVIAAVQIGLTYTVYGLISALRGPGIAEAAFRGVFVTTATASDTLWLLASFLCL
ICGTAVAAQLMQGRSLRSLTGPPGAALGQFVRVLRAVALLYLVLWIVLPAGPEKIAHRPLGAWLALLPLALPALAIQTFA
EEMLFRGYLQQQLAARFRSPLLWIGMPALLFALAHYSPGAAGDNALPAALWAAAFSVAASDLTARTGTLGAAVALHFVNN
AMAVLIVALPGPVSGLALYTYGFGADDPALGPLIAVDLAVLGLSWLAARVALRV
>ANB36943.1 hypothetical protein A6024_02750 [Rhodovulum sulfidophilum]SNK001
MRSPLFEAYIEPARLYPETWRLVVGLLVVLLVYVGVFSTMLVAAYPALGPMAYFGWIMGLAAPATPGQTLFVLTSFLGMG
LGVLIATPALHYREPGSLFGPARDWARGFFGALKVLIPAYALLFGLAFVTMPLEANLDPGTWARMLPLALLLILIQTGSE
ELLFRGYLQQQLAARFAWRAVWMGLPALIFTALHYNPAAGMNNAIGLVGILAFALAAADLTERSGSLGTAMGWHFVNNVS
SLLFTSVKGTITGLALFVTPFDVTDTATAPWAMALDLIAILLLWRLLRALI
>ANB36944.1 acetyl-CoA carboxylase subunit beta [Rhodovulum sulfidophilum]SNK001
MNWINNYVRPKINSLFSRREMPENLWSKCDACGTMLFHRELSDNLNVCTSCGHHMAILPRDRFTTLFDGGVFSEVEVPVP
VADPLQFRDQKRYPDRMRSAQRMTGEKEAMLVAEGEIGRTPVVAAAQDFSFMAGSMGMYVGNAIIAGAERAVALGRPFIL
FSAAGGARMQEGILSLMQMPRTTVAVQMLKEAGLPYIVVLTHPTTGGVTASYAMLGDVHIAEPGALICFAGPRVIEQTIR
EKLPEGFQRAEYLLDHGMLDRVTPRGKLREELITIIRMLMGLPPAVIADLPPPASFSHGPARDDGDNGAETQPDLPNRSP
APPDAVPPAGGAKP
>ANB36945.1 bifunctional folylpolyglutamate synthase/dihydrofolate synthase [Rhodovulum sulfidophilum]SNK001
MSAASSDILLERMMALHPKVIDLVLDRVWRLLAALDHPETRLAPVIHVAGTNGKGSTLTMIRAGLEAAGARVQAYTSPHL
ARFHERVRMADGPIAEAALAAVLEECERANAGAPITYFEITTCAALLAFSREAADYCLLEVGLGGRLDATNVIEAPRLTV
IAPVSVDHQQYLGETLAEIAAEKAGILKRGVPCVVGPQEEAAMEAIGARAARLGAPLIAHGQHWHVWEERGRLVFQDERG
LLDLPMPRLIGAHQVVNAGAALAALRALGQDETACEAAVTRAEWPARLQRLRHGPLVETAGPAELWLDGGHNPAAGIALA
EAVRRLPTRPLHLVCGMLNTKDVTGFMRPLAAVAESLTAVSIPGEAATLPAAETCSAARGAGLDAETAGDVQEAVSRIAA
RTPGARILICGSLYLAGRVLRENG
>ANB36946.1 ATPase [Rhodovulum sulfidophilum]SNK001
MSETLKDLYDARAAGGDLRPDPAQIEALVPLERIRQALENPPPAPRGGFFRKAPPPEPVRGLYLWGGVGRGKSMLMDLFF
EAVAIEGKRRVHFHAFMQEVHRGLHAARAKGADDALKPVAAGIAEGLKLLCFDEMQIVDITDAMIVGRLFEFLFAAGVTV
VTTSNRVPDELYKDGLQRERFVPFIKMLEERLEVMELGSATDYRQNRLTGEGVYFSPSDRAARARMAAIWEDFTHGAGRP
LVLRVQGRQVELPLFHNGVARATFWDLCARPLGPADYLAVAQAVRVLILEDIPRLSSENYNEARRFVTLIDALYEGRVRL
IASAAAAPEMLYLEGEGSFEFERTASRLREMQAADWAKG
>ANB36947.1 hypothetical protein A6024_02770 [Rhodovulum sulfidophilum]SNK001
MIWAGLLVLMLLAAWPLAEALRRPMAARARSEAPGEIAALPRGRTHLVWEGPADGPVLVLLHGLTIGSHMLDRLAGGVAD
RGYRVLRYDLYGRGFSDRPRGPQDRAFFLSQLETLLEARGVGGELTLVGYSMGGAILTAFAAAHPGRVRRLVLLAPAGLG
QTPPRLADLAVRLPGVGDWLMAVIGGVVLRRMARAADRAYGLPGTLIAAQGAETRYRGFLPAVLSSMRHMLAEDLSGAHR
RLAEAGVPVLAIWGGQDEVIAAGARAGLAAINPAARQLLLPQAGHGLPVTHADAILAEIPAAPVQ
>ANB36948.1 haloacid dehalogenase [Rhodovulum sulfidophilum]SNK001
MPIDAVVFDIGRVLIDWQPEAFYDRRIGPDRRRALFAEVDLYGMNEGVDRGDDFGAAVAALAARHPGWEAEIRMWQDDWL
EMASPALPESVAVLKAVKAAGLPVFALSNFGNGPFEIARRAYPFFELFDRLYVSARLRVLKPDPRIYEILETDSGIAPER
LIFTDDKAENIAAAAARGWKTHLFEGGRGWAARLVAEGVLDAADLADGPLAHA
>ANB36949.1 hypothetical protein A6024_02785 [Rhodovulum sulfidophilum]SNK001
MTVYVDADACPVKAEALRVAERHGAEVLYVANGGLRPVDHPLARMVYVPEGPDEADKWIAERAGPGDVVITADIPLAAKA
VAAGARVLNHTGEAFTQANIGQKLATRDLMADLRAADPFRQGGGKGFGKADRSRFLDALERELSAATRR
>ANB36950.1 S-formylglutathione hydrolase [Rhodovulum sulfidophilum]SNK001
METVSENRCYNGVQGVYRHASEACGCDMTFGLFLPEEATLGPVPVLWYLSGLTCTHENAMTKAGAQQWAAEQGIALVFPD
TSPRGEGIADDPMYNLGTGAGFYVNATEEPWSKNYRMWDYIAEELPRVLTANFAIDAERQSICGHSMGGHGALTLAMAYP
ERYAAVSAFAPITHPSQSDWARKPIHAYLGEGKVDWTRHDACLSLRANGYAGPMLIDQGTGDQFIDALMPEALAAAMTET
RHPGFFRMQKGYDHSYFFISTFMEDHVAFHAEALYR
>ANB36951.1 rubrerythrin family protein [Rhodovulum sulfidophilum]SNK001
MIPGLSQRRRFSDLSEQEVLALAISSEEDDARIYRSYAEQLRADYPDSARVFDAMAEEEDGHRRRLIDTHRARFGEAIPL
LRREHVAGYYARRPVWLMRNLGIERIREEAERMEREAHDFYMRAAGRATDAATRKLLGDLAAAEAGHEAAADRLVETQLD
TDAVERERRTAHRQFVLTWVQPGLAGLMDGSVSTLAPIFATAFATHDTGTTFLVGLAASVGAGISMGFTEAASDDGAISG
RGSPLKRGIASGVMTALGGLGHALPYLIPHFWTATGIAMAVVFCELWAIAWIQKKYMDTPFFRAAFQVVLGGALVFAAGV
LIGSG
>ANB36952.1 hypothetical protein A6024_02800 [Rhodovulum sulfidophilum]SNK001
MTAKTDRIHKKRKFDQGLEGAREAFLRDGFKPASVAPILRRAGVSKATLYSDVPDKRRLFSEVMQRECDRLTGAARDRP
>ANB36953.1 Maebl [Rhodovulum sulfidophilum]SNK001
MPETKPPLLAVLIDADNIPARHAEPILKEITGFGEPALRRVYGDWSSDRLKPWADKVLTLGLVAHQETANTKGKNASDIG
LVIDAMDILHSGRFDGFVLVSSDSDFTRLASRIREHGLDVIGIGEAKTPVSLRNVCNRFVLIENIVEEPAPAAPRDKAQP
APTAAGKRPPQEVSELIIRAMDKINQEDDWFTLGQIGQFITADNPDFDTRTYGKRKLSDLVRELKRFETRQVGNQLLVRR
LD
>ANB36954.1 hypothetical protein A6024_02810 [Rhodovulum sulfidophilum]SNK001
MTRVTIFALAAAAATLAHAADATDPAVKARQEAMETIGKNMKSIADMAKGKADFDAQAAGAAAAVIAETADKVPGLFETR
ADDPESEAKPAIWDDFGDFTEKSEALQAAAGSADMASLDALRNSVGEIGRTCKSCHDDYRVKN
>ANB36955.1 hypothetical protein A6024_02815 [Rhodovulum sulfidophilum]SNK001
MSVIPPMPTPAERPSEQVAFHRSELGVILPLYGRMVAAGEWRDYGISCLRDVAIFSIFRRTAEHPLYRIEKRPRLRSRQG
MYSVIGMDGRILKRGHDLPGVLRVLERKLIRPVD
>ANB36956.1 NLP/P60 hydrolase [Rhodovulum sulfidophilum]SNK001
MSGPAGRDRRETPANDRVAAARLRGVVEAPRYAEPERWRVTRPVTDLLRAPEGPRERQLVLGEAFELLEMHDGFAFGWAA
RDGFVGYVAEAALAADGPAPTHRVAVPASHAYSAPDLKAPELMGLSFGSELRVVSAAGGFFETAEGWFVPRPHLRPLNVP
FRDPVTVAQLFFGVPYLWGGNSVWGIDCSGLVQAAWRAAGLDCPGDSDQQERVLGEALPEGMPFQRGDLLFWRGHVALAV
DAEVLIHANGHTMSVAYERIADAVARIEAQGEGRPTAHRRMPVGAD
>ANB36957.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]SNK001
MCPRFADPAAPSRPLFVVDETAFETWRSGRPAAEAAWLEATGFAAGLGELQLLPGPDGSVAGAVAGHGTAAARARGRFHL
AAIAGRLPEGAWHLETALTGADLEAEALGLLLSGYRFDRYRAQSAAPRASFTAPSGVDAARLEAMAAGEVLTCDLINTPA
SDMGPEALEEAVAELAARHGGTLEAIRGEALLARNFPMIHAVGRAAAQPPRLLDLHWGTSGPRLTLVGKGVCFDTGGLNV
KPASSMGLMKKDMGGAATVLGLASMIMALDLPLRLRVLIPAVENSIAGNAMRPQDILTARNGLTVEINNTDAEGRLVLAD
ALAYAAEEESDALISMATLTGAARVAVGPDIAPFYTDDEAVAGALGRAGGLLADPVWRMPFHAPYETMIEPGIADLDNAP
KGGFAGSITAALFLRRFVGAARYTHFDIYGWQPADAPARPKGGVGQGARAILGALPGVLEL
>ANB36958.1 hypothetical protein A6024_02830 [Rhodovulum sulfidophilum]SNK001
MRQDEPLRLDSERLADMFVDLGEVRASHLIVLSIDRLETLIEGLHLAIGQMPPGDCIDLTGQIRALGDAMGMISLSSAAR
NVSRAAQSGDPVAIDATLARLKRVAVRSFRLAEELQHRSG
>ANB36959.1 carbonic anhydrase [Rhodovulum sulfidophilum]SNK001
MKNARPLPSYLVQRYHGWKATTHAENKAWYRRLAEEGQRPRAMIISCCDSRIHVTSIFGADEGEFFIHRNIAGLVPPYAP
DGDHHGTSAALEYAVTVLKVANLLVVGHSNCGGIRGCHDMCAGLAPQLEEKTSFIGRWMDLLRPSYERQAGIADETERLR
AMEKEAVLVSIENLMTFPFVQAAVESESLTLHGLWNDIGEGVVECYDPDSARFLPV
>ANB36960.1 hypothetical protein A6024_02840 [Rhodovulum sulfidophilum]SNK001
MRALALCLILVPLPGWADDILVSSRVEAVTLFPDGAAVTRSADFELPAGTHRLILADLPRTTPLATVRVSVEGATLGSVS
SRRDFVLPRGAETSPEVAEAEAEVERRRTALDAAMAEISRIRAGAQGAEARAAFLGRLGQGEGAAAMGVEDLQALARMIG
AETETALTDSIAARGRAAAAERGLEPLREALAEARQALAALVPEEEARAMLAITVTAADGPAEGSTEGKVTVGYTVNTAR
WMPVYDIRLDRAESRVTIERGALVSQETGESWTEVALGLSTARPGGQTGPSELRPLLRRISDPGEEAEASIVAGEVLRLA
TGRGAIAAAAPPVRARATAFDGLAVHYDYPVAVDIATGADNLRLALGDLEMPADLLAEAVPERDDSAYLMASIVNGSDEI
VLPSAQAMFYLDGRFVGQQPIELIPAGGKALLPFGPIDGLRLTRTVQDRNEGDRGVLTKSNERSEVVRIAVENLTDETWP
LRLLDRVPYSEQEDLKISWQADPAPSETDPDGRRGILEWRFELAPGATREVALSHRMVWPEGKVLD
>ANB36961.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SNK001
MGYKVAVVGATGNVGREMLNILAEREFPVDEIAALASRRSLGTECSFGDKIVKTQDLATFDFTGWDIALFAIGSDATKEY
APKAAKAGCIVIDNSSLYRYDPDVPLIVPEVNADAIEGYSKKNIIANPNCSTAQMVVALKPLHDRAKIKRVVVSTYQSVS
GSGKEAMDELWNQTKGMYVPGQEVEPSVYPKQIAFNVIPHIDVFLDDGSTKEEWKMVAETKKIVDTAIKVTATCVRVPVF
VGHAEAINIEFEEFLDEDEARDILREAPGIMVVDKREDGGYVTPAECVGDFATFISRIRQDSTIENGLNLWCVSDNLRKG
AALNAVQIAEVLGQRVLKKG
>ANB36962.1 capsular biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MIAYLAGWTRRKDAIFRAIAAAAGGGHRLPLIGLSFRGFPETRTRTAEALAVAKRQPKGRLGRALKRALIAAQYNWSRRY
FSRHPERLAVCWNGLTGSRRAFMEGAADAGAGRIFAELAPFPGRVTLDPAGVNARNGLPRDPGFYLDWAAADPSRQGEAW
RGLGRGLVARASRRADVGQAGAGALSDTGPFLFCPLQVPNDSQITMFAGWVESVEGMIAALARASAALPPGWHIRLKEHP
SAKTSLAEPLAAALADAGGRLVIDNATDSFAQLAASQGVITINSSMGLQAFFHDKPVIVLGEAFFAIPGLTSPAESEAAL
AALLAAPGDLDFDPALRAAFMTYLDRVYYPKIEETPDGVHIDAAALARILAAARS
>ANB36963.1 beta-mannosidase [Rhodovulum sulfidophilum]SNK001
MRPDPVIATPGLVAPRLAALGLAALILATAAPAEPVEAPPGEMPFGVYDPDGAFADDPEVSIEHLFLPWEDVYLPSLIDA
DAYARARGRSVLATIEPWTWNRSERNTPDMLQEGIASGDYDRYMASICAVLNLFESPVTVRWAQEMEDDSGQFIWAGWDP
ETYKAAYRRMVDICRETAPEVAYMWSPLGEEGLEAYYPGDDYVDIVGLSVFGLQPWETAILGEEQSFRSILAPRYARVAA
FGKPVVVAELGYSGREDYVAKWTSEVRQIFPEFPNLVAVIYFNQIEVYPWPDGYGLPDWKVGDRIIAP
>ANB36964.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]SNK001
MSKPVPVLVTGGAGYIGSHTCRRLSDAGYRPVVFDNLSTGHADAVRWGPLVEGDTRDRAALVRAIRSHAPVAVIHFAAAA
YVGQSMRDPGFYYDNNVGGMTGLLSACAETGLGRVIFSSSCASYGLPAALPITEATPQAPINPYGRTKLIGEQMLADFGR
AHGLRHVALRYFNACGADPAAGLSERHDPETHLLPLALFAAAGRGPALKIYGTDYPTPDGTCIRDYIHVADLAEGHLLAL
RHLERGGGDLQVNLGTGRGQSIREVLAAVERVTGRPVPVSLHPRRPGDPPALVADPSRARAALGFEARHRDLDGILRDAA
LALGLEVADAGSA
>ANB36965.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SNK001
MACYEVKGRNNYYIEFGQGRPILLLHGISNSGRAWGPQIPALVAAGYRVIVPDHAGHGASDPLTAPFGVADIADDTEQLL
ARLGIETLDVVGLSLGGMVAFELALRRPTGIGRLVVANSFENTATPEFRAMSEGWAIVFEQPHGPVTRLEQNWLVSVSEA
FRNTPEGMRTYQVWHGIAATSHGPSLAHVARGIAGFDISGRLAELAMPTLFIAGELDRMSPPDLSRRMAEKTPQAKLCVI
EGAAHISNADSPEDFTARLLRFLSSQPE
>ANB36966.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MEGGNLSRFSERFLFSAAILVVGINLRPTMAAIGPMLDVIQRDTGLSDTGASLLTTLPVALMGICLLFTSRLKTLFGARN
GIILGLALILLGNLLRWPWSSAALLLVTAILGGIGIAMVQALLPIMIRHRAGASAAGLMGLYSTAIMAGAFLSGTFSPWI
AQASDWQPALGIWAVPALLGGLIWWRVTDPRARVPEDRPYFPVSRAPRAWLLLAFFGLGTGAYTLVLAWLPPFYTGLGRS
AETAGLMLGVVTLAEVVAGLVVSCWVSRSTDRRPAIFTAIGALFAGLLGLIFAPLALAWPAAVFAGLGIGALFPLSLIVA
MDHGDNASAAGAIAGFVQGGGYLVAAALPLIAGLLREYLSDLTLAWGLMAGLCVVLWLIAIRLRPGQRITF
>ANB36967.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDRARKAAGQWAREKPHLDIGPMVLLGRLGEAALVISRDRLNPVFAEFDLQPGEFDVLATLRRSGAPYAMTPTHLYEAAM
ISSGSMTNRLNRLEQAGWVKRQPNPEDRRGTLVALTPGGLALIDKAVESHVANMRTIVSGLTEREQDQLSQLLEKLLASQ
GS
>ANB36968.1 nickel ABC transporter permease subunit NikB [Rhodovulum sulfidophilum]SNK001
MKAFILRRLLLLIPMLFGASLVIFLMLRLGPSDPALDYLRLSKLPPTPQALADAREMLGLDRPLATQYLDWIGRALRGDF
GTSYALQRPVLPDILHFLPATMQLAGTALAFTLLVSVPLGIWAARYRDRWPDHAVRLVAFLGVSVPNFWLGFLLVLVFSV
HLGWLPPMGREGPASLVMPVIAVALMSLAVNARLLRASMLEVAGQRHVRYARLRGLPPRMVERRHVLRNAWLPVITATGM
HIGELLGGTLVIESIFGWPGLGRYAVSAILNRDYPVIQCFTLLMVVIFVLCNLIVDILYALADPRIRQATQAPQ
>ANB36969.1 nickel ABC transporter permease subunit NikC [Rhodovulum sulfidophilum]SNK001
MSLALNRRQAGPVWRRLRLGAACLIVALLVLAALVGPALAPFEPDAVDIVHRLQPPGEGHLLGTDHLGRDIFSRLIAGTR
TSLGCVAATLVLILIMGLGLGGLSGYAGGRIDQAIMRVADIFMTFPTLILALFMIGMLGTGLVNVIIAIALSHWAWYARI
ARGIVMSMRHRDFLLAARLAGASRARIFIEHLLPATFSQMIVLATLDVGHMMLHVSGLSFLGLGVQAPTAEWGVMIADAR
QFVWTAPMLIFWPGLALFLTVMAFNMLGDALRDRLDPGLVGEAAH
>ANB36970.1 nickel import ATP-binding protein NikD [Rhodovulum sulfidophilum]SNK001
MTRVLTIEGLSVSAAARPLLRDLSLEIAQGRTLALVGASGSGKSTACAAALGVQAGNLEVSGQVCLDGNPVPPDRLRGRV
VASILQNPRSGFNPLRTMRDHMRETCRALERPWAEDTARHLLAEVGLEDPDRVLGLYAFEMSGGMLQRVAIALALLGGAP
FLFADEPTTDLDLVVQARILDLLERSRDRARLGLLLITHDMGVVARLADEVAVLEAGIVVERGPVGQIFHAPRHPVTRML
VAAHLALYGKELPA
>ANB36971.1 hypothetical protein A6024_02910 [Rhodovulum sulfidophilum]SNK001
MSDSVSTGFGRLRAMTPARVRLDAAAGPTPLGALLDFQEAHAGARDAIHARPDWDALAAALAPLATIRVQSQAVERSIYL
RRPDLGRRLAEPVDLPRAGHPLVVVVGDGLSAPALAHAAPVIAALRPALPELDTTPVILAEGARVALGDDIARRMGAAMC
LMLIGERPGLSVSDSLGAYLTANPVPGTRDSARNCVSNIHRMGGLSPEAAAARIAWLIDAARKLGRTGVALKDESGTRPV
GTLAP
>ANB36972.1 ethanolamine ammonia-lyase [Rhodovulum sulfidophilum]SNK001
MPRYSATAGGERFVFGSLARLLAAATPERSGDQLASIAAESATERVAARRALADLPLAEFLTEAVVPYEEDEVTRLILDT
HDRAAFAPFAAMTLGDFRAWLLSPAADAARLAEAAPGLTPEMVAAVSKLMRNQDLIRVARKVEVVTGFRNTIGRSGTLST
RLQPNHPADDARGIAVATLDGLLFGAGDAVIGINPASDNLENCAGLLSALDEMVASLAIPTQTCVLTHVTNALRLIEGGA
PVDLIFQSVAGTEAANEGFGVSLSVLAEAHEAGRALGRGTVGDNVMYFETGQGAALSAEAHHGVDQQTLEARAYGVARAF
RPLLVNTVVGFIGPEYLYDGKQIIRAGLEDHFCGKLLGLPMGVDVCYTNHVEADQDDMDVLMTLLTRAGVTFLITVPGAD
DVMLGYQSLAFEDIGYLREVTGLRPAPEFEAWLARMGLAQGAAALPDPAALGKRMGILT
>ANB36973.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]SNK001
MTGALVTDQMMAAACAAAGLSDADARPGPAPLASPSYLALESASILTAGGVFLKVMHPEMREGFDLDAAMTLARQAGAAG
VGPRVLWSDAGQGAIAMEALTEAGGWRRAMQKDLQEAPVLAGAMAALKALHATPALSNRFDPFAQIDALIAEYRRLGAPL
PDDIDWLRRLIGAAEPVLRAGATLAPCRNDGSASNLMLGPDGAVLLVDYDRAGMNDPLYDLGALLAETTDFERDMQAGFV
AYAGCFDETGFARARLWSFVDDMLHALWSRLKARTSVRGGVEWLKYGEWRLMRLRMALNHPGFEQKIRLAGGAA
>ANB36974.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]SNK001
MPEMPSLARIDADLLHGLMEKVSEFGSTGDGGVDRPVLTDAHKAARDWFRSELTARGYTVLVDAIGNLFGRIDLAGPDAP
LVMIGSHLDSQPRGGRFDGAYGVMAALAAIESFRRDVRKPRCNYVIADWMNEEGARFQPSLLGSSVFAGLVDLDWALARR
DRDGKSVGEELVRTGYKGTDPAPRPDLYLEIHIEGDAKMETAGARIAPFLRHWGALKVRIEVTGEQNHTGPTPMEDRKDA
VLGAAHIIAEIRRLADIAEDTLYTSVARVDISPNSPNIVPGKAVLFCELRAPEPAMLDWSEASLRAALPELAAKAATHAE
IVSIDRRPAGKFDPRLARLTERVADDFGLPRMQLDTIGGHDAVAVNAILPSLVFAVPSVGGVIHRNDEYTSPEDLAAGGD
VLTDMVRRIDRAGGDLDFALGANA
>ANB36975.1 glutathione ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MALDMTATPDRLLPDTLLSVRGLNVVAGDRPILTDISFDLAPRSILSVIGATGAGKTVLARALASWLSAPLRVTGGEIRF
RGRDLVADPAHARNLAGREIAYVGGNPAGALDPTMTVGAQLVEKLRAVRPDISAEAARQKAIRLLEAVHIPSAARRFHEY
PFQYSGGMMQRAMIVDALISDPALLIADNITQPLDVTVAAQILKLMRELNSEFSTAILFICSSLPVACDASDEVMVLHEG
RVVERQTPAALVAGPEHSYTRALIAELPTLWQDGQTGAGRDIDRNRRAIMSVRGLAKAYEVRARGQAGVSRVQAVRNVEF
DVFPGDNFGVVGESGCGKSSLMRLLTGLERPDAGSVFFEGENVAAASPRRLRELRRRFQLVLQDPYGCLPPQSAIGAILE
EPLKIHRIGNAAERRDRARAVMAEVGLDDSLYRSLPTGLSAGQRQRLNVARAMILEPRLLIMDETLSALDQTEQGKLLDL
FDKLQAQHGFTYIFISHDLTMVRQVCSRIAVMYLGETVEVAPNERLFFDPGHPYSRALLSAAPTLEERRYRPEDCLLEGE
PPSPIDLPPGCAFASRCPQAFDRCRAENPALRARGGHALAACFLNPEPDIALPENALPETATETPHA
>ANB36976.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTSTDMPLAMTGPETGRRVSTRIWQTAFASVEFRIGLTVFVLLLLAALLYPELSGIDPTKMNIRAKLTPPVFMGEGWSWA
HPLGTDQLGRDMLSRALVGLRYSLLIGVSTTVLMLLAGAMIGLFSGYFGGRTDTVLMRLTDAQLSIPMIILAITILGVSR
PTIPSIILVLGLAGWPVYARVMRSTVMSERKKEYVRGAMVLGATDLRIMFTLLLPLVLPPMAFVAVLDIARMMIFESVLG
FLGLGVQPPTPTFGNVIADGRKYLMNAWWIATMPGVFLVLTLTSINLMGASLERARNAIYGGA
>ANB36977.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MFILRFLARRLGQGAIIIFLVSALIFTLLRVVPGDPVRLMVGGMAPDTLVEEIAAEMGLRDPIYVQFGRYMGNVLQGDLG
ESFVRPASGAAVGGASFDDSTRGERAKVLDLIAETAPMTLQLALLAMVFALMIGVPIGVWGGLYPGRLPDRLALYSSSLF
VSLPNFWLGIVLALLLSVKLNLLPAIGYKGFSYTILPALVLAVEIAPFIIRTLTVSVAGVMGQSFIDIARVRGLSRNQIV
FRHALKNSAVPLLNLLGVQFSMLLGGVLVIEFIFDYPGLGLLTINAVMQRDFPLIQGIAIVTAAVFVLINIAVDLLATAI
DPRLDY
>ANB36978.1 diguanylate cyclase [Rhodovulum sulfidophilum]SNK001
MDRRSFLRYGALAGTALGAARINPDFFFSSAFAQEARPLVFLSAENITGNWDPTAHTTLSQTNIEGFVMGYLTRAPMRPD
DPEKVVYELATEITELDAHRLQIKLRDGITFHDGKPFTAEDVKATFEYGAQLDRPKQVYPGGPDTFAVETPDDHTVIVDT
SKGGYGASLFIFLASYLPILSAKDVAGGPKGPLSQRLNGTGPFRFVEQRGNDTVMEAYEGYFRGAPKVTGVTFSFVGDAT
TRMLSLMNGQADVIERLEPEQVETLEARDDIKISRLVSVENKYLWFRCSKPPFDDWRVRRAACHAIDRSMIMEIMGSAGE
ASSNFISPIKFGYIDLENYPEYDPDECQRLLAEAGYPGGEGLPELEYITSTGFYPKTKEYGELIAALLQEQGFPVKLNVM
EVAAWNERLYDRPGGGPGHMVDCGWSTGSPEPDLVLRTHFHSSAKRICGIVDPEIDAALDAERDAPSLEARKESLQTNLM
PMLADKAPALSLFTSVLIHGMRSNVDGLFIYPDGQSDASRTTLS
>ANB36979.1 histidinol phosphate phosphatase [Rhodovulum sulfidophilum]SNK001
MGELGDALRFANDTADEAGRVALKHFRQALDVESKADDSPVTLADRAVEALMRDRIMARFPGHGIFGEEQAPLRPDSDHL
WVVDPIDGTKSYVTGNPLFGGLMALLKDGAPCLGQIDMPALGERWCGVEGQATTLNGRPCRTSACTDPAEAFAYTTDPML
FSGADSEVLEMLRRSVRMLRFGGDCYAYALLASGHCDLVLETGLQPYDYLPLVQVIRGAGGVITDWQGQALGVGSAGEVL
AAATPELHRAMLDRIARLRAGQAA
>ANB36980.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MQPYERHAKILERLGHDRRVFTAQLARMFDVSHETVRRDLLEMEQSGSLTRVHGGAVAADREILPEPAFSERRVVHADKK
AAIGALAATLIPPGSTVFIDAGTTTCAFARALAREGEMRIITNSIEIAQLAGPARDCDTLLLGGRPHTDVPATYGEMTLS
EIDRFLADYAVLSPVGLHADRGATDYALHEAEVARAMMRRSRDCIMLCHSEKIGTESRVSICRLDEIDHLVTDDAADRSL
RLPRGEIHYAETRPGL
>ANB36981.1 DNA-binding protein [Rhodovulum sulfidophilum]SNK001
MAKPMTKTQLVAALAEEMEADKKTASAALEAMTAIITREVAAGGSVTLPSVGKIYCRERPERMVRNPATGEQFKKDADKV
VKVTIAKALKDSVNG
>ANB36982.1 AMP nucleosidase [Rhodovulum sulfidophilum]SNK001
MPDQSDLPLSSPSLPDAEAFTDAAAAVGRLVELYETATGFLRARFAEVLSGSAPHARFRAVYPEIRFTTVSHALVDSRLS
FGHVAEPGTYVTTVTRPDLFANYLRQQIGLLLENHGQPVMIGPSTTPIPIHFAMGSAGVTVPQDGALEVPLRDLFDVPDL
TTTNDDIVNGTWTMPEGAARPLAPFTAQRVDYSLARLAHYTATAPEHFQNHVLFTNYQFYVEEFEALARRALADPDSGYT
ALVGPGNAEIRAPETQLPVPLKLPQMPSYHLKRADGQGITLVNIGVGPSNAKTATDHIAVLRPHAWLMVGHCAGLRNSQR
LGDFVLAHGYLREDHVLDNDLPLWVPIPALAEIQVALEDAVEEVTRLEGYGLKRIMRTGTVATIDNRNWELSDQTGPVQR
LSQSRAIALDMESATIAANGFRFRVPYGTLLCVSDRPLHGELKLPGMASDFYKTQVARHLAIGVRAMELLRDMPLERIHS
RKLRSFEETAFL
>ANB36983.1 NAD(P)-dependent oxidoreductase [Rhodovulum sulfidophilum]SNK001
MTGTLLSIGHGYSARELAQSLEPGWRVIGTSRSAEGAEALRRTGIEARIWPGDDLGPDLAAATHLMTSVPPGASGDPVLA
ALGETLRAARHLRWVGYLSTTGVYGDHGGDWVDETAPLTPATSRGEARVAAEAGWAALGLPLHIFRLAGIYGPGRSPLDR
VREGRAQRIVKEGQVFSRIHVADIAQVLAASMAAPDPGAIYNLADDEPAPPDEVIAFAAEMLGLPVPPAIPFEKAELSPM
ARSFYAESKRVRNDRIKTELGVHLRHPDYRAGLAALLETERAAMIR
>ANB36984.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]SNK001
MNKRPNTPLLDGIVSPSDLKALSDAQLGQVAQELRQEVISAVSETGGHLGAGLGVVELTVALHAVFDTPRDKLIWDVSHQ
CYPHKILTGRRDRIRTLRQQGGLSGFCKRSESEYDPFGAGHSSTSISAALGFAVARDLGTAPEAGVGDAIAVIGDGSLSA
GMAYEALNHAGHLGKRLIVILNDNEMSIAPPVGAMSRYLNRLYAGAPFQEFKSIAKGAIRHLPEPFQEGAKRAKDLVKQV
TVGGTLFEELGFSYVGPVDGHDLDQLLAILRTVKTRATGPMLIHAITKKGKGYAPAENAPDCGHGVSKFDIETGVQKKTP
ANAPSYTKVFAEALIREARTERKIVAVTAAMPDGTGLNLFAERFPERIFDVGIAEQHAVTFSAGLAAGGQKPFCAIYSTF
LQRGYDQIVHDVAIQRLPVRFAIDRAGLVGADGATHAGAFDTAFLANLPGMVVMAAADEAELVHMVATAVAHDEGPIAFR
YPRGEGVGVELPEKGVPLEIGKGRIIQEGKRVALLSFGTRLKEVREAAQALAAEGIEPTIADARFAKPLDEDLILRLARE
HEALITIEEGAIGGFGSHVAQLLAERGVFDNGLKFRSMVLPDTFIDHASAEAMYADARLNAADIEAKLREVLAGGAAQAA
LRA
>ANB36985.1 farnesyl-diphosphate synthase [Rhodovulum sulfidophilum]SNK001
MFQSSLKSAAERIETRLTEALAGAADQPVTQAMRYAVSGGKRLRGFLVLESAALYDIAPEAAVDAAAAVEALHAYSLVHD
DMPCMDDDDLRRGQPTVHVKWDDGTALLTGDALQTLAFELLSAPACHPDPAVRIDLVASLARASGIDGMVLGQAQDIAAE
TAGRSLTLDEITELQANKTGALIRWSAEAGARLARADIAPLTAYSTALGLAFQIADDILDVEGDAAKTGKRVHKDAEAGK
ATFVSLLGLDGARARALALVEEAEAALDPFGGRADPLKAAARFVISRES
>ANB36986.1 exodeoxyribonuclease VII small subunit [Rhodovulum sulfidophilum]SNK001
MTEKPIGEMTFEDAMRALEEAVAALERGEVPLEESIALSERAMKLRQHCEAKLRDAEAKIEAMTLDGAGNPTGTKPAEGL
>ANB36987.1 acetoin utilization protein [Rhodovulum sulfidophilum]SNK001
MTTAFLTHPDGLDHATPPGHAECADRLRAVTGALTTEGFAGLLREEAPLADEAELLRAHPQDYIDAVKAAIPAEGTVPLD
PDTHVSPGSFRAALRALGGTLRAVDMVMAGAAANAFVAMRPPGHHAEAARAMGFCLFSNIAIAAKYALDRYGLARVAVVD
FDVHHGNGTQDLLWSEPRTLFVSSHQMPLYPGTGEAAETGAANNVLNLPLAPRSDGRAFRAAFEAHALPRLEAFAPELVL
VSAGFDAHAADPLAELAWRTEDFAWITHRLCDIAETHSGGRLVSTLEGGYDLEALGASAAAHVAVLMERGA
>ANB36988.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MTGEAELHLLIVDDDERIRELLRKFLMRQGFWISTARDADHARKLLQGLEFDLIVLDVMMPGEDGIALTRALRQEIATPI
LLLTARGETSDRIRGLEAGADDYLPKPFEPKELLLRINAILRRVPQVRSEIELPQVLQLGPVRYDVGRGELWQGEERVRL
TATEAQLMKIFSANPGEAVSRTRLVEELGRDGGQAQERAVDVQITRLRRKIENDPKQPRYLQTVRGEGYMLAPD
>ANB36989.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAQIAPAVTQKSGESLLFLTDEQLRKGIEAMFFAYRGFTADPDRILEERGYGRAHHRAVHFIHQAPGTTVNNLLSILGVT
KQSLNRVLRALIEDGLVESRVGHRDKRERHLYLTEAGLDLEHHLSDAQRARMRDAYRAAGPAAVAGFRQVLEAMMDPEMR
RHFHRITERGA
>ANB36990.1 branched-chain amino acid aminotransferase [Rhodovulum sulfidophilum]SNK001
MTGYDDRDGVIWMDGKLVPWRDANVHILTHAMHYASAVFEGERAYGGKIFKSHEHSERLKRSANMIDFEIPYSVEEIDAA
KAEVMKANGLTDCYVRPLAWRGSGPDMGVAAAQNPVRMAIAVWEWGAYYGAAKMKGAKLDIAKWKRPDPATAPSQAKASG
LYMICTMSKHAAQAKGCSDAMMFDYRGYVAEATGANIFFVKDGEVHTPKADCFLNGITRQTVIGLLKDKQIKVHERHIEP
AELEGFQQCWLTGTAAEVTPVAEIGDYNFEVGALTHDIAETYETFVRA
>ANB36991.1 hypothetical protein A6024_03015 [Rhodovulum sulfidophilum]SNK001
MNPSRAIGLKLTSVTLFVVMSALIKAASEQGVPPGETVFFRSFFALPVILVWLVWTGQLGAGLRTKDPLGQFWRGLVGGT
AMVLNFAALGILPLPEATAISYSSPLLVVIFAAMFLGEKVRLFRLSAVALGLLGVLVVISPRLSSFGTDAVDARATLGAV
VALGGASCAALAQVFVRKLVQTERTSAIVFWFSVVATVLSLFTIPFGWVMPSPGAAAMLILAGLVGGLAQICLTSAYRHA
EAGLVAPFDYASILLALVIGYFVFAEVPTPMVLIGAGLIISAGVFIIWRERQLGLERGRARKGITPQG
>ANB36992.1 glutathione S-transferase [Rhodovulum sulfidophilum]SNK001
MNRLYHMPLSPFCRKVRLVLAEKRIEVELVEERYWERDADFMRRNPAGKVPVLRMDGRIMAESQAICEYLDESFPDPCLL
PGSPAERCEARRLVFWFDDKFHHEVTSKLLYERVNKKVTKSGYPDSRNVKAGATAIKYHLDYMGWLLDQRRWLAGDVMTL
ADFAAAAHLSCLDYISDVDWNRNAAVKDWYAKIKSRPAFRNILADQVPGFPPPRHYANLDF
>ANB36993.1 hypothetical protein A6024_03035 [Rhodovulum sulfidophilum]SNK001
MADLIAVAFDDESKAFDMRGEMVRMQKDYLLDMEDVVVVTRDAEGKVKLHQAVNLTAAGAVGGSFWGLLIGLLFLNPLLG
LAVGAGAGAISGALSDIGIDDGFMKELGETLTPGSSALFVLVRKATGDRVIERLREVNVEGRILRTSLSKEDEATLREVL
EKSRATAE
>ANB36994.1 glutamate synthase subunit alpha [Rhodovulum sulfidophilum]SNK001
MTKYDAAWVAREEAKRAFVAENGLYSPEDEHSSCGVGLVVSIDGKPSRKVVENGIDALKAVWHRGAVDADGKTGDGAGIH
VQIPVPFFYDQIRRTGHEPHADRLIAVGQVFLPRTDFGAQEVCRTIVETEVLRMGYYIYGWRHVPVNTDVLGEKANATRP
EIEQILISNSKDVDEETFERELYVIRRRIEKAAAAAHVPSLYICSLSCRSVIYKGMMLAEQVAEFYPDLKDDRFESAFAI
YHQRYSTNTFPQWWLAQPFRMLAHNGEINTLKGNLNWLKSHEIRMASSAFGELAEDIKPIVAQGSSDSAALDSVFEVLVR
AGRNAPMAKTMLVPEAYSKQTTDEMKPAWRDMYAYVNSVMEPWDGPAALAMTDGRWVCAGLDRNGLRPLRYVVTGDGLLI
AGSESGMVPTEESAVLEKGALGPGQMLGVDMATGKLFRDSEIKDMMAASQPFGEWLDTVSEIDEVLGDLPENVLFDGADL
RRRQIAAGYTIEEIESILMPMAEDGKEALASMGDDTPSAVLSEKYRPLSHFFRQNFSQVTNPPIDSLREYRVMSLKTRFG
NLRNVLDEDGSQTRIVILESPFLGNAQFNELVKHFSVPMAEIDCTFPPGAGPEALRLGLQRIRNEAEDAVRSGAGHIVLT
DHHQGEDKVAMPMILATSAVHSWLTRKGLRTFCSLNVRSAECVDPHYFAVLIGCGATTVNAYLAEDTLADRIKRGLLDCS
LTEAVSRYRKAIDLGLLKIMSKMGISVISSYRGGLNFEAVGLSRAMCAEYFPGMHSRISGIGVTGIQRKLEEVHRLGWKG
GQDVLPIGGFYKARRTGERHAWEASNMHMLQQACNTASFEVWKQYSAAMRSTPPIHLRDLLDIKSLGKPVPLEEVESITS
IRKRFVTPGMSLGALSPEAHKTLNVAMNRIGAKSDSGEGGEDPAHFYPEPNGDNPSAKIKQVASGRFGVTAEYLNHCEEL
EIKVAQGAKPGEGGQLPGMKVTDLIARLRHSTKGVTLISPPPHHDIYSIEDLAQLIYDLKQINPRCKVTVKLVASSGVGT
IAAGVAKAKADVILISGHNGGTGASPATSIKYAGLPWEMGLTEAHQVLSMNNLRERVTLRTDGGLRTGRDIVMAAMMGAE
EYGIGTAALIAMGCIMVRQCQSNTCPVGVCTQDEKLRGKFTGNADKVVNLITFYAQEVRELLSQIGARSMDEIIGRSDLL
NQISRGSAHLDDLDLNPLLIQVDANDRPTLDRTRSRTEVPDTLDAEILRDAAPFFEDGEKMQVSYAVRNTDRTIGTRVSS
LIVQRFGMRNKLQPDHLTVKLAGSAGQSLGAFGAPGLKIIVAGDANDYVGKGLSGATIVVRPPLSSPLVASENTIIGNTV
LYGATEGYLFAKGRAGERFAVRNSGARVVVEGCGSNGCEYMTGGIAVILGTIGANFGAGMTGGMAYLYDPEGAAAEKINP
ETLVTCRIAVQHWEAELKGLISRHFDETGSPKARDLLTHWELEKGNFLQVCPKEMLPHLSHPLGIEERAVPAE
>ANB36995.1 hypothetical protein A6024_03045 [Rhodovulum sulfidophilum]SNK001
MSDTTLKGHCLCGAVTVEIDLAHRVLGACHCGMCRKWTSGPLMAVHTTQPIRAEGPVKTYASSQWAERAFCSECGSSLWY
AFTAEGAHKGHGFVSAGLFEGTLDLPLNSEVYIESKPAGYAFAGDHVRLTEVQMMASAADGMSMGSTGSEGEQQ
>ANB36996.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAQQKMLQFVRVAKETPEKREADDRAQDFGEIYAEFAAEKAAEQASRCSQCGVPFCQSHCPLHNNIPDWLRLTAEGRLEE
AYAMSQATNTFPEICGRICPQDRLCEGNCVIEQSGHGTVTIGAVEKYITDTAWEEGWVPPIAPVEERSESVAIIGAGPGG
LAAADRLRRAGLQVTVYDRHDRAGGLLTYGIPGFKLEKDVVMRRVEQLEKGGVEFVLNCNVGTDISFDAIRGKHDAVLIA
TGVYKGRDLTGPGAGAQGIVAALDYLTASNRVSFGDEVPEYLSGALNAEGKRVIVVGGGDTAMDCVRTAIRQGAVSVKCL
YRRDRANMPGSQREVQNAEEEGVDFVWLSAPNGFAGDPVSSVMVQKMRLGPPDASGRQSPEVIEGADYAEPADLVIKALG
FEPEDLPALWGEEALEVTRWGTVKADFRSHETSLPGVFAVGDIVRGASLVVWAIRDGREAADSILDFLAQPAQVAAE
>ANB36997.1 undecaprenyl-diphosphatase [Rhodovulum sulfidophilum]SNK001
MTLFHLFLIAVIQGITEFLPISSSGHLILLPGLTGMADQGHIIDVAVHVGTLAAVILYFRKDAMLALGGLTRVARGQIDT
PGAFLALCLIIATIPVMAVGLVLELTGLEDMMRSIAVIGWTMLIFGLVLWVADTRFPATRKANSWTLKHALIMGLWQVLA
LIPGTSRSGITITGARMLGYDRVGAARLSMLMSIPTILASAVLVGGKAATEADMAVLRDGAIAAGFTFVAALAALAVMMR
LARSVSFTPYVIYRVILGLVLLWIAYT
>ANB36998.1 3-beta hydroxysteroid dehydrogenase [Rhodovulum sulfidophilum]SNK001
MSKLVTIFGGSGFVGRYVARRMARAGWRVRVAVRRPNEALFVRTYGAVGQVEPVLCNVRDRESVRRALQGAEAAVNCVGI
LAETGRNTFGLVQHYGALHIAEEARAAGVERLVQISAIGADIESDSGYAETKGRGEAAVRESFPDAVILRPSLVFGPEDQ
FFNRFAQMARFSPVLPVVGCYTRFQPVYVDDVAAAAAKAAMGEAAPGIYELGGPEIRTFGELMEEMFTVIGRPNRIVLPL
PLALGAAMGTVFDLVQSLSLGLIENKVVTRDQVRNLGRDNVVGEGLPGLAELGIQPTAMEAVLPEYLWRYRPAGQFYDVR
EAAKRLKS
>ANB36999.1 3'-5' exonuclease [Rhodovulum sulfidophilum]SNK001
MANFLHKNDLPDDLDLGPMVAIDCETMGLNPHRDRLCLVQMSAGDGDAHMVQIAQGQTEAPNLTRMLADPDTLKLFHFGR
FDIAILEHTFGVTTAPVYCTKIASKLVRTYTDRHGLKYLLQELLAIDISKQQQSSDWGAAALSPAQLDYAASDVLYLHRL
KEVLDGMLAREGRSEIARACFDFLPTRARLDLSGWPETDIFAH
>ANB37000.1 D-arabinose 5-phosphate [Rhodovulum sulfidophilum]SNK001
MTPETCLSIGRRVLRIEADAVHRLAEGLDQEFIRAVETILGATGRVIVSGMGKSGHVARKIAATFASTGTPAHFVHPAEA
SHGDLGMVARGDVCLVLSNSGETPELADIVAYTRRFGIPLIGVAGRPRSTLLRQADVALLLPSADEACPMGLAPTTSTTM
TLALGDALAVALMEHRQFTPEHFREFHPGGKLGARLSKVADLMHKGEDIPLVATGTGMAEALIVMSRKSFGVVGVTTPDG
RLAGVVTDGDLRRHMAGLLERSVDEVMTANPLTISPDVLAEKAVALMNERKITCLFAVGADGRPGGILHIHDCLRAGVA
>ANB37001.1 hypothetical protein A6024_03080 [Rhodovulum sulfidophilum]SNK001
MQAHDNAYSRFIAAAKIVLPLAALGLLSTLFMISRDHGGGDDGLPPRTRVEIEGLLREQRLGAPNYAGVTRDGTAISMRA
DTARTDPDTPGRSEASNIQARLDLPDGSSAEIEARTGAIETDDQVAVLEGDTRISTSTGYRIETDRLRSAFADTRVEADG
PVDAEGPPGRIEAGSMTLGPDPEHEGRYLLVFKDGVRLVYEPRN
>ANB37002.1 hypothetical protein A6024_03085 [Rhodovulum sulfidophilum]SNK001
MSLETSGKDLVLSVRAGLAALALVLTIPAGAGAQGAEIAFGSLNHDSSLPVEVTAESLSVDQGDGTAVFTGDVVVGQGQM
RLAAGRMLVVYGAGGAGGGRISRLEASGSVVLTLDAEAAEADKAVYDIGAATIVMTGNVLLTQDGNAIEGQRLVVDLTRG
TGSMEGRVRTVLTPSDKP
>ANB37003.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MADGTAAFDLPGPADGLRIVDLRKSYRRRPVIRDVSLRLDRGEVVALLGPNGSGKTTCFYAVAGLLTPDGGKVMLDGRDV
TTLPMYRRARLGIGYLPQEVSIFRGLDVEDNIKAVLEIVEPDRHKRRERLEELLSEFSIEHLRRAPALSLSGGERRRVEI
ARCLAADPSYLLLDEPFAGVDPIAVGEIRALVADLKTRGIGVLITDHNVRETLEIVDRAYILHDGKVLMSGTTQEVIRDE
NVRRVYLGQSFRIT
>ANB37004.1 ribose ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MLYQISGKQIDIGEALQTHVKDELTVAVSKYADRATDANVVFSRNAHQFVCEATVHLSTGLTAQASAQATEIYAAFDSCC
DKMEKQLRRYKRRLKDHHRERSEPVELSGGSAYILASTEEGDESDSLQPMIIAEMETQIPSISVGEAVMQMELRGAPLLV
FRNEKTGKINVVHAREDGNVGWIEP
>ANB37005.1 PTS lactose transporter subunit IIC [Rhodovulum sulfidophilum]SNK001
MQLSTLITPEAVRVFGTMSSKKRLFQELGEVAHAAYTLPPGDAVDALQERESLGPTGVGQGVALPHARLSGIDRVRGAFI
RLEKAIDFGAVDRQPVDLIFALFAPQDSGVDHLKALALVSRTLRDNTICAKLRANTDPATLHAVLTEAAASQAA
>ANB37006.1 UDP-glucose 4-epimerase GalE [Rhodovulum sulfidophilum]SNK001
MAHVLVTGGAGYIGSHACKALARAGHVPVCYDNLSTGWAEAVKFGPFERGDLADRARLDAVFAAYRPVGVMHFAAFSQVG
EAMRDPGKYWRNNVGGSLALIEAAVAAGCLNMVFSSTCAVYGDQDGVKLDEDSAQAPLNAYGASKRAIEDMLRDFEASHG
LKSVIFRYFNVAGADPEAEIGEAHDPETHLIPVMLEAIEGRRPALTIHGTDYPTPDGTCIRDYIHVSDLVAAHVLGLDRL
LAGKGSRVFNLGSGTGYSVREVIEAAQGVTGRAVPHSEGPRRGGDAVRLVSGSARAETELGWVPTRSDLPTMIEDAWKWF
RSGGYTS
>ANB37007.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]SNK001
MNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSLR
SKGKDDLLEILRSTDMESGAIAYIRQKKAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMVA
AMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDAI
AQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>ANB37008.1 3-deoxy-manno-octulosonate cytidylyltransferase [Rhodovulum sulfidophilum]SNK001
MSVVIVIPARHASSRYPGKPLALLKGASGQEKSLIQRSWEAAQAVSGVDRVVVATDDDRIRAAAEAFGAEVVMTSETCAN
GTERVAEALDLLGGEVEIAVNLQGDAPLTPAWFVEDLVAGLRADPGADLATPVLRCDGQALTALLEDRRAGRVGGTTAVF
GAGNRALYFSKEVIPYTGQSYADRAPTPVFHHVGVYAYRPAALETYLRLAPGPLEGLEGLEQLRFLEHGRPVLCVEVEAR
GRQFWELNNPTDVPRIEAMMAAMGLA
>ANB37009.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]SNK001
MDYAQLETVMRKTALLAGARIMEIYGAPDFEVRAKADSSPVTEADEAADALITAELKQAFPDLLIVTEEQADTHAERAAD
FLIVDPLDGTKEFVKRRGDFTVNIAWVEAGVPVRGVVYAPARGRMFYTRADGSTVEETGDLALDTVGPVTPLSVSTPDNG
ALMVVASKSHRDQATDDYIAKYAVRDMTSAGSSLKFCLVATGEADLYPRLGRTMEWDTAAGHAVLAGAGGTVVRFDDHSP
LSYGKPGYENPFFIALAPGVDLKGA
>ANB37010.1 alkylated DNA repair dioxygenase [Rhodovulum sulfidophilum]SNK001
MSETERPGRPVPGLVVRGVEIFPGLLDSAAQAGIMAEIEAVMSAAPPVQPETRFGRKMSVRMTSAGKYGWVSDRRGYRYE
TRHPSGVAWPPIPAPVLALWHRVTGLARAPDCCLVNLYRDGAKMGLHQDRDEADFSWPILSVSLGDEARFRIGDVTRGGP
TESLWLKSGDVLAMLGAARLIHHGIDRVRGGSSTLIEGGGRINLTLRVVD
>ANB37011.1 molecular chaperone DnaK [Rhodovulum sulfidophilum]SNK001
MGKVIGIDLGTTNSCVAIMDGAQPRVIENAEGARTTPSIVAFTDNERLAGQPAKRQAVTNPENTVFAVKRLIGRRVDDAE
VEKDKKHVPYSIVDGGNGDAWVSVRGEKYSPSQISAFILQKMKETAESYLGEDVTQAVITVPAYFNDAQRQATKDAGKIA
GLEVLRIINEPTAAALAYGLDKKETRTIAVYDLGGGTFDITILEIDDGLFEVKSTNGDTFLGGEDFDMRIVAYLADEFKK
EHGVDLSKDKMALQRLKEAAEKAKIELSSSSQTEINQPFISMDPQAGTPLHLVMKLTRAKLESLVGELIKKSIKPCQDAL
KDAGLSTSDIDEVVLVGGMTRMPRVIQEVTKFFGKEPHKGVNPDEVVAMGAAIQAGVLQGDVKDVVLLDVTPLSLGIETL
GGVFTRLIDRNTTIPTKKSQIFSTAEDNQSAVTIRVFQGEREMAADNKMLGQFNLEEIPPAPRGMPQIEVTFDIDANGIV
SVSAKDKGTGREQKITIQASGGLSDDEIDKMVREAETNAEADKQRRELVETKNQAESLIHSTEKSIEEHGDKVDPSTVEA
IELAVAALKDVLETEDAGKIKGGIQNVSEAAMKLGEAIYKAQQEDAPDSGSEPEDQRDEPSGVDDEIVDAEFEDLDDDRK
RS
>ANB37012.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]SNK001
MAKRDFYEVLGIARGASAEEIKKAYRKKAKELHPDRNADNPKAEGQFKEVNEAYETLKDPDKKAAYDRFGHAAFEQGGGR
GPGGMGGMGGGFGGQGDFASAFSNVFDDLFGDFMGGAGPGGGRQRATRGSDLRYNLRITLEEAYSGLQKTIKVPSSVACD
VCNGTGAAGGAEPATCPTCSGMGKVRAQQGFFTVERTCPTCGGMGQIVKNPCKSCGGAGRVERERSLSVNIPAGVETGTR
IRLAGEGEAGLRGGPAGDLYIFIEVGGHPLFERDGLNLFCRVPVSMTAAALGGEIEVPTIDGGRSRVKVPGGSQSGKQMR
LRSKGMPALRGNAQGDMFIELAVETPVNLTTRQKELLREFEELSEENNPEGSSFFTKVKSFWDGMKS
>ANB37013.1 hypothetical protein A6024_03145 [Rhodovulum sulfidophilum]SNK001
MRFLTGAVLFCAALFLSAARPASAGEVTLVPREDGAVEIGGRLLGFDGEVYRLDTIYGPLAVNAAGVTCAGAACPGEQVT
RIALSGSPALGDMLIPALIEGFAAARGLVVERGAEGRDRLFRLRLPDGGPLRAEIALASGSTGEGFADLLTGAAQIVVAD
REILPEEIDRAREAGLGDLSAPFRRRIVALDAIVPVVAPDTRLGDPADGLSQAALLGLLTGEIADRSVPGGPEAPVTVHL
PEQAGQGLRQLPEARVLGGRRPVASARRHGRAAAVATAVAADPAGLGLARVSALGDAVQVPLADGCGTRLLASHQSVKTG
DYPYVAPLSLYLGRPRLPRLSRDFLDYLATPAAQIAIRRAGFVDLLRDEIPLGRQGDRLALAVAEARPGNGLRELKRLVA
TLGGAVRLSETFRSGPRGPDARWRANVAALAEALEAGHFDGRRLILAGFAEGSGGSEASAARARREAEAVRDAIRTAATA
ADYDRVRLEVAGFGDLLPVMCDGGSGKAGPEQSRDRLSGDWARRLNSRVEVWLR
>ANB37014.1 preprotein translocase subunit SecA [Rhodovulum sulfidophilum]SNK001
MLGIGTLTRKVFGTRNDRLVKKVRPLVARINALEPEFQALDDDGLKAKTVEFRRRIAEGEALDDILPEAFANCREGARRA
LGLRAFDTQLVGGIFLHRGNIAEMKTGEGKTLVATFPAYLNALTGLGVHIVTVNDYLAKRDAEWMGKVYGMLGMTTGVVY
PWQPEPEKRAAYRADITYGTNNELGFDYLRDNMKSELKDMAQRGHYYAIVDEVDSILIDEARTPLIISGPSQDRSELYMT
LDKVVPDLTDEHYTLDEKMRNVTFTEEGNEFMEKRLHEMGILPEGQSLYDPESTTIVHHAQQALKAHTMFLKDKEYIVRD
GEVMLIDEFTGRMMRGRRLSDGLHQAIEAKEGVQIQPENVTLASVTFQNYFRLYDKLAGMTGTAATEAEEFMQIYGLGVV
EIPTNRPIARIDEHDAVYRTAAEKYAAIVESIKEAHDRGQPVLVGTTSIEKSEMLSEMLKKQGIPHNVLNARHHEQEAQI
VADAGRFGAVTIATNMAGRGTDIQLGGNAEIKVMEALDADPTANPDEVRARIEAEHAEEKQKVLEAGGLYVLATERHESR
RIDNQLRGRSGRQGDPGRSYFFLSLEDDLMRIFGSERLDKVLSSLGMKEGEAIIHPWVNKSLEKAQAKVEGRNFDIRKQL
LKFDDVMNDQRKVIFGQRREIMEADDLSDIVQDMRHEVIEDLVEAHIPPRSYADQWDAEGLQRAVAETLSLDLPVVEWAE
EEGVDDEIISERIEKASDEAMAAKAAQFGPEAMRNIEKQMLLQTIDTKWREHLLKLEHLRSVIGFRGYAQRDPLNEYKTE
SFALFESMLNSLREDVTQKLAQIRPLTEDERNDMIRQLAEQQAQLAEATAKAQPSHAEAPADGTEAAPAAAPLAAAQSGF
DESRPETWGNPSRNDPCPCGSGKKFKHCHGQLV
>ANB37015.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SNK001
MSFALRPLAVLALGATLALPALADEIGPDTVVARVGDQEITIGHMIVLRAQLPAEYQQLPDDVLYQAVLDQLIRQTAVGE
AIGKELSTGARLALENERRSFVAGEALSRLAEAAVTDEAVEAAYNATYGEADPTNEYHAAHILVETEDEAQAIEAQLRDG
ADFAQLAKEKSTGPSGPNGGDLGWFSEGMMVKPFEEAVTVLEPGEVSAPVQTQFGWHVIKLYETRLKDAPRLADVRGELV
QQIQRDAMEEALEKYTEEADVSRPEIEVDPAILKDQSVLDR
>ANB37016.1 NTP pyrophosphohydrolase [Rhodovulum sulfidophilum]SNK001
MKIVLVAAVALIDADGRVLLAQRPAGKSMAGLWEFPGGKIEPGETPEAALKRELKEELGIDTWESCMAPLTFASHSYDDF
HLLMPLYACRKWQGQPQPREGQVLKWAHARDLRDFPMPPADIPLIPVLQDLL
>ANB37017.1 translation initiation factor IF-2 [Rhodovulum sulfidophilum]SNK001
MDDTDGKKTLGLRGGSRSGQVKQSFSHGRTKNVVVETKRKRVVVPKPGAAKSGGAGGGRAGGDPSRRPAGISDSEMERRL
KALQAAKLREADEARQREEHERQREAERQRRRDEAEAKEREQREIEEAARRKAEEEERKKREEEDAAKKKAAAAERAASA
PAKPAPSAGPEETRGPAKTSSPRKVDREREGGADRPNRGKTSPGKGDRRSGKLTVSQALTGGEGGRQRSLAAMKRKQERM
RQKAMGGADKHEKVVRDVQVPETILVQELANRMAERSADVVKSLMQMGLMVTQNQPIDADTAELIVEEFGHKVVRVSDAD
VEQVIDSVEDKAEDLKPRPPVITIMGHVDHGKTSLLDAIRNAKVVAGEAGGITQHIGAYQVKTDSGAVLSFLDTPGHAAF
TSMRARGAQVTDIVVLVVAADDSVMPQTIEAINHAKAAGVPMIVAINKCDKPAADAQRVRTELLQHEVVVEAMSGEVQDV
EVSAKTGQGLDTLLEAIALQAEILELKANPERAAMGAVIEAQLDVGRGPVATVLVQNGTLKQGDIFVVGEQWGKVRALVN
DKGERVQSAGPSVPVEVLGLNGTPEAGDVLNVVDTEAQAREIAEYREHAAKDKRAAAGAATTLDQLLAKAKEDANVAELP
ILMKADVQGSAEAIVQAMEKIGNDEVRVRVLHAGVGAITETDVGLAEASGAPIIGFNVRANAPARNAANQKGVEIRYYSV
IYDLVDDVKAAASGLLSNEIRENFIGYAQIKEVFKVSGVGKVAGCLVTEGVARRSAGVRLLRDDVVVHEGTLKTLKRFKD
EVAEVQSGQECGMAFENYDDIRAGDVIEIFERQEVVRTLT
>ANB37018.1 hypothetical protein A6024_03175 [Rhodovulum sulfidophilum]SNK001
MARGGAGRPADEPERRCIATGEVTPKAGLIRFVVGPDDAAVPDLLGKLPGRGMWVAADRDALEKAVKKRLFSRAAKRPVT
VPEDLLEQVEAGLLRRVVDSLSLARKAGRAVVGYEKAKGWLDSGQAAVLIQASDGSERGKAKLRPPREDDGFIGCLTARE
LGLAFGREHVIHGALAAGGLTERVVEDAAKLSGVRKKDGGGTPGKG
>ANB37019.1 transcription termination/antitermination protein NusA [Rhodovulum sulfidophilum]SNK001
MAITSANQLELLQTAEAVAREKMIDPDLVVQAMEESLARAAKSRYGAEMDIRVAIDRKTGRATFTRVRTVVEDELLENYQ
AELTVKQAKQYLADPQIGDTVVDEVPPVELGRIAAQSAKQVILQKVREAERDRQYEEFKDRAGTIINGQVKREEYGNVIV
DIGRGEGILRRNEKIGRESYRPNDRIRCYIKDVRRETRGPQIFLSRTAPEFMAELFKMEVPEIYDGIIEIKAVARDPGSR
AKIAVISYDNSIDPVGACVGMRGSRVQAVVNELQGEKIDIIPWNEDQATFLVNALQPAEVSKVVIDEEAGKIEVVVPDEQ
LSLAIGRRGQNVRLASQLTALDIDIMTEAEESQRRQAEFEQRTKLFMDTLDLDEFFAQLLVSEGFTNLEEVAYVDLDELL
VIDGVDEDTAGELQARARDHIEAMNRKALEHARELGVEDSLVDFGGLTPQMIEALAEDGVKTLEDFATCADWELAGGWTT
VNGERQKDEGLLEKFDVSLEEAQTLVMTARVQLGWVDPSELEPEAEPEEDEGGEEEAGA
>ANB37020.1 hypothetical protein A6024_03190 [Rhodovulum sulfidophilum]SNK001
MHVNARFWDRLAPRYARMQLRDPEAYEKKLAMTRAWLGPGAQVFEFGCGTGTTALKHAPHAGHVTAIDCAPAMIGIARQK
AAEAGIGNVAFRVGDLADMPDSPAAFDMVMAHNVLHLLPDRAEALARVHRMLKPGGVFVSSTACAAGAPRLFRWVLAAGH
ALRLLPLFNPLTADALRAEIAATGFGIVEDWRPEGGRVPVLFLIAQKPG
>ANB37021.1 prolyl aminopeptidase [Rhodovulum sulfidophilum]SNK001
MDKSAGQKRASQHLYPPIDPFDQRMLDVGDGHRIYVEQCGHPQGIPVIVLHGGPGGGCSPAMRRYFDPTEYRIVLFDQRG
CGRSRPHASVENNTTWHLIADIEKIREMLGIDRWVLFGGSWGATLALAYAETHPDRVAYMALRGVFLMTGAELDWFYGGG
AGQFWPDLWARFSAPIPADERSDMIAAYHRRLFSGDLLTETRHARAWAAWENALASIQHEGPAGEAPADYARAFARLENH
YFMNRGFLERDGQLIEDVPRISHVPATIVQGRYDMVCPPGSAYRLAERWGRAELKMVPMAGHALSEPGISAELVRTMRGV
QRLAVALGL
>ANB37022.1 bifunctional 3-demethylubiquinol 3-O-methyltransferase/2-polyprenyl-6-hydroxyphenol methylase [Rhodovulum sulfidophilum]SNK001
MQAAETTVDPSEVAKFEAMAAEWWDPAGKFKPLHMLNPCRLDYITRQIAAEFDRDLAAEAPFKGLRLLDIGCGGGLLSEP
MARLGAEVVGADAAERNIPVARIHAEQSGLEIDYRHTTAEALAEAGEQFDVVLNMEVVEHVADPLAYLTACRALLKPGGL
HLCSTINRNPKAFMMTILGAEYVMRWLPKGTHEYQKFITPDELCSLLEQAGLKLLDRSGFVFNPLTWDWSISSRDLSVNY
VTAARKPA
>ANB37023.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MNEISESLLVTLFSEIFMADQLARNRISKALPKGMEISHFSVLNHLARLNEERSPAQLAAAFHVTRGAMTNTLTRLEWAG
HVHIRPDWDDARRKMVSISPSGRSAREVAIQAVAPVLAEAVADIGEDRLKAALTVLRMLRQKLEG
>ANB37024.1 amidohydrolase [Rhodovulum sulfidophilum]SNK001
MRAALIQMTSSDLPEENIGQVRELVREAAAGGAGMVLTPEVTNCLSTSRDWQRNVLTEEAEDPTLAALRQEAASLGIWLL
IGSLGLKTTDPDGRFANRSILIEPGGGIVARYDKIHMFDVEISATETFRESDGYRPGARAVLAPTPFGAVGMAICYDLRF
AHLFRALAKAGAEILTVPAAFSPVTGAAHWEPLLRARAIETGCYVLAPAQCGLHPASQGQSRRTHGHSLAVSPWGEVLAD
GGEAPGISYVELDREEVARARARVPSITHDRGFEGP
>ANB37025.1 glutaredoxin [Rhodovulum sulfidophilum]SNK001
MQTVEIYTTSSCGYCHAAKRLLDGKGVSYAEFDVTADPGLRQQMMERADGGYTVPQIFIGETHVGGCDDLYDLERAGKLD
PLLAG
>ANB37026.1 competence protein ComF [Rhodovulum sulfidophilum]SNK001
MLQSAMRLIYPPRCVACGEPVERDHALCARCWGELDFVTGLVCDACGLPLPGEEADDPVWCDDCLSAPRPWARGRAALLY
RGRARGLVLAFKHGDRTDLARAASGWMLRAGRPILGPGMLVAPVPLHRWRLLRRRYNQSALLSRGVAEGAGAEHCPDLLV
RLRATRPQEGMNAEARAANQAGAIAVGLRHRGRVAGRTVLLIDDVMTSGATLGAAAGACLAAGAAEVRVLVLARVAKAD
>ANB37027.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SNK001
MTRPPDLTDRQALALHRARALKAGPALFLHEAAADEIKERLIEVNRTFTAPAVVTPFAEAWQGLLPEARMVPAEETLDLA
PGAHDLVIHALTLHWANDPVGQLIQCRRALKPDGLFLGVMFGGRSLQELRAVLAEAEAATLGGLSPRVLPMAEIRDLGAL
LQRAGLALPVADCAEFSVTYQSAYHLMRDLRAMGETNALAARHRRTAPRRLFSEAARRYAEFHTMPDGRIPATVEMIYLT
GWAPAETQPQALKPGSARMRLADALNRAAPQPGERNDGGSD
>ANB37028.1 hypothetical protein A6024_03235 [Rhodovulum sulfidophilum]SNK001
MKKLALAAAFAATAATASTAFAGSYAEPVIEPEVIVQDTSSSAQGVIVPLLALILVAAVASN
>ANB37029.1 hypothetical protein A6024_03245 [Rhodovulum sulfidophilum]SNK001
MIRSALGLLAVLFALSACSTGNEVRIGPDGKPLPQVYRISRADQGKIQYRMLDSVNALRQARGIAPLELDSRLNAAAATH
SRDMSVQNRPWHFGSDGSSPLERVARAGYQGHLRGENISETYETELETLAAWMEESDTRNIILDPQATDLGFAFYQEMNG
KIWWTLVTGQRDAAAPDA
>ANB37030.1 RNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MSHLVERLSLRGEGLTGDGLTVALALPGEEIEGVPEEGRIARPRIVTPVVERVRPPCRHFASCGGCALQHGSDAFVAGWK
TQVVERALTGQGLGASVRPILTSPPASRRRAVLSGRRTKKGTLVGFHARASEVLVEIPDCRLLHPDLMAALPACEAATLL
GASRKGALSIALTRSEDGVDMAVEEARPLDTGLRMDLAALAETHDLARLSWNGEQLAERRPPRQAMGRAHVVPPAGAFLQ
ATEAGQAALTDAVGTALGGVRSVADLFAGCGTFTLPLAATAEVHAVEGSAPMLAALDRGWRGTPGLKRVTTEARDLFRRP
LLASELARFEAVAIDPPRAGAEAQCAEIARSDLARVAMVSCNPVTFARDAKRLCSGGFRIDWVQPVDQFRWSGHVELVAQ
FSR
>ANB37031.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MFRYFENLIDPYAPHAQTDTPPNRLWPFLAAYMRPFRKVFAIAAVLSLLSAFVEIWLIDVMGRLVDILSSGAPEQVWHEH
GAALIGLALFILILRPLIQALDAAVLNNAIMPNFGALIRWRAHSHVLRQSVGWFENDFAGRIANRQMQTPPAAGEAVFQV
FDAIAYALAYFGGALVLLGQADPRLMLPLLIWLGLYAALVRWTMKNVGVASKASSDARSTLTGRVVDAYTNIHSVKMFAH
HDRELTYAREAIEGLRKAFGTEMRIITTMDVALVVLNGLLIVGVVGWAIALWMQGQASVGVVAAATALTLRLNSMTGWIM
WAMSSFFRSLGVVAEGMETIAQPIALVDAPDATDLEFREGRVEFRSLTHHYGRGSGGLEGVELALKPGEKVGLVGRSGAG
KSTLVKLLLRFYDPEAGQILIDGQDISRVTQESLRRQIGMVGQDASLMHRSVRENILYGRPEAGEEEMIAAAKRAEAHDF
ILDLKDPEGRRGYDAHVGERGVKLSGGQRQRVALARAILKDAPILVLDEATSALDSEVEAVIQQTLYRVMEGKTVIAIAH
RLSTIAHMDRIVVLEDGRIAEDGSHSELLAKDGLYARFWARQSGGFIGTEAAE
>ANB37032.1 poly(A) polymerase [Rhodovulum sulfidophilum]SNK001
MTRVSGDPFFADHTQAVCALLTDAGYRALFVGGCVRNALLGVAVSDIDIATDARPGKVMELAQAAGLKAVPTGFDHGTVT
VVAAHVPHEVTTFRRDVETFGRRAVVAFADSPEEDARRRDFTMNALYATPAGEVLDPLGGMPDLRARRLRFIDDADARIR
EDYLRILRFFRFHAWYGDPSNGLDPEGLAACATNSAGIETLSCERIGAELKKLLAAADPGPSIAAMAATGVLARTLPGAD
PRVLPVLIHFEAALALAPDPIRRLAALGGEDVAGRLRLSKAEARRLGRIVEGAAAGEGPAVLAYRVGPEVARDAALLRAA
SLGLDLPEGLGAEIARGAQARFPVAAADLMPRFSGPALGQMLKRLEADWIASDFRLDRAALIALAGRGD
>ANB37033.1 coenzyme A pyrophosphatase [Rhodovulum sulfidophilum]SNK001
MPSDPFDGLAAALARPGCETSDHDLNPGFVLPEGRVLRPAAVLVAFWPAPGGTRLVLTKRSSRLKHHPGQIAFPGGKLEP
GEDAPRAALREAREEIGLPEAGVEILGTMPPHETVTGFTVTPVLGRIAEDFPRIPEAGEVDEVFDVPFAHVSDPARFSIQ
SRMWRGQRRYYYTVPYGPYYIWGATARILRALAERVSA
>ANB37034.1 molecular chaperone Hsp33 [Rhodovulum sulfidophilum]SNK001
MSIGSQIAWDDTVLPFQLDRSDVRGRVARLDGVLDRVLAQHDYPPAIEALVAETALLTALIGQTIKLRWKLSLQVRGDGP
ARLIATDYYAPTEDGAPARIRAYASFDEDRLDAGADPFSQIGQGYFAVLLDQGAGTVPYQGITPISGGSLSACAETYFAQ
SEQLPTRFALSFGRAILPGADKDEHWRAGGVMLQMMPKASIPQTPEGGSGDEGLLQAEDMLEGDQAENWSRANILLDTVE
EIELVGPRVHPTDLLVRLFHEERPRVFDPQRVQFGCTCSEDRVRQSLSIYSAKDIGHMTTPEGIVTADCQFCGAHYELDP
ATLGFEAEKDPDAE
>ANB37035.1 NUDIX hydrolase [Rhodovulum sulfidophilum]SNK001
MIRRYGETVQRDRRYRFRPGAYALLERDGMLLLTHQQAPVPEYQLPGGGIDLGESPIQALHREVFEETGWRIALRRRLGA
FRRFTFMPEYEIWAEKLCTVYLGRPVRPHGAPGEPGHTAVWMPPDMALGRLGNAGDRAMLHRWLGQIR
>ANB37036.1 fused response regulator/phosphatase [Rhodovulum sulfidophilum]SNK001
MNAQPDTHPLDPTGSSLVRLVLLVDDSRLQRRILRALLERWGYDVAECGSGEEALEICRAQPVDLIISDWMMPGMDGPEF
CRAFRALPRESYGYFILLTSKSETVEMIHGLDVGADEFLTKPVNSSELRARIASGERILRMEHQLRDKNRQLTDALAELR
TLYDALDRDLAEARKLQQSLVPERHRRFGASEVSLLLRPCGHVGGDLVGFFPAGPGEVGLFSADVSGHGISSAMLTARLA
GLLGSRSPDQNIALEPAPGGQYRARPPEEVAAHLNRLFLEDIETEHYFTLLLAIVTLDTGRMRFVQAGHPHPVLCRADGS
LDCLGDGGLPLGLIPGAGFEGCEVGLRPGDRLLLVSDGITECPAPDGAQLGDDGLRFLIETHAATRGPAFLDAIQAGLTF
FAGRDEFPDDVSAVLFEFG
>ANB37037.1 hypothetical protein A6024_03290 [Rhodovulum sulfidophilum]SNK001
MIDWTRVDELRCEVGEDAFDEVLELFLEEVDEVIGRLDPERDPADLAADLHFVRGSALNLGLRDFCMRCQGIEHQLAQRE
SIDLAPLLAAYAGSKAELLTRARTRRDVA
>ANB37038.1 argininosuccinate synthase [Rhodovulum sulfidophilum]SNK001
MSTPKTAPKKVVLAYSGGLDTSIILKWLQTEYGCEVVTFTADLGQGEELEPARKKAEMMGAKEIFIEDLREEFVRDFVFP
MFRANAVYEGLYLLGTSIARPLISKRLIEIAEATGADAVAHGATGKGNDQVRFELAAYALNPDIKVIAPWREWDLTSRTK
LLDFAEQNQIPIAKDKRGEAPFSVDANLLHTSSEGKVLENPAEDAPDYVYQRTVNPEDAPNEPEFIEVTFEKGDAVAING
EAMSPATVLTKLNELGGKHGIGRLDLVEGRFVGMKSRGIYETPGGTVLLEAHRGIEQITLDRGAAHLKDELMPKYAELIY
NGFWFSPEREMLQALIDKSQEHVSGTVRLKLYKGSARTVGRWSEASLYSESHVTFEDDAGAYDQKDAAGFIKLNALRLRL
LAMRNRKLKG
>ANB37039.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]SNK001
MAMSLKTIKPVLLICALVLGYMAEGAKARAAEAETAIFAGGCFWCVEADFESVPGVSGVVSGYTGGDVEDPSYRQVARGG
TGHVEAVEITYDPAVISYEKLVSLFFRSVDPTDAGGQFCDRGKTYTTAIFVSDPAERRVAEQAKADAGQALGAPVATEIR
PAATFWPAEAYHQDYYRSRALILTRFGPKTKAEAYKLYRKACGRDERVRALWGDAAPFAGS
>ANB37040.1 malic enzyme [Rhodovulum sulfidophilum]SNK001
MSKKSRPTPEEALSYHIDPVPGKYEIVATKPMTTQRDLSLAYSPGVAVPVQAIADAPETAYDYTCKGNMVAVISNGTAIL
GMGNLGALAAKPVMEGKSVLFKRFADVNAVDIELDTEDPEEIIRAVRLMGPAFGGINLEDIKAPECFIIEQRLKEEMDIP
VFHDDQHGTAVICAAGLLNALHLSGKKIEDCRIVLNGAGAAGIACLELIKAMGARHDNCIACDTKGVIYQGRTDGMNQWK
SAHAADTEARTLEEAMVGADVFLGVSAKGAVTPEMVASMADNPVIFAMANPDPEITPEEAQEVRPDAIVATGRSDYPNQV
NNVLGFPYLFRGALDIHARAINDEMKIACADALAALAREDVPDEVAMAYGKKLTFGRDYIIPTPFDPRLIYTIPPAVARA
GMDTGVARRPIVDIEDYEHRLKARMDPTASVLSGIAARAKAAQARMIFAEGDDERVLRAAVSYHRAGYGQALVVGREAEV
REKLEQAGLGDAYREIEVVNAANTRHLEAYRSFLYQRLQRKGFDTHDINRLAARDRHVFSALMLAHGHGDALVTGATRKS
AHVLELINHVFDARAQDGAVGITALLHKGKIVFIADTLVHEWPEEEDLANIAVHAAEVARSLGIEPRVAFLSFSTFGYPV
SERATKMHRASEVLAKRGVDFEFDGEMTVDVALNPTAMARYPFCRLSGPANVLVVPARHSASISVKLMQEMAGATVIGPI
LAGVEKPIQICSTVSTVNDILNMSLLAACEVG
>ANB37041.1 hypothetical protein A6024_03315 [Rhodovulum sulfidophilum]SNK001
MNRKPLVLRDKPLVARGNKRALFFIDGYPDVVVKVVLPREDGTNMAGSKRLLRRFLPSTNYRFLFREYKCYLAAKLAQAG
QSGALPIIELRGLVQTDLGPGMIEELIKDGEGNPGTSLRQMIQRKVFQEHHLELLNDFVRRIFAWRVRANDLNPSNILFG
QRAGISQFVLVDGLGDSHLIPLRTWSGHLNERSLCKRFEDTSRVTGLTWDAKDRVFGLPRR
>ANB37042.1 nucleotide exchange factor GrpE [Rhodovulum sulfidophilum]SNK001
MAEPEKTEFDDVATETAAETETPEITPEEVEALKAERDELRDRFMRALADAENARKRADRDRREAEDYGGSKLARDMLPV
YDNLSRALEVVTDEQREANAALLEGVELTLRELLNVFAKHGIERVAPEAGDKFDPQLHQAMFEAPVPETKAGDIIQVMAV
GFMLHDRLLRPAQVGVSSTPAA
>ANB37043.1 heat-inducible transcriptional repressor HrcA [Rhodovulum sulfidophilum]SNK001
MNDRSREVFRRVVEGYLESGDPVGSRTLTRSMSEKVSAATIRNVMQDLEFLGLLNSPHVSAGRVPTQLGLRMFVDGLLEV
RDLKEEDREKIDATLGANTSDVGALLDRVGAALSGATHGASLVLAPKHEAPIRHIEFVSLGADRALTVLVFADGHVENRL
FHPAPGQTPSSMREAANFLNALAEGLTLSELREAMKVEIARRRQELDELARTMVEAGLAVWENEGHDQARLIVRGRANLL
SDPAEAEDLDRIRSLFDDLERKRDIVEFLELAEEGEGVRIFIGSENKLFSLSGSSLVVSPYMNADRKIIGAVGVIGPTRL
NYGRIVPIVDYTAQLVGKLIADRGKG
>ANB37044.1 ribonuclease PH [Rhodovulum sulfidophilum]SNK001
MRPSRRDVSELRPVSIETGVTKHAEGSCLIRMGDTHVLCTATLEERVPPFLKNSGLGWVTAEYGMLPRATTTRMRREAAQ
GKQGGRTVEIQRLIGRSLRAGVDRVALGERQITIDCDVIQADGGTRCASITGGWVALRLAVNKLMKTGEVISDPLVDPVA
AVSCGIYAGQPVLDLDYPEDSEAGVDGNFVMTGSGKLIEVQMSAEGSTYTRTQMNALLDLAEKGVAELVAAQKAAIGA
>ANB37045.1 non-canonical purine NTP pyrophosphatase [Rhodovulum sulfidophilum]SNK001
MRRFDGKTLLVATHNSGKLEEIADLLKPFGISVTGAAEHDLPEPDETEDTFVGNARIKAHAAAKATGLPALADDSGLAVD
ALDGAPGVYTADWAETGSGRDFPMAMEKVWTRLEEANAPEPRTAQFCCTFVLAWPDGHDEVFEGRMPGRIVWPMRGDQGH
GFDPIFQPDGHDITFGEMDRWEKNRISHRARAFEKLVSLFER
>ANB37046.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]SNK001
MSAEDWQEGGFGLYVHWPFCLSKCPYCDFNSHVSAEIDTARWQDAYLSEIRRLGAETGPRVLNTVFFGGGTPSLMPPELV
GAILDTARSVWTPANDIEVTLEANPTSVEAGRFTGFAEAGVNRVSLGIQALNDADLRRLGRTHSVAEARAAFDIARSRFP
RVSFDLIYARQSQSLAAWRDELGEALAMAVDHLSLYQLTVEAGTAFGDRLARGGLKGLPDEDLGADLYELTQELCETAGM
PAYEVSNHARPGAESRHNLIYWQAGDYAGIGPGAHGRLTLGGRRTATDTPLPPMSWLERVEREGTGDLSRSTVAPADQGA
EYLMMGLRLAQGLSLKRYERIANSQIDGSKIKELSDLGLIETEADQLRATAAGRAVLNAVIRALLPD
>ANB37047.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]SNK001
MKQPEKRGLGRGLSALMADVRIEPEAERDETPRSKADQMIALDLLEPNPDQPRRLFSEEALKELSDSIREKGVIQPLIVR
PSKRSEGRYEIVAGERRWRASQLAQKHEVPVIVRELDDTEVLEIAIIENIQRADLNPLEEAMGYRQLMDRFGHTQDKVAE
ALGKSRSHIANLLRLLQLPDEVQGYLREGRLSAGHARALITTTDPATMARQVIKGRLSVRETEKLAKSGSTTKKRRPPPP
VAKDADTRALEQDLAANLGMDVSIEHRTDGSGDLVVSYRSLDDLDRLCAVLSAPSGGGGED
>ANB37048.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]SNK001
MSDPTRPKGPKIIAVANQKGGVGKTTTAINLGAALAELGKTVLIVDIDPQGNASTGLGVAPEARVRTTYDLILDDAPLAD
IVVKSPKGNLYIAPSTTDLSSADIEMVANEKRSFLLHDALRQPAMDAYGFDFVLIDCPPALSLLTINAMVAAHSVLVPLQ
SEFFALEGLSQLMLTIRELRQTANSSLRIEGVVLTMADRRNNLSQAVENDARAYLGDLVFRTVIPRNVRVSEAPSYAMPV
LDYDPNSRGAEAYRALAQEMLEPKVPVGA
>ANB37049.1 16S rRNA (guanine(527)-N(7))-methyltransferase RsmG [Rhodovulum sulfidophilum]SNK001
MTIAAGEFPDVSRETSERLASYAALLRKWSPAINLVSRATLDELEIRHFADSAQLFDLAPAEARHWVDLGSGGGFPGLVI
AIIGEEHAPSLRVTLIESDQRKATFLRTVARELGLKRVEVIDARIEAADPQEADVLSARALAPLDRLLGFAERHLAPGGI
ALFPKGARYADEVNRALASWRFEVQNHPSKTDPQAVVLKLGGIARV
>ANB37050.1 tRNA uridine(34) 5-carboxymethylaminomethyl synthesis enzyme MnmG [Rhodovulum sulfidophilum]SNK001
MKHRAFDVIVVGGGHAGAEAAHAAARLGARTAMVTLRRDGIGVMSCNPAIGGLGKGHLVREVDALDGVMGRAADRAGIQF
RLLNRRKGPAVQGPRAQADRKLYRQAVQTALSAEPGLEIVEGEAADFLQRDGRIAGVVLADGSELSAGAVVLTTGTFLRG
VIHIGNRQTPGGRIGDRPSVRLAERIDGFGLPLGRLKTGTPPRLDGRTIDWDRLDRQPGDDEPVLFSFLSSHVEARQVAC
GITHTNAQTHDIIRKNLSRSAMYGGHIEGVGPRYCPSIEDKVVRFAEKESHQIFLEPEGLDDPTVYPNGISTSLPEEVQE
AYVHSIKGLENATILQPGYAIEYDYVDPRALRPTLELRDVPGLFLAGQINGTTGYEEAAAQGLVAGLNAARDVAGQGPVI
FSRTTSYIGVMIDDLITRGVSEPYRMFTSRAEFRLSLRADNADQRLTPVGLEIGCVGDRRRTSFEAKMERLSAGRARLES
MSVTPKQVAAAGIKVNADGTRRSGIDLLAFPDVSFEDLIPLDPELEEVDRESRVQLARDALYANYIARQTLDVEAMRRDE
AQRIPSCFDYEKLEGLSAELKGKLSRVQPETLGQAARIDGMTPAAATLILARLRQMERQSA
>ANB37051.1 tRNA uridine(34) 5-carboxymethylaminomethyl synthesis GTPase MnmE [Rhodovulum sulfidophilum]SNK001
MDTIFAQATARGKAGVAVIRISGPRAHSAARALAGSLPPPRQAGLRRLADADGVLLDEALVLCFTKGASFTGEDVVEFQC
HGSPATVAALLSALGRIDGLRLAEPGEFTRRALENGVLDLAQVEGLGDLLEAETEAQRRQALRVLSGALGAKVDRWREAL
IRAAALLEATIDFADEDVPVDVTPEVTGLLDEVAASLRAEIDGVSVAERIRDGFEVAIVGPPNAGKSTLLNHLAGREAAI
TSEHAGTTRDVIEVRMDLEGLPVTFLDTAGLRESADEVETIGIARAVARAEAADLRVFLLDDTGKTQGLVPGPEDIVLRG
KADLADGAGHGVSGLTGEGVADLVADISTTLEGRASRTVTATRERHAEAMRRAGGAIAEAQNQLSLGMETAELAAEDLRR
AVRALETLLGRVDVETLLDEIFSRFCLGK
>ANB37052.1 transcription termination factor Rho [Rhodovulum sulfidophilum]SNK001
MTQECLNLADLKAQSPKALLSMAEELEIENASAMRKGEMMFSILKERAEDGWEISGDGVLEVLQDGFGFLRSPEANYLPG
PDDIYVSPDMIRQHALRTGDTVEGVMQAPRENERYFAITKVTKINFQDPEQARHKINFDNLTPLYPDERLKMEIEDPTIR
DRSARIIDLVSPIGKGQRALIVAPPRTGKTVILQNIANSIETNHPDTYLIVLLIDERPEEVTDMQRSVKGEVISSTFDEP
ATRHVAVAEMVIEKAKRLVEHKRDVVILLDSITRLGRAYNTVVPSSGKVLTGGVDANALQRPKRFFGAARNIEEGGSLTI
IATALIDTGSRMDEVIFEEFKGTGNSEIVLDRKVADKRVFPAMDILKSGTRKEELLVDKSDLQKTFVLRRILNPMGTTDA
IEFLISKLKQTKTNSEFFDSMNT
>ANB37053.1 hypothetical protein A6024_03380 [Rhodovulum sulfidophilum]SNK001
MSEFLANMYPWTKSLHIIAVLTWMAGLFYLPRIFVYHTEKVTPGHETDALFQVMEMKLYRYIMNPSIIAVWIFGLALVLT
PNVVYWDTIWPYTKGAAVIAMTWFHMWLGARRKDFVAGRNTRTGRTFRMMNELPTILMLVIVFSVVVKF
>ANB37054.1 septum formation protein Maf [Rhodovulum sulfidophilum]SNK001
MSDRVILASGSAIRRQLLTRAGLVFEAMPARVDEDAIRAALEAEGAEPGDIAEELAAFKAKRVAEKAPGALVIGCDQVLA
HRGKVLAKAETREEARGQLRALRGGQHQLLSAVVVYDDMRPLWRHVGKVSLTMRPFSDRYLDEYLDRNWPAMRDAVGAYK
LEEEGVRLFSAIEGDYFDVLGLPLLPLLTFLTTRGVLMA
>ANB37055.1 shikimate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MSDRIPLAGVIGSPIAHSKSPLLHRHWLERYGLRGFYVPMDVAHADLKQVLEALPRMGFVGVNVTIPHKETILSLADSVS
DRAALIGSANTLIFRADGKVYADNTDGIGFIENLRQGAPGWDPTSGPAAVLGAGGAARAVVAALSEQGVREIRVSNRTRS
RAEALRAEFGPKIVIHDWVQAGAMIDGAATVVNTTSLGMVGKAEFKVPLDALSPDAVVSDLVYVPLETPFLREARARGCV
AVDGLGMLLHQAAPGFERWFGRRPEVDEAARAVLLEP
>ANB37056.1 dephospho-CoA kinase [Rhodovulum sulfidophilum]SNK001
MSRPRLLGLTGSIGMGKSTTAALFREKGVPVWDADAAVHALYAEGGGAVRPLAALCPEAVRHGAVDRDALKAWIAREPEA
LMRIEAVVHPLVAADRQAFIDRHQNAPLLVLDIPLLFETGADKWLDAVLVVTAAPEVQRARVLDRPGMTEAQLDAILARQ
MPDAEKRARADHVIETLTPDHAGAEVAALIESLGTANA
>ANB37057.1 DNA polymerase III subunit epsilon [Rhodovulum sulfidophilum]SNK001
MREIVLDTETTGFEPETGDRIVEIGAVVLWNHLPTGETFHVYTNPGRDMPDEAFGVHGIGPDILANPRPAKPGEVTLRDK
PPFSQVGQKFLDFVQDSKLVIHNASFDMKFLNAELGWLGLPKLPMSQAIDTLAMARKKFPGSPATLDALCRRFGIDNTMR
DKHGALLDSEILADVYLELIGGRQPDFMLATRSRASRGTSGTETEAWRPRPRPTPLPSRLTEEEATAHRAFVETMGDDAL
WKSFD
>ANB37058.1 protein-export chaperone SecB [Rhodovulum sulfidophilum]SNK001
MSETEGNGAAAQQPQVRMQILGQYIRDMSFENILVQKGASGEVTPDVTVQVALDARKRPADHQYEIITKFTVSSKNKADQ
SQLFLMELDYAGLFHIENVPEDQLHPFLLIECPRMLFPYVRRIVSDVTRDGGFPALNLEPVDFVALYRQEIARRAADIQK
QETPSGTA
>ANB37059.1 exlusion protein FxsA [Rhodovulum sulfidophilum]SNK001
MWLFLLFLSIPLIEIALFIQVGGLIGLWPTLCIVLATAAAGTWLMRQQGALALSQVRSSFNELRDPTEPLAHGAMILFAG
AMLLTPGFFTDTMGLLLLIQPVRAAAYRWLSKRVVVHSAGFGPAGGPTRQARPARDDIIDGDFEDLTSRNGHGDEDGTLP
PSGWTRH
>ANB37060.1 elongation factor P [Rhodovulum sulfidophilum]SNK001
MKVIASSLRKGNVVEKDGQLYVVLKAENFHPGKGTPTTSVDMRRISDGVKTTERWKTTEQVEKANVDEREYDFLYDDAEG
FHFMNPESFDQVAAQPDVVGDAAAYLEPGMRVFLQTFEGNPISIELPQKVVVEVTETEPVVKGQTASSSYKPAMTNIGVR
VMVPPHIDVGTRIVINTADNTYVERSKD
>ANB37061.1 EF-P lysine aminoacylase GenX [Rhodovulum sulfidophilum]SNK001
MTDTPWWSPERHADRRPALLARGRIQAAIRGWFAEEGFVEVDPPALVTSPGNEAHLHAFATDAIGNDGVARRMYLHTSPE
FAMKKLLAAGEPRIAAFCHVWRNRERGPRHSPEFTMLEWYRAGEDYAVLMEDTVRMLQLACEAAGTRHLGHAGQHCDPFA
PVDRVSVAEAFAAHAGIDLLSTLAPGGAPDRAALAVQAEAAGIGFAADDGWSDIFSRVLVERVEPHLGRGRITVLDRYPA
AEAALARTCADDPREAERFELYACGVELANGFGELTDPVEQRRRFEAEMDEKERLYGERYPLDEEFLAALAFMPPASGIA
LGFDRLAMLATAAPRIEDVLWVPVA
>ANB37062.1 hypothetical protein A6024_03430 [Rhodovulum sulfidophilum]SNK001
MYDGMSCAKARKTLIDVNAEIQKLSRRQSGAATADAIGVFLTLVSAVTGGERAGRIAAAKGRKLALEARLESCG
>ANB37063.1 murein transglycosylase [Rhodovulum sulfidophilum]SNK001
MRGFGAAVCLALALGGGASAQAAPSVELLDFDDLKGWKTDNHAEALAAFRETCPDLPDPPWTALCALSERQSNARSFFEL
FFRPVLIGGDSPALFTGYFEPVLKAARAPDARFRYPIYRLPPDLPTDRPWFSRREIAEDGHLDGQGLEIAWLEDPVDVFF
LQVQGSGRLSLPDGTLLRVGYGGKNGHDYRSIGRELVRRGVYQPHQVSARVIRSWVRRHPEAGAELLLHNPSFVFFRELD
RLPPGKGPLGAMNRPVTPMRSLAVDPSLVPLGAPVWIEKGGRHPLHRLMVAQDTGSAIKGPQRADIFYGTGAGAGRLAGA
VRDPGRMIVLLPVELALALLPGG
>ANB37064.1 hypothetical protein A6024_03440 [Rhodovulum sulfidophilum]SNK001
MRRRRLSREDRALWDEVARRVRPMRDAPPDAVSGPPPEKTLPEKTPPAPVPAAPLPLKPFRLGAKAPAAAPPTPSAPPAI
RMDRKAFLRMKGGKLDPEARIDLHGMTLAEAHPALIGFILRSQAEARRLVLVITGKGSGAEWDPAFADRRGVLRRQVPHW
LHQAPLSGAVMQVAPAHRRHGGEGAFYVYLRRPR
>ANB37065.1 HslU--HslV peptidase ATPase subunit [Rhodovulum sulfidophilum]SNK001
MTDLTPREIVSELDRFIIGQAEAKRAVAVALRNRWRRKQLADDIREEVYPKNILMIGPTGVGKTEISRRLARLARAPFIK
VEATKFTEVGYVGRDVEQIVRDLVDTALVQTRDWMREDVKAAAYKAAEDRVIAAIAGADAREQTREMFRAKLKKGELDDT
LIELEIADTSNPLQGMEIPGMAPGQGQQGMMSLGDLFGKAFGGRTVKKRLTVADSYEILISEEADKLLDDETVNRTALEA
VQENGIVFLDEIDKVCARSDMRGADVSREGVQRDLLPLIEGTTVSTKYGPVKTDHILFIASGAFHIAKPSDLLPELQGRL
PIRVELRALTEDDFVRILTETDNALTRQYTALMGTEEVTVEFTDDGIAALARVAAGVNESIENIGARRLYTVMERVFEEL
SFTAPDRAGDTVRVDADFVDQNLGELTKSADVTRYIL
>ANB37066.1 HslU--HslV peptidase proteolytic subunit [Rhodovulum sulfidophilum]SNK001
MSKSEFPGWHGTTIIGVRRGGQVVIAGDGQVSLGQTVIKGSARKVRRLSPGGYDVVAGFAGSTADAFTLLERLEAKLQAT
PGQLQRAAVELAKDWRTDKYLQKLEAMLIVSDGAELYVITGAGDVLAPEHDVAAIGSGGNYALAAARGLIENTELSAADI
ARKAMAIAADICVYTNGNLTVESITR
>ANB37067.1 thiol reductase thioredoxin [Rhodovulum sulfidophilum]SNK001
MPTHAVTDDTFDAEVRQSDIPVVVDFWAEWCGPCKQIGPALEELSAELEGKVKIVKINVDDNPTSPAQLGVRGIPALFLF
KDGQVISSKIGAAPKAALQNWIQESV
>ANB37068.1 double-strand break repair helicase AddA [Rhodovulum sulfidophilum]SNK001
MTRNEASARQIQAADPSGSVWLSANAGSGKTRVLTDRVARLLLAGVPPQRILCLTYTKAAAGEMQNRLFDRLGGWAMLAD
ADLRQALHELGVETAIGEDTLREARRLFARAIEAPGGLKIQTIHSFCAGILRRFPLEAGVSPQFVEMDDRSARRLRAELV
DALAEGPEAGRFADLARFHTDAELDALTAEIASHRDRFPATADPGAIWKSFGLSADEDSAVLLRGVFTGTEEGLLARLKS
ALAGGGKTDQTAAAKLGALNLGGADRALLLGLEDILLTGAAAKQPFSAKTGSFPTKAVRAALGPDLAPLEDLMIRVETAR
PRRLALDAAERTLALHRFAEAFLPAYAARKQLQGWLDFDDLILKARDLLTDPGVAQWVLFRLDGGLDHILVDEAQDTSPV
QWQVIELLAQEFTAGEGARSGVDRTIFVVGDKKQSIYSFQGADPEGFDRMRALFRDRLENVDRGLLNLTLEYSFRSSEAI
LGAVDRTFPEGARAGLDREMRHRAFHADLPGRVDIWPVVEDSEAADPGHWADPVDMLGASHHSVRLARQVASEIRAMIDR
GETIAVKGGGRRPIHEGDILILVQSRTDLFHEIIRACKAERLEVAGADRLKIGGELAVRDLTALLSFLALPEDDLSLASA
LRSPLFGWSEDALFRLAAPRKGYLWQALRHADRAGTETVPMLQALLDEADFLRPYDLLERILTRHDGRRRLVARLGQEAE
DGIDALLTQALAYETTEVPSLTGFLAWLSSGEVEIKRQLDAAGRRIRVMTVHGAKGLEAPVVILPHTAQRTVTIRDQIYT
LEDGLPAWKTGSDARPEALAAAHAARVQREEEERSRLLYVAMTRAEQWLIVAAAGKLAKDGSDWYSRIRRGTEALGPVPR
DFGFGEGLRYERGLWPEDRVLAAPETAPPETALPDWALRDAPRPERPPQPLSPSDLGGAKALPGDPLAPAEAEDVRARGT
WMHLLLEHLPGTDPADRPALARALLTAVDPPAPEAAIPALAAEAEALMARPDLAPVFAPGSLAEVPLTAALGQGRLSGTV
DRLIVSPTRITAVDFKTNAVVPDRPEDTPEGILRQLGAYAMALAQIYPGHEIDIAILWTRTGALMTIPRELGHAALARAG
LA
>ANB37069.1 double-strand break repair protein AddB [Rhodovulum sulfidophilum]SNK001
MFEGPAPRLFGLPPGADFPRELLIGLEQRLSGAPPEAWAEVEIWVNTERMRRRIVDLFQAGPPRLLPRIRLVTDLARHPI
LADLPAPVSPLRRRLELGQLVRALLDRSPDLAARSSAFDLADSLAALMDEMQAEGVPPRALHDLDVGNLSAHWARARQFV
TLVETWLGPDLSGRPGSGARQRLAVERLTERWRADPPRHPVIVAGTTGSRGATALFLREAARLPQGAAILPGYDFDMPAA
IWDGLDDALAAEDHPQYRFRHILNDMGLGPGDVRPWCREAAPPCPERTRLVSLALRPAPVTDQWMEDGPRLTGLDRATDA
LTLIEAPSPRAEALAIALRLRRAAEDGQSAALVSPDRTLTRQVTAALDRWGIRPDDSAGTPLPLSPPGRFLRQVAALFGR
ALTVEALLSLLKHPLTASSPGLRANHLRWTRELELHLRRNGPAFPDGPALTRWAEGHEDGREAWAAWLAEALDGTDRAGT
EPLSAHVARHRQLAEILAAGPDTEGSGALWLEEAGLQARAALDLLEAEAEAGGEMSPADFSTLLDSVLRDGSVRSAVEPH
PGVMIWGTLEARVQGADLVILGGLNEGTWPETPPPDPWLNRQMRAEAGLLLPERQIGLAAHDFQQAVCAPEVVISRAIRT
AEAQTVPARWLNRLTNLMDGLGGNGGPEALAAMRARGRNWLDIAQALDRPATPLPAMRRPSPRPPLDRRPERLSVTAVER
LIRDPYAVYARHILRLKRLDPLVRSADAPLRGTVLHKVMERFLGRPLDPDPDRAQADLMTIADEVLATEAPWPAARALWR
ARLGRAAESFLRDEARRQAEAACIARERSGAARLDSGFTLTAQADRIDRRPDGRLILYDYKTGTPPSLKAMEAFDKQLLL
EACIAERGGFEEIPAALVDHVTYIGLGQPPKTVTNWLDDDLVARSWAELGRLIDRYARPEQGYTARNRIQKRSDITDYDL
LSRFGEWDETDPPEPEDVG
>ANB37070.1 nucleotidyltransferase [Rhodovulum sulfidophilum]SNK001
MRPASLMIFGAGFGTRMRPLTDDRPKPLIEVAGRPLIDHALALTPDAGIRRIAVNAHYRADQLAAHLAGRSGLTVLRETD
ALLDTGGGLRNALPVLGEGPVFTLNSDAVWTGPNPLCTLAGVWDPAQMDGLLLLIPPGHATDHSGKGDFLIGPYGRLRRG
PGAIYSGAGILKTDGLAEIPERIFSLNRLWDGMLAEGRLYGILHAGGWCDVGHPGGIAEAEALLAGQGDV
>ANB37071.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]SNK001
MRDAAIADFLARAGWAEARRMSLAGDASNRRYDRLARDNGETAVLMDADPATGEDVRPFLAIARHLSSLGFSAPAILAED
SARGLLLLEDLGDDLFARLAARAPQLEEPLYAAATDLLARLHRAPLPDGLAPYDPAEMAELGCLPFRWYLPGQGLAAPED
EIAAVRAGLETLLAEAASPSVLILRDYHAENLLWLPERDGVARVGLLDFQDARIGHPAYDLVSLLQDARRDVSPEVGARM
RARYVAATGTDEEAFDRACAVAGAQRNLRIIGVFARLCLRDGKPGYLSMLPRVWGHLMRDLDHPALAGLRETLLRLLPPP
EPDRLDRIASRCAPRR
>ANB37072.1 tRNA threonylcarbamoyladenosine biosynthesis protein TsaE [Rhodovulum sulfidophilum]SNK001
MSGTRLSLALASEAQTRALAERLAARLGAGDTLLLDGPIGAGKTAFARALIQAAQARAGRDPEDVPSPTFTLVQTYEAGP
LEIWHADLYRLGHPQEVMELGLDEAFETAICLIEWPDRLGDLAPAGALRLTLAPGEAETLRHASFVSDRADWTGRLSPIL
TEIQTGTAPDA
>ANB37073.1 hypothetical protein A6024_03485 [Rhodovulum sulfidophilum]SNK001
MDIDWGFALVLSGISLTSAVAAVFILPFLPRRTRNAAAETQGDMVFLFDGEHLVDATPDGRRFLAGGPKGLTDWQRFCAL
IVPRFPGFPERMERLPKDGSALLAEAGGEAQLTAVWLDGVIRLTLQMPRFSDPAGGLTDAQSLAALTAELETLRDVVEAM
PTPAWQRDEKGGVAWANSAYLDIVRGRHDEGQIVWPLPVLFSQDHGETGSPRRQAIDIGAERDRWFDCVSVETHGASLHF
ALPADATVRAETALRNFVQTLTKTFAELPIGLAVFNRTRELVLFNPAMSDLFNLEPEFLTGRPTLLNLLDRLRETRMMPE
PKNFRSWREQILRLERDACDGVYSDTWTLPGGQVYRVTGRPHPDGAVAFLFEDISTEMSMTRRFRSEIETGQAVIDSLPE
AMVVFSSAGILTLSNSAYAELWGEDPRLVMGTTDIADATAQWRAQCLPSPSEAGAELPRRIRQREAWSCELVRRDGQRLD
CHLKPIAGGCMLVEFRPSARTKASDTPAVSRASSG
>ANB37074.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MSDIATGLLPPTERSNWIRLRTLILLRWTAIAGQVVAIAVANLYFHIQLDLGLCLLVIGASVLANVIAVAIHPENRRLSE
KEAMLTLLFDVVQLSALLFLTGGLNNPFALMLLTPVTISATALGRMSTLFIAHTAFALITMMTFYYVPLVDASGEIQQLP
HLFLFGFWAALVIGISFLGLYADRITSEMNKMSDALLATQMALAREQKLTDLGGVVAAAAHELGTPLATIKLISSELMDE
VDDKPGLREDIETLREQADRCRDILQSMGRAGKDDLHMHTAPLKAVIDEAAEPHLDRGKEIIFSFEPIHGGSPRMPVIYR
RPEVIHGLRNLIQNAVDFAESRVWVMGQWTQGEISVRIMDDGPGYPPHLLGRIGDPFVRLRKSPEQQKKRPEYEGMGLGL
FIAKTMLERSGATLSFANGRDPMLTSERSDQRGAVVEVEWPASKIGVSAEAQLAALGENTLIEA
>ANB37075.1 protein senC [Rhodovulum sulfidophilum]SNK001
MKRIVLAVAAAVALVAVAGPALFIWGPWAPEDRFADCRSGGPRPGLSELGGPFTLTDQTGTTMTEADVIAGPTLIYFGYT
FCPDVCPFDNARNADAVDLLEGRGYEVRPVFISVDPARDTPEALAAFASMMHPRMLALTGTPEQVQAASRAYRTFYRIRD
PDDDYYLIDHSTFTYLAFPGAGVVEAFERDTTPEDMAARVACFVDHARTRP
>ANB37076.1 two-component system response regulator [Rhodovulum sulfidophilum]SNK001
MAEQEYEIGEDPSLLIVDDDEPFLRRLARAMEKRGFQPEMAETVAAGKAIASARPPAYAVVDLRLEDGTGLDVVETLREK
RPDAKIVVLTGYGAIATAVAAVKVGATDYLSKPADANDVTAALLSNGEALPPPPENPMSADRVRWEHIQRVYEQCDRNVS
ETARRLNMHRRTLQRILAKRSPR
>ANB37077.1 hypothetical protein A6024_03505 [Rhodovulum sulfidophilum]SNK001
MTDIDWTRLPPLTALRAFEATARLESFSAAARSLNVTHAAVAQQVRALEDHLQLALVRRDSRGMTATPEGARLAAALGEA
FRKIQEGIDEVRATEDAAPLKISLTPAFAENWLMPRLGSFWATHPEIELALIPSTALADLRAGGYDMAIRYGSGAWPGLE
AELLTSTRFVVVGTPELTGDPRPGSFAELTRFTWLTAQDSPEQALWAESTGLSWTRVRATSFPTTGLSLAATRAGYGLSI
QPITLVEDDLRAGRLAALFEQESLGLGYHIVTRPGHRPPRLRAFIGWLRQAAGPQAGI
>ANB37078.1 hypothetical protein A6024_03510 [Rhodovulum sulfidophilum]SNK001
MKQARAWQRMLSGRRLDLLDPTPVDIEIEDIAHGLAFVARWNGQTRGDYPYSVAEHSLLVEEIFCRIQPEAPVRWRLAAL
LHDAPEYVIGDMISPVKAAVGPSYGELDKRLASAIHIRFGLPAAVPKTVKARIKRADSLSAWLEATQIAGFAPAEANRFF
GRPRPDLIEGLEIRLRPPVEVRTAYTARHAALMARL
>ANB37079.1 adenosylhomocysteinase [Rhodovulum sulfidophilum]SNK001
MAPDYIVKDIALAGFGRKELDIAETEMPGLMALREEYGEAKPLKGARIAGSLHMTVQTAVLIETLVALGADVRWASCNIF
STQDHAAAAIAEAGVPVFAIKGETLPEYWDYADRIFQFAEGTANMILDDGGDATLYILLGARVENGEEDLIAVPTSEEEE
ALFAQIRKRMAETPGWFTKQRDAIQGVSEETTTGVHRLYDLHKNGLLPFPAFNVNDSVTKSKFDNKYGCKESLVDGIRRA
TDVMMAGKVAVVCGYGDVGKGSAASLRGAGARVKVTEVDPICALQAAMDGFEVVVLEDVVSSADIFITTTGNRDIIRIEH
MREMKDMAIVGNIGHFDNEIQVAALKNHKWTNIKDQVDMIEMPSGARIILLSEGRLLNLGNATGHPSFVMSASFTNQVLA
QIELFTKGDQYENQVYVLPKHLDEKVARLHLDRIGVKLSTLTPEQAAYIGVTPEGPFKPEHYRY
>ANB37080.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]SNK001
MTYLKTTPTRDGFFGSYGGAMLPPPLEPHFAEIRKAYDRISKSADFIRELRYIRTHFQGRPTPVSYLRNLSELCGGAQIY
AKREDLNHTGAHKLNHCMGEGLLARFMGKTKLMAETGAGQHGVALATAAAYFGMECEIHMGEIDIAKEAPNVTRMKLLGA
DVVPVGFGGRSLKEAVDSCFESYIAQADHALFAIGSVVGPHPFPMMVRDFQHVVGVEAREQFLDMTGELPDMVAACVGGG
SNAMGIFSGFLEDDVALYGVEPAGTSSNLGDHAASIAFGEDGDIHGFRTIVLKDANGEPAPVHTVASGLDYPGVGPEHAH
LHRTGRVTYTTADDKEALNAFFELSRREGIIPALESAHAVAFAMREARANPGKSILVNMSGRGDKDIDYVTETFGFGEAL
>ANB37081.1 hypothetical protein A6024_03525 [Rhodovulum sulfidophilum]SNK001
MGKRDALIEKYAQDLRTKCGMEPDMDLLRKVTIGCGPAIYDADAELVAAHQPGEIETVRTNFLIRKLGLPDSPDLTEAIH
AAIETYGVSNPHKYRAVLYYMLTRHFGKEQIYG
>ANB37082.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SNK001
MTASPVVTSFHDEATGSLQYVIHDPATLDGAVIDPVLDFDPAEARVTTANADRILDHVRAEGLRIGWVLDTHPHADHFSA
AHYLGRALGARRGIGARVIEVQALWRELYNLPDAFPAGGRDWDRLFRDGDEIALGNLTLRVLATPGHTLASVSYLAGDAA
FVADTFMRPDAGTARADFPGGSASVLYDSLGRLLSLPDETRIFIGHDYPEEGAAVQPMATVAEQRRNVHLDGATREDFLK
TRQARDATLSLPDRMLAALQVNLRGGRLPEPEDDGRSYLKIPLNRF
>ANB37083.1 ubiquinol-cytochrome C reductase [Rhodovulum sulfidophilum]SNK001
MAFWLFKSEPNTWGWDDQVAKGAAGEEWDGVRNYQARNNMRAMKIGDRGFFYHSLSEKAVVGIVEVIAEAHPDSKADDPR
WDCVDIKAVAPLPRPVTLDMCKAEPRLADMVLVNNSRLSVQPVTEEEWRIVCEMGGL
>ANB37084.1 hypothetical protein A6024_03540 [Rhodovulum sulfidophilum]SNK001
MYFALICRDKPGHLEIRKANREAHLAYVAETGVVTQAGPFLDEAGEMCGSLVILDVEDKAAAEAWAANDPYAGAGLFESV
SVQAWKKVVG
>ANB37085.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTGIGIAGAGAFGTALGVVLAQSGRKATIWAHQAAFADRIRSSNENPRLPGVALPENLSVTSEIADIAECDLVLLTTPMQ
ALASVLETHGPVLKARHMVACCKGVDLATGRGPSAIIAESCTGVVPAVLTGPSFAADIARGLPTALTLACADAKAGIALQ
ERLSTPTLRLYRSSDTVGAELGGALKNVMAIAAGIVIGTGLGESARAALITRGFAEMQRFAQSYGAEPETLAGLSGFGDL
VLTCTSQQSRNFGYGVALGRNTWFDPEITVEGAATARAVAAIARARGIDMPVTQSVAQVIDGHRSIEEAVKILLSRPLKE
E
>ANB37086.1 tRNA N6-adenosine(37)-threonylcarbamoyltransferase complex transferase subunit TsaD [Rhodovulum sulfidophilum]SNK001
MAETLTILGLESSCDDTAAALVRQNADGRPEILASVVEGQTALHAAYGGVVPEIAARAHAERLDLCVERAMAEAGLGFPD
LDAVAVTAGPGLIGGVLSGVMVAKGIAAATGLPLVGVNHLAGHALTPRLTDGLDFPYLMLLASGGHCQFLAVSGPEDFAR
IGGTIDDAPGEAFDKTAKLLALPQPGGPAVERTAETGDPARFAFPRPLMDRPGCDMSFSGLKTALLRARDRIIAEKGGIT
VQDRADLCAGFQAAVRDVLAGKASRALSACPEATALAVAGGVAANRAIRAALEDLARTSGLPFVAPPLKLCTDNAAMIAW
AGLERFRLGARDDMALAARPRWPLDSRSPALIGAGKKGAKA
>ANB37087.1 hypothetical protein A6024_03555 [Rhodovulum sulfidophilum]SNK001
MTQHPPLLLLTRPRLQSARFAGDFVKRFGSGIAIRTAPVLDIVPRPDPVSLDGFAGLLFTSENGVAALAAVNERRDLPAY
CVGERTADAARSVGFRATAAEGTAASMIAHFSADPPKGPLLHLRGEHARVELAEALSAIGIPTEERIVYAQEALPFPPGI
AAEIEAAPLTLLPLFSPRSALLVAEWLRGLGGRFALVTMSAAVTASWDGPRPEVLIEAERPDAPAMMDGLAAVMGAVGVP
>ANB37088.1 hypothetical protein A6024_03560 [Rhodovulum sulfidophilum]SNK001
MAKTEDETDSEDTRTSQPEGGGETGEGRLETAIRTARDRDETDEDVNTEPPRDETPSEDDTPAEEVSETGPSEPAVSPAP
AAAPVPPKRGLVGAVAPVLGGVLAAGIGFATAQYIQPEGWSFPGTSAGIGDKGMAVLTETGARLDRIEAALAERPSGTGA
DDAIAPQISALQEQIGKIADQLAGIDARVTELAEAPAAAASGEAAAALKAYEDQIAQMREQNAELSASVQEVAKKAQADI
GQAMDRAAQVEARAALMRIDAALADGAPFDSAMGQFGAIEVPEALTAVAGKGVETLPELQDSFPAAARDALETALKEQAA
GGVGDKFAAFLRSQLGVRSLTPKEGDDADAVLSRAEAALREGDLRAALSELDGLDDGARAEMAGWIDAARARADAVEAAQ
SLEQTLNSN
>ANB37089.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]SNK001
MLWSLLKILFFVVLVAALAYGAGLLMETGSGLRVSVADMEFVLGPVQAVILALLTLVGVWLLLRVAGFLVALVRFLNGDE
TAISRYFSRSRERRGFQALADGMLALASGEARLAMSNAAKAERFLRRPDLTNLLSAQAAEMLGDKSRARDIYKKLLGDDR
TRFVGVRGLMKQKLAEGDSETALKLAEKAFALKPRHAETQTALLQLQASAEDWKGARKTLNAKLRHGNIPRDLHRRRDAI
LALCEARDLMVDGDEPRARDLAMESNKLSPDLVPAAVMAARAYNVQGRDKQAVRVLRRAWEAQPHPDLAAAFAELVPEET
PQDRIQRFVALTEVRPDDPETRMLSAELAIAAEDFPAARKALGDLAETAPTARALALMAAIERGLGADDEVVRGYLAKAI
GAPQGPQWVCESCGTVHSAWTPVCGHCSGFDTLAWKTAAAGLGGASDMLPLLVGGGFQKSAE
>ANB37090.1 hypothetical protein A6024_03580 [Rhodovulum sulfidophilum]SNK001
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>ANB37091.1 hypothetical protein A6024_03585 [Rhodovulum sulfidophilum]SNK001
MNDNEQNSGEAPSRYELKPLVEVNAAGYTKIISRVLLGAGALGVAGKLGELALLGLGWGNGWTIFLGVILGAAAIGMFTI
SVPVFIFAFAGWIGEDRFHGRQGLKDPYGVVFAIAMILIFVALTQMLVMSA
>ANB37092.1 hypothetical protein A6024_03590 [Rhodovulum sulfidophilum]SNK001
MLRRIASLTKQEVRVMQKSDAARLVISEPFADPRGMGFTATLTQVFGLSTTLDLATQQQIDDRNALARIEQRSDAQQKEL
IAINEKLNRLGFMNESREPLYQEFLSAWQDVRYADRPPLTPEAIAKRHEAMKDLIRQLTSKAEQSH
>ANB37093.1 hypothetical protein A6024_03595 [Rhodovulum sulfidophilum]SNK001
MVGAADMLFADMAPRTPISAPLNEWLIQALDHSGLSQSALAELLDARVQKKIDRSIINKMTLGKRTISAEEMLLISEITG
FDLPSDTARIATIAIAGKVGAGARVPVFDTYEKGDGPQVECPLGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSDGSV
PSEAVGKRCVCECEEGLGWVKVVRPGRDHGTFDLHSFNDQTPTMYGVRLKWAAPIKLHWPAELARKV
>ANB37094.1 hypothetical protein A6024_03600 [Rhodovulum sulfidophilum]SNK001
MEPASTIISALGGPSAVAKVIGIHRTRVSMWQASRERGGTDGLVPYRHIPKLLELAAERGVPLSPADFIPTPTGDAA
>ANB37095.1 hypothetical protein A6024_03605 [Rhodovulum sulfidophilum]SNK001
MARNNPHDSIQDAVYRAYEAAGGLKTSSSILNLAMSTLSSFSELPRSGKRSGGLGLNYAHALSEARPEAAAVFAHHFAAL
AGGVFQPIHADPKVTSLLSHCSIVAKECGEAQSAMIRAAANASAKNFEEAEKECAEARDVVDAAIAILRKQRGAA
>ANB37096.1 hypothetical protein A6024_03610 [Rhodovulum sulfidophilum]SNK001
MTVASAKSLFRATKPKARIDLRQAEAFVDLPIQRVPEEGRDPLDYDPTPPDATAAFLAVEGARIRQLGGHIWEPAAGGGH
MVREMRRWGFDVTASDLVGRGFPGVSLRSFYDFDTAPAPVIVTNPPYCEVNARDGGGRWLRHTMSLRPRYTAMLLNADWP
AARINGMDALHEQFPMSRVYICCWKIDFRGGGSPPQRNIWAVWDADWQGETVYRRLFREGGEQQEALL
>ANB37097.1 hypothetical protein A6024_03615 [Rhodovulum sulfidophilum]SNK001
MTTRTLKVSIENAEAVIRMPLDEVHGLRVALHPRLAGEPESNSTKAIREAFDKALARAQIRAGRV
>ANB37098.1 hypothetical protein A6024_03620 [Rhodovulum sulfidophilum]SNK001
MKDRSAIGRRNRAKGAELEREVAAALLDLTGIAFRRNLRQCQESGWGDLVTDDPAWPFSIECKRRSAGTGCADDWRTQAA
ASARKAGQLPVVVYRFDRRPIRCALPLGAIRAAFGDGGAAPPEEWVECSLDGLAYLAREIMAGPGAAEIEIRGTVR
>ANB37099.1 hypothetical protein A6024_03625 [Rhodovulum sulfidophilum]SNK001
MSDPWLKFYTSDWRSDPGLRMCGLAARGLWVEMICLMHEATLEGDIAERCRIEMRAVRAARVRARSGWAGTEAPEDRERC
SPEAAARAMRAAGFSPAEDFTGPKRFGGAADQRGAA
>ANB37100.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]SNK001
MAGTVNKVILIGHLGRDPEVRSFQSGGKVCNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRLAEQYLRKGSKVYV
EGKLETRKWQDQTGQDRYTTEIAVRPFKGELTLLDKRDGDGGYGGGANQGGGYGAGGRPSGDFDDEIPFAAESRI
>ANB37101.1 hypothetical protein A6024_03635 [Rhodovulum sulfidophilum]SNK001
MGKGSKTRARAVKLAKKAELAGMPGLAPVERREKDGRIRRSTKPGYERTEADVALRARCRQMGWKARPEDMAKARAQSLE
CDAGRVLHLLCDRPDEVARLWSAFAGLCGAHAAYARRYLGVRLHPKTAKIEMLIERFEISGDDDLDLRSEEEKARAAVNN
WMRWQGYLGHLDRWQQAAICGAVREQTALIRDRVVTGGDGRDRIEHQATDEGRGYVQALRKLADVVERR
>ANB37102.1 hypothetical protein A6024_03640 [Rhodovulum sulfidophilum]SNK001
MTIRFVAPKRRPDYLGAIKTGLTAVADAAAQNPYTAPVRIVELIEALRGTKTATPENLAWSWWTQRITFAAAEFVISVRR
NHLLDGDKGRATAAFLEAALPDEPTATFDRNALLHPSSHQAFADARQAVLGFTLDLTGLAVLPEGHGQAYYEQEFGRCLH
RASAYVFSSNFDALKPLETLVAGPAALEMQKDMAWARHYDWITRKFRMEPVFSPEGDVKTPLCELYLRLRCYWHEELPQE
KENEPPRFQAHVQDLHETAKDWLADMTDRYHMRLIAGGPGSGKSSFAKAFAAETIAAGTHRVLFVELQHMHLTRDLEADI
GTYLKRRYSPSGSAGSPGFPENALDWIKHGSQPTLLIFDGLDEMRFIEPRADELTRSFIQNASRMLGRLNSDGTPVRALI
LGRNLAIQRGMEAAALPRNLLLNVAPIRELGREDLELRSADARHMEDRKTKVEVPDLEDLPKNLTGDQRKDYWARWCRSQ
DLHAPLPEGITHDDLKDLNVEPLLLHLFILSDYCGERWQEAAENRNRVYEDILRKIQKRNLKKPNASAVPAYTEGQFFLL
MECLGLAAWRGGGRGSDEATFDKLREVHAAHKFRKERVPLPQDLDSVVLLTHARRTDGLDPGFEFIHKSFGEYLAGRGLI
SEAMRLHRRFTQDEDPVEEGRLAQDWARMIFDAKLTEEVVRFTRDEARLLLEKGQDLSETKASVEAVLNWVLLNGMPVHE
IREPGSYRQLETRQRSAEAALFLVASTMVGALQDEARNNDAEPARTLQLNWRATGARDIIDRLQATYGGLNRLLFAGSNF
SGANLIEANLFGADLSGANLSRAHLFGAHLSGAHLSGANLIEANLFGADLSGANLSEVNLSEVNLDQSTNLKRCTFAATR
FRLVDLSVASDIDSEVVKSSFGVRAGFGLVHLPPGVSYPDHWHVADEAEEDSKDLQDAFRADYEIWLRQRRQSR
>ANB37103.1 hypothetical protein A6024_03645 [Rhodovulum sulfidophilum]SNK001
MDTWTWFRSKSVFVQCLLVVPVTCALAFTLLVGNMGLALMGTAIALNSVVVGGLAGLVMTIFGKAAAIILRDKHRTR
>ANB37104.1 addiction module antitoxin [Rhodovulum sulfidophilum]SNK001
MPIETTRFDAAEYLDTPEAQAMLLSDAFETGDAAYIKHAIGIVARARGIKDTAEAAGITREALHRALGEKGNPRLSTILG
VTRALGLTLKVEASA
>ANB37105.1 hypothetical protein A6024_03660 [Rhodovulum sulfidophilum]SNK001
MQRDSWLCQPCLRRGRVTPATECDHVVPKAQYADPENEHVVTDLPVLDSATYIAADNGEPLVLDMGELPGETGVARGQRL
MKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEE
MPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFIDAWQFACAVPPGAMPGGSRASRKRRVN
LTLI
>ANB37106.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]SNK001
MDQIMIRGGAPLTGEIPIAGAKNACLALMPATLLTDEPLTLTNAPRLSDIRTMTTLLQSLGAEVSALHRGKVLALSSHRL
TSHRADYDIVRKMRASILVLGPLLARHGRAEVSLPGGCAIGARPVDLHLRALEAMGAQLELREGYVHAEAPGGLKGAVFE
FPKVSVGATENALMAATLARGTTVLKNAAREPEIVDLARCLRAMGARIEGEGSDTITIEGVTALGGATHRVVTDRIELGT
YMLAPAITGGDVTCLGGRIELLPAFAETLDAAGITVEETGRGLRVARKNGRVSAVDVTTEPFPGFPTDLQAQMMALLCTA
EGISRLEETIFENRFMHAPELIRMGARIDVSGGTATVTGVERLRGAPVMATDLRASVSLILAGLAAEGETVVSRVYHLDR
GYEKVEQKLSACGAHIERMSAE
>ANB37107.1 hypothetical protein A6024_03675 [Rhodovulum sulfidophilum]SNK001
MTEDARFEDGAEAPLHLMAVTEADLEVISTLAQDAILPATEMRWDRPRRRFAALVNRFRWEDRDAAERCGRPFERVQAVL
TVEDVTHVASQGIDRTDRDLVLSLLSVGFEPGADGTGRVVLTLAGDGAVALDVECLEVTLTDVTRPYAAPSGKAPRHS
>ANB37108.1 histidinol dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPVFLDTTSADFDAQFSALLGAKREDSPDVDDAVAAIIADVKARGDAAVIELTAKFDRLELTPETLAFTSDEIDAACAAV
SREERAALELAAERIRAYHVRQMPENAQWTDPEGATLGWRWTPVSAAGLYVPGGLASYPSSVLMNAIPAQVAGVERLVIC
APTPDGKSNPLVLMAARLSGVEKVYRIGGAQAIAAMAHGTETIAPVDKITGPGNAYVAAAKRRVFGKVGIDMIAGPSEIL
VIADRDNDPDWIAIDLLSQAEHDESAQALLLTDDAEFGRAVAAAVERRLETLERRAIAGASWRDFGAVITVRDLDEAACL
SNRVAPEHLELCVADPDALARKITHAGAIFLGQWTPEAIGDYIGGPNHVLPTARSARFSSGLGVHDFIKRTTLAKMTPQA
LKAIGPAAERLAISESLEAHGLSIRTRLDRLNEDAP
>ANB37109.1 ArsC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTGQLPSSVLFCCDHNSVRSPMAEGLMKKFYGQRAYVQSVGVHNDREIDGFTVSVCDEMGVKLDRHRVRSFDEMEDWGDD
LSGFDLIIALSPASLRRAQELTRYYHLEVEYWPVLDPTGLGESRPDKLAAYRQTRDQIVDRLTGRFGPPRRGDAP
>ANB37110.1 isopropylmalate/homocitrate/citramalate synthase [Rhodovulum sulfidophilum]SNK001
MTRDVTRDTIARYFVAFNAGDTEAMLAELTEDVEHHVNEGRIRRGKALFAEFCAHMSRCYRETLTDLVIFTGDEGDRAAA
EFVVNGTYLEIDAGLPEARGQSYRLPAGSFFTLRQGRIARITTYYNLADWLGQVR
>ANB37111.1 GNAT family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MSLGIRTLTGAGIEAALDDLARLRIAVFRDWPYLYDGDRDYERRYMASYRDNPRAILVGAFAGEQLVGAATGTPMEDHAE
GFAGAFADSGLDLSDIFYCAESVLLPDWRGQGAGHAFFEAREAQGRRLGRRYSAFCSVIRPEDHPRRPEGYRPLDGFWRK
RGYAPLPGVVAEFDWKDIDDEAPTRHRLQFWIREL
>ANB37112.1 translation initiation factor IF-1 [Rhodovulum sulfidophilum]SNK001
MAKEEMLEFPGVVKELLPNATFRVELENGHEIIAHTAGKMRKNRIRVLAGDRVQVEMTPYDLTKGRINYRFK
>ANB37113.1 septum formation protein Maf [Rhodovulum sulfidophilum]SNK001
MRLILGSQSPRRKQLLAQIGVVPDDVRPADIDETPHRGELPRPYCIRLAAEKARAVAAASDELVLSADTTVALGRRILGK
PADAGEAAAFLYAMSGRRHRVVTAVALRLGDRIWERDVVTQVRMKQLTDAEINAYLASGEWQGKAGGYGIQGRAGAFVPW
IGGSFTAVVGLPLAETATLLRAAGYPLDAERI
>ANB37114.1 ribonuclease G [Rhodovulum sulfidophilum]SNK001
MNGRSILLDEIGGRKAAALLEDGRLADLLIDPPDERPMPGAILRGVVDRQMKGQGGVFLRLPDGARAFLKQARGLRPGQG
LLVQVTGYAEESKAVPVTPRFLFKSRYAILTPEAPGLNVSRAIRDEDARDRLLELLHDGMAGAPDGLGAILRSAAELADP
EAVAEDIAAQLALATAILAEPADGAPELFLDGPDAHTLAWRDWPGPDELDDSAGCFATRGVLEAIDALSGPETLPGGGSV
HVEPTRALTAVDVNTGSDSSPAAGLKANIAAARALPRLLRLRGLAGQVVVDFAPMPKKDRVALEQVMKAAFRADAVETTF
VGWTPLGHAELTRKRERLPLTETLPR
>ANB37115.1 DNA gyrase inhibitor [Rhodovulum sulfidophilum]SNK001
MTCPVCKKPTDPAYRPFCSRRCADVDLGRWLTGGYALPGDPAEPTEPDDEPPPSPSWRH
>ANB37116.1 hypothetical protein A6024_03740 [Rhodovulum sulfidophilum]SNK001
MAEPQLIVIDQSRLDRIEEMLREALKRPEPPKREWGTVSEAARHYRVTDSTVRRWISDGRVEARGVGKARRVRLD
>ANB37117.1 hypothetical protein A6024_03745 [Rhodovulum sulfidophilum]SNK001
MPDVFRTLWAIAGAFGFAVLARIGWECGGRIIRALTDTDPLVSEATVRGGPRIRWFTDRTGRIVHIERVEGQDDG
>ANB37118.1 hypothetical protein A6024_03750 [Rhodovulum sulfidophilum]SNK001
MPSETLTRSFGRFEAEATPAEARLIVRDDGKDVIRLFGRDLIRSALLGGSWAPDIKRALRWGLDRIEAELGEDLRYRAGV
MAAVKLCWRLRLADDPRRAERLLLGDPEAGQPPAEPRICPACGELVTDSLGCGGGICRASDAFPKPVEDPADKAFREAVA
ELVDCAMKEGKADA
>ANB37119.1 hypothetical protein A6024_03755 [Rhodovulum sulfidophilum]SNK001
MAAHAGHDPRAPLSTVAASGSHQTPVAAWFAKYYGTGDGARMDAPCHTVTVKDRLGHMQADLAAPPFAREHEARAREVAE
FLRAHGAWDGGEFVTLEIDGQSFVVIDIGMRMLSPRELFNAQGFPPDYVIEGTWEGLDSDEPTFRPFSKDVQISCCGNSV
CPPVAAAIIAANCPHLAAPRQAEEAHDAV
>ANB37120.1 hypothetical protein A6024_03765 [Rhodovulum sulfidophilum]SNK001
MRVLLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIAEAITRRRT
>ANB37121.1 hypothetical protein A6024_03770 [Rhodovulum sulfidophilum]SNK001
MMRFISKGGYFVFLAILSVVAGVVLPVTLVFGAFALWDHDYLNGIALLGFTLLGLYLTQFAFDYRKKIGRNRDASGPDGA
GQD
>ANB37122.1 hypothetical protein A6024_03775 [Rhodovulum sulfidophilum]SNK001
MAQDHAPVSDVTVTYENDLGGQITITIDGTDFVLSAARARPAPLVRQAQEYAGTIASSIWHQPTDVTTGAFLLATLGGTF
DGIAPQGSRNARAVMSLPVEAFGMLRRDWRQLRLELQMLLVYQQTDLRGRMLLASGTRIATGMTVTPWIFSLGGRVKGYA
LARGAATFALATLGAVYRMSMRMYEAKLSVMDTGPYPFLAAIISGEERIFHLAREIGIDSYFEIRNYLRDHPEAIQLEDT
ELRLVQKAINWVFDALEDPAGFTDKVEE
>ANB37123.1 hypothetical protein A6024_03780 [Rhodovulum sulfidophilum]SNK001
MGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADVDFDRLIGTHATVTLTTKEGERPFDGIVTEARWLGSGDNG
HRYRLRLRPWAFLASLRRNQRIFHNKTVVEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFACRMMERHGIS
YHFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAAMETDHLGDAA
YEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIAALGAGLRVTLSGDPVPGTGGEYMCLSARHSYTAD
NYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVS
QSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRNKVPYDLPENKTRATLKTDTHQGTGFNELRFEDENGRE
EVYLRAEKDLSLRVRDNAVSNIGGLSVENIDKDKWEMIGNAHTLRVGKDYNIDVGFERDFGGSFGYHNLGDDGLQKSIFG
YDSKGFDLGETGDYRLNVKGTITQTTQSTFTLRAKDSTHIESDQTLRLEAARDFDVNAGRNLDLTATRSLVGAAADFIKI
EVAGVSLTISKDGCARLRGTNIEIHADDKVDIRAGNEIRLSAARIDLN
>ANB37124.1 hypothetical protein A6024_03790 [Rhodovulum sulfidophilum]SNK001
MAAFNTAITDNPHDAEVRLADFGLTPMQILTIRDSARAAADDASPLMPLNAPGTLAYIRGVEALRAQLLDGEWVIDRTLG
VEAVINRELGIRIGYQNVDKACDLVFKPIPRSVKGPASEKMCSFPLFDYYGMTLETDHDRVPRDDVKDPHGDQVTTYFVM
VGEDGSVELSSPIIANRRYSDFRERIFVDRLDEDWEDRIEPDSEPLDDFDVPVSIKDKT
>ANB37125.1 hypothetical protein A6024_03795 [Rhodovulum sulfidophilum]SNK001
MRKDEDDNFLGPYPSAFEERAVDDYLSVTWCEYFVGSDDEQLRCSVEAIRSSNMDVRPKACFCLANTTDVLAAIDDAGSN
GRAVYHPEGDNDAHAGIYGIAPEEAKLLARLADEVWCAFLTKDTANALPESGCAKSNDVE
>ANB37126.1 hypothetical protein A6024_03800 [Rhodovulum sulfidophilum]SNK001
MTYVDMGVSPRGPLVSGRAFDRINEFFGLLGQRGGAEQIEAQESLASSHLSLLEQRLRYVQHKISEISMHLPKGFTAGLN
RQFANLMDEDAWENEDELVSPNALATFILVLLSTKTSRRPGIGTNGRGSITASWTEGDNRLTIECLPTKRVSLVLSRGCD
NGEIERAAFDPMRPERVSDVLAPFHPEVWFDG
>ANB37127.1 hypothetical protein A6024_03805 [Rhodovulum sulfidophilum]SNK001
MRYKKAPILEAVLQFSWSPSKSLDELEAVLSSPAFEDFEEPKSRFQIDATVNVDEGAFSHRQRRVGFEIALRNGSEIVFL
EEQRLVFVQRAPYDRWEHFSQRALALLSPTVSALRVDEFSRVGLRFVNRIDIPKPSINTDEYVTVSFDGPRHDRGVIEEF
QMRVVKPTEKEGIHYALVLATTASPLPGHSSILLDIDVFTRRPVPADDEKLMRTLGEIRNEKNEIFEECLTDEARALFGG
VEE
>ANB37128.1 chemotaxis protein MotB [Rhodovulum sulfidophilum]SNK001
MAVGTNAPVIIKRKKVVGGDGHHGGAWKVAYADFVTAMMAFFLLMWLLNATTEKQRKGIADYFNPTIPVNRVSGGGEGAF
GGDSIFSEDTLVQQGTGATRPSPSPDRQAKGEIGSGPQVQKDDEGGASANAEAEIQALEQVAEMLNGKSGETLLSEQMMR
HIVTRLTDEGLVIELFDIEGVPLFDDRDRPTEVLDELMEVIGAAFSIVRNKVSVAGHVSARPVVLVDNPVWDISTLHAQI
ARKMLEDIGVAPARIERVTGYADRKPAISRPMAVRNNRLELTLLRSDLRN
>ANB37129.1 flagellar biosynthesis protein FlgE [Rhodovulum sulfidophilum]SNK001
MTISSSLNASVAGLAANATRLATISDNIANSSTYGYKSAEADFHSMVINSSRGTYSAGGVRPTTTRLIDQPGALLTTANA
TDLAVRGRGFLPVMTESELISNVGNYTMYMTTTGSFRTDEDGFLKTKTGLVLMGWPADADGSIPSYSRDTTDDLVPIQIQ
TNQFATEPTTEMTIGVNLPATETAYDSASATGNPLTLSVEYFDNLGTSQSIEISYTPDTSVAGLSNSWNMTLTDSSTGAV
VGDYDLVFSDTQQYGGTLESVATNSGGAWDSATGILTVQVGPNSDTMSINIGAQHSRSVMTQLSDSYGPTTISKNGFPVG
NMTSIEIDSNGFVRANFDTGITRTLYQVPIVDVSNPNGLYAHDNQCYSPSDTSGSFFMWDAGDGPTGDVVSFALEESATD
VAGELTELIQTQRAYSSNAKVIQTVDEMLQETTNIKR
>ANB37130.1 hypothetical protein A6024_03820 [Rhodovulum sulfidophilum]SNK001
MSLSASLANALSGLNAASRGAQVVSSNVSNALTEGYGRRVLETTPNTVSTSGSGVQVVGVRRDVNHQLIADRRLADAASA
EAETRADGLSKLEAAFGISDSADSISGAISAFESALVAAASRPDSDARLADVLATTQTLVGRINEAADDIQQSRMDAEAG
IVSNVRTLNETLQQVAELNTEIRKQRSYNNDASALVDQRQILIDKIAGIVPVREIARDNGMVALYTENGAALIDGPPAEF
EFVSAGVIVPEMTVEGGALSGLTMNGRPVRVSGTYAAMGGGSLEALFGQRDIAAVDAQTDLDALARDLIERFQDPAVDAS
LGAGDAGLFTNFGAAFDLVSDPDAETGLSTRIGVNLLADPDQGGALWRLRSGLMAGASGPVGDASLLNSMGDALTASRAP
SSGSYTTQAFTMADLASEVVSGISVRSQTAIEQSSFSSARASALSEAELAEGVDTDYELQMLMLFEEAYAANAKVMKTID
ELINMLLEI
>ANB37131.1 hypothetical protein A6024_03825 [Rhodovulum sulfidophilum]SNK001
MGDLAQGLGLRIRNAEVKAQFTRLTEELVSGVTADPAARVRGDFRPLGAIDRSLTLLDAYDLATSETKSTAQVMQAALGV
VSDTAKEIGSSLINGSSGQHGNMIAAAGQEAEEQFRQVVAALNTRFAGRSLFAGEATDSPALASADTILSALGTTVSGLT
SVTDIETAIDDWFNTPGGFDTVAYQGSTASVGPVRLSETETVRIDITALDPAVRDVLKSLATGALLADETVLSGNPVLRS
LLAESAGEGLLTARSSITELQALLGVRQEKIETIETENGANRTMLVLAREGVLGVDPYETVTEMDAVEAQIETLYKVTAR
LARLSFTNYMP
>ANB37132.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]SNK001
MIRRLTLLLAVLLVAFPAFAAPIRIKDLVEFDGVRGNDLVGYGLVVGLNGTGDGIRNAPFTEEIMSNILERLGVNVTGEQ
FRPKNVAAVLVTASLPPFARSGSQIDVTVSAIGDAKSLLGGTLVMTPLNAADGQIYAVSQGTVIAGGASAEGDGARVVEG
VPTSGVIPSGARVEREIDFDFSSLRRLRLALRNPDFTTAGRIEAAINNDYGRGVARMLDSGTVMLDIAATRAPSPAHALQ
RIEGIMVEPQQKARVVVDQRSGTIVMGEDVRISRVAVSQGNLTLRVQEEPLVIQPNPFAQGQTVVVPRTRAAIEEEPGTG
LAEINEGTSLSEVVAGLNALGVSPRDMIDILKSIKAAGALHADFLVR
>ANB37133.1 hypothetical protein A6024_03835 [Rhodovulum sulfidophilum]SNK001
MSWDAAPTGRRGRQQTYSDAAIQTCLSMKVLFGMALRQTTGFVESLLQLVGLDWTAPDFSTLSRRQKTLTVNIPYRGFKG
PLHLLFDNEALTAIGPRTMPNGIKVEGEGEWHARKHGGPKRRVWRKIHLGIDEETLEVRAVEITGSHIGDAPVLADLLKQ
IPAHEQIGSVTADGA
>ANB37134.1 hypothetical protein A6024_03845 [Rhodovulum sulfidophilum]SNK001
MIALTIAIVAALLITLSVRSTLQLVDRSVDRLMTQVTQASSEALGGHIAFRNEAEIEAEMAQYIDGAGEELVLVEVTAAD
GTVLAETRDDLSADRELLGVLSGRAIESGEVVYSDDGLTIAVPVRYGKSGRVVGAFAATWSQKAMITHFLEEMAPAMAMI
AVLFLLLLVGATLLLRRMIGRPIDEVSDAMAMVADGVLDRQVPDTERRDEIGVIARSLEALRGTLLDAKHAEAERDIDLT
DQKRAVDLLGRGLTALASGDLTFTIEQEFAGGRDQLRSDYNATVQTLNALMGAVVENATEITTRSEEISGASDNLSRRTE
NQAATLEETAAALDEMTTSVRAAADSAAQVETVVRDARGNAEQSGRVVKEAIGAMSEIKNSSDGIGQIIGVIDDIAFQTN
LLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISKSSEQVESGVALVNRAGDALTDIVDRVGNIAELI
SGIASGAQGQSAGLGEINVGMSELDKVTQQNAAMVEEVTAAATTLKQEAQSLQTQVARFQLQSGPSGGGSRRAERISVRD
ASVASDRSPAPRAPQKRAVNDAGWQDF
>ANB37135.1 hypothetical protein A6024_03880 [Rhodovulum sulfidophilum]SNK001
MLVQIALPLLRAREQPKASWLTFANPPPQQPHCIRPENRNLGRRRSHTGTRVPLEISAPWRLRTACQSSSSTMRSSGTSV
ISHSSSGFIRLTRLPVIGSLA
>ANB37136.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKRRNHDAGFKARVALEAVKGERTVSELAAEYGVHPTMIHQWKKALLEGASDIFERGGKKKAEVDGETARSLHAKIGEL
AVANDFLSRKLKPWTGK
>ANB37137.1 hypothetical protein A6024_03890 [Rhodovulum sulfidophilum]SNK001
MGQAMGHAFGEARGFIPVSKALRDTGLFHPTQGRQCRAVFLKLQDGVDLLYWAGSFQGGMELPLKDDSDRVSLSFTTNLK
GTASRSFTDKPDAVLPVRCNTGSIEYRPGRSGIYRQKGALENLTIMVENNLFNQWVDDDDTELVELTKHGGSSGGYLGGE
LSAVIHMLNRELAFHDRDQPSQRHPLWFQAQALSIAGLFLECRTPSRVESVNPDLRRQLLHARDLLLADLSAAPSIPALA
HEAGLSAPSLTRGFKKLFGTSPYKLFQRERMHAAHHRLSIGRASVTTVAADLGYINLSHFSAAFRKEFGVLPNKMNRKG
>ANB37138.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MADDLRCEGGTDVLGMRQWTLLASLYSTQYLGLNFFVVALVAILRTEGAQLDVLGLVYMLGLIWPLKLIWAPMIDRFTIG
RGGHFRGWLLLTQGLLVLLLLAIGRFDVIDDFPLVYALCLGVALLAATQDIAVDGLACRLLPETGRGLGNGLQIAGGLVG
NMVGGGLILMLYPQIGWEGCLTLLAVLTAIPAVQLIGFEEPAWQRYGDATGKLYRRMTVFWWQPGQRCWLGIVLLVSASS
GMAYAVLMPLLVDQGWGPARIGLVVNVFGSIAGLVAALISGWLMHRLSRRDALVMGVGLQITGVAALLLPAWGLTQAAAF
GAIAYFLCYNPVSVVMATMMMDRAAPQSAATDFTLQFTSGQFAAIAAMSAGAAMAAQIGYGGVLGVALGAGSVALLLAVG
FGRSRAAG
>ANB37139.1 hypothetical protein A6024_03905 [Rhodovulum sulfidophilum]SNK001
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRASLRKPLRRL
DLALPRPRRRGGAAVRRSRL
>ANB37140.1 homocysteine methyltransferase [Rhodovulum sulfidophilum]SNK001
MTANPLTAALDAGPVICAEGFLFELERRGYLAAGEFVPEVALDHPEALRALHLDFQHAGSDIVEAFTYNGHREKMRVIGK
EYLLEPLNRAALRIAREVADMQPGNLMAGNISNTNIWDPVDAGKQAEVRAMFEEMVGWAVEERADMIVGETFYYAGEALL
ALEVAKASGLPVVLTIAPMAANAMMDGVGIVETCQQLEQGGADVVGLNCFRGPETMLPWLKEVRAAVSCHVGALPVPYRT
TPAEPTFFNLSDPGCSCPAPHGRTFPTALDPLQCSRYEIGAFAREAHAMGVDYLGVCCGANPMLIREVAEAVGRTTEASR
YSERMEAHFMYGSHDRLPAHIRALGERA
>ANB37141.1 hypothetical protein A6024_03915 [Rhodovulum sulfidophilum]SNK001
MLDTSGDPVSTGDYRGRNHLFRGAESDQRALREHSELITGPDREIDIVDGDHGDGAGFTQEVSNGVNHRELPFQIKRAGG
LVKQQKLRVPYGDLSKANHLTLSSRQPIHALECEMADAEGGECVFDGLFRGWRIQRPDRAAGGQHRFVSQQRAGRRQGLG
QVTDCLDASLVVGGRQIHAVQLDAAGTCAEAGNGAQKRRFAGGVRAEKANQ
>ANB37142.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRHSLQIPAAARSLAQGYASFVRYRFLILILMLGLLVIAFICDVFTGPAALSPGVVITGLLDSAGLPSSMHYILFNVRLP
YAVMAILVGASLGLAGAEMQTVLNNPLASPFTLGVSAAATLGAALVLVTGLSVSWLPQEALLPASAFLFAAMAALLIHVL
AQTQANGADSVVLFGIALVFAINSVVALLQFLADADTLQQIVFWGMGSLGRTTWPKIATVAGVLIVAVPLSLRNVWKLTA
LRAGEAQAESLGIDTKRLRLTVMLRASLLAAVAVCFVGTIGFVGLVGPHIARLLLGEDHRFFLPGAAFAGALILSLASIG
SKMVIPGVIIPLGIVTSIVGVPLFLSLLIARERHA
>ANB37143.1 hypothetical protein A6024_03925 [Rhodovulum sulfidophilum]SNK001
MTSRKLTVYSTRHREFTQLLADGFRQESGVEVTIRDIKSDAAPLMQEEGPDCPADIVLTVDFRRLLKLADANLAQPVRSG
TLDRLVPAYLRDPEGRWFAQSMRARLIFVEKSLDVTRLDYDDLTDPRWRDRMFIRSADHMFNTGLIAAYLARYGQEKTKA
WLAGIAANNPLGNGGDRNAARAIAEGRALIGVANSYYFGEMQAGAGGSEQKAWSESLRAIVPTFDDGRTPINITGAAVAT
HAPHREEAVAFLEYLAGDNGQQIYADVGYEYPVSERVAPNPIIRKAGELRPDTRPFPAIAAFSETAEAYARNRPWNQIRM
KDPLL
>ANB37144.1 hypothetical protein A6024_03930 [Rhodovulum sulfidophilum]SNK001
MALAAPGLARANPGIVVRDLLGREVRLARPAKRVVLGQGRFLSMIGMVHPDPIAILAGWADDLNRTFPNEAEAWSSRFPA
LKSLPVIGRRVGSDYAIERLLMLQPDLVLISRFNAGPVDNDGSTSFIRSLTQAGLTVAVVDFAQDPLKDTVPSLRILSQL
LGQETRGEDTISFYQATLKRITGAFGDRSRAPTDLVFHSHAGVMPCCASIARGSFADLAALVGGHSIAADVLPKAVGPIN
LEYMLTRQPDVYVATGGLKGDAAGGISIGANVTEAQARESLIRIVSDPGIAELNAVRNKRAYAVWHGLNETPLHLVALEA
LAGWLNPGIKDGFDARKTLAAFRKRFPLLPQDGVYTVALDLSA
>ANB37145.1 hypothetical protein A6024_03935 [Rhodovulum sulfidophilum]SNK001
MGHFRAFALVLIASLNLMSTASETRAQDDVVVLPPVVLTSEGEDSDSYVAETSRAATKTATPLIETPQAISVVTEAELET
RQVQSVGAAIRYNSGVLGDYWGGADLRYDKTLIRGFDSAQYLNGLKLSKGRFAGLGRPEPFGLERIEVLKGPSSVLYGQN
APGGLVNLVSKKPTSETIREINTSVGTFGRRQGSFDFGGEIDAEGKFQYRLVGLARDSGTQTDHGRDNRQYLAPSLRWTP
TSDTTFTLLGSYLREDLGNQVNVLPPVGTLTSASFGKIPTSFYAGEPSFDKFIRTSRSIGYEFEHHFDDVWTVRQNLRFD
RQDADYRYVSYSGAALAGTTMPRKRSFVDQSLESFAVDNQAEAEFTTGRVSHDLMVGLDYRYIDSAFRFGTAAASSLDIE
NPVYGAPVSMPPTTRSEETDQHQTGFYLQDQMRLGRWAFTLGGRYDVVSSSTRNRLTNTVVDQDDEKFTWRAGVVYLAEN
GLAPYASYSTSFEPTPGSDFAGEAFKPTTGEQFEIGVKYQPVGFDGFVTLSAYELTQQNVTTTDPVNTRFDVQTGETRVR
GIELEGVAALSDSLNVKASYTYMDGKVTQSNDYLGNVPAQIPDHVASLWGDYTFPDGGPLAGLEIGAGVRYIGGRFGDAA
NRMDLPATTLVDASLRYDFENLSPDFAGLSLRVNASNLFDKTYVGQCASTRYCQYGGRRTVSASLGFRW
>ANB37146.1 hypothetical protein A6024_03940 [Rhodovulum sulfidophilum]SNK001
MSGERRRFGYSTELQRDASIEDQIRAYRTQTDRQGYEVVKVYFDRAASGASLMPPGIPELRIIDDELWQAVRSRQGALIS
RGTRVPVWDRRRPRFLFSGLMQCGGCGGCGGGYAKVSQDASGCSRARNKGSAICTNMRTIKRVDLERSVLDALEHHLMDP
GLVEASCKEYTAERNRLQDAALAGRSKLEKELARVRGGHAKLVDAIMAGIPAEQVKDRMLALDARRRELEAALSSVPPPA
PSGFTRRWR
>ANB37147.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFSEEQIIVILKEHQAGIGAKELCRKHGISDGTFYKWRSKYGGMEVSEAKRLKALETENAKLKKMLAEHMLDVATL
KEMLGMGAGERHAFE
>ANB37148.1 hypothetical protein A6024_03950 [Rhodovulum sulfidophilum]SNK001
MVKVEEIAGVRELWRKSTGLPEICVAVVDGLVDLDHPVFHGAQLSCLDNVWQDLSSGTSVGHGTHVASLIFGQPGGPVPG
IAPGCSGINVPAFSDVTRRSSQLEIARGIELAVEHGAHIVNISGGQFSQSGDPEDALGRALRLCGEENILVVAAVGNNGC
FCNHVPAAVSTVLAVGALGDDGLPLPQSNWGAAYKGHAILAPGQNLLGAEPGGGLVQMTGSSMAAPVVSGVAAVLLSMQV
AAGHKPDPLGVGALLISTADKCDIGEAGHKPDGSGYCDRFLSGAINIERSTRIMSEMLRNGEGAEASACGCKKRAESGDP
ELGVSVAAEVAAAEQSVVPEAALVVQSAQETAASEQSKPPQQANAPQSGPLAMIDGPILSSLPGGMRQRVYALGELGYDF
GTEARRDTFKQLMAPQEIDGTVLPPNPYDARQMVDHLANNPSEARSLIWTLNLELTPIYALEASGSFAAEIYGLLTRLLT
GSVAADDDPAHIERVAIPGVLSGRSVKLYSGQVVPIVEIEQIRGLYGWEVNKLVEAAVSAAQAHGDGAAEVATITENLRE
FLTKIYYDLRNLGTMSRDRALNFAATNAFQAAQTFASALSRGMAVDTINVEKSPFCRLDSDCWDVQLRFFDPENSRRARR
VYRFTIDVSDTMPVTLGEVRTWTEAGV
>ANB37149.1 hypothetical protein A6024_03955 [Rhodovulum sulfidophilum]SNK001
MADLNDIPGLNALWQATQGAGVSIGMIEGGPINAEHSCLLGADMTVSATAWRPPPVETHDILREHGTFSASLIWGQHGTG
MSGVAPESEGFFVPAFVDAESIVDPLNFSHAVDRAIDQGVDVLYIGVAVPTLSGAADPTLKAALERAAASDVLLVACAGN
LHGECPCVPAIMHQVLAVGAHDEHGAVCSFSNFGPQFADHGIVAPGTDILGAYYAGGLVRRTGTSVAGPIAAGVGALLIA
LRRSLGLDVSANLVRDIMLKSAKPCADSQNNDTGQCLCGRLNVTDAVELASRAKPPEMPLGRPTLPRSVLGGSLAPPDGP
ILSSLPGGMRQRVYALGELGYDFGTEARRDTFKQLMAPQEIDGTVLPPNPYDARQMVDHLANNPSEARSLIWTLNLELTP
IYALEASGSFAAEIYGLLTRLLTGSVAADDDPAHIERVAIPGVLSGRSVKLYSGQVVPIVEIEQIRGLYGWEVNKLVEAA
VSAAQAHGDGAAEVATITENLREFLTKIYYDLRNLGTMSRDRALNFAATNAFQAAQTFASALSRGMAVDTINVEKSPFCR
LDSDCWDVQLRFFDPENSRRARRVYRFTIDVSDTMPVTLGEVRTWTAPQ
>ANB37150.1 hypothetical protein A6024_03960 [Rhodovulum sulfidophilum]SNK001
MNRTTPTESDPNTVGTVVLPYELVVPVADVYLVGYGMRAPNDFTLETVAVMKQAKRIFGVPPIDASAFGIPQMESLLPLY
GPDKKRSVTYREMVDTLLDAAEADGPVVFATYGSAMVGTLPAHLILEEAASRGLRAHVSNTVSSFDGIWSRFNIEPFFGF
QIWEATAFVTMEIVPDTSANLLLPQANVYGVKSGPDASRNLEIARTTTVAELRDHLLKFYPPDHRIHHVKAASGSGESGV
NAVVETIELKDLDQPGRQLVSSLLVPRAPDYAHKGKLRLDFKMHISSDQPSTEEK
>ANB37151.1 hypothetical protein A6024_03965 [Rhodovulum sulfidophilum]SNK001
MVMFRVFCRRDRVLNSGTAQPKPDNSSRLATKPVAWRSGSPRRALRVRQTWIAASLQAC
>ANB37152.1 hypothetical protein A6024_03975 [Rhodovulum sulfidophilum]SNK001
MILWRYATMAGAIGALAEGGAAAPLPKGEGLKVIRKECTRCHPLRNIVDSDGLTAPQWRDFIVRMTDLENRPENLDVVVA
YLAEHFPPYAPGD
>ANB37153.1 hypothetical protein A6024_03980 [Rhodovulum sulfidophilum]SNK001
MTRITFLLATTALLATPAFADSFEFSSVSAPTTDAQKRAVQASDSVTIGGETVKIGYHILARSGQKIGDGTWGLLVDKTG
KPVRSEDGSEHISVDTDFSSLLPVGKKLFSISHFESRPGAMYLTELSQDPETGVLTPVSTKPVDFSDVGGLWVPCAGSVT
PWGTHIGSEEYEPDAREVAAAEELADIDDYFYPMARYFGLSPSEMTLDQFRAAFNPYSFGHPTEVTVTEDGNATAAKHYA
MGRLSIELPYVMPDSRTTYITDDGTNVGLYMFVADEAGNLDAGTLYAAKLTQTSDEGAGAFDLDWVDLGHATSDAVKKII
DDKPGFLDIFEAADPAEGGTCGEGFTSINTTSGHECLKIRDGMELAASRLETRRYAAMMGATTELRKEEGITFDPENNRM
FLAMSEVAKGMGPETKYDIGGPDSVQVAENKCGAVYQLSVAPDAAIGSDFVLQDMAPLVEGTPTEYGADSEFAGNTCEID
GIANPDNLTYMTGHDTLIIGEDTGSGHQNDAIWAYNMTSGALTRIFTTPYGSETTSPYWYPDINGFGYLMGVIQHPYGES
DADKLADPADAMAYAGYFGPFPASK
>ANB37154.1 hypothetical protein A6024_03985 [Rhodovulum sulfidophilum]SNK001
MRRLSSALAALLAATPVAAADLASHRLSNPTAYIPPQCYTDTMDAEGNAHNPCFTCHVRARAPNYIIGDADLQTEYSLPG
PALKNPWTNLFVDRSARISAIPDAEIDAYVAQDNYFDPDGTITLARKLAPPPAAWDEDGDGAWAGYVPDCYYDFDAEGFD
HASDGTPTGWRAFAYVPLPGVFWPTNGSTDDVLIRLAAPFRSTTDGSYDPTIYKVNLAIAEALIKRADVPVAPVDEARLG
VDLDRDGALGTATQVTFDWAPLKGRDMSWVGAAKGEMLAAGLFPVGTEFLHTVRYIDVSSGEAVMAPRMKEVRYGIKTRW
QTYADLEEGGLEEAKERYDFPDRIDLFDGGLETGIANGMGWRYQAFIEDASGDLRPQSFEETVFCIGCHSGIGLTDDATI
SFPRKLGVADAHAGGWYHWSQKSLAGTPDPVRADGRRELLTYLQENGAGDEFRNNAEVKARFIASDGSVKPEAAAALRDD
ITTLIMPSPERARTLNKAYREIVLEQSFAKGRDAVAEPASHVLKEVDQNQPTGIEIPVGASRW
>ANB37155.1 hypothetical protein A6024_03990 [Rhodovulum sulfidophilum]SNK001
MRPAGLDAAGEGAHHQDFAAVGIGGDNLQQAVSVKARGQVVAFLDLVEVEAGRTEAGLGGSS
>ANB37156.1 zinc transporter [Rhodovulum sulfidophilum]SNK001
MRRNLILGTVSVLGLATAANAEVPSVVADIPPVHSLVSIVMGDLGTPGLLVQPGASPHGYSLRPSEAEALDDADAVFWVG
EALEPWLEGPLDALAADAHVVELMETDGTTELEFRENATFEPHSHDHGDEHAEAGHDHDHEHAEDHDHDHEEHDHDHDHE
GHHHHGHDPHAWLDPENAKVWLGAIAAELSELDPENAATYAANAKAGQAELDGLIGEISAELAPVRGKHFIVFHDAYHYF
ENRFDFPASGSITLSDASAPSPGRIEEIQNKVRELDVTCAFSEPQFNPKLVATVFRGTDAKAGVMDPLGADLAIGADLYP
HLLRNLSSSLTDCLE
>ANB37157.1 Fur family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKAVGTVGHDREASTAERLASAESFCAENRLRFTAARRRVFEILLDEQKALGAYDILERLDADGLGSQPPIAYRALDFLV
KHGFVRRIERLSAYVACLQPRETHDPAVMICRICDSVEETTFAPSRGMLGAAARDAGFLIEQTVVEAIGVCANCRAAGAV
>ANB37158.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]SNK001
MDLFEFADVSLRIGDITILSHVSMRMEPGEIVTIVGPNGSGKSTLLRLLIGSLTPSEGRISRDRGLRIGYVPQRLAIDPT
LPMTAADLLSLRRKVRPAQIAQALAEAGVAGLERRQISALSGGQLQRVMLARALLGEPRLLVLDEATQGLDQPGVAAFYR
QIEQVRRRRGCGVLMVSHDLHVVMSASDRVICLNGHVCCQGAPHHVASAPEYRALFGEGTQGALALYTHHHDHDHDRTRA
AE
>ANB37159.1 hypothetical protein A6024_04010 [Rhodovulum sulfidophilum]SNK001
MSLLDDFMMRAVLAGLGLAVAAAPLGCFVVWRRMAYFGDATAHAAILGVALSLTFSVSIFGGVMVVALAMALTVSSLGGR
GFAMDTMLGVLAHSALAFGLVAASFLTGIRIDLMAYLFGDILAVMPGDLAVIWTGAVLVAGLIAWRWSALLTATLNPDLA
RAEGVNPEREQLVLTLALAITVAVAIKVVGALLITAMLIIPAAAARPFSRSPLQMALLAMVLAAGAVIGGVRASYSFDTP
TGPTIVCVVAVLFMLSLSVSRMVRQH
>ANB37160.1 hypothetical protein A6024_04015 [Rhodovulum sulfidophilum]SNK001
MAADGDRALFGLRISLAGILATLAMGAGTAALNAIAIFGGNAIGRMSALETRLGLAAAPGISGAALRIAGGLIIIVLTLG
FGL
>ANB37161.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]SNK001
MTITEDDIKQALVTWGNGKIAISKAFEEGGIEAAGKVASANLDAYYGYNLGPVLFKPTMASGEQTFRPTKAGALAYFCGH
SSEYPRDNGFAIMGWRAMQHINSATFLQGDVAMWMGWIRLTNRHGAITTVDKSFGYKKDDTGTLRIVLHHSSLPYQPPEL
NR
>ANB37162.1 hypothetical protein A6024_04025 [Rhodovulum sulfidophilum]SNK001
MEALLAREKLSPEILADPYAAIPLQSYLSIIEAAADLAGDPLFGARLGFSLRPGNLAPIGLRAVQAGTIRGALSAFARWS
GALQSATQSSLESEDGNLVFTYRITAPVVAPSRQDTEFSLAGICRLIRGAFDPRWRPSEIRLNHPPIPEKTRLEALFRAP
VIYAHPTNAIVFSAAAAERVHRTEDPDMIALIERHLQDLTAGASRSENIVDQVEALIDLYLGVRPVDLRTIAAALRMPPR
SLQRRLAEEGQSLSALLRLHRQRRARSLLAEKGMSVEAVATALGYSDGTSFWRAFRSWTGDAPSLGRETRCR
>ANB37163.1 flagellar biosynthesis protein FlgA [Rhodovulum sulfidophilum]SNK001
MGKPHLLKHDHSDNVGVVVVEGLTAGTEMLCVVTADNSDFTVTAKADIPIGHKVALSDLKEGDTVLKYGEDIGRMVGAAN
VGEHVHVHNCKTKRW
>ANB37164.1 D-galactarate dehydratase [Rhodovulum sulfidophilum]SNK001
MPFDFKSMTVNAWRRENGRVGVRNHVLILPVDDISNAACEAVANNVKGTMAIPHAYGRLQFGEDLDLHFRTIIGTGANPN
VAAVVVIGIEPEWTQVIVDGIAKTGKPVTGFSIEQKGDFETIRAASWKAKEYVQWATELQKEACPVSDLWISTKCGESDT
TTGLSSCPTVGNMYDKLLPEGIYGCFGETSEITGAEHICEKRAATPEAGAAFRKIFDAYQDEVIEAHKTSDLSDSQPTKG
NILGGLTTIEEKALGNLEKIGRSSTYIDAMGPAVAPEKGPGLYFMDTSSAAAECVTLMAAAGYVIHTFPTGQGNVIGNPI
VPVIKISGNPRTLRTMSEHIDVDVTGVLTREQTIDQAGDALIEMILRTANGRNTAAEALGHREFSLTKLYRSA
>ANB37165.1 3-phosphoglycerate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MRVVVSEFMDTEALAGFGEEVEVVHDPGLVDDRGALIAALPGTHGLIVRNRTQVDAALLEAAPDLRVVGRLGVGLDNIDL
ASCKARGVKVCPATGANTLSVAEYVISTALSLLRGAYGSKAAMIAGEWPRNALIGGEASGRVMGLVGYGGIARAVAERAR
ALGMRIAAHDPFLDAADPVWQGVENCTLPELLARADILSLHVPLSEGTRNLIGPEAISAMKPGAIVINTARGGVIDEPAL
ARALTQGRLGGAALDVFATEPLTAEAGKIFEGVPNLILTPHIAGVTDEGNVRVSTVTVRNVKEALADAPA
>ANB37166.1 sulfolactate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPRPDAEMTRTEAEALIARILEARGTSARNAQSVARALVAAEIDGQAGHGFSRVASYAAQAGSGKVTGAACPVALRSGAR
VDIDARNGFAYPAIDLAISELTEMAPEHGIAMAAIRRSHHCGQLGAHVERLAEAGFAALMVANTPKAMAPWGGGSALFGT
NPIAFAAPRADEPPLVIDLSLSKVARGKVMAASKSGQPIPEGWALDAEGRPTTDPEAALGGTMVPAGDAKGAALALVVEI
LAATLTGANRSDEASSFFEAEGAPPGVGQTILAFDVARAPGFGERLEGLLDAMLAQEGTRLPGERRLRGRSDSAGRVRVP
GHLMEELSTLPS
>ANB37167.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTKFTLYAAAGAIAAALFAAPASAGDFPPGQVEYIIPFGPGGESDITARLQQPYFEKLYGEQMIVSYKPGGGGAVGWSQL
NGMAADGSVIMGVNLPHTIIKPLQGNVGFETDDIVNAYIFHYTPDAIVVRADSPYQSLDDLIAAAKESPRKITFSGSGKG
TANHLVSVRFDELAGIETTYVSFKGTGAAVTAMLGGQVSAEWGYTTVGGGQGDKVRMLAVAMEERHPAFPDVPTFRELGY
DIVSGAYRGVAVPKDTPEETRQAVSDAIAAINADPEFRQKMIDGGFALIDVPYGPEMDAWMKARAEEYIPAARAAGVID
>ANB37168.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MLDFFLAALTPLNLLLALAGVAAGTIIGSVPGLTATMAVAVLVPLTFGMPPESALILLGAIYTGAIYGGAYAAILLNTPG
TPSAIGTTFDGYPMAKRGDGDLAVTIACLSSLVGGIVGACALLLLAPPLAEAALAFGPVEYFWLAIFGLSLIAALSTRDF
LKGLIGAAFGILIAMVGISETSAEVRFTFGSNTLLGGIETVSALIGLYCVPVLIELAATSGRHLKEDTGGTRGFRLPEAF
STLMRHKLNVIRSSVIGTLVGALPGAGGSIAGLVAYSEARRTDRRAPAYGQGNPGGIVATESANNATVGGGFIPTLVLGI
PGTPPDAVILGALLVQGVRTGPTLFADGSSIVYTFIFGLFLATLLMLPVGLLIGRFAYRSIVRAPKAGLVPVVAFMTIIG
SFAIRNSLSDVGIMLALGVVGWVANRRGFSVSPIVLGLILGRIAEEGFVQSWTIGDAMGNVWGQFFGRPLSLVIIALTLL
SFVYPFLPALTRALRRRGTALPAPSDKREPADPAAILRDLAGIGVMAAIAGVALWQCAGLNPEAAVFPRTIATGMLVLCG
LAALETLLTRRVVEDRSYGSTGRRAGVVLSMAAGIALAPVLGFATAGIAMALGLMLSSEHNNRSLRGWGLLALSVAAVIT
VFTIGFREALSVPLPGGLIF
>ANB37169.1 hypothetical protein A6024_04065 [Rhodovulum sulfidophilum]SNK001
MTDHPATMPRLRSILGRADALWPGLLVCGLAALAAQFLSDHYGAPAMLMALLLGLSLHFLVEDGDRCAAGIGLAARTVLR
IGVALLGARISFELFTELGLPVVGLVIGALAATMGFGWLAARMLGRGWRLAILTAGAVSICGASAAMAIAAVLPKNELSE
RNLSFTVFGVTLLSTVAMVLYPVIATLLGLSDLQSGVFLGGTIHDVAQVVGAGFSVSDAVGETATTLKLIRVSMLAPFVL
ILTLALRGAGAQDQSGAKRPPILPGFVIAFLILALINSLGWIPVPAQALLWALSKWAMLTAIAAVGMKTDLKRILSVPPQ
SVVLIFLETLFIAGVVLAGVMVLL
>ANB37170.1 hypothetical protein A6024_04070 [Rhodovulum sulfidophilum]SNK001
MGIALILLFLLIALGLPIAAVLGWLAVLLDWLLTPFPLQRAFGEIAWSHSIEFTLIAIPMFIMMGEILLRSGIADRMYAG
VSAWLGWLPGGLMHANIGASALFAATSGSSVATAATIGTTAMPQVDRHGYSERLFLGSLAAGGTLGILIPPSINMIIYGF
LTDTSVPRLFMAGLVPGIVLAAIFSMTILVLCILRPSLDGDRRPPTARALLHSLSDLAPPIGLFGLVIGSIYAGWATPTE
AASVGVVAALGLTALYRRLSWPMMVEVFLGTVRTSSMMILITLLAFLLNFVIGATGMAGTVNDLVRGLNWSPLATMLVIL
SVYLVLGMFMDTLAMIVLTIPIVTPIVVGLGYDPIWFGVMMVLIAETSVLTPPIGMLCYVVHGVRGRGELTDVFIGVTPF
ILALMAMIALMLATPQLALWLPNLLF
>ANB37171.1 hypothetical protein A6024_04075 [Rhodovulum sulfidophilum]SNK001
MDAPLISRKLARLARFAAIGSGLLLLASAGLMTAEILMRRLFHHSLVGVDELAGYAFAVAMAWGFAQALFMRAHIRVDLV
YLRLPSRLQRCLDVLALAAFAGIIGIVVTHAWGTLAESLRLGARASTPLATPLWMPQAAWLAGLIFFLICLIALLFDLVR
ALARGDWDLAADLGASESASRRI
>ANB37172.1 hypothetical protein A6024_04080 [Rhodovulum sulfidophilum]SNK001
MTTLSRLFGAAALAGLAPLAVQAGDLPATELSVIGSPVNSPNWTNVLQPFWTETVPADSDGRVTAEAVSMTDLGVKGPEL
MRLAGAGIADIIAGSTTLISGELPENDSIDLAGLAQDIDTLQQVIDAYRPVLEERYRDRLGVVPLGFWPTGAQVLWCAAQ
VEDLDDLAGKKVRVFSTTTASLTAALDATPVTMAFNEVVPALQRGVIDCAFTGANSGNNAKWTDVTTHLVDLTVGWGVNF
IVANSRTWDGLDPAVQAFLRDEIRDRLEPAGWEMARVATRQGIWCSVGDDRCEPEATAPRNLTKTDLTLVELSDEDNERL
RRIVAEQVMPEFTRACGADCVARWNETVGQVVDIQLDPAG
>ANB37173.1 hypothetical protein A6024_04085 [Rhodovulum sulfidophilum]SNK001
MPDIIGEYVDRLVTVEMRNRGMNHNIIAPIYDEARREGGGRPITARAAEALVEHVGEGDVVLIVTGAGYLPEVPHGESDG
PPGAVSLARALYWGLKAVPVYVSEVCHAPPIKASSEAAGLMVRDYDLAKGRRMGAAQVTAPEDQAAVDDWARDLLERMQP
KAIIAIERLGPNETGIVHYSTGVAPKNCVNVAPLFDQAAAKGVLSVGVGDNGNEIGFGRIHSFMQDFHPYGRETQTDKPG
GAITVTATDIFLPASISNWGAYGIAAMLGFLLKDRELVQDPETEQRMIRACLDAGGWEMRYCTSRFIVDGAEGESSMAIV
QLLRDMVRLNIAPPDRGLSHGKMKEAAG
>ANB37174.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRSLNHRQMLAFRAVMISGSMTAAGRILHVSQPAVTRLVRDLEAELGLVLFVRKWSSVRPTAEAVALFREVEKYFESMER
IRDNARQMREKQDGRLRIAAMSTLSSGALPEAIRRFRTRQPETDFFIHSDNSVHILDALQHDEFSVGLCRVPPERADIDH
VEMPVSSAICLLPRDHPLARQDSVSVADLAGQPFISLGISSLLRMQIEASMEAAGVQPGRTVQTLYSNTVPSYVSAGLGI
SVADIFSVMAIDPEKIAVKPFVPAIEFRFSAIFPAHARSPGAEIFSRVFFDVVRDQIAEVEQLFRT
>ANB37175.1 adenylyltransferase [Rhodovulum sulfidophilum]SNK001
MQTAPHQNEQIGSTLGILCRRLGDALLAVYLHGSAVSGGLRPQSDIDLLAVVGSGLTESQRNGLLTDLLCLSGRHPAVPG
GPRCLEVMVFCRSDLARGDYPARAEFVYGEWLREAFEAGESPVPERDPEYSLVLAQARQEAIALCGPPGNELLPEVPPKH
VRQAMRDALPELLDGLHGDARNVLLTLARMWHTARTGKFVTKDTAATWAIARLSGPDAMTLDHARGAYLGELADDWQSRA
GAARQVAGRMAEYVRRSL
>ANB37176.1 hypothetical protein A6024_04105 [Rhodovulum sulfidophilum]SNK001
MPVTLAPSGCSVRHGRWLAPYIGQVVTEAGDLDIDHIVPLRYAWGHGAASWPAAKRARFARDPVNLLPVSASANRSKGAR
GPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELVALTGRLCGT
>ANB37177.1 diaminopimelate epimerase [Rhodovulum sulfidophilum]SNK001
MARMDDTERLPFMKMHGLGNDFVVIDRRQGGMPLSAGLVAAIADRHRGVGFDQLAVIEPAEGADARLVFYNADGSLSATC
GNATRCIARHLIDQTGRRELTLVTERGRLSARDAGDGLTSVNMGPPILDWRGVPLADDVDLDRLPIAGEPVATGMGNPHC
TFFVADAEAVDLEAFGPEHEHHPLFPERTNVQVAHLAGPDRVRMRVWERGTGLTLASGSSSCAVAVAAARRGLTGRSVTI
LLDGGELRIDWREDGVWMTGPTAHVFDGVFTAAFLAEVG
>ANB37178.1 tRNA (N(6)-L-threonylcarbamoyladenosine(37)-C(2))-methylthiotransferase MtaB [Rhodovulum sulfidophilum]SNK001
MDGAAPRFTTLGCRLNAYETEAMKELVAEAGLENALIVNTCAVTSEAVRKARQEIRRLRRENPEARIVVTGCAAQTEPDR
FAGMDEVDLVIGNAEKMRPETWAGIAKGPDFIGETEKVMVDDIMSVRETAGHLIDGFGTRSRAFVQVQNGCDHRCTFCII
PFGRGNSRSVPAGVLIEQIRRLVGAGYNEVVLTGVDLTSWGADLPGAPRLGDLVTRILRLVPELPRLRISSIDSIEADDA
LMRAIAGEERLMPHLHLSLQAGDDMILKRMKRRHSRADAIRFCEEARRLRPDMTFGADIIAGFPTETEEMFANSLRLVEQ
CDLTWLHVFPYSPRPGTPAARMPQVEGGAIRDRAARLRAAGEAQVARHLAAQAGRSHRILMESPRMGRTEQFTEVDFGSD
QPEGQIVTATISGRSDTRLRAD
>ANB37179.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SNK001
MHRHSFEHDGLAFSFLDAGGEGRPLLALHGHWMGGSDFSGLAADLGPGWRLIALDQRGFGETDHNAPHGIPAYLSDAIAL
LDHLSIDRPVPVLGHSFGGVVACHLAAARPDRVSALIIEDIGVTLDDDSSAHVANWGGVFRLREDLEDRLGPRLSPYLQN
SIRRVADGWTLNFEPAEFLLSERAINGDHRGVWLQSRCPALVASGSESRVCDPAELQAMAQSRENTAFIQLRAGHSAHID
APAEFARHLRAFLEDSCS
>ANB37180.1 hypothetical protein A6024_04130 [Rhodovulum sulfidophilum]SNK001
MPLPLAPIATVALRYGLRYGAVALAAYALSKSQNGLRRDQRHEDAMDELGEGLAFRRDQEQVSGGARMRRTFRLGDTGPG
VEIDASALGRLRVRRV
>ANB37181.1 ubiquinol-cytochrome c reductase iron-sulfur subunit [Rhodovulum sulfidophilum]SNK001
MSHAEDHDGTRRDFLYYATAGAGAVTAGAAIWPLVNQMNPSADVQALSSIRVDVSSVSEGQQITVKFLGKPVFVRLRTPE
DIELARSIPLDDLRDNNSRNPNKPGEATDENRTMDEEGKWLVMIGVCTHLGCVPIGNQSGDFGGWFCPCHGSHYDSAGRI
RKGPAPENMYIPVASFVDETTIQLG
>ANB37182.1 cytochrome B [Rhodovulum sulfidophilum]SNK001
MSRIPHDHYEPGSAPEKWLERRLPVIGLLYDTLMIPTPKNLNWMWIWGVVLFFTLVLQIVTGIVLAMHYAAHVDIAFASV
EHIMRNVNGGHFLRYLHSNGASLFFVAVYLHIFRGLYYGSYKSPREVTWIIGILIYLAMMATAFMGYVLPWGQMSFWGAT
VITGLFGAIPWIGHDIQQWLLGGPAVGNATLNRFFSLHYLIPFVILGLSIVHVWAFHTTGNSNPTGVEVRRGSKDEAEKD
TLPFWPYFVMKDLFALGVVLLVFFAIVGFMPNYLGHPDNYIEANPLQTPTHIVPEWYFLPFYAILRAFTGDVWVVMIADW
LTFGVVNAKFFGVLAMFGSILVMALVPWLDTSNVRSGRFRPQFRIAFWLFVVDFVVLTWAGGMPAEAVYANISLVGAAYW
FAYFLVILPVLGVIEKPEPLPETIEEDFNAHYGDGAAAGTATPAE
>ANB37183.1 cytochrome C [Rhodovulum sulfidophilum]SNK001
MFKKLTITALTALTLGAGGAWAAEGGHVTDYKFSFEGPFGKYDQAQLQRGLQIYTQICSVCHGLKFVPLRSLSEPGGPSL
SDDAMRAYAETFEVFDPELDDYRTAKPTDHFPEGTYPGAPDLSLMAKGRAGFHGPLGTGISQFFKGMGGPEYITSYLLAF
TDETKEEAGTLYYQNPVFSTGWSAMPPQLFGDDVEYADGTEATMEQEAKDIAAFLMWTAEPKLMARKEAGVISVLFLGVL
TVLLYLTNKRLWAPYKPKKQI
>ANB37184.1 thiamine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MLNLEGLAIRQGNFVLEADLTVAPGRIVALLGPSGAGKSTLLDSIAGFLAPDRGRVLWQGSDLGPLAPGDRPLSVLFQDN
NLFPHLSAAGNVGLGLRPDLRLTPAQSRAVEAALDRVGLGGLGERKPAALSGGQRGRVALARMLLRNRPLMLLDEPFAAL
GPALKAEMLALVAELARETDATVLFVTHDPADARAIADETVLVAEGRAHPPRPTERLLADPPPALRAYLG
>ANB37185.1 thiamine/thiamine pyrophosphate ABC transporter permease ThiP [Rhodovulum sulfidophilum]SNK001
MARRAQPLGIATGLGIGAAALALTLALGTIAAVAWRAEPGGAGLGAADLAAIRFTLLQALASAALSTLLAVPVARALARR
RFRGRGVLITLLGAPFILPVIVAVMGLLAVFGRSGLLSHALAPLGLGPVDIYGPFGVVLAHVFFNLPLATRLVLQGWLAI
PAERFRLAAALGFGPAERFRHLERPMLREVLPGAFLVVFLICLTSFAVALTLGGGPRATTIELAIYQAFRFEFDLGRAAW
LALIQVGVSITAALAAFAIAVPGAFGPGLDRPVAQIGPDGRGLRLQDMACLGLAALFLILPLAMVALRGLPGLAGLPASV
YAAALRSIAVALGSAALTLALALPMAIAIDRLGGLAGRTIQAAGTLTIAASPLVMGTGLFILLFPLADPRLLALPVTATV
NAAMSLPFALRALVPTVAEAERSHGRLADSLGMTGRARLRLMLLPRLRRPIGFTLGLSAALSMGDLGVIALFSDPGHATL
PLQLYGLMAAYQMDSAAAAGLLLLVLSLGLFWIFDRGGRARAEP
>ANB37186.1 thiamine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MRIPFLAAALAATALPASAADRPVLTVYTYESFVAEWGPGPIVEAAFEKTCGCDLNFVAAGDGAALLARLRLEGERTRAD
LVLGLDTNLTAAAAETGLFAPHDQDPDRLDLPVAWNDPLFLPYDWSYFAFVYDKTRLPEPPESFEALIAAPEDLKIVIQD
PRSSTPGLGLLLWVRAAYGERAPEIWEGLAPHILTVTKGWTESYGLFIDGEADMALSYTTSPAYHLIAEDDDTKAAARFD
EGHYLQIEVAGLLASSDQPELARQFLDFMLTEPFQAAIPTTNWMYPAVTPEAGLPAGFETLIQPDTALLFPADEAARVRD
EALAEWRDALSR
>ANB37187.1 chorismate synthase [Rhodovulum sulfidophilum]SNK001
MSLNTFGHLFRVTTWGESHGPALGATVDGCPPGIAIDAAMLQHWLDRRRPGQNRFTTQRREPDAVEILSGVFEGQSTGTP
IQLMIRNTDQRSKDYGEIARTFRPGHADITYWQKYGIRDYRGGGRSSARETAARVAAGGVARAALAALAPDLRISGYMVQ
IGPHAIDRARFDADEIERNPFWAPDRLAAAEWEGHIDALRKAGNSVGAVVEVVASGVPAGLGAPVYGKLDTDLAAAMMSI
NAVKGVEIGDGMAVAALSGVENADEITMGPDGPVYASNHAGGILGGISTGQDVVVRFAVKPTSSILTPRRTITRTGEETE
IVTKGRHDPCVGIRAVPVGEAMMACVLLDHLLLHRGQIGESRGRIG
>ANB37188.1 hypothetical protein A6024_04170 [Rhodovulum sulfidophilum]SNK001
MLVLYLLGLFGVLIGPWFSLLALVLVAVATACILYMRHPEKMERWLSALPRRARPAGQPAPAPQPAMAAAASTGTEITDK
PVQLPALREPDPSDEAAEGDSKLSMLDALGWKSPAAMARDFALLGLAGLVMVVVGRILPEWPLLSWIGGVLEIVGVLCVL
FSSGVLYSFGREFFWRGRG
>ANB37189.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]SNK001
MTDTLPPCPECASSFTYQVDALLTCPECGHEWAPGSDDPSEEAGSGIRDSVGNLLQDGDTVTVIKSLKVKGASAPLKVGT
KVRGIRLVAGDHDIDCTIPGFGKMGLKSQFVKKVQD
>ANB37190.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SNK001
MIPSLSEALAERGFDTLTDVQKAVTAPELAGADLLVSAQTGSGKTVGFGLAIAPTLMGEENRMGPPAAPLALVVAPTREL
ALQVQRELVWLYARTGAKVVSCIGGMDARDERRALDRGAHIVVGTPGRLRDHITRGALDLSDIRAVVLDEADEMLDLGFR
EDLEFMLGAAPAGRRTLLFSATVPPAIAELAKAYQRDAVRVTTLSRGSQHADIAYKAVQVTAADAEHAIINLLRFHDAPT
AIVFANTRAAVSRLAARFANRGLSAVSLSGELSQDERSHALQAMRDGRARVCVATDVAARGIDLPNLDLVIHADLPSNTE
ALLHRSGRTGRAGRKGISALIVPDKLAKKAGRLLKWAKIEAEWILAPTPEEILALDETRLLADPIWEAAPSEAEAAFAAR
LLAERSPDLVAAACLRLYRAGLSAPEELNAPAAPGARPERPPFGPSVWFELSVGRDRRAEPRWLLPLVCRAGNLERSQIG
RIQLRAETSLVEIAEAAVPGFVAGIGPDGLLEEDITARRFDGPVEDTRGSRPKSDRPKADRSKSDRPRSDRSRPDTRPDR
APRPPRPAPAEAATGASTGTAAPSGRPDAPPPRGDAAEAPRPKPEFEARPTPSPTPGPERRKVLSAEAEAPKPRAPRREA
DAAPAERPRKPRPGPERSGPRSEAGGPRPKEGRKDGWKDARKDDRKDGRKDSRKDDRKDGRKDGWKDGPARGPKTGPKGG
SRDWPKDKRPAGNDAAPAERRRADAADTSKRFERPGAPKGKGAKPTGGGKRGAPKSGRSSGNAPPRRPR
>ANB37191.1 hypothetical protein A6024_04185 [Rhodovulum sulfidophilum]SNK001
MPTACDLVLTPTHLRFAGRRFPCSIGRGGLTADKREGDGATPRGLHRIVGMLYRPDRLLPPAPWASPIGPADLWSDDPAD
PAYNTRVRAPHGFGHERLRRADPLYDLVLLTDWNWPDARPGRGSAIFLHQWRRPHYPTAGCIAFSRRDLLWIAARIAPGS
RLVVP
>ANB37192.1 hypothetical protein A6024_04190 [Rhodovulum sulfidophilum]SNK001
METAKVMDYARSLLAARGDKAQAEAAQKAAALEKDGRAEDARTWRAIESALREMRAPHQG
>ANB37193.1 GTP cyclohydrolase II [Rhodovulum sulfidophilum]SNK001
MRLGPGSTERLARARGDLRMGVPVVVGPLVVVAAETLTPERLTALRALGDAPVLAITARRAETLKARPYDGDIARLLLPG
EVGTDWVRAVADPADDLDKPMLGPFASARGGDAEAHRAAIALAKSARLLPAVLAIAPDAPEALAAAEGLTRVSLDEAALA
RAEGTTLAEVVSARVPLEVSKAGRLHVFRPADGSEEHYAVEIGTPPRGEPVLARLHSACFTGDLIGSLKCDCGAQLRAAL
AQMGAEGAGVLLYLNQEGRGIGLANKMRAYSLQDQGFDTVEANHRLGFEDDERDFRIGAAILREMGFSAVRLMTNNPAKI
EMMRARGVAVTERVPLKVGHTPENARYLAVKAQKSGHLL
>ANB37194.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MSSLKKILLVDDDTDLREALSEQLVMTEDFDVFEAGSGVEAMEKARSAIYELVILDVGLPDTDGRELCRLMRKQGVKCPI
LMLTGHDSDADTILGLDSGANDYVVKPFKFPVLLARIRAQLRQHEQSEDAVFQLGPYTFKPAMKMLITEDDRKIRLTEKE
TNILKFLYRASEGVVARDVLLHEVWGYNAGVTTHTLETHIYRLRQKIEPDPSNARLLVTESGGYRLVA
>ANB37195.1 hypothetical protein A6024_04205 [Rhodovulum sulfidophilum]SNK001
MSGRLTYFFGILCALCQIGPAAEAAADIPGYWSVLPGWQSWQVTSAYQVGFEGSAELAVACGPEGQPLMGVLTDGAEPPD
GDFERPAKIGERHFLIAWTGQSGLALTRPDAEFLAAMRWGSTLVLYDYLGAPVDFRLSGAADALDSALAGCPPPLAVRPD
PAAMRRTFDETLKARIDRECRALGRSGAEIGSGAVRERLLPGSAYPEVTVDFSYVSCRAGPRLHRDFCTEAGCARQRYLP
GASAYVLIEDGDSE
>ANB37196.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]SNK001
MPFTLATWNINSVRLRAPLVARLMEEEAPDILCLQECKSPVEKLPLEVFAPLGYTHVVARGQKGYNGVAILSKLPLEDAG
SVDFAGLDQARHVAARLENGVLLHNFYVPAGGDVPDREVNVKFGQKLDFLTGMRDFFRESRPERSILVGDLNIAPGEEDV
WSHKQLLKIVSHTPVEVEHLGAAQEAGGWVDVTRAHIPEGKLYSWWSYRARDWDAADKGRRLDHLWATPDIAGAAADSRI
LRPVRGWEKPSDHVPVFARFDL
>ANB37197.1 co-chaperone YbbN [Rhodovulum sulfidophilum]SNK001
MLELGGKTTETGGAGAALIKDVTEASFMADVIEASQEVPVIVDFWATWCGPCKTLGPMLEQAVTAAGGKVRMAKVDVDQN
QTIAAQLRIQSIPTVYAFYQGQPVDGFQGALPASEIQAFVERVAAMGGDGGLAEAVAAAEELLAEGAAVEAAQTFAAILG
EDPKNAAAYGGLARAHLALGEVDQAEQFLAAVLPEIAEAPEVEAARAQVALARQAAEAGPVAELRAAVDHDPDDHAARFE
LAKALHAGGEVEAAVDELLELFRRDREWNDGAAKAQLFTIFEALRPQDPIVLKGRRKLSSMIFA
>ANB37198.1 ATP-dependent protease [Rhodovulum sulfidophilum]SNK001
MFSAVDLPDTLPLFPLPGALLLPRARLPLHIFEPRYLAMLDDTLKTTHRLIGMVQPREVPGSDEQKLHAIGCAGRVTAFS
ETEDGRYMLTLSGISRFRIARDQAGFMPYIRADVVWDGFGRDLGPGEDDPGFDREGFLKLLGRFFSSRGLSTDWDSLRDA
EDELLINSLSMLCPFAPEDKQALLEAPSLSTRRETLVTLIEFALRSGDDEEKMQ
>ANB37199.1 hypothetical protein A6024_04225 [Rhodovulum sulfidophilum]SNK001
MTDAVQADRKMLESLVCPMTQGPLAYDAERQELVSKAAGLAFPIRGGIPIMLVDEARRLD
>ANB37200.1 methoxyneurosporene dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAGSAGKVVVIGAGMGGLSAAIRLAHAGYEVEVVDRAPVPGGKMRTFASDAGPIDAGPTVMTLRPVFEELFDSVGARLSD
YVTLHREEVLARHWWPDGSTLDLFASREASADAVGRFAGARAEKEFRAFCRRAERLYRAFDAPMMRAAEPSQGALTRHVV
THPWLALDMAPHRSLAKALGKGFSDRRLAQLFGRYATYVGGSPFQSPALLALIWHAEEQGVWRVEGGMHRLARALEQLAH
DRGVRFSFGSRATRVEIQKGAAAAVHLDSGTRLAADAVVFNGDPAALAAGLLGEGLRETVAPEAIRPRSLSAYVWSYAAV
PHGPEMVHHNVFFCDDPHTEFDPIARGAMPEDPTLYICAQDRGTGRSPEGLERFEIIMNGPPVDDGADPTDEEQETCRTR
TFQTLARFGLTFDPRPGVQALTTPRQFAKLFPASDGSLYGRSPHGLTAALKRPTARTKVAGLYLAGGGTHPGAGIPMATL
SGRHAAEAILTDRASLSTSPRTAMPGGISTA
>ANB37201.1 geranylgeranyl pyrophosphate synthase [Rhodovulum sulfidophilum]SNK001
MDISARIEAAMRQAIAEGQAGAAPGKLASAFEYALTPGGARIRPTICLNVARACGDDRPALADAAAISIELIHCASLVHD
DMPCFDDADIRRGKPALHKAYGQPLALLTGDSLIVAGFEVIARAAQQDPARAVELIRILGQRTGMPYGICAGQGWESEET
IDLSAYHRAKTGALFIAATSMGAVAAGQPAEPWEELGDRIGEAFQVADDLKDALLDAEAMGKPAGQDEAHGRPSAVTELG
VEGAVQRFRDILSGAIASIPSCPGEADLAQMVRHMAERLIPEPARHPAE
>ANB37202.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SNK001
MTEILSGPGPAPRRGSGWRRWRNRKIASPGFQSWASRFFLTRRHVRREGERMFDLVSGFVYSQVLWAVVELDLLEATCDE
AQSLAALAHRAAIPVDRMEALMQAGTALGLFDRVGGGYQLSSLGAALMGAPGVVGMIRHHDVFYRDMQDPVAILRGEKET
ELARFWPYVFGAGAAENPEVARRYSKLMADSQALVAEETLRSGALDGVARLMDVGGGTGAFLAAAGTARPDLKMVLFDLP
AVVPAADERFRALGMADRVTVAGGSFRDDPLPEGADAVSLVRVCYDHADDTVLALMRKILATLPAGGRLIVSEPMAGGAR
PNRAGDAYFAFYCMAMRTGRARSPERLAEMMKEAGFQGVEMPRTHRPFIASVVVGCKPGAT
>ANB37203.1 chlorophyllide reductase iron protein subunit X [Rhodovulum sulfidophilum]SNK001
MTLDVPNIKDIDQRLRDEANAPLDDEIPVTEPTKKTQIIAIYGKGGIGKSFTLANLSNMMAEQGKRVLLIGCDPKSDTTS
LLFGGKACPTIIETSTKKKLAGEEVAIGDVCFKRNGVFAMELGGPEVGRGCGGRGIIHGFELLEKLGFHDWDFDYVLLDF
LGDVVCGGFGLPIARDMAQKVILVGSNDLQSLYVANNVCSAVEYFRKLGGNVGVAGLVINKDDGTGEAQAFAEAVDIPVL
AAIPQDEDLRRKSANYQIVGTHEGPWGDLFAGLASAVAEAPPIRPAPLTNDGLLGLFAPEDVGADFELTPATDADMRGKN
AKPKKSLEVVYDDV
>ANB37204.1 chlorophyllide reductase subunit Y [Rhodovulum sulfidophilum]SNK001
MTEEVKYDEAHTAEVIEGTPREAGNPPEGADPRLGDGMGCHAGAAEMEKAARAAGASEILDQYAKDYPQGPHDRPQSMCP
AFGSLRVGLRMRRVATVLSGSACCVYGLSFVSHFYGARRSIGYVPFSSETLVTGKLFEDIRDAVHELADPDRYDAVVVTN
LCVPTASGVPLRLLPDEINGVRIVGIDVPGFGVPTHAEAKDVLAGAMLNYARKEIEAGPVAAPEGGVSDRPTVTLLGEMF
PADPIVIGQMLDPLGLACGPVVPAREWRELYAALDCGAVAAIHPFYTAAMREFDAAGRPIVGSAPVGHDGTAAWLANIGD
AFGLSADKVAKAQNMFLPTISEALAGAPVKGTITLSGYEGSELLVARLLIESGANIPYVGTACPRTKQAEADRDWLESKG
VKVVFRASLEDDKAAVDAIRPDLAVGTTPVVQHAKELGIPSLYFTNLISARPLMGSAGAGSLAQVVNAAIANKGRMASMK
EFFEGVGEGDTAGVWEGDPNLHPEFRALQQKKLDKKRRAEKAQEMI
>ANB37205.1 chlorophyllide reductase subunit Z [Rhodovulum sulfidophilum]SNK001
MLVLDHDRAGGYWGAVYAFCAVKGLQVVIDGPVGCENLPVTSVLHYTDALPPHELPIVVTGLGEEELGREGTEGAMKRAW
STLDPVLPAVVVTGSIAEMIGGGVTPQGTNIQRFLPRTIDEDQWEAADRAMTWIFTEFGMTKGRMPPEKPREEGAKPRVN
ILGPMYGVFNMPSDLAEIRRLIEGIGAEVNMVMPLGAHVAEMRNLVNADANVVMYREFGRGLAEVLGKPYLQAPIGIDST
TKFLRKLGEMLGLDPEPFIAREKHSTIKPVWDLWRSVTQDFFATASFAIVANETYARGVRHFLETDLGLPCAFAVARQRG
AKTNNAEVRALMGQKRPLVVFGSINEKIYLAELSAGHGPKPAFIPAGFPGAAIRRATGTPFMGYAGATYLVQEVCNSLFD
ALFHILPLGTEMDSASATPTRLRRDFPWDEDAQALLDRIVAEHPVLTRISAAKSLRDAAEKAALEQGAERVVLETIEALA
PAGFARPSSKGETK
>ANB37206.1 protein pufQ [Rhodovulum sulfidophilum]SNK001
MTDQTSDVHMVRGHRPPKAEFMVYFTIIFIAALPLAFIASFLAMVRQGDLKTKGPIARAWSQARIITPMIFSA
>ANB37207.1 light-harvesting protein [Rhodovulum sulfidophilum]SNK001
MAESDVSFTGLTDEQAQEIHAVYMSGLWLFSAVAVLAHLAVYIWRPWL
>ANB37208.1 light-harvesting protein [Rhodovulum sulfidophilum]SNK001
MAKFYKIWMIFDPRRVLVAQGVFLFLLAVMIHLVLLSTDYFNWLTIAAEKAAGA
>ANB37209.1 photosynthetic reaction center subunit L [Rhodovulum sulfidophilum]SNK001
MALLSFERKYRVRGGTLIGGDLFDFWVGPFFVGFFGVTTIFFATLGTAMIFWGAALQGTFNPLKIHIAPPDLSYGLSIAP
LAEGGLWQFITLCAIGAFVSWALREVEICRKLGIGYHIPIAFGMAIFAYLTLEVFRPMLMGAWGHAFPYGIFTHLDWVSN
TGYHYLHFHYNPFHMLGVSLFFATCLALALHGGLILSACNPEKGEEAKTPDHEDSFFRDLIGYSIGTLGIHRAGWLLAIN
AVFFSAVCIIISGPLWTEGWPEWWTWWSNLPIWPEAIPAVQGSM
>ANB37210.1 photosynthetic reaction center subunit M [Rhodovulum sulfidophilum]SNK001
MAEYQNIFTQVQVQGPSDWGMDNENNMMEERAGMGHFSILGWLGNAQLGPIYLGYTGVVSLIAGCFAFLIIGLNMLAQVD
WSLVQLLRQGFWLALEPPSPEYGLRIPPLKEGGWYMVASFFLLISVWAWWARTYMLAVEHKMGKHIAWAFLSAIWLFMVL
GFFRPILMGSWSEMVPYGIFPHLDWTTAFSIRYGNLYYNPFHALSIAFLYGSALLFAMHGGTILAVTRFGGDRELEQIYD
RGTASERAALFWRWTMGFNATMEGIHRWAWWFAVLTPLTGGIGILLTGTVVDNWYIWAQEHNFVTEYTQPYGVDAYVGQG
G
>ANB37211.1 hypothetical protein A6024_04295 [Rhodovulum sulfidophilum]SNK001
MMLKFPKWFFKWSEENPTDLMGPGILVGTVGGAVAVAAIIVAFGNPNATIDHQTGPRGIGMAVSKFVKDNPQFDVYEAEY
QVFDRVEAPEGTPTAAEAYGDSVVAFGDMDQANFDQLTKAMSAWVGMDVVLYDDGEVDETTLAITKNCIEATQYLNDSWD
THNLATEGKGVNCYTCHRGQPTPPGSWMKSGNVNSAMEGWSGVQNRLLVGRKYTDSQYTSLPVDALEKLLLDGDSIKVTD
TESRVDQQKGDPTWQDAERTFSLMNHQANSLNVGCVYCHNTRAFYDPTQVTPQWSVTTLAQQMSIDINQTFYEPRSEILG
HESAKVDCMTCHMGVISPLNGHDMVAEWPELAAPAE
>ANB37212.1 1-deoxy-D-xylulose-5-phosphate synthase [Rhodovulum sulfidophilum]SNK001
MTVKPPTPTSTPILDRVAGPADLKGMSQADLALLARDLREEVISVVARTGGHLGSSLGVVELTVALHAVFNTPFDKLVWD
VSHQCYPHKILTGRRDRMHTLRQGGGLAGFCKRSESEYDAFGAGHSSTSISAALGFAVGRDMGQPTGDSIAVIGDGSISA
GMAYEALNNAGHEKRRLFVILNDNEMSIAPPVGAMSKYLSGLYHETPLGKLKDMAEDFESALPGPIREGARRARQLVTGF
PGGGTLFEELGFDYIGPIDGHDMSQLLTVLRAARARASGPVLIHVCTVKGKGYKPAETSADRGHGVSKFDVASGTQKKSS
GNAPSYTSVFGRTLTDEAARDAKIVGVTAAMPSGTGLDILQDRFPKRVFDVGIAEQHAVTFAGGMAASGLKPFVAIYSTF
LQRGYDQIVHDVVLQKLPVRFCVDRAGLVGADGSTHAGAFDVAFLSNLPGMVVMGAGDEAELRHMVTTAAAYDEGPISLR
YPRGEGIGVEMPERGQILEIGKGRVVREGSKVALLSFGAPLVDCLAAADALEARGVSVTVADARFAKPLDTDLIARLVKE
HEALITVEHGAEGGFGALVLHWLARTGRLDGGVSVRTMTLPDAFIEQASPAEMYAEAGLTAQDIAATALQALGVAPAQFG
QASA
>ANB37213.1 hypothetical protein A6024_04305 [Rhodovulum sulfidophilum]SNK001
MKLITDPNLPDPDGFYAELLAAHRGLSDPESQALNARLILILANHVGDREALTEALALARGR
>ANB37214.1 hypothetical protein A6024_04310 [Rhodovulum sulfidophilum]SNK001
MAYDDKPLPYSAAPGLSGPEPRHRVVVVGAGPVGLTMALNLARLGIASVVLEDKSAITVGSRAIVWSQRSLQFFARLGIA
DRIMAQAVPWSIGRISHGDVEIFSMDMAGTDADRFPPFANLQQYHVEDILIERALAEPLIDLRFRNRLTGVDQTGDGVEL
SVKTPDGSYRLTADYLLACDGARSLTRALLDLDLEDGAFHEERFMVADIEMEADFPAERWFWFDPSFHSGQSAMLMPQAD
NIYRIDLQLGRDANVAEEVRPDRVIPRIQAVVGPDFDLEWVSVYTFQSRRLAEFVHGRVIFLGDAAHLVPPFSARGANAG
LRDVENLGWKLAAVLEGRADEGLLDSYNRERLQAADENLRDSARSADFISPAPGVERLFRDQVLALARKTAFAREWVNAG
RLAVPCIYRTGAPDDTLLPADARAGAVAPEARIGNGWLLDELGTGPMVLAINCAAPEGLPVPALALRADPTLRARYLGDA
ERALYLIRPDRVVAARWIMAEPRDITAALRAMWEGRE
>ANB37215.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]SNK001
MSGVVILGAARTAIGTFGGSLAGVPPIALGATVSKAALARARLPADRVGQVAFGHVINTEPRDMYLGRVAAMEAGVPDTV
PAMNVNRLCGSGAQAIVSVMQALILNEADFGLAGGAECMSRSPHILADARWGRKMGDTPAADMMLGALTCPFGSGHMGVT
AENVAEAHGVSRADQDAFAMQSQERAAWAIAEGRFDDQIVPVEVQHRRETVAFRVDEHPKATTLDGLAGLRPAFRKDGSV
TAGNASGINDGAAAVVLAREEAAEAADLVPLARILGYAHAGVAPEVMGIGPVPAVEALCARTGLTVDDFDVIESNEAFAA
QALAVSRMLGFDPAKVNPNGGAIALGHPVGATGAILTVKALYELQRTGGRRALVTMCIGGGQGIALALERI
>ANB37216.1 penicillin-binding protein 1C [Rhodovulum sulfidophilum]SNK001
MRALLPALAAVLFLGAAARDAADAWIDATILPPLAAETSVEVLDRHGTLLRAYTVEDGRWRLAASPDRVDPLYLRMLVAY
EDRRFGSHPGIDALALLRAAGQALAHGRIVSGGSTLSMQTARLLEDSGTGHWAGKLRQMRVALALERRIGKDGILALYLA
RAPFGGNLEGIAAGSLAWFGKPPARLSPAEAALLVALPQSPETRRPDRAADAARAARDRVLARMAEAGVLEPETAARAAR
SPVPETRRPFPELAPHLADRARAAEPGARLHRLTLDAGLQARLETLVRDTVRPMGARLSAALIVADHQSGEILAEIGSPD
YTDTARDGFVDMARAPRSPGSTLKPLIYGLAFAEGLAHPETLIEDRPTAFGTYRPSNFDGRFRGTLPVRAALQASLNIPA
VALTEALGPARLLARLKRAGARPALPDGPPGLAIALGGLGLTLEDLARLYAALAEGGRPVPLHWRIGAAPVAEGAPVLPP
EAAWQVGDILRGVPAPASAPQGRIAFKTGTSYGHRDAWAVGFDGRHVVAVWIGRADGTPVPGAFGADRAAPLLFDAFARL
GPPEALPPPPPGTLIATNNALSAPLRRFARPGASQGTDPLRLAFPPDGADLALDGATLTVKLAGGTPPFTLLADGRPIAT
GLRHRTAALPAPGPGFVTLSAIDATGHAARARLHLID
>ANB37217.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]SNK001
MDLHDKLARERRARLAAERLLERKSRELFDANRRLALQARALSEEVDQTRQAADELRGCNDKVMTELAEVSKAFTVAKQR
LWDSLETVRDGFALFGADDRLVIGNKAFFDLFEGLEEVIPGIRYDEIIRLAVEEGVFDIGQERPQEYAETLLSRWHLDPV
PPRVVRLWTGEYLKLTDRRTPSGDMVCLAINITDMMRMWAALEAIPDAFVLYDAEDRLVMCNDRYREFYAESAQAMVPGA
RFEDILRQGLANGQYPEAVGREEDWLTERLVNHQKASSPVEQRLADGRWLRIFEQRTPDGGIVGLRVDITEQKRQQEALE
QARVAAEAANRAKSAFLANMSHELRTPMNGVVGMAEILCETEMSEEQRLYAHTIRESGEALLGLLNDVLDYSKIEADKLT
LNPAPFDLERIIHEVVTLLQAPARDKRLDMLIDYDIFLPTRFIGDGARLRQILTNLVGNAVKFTEEGHVLVRVVGFEDAS
GRYQIHLIVEDSGIGIAPDLQEHIFGEFNQVDDQENRKFEGTGLGLAITKRLIEMMEGEIWLVSGKGEGACFGIRLTLPV
CEEADALPAAPATRARRVLVVDDQEVNRTILERQLGQLGLEVVSHICGELALQETGRFDLVVTDHRMPGMDGMSLARALR
DGGYDGPILMLSSNPTRMRAADDPVASGVDLVLQKPLLRRALYEAVAQLAPPAAGQPARLPAPPAPAGAPVAPDAVPMRI
LAAEDNRTNRLVLEKMLDGLALDIRFVKDGDEAVAAFSEARPDLILMDISMPGCDGKEATRRIRALEAGSDLAPVPVVAL
TAHAMIDDVDAILAAGLNGCLTKPLRKAEIVETLEAYRPDGCLPIRMAGTG
>ANB37218.1 hypothetical protein A6024_04335 [Rhodovulum sulfidophilum]SNK001
MLVVISPAKRLDEKPGPEMAGTTRPEFQAEATQLAGVAAQLSPDALKRLMHISDSLASLNAARFAGFQADPAPEAVKPAV
HLFDGDTYAGLDAASLDADALRFAQSHLRILSGLYGLLRPLDAIQPHRLEMGSRLATEHGSCLYDFWGDRVAEALNRAAE
AAGTDILVNCASKEYFTAADRAALKPKVVTPVFFEERPSGPKIVSFYAKKARGAMARFIVEHGLTDPEALKEFDAGGYRF
RPDVSDESSLVFLRGSDAD
>ANB37219.1 hypothetical protein A6024_04345 [Rhodovulum sulfidophilum]SNK001
MLSLFQILLLILDIVWFIIIVQIIMSWLISFNVLNIYQPLVRQIWSGLNRLLEPLYSPVRRILPDTGGLDLAPLIVLIAI
YALRIIIANNMMAFV
>ANB37220.1 thioeseterase [Rhodovulum sulfidophilum]SNK001
MYPFFRLAKELYLHRKAEPLPLDGIHVSRHVCWPWDLDMWMELNNGRTLTLLDLGRLPLAQRVGLIGVLKRERWALTMAG
VSVRYRRRVKMFDSFEIRSRCVGWDDKFLYIEQGMWRHGDCANHALYRAAVTDRNGIVPTARMMAAMGLAPETPPLPGWV
QAWIAAEAERPWPPMTD
>ANB37221.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MTAVTEAAAERRIRGWWFYDWASQPYATLLLTFIFAPYVKDLLGDGSAAQAAWGYGVGAAGLVVALLAPALGAVADRSGY
RMRWIVLFSGLYVIGAAGLWCADPTGFSLPLVLCFFGLGLVGMEFSAIFVNAMLPELGPRAELGRISGSGWAFGYVGGLI
ALVITLAFLAENETGRTLIGQPPVFGLDPATREGTRAVGPFVAIWYAVSMIPFFLWLRLPRRPRTATVGRALAEALPELG
RTLRRLPRTPSLLAYLMSSMFYRDALNGMYVFGGIYAAGVLGWSVVDVGVFGILAVIAAAVFAWLGGRADRRFGPKPVIA
VCLVTLIAAAVLAISISREAVLWLPVAPGSALPDIAYYAVGAIIGAAGGAMQSASRTMMVRQANPARMTESFGLYALSGK
ATSFLAPMSIGLVTDLSGSQPAGIVPLVVLFLLGLGLLGFVRAEGERTERWHAP
>ANB37222.1 penicillin-insensitive murein endopeptidase [Rhodovulum sulfidophilum]SNK001
MARTLIGTCLAVLLAVSLAAPALAEPTAASLFGAEKRGSRQAPQPIGTYARGCAAGLVQLPETGPTWQAMRLSRNRNWGH
PETIAFIQRLGARAAAIGWKGIYVGDISQPRGGPMTSGHASHQIGLDVDIWMLPPKRLTLSRAERESISSISVRSADQRR
VNGNYTTAHAALLRAAAMDPAVDRIFVTAPVKVEMCRRATRADRDWLQKIRPYYGHHYHFHVRLKCPRGARNCVTQRPTV
AELSKGGDGCDETLNWWVTDYLDPPKKAARPKPPAKPAPKKRGARDYTMDDLPRECRRVLAAD
>ANB37223.1 hypothetical protein A6024_04365 [Rhodovulum sulfidophilum]SNK001
MTRLLPGILAMAAIVVASNILVQFLFGQWLTWGAFTYPLAFLVTDVMNRVYGVAAARRVVLAGFVVGVICSFIGTQIQGE
FGPLVTLRIALGSGLAFLGAQLLDVAVFDRLRAGRWWRAPLASTLIGSSVDTLVFFTVAFSGTLSVLDPGNDVSWAGEML
PLLGVGPQVPLWVSLALADWSVKLALSLIALVPFRLIVRRLTAQLA
>ANB37224.1 peptide chain release factor I [Rhodovulum sulfidophilum]SNK001
MLRITDTLALEDWEITEVFSRSSGPGGQNVNKVSTAVDLRFEAERSPSLPGPVKARLKRLAGRRWTQEGAVLIRVEETRS
QARNREIARERLAELIRKALEKPKRRVPTRPTLGSQRRRIAAKKERGAVKALRGPVGETD
>ANB37225.1 phosphoserine phosphatase SerB [Rhodovulum sulfidophilum]SNK001
MFVVTLLTSPAQPMLERGTVESLRDAWGGGEAVWLAPGIAAEFPVASLPGNFREVWSDLQTLGIDLAAQPAEGRRKRLLI
ADMDSTMIRQECIDELAAEAGVGPRVAEITARAMNGELDFHGALRERVGLLAGLDAHVIDKVLAERISFMPGGRTLVATM
KANGAHALLVSGGFTNFAAKVGAALGFDEYRANTLLIEDGRLTGTVAEPILGREAKVEALREVTERLGIGLEDALAVGDG
ANDLGMLGLAGAGVALHAKPSVAAECELRVNHGDLTALLYLQGYTRNDFVDA
>ANB37226.1 sodium-independent anion transporter [Rhodovulum sulfidophilum]SNK001
MTALYAYRDQWIGNVRGDILAGLVVALALIPEAIAFSIIAGVDPKVGLYASFSIAVIVAITGGRPGMISAATAATAVLMV
TLVKEHGLQYLLAATVLAGLIQIGAGLARLGHLMRFVSRSVITGFVNALAILIFLAQVPELIGVTWVTYVMVAAGLAIIY
LFPLLTTAVPSPLVTIVVLTAVTMAFGIDVRSVSDMGALPDTLPIFLIPDIPLNLETLKIILPYSVGVAAVGLLESLMTQ
TIVDDLTDTSSDRNQECIGQGIANTCTGFIGGMAGCAMIGQSMINVKSGGRGRLSTFTAGAMLLFLIVVLGDLVGQIPMP
ALVAIMIMVSIGTFSWSSIRNLRDHPRSSSIVMLATVFFVVYTHNLAIGVLVGVLLSGIFFSAKIAQLFKVRSEISPDGR
ERTYVVEGQLFFASTEDFMRSFDFKEALERVTIDVSRAHIWDVSSVAALDMAVLKFRREGAEVEIEGMNAASETIVDKLA
VHDKPGAMDDLLGH
>ANB37227.1 universal stress protein UspA [Rhodovulum sulfidophilum]SNK001
MTMTAMLMALVDGSAYSESVCRHAAWIAKRTGAQVKLYHVLDPRRAQGRRDLSGSIRLGARSRLMEQLSDLDEQHAKLSQ
AQGRAILEDARALIEGEGVADVITRLRQDDIVNTVEQKEAAAEMIVIGKRGEAAGLESPHLGSNFERIVRASQKPVFVSN
RSFAPIDRVLIAYDGGVSSMKAVDYVARDPMFAGLKVIVATAGQETADMRRALENARATLNAGGHEAEAKILKGAPGKAL
ADLVETDGIDLLVMGAYGHSRIRTLVIGSTTTEMIRSCKVPVVLMR
>ANB37228.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MLKPFIRTLATAALAMCVALPAAAADYTMRLSHGDNENNPTHKGALRFQELVEKYSDGRIEVQIFPSNQLGSEQEVAQAL
RMGSIESEILYTGNLVPLAPSVGVMMLPYAFTSNEEAHAAMDALKGPLNERLPKEAGVRVLGYFEKGFRVLTNDRREVKT
LDDLQGLKIRVSKNNIAIDTFKSWGLDPIPMAWAEVFPALQQGVIDGQENPYTTAISSKFYEVQKYITEIHYLIWSGPII
VSERFYQGLPEDLQQALDRAGEEAAQYERQVSAEETEAAKKKLVELGMTLTGAPEDEAKWQEAAKALWPGFADDIGGAAW
VEEATGIMNDAIAAQ
>ANB37229.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDPTLLMALSFVLLLLIGVPVGISMGLAAVLAMTSANMPMSYLVQTAYSAVDEFTIIAVPMFILAGTLMEKGGLTRRLIG
FSRAIVGPSPGGLATVTIVACTFFAAISGSGPATTAAIGSIMIPAMIRDGYDRGFGAAITSSAGGIGVVIPPSIPMIIYG
ITSETSISALFVAGVVPGLLLAVVLWLTSRFISVRRGYSSGDVEPRSLRNIGRAALEAKWALAAPVLILGGIYSGVFTVT
EASVVAVLYALFVGIFVYREIRVPVFIDAVVYAVRITGTVMLVLVTGRIIGRMLSMFQVPQLVSGFLIETVSDPIMLIVL
VLLMLVFIGMWMETLTQIIILTPLLLPVVANVGIDPIQFGIIFVIACEIGYSTPPLGVNLFVASEIGETTVEKVSKASIP
FLFAEIAVMALVAFVPQLTLWLPGLLGFVN
>ANB37230.1 hypothetical protein A6024_04405 [Rhodovulum sulfidophilum]SNK001
MKPALTYTPGALRPRAAHLGVGAFHRAHQQSYYDDLARAGGDWGVVGINLTPPDLAAAHAAQNGIYAVLTDDGQARACRG
IGTLIGLHDARSAPDVDWSGIDFATLTITEKGYCHRSGSFELDPAAVAADLAAPEAPVTAIGYLAWMLERRRRAGGGPIT
LASCDNVADNGRLLGGVLRDYAARAFPGLPDWLDRNVAFPTSMVDRIVPAMSASSRARLEAACGGPDALGVVAEPFRQWV
IENRFAGPRPRLERAGVQIVDDLAPHEHMKHRLLNGLQSAYAELGRLCGHESSHDAATDPVLSDWAGLFLRAQAETLACP
EGEDLKAYGRTSLARLQNPTIHHPLNQIASDASFKLPQRIAAPAAERLAREASAELQAMVLAGWALQAGDTRPDSTGVPT
RDPMGEEMSRRRAAARDAAGFAREVLALPLWPARLGQDAGFVADMARWLRAFAQGDPRQRRAQIDDFVRERANA
>ANB37231.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKACVIHGAERVLIEEAPRPAPARGQIRLRFAFGGICGSDIHYFQHGRVGDSILRGPMVLGHEFSAVVDLPGEGVEGFAP
GDKVAVTPARPCLSCDQCRRGLTNLCTDMAFMGSAARFPHCDGGFASELVVEARQCIRLPQEADLRHVAMAEPYAVALHA
AAMAGDLTGATVLVTGAGVIGQMCATAARTAGAARILMSDIAPAALARARELGVDEVFDAGDPAAMAALTDSPRCDAVFE
ASGAAPALGTAIAAAKPRGTVVQVGFLPPKAPVDLAKLLTREIRLVGTYRFIDEFAEAVRQIVEGEVDLRPMISADMPLD
RPEEAFARALDKTAALKVMVHFP
>ANB37232.1 hypothetical protein A6024_04415 [Rhodovulum sulfidophilum]SNK001
MTTDGEDPAPAVDFDSLREAIADAHGDLSKRLKLIADFVLRDPSSVAFRTAATLAEEIGVAPSAIVRFAQHFGYSGFSEM
QAVFRAQLQASSTPYQQRIRDLAKSGAARDTAEMTDRFVEAGIASLRALRQGAPVERVEAAARMLAEARIVHVMAHKRTF
TAATYLAYNLSRLEVPTNLLDGSGGTLDQQMAMVSPEDTFVAFSFNPSAEETVRTFERARATGARTIAITDLARAPFIHA
DCWFQLSEASVDGFRSLNATISLALILAIRAGTLCAELRSDNED
>ANB37233.1 5-dehydro-2-deoxygluconokinase [Rhodovulum sulfidophilum]SNK001
MSSQPSPIYDIITIGRTCADLYADQVGCSMEDARSFSKYVGGCPTNIAIGGARLGLKTALLSRVGNDQMGRFVRQTLEAE
SVETGGLATDPERLTALAFLGLEDDRNFPLLFVRTDCADAALSEADIDPDFIRSAAAIVVTGTHFSKPHLEAASFKAMRI
AREAGRKVVFDIDYRPNLWGLLGAGDGDIRFVADAAVTARVQSILPGCDVVVGTDDEVRIAGGSTDTREALVNIRKVTAA
MIVLKTGPKGCLVFPGPIPEDLEEGISSQGFPVEVFNVLGAGDGFMAGFLRGYVRGLPLEECCRIANACGAFAVSRHGCA
PAYPSWEELQFFLDRGVVNPRLREDADLEHVHWATTRRGHWDNVCAFAIDHRVQLEDMAAQCGADPARIARLKDLALDAM
LAARRPEIMLGTLLDSTHGRQALFRAEKEALWIGRPVELPGSRPLKFEGAPSLGAEVASWPRDHVIKCLVFYNPDDPEAL
RRTQLDQLHRLASAARLSRHEYLIEVIGTADGKRGETATAEAMQQIYDEGIRPDWWKLPDQSAAGWAEVSAVIERNDRWC
RGVLLLGLDAPAEVLTRSIARAAACAHVRGFAVGRTIFGDVARSWLAGDIDDAAATDRMQARFEQLIDCWQAARQAKAA
>ANB37234.1 hypothetical protein A6024_04425 [Rhodovulum sulfidophilum]SNK001
MGRPGTASAFIALAYRRFDVITMCDRYSTKLDEEITNLLVWLTTAKKTWGFGLRVTPEPNRRDPQIPVHGGRRSTRIRRR
PF
>ANB37235.1 acid-CoA ligase [Rhodovulum sulfidophilum]SNK001
MTDPRPITFGARLRQLARERGAAEAVRFLAADGQEEAIGWDALDASVDRIAHVLAAQGVGRGDVVGIGLANTPTHLATSL
AVWRLGATTLVADPHLTPELAAALKARIGARLWISEAPGSGDLDRARLERLAAFAPATPVADAVSCPGKIVLSGGSTGLP
KMMADDRPYTRIPGASWGRIAPALGFRADQVQLVAGALAHNAPQTWAQNGLFEGNRLILMEKFDADRALLAIDRFRVGFA
MVVPTMMVRMLDRLEATGARLDSLHAFYHTGAPCPAWLKSAWIERLGPDRVFEMYGSGENTGQTVLAGPEWLARKGTVGR
GFETEIRIYGPDGARLGPRARGEIFMRPEDLSGRSRYLGPEAPRPRRDADGFQSIGDMGWLDDEGYLYLAGRSDDVINTG
GVKVHPEVVEAELLRHPQVVDAVVLGISDRDWGQRVLACIVPAEGFSPDPAALHDFCAAHLAPAEVPKRFELRRTLPRDG
FGKIRRKALRAELEPDGDKDGPGSTPSGD
>ANB37236.1 cyclophilin-like superfamily protein [Rhodovulum sulfidophilum]SNK001
MTKLKVTIAGIEFDARFEDAAPQTVAAFRAKMPFKGKVVHVRWSGEGVWIPLGETDFGLGYENHTSYPAPGQIILYPGGI
SETEILLAYGGVHFASKLGQLAGNHFITLTSNTDKLAELGPRVLYEGAQEILFEEVDA
>ANB37237.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MLVIAVAFVLLLLAGVPVVFVLGASAVLALVTTTDVPVAIVSQRVFAGLNTFTLMSIPFFVFAGVIMDAGGISRRIVEFA
SAVIGWVVGSLLQVSCLAAAGLAAISGSGSADTAAISAIMQPQLRRRGYDVDFGAAIIASAGSIAQVIPPSLTMVILAVV
SNVSIGALFLSGVVPGLMCIAILMIIAYVHAKRGGPAYREAEPFTFARLLRTGWAALPAAGMPVLILGGILGGVFTPTEA
AAVSGFYGLLVGAFLYRDLDLKRLPDLILRTVSLSSAVMLIIGTASVFSWLIANANVPQLLGNWIAGVSSSQLMFLLIAN
VLFLFVGMFLETIAAILIIVPVLSPIAAQMGVDPIHFSLLIILNCAIGTVTPPYGVSLFVASSVAGRPVLSVAKKLALPL
AGLFAVLIAVTLLPDLPLFLPRLAGLID
>ANB37238.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MLPLIERALLMLRRLVSAVVILLFSVMMAAVLIQIAGRYIFNYSIAQASEIATFCQIWLVLLGAGVAMARGQHVAIDMVP
ARFSLPWARAALIFIALVSAAFLAVLAWGSQPLLRMGAFQTSPSLQMPMAWMYLCLPVGAAYIALELLLSVILRWNDPFP
PPSLDHEEEAI
>ANB37239.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]SNK001
MKLTNLALCLALGASAALPAFAQEIVLKASHNANAEEPYGVGMRKMAEILEDRTGGKATIQVFDNAQLGDEMESIQGTQM
GTVGLAVTANDTLANFVPDLAVFSLPFLFRDADQMDRALSDPAVIAKAQEILNQKGFHLVSFFSAGTRHIMTKTPIETLD
DLAGLKIRTMQNPAHVDTFKAFGANPTPLAYTELYGALETGVVDGAEAANTNYYAKKFYEVSPDWAVIGWLELVAPVIMG
EAAYQALPADVQAALDEAGTEAGRFQRKTYRDSDAARFADLEAVGVNISHPDDAPFRAAAAPIQDKYIRTDAQKELFELL
QAVN
>ANB37240.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]SNK001
MKFRGSYTVCVTAFDDEGRIDLPAMRSYTEWQIAEGAHGLVPLGSTGEFLSLTREERGQIAEAVIGQAAGRVPVLIGTAA
EWTEEAIALSRDAEALGAGGVMLVPPYYSSPTDDELFTHFRRVAEALSIPVMLYNNPFTANVDLTAPLVARLSEIDNIVA
IKDTSKTVHRVTELIELCGDRLTVFAGYYPWESYRCGAQGYSSVMANISPRLSAQMFTETLDGDAAKGREIYVKCLPLIN
ALAGDLYVSATKAAMKMIGRPMGDPRPPRLPLPQDRQHELRRILDDLGLLAEA
>ANB37241.1 hypothetical protein A6024_04460 [Rhodovulum sulfidophilum]SNK001
MPFIEVFDREPVQETRAVATSLMTDGLCAAFGIKPEIVTVYYFSTPENSYGHAGKYGENAEIFRIFAKVHAFPRSAEAKA
EAARALTGALCRAYGAQPRDVIVYFFDRDPGDAFHGGVASA
>ANB37242.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MDQFFTEEQRMVRDTARKLGDQVIAPAAAAIDRDDVFPRAIYETLAEQGLFGVALPEEAGGVGLDAMAACIVMEEIARGS
GAVGNAFAIPVEAALFLNHHGSEETRKWIPGIVEGRVIPATAVTEPDCGSDVAAMKTTARRDGDDYVIKGTKAWVTFGEI
ADVVMVFAKTDPEAGHRGISCILVETDRPGVHRGKSEDLLGMHGLADCMLSFDEVRVPVANRIGPEHGAFKMAMENFNFS
RLMMSSMALGMAQAAMEDAVAYANDRRQFGKPIFDFQAIQFMIADMSKDIAAARLLIHHAAKLYDAGHPIALEAAQAKLF
TTDMAQVHISNALQIHGGNGYSREFRIERLFRDVRLSQIYEGTNQIQRMIIARQVQKTCA
>ANB37243.1 monoamine oxidase [Rhodovulum sulfidophilum]SNK001
MSLYYEDIEIGARFTTASHVITEADIADFCRLTRDHHPLHTDAAYARQAGFDGIIAHGLYGLALMEGLKTGLKLYEDSSI
ASLGWNAVRFVRPMVAGDEVHVEMAFTDRRESRSRPAGVVTEAVDLILADGSPAITAEHVSLIRKRG
>ANB37244.1 hypothetical protein A6024_04475 [Rhodovulum sulfidophilum]SNK001
MVAPGPGSLKDRKLEPAANSVDQATRQIREAILAGRFAPGERLKVAELAASLGFSTMPLREALRKLEGEGLVEIEPNRGA
TVRRLDRAYISDLFELNTELRIFALRRGMRNLTLERLKELEALAETYAAHLATGAEVEALEINRRFNARLVEFGGNREAL
RMFLRGWELIFAFRRSFGYGQGRQAVLAEEMTLMVEALRRQDLRAAEAILRMQNAAMMEDLAARVDPDGSRA
>ANB37245.1 C4-dicarboxylate transporter [Rhodovulum sulfidophilum]SNK001
MSNRALPAIALMAMLTGLPALAADFTFQVAHTNAADEVQDKGLQKMRDLLEEKTDGAATLEIYPSGQLGDEAQSIEGVML
GSLDMSMTSNSLLSNYIEDFRVFDMPFLFPSISALGEKIDANWELMEDTANGSGFQLLGVFSSGIRHLMTSKPVESIEDV
AGLKIRTMQNPVHVEAWRAYGANPTPMTYSELYGALQSGVVDGAEAASTGYDGMKFYEVAPDFALVGWLNMTAPVVMQKA
AFDALPENIRTALMEAGQEAAQWQRGYVEAQEKPLLEGFEAEGVTITTPDTEPFREASLPLYESELTTPGQKALLEALTG
N
>ANB37246.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MIWAVGGFLLLLISGIPIVLALGIAALAAIELSTSAPISIVAQRVYGGIQSFTLMAIPFFVASGLLMEAGGIARRFVNLA
GAMVGWITGSLYMVSVVTGTGLAAISGSGSADTAAISAVMVPEMKKRRYDIDLAAAIIAASGSLASIIPPSIVMIVIAVT
SSQSIGAMFLGGIVPGLIVMVGLMLGAWLFARRGGEAYRDGAPFTFARLAHAFRDAAPGMIVPVVIIGGIVGGVFTATEA
ACVALFTTLIVTMFIYKELKPRDLPRILLKAISLSATVLIVIATASVFTWIIATEGLPAMLSGWLTGITDNPIAFLLIVN
LLLLVVGMFMESISAVLILLPILLPIARSYGIDPVQFGIITALNLSIGLITPPYGICLYVAASVAGRRIEQVSRRIWLPF
LCMLVALMLVTFVPAVSLWLPALMMN
>ANB37247.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MPDRPGGQPPFSALRGPVPKALSAALRALRRLVDGAALLLLGYMALAVLVQIIGRYVFNYSIAWSEETATFAQIWLALLG
AGIAMRHNQHVGVDFLILKAPLQVQRVFNLAAFALGAWFLGVVVVGSVSMVGIGLIVKSPALRMPMAIPYSALPVGFAYF
LLEFALSSLPRILRPGHDPLEETGI
>ANB37248.1 aldolase [Rhodovulum sulfidophilum]SNK001
MDMEHGPIGLSELGQAAAVGQAAGFPVHARVTGPGSPDLARALDCGAAGVIVPHVDSADEARRVVRACRFAPVGRRALPG
PLPVADYVPLPADALVGAAGGGKVMAMIESAEALAAVEEIAAVPGLDALIVGTNDLADGMGLRGRVGHPEIQAAFGRIAA
AARARGLAFGAMGLPPELVESHALALGASILVATNETNLIVEGGAALLAALRGPAGS
>ANB37249.1 hypothetical protein A6024_04510 [Rhodovulum sulfidophilum]SNK001
MTEPRQTHMVFVDIDPEEEAAFDDWYDNTHLPQILACPGWLEARREKCIEGGPRHVAIYTITGPEAYETPEFDAIKGFGP
FTDKIRNFRRVRLTKS
>ANB37250.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]SNK001
MAAHPHGGLYAATICPMRADGALDLDSLEAHFSAVLATEGLDGLLLNGHAGEGIFLTRDEAATVVRHAKTIAPAKRVLAA
VSAEATAEAAADARAARAAGADGIMVFAPFSWALGADPRAILAHHKGIAEAAEGPVYLFQGSVGSGGLHYAPDTLAALLD
IEAVVGIKEGSWETRAYEDTLRQTRALRPDVAVMASGDEHLFACFQLGSDGSAVSLAALVPDLIVALDTHVRAGETDAAL
AIHRKLYPLARAIYARPGHLAAARLKACLARLGRIDSPACRAPTPPIDPAEAERLAAALAPCLEPGDD
>ANB37251.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]SNK001
MSLTGKDLRGITVATVLPFDETGAIDWEGYAAVLEHCTRPETTDCVFVNGHAGEATALTGAERDEVIRRTRDQIGKDRLL
LAGVVPTGYPDAVMQAEAAREAGADVAVIFPPEALGGGNAATKAPVAFMEKLARELAMPISVFQFPIASGFGYSTEALAE
IAQIPGIVAIKEGSATMLAYDENRRAVKAAAPDVAILPSNFHWFLPQLALGGDGILSGLASLTPGLLAELWRASEAQDLA
RMRAINDRLYPVVRAIYGPAPVVDMHTRMKDGLKMMGLIKCATPRLPLLPPSGAVVEGVRRALIEAELL
>ANB37252.1 acyl dehydratase [Rhodovulum sulfidophilum]SNK001
MYDIRQIDELSVGDRISVTKTVTEADGAMYIAATGDFGPVHVDEDYASGTRFGERLAPGILVAGICTSVLTAELVGTLGV
SIRDSFWFTGAVRYGDTLTFEIWISAKDEENRTVDWQASARNEEGTEVLKVDASLKFPRKKKVTA
>ANB37253.1 hypothetical protein A6024_04530 [Rhodovulum sulfidophilum]SNK001
MTIERGQSVTFRKTLTVAEQGFFTGISGNLGAAHVDRVKARAMGLPDMAVFELAAGALFSTALSRLAGPDYRIGAISFSF
HRAVTVGETLAATATSGGPEGKSLICHLAGEIDGQTVVTGEAVLVPRES
>ANB37254.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MDFTISDEMKMVTEAVGRFVREKVQPLEQETEANAQIPPEKLAAVRAEAQALGFYALNMSEEVGGGGLGILDMCLVEEQL
GQTSDALIRRIFGQVYPMLEQFKGDLRDKYLYPTVRGEKICAMAITEPGAGSDAAAIRTRAVPEGDHWVLNGTKHFISDG
DIADYIIVMAVTDPEKRARGGITLLIVDKDMPGFKVTRNQPMMGHRGYGHAELTFDDVRVPKEQILGEVGEGFRVMMANV
GGIRLGHIGARAVGMASRVLEMMREHAATRNQFGQPIGEFQMVQQMIADSAMEIFATRMMVLNTAWEIDRGLDPRDKVSM
VKVQASEMLGRVADRGIQTFGGYGFTKELPLERIYRDARVTRIYDGTSEIHRMLIARSVIKRGLTL
>ANB37255.1 racemase [Rhodovulum sulfidophilum]SNK001
MGALDGIRILSFNHFLSGPAAAQHLADMGADVIAIEPIGGAFQRNWAVANRFVDETSVNHITTGRNKRSLALDLKAPAAL
DAVKRLIATADVVMENFRPGTMDKLGLGEAELRRINPRIIYAATTGYGADGPYAKRPGQDVLLQAMTGLAAHTGSLEGGP
VAIGTVPIDHHAAALTAGGIVAALFERERTGTARKVEVNMLQAALDLQGESITAWMNGANRKGPRGEAGLANWFSPAPYG
IHAVRDGHVMISMCKPADLAGPLDLPELAAFTEEDGFSRRGEVAMLVQQGMARLTMAEALPLLEAAGVWHTPVEDYDALP
ENPQVKHLGAFVEAETRGGAPMVMLAHPVRYDGEAPAIRMTPPALGQHSRELLAEAGLGQDEIDALIEAGAAAQTDRMRG
>ANB37256.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MLTIGKLGKAAGVKVPTIRYYEQIGLLAAPERSNGNQRLYPKAALHRLAFIRHARELGFPLDAIRELLDLADHPEQPCAA
ADAVARRQLTAVEARLARLTALKTELERMIEQCAGGSAAECRVLESIGDHALCSTDHPRIP
>ANB37257.1 paraslipin [Rhodovulum sulfidophilum]SNK001
MSLPELLTALVGGNLVVLLLGGLILLTVFLGVRIVPQSEKHVVERFGRLRSVLGPGINFIVPYLDRVAHKISILERQLPN
ASQDAITADNVLVQVETSVFYRILEPEKTVYRIRDIDAAIATTVAGIVRAEIGKMELDQVQSNRSELISTIKESVEDAVV
NWGIEVTRAEILDVNLDAATREAMLQQLNAERARRAQVTEAEGTKRAVELQADAELYAARQAAEARRVSADAEAYATEVV
AKAIAENGLEAAQYQVALKQVEALTKVGEGAGKQTIILPAHAMDAFADAFKMLKGRG
>ANB37258.1 hypothetical protein A6024_04560 [Rhodovulum sulfidophilum]SNK001
MLETWWVWLAGAAVLAILEILAPVQVFFGVAVGAAAVGIALWLGLAVAWPWLLVIWGLVAGLSWLVLRRALGVRKGQVRI
WDDDINEG
>ANB37259.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]SNK001
MTTSTRDEPFGGAKLALLTGRGLVSILRDDVPHIAWPGHWDFAGGAREGRESPAACVLRETREELGLALDPARLIWRQTY
PNHRGRPVWFFVARIGADEIARIRFGDEGQGWAVMPVGDYLAHPKGIGQLKEQLAEYLAARPGG
>ANB37260.1 orotidine 5'-phosphate decarboxylase [Rhodovulum sulfidophilum]SNK001
MTDDRLIVALDVPDAHAGLTLATRIGDAAAFYKIGLGMLTGGGLALARELKDEHGKRIFLDMKLFDIGATVEAAVRGLAR
FDLDFLTVHGDPHVVRAACEGAAGSRTKILAVTILTSLDRADLDASLIRAGDLPDLVAERAGRAFGAGADGVIASPQEAA
MIRALPEAAGQLIVTPGVRPAGAALGDQKRVATPARAVADGADHIVVGRPVWQAEDPRAAALAIQAELASPEAGRA
>ANB37261.1 ATP-dependent chaperone ClpB [Rhodovulum sulfidophilum]SNK001
MNLEKFTERSRGFLQAAQTIAMRESHQRLAPEHLLKALMDDEEGMASNLIRRAGGAPDRVLEAVEAALSKMPKVTGDAGQ
VYMDQATGRVLDEAESLAKKAGDSFVPVERVLMALCMVPSKAKEALDAGAVTAQNLNAAINDIRKGRTADTASAEDGYEA
LKKYARDLTEMAEEGRIDPIIGRDEEIRRAMQVLSRRTKNNPVLIGEPGVGKTAIAEGLALRIVNGDVPESLKDKRLMAL
DMGALIAGAKYRGEFEERLKSILNEISAAAGEVILFIDEMHTLVGAGKSEGAMDAANLIKPALARGELHCIGATTLDEYR
KHVEKDAALARRFQPVFVEEPTVEDTVSILRGIKEKYELHHGVRISDAALVAAATLSHRYITDRFLPDKAIDLVDEAASR
LRMEVDSKPEELDALDRDILQKQIEAEALRKEDDAASKERLEKLEAELAEMQQQSTEMTAKWQAERDKLDRSRQIKEQLD
RARAELDQAKREGNLARAGELSYGIIPQFEKALSEAESREDDVMVAEAVRPEQIAQVVERWTGIPTSKMLEGERDKLLRM
EEELGRRVIGQTEAVKAVANAVRRARAGLNDEHRPLGSFLFLGPTGVGKTELTKAVAEYLFDDDQAMVRIDMSEFMEKHA
VARLIGAPPGYVGYDEGGVLTEAVRRRPYQVILFDEVEKAHPDVFNVLLQVLDDGVLTDGQGRRVDFKQTLIVLTSNLGS
QALSQLPDGADAESARREVMEAVRDHFRPEFLNRLDETVIFHRLTREDMDGIVTIQLRQLQKRLDARGILLDLDEGARKW
LADAGYDPVYGARPLKRVIQRSLQDPLAEALLAGEIRDGGNIGVTVGPEGLIIGDRVVGSNRPKPEDAVLH
>ANB37262.1 hypothetical protein A6024_04580 [Rhodovulum sulfidophilum]SNK001
MKALLTATTLAAFLAAGAVAAAPVTYTTSQSFEDVAFELETAITGRGLVIDHVSHPGEMLERTRADLGSDKTIFLNADIY
SFCPVALSRKVMEIDPLNIRFCPYGIFVLQYPETPGKTTIGYSTYPEGPMKEVEELLDGIVRDVVGLD
>ANB37263.1 glutamate synthase [Rhodovulum sulfidophilum]SNK001
MGWAYYALQVLAGAFALVIGTLLMVSLALFIIDRTQTGDAIRRNYPVIGRFRNIFTKLGEFFRQYFFAMDREEMPFNRAQ
RDWVARAGAGKSNTVAFGSTRNLSIPGTPIFVNAAFPPLEGQFASTAPMKIGPFARIPYVTSSFFHISGMSYGAISKPAV
QALSKGAAEAGIWLNTGEGGLSPYHLEGGCDIVYQIGTAKYGVRDAHGHLSDEKLAALAAIPQVKMFEIKLSQGAKPGKG
GILPAAKINEEIARIRGIPLGEDSYSPNRHAEVGNWEDMLDMIGHVRKVTGKPVGFKAVVGGPEPFEQLFDLVRARGATS
APDFITIDGGEGGTGAAPMPLIDLVGLPIREALLMMSDLRDAAGLHDRIRLVASGKLVNPADVAWAIAAGADVVVSARGF
MFALGCIQALKCNRNTCPTGITTHQPHLQKGLVVEEKYHRVARYARSVISEVETIAHSVGVSEPRQMRRRHVRLVLPDGS
TRPMSQIYPRSDLVNELVR
>ANB37264.1 mononuclear molybdenum enzyme YedY [Rhodovulum sulfidophilum]SNK001
MAGRWRNRLNWSEVTAERVWLDRRQVMSGLAATGLGTLAGAASAGAEDLTPNSWDEITSYNNFYEFGTGKDDPSRKAGAL
TTDPWTVEIGGLVERPGRYDLGDILAKVSIEDRLYRLRCVEAWSMVVPWQGFELADLLAIAGVQPSAKYVAFETLYRPEE
MPGQQSRILDWPYVEGLRLDEAMHPLTIMATGLYGKPLPNQNGAPLRLVVPWKYGFKSIKSVVRLTLTEKQPPTSWNRYA
PREYGFYANVNPTVDHPRWSQATERRIGGGFFSPRLPTLMFNGYGEEVAGLYAGMDLAARF
>ANB37265.1 sulfoxide reductase heme-binding subunit YedZ [Rhodovulum sulfidophilum]SNK001
MTGLQRVNLALARLPTWPVYVVGLLPAFWAIWLGATGGLGVEPINALENRLGLLALQFLIAGLAVTPLRRWTGLNLIRFR
RALGLVAMGHLALHLAVWLLLDLRDWGLIWADILKRPYITVGMLAFALLLPLAATSSNRAIRRLGPQRWRRLHRLVYLAV
PLGGLHFVMQSKGWQMEPLVYLAAILSLLALRFRSSRGRVAT
>ANB37266.1 hypothetical protein A6024_04630 [Rhodovulum sulfidophilum]SNK001
MLVQIALPLLRAREHAHFTLRAYTNAGLSMSEAAKRGTLSRLQDLAAEIMRRYHPEIERGHRKWDRIAAGADYPDTLHRS
VRELHHDLPGELESLRQQHAEEQKALVQATNERGVQQTKLDAILVEIDELEAELDFAREELQSRQLELARLKTDEKAHQS
ELDALRASAEKTRRHLAELDAKAVEEEKKEKRRRTYQLRLEKKEAAIAAQENELARKEARALAAQAAIAEKVRLIAAREA
DLAHREQHQTQQAEVAQALTADLDARAGEISLREGEVAAARTELVSEAQEVRAQKEELDASLAAIDHVVAEIETGGIQIL
NDGKLQFRDPAPIRVAPRPLRVRLLPIIRRLVRKIDETEKRASFVEEMMRRMQRLFGRPDLPEDVEHEAREIEADWQGGH
L
>ANB37267.1 hypothetical protein A6024_04635 [Rhodovulum sulfidophilum]SNK001
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADLDFDRLIGTHATVTLTTKDGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVIEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFT
PAVASLITWSANKEPSRKILRSIFEPSRDRARAITQTTDYAISCKLRKKVEMLFAHLKRILGLSRLRLRGPSGARDEFHL
AATAQNLRKLAKLLPIPPVAC
>ANB37268.1 transposase [Rhodovulum sulfidophilum]SNK001
MTVNTVGLDLAKDVFQVHGISANGRVIFNKTVKRAKLLQFFEALPPCVVGMEACGSAHHWGRELGKLGHDVRLMPAGYVK
PYVKRGKTDAVDAEAICEAVRRPTMRFVELKTEDQQAILAIHRTRDLVVRQQTQIVNMIRSILREFGHILPTGVGAILTF
AKRHLGGDHPDMPELANGILGTLCHQLVGLNTRVVGYTRMIEQHAMMTADARRLMRIPGIGPITASAIIATIGDAKQFRT
GRDLAAWLGLPPLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKA
ARIVWAMLTKQQDYRQPGT
>ANB37269.1 hypothetical protein A6024_04650 [Rhodovulum sulfidophilum]SNK001
MKLKLDITPDLVAAMAAEVKAGEKAVTAAMREAGTGLKTAWRGQITGAGLGRRLANSIRSQTYPKAGESLNAAALVWFKA
PVIVGAHDTGPLIRSKNGFWLAIPLPAAGKSLRGGRITPGEWEQRRGLRLRFVYRRMGPSLLVAEGRLNTKGQAVVSRSK
TGRGKVTAPIFLLVPQVKLPKRLDLARDADRALDNVPGLIVANWRAN
>ANB37270.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFSEEQIIGILKEHQAGIGAKELCRKHGISDGTFYKWRSKYGGMEVSEAKRLKALETENAKWPGEGRRGTQ
>ANB37271.1 hypothetical protein A6024_04660 [Rhodovulum sulfidophilum]SNK001
MKHKTLGILVVANVWLASVAANAATFAGYTETSDVYFDDDASFDYDPSFLGGSITSPDFLIDVALAADLSSGFLTLLDDF
SVVALDGTLVGTALSVDNGVADDSFSMLFSLSTGIQSYAIATFTGDLDGFGISDFFTDGVLFADGNLTITGATQDGTAVV
PLPAGAVLLLSSLATIAGFGLPRRRGL
>ANB37272.1 hypothetical protein A6024_04665 [Rhodovulum sulfidophilum]SNK001
MVSVDLDGTTATFGNSNESWIYQNILWQTDEGPILTPVGVDADLPQDLTPADIQDPNESTGVSLISGLGGDAGFGENLLA
RNDDGSTAAVDITSIFEDGLNFFGREFTQLWVNNNGSVTFNGARSTFTPEFITEFSNNPEISPFFADVDTRGGDTSETPG
GNSTGSNLVYYDFDTVNDRFIVTWDDVGYYASATDKLNAFQLILTDRGDGDFDVEFRYEDINWTTGDASDGTGGLGGVVA
RAGYTAGTGDPDAYFELPASGDQGDILALDETEGNTGDVGRWLFRVRSGDIKTSDIPPLPPIGLTGWAAGDPHLATLDGV
GYDFQAVGEYVLLRGVSAPSFEVQARFLPVGNEVSVTSAIATNLGGTAVMVDATDATPVTIDGVVTVIDDFSFVDVGNDR
IYREDNTYTIIYAGTDGVVNAGDSRLIVDVVGDRVDLEVRFNSDLAGDLEGLLGNGDGDGSNDIALADGSVLDRPLAFED
LYGEYRDDWRVSDEVDSLFTYDDGESLAGFYDPDYPGSLVTLDELDPSVRAAAEQAVTDAGLTPGTANFNNAVLDFALTG
DQSFIQSSLNVPGISEADVVPIDEPGFNVINGTTGRDILTGTEDADEFRFNGGYGDVATGNGGEDIFDLTVNAANGAVDS
ARIMDWTDGDIIIGFCYEDIHLETLRTSSTTLRFAYGPDNDVLTISGDITEGLEGLLELNFA
>ANB37273.1 hypothetical protein A6024_04670 [Rhodovulum sulfidophilum]SNK001
MAERLGVDAVTIHRYEKGQAKPRRPEVIGGLRDVLGFSQAELDALFLDWTILDGIGHSEYAMQGYAFLELAGMEEHDLVE
RLIEIDTALIPDIVELDEGTTDQWAPIFHDSPWTWQVLVHHGRIVGYWHYLILTKDSFAAVMRGSLRDSMLAVEHLDTPI
AITGHGAYFAYIVMAGIEPAHRNPATLKMLFQSLIKSLCRVAEHGIFFAAVGTVAVTPEGSSIAQRLGMKPVCAIPFGRR
VEPVHCMQITADALAGGSVSLCDEKIVEYYRNWLDRNR
>ANB37274.1 transposase [Rhodovulum sulfidophilum]SNK001
MNTKLHAICDSQGRPIDLFLTAGPVSDYIGARALVSGLPKVKWLLGDRGYDADWFREALQDKQIRPCIPGRKKRKTPVRY
DKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFSAIALAATVIFWL
>ANB37275.1 hypothetical protein A6024_04685 [Rhodovulum sulfidophilum]SNK001
MKPDIDLFGVFVPTLLVLALGSYIALRLLSAVLARLGVYRHVWHPALFNLCLYFTVLGATVLFMEQLKS
>ANB37276.1 hypothetical protein A6024_04690 [Rhodovulum sulfidophilum]SNK001
MMIPGGIKLEHVLFSLKTFGAGMLAYWIAIRCGLSDPYWAAGTVYVIANPLAGAIASRALYRLAGTVLGAVLIVLLVPNL
VFSPLLLSAAIGLTCGACLFVSMLDRSPRSYAFMLAGYTVSLTGFPLVNAPGTSFDVSVERVEEIAIGILCAAITVQVVF
PWHIGPMLAKRVEGWLDNAAAMTRSVLTRNTNRAKLQDERHKLAADVISLRSFTDQVAHEGVRGWNRAERMGALQQRMIA
VLPLLSEIEDLLNTLERNGPDVSGSAALTGKVLQWLDKETSATRGETDALLFDIDAEQRRLDDQPHSWEGLLRQRLTGKL
RDLVEVWADCQSLRTDISSGETHELRQHLAARHRSARDLHTDYGAALRSAVSVFILIMVACTIWIWTGWTYGAGLAQFGS
VFCCVLATMDNATPVLRKVAPLMLVAFVIALLYQFAFMPALGDFYALVALLGLVLIPAGVLMAVPATWMTGFQVSVNLIY
MMTLGNQVSTDFTAFANASLSTFGALALATIIMSTVRAVSAEHSAMRLLRSGWRVVSQIAAGRRQVAPELIAGRMTDRLG
LIVPRLTLLPPDAALLENDLLRDLRAGLCVLELRNLRPEMPDAFRLGLDRLLDQVSEHYRNDKSGPARAERESAMAGMVD
ECLNQALAASGTTARRFGNALAGLRSAICPGQPAPVLNFSDRGTLA
>ANB37277.1 hypothetical protein A6024_04695 [Rhodovulum sulfidophilum]SNK001
MFEDLGRLLPAVGQSWRRLLAQRLSKEGLSDAAALPILVLLRARKGASRQNFLAHQLGLETSGVVRLLDALSKRGLLRRT
EDPTDRRAKLVELTDEGIAMGERADRIARALRSEVLAELDRQDLIATIRILRSLSAVLDASEERQKGR
>ANB37278.1 hypothetical protein A6024_04700 [Rhodovulum sulfidophilum]SNK001
MGSHGVVQGSRLLPALARTRRRFPQLRPLGDMVRQTQPSTRAIRLCAGLMSLERILDLRGSVAQID
>ANB37279.1 hypothetical protein A6024_04705 [Rhodovulum sulfidophilum]SNK001
MGRRPTALEQDVLVLRRFEGTDHLNALFDCSADCLAASTAVDFDRLIGPHATITPTTREGERPFDGIVTEARWLGSGDND
HRYWLRPRAFLASLRRNQLIFSNKAAVEILTELLSASAYAGAPRTNAARTTASRPREISRRSGRAAGRCWREIRRRGPVP
QRAAFRPGHQFPLKDEV
>ANB37280.1 hypothetical protein A6024_04710 [Rhodovulum sulfidophilum]SNK001
MTLTMTVSTRSARRRFAARGHDVWSCDLLPAEDRWKIRSRTFEGAAQACADQWGGQEMKEAA
>ANB37281.1 hypothetical protein A6024_04715 [Rhodovulum sulfidophilum]SNK001
MADIEWPREIWAAECGEHDADGRHVFSEHATVPRWEGDRDCEFHRYVDGDIAESQERYFREMLSAARARTEAAEAEPDRI
RAALKQEGRDDG
>ANB37282.1 hypothetical protein A6024_04720 [Rhodovulum sulfidophilum]SNK001
MRDYRIGRLKGRHVVIWTDDEGKRRRYRLEANTAREAEREARDLILRLDAPPAGMTVAQVWGAYRAEMGDRRQGEKMDFA
AKVILPAFGHLSVDRLLAAALDPHIKLAMLLMLTTAGRSGAILELTWDRVDFASRTIRLAANDLGPRKGRATVPINDTLM
AALQDAQRAAVSDFVVEWGGRPVRSIKTGFNAAVARAGIDHCTPHDLRRTAGRFMAEAGVPIEEIAEYLGHTNPNITRST
YARFSPEHLRRAAGSLEFGAPKLVQRTRVQTPKGRVSL
>ANB37283.1 hypothetical protein A6024_04725 [Rhodovulum sulfidophilum]SNK001
MIPDIQNAQPLADRLDRLGNECMYHQGCAFDHLSLIDLRQTPMFRWWFQVRRTTWKLAI
>ANB37284.1 transposase [Rhodovulum sulfidophilum]SNK001
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELHNRFRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKS
GREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVSNHPERADPWLTKLLQRKPARLATVAMANKT
ARIMWAVLTRNESYRPHTA
>ANB37285.1 hypothetical protein A6024_04740 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVDTVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGRRIGEAVTRRRA
>ANB37286.1 HNH endonuclease [Rhodovulum sulfidophilum]SNK001
MTIRKLCAAAGCDDLAVPGAALCELHEAERIDRGRARRAKVKTAEEIRRRSKLYASPAWKTARAAFLEANPLCVDCAGLG
LVTPATEVDHIARHEGDRAKFWDRSNWQALCKSCHSRKTAREVLGRN
>ANB37287.1 hypothetical protein A6024_04755 [Rhodovulum sulfidophilum]SNK001
MTPSVPRILASLYHVMKEACGRKASVSQYHLVKTLFLADRAHLNEWGRPITYDNYTAMYHGPVPSLAYDFLKGNLKALRD
SGVAKLPWRTVERNEKVKNYYPIDGELDPEEFLSESDIQALNDALTIVLRLGFGQIRKLTHEDSAYVDAWRDDGGKAAYK
MKLGLLFDEPNFDQAAMLAEYSPYV
>ANB37288.1 hypothetical protein A6024_04760 [Rhodovulum sulfidophilum]SNK001
MTAALRSPLRPTPRSRRAMPVREALEWAFGTECARLDHDEIEAVAGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNTLPWYAATLVADLARAGRTPDWMPDARPRLRPVEWQQNQHRAYGRACDSAELPDGWQPIPRRNRKGVIVQ
DAVRFTPCHWGPTPARIAAARRAYLDWWGYLLAVQAALMGAGFARVVVLRDMPPMQPWA
>ANB37289.1 hypothetical protein A6024_04765 [Rhodovulum sulfidophilum]SNK001
MSGIGLSFLHGAIDQFGDGFAESLVGGLFDRLRKGVRGPADTAAASLPLGHQLAAGGTDPGFGGRLKAAAQIQPPADDAS
PLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQLSPAEAAWLRDREARL
AHCRSIADLAGASA
>ANB37290.1 LacI family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTADPPDRPRRPLTLRDVSEASGVSEMTVSRVLRQSGDVSAKTRARVLEAAKRLGYVPNRIAGGLASQRVNLVGVIIPSL
SNMVFPEVLAGINEVLEDTPLQPVFGLSRYDPPHEEKVLFEMLSWRPSGLIVTGLEHSEATRAMLRAAGIPVVEILDLDG
EPIDSVVGISHRRAGAEMARAIAAAGYRRIGFLGTKMPMDHRARKRFEGFTGALARAGLEIVDQEFYSGGSGLEKGREMT
RALLDRHPDLDFLYFSNDMIAAGGLLYCLERGFDVPGKLGLAGFNGIELLSGLPLRPATMDIQRREIGRRAAKIIADCVE
KGLPGKGERVALSPRIDPGDTLRADLARCGQAVRDQV
>ANB37291.1 dolichol-phosphate mannosyltransferase [Rhodovulum sulfidophilum]SNK001
MKNEAENVAFLLGEIAEACAALDSHEVIVVDDGSTDATAAIVADMMKTDPSLRLLRHPNSGGQSAAVHSGVLAARAPVVC
TLDGDGQNPPAELPKLWAPLLADDTGRLGLVAGQRVGRQDTASKKWASRAANAIRSRLLKDGTRDTGCGLKGFRRDLFLT
LPYFDHMHRYLPALFRRDGWEIALVDVSHRERHAGTSNYSNLQRALVGAHDLIGVSWLIRRRKKARAAEELPHGN
>ANB37292.1 lipid A biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MAIETVFGWLHVHSWVEFWWVVVGLGGQLMFTARFLVQWIASERARNSVVPVAFWYFSMAGGLILLAYAIYRKDPVFILG
QVTGVFIYTRNLWLIHAHRRRNA
>ANB37293.1 hypothetical protein A6024_04790 [Rhodovulum sulfidophilum]SNK001
MRTGAATPDRHGWLGPAAAVVLAVTALRVWLLWLNRMDLFVDEAQYWLWGRELAFGYYSKPPMIGWVIRAATELAGSDAP
FWVRLPAPLFHAATALILGRIAAGLWGARAAIWVALGYVTLPMVAVGSILISTDTIMFPFLALALGFWIKMLSRPGSAPG
WALAAGVALGLAFLSKYAAIYYPLCAALAALLIPSARPRLRDAGLALLAFAATISPNVIWNLQNGMTTLEHTLDNADWVR
APSERAGFDISGLTEFLGSQFAVFGPVLFAALLWGVLRWARQDAPTRLMLVFALPVVAIVSVEALLSGAYANWAAAAYLA
GTLAVLPRLGRGWRISSFAINGTVALALPVLGVFAPVASLGGHPLLERYLGRADMSTTILDIAEADGDSAIMADNRDLLA
DLFYTGRDRGVSIYAPPPAGRAPNHYALRHALPDDLEGDVLYVAGGTPPACAEGVTPLADLAPETGAYRGKRIRIFRLPA
SCWNG
>ANB37294.1 hypothetical protein A6024_04795 [Rhodovulum sulfidophilum]SNK001
MRSALDPRARLGQDRFMHIRTGLLCLLLCLVPLRAAAEDVLLRSSSLLPAAYDSYLALNLKLPPQNRTLPLVGDRGLRSG
GQVLRHLAGQQAVNGFDGVLYDNRDHGHSSLPEDLFPRLDRLVYDKTLRKARADYGLAGKILLPAVVFGNSSTSVTTGPA
KRSLPRLAMTSPGGPERSAQLYENNHLYVYPEHRDHDETDRFPANWPYMLISQGSSGSDQPFLAALAMTLAAFPPDTFAA
LRDNRLIAPTLQMILRRSYAPVRSRAAYFTAAAHPVVFEGDALRPGRMMGEAAAMRPDAIPPMVRLRVEQDGFGKAEGLA
RLSERLFDTDGAIARIWRNFDWSREITVSAAATRDPNGRALTFTWALLQGDPARVRIEPLDPEGSRARIRVAWHDPKTVL
TRDRTGYHNRSLSRVEIGVFASNGVHDSAPAFVTVFFPDHQKRVYATSGAGGMRLVSVDYDAIGRDAYYDPVLFWSAPWT
DRAEYDGAGARTGWTRIGHDGNTRTLPPEIGEGVYQIERLQPERPYLIMP
>ANB37295.1 hypothetical protein A6024_04800 [Rhodovulum sulfidophilum]SNK001
MLRAMMLRPILACLVLAALSGPAAASCYADYKAKQDNPLRLHYGVIELPDAACDSRDAATREIDRRIRRGGWQLLNVMSI
FGASGLGERKASAGGYFLKY
>ANB37296.1 hypothetical protein A6024_04805 [Rhodovulum sulfidophilum]SNK001
MSYPGRVQGPHRETADHRPLFVVALGPVRAALARLAEGAGFASSLPSEWRRSSARLIIVKGIERHVVKAARNGGRHPSPG
LPHRSGPGRGAATPGIPRARMAGVETWQRADRAFSGRGLRRAGLRLCSSSARCPAGANAMSMLRLAHADDRTGVRRSRGG
HGAGQIRAGAKPLHPFLLSGFALARAGNWRL
>ANB37297.1 ribonuclease HII [Rhodovulum sulfidophilum]SNK001
MTAVRPDFSLETEAFARGVRLVAGVDEVGRGPLAGPVMAAAVCLVAEDIPDGLRDSKTLSARRREGLAAEIHARALVGLG
EASTGEIEEMNILQASHLAMCRALAALPAMPDLALIDGNRMPRALPCDGLCLVKGDARCLSIAAASIVAKVARDAVMTEL
AQHWPGYGWERNAGYPTRQHLQALRDLGVSPHHRRSFRPVHNILWQEKSVNP
>ANB37298.1 modification methylase [Rhodovulum sulfidophilum]SNK001
MTRTKGAPELPLNTILSGDCIAEMNSLPEGSVDLIFADPPYNLQLKGALHRPDNSKVDAVDNDWDRFDSFAAYDRFTHDW
LAAARRVLKPNGAIWVIGSYHNVFRMGAELQNLGFWILNDVVWRKSNPMPNFRGKRLTNAHETLIWASKSEGAKYTFNYE
ALKALNEGVQMRSDWVLPICTGHERLKDDKGDKAHPTQKPESLLHRVLLATTNPGDVVLDPFFGTGTTGAVAKMLGRDFI
GIEREEAYRKVAERRLAKVRKFDREALVVSASKRAEPRVPFGQLVERGLLRPGEVLMSPRGKTAKVRADGTLVGEAVTGS
IHQVGAAFEGAPSCNGWTYWHYHREGQMVPIDVLRQQVRAQMHD
>ANB37299.1 epimerase [Rhodovulum sulfidophilum]SNK001
MKLLVIGASKGIGLETVRYALGRGHDIRAFAPSAQSIEIDDPKLEKLTGDARNAAEVKAAVEGVDAVIVALGLPKTLPAM
MRKTTLFSDTTRVLLSAMSAAGVRRLLAVTGFGAGDSKAKMSTVEKLGFKAVLARAYADKTAQERLIRESGLDWTIVRPG
ILTSTAPSHDYEVHVEPETWHNGLISRGDVAHFLVHAAEDGSYLRDAPVLTR
>ANB37300.1 A/G-specific adenine glycosylase [Rhodovulum sulfidophilum]SNK001
MRDETLSAELLAWYDRHARDLPWRVGPAARAGGAQPDPYRVWLSEVMLQQTTVAAVKDYFHRFTTRWPDVGALAAAEDAD
VMGEWAGLGYYARARNLLKCARAVASEHGGRFPDSHAALLSLPGIGPYTAAAIAAIAFDRPETVVDGNVERVMSRLYAVE
TPLPTAKPELTAHAARLTPVERPGDHAQAVMDLGATICTPRNPACGICPWQAPCRARTAGIAAELPRKLPKKPKPIRFGI
AYLGRRSDGAWLLERRPASGLLGGMLGWPGTDWAETVPAPAPPVEADWHPLGAEVRHTFTHFHLRLALCVAELGPDCTPG
RGQFLPPDAFRPSDLPTVMRKAFDLARTAFATA
>ANB37301.1 RNA-binding protein [Rhodovulum sulfidophilum]SNK001
MTGMQRKAEKDSRRMRGFERASMLLSGRIRRAGEKRGFAVARLLTHWPEVVGDEIARVCRPVEVRYGRKEGFGATLTLLT
TGAHAPLLEMQKEDIREKVNACYGYAAISRIRLTQTAPTGFAEGQAAFAPAPRPVAPPPDPGTVAVASDLTVEVHDEGLR
AALQDLGTRVLSRPKR
>ANB37302.1 hypothetical protein A6024_04835 [Rhodovulum sulfidophilum]SNK001
MIRKLTLSLGLAALSTLGLGLAPAPLLSSAAWAEETPDVAPFTLGDPNAPIELEEFASFTCGHCAHFHEDVFKRLKADYI
DTGKVHFTYREVYWDPYAVWAGLLARCGGEMRFFGIVSMLYEKQKDWIDPKDPQKTSENLRRIGQTAGLSEDAMNQCLTD
AALAKALSENSDKTVDAAGVTGTPSMVIDGQLYKNMSYRDLKEILDEKLAG
>ANB37303.1 CoA-transferase [Rhodovulum sulfidophilum]SNK001
MPAPLSGLKVVELARILAGPWAGQILADLGAEVIKVEAPEGDDTRRWGPPFVTRDDGTREAAYFHACNRGKRSVTADFRT
PEGQALVRGLVAGADIVIENFKVGGLAKYGLDYAGLSAVNPRLIYCSITGFGQDGPYAHRAGYDYIIQGMSGLMSITGET
DGQPQRVGVAVADVFTGIYAATAILAAVHQRAETGRGQQVDMALFDVATAITANQAMNYLTTGTAPGRLGNTHPNLAPYQ
VFDCADGHAIVAVGNDAQFGRLCGLLGLPELAADPRFASNADRVAHREALTEALTEATRTRNKADLLAACEAQGVPAGPI
NRMDEVFADPQIRHRGLVVENDGLPGVRTPIRFSEAGLVLDRAAPRLDQDGAEIRAGLSDPSPAPAGRTPRR
>ANB37304.1 tetraacyldisaccharide 4'-kinase [Rhodovulum sulfidophilum]SNK001
MQAPAFWYAPPARPGLMARALTPLGQLYARATAKRLAQGEGARVGVPVICIGNINAGGTGKTPTAIALTMRLIARGVAVH
VVSRGHGGRLTGPVRVEERRHSAADVGDEPLLIAAFAPVWVARDRAEGARAAVAAGAQAILLDDGFQNPALVRDLSLVVV
DAAKGFGNGRTIPAGPLREPVAAGMRRADLLLSVGPEPAQRQFTESWGGQVSVPRITGALHPLPTGMDWQGLRALAFAGI
GHPEKFFATLRGLGAELLRAEALDDHQPLTSALMTRLETEAKLLGAQLVTTEKDAVRLPASFRRKVLTLPVRLELDDWSA
IDAAFDRLGLGSGR
>ANB37305.1 hypothetical protein A6024_04850 [Rhodovulum sulfidophilum]SNK001
MTANRAERDAEPGGRSDPGPLLWLHNPPPEDRSTAAELIRELAQEQPDLRVLVTGRDATPDWPARARGLPEVIVDIVPSD
GHRASAAFLDCWRPDLGVFYPDHLPSTLISLANTRGTALFLICRDLPRSWRSRWRVGLAGTRRLLRRFDRIFAQTPGTAG
ELRALGLPRWQISPCGPLSEGSAALSCSEAERDALAAVIGGRPAWLAAATRPEEDAAVVAAHAWTTRHAHRLLLILCPDQ
PGRGPALAARLRADGWDVALRSDDEEPSSETQIYVADTEDEAGLWLRLAPVCFIGGTLSANAGPDPYRAAALGSAILHGP
ATGAHPDHYRRLSNALATRTVQDGASMAEVLADVLAPDRAAAMARAAWEVSTQGTMATERVVRRMIEALDMTETV
>ANB37306.1 inositol monophosphatase [Rhodovulum sulfidophilum]SNK001
MTQRLHLVFGGELVDPTHTVFKDVDDIHIVGMFPDYETAYNAWKAEAHRTVDNAHMRYFIAHIHRLRDEEVEAGPTEELG
A
>ANB37307.1 3'(2'),5'-bisphosphate nucleotidase CysQ [Rhodovulum sulfidophilum]SNK001
MPARDLALLTTAALEAGKLAGRYWCRDPQTWEKPDHQGPVSEADLAIDRMLRQMLTAARPGYGWLSEETEDDPARLGAER
VFIVDPIDGTRTFLEGDRSFAHALAVAEAGRVVAAVVFLPLRDKLYSAIRGGGAYLNGAALRTSSRSALDGASVLAPRPA
LDPGHWTGPVPHLHRALRASLAYRLCLVAEGRYDAALALRDSWDWDTAAGSLILEEAGARISDRLGDPLAFNTPVPLSRG
VVAGAPLLHAEILSRLA
>ANB37308.1 modulator protein [Rhodovulum sulfidophilum]SNK001
MSDDPIPSLTQALLDAARQAGADAADALVTAGTSLSIDVRDGRLEQAERSEGIELGLRVLIGRRQACVSASDSRPETLAE
MAARAVAMAREAPEDATVGLADPSELARNRDAGFLELADPSPEPDPAALEDDARRAEAAALAVPGVAQVQSASAGYGHRR
MMLAASNGFSGSYARTSRSTSCVAISGEGSGMERDWCAESRTFQAELPSADEIGRIAGARAAALAGARRPKSGAFPVLFD
ERVAASLIGHLLSAINGTAIVRGASWARDLIGRDVLPAELSLIEEPHRPRIAGSRPFDSEGLATTRRALVENGVLTGWVL
DLASARKLGLSSTGNAVRPVSGPPSPAAGNVTLSPGALDRDALIAEMGTGLLVTSLIGSTINPTTGDYSRGASGFWVENG
RIAYPVNECTIAGHLPEMLRRLQPANDARDHLSRRVPSLLVEGMTLAGA
>ANB37309.1 hypothetical protein A6024_04870 [Rhodovulum sulfidophilum]SNK001
MTLLKSASALAIATSFGLALPAAADVTADEVWSSWQALAQGSGQSMSGTESRSGDRLTVKDLLITSTDEQGGSVQVGFDS
IVFAERGDGSVAIEVPETYPMSVEIRNAKGEVTELDFTVNQPDFEMIASGTPEALVQDFNSPEVTLTLDRVSGDGPADVE
ASMKIDGMSGHYAQTEAEPRVFESDLAIDRVHLELTAEGRNEDTDVKLVGTVHDVSSTSDSRMPVGIDPTELAEMMRAGL
MSQGELEHGAMAYAFDLIEDGNKTHAEVSVNSGRIAFDLGGTGVSYDASGNETRMALYDPQLPVPEIEAKMAESGIHFEM
PLIKADEPSDFGLGIRLKDLTVNDEVWATFDPTEQLPRDPATLLVDLAGKTRLLTDFTDADVTESDGIPAELDALNVKDM
QLKLAGADLTGSGAFTFDNSDKVTFDGMPLPEGSLSLRLEGANALLDKLVAMGLVPEDQVMGLRMMMGMFARPGDGPDTM
VSEITVSDGGQVRANGQRLR
>ANB37310.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTGMTGKSVLITGASRGIGAAAAWAFAEAGAHVALAARSQAAIGTIAQEIADSGPRAIALPCDVAEFAQVADAVRATVQA
FGRIDVLVNNAAVVDPIARLDAVDPEDWSTAIDINVKGVFHGIRAALPVMAAMGGGTILNIGSGAATSPQEGWSAYCASK
AAVAMLTKCADHEGRGQGVRALALSPGTVATDMQKTIRDSGVNPVSRLDWSEHVPPAWPAQALLWMCSADADEFLGQQVS
LRERAIRRRAGLPT
>ANB37311.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SNK001
MIGLRREGGLWTVTLNRPEKANSLTRDMLVRIEEIALEAQAEGVAALVLTGEGKVFSAGADLDEARAGLATDGVWERVSA
AIAGLDALTVAALNGTLAGGAFGMALACDFRIAVPEARFFYPVMKLGFLPQPSDPGRLAALVGPSRAKLVLMGGAKLDAD
EALAFGLVDRLVPRDELMATAAGLAADALAAAPEHRVAIKALCLGRRVAF
>ANB37312.1 hypothetical protein A6024_04885 [Rhodovulum sulfidophilum]SNK001
MTRPPICPLCDRPIPPGSRQSLHHLTPKLRGGKGGPTVLLHQICHDAIHVRLTETDLARDFASIETLRAHPGLAKFLAWV
AKRPPGFHSRTPGPRRRR
>ANB37313.1 NAD(FAD)-utilizing dehydrogenase [Rhodovulum sulfidophilum]SNK001
MGNENEAGAFARQEAERLPALVVGAGPSGLMAAEALGAAGVPVAIAEAMAAPARKFLMAGKSGLNLTRAEPFDRFLAAYA
EAAPHLRPMLADFGPDQVCRWAEGLGQPVFTGSTGRVFPTAMKASPLLRAWLGRLAGQGASLRRRWRWAGWDGAASVFDT
PDGPRRIEAEVTILAFGGASWARLGSNGAWAGPLAEAGLPLAPFRPANVGLKVDWSAPMARHYGAPVKGVALRAGSGGWH
RGEFVISARGLEGGGIYALSRPLREGVPLLADLLPDRDAAWVAERLARPRGKASLSNHLRKALGLDPARLALLMEFGRPL
PGGPALAALIKALPVAHAGPRPLDEAISTAGGLGWKALDADLMLEARPGTYVAGEMLDWEAPTGGYLLTACLATGLWAGR
RAAARLGRPV
>ANB37314.1 glutathione S-transferase [Rhodovulum sulfidophilum]SNK001
MYRVIGSGNSRARRVLWMLEELGLGYDHVPALPQTGDVVAINPGGKVPVLIADGVPIPDSTAILTFLADRHDRFSHPAGT
IERALQDSMTQFLLDEFDSALWMAARHSFVLPEELRQSAIKDSLKWEFIRSQEALVGRMGTGPFLMGAEMTVPDIILTHC
GDWAETAHFPVSQPRLAAYLERMRARPAYRRAQAA
>ANB37315.1 DNA polymerase III subunit delta [Rhodovulum sulfidophilum]SNK001
MKLSPRDAAGYFARPDPDRPGLLIYGNDAMRVALKRQQVIAALLGPNAEEEMRLTRLSAADLRADPTALTDAVKARGFFP
GPRVVFLEDATDALSDKILGALADWQKGDAQIVLTARQLPPKSALRKAFEAHPEAYAVGIYDDPPGRPEIESMLTQAGLG
QADRAAMGTLLDLSTALDPGDFRQTVEKIALYKLDDPAPLSPEDILACAPRSTEAEADALIHAVAEAKTVEIGPLMQRLQ
AQGMTPVTLCIAATRHFRQLHAAAADPDGAASGINRLRPPVHFKARDRMARQAQVWGMHRLEQALGLLLDTDLKLRSAQR
APQMALVERSFIRLAVMASRRT
>ANB37316.1 hypothetical protein A6024_04905 [Rhodovulum sulfidophilum]SNK001
MSSSDRRTFLVSGLSAAGLSLAGCGFRPAYGPGGTAEGLRGRIAVDAPDSIDDFTLVEQLETRLGRASAPRWRLSYRVAT
ESEGLGVTAEQDTTRYNITGRAAFQLRDIDSGSVVQSGEVDSFTAYSATGSTVATRTAERDAYRRLMVILADEMVTRLLA
GSGAWAK
>ANB37317.1 leucine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MARYTPAEIEPKWQSAWEEGGTFTATRDAARPKYYVLEMFPYPSGRIHMGHVRNYTMGDVVARYKMSCGFSVLHPMGWDA
FGMPAENAAMERGGHPKDWTYGNIADMRAQMKPLGLSIDWSREFATCDPEYYGQQQAMFIDMLGAGLVYRKNATVNWDPV
DMTVLANEQVIEGKGWRSGAAVERRELTQWFFKISDFAEELLEALDGLDNWPEKVKLMQRNWIGKSRGLQMAFDLVDAPE
GFDRLEVYTTRPDTLLGASFLGISPDHPLAKALEADNPEMAAFCAECRRTGTSEEDLEKAEKKGFATGLTVRHPFDETWE
LPVYIANFILMDYGTGAIFGCPAHDQRDLDFARKYGLPVIDTFEALDGGAPVGTEAFTPPKSEKVRWLKAYGWDETATGD
EAVDAAIAHCEAKGVGQGVTKFRLRDWGLSRQRYWGCPIPVVHCPDCGVVPEKKENLPVRLPDDVTFDQPGNPLDRHPTW
RDCACPSCGKPAKRETDTMDTFVDSSWYYARFTAPHAATPTQMADAEYWMNVDQYIGGIEHAILHLLYSRFFARAMQITG
HLPEKAIEPFDALFTQGMVTHEIYMTRDARGRPVYHLPEEVENGTLKATGEAVEIVPSAKMSKSKKNVVDPVNIIQAFGA
DTARWFVLSDSPPERDVEWTAAGAEAAFRHLGRVWRIAEAIAEEMNGGGIAAYEEEAPAEAARSANGPGAAERGGDDLAL
RRALHKTIHDVTMGIESFGFNSSVAKLYAFTNTLAKSSASLAARRDAAMAMAQLMAPMTPHLAEEIWEMLGGDGLVADIP
WPEADPAMLVEDSVTLPIQINGKRRSELRVAKDLPKEEVEKLVLADDAVVKALEGGAPKKLIVVPGRIVNVVI
>ANB37318.1 hypothetical protein A6024_04920 [Rhodovulum sulfidophilum]SNK001
MKKVLFATTALVASAGFAAADITFSGNAEMGIVGGGKDVPGVSSYKGNGDDSTTEFNNDFTLTVVGSGQTDSGLSFGISV
DFSTDAEPDANGNVSLDNEAVFISGDFGTLTLGEIDGAVDKQLTEVNNAIGQYSIGDDETVHAGFQGSYGDGAYDNQILR
YDYAFGDFGFSASMELNDDKAVNPTTGARIENNADNGYALAISYKTEMGGANLGFGLGYQYLEAGVGGWAPGNIKTYGVA
WEQGTEVDIIAATVSADFNNGFTAGFEYSNYDPDVPSGRYDNDIDHYALGLGYSVNALSLGASYGKFDTDGADADGWALT
AAYDLGGGASVVAGYSDSDINGAGVDNNDYETYSLGVVMNF
>ANB37319.1 hypothetical protein A6024_04925 [Rhodovulum sulfidophilum]SNK001
MLPLSQTETRRRLDAAQRLQRAGRIEAAEAAYRSLLDGQPGLAAAAFQLGRIALGRGSVEEAAARFEAARKARPQEAPIW
QMEAEALARLGDGPRNTRFLKAARKAGLPPALLSAIEARLAPEKAPAKGARRAPLGSAPPKAAEAVVAELRAGRAEAAEA
KALALTRAHPDSALAFNLLATARTERGRTAEARASFEAGLALAPDYAELRVGLGRLLVETGETGETAAGVRHLEAALARL
PAHPPGQLALGKGLAQLGRKDEAEAALRRAVAADGRYLEAYLALAHHLMETGNPAAAEEVLESALAAGHDRAIIRVRLAE
AQAKQGRTETARAGFDAAIAADPGFALAYSLRGMLLQTLGEFAAAEADFRQAIALEPRNGEHYRTMLATYKVTPDDPLLA
EMEALFDDPTLGDESRMHLGFALSRAMEQIKAHDRVFTYLRPANDLMRARHPYDISERRAEIDAVMAAFEGTDFSVRKIE
GAPDYAPIFVTGMPRSGTTLVEQIVASHSRVTGGGEIGYVAGEGLALLHETGGGLRSLERVGDAEIAALGGRIEAMFRER
FPGSDLVSDKSIQTYMMAGLVRLALPQAKIVVVHRDPRDICLSIYKNMFAEGTHRYSTDLRDLGLYYRMFLEMIAFWRDK
LPGGFHEIRYEDLIADPEAEARALVAACGLDWQDNCLNFHKTERRVATLSLAQVRQPIYASSMRAWQRHADELAELTEAL
GDAIGGENGA
>ANB37320.1 YggS family pyridoxal phosphate enzyme [Rhodovulum sulfidophilum]SNK001
MGLEDIRARLAKAEQEAGRAPGSVTLVAVSKVQPLARVEAVLEQGQRIFGENKVQEAAGKWPGFRDRFDGVELHLIGPLQ
SNKSRQAVELFDAIHSLDRPKLARRLADHAQEGGACPDLFIQVNTGEEPQKAGVLPAETDAFVAECRGMDLPIRGLMCIP
PVGETPSLHFALLAKIAARNGLAGLSMGMSDDFEQAVALGATHVRVGSAIFGTRSNG
>ANB37321.1 4-hydroxytetrahydrobiopterin dehydratase [Rhodovulum sulfidophilum]SNK001
MSDRLPVTVLSGFLGAGKTTVLNHVLGNREGRRVAVIVNDMSEVNIDADLVRAGSTLERGEERLVEMTNGCICCTLRDDL
LVEVRRLAEEGRFDSLLIESTGVSEPLPVAATFEFRDEEGRSLSDIARLDTMVTVVDAANLLRDFSSRDFLADRGEELGP
EDERSLVDLLTDQIEFADVIVLNKVSEATPADLAAARKILRALNADARIVETDYGRVDASGILDTGLFSFEAAHRHPTWV
KELYGFADHVPEDAEYGITSFVYRADRPFDPTRLASFFETPLPGVIRAKGHFWIATRPHWAGEFSMAGSMVEVRGLGLWW
AAVPEAHWPPEARERMAERVAGEFGDRRQEMVFIGTLGSMNRDRISAMLDRCLVPETRFCPELWSGLPDPFPQWGEAA
>ANB37322.1 hypothetical protein A6024_04940 [Rhodovulum sulfidophilum]SNK001
MAAHDRLPAPARAWVARAVLPWSATSVARIWTRAMAETGSEAAALDRLAAAERATLAREAALACRGGTG
>ANB37323.1 hypothetical protein A6024_04945 [Rhodovulum sulfidophilum]SNK001
MHVVQKTFLPEVFGLVRAIRKRFDARATSIDMTYARAQALMSIASCEGLTQVDLAERLDIRTPSMNRTLDNLEAAGLIER
RASAEDKRVRRLYLTPAARARAEAVVDFTDELRREVYRGIDPAELDRALATIRKIQANLAAMER
>ANB37324.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MAAAVPSDAPAPAPKAEPTGLTRPLPLAAAYMLASMFIALSQSLGQGFLAANIPTLAGELGATQSQTVWLMVAFMAPRAS
LPLMLIKIRSQYGLRRFAEVSIALYAAVALLSLLTRDLRSALLVELLSGISAAPLATLAFLYALEPLPQRLKLTVGLPFA
LSFIALGMPLARAISPTVLTDGGWTDILLLKLGMAMVCLFLVFLLPLPHGERTRSIRGLDLISFSLIAASFGGLVACFTT
GYIYWWTAAAWMGPVLALSIAGLVLALVIELHRTAPLLDVRWLATPEMLHLTAALLIFRVILSEQTAGAPGLFRTLGFAP
EQIAPLFWGISLATLAGGAACALVMKLDRVPAIHVAALLLIALGSAMDAHANTDVSPTLMIASQAMVGFAAAMFLPSAMA
AGLVKALSKGPQYLLSFVIVFLSSQILGGTVGAGLFRTFVAVRTTAHSQALAAGLQTGDPLVAERLAGIAAQLSTTVTDP
VRLKAEAVAQLAADTARQATVSAYNDVFALISALALCALAALLGHIARDWLRARMARRVPADG
>ANB37325.1 hemolysin secretion protein D [Rhodovulum sulfidophilum]SNK001
MHLLKHHVPTVLIVLIGVLGVVVVLFAWHLPPFGGSEIRTENAYVRGNVATLSPQIAGYVTEVRVTDFQTVSTGDILVRL
DDRIARQTVARAEAELDSARAALKANDQDINSADATLGSRRAAAEAARAAVDTARAEWDRHDRLRRKGVISASDAEDAEL
RLRQAEAALTEALSDVAVAREDLATAKVRTDTLSASVTSALAAVELAKIELEHTVIRAPQNGRLGQVNVRVGQYVTAGTA
LVSLVSSRVWVIANIKETDLAGLHSGQKVRFAVDALGGQPFTGKVALLSPATASEFSILGNSTATGNFTKIAQRLPVRIE
VDPGQEGQDRLAPGMSVVVHIPRDRG
>ANB37326.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTLRSETECLMSRLGVAADALSGGSMACVSPLTGERIADISPASVADAAAAIAAAKAAFRDWRMVPAPRRGELVRLLGEE
LRAAKDDLGRLVSVEAGKSPSEGAGEVQEMIDICDFAVGLSRQLYGLTIATERPGHRMMETWHPLGPVGVITAFNFPVAV
WAWNAALALVCGDPVIWKPSEKTPLTALACDAVLGRALARFGAPPEALVQVLPGGPELGNALVESPDVALVSATGSTRMG
RIVGPKVAARFGRSILELGGNNAGIVCPSADTAMTLRAVAFGAMGTAGQRCTTMRRLFVHDDIYDALVPGLIRAYASVSV
GNPLETDALVGPLIDGAAYRAMQEALEAARAASGTVHGGTREDIGPDSAYYARPALVEMPAQTGPVLEETFAPILYVMRY
SDFDAVLEAHNAVGAGLSSSIFTTDLREMELFLSARGSDCGIANVNIGTSGAEIGGAFGGEKETGGGRESGSDAWKSYMR
RATNTINYSRELPLAQGVVFDI
>ANB37327.1 hypothetical protein A6024_04970 [Rhodovulum sulfidophilum]SNK001
MTHPVKGVDHVFLMVEDLDRAAEAYRRLGFTLSPKGLHSAAKGTANYTLMFPGDYMELLGIVTPTEGNAPRRAALAREGE
GLRAVACRIDDAEAAKTALEALGIATGEVGHFERPVPLPDGGTGRAAFSTMPFADSELPFGIVFMCQHRTRDTVWLPELL
THPNRACGLAEIVAQSADPEAAAQRLARLYASGRVAPAAGGYRVETGPASAPILCLTGAALADYFPGLDLSAAPAEGFAG
LALHSEDMAATAACLAASGVSPVETARGIALAPSDCAGAVLEFRQR
>ANB37328.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MQNCVWITGAGSGIGAAMARTFAGAGYRVALTARSEDRLTALADELGGAVRVFAGDVTDRARILAIAEEIVQWAGRIDVL
CNNAGLNVPLRRWDELDWDSWDRVIATNLTGALNVIAAALGPMRRQQSGVMIHTSSWAGRFHAPVAGVPYGASKHALTDL
SASLNAQEGENGIRSTALCPGEVATPLLNGRPGFDPARAAEMIQPEDMAALALHVAGMNPNVAIHEITLAPVQRAAR
>ANB37329.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MITTCRSAGRPGWGWLLAGAALATMAGPAAAEEPQRGGTAIVHMVSEQRVLNPALRASTGVYNITGKIMEPLIDKSYDGP
VGVLATDWSSTDDGLHITVNLREGVNWHDGEPFTCDDVAFSAMELWKPLLNYSSTLQQYLESVDCTDAHTAVFNYSQPMP
LGLFVAAMPDLGHPVPKHLYEGTDIMRNPHNTAPVGTGPFKFVEYKRGQYVIAERNDDYWRGEEYPYLDRIVWRFIPDKS
AAAAAMEAGEIHESGTNSLSMADIERFSKMDGFDVGTKGYENNVAHSTVEFNHRNPILADLKVRQAIYHGLDIDYAIKTI
MRGYAKPGRGPIPSTGGANYTDDVTTYDYDPELAKQMLDEAGYPAGEDGIRFKLRHRPAPWGEYTQLWAEYFAQAMGEIG
IDVEILTNDAPGFLNGVYRDHDFDTANGWHQFRSDPAVSTMVWLRSGSPKGTPWSNQFGWKSDEMDRMIDEAQAELDPAE
RAADYHAIQAKAMEELPLIFAIEHPFISVTSQKLHNHHNNPRWISSSWYDLWIEH
>ANB37330.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MQLTQVLTYAMRRLLQAVPVVILIMVGTFLLLKLAPGDTVDALVGDMGGADAAYIARLRAEYGLDQPVWVQLGRYMAKLI
QFDFGWSFVYEQPVSAILWERLGTTLMLMGTSLSLAFSIGVGLGAIAARRAYSLTDNAISTLGLVFYATPSFFLSLMMIL
LFSVKLGWLPVGGLTDVAAFYTGWDHVLDVVLHLIMPTAALSLIYLSFYLRLMRASVLEVADLDFVRTARAKGAGETRLM
VHHIMRNALLPVVTLLGLQFSTVLGGSVVVETIFALPGLGQLAYQSVIQRDMNMLMGIIFLCAIIVVIVNFLTDLLYARL
DSRIALK
>ANB37331.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTAATTDLPRPEVRPAVALWRRFARNRAALLGLVLFGAVLVMAATAGLIEPVDPLRRAGDPLTKPFIDWAVPLGTDQLGR
DILAELFHGARISLLVGVLATLLSIGIGVVVGAVSGFFGGWVDDVLMRVTEAFQTIPNFVLLLALVAILGSSIEYITLAI
AIVSWTAPARMVRAEFLSLRSREFVDAARNLGVSNGALIFREILPNALPPVIVYASVIMALSILLESALAFLGLGDPNYA
SWGNMIGQGRAVLRTDWYCAVIPGIAIVLTVLSFSLLGEGLNDALNPRQKKQ
>ANB37332.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTDPVLDIRGLKIALPKGADRPFALAGLDLSVRPGEIVCLVGESGSGKSLTAGAIMRLLPEPHVRVAEGTIRFEGQDLLA
LSEREMKQIRGDRIAQIFQEPMTALNPQKTVGWQIDEVLRLHTRLGRKARRARVLELLDLVHIPDPPSVFNAYPHQVSGG
QRQRVMIAMALACEPKLIIADEPTTALDVTTQLQILKLIRELQEKEGAGILFITHDFGVVAEIADRVVVLSKGEMVEQGP
AAEILNRPRHPYTRALIGAIPALVPPAPRDFDAAPVVLKAEGLVKTFAARGSLISGKRAPVKAVDNLSFTLRRGETLGVV
GESGSGKTTVSRIVTRLLESDCGAVEVDGTDLLACSPRELREMRRHIQMVFQDPMASLNPRKRVEDLIAQGPIVHGAEPR
AARARARELLELVELSPAAATRYPHEFSGGQRQRIGIARALAMEPKVIVADEPVSALDVSVQAQVLRLLADLRDRLHLSL
LFVTHDLRVAAQLCDRVIVMQKGRIVETGITAELFADPRHPYTQQLLASIPGRGWTPPSLETDAA
>ANB37333.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MSLQFDDIRRALIGEGTAIPGPFGPRALIYADYVASGRALGFVEDAIRQHVLPYYGNTHTETSFTGRRTTELRELARASV
REGMGADDGHAVVFCGAGSTAATDKLVRALQMGVPAGRLGPDAVVFVGPYEHHSNDLPWRESGAKLVRIPLDAAGTLCLE
TLKREIAAHAGAGLILGAFSAASNVTGIRTDIGAVARLLHEAGGWCVIDFAAAAPYVAIRLAESAPGAGDRIDAALISPH
KFPGGPGASGLLIADCALLAAARPTVVGGGTVSFVSAAGQCYIDGVEAREEAGTPSIVGNIRAGMVMALKTELGAEAIET
REGELRARLDAALSAEPGIELLGPRNAPRLGIFSFNIRIGARHLHHGFVVAVLNDLFGIQARGGCSCAGPYGHHLLQIDD
DRSQRFSEAVARGHTAFRPGWVRLGVNYFFSDEDVDRLARALVFIARNGLALLPLYRLDVEHGVWRALDGARSPAPESLA
ALWAETPDTPEPPDFDTCLAEAARLAETGRARADAVAGTPLHPEDEALRWFWLPEEAAAALTDEETPA
>ANB37334.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MTDPVTFPPSLWADTAPDRVPAPPLQGTIEADTVIIGGGFTGLSAALHLAREGRKVVLLEGQAVGWGASGRNNGQVIPTL
TAAEPDAWVARFGETGRRFAELIGGSAGLLFDIVRREGLKAEAEQSGWFQPAHSPGRVKLSEKRVEAWRRFGFDVSLKDA
RETAELLGSEFWNGGMYAPSGGHINPLALARELARAAEGHGAVIHEQSPVKWFERQGAEWVAATAAGKVRARALILASNA
YTGKLAGGLAPKIARSFIPVHSWQMATEPLGEDLRRRILPGRQAVSDTRGDLRFFRYDARNRLITGAAIIPGWNDAGRAE
AKAAQNLGEAFPELGMPKMTHVWSGYLSMNWDRFPRVHNLGPDGWAWAGCNGRGVALGTALGREMARAVAGEDPRGLALP
VTEPQAFPYHALLTRLAPAYLAWLRRKDLHEPDL
>ANB37335.1 2-amino-thiazoline-4-carboxylic acid hydrolase [Rhodovulum sulfidophilum]SNK001
MKDLPILERRRIEAMILKHVFDVLSERSGRAEAEAVIGETCSRSAIEQGKALAADLDHPPTLEDFAAILPNWTKEDALSI
EPIETSAEKMDFNVTRCRYAEMYREMGLGEIGHLLSCNRDGDFCIGYNPEIEMTRTQTIMKGASHCDFRYRMKKD
>ANB37336.1 amidohydrolase [Rhodovulum sulfidophilum]SNK001
MAVENWVAKHIPELVAFRHDMHRNPELLYDLPRTSARVAEALRAAGVDEVHEGIGRTGVVGVIRGQSNVSGRTIGLRSDM
DALPIHEETGADWASTVPGKMHACGHDGHMTMLLGAARHLADSRAFDGTVIVIFQPAEEGGAGAKAMIDDGLFARWPCDE
VYGMHNRPGLPVGQFTIAPGPIMASVDEIRITVSGRGGHAGRPHLSVDPMPAAAAVIQAVQAITARSVDPIDSATISLCT
IQGGNAFNVIPTEVTLTGTVRALREEVRDHIEARLAETVAGVASGFGATGTLDYIRHYPVTVNHEAQTDLAAAAARVVAG
DEAVTTDMPPTLGGEDFSFMLNEVPGALINIGNGPSQGLHHPRYDFDDEAIGWGCSYWTTLVRQRLPL
>ANB37337.1 hypothetical protein A6024_05020 [Rhodovulum sulfidophilum]SNK001
MSLFRPQPRPGWRLPSLRVFGALVIREMITRYGRSPGGYIWAVLEPAGMIAILALAFSQFIHTPPLGESFILFYATGYLP
FHAYSEIAGGVSNSVTVNRPLMHFPIVTPLDAVLARFFLSFLTIVIVCVLVFSTLLVITDDPVRLQLGPLFAAIGSAALL
GLGVGTLNAVIFAFVPLWQRVWSIINRPLFILSAVFFTYESLPRNAREILFWNPIVHCVGEARKAFYPVYEGNYVVLGFP
LGVAAFCFLLGGFLLMRNRSAVIDA
>ANB37338.1 hypothetical protein A6024_05025 [Rhodovulum sulfidophilum]SNK001
MRFGFLGTVVLPTLLTAAYLWLFAADQYHSEAAFSVRSEDFSNPLEALSAFTQVGSSSSSDSQILYDFIRSQPLIQKVDA
SLDLRRIYGKPSHDPVFSLEDDASREDKLDYWRRMVKVAVDPSTGVLSLQVRAFTPEDAQAVAQEILTESGFMVDDLSRI
ARQDAIRFALEDVEEAEAMLRDIRRNVRVFRLENDIIDPTEVAESQMGVIAALESQLASALVERETIAGFAGQEDQRVKR
IDRRIEAVRSQIDQERRRIGKSTSGPTSLVDVIGAYEELLVDLEFAQQAYTAALASEEQARAEARRTSRYLAVHIPPTLA
EDSIYPQRWLLILLVLICSLAAYATVLLVYYNIRDRG
>ANB37339.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MLEFRAVEKAFRLPGGGRRRILSGLTLDLPQKYRVAIIGRNGAGKSTFLRMVAGTLQPDHGEIRRLGRISWPMGFSGGFH
PALTGRQNARFVARIYGADTDDLVEEVQAFCDLGPYFDARLQTYSSGMKARLALGVSLATNFDCYLVDEITAVGDAAFRK
KAQRTFAERLDRVQVIMVSHSEATLREYCNSALFLQDGEGWFFEDLDEGLAAYRKSIAS
>ANB37340.1 hypothetical protein A6024_05035 [Rhodovulum sulfidophilum]SNK001
MSRGPVFGQPRFLAGPQSPTADLYLGFSLAGAIAAGRIRRLAPTVFLAGDALIVMRHLAGLGLLPRYRRLIYLIDDDIPA
GLRDRALPRAYRAKLAALELPALLRCGAAAEAVVATSPALVAQWRARHPGKTVIGTAPAWPVAEMPVPRPAAPLRRIALI
MGRSHARDAAPLWAPLLALLDRRTALGLTVSGNLDLPAPVRSHPRVDILPARGWEDYLGWLRTARADIGLVPHFASRDFN
AARSGSKLGEYAMTGAAVLGAEAWAEGRAAAAAGRCLAVPPDPAAWVAAIERLAEAPDEARALAARNRSALIAEDACGRQ
QRLWSDLLGMDLRGVPAEPG
>ANB37341.1 hypothetical protein A6024_05040 [Rhodovulum sulfidophilum]SNK001
MQDELAEIIQRVRVLEASGASGPALELLAHALTRRPDDLSLRLRQGVLLREAGRVEDSLTHLRGLAAEAPRALWVGIELA
ASLRRAGRHAEAGETLQELLKADPHQRQALVARIEAAAQELRYDLALEATEAALAALPGDLPLRLRQARLMLQRGHVLAA
RDRLEALAAQRPGDPETDLARAQSLLDEAPEEALQLSEVVIARAPDRAGAWPLRIAAARMLWRFDAAESWGAEAADRFPG
RIGITQARFATRLALDGPEAALALLPDAPLAPALLIARGNGLLRLGRPEEADAAFAAALETGGLLPAAAGGRIAAAQELD
RVEPVRRDLYGLVARLCAAGHRNADRIRAEIEAQIGDWPRTERICARLLDRQGADTSLLHLRARASLALGRTAQAETSLR
QLLTLDPAHCRGNELMDTLCLASGRPEDYLARRLKQQAHPDSARARSDVELIRDLDLTGRHDAARKLLDATLRIARGTPN
LFLANELTARGRPEDATAILPRVVRSRRNMIGAPDRATTGAAQLARLFDFETGPPLAPSVIPPSGPLAWHLARDRSHGQL
EWTRRAERAGAVWRWLAAAPADAAALEPWLRDGEIDRLRALPRPCILAATHFGPLVFSILHELYDDFHYLGARSAANPAT
DNLGRLIPAASHPKQAAADAMRALRKGSIVLMTHDMPGPAMRRGPGGGLARGRLFGQPIGLLDTMPKLAAGLKLPSIMLQ
PLWRDGRISFDIAPLPRPETGEDGQAWLDRWAAAYLERIEWMMRGAPENQNLQAMLWRWLLFTPLSGKLRDTPAAKASTA
>ANB37342.1 hypothetical protein A6024_05045 [Rhodovulum sulfidophilum]SNK001
MSPIVFLHIPKTAGQGIHAALETLVGDPGRVSPVRVHTQCRAGSQMPPGYDLYSGHIDWTELDTLPPDRFAFTVLRDPRE
RIASFYFFLLKEARALSPEALARPENTGKRAVLELSADDYFFGGTPGWQTFVRDHYDNFYTTYLATRRMRGRQRLRGLSE
AERLDRARQGAATLQGIYEVDRLQRLEQDLSARFGRPVALAGRVVNAGEHVRGERRWPKLLARFESDASAARLAEFTSLD
DALMADLLSSDGS
>ANB37343.1 transferase [Rhodovulum sulfidophilum]SNK001
MSSITVSIGNLTRKGVEVLPRGDSAKLRMPRRTRLEAPCSLKWTQYEFSLELGAFSYQVSGYCFGARIGRYCSFGEEVQI
GRQDHPLTWASTSPMFYLHDRVFDLGNGFAGAKEYHDYRFANGKPPTRAKITTIGNDVWIGHGAMIRAGVTIGDGAMVAA
RSVVVRDVPPYAVVAGNPAEIKKFRLPPDQIEMMQRARWWRFAPWQLTHLDATDPAAFAEGALQMTDTPEFRPDVIDLGT
GAP
>ANB37344.1 hypothetical protein A6024_05055 [Rhodovulum sulfidophilum]SNK001
MRMCGRRTGFALRFDHVRPGQLDIRAADGVIRIAATAARAARIGSEAATVLLAPDEEGRIRHDLPGMRFLLWHDIPTGRE
IRVPLYRAHDYVLGSLRTGFSLTLFPFRHGADLIGYFLKGDSAAGDRLERALLPQLAAADHPPDAATGLFGAGPMPPLTE
PVDIILPVYDAADVLALCLERIAANTPEPHRLILIDDASPDPQVRPLLEDVLRRHPQARLLVNPQNLGFIGTVNRGLAEA
RGHVVLLNSDALVPPGWLTRLMAPILDDPAIASVTPLSNDAEIFDVPVECRARPLGPGEAEAADRAAARLNWRSALCDAP
VGVGFCMAMARPWLELLPDLDTAFGRGYGEEVDWCRKAAALGARHVCAAYLFVEHRSGSSFGAEKAERVRTNNRLISNRY
PGYDLMVQQFRDKDPLVGPRLAVGIGMLGQGAPLRIYLAHRLGGGSEFWLQTRLEEVVTQNGAALVVRDAPDPDRLQVEL
YCREGVTRCLVAPADLAAMLAGAEARHLVYSNLVGAEDPLGLIDSALSWLAPDDRLSVLFHDFLPLCPSYTLIGSKGRFC
GLPGREACQACYARLAVTSGKRPAAIDTWRAGWRKVMDRADELIAFSEDSRAQLARVWPDLAGRIELQPHRPEHLPRRIV
PPPEGPLTVGVLGSIGHNKGAGILHDLARHAAPDLGIVVIGRIDPAFAHHRIRVHGAYRREEIADLAEHYRIRCWLIPSI
WPETFCFAVHETLATGLPVFVYDIGAQAGAAAAAINGHLLPLGCEGAALDRHLRRHLGAGVTLPPALPA
>ANB37345.1 hypothetical protein A6024_05060 [Rhodovulum sulfidophilum]SNK001
MRAIASEFDADWYLSHYSDVADAGVDPLAHYVRYGAREGRNPRPDFDGTSYLIINPDVRDAGMNPFYHWVLYGRAEGRVI
SHDQGIAGGSSGEMPVLEFSGLLTPLDCLASSQLRRLNLSALPDKLMGRGFPYGMAPGPVSFPLVLFRDGPGEVPADRIQ
QALALTTGAVHVLSRNAGRRRGKGRDRLRHWSLTGDAALADLKAVLKGLDSEFVGLWDAAFSPAISAWHFLEAALQQDPV
LAHVGASLVRRDGRLWRSGFRERAGEAGLAALGRDAHFLDPYQFRLRPSAMLDPCFGLARVAALRDAAAHVGRRDGPRMT
EAILRLAAPLARLGQPVFAAQGCALALSEDEPYQPLKSAKADDGVLPNDPGPVEAVVFVDSVPPMPDQDAGSVTASNFID
IFLERGAEVVFYSTAQRNWNNPYALALAARGVVCLTDPVVRNYTQACEHIAAAGYDRLSFLLTRIYAGGELVEQTRARFP
QARLIFNTVDLHGLRELREARIAGSPAREFSAQATFARERDIIQRCDATILLSEAEMTELSPTLGHANLHLIPMVNEFSP
PKARYSQRRGLMFIGGFAHYPNVDAVEYILDELWAPIRARDPDMVLQIVGPHFPDRLRDRLPEGVEALGFVPDLGAALEK
VRLTLAPLRYGAGIKGKIGTSLAHGVPCVATSLAAEGMGLQAGRDILVADTPEAFAEAVIRLHGDEMRWTRMSRAGYDFC
EARYSRRAVAAKLNALLDGVPA
>ANB37346.1 hypothetical protein A6024_05065 [Rhodovulum sulfidophilum]SNK001
MNDGTMIAPYLRVVPENRSALRFFTICARNFLPGAQILCDSVRRAHPGADFTVYLCDRDMGYDAEALGMDIEPLEALGIP
ALERMIRTYNITELCTAIKPYCFLREFARGPETGAGTEAGAAEQSPHVVYLDPDIELFSPLVEVAEALDAGASAVLTPHV
LKPAERAEFADDHFLRYGIYNLGFIALRATEAVADVVRWWARRMVDQCIIDLPQGIFVDQKWMDLLPAFLDGVHVLRHPG
YNVAYWNLHERRIHGPDTALQCNGQPLRFVHYSGIILEDVEQLSRHSGMFYVSNSFGYGPLVRRYRARLTAPENRRLRQL
PYAFFWNGAGDSNAHTPGGGGAPAWRRPDSFLFARQAFSLEQYLGYLSAEAREIESQRATEAALTPKGRREAFEFTCYCA
VCGGRHPMVTSFMYSCATDGEGNPIPNWREHIACRSCGLPNRVRASVHLFLQEFDPAPDSRIYITEQKTALYTLLSGRFS
RLTGSEYFGNRVPKGAMFDGVRNENFEALSFQSESFDYLLSFDVLEHVPHPERAFAEAFRVLEPGGSLIFSVPAHLDRYP
STIRAELAPDGQIVHHLPAEIHGNPVDEKGGALCFRYFGWDVMDMLREAGFRRPFLYHYWSREFGYFGPGQALFVAEKPR
>ANB37347.1 hypothetical protein A6024_05070 [Rhodovulum sulfidophilum]SNK001
MSAGGGKRLCGVTGPGGFVGGHLMPVLSARGWQILPMGRAAADFSDPEALAACLARHGVTDIVHLAAESNPAGGDARAFY
ETNAFLTERLLQAAATAGLPGRFLLVSATSVYGDSGPAPQREDDPKQPPNHYGASKLLAEVFAGWYRDRLDVTIARPSNC
MGAGQNPRYLVPKLVRAFAERAPEIAMGDTAITRDFVDIRDAADILARALDAPARSLDAINVSSGRATAIAEILETLTRI
TGHAPEIRRDDRFIRKGDMRFQACDSARARSLGHVPRHDLEDTLSWMLAAAPAVPEPVEMRLP
>ANB37348.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]SNK001
MPKRALITGITGMVGSHLTDFLLAETDWDIIGMARWRSPMDNIAHLTDRINQRDRLRLVHGDLRDSLSLLHAVEEARPDY
VFHLAAQSYPRTSFEAPLETYDTNVEGTSRLLEAIKRTVPGAVIHVCASSEVFGRVPREKLPIDEECTFHPASPYAISKV
GTDLIGRFYGEAYGMTVMTTRMFTHTGPRRGDVFAESSFAKQIALIEANAIPPVIRVGNLDSLRTFADVRDAVRAYYLLV
TVKPQPAAYYNIGGAHSCTIREMLDHLIGLSSARDSIRVETDPERLRPIDADLQVPDTAKFRAHTGWAPEIPFETTMLDL
LDYWRGRVAEGAVRLVR
>ANB37349.1 hypothetical protein A6024_05080 [Rhodovulum sulfidophilum]SNK001
MHFMFANIKGCYGPREGKEYSFFAKDRDFPYERNFDVDGDDADALRFEFSPRYTTVTAPSWQRSVVERIRNSVDNPFVIF
PIREPVARSISAYRHFLHPYARFGKERYSAEQRCLSDPYRRTFDQAVRSDQLVGCLLSDIVGLYVDSFGKDNVMFFFLEE
DAASFDRFYDFVLDRTGFHVPNTRRGSEIPKFSKSKGHPRYYYSQDHDICIRNRKGREAYLSAGQFYICNERGHEIISDM
DPEVAASCMDAQKLWTREFSAAYQSDIFDELFREDFQKLSDYWVPGSYAGAVPDYFNWSYRDKVFPYAEPDFDLLNDASP
ELKKASLSDV
>ANB37350.1 hypothetical protein A6024_05085 [Rhodovulum sulfidophilum]SNK001
MTRRVILHIGRHKTGTTGLQLFLESRRADLTKAGFCYPLSGRNQSPGQSREDQSAHHGLARSLIGPRDVVRQRLQALRPA
FLDEVRDAHTVILSSEGFQNVEHLDLLAEFLDGFEIETICYLREYLSYVASAYAQEIKGSGMATDFIFFEQNFGFYLPQF
IAPWKHIARRSEWRLYDRARLVDGNVIADFVTIAGLPLEPSRVELDSNMSISGNLLGFKFILNMLGLHANALGAPMNALA
MEYPRFRGPFHMDLATQKRLRVNNSCNRTLRDMFGDISEFDFEAGNRVFDPTCLEQDMKTILREFAQFEAVANHPLIAAL
ERGQMVAGEMPR
>ANB37351.1 hypothetical protein A6024_05090 [Rhodovulum sulfidophilum]SNK001
MSPNDSQHILSGRGERAVTKPVILVHYHVYKNAGSSVDLANRAAVGAANFIELDKHRGFRKAPAFNAALVRQVLRAHPGM
RCFSCHNFVPTVHRCPDFTALPIVFLRHPLLRLASVYRFEAISEAHKHTPAGRLAQKVDFPEWLEAFLHMPNGKNYQTCV
LSRTEDGGHSPFTNDHPRHIGDIRVAAERLDEVNALTGVGIVEDFEASAARIEAKVVRHMPGFRLSGAAANQTKKIGNWR
EELAALERSLPADLLARTVMANASDYALYDRYR
>ANB37352.1 hypothetical protein A6024_05095 [Rhodovulum sulfidophilum]SNK001
MTDLADTLADEMTARLKDDVLFIETDRSVEETEAFCTRHAPWRSVYRFSNGVTTESFPRSEHVPNPRCLAKLRRFHARID
LSRFAGKRVLDLGFNEGYQSIFMAKYLGCQVDGIEAYQVAVDRTSAIAEFCGAPCNFWVADANSFVAPETYDVILHCGLL
YHLHDVWSAVKNTCRSLKPGGEVLLETTSYEGADKFDCKFMNWHAKGNHNYWALSPETIRYLFAEFGCTEGREVDSFEVG
ALAGTGMKRTMMWFRKPA
>ANB37353.1 hypothetical protein A6024_05100 [Rhodovulum sulfidophilum]SNK001
MIRRLILHIGRHKTGTSAVQRYLADHRAAYAAEGIVVPDLGGDERPDAEPADRAAHHRIALDCGTGPVAEARRRAEAADG
WRARLAAAAEGGHTLVLSSEAFQNCGDFAALRALCRDHYVEAVCYLREYLDYALSAYAQEVKKVGLYAGFFEFERGFDPQ
LGRFVARWEEFANRCNWRLYDRTLLAEGDVVQDFLATAGLPDFGGDRFQSENPRLGGSLLGFKLMANGAGLHSLRLARAL
EPLAAARSDFRAPWRIEPGRQAQLRAGRNYNAALEGLVGEVRLADVATGTLPFESPGFAADLTGILAALEGFPALRAHPL
FAVCQEAGPCPIPP
>ANB37354.1 dehydrogenase [Rhodovulum sulfidophilum]SNK001
MSDPPLTTRARAPLRLGLAGGGTDLSPYCDLYGGAVLNATINRFAFASIEARADGRIAFIANDLGLSESFDRDDDLSGAR
LALHRAVYERMVAEFNDGRRFGATIQTNVEAPAGSGLGSSSALVVVLVDAFRAHLSAPLGQYDVAHLAYEIERIDLGLAG
GKQDQYAAAFGGVNFIEFLAGDRVIVNPLRIPRDILNELESRLVTCFSGVSRHSADIIERQTASVQKSDRAAVEAMHSLK
SDSIEMKRSLMTGDFDGLAEILNHSWIAKKATAKTVSSPHIEEMFAHALAHGAEAGKVSGAGGGGFMFFLVDPPRRHGLI
AALREIGGDADPVVFTRAGCQSWQMPCRR
>ANB37355.1 hypothetical protein A6024_05110 [Rhodovulum sulfidophilum]SNK001
MPTLTAPLPRQAAILCGGLGTRLGPLTAQCPKPLLPVGDTPFLSVLIAELARQGIERVLLLAAFEADRIEDFARDLPRRL
PRPVGIEVAREARPAGTSGALWQARDRLEDRFLMLNGDSWFDILLADLAAAQAARPGLLGALALRRVPEADRYGTVRLED
GLLRAFEPRGAGRGAKTGPVLINGGVYCFSRGIVDHLVEDGSLEAEVLPRLAADGRLAGIERAGFFLDIGVPGDFEAAQS
LVPAQRRRPAIVFDRDGVLNLDHGHVGHPDRLDWTEGAIAAVRRVNEAGWYAFVATNQAGIAKGYYSEADYLALRAQMYR
DLAAAGAHIDDERHCPTHPDGTVPALAVRSDRRKPGPGMLLELKARWPVDWSRSAMIGDKDSDMRAAAAAGLDGILFTGG
NLDLLVEQVLQSRGGAP
>ANB37356.1 hypothetical protein A6024_05115 [Rhodovulum sulfidophilum]SNK001
MTPPTETPASGSARSAVPFEVGSAPVAAPLAAFRDWIETRALPFQAQAVRDPAGGFHERIAPDGHPVAMPRRARVAARQL
YAFSRLAGLGLGDTVGPGLAGHARDMLLGAHIRPDGRIVPLAGGPEGYDLYDIAFCLFALAAAPEAVLPRAGACALAAQI
LTRLEAGWRHPEMGFEEAMPRRLPLRSNPHMHLFEASLEWLATGPCDPRFEALADEIAGLCLARFLDPATGALRELFDGD
WQIAPGAENAVEPGHQYEWGWLLLRWGVLRDRAEARRAGLGLIDLAEARGLNADGLAASLLDPALAMADPTARLWPQTER
IKAWALRARLATRRADATLTEAKAVEACQGLMRFFQHPLRGSWWENLAEGGAPRREPARTSSLYHIVGAYHELAALEARR
SLPIAKEETRASSTA
>ANB37357.1 hypothetical protein A6024_05120 [Rhodovulum sulfidophilum]SNK001
MTDMEETLERTELERLFAEAGIDYDFYRNKQNPQSIAFMAELLPLLERLYPARYHRKTVLDVGARTGSGSALLATMLDPA
SYARLKCTVTALDIDARMARISHALRPEMEYLVADIFEIDDRQWDIVICSHCIEHVPEPEPFLTQLRRLAREHVVISTPF
RENPETRIPAHLHSFDETFLDAVGAENITIYNGFHWPHSEIVTFSLPPL
>ANB37358.1 hypothetical protein A6024_05125 [Rhodovulum sulfidophilum]SNK001
MQDDIYRFGNGVRVFRRHVLDHQVNRYVKAQAGNLHEPVEEHWFRTLLGGIAAPDPLVYDIGGGIGYYTLLLLRDRPGAE
AVVFEPLPEHAAAIRENLALNGIAPDRLRLIEAAAHVDEGEVCFEAADFSSHVAAEGALRVAAHDIAAMLAAEARPVDLA
KLDVQGAELALLRRIVEAGLAERVRRWIVGTHGDDLFAECRALLDRHWRVVHSDPAPAHQPDGLIVAVRD
>ANB37359.1 carbamoyl transferase [Rhodovulum sulfidophilum]SNK001
MSSWYLGLSTSGHDPALALVDAAGRVVFAEATERFLQDKRAWGVVPDHVPHLASALAAVGARPGDRIVPATSWASVKADL
GLKVHDALLPATDTLWMQGLQARMQHSAGAALLRLGYARESPEPMRFDHHLCHAVAACHFTPLEEAACLVIDGEGDVGAV
SHFRLAGRRLARGWRSWGPGSLGTFYGWLTGLCGFDWREGEEWKVMGLAACGRADPALVETLTGLLAVDHGRLRFADEAA
IAAIRAAVAPLARTPGAPVTDAADLAAAGQAAYAFWADQVLAAIAEDGPALILSGGCALNSSYNGTIAGRTGFESVFVPP
CPADDGNAIGAALLAWMTDTGATRIPFGGGSAFLGSAPRAKTLETARHTAAAGHAVTDLAGRSAEAAAGLLARGRILGVM
RGRAEFGPRALGNRSILADPRPGDMKDAINARVKGREPYRPFAPVLAEADLAEWFERPQPSPYMSMTLPWRHGVRDRVPA
VVHDDGTGRVQTVGPDSAPWMADLVAAFGHKTGVPVVLNTSFNIMGKPILHSVEDALGMLATTGLDAVLIEDILIEKPVP
S
>ANB37360.1 hypothetical protein A6024_05135 [Rhodovulum sulfidophilum]SNK001
MTTTLTSPAPEVVDFLTAGIARFTRQDPAAIRPDSALVDLGLQSIDAVLLSGEVEDHFGIELDPATIFEHDTLASFASDI
TARLKAR
>ANB37361.1 hypothetical protein A6024_05140 [Rhodovulum sulfidophilum]SNK001
MPAVNSSAWTDPDRFLTDPDDVAAVLRDPHFTVSQLTAHLDEIVARGGPRFPHLEAMARHAFAFQSGEPHLAARRATAPF
FAAPALAAWTPVAERAIAAALASLETSRSPDLMRDYCEAAFLDFIRAFCGCPGGADDRVLDLIRLANETTRPMLSLKALG
RIDSALGELLDHLSTAPVPGLEPGLVSFPAFLGHRADRLADPEAAPYVALSALVGSHTVAQSLALALHGMLLGDLGAWQA
AARPGWTDAGLDRAISLYPSTLTLVRIAGDGARIGGCPCHKGETAVMDVVGANAALRRRGPDGSAHLSFGAGPHKCPGAP
LSRMFLARAIPALARRFPRLALHRDGVRFHVTPLVQYPVALPVTRDARSRRLTGRMVEIRDLDEARAIVNDDDTWSPPRM
EPYLDALAERSGRDLGLARLVARNAMFFMSGPRHAAIRRAVADSLGGNRLACWQPLIEAETRAALTRLASAPAPDLIADY
AEPLFRGIAGPVLGLAPADPERFDALAPILQDVLEPWLPIRELDRLQEVIGEILAGLGPPATEGLPGTPLLTRLMEEDLP
ETDPEDLKALVLVMYGASFNMAHTLGNILHHLLSLPPEDRRDAADPAWIDAELEGLISLCASPKYIYRMARGPARIGEIE
IRPDETLRLQLLSIDRGVGTGNLAFGHGLHRCVGAALSKRMLRTALPALFARFPGLALRPQRHRYFDMTQTVALATLPCR
LGPSGKDRP
>ANB37362.1 hypothetical protein A6024_05145 [Rhodovulum sulfidophilum]SNK001
MIPPPPNPLAAALLRAFEARASAEQIAIRTRHGGREVFTGTRLGTEAGALAETFRGWLGPPPRTLVLALPTGTDFILALL
GGMLAGLTLVPVPLPRPGSHSDRFRHIAADSGAAGLLCLPAHADAVRAALCLDGPAPCPVATLPLDPARLPAPAPGRAPE
GAAPAVVQYTSGSTRLPKGVRVMPENILANAALVARAWGMDETARFVNWLPHYHDMGLMGGILYPLLCGGVSAQMSPLDF
IRNPATWIAAIAAERAGFSGGPAFAFSDCLSRIGPEQAAAYDLSCWRRAFIGAEPVPAGLPAAFRARFAPAGLRREAVFA
CYGMAEMTLFAAGLPGTGDGSGGVAPCGLTPDLVAGLAIVDPETGARRPDGAEGEIWLCGASVGAGYIGPPQHSAGSFGA
RLDGHPGWLRSGDLGRIEGGALYVTGRIKDVVFCNGRTLSAPEIEWLACGLSPALNPMAAALFMPDPEASDRAVLIAETR
TARLPPDAEALARAIRQAVAGEWGLTLDRILFLPRGRLPRTSSGKIRRRAAAELWRAGKWQAGEMASCLP
>ANB37363.1 hypothetical protein A6024_05150 [Rhodovulum sulfidophilum]SNK001
MRIYLIAPAPDDKTDTAAETSMAGVKTPFTLSAAAGIVSVAAWLPRGTDIRICDEVGQQVDLGAEVDPVGLSINVSQLTR
GLDLTRAFRRRGVPVVLGGAHVSLAPEIFRGQADCLVIGEGETAAPDVAADLLAGALKPEYRCGKADMAAMPLPRRDLYP
NDRTIAGVVQTSRGCPFDDTFCDVIQYVGRKQRHRPPEKVPAEPGQLYRLGDREVSLSDDNFTVSRKRTRALLEALTGWN
GSAGRDPVQFSTRISIDADLLARCNRAGLRQVFVGLETSDPATLAEANKRQNLPVGLIGECRKLVAAGLTIRGGPIAGFD
HDDLGCFKRQFAFAQALPVVGFNVSAPVAPYATPLCAEMKRAGRSVDADTHRGSAAGARMTNMLPVQITREELAEGRARL
KAALLAPDAALVRFEAYARTSGPPSQDMGRTAWVKSGARRHPLHELLPLMMKEKGTRRVILAVREMIAERPEIGYDLTST
LTLDLSDCARAANRAEAPLEAAQ
>ANB37364.1 hypothetical protein A6024_05155 [Rhodovulum sulfidophilum]SNK001
MTAFAMRMVMPPGLAMSVPSPMAVAVIVHLLGPVAGTGSEAGRVRGLQTIRLQVVMGFPVVSGWLHVLRPF
>ANB37365.1 hypothetical protein A6024_05160 [Rhodovulum sulfidophilum]SNK001
MAGPDACPLALADEGVWLRVVALRPGRGVHHRLIDLGLTVGARVRILQRGGGCPMLIGLGDARLALGQGLAGKIMVTPAN
EDPQDERDF
>ANB37366.1 iron transporter FeoA [Rhodovulum sulfidophilum]SNK001
MDSILPTTGTTARVKGYARGDRAGRERLLTMGLTPGTELTVTRVAPMGDPIEIHVRGFALSLRKDEFALLTLEAADQ
>ANB37367.1 ferrous iron transporter B [Rhodovulum sulfidophilum]SNK001
MSSFTIATAGNPNCGKTTLFNALTGSRQRVGNWAGVTVDRKEGVFTHKGAEVAVVDLPGTYSLGSISETGLDESIARDYI
LSGEPDLVINIVDASNLERNLYLTAQLVEMRVPTILALNMMDMAEENGLRIDPAALAKRLGCPVVPLVASRKKGVEALKD
AIVAAAAAPKPPTATVTHPSAVEEALTGLAPATAPVAADKGVDPRWLAVKLLDGDAAAQAMVPPALAAEAEAARLKVEDL
LDEDIDILLADSRYGFANGLARSAVRRTGRISRSLSDRIDTVVLNRVLGIPIFLLIMYVMFLFAINFASAFIDFFDILAG
TLLVDWPSEVMADIGAPAWAIAVLPGGVGAGIQTVATFIPVIGFLFLFLTFLEDSGYMARAAFVMDRSMRAIGLPGKSFI
PMILGFGCTVPAVMATRTLDNRRDRIMTVMMSPFMSCGARLPVYALFAAAFFPMGGQNIVFLLYVIGILAAILTGLVLKN
TLLRGTTSPLIMELPPYHIPTLKSVLRTSWDRLKAFLFKAGKMIVAVVVVLGFLNSLGTDGSFGNEDTDASVLSSIGKGI
TPVVEPMGLREENWPATVGLFTGIFAKEAVVGTLNALYGQMADEGEADEPFSVMAGIGEALASVPANIADAAGSLADPLG
LNIGDVEDQSLVAEEQGVSTGIFGEMAARFDGTAGAMAYLLVILLYAPCVAATSAIWRETGTKWTLFALSWTTGLAYGTG
VVTYQSSRLASHPAEASAWIIGILAIFVAVLVGMRIASTPRGPDDAAARTA
>ANB37368.1 hypothetical protein A6024_05175 [Rhodovulum sulfidophilum]SNK001
MVLSDIRSYCAETGQVSLQELANRFDTDPEAIRGMVDVLVQKGMLRCLTETPEGGCGKGCCGCTNSCAPLAGMSDAVYQW
VGRSRRPLH
>ANB37369.1 hypothetical protein A6024_05180 [Rhodovulum sulfidophilum]SNK001
MTAKTNRPALRAGAALLSLAALPAVASAQEAFTLDPVTLAETEETGTEIATGDPNDSGRTALGKGSVEVRGDGSGDANTA
LTSLPNVQYRNDADTDAGENGDDILDLKPLEFSISGGRVTENNIMLNGIGINSVTGNESPYSSTELSREDSAPNMYAFYG
LHSQTQFVPSAMVESVEVYDSNVSAEYGGFQGGVVDYKLAEASTRRASGKLSFRFQSDDLVRYHLGTDSGGNPNGTAKPD
FTKREISLILNQPLGENTALIFGFGRRDAQTTKDKHPQYLSGRADNDSRSDFWRLGLAHDFDNGDRIELNGYLTDYNQDW
DSPYSDDLHIDVKTRSLSTDLAYTRHLGAFDLGPAALSNVTLKLTALHQDNEASNVTEQNEFYSWYGSYFSEKRGKSFVT
DAFDDWCDTPKAARSPEDPYGCRKGGYGSRYYSDLRNRLGMLVTGDVWRGSFKLGAHVERIEADRSGDGFVSYTGSVMNL
GGPDYICPAGDPACLPDQYLKNLHTQNPYDIEVDANVAEAFFELDQRFGDFDLRAGARFSYDDVLENAVLAPRLSLGWQP
SSDFSVVLGANRYYSDDYMAYAIHDALPRGVRYRRDHDDTTGEVGDWEFRRAYGSYSYNQSGLKTPYVDEASLSFFYRDA
WTGGAWRLKLIDRQGKDQFARSSDSTKFKNSLTNDGTNEYQSVSLEFQRDWKTPRGALDGLSFYASGVWARRESSNNTYF
GDLGEVDDFIWYKGKSYTGAEFGAVTGNLDIPIRTTVELNSSWKNGRYALGIGADVAFGYTAALDTDKDGTYENPEYGSH
SHDIYEDYEFDAAVSTFLTARVRMARLSSGDLDLNIKVANLFDDIGNRRATDKNPWMAGRSFYVGTTYSW
>ANB37370.1 hypothetical protein A6024_05185 [Rhodovulum sulfidophilum]SNK001
MSARPIAGRALRLGLCLAATGLALAVMTAPLRLGPEDLRAAYAGPPETWPLPEIDPGVDYVELAPRALPSRPLPGSPAAA
RRALGQALFVDPALSASGQIACESCHNPRLGWGDGLPRSKGHDRQEGPRNAPALHVAGAGLPLFWDGRAETLEAQALGPL
GNPLEMANADLGAIAPRLAGRAEYAPMFRAAFGSQEVTLERIVAALAEFQKYLDRPTRLDRFLSGDRRALSDLELRGLHL
FRTRARCANCHFGPLLSDGQFHDLGLSYLGRRFEDLGRYAVTGLPGDAGRFRTPSLRHVSDTAPYMHNGLFPHLPGLIRL
YAIGGGRSARLPADPDAVETGAATASPLLRRLDLDESDVEALAAFLGAV
>ANB37371.1 glycine/betaine ABC transporter [Rhodovulum sulfidophilum]SNK001
MSDDVKIAIRRLYKIFGADPQSVLPMARSGMDKAELLETHHHVLGLRDINVDMRAGEVTVIMGLSGSGKSTLIRHLNRLI
EPTAGEVIVDGEDVLAYDEASLRELRRVRMSMVFQKFALLPHHTVLENAGTPLEVRGQPRSAWEGEARQWLNRVGLEGQD
NQYPHQLSGGMQQRVGIARALTSNADIMLMDEAFSALDPLIRTDMQDLLLELQAELHKTVVFITHDLDEALKLADHLVIL
KDGEIVQQGEPQEILMHPNDPYIIDFISDINRARVLRVRSVMQRSEAPQSGPVGEVDADDNLESVIALSGGDTSLSYRVM
RGGKQVGILSVKDLVRALVPTEASDAGVRARAG
>ANB37372.1 glycine/betaine ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MASYDFIFDGLGLRDWCDGGASSAPMSMADLLGKARGSAEPAASIWDLPFPSMDALNHACPAFPQARELTKGLETGFLSI
KDGLSVVLDPLTQPLSWALEGALWLFQTSPWWIMIPLILLVVRLVARSWGLVAFVGACIGFLAFINHYDYAMQTLAIIFV
CAFICVLVGVPIGIAMSRSDTFQRIAIPILDMLQTLPPFVYLIPLIFLFSVTEPKLYGIAVIVYAIVPVVRLTNLGIRLV
DKEVIEAADAFGMTKRQKLWGVQIPLALPNIMAGVNQTIMMSLAMVVIASMVSAPGLGVLVLRGIRNLELGVGLVSGLGI
VLLAVMLDRVTKAALARVNAAQKQ
>ANB37373.1 glycine/betaine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTRVTAFGAILAALAVPAMAEADCGEVSIAEMNWSSSAVVTNVEKFLMEQGYGCSVTVVPSDTVPAVTSIAENGEPDTIS
ELWLNSAGEAYTKLEAQGKVERLGKALNPGGVEGWWIPDYLAEEHPELKTIEGVLAHPEWVGGTFNNCPDGWGCRIVNDN
LIPALDLEGHGFKIFNHGSGETLATSMASAYEKKEPWFGYYWAPTAVLGKYNMVKVDLGGIDEAAHEANQNPNNPDPKVS
DFPAAPVLTAVTADFADREPEIAEMLSKVSFDVDDMSAVIAWMDENNASAEEGAVHYLTEHPDAWSTWINDAAREKLSAL
LNR
>ANB37374.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSLLLFGLFFLFLILGLPVALAIGGATMVAMQAGGVPLLVLPQQMFSGINSFALVAVPMFILAGDIMAQGKVSARLVALA
DALIGFLKGGLSIVSVLAAMFFAAISGSGAATTAAVSSTLVPELTRKGYDPASAASLIAAGGTIGVVIPPSVPMIIYAVI
AQESVSALFLNGFLPGIAMGAGLMIVALVQGHKRAYPKGAPFSLKTIWRSFVSAFWGLMTPVIILGGIFSGVFTPSEAAV
IAVNYAILVSLFVYRDMGLKDIYRLMVRSGVTTAVIMFVISASAALSWALSNWQVPAQIGALVLSVSDNPMVVLAMMLVL
ILVTGIFIETASALIILTPLLLPLALQMGVDAVHFGVILVVGLAIGMITPPVAINLYVASSVTGQGLERIAKAVLPYLAV
LVAVLILVTYLPVLAG
>ANB37375.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MLSFLGRIDRAIGAVLAPVIAAGMAALIAVITLQIVSRVAFTAVGWTEEVARFLLIGLTFLGAALAWQRHRHIAVGVLVD
RLPDRAQRIATALALVIAVAFLISLAWVGQTYMTMQSYQKSAALRLPMSYVYAIVPVSAGLMAWLAATDLMRLLLTGARP
AAGEPVE
>ANB37376.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MLRRSFLSAAAAALALGGPALAADLDGMKPVTLRLAHVVNEQDAYQVAAVAFRDLVAERSDGKITVEIVPNATLGDERTL
LEGMQIGSVDMGLITNGPVANFVEEMAVFELPFLFPSDEAAYKVLDGEIGQELLDRLADVNLKGLAYAERGFRNLTNSRR
PVSTPADLDGLRIRVMENPVYTDSFRALGANAIPMAWTEALTAMQQGTIDGQENPVGVVHAFKLNETQTYMTMTRHTYAP
AIFVMGMPAWSKLPEAAQEIVLQSARDAAAAERAFNAETEAEQLAELKAAGMEVNENPDLAAFKQAVAPVYEKYGDKFGD
ILTRIQAELN
>ANB37377.1 hypothetical protein A6024_05225 [Rhodovulum sulfidophilum]SNK001
MLKPPPTRYHMTNWPDDNVALRQRGALSVWVDPGTVWHAGKTGKPERSERVSDAAVQVRLTLKGLFGLPLRQTAGPVESL
IRMAELDGPVPDCSTPCRRQARLEVQIPYRRTGKPLNLLVDSTGVTFPG
>ANB37378.1 hypothetical protein A6024_05235 [Rhodovulum sulfidophilum]SNK001
MRCCRPGPGAVPTHLRLVQPSTPPAAEPPVAETIAAETLAEIASGRFGAGIAGPRETIEQAFLAMGSGLMAGARLLSDIS
DAHRDMALEFEGEAFLSGVAQIGLLRDEVGRVLAGIASGDAEIARLDETTRQVRVPLEQMEASIRLLGLVAVNARIVAAG
IGPDQKDLNAFTSEMAGIAAEALGAVRSIAEVHDRVCHGVAETRRSQAAFSRDHWRIMTEICDRLDADLQSLEAQRAQAA
EHAGKSAALAAGIGAEVGTAVAAVQAGDMTRQRLEHVEAILARLGAAAERDGAPRLAALLGTLAAEQLRATHEDFTAELA
QFVAALEAMRVDADAVLRAGTERAGRMLAASGAALAALVRYLQSIGPLLEDDARNREAARRLGERAADAMQQMMSRIDVL
ERTEHDVRLLWLNMAIRCSGLGDRASGLRVIARELSGIAAETSAAALRIRALFVGAQNTVADTRRRAAEGRGVEGDPAVA
AGQLETVLDRLQAHGATLAEACPRTIALLDQTAGQAQSISASGEGWPGLFARLGLSRGAPAPEEVAAFGDLLADLRRLYT
MQKERDLHDAVLGLPRPVDEGDEAPAGAADEGEIDAFLF
>ANB37379.1 hypothetical protein A6024_05240 [Rhodovulum sulfidophilum]SNK001
MIRTSLLAALLGATIAAPALADDIPMIKSIDVETSLTDLNNPQAAAYWKTLDEDLEAAIASQLVGQLGETGMDIKIDMNE
VELANFFQEQIGAADNQLSGTVNVIDMEDNSNFETFDLTVKMNQIMPMLPEGTDVTVITPTSEEVYVALVATFARAVVDH
IDV
>ANB37380.1 hypothetical protein A6024_05245 [Rhodovulum sulfidophilum]SNK001
MHQRDDGILRSVGNRFRSFGGDERGALVVFFLFAFVGMLIAGGMAVDFLRADEERTRLQATLDRAVLAAASLDSRQDPEG
LVHDYFRREGLEDRISNVVVQSDLDGRVVGATARFDIDTIFLQFTGIESLTSGASGVAREYVPDSEISLVLDISGSMGRD
RRMAMMRPAASGFIRSVLGNDPTRVSINLVPYAGQTNPGPVMFDYLGGQWRADAGNHFEEWPQDISHMTVYLDSDGDGMP
DTVVKVDEFPDAGTPGHISNDPDDFFAGMVDFIRSAVPVLAPATVIGARVKGGIQTTQYYAVAANGNGDAPDPDPLVSGD
GENGGKKNSEAKADHELMWKDFDFQAVPIPRPGACLELGSDDFGQSGLPADGPYQQTPLFMYRAIDRAVMDWGWCPEDDT
AIQYAQNDAAALDAFLDDLRLHDGTGTHYAMKYALGLLDPSSNAAFRHLAAEGLVPAEFVDRPAAWDDRETAKYIVLLTD
GQITEQYRPTEPDAAVNATVELERQALSKRRMITSDSTNLASFQETCRLARANGVMIFTIAYLAPDEARQQMQSCASTPL
YFFDATPANIEEVFSAISGKINTLRLIH
>ANB37381.1 hypothetical protein A6024_05250 [Rhodovulum sulfidophilum]SNK001
MIGATGRFARDRRGSVTVEMVILFPILFAVFLMAFELGILNVRQMALARATDIAVRDVRLGAPGVADFDGFRDRICETAA
IIRNCREVLRVEMRSLPAAAWTTMTAAPKCVDRAETIDASLDFRNGVGNELMFIRVCALFQPIFPGTGLGRRLPKTAEGD
YALIVTGAFVNEPAT
>ANB37382.1 hypothetical protein A6024_05255 [Rhodovulum sulfidophilum]SNK001
MTALRPARFLRREEGSLTVEFVLVLPLLLWALVALHVFVGAFELRNTATKATYTLADMLSRQTRPVDQPFLDSADAVLRF
LAGPTARLRVTVIRCSAACEADSTRELALDWSGASEGMQALTASDIARSGFRGRIPAMELGDRMIVVETEVDYAPIAGYG
LPGMTFDTLMATPPRFAPQLCWQSCG
>ANB37383.1 ligand-gated channel [Rhodovulum sulfidophilum]SNK001
MTVGLLACGTAIGLAWPATAQESFSLDPVMLGQSKREVRTDTAISETVVDEDEIEDRQATTIAELVDSVPGVSLINGNTP
QGSGINIRGFGANSTNGSDQKVAIQVDGASVGSEELYRIGTQLFTDPALYKQVTVIRGTAGTFEYGSGIIGGLIRLDTKD
ASDFTSGEPGFKLRQTLQYGTNGDAWASSTIFAWQPDENLEFLGNYTYRSQGVQKDGGGNGIGSDGFDLPSWMLKGKYTF
GEAREHYVKLSYSDTSSDQKDVPYDTFGAVGDSFGNVDRKMRSKTAVMEYGFNPAGNDLINLTATLSYAEQKIDQDYVPG
SSSCETTFCGIPFPPGGFAATNADHRYETTKLTVKNQALFATGQLGHDLRLGVEYIRKERLDAASAPGGTDKRWALFAVD
DMSFGGLTLTPALRYETQDIGGDSYADYDNDALMGGLSARYAFGNGWAVFGSAAYTENLPIIDDLGTPAYMTRSEKARTY
ELGFSYDRGTVFADGDDLALKLTAYHTTVWDITSYTTDMMVPITDARMKGLELEAAYSLPSGHYVDLNADIARGEITTPG
VPDDWEGTPADQIRVTLGRKWGETLDLSWEVAHAAEMNRSAKPSGSNTVHNLRATWRPQDGVFKGTEIRAGIENAFDLDY
TPHLATRPAPGRTLKLTLARTF
>ANB37384.1 hemin degrading factor [Rhodovulum sulfidophilum]SNK001
MGDGKAMSPEQIRSMRQEKSTARSRDLADRLGLAEAAILAAEAGRGVTRIAAHPDALMQAMPGLGEVMALTRNDSAVIEK
VGTYGDYTPGDHAAMVLSPAIDLRIFPRHWVHGFAVEEQKGGKARRSIQIFDAAGDAVHKIHLRDASDAGAWQDLVAALR
LEDQSDSLALDPRSPVEPALIRPEAEATLRAQWDRLTDTHQFLQMVRKLKMNRLGAYRIAGAPYVRPLAPFCLRGLLNAL
ADEAVPFMMFVGNRGCIEIHSGPIETVKPTGPWLNILDPGFNLHLRADHVAEVWAVTKPTRRGPAISVEAFDADGMLILQ
AFGMRVGEVDHTGPWGEIVATLPGLEVAA
>ANB37385.1 hemin ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MIRPLVVALTLAALAALPAQAADRVVSLGGAVTEIVAALGEADRLVARDTSSSWPEAITALPDVGYVRRLSPEGVMSVAP
DLILAEEGAGPPEAVDLLKSAAIPFVVVPDGYDRDAVIAKIEVVAEALGVPEKGATLAADLGRALDAAAAQAAEGPARRV
LFVLSVQGGRLLAGGRDTAADGIIRLAGGVNAIDDFEGYKPLTDEAVTRAAPDVILMMSRAGAEDLAPEVLALPAVRTTP
AAAHGALVSMDGLYLLGFGPRTAEAVRDLSDALDRAGS
>ANB37386.1 iron ABC transporter [Rhodovulum sulfidophilum]SNK001
MVAISHDVPGSHDVPGPAPHWDRTPRAWRLTVLLALALLAISAASLAVGAAGTMPWTVLSDMAAGREIALADRVVLFEIR
LPRLVMGALVGAALAVSGAVMQGLFRNPLADPGLVGVSSGAGLGAIAAIVLGGLLPAGIADALGYHLVPFAAFAGGWATT
LVLYGIATRRGQTSVATMLLGGIALGALAGALSGILVYMADDAQLRDLTFWGLGSLAGATWAKLAAAAPLMILALVAAPM
LGRGLNGLALGEAAAAHVGIPVQRLKTVAILTVAGATGAAVAVSGGIGFVGIVVPHLLRLATGPDHRPLLVNAALLGAAL
LIGADMIARSLIAPAELPIGIVTAILGGPVFLWILLRRRGLLGI
>ANB37387.1 iron ABC transporter [Rhodovulum sulfidophilum]SNK001
MLDATGITVRLGRREILTGVDFRAQPGQITAIVGPNGSGKTTLLRALTGELSHDGRIRLNHHDPASLRPWVLAGLRGVLP
QATPMAFPFTAAEVVRLGLMGGIEAAEPDLVPKALARVGLAGFEPRPYQELSGGEQQRVQLARVLAQVWHPTAHGQPRWL
FLDEPVSALDIGHQLQVMAIVRDFADRGGGIVTVMHDLNLTAMFADSVALMAGGGLMAQGAPAEVLCDELLSRAYMCPLR
VNALPSDGPYLLPQASGPIAAE
>ANB37388.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]SNK001
MDLTHKTAAIAEFLDRGGPAIWAIAVLSVMTVALILWKIWRLALAGAWSRTAVQGAVAGWLEGDVWRARAALDGRRGLRA
VAVRAAIEARLDPELDATTAREEVARVATRELTRARSGLRALDLIATIAPLIGLLGTVLGMIAAFKTLQETGARADPSAL
AGGIWEALLTTAAGMAVAIPASVALSWFESVTEAARVDIEDAATRVLTRGGPGRTALRAAAE
>ANB37389.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]SNK001
MSLGLQPAAARRRPSLTPMVDVVFLLLVFFMLAARMGAEVALPVSGGAGGTAEWSGPPRLIDIRPGTLALNGIETPLEGL
AEALAPLVSEPSDPVVLRPREGAELQRVIDVIEALSAAGYSQPVLVE
>ANB37390.1 hypothetical protein A6024_05295 [Rhodovulum sulfidophilum]SNK001
MRLPMPAPRPARESVVPMINVVFLLLIFFLIGARLAPPDPIEIDPPEAASDRPPEAEAALLVAADGMLAYGDARDEAVYA
ALAEVPREGPLSVRADRAAEAAVVARVLARLAAEGVAPVELVAAAR
>ANB37391.1 hypothetical protein A6024_05300 [Rhodovulum sulfidophilum]SNK001
MRGGLEVLAFGGLALVLHLALWPGDETPGISAAGGGGEDLATLAAATAAIARQVSEWDSPPAPPQALPAPEAPPPPEAPP
ELAPPELLPELTDPAPRRPDLPRLAAMAASEPPPEPERHPDPRPEVRQARADTPRPVERPDPKPEPTPAPKPQPASQQPV
RAAASQSSDMQQAEKAAGAGGAARGRAGEASAATRDPGRVATLMAQWGAAIRARIQRRVPEGAGRGAALVELTVSARGTL
VSVRVVRSSGNARLDGLALAAVRQAGRFPAAPAGLGDGARSFSLEVRSR
>ANB37392.1 hypothetical protein A6024_05315 [Rhodovulum sulfidophilum]SNK001
MSGQDSAYWRANVRIILVCLVIWAVSSFGLGIVLRPALEGIMIGGADLGFWFAQQGSIYIFLVLIFVYAWLMNGLDRKHG
VDE
>ANB37393.1 cation acetate symporter [Rhodovulum sulfidophilum]SNK001
MDQFTLNLIFVGLTFAIYIGIAIWARAGSTAEFYAAGRGVHPVLNGMATGADWMSAASFISMAGIIALAPAGGYTQSAFL
MGWTGGYVLLALLLAPYLRKFGKFTVPEFIGDRFYSGGARLLAVICLIVISITYVIGQMRGVGVTFGRFLEVSTDTGLYI
GAAIVFAYAVFGGMKGITYTQVAQYVVLIIAYTIPAIFISLALTDSFLPQLGLIGSYAPGGGDQAFLAKLDEVVTELGFT
AYTADTPNMLNMFLFTMSLMIGTAGLPHVIIRFFTVPKVADARTSAGWALVFIALLYTVAPAVGSMARLNLTTTMWPNAV
AGNALDGDAVSLEAIQTDPRLNWVKTWEQTGLLHMEDLNGDGRIQYYNDKNPEMQALAAERGWQGNEVTKIDNDIMVLAN
PEIAALPSWVIALVAAGAVAAALSTAAGLLLAISSAISHDLIKGAINPKISEKGELLAARISMTGAILIATWLGLNPPGF
AAQVVALAFGLAAATIFPVLMMGIFSKRVNKEGAIAGMLVGLVFTAIYIFLYKGWFFIPGTATFADVPENYLFGISPLSI
GAVGAILNFAVAFGVSSVTRTPPREVVELVESIRVPRGAGAATGH
>ANB37394.1 histidine kinase [Rhodovulum sulfidophilum]SNK001
MSDPEADILASLTRYAPFDMVPAAALEVLGASLTRIAAEAGRTLSYEGERLEALLVIESGSVEIETDGSGPLALRGPGDV
IGERGLLRLGRATLTARVAEDAVLIRLPKERFYDLIDEVPAFAAWFQRASPARPADSGADAAGLTALKVSDLMTKGPVTC
PVGAGVRDVARLMRDNGISSVILMEGEMPAGIVTVRDLANKVLAEGLDGTTPVARVMTSDLITIAPDALGLDALMRLADH
NISHLPVAEGGRIVGLIGRTDLFRQQAATASHMIADIVDAGSAAEMVRVVAQVPSLLTQLVSAGAGASAITRRITDITDA
ITRRLLVLAEAELGPPPVPYLWLACGSQGRREQTGQSDQDNCLILDDAVEPGHDAYFQALAAFVSDGLHACGFVYCPGDM
MATNPRWRQPRRVWRAYFAGWIAQPDNQAQMLASVMFDLRPIHGETALFRDLQAETLAMARRNSIFVAHMVSNSLKHTPP
LGLLRGFALIRSGEHKDMVDLKLSGVVPVVDLGRVYALRGELMAVNTRERLEAAREVGVISKAGAHDLIDAYDFIAETRL
RHQAAQIRAGERPDNFMPPAQLSELERNHLRDAFMVIKTMQSSAGQGRGVMG
>ANB37395.1 hypothetical protein A6024_05330 [Rhodovulum sulfidophilum]SNK001
MYIELIAIIVAGIGAGGLVLVVNRLTGRRLPRFAVPLAAAVAMFAYALWSEYTWGARTVASLPEGVVEVTHVDQAIPWKP
WTLLAPVTTRVMAANRIGVQSRPDAPEVRLVELYLLARWHSARTVMVLIDCAAPARADATDAALTDPSVADWQPLGPADP
LLRAVCVPPE
>ANB37396.1 two-component system response regulator [Rhodovulum sulfidophilum]SNK001
MGEKSVLLVEDEDGIALALEFLISRQGYDTRRVTDGDAALRAMEEDRPDLVVLDVMLPERSGYEVCQIMRQDEGLKHVKV
LMMTARGGEVERRKGLALGADAFLTKPFATADLTAQIRALLGGDMDA
>ANB37397.1 exonuclease [Rhodovulum sulfidophilum]SNK001
MHERLGLRLRFALFFAALALGGMAVLVLGLWFGHARAGGPLDGYVIAGMVAGCGLLGLAAWIGLLFDANVARPIQALAAD
LQTRAGVDVAADIDEAPARYLGALAPAANAIHDALAATRDAQARAVAERTAALNREKAIFEALLRDLAEGVVVATPDHRI
MLYNRAALGLLGDLGLDRPLTAVLRPEPLTHALDRMGARAARGEAEAERFLAATASGERFLMARVSPVAVAGRRAGYVLI
FHDATEDLEAHAELDHLFNTMLEGIRRPTAAIGALFDAIEADPDMGDEMRSAFFARLRGEQAMLVDRMNQVADRYGTATT
RRWPMPAVASDDIFDALTARLPGDLRFEGARQFVRCDGFAISELLARVIEGLRGDDRRDGFVLRAVPEGPEVCLELHWRG
PPVSDGQIDRWLSAPLSAGYGEYLGRDALEGHGTELWAEPTETGHRLLLPLAAAAAPLLTPADPRPEFYDFSLPPPAAGA
LADRPLGDLSFVVFDTETTGLAPRQGDEIVQIAGVRIVNGRILRGEVFDTLVNPGRHIPAASTAVHGIDDATVRGSPDVI
AAGRRFHAFCEGAVLVAHNAAFDMTFLKMKEDRLGLRFDHPVLCTVLLSAALYPHAEDHTLDALACRFGVRLEAEHRHTA
LGDAMATAEVFRQMLGMLQVSGVRTLGEAVARSNEMHGIRRAQSY
>ANB37398.1 hypothetical protein A6024_05345 [Rhodovulum sulfidophilum]SNK001
MPSVLFAHENFPAQFGGIAGYMAARGWEVVFATAAEAFPRDRLVRLPETGLRVMGYARHRDVAPATHRYLHGTERAVLNG
QGLARAAIRLRRQGFAPDLVVAHSGWGSGSFARAVWPEARFVPYIEWWYNYPPVDMASETGESAEDRHAAALCRNLPFLL
DLQGADAILVPTAFQRDQLPDWLAARATVIHDGVDIDALVHPPPDMPPFTLDGLPETAPLVTYATRGMEPMRGFPQFMAD
LAKLQAEDARIHAVVAGEDSVHYGGRLPEGESWKARALAAHDFDMARLHFTGRLPPQRYRALLRRSDAHVYLTRPFVLSW
SLLDAMAAACPLVVSDTAPVREAVPPDAARFVDFETPGEIARGIAAVLAEPAASRAMGGRARDHAAAHYAQSVLHPRREA
FFRAVIEGRGLPGQ
>ANB37399.1 hypothetical protein A6024_05350 [Rhodovulum sulfidophilum]SNK001
MTPEAALPLGMDTAAIRIALRGRNRRPPKKGHKRRQGQPARHPGQGPKAHEGLPGPRFPENRIGRAIQRMDPVDFAAALH
PFPGRPVAARSLPRPTPMIGNARTRWTLPQR
>ANB37400.1 hypothetical protein A6024_05355 [Rhodovulum sulfidophilum]SNK001
MTGGQLEAFARSDLAAAVLMERIVRGAYDTRNSSEIQPLQWSILRYLDGFAEDRCTLTLITSFLGLTHAPVSRAVRTMRD
RGLVRQRCHPRDARSAIISLTDAGRSALELDPIRKIALLLSTLPDADRNAIKRALRSIAIELAS
>ANB37401.1 hypothetical protein A6024_05360 [Rhodovulum sulfidophilum]SNK001
MDSDQRQPAEAFPVPIGDVISRPLPEANLRRVAQEALMRVARLPGRRAPLPEPPAPAEIEALCTALATGSLEQARRIVDD
HLARGRDKTWIAEGLLPEAARLMGRRWESDEVSFIEVGQAVGRLQRLLRLLRAEAGPRRPDPVRRAIFATPETETHTFGV
IVAADAFRERGWEIDLSLSEPPDRLLADLTRSQVPLLGLSVSSRRSAPPLMQLLADLRTALPRLRVLLCGTILSTSPEVA
RQIPVDDRAADLPSAFEAADRLLLDSLA
>ANB37402.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MSGLLALLDDVAAIAKVASASVDDVVGQAVKASSKAAGAVIDDAAVTPKYLRGFSPARELPIVWSIARGSLFNKLVILLP
LALLLSQFAPWAIAPLLMLGGCYLCFEGVEKVLHALAPQEPHAKAGADKPLSATRLEEAKVKGAIKTDFILSAEIMTIIL
AAMPDHLTLWMEAGAMALAGALITLAVYGAVGLIVKADDIGLAMAEKGRLAATRSLGVGIVRAMPKVMTLLLVVGTAAMI
WVGGSILVHGAHQLGWHLPQEMIHHVAVAAASVLSLGGAVEWTVTAALDGAVGIVVGLVLVPVIQHAILPAAGFLRKE
>ANB37403.1 isopentenyl-diphosphate delta-isomerase [Rhodovulum sulfidophilum]SNK001
MIPAWVNGELTPVEKLEAHQKGLRHKAISVFVMDGDRVLIQRRALGKYHTPGFWANTCCTHPRWDEDSKTCANRRLAEEL
GITGLTLEFREQVEYRAEVGNGLIEHEVVDIFIAAAGPDLKWDLNPEEVMDARWIALDDLARETRETEGVYTPWLRIYLE
KHSAAIFGALASA
>ANB37404.1 geranylgeranyl diphosphate reductase [Rhodovulum sulfidophilum]SNK001
MIYDVVVVGGGPAGATAAEDLARSGKKVALLDREGRIKPCGGAIPPRLMRDFNIADEQLVAKIDTARMISPSGRFVDIPI
ENGFVGMVDRKDFDPFLRARAERAGATRFTGTFVRVEREEEKTFLVFRDKQSKEEVRLQTKFIIGADGARSDVARAEVPG
GDKIPYVIAYHEIIDAPMAVGNYKPNRCDVIYDGRISPDFYGWVFPHGHTCSVGMGTGVDGFDLKQATADLRAMAGLDQA
ETIRKEGAPIPLRPMDKWDNGRDVVVVGDAAGTVAPSSGEGIYYAMYGGRVGAAAVSAALASGRASDLKLARQMFMKDHK
NTYKALQAMQDAYYHSDERRERFVSLCHDVDVQTLTFESYMNKKLTRKRPLAHIKIGIKNVAHLTGLVSPQYT
>ANB37405.1 bacteriochlorophyll synthase [Rhodovulum sulfidophilum]SNK001
MTLSWLQIVRLGLVQMCLGAVVVLTSSTLNRLMVVELALPAVLPGLLVALHYAIQITRPSWGFLSDTRGQRTRFIILGMI
ILALGGYLAATGVVVMEDHYGAGLMLSILAYALIGIGVAACGTSLLALLATATAPERRAAAATITWLMMIAGIGITAGTV
GAFLDPYTPALLLEIVTVVTLGAVVLTTLAVWGIEKRVVAHREPDEMPFWKGIGEVWAEPRARIFTLFVFLSMVAYFMQE
LILEPFSGLVFDFTPGQSTSLSGAQHGGVFLGMVVVGIGSSVLRIWALRSWVILGCLGSAAALASIAALGHFGPHLPLTP
AVVTMGFFNGIFTVAAIGAMMALAGEGRDAREGTRMGLWGAAQAIAAGFGGLVGAGAADGLRQIMDDAPAFGVVFLTEAI
LFLLAAAMALRIMDGHRPTTENSGLVPGE
>ANB37406.1 bacteriochlorophyll/chlorophyll a synthase [Rhodovulum sulfidophilum]SNK001
MTDISNMPNRRLPEPAAMVTLIKPITWFPPMWAYLCGTVSSGVSPLSKPGLVLLGIVLAGPVVCGMSQAANDWCDRHVDA
INEPYRPIPSGRIPGRWGFYIACAMSLLALVIGWQLGPWGFGATILGVASAWAYSAEPVRLKKSGWWGPGLVGISYESLP
WFTGAAVLSAGAPSVYVVVIALLYGIGAHGIMTLNDFKALEGDRQMGVNSLPVTMGPEKAAWVASVVMAVPQAVVIGLLA
LWDRPFHAAGVTAVLLVQFWAMSVMMKDPKGKAPWYNGVGVVLYVSGMMISAFAIRSLGGA
>ANB37407.1 transcriptional regulator PpsR [Rhodovulum sulfidophilum]SNK001
MTSRGTKYWNSGAIPLIAPEMLGEIIATACDLAIVISPEGRILSVVVNKDHHAHGRIDHWEGRDIRDVLTPDSRPKLEAR
LELFAQDRDISGAVELNHADGAGWSFPVRYSFHAIGPDGGTLLMLGRDLRPIAEMQMQLIEAQMALERDYETQREYDTRY
RVLTEATRDAFVFIGTKSGRVVDANPVACDLLDVERAELIGNAFAQEFEGRRRAEFLEALTRATMSPEAHPIALETRRSR
VRIKLHPVAFRAAGEPLILCRLDPAEAREPNGGEMGGTLLAFYRPGVDALVFTDPQGVILAANDSFLGLADAPHAGAVKG
RSLGDYLVRGSVDLRVLVENATRSGQMRMFATKLSGEYGTQVSVEISATYLKDQASPCIVFVIRDASRMESVRKPGVAVS
DDAMRSVMELVGSANLKDIVAETTDVVEKMCIETAVELTRNNRVAAAEMLGLSRQSLYVKLRKYGLLNRDGGDH
>ANB37408.1 hypothetical protein A6024_05395 [Rhodovulum sulfidophilum]SNK001
MAEPQKSIASRAQAGPQTAQQGDVETLAAQVLSALAHRSGSGSASLDPVLLTEFCADVLGGDRSIGTRALATLRRRGIPP
TAIIDGYIPAAARELGERWVRDDLSFADVTIGAARLQAMLRELGAANAADMLAASDAPNVMMIVPHDEYHTLGGMTAANQ
MRRMGASVCLALGQTEEEILQKAMPRQFDLVAISVSCRQKLDSARRLVAALRRVLGDGVPVVIGGRVADGAEDICALTGA
DAVTTDAHEALRLCRIGALQAPGAARTGKDQ
>ANB37409.1 2-vinyl bacteriochlorophyllide hydratase [Rhodovulum sulfidophilum]SNK001
MPEHVGTAARAVQLYTPEERRRRDETKWTLVQGVLAPLQFLVFLVSLVLVLRYLVTGAGYEAATISIVVKTFVLYTIMVT
GAIWEKVVFGKYLFAPAFFWEDVFSMAVISLHTLYLWATLSGTVGPIGQMLIALTAYAAYVVNAGQFLWKLRMARLQGDA
AEGAA
>ANB37410.1 light-independent protochlorophyllide reductase subunit N [Rhodovulum sulfidophilum]SNK001
MTGFVPAPPAAGCRNAPVLKERGQREVFCGLTGIIWLHRKMQDAFFLVVGSRTCAHLLQSAAGVMIFAEPRFGTAILEEK
DLAGLADANAELDREVDRLLARRPDIKQLFLVGSCPSEVIKLDLHRAAERLTERHAPHVRVMNYSGSGIETTFTEGEDAC
LATMVPTLPATEERQLLMVGALPDVVEDQALGLLEAMGVKPVRCLPAHRASETPGVGPNTVVALTQPFLNETAAHLERRG
ARILSAPFPFGEEGTTAWLWAVAQEFGVSPEVFERVTEAPRARARKAVAAAAETLRGKSIFFFPDSQLEIPLARFLTREC
GMTAVEVGAPFINKQIVGPDLDLLAEGPVIAEGQDVDLQLDRCRAARPDLTVCGLGLANPLEAEGLSTKWAIELVFTPVH
FYEQAGDLAGLFARPVRRRAILAGLEGAA
>ANB37411.1 light-independent protochlorophyllide reductase subunit B [Rhodovulum sulfidophilum]SNK001
MKLTVWTYEGPPHVGAMRVATAMKGLHYVLHAPQGDTYADLLFTMIERRNHRPPVSYTTFQARDLGADTANLFKTALHDA
FDRFHPQAMIVGSSCTAELIQDDPEGMAATLDLGIPVIPLELPSYQRKENFGSDETFYQIVKTIARPMERTAHVSANLIG
PVGLGFRHRDDIAEVTALLEEMGISVNVVAPMDATPADIARMGAAHFNVLMYPEHAETAARWMEKTLGQPFTKTVPIGVG
ATRDFIAEVAQIAGVAPRADDGRLRMPWYSQSVDSTYLTGKRVFLFGDATHVKAMARVARDEMGFDVVGLGCYNREFARD
IRKLAREFGVEALISDDYLEVEQTIEALAPEMILGTQMERHIGKRLGIPCAVISAPVHVQDFPARYSPQMGWEGANVIFD
TLVHPLVMGLEEHLLHMFREDFEFHDDAGASHHGGAAKARAVEAEPDTDQEAAAAAAPAEGEIVWLSAAEKELKKIPFFV
RGKAKRNTEKFALEKGVHEISVETLYEAKAHYAR
>ANB37412.1 magnesium chelatase [Rhodovulum sulfidophilum]SNK001
MRDERHYPGYRVVIVTLDSHSAGPCERVTERLAEDFPGLRVTVHAAATWSENPGALVRAKDDVMNADIILVNLLFIEEHV
HAILPELRARRDDCDAMIGIIADKQIVQLTRMGDLDMSKPASGPMKLLKKLRGNVRDDNGQVKTGGEKQMAMLRRLPKML
KYLPGKAQDLRAWFLVMQYWLGGSDDNVEQMVRFLISRYAKDASWRGGASEAPIEYPETGLYHPDIPNRITTDIDDLPRP
EAPVATVGILLMRSYILASDTAHYDAVIHALEDRGIRVIAAFAGGLDARPAIAAYFTGEESVHIDTLVSLTGFSLIGGPA
YNDSAAAVEVLSGLDVPYMAAHPLEFQTLGQWSDSSGGLGPVETTMLIALPELDGAISPTVFGGRHGAQGCKGCPKDCSY
KGESKQMSACSERVAMLAARVERLARLRRSETESRKVGIILFGFPPNAGAIGTAAYLSVFESLFNTLHRMKAEGYDTGEL
PANVDELRAAILEGNAKTYGQEGNVATHVPADDLVRGTPWLAEIESVWGPAPGKIRSDGRGVFVLGREFGNVFVGVQPTF
GYEGDPMRLLFERGFAPTHAFSAFYLWLKNTFRADVLLHFGMHGALEFMPGKQAGMGFRDWPDRLIGDMPNVYLYASNNP
SEATLAKRRSNAVTVTHLTPPLAASGLYKGLQELKDSLTRWRQTEPGSPEQADLEELIAAQADAVDMTGTPPEKLWLKLL
ETEDALIPDGLHVVGRTVTPEERTEHLRVMTDTDDETREKVDFWLQQDSELPAIMRALGGRYIKPVPGGDLIRSADVLPT
GRNIHAFDPFRMPTQFAMQEGAKQAQKLLDTHASLPRSVAMVLWGSDNIKSDGGPIAQAMALMGTKPRFDNYGRLAGADL
VPLEELGRPRIDVVMTLSGIFRDLLPLQTRMLAEAAWKAATADEPVEQNFIRAHSLAHAEKMGVDMETAALRVFSNAEGA
YGSNVNGLVDSGAWGDEDELADAYEARKSFAYGRDGKSKANAALLQQTLKDVDVTYQNLESVELGVTTVDHYFDTLGGIS
RAVKRARGGSDAAVYIGDQTRGEGKVRTLQDQVALETRSRSLNPKWFEGMLKHGHEGVRQIEAQVTNTLGWSATTGQVEP
WVYQRLSETFVLDEDMRKRLASLNPAASARMANRLLEANDRNYWQPDAETLAALQAAADELEDRLEGIVAAE
>ANB37413.1 ferredoxin:protochlorophyllide reductase (ATP-dependent) iron-sulfur ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSPRDDIPVLKGEDGEGSVQVHQDETMKIEGAKVFSIYGKGGIGKSTTSSNLSAAFSMLGKRVLQIGCDPKHDSTFTLTG
HLQSTVIDVLKEVDFHPEELRPEDFMVEGFNGVMCVEAGGPPAGTGCGGYVVGQTVKLLKQHHMLEDTDVVIFDVLGDVV
CGGFAAPLQHADRAVIVTANDFDSIYAMNRIIAAVQAKSKNYNVRLAGCIANRSEDTDQVDKYCNRVGFDRIAHMPLVDA
IRRSRLMKKTLFEMPDDEDIVQCRAEYVRLAELLLAGTEPLAPHPLPDREIFELLGFD
>ANB37414.1 magnesium protoporphyrin IX methyltransferase [Rhodovulum sulfidophilum]SNK001
MDSYARTRERLETYFGRTAAKTWENLTSDAPVSRIRQTVREGRDQMRAAMLARLPEDLTGCRVLDAGCGAGPMTLELVQR
GAEVVACDISQSLLDVAKSRIPDKYHRQITFVAGDMLSERLGRFDYVMAMDSLIHYQARDIAEALGKLAPRTRGKIVFTV
APKTPLLSVMHVTGKLFPRSDRSPRIIPHSEARIASALRKALVKGRLRAVARVAKGFYISQAMELER
>ANB37415.1 protein pucC [Rhodovulum sulfidophilum]SNK001
MSKKPHPLTRMSAKFLPFADAASDGLPMNELLRLSLFQVSVGMATVMLLGTLNRVMIVELSVPAIVVAMMIAVPVLVAPF
RALMGFRSDNHRSAIGWKRVPYMWFGTLWQMGGLAIMPFSLLLLSGDQTLGPTWAGEVFAAIAFLMTGLGLHMTQTAGLA
LASDRATDETRPRVVALLYVMFLLGMGISSIVIGWLLRDFSSIRLIRVVQGAAVVTILLNLVALWKQERMCPMSKEEREA
PQPGFGDAWRDFLKGGSAGRLLAVVFVGTLAFSMQDVLLEPYGGQILGLSVSSTTLLTALWAFGALIGFGLAARWLGQGM
NSHRMGALGILGGIVAFTLVIFAGPLHSGLLFFFGAMLIGFGGGLFSVSTLTAAMALPVRDFAGRGLALGAWGAAQATAS
GLAVALGGALRDGIGHLATAGVLGEGLNTPATGYAAVYHIEIVLLFVTLMVLGPLVRPQDRNHPNRDSSAKIGLADFPT
>ANB37416.1 photosynthetic reaction center subunit H [Rhodovulum sulfidophilum]SNK001
MVNAFFGNFDIASLAIWSFWLFFAGLIFYLQRMNMHEGYPLEDEVGNAAPNQGMFPLPAAKTFKLPHGQGEKTVPDMQTD
PRNADLALQKVTKSNGYPLEPTGDPMVDGVGPAAWCARKDEPELDGRGHPKIQPLSVLKTFKVSAGRDPRGMPVIAGDGE
AVGTIVDMWVDEPEQLVRYLELELDEAHGGGRRLLPMQLAKIGWFKPEVSVHSIYGKHFAAVPTIKSAKQITKLEEDKVC
AYYAGGKLYADPAERLEPQF
>ANB37417.1 hypothetical protein A6024_05440 [Rhodovulum sulfidophilum]SNK001
MSDDDFAAEPIKGLPERLPEGEHILWQGRPDWWALARESLALFWVGGYFVVLFLWRMIVAAETMPWSQAAVASSFFLVLG
AVVCLLLLITAFVQARATVYTVTNRRVALRIGAALDMTLNLPYTQIGNANLDLRKSGSGTIAFELMGTTKFSYLLCWPHI
RPWRMARTEPAFRCIPDAAKIARLIADAAETRVSEPRLTRVDADDTVAAE
>ANB37418.1 hypothetical protein A6024_05445 [Rhodovulum sulfidophilum]SNK001
MARNNRHTGPYNHGEKIPPILIKGMFGVALFALILVSYARLTDRPLDALPDAGAPVAVERQIVISAKIDGSAKVYDTEGN
QVFEFAPNEGGFVAGVWRALELKRKQAGVPLDAPVRLVRFEDGRISLYDDQTGWRAELVGFGADNTAAFARLLD
>ANB37419.1 hypothetical protein A6024_05450 [Rhodovulum sulfidophilum]SNK001
MGIFTRRKETAPCTVEVSHRFESLHAHVRFNNGAVVHPGDEVLVQGPEIMAPYGEVVREDRTAIITRATPLERLWTRLTG
DLEFMELCEFSFSEEVKL
>ANB37420.1 magnesium-protoporphyrin IX monomethyl ester cyclase [Rhodovulum sulfidophilum]SNK001
MNAHTADATTVEESLAIQEQQAVLDSETATAVAMQDTLLTPRFYTTDFEALDAIDVTPVRADWDALIAEMQADPNKGHFR
KDETWDHVDWDGMEPELKKEFIDFLISSCTAEFSGCVLYKEMKRRGSNHDVTELFQLMARDEARHAGFINDALREAGIAV
NLGFLTQKKKYTYFRPKFIYYATYLSEKIGYARYITIFRHLEAHPEKRFHPIFKWFREWCNDEFRHGEAFALLMKTDPKL
TSGVNVLWIKFFLTAVFATMHVRDHQRPEFHKALGVDTDWYGQEVFRKTSELSRQIFPITLDIDHPRWARGLAALQEASV
AIDAARKRGGVAGKLAQWAGSARAAGAFLSLLTIPARRHEVPASPRLEPVY
>ANB37421.1 hypothetical protein A6024_05460 [Rhodovulum sulfidophilum]SNK001
MIATAWFAALAAFFIWWFSTGAILIVVRRAEHRGRLAHLRATVMALPLLGGGVWLFEVTRHVETVATAYLAFLSAIAIWG
WVELAFLTGVITGPNTTRCHPHARGWERFMRAYGTIAYHETLLVVILFAMLVTSHGSANGVGVWTFIVLFFARISAKLNL
FLGVPKINIEFLPTPLSHLPSHFKISRLNWLFPISISALTFAVACFMERLFAVGAPHDKVGFGLLTTITALALLEHWLMV
LPLPDERLWRWMLPERKASAEKDKIPSNDLSRT
>ANB37422.1 cytochrome C [Rhodovulum sulfidophilum]SNK001
MISKFAIAATAAAMIAGPALALDVTGDAAAGEKVFNKVCQTCHVVKNDAGEVVAGRNAKVGPNLFQMPGRHAAAIDGFRY
SKLMKEAGEKGLVWTEEELVKYVPNPTEFLRNYTEDPKGRGLMTNQRVKEQEIRDVFAYIASFGIHE
>ANB37423.1 magnesium chelatase [Rhodovulum sulfidophilum]SNK001
MDWDRDGYDWPNREFSRFVRHRPHYWHLQEAGDGPVLLLLHGTGGATHSWRDVFPILAERYHVVALDLPGQGFTKLGARQ
RCSLNAMSRDISALLDGEGLQPDAIIGHSAGAALALRMVRDLKQPPRALVGINAALEAFKGAAGFLFPMMARMMALNPFS
ASEISRWLGNAAGVEYMIAGIGSRISPEGLALYRRLVADRHHTDATLAMVAQWSLDGLWHDLPGIDLPTLLIVGEDDRAV
PVAGSVRAAARLPQAELARFPGLGHLAHEEAPEAVTARIETFLAQHL
>ANB37424.1 magnesium chelatase ATPase subunit I [Rhodovulum sulfidophilum]SNK001
MTQPFPFSAIVGQEEMKQAMILTAIDPGIGGVLVFGDRGTGKSTAVRALAALLPPIQAVASCPVNSPSLDRCPDWAHLTS
TEIVTRPTPVVDLPLGVTEDRVVGALDIEKALTNGEKAFEPGLLARANRGYLYIDEVNLLEDHIVDLLLDVAQSGENVVE
REGLSIRHPARFVLVGSGNPEEGELRPQLLDRFGLSVEVSSPKDIDTRIEVIRRRDSYEMDYEGFMETWRPADADLREKI
IAARNHLKTMKSDEAVLRDCAELCLALGSDGLRGELTLLKASRALAAFEGADAVSRAHVRQVAPSALRHRLRRDPLDEAG
STTRVGRVVEEVLGEPA
>ANB37425.1 hypothetical protein A6024_05485 [Rhodovulum sulfidophilum]SNK001
MQVVTISFFRYDNWASRLEALSQMARGRFALKSVPGLEFFKLLGTGSDEGFNPRPNVDVNAILCVWPDMATAKAGLKGSI
THRTLRDHSCETYTIYLTPTSARGMWSGVEPLQVTEKAEEGPLAVLTRATVKLPVALQFWKHVPQIQKEVAADPTCVFHM
GLAEVPWVQQVTFSLWQGTGTMAGFAHGQTPHGRAIRAAYGDHWFKEDLYARFKILEEEGTWEGGSPMAKLKSDSRPAAP
APAEPAATEKPAAQAPAKPKKAPRKSRGSKKSKVSA
>ANB37426.1 phytoene dehydrogenase [Rhodovulum sulfidophilum]SNK001
MMTRVDPALADEAVRAGRPHAVVIGAGLGGLAAAMRLGAKGYRVTVVDKLDMPGGRGSAIWQDGHRFDLGPTIVTVPQVF
RELWAACGRDFDQDVTLAPMDPFYEIVFADGERFRAQQDTEKMRAEVARISPDDLAGYDQFLKDAEKRYWFGFEGLGRRP
MNEWKDLVKVLHIFGMLRADRSVYAHAASRVKDERLRMALSFHPLFIGGDPFNVTSMYILVSYLEKEFGVHYAMGGVAAL
AEAMAGVIEGQGGTLRMKTEVDEILVKKHRATGVRLASGEVLNADVVVSNADAGFTYSHLLRNTRRWRWTDESLAKKRWS
MGLFVWYFGTKGTRGKWADVGHHTVLNGPRYKGLVKDIFFRPEELAEDMSLYIHRPTVTDPSAAPEGDDTFYALSPVPNL
HCDNPVDWKAHAESYRQSVQAVMEEKLLPGLGEHVSTSLVFTPESFQSRYLSPYGAGFSLEPRIFQSANFRPHNVSEEVE
GLYLVGAGTHPGAGLPSVVTSAEVMAKLVPDADSVAAG
>ANB37427.1 phytoene synthase [Rhodovulum sulfidophilum]SNK001
MIDPADLKHCEDSIRTGSYSFHAASKLLPARVRDPSLALYAFCRLTDDAVDLTHDKSAAVLMLGERLDLIYRGQPRNAPC
DRAFAAVVDEFEMPRTLPEALLEGMAWDAMGRRYETLSGVYAYSARVAAAVGVMMAVLMRVRDPHALARACDLGVAMQLT
NIARDVGEDAAEGRFFLPLEWMNEAGLDVEEFLARPQPSPSIRRLTQKLLADANRLYFRSEPGVAELPFACRPGIFAARN
IYAAIGREVRRADYDNITRRAYTNKRQKLGWLIWSSIQALTVSAMPRSAVLYGKPLAECAYLVEATATRRPSDNPWGEGR
AGEIIAILAQLEARERKRRGATLEQYRRKAI
>ANB37428.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]SNK001
MTYDSEILIVGGGLNGPALALALAQAGLSVTVIDALPRTDRDSDLFDGRSYALALGSTRLLSAIGIWPGLVHRGQPILEI
VASDGRAGEGAAPFFLDFHHGEIEEGPMGHMIEDRYLRRAMLEALEAEPRITTLSGETVVAQETGPTGVTVTLASGRQLC
ARLLVGCDGRRSGTAQRAGIGRTGHDYGQTALVCAIAHEHPHGGTAHQFFMPPGPLAILPLPGNRSSIVWSERHAQAAAI
QALDDAAYLEMLRPRFGDFLGEIALEGARFTYPLSLSLANAFCAPRVALLGDAAHGVHPIAGQGFNLGLRDVGALAQVLV
EAKRRGEDIGAIDVLERYQTWRRFDTTLMAAGTDTVNALFSNDNPFLRLGRDLGLGAVAALPALRRRFIREAAGLTGGLP
RLMTGRPL
>ANB37429.1 amidase [Rhodovulum sulfidophilum]SNK001
MASDWLGMSAGDLGRGIETGKIDPVDLATGFLDAIAGHPLCDRIYARPTRARALAEAEAARSRARSGLRLGPLDGVPISW
KDLFDSARIATEAGAALLEGRVPRQDAEVLATATAGGLVCLGKTHMSELAFSGLGVNPVTATSPCINAPNGAPGGSSSGA
AASVAFGLAPGAIGSDTGGSVRIPAVWNDLVGLKTTAGRISLKGVVPLCPKFDTVGPLTRNVEDAGLLLAALEGGRPADL
SGARLEGMRFMVLETAAFDGLRDAPRAGFNHALERLAEEGATIVREQAPEVAEALALAGVLFATEAYGTWRDRIEAEPDK
MYPPILDRFRGGRAFSGADYVAAWQTLGLLRGTWARRVSGFDAVLLPTCPILPPDVDRLLADPDFFMAENLLALRNTRIG
NLMGSAVLTLPTGVPATGISFMGLPMSEERLLRIGAAAERALT
>ANB37430.1 aspartate aminotransferase [Rhodovulum sulfidophilum]SNK001
MTFPERFSNLPDYAFPRLRRLLDVHEPGGVPVHMTIGEPRHAFPDWVAGIVAEHAHEFGKYPPNEGTPELRAAIAGWVGR
RYGVTLDPETQVTTLNGTREGLFNAALALCPETKAGVTKAGGRPAILTPNPFYQVYAVAALAVAAEPVYVPATAETGFLP
DYGALSPELLDRVAIAYICSPSNPQGAVADRGYWADLIRLAEKHDFRIFADECYSEIYRDSSPPGALSVAAELGADPERV
VVFHSLSKRSNLPGLRSGFAAGGPGSIGRIKQLRSYAGAPLPLPLQRVAERAWSEESHVAASRARYQGKYAIADEILGGV
AGYRAPEAGFFLWLPVADGEAAALKLWRETGVRVLPGAYLARDVEGTNPGAGYIRVAMVAAEDEMRAALVRLRGCLYD
>ANB37431.1 cell envelope biogenesis protein LolA [Rhodovulum sulfidophilum]SNK001
MKPLRLSLALAALLAATPVLADPIPLSSLSAYLNSFQTAQADFTQINADGSISTGTLSIKRPGRARFEYAPPEKALVLAG
GGQVAVYDDKSNQPPEQYPLKRTPLNLILERNVDLGRARMVVGHAEDGTSTRVVAQDPEHPDYGTITLVFTNDPVELRQW
IITDEAGSQTTVVLGQLKTGMPLGARMFNIIQETADRMKRR
>ANB37432.1 lytic transglycosylase [Rhodovulum sulfidophilum]SNK001
MGRFLLIAACLFLTACGDKSPPRNLEDACAIARERPKYMRAMERSERRWGVPVPVQMAVIHQESKFVGNARTPHRFVLGV
IPMGRQSSAYGYAQAIDGTWDMYRNGTANRGARRDDIFDATDFMGWYMAESRKKLGIPLSDARSQYLAYHEGHAGYARRS
YRSKAWLMAVANRVEDRAQLYYAQLITCRR
>ANB37433.1 transporter [Rhodovulum sulfidophilum]SNK001
MNLLLTVTEIVAPVFLLAAVGFLWVRFGNEYRVQFVTQLTMTLSVPCLIFTALMKTEIEPQALTALSLAAAAAYGAVTIL
CLTVVRLARLDRRTYLSPIIFGNTGNIGLPLALFAFGERGFDYAVVVFAVMAIYSFTFGVWLVAGGGSPLKALKEPLVWA
TALGGLFLWQGWQTPAFLTNALTLIGQIAVPLMLITMGVAIARLHPGHLPRAVWLSLVKLAICLGVAAGIGLWFGLDRVA
LAVLVLQISTPVAVTSYLLAEKYGADADAVAGLVVVSTLLSMLALPLTLAVLL
>ANB37434.1 DNA-binding protein [Rhodovulum sulfidophilum]SNK001
MLKAHAKYHLGQVVRHRKHPFRGVVFDVDAMFSNTEDWYAAIPEETRPPKDQPFYHLLAENDHSYYVAYVSEQNLVADDT
GEPVDHPDLSDLFGEFEDGQYPLQFQLN
>ANB37435.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]SNK001
MRDFQLPGRSAVFATNGMCATSHPLAAKVAVQMLEAGGNAVDAALAGAVLLGICEPQMTGLGGDCFVLIKPAGEDRIVAL
NGSGRAPKGLEAARLRERGLDAMPTDSADAVTVPGAVDAFCRLSKDWGRIGLKASLAPAIHYAETGVPVAPRTAFDWARA
ADHLQGAARDFYLLGGQAPRPGQVFRAPKQAEVLRRIAMDGRAGFYEGEVAEDMVSSLSALGGCHTLEDFAATACDYGSP
VSGSYKGVELVEHPPNGQGATAILMANILAQFDLPSMDPLGAERAHVEAEAARLAYDARNRFVADPAHMTRLDHMLAPGT
AAKLAALIDPDRAMASPAPLSEAVHKETIYITVVDRDRMAVSLIYSIFHSFGAGLASTKFGINFQNRGAGFSLTEGHPNE
AAGGKRPMHTIIPAMLKKDGKLIMPFGVMGGAYQPNGHARVLTNIVDYGMHPQQALDAPRSFADQGELLVERGYAEDVRA
ALAAKGHTVATPPSAIGGAQAILIDDETGVLQGASDPRKDGCALGY
>ANB37436.1 alanine dehydrogenase [Rhodovulum sulfidophilum]SNK001
MHIGCPREIKPQEFRVGLTPDAAREAAAHGHAVLVETGAGLGAGFEDADYIAAGAEIAATAEDVFARAELVVKVKEPLAE
ERRRLREGQVLFTYLHLAPDPAQTRDLLDSGVTAIAYETVTDDRGGLPLLAPMSEVAGRLAPQMGAWALQKANGGRGVLM
GGVPGVGPAEVLVIGGGVVGTHAARIAAGMGAHVTVLDKSLPRLRQLDEIFDGRVTTRHSSEATLAALLDRADMIVGAVL
IPGATAPRLLSRADLARMKPGAVLVDVAIDQGGCFETSRPTTHEAPVFSVDGIQHYCVANMPGAVPRSATLALGNATMPF
LLALADKGWRQACTDDPHLLAGLNVHAGQLTCYAVGKAQDIDVLSPQLALTA
>ANB37437.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MALDETDLRLLRVLQKQGRISNAELSERVNLSASACHRRVQRLEEGGFIRDYVALLDARKMGRQTTVFVEITLSGQADET
LAAFEKAVARVPDVLECHLMAGNADYLLKVVAEDSEDFARIHRRYLTRLPGVARMQSFFALRTVFKTTALPL
>ANB37438.1 fuculose phosphate aldolase [Rhodovulum sulfidophilum]SNK001
MTDEKDKRAAIVAACRSMNALGLNQGTSGNISVRHGAGLLITPSSIPYDVLAPEDIVFMEMDGTAHGARRPSSEWRFHLD
ILRSRTDLNAVVHAHAPYCTMLAILHKPIPAVHYMVAAAGGGDIRCAPYATFGTQALSDLVLEALEERKACLMAHHGMIA
AEAGLDKAMWLAVEVEALARQYHGALAIGTPPLLSETELAEAIAQFTGGYGQGNPTAT
>ANB37439.1 2',3'-cyclic-nucleotide 2'-phosphodiesterase [Rhodovulum sulfidophilum]SNK001
MIAPHPFSVPPAADRVHLRLLETSDLHVHIFPYDYYTDRPIDTAGLARTATLIAALRRDVANALLFDNGDFLQGNPMGDY
IAHERGLRPGELHPAIAAMNAIGYDAATLGNHDFNYGLDFLLNAIAGARFPVVSANLLPGPLAPPGLTRLPRHALLDRSV
TDGAGRRHRLRIGVIGFLPPQIAIWDRRHLEGRAEGGDIVSAARELVPRMRRDGADLVVALAHSGIGEPTHVARQENACL
PLARIEGIDAILSGHQHQALPGPDFAGIAGVDTETGSIHGKPTVMPGFWGSHLGVIDLLLERAATGWRVAEHRSSIHAIA
TRRSDRSAEPLVGSDPAVLSAAARAHAETLAYTRRPVGRTEIPLHSYFALVAENASVKIVADAQRWYVARKLKSTRHEGL
PLLSAAAPFKAGGHGGPDYYTDVPAGDIAIRNVADLYLYPNMVRAVRVSGAELRGWLERSAGIFNRIRPGATDQLLLDPD
FPCYNFDVIDGLEYRIDPSQPPRYGPHGRLLNPHASRIADLSWNGRAVTDGMEFVIATNSFRAAGGGGFPGTGPDAVILE
APVTNRDVILRYIARRGSVAPRTVPTWRFADLPGTTVLFDTGPAARRHLGAVERLAPDPAGTSPDGFARFRISL
>ANB37440.1 NADH pyrophosphatase [Rhodovulum sulfidophilum]SNK001
MRLAERVTFGGGGLDRAAHRRGDAAWLAEAWAGAQVLPLWRGKPLFGAEGLGWVASAHPLLAGRSAEAVFLGLSGGRPKF
AIELSDWVPAEMPETLGQFRDPSEQRHPDLPGDLSFRELRREMTRLVPVEAELAATAKGLFDWHRGHGFCARCGQPSRPA
EAGWQRRCPGCGAPHFPRTDPVVIMLVRRGNAVLLGRAPGWAEGMFSLLAGFVEPGETVEAAVRREVAEETGVRVGQVGY
LASQPWPFPASLMLGCWAEAETDRITPDPAEIEEARWVGREDMLAVLAGERTDMQPPRPGAIAGFLIRMWLADRLD
>ANB37441.1 hypothetical protein A6024_05575 [Rhodovulum sulfidophilum]SNK001
MILTCQEDISAPIERVFSRLTDFTRFERAIETRGGDVTRHAGPPDTPAPGMAWTIRLHFHGAHREIEAELTDYAPPSAMC
LGAASSGLGAEGRIELAALAEELTRLSVAIDLGPKTLGGRVLMQTLKLARGKLAEEMEAGLARFARRIEAEAAG
>ANB37442.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]SNK001
MQVSVRDNNVDQALRALKKKLQREGVFREMKLKQHFEKPSEKKAREKAEAVRRARKLARKKAQREGLL
>ANB37443.1 ubiquinone biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MTDTPRGMDSITQELLDAALIHVPFDGWSEAAFRAAVADSGVDPALARAACPRGAADLAVAFHLRGDDEMVRRLAETDLS
EMRFRDRVALAVRYRLDAVDDKEAVRRGATLFALPLYAAEGSRLVWGTADRIWTALGDSSEDVNWYTKRASLAAVYGATV
LYWLGDESPDHAETSAFLDRRIGDVMQVEKVKAQVNKSPLLKPFMLGPNWLARQIRPPQGPKRKGGLPGALNARMTVRT
>ANB37444.1 ribonuclease T [Rhodovulum sulfidophilum]SNK001
MRCLAILLLSATLACAEEDVAGRFDYYLLSLSWAPSWCAAGEAPRGAARQSPHCAPGGGAGWVLHGLWPQYERGWPSYCH
STEADPSRSQIARLAELTGSPRAAWHQWKKHGRCSGLSAGDYAAAARRAYEAVARPAAFGKLTAPVRLPAGVVEEAFLQA
NPGLLPDMLTVTCKAGRIREVRICLTKALRPRPCAPDTVEDCELRDALMPPPR
>ANB37445.1 cytoplasmic protein [Rhodovulum sulfidophilum]SNK001
MNKPIMAKATAVWLVDNTTLSFRQIADFCGLHELEVQGIADGDVAAGVRGFDPVANSQLDQSEIDKAEKDPLYKLRLKFN
PAAVGEEKRRGPRYTPLSKRQDRPASILWLVKFHPELSDGQIAKLVGTTKPTIQSIRERTHWNISNIQPIDPVALGLCKQ
SELDAAVQKAARKRAAEGDLMTDDERRKLVSTEQSLEMGTEARLPTAISGLETFSLTRPEPEEEEDRSVPDADSFFNLPD
HDEDEEEDDDPRR
>ANB37446.1 hypothetical protein A6024_05605 [Rhodovulum sulfidophilum]SNK001
MLKKVSFTKLLGSASGALLVFVLVDRAGGLYFSNPGLDQPAYVVIEEEPATPAEPEPELTFEERMAQADAAAGKRVFNQC
KSCHRVEEGANAVGPSLYGVVGRPVHSAEGFSYSDAFAGLEGSWTAERINAFITSPRDVVPGTAMTFAGLKDPQDRANVI
AYLESVVE
>ANB37447.1 prephenate dehydratase [Rhodovulum sulfidophilum]SNK001
MTSRIAFQGEPGAYSHQACHDARPDMEALPCRTFEDVIEAVRRGAAEMAMLPVENSTYGRVADIHQLLPDSGLHIVGEAF
VRVHINLLAVPGAALAGIRRAMSHTVLLGQCRDFLQTHDIHRVTAADTAGSARQVAETGDPEVAALAGDLAAEIYGLDVL
ARHIEDHDKNTTRFLLMSRAPDRSRRGDLGMMTTFVFRVRNIPAALYKAMGGFATNGVNMTKLESYMVDGSFTATQFYAD
IEGHPDDPHVARALEELDYFTSHIDILGVYPADRKRS
>ANB37448.1 DNA polymerase III subunit gamma/tau [Rhodovulum sulfidophilum]SNK001
MAETEGTAYQVLARKYRPATFADLIGQDAMVRTLKNAFAADRIAQAFIMTGIRGTGKTTTARIIAKGMNCIGPDGQGGPT
TEPCGECEHCRAIAEGRHVDVMEMDAASRTGVGDIREIIDSVAYRAASARYKIYIIDEVHMLSTSAFNALLKTLEEPPAH
VKFIFATTEIRKVPVTVLSRCQRFDLRRIEPEVMIAHLRRIAGLENAPITDEALGLITRAAEGSVRDAMSLLDQAISHGA
GETGVDQVRAMLGLADRGRVLDLFDMIMAGDAAAALGELAGQYADGADPLAVLRDLAEISHWLSVIKITPEAADDPTVGP
DERARGRTMAERLSMRVLTRMWQMLLKALEEVSMAPNAMMAAEMAVIRLTHVSTLPSPEDLVRKLQENPPTGPAPSGPAP
GGPAPSGGGGNGAGVQGQARGAPVHAGPSGGGAVTALAHAPEQTLAHYPSFEAVVDLIRANRDMVLLVEVEAGVRLVSYS
PGRIEFEPAPDAPADLAQRLGHRLQTWTGARWAVSVVAKGGAPSIDETRNAAEAARRAEAAEHPLVRAVFAAFPKAEIID
IKPPEVLAAEAAAEALPEVEEEWDPFEDDD
>ANB37449.1 30S ribosomal protein S21 [Rhodovulum sulfidophilum]SNK001
MLKGMGGLGDMAKMMKAAGEMQGKMAQLQETLAATLVEGESGAGLVKATATAKGTLTALSIDPSIFNADEKEVVEDLILA
AIKDAQEKAMEKTKEETRKLTEDMGLPPGLGLPV
>ANB37450.1 recombination protein RecR [Rhodovulum sulfidophilum]SNK001
MADRPDEIDRLIDLMARLPGLGPRSARRAVLHLVKKRAVLLLPLAEAMRKVGEAVHECAVCGNVTTADTCEICTDPVRAN
GEICVVEDVADLWAMERGGAFRGRYHVLGGTLSALDSVGPEDLRIPELVERVGREGISEVILALNATVDGQTTAHYIVDE
LAETGIRLSSLAQGVPIGGELDYLDDGTISAALKARRGL
>ANB37451.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTGSSPMPTPRSHPDSAACAAAARPFPTTPLMAPVLALFLALGAGPAPAEEAATGMSDGKVIESFAYSALGAPKYGPDMA
HLDYVNPDAPKGGEISIWAPGTFDSFNQYSRMGVPAALNTIGTESLMTSTADDPYAMYCYLCTSIEYPEDLSWVIFNLRD
DVTFQDGTPMTAEDIAFTQKLFLEQGIIEYRRLVEAYFGPIEVLGPHRIKFTFNDVTPMRDRIGLAGGTPAFSKAWFEET
GARLDQSTKTPFMATGAYVLDSFDYNRRVVYRRNPDFWGADQPFNIGRHNFDRIRVEYFADSNAAFEAFKSGAYTFRTEN
SSKTWATGYDFPGIERGDVVREAIPDGSVGTRLSWVFNLDRAKWQDIRVRRAVEMMFNFEWSNKTLFYGYFTQPVSFWSG
TDLAASGTPGPDEAAILQPLVDEGLLEPEILTEEVASPPDHDADTYRPSRRIIRAASKLLDEAGWVAGDDGIRRKDGQPL
ELVIIQRDPQFDRAINPFLENLRMLGVSGRLERVDTAQYVERRRAGMFDLANQGFVMGFEPSSGLSQWFGSKTADNSSRN
LMRLRSPAVDRLIEDVIAADTLDGMKTRVHALDRVLRSLHFDIPLWFNDKTWVAYYDMYRHPETLPPLDVGELDFWWFDQ
EAADRLHASGALR
>ANB37452.1 microcin ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MGAYILRRLALIVPTLLGIMIINFTLTQFVPGGPVEQVIAKIEGQGDVFSGFAGGGGDAGAALGAGGGGGSPTDKYIGAR
GLPPDFIAELEKEFGFDKPPLERFLTMIWNYARFDFGQSYFRSVSVIDLVLEKMPVSISLGLWSTLIAYMVSIPLGIRKA
VRDGTSFDTWTSAVIIIGYAIPGFLFAVLLLVLFAGGSYLQWFPLRGLVSENWAELSWPAKILDYFWHITLPVIATTISS
FATLTLLTKNSFLDEIKKQYVVTAKAKGLSEGRVLYGHVFRNAMLIVIAGFPGMFIGVFFGASIIIETIFSLDGLGRLGF
EAAVARDYPVIFATLYVFGLIGLLVGILSDLTYVLVDPRIDFESRET
>ANB37453.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAWLSPLNQRRWRNFKRNRRAHWSLMIFAVIFGLSLFAELLANDKPIYVNYRGESFFPVYSFYPETDFGGDLRTEAVYRD
IEIQCLIVSGGLEACWDDPEGVIADAEDGVVDGETIEKGWMLWPPIPYSYDTVNNIDGTAPSAPDAQHWLGTDDTTRDVL
ARVIYGFRLSILFTLMVTGIASVIGVVTGAVQGFFGGLTDLIFQRFIEIWTSTPQLYIIIILFAVLGRSFWLLVFLTALF
GWPALVGVVRAEFLRARNFEYVRAARALGVSNWKIMFRHMLPNAMVATLTMLPFIITGTIGTLASLDFLGFGLPASAPSL
GEMTLQAKENLQAPWLGFTAFFTFAIMLSLLVFIFEGVRDAFDPRKTFQ
>ANB37454.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSPVLKVDNLQVSFQQDGRQQVAVRGVSFEVGRGETVALVGESGSGKSVTALSTVGLLPGAATVSGSVIYEGEELAKAPE
KRLRQVRGNDISFIFQEPMTSLNPLHTLEKQITESLALHQGLTGAAARARVLELLERVGIRDPESRLGAYPHQLSGGQRQ
RVMIAMALANGPDLLIADEPTTALDVTIEAQILELLAELKREETMSLLFITHDLGVVRRIADRVCVMKDGEIVEIGPTAE
IFRAPQHPYTRKLLAAATVGGPDPLKAEAPEIVRTEGLKVWFPIQRGFMRRTVDHVKAVNGADISVRAGETLGVVGESGS
GKTTLALAIMRLISSEGRIVFQGSAIDGLKSRQIRPLRRDMQIVFQDPFGSLSPRMTVEQIVAEGLGVHGSQSGRSARED
VAQILTEVGLDPAMMHRYPHEFSGGQRQRIAIARAMILRPRMVVLDEPTSALDMTVQVQIVDLLRDLQRRYDLAYLFISH
DLRVVRAMSHKVAVMRLGEIVEAGEVHEVFDAPKTEYTRTLIRAAFGAPGESPGAA
>ANB37455.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]SNK001
MSTESQLTRLGLFDAKVPRYTSYPTAPHFNASVDDGDFAGWIGQIEPGSQISLYLHVPFCRRLCWFCACRTQGTRSDSPV
EAYLETLKTEIAMLGKRLPEGVTLSRLHWGGGTPTLLSPDMMKQLTEAIFAVAPMHEEGEFSVEIDPNEIDEARLDVLAG
AGMNRASIGIQDFDPQIQSVIGRIQSYDITRDAVDLIRSKGITSLNADILYGLPHQSNERIAESVQKLMSLSPDRVALYG
YAHVPWMARRQSMIPTEALPTPENRLKLYETAKELFLWDGYREIGIDHFARPEDGLARALEAGELRRNFQGYTDDTAAAL
IGLGASSISRFPQGYAQNLSGTSDYTARIRDGRFATGRGHVFTDEDRMRSRMIEALMCDFHISTAEITESFGIPKAELNA
MFQEVADRFAGFIDLTNDGLTVPEHGKPLARMIARGFDAYDLSKAGHSSAI
>ANB37456.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAVTDTSVVHTECFECPIRHRAVCARCEADELEALEAVKYYRTYDAGQSVIWSGDRMDFVGSVVEGIATLTQTMEDGRTQ
MVGLLLPSDFVGRPGRDLAAYDVTATTQLTMCCFRRKPFEELMVRTPHIGQRLLEMTLDELDAAREWMLLLGRKTAREKI
ASLLAIIARRDAVLRLGPTRGRIVFDLPLTRESMADYLGLTLETVSRQISALKRDGVIVLEGKRHVTVPDFDRLLGETGD
DNDGGMPA
>ANB37457.1 universal stress protein [Rhodovulum sulfidophilum]SNK001
MGYKTILTIITETDIADSGLEPAITLAAREEAHLDILCLGVDRTQTGYYYAGTNAFIQQETLHKAQEDASAIEAAVKVRM
GRETVTWSSEAAVAQIAGLSHLVAQRARFSDLVIMPRPYGEGRGIEDEAATEAVLFDGHAPLLVVPAGADTAHIGRKIVI
AWNQSQEAMAAIKEALPLMQAADVVNIAVVDPPKHGPDRSDPGGALSQMLSRHGVKTEISVLAKTMPRVSDVLQRHATDI
EADMMIMGAYGHSRFREAILGGATRGMLEKTAIPVLMAH
>ANB37458.1 peptidase S41 [Rhodovulum sulfidophilum]SNK001
MWDYVKIAALGVIAVLAAVAAFMARDMAYMVHAVIILLVAGGLVALTVRGLGAPKPVVDKTGYMDDVIRAGVIATCFWGV
VGFAAGTFIASQLAFPGLNFEWASGYMNFGRLRPLHTSAVIFAFGGNALIATSFYVVQRTSAARLWGGNLAWFVFWGYQL
FIVLAATGYLLGVTQSKEYAEPEWYVDIWLTIIWLVYLAIFLGTVFKRKEPHIYVANWFYLSFIVTVAMLHLINNLSLPV
SIWGSKSVQVFSGVQDAMTQWWYGHNAVGFFLTAGFLGMMYYFVPKQAERPVYSYKLSIIHFWALIFLYIWAGPHHLHYT
ALPDWAGTLGMVFSIMLWMPSWGGMINGLMTLSGAWDKIRTDPIIRMMVVAVGFYGMSTFEGPMMSIRAVNSLSHYTDWT
IGHVHSGALGWNGMITFGALYFLAPRLWNKERLYSTTLVSWHFWLATIGIVLYAASMWVTGIMEGLMWREVDAQGFLVNS
FADTVAAKHPMYIVRALGGALYVAGGVIMCYNIWKTATSAPAKQPAAVAAPAE
>ANB37459.1 peptidase S41 [Rhodovulum sulfidophilum]SNK001
MAILEKHKILEKNASLLLVFSFLVVTVGGLVEIAPLFYLQNTIEKVEGMRPYSPMELEGRDIYVREGCYVCHSQMIRPMR
DEVERYGHYSLAAESMYDHPFQWGSKRTGPDLARVGGRYSDAWHVNHLRNPQSVVPESVMPKYAFLERRMIDPEHIADKL
RTHRAVGVPYTDEMIENAVADFNAQIDPYDDGADALLERYPGAQLRNFDGNEGISEMDALIAYLQMLGTLVDFSTFEPDA
SR
>ANB37460.1 cytochrome-c oxidase [Rhodovulum sulfidophilum]SNK001
METYSFMREFADSWMLLVLTLFFVGVVVWAFRPGSAKEHSDTANIPFRHEDQPAGTEDGATCHKEART
>ANB37461.1 cytochrome C oxidase Cbb3 [Rhodovulum sulfidophilum]SNK001
MSSSDHHTKPGEVGTTGHSWDGIEELNNPLPRWWLWTFYACIAFALIYSVLYPAWPLVKGATPGLLGYSTRAAVEVEIKE
YEDRNAELSSQLAAASMEDPAAIEAEPALYNYAVQGGASVFRTNCAQCHGSGAAGVQGQGYPSLLDDDWLWGGTLEDIYY
TVTNGVRNEDNMDARWSQMPSFGTDGLLTSGEIDQVVQYVRQISGQEHDAALASQGETVFLDNCAACHGEDGRGDRNVGA
PNLTDAIWLYGGDVATLTETVTKARFGVMPTWKERLSETERKAVAVYVHQLGGGE
>ANB37462.1 cytochrome c oxidase accessory protein CcoG [Rhodovulum sulfidophilum]SNK001
MSSTDQNPDRLYSAREPIFPRRVSGKFRSLKWWLLAICLGIYYLLPWMRWDRGPNLPDQAVLIDLANRRFFFFTIEIWPH
EFYFVAGLLIMAGLGLFLFTSALGRVWCGYFCPQTVWTDLFILVERWVEGDRNKRVKLWNARWDTRKWRLRLTKWALWLA
IAVATGGAWVFYFADAPTLLWNLVTFQAHAVAYSTILVLTLTTLILGGFMREQVCVYMCPWPRIQAAMMDEDTLTIGYRE
WRGEPRGKHRKAEGAAQLGDCIDCNACVNVCPMGIDIRDGQQLACITCGLCIDACDDVMDKVGKPRGLIDYMALSDEARE
RAGTPAKAVWRHVFRVRTIFYTLLWSAVGVGLMVALFIRPDIGMTVAPVRNPIFVTMSDGSIRNTYDVRVRNMHGEARDF
QLSVTPAEAFTISVEGAEDATFTVPADETLLKRVYIVAPAGSAPASASTSEVRIWLEGLAAEERTYDDTVFNGRGMK
>ANB37463.1 nitrogen fixation protein FixH [Rhodovulum sulfidophilum]SNK001
MGKELTGRKVLIFTVSAFAVVVGVNLTLAYQAVHTFPGLEVANSYVASQEFNTHLHEQQALGWTTSIDYDEAEKVLALRF
EDEAGKPVEVRDLDVLVGRATSVRDDRTPRMVYYNGAFSSPLDLGGGFWTIRVTAAAEDGTPFRQRLQLHVDG
>ANB37464.1 ATPase [Rhodovulum sulfidophilum]SNK001
MSAEMQMRPAACPACAVAPSAETLAAAGAAAPKEARLFLSLPTIHCAACISAVERALNGTAGVLDARVNLTLKRVAVEAG
PEVTADRLIEVLAAIGYEAHELDPGVIAATATDRAGRDILMRLAVSGFAMMNVMLLSVAVWSGAADATRDLFHWVSAMIA
LPTIVFAAQPFFRNAFAVLRHGRLNMDVPISLAIVLAAGMSLYETAQHGPHAYFDAALSLTFFLLAGRYLDHRTRAVARS
AAEELAALEVPRAQRRTGAGEETVPIAEIAVGDVVLVRPGGRVPVDGVVAEGQSEIDRSLLTGETLPAFAGPGMALSAGE
VNLTGPLAVTVTAAGQDSSLHRMADLVAVAESSRNRYTSLADRAARIYAPGVHLLSLLAFLVWLWISGGDLRLALNIAVA
VLIITCPCALGLAVPAVTTAASGRLFRRGLLIKDGTALERLAEIDAVVFDKTGTLTLGAPEPTNLGDHPRRDLEIALALA
EGSAHPLARALAEAARQAGLHPARVSDIREVPGYGVEGALGGETVRFGRAAWVGAGAAPGSETASWLRVGARAPVTFTFA
DRLRPGAETAVAELVALGMKVRLVSGDAPGPVADLAARLGISDWQAEALPEDKAAAVQALGDEGRRVLMVGDGLNDTAAL
AAAHVSISPASALDAARVASDIVLLGRDLAPLGGAVATARRATRRIRENFAISALYNMIAVPVALVGLATPLAAALAMSA
SSITVSLNALRLR
>ANB37465.1 cytochrome C oxidase subunit II [Rhodovulum sulfidophilum]SNK001
MQIIAYLIPVSLFLGGLGLGAFFWALRSHQFEDPEGDSRRILNDDWDEHPKP
>ANB37466.1 fumarylacetoacetate hydrolase [Rhodovulum sulfidophilum]SNK001
MTAYALPPPPVPSLAIAGDTARFPVRRIFCVGRNYAEHAREMGADGREPPFFFTKPADALVGDGADCPYPPATAALHHEA
ELVIALGQGGADIPAASALSHVWGYAPGNDLTRRDLQAEAKAARRPWDMAKGFDASAVCGALVPALRIGHPTRGRILCHV
EGQLRQDGDLSDMIWSVPEIVSHLSRLVALAPGDLIYTGTPAGVGPVGRNQTCSVEIEGLGRVTTRFS
>ANB37467.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]SNK001
MLERDCPKQKSGRPEAVKRQTHVRRASLCVRRALLFAILAIGMTVTASGLRAAPSAAFVVDARTGEVLHAKNADTRLHPA
SLTKMMTLYLAFEAIEHGEISPETMVKISSHAASEPPSKLGLRAGQRIKFKYLIRAAAIKSANDAATAIGEALEGSEAAF
ARRMNRTARAMGMNRTTFRNANGLTEKGHLSTARDMTILARHIVYDYPGYYNIFSRTNDDAGIRRVYSTNRRFLGSYSGA
DGIKTGYTNAAGYNLVGSARRGQERIIATVMGGRSTAARNAEVAKLLDLGFRKAPTRVAMRRPQKPPYLTGPARLAPVPP
VGKAPSVALLARSLRPQARPGLPAPSEEMIAALAADVSTAVSTAKAELTATPAASAEALAASILPRARPGRPSSPATPED
PPSGPAAQIAADTPPTLELASADAAVQTEIVSRLSSSGGRYWGINVGNYGSRYQAERVLLRTALQEMGILDNALRKVVQG
RRGFEANFVGMTEAEADQACRRLQSHGAACNTFGPPS
>ANB37468.1 HAD family hydrolase [Rhodovulum sulfidophilum]SNK001
MSGRITTIGFDADDTLWQNERFFRLTQSRFAELLADYAPSEALMARLLEAERRNVGHYGFGIKGFVLSMIETAIEVTEER
VPAAVIRKLLAAGQEMLRHPIELLPDAREAILALSGSHRILLITKGDLLDQERKLAQSGLGDLFDGVEIVSDKTAPRYGA
IFARHGDGATRAMMVGNSLKSDVIPAIEAGAWGVFVPHDLTWELEHADPPRTHARFAELQHLGELPDLITRLG
>ANB37469.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MTVSRLTLALQSGAVSVPPDGRIAVFDAPAGVNLSALPKDRVQIVQGFAPDHDAWAARGWDVAVAPEGAFAAALVVLPRA
KAAAQARLAEALALTGGGPVLVDGAKTDGVDSLLKALRKGGAEVSAPFAKAHGKTFSFGAEPAALAHWLPGEGGLIDRRY
RTLPGVFSADGIDRGSALLVGALQAPLKGRVADLGAGWGYVAAEALAAHPGIAEMHLIEADHAALSCARENVTDPRARFH
WADATVFKADRGFDTVLTNPPFHVSRTADPGLGRAFLAAAARLLAPHGQALIVANRHLPYERDLAGLFGETREIGAEAGF
KLLLARRPSRRPR
>ANB37470.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MSFSIQGKTAIVTGAANGLGLAIARHFADRGANVMFADRDEPRLVDECGRNAEGDSAVRYFAGDLRERLTIANLLSATID
AFDRIDILVNASRQMVLSDPLDPDNDGFDVMMEQNVMTSLRLSQIVSRRMIRQAGEAGQTEGQAGAIVNMSSIAATRTHG
ELLAYSVSCAALEQLTRSMAVALAPHRIRVNGVAFGSVMSASLQNILKDQPDYRSEIRNHTPLGRIAKASELSETVQFLS
SDAAQFMTGQILAVDGGRTLIDPVATPAH
>ANB37471.1 hypothetical protein A6024_05740 [Rhodovulum sulfidophilum]SNK001
MRAIALLLLLSLAACATPRQSCERAALYDLRVLDKLIRQSEQTIARGFAYRREPYERSRLDFCYGSWLGRNPAAGFTFCD
WPEIRVREVPVAVDLAAERRNLAELKAKRAETERRAARALADCAARYPAQAEAPAGAKK
>ANB37472.1 coproporphyrinogen III oxidase [Rhodovulum sulfidophilum]SNK001
MTEMFDDRKAQAATWFRNLRDEIVAAFEALEDGPAAEPEAGRAPGRFEVTETRRKSEDGGDVGGGLMSVMRSGRIFEKVG
VNVSTVHGTLNPKAQVAMAARKGLEGMREDPRFWASGISLVAHMQNPHSPAVHLNTRMFWTPHGWWFGGGTDLNPCLPRD
EDTAAFHGVLKAHCDRHDVAHYPRFKAWADEYFHVPHRGRARGVGGIFFDDLNSGDWAADFAFTQDVGRAFLPAFLPLVE
RRATTPWTEADRAAQLAHRGLYAEYNLLYDRGTRFGLETGHDPEAVLMSMPPLASWP
>ANB37473.1 hypothetical protein A6024_05750 [Rhodovulum sulfidophilum]SNK001
MALPSRDHSVSDLRLRAVDAAIAVMQARGDADFAMAELAAAAALTEARLATAFPDRDALLAELRRVSYDRLADRRSAIYE
APGGDPATRLMRGGQEYLDFARANPALYRLMFCDPADGGIARIIAEAMPAEALDALTEGVRRCQLQRGRRTDRARDLAFL
LWTTLHGVVVLALDTDDAANADAKWEKVAATVARLTELICAASDA
>ANB37474.1 uroporphyrinogen decarboxylase [Rhodovulum sulfidophilum]SNK001
MAETKKLLRALSGETMDVPPVWLMRQAGRYLPEYKATRAEAGDFLSLCYNSDLAAEVTLQPIRRYGFDAAILFADILLLP
QALGAELWFETGEGPRMSTITGAEGLKALKGKDDIHDHMAPVYETCRILSRELPKETTLIGFAGAPWTVATYMIAGRGTK
DQAPAHALRQEDEATFAALIELLTEATIEYLSKQVEAGCEVVKIFDSWAGSLKGEAFDKYALEPAKRIISEMKARHPGLP
CIAFPREAGDKYIGFAKATGADCVALDNSVSTEWAVENVQKDGCVQGNMAPKLMVTGGQELIDETKRIKEAFSKGPHIFN
LGHGITPDADPENVTIMLEALRG
>ANB37475.1 hydroxymethylbilane synthase [Rhodovulum sulfidophilum]SNK001
MAITLPSPASPLKIGTRGSPLALAQAYETRERLMKAFDLPEDAFEIVVINTIADRVLDRALKEIGGKGLFTKEIEDAMLA
GKIDIAVHSTKDMAVEQPEGLVLDTFLPRENYRDAFISKSVTSLKDLAEGAVVGTSSLRRRSQLLNYRPDLKVVEFRGNV
QTRLKKLEDGVAEATFLAMAGLNRLGMEDVAKSTIEPEEMLPAVAQGAIGIERRSDDAMAGHLLEALHDKATGEMMACER
AFLDALDGSCETPIGGLALHEGGNLWLRGEILRPDGSERIAGEDRAPIGDGAEMGFALGKKLREEAGEGFFDWD
>ANB37476.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SNK001
MDPIPYLTDLLGPAHVLTGEDTRRHAHDWTGKYKGTPRALLRPADRDQLAAIVTYAARHRLPVVPVAGNTGLAGGAYCDG
ALMVSVERLNRIREINPRARSATVEAGVILSQLHDAAEAQDLVFPLSFGARGSAMIGGVLSTNAGGSNVVRYGSTRGLCL
GLEAVLPDGRVMDVMSPLHKDNTGLDLKDLMIGAEGTLGIVTAAVLRLFPRPRAYATAMVAVSDLDAALDLLNRLQEATG
GAVEAFEYMPDDYMRQLFRLRPEMRPPFDRAYPISIMVEIGATAPRDATPGPDGRLPVVQLLEDTLGEGFERGEVLDAVI
AQNETQREEIWARREISAEICFSAAHVVDNDIALPLDRVGTFLERMTARLPQIDPAAESITVGHLGDGNLHYTVWASSGS
ADLKETIREAVEDEVAALDGSFSAEHGIGLSKLSTMARRKNPVALDAMRRIKAALDPEGIMNPGKLVPPAD
>ANB37477.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MADPILSLSEVTLTLAGNAGPVEILHGISLDVRPGETLGLVGPSGSGKSSLLMLMGGLERASAGRVTALGRDLTAMNEDQ
LARFRREHMGVVFQSFHLIPTMTALENVATPLELAGHRDAFERARDELCAVGLGARIDHYPSQMSGGEQQRVALARAAAP
RPHLLLADEPTGNLDGSNGAAIMELLFGLRDRHGATLVLVTHAADLAARCDRVIELADGRISGDAARRAAE
>ANB37478.1 drug:proton antiporter [Rhodovulum sulfidophilum]SNK001
MKLAVAARIARRELRGGLRGFYVFLACLALGVAAIAAVGSVRESIEAGLTREGAALLGGDAEMTLTYRFASDDERAWMEG
VSDALSEVVDFRSMVAVRHDGETERGLTQVKAVDDAYPLYGQVVLDPPMPLDRAIAGNGAVMERVLADRLGLEPGDSFRL
GTADYTLSAVLLREPDGAGAGFGLGPRLILRKAALEPSGLLAPGTLYEVKYRLKLPPGHDIAALERAAESRFADRGVRWR
DARNGAPGMTRFVDRMASFLVLVGLAGLAVGGVGVSAAVRAYIDGKTEVVAILKTLGAEGSTILAVYLMQIGALAGLGIA
IGLGLGALLPLAAGPFLAAQLPVPAEFTVHAGPLAEAALYGVLTALLFTLWPLARTEEMRAAALFRDASGRVRAWPRLRY
VAATLGLAAALIGTAAWFSGVPKLAFWAAAGILGALGLLVLAAAALRRIARAAARARVLRGRTALRLALGAVGGPGGETA
SVVLSLGLGLSILAAIGQIDSNLRGAIQQELPERAPSYFVVDIQPGQLEGFLARLGRDPGVSRVETAPMLRGVLTRINGR
PAREVAGDHWVVRGDRGVTYADRPPENTVVTDGLWWPSGYDGPPQVSFAREEAGEIGLKLGDEITVNILGRDITATVTSF
REVDFSTAGIGFVMTMDPAAVQGAPHTHIATIYAEPSAEAAILRDLASAYPNITAIRIKDALDRVAEVLSGLAAAIAYGA
SATLVTGVIVLIGAAAAGQRARVFEAAVLKTVGAVRGQILAYFALRSAMLGAAAGTVAILAGGVAGWAVMRFVMEGEYRF
EPVSALAIVLGGALATLLAGLAFAWRPLAARPARVLRARE
>ANB37479.1 hypothetical protein A6024_05785 [Rhodovulum sulfidophilum]SNK001
MTSTDPPLGPALLTLATGAAGAALAAFLHMPAPFIIGPALSVTIAALAGLRAELPRGFRDTCFMVMGVNLGASVTPEAID
TAIRWPLSLVVLTISVLTIIGLGARLLRRLFGFDPMSALLTATPGHLSFVLSLSTDLRADLPRVTMIQTVRVLALILLVP
FLAPLLGHGDLPALPPQTAPAMSLLVLVPLLALAGTLGLALDRLRVPAGLLLGGMGLSALGHATGTVSGAVPAWLSVPAF
IAMGTLIGTRFSGVTPRMLLQSLGAASLLTGFAALVSLVAAALVAKLLGLPMLSALIAFAPGGLETMMAMSLLLNADPAY
VTTHHVFRLLMLTVALPLLVARTRARLAREAAPAPPPPG
>ANB37480.1 UDP-glucose 6-dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKIAMVGTGYVGLVSGVCFSDFGHEVVCIDKDPRKIEMLMRGEVPIYEPGLEAVMARNVAAGRLSFSGDLAAAVAGADAV
FIAVGTPTRRGDGHADLSYVMAAAEEIANAMTGYCVIVTKSTVPVGTNRQVAEVVSKANPAAEFDVASNPEFLREGAAID
DFMRPDRVVVGVESERARAVMADIYRPLFLREFPIVYTDLESAEMIKYAANAFLAAKITFINEMAMLCEKVGADIKAVSK
GMGLDGRIGNKFLHAGPGYGGSCFPKDTNALARIGQDHASPCAITETVIEVNDRVKRRMVDKVVDLCGGSVNGKTVAVLG
VTFKPNTDDMREAPALTIVPALVGGGAKVRVIDPQGRREGEHLLPGVDWVEDPYAAATGADALVILTEWNEFRALDLAQL
AQAMATPRLADLRNIYPPEDVRQAGFEAYVAVGRRGFGLGS
>ANB37481.1 hypothetical protein A6024_05795 [Rhodovulum sulfidophilum]SNK001
MWRSAAGVSGSGAEALGGDAFFVLSKLGWALLRPDTLILLSLGFGLLLLWRGRFGAGRAVLGLVLIALLVLSLTPLAPRA
MARLEAAYPVPAIEGRPVAGIVVLGGGEEPAISVAHGEPTVNEAGDRFLAALALSRRFPEAPVLFTGRSGRIRPAAIPEA
NVAAALLLRAGLDPSRLILEDASRNTAENARLAAELAPDRPGDWVLVTSAFHMRRAVATFCAAGWRDILPYPVDFRTAPG
FRASPGLPENLGLLTLTLHEVLGFAVYRASGLAADPLPEGCLAG
>ANB37482.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]SNK001
MSPRPHLVLIGGGHAHALVLRGAPLPPDISVTLIDPSPKAAYSGMLPGFVAGHYPRAALEIDLARLATAAGARFITGRAE
GIDRARRHVLVAGQAPVPYDILSLDIGITSDLPDLVGFADHAVPAKPLGRFADRWAGFLAGVAAGRSAPRVAVIGAGVAG
VELALAAWYRLARDGAAPEVTLIDAADEILRELRPGARAALLAAIGRAGIALRTGGRIARVGPEGVTLATGETIPAAFVI
GAAGARPQGWLAEAGLRLTDGFVTVDRTLRSVSDPRVFAAGDCAHLSHAPQPKAGVFAVREAPILRRNLIAALTGGRMRA
YRPQRHYLKLVSMGEKRAAADRLALRIEGRWVWRWKDRIDRGFMRRFHDLPPAGRR
>ANB37483.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MNVKALICALLLPLPALGQGFAGLGGTAEGYALPDPAARLEFPRDHGAHPGFRIEWWYVTANLEGEDGKEYGIQWTLFRS
ALAPGDPGTGWQNRTAWMGHAAVTSADTHKSAERLARGGIGQAGVTLAPFRAEIDDWHLVSTADPGADPLSAARLGASGT
GFAYDLDLVATGPLVLQGARGYSVKSRDGQASHYYSQPFYRAEGRLIFPDRTVRVTGRAWLDREWSSQPLAADQTGWDWL
SLHLDGGAKLMVFRLRGAGDDFLTGTWIAPDGTPAPLPPGAVEMIPKAETQLDGRSIPTLWQIRLPARGLDITVTALQPG
AWNATRVPYWEGPVTARGSHPGEGYLEMTGY
>ANB37484.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MLLSLSDIGKGYETGGARVEVLGGVDLALAPGETVALTGESGSGKSTLLHLCAGLDRADRGRIEVAGQDLTHASELRLAA
LRRETVGLVFQQFNLIPSLDVAANLAFQARLAGRHDPDRAAKLADRLGLSGLLSRYPEQLSGGQQQRVAIGRALAIRPAL
LLADEPTGNLDEATGDAVMELMLELVAEAGAGLLMVTHSPRLAARLGRRVHLAGGRLAA
>ANB37485.1 sulfurtransferase [Rhodovulum sulfidophilum]SNK001
MTLDRAVMMFAGCMILLSLGLGTWVSPLWYLLTAFVGLNMMQASVTGFCPAAILFRRLGIRPGTVFD
>ANB37486.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSHLTKDKPKLLARVRRLKGQIEAIERAIEAEKDCGAILQLVASVRGATAGLTQELIEDHLRHHVILVEDETGREQGGAE
LASVLRTYLK
>ANB37487.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]SNK001
MSLDQIVVLALLAIVFLSFIKETYPPEVTALAASAALLATGIIGTGDFLTVFGSSAPITIAMMFIISAALERTGVLATLG
EFMTARAGGSYLRALFLMMIVTVLASAFMNNTPVVILLTPVMISVAASVGVAPSRMLIPLSFSAIFGGTLTLVGTSTNIL
MSGVARETGQPPISMFEMTLPGMIFVLVGMAYLAIAGRFLLPDRQSLAHLVGRETRRRFLARLLIPAGSRYIGKRLDDLP
FNTAETRILDVIRGEVSMRRRLDDLELERGDRLVLKTGTGEILGLKENGQVAFRDLSDRGVEPVTADQTVTLEASIGPNS
ILRGRPLGELRLRRNYGVYVMAVHRADRNLSERTDDIRLQFADTLLLEGPAEGLRRLVEDGGVVNLSAPSERPMRRAKAP
VAIATMMAVVGLAAFDVMPIAGLAVIGAVAVMLTRCVDPEEAFNAIDWRILFLIFGMLGLSKGMEETGTAQLIVDWVVGL
LGGFGPLAILAAVYVLTSALTEMISNNAVAVLVGPIVIGLAVQLGVDPRPFIMAVMFAASASFATPIGYQTNTFVYGAGG
YRFRDFLKVGLPLNIIFAVVAVGVIPLFFPF
>ANB37488.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MITQKTKYALKAMIALAEEAAGAGEALTIEQISQRSGAPKRFLEHILLDLKRTGYLGSRRGRSGGYLLIKEPRQVSIGEL
LREVDGPIAPLPCLSRRAYQPCEDCEDEESCRIRRLFGQVFYAYLLLIESLTLADLLESPERIERLVADAALPPV
>ANB37489.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]SNK001
MQNREVTKAIFPVAGLGTRFLPATKSIPKEIMTLVDRPLIQYAIDEARAAGITDFIFVTSRGKSALEDYFDHAPHLEDSL
RSKGKDDLLEILRSTDMESGAIAYIRQKRAMGLGHAVWCARRLIGNEPFAVILPDDVIAAETPCLQQMTEAYRETGANMV
AAMEVPPEKASAYGILDIARDMGDRVLVKGMVEKPALEEAPSNLAVIGRYILTPKVLHNLDQNLRHERFGAGGELQLTDA
IAQEIDGQGVYGYRFGGQRFDCGSKAGFLQATVSFALARPELKGEFEDYLRDMFARPEAAE
>ANB37490.1 hypothetical protein A6024_05850 [Rhodovulum sulfidophilum]SNK001
MEKVDRKTAREVLEYCLTKPDHPSSGEKNRLEAVFPSSGQAERMNRSVREVGGKCFHHDPNDQLRRQLAAVMASENFDRR
LKTLGGDMSREDICKIRISEPVRSLLVPIRQMPGPDS
>ANB37491.1 hypothetical protein A6024_05855 [Rhodovulum sulfidophilum]SNK001
MFTNGNDHETIVPSGSAQTFDALGGFDTVTIDATSLLAGLSGTLLGTTWSSTYNSVSLSIANVEQLVVIGGAGNDEITGD
DGNDTLLGGTGNDYLNGEGGTDLINGGAGNDEIWAHGGDTVIGGAGTDMLHLVLGPGAGQSIDLTTGAGTGVTWSGFERI
GASLSGGERDVYAGFLLADIDGAGCLHLDYSGTDLGGRTAVSVNLDVSGGTIHLSDSSTQSFGIYGFDDFDIVGSAGNDL
IDISEAGGGTVDGGAGNDTIWGSFESSILDGGDGHDQIHGCSDYDILHGGNGNDTIYGYLYSVSELWGDDGDDYLDSGDS
DGELHGGAGSDTLIAGEGAPLLDGGSGDDYIYTQLGQDRIYGGTGNDTLVIMAPYYHIDYDLDISQGGDIRGIEYADITL
AEGNDTIRIGIASAYIDGTGGTDHLILDYSETDENGRTATAVVFDLAANASIATLTDSSTISCNLDLDLFTVIGSGGHDW
IDGSIATQACTFEGGKGADTLLGGSGNDTITGGGGNDTIEGGAGNDRLEGGYGNDRIDAGTGNDILIGGAWDDILNGGSG
NDTFLYGTGANGYDMVDGGAGAADRILATADNVTIGLGGLVGVEIVDADRHVGVVLQGSGGHNLLDFSGTALSGIEHIDG
GSGSDTIIGSAGDDVIIGGRGNDNLSGGAGGDILTGMAGADIFDFNVASHSNGANIDRITDFVRGEDLLDLSGIDANSGL
AGDQDFDFIGTAAFSGTAGELRADLTAVPGMTVILADISGNGAVDLEIRLDGLYSLAVTDFLL
>ANB37492.1 hypothetical protein A6024_05860 [Rhodovulum sulfidophilum]SNK001
MTIRPATASDYGPIARLLDAAFGRPDEARLVAALRSGKAMAREWVLANDKEEIRAYLALVHMVEPRGWYALAPVAVAPGS
QGLGLGGRLIHAALEVVEGPVVVLGEPGYYTRFGFSVGRAANLVSPYPLDVTAIYEPDPSGPPPLLRLVYAPAFGA
>ANB37493.1 molecular chaperone GroEL [Rhodovulum sulfidophilum]SNK001
MAAKDVKFDTDARNRMLKGVNILADAVKVTLGPKGRNVVIEKSFGAPRITKDGVTVAKEIELEDKFENMGAQMVKEVASR
TNDEAGDGTTTATVLAQAIVKEGTKAVAAGMNPMDLKRGIDMATAKVVEAIKAAARPVNDSDEVAQVGTISANGEANIGR
FIADAMQKVGNDGVITVEENKGMETEVEVVEGMQFDRGYLSPYFVTNPDKMVADLEDCLILLHEKKLSSLQPMVPLLESV
IQSQKPLLIIAEDVEGEALATLVVNKLRGGLKIAAVKAPGFGDRRKAMLQDIAILTGGQVISEDLGMKLENVTMDMLGQA
KKVTITKDETTIIDGHGDKAEIEARVSQIRQNIEETSSDYDREKLQERVAKLAGGVAVIRVGGLTEVEVKERKDRVDDAL
NATRAAVQEGVIVGGGVALVQGAKVLEGLTGDNSDQNAGIAIVRRALESPLRQIAENAGVDGAVVAGKIRESDDTHFGFN
AQTEEYGDMFKFGVIDPAKVTRTALEDAASVAGLLITTEAMVADKPEPKGAPAAGGGMPDMGGMGGMM
>ANB37494.1 co-chaperone GroES [Rhodovulum sulfidophilum]SNK001
MAFKPLHDRVLVRRVESDEKTKGGLIIPDSAKEKPAEGEVIACGEGARKDSGELIEMAVKAGDRVLFGKWSGTEVTIEGE
ELLIMKESDILGIIA
>ANB37495.1 manganese-dependent inorganic pyrophosphatase [Rhodovulum sulfidophilum]SNK001
MTIKVLGHKAPDTDSTGSPLIWAWYLSEIKGQPAEAKLLGEPNTEAKFVLNRWGFEQPEIIADVAPGEDVVIVDTNNLAE
LPSRINEANVIAIIDHHLLQGGLKTRSPIEITVRPVACTATIMFDLMGEDAAKMPDNIKGAMLSCILSDTLEFRSPTTTP
ADTAVAGRLAAELDVSIPDYAAEMFAAKSDVSAFSDAELLRMDSKQYEVAGKKFRVSVLETTSPGTVLDRKDSLMQAMTG
VAEEDGADQVLLFVVDILKQEATLLVPNDLVKAVAEKSFAVTVAGDTVMLPGIVSRKKQIIPNLQL
>ANB37496.1 HAD family hydrolase [Rhodovulum sulfidophilum]SNK001
MTPIIESLDEVSSRYKALFVDLWGCVHNGREPFAEAVAALQRYRARGGKVVLITNAPRHRKAVEGQLEEIGVARDSWDTI
ATSGDSARAAMFRGIVGKRVYFMGIDFDLTFFDPIGIVRDPVEIERVPLEEAEGIVCTGPFDSHADPDVLRPQLLYAKQK
GLKLLCANPDVVVDRGETREWCAGAIAELYTKMGGESLYFGKPQPPIYDLARQRLAEFADVSDAEILCIGDGIRTDIAGA
IGEDLDSLFISGGLAAAETGTRNQPDPEQLEAFLKQHMASPTYAIGFLR
>ANB37497.1 (R)-hydratase [Rhodovulum sulfidophilum]SNK001
MLDNMPRGTICIEELEIGMRRHLRKQVTDRDIEMFAEVSTDCNPVHLDDDYAMETVFEGRIAHGMLTAGLISAVIGEQLP
GHGTIYLGQTLKFIAPVRPGDTVLAEVEVKSIDHSRRRVTLDCRCLVDGKPVLKGEAVVLAPSKKFD
>ANB37498.1 threonine aldolase [Rhodovulum sulfidophilum]SNK001
MHFASDNTSPVPPQILDALIAANHGYAMPYGSDAIMAEVRTMIREIFEAPEAEVYLVATGSAANALALSVLCPPWATVFC
HRNAHIEEDECGAPEFFTGGAKLTLVEGADAKMTPEALREAIAHAARAGVHNVQRGAVSITNATEQGTVYSAAEVSALAD
VAADYGLPVHMDGARFANALMRSGATPAEMTWKAGIDILSFGGTKNGCMGVEAVVLFDPAHAWEFELRRKRGGHLFSKHR
YLSAQMAAYLKDGLWLKLAARANDAATRLSEGLAAHDSARLLHPTEANAVFAAFPREAHRRAHAAGAQYYLWPMDCSLDG
PGDEVLSARLVCSWCTTDEEVDALLAIVRGD
>ANB37499.1 2-hydroxychromene-2-carboxylate isomerase [Rhodovulum sulfidophilum]SNK001
MAHIDYFFTVISPYAYLAGNRLEEIAARHGATVTYKPVDMMALFGRTGGTPLPQRAEARKAYRLQELRRQSVKTGLKLSL
APAHFPTNPAPAAYAIIAAQATGEGDPGQLVHALTRACWAEDRNVAEDEVIRDCLKAAGFDPGLADRGLLAGAETYAANL
EEATARGVFGAPFYITDGDERFWGQDRLDDLDQHLAGKL
>ANB37500.1 phosphoribosylpyrophosphate synthetase [Rhodovulum sulfidophilum]SNK001
MHNIHEPKLISGNANRPLASAIARRMSMHRGISVDLVDARVERFNDQEIFVEVYENVRGEDMFVIQPTSNPANDNLMELM
IMADALRRSSAARITAVIPYFGYARQDRRTKARTPISAKLVANLLTESGIERVLTMDLHAAQIQGFFDIPVDNLYASPIF
ALDIAHEFNGLASKTTVVSPDVGGVTRARELAQRIGSGLAIVDKRRVRPGEVAEMTVIGDVEGQICFIVDDLCDTAGTLC
KAADKLIEAGAEEVHAYITHGVFSGPAVERIRNSKLKSVVVTDSIQPTEAILGTPNIRIVPTAPLFAQAIMNIWQGTSVS
SLFEHETLVPIYEGLYAPRRG
>ANB37501.1 hypothetical protein A6024_05915 [Rhodovulum sulfidophilum]SNK001
MSRPSRCIRASPRSIRRAAGAHARRLVDPAGALVLPRLALQAWVELTENHAVFAWLVFRRRSSPAHPG
>ANB37502.1 potassium transporter [Rhodovulum sulfidophilum]SNK001
MDSFLLPALICLAAAVIAVPLAARLGLGSVLGYLAAGIAIGPALALLDAEVEDIRHVAEFGVVLMLFLIGLELEPKTLWR
MRTRLVGLGGLQVTLTTLAIMAAAIPALGLDWRPALAVGLVFALSSTAIVLQTLSEKGLMPTNGGRASFSVLLAQDIAVI
PMLVALPLLVAAPKAKIAPDGSVIRPALEAAPHGGSFSLVAGLPGWGVALVTLGAVAAVILAGHYLIRPVFRFVNMAHLR
EMYTALALLLVIGIAVLMGMVGLSPALGTFLAGVVLADSEFRHDLESNIEPFKGLLLGLFFITVGAGIDFQVLLADPAGI
FALALGVMVVKGLVLAALGRLFGLKGRDRWLFTLGLAQAGEFGFVILGLAVQQDVLSQRLTQTLLLVIALTMLMTPLFFF
VYEMLSKRFAVAGIGTDRAPDRIDERNPILIAGIGRFGQVVQRMLQMSGYPATMLDDDLPTINLMRKFGIKGFFGNPTRP
ETLMAAGLGTARVFVVALDDPAATTRVVRYARGVRPDLTIIARARDRAHVYALYRAGADKIVRELFDSSLRVARYSLEAM
GLSATEARDRESAYYDFDRRMVRELADLWKPGVPTARNEPYMRRARELNGELDTALLSRRARRRAAEEAAAEEAAAEAAA
EASAEIRD
>ANB37503.1 hypothetical protein A6024_05925 [Rhodovulum sulfidophilum]SNK001
MKPDFALTLAEDGIGLQHRAKAGWRSLGEVSLHDPGLAETLRLLRATAGNLAEGRPLVALVIPDSQILYTELPVEGESRA
EKRASLLRGLDGLTPYPVGELVFDWQETGGRARLAVVARETLAEAEAFAQAHQFDPVSFVARPPAAQFEGEASFGPTAAA
ATLLAENKPAAPAQGARKSPRPTTEAKPAPETKPEPEAKTVPEARPAPKAEPAAKAEPAPKADPAPPPMPERKPADAVAP
PSPPPAADPAPTATAAPAAPASPAARPVSSVGPASPVAAAPSASRPPRPEAPAGTGQSAAAPPRAGTERRASGSLRPEPQ
PMRGLDLSAAARPSAGPEPIQILKLGGAVIAVVAAIAAGAILLPRDETPAPAPDATAGLVAPSGADLSQAEAPDRQPPFD
AAANNDPRAEGSSSAPLAGTATGTGTPASPVPAPLSEAEALEAYASTGMWQRAPDPMSAPPQDRIEDLYVAGIDQAVRPP
EAGLLPDPQIARSDDRPLPMQADPPGPDQTFELDERGLVEATPEGALTPDGVTVFRGAPAVVPSARPADLVPEPEPMTVP
APGDTADGAEITAEGVPVYGVRPETTPPGRPVDLAPPAGTAADAPDDRAEAPAGEDATAAPGETDPRPSARPAPRTAEAS
PPAVVPADPEVAARIASHTPRARPATVLARAGAPATAVPGTHPQARPENLAPPPTLDTDAAVTAALDDLADGEGEAASDL
PENALSASLRPASRPSDFEDRVQSAMAVAVQPAIPTAASVARQATLPDAINLRDLNLIGVYGTSADRRALLRLPSGRFVK
VKVGDKIDGGQVAAIGDTQLRYVKRGRNIVLDLPGG
>ANB37504.1 O-acetylhomoserine aminocarboxypropyltransferase [Rhodovulum sulfidophilum]SNK001
MSEDRPYGFDTLQIHAGAKPDPATGARQVPIYQTTSYVFRDAEHAAALFGLKEVGFIYSRLTNPTVQALAERVAALEGGA
GAVCCSSGHAAQIMALFPLMAPGRNVVASTRLYGGTVTQFSQTIKRFGWSARFVDFDDLDAVKAAIDDDTRAVFCESVAN
PGGYVTDLDAISKISDTAGLPLIVDNTSATPYLCRPIEHGATLVVHSATKYLTGNGTVTGGVVVDSGKFDWSASDKFPSL
SEPEPAYHGLNFHQTFGPAAFTFHSIAVGLRDLGMTMNPQGAHYTLMGIETLSLRMERHCANAIKVAGWLEGHPKVARVT
YAGLPSSPYADRARRICPKGTGGLFTFALKDGYDACVKFVDSVRLLSHVANLGDTRSLVIHSASTTHAQLTEAQQIAAGA
NPEVVRVSIGIEDADDLIADLEQALAQI
>ANB37505.1 adenylyltransferase [Rhodovulum sulfidophilum]SNK001
MSISNLAPIPELYVSYESAQKLKVEAGDLSSWDLTPRQICDLELLMNGGFNPLKGFLDEADYDSVVERMRLEDGTLWPMP
VTLDVSAEFADKIEIGQDIALRDQEGVILATMTVTSRWEPDKHREAEKVFGADDLAHPAVYYLHHSAGRIYLGGPITGIQ
QPVHYDFRARRDTPNELRAYFRKLGWRRIVAFQTRNPLHRAHQELTFRAAREAQANLLIHPVVGMTKPGDVDHFTRVRCY
EAVLDKYPQATTTMSLLNLAMRMAGPREAVWHGLIRKNHGCTHFIVGRDHAGPGKNSAGEDFYGPYDAQELFRKHQDEIG
IEMVDFRHMVYVQERAQYEPADEIEDGVTVLNISGTELRRRLAEGLEIPEWFSFPEVVSELRKTRPARSKQGFTVFFTGL
SGSGKSTIANAVMVKLMEMGGRPVTLLDGDVVRKHLSSELGFSKEHRDINIRRIGYVASEITKNGGIAICAPIAPYSATR
RGVREMIEAYGAFCEVHVATPLEECEKRDRKGLYKLAREGKIKEFTGISDPYEAPETPELAVDTTGLDVDNCAQQVILKL
EQMGLIAGR
>ANB37506.1 thioredoxin-disulfide reductase [Rhodovulum sulfidophilum]SNK001
MTKQRHVRVLIIGSGPAGYTAAVYASRAMLEPVLIQGIQPGGQLTITTEVENWPGETEIQGPELMQKMEAHARAMGAEIV
SDYISRLDLSKRPFTAIADSGTTYTCDALILATGAQAKWLGLPSEEKFKGFGVSACATCDGFFYRGQEVAVIGGGNAAVE
EALFLTRFASKVTLIHRRGELRAEKVLQKRLFANPKVEILWDHNLDEVTGSEDPLGVEGIRVKHVQTGETREIACKGVFI
AIGHAPASELVSDQLETHMGGYVVTAPDSTATSIPGVFAAGDLTDHKYRQAVTSAGMGCMAALEVERFLAEAGLDEGKDI
SLPLGYGAEVPQDA
>ANB37507.1 hypothetical protein A6024_05955 [Rhodovulum sulfidophilum]SNK001
MFRYVLAAVAGLMTAPGLQAQEVAQQTVSDEMTPQCAVVDSSRIVSVVVCDGPRDEAAFAEAGRAACGARRPCGA
>ANB37508.1 hypothetical protein A6024_05960 [Rhodovulum sulfidophilum]SNK001
MNTTLRGAAAVICILFGAGTASAAVIDLGFVLDGSDSMSPYDFDSATAALSAALSKIPTSGDNEYRVAVTSYGSSSYTVV
PPTVVTAANIASIQSTVLTAYKDGGGTDTAGAITYITDLFLDDGLGDTTLINITTDGTPNSQYLTENAALAANTAGVDGI
SLEAVGSGVSSPYALSNMARIAGLGTSGDADAGVIAADLDSVPNATETGFVIPVADFDAYGAAIEAKIDQVIDDTGGDTG
VVPLPTAMPMRLAGLGVFGFVRRRQTAG
>ANB37509.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPGSRLDAIDRKILAELQADGRMTNVELARRVGISAPPCLRRVRTLEEAGFIRGYHADINTRELGFEVQVFAMVGLQSQA
EADLSRFEARCRAWPLVRECHMLNGEVDFILKCVAPDLSSFQSFLTEELTAAENVASVKTSLVIRCAKDEPGVPFEVLEA
RLSKSA
>ANB37510.1 hypothetical protein A6024_05970 [Rhodovulum sulfidophilum]SNK001
MGTHFGGAFGFVPQQALTASPVARPQPPMRRYEVWGITPDGNPQSFIRAMPADPHVDEAFCAFAHGTLIATPQGPVAVED
LVPGMEVDTAGAGARPLLWVGSTVLAPPAGQRGEIAMLTRLTADSLGLGRPMPDLVLGPRARLLMRHPRCHALTGAEAAF
APATGFVDGTALIALRVVRPTRVYHLALNGQQVLLANGVEVESYHPGENAGLLIDNGNRPRFLSMFPHVSGFDGFGPMQV
PRLTVFEMEKLNAA
>ANB37511.1 hypothetical protein A6024_05975 [Rhodovulum sulfidophilum]SNK001
MAGAWLQEKGSGLLAFSHEANRDRTWDSRWGYNSLYVEYGMTPKLTLGLDAGQGDDADDWKAIAFLRFATELGWMPGRLA
TEFGAGAAGAPGGLTEPVIRTGVSWGTGFTTPDGTGWINLDARTDTRPQSALVDYKLDITLGVMPNPRTQLTLELWGEDS
ATEARRVKLSPAVSRRIGKGTWLRFGGIFGIHNDRSIGLVIGSRIEF
>ANB37512.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]SNK001
MAGTIITIAQQKGGSGKTTLAANLAVAFRRRGLAVALIDTDPQGSLGRWFMTRIEGREAPDMEFSTASAWGVGYETGKLA
RDHDVVLIDTPPKADSDLRPALRAADLVLVPVAASHVDLWATEGVLDLARREDKPAIVVLNRLKAKTRLAAEIAEIAGGM
DADLATVRLANRVSYAETLGRGLGVQEAGRRGPGADEIEALAEEVLVALAD
>ANB37513.1 hypothetical protein A6024_05985 [Rhodovulum sulfidophilum]SNK001
MSRAFLVLGAAMRGAGRPGPALIRRAEHAAALWRAAPETLVVTSGAGGEAEAAAAICRAAGVPPERLICESAARSTAENI
AFCCPILALSGICRVTLVTDGYHAPRALFLARRAGLSADASCPPRPPGPPGRRVLVLLREGAAIAKALALSATGRP
>ANB37514.1 hypothetical protein A6024_05990 [Rhodovulum sulfidophilum]SNK001
MQGTGITVGQRAILEALSEAKSATAPMLTDWLDMKRQFVARELKALLEAGMIDKTPNPDRARSFLYRLTPESAELIGAIR
EREVRTFAAFSDQFTEDELLAFRKIMEALYANMLAGKNRDTQQEDSSPS
>ANB37515.1 DUF1992 domain-containing protein [Rhodovulum sulfidophilum]SNK001
MSFDKLAERQILKAQAEGALDHLEGEGKPLSVRPHEDAVGIGMRIMAEAGTLPREFELKKAVDKQFLVLQATTGALERKA
EMKKLADLTLRLEIEREARRSFFK
>ANB37516.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]SNK001
MPQITPQADLQTVITTFEVTPGTCQDLLDELQDTFAAFISKQPGFIGAALHVNDAQTRIANYSQWRRREDFQAMLRSDEM
RGHTRRFAELCKSFEPVMYEVAASYD
>ANB37517.1 universal stress protein [Rhodovulum sulfidophilum]SNK001
MYANILVPVAIDHAPDLGDVLEIARRLRAEAGTITVLTVAEAIPPYVSQYLPEGQEEETRAAIRQELAGALAGVSDIGIR
VVTGHAGITIVDYAERHGVDLIVMHSHRPDLTDYFLGSTAARVVRHAPCAVHVVR
>ANB37518.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRLRHRQVEAFRSVMMTGGITSAAAAMHVTQPAVSRLIRDLEETIGLSLFQRRGARLDPTPEASLLYREVERLYLGLDQI
AQAAEDIRDHKNIVIRIGTVTSLVRPYLQRAIRDVIGDRRDVPLVIDVENSRHVWEMVENAQYDIGFVYRRQRMDDRARP
LRQMTAVAAVPPGHPLAGRAVCTPDDLAGERLLIPGRNSPARLALDSALAQAAGAPASLMESSMLNCCHFAADGMGVAIV
DEISIRAARANAGAALVAIPFRPEIGVGYYAIRPPGAHRIAILDAIVAHLEAQLNAPAQD
>ANB37519.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MKRFASVAILAASAAFLPWVVSAQSLTVGLAASTTSMDPQFYVVGPNSAMARNIFDGLVNQDDKQQIQPALAVSWSVIDD
TTWEFRLREGVTFHDGSDFTAEDVVASLNRVPMASKNSPSSFMPYVKAITSVEAVDPMTVRITTAAPTPLLPNDLSRIAI
LPAEDAEVTTEEMNAGKGVIGTGPFEFVSWVPDSEVKVTRNDAYWAGPAAWEEVTFKVFKNNSARVAAMLSGDVDMIESI
PTADTRRLKSADDLKVVSVAGNRVMYLHMDQGREVSPFATGPDGRNPLRDARVRRALSLSLNREAIVDRIMDGQGVPAGQ
LVPEGYFGYDPSIKVDPYDPAKAKELLAEAGYPDGFKLTFHASNDRYPNDSRVAQAIGQFFSRIGIDTSVETLPASVYFS
RASNLEFSFIMGGAAVETGEASGVLGPLLETYGDSAGRGNRGRYSNPDFDAALQQARQTLDAPTRRGLLQKATRIAMTDL
GVIPVFYLANTWALEDGLSYPGRSDGYTLAYEVTAE
>ANB37520.1 dihydrodipicolinate synthase family protein [Rhodovulum sulfidophilum]SNK001
MSASREPGFHGVFPYLVSPLDASGGVREGVMVALVERLIAAGVHGLAPLGSTGEFAYLSNDQRLAVARAVIRAAKGRVPV
VPGVASTSTADAVAQTRAMVAAGADGILAILDAYFPVGEAGVAAYFTAIAEAAEGLPVVLYTNPNFQRSDLTLPVIDRLS
RVPNIRYIKDASSNTGRLLSILNRCGDRIEVFAASAHIPACVMMIGGVGWMAGPACIVPEQSIALYEAARAGDWERAMDL
QRPLWRINELFARYSLAACIKAALEVQGFEVGDPVAPQTPLDAVARGELAQVLGAIGAL
>ANB37521.1 nucleoside hydrolase [Rhodovulum sulfidophilum]SNK001
MTTPIPVIFDCDPGIDDAIALLGAFAAPELDIRAILAVCGNQPLERTLRNALQICELGGREDIPVHAGAHRPLCRDPIHG
KFHGENGLGDTLLPDPLKRPEPVGAVEALIDHLGQAARSAGPKITLCCLGPLTDLALALRLAPDIAAGIERVVMMGGAFR
EPGNRSLTSEFNMLADPHAAAIVFAAGLPMTVLGLDATHQVMLRPEHVASFAAVSGRISRSVAGLMAFWDRNDPQRYGSR
GGPLHDPLVTAFLLAPELFETRPARVFVETESPLCLGQTVADWFGKTGAPANADIAIGVDAGGVIELYLELLARYGTGAA
A
>ANB37522.1 nucleoside hydrolase [Rhodovulum sulfidophilum]SNK001
MRRIPVIIDTDPGVDDAAAILMALGSPELDVLGITTVAGNVGLSATLTNACRIVGLTGRTDLPVMAGARGPLMRDQVFGK
YAAIGAFPVPLLGGPAVVPSSENAVRFIARTARAAAEAGTPLTICAIGPLTNIALALGMHPDVGRGIRRIVCMGGAIATQ
GHRTPWAEFNIYADPHAAEIVFGSGVPLVLFPLDVTTQALFTEAHVAEFRARGGAAGRALANLLTEYDRSDPERYGRPGG
PLHDPMTIAWLLRPELFTGRAARIGVQVGGATSGSTFADFKAPSPRSAVITGVDEAAYVALVLDRIAAHGAGRAAASQKM
ETE
>ANB37523.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSGYLFSRLLQTLVTLFVMSVLVFGGLHMVGNPVDVLLSPTATPAERLEVIRSFGLDQPVWVQYWIFLKNALSGDLGNSF
VYNQPALHLILQRMPATLELAAAALIMALAIGLPLGVYAGLRPNGVLAKSIMAFSILGFSLPTFWIGLVMIMVFAVQLGW
LPSSGRGDTVDVFGVPLSLFTLDGLAHLALPAFNLALFKISLVIRITRAGVLETMQLDFVRFARAKGLPERRIVRVHVLK
NTLIPLITVIGLELGSLIAFAVVTETIFAWPGMGKLIIDSIAVLDRPVILAYLMITVVMFSLINLTVDILYSLVDPRVRL
EGN
>ANB37524.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAAPSETARSETARSVHAGAAAAPASVSPFRQTMGKLLRDPLALTGLVIVTLLMIGAVFAPLIAPQDPYDLAQLDIMDGR
LGPGSQSMTGMVYLLGTDDQGRDLFSAILFGLRTSILVGLASAAIALVIGASVGLFSAYAGGRTDAFLMRIVDIQLSFPA
ILIALIFLAILGQGVDKIILALVVTQWAYYARTIRGSALVERKRAYVDAARSMALPDRRILFRHILPNCLAPLIVVATMR
VAYAIMLEATLSFLGIGLPVTEPSLGLLVSNGFEYLLSGDYWISFFPGLALLVLIVSINLIGDALRDILNPRREG
>ANB37525.1 glutathione ABC transporter ATP-binding protein GsiA [Rhodovulum sulfidophilum]SNK001
MDTPVLSVEELSAAFRVEGQWRTVVEGVSFDIGPQETVAVVGESGSGKSVTAMSIMRLLSPANSRTEGRIVFEGQDLLAM
PLDDMQAIRGNRIGMIFQEPMTSLNPVLKIGDQITEVLRRHRGMDGAAAEAEAVRLLDRVRIPSAAARLGEYPMNFSGGM
RQRVVIAIALACAPRLLIADEPTTALDVTIQAQILELIKTLQEEEGMSVLFITHDMGVVAEISDRTVVMYRGEVVEKATT
AGIFRAARHPYSRALLSAVPQLGAMAGQDRPLRFPRVDMATGEIAPPPPTADTVRADEPPVLKVDNLVTRFPVRKGLLRR
VVGRIHAVEDISFELRQGETLSLVGESGCGKSTTGRSLIRLEDPSGGSVAMDGHDVRGAGHSELTKIRRDVQMIFQDPFE
SLNPRIRIGEAIAEPMVVHGLVSRREAPARVADLLERVGLSSEMMQRFPHEFSGGQRQRICIARALALEPKLIVADESVS
ALDVSVKAQVINLMLDLQERYGLGYLFISHDMAVVERISHRVAVMYLGEIVEIGPRAAVFENPRHPYTRKLIAAVPVADP
SRRRRRVVSGDEIRSPYRPADYVAPKRLYREIGEGHFIQIPESEAAA
>ANB37526.1 ribokinase [Rhodovulum sulfidophilum]SNK001
MIVTFGSLNADLIFSVETLPRPGQTLMAKGLATEAGGKGANQALAAALDGAEVAMAGAVGQDALAEVALAGLKGRVDLSR
VARLEASTGCAAIHRDAEGRNEIVVAGGANLAAASGGVEDALLDRASVLLLQMENDPAEIERLIRRCRPAKAMSILNLAP
AYRLDPEVLGLCDLIVVNEDEAAAMAGWLGCAPEPRALALASGAGILRTLGGEGAELCWQGQEVSIPALSCTVKDTTAAG
DCFVGVFAAALDRGETPEAALRRAAAAAAIACTRIGSQSSLPEARDTDAVLAGAAV
>ANB37527.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MKAVRLGGGALAALIAGAMMLGTASAETLRLSHNVGDTTTWHKGAEKFGELLAEATDGDLKVRVFPNAQLAGGDQMKMTE
MVGRGALDLVVTSAINVTPLVPEMAVFSLPYLYGSYDEVDATTQGAPGEMMAEILLDKGIVVLAWGENGFRELTNSVRPV
KTPEDMQGLNMRVSGPMYIDVMNALGANPTQMQWSETLTALQQGVVDGQENPIGAVIIPQQVYEMQKYLTAWHYSYDPVF
LGVSQSKWDSLDAETQEKMRKAAVEAMAWQRQISREATASGVDFLREKGMEVYEPTPEELEAFRAATKPAFDKWSEKVGP
EIVEAFQSAIADSN
>ANB37528.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRFLLREAEKIVCAVLFLGMTAIGFANVVVRYGTNYSLAASEELLTNGFLLLTVFGAAIAARRGEHLAVTLVHDLLPRPL
RKPLFVLAAGLSALLLGLSAWVSWDVLANLHANGMRSYALGIPAWYYQAAVPFGFALILIRYLQHVREVLGGGPAELPPE
TPHV
>ANB37529.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSDLIPGLGAGSEMVILFFVLMALRVPVAFSLGLSAFYAMGQIGFGFDLAGDLIAAGVTKFSLLAIPFFILAGTLMGTLG
IAERMIRFFRVMIGSMPGGMGVVGTVVCLFWGAVSGSGPASVAAIGPMIVKGMEEDGYSRASAAGLVCTGAALSIVIPPS
IGLVIYGVIAETSISQLFLAAVVPGLFMGLVMLATLPFAARRGAGREALDALSPAPHADLPYGRRLAASFREAFWGLLTP
LVILGGIYSGIFTPTEAALVATVYALGVGAIVYRTLTIRGLYEALADAAASSAVVMLVVAYAGIFGWVVTVEDLVGTYSG
ALLGLSDNQWVILLAIMVILLVAGMFMDAITVMFISLPIFLPVMREMGWDPVWFGVVVMVNLAIGLFTPPVGINLYVAAN
VTKLSIEQIARGAAPFLLTSLLGLAAVAAFPELSLKLVELLR
>ANB37530.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFSEEQIIGILKEHQAGIGAKELCRKHGISDGTFYKWRSKYGGMEVSEVKRLKALETENAKLKKMLAEHMRVSTQL
NLLRLSR
>ANB37531.1 23S rRNA (guanosine(2251)-2'-O)-methyltransferase RlmB [Rhodovulum sulfidophilum]SNK001
MAKKPTWVIEKERARRAAAAETVWLFGLHAVRDALENPLREKLRLVATRNAADRLASAIAAAGIEPEISDPRRFAAPLDP
DSVHQGAALEVKPLDWGKLGEVCDPGQGPALTVLLDRVTDPHNVGAILRSAEVFGARAVIAPHRHSAPETGALAKTASGA
LERQPYLRVPNLARTMEELKGMGYTLLGLDGEAGQTLGEGLAGLGAAPVGLVLGAEGPGLRELTRKTCDGLVRIPAAGGF
GSLNVSNAAAVALYAAAQEQAQSR
>ANB37532.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MTCSRNVYDAEPIPEGAGAEIERLLQSGDLFRYTAASDAPVTLLERDFAAMMGLPYALAVSSCSAALFLALKALDLPRGA
RVLVPAFTFAAVPSAVVHADCVPVLVEVGSDFRIDLEDFAARIDEDIAAVLISHMRGHTSDMDVIAAACAARGLPLIEDA
AHSLGTLWHGRKVGTLGRIGCFSFQSYKLVNGGEGGMLLTDDPDLVARAVIMSGAYEHNWKKHDGLSASFARWQNRLPLY
NMRMQNLSAAVIRPQLPEVPRRVRDGRAGHDHVAERLNRSPWLSVPPPLPPETRAPDSIQFNLVGFGSDDEARAFQTAAA
ERGAQVQVFGLAADNARAFWNWGFLDELPGGPRRDLPKTRAMLMRACDARLPAHLPRAELDRIADILVAAAEAVKGAEAR
AYGT
>ANB37533.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MNLLFANDRRGTYPPSWYAETTPPLPPFAPLDGDRRADICIVGGGYTGLSAALHLAEAGRDVVLVEAHRVGFGASGRNGG
QVGSGQRLHQDALERMLGDGPATRLWHLAEDARTLVSDLIARHDIACDLRPGIVYAESTARGTREAHAYAEKLRSDYDYD
LLEPLTRDELQAIVGAPCYRGGVLDWGGSHLNPLAYALGLARAAERAGATIHEATLVERVDAGAVVVTDRARIIADRVIL
AANGYLGGLERHVAARVMPINNYMVATEPLGERAASVLARDVAVADSRFVVNYFRLSPDGRLLFGGGESYGYRFPEDIRA
LVRKPLLKVFPQLSDVALTHAWGGTLAITRSRLPCLATPAPGIFSASGFSGHGVAMATLAGRVLAEAAQGESTDFETFAR
IPSRPFPGGSAFRAPLLALAMAWYALRDTAGI
>ANB37534.1 glutamine synthetase [Rhodovulum sulfidophilum]SNK001
MQDWRDQLPEAALTYIEGRRLDEVECIVADLAGVARGKAMPAGKFATQTRFYLPNSIFQQTITGDWADIEGRPFTEPDMI
LTPDFSTASAAPWTADYTLQVIHDVFDQQGEMVPTAPRNVLKRIVALYNDRGWIPIVAPEMEFFLVARNTNPSEPVQPPM
GRSGRRAAARQAYSLSAVDEYGPVIDDIYDFAEAQGLEIDGILQEGGAGQVELNLRHGDPVKLADEIFYFKRLIREAAMR
HECYATFMAKPIEHEPGSAMHIHHSVVDATTGLNIFSNADGSESPAFLHFIAGLQTHMPSVVALLAPYVNSYRRYVPDFA
APINLLWGRDNRTTGLRVPVSEPEARRVENRLAGMDCNPYLGIAASLACGYLGLIEGQDPRPEFTGDAYSGDEDIPRNVA
EALDLFEAASPMRDILGEEFCTVYSAVKELEYKQFLQVISPWEREHLLLNV
>ANB37535.1 glutamine amidotransferase [Rhodovulum sulfidophilum]SNK001
MQIGILQTGHAPDALRAAHGDYPDMFVRLLEGHGLEFRTWPVLDMAFPPSVHAAEGWLITGSRFGAYEDHAFIHPLEEFI
RQAHAEGVPLVGICFGHQIIAQALGGRVEKFAGGWSVGPRDYRIEDRDYRLNAWHQDQVVVPPAGAETVGSTPGCAHAAL
IYGDRAFTVQPHPEFAPAFERGLIEERGPGVVPEDALAEARARLDLPTDSAAMAGRIARFFTERR
>ANB37536.1 glutamine synthetase [Rhodovulum sulfidophilum]SNK001
MSTWLRDNPEIRTIRMAACDLNGQARGKRVPSRFAGKIEEEGTRFPLSVLNLDIWGEDIEGSPLVFETGDADGVLRPTGR
GFVPMPWLDAPTALLPLWMFDERGRPFEGCPRHALAVVLEQYEKRGWAPQVATELEFYLIDDSAAVLHPPRSPRSGKRRE
AGEILSLRTLDAFDNFFTDLYDACEAMDIPADAAISEAGTGQFEINMMHGPAMKAADDAWLFKLLVRGMARRHGFAASFM
AKPYADDVGNGMHTHFSVLDAHGHNIFDDASPEGSGFLRQAVAGCLAALPDMTLILAPHANSYTRLVPGNHAPTGICWAH
ENRTAAIRIPGGSPRARRIEHRVAGGDINPYLMIAAILGAALQGVEEQLEPPPPITGNAYELDLPQIPTCWQSAIDSFEQ
SPRMARIFRRGLIRNLAMTKRQEARRIAELDEEAQMALYLDTV
>ANB37537.1 amino acid ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSCAQTFHDYAFRSLGYGERLLPRSDFTLCEQFTLIGSGLVWNIYFGALALFFGFFLATAVAVARDSRLLAVRKPAEWFI
FVFRGSPLFIQFFLAYQAFVLLPRNGIELNLVFTQITADTHFLTRAWAGALIVLFLNTAAYSGEIFYGALRSVPKGDLEA
ADAYGMAGWTRFRRIVWPTMLRLAWPAYTNEAIFLFHATTLVFFSGFPAWQQKGDALYYANYFADKTFNPFIPYPIVAFY
FILVTLAIVGLFGLINRRLNRHLPAENRPRLRVRPQVIR
>ANB37538.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MFASCADPSTLEGLNWLACYLTSGKHMAFYQSFLVVLALLAVTAPAALLFGFGGAMAARSRIWPVRILGRIYTAMVRGVP
DIVFFLFVPIAMDQGFEWLRHKTKCPDWTEPVRQGSDFVVCPAAKLPLSTSPQWVHETYGFALAVLAFAVVFGAFAANVL
YGAMRAVPRAQIETAEAYGMTRRQAFWRVLVPQMWIYALPGLSNLWMILIKATPLLFLLGVQDIVYWARELGGSKTSIFA
YPHPDWRIYYFLGLLIFYLLLTRVSEAVLSRLTARLSHGQATLAGEAQRKAAQ
>ANB37539.1 amino acid ABC transporter [Rhodovulum sulfidophilum]SNK001
MKKLILGTAALALSAGMALAQDVVRLATEGAYPPYNFINDAGDVDGFERDLGDELCKRAELNCTWVTNDWDSIIPNLVSG
NYDAILAGMSISPERQEVVAFTQPYTPPSLSAYAALSDDVDLENSVISAQTGTIQANHVVDTGATLLEYPTSDECVDAVR
NGEAEAVLADKDVLVPIVNEGDLVFVGEDTALSNGIGMAFRKSDPELKDKFDAAVQSMKDDGTLNELIIKWMGEDSPRW
>ANB37540.1 ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTDTTPPVLDIRDLHKSYGDLEVLKGVSISAPKGHVVSLIGSSGSGKSTLLRCANLLEDSQQGEILFEGEPVKWRGRGPG
RHPSDRHQVIRIRTNLSMVFQQFNLWAHMTILQNVMEAPVTVLGEPRQEVEARARALLDKVGIGDKCGAYPAQLSGGQQQ
RAAIARALAMEPRALLFDEPTSALDPELQQEVVKVIKVLAEEGRTMMLVTHDMRLAADVSDHVVFLHQGLIEEQGPPGQV
FGAPASERLKQFLSATAA
>ANB37541.1 hypothetical protein A6024_06130 [Rhodovulum sulfidophilum]SNK001
MFADFLNRLIGPDPAQLDDPDARLALAALLVRIARTDGDYASEEAERISRILATRYGLSPEQALELRDRAETLEAQAPDT
VRFTRAIKDAVPYEDREGVVEALWEVVLADGIRDEEEDGLLRLVANLLGVNDRDSALARQRAEARLAG
>ANB37542.1 protein involved in catabolism of external DNA [Rhodovulum sulfidophilum]SNK001
MLSYQHIYHAGNLADVHKHALLCAMLDYLTRKDKPLSYIETHAGRGLYDLAAPEAVRTGEAAAGIGTMEGRLAGDHPYRR
RLAEVRARFGDSAYPGSPLLAALSLRPGDAIHLAELHPQERAALETAMAPFRAHVMAQDGFEAAQALTPPLPRRGLMLID
PSYEVKADYAAIPRHMAALHRKWNVGTLVLWYPLLPAAPHRPMIAALRAAFPEALCHEVRFPPAREGHGLIGSGLFVVNP
PWGIEAEAAALGRLFGTVPGHAG
>ANB37543.1 CTP synthetase [Rhodovulum sulfidophilum]SNK001
MARFIFITGGVVSSLGKGLASAALGALLQARGFTVRLRKLDPYLNVDPGTMSPFEHGEVFVTDDGAETDLDLGHYERFTG
VAARATDSISSGRIYSNVLERERRGDYLGKTIQVIPHVTNEIKDFIATGEDEVDFMLCEIGGTVGDIEGLPFFEAIRQFS
QDKPRGQCIFMHLTLLPYIKASGELKTKPTQHSVKELRSIGIAPDVLVCRSEGPIPAKEREKLALFCNVRPDSVIAAQDL
KSIYEAPLAYHREGLDQAVLDAFQINPAPKPDLSKWEDVSDRVFNAEGEVRVAIVGKYTQLEDAYKSIAEALTHGGMANR
VKVKAEWIDAEIFEREDPGPWLEGFNAILVPGGFGERGTEGKMKAAQFARTRGVPYLGICLGMQMAVIEAARNVAELPDA
GSEEFDHEAGKKRFTPVVYHLKEWVQGNAMVKRKIGDDKGGTMRLGSYTAHLLKDSKVAGIYGSTVIEERHRHRYEVDIK
YRKQLEACGMVFSGMSPDGRLPEIVEWKDHPWFIGVQFHPELKSKPFAPHPLFADFVRAAVEVSRLV
>ANB37544.1 preprotein translocase subunit SecG [Rhodovulum sulfidophilum]SNK001
MENVILIVHLILAVCLIGIVLLQRNEGGGLGMGGGGTITGRAPTTPLGKLTWFFAICFIASSIALTIIAAENAAGSSVVD
RLGGPAPAAEQEGAAQEAPATEPGLLPPAPVVPSDTPAAPPRAD
>ANB37545.1 hypothetical protein A6024_06150 [Rhodovulum sulfidophilum]SNK001
MSGFLLRWLVAFLLLAATYNPTEYNYIAWAQDNFATSKPLVIGLGVMLALALLIYVVAAVRTLGLLGLFLLVVIMALLGY
ILVGNGTLQLELNSFNIWGCAILLSLILGATMSWRSPSKIRAQAKKAQKARSTAKPANA
>ANB37546.1 hypothetical protein A6024_06155 [Rhodovulum sulfidophilum]SNK001
MAALFLRWLVAFLLLALTYNPTSWNYLRWAMSGWDSQTPMVVLAGLVLFTGYVIYLRATLRSIGPFGMALVTALVGALLW
VLVDWKVLRLDNPGLNTWIGLLALSFILGVGLAWSILRRRLSGQADIDDVDE
>ANB37547.1 adenylosuccinate synthase [Rhodovulum sulfidophilum]SNK001
MANVVVVGAQWGDEGKGKIVDWLSERADVVARFQGGHNAGHTLVIDGTIYKLNALPSGVVRGGKLSVIGNGVVLDPWHLV
KEIETIRGQGVEVTPETLMVAENTPLILPFHGELDRAREGQNAMAKIGTTGRGIGPCYEDKVGRRVIRVADLADDATLEL
RVDRALVHHNALRAGLGLPEIDRDALLASLREIAPEILKYAAPVWKVLNEKRRAGNRILFEGAQGALLDIDFGTYPFVTS
SNTIAGQAATGTGIGPGSIDFVLGIVKAYTTRVGEGPFPTELDDADGERLGTRGREFGTVTGRKRRCGWFDAVLVRQTCA
TSGMNGIALTKLDVLDGFETLKVCVGYELDGERLDHLPTAADQQARCTPVYEELPGWQESTEGARSWADLPANAIKYVRR
VEELIDCPVALLSTSPERDDTILVTDPFAD
>ANB37548.1 hypothetical protein A6024_06165 [Rhodovulum sulfidophilum]SNK001
MALSWKARRRWSLVILLIGLPAYIVVAVSVMNALGRPSFLVELLVYVALGIVWALPFRFVFRGIGQPDPEAKQDDRDGRD
>ANB37549.1 hypothetical protein A6024_06170 [Rhodovulum sulfidophilum]SNK001
MQRLLDEANTKLAGAEQRRRQASIAHLKAAVAATVAERRVDKRLRRDDDSHMRPYRQALAEVVRGDRKTPPTGDGNRLAP
LILVTEQRIDRPAPETGAKTGLATAPSGKDKASPEALRLDAPILPMTEARLKGFAAATAGHDPADLTGLLAAAAAYLTRQ
ADGQEGASRFTRPQLIELARSVAGDGFEREEMLRAFGRHLRDGRFRRVGRGQFALDEAAAPPQAAGANRTA
>ANB37550.1 hypothetical protein A6024_06175 [Rhodovulum sulfidophilum]SNK001
MVGPPKVLTVSYGAFSCKLEGFEDSFGMMKKITEYFRDLAAEDRYFGAEPPPPDAETLQRIAEREVRHRVETRVELDGMV
LRSGALEGRASSPAPGAPPPSVQPPRIDEPDSVAAKLARIRAAVETARAANAELADAGFEDETDESDTHGATREPSPPDG
PPEARKTEMTASEEAAAPSLDDRENRDRAADSEMPPHPGAGTAPPSPPRARVLKLRRDDLSATRPPRRGCGTVRPRSATG
RD
>ANB37551.1 thiamine pyrophosphokinase [Rhodovulum sulfidophilum]SNK001
MTTHIVHHSDKITLLGGATVDPAHLRRALEIAPALVAADGGADAALAAGCLPEAVIGDFDSISDAARAAIPDDRQYRVTE
QDSTDFEKCLRHVAARLVLGLGFLGDRFDHGLAALNALVRNHERRCLLIGDDDICFHCPPDLALELPEGMRFSLFPMRPV
RGVSEGLHWPIDGLDFAPGGRIGTSNRVSGPVRLRMEAPGMAVILPVEALDTAVAALMPPMVVAASG
>ANB37552.1 hypothetical protein A6024_06185 [Rhodovulum sulfidophilum]SNK001
MDSFAKRAPAKLPVNQIAAARFGQQVLILLAVGQFVRQIRRQATRPAPRETAPHLARTGLILCATGTLFAALREIPLAEA
TATFFIGPLILIMPGAFSLEEAVGWRRILASAIGFTVPCR
>ANB37553.1 hypothetical protein A6024_06190 [Rhodovulum sulfidophilum]SNK001
MNIHGNTAFAQRNATYSREADMAGIRSPDFEKEVAETGEMGPRARPHGAAAIADIFARHDTTSISPREIDTMAEQLRDAG
FDDFDFLLGLETYGEKFQSHLVEAIQSAGIEARHPDYTQPMDLISVNRDQLAHARRAGTPTEWREAFLARLEAFQAAAHP
APTGLSTAESLVLARAT
>ANB37554.1 hypothetical protein A6024_06195 [Rhodovulum sulfidophilum]SNK001
MKRILATTALATLVAMPVLAQSQGAASAPDVEVAGQSMSADTLIGKRIYVATGEADGLSMTDLTDAPDSWEDVGEIGDVY
IDDSGTVNAVIADIGGFLGMGEREVALQMDSLEFAPDSDDQGEYFVLFQGDPSTLEGKEAYDRTAMDTEGDFLGSGNQHA
SSESRIEPGAEGSDMAAAGDTDDSMNLGTPLTESERAELTAEDLQGHTLIGANGERIGKIGELVLTDDGRIDKVIVDVGG
FLGIGSKQVQLAYGELELSHDEDGALKVSTVQTKDTLKSLPEWTG
>ANB37555.1 hypothetical protein A6024_06200 [Rhodovulum sulfidophilum]SNK001
MEVTGIGGLIVLVLDIWAIVSVLNSGTGTGNKVLWILLVLLLPLVGFIIWLIAGPRSASVR
>ANB37556.1 phospholipase [Rhodovulum sulfidophilum]SNK001
MHGFTENSAALDAATGPVEELELLLTAAEAYPALERAFLGARHSISASFRIFDLATRLRSPEACEIGEDWFDLLVHTLER
GVSVRLVLTDFDPIGAADLHRLSWNARRRLIAAREVARGGRLEVLSALHSAQAGIGARLALWPGAHAKLRSVLDDLNARS
ESDRRRFLEEAPGIARITRERPDGRIVAVPGLPDLTPATHHQKMAVFDGRQLYVGGLDLNERRYDSPRHCRAPERTWHDV
HAMVRGPVVTAAAQHLDGFLDIVAGRRPPGPAAPGFLRTLSRPARRAPFRFSPRPLVTEIERAHLSRIGAAERLIYLETQ
FFRHLPLARAMARRAEARPDLRAILVLPAAPEDVAFENSSGLDVRYGEHLQSRCLSLLYDAFGPDRVLVLSPVQPRQLAV
EGRAELEDAPIIYVHSKVSIFDGDAAILSSANLNGRSMRWDTEAGLELTAPAHVDLIRRRVMGHWLPREGDGGVDPAALD
PRTAFEAWRVLADLNSRRSPERREGFLVHYDSDPARKLGLPVPGVPPEIV
>ANB37557.1 hypothetical protein A6024_06215 [Rhodovulum sulfidophilum]SNK001
MNTDIFQGKWKQIKGRAREAWGALTDDDLDKAEGDREQLVGLIQERYGKAREDAEREVDEFLAKFR
>ANB37558.1 hypothetical protein A6024_06220 [Rhodovulum sulfidophilum]SNK001
MPVAKAHPTYVVLERDALISADLIQAIESLGPCRVMHFSSVDEMASGLEGVGSVNAAFLELRLDEALASGLATNLGKLGA
RLVLTLGEDVERVMSAGCRLLLRPFTERMVLDALTETAPA
>ANB37559.1 hypothetical protein A6024_06225 [Rhodovulum sulfidophilum]SNK001
MQEKPLESVELDLLAVIRQIHAEEGPFGRDLLLVRARGRGLEVSRPLGRLKDLGLVEEIERKPSVLRRLFGAKPEALLRP
TAAGLALGSEATASETTATAEAVTEAGTGPEAGTAPQTGTETEAPALTPEMPRETVEETTRETAARAPATAVPSPAPAPA
PSPAPAPVAPAPRAEPPVSAPPTPRREPTAPVAPVADADAAPLPMPRRAKPRNVRGYTEELGGSPVAAKTVPLRHDVDPA
MMENLREALAVIGIEMTFAGEALIADRMGRGSSIGEALSQVVLFAFAHAVAEDARAGEQLQALGLTDYAVDVIAEFERLR
DAGEIDGDRLEEDMRRLWTLVGDSPDRLRLAEELLQDPVGGLTPPALLPEDLRPVEEN
>ANB37560.1 RNA-binding transcriptional accessory protein [Rhodovulum sulfidophilum]SNK001
MTADLAPRIARTIATEIGAQPQQVTAAVELLDGGATVPFVARYRKEATGGLDDTQLRDLAERLAYLRELEARRATILDTV
REQGKLTETLEADIRKAATKAALEDLYLPYKPKRRTRAMIARENGLGPLAEAIMANRTAAPETLAEGYLSEAVPDVKSAL
TGARDIVAEGLSENADLIGRLRSFLQDNALVTAKVVEGQEQAGAKFSDYFDHREPWARVPSHRALAMMRGSKEGVLTVDI
GPDPEEGVARVQTMVAGALDVRGDGPGDRWLREAAGWTWRTKLSLSMMLDLMGDLRTRAQEEAIRVFARNLKDLLLAAPA
GAKVTMGIDPGIRTGCKVAVVDATGKLLDTATIYPFQPRNDLRGAQATLAALIRKHAVGLIAIGNGTASRESERMVAELL
GDLPAPKPTKVVVSEAGASVYSASELAAKEFPGLDVSLRGAVSIARRLQDPLAELVKIEPKAIGVGQYQHDVDQHRLARA
LDGVVEDAVNAVGVDLNMASASLLARVSGLGGSLAEAIVAHRDANGAFAKRKDLLKVSRLGPRAFEQCAGFLRITAGDEP
LDASAVHPEAYDVARRIVAACGRDLRTVMGDEARLGALDPMDFVDDRFGLPTVKDILSELAKPGRDPRPEFVTASFADGI
EEITDLRPGMLLEGTVTNVAAFGAFVDIGVHQDGLVHVSQLADRFVQDPHEVVKAGDVVKVRVVEVDVPRKRIGLSMRKD
GGTDAASRDGAAGKGPGRGAGGKGAQGKAPGKGSGKGTGKGSGQKSGRKPGQGTERQGPGGDKGGKGGGSGAETGALGAA
LLEAMKRR
>ANB37561.1 hypothetical protein A6024_06235 [Rhodovulum sulfidophilum]SNK001
METMLIVFGSIYGLLVLVGLPALIFAHFGLRSENALLRIRVEDLLKDFEALTREVAALRRGAPPQTPSEPAPEQAAEALS
SELVPPVASPAPEPSTAPVARRGEDGAEDAPPVEAAPKAPPPEPKGPALTDRLAAWLRENWTLALAALSLILGGLFMVQY
GVEQGLLTPPLRVLGALVLGAALIAGGEAIRRRHGDSATPNLRHLPSTFSGAGTVVLFIAILSAHALYGLIGSVPALAGM
AAVSLVAVLLGWLYGPVLSAIGLLGATAAPFFVGGSSDKAVLLYPYFAMVGLAGLGIDTFRRWAWVSGLALGLPAGALGL
LWLHEPDARGLALAALALGLGAVLIPARSLRPVQGGPMTGQGLAGWAAPAFPTWIAAAGVALASGVGLVLMLDGSSPAAA
ALGYALLLLVFAGVALGLARAPAFEDLALLPGVAALVGLGLHAALDGPLYSAFRAGLDRMPESPAPTTVWWLVAGGAALS
VIAFLRLARQIGTDHRGLWALGAAVLLPAAILVLEFLWVPGEVTGAYPWALAVMAGAGLMVVLAERRSAMGGEARGFETG
LFAASALILIGLALFLVLTKTALTLALSAMMVAAVALDRQRPMRPLGWLAQLGAAVIGYRLLVDPGLDWAIHGAGTLDVL
LAHLGPLAAFAAILVLARPERAALRALASSSLVTVMALAVTVALRRWLGAEGFETHWAQGLTATVWILAAFAQIWRLPHD
PSLLRPLRIGFAVVMALAACGAVAVMIDDLSWLLATGQGRVAGPPVLDSLALAILPLAAVFGAGAALLGRPGRPGARWLR
PGLGGLSVLALGVWGWLEIRRIWRGPDLSLPGPSDGELYSYTLALLLASGLGLLLAVLTRSHALRRLAMAGVALTVAKVF
LIDMSGLSGLVRVASFVGLGLALAGLAWLDRAVSRIWERG
>ANB37562.1 hypothetical protein A6024_06240 [Rhodovulum sulfidophilum]SNK001
MREEDGTPPGIGSEADMAPQCGTAHSGAVPPRAGGPRLSAVDELVSKLRALISSEGLRVGDSLPTERELCDRFQASRNTV
REAMGILKAYGVVTVRPKVGATIVDDRMERALELFSFNTLEVSRKTFSDIQGFRGLLEVTGIDLILARIARADIAEMREI
NDGLRRAKCSDEIAEIDFGFHTRLIAVMGNKAILDIYKIMKPVILRIMSKGKDSPVHATATHADHLGILDALGARDRLAY
QYRMRSHLQAGLGNFDP
>ANB37563.1 hypothetical protein A6024_06250 [Rhodovulum sulfidophilum]SNK001
MGSGLKLSHLVAGFIAVLLGYTSSVAIIFQALEVLGASQAEANSWMLALGVGMGASGLILSLRYRMPILTAWSTPGAALL
VVGLDGVTMPEAIGAFLFCGLLLTLTGLSGWFEKLSHLIPDAIGNALLAGILFKFGLGIFVSTEENLPLVAVMCAVYLAG
RIWFARFAIPAVLLAGCVFCAATGAFEQGALDLSLARPVAVLPEFSLPVLIGVGLPLFIVTMASQNTPGVVTLRAAGYAP
PVSACLTVTGLTTLVLAPFGGYAFNLAAITAAICAGPEADDNPDTRYRAVVVAGLLYMLVGILGAAVVGLFTIAPKALVM
TVAGLALLGTIGTSLQAALAAPERREAALVTFMTTVSGIGFLGIGAPLWAVLLGMGTGAALSLSARVRRPAAARP
>ANB37564.1 spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTGTNDGFVVFDRVQKSYDGEILVVKDLNLSIGKGEFLTMLGPSGSGKTTCLMMLAGFETATHGDILLDGNPINNIPPHK
RGIGMVFQNYALFPHMTVAENLAFPLEVRKIGRAEREEKVQRALDMVQMGAFGGRRPAQLSGGQQQRIALARALVFEPEL
VLMDEPLGALDKQLREHMQFEITRLAHNLGITTVYVTHDQTEALTMSDRVAVFDDGRIQQLARPDELYEKPVNSFVAQFI
GENNTLLGRVKQIDGNALIELDDGEVIDAVPVNVSQPGERTLVSIRPERVEIDPKRLTPGAHLIHAEVLEFIYMGDIYRT
RLRVAGNDDFVIKTRNAPDQRRLKPGEHIEIGWLPEDCRALDAP
>ANB37565.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTIRHLLSATALAALPAGFAFAEDLPPCEGCADSLTVVSWGGAYQASQQKAYSEPYAEMTGTDFTWDESSNEAVAKLRAM
NEAGNITWDLVDVEGPDSQRLCDEGLAMEVDLDEMLAPAPDGTPATKDFGDSVINDCFVPQIVFSTTFGYRSDVAAWNGK
EPEGLCALFDTETFPGKRSLEKRPKKNLEWALLCDGVEKDDLYDVLDTPEGVDRALAKLDTIKDDVIWWSAGAETPQRLA
DGEVVIGSTYNGRLFSLIVEQKQPVKMLWDWQVFDYDGWIIPADLPEDRLKRVEHFLHFATDTQRLADQARYISYGPSRA
SSQPLVSTHAELGIEMAPFMPTNPANQKNYLVNNIEWWADNQDDVEAKFQAWLAR
>ANB37566.1 hypothetical protein A6024_06265 [Rhodovulum sulfidophilum]SNK001
MPKGYIIAHITVTDPEAYRDYVDRDTPILESFGGRFLVRGGASEAPEGPMKDRHVVIEFPDFEAAKRAFHSPEYQEVAAI
RHATATSDIVLVEGVA
>ANB37567.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTGPATDTAASGPVLAADGAPLKRSLRRALRAQKLRALMLIAPLLVFVLVTFIAPIADMLFRSVENQIVSDTLPRTAREI
RDYDPDSGQMPSDRVLAAFTYDLVAAAERKQHTRLGSRLNYEYSGISSLFRKTGRRVDDFGESYLDQFVAVDPAWEEPAT
WVALMADPDWTASYRAWSAARDAAKAAGEPFALAQPLFALRDGVAEVLPETASAYAEFARIVQVEDDDDPAAEEPWAPVY
LALYRDLLHIGPGAVARLGPEAEAMLDAAHDAVEDFAPVDLSGLYLKADRDWADPGVWGTIRAFSPAYTPGYFLNAVDLR
LTADGIAAQPEDRQIYIMLFERTLFMSLAIMGSCVLLGYPIAYLLSNLPLRTSNLLMILVLLPFWTSLLVRTSAWKVLLQ
QQGVINDILVWLGIVSNSGRLILINNQTGTIIAMTHILLPFMILPLYSVMKTIPPSYVRAAKSLGATNWTAFWRVYFPQS
VPGIGAGCILVFILAIGYYITPELVGGTSGTFISNRIAYHISSSLNWGLAAALGAILLGVVLILYWAYDKLVGIDNVSLG
>ANB37568.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDLPPYATLGQRIWHYAYYVICGLIFFFLIAPILVIIPLSFNAENFFTFTPKMLALDPEGYSLKHYQDFFTSNAWQHALW
NSVKIAPAATFLAVSLGTLAAVGLSQEHVPFRRTIMAILISPMIVPLIISAAGMYFFYSRIGLQGTYVGVVLAHAALGIP
FVIITVTATLVGFDTSLTRASASLGANPVTTFFKVQMPLILPGVVSGGLFAFITSFDEVVVVLFVGSANQQTLPWQMFTG
LREQISPTILAVATILVVISIGLLTTVEILRRRSEKMRGLSPG
>ANB37569.1 hypothetical protein A6024_06280 [Rhodovulum sulfidophilum]SNK001
MKPFKTLVLVANEREARLLVNRGTGKGLAEVTRFSKAHEIEYADGRGRDQGGATAGRHAMEPPTSLRVQNRESFAADVLG
LTAEVWAKGDYDRFVMAAPPKMLGELRNRIEGSLERALAVDIDKDIVGVAAADLPRHFEDVIVF
>ANB37570.1 hypothetical protein A6024_06285 [Rhodovulum sulfidophilum]SNK001
MTDTNSTLNEGAQASDAQDKGYRPALIRGAWMLLMLALFYAAQMIMIIAAILQFGWLLFAKEENERIAEFGDKLANWMAI
AARYLTVAGDAKPFPWTDWK
>ANB37571.1 oligoendopeptidase F [Rhodovulum sulfidophilum]SNK001
MRIASPRPVFDANASAGGALGDLPEWDLSDLYAAPDAPEIARDMGWLEQECAAFAADYEGRLAGLDAAGMLSCITRYEAI
DRVAGRIMSYAGLRYYQNTMDAGRAKFLSDCQDRITNYTTPLVFFSLEFNRIADDAYEALFAADAALTRYKPVFDRMRAT
RPYQLSDELEKFLHDQSVVGASAWNKLFDETIAGLEFEVEGEDAPLGIEATLNLLTDPARDRREAGARALAEVFGANIKT
FARVHNTLAKEKEIEDRWRKMPTPQTGRHLSNHVEPEVVEALRNAVVAAYPKLSHRYYALKAKWLGLDKLQVWDRNAPLP
IEEQKTVGWEAAKATVMEAYSEFSPKMAEIAEPFFDRGWIDAGVKPGKAPGAFAHPTVTDVHPYVMLNYLGKPRDVMTLA
HELGHGVHQVLAAGQGELLASTPLTLAETASVFGEMLTFRKLLAGATTQAQKKTLLAGKVEDMINTVVRQIAFYDFECKL
HEARRGGELTPEDINDIWMSVQGESLGPVFEFMPGYETFWSYVPHFVHSPFYVYAYAFGDGLVNALYAVYEESGAGFQDK
YFEMLKAGGSKHHKDLLAPFGLDASDPAFWDKGLSMISGMIDELEAMED
>ANB37572.1 ATP-dependent DNA ligase [Rhodovulum sulfidophilum]SNK001
MKRFAALFTALDRTTRTTAKVEALAAYLAEAPEPDRLWTVALLSGRRPRRAVTATRLREWAAERAGLPLWLFEECYPVVG
DLAETIALVLPPPVQDSDRSLSARMTDILAMARMDEPARKAGILKAWDSLGGPERFLFTKLLTGGFRVGVSQTLMTRALA
RATGQDEAELAHRLMGDWTPATTSWQALIEAPDPAAALSRPYPFYLAYQIEGPPETLGAPGDWIAEYKWDGIRGQLIARG
GVHFLWSRGEDLITGRFPELAVARDFLPAGTVLDGEILAWKDGRPLPFAALQTRIGRKTLSKRLLAETPAAFLAYDLLED
GGTDIRPRPLAERRARLEQIIAGMPPGGPLRLSQALPFDDWEDLARTRGAARAAEAEGVMLKRADAPYLAGRRKGDWWKW
KLDPLTVDAVMIYAQAGHGRRATLYTDFTFAVWDSDRLVPVTKAYSGLTDAEFREITAWVRKNTLQRFGPVRQVAPELVF
EIAFEGIRASPRHKSGLALRFPRMLRWRRDKPAAEADRLDTLKALLGAAGGETTPGA
>ANB37573.1 hypothetical protein A6024_06305 [Rhodovulum sulfidophilum]SNK001
MADVHVTEPIHPDALALLASAGLSVSCGWKDDDPAAGLATARAWILRTFVVSPEMIAGAPGLEAICKHGVGTDNIPLAEA
ERRGIPVFNTPGANANAVAEHTMMMLLALTRQAVAMDRVARAGFVGFEQLAPLELSGMRMLILGFGPIGQRVAQLARAFD
IEVTLWHRRLSAEEAGVPVVRDLAAALPAAQILTLHLPLNAGTHGLIGAAELAALPEGAILLNTGRGGVVDEAALVAAAP
RLGGIGLDVFETEPPPPSDPLLALPNALLSPHAAALGERSVRRMGMMAAEAAIRALGA
>ANB37574.1 30S ribosomal protein S4 [Rhodovulum sulfidophilum]SNK001
MTKRTSAKYKIDRRMGENIWGRAKSPVNRREYGPGQHGQRRKGKLSDFGIQLRAKQKLKGYYGDMTEKQFRRIFAEAERQ
RGDTGELLVGLLERRLDTVVYRAKFVPTIFAARQFVNHGHVTVNGQRVNIPSYRVKEGDVIEVREKSKQMTALLEAVQLA
ERDVPDYIEADHSKMTATFVRIPGLGDVPYPVVMEPNLVIEFYAQN
>ANB37575.1 hypothetical protein A6024_06315 [Rhodovulum sulfidophilum]SNK001
MADKPTAELVFERGLFASRWLMAPMYLGLVVSLAMLVVVFLREIAYYAPQVLTMSSETAILAVLTLIDLTLAANLLLIVL
FSGYENFVSKLDIGDHSDRPDWMGTVDFSGLKMKLIASIVAISGIHLLKRFMEIGQAKADAVYGNNELFWLVLIHMVFVL
SGVLLAAMDWLSARAKRT
>ANB37576.1 histidinol-phosphate transaminase [Rhodovulum sulfidophilum]SNK001
MTRIPPQPGILEIALYQGGQSKIEGMTDVVKLSSNENPFGTSEKAKAAFSRCVHSLHRYPSTDHAELRAAIGEQHGLDPE
RVICGVGSDEIIAFLCQAYAGPGDEVIHTRHGFAMYRISALAAGATPVEVDEVERTVDVDAILAGVTDRTRIVFLANPGN
PTGTMIPEAETRRLAESLPESVVLVLDAAYAEYVEGFDGGRALVDRHHNVVMTRTFSKIYGLGGLRVGWAYAAPEVIGVL
NRVRSPFNLGQAQLETAEAAVRDQAFVTRCRAENIRLAAWLVEALNEAGVPTDPTFSNFVLPRFADAAEAEACDAYLKSQ
GLIVRRVGGYKLPHALRITVGDEAACRRVAHAVRAFKEGAR
>ANB37577.1 hypothetical protein A6024_06330 [Rhodovulum sulfidophilum]SNK001
MRRAGLVLALVLVAGTGSAASFDSIPRPKPRPALAWGALPAEAVAVRPEARPATVLARVMNGPRRARSEAAAGRGLDRSL
RPVPRPSDLLAKLAAAGPRSQPSAVSTPRRGVVCGDPAITGEMIAPIVARVAGCGVARPVRVSAVDGVALSQPVTVDCAT
ARALRSWVSNGIKPAVGRRGGGVASLRVFAHYVCRTRNNRKGAKISEHGRGHAVDIGAVTLRNGTSLTVLGGWKDPAQGR
VLKQIHRAACGPFGTVLGPGADRFHQDHIHVDTARYRGGAYCR
>ANB37578.1 hypothetical protein A6024_06335 [Rhodovulum sulfidophilum]SNK001
MRFLLSLALLAALAWSGYWALAARGIERGLAGWLDTRRAEGWAADAGRIDVTGFPTRFDSRIEDLSLADPGTGLAWSMPE
FSFSAQSHRPQRILARWPETQQIATPLERIAVTAETMTGTLAFRPGLAFELASARLSVGAFGLVSDRGRRASMDGAEIAI
KAVADRPGAQHLRLSASGMRPPAGLVATLDPAGLLPPLFQRVSFEAVAVFDAPWDRRAIEERRPQVRRVEIARLDAQWGD
LALQAAGSFDVDAEGQPSGRLTLRATNWREMIAIARSSGQLPAPLADRLEDALGLLAGLSGRPEMLDVPLRFALGQTWLG
PVPLGPAPNFRLR
>ANB37579.1 biopolymer transporter ExbB [Rhodovulum sulfidophilum]SNK001
MDKTPREAEPQFSRPRRQVVLMTSACLFFATGAYVAYPQVAPVFLASPYLNGAIVFVFLFGVATCFLQVIQLGASVRWIE
DFAGGIPGHGLTRAPKLLAPLAALLRKRSDKRMQINTASARTILDSVATRIEEQRDITRYLSSLLIFLGLLGTFYGLATV
VPAVVDTIRSLAPRDGEGGVEVFGRLMVGLESQLGGMGTAFASSLLGLAGSLVVGLLELFAGHGQNRFYQELEDWLSSIT
RLGFSTGEGEGEGGGAEVGLLAATLDRLADQMEGLHTLFAESEGERVALESRVGTLVEAVNTLGSAMERQLDDTRAVTDA
LSRVAEGQARATAAIEARMGEEGALADAEARMRLRSIDVQLLRILEEISAGRQETVTDLRGDLAALGRTLSRLAPEGERW
G
>ANB37580.1 flagellar motor protein [Rhodovulum sulfidophilum]SNK001
MALTRRSGGRFQAMIWPGFVDAMTALLLVLMFVLSIFMLVQEMLRETITGQESELTELNTELAALADALGMERRRASGLE
EQVGELGAALTTARSDAEAQAALIASLTDRLSTREADLAAAETRIGDIEDRVARLVSERDAARARGETLEGELAELEGSR
DRLEAALASTRQEVDAQAEAARLAAARREALEALVADLRARNTEAEAARATLEGQVESAEAALSQAEKDRLAEAAAAAAL
RDKLAGSEDELSAMSLALEQARQRAEETLTLLAAAEKAREQAATEAEGALSEADRRAALLAVANERLETEEAKSAESQRK
VALLNRQMAALRGQLGELQGLLDDAQERDAAARVQIETLGSKLNAALARVASEQRERAKLEEAARRKAEEEAARLEAEKK
TLEGYRSEFFGRMRALLAGREGVRIVGDRFVFSSEVLFETGKADLSGDGEAQIANVVAILRGVADEIPPDIDWILRIDGH
TDDVPLARGADFADNWELSQARALSVVRYMIDDLGFPPDRLAAAGFGQYQPVAAGKSPEARAQNRRIELKLTER
>ANB37581.1 alpha-L-glutamate ligase [Rhodovulum sulfidophilum]SNK001
MTEHTDPAPTGFRLGWEEWVSLPDLGLPAMKAKVDTGAKTSALHAFDIEPFGPASRPKVRFAVHPIPGREDLSIPCSAAI
VDRREVTSSNGDSEWRYVIAAEIVVGGRRWPIDLTLTHRGGMAYRMLLGRQALGEDVIVSPGDSCCQPILSYDVYHSQRV
REVAPARVLRIAVLSREPHNYSTARLVAEGEARGHVVEVIDTARCYMLLDALAPDVHYDGARLPRFDAVIPRIGASVTAY
GTAVIRQFETIGTYCVNGSEGITASRDKLHAHQILARHRIGMPTTAFAASPKDTGNLISLVGGAPLIVKLLESTQGKGVV
LAETTNAASSVISAFRGLKASFLVQRFIKEAAGEDIRCLVVGSKVVAAMKRTGAEGDFRSNLHQGGHAITVKITPQEREI
AVRAARAFKLNLAGVDLLRAHDGPRVLEVNSSPGLEGIEKSSGKNIVGLLYDEIEKRVRPLPVPKGRRRR
>ANB37582.1 endopeptidase La [Rhodovulum sulfidophilum]SNK001
MPEHLSPSYPVLPLRDIVVFPHMIVPLFVGREKSVRALEEVMQDDKQILLSAQVDPAMDEPSAEGIYRTGVLANVLQLLK
LPDGTVKVLVEGRTRVRITGYIDNPSFFEASCEPLDEEIGDEEVVEALLRSVGTEFERYAKVKKNIPEEALSAVADTREP
AKLADLVAGHLGVEVEQKQDLLETLVVAQRLEKVYGLMQGEMSVLQVEKKIKTRVKSQMERTQREYYLNEQMKAIQRELG
DGDEGQNEIAELEERIAGTKLSKEASEKVAAEVKKLKSMSPMSAEATVVRNYLDWMLSIPWGVKSRVKKNLGAAEKVLDN
DHYGLEKVKERIVEYLAVQQRSQKLKGPILCLVGPPGVGKTSLGKSVARATGREFIRISLGGVRDESEIRGHRRTYIGSM
PGKIIQAMKKAKTTNPLILLDEIDKMGQDFRGDPASAMLEVLDPEQNASFVDHYLEVEYDLSNVMFLTTANSYNMPGPLL
DRMEIISLAGYTEDEKHEIAMRHLVPKQVKNHGLKSKEFELTPEALTEIVRRYTREAGVRNLEREIAKLGRKAVTKLIKK
ETDKVTITPDALEDYLGVKKFRYGLAEKEDQIGVVTGLAWTSVGGDLLSIEALKLPGKGRMKTTGKLGDVMKESIDAASS
YVRSIAPEIGFKPPRFDKIDIHVHVPEGATPKDGPSAGVAMVTSIVSVLTQIPVRKDIAMTGEVTLRGNVLAIGGLKEKL
LAALRGGIKTVLIPEENEKDLREIPDNVKEGLTIIPVSHVREVLKQALVRAPEPIEWDEAAEEAAAAAAAKASGGETAGQ
VAH
>ANB37583.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]SNK001
MSTTSSPDPFNALVEALDLPPVKDGPLSGARFTVKDNIDIAGHRTSFGSPAWRDTHPAPVHNALCVDQLLAAGAHCVGKA
VADELTYSLDGESQFFGTPQNAKAPGRVPGGSSSGSAASVANGLADFSIGTDSGGSVRVPASLCGIWGMRPSLHRISEAG
VLPFMPSVSTVGILAESLPRLEAVARVLLHSQTTPVTAPRRLLVLSDAVELALPPVQQQLRAALDEIARRTGLVAEPIRF
AELVGEDVALSDCNLKALRDLQTAEFQSTVGNWIEATRPELGATFTLAYGNVQHFDRIAALESLTRSERLFQQINAALPP
GTIICFPTTPTAAPLKGSLDTLEAVTAFYDPTMTLTAFSGVARLPEISAPLLTVEGCPVGMSFAAGHYQDESLLVTLSEL
LGPQGS
>ANB37584.1 hypothetical protein A6024_06380 [Rhodovulum sulfidophilum]SNK001
MNCLADRLRVSRIIFLALDEGLHMGGRDEADVVTQRCQLPPPEMHTTPGLHRHQTRRQTGEELEHLSPPELLAQDSIAFA
VSTMDLEQVLREVQPDRDNLRHDRLTNRIVATPPRIAVF
>ANB37585.1 hypothetical protein A6024_06385 [Rhodovulum sulfidophilum]SNK001
MTLKVLFGLPLRQTAGLVESLIRMAGLDWSVPDCSTLCRRQARIAVQIPYRASGQPLNLLIDSTGIKFRGDGEWQVRQHG
ASRRRQWRKVHIAGDAGTGDVRALEFTSSRQGDNPLLPELLKQIPPDEPSDTVTADGAYDTRRCHSAIIDRGANGIIPRR
AFR
>ANB37586.1 transporter [Rhodovulum sulfidophilum]SNK001
MKTRYLAAAAASFVVASAAGALAQDADAPWEQSPFHCEPGETYVMNVMVSGVEYWFPVYEMFKQAAHQFGCETDYTGTPE
YDVNKQIATFEQALARQPAGILLHPMSPDPFVEPINRAIEQGTAIVTFAADSPNSKRVSYVTSDNFREGRVAAQQIAEAM
GGKGQYAVLENPGQDNHDRRVAAFVEEMETNYPDMELVGRASTGQDPNKAYQAVLSLAQAHPDLGAVFMPEASSAMGAAQ
AAKEAGGTIRVMSVDVNASVLDMIKAGDMFGAINPNQGAQGYYGFLLLWLAKHPELIDPMNDHAEAGFNPMGIPMLDNGY
SVVTQENADSFYWDKYLKKRGTRGIEG
>ANB37587.1 D-xylose ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MPPLLHLSNIAKSFGPVRALRNVFFELRAGEIHALAGENGAGKSTTMKIVDGILQPDAGEIRIDGEPRRIRSPLEAQALG
IGFVHQEIALCPDVSVAENIFMSATATRRGLMDFAALERKARTVLAELCDVDPAAKVGDLSISDQQLVEIAKALTLDARI
LILDEPTSALTETETEKLFRIVHRLRERGLGIIHISHRMAEIFEHCDRVTVFRDGAYVTCLDIPQTTPQEVVNNMVGREI
SHLYPDKATTPPGRPLLEVEGVTCDVLRDVSLTLREGEILGIGGLIGSGRSELAKAICGLRRSAKTVRLNGEPVEIPDFS
AALERGMVYVSEDRKGEGLFLDLPISQNVSSLRLSQVTKAGLVDRAAELAQAETLGRRLRLKAGRPEDPPSTLSGGNQQK
VALARMLSVNPKVVFLDEPTRGVDVGAKSEIHAILRELCDQGVGIVVISSELPELIGLSDRIVVLHEGEMTGELGSDEMT
EEAIIHLASGLHIQGDAA
>ANB37588.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSETSLSGGMTQTRRDPGPLRRLAGMREMGLLCIILALCVVMSFASPYFLTWSNFRTIFLSFSIEGIVVIGMTLLLIVGG
LDLSVGSVVCLAMVVAGKLFLMGLDPWLASAAGVAAAAAVGAAMGLFVVRVGLSHFIASLAAMVIVRGLCLLITKGTPMS
LFSLPPEFKFVGQGSLGGLPVVVVIFVVLAVVFDFLLRRSARFRTIIYTGSNEQAAEYSGIRTKRVIFWVTVLCSTLTGL
AGVIFMARFGSATPQFGVGMELNVIAAAVIGGASLKGGQGSIFGAVLGVALLSLVTSSLILLDVSVYMQDMIKGCILLAA
VSFDHLMNKRGKRG
>ANB37589.1 hypothetical protein A6024_06405 [Rhodovulum sulfidophilum]SNK001
MMDQLQDIAQIRRIYTALTLHYVDGLTQAQVAERMGQSHSTVNRMIKAGHDMGMVEISIRSPFQDHLALERELAEVSGLR
EVVIETTAAGNPEAVLARVGITAAELLVSKLKPGMTVCLTGGKGVSACVAGLRQVVPLRGMRAVPATGLVQGKHYTDVNH
AAATLARAFGGEAVQMLSPMFAETEEQHAMICEMKTVSRVMEAARAADVAVVGIGGLREKATSYFDLHRDVPAEEEALYA
SGAVAELLAHVLDARGAVTDYVRNRLVVAISPSDLARVPLSIGVAAGQEKAEAICAVVRGGYINTLVTDDATARCVLARL
KEAA
>ANB37590.1 hypothetical protein A6024_06415 [Rhodovulum sulfidophilum]SNK001
MTGYLIGVDAGNTMVKAALFDAEGTTLAVASRGSETLQPAPGFVERDPDGLWQAASGAIRDCLAKAGIDGAEVLAVGAAG
HGNGLYLLDAEGRGLIGIQSMDNRAETLASQIAAEHGDEILSRAQSRPWPAMTPVLLRWIAENRPEIMARAHKALLCKDV
IVHGLTGRMGSEVSDLAGAGLLALPALDYDDALLRLYGIEGLKHVLPEPAQSDAVVGHVTAAAAAVTGLAEGTPVVGGLF
DVLASTLGAGTSHAGEASIVAGSWSINQVFAEHLPAEPRALLASVLGRDTWVSCECSPTSAANLEWFVQTFLADEARATG
EDPFALCNRLAVGADPEKDLPVFHPFLYAGPVPGARGGFSAMGAWHSRGDMVRALYEGVAFGHRAHFEILDPDRRFRFAT
LSGGAAKSELWAQIFADALGMTLRLSDCAETGARGAAIAAAIGAGLFADFDDATQAMARHVEEITPCPAAQALLDARYRR
WCAYRDALGAAWAPPKLPGFDSRETQERTSHG
>ANB37591.1 autoinducer 2 aldolase [Rhodovulum sulfidophilum]SNK001
MADLDDIIDGKDFGLTTPPRNEPFFLKGAGAYDWGMQNRLARIFRPDTGRTVMLAFDHGYFQGPTTGLERVDLNIAPLFD
HADVLMCTRGMLRTTVPASTRKPIVMRASGGNSIMSELSNETIAVDMEDALRMNVAAMAAQVYIGSEFEHKSITNIINLI
DRGNRVGMPTLAVTGVGKDMARDARYFGLATRIAAEIGAQYVKSYYVDEGFEKVCAGCPVPIVIAGGKKIPEAEALEVAY
KAIDQGAAGVDMGRNIFRAGDPVAMIQAVSAVVHDLLPAAQAFEMYNDLAARKAA
>ANB37592.1 hypothetical protein A6024_06425 [Rhodovulum sulfidophilum]SNK001
MTSMTDEADTLLAQRVESSRQLGGNPELAMHGGGNTSVKVMREGRRVLHVKGSGWDLAVMEPQGMPGLWLDPLFEVKDGA
RLSDSEMVRFLRAHLLDASAPNPSVETLLHAYLPARFVDHGHASAVLALASRPEAEQRETLRVLFGDGLVFLPYVFPGFD
LSIEGARAAEAEPQAWGMWLAQHGLFTWGETADESLTRFRDAVAACEAHLAARGAALMPPSPRQGNEALEALVPHLHAAL
PGLAFTDARGADPLAALSGQAGMAEAVSRGTVTPDHVIRIKPWPLILAPGTDAAGIRAALAGFGAAYERYFQDHSDGTQI
MLDTLPRVAFVPGAGLIGLGRSASEASINADLAEQNLRVAASAEALGGYQPLPRPEQFLIEYWELEQAKLRK
>ANB37593.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
METPKETRIVEQILDAIADQRLPAGTRLGEQALSDHFSCNRTQVRRALAALTAYQVVEHLPHRGASVATPTAEDARDVFQ
ARRAVETAICRNALRRATAEDLAALRAHLAEEDRAKDDGDRSEAIRLSRGFHNLLARIAGNAVLARYVQELTMRSSLIIG
LYGTQARTLCAKDEHLSLVEAIAARDEAGALGLMDAHLRHIEAGISFSESRAPAGTLSSMLGGGSPRP
>ANB37594.1 phosphomethylpyrimidine synthase ThiC [Rhodovulum sulfidophilum]SNK001
MNRPDTVPQITLGPLPASEKTYMPGRLHPIRVPLRRIATGEGAVTVYDSSGPYTEPDARIDIAAGLAPVRLPFARDRGEA
ETYPARAVTAADNGFAEGARLVPAFPLRPEPLRATAGRAVTQLAYARAGIVTPEMEFAAIRENEGRTAAHSRDGEPFGAE
IPDLVTPEFVRDEIAAGRAIIPANINHPELEPMVIGRAFKVKVNANIGNSAITSSMEEEVEKMVWAIRWGADTVMDLSTG
RNIHNIRDWILRNAPVPIGTVPLYQALEKVGGVAEDLSWEVYRDTLIEQAEQGVDYFTIHAGLRRGMIGLTARRVTGIVS
RGGSIMAKWCLHHGRESFLYERFEEICDICRAYDVSFSLGDGLRPGSIADANDEAQFAELRTLGELAQVAWAKDCQVMIE
GPGHVPMHKIKANMDEQLKHCHEAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYVTPKEHLGLPDRDDVKTG
VVTYKLAAHAADLAKGHPGAQARDDALSRARFGFRWEDQFNLGLDPDTARAFHDETMPKAAHKEAQFCSMCGPKFCSMKI
SQDIRDAAAAEAGTCPNGLSPED
>ANB37595.1 aldo/keto reductase [Rhodovulum sulfidophilum]SNK001
MRYRRLGPSGLFVSELCLGTMTFGGSEGMWGQIGQLGQAEVDGLVGTALEAGINFIDTANVYAGGESERLLGRALKNLAV
PREEVIVATKVMGPMGEGVNARGASRHHIMDQCKASLTRLGLDHIDLYQIHGFDPATPIVETLEALDALVRQGHVRYLGL
SNWAAWQIVRAVGIAEARRLAPILSLQAYYTLAGRDLEREIVPMLKETGIGLMVWSPLAGGLLSGKYDREGKAADGRRAS
FDFPPVDRDRAHDAIEAMRGMAEARGASVAQIALAWLLHQEVVTSVIIGAKRADQLTDNIGATQVELSEDELARLDAVTR
LPAEYPGWMLERQGEYRSQS
>ANB37596.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDDRLTGLRASVLSLWRAHGRQTPIAGLVLASAEVPTGPFHGVYRPSLCAVLQGAKVSRLGGQAFRYDAGKCLIASLDVP
IRAEIVEARPDAPYLALALEIDTAVVAELMLGQGNVADPPPGAAIEVHDLGEALIDPLERLLALAERPQDIPVLAPMIRR
EIVWHLLTGPQGGRLRQIGLADSRLARIGRAIGWIRTHYAEPLRVAHLAALAGMSPATFHRHFKAATAMTPVQFQKSLRL
QEARRLLLTRPGDVAGIGFRIGYDSPSQFSREYRRLFGAPPGRDGAELRRGLAEAGP
>ANB37597.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAHDDPQPKLDALDRRILGELQTDSGQSLDEIARKVGSSKTPVWNRIRKMREAGVIRQQTVIVDPKALDRGTCFFVLIRT
SEHEADWQRRFLNALMKRPEVLEAHRLAGEIDYILKVRVADAAAYDVFYQALISDVRIFNVTALLSMEEIKATTVLPV
>ANB37598.1 5-oxoprolinase [Rhodovulum sulfidophilum]SNK001
MAADRWDFWIDRGGTFTDLVARRPDGRLLTHKLLSENPERYDDAAVQGIRELLGLGPDEPLPRGAIGSVRMGTTVATNAL
LERKGERVLLLITEGFGDLLRIGYQARPRLFDLEIRRPELLYEEVAEIRERLDAEGGVLVPLDEDAARAALTAAHARGIH
AVAIALMHGYLNPVHEDRLAELARETGFTQVSVSHRASRLIKLVGRGDTTVVDAYLSPILRRYVDRVAEALDLGQGGCER
LLFMQSNGGLTDAALFQGKDAILSGPAGGIVGMVRTAEAAGFDRLIGFDMGGTSTDVSHYAGSYERSFETEVAGVRMRAP
MMDIHTVAAGGGSICKFEDGRFQVGPESAGADPGPACYRRGGPLTVTDCNVMLGKLTPAHFPAVFGPGGDQPLDVEAVRT
KFAVLAREVAAETGTPERSPEDMAEGFLRIAVDNMANAIRKISVQRGHDVTGYTLQCFGGAGGQHACLVADALGMRRVFL
HPFAGVLSAYGMGLAEIRAMEEGQLDLPLADEAGAEAALADLTARAEAALRRQGVEPTAIRTLARAHLRYEGSHQTLEVP
FGPAAAMQAGFEELHRARFGFASPDRALIVDMLDVEAIAETGTAPAAMAPEARAEINDRVAVHLGGETVEVPLYARATLG
PGTRIKGPAIISEPTGTDMVEPGWVAEADAMGNLILTRNAAARHAPAMGTEADPVLLEVMSNLFMSVADQMGATLANTSW
SVNIKERLDFSCAIFDAQGDLVANAPHVPVHLGSMSESIRTVMRGHAGAIRPGDAFMLNSPYNGGTHLPDVTVVTPVFLG
DEILFWLGSRGHHADIGGRTPGSSPPDSRRIEEEGVLIDNLRLVDRGRLLEAEAEAVLRSGPWPCRNVSQNMADLKAQIA
ANETGRRALLEVVERYGRDVVAAYMGHVQDNAEESVRRVIGTLKDGRFRYPMDHGAVIEVALRVDRAAREAVIDFTGTSP
QHEGNYNAPFAVCRAVVLYVFRTMVGADIPLNEGCLKPLRIVAPEGCLLNPTYPAAVIAGNTEVSQAACNALYGALGVVA
GSQATMNNFVWGNDCFQNYETIAGGTGAGPGFAGCDAVQSHMTNTRMTDPEVLERRFPVRLEAFAIRKGSGGAGRWRGGD
GAIRRLRFLEPVTVTTLCAHREIPPFGASGGAPGLVGENWVEQADGRRERRRGNDEIALEAGVLFEIRTPGGGGWGRP
>ANB37599.1 IclR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTQPRPRGRPRAFHDKTDQNTVRALDRAMGLLTALSETKGLTLSELAALSNQSPATVYRVLITLQGHDIVELEEEAQRWH
VGPGAFRIGSGFLRRTNVAERSRGAMQALMRATGETANLGVEDRDEVLFLTQVETHETIRAFFSPGTRGPMHCSGIGKAL
LAFLPAARVAAILKTQGLPGFTPRSITSETGLHADLDRTRARGYAIDDQERAEGMRCIAAPIFNAHGEPIAGLSVSGPAF
RIPLDAADGIGAEVRAAADRVTAATGGISPTEKSA
>ANB37600.1 serine--glyoxylate aminotransferase [Rhodovulum sulfidophilum]SNK001
MHASNPIFLPGPTNLPEPLRRACDIPTMDHRSAAFGPILAAAKDGVARILGLSGGEVALFPATGTGGWEAAVTNALRPGD
KVLAARHGMFSRKWIDLCQRHGLEVEIVERPWGEGVPVEEFAAALAADGGHQIRAVLVTHNETATGVTSDVAAVRAAMDA
TGHPALLMVDGVSSIGSIEFRMDDWGVDLAVAGSQKGFMLPAGLAIIGISAKARQAMETAGLPRCFFDIRDMADGNYPYT
PPVGLINGLAVSTGLLLEEGMENVRARHHRIAEGVRRAVAAWDMTTCAAAPELCSDTVTAIVTPEGFDAGRIVRHAAEAY
GVAFGGGLGEVAGKVFRIGHLGLMSDVMALSGIATAEMAMVDLGLPVRLGSGVAAAQEHYRNSRTAPVQAAA
>ANB37601.1 serine dehydratase [Rhodovulum sulfidophilum]SNK001
MKDHGPLYIPTYDDVIRAHERIAPHIHRTPVLTSSCIDGMAGASLFFKCENFQKAGAFKVRGACNAVFGLDEERAAAGVA
THSSGNHALSLSYAAGRRGIPCHVVMPRTAPQAKKDAVRGYGGEITECDPSTSSREAVFAEVEARTGAEFVHPYNDWRVI
AGQGTCARELNDQIRDLDAVIAPIGGGGMVSGTCLTLSSLAPHIEIYAAEPEQADDAYRSFKAGHIIADDAPETVADGLK
VPLKDLTWHFVSSNVTDILTVSEAEIVEAMKLIWKRMKIVMEPSSAVPLAAVLKNRELFAGKRVGVIVTGGNVDLDRLPW
MTA
>ANB37602.1 alanine racemase [Rhodovulum sulfidophilum]SNK001
MKDVTDFDGLEVGYDIPALPGMAESEIQTPCLVLDLDALERNIKKMGDWARAHGMRHRVHGKMHKSVDVARLQERLGGAC
GVCCQKVSEAEVFARGGIKDVLVSNQVRDPAKIDRLARLPKLGARTLVCVDDPENVAELSEAAVRHGTEIECLVEIDCGA
GRCGVTTTPEVVAIARAIDAAPGLRFAGLQAYQGAMQHLDSYEDRKAKIEIAVAMVREAVEALKAEGLACDIVGGGGTGS
YYFEGSSGVYNELQCGSYAFMDADYGRILDADGKRIDRGEWENALFLLTSVMSHAKADKAICDAGLKAQSVDSGLPVVFG
REDVTYAKCSDEHGVIADPEGVLKVGEKLKLVPGHCDPTCNVHDWYVGVRNGKVECLWPVSARGKAY
>ANB37603.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]SNK001
MFIVPEKEIAGLVSADQCFEAVEAVFAAMARGDAYNFPVIREAIGHAEALYGFKSGFDRAGAVLGLKSGGYWPGNAAKGL
TNHQSTVVLFDPDSGRPAALVGGNLLTALRTAAASAVSIRYLARSDARVLGVLGAGHQSAFQLRAAVAQRRFEKIVGWNY
HPEMLPRLAETAAELGLPFEAVSLEDFGAQADVIVTISSSFSAQLMDAHVRPGTHLACMGTDTTGKQEIDPAIFVRARVF
ADEIAQSVEIGEAQHAVAAGLIAAEDIVEIGAVINGTAPGRQSDDEITVFDGTGVGLQDLAVAARAVAAARARGVAVEVD
L
>ANB37604.1 zinc ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MRPLFFPVLLALAAPAAAQPPRVVTDIPPVQSLVAEVMGDLGSPEILLDQGGDPHHFQLKPSQARAISEAGLVFWVGPEL
TPWLDRALNGLGPDAQAVALIEAPGTYRRSYDDEAHDHDHDHDHDHDHDHDGEPEDHHHEAAMPDEDHDHDDHAGEEGHH
HHDGIDPHAWLDPENARVWVLRISGALAEADPDNTAAYEANAHAALDRIAAAETEARQLLAPVGDRPIMVFHDAYGYFAE
HFDLTVAGSIAMGDAAEPGAARLAGLRDELRHEGVACLFPEAQHDPAYAEAIAEGTDVRVGAPLDPSGSTLAYGPDLYPA
LLTGLARTIAACVTGTEG
>ANB37605.1 Fur family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRIDAERVFSAHDHAACRRATLERAEEIVAAEGLRLTPVRRRTLEILLESHQALGAYEVLDRLVASGFARQPPVAYRALD
FLVDHGLAHRIRRLNAFAACMRPGEPHRPAFLICDTCHAVAEAPGTAVADAMLAAAGTVGFEIERMSLEAVGRCPACRES
RA
>ANB37606.1 zinc ABC transporter ATP-binding protein ZnuC [Rhodovulum sulfidophilum]SNK001
MTLVAARGLTVRYGGVAALTGVDFAIDGGEIVTLVGPNGSGKSTLVRAVLGAVRPSAGTVTRRPGLRIGYVPQKLAVDDR
MPLTVRRFLSLPERRGAAEIAAMLERVGAAGLETRQMTALSGGQFQRVLLARALLGGPELLILDEATQGLDQPGTAAFYQ
LIADLRRETGTAVLMVSHDLHVVMSATDRVLCLNGHVCCQGQPHVVTAAPEYRALFGHGTQGTMALYQHQHDHAHDGCHG
QGHAHGPEPGRGGAGHRTEPEAADA
>ANB37607.1 hypothetical protein A6024_06510 [Rhodovulum sulfidophilum]SNK001
MLDDFLVRAALAGVAVALAAGPLGAFVVWRRMAYFGEATAHAAILGVAIALGFSISIFAGTLGAALAMALAVTSLSGRGL
AMDTALGVAAHAALAVGLVSVSFLSGVRVDLSAYLFGDILAVGRSDLAVIWAGALAVLALIVWRWTALLTVTVSEELATA
SGLDPGRERLVLTVALALVVAVAIQVVGALLIVAMLIVPAAAARPWSRTPEAMALIASGIGALSALAGLWGSYHFDTPAG
PSIVVAASCAFALSLAVPRRA
>ANB37608.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MSTTAETDPGPRDSRLAHFPVTFFATVMGMMGLTLAWHAGEQVLGTRLGLSLAVSPVLLYASCALLVAVAALYALKLATH
FPMAAAEWQHPVRLAFFPTASISLILLSVALMGDYPGLARPVWIAGTALQGLLSLMVISDWIGQRHFQPIHLNAAWFIPP
VGNILVPVAGVPLGHPEISWLFFSGGALFWVVLLTLVMNRLTFHDPLPGRLQPTLVILIAPPAVGFISWMRLHGGFDPLA
MFFLNAAYVFALIVATQLPRILRLPFALSFWALSFPLAALTIATFLYADASGSVFHLWLGGALLAFLSAVIAGLVGRTLL
AIARNEICHPE
>ANB37609.1 cyd operon protein YbgT [Rhodovulum sulfidophilum]SNK001
MWYFAWILGLPLAALFAVVNAMWLELHADRTMMDGKPRDDR
>ANB37610.1 cytochrome d ubiquinol oxidase subunit 2 [Rhodovulum sulfidophilum]SNK001
MILHEFVDFDILRVIWWGLLGVLLIGFALTDGFDLGVGTLLPFVARTDIERRVAINTVGPVWEGNQVWFILGGGAIFAAW
PPLYAVSFSGFYLAMFLILAALILRPVGFKYRSKREDERWRSAWDWALFVGGFVPALVFGVAVGNVLQGVPFRLTDDLLS
IYEGSFFGLLNPYALLAGLVSLSMLVMHGAAWLQLKTEGMVADRARSYGAWAALATIVTYALAGLWLAGGIEAYSFVGTV
APDGPSNPLMNEVARGGSWMAAYEARPWIAIAPALGFLGAALAFLGFKTDKEGWTMLASKLSILGIIASVGLTMFPFILP
SSLDPSSSLTVWDSSSSHLTLFVMLVSAVIFVPLILAYTAWVYKVLWGKVTASDVVDNSDSVY
>ANB37611.1 cytochrome d terminal oxidase subunit 1 [Rhodovulum sulfidophilum]SNK001
MELDIVELSRLQFAMTAMYHFLFVPLTLGLSVIVAIMETVYVMTNRPVWRQMTKFWATLFGINFVLGVATGITMEFQFGM
NWSYYSHYVGDIFGAPLAIEGLMAFFLEATFVGLMFFGWGKLSKVGHCVVTWLVAIGSNFSALWILIANGWMQNPVGAEF
NPMTMRMEMTSFFDVMFNEVAQAKFVHTVSAGYVTAAIFVLGVSAWYLLKGRHIELARRSIAVAASFGLAGALSAVVLGD
ESGYNATHTQKMKLAAIEGMWETHAAPAPFNLFGIPDQADRDTQFALKVPVVMGLIGSRSLTEELPGINQLVDEADARIR
NGLIAYDALMQIRAERGTATPELAAQFEEHSGDLGFAFLLKRYLEDPRQATDAQIAQAAQDTVPEVLPLFWAFRVMVILG
FGFIAMMLYFFIRANFYGMRFPRWALRAAVVAIPTPWIAAEMGWFVAEFGRQPWTVDGVLPTALSVSHLSVTQVALTLAG
FVTFYSVLFVIEIGLMRKYILKGPYMDVAETDDWTRRHTDRLTGGRGYEPAE
>ANB37612.1 hypothetical protein A6024_06535 [Rhodovulum sulfidophilum]SNK001
MKDILQILRLTWQAQRGPLIRGTALAVIVVAMGVALLGLAGWFITAAAAAGLAGIGIAFNVFQPSAAVRFLALGRTAARY
GERLLTHDATLKALTDIRVALLRGVLALPFQTLSRLRGAETMNRLVADVDALDGVVLRLFIPAVTGVILYVAVFPLLWWM
TDFTLAIWIFASFTLGCGLVLIGAGRHALAPSRRAEKALQAFRIRLIDLLRARDDLVVYGRLPEQTEAVQLAEARMRDNL
GAIDRLERRAGLALSLTTTLATGTALALGGVLVARGAITPAQAALGFFVALALSETVQPLRRALAELGRMLDAARRVTRL
LPEEDGTPAQAAEHASPAVAAEGAPALEMTGIAYRHPGAEAPVLKDFSLRLDPGACIALTGASGSGKSTVLALAAGLIQP
EAGSIRLAGCPIETLSETRLRAGMAYLPQRSMLLGQSFFDMLALADPGLTEREALELIEAVALSSTVAARGGLHASLKEN
GAGLSGGEQRRLALARALLRRPRLLLLDEPTEGLDRPTATRVLGAIREILPEAAILTASHRKAERDWADRLIAMT
>ANB37613.1 hypothetical protein A6024_06540 [Rhodovulum sulfidophilum]SNK001
MTAPVMSLLERAGAMATAASLLWLIQAAAVALALGQMLQPDTAWGPTWAFALVFVAVGLGRALLDHRAGALSFRAADIVL
ALERARLVTRESRRATDDPARPPAAVTATLAAEKLAALSPFLTRYAPAKRRSTFVPLVILGVAFYFSWAIGLVLLFAGPL
IPIFMALVGIAAKKASERQMEELSNMNVLLLERLTALVDIRLLDATERTVESFRSAADRLRGRTMEVLRVAFLSSTVLEL
FSAIGIAMVAVYVGFSLLGELNFGTWGTPLTATEGIFLLLLAPDYFQPLRDLAAAWHDKADANAVARELAELEARDETTF
LGLGAAAAPLETTEALSVRGLAYRPPGGRLIRFPDFDLHPGETLAITGPSGIGKSSLLRLLAGMAVPAEGEIRIGGTVLS
PETADAWRARLGWLPQQPRFVSGSLRKNLTLALRPGRELPLDRALKLAAADGVVAQLPRGLNTRLGETGVGVSGGEARRL
IVARAAHAHPDLLLADEPTADLDEETATLVTEGLLGLAQGGVALIVATHDPALAARMDRQIAIKPEHAA
>ANB37614.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRLTTRTNIAMRALMYCAVNGGRTVRKSDIAGACNTSENHMAQVINTLAHHGLVKTTRGRNGGLTLKRTPEDITVGEVFR
HLESGVPFAECFDPATNTCPISCCCLLKGALQRALAEFYATLDGITLADLVVGNRDLEEALALAS
>ANB37615.1 hydroxypyruvate reductase [Rhodovulum sulfidophilum]SNK001
MTLQAPAPPSAPLAASPADPPAFLRALFETAVAAADPMRTVAPALPPRPAGRVVVIGAGKASARMAEAVEAAWGPCEGLV
ITRYGHARPCAGVEIVEAAHPVPDAAGEVATRRVMRLLEGLSAEDLVLALISGGGSSLLVQPAGQITLEEKRLVTSGLLA
SGAPIGEMNGIRKELSAVKGGRLAAAAFPARVLALLISDVPGDAPSDIASGPTVGHRGDAARALAALARWGVVPPPSVQS
FLEAGGDPVRPDDPRLARVENVVIAAPARSLEAAAEAARGAGCAVEILGDALEGEARDLAASHADLARARQAAMAPGDPP
LLLLSGGECTVTRRGDGVGGPNAEYALALAVALDGAEGIDAIACDTDGVDGAAEVAGAVIGPATLAEAGRLGSDPARALS
TNDSHGFFAALGAQVVPGPTLTNVNDFRAILIRPQP
>ANB37616.1 alpha-amylase [Rhodovulum sulfidophilum]SNK001
MTDTTQTLRIKLAGLVGQIYPDQDRELLIDRIVEAFWPDGTRPRRRARMPSNRLWSCEDSMVITYGNSFTDGQHKPLDLL
NDFLHRHLAGTVGGVHILPFFPFTSDDGFAVTDYRMVNSNLGDWEDIRRIAGSFRVMSDLVLNHVSSQSHWFSEYRQGHP
PYDRFFFEASPEDDLAPVVRPRTSPLLREVETANGPRHVWCTFSHDQVDLDFRNPEVLLEFLRIMRLHVENGVRIVRLDA
VAFLWKEPGTPSIHMPETHAIVQLMRVLCDFAVEPIVLLTETNVPNHENLSYFGNRNEAHAVYNFSLPPLVLHALLSGTA
EYLHRWQATMPPAQLGCAYLNFTASHDGIGMRPVEGLLPEEQIGDIIGAVRSFGGEVSMRSTVGGGETAYELNITWFDAM
KGTLAGEDGWQVERFLCSQSIVMALEGFPAFYVHSLLATPNDHAGVEKTGIKRAINRHRWDYPALLALLENPESMQALVL
RQMKRRIGIRRRQPAFHPNATQFTLHLERRLFGLWRQSLDRDQSIFALHNVSAEELSVSPLSINLIGGEDWVDLLSGERI
SPQGTDIPFAPYQCRWISNRDGAGREPG
>ANB37617.1 glycosyl transferase [Rhodovulum sulfidophilum]SNK001
MADFHQNGNVATLHNLRSAPAELLVRELATFAQTRKISLILPSLFSELEGDALPRILDELAEVPFLHRIVIGLDQADEAQ
FAHALQFFDRLPQNHVVIWQDSPRMQAIHARLETHNLQPGDPGKGRNVWFCMGYLMACKDSSVMALHDCDIVTYSREMLA
RLVYPVANPNFPYQLAKGFYPRIGANKLNGRVSRLLVSPILLALKKTIGDRDYLDYLRSFRYPLSGEFALRTATLPDLRI
PSDWGLEIGVLSEAWRNLAPRSVCQVEISDAYDHKHQPVSQEDASKGLSRMSVDICKSIFRKLAADGTVFSEEIFRTLKA
TYYREALDLLDCYYNDARMNGLSLDRHAEENIIELFAQNITEAGQVFLDNPAETPFIPTWNRVNSADPTLMDDMRAAVAA
DGTDYRSATK
>ANB37618.1 mannosyl-3-phosphoglycerate phosphatase [Rhodovulum sulfidophilum]SNK001
MPRPALLIFTDLDGTLLDHETYSHAEAAPALTALRAAGVPVILASSKTAAEIAPLRAELGLSAHPAIVENGAGRLEPGAE
APRTGGRYRALRTALSQVPAPLRSRFRGFGDGGADWIAEVTGLAPEAAALAAQRLYSEPGIWSGSEAEKAGFLAALQAQG
ISGREGGRFLTLSFGASKAGQMAEIAARYSTPFVVALGDAPNDREMLEQADQGFIIANPHRRPMPPLDGEETGRIQRIAA
AGPKGWNLALRQVISDFGI
>ANB37619.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]SNK001
MTRALMLQGTGSNVGKSLLVAGLCRAALRRGLSVAPFKPQNMSNNAAVTADGGEIGRAQALQARAAGLEPLTDMNPILLK
PETDTGAQVVVQGRARGALRARAFAAEKPKLMAPVLESFHRLATGRDLIIVEGAGSPAEVNLRAGDIANMGFARAAEVPV
VLIGDIDRGGVIAQIVGTQAVLDPGDLAMVRGFAINKFRGDPRLFDDGYRLIEARTGWPGFGVIPWFPEACRLPAEDAVD
LGGTGRGSYHVVCPMLSRIANFDDLDPLKLEPGIRLTMVPPGRALPGDADLVILPGTKSTRGDLAFLRDQGWDIDLAAHL
RRGGRVLGLCGGYQMLGRRIADPEGLEGPPGVTEGLGLLDVETVMHADKTLTRIEASHAATGAAFSGYEIHIGATDGPDR
ARPFAHIGDRPEGAISADGRVAGSYLHGLFSEDGFRRAWLGRLGAETGPEGYDAKVEATLDALALHLETHLDIDALFALA
GELPAS
>ANB37620.1 hypothetical protein A6024_06580 [Rhodovulum sulfidophilum]SNK001
MWACVPPSSAIRLAAALALAGTAALADPPGRVVSMNLCTDQLAMLVARPGQLVSVSDLAANPMNSAMAEAARAYPANTGG
AEEIFLMRPDLVLAGTYSNPATLAMLERLGIRVARIGLTTRLDEVTDRLRQTGRLLGREARAEALARAFEQDLARLSQSG
PPRPLAAFFYANGYTQGEGTLADDILTRAGFANLARTDQAAQGRHGGFDLALEELVMADPELLILSRPYPKTSRAEEILA
HPALRALPAAAAPAFSGPDWVCGTPYALRALAEMTRRRDAGAATAPD
>ANB37621.1 hypothetical protein A6024_06585 [Rhodovulum sulfidophilum]SNK001
MTRSSFCLGLGLATLAPLHALAEDLDDSLLLDEITASASLTPVATNRTGATVETLDRDQIAAGGQNLGETLATLPGVSFS
QNGGLGQTGTLRIRGLDSGYIATRINGMDFTDPTNLPPSLNFGTLSSGLADRIEVLKGAQSALYGSNAIAGVVDITTWRP
TTLGTSGQASVEAGTYGTYSGKLSFGHMSEHGEISATLSRVQTDGFSTLSGNDEPDGYDEDVITLNAAYDLTDSLRLGIS
GLYSDGTADYDPTPTGTDPAIRSDTTRRGLRAYAHFVLGSVENELSLARTQTERTDHGSFGTSHWDGSSRTIGYLGSTTL
GDRTDLSFGADWKQDKAIQSGSTDTEISRAAFAELRQAATDAIDLSLSLRYDDFSSFDEQMTGRAALAWRIGPDLIFRTS
LGTGYRVPSLYELYGTSEGDTVGNRGLSPETGTSFDIGLEKRLSGEGFLKATAFFTEIEDKIDWNPTPPTGICTSAYGCY
DNLDGTTRSQGFELSGRFELTPATAIYGAYTYTDARWKGDRLLRVPRHDLGLGLSSELSPRITTDLSYQYLADRLDPGGA
LPDAGLGTARISYTLDSGAELYARIENLFNEDFYTALDYTGAYHYNTSGRALYVGLRASF
>ANB37622.1 hypothetical protein A6024_06590 [Rhodovulum sulfidophilum]SNK001
MGDPDLTHRLTGCTTLGLDAQASTAARPKTACAILRAPPPVDLLLVRVTRGTETALLLAPGTELAAIVAACRPGVPLDRS
GAPD
>ANB37623.1 hypothetical protein A6024_06595 [Rhodovulum sulfidophilum]SNK001
MAEISETIPPRDMALGDGKGQEETRLLVARRHLLRVGRPRPAAHATVPLPPDMQGDRAAPLIAAFQDRVRRFVSAAADLS
ITAARPACRVEPTEPGCPSMRCARSPAMKRPLLKAPPCPTPTGRPGQPPRATTRSAPARPGPPPGSGFATDASSRRWAIR
TSPTG
>ANB37624.1 hypothetical protein A6024_06600 [Rhodovulum sulfidophilum]SNK001
MPFTFTIQALLRAIPGCRAIAFVDLSARLVLKSEAQEPLPQDYYDALCLCGARLLGGQAAAALTEVFGIDQPPREAVLMR
NGGIELFLRAPRDPYEALCALVGPDTGVEAALSQMRRAIAEIVEIAAGTARHDTTRGAAEAVDMTEIAPLATMRAKLKPR
QEARDRPGTGDI
>ANB37625.1 hypothetical protein A6024_06605 [Rhodovulum sulfidophilum]SNK001
MGEIGAGKTTLAHLLVGRPLMPRTSTATRLPPGRITHGTAPPCREDDRGRTAPVDLADLARLSPADTRLIRLQAEAEILR
HCDLIDTPGISDPEIGPDVWEYATGLADGVLWCSHAPEAWRPSEAAIWDMFGPRLGGSSLLLLTRFDRLASERDRERVLR
RVRRETAGLFAGVLPIALTEALEAPSGRTANGAEALGHALMRILRGLGGRTGQDAGPMRLDPAWRIADPPDCGPPDCGTH
GTVRPRRVRVDASRSRSPRPTGTEPPVTSHTRSERSGPLP
>ANB37626.1 hypothetical protein A6024_06610 [Rhodovulum sulfidophilum]SNK001
MPDETGSIREALRHDPAKRNRVDPMPMLAVGTGDRRKTVGALSRKAGVTPGDLDSAPGLRTGQERMQAGENAMPIMLHEP
A
>ANB37627.1 hypothetical protein A6024_06615 [Rhodovulum sulfidophilum]SNK001
MARVLIVSSYVASGHVGLSAATAVLQALGHEVTALPSVVLSNHLGWPHAAGGPLPAGELCEMTAALRENGLLAGHDAVLI
GYLPSPEHVAFAADLVAELRAAGPAPRIVIDPILGDAPGGLYVPVAVAEAVRARLVPLADTMTPNHFELSWLAGRALSDL
EATAGAAAALAPEVLVTSPPLGPETTGVLAVRGGRRELFRTLRRGSVPHGVGDAFAAMIAAGLAPGEALGRLDALVLCSI
GAPCLAIASAAPRWISAPAIGPEPHP
>ANB37628.1 hypothetical protein A6024_06620 [Rhodovulum sulfidophilum]SNK001
MILDDQTEVTAFLRAQKRGPDPLREIETHISRIFLTGDRAWKLKRAVRLPYADFSTPEIRLRTCEKEFALNRPTAPGIYL
GVRRITRQADGLGFDGDGPLVDAVVEMVRFSQDDILDRVAEAGDLTEADAECLARTVAAMHARAPIRRHPGGAARMDAVL
DINRAGFATSRVFAPAEVAALDESFRRTFRRDRGQLDRRGARGLVRLCHGDLHLANIVRHDGRPELFDAIDFNDALATVD
VAYDLAFLLMDLWHRGLPEIANRVANRYFDAAGAEDAHGLLPFLMAVRAEVRAHVTATAASDDPARATQARVYFDLARDF
LTPAPGRVVVLGGLSGSGKTTLAERLAPHLGRAPGARIVESDRARKALFGVEATEHLPREAYAPGVSDEVYARIAARSRA
LAEGGATVILGAVFDTAAHRAQIEGRLAGLRVDTIWLEAAPERLRERIATRGESASDATLDVLETQLVHGTEGISWPRID
TNGGLETTLVRLRAALS
>ANB37629.1 hypothetical protein A6024_06625 [Rhodovulum sulfidophilum]SNK001
MAASTQKKYEDRIAEHELEAIDAKAPIRALALFESIRREGAHELNRPASALALSGLTAGLAIGFSVLSEALLRTHLPDAP
WRPLIENIGYSVGFVLVILGQLQLFTENTITAVCPVLDDPRPRVFASLARLWSLVLATNLIGAAAFGWVLHAGTVYEPEL
RAAVVALSDHATGYGWWETAVRGIGAGWLIAALVWVKPNARNSELLLIVVVTYLIALADFSHVIAGTTEAAVMVYSGGMS
VFEALGGFVLPALVGNILGGTVFFTLLTYAQIRSELVGDPESGRTRY
>ANB37630.1 acetamidase [Rhodovulum sulfidophilum]SNK001
MADGSRTGGACRSVIINGFTNSVLDPDAPMLGPVENGGTVIANTAPGCWGPMITPSLRGGHEVTRPVAVEGAEPGDGIAI
RIRDVTVTSLATASGHDSSPEGFCLGDPYVAARCPTCDALWPETHLEGIGQEAVRCNVCGNPVTPFSIVHGYTVTFDDTR
SVGVTLPSDAAEAIARDAPHYAALPDASHQHSILVYAPSDMPGALVRMRPFLGQLGTCPSKAMPDSHNAGDFGAFLVGAP
HPYALTPEELAEHKTDGHMDIDAVRPGAILVCPVKVQGGGLYMGDMHAGQGDGEIAGHTMDVAGSVTLQVEVVKDYPIDG
PVLFPLAEDLPPMARPFSDVERARGERLARRWHVNALEEVAPVSVIGTGANLNIAIENGLERAAKLLDLSVAEIRNRATI
NGAIEIGRAPGVIQVTFLAPLDRLDAVGLGGYAREQYGL
>ANB37631.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MFDIAIIEDEELERRALRSILEKNLDGCRIVGEARNGTEAMALIDSQHIDLMLVDIKIPRPTGLEVIQSVRDRGLATKVM
ILTAYDYFELMQSAIHLKADNFLLKPIRTADLLKAVRECLPEHEPVAARAADAWTVTAPAPAPDSIRAPEPPVADRIAEL
VDQSAYRECLALVRRHLETIYAQREAAPRRAVMEFMRIMLQMVERRGLALPATLARHVEALETQRLDLHSHFQVQEILCQ
ITDVLFEANESGGAHASDRIQDVLNYIERNLHKGVTLEDAADFAQISPCYLSRLFRKEMDVTFISYLKAQRIERAKQLLQ
DSDLPITNVSLDLSFQDANYFGKAFKKEVGLSPSEYRRRFR
>ANB37632.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]SNK001
MTTCISSESVTEGHPDKVCDQISDAILDAYVAKDPMARVAAEVLASGNTLHIAGEITSTAHVDVSAVARGVLRRIGYSDP
ALGFDAEGCFILTDLHEQSPDIAQGVSRDAEIGAGDQGIFYGFACDETPTLMPATIHYAHRLTETLAAVRHSGRLPWLRP
DGKAQVTFEIGADGRPAVLRSLVLSAQHDPEIDREDMLRGLIGEVIAPVMGHWLRAETRVLINPTGRFVLGGPAADTGLT
GRKLMVDTYGGIGRHGGGAFSGKDSTKVDRTAAYMCRYIAKNIVAARIAQSCEVSLAFAIGQLLPEMVGITLPSGCEADP
DKLEKAVRSVFPLSVAGMIETLELRRPVFERTAAYGHFGRDTEGFPWERTDRAVALQKAFN
>ANB37633.1 glycyl-radical enzyme activating protein [Rhodovulum sulfidophilum]SNK001
MTDIDYSCEGTVFDIQRYSIHDGPGLRTIVFLKGCPLRCRWCSNPESQNPEPELFFRSSSCIKCGQCVPVCPTQALAPTN
PGFVDRSKCVECGTCTTVCPTQALSMSGKKMSVTQVMQELRKDAIHYRRSGGGVTLSGGEPLFQHEFAKQLLMACHEQGW
NTAMETTGYTTREIVRDVIPHVDHVLLDMKSIDPDAHVANTGVDNRIILENALCISSLTHTVVRVPVVPGVNDSIEAAEA
VARFAKLMRGVDTVHLLPYHTYGENKYSLLGRSYPMGDTPNMKPETVTPLVEAIESFGLTCVVGG
>ANB37634.1 aldehyde dehydrogenase EutE [Rhodovulum sulfidophilum]SNK001
MNDKDISDAVAQVLSGYGSTAAEAGLPPAKPKSGEPMSDLVARILAESSSEAPAADTKPAYVPGSKRCCWTKSDPNGDPI
DDIVNDLVSQALGDKKPCSVCPHSDSSEGVAISDDEATTLGDGVFATMDEAIAAAELAQRQYLFCTMAARKQFIDGIREV
ILSNGTLERISHMAAEETGMGNPAHKIIKNRLACEKTPGIEDLTTAAVSGDDGLTLVEYSPFGVVGAITPTTNPTETIIC
NSIGMLAAGNSAVFSVHPRATKVSLLTIKLINRKLATLGAPANLVVTVQTPSIDNTNAMMAHPKVRMLVATGGPGIVKTV
MSTGKKAIGAGAGNPPVVVDETADIEKAARDIVNGCSFDNNLPCIAEKEVIAVNQIADFLISEMQKCGAYLIKDPAVVKQ
LEGVVINEKGGPKTSCVGKSAAHLLGLIGITVGDDVKVILTEADKDHVFVREELMMPVLPVVRAPSVDDAIDLAVELENG
NRHTAMMHSTNVRKLTKMAKLIQTTIFVKNGPSYAGLAVGGEGYTTFTIAGPTGEGLTSPKSFARKRKCVMVEALNVR
>ANB37635.1 ethanolamine utilization protein EutN [Rhodovulum sulfidophilum]SNK001
MHLGRVIGTVVSTSKDPSLTGSKLLIVARLTPQLEPTGFTEIAVDTVGAGWGETVIVAKGSGARMAGTLGKSVSDAAIVG
IVDTVETH
>ANB37636.1 hypothetical protein A6024_06675 [Rhodovulum sulfidophilum]SNK001
MDRAVLDTLLDRALLDLLSDRIVARLKARERSALLLVSGTDLGLDAAIRSLSPLNAAGWSFEIRRSPDAAGLLTPERLRL
LGGARAIPPMAAPGETDIDGVLARHGLVVVPALSAALAARASLGMAEDEVSALLTGALERGRRVVAARDGLCPASRERKA
RGLTGNEAYREMLTGHLLRLQSYGVELAWAAKLGDAIASPRPGDRGPGPGRGTATPPVPGSRVFGWSQAKTFDSAELKLD
ADVLITPLAAEELRARHVRVVRA
>ANB37637.1 ethanolamine utilization protein EutJ [Rhodovulum sulfidophilum]SNK001
MSTDRTLRDFAELIRSGDVLPADLRAPGPLKIGVDLGTANLVLAVLDAANRPVAGTTYRSTVVRDGIVVDYIGAVRAVRE
MKAALEERLGEPLIRAAAAIPPGIHSGSTKAIGNVVEAADFELAEIVDEPAAAARFLGIADGAVVDVGGGTTGISVLKGG
EVLASFDEATGGTHMTLVLAGARGVSFEEAEAEKLDPAAERDVFAVIRPVADKMASIVARFLEAYPDLDSVHIVGGACSF
SDFEQVFAKQTGRRIVKPAEPLLVTPLGIAMFPQATGEK
>ANB37638.1 phosphate propanoyltransferase [Rhodovulum sulfidophilum]SNK001
MLETGNMIDRIVSEVLAQGRAAARDTAGTNAGSDPALVPVGVSNRHIHLSRQDMDALFGPGVMLTRKKAMKQPGQYAAEE
TVILRGPKGEIGKVRVLGPLRKDTQVEVSTADGFALGVRPPLRMSGKLEDTPGLEIVGPHGSVRKSSGVIVAMRHIHMLP
ETAALLGLANGDEVSVLVGGPRGGIMHHVAIRAAEASATEMHIDVEEANAFGLKNDDMVRILRD
>ANB37639.1 hypothetical protein A6024_06690 [Rhodovulum sulfidophilum]SNK001
MTVMTEQSLGLIETIGLAAAVEAADAAVKSANVQLVGYELTNGDGMTVVKLRGEVGAIKAAVAAGAAAAERVNRVVSTQV
IARPARDVSLLVDSPATVGTLPPTDPDPDPDGGLAAASGPAAEAGPSPVEAAKPASAEVDTAEAETRAETDAAAASDATG
TLASDDTPNTPAETPTEAAPAAGAETAPETGPETQPQTETPTETETPAETGSEATAEAAPSETAADASGETTAAGAGTSN
AARRNRRRSTPARKPGRSGK
>ANB37640.1 microcompartment protein PduB [Rhodovulum sulfidophilum]SNK001
MKDDLVEQLMGEVIRKMGGSESSSSSEPQPETKAAPAKAPKACQLTEFVGTAIGDTIGMVIANVDPSLHEAMKIDKKYRS
IGIVGARTGAGPHIFAADEAVKATNSEVLVIELPRDTKGGGGHGSLVIFGAADVSDARRAVEVMLGELDRTFGDVYGNDA
GHLEFQYTARASYALNKAFGAPVGQAFGITVGAPAAIGVLMADTAAKAATVETIGYASPGNGGTSYSNEAIYTFSGDSGA
VRQAIHAARDVGKQLLGAMDPAPLESTTTPYI
>ANB37641.1 ethanolamine utilization protein EutM [Rhodovulum sulfidophilum]SNK001
MQQEALGMVETKGLVGAIEAADAMVKSANVTMIGYEKIGSGLVTVMVRGDVGAVKAATDAGAVAAGKVGTVTSVHVIPRP
HTEVERILPHPAPAAE
>ANB37642.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTRYTSFQTRTEIVFGPGLLDRLHAYRGQKVGIVTDAFLAQSGALDRVRKALPDCQIRVFDEVVPDTPIDAVSAGARHLG
GFGPEVIIALGGGSPIDGAKAILAIVREMHPDRYIPFVAIPTTSGTGSEVTTFAVISDPANGRKFPLISEELVPDVALLD
PEFVRTAPPKVTADTGMDVITHALEAVVARGANHFTDAFADKALSLAFAHLPRAYADGNDMEARDAMHQASCLAGFAFAA
AGLGVNHSLAHALGGKLHVVHGRTNSVLLPVVIPWNAVEPRAAAAYARIARLIGLDAPDTGAAVTALIAKIREFNTLFGI
PATIPEIGADKEEYRRVRSVVAAAALADACTTSNPRQPSQADLEDLLAQVGG
>ANB37643.1 glycyl radical enzyme [Rhodovulum sulfidophilum]SNK001
MIEKGFTKPTDRVLRLKKQIIDAKPYVESERAVLATEAYKATEGLPAILRRAKVVEKIFNELPVTIREDELIVGAVTKNP
RSTEICPEFSFEWVEAEFDTMATRMADPFEIPKETAAELHEAFKYWPGKTTQALAASYMSKKTHDCMNNGVFTVGNYYFG
GVGHVCADYGKILKIGFRGVIEQAIKSIECLDEKDPDFIKKKQFYNATVIAYNAAINFAHRYAAKAEELAAQESNPARKA
ELEQIAKNCRRVPENPASTFWEACQTMWFIQCMLQIESSGHSISPGRFDQYMNPYFLADKSISKEFAQELVDCVWIKLND
VNKTRDEISAQAFAGYAVFQNLCVGGQTEDGLDATNEMSYMCMEATAHVKLPQPSFSIRVWQGTPDEFLFRAAEVVRLGL
GVPAVYNDEVIIPALQNRGVSLAHARDYGLVGCVEPQSIHRTEGWHDAAFFNVAKVLEITMNNGRVGDTQLGPKTGEMTE
WKSLDDFYAAFKAQMAFFVKHLAEADNCVDIAHAERAPLPFLSAMVDDCLGRGKSVQEGGAIYNFTGPQAFGVADSGDSV
YAMEKFVFDEKKVSMADLKEAMDANFGVALGSSAPADNSKGPSEEEVYAAVRKVLSTNSSVDVATLKDEVYRTLATNSAP
TSDSSKYENIRRLMDSAECFGNDIDDVDLIARKCARIYCLEVEKYTNPRGGQFQAGIYPVSANVLFGKDVGALPDGRLAK
QPLSDGVSPRQGKDAKGPTAAANSVAKLDHFIASNGTLYNQKFLPSALAGDQGLQNFASLVRSYFDHKGMHVQFNVIDRE
TLLDAQKHPEAHNDLVVRVAGYSAQFVVLAKEVQDDIISRTEQTF
>ANB37644.1 protease [Rhodovulum sulfidophilum]SNK001
MFGSSKYKVLMIVGDYSEDYEVMVPLQALDMVGIAVDAVCPGKCKGDTIRTAIHDFEGDQTYSEKPGHLFRLTAAFGLIE
PDSYHGLYLAGGRACEYLRLDDEVLGLVRTFMNDDRPVAAICHGPQILAAAGVLAGRNLTAYPAVAPEIRAVGGTYVAVA
PEDTVIDGNLATSPAWPGHPGLLRAFLRRIAPDAVN
>ANB37645.1 permease [Rhodovulum sulfidophilum]SNK001
MTALGLLVAFGGGIFGAAIGALPAFAFVGILTIAGVAIQLAVAPAATDFFGIPFGVFGPHVGGFASGVAAAAYAASKGKL
DSGRNIVTAGMGLNSPDVLLVGGIFGIVGYVICWGVAMVPDVGPGLPWTDYPGMSVVISAFIVRFIWGTCGLCGKAPEGE
RFFHPTDATKWLVFQSSFGQIAMIGVGVGLLGGWLGITYGMPGALLAFGIAAASLLFLTVGVLTPVTHHIALPAAIVGVA
SGSIIWAGIAGLVCAFVGEFFARIFLDRGDTHIDPPACTIAAMTLVFNVLTSIGFWALLPMPV
>ANB37646.1 acetate kinase [Rhodovulum sulfidophilum]SNK001
MILTINCGSSSLKYQLYTTDLSEVVAKGLIARIGETGSYSDHKAGCRGEKVALPVPDHKTALELMLASLMHADYGVIDGP
AAISAIGHRAVHGGDVFVDSVVVDDEVMAQLRACIGFAPLHNPCNIAGIDAAKRLFPGVPNVVVFDTAFHQTVPPEAHVY
ALPYELYSKHGVRKYGFHGTSCRYVSQAAADLLNWPIGDMKMVICHLGNGVTLTAVDGGKSVDTSIGFGTVGGVPMGTRS
GDFDPTIIFHLVNQLGMDLKDVEKLCYHKSGLLGVSGVSNDMREVTMRAEHGDERCALAVEIFVYQIKKTIGAYAAAMNG
LDALVFTAGIGENSAEIRSRVCAGLGVLGVRIDEASNEVARDGYPNISAPDASVATLVVPTDEERMIAMDTLRLTPEHLL
TTPRGVSSRGYEQARPI
>ANB37647.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]SNK001
MQIRDLIPWARKEHSPEPKTRTGEDNPIATLQHDMNRVFEGFWNRLGALDWPLGSDAKSDVVETANAIEVSIELPGMEMK
DIEVSVTDDTLTIKGEKRVERQEEKTGYYLSERSYGAIYRSLPLPPGVDGSKAEASFRNGVLTIRLPQTAEAQSRVRRIE
VQGA
>ANB37648.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]SNK001
MTTEMTAPDKRPADAPETARGGRIYRPLADIVERDGTVTLLLEMPGVAAPDVEIALENRVLTISGHAGTARPGRLQLVHA
EYGEGDYERAFTLSEDIDPDRIAAEMKDGLLRVTLPRAEAAQPKKIAVRSA
>ANB37649.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]SNK001
MLYPSTFAADPFALMRQMGRDLDSALGPRLGAGTAAFPAINVWQNDEAVAITAELPGIAPSDIDITIKDNVLTLSGERRA
PDLGDTAIWHRRDRAYGRFSRAIRLPFPARDDQVEARFINGVLRVVVARPEEDKPRRIEIKAA
>ANB37650.1 hypothetical protein A6024_06745 [Rhodovulum sulfidophilum]SNK001
MSGSGCERRLGPLDRPLAEAGYDPSEHGVLTVARYYFQSFAFPNSQAWINAFAKAESLFPPGMARAGASEIAVAVLAAVQ
QMRAARGSGFRFSNPDCPGCARILSPHERQFMEVLVALRRGRRSRAHTAAMLICEGNASETFLVAMSDLAALTGALSPGQ
VHPVGAQCDRGPAVS
>ANB37651.1 hypothetical protein A6024_06750 [Rhodovulum sulfidophilum]SNK001
MTPDRGSRGAAPVATLDELPPLERAAIRCLRGWSDGPMTRARMRRNFGQILGPRAEAQEELLDALTDLVRGGGRRPMASH
RPAHREVGGDENAFAQMVAAALGGEREDAFLFALALLGPHAASQAVAIAEELGFALLGLVRAHPANAHVSSPVLH
>ANB37652.1 putative heme utilization radical SAM enzyme HutW [Rhodovulum sulfidophilum]SNK001
MTVQNVTPSDESRSDPFFARISDDPLAGAFSGGIRAHAHGHVSAVPAEDVPALWDRLCETPRQGPTVAYVHVPFCENHCL
FCGFYQNPWRREAGAPYVDAVLAQMQAGAAMAVQQGHPIRALYLGGGTPSALSARDLARLVGGLRETLPLSPDCEITLEG
RIVSFGLEKARAAFDAGVNRVSLGVQSFDDRVRRRLGRKSTRSETLRFLEGLIAADCGAVVIDLIYGLPGQDRATFREDL
RTAAALGLDGLDLYALKTIPGTPLLLAQEKGKLLPAAPHSLGHYYADGCEEMDRAGWEPISTTHWRRGLRERNLYNADVK
SGAACLAFGAGAGGNLHGHGYRLQPDLDAYAEATRQGGSALLAGLMRPSALAAVHNAIKAGMERGRLDPGPVDRALADCG
HARRFEDLAAPLLAQWQEAGLMTVEAGALPLTLAGRFWQVAMTARIIAWTDQAVREDTSAKENAR
>ANB37653.1 hypothetical protein A6024_06765 [Rhodovulum sulfidophilum]SNK001
MSAQACSSCTFFQDHALNSGKSAEAAGLCRYNPPVTQPEADSRGLWPVVKTDDWCGHFEQENA
>ANB37654.1 hypothetical protein A6024_06770 [Rhodovulum sulfidophilum]SNK001
MLEAHAASERERRKYLTLFERLPLPAVVLDRGGVVREANEAAAAVFGFATTDRLCNRSVYRMLDETARSRLHAYLAAPPS
GTEEGPTTAIPVHVGRPRDGGYLSYDAHLARLPACAEEDGRVHMLLVDRHSDDRQEHESHCHQMLSESTSTLIHAFDLTG
NLIFANRAVSAYLDGAETLSVEQRRAFDGLLGSRALDIEVLIAGKPTSNQGRHATAPDDRRSFLIQKFPLRDDSGKIVAV
GGTSTDVSTLMAGHSDLHAAFSLANDLANRDPLTGLANRPGFLERLRDALSRLDPMGKGLALGFLDIDAFKDINDGMGHE
VGDAILSAFARRLEDIMGERACLGRFGGDEFLFFIADSTPEEAERLLQRTLGDIRSPYEVAGTRVLLTCSAGLSHYPRDA
ERAEDLLRAADMALYSAKSNGRDRISHFKESLRFTSERRLRVFSALRKALCEDSFRLVFQPKFDISDRHSIIGAEALLRW
RDPQLGDISPAEFVPLAEANGLYNALDLRVLKLFARQQGDWVRRGLQVPVSVNISARSLQGTELVPSVLALLDYHEIPPE
LLLLEITETRLMNCTGEATRNLADAGVRISIDDFGTGYSSLAYLQKLRPSELKIDRSFIAHLDTGDGDGDGASERIVRAM
LALAESLQLSTVAEGIETEEQLAWLAENGCEFGQGFLVSPGLEIAAFEALIGA
>ANB37655.1 hypothetical protein A6024_06775 [Rhodovulum sulfidophilum]SNK001
MDTETDPRSCPFGSPQKDAAAIIGIGASAGGSAALETFFENCPAESGTAFVVIQDIPTKHESLTADLLAQRTRMPVEMIE
TDTRVRPDHVYLNPPGTMMRIEKGVLRLTPCDEGRSLPIDSFFTSLAEAYGDRASGILLSGTGSDGASAINAAGGLVLIQ
HPGDPHFDGTPMSLHRAGIVDAELPVTDLARRALAHRQRPPQIPFGSAPVADVARPDGKKEALSEEIAAIFQGARRFYLK
WDDMMRRPPSRPQKTVGRVTSGRSRPGLPANHSSWSSRPSPVSLPPAGPTHLRPVPTGST
>ANB37656.1 CarD family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTKTKKSEFRPNDYVVYPAHGVGQIVSIEEQEIAGIPLELFVISFEKDKMTLRVPTNKATEVGMRSLSTPDVVSKAMATL
KGKAKVKRAMWSRRAQEYEQKINSGDLISIAEVVRDLHRADDQREQSYSERQLYEAALERLTREVAAVAGMDEAGAQKQV
DEVLISRAAA
>ANB37657.1 ferredoxin [Rhodovulum sulfidophilum]SNK001
MTYVVTDNCIACKYTDCVEVCPVDCFYEGENMLVIHPDECIDCGVCEPECPADAIRPDTEPDMDEWVEFNRKYAETWPCI
ITRKDPLPEAEERDGEEGKRAKYFSETPGAGG
>ANB37658.1 RNA-binding protein S4 [Rhodovulum sulfidophilum]SNK001
MTDEAPRRTVRLDKWLWQARFFKTRTLAAKVVAGAHVRVNGTKTDKPAQKIGPGDTLTFPQGRDIRVVRVLALTERRGPA
TEARTLYEDLTPIKAPAPASPRYDGGGRPTKKERRDLDRSRKPPLE
>ANB37659.1 hypothetical protein A6024_06795 [Rhodovulum sulfidophilum]SNK001
MTAQSRITAVLGPTNTGKTHYAIERMLAHRTGVIGLPLRLLAREVYDRIVALRGPSVVALVTGEERIVPERTQYWVATVE
AMPEGTGADFLAIDEIQLCADPERGHVFTDRLLNARGQHETLFLGAETMRNAIAALVPKAQFLRRERFSELIHAGSKKIS
RMPPRSAIVGFSVENVYAIAELIRRQKGGCAVVMGALSPRTRNAQVALYQNGDVDYLVATDAIGMGLNLDIKHVAFSALS
KFDGRRMRPLWPNELAQIAGRAGRHTQNGSFGVTGEARPVPEEVAEAIVENRFDPVARLQWRNSRLDFGTPERLIAALET
HAEGELLTRVRESDDLHALKSLSGLPELRARIRDSRDVKLLWDVCRIPDFRGISGAEHAGLLERIFGFLHHGGRVPDDWL
ARQVRRIDRTDGDIDTLSKRLAYIRTWTYVAQRTGWVADEPHWRAQTRAVEDRLSDALHGALTQRFVDRRTSVLLRRLKQ
KESLVAEVNDKGEVTVEGQFVGRLEGFRFRQDASASPDEAKTLRQAALVALAPEFHLRADRFYNAPDTELDFTEQGGLMW
GEHAVGKLVAGADPLKPGIDAFVDEEAGPDVIEKVRRRLQHFIDRRVATLFEPLLNLQRDETLTGLTRGFAFRMVEAMGV
LSRDGVAQEVKELDQEARSALRKHGIRFGQFTIFMPLLLKPAPTRLRLVLWSLSSNLDEFPESPPPGLVTIPVMQGVSDE
VHRLAGYRPAGTRAIRIDMLERLADQIRSEDTRAGFEAKADMLSITGTTLEQFADLMQGLGYRAEKGERPKVKASAATAE
HPTETPAESAAQNAEESAPGTAIETAAPETPADPPVAEATPEAPEAQPAETKADTAADAPAEPQADTPADTEAEKEAPDA
ASAEVETEVFYTFTWAPRRRPGGRPRGDRPQQAGDGARGRGGKPGGGSKGKHGGKPGGKGGPRHDGPKTFEARPPRKEKP
IDPDNPFAAALMGLKTKK
>ANB37660.1 sterol carrier family protein [Rhodovulum sulfidophilum]SNK001
MSDTLDKAVEALNDKLSGGFNGIAKFSIKDTGDIIVDEDGAHAGDAEADVTLSASLETFRAMMEGDLNPTTAFMTGKLMI
EGDMGKAMQLAQIFT
>ANB37661.1 hydrolase [Rhodovulum sulfidophilum]SNK001
MDRAPLYADVADGPADGSAWWLRTEDGVRIRIGVWGQEETGGTVLLFCGRTEYAEKYGSAAAALRARGFATLAVDWRGQG
LADRALGDASLGHVARFGDFQADVRAVRRAAEALGLPRPYHVLAHSMGGAIALRALNEGLDVASAAFSAPMWGIRLGPVA
APLVWALSGVGRGAARVPGTGAKPYVLATDFEANDLTGDRAMYENLRRQVTVHPDLGIAGPTVTWLREALSEAARLSRLP
APPVPALTFLGGRERIVSPAAIRRRMANWPGGTLDLVEDGRHEILMDRPEIRERAYDAAAAHFRAHGG
>ANB37662.1 hypothetical protein A6024_06815 [Rhodovulum sulfidophilum]SNK001
MNVKYDPLPDTGERIVYVRPVKVAELPEELRRQAPDLDELYAVHDSNGDRLALVRDRKLAFLLARQNDMAPVNVH
>ANB37663.1 heat-shock protein Hsp20 [Rhodovulum sulfidophilum]SNK001
MTKLTLGSHPFLLGFEQLERLVERTAKSGNEGYPPFNIEQTSETGYRITLAVAGFREGDLAITVEDRQLVIRGRQVEDGA
ERIFLHRGIAARQFQRSFVLADGVEVSGATMENGLLHVDLSRAVPESVVQTIRISTA
>ANB37664.1 hypothetical protein A6024_06825 [Rhodovulum sulfidophilum]SNK001
MNIASEMKSDEVLRVKLEVLRREHRDLDDAIHALQEKSTGDSFTLKRLKKQKLSLKDRIAQIEDQLTPDIIA
>ANB37665.1 5-(carboxyamino)imidazole ribonucleotide mutase [Rhodovulum sulfidophilum]SNK001
MGDVKVGIIMGSQSDWSTMRQAADILDALEVPYETRIVSAHRTPDRLWDYGKSAVGRGLQVIIAGAGGAAHLPGMMASKT
RVPVIGVPVQTRALSGVDSLYSILQMPKGFPVATMAIGAAGAANAGLMAAGILALNDPALAGRLDRWRADLSASIPEVPA
DE
>ANB37666.1 5-(carboxyamino)imidazole ribonucleotide synthase [Rhodovulum sulfidophilum]SNK001
MSEPRVSARLAPGATIGILGGGQLGRMLSVAAARLGFRCHVFEPAAAPPAGQVAERVTTAPYEDTGALARFAASVDVVTY
EFENIPTAALDAIEAVVPIRPGRKALAVSQDRLVEKSFLNGQGLATAPFAAVDDEVDLAEALEEIGAPAILKTRRFGYDG
KGQARIMAPEDGPAALAGMTGAPAILEGFVEFSSEISVIAARGVSGEVACFDPGANIHRDGILHTTTVPAPLSVAQRTDA
VLLAGRILNALDYVGVMGVELFVTKAGLVVNEIAPRVHNSGHWTQNGCVIDQFEQHIRAVAGWPLGDGARHSDIVMENLI
GEDMDRVPDLAADPKVALHLYGKAETRAGRKMGHANRWTGPAAS
>ANB37667.1 hypothetical protein A6024_06840 [Rhodovulum sulfidophilum]SNK001
MFSLPLDEAERRARAFSHRLALGTAGSLCAGVGAAFLTVAAWLVLSAGHGAVFAATVIGSAYLGAGLILWALSLRPRQPE
RTAPPADPYTPFIHMAEGFAAGLEAGRAARKPGSSDRARD
>ANB37668.1 hypothetical protein A6024_06845 [Rhodovulum sulfidophilum]SNK001
MAQSAEKRNDSSASVQDLEVQIEALKDDIAQIARTLGDLSEAKKNDMRDTVQRRASELRERGEATVAGVQDRGAELGEQA
ADAVRRQPAAAMGIAVGLGFLVGLMTGRR
>ANB37669.1 two-component response regulator [Rhodovulum sulfidophilum]SNK001
MTHAPHSDDLSRVIGSELPYLRRYARALTGSQTSGDAYAIATLEAILSDREVFEQGLPPKVALFKAFNRIWGSSGAPLSE
SQPASAIEAQTRLAGLTRNTREALLLQSIEGFTTEEVGTIMGLPGTEAEQLIRIARDEMARSIAGRVLIIEDEAIIAIDI
SAIVQGLGHEVTGIGRTRRGAVDLAKKDPPDLILADIQLADKSSGIDAVNDILGDLGDRPVVFITAFPERLLTGERPEPA
FLISKPYTEDQVRSAVSQPMFFSSTETLGA
>ANB37670.1 hypothetical protein A6024_06855 [Rhodovulum sulfidophilum]SNK001
MEHKDRRGRMEEQIDDNLRRVYAQAVEEQVPDRFLKLLEQLRGAGAEASNGSSGKGSDT
>ANB37671.1 hypothetical protein A6024_06865 [Rhodovulum sulfidophilum]SNK001
MTDTLKARISTRRLTKSLALWLIGALTVAMLPLGLISVSQTSKVLHETERLSGVALMDRTQRAAVRTQALIQEAFGAARS
VAAANVVFEGGGLSCDAVMARLVKDNPTYLFAGFVEPDGRITCSSNGEHLSLVDQAYFLNLLRDPQPRVDTRFSVPLEGA
RVVRVSVPVFEEGELQGFVLISMPYAAAYYTLDDGGAEVDLLVFDHEGEFLTAEAATREEGAPPETFEEVLPRNHTLEAL
AAAGRQSFRGTNRLGETRDFAVVPVIDDRIFVMGSWAPDRNGTVPTTGRALALYFPILMWVAGIVVAYFAVHRLVIRHIK
RLQSWMRLYASGHTDFGQARLDHAPHELEVVAEAFRSMTRRLAEQDRALEEDLAEKTILLKEVHHRVKNNLQLITSLMNM
QIRNARSAEARRLLKRVQDRVMALAAIHRYLYMARKLSLVRADRLLDDIIRQLVVVSDIGGAEKSVKIATQFSPVEVNPD
QSVPLSLLATEAAINAVKYCGTPPEGGQAWITMALQTLEDGRICLSVVNSRSEDPEPDPGAETGALTDSSGMGRQLISSF
AAQLDAEFEVHSEPDRYELHVTFAPLGASLEEDEAEPDEEAASGGVSEGT
>ANB37672.1 entericidin EcnAB [Rhodovulum sulfidophilum]SNK001
MTRIVVFCLSAAALLGVAACETVEGAGQDIQSAGGAISQEAREAQN
>ANB37673.1 hypothetical protein A6024_06880 [Rhodovulum sulfidophilum]SNK001
MPNILPPAPIPLRPALVACCLLILLLGAMLAPGPARAHPTGAPSANIQGGISGPVQLRIASFFPVDMPVLGRAALDLAER
VERMSGGTLRLSIASPSAAAPALDIIVEMNHGAIDGVWAAAGWYAQRDSAFGLLTGMPFGPTPDEYLAWYFYGGGRELAQ
DLYRPYDVHNILCGIIPSEASGWFPREMTSADDLAGLRMRFFGFGAQVMQRFGVEVVLLGPEQMFEAVESGRIDATEFSL
PSMDVPLGLHKILKYYYFPGWHQPATLINLYLPRPVWVGLPDRHKAVLEAGCGDMIRQTLAEGEAVQAQALRAIAAEGVE
LHRWPAEMLVAFETAWQAVVAEESRLNPNFARVYASLAKFRADRQQWRHFRFLQ
>ANB37674.1 hypothetical protein A6024_06885 [Rhodovulum sulfidophilum]SNK001
MASVLRGGESSILNGLGLAAATFLTLILGLGALSLGQIGSVTAVSLEMRDVALPKLLAVNEIEIALDAHALLARRRVQVT
DFRQAADIDREMRRAAARFLTGIERLDQLTLGARALEVEQSLEAAWLKYLAALDRVGRLYERGALADAEAAMQDSVRVAE
ADVRRSVSDLVDVVQAEAAGISAAAEREWQRARVLTLGALLAGLAATLLTMRWVVRRVSRPLLAISAAMRRLNRGEDAAI
LPVLPGRTDEIGILAEAAAAFRDSVLEARALAADLELQREILAASVRNMPLGLCMLDELGRVAVSNRALVEIFDLSPADC
APGVAQRDLLDRLAARVDRGRKSAGEFSTGIAATVARGDQMTGTWQLMAGGSVSVIIQPTPDGWMMIAEDITERVSHEAN
IRHLARHDPLTGLPNRRAFSEAIDRAIAEAGAECPAAVLFVDLDRFKNVNDTLGHGIGDALLRQVAARLSWAVRDADTVA
RFGGDEFAVIQRGCVQPEGARGLGERIIALLSSPFEIEGNSLRIGGSVGVALAPGDGDCVADVLRNADLALYAAKAAGRG
QCLFFDPEMNARQRALQKLEHDLRQAVLSDAFVMEYQPLFDIASGDLVGAEALMRWIDPVRGRVSPAEFVPMAEELGLIV
PLGARALEMACADAATWPAHLKVAVNLSPVQVHRVGVVEDVRAALAASGLDPRRLEVEITEGVLLDHGPEVLGTLDALHE
MGVQIALDDFGTGYSSLGYLRALRLDKVKIDISFVRELENDPSAAAIVRAVCSLCASLDIGVTAEGVETAEQLASVAAAG
CIEAQGFYLGRPGAAEIIAGLAGGALQGGRGVA
>ANB37675.1 hypothetical protein A6024_06890 [Rhodovulum sulfidophilum]SNK001
MSRPVQGSPGEAAAPLFGEVADLVALMAAPAWATGPDGTVLAANPAAAALLDRPVADWVGLGDTALLVGRQVARFRRARA
GVGRDGAVRVRFRGCFLTGGGHPRLLDCSLTALAETRGGAVLVQADPVAPSRIGTACSAAGTGHLSRSQAVLPRAAELVG
FAEWSLDPDCGRIRVADGMLAMLGHDPDRGEIDSAWLRSRVHPEDRPAMRAVAARLIRGDDESIRIDCRLRHRDGRYLWV
EASARRVEPGLGQRPVFCGVLSDVTHHKEHEAQLQQALFEARRVRTEAAKTEGIIRIAAEGAGFGHWTFDPVIETYWLDE
VFSRTLGYRPGAIDTSRSGFRELLHPDDAEAARAAMDALVSGASERMHIDCRLRAADGTWRWFETSARLVSLSEVGLPPL
VCGISRDITPRKTYEQELAHALELARQARDEAEAARVKQQLQATILRVSTEYSNVVPWHAVPSLGLFRADDHLAAMLGYP
PGRRFTAAEFRNLIHSEDASEALGRVDALYRRKLEAIAVEFRVRRGDGGWCWVSSKARWLDRAASGLPDMICGTLTEVTA
LKANETRLAEALAAAETARIDSQTREEMLRTSALCSGIAHWVVCPATGEGWIPDGTYGLLGYAPGAFPPQKGCWRGLIHE
EDSVEAVALMRDLLEGRSETYAHEHRLLHADGSYHWYRAVARRVRRAASGQPDLIAGALVSIDHVKENEARLAEAAEAAR
LAGERLNTLADNAPGALFIFLISPDGRFELPYFSAKLPALMGLSRAEIEADASALMTRVAPDHIRALRRAIATSQRGLTP
FEMRLRVCRPEGGFRSVLVASLPFAREDGTVVWYGNVFDITDRLDAERRAAEAAEEGRRVHERLSSVAMIAPVGLYEFRR
QADGSIDFPYTTPKFEDIMGLSREEIGMRSCDVLRRIDPEDLPHVLASIEDSARDLSLWSQRFRIRHPERGLIWLSGASA
PRRQEDGTILWAGALHDVTGDVQREAELRQAHRLAEAMRAENERQALHDGLTGLPNRRFYDRVLSSRIEAARAGQGPRDC
VLIRIDLDHFKYVNDTLGHEAGDRVLIRVAEVLRQMLRAVDFVARIGGDEFSILLGPDMNQDNARELVERVQGALSRPLT
YEGRLCRFGASFGIAHTGDITELGAELQLFADAALYRAKEGGRNRMEFFTAELHRNILNDRRIAVELHEALERDEFEPFF
QPQIAAEDGRLVGAETLLRWRHPEKGLLSPDDFMHVAEQLRIVPEIDRIMMRKTRSALARWQDQGLVLPKISFNVSSGRM
HDPDVVSLARSMAGGGTRVTFELLESILVEEESDAFRFHLDQIREAGIDIEIDDFGSGHASIIGVMEIAPKALKIDRRIV
RPVACDMRSRNLVRAIIEIAETLGIATVAEGVETEEQAKILRGVGCQVLQGYLFSHPLDEGDFLAFTRADLKKRA
>ANB37676.1 hypothetical protein A6024_06900 [Rhodovulum sulfidophilum]SNK001
MVEQGYLRPGLISVEAWGTGGRSAIPDAFAATTDTRPELPVPAPAPGSFLRYAAYDVAYHLANVLFGPVFYPRYRHYALD
SPWAEWRGWVGKGLRARSRARQTEAALARITAHAGPVFLVPLQLDTDFQLRDHGTGRTQDQDLAAVMASFAAHAPAGALL
AIKEHPLDNGLRRWDRRAERLARAAGIGDRVAVFPGGRVEALYPKLAGIVTINSTVGLSALLAGVPVKVLGRAIYDLPGL
TDPDGLDAFWAVPARPDPAEAERFRRFLRHDYHVPGAFDGPDAQRGAEALARFIAGERPQ
>ANB37677.1 hypothetical protein A6024_06905 [Rhodovulum sulfidophilum]SNK001
MTDPIRSVVLTGASGGLGRALAAELAAPGRRMLLMGRDAQRLAEAAGAARARGAEVETAAVPLTETAALSRCLQEFDAAH
PVDLLIANAGVKTGNRGGIEPEVQAERVIAVNLTATIHAVQALLPAMQARRRGRIAIVGSLAAVAPHGDLLSYSATKAGL
QAYATALRRSLAGSGVGVTTVIPGFMDTPMTDRQKGPAPMLMPPARAARIVARGLERGRATIAFPLPLIIGAWLGERLPA
PLADRIMARYRAEILPDPDEAAGG
>ANB37678.1 hypothetical protein A6024_06910 [Rhodovulum sulfidophilum]SNK001
MPGTRDTLDRLRALHVGTPRNVAAPKPAAAGSGRADFTTHPAYRQVAVAQSAARALELENPFFRETHALEGTRVRIGERW
VENFSGYDYLSINGDPRLAAAVGAAVAEFGVSARASRLVGGDLSLHRQLETGLARFLGTEAALATVSGHATNLAAIRTLT
GPGDVVLVDSFAHNSVFEGLRASGADHVSLPHNDSAWLEDWLSRNRERYDRVLIVVEGLYSMDGDIPDLAALVRIKDRFE
AWLMVDEAHSVGVLGATGRGLCEEAGIAPGQVDLLMGTLSKTFCSCGGFLAGSEAVIEILRHTAPGFVYSVGLSVPNTAA
ALTALEILEAEPERVARLKARSARFLAASEAEGLDCGLGQGFAVAPLIVGDSLKATLASNRVFEDGFQAFPIIAPAVPNQ
KARLRFFINADNSEDAIDAAVASAAARIREVGGARF
>ANB37679.1 hypothetical protein A6024_06915 [Rhodovulum sulfidophilum]SNK001
MTGYSAILPGADGLDAVWQVLSEGRCTISDMPEDRWSAARWLSPEPGLAGHSYTRRAGIVAGAFDFDAGCFGITPREAEQ
MDPQQRLLIEVTARAFDHAGIDPAAVEPDRVGVFIGAASLDHSTTMLQDPQMAGPQYMLGNTGSIMANRISHQWNLQGPS
YIVDTACSSGLFALDHARRAIGSGQIDMAIVGAVNLLMSPMPFVGFSQAGMLSPQGLCRAFAKGADGYVRSEGAVAFVLE
RLDSARAAGRRVRSVLVATSVNAAGRTPGIALPSADRQAALIEAALTEGGYDPEALAFVEAHGTGTAVGDPREADAIGRV
YGRRRALPLPIGSAKSNFGHLEPASGLVGLLKAQLALERQTIPATLHCDEPNPDIDFAGLNLDVARSARALPAADRPWLA
AVNSFGFGGANAHAVIRQPRPDENVPVAAAGELPPALLLSAANETTLANLARSWLTLAETAPADLGARIATANWRRARHR
HRLCLAAGRADALAQGLADWLEDPRQAAPGAAAETALRDAPVAFVYAGNGAMWAGAARTLIERDPTFRTAFNDIADAFAG
EGIAGLAEALADPDLEARLGEAELAQPLTFAIQVALTEALAEAGLRPDAVLGHSMGEVAAAIAAGRIAREDGIRIIAQRS
RAFEPLRGKGGMAAFAASRAQIEALIETERIAAEISAENAPDSVTVSGSDDALKALTRIARAHRIAGRILPIPYPYHSAA
VETLRPALTRGLARIAPRDGSVPFYSGWDGSRYDAPLDGVYWWRNARLPVAFRAGVQAMAEDGIRVFVEISPRTVLRSYL
RDTLAELDCETRVLESLDSARAEARDAGTIARAALAAGGATDRARILGPEQPVADGLPDYPFDRQTYRLDSPVATDIFHR
RPQHPFLGTRLRPDSAEWQGEIALARTPWLGDHRVGGRVLLPATAMVEMFAHAGCEILKTEEIELRDVEFLRPLELPEKG
IVEVRLVHEPTARRMRIEAGGPRGWTPVAVARLFSATAARPAPVTAPEAMGEAEPLYAGLRAAGLDYGPDFARVTVLDRD
GTAVRTTLAPRDGTEGFRFDPAVADAGLHGAVLLFGGRDGDDRLRVPARIAKVRLCGRGRIVCARLTAAGGWDESLAFDT
VLADATGTALLSFEGMRLRPLPAGTATAHDFWDERLVPLTGDGAATALRAAKALCGTTETASDADVLRAALGSRLAWDLL
AEGAAPSDPRQEAARRWMVAAGHDRSRDVRAPDLPSDCPWPTADALLTMLPEVAPGASAELKSALAAAAGEDRPADPLPQ
AARTLETLLDSATPLGRIALAGLPDLGLVAAALRAAGHVTVLAEDKDALDRLRARLDTGLPLRFLALTEAGTADAVDLVL
GCCLSQGFAQRESAGRLAALVAPGGALIAAEEAPDLFALMTRRHRDADALDRLEHALHAAGLDTVGAPTSGSEALRLIRA
TRPARRAAPRPELRITGSGPLAEALRALPQGSEAAVALHCAVPEEGDPLAAARIFRALPDTDGTLWIAVAETGRWEELTG
WRRVVANETGRDIRLICAAPGVEAERIAALAATSPETEIRLTATGAATPRVVPVRPLSAETGPRRLVADRRGVALDGLVW
QTPPARALQPSEIEIEAVASGLNFRDVMWAQGLLPPEALEAGFSGPCLGMECAGTVLRAGVQAGLKPGDRVIAMAPHAMA
SRVITRAEAAMPLPDTVDPEAAAGLPVVFVTADYALTEVARLAPGETVLVHGGAGGVGLAALQVARRLGARVFATAGSPA
KRRLVAAMGAEAVFDSRSLGFEDEVMAATGGRGVDVVLNSLAGEAMERSLACLAPFGRFVELGKRDLYENNTIALHAMRN
NIGFHAVDADQLLLHRPDAARRTLARLRDAFAEGVYQPLPVTAYPAEDVAEAIRSMQRAAHVGKIVLRAPQEHDAPRPAA
APIRGGWLVVGGTRGFGLETARWLATQGAEHLWLMSKSGAVAPGTLDGLGTAAEALACDVADANALDAALTRIRSAEVPL
RGVVHAAAIFDDAPLADLDEARLSAVLTPKLVGGQVLDRLTRTDALDHFWVFSSIAARFGNPAQAPYVAANRGLEGLARA
RREAGLPGLAIAWGPIADAGYLARETGLREALARRLPPMTTAAALERLGRALAAGACGPTLTVAPMDWSRMAGTLPVLDT
PLFDLIDIRASASGPGLFDLDELLRSKGPKEARKVLTRLLVEEAAQLMRAAPGDIDPRQPLELMGFDSLMAINLRMAVEE
RLGANVPVMSIDDGLTLAGLVNRIIEAGGAPGAEAGDAMVEEMARRHLADGTLGEDRLEQIRTLSQGRTGGR
>ANB37680.1 hypothetical protein A6024_06925 [Rhodovulum sulfidophilum]SNK001
MPLVLLIVFAVFAGAAVPFQGGANAALGRALGHPLWATLASLAVSVLCIAPILMALRVPLPSLGGLAGQPKWIWIGGIAG
AVYVTSAILLMPKLGAASFMIAVIAGQVVAALLIDWIGGVGLASRPIDASRLVGTVLVLIGAVVVQWPALSR
>ANB37681.1 type B chloramphenicol O-acetyltransferase [Rhodovulum sulfidophilum]SNK001
MQNFFESPFRGVTLDKQVGNPNILVGRYSYYSGYYHGHSFDDCARYLLPDEGVDRLVIGSFCSIGSGAAFVMAGNQGHRN
DWISTFPFYWMSEVPAFEGAENGYRPAGDTVIGNDVWIGAEAIIMPGVTIGDGAVIGTRAVVTRDVEPYAIVGGNPARII
RKRFEDDRIALLLDLRWWEWSDDQLRVAMPILTSGNVERLHKHWETHIRSR
>ANB37682.1 ferric anguibactin-binding protein [Rhodovulum sulfidophilum]SNK001
MIMPVPSLATRLGLPSALAALIFGAAAPAEADTAASTPFAPMTLAHDLGETVLEHRPERVAALGMNDLDFLDSLGVPVAG
IPKDFVPHFLSAYADDPQIRDLGFIVKPNIEQIYALQPDLVLMSPLQAEHYREISSFAPVLYFDVDYRNSATGHLDAVKD
HFLTLGKIFGKEEAAREGVAALDRQVARLRDEIADRPEKALILLYNNGAFRSFGQRSRYGFVFSDLGVTPAGEASETELH
GRPVTSEFIEAADPDILFIIDRTAVMEHRPVLTRDQIANPLLESTAAWANDRVIFADPEAWYVTAAGPTSLSIIIDELRE
GYRRR
>ANB37683.1 iron ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MITVTELSKTYGDKPVLSGVTAGIPRGRLTSLIGPNAAGKSTLLMLMARLLRPSGGQVRLAGTPVGDIAPDRYARQVATL
RQAPGLDLRLSVEDLVAFGRFPYSRGRLSREDRAAIDRALAFLSLDELRHRNIDELSGGQRQLAYLAMTVAQETECLLLD
EPLNNLDMHHAVEIMRALRQLCDDLGRTVVLVIHDINFAANYSDHILALKDGRLACSGPVAEIVTEDRLRALYDLDFQVL
RNGDSVLCNYFTPRHRR
>ANB37684.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRHGLVLAALAALALLYLGWGTGFAPGFLLSRRLIRLGAMAVGGTGIAMASILFQTVARNRILTPAIMGYEAAYLLLQAL
LVLALGTASLRLLGDLGNMALSLALMLGWSLALHGLLFRDERNSMHRMLLIGLVLTLTLTSITQFVQLQISPGEFAVLQS
FALISLDGISPNRLAISAVAVLAAGAIALRRAAIWDVMALGRDQALSLGLDHPREVRLCLTLIAVFAAATTSLIGPSAFM
GIFIANIAYALTGGFRHRRTLPAGSLVAVAMLLIAELMVQHLFRFGTTVGILINLICGGYFLFLILRRAGRPA
>ANB37685.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MMRMFLKLLGDDVKIFRHYAAMALASGALNTITIALTVPVLLRLLQGDAAAALPWLAALLTGALACLILRRQVEQAGIKV
GIAVLEGVRLRLGNHVARLPIGWFDSAATGRLNHALTQGVMEVAQLPAHVFTPVLTGLVVPPGLALVLFWLEPRIGLIAL
AALPLMVAVFALAARLGRDADRGYHAAAARTGERAVEFARTQAVLRAFSGDGASARFLMDAFAGQRQAVRRLIRLSTASV
VLNGWALQAVFAAMLLVALRLLDADLTPAQGLSLVVALVLAQRFIEPMTELAGYGEALRGARNHLAALTEIAEARPLPRA
EHPQPPRDSSVALEDVTFRYSPDTAPVLEGLSLRVAPGSMTALVGASGSGKSTVVRLVARFFDVERGRVSIGGVDVRDMS
EEVLSAQISQIFQDTYLLEGTIAENIRMGRPDADAEEIAEAARLAGVDEIVRRLPQGLDSPTGEGGVRLSGGERQRIAIA
RALLKDAPILLVDEATAALDAANRALVTETLARLRGKRTLIVIAHQLSTIRMADRVAVLEAGRIVEQGPPEALAQRGGPY
AWLLRLREAAQAWRMDSPE
>ANB37686.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTTQPNGPAGPSTPPITRLLAPIRMQLRLAAALAGAGQILTLVPLAGIALIGRQALGLPEAAATVPVLTVATICIAALVV
GLSLLTLAEYLAHLADNSLTDTLRNRLTERLTQVPLGWFTSRSSGSVKRALQDDMNTLHELSAHYFTTRARCFGAIAAAA
AFLALVDWRMAIVSLAPFPLYYLIFGATRRSIGPDRMASYVSAQTAIGDAVGEFGRAMPVLRTFGKTGEAHEAYSGAVHR
FLDAFLRFTKPLVAPLATANALITPVTVVSIVLASGALFIGAGWMAPADLLPFLLIAPGVSAPLLLLGFMAHGLAHSTAA
ADRIDAVLNTPTLPVPPPGEGVTPDGNRLCFEAVSYAYEDGTETLSDIDLTLEPGTMTAIVGASGAGKSTIARLALRFFD
PTEGRITLGGTDLRDIVPAELYRRMGFVLQDVQLIHASLHDNIALGRPDATREEVTAAARAAQIHDRILALPQGYDSILG
RDAMLSGGEAQRVSIARALLLNPPLLVLDEVTSAMDAEGELALQKALSELARGRTLLVIAHRLETVTGADRIVVLQDGRI
AETGTHEALLARNGRYATLWAQSGSQLPAPTQDPEIAR
>ANB37687.1 hypothetical protein A6024_06965 [Rhodovulum sulfidophilum]SNK001
MTDPKPRPGRGRPRTITRERVADAGIALGLAQLSVVGVAAALGVTQMALYKRVGGLEELRSLVAEEAFLRWPLPDPEEDA
DLEAYLHRFSLSLWRLVHRHAGIAPYLLRRDWITDAMLCHTQEHQARVAECFGLTAAQSSRLVFTVAYHCCAIADTSRSE
APSEAPDGEKIEPLHEFGLKALIAGAIALSGDDG
>ANB37688.1 hypothetical protein A6024_06970 [Rhodovulum sulfidophilum]SNK001
MASALVAPVCIAPGTALAQQGPDTGYYLGDIIIRGNIAERSLKDTSSSVSVLGDEEIEEKSASGTVNEVIADTPNVLIPG
STSAPIIRGVDTDGPLIGGNAYLAKPLPRATMSIDGRYVSSVELGAGGGTTWDVESIEVFRGPQTTSQGANAIAGAVVVT
TKDPTFEPEYSAQAVYGSRNKRRLSFAASGPLSQDFAARLALDYTGRDTFVDYTHPDFTEPDFDYDFASLNGRLKLLWEP
ADMPGLRVKLTYSHTDLHRPSNEQVTKPYRDLDNASDYQDYMDVIADGVVLDTQYDFDNGIRLSNQLQYSEADYDFTFAA
PYSGTAARDSATLSNELKLTLGQGEDIWSGVLGVYFSDEDADADFANSYEGVPLGSADLSYRTRSLALFGEATWRFASDW
ALTGGLRLQQDRIEIEGKTSYVVDERLDYDETFTEILPALTLSHDLNSDWTLGATVSKGYLPGGSGTNFHGKEYYEFDPE
TALNSEIFLRGSALDGALDVSANLFYTKYRDIQRSVINCLNADCSVTQGSMIVNGERAHAYGFELSADYQASSTLRLSGD
IGALQTEVTEFSDHDGTKYEGNEFARSPGYSVGLGAAWDITPDVTLQGDMRYVDGYYSDDTNEPAAEVDGYALANMRLSY
RPRDGVEYFAYVNNVFDNRAALSVSTNDAAEIAQPRELGLGLRVTF
>ANB37689.1 chemotaxis protein [Rhodovulum sulfidophilum]SNK001
MADSTSSLEIAQAKGLRLIGYLNVLLTPVPAIGAWLAGLSPWPFLAMSLAIAAVTIGLQRRGGSMARIAVSLGAMGQLPL
LTAALAGNPWQLDSHLIYFAVLAVLVILQDQRALLSASGIVIVHHALLTFFLPTLIYPSSGLLVDLGRLALHGTVWVAET
GGLLYLLRMQLSQRDQIEQEAARLSDALASSQELQLNLTQKEAEQLNVMERFSAALTKLAKGDLATRIETIFPDQFEPLR
NEFNSAVNSLSAAMFSVQENADSIKSDTRNIASASEKLAKRTEDQAHALGSVTSRIDAISEVMSSASEDARQVAMTTAEM
RADAENGMKVVDGALDAMGQIRSSSGQILSVVDLIEDVAFQTNLLALNAGVEAARAGSAGQGFAVVASEVRALAGRSSDA
AREISALINDSARQVQNGVELVDNAGTVLRGVLEAVRKASDSMQNIASTVGTHSQGIADLKHTMGELDQLTQQNAAMFEE
TSAATTALTAATNLLSEIVAEFQNAAENENSAPLLCQIS
>ANB37690.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MTQRTDYGTAFITGGGSGIGRASALRLAALGARVAVADLRFEAAEEVAQAIRSQGGEAIALAHDVADAGVLPGVVAQAEE
QLGPIDILVNSAGLILVEPLLDFAPESWNRIMDVNVTGTFRVSQHIARGMAERGYGRIINIASISGLRAGVGRTAYGTSK
AAIIGLTRQFALELGSRSITANAIAPGIIETPMTLAAYSEDTWKRVLEMIPARRRGQPEDIAEAVAFLASPAASYVNGEV
LTVDGGYVASGMTQTGNLET
>ANB37691.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDVTLITLLAVGLIFFLMALGAPVFAALALSGAFGIVMVENLGFLLARLKSFSFSHTANYALTVIPLFILMGAFAHHAQV
GKRLFHVANKWVGHLSGGLAMASILTSAGFAATSGSSVATAATVGAVAIPEMKEKGYDPRLSAGAVAAGGVLGVLIPPSV
LLIFYAALTEVSAGKMLIAGFIPGLITTAAFMIGVALIGRRVQHHSTRAPKASWGERLSSTTQAWQVVVLFAIVLGGIYL
GLVTPTEAGAIGALAALFMLVFAKSARGHLGHYLSESFRSTATTTVMILFTMIGAGIFSFFLTLVQVPQMIAETITESGI
PPHLIVAVLLLLYIPLGMFLDAFSMMVITLPIVFPTVSGLGFDPIWFGILCVKMCEIGLITPPVGLNCFVIAGIDRETPL
PDVFRGALWFVAIEMVTIVLLFAFPALITWLPDTMMAR
>ANB37692.1 hypothetical protein A6024_06995 [Rhodovulum sulfidophilum]SNK001
MLARLNRLFDGLARITSWVALGFLAFMMVAITVDVVARATFGRAVPGLFEMTEMSMVMVVFMGLGATLLDDGHIRVTMMT
DALPGPFSRGCTALAWLFAALTFLMLAWPATQEAAYSFSIREFRWGYFQVPIWWAKIAVAGGLWFAALQAALHSLRIALK
QIELPHIDSLRSGPGDKPLQ
>ANB37693.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MKRRDFLKSTGAFAGAGLISGLPGLANAATSLKFDSYVSETAGPSWVDRWFLEELAKRSDGDIGIKYYWAGSLNRVGEHL
GAVRDGTSEMTLIAPGYYQAELPVTRGLEWYFRMDRADELQLVCRDVYENFAPLRQEWEERHRSKVLYWTNWNYAPLVMR
DPISSIADIKGKKIRGYGVATDVIESLGGIAVPMAAGEVYQALERGVLDGVYGFDFVTAVAYKLHEIAPNFYDIGDGPHA
PAVTIMNRRVWEGLPAEQQQICTDLADELYGGKFAEIYNKVLADYVRKAVAEGVVFASLSDEEKAQTKALVQPAQVDKWI
ETVARPNGIDGAAMQAVVEEAIARHAGTGTMKRPIEIAADL
>ANB37694.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]SNK001
MNIANWLYQTALSWPSRPALYEGDSLRQTYHALLQATCDRAAWMQAVHGIEKGDRVAIFAKNTPEYIELLHACWWLGAVV
VPVNCKLHPREAEWIIRDSGAALTLTESGRVFADRQDIREVALGSHVAGTKEIVPPARVGDRDLAWLFYTSGTTGTPKGV
MLSHDNLRHMTLCYALDVDTARPEDHMLYAAPMSHGAGLYMFAQIRAGGAHLVPASHGFDSDEIIALAKTRGNLVFFAAP
TMVKRLIATAKQQGHDGTGFRTIIYGGGPMYAHDIDEALACFGPRFVQIYGQGETPMTISVLPRDLVADQSHPRWRARRA
SVGIAQGAVTLAVLGPDGTALPPGHTGEICVQGPTVMTGYWRNEAASAQALQDGWLRTGDLGHLDEDGFLYLTDRSKDVI
ISGGTNIYPREVEEALLAHPAVFEIAVIGEPEPDWGEQVVAYIVFEPGKSASVPELDSWCRQQIAAFKRPKRYLFVEELP
KNSYGKVLKSDLRSGKGAATATA
>ANB37695.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTQDIFITGSGHTRFGRLEDTLEGMIVEAAREALEEARIPPADIDAVFLGHFNSGLVPDGFASSLILQAHPELRFKPATR
CENACASGAAALHAGLNAITAGRARNVLVVGAEKMTHRPTADVTAALAGAGYQNDAAEAALSFPQVFAIAAGQYADRYGD
PMDAMARIAAKNHENAMKNPLAHMHKPLSHEFCREVSDKNPLIAPPLRLSDCSLVTDGAAAIVLSAADAHARDATARVRI
AAAEHVSDYLPMSRRDFVAFEGPERAIRRAYETAGITVDDLDFAEVHDCFTPAELLIYEAMGLAPKGQGARALDDGRVHA
DGRTPVNLSGGLKAKGHPVGATGVSMNALAFRQLTGRAGDMQRKGAEWGLTFNMGGAAVANYATILQADRA
>ANB37696.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAYDQISDADLNLTGFMDAPIGLMVLSNRVIQRINTEIERIFGWTRDELEGRSIRALYPSSVDYEKTGSRWRRWLDERPR
YTDERFMQCRSGEIIWTRASGRTLTPGDPFRLMVWTFEHLENRPPNSATLTPREREVARYIVNGYTSKETGLAMGISPRT
VEVHRGSVMKKLGVQNAAELVAKMIVQN
>ANB37697.1 hypothetical protein A6024_07020 [Rhodovulum sulfidophilum]SNK001
MRSTDRYEAFTSDVVDHVEHSEALTVDELVMDKIQRPARVRTRLDQDWRRCPDGLALHLSLAHRQAFLAVEPVDSIDARR
RALAAQQHEQTPLAESQTFIGRLTNTISQLRVRSTLRLIAEHLAIRANDPTGPLLRQNVTGPKVCDRFALHGGLYHFFAT
RSFIAARSSICFSFAFSSSSTFSRLASDTVMLPNLAFQL
>ANB37698.1 hypothetical protein A6024_07025 [Rhodovulum sulfidophilum]SNK001
MLMTPARSRILIVDDDAVTRAMLRGILGEAGHHVGEARTSDEARAAIRNAAWDLVLLDRRLPDGDGLLLIRRVQESCRCP
IIVLSVMRDEQDRMLGIGLGAVDYISKPFNANEIRLRIRNLLASGRRSLDVAMDGPITRGPFRLHPATRTLSLGNRTLRL
SPSETRLLAIFLTHAGEVLERERLTPRICGRDWSYEDRAIDVLVARLRKRIEDDPKNPRWIVTVHGDGYCFCDADEETGG
QTASTRSS
>ANB37699.1 hypothetical protein A6024_07030 [Rhodovulum sulfidophilum]SNK001
MPREIGPTPRTDQLCADFAQISESLVDAAIRRARAKGYARFTTTIRAAWEEAVAAVSESLGAYLPEGQAASDGPHARIDY
AADPRFARLREVAIRHRAHGVSLQHYLGFLKHFREIYLEVLGADANTAGAAELADRVRGFFDLAELGIAAHWADCGDDTR
LRDMQSRNRAVTLEKDRYFAVFESLRDPAFLLDRERRLITGNQAAAELFVGEAGAGEIVYLSTMRARKAPLERALRDLDL
WNCENPEGCDALWIDTRMGRLCFDVRVRQIHDAVQNLRLGYVAILHDVTEHRRATDESMRAQRAMSQFLATMSHEIRTPL
HGVLGAAELLRDSDPERIGIYRDAIQVTGRHLLQTLNKVLDYSRLEARPPAPKPRVVDLRAVLDDYARFATTLARNAGVD
FRIETTTRLPAWIDIDWEMAQQVLTNLISNAVRHTRTDITLAIRCRAATGRRPGLRFEVRDGGAGIAPDVAQTLFEPFGA
TTPGQGETSGSGLGLAICRRLVTAMEGEIGFCNRRTGATFWFEIPLVAARRPSVPAALASDDPADAITGLRCLIVDDDAI
SRFVTVEHLRRLGAEPAEAASIRTALDRVADREFDVFLIDYHLPDGDGIDLLAKLAQRGRMGAGRRAVALTANAELISGG
RSAFDAVVAKPATSDALRKALTGAGQDSGPPRQAAHDLDGVSPGILRTMVSAFETQWGSDRAALLRAFDTANGQEAAEIA
HRMASSCTTLGFVDLAEELAACETRCRRHPPAADLGLWRRRLMPLLDTAPARASGLAKAHPC
>ANB37700.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]SNK001
MLRTTRRTLMQGASLVGAGLFAAGRGWALNRLEPIDDTLAEEYPYRDWEDLYRNEFTWDYVGKAAHCINCLGNCAFDIYV
KDGIVIREEQLAKYPQISPDIPDANPRGCQKGAIHSTSMYEADRLRYPMKRVGARGEGKWQRISWDQATEEIADKIIDIY
EKYGPGKLMTHTGSGNMSMMRMAAPYRFASLVGGVQLDIFTDVGDLNTGAHLAYGNALESFTSDAWFGADYIMFLLFNPV
ATRIPDAHFLWEAKWNGARVVSVAPDYNPSSIHSDLWMPIKQGADPFLAMSMVNVIIEGKLYNEAFMKEQTDLPILVRSD
NGMLLREADLEEGGSDQVFYHWDSRTGAAVKVKGSMGSEEKTLVLGDVDPALEGSFEVGGIPVTTVFEKVRAEAAKYPPE
ETAAITGIGPGVVRAEAETFARAKKALLMTGFNIGRYSNGIYTSWALTLMLALTGHGGRTGGLDTSWIAWNQPALLELAF
FDFKKLPRLEAGGLGEFVRGGMMEHSRQHYDNDKLKARTGFDLDELQEMIDESIDAGWMPYYGDMKGLISIADNKFRRNK
NAEAYRERILEEVEELFVDINVRMDSTAQWADYLLPAAAHYEAWDLRSIAFHRFVNVFSRPVPPIGEAKSDWEIMEILTR
KIQERAIARGITGYEDGDVTRDFATIHDDYTMDGTLMTDHDVVSWLVENGPEFAGATLEEGVERGFFVMGEDAGPTQKLR
PSEPYHAFLQQTEGKEPYKTMTGRITFFVDHPRFVRLGATVPTARHHAGRDASNYPLNFFSPHTRWGIHSNWRSNKFMLR
LQRGEPNIYISPQLAAAKGIADGAQVRVFNELSFFFAQAKFYPSLPPDTIMMEHGWEPHQFPNWRPMNVCMATLLQPLEL
VGGWGHLNFSLWHWNANQLAHESSVDIEPA
>ANB37701.1 respiratory nitrate reductase subunit beta [Rhodovulum sulfidophilum]SNK001
MVKRQISMVLDLNKCIGCQTCTSACKLQWTNRNGREYMYWNNVETHPGPGYPRNYEHSGGGFDEEGALKIGITPSAEDYG
IPWEYNYEEALMTGTDPWLRPNVKPTWGANWNEDEGRGEYPNSYYFYLPRICNHCANPGCLAACARNAIYKRQEDGIVLV
DQERCRGYRYCITACPYKKVYFNEQISKAEKCIFCYPRIEKGLPTACAKQCVGRIRFIGYLDDEAGPVHLLVERYKVAIP
LHPEWGTKPSVFYVPPLAPPRIGDDGEPTEETRVPLAYLKELFGEAVVPALATLKTERAKKQSGAESELMDTLIGYRHPE
MFKLS
>ANB37702.1 protein DdhD [Rhodovulum sulfidophilum]SNK001
MTAQTRRPPTHDDALARARAGESLWRLGALAFGHPVEEFHRALLDGSFHEAVDAAWSALTGRPWPREAPPPRFADLEAGY
IAAFEHGRGGKRLASLLAGEHKDLLAGQARPAFMLNVAAFYRHFGLRQATADEGRVDEPDHLACLLEFMAVLSHLEAAAI
TGGRDPGPVRRAARDFLVRYVEPMLALIATALRRPSEPPLDATLVRLTRDLHGFAESRIAELAAQVGPYRSAEARSDAAP
DAAAHQNLWG
>ANB37703.1 dimethylsulfide dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPGFRFFLAATAAFLATSPALPLSADSLNAGNIRLIEPGETVPVIKIPDGIYLRTPNDPDDIIWARVPEFRVEMVMAPPV
HPSVGLRYRDEYPEQDLVVQLARTSERFYVRLRWVDPTRDMSTLRDRFRDGAAIEFSESDDSVSYMMGTDAESPVNIWYW
HPDGDRVESLAAGSPGSLTRLDRQPVTGASEYRAGHGPDDSQWIVVMSRPLASEGDHQVSFERDTIPVAFALWQGADAQR
DGLKLVSLNWIFARMTPDAAPAPGN
>ANB37704.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]SNK001
MAHPNLKIPDGSGEECGRGHACGFCPQEQTCTLDKRAHNKTLVEARLGEIGQIVLVLGNKGGVGKSTVSANLAAGLAARG
FRVGMADADIHGPNQSRYFGFAGEHIRVDARGLAPKHFTDPALRHGLKVGSLAFMLQDDDAPVVWRDAYKHDFVHHLMGS
FDWGALDFLIVDMPPGTGNELITLTDLLEGCDVGALLVTTPQAVAQMDSLKAARFCLERGLPVIGCVENMAGVVCPHCAG
AFHLFPEAGLGEKLTALGIRRLARLPLDPAIAAGSDDGRPVALDPDAAPPVAEALAAIVGACAALGSAGFQDAALRSLDA
AFAENLEDEDLARALAALPEAEREQIGRALAEALTEESGRFHGAASVPGGKA
>ANB37705.1 glycosyl hydrolase [Rhodovulum sulfidophilum]SNK001
MSGAVPAEAALSRRNLLRGKLDGGPAVAGWQDMAGAPTVPGDVLWAVHACGETLFVGGDEGTILQFDGALWRRSRLSARV
PVHAIAGDPETGLLAVGWMGAVWRFDGTDWRLERGCEVGADGKYAACAENTPLFGLAADGEGRFWAVGDEGTILHFDGEG
WHAEASGTRFHLRAVTMLGDGRVLAAGANGTVLIRGHDGAWSAGDCPVATTIHSALALAPDDVLLAGGRYFLDAGGFRGD
LLRWDGKGFRKLDPGPGVTRLRALAALSGGALAVGDRGQSFRIAGERVTRLADGTSHDLLGLAVTASGAAVAAGDFGTLL
AGDGATAPAPVVRTRPAPCWDRMTTGTDRQIWAVWQHPETGTAYACGEEGLVLRREGDGWEALPPVGTLGLHALAASEDG
GVLAAGQMGEIHHFDGTRWRRHFDLKLDVTILALWSDGAGTMIAAGDEGLVLRWTGESWTRMVSGTQSALYALWGPDPEH
LLAVGDSGLVLRWNGRNWQEFTCGSEAFLFGVWGTGLDNIFVTGLSGTIRHFDGQGWQAAPTRMRNDLLAISGKGAEAVA
VGTAGAALRHDGKAWRSEPTGFDGGLRAVSATGPAILAAGDGGAILRRRGSWGAP
>ANB37706.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SNK001
MARRNILILSFLGLMAGTLALFQLADRPDAAPAEESGTEMAVQVTVETIRPEPIVLATEYSGRVSAARQVEIRPQIGGLI
LERRVEEGTRISAGEVLFRIDPAPLKADLALAEAALMRAEATEAHARRTVERSDALLARKAISQQSNDTAHTDLRLAMAG
IAEARAAVEHKRLDLDFATLRSPIGGYVAAGLADVGGLVTVGGEKALAVVQDLDKVYVDLRLPADDLDAVMMAAEEGLGP
VRIVRDRDGAAPLTGVLKSSDVIVDPGTGYVSVRIETANPKLALLPGMFVRAKLPRGAVPDALLVPEDAVLHTAGGGTQL
VVVSPEGKARRRDVVPGARIGNRIIIASGLTPGEVVAIRGQNRVPEGVAVSVEARPAET
>ANB37707.1 multidrug efflux RND transporter permease subunit [Rhodovulum sulfidophilum]SNK001
MSQFFILRPVFAWVIAIFIMLAGIVAIPRLPVARFPDIAPPSVSIFTTYAGADAQTVSNSVVRPIEKELSSVKNVLYYES
SIDSTGGASITVTFKPGTDPEMAQVEVQNRLKNAEALLPAPVRREGLGVEAAESGFLMVITLRSLSGATDELSLGDYLSR
NLAEELKRVPGVGRVQQFGSERAMRVWVDPAKLSAYGLSMADVTGAIARENAQATPGRVGDEPTVPGTRVSTPLTIRGQL
TTPEAFAGITLRANTDGARLVLGDVARLELGAQTMAFSVSSNGKGAAAAAIQMSPGANAVSTSAAIEKRLAELRLAMPED
MEVSISYNTAPFVKVSITKVIHTLIEAMVLVFLVILLFLQKVRYTLIPTIVAPVALLGTFAVMALAGYSINVLTMFGMVL
AIGIIVDDAIVVVENVERIMARQGLSPRAATQQAMREISGAIIGITLVLSAVFIPMGLAGGSVGAIYRQFTLSMAVSILF
SAFLALTLTPALCATLLRPVTGHGEARGFFGRFNRGFDRMTRRYTGWVGWTLRRGGRMLVLYAVLIGVMAAGYMRLPTSF
VPDEDQGSFMAMFELPAGATAERTRAVIAAYEAHTATRPDITENTVILGFGFSGSGPNAAQAFTSMKDWSARKTSVDEEI
AAAEAAMADIPEGMAMIMKPPAIESLGTTSGFSLRLEDRANAGPAALKAAEDRLIALAQASPLLSGVMSEGLPDGMSIAL
KIDREKAQALGLRFDTISETIGTAIGSTYVNDFPNQGRMQQVIVQADAPARMHVEDVLRLEMRNLEGGMVPLSEVATPVW
ESTALQLDRYNGYPAAQISGEAAGGVSSGAAMDEMERLAGALPQGFAVEWSGQSLQERQSASQAPMLLAASMLVVFLVLA
ALYESWSVPFAVMLVVPLGLLGAVAAVLLRGADNDVFFKVGLVTIIGLSAKNAILMVEYARHLRAGGRGLNRAILQAARL
RLRPILMTSMAFILGVVPLMLAQGAASEIQNVIGTGVFGGMVSATMLAVFFVPVLYVTVSRLTRGLAREKLRKTAP
>ANB37708.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MTDALILIVEDEPEIAEILETYFAREGFRVICARDGSTGLAHHQRLRPDLVVLDIKLPGQDGYEVLAAIRRRGETPVIMV
TALAEDLDKLQALRIGADDYVVKPFNPLEVVARARAVLRRTMGRGPDHLLRLGPLTVDPQAYRAVIDVAAGPLPLELTPT
EFRILAHMARFPGRAFGRAELVDACLPEGAALDRTVDSHVSNLRRKLAATEADGMLEAVRGVGYRLDMPHVR
>ANB37709.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MSGNLNARITKTMVALTLIATLVVSLGLMAYFLFIYDWIYPDSDDLAGWRTADTVMVLLLLAFGLLTASGIGWRLARRIV
EPLKSVAAAARRIATGDFSARADLPSGSFREAADLLADFNAMAERLERAEAELAYSNSAIAHELRTPLTILRGRLQGMSD
GVFDPTPQLYTRLIEHVDHLSALVEELRTLALSNAGQLELNRDRFDLAGEVGAALNGLEADLTAAGITLTRALAPARIEA
DRTRLRQACVAVLENCRRYAPQSHVHVETRADGDEVVFRCSDTGPGLSAEDRARAFDRFWRADASRGRSLGGSGLGLPIV
RAIARAHGGEARIIPQPPPGLTVELRLPKSALPAGQTDD
>ANB37710.1 methyl viologen resistance protein SmvA [Rhodovulum sulfidophilum]SNK001
MPLPRPDPNRWLVLLAVMLAFLPVVLDMTILHVAVPTLTQALGASNTEVLWIIDIYPLLMAGLLVPMGTLADRVGTRRIL
LTGLAVFGLASALAAYAPSPALLIAARMLLAVGGAMITPCVLGVIRRTFEDPAERGLALGLWGTVGAAGAAVGPLIGGAL
LGHFWWGSVFLINLPVMLFVLPVCWLLLPRHEELSPGRWAIGQALLLILGMIATVYAIKAGFGAKQPVAVVLPVLVLGVA
LLSVFARLQLLSAEPMLDLSLFARPAILAGIIMAIVASGALAGVELTLAQELQYVLGKTPLQAGVFMIPIMVAAGLGGPV
AGWLSERFGLRPVACLSLAISAGALAGLAVTDFHHPGLVVPVLLVLLGLALSIGLTASSIAIMGAADAREAGAAGSLEAT
GYELGSGLGITLFGVFMSVVFGRHLVLPEGVPEPLADQAARSIGDVYIAARQLDADQGAAVIAAGKAAFSATHSVLLTTA
ALLMGLLAVLVFFLLAQGRRAVAFQH
>ANB37711.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MGRTPTITRDRLLDVAEEIVRKGGGAALTIGALARAAGVSKGGVQYSFASKDDLVRALIERWTSQFDAMMEGETGDDPLA
FVRRYIAATRASQQAMDAKMAGLMVTYLEDPANRQETRDWYCGVFHRLGGGSADARAARVAFLAVEGLFLMHMNGIDEDG
DWRGFLDDVEAVLARLTS
>ANB37712.1 hypothetical protein A6024_07100 [Rhodovulum sulfidophilum]SNK001
MTHVLIAIAHPDPASFNHALAFATAEALRAAGHEVTISDLAAEGFRADLSPADMTERADPARFHVQAEQANAARAGTYAP
DIAREQARVAQADAVILQFPIWWGGPPALLKGWIDRVLSYGFGYVDGRRFDTDIFKGRRAMISVTTGGTPERFSEQGVYG
PIDPLLMPIRKLALEYMGFEVEPLQVAYAVSRISEPERKKHIDRLIAAACAMSSRPSHRSDAWKTALDDVPEGAWARRG
>ANB37713.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSSFFLLFAAFLATGVPIALTLGIAGTAYLYLSGNGAMALMLPQRMIAGIDQFVLLTIPLFLLAGALMNVGGVTTRIVTF
ARAMVGHRPGGMSSVSILSSGFFAGISGSATAEASALGSILIPSMSKQGMPPAYAAALIAVSSVMGPIIPPSITMIIYGV
LSGASIGQLFLAGIMPGILIATGLLIYATWRARRDGFPVIPRMTARERFASTRRTLPALILPLIILVGIKAGIFTPTEAA
AVAVGYALIIGFIYRELTPSRVWEALIATALVSTSILFITSMASIVSFVFTLEQVPQLIADGMLSLTENPLLILLLLNIF
LLVLGMFLEPISILILTMPILLKFQDLIGMDSVQFGTVVVLNVVIGMATPPVGILLFIGAAISGQPVTRVIREALPLIAI
CLLVLAIIALVPQVALFIPRFMV
>ANB37714.1 hypothetical protein A6024_07110 [Rhodovulum sulfidophilum]SNK001
MAAIVAIMLAQVFWRYVLGGSLIWAEELCRYLLIWQTFLVLGLAFSKGEFVSLDFVPSLLSARLRWGLRAVMAVPILAFL
AVMTWYGWDFAERMGTQTIPALDFIWSAVTGEALGLSIRWVYISVSVGMVLLAGHILTGLVVDFHRQVILNLGEEDAALA
QTSEMT
>ANB37715.1 hypothetical protein A6024_07115 [Rhodovulum sulfidophilum]SNK001
MLTRGAAFTTVLAAPNIARASGRRMRFAHAANEVHPGHIMATSFAAALEELRPGGFDVRIFPNRQLGDDKQLLEGAVAGT
MDVVSVSGVLVPLVTGRQAMNAWQMPFLIRDYDHFGKLAHGPVGQQILDDLRPAGLVGLSIANTGQRHFLSIDRNVASIE
DFAGLKTRIVPVPLHQQIWKTVGTAPAGLPYGEVYGALETGVIDAVEINVSSMLGENLWEVGKHFTLTGHYPWHMTTLMS
ERFFEGLDEEERDVVVEAGKMSTAATIEYAKQQDLEGREELAARDVEIAELTDLSEMRARVEGLTADWSSKDPLIAAMVE
AAAKSA
>ANB37716.1 hypothetical protein A6024_07120 [Rhodovulum sulfidophilum]SNK001
MYDKSDPRAALASTPADSMIGVTGLVAEEQVATFYDSPPQLDDDTGQTWLQRGHNFLVALSHAAPGASFDRVAQVDEYCV
LLPKGGATIEWNGAVTEVPGHSIAFVPAGDSRVTPEGGEIVRLFTTANEDLLALCGNAGGYDRPRSHVKPLTAWPAPKGG
FKVRHYSLDVAPEPGRFGRIFRCTTLMVNVLEPFEGPRDPSKMSPHHHDDFEQGSLALSGEFTHYLRWSWTSDMADWKDD
KVLKMAAPSLLVVPPPVIHTTRATGPGDNLLADIFSPPREDFSLKPGWVLNAEDYPMPEQA
>ANB37717.1 hypothetical protein A6024_07125 [Rhodovulum sulfidophilum]SNK001
MENDKKMGEGLQSVILTMQIVEHVSRTGKGVGVTSLATALGTSKSRIHRHLQTLVQQGYVFQHEDSERYEVGHQLVSLGQ
AVLEGTGLIAATRDALLALRDRLGHSTVASQLTPDGMLVIATVSGRSPIEIGVRVGSLLSFHGSAQGKVAAAFSSEAFRN
RVLGGTLTAFTEATITDPDRLQAEFELIRERGWATAPDQAALGLNTLASPVLDGANMVCGTVGCVNLTQSLGAEPSPEQI
EALLETARQVSVLMGHSGDQLLR
>ANB37718.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]SNK001
MQDIYILGAARTPIGSFGGALSSLGPDALGRIAAEAAIARAEVSARMIDNAVAGNVIPTQPRDMYLARAVAMDAGMPATS
QALTLNRLCGSGAQAIATAATMIRAGESRLALAFGAEAMSRAPHTVGGMRDGVKMGDASVTDWLTGALSDPFDIGHMGVT
AENVAGLHGITRQEQDAFAAESQRRAGIAIEEGRFDTQICPVTIKGRRGDTVVSQDEYPKPGTDAARLAGLRPAFRKDGT
VTAGNASGINDGAAALVLAGEDAARAAHPIARLLSWSVAGVPPEVMGLGPVEAVPLALSRAGLSLAEIDVIESNEAFAAQ
AIAVNRLLGLDPEKVNPNGGAIALGHPLGATGAILAVKAIHELQRISGRYALVTMCIGGGQGIALVIERLEDTA
>ANB37719.1 aldolase [Rhodovulum sulfidophilum]SNK001
MSFRDRLLAGEVLIGTFVKTPSPHVVEILGLAGLDFAVIDQEHAPIGLAEMDMMAMAGRAVGLPLLSRRWGKGTDWIAPL
MDLGMTGVMVPHVLDPEGAEAVCDAVKFARLKRGLSPSPRAGDYGGMSIPSYREKSDTESVVMVQIEDECALAHLDAIAA
IKDVDLVFIGPADLSQSMGVGFPSPELDDAIMTIVEACKHAGCAVGLFVGDAAAIPAWVEKGVGVFVCGSDQALLRKGAA
GIMAAR
>ANB37720.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRLTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB37721.1 integrase [Rhodovulum sulfidophilum]SNK001
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNKRRPHQALAMRTPAEAFTLAA
>ANB37722.1 hypothetical protein A6024_07190 [Rhodovulum sulfidophilum]SNK001
MVIGIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLNFPGSSSLSQLCCGCRRQRVRGFVNGRFRRLVSTQLNL
LRLSR
>ANB37723.1 hypothetical protein A6024_07195 [Rhodovulum sulfidophilum]SNK001
MAQEKNEFFAREASCIYQDEEYRVRDNGAVFRCSRIEKRKRPLDEVWTFGTASKSDGYMTISSHKIHRIVATAFLGAQPT
KHHVVDHIDTNRRNNRPENLRWVTRLENILLNPITAKRVEYLYGSIEDFLADPRTPRNGTLSQDFEWMRTVSPAEAEYSR
KRMLAWAQSDRPSQGGTLGDWIFGRGVVREPEPVEELVASKTPNAVQRNWRIPAEFPLCPDPNDENPLAVYFERLKEGEV
FAISSFGQTKVAKAALSAYRAAVYVMGEHEEGAIKPWSLAAVTLEAGNFVHESCGTFFTLEGAEKEFTLIQGLQWEGGET
FDDYC
>ANB37724.1 hypothetical protein A6024_07200 [Rhodovulum sulfidophilum]SNK001
MSRVSQPPHVWIDAQAFDDAEGMVLSWDYDRTRFPEGLAAAMFGAWTGLIQRLARDPDAAASAPLPLPEAQSLGRAAVNH
RPMPEPQALLSDAVFAEARRRPGAAALICGEASISFAGLSAEADRIADLLLARGLPPGGIVAIDLPRSPLQIACVLGVLA
AGGVYLPCDPGWLLRSRRRSRCYDSFFCHWYHLRWCRAV
>ANB37725.1 hypothetical protein A6024_07205 [Rhodovulum sulfidophilum]SNK001
MWCNFSTVEDLKKLRGNKDIGEGIDRAIAGIAEANDLENVIDRAYFNDSEKFGRGAKMVTTLTALINIFSREELNFSRNR
ADGDDILGDAYEYLMRNFATESGKSKGQFYTPAEVSRVVAAVAGVSRATSPKQTVYDPTRGSGSLLLKAADAADVALTIY
GQEFDITTRGLAKMNMIMHGREAERPVFMIDASRGSSRTATRTACVSGTSTRSPTPTPGRPRLTATPASSPMPRSRATTS
T
>ANB37726.1 hypothetical protein A6024_07210 [Rhodovulum sulfidophilum]SNK001
MPNRDIDGLAAFWEVMPGIRATLFGPNPRPGYSDPLVEPEEVRSTIRNHPEFGTFRDRVHAILDGWAGQNAPLMDGIEVG
DKAA
>ANB37727.1 transposase [Rhodovulum sulfidophilum]SNK001
MNTKLHAICDSQGRPIDLFLTAGSVSDYIGARALVSGLPKVKWLLGDRGYDADWFREALQDKQIRPCIPGRKKRKTPVRY
DKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFSAIALAATVIFWL
>ANB37728.1 hypothetical protein A6024_07220 [Rhodovulum sulfidophilum]SNK001
MITKRTIRNISGMTVFVGHLFLISLIVYKWDSIDKLVELGAPLLPVTAYTLASVIRFSSSNRLYSDDADRALFLFSLVSV
GLPGFVFAANVAVIMAVDTNLLGAGFTVDQGREMITWLETALGAGYATIVEGLFSTVDKDKEGAVTLQDREK
>ANB37729.1 endoglucanase [Rhodovulum sulfidophilum]SNK001
MQAGYKRKRQVTRIWSRLGYSIIACPALIVWGDDVAASPPLTVLPGDASVIYPSVDKDRRRAALDRFWQDWKSVYLSEGC
GGAYVDIAGDGKPTYGDSVPNTLTVSEAHGYGMLALVRMAGRDSQAKPLFDGMLAYFRLHPAESGPGLMAWNQTRDCKDA
PEGGTTASDGDIDIALALQLAQETWGGYAEDAAKVREAILAREISRHDLVKLGDWARYEVYDAASRSSDFMPYNFSVFTH
APGSDASRWTEIRSTGYDVWGRISETYAQSTGLVPDFMIGMPDDPRPAPAEFLEGDYDGFYSWNALRYPYRLAADYRVSG
DPRAANRLRRINAWIRTETGGDPSRIASTYRLEGSIPQDGRWTGEPGWISMFAAGAIAGSGDPDSDQVWMDALWAAMAAI
PIEDGDYFGNTLKLLAMIDLAEM
>ANB37730.1 transposase [Rhodovulum sulfidophilum]SNK001
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELHNRFRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKS
GREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVSNHPERADPWLTKLLQRKPARLATVAMANKT
ARIMWAVLTRNESYRPHTA
>ANB37731.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MYLDVRPDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEVECLSLFIDPPESANLPKGCCTITVSRFFRELLMRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGD
PRLKRLTDLLIAAPADHASVAKWASRVALSERSLSRLLAEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESA
SSFVTMFRKMVGKPPSRYLLERSRLR
>ANB37732.1 hypothetical protein A6024_07240 [Rhodovulum sulfidophilum]SNK001
MPLDIKNFPLVWMSYDEAPDHDHDEDFAALEMCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKAELRTLVL
AMIVIEPSAAKRLTFKTFGAVFSKFWGFPLKIAVTRKEAMDVAENLLSEGVVPAGR
>ANB37733.1 hypothetical protein A6024_07245 [Rhodovulum sulfidophilum]SNK001
MARAKQLRSVKTRERLLGCAREIVSDSGFADLRVEQVVTAGGVAKGTFFAHFSDKDALMDILIGERVDALLDDLDAVGGF
RSVAHVVESIMPLLSFLSSERYVFDIFLRLSGALAVEKVGAIAKAICRYDRILVQKLKGGPFRQDISAELQSEGIQAFSV
SSVALSLCAEHGDKTLRDRLSIQLQAWLCPEQMPDRDM
>ANB37734.1 NAD(P)H dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAPRRIFVLNGHPGETSLSRLFSEDYAQAAVQAGHELRITHLHDLDFDPDFGGGGYRAAKPLEPDLEAVMANMDWAEHVV
LLSPMWWGGLPAKLKGLFDRALLPGSAFDTRAKTWLGSPRPLLAGRTVRLIMTSDTPHWFFRLVHKAALVRQLRMQIFGF
VGISPLHVTHFSAVINSSPETRAKWSRRVASLGARGA
>ANB37735.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MDRTGIQLDIRDDIEQSALIEALTEILGPKGLLTAPEDCARYASDQSGLCGVTPLAVLRPAGTDEVAALLALCNERRIGV
VPQGGRTGLSGGACSPQGTVVLSTERMSGVTEIDPDAMTLTAWAGTPLETVQEAARAEGLDYAVDIGARGSATIGGTIAT
NAGGIRVLQHGMTRANVLGLEAVLADGSVISRLGKTVKDNAGFDLKQVFIGSEGTLGVVTRAVLELRRQVVQTALALFAL
PDHAAALACLSAARQRFGARLSAFEGMWPDYWDFVCHETSLAAAPLEGRHGIYLLIEIEVDGQHGETELEDFFAELFEGG
VVEDGVLAKSLGEMRALWQVREAVGQVDDDFGPHINFDIGVSPSALGRFCEAADVRLTEVPEAVGVLKVGHVGDGNVHLL
VAHDGSNTAEARIEAAIYDLVREWGGAVTAEHGIGRIKGRWIGHSRSPAEVAMMRGMKLQLDPNGILNPGALFVETKP
>ANB37736.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPPSTILGRLPGLRHFIEVAQQGSFRAAADKLHVAPSAVSKQIKNLELALDVELFRRDRGRGGLEVTEAGEILLFRCASV
VNELTIAQDEIDQLHGLHRGQLRLGVNEVLASDLLPGILRDMSYNHPGLKFHIVVENTREIVQRLQTGDIDIGLGYNFPP
SPDIETLATLRRRTYAITALDHPMARLRDVRLEDIDGERVIFPDSSIAMREMLEKALAQAGVEVREVMSTNSFTLLRQMV
ESGMGIGIVFGRFLQTRRERIAFVEVNELPFASPPVACCRMAGRTPTVSSEAFAAAIKTIFVNYGG
>ANB37737.1 hypothetical protein A6024_07270 [Rhodovulum sulfidophilum]SNK001
MTPNFGQTRSDIRRNHALLTPESHEWITQPDWPGSELAFLISPDMGAKFAMGLVRSAEGLTDIAPAAQGIARFVFVLDGE
VTFSTGQTLGAEGYAFLPPETEATLSASAGVTFLLMEWRFVPRGEIPAPVFGKVSDIEGTPLRGDDWLIVQKMLPTDAGF
DGEVNIMNFHPGASLAYVETHFMEHGLLMLDGGGVYRLGDQWYPVGKGDAIWMGPHVPQWFGALGRVPSRYLIYKNYNRS
PLDAR
>ANB37738.1 carboxypeptidase [Rhodovulum sulfidophilum]SNK001
MQSEDILKGLMRWVEIDTPTGSVDTISALVDLIASELEPLGCALERIPGRDGMGDHLIARFAGGHGPGVLVSSHIDTVCA
PGSVEIRRDGDRQYGPGIADMKGGGYLALCAMRNIVASGAPLPGPVTLIYNSDEEIGSPTSHGLIQAEARKMGAALIPEP
ARGDEAITFRKGRAKYRLDFHGRESHAGSAFADGRSAILQMARTIGVLEGMTDLETETTVNVGRVRGGTEPNVVAGHAAC
DIDVRFADDALGFAVETQLQALTSEDPDVSITLSGEIEKPSLARRPETLAMFARAGEINAGLGVPMVETRSGGGSDGNFT
CAVGVPTLDGLGAIGNNWHSPQEHILIEPLARREALLRALILTYAGTRPTGDNA
>ANB37739.1 hypothetical protein A6024_07280 [Rhodovulum sulfidophilum]SNK001
MPWKDNYTTSDEIGMRDGSIVWPDGQQMALGLTVNLNPAAKGTGISAKDLAYPTWHFGLTEGLDAFLALFAETGVRATFA
TPAVVVEAYPDIIERILKAGHEVAAQGLYGEDPASLAPGHEAEHMARATEVLTRATGAAPKGWYALSHPDDRAATGCVTD
DTVGLLKAKGYDYIGNGLADDAPYYWVSNAEKAEALLALPYYYHFDDTFFLMFPREGTGLERPQALLNNWRAEFRAQYRR
GRYFNLCVSPARSGWGHRFDNLATLLRDAMAHPGVWAATGAEIAAHWHAGYPASEALKLAPSIWQDYADSLS
>ANB37740.1 chitin deacetylase [Rhodovulum sulfidophilum]SNK001
MMSLQHSPDAFQSLVDTARFQRSRRIPIPDFAYPEGVKIAVNFTLDFDAMLLRRLLNEPWGQKAKGEFGGRVGVWRIMEM
FDAEDVKVTLFTPGRICELYPEVLHHAVDNGHELADHMWEHEVYDDPQIEDAHLTRTLEALSRIAGKPVTGTRSSHTPGL
LRSKGVVYNSFTSADYLPFYELDAEGENPILQLPFHYALDDAMYFSFGWLDTGNQAQRIMDVDEVFEIWWDAFLQQYKAG
GYVNFLLHPFVSGHAMRVDMLQRLIQRMKTLPGVWFPTCDTLAQHILTQHPYTPAAE
>ANB37741.1 hydantoin racemase [Rhodovulum sulfidophilum]SNK001
MPDLSASPRILYQLASPLHRTAGAEVVQRRAAMLRAWAPSAEVAINSPEAGPSAIESAADAAMVFPALREAAAGWAEKHD
AVLIGCFSDPAVEALAQISGVPVIGPGEAGMLAAVQLGERFSVLSSDPTPPGLRRRIRGIGIEGSFVSEVTMGGSVADLN
RNPDVHLPAIVKRARTCVAQGADVLVLGCFALSFIPGLPGKLSRALGVPVVNPVIAGLKAAEAAVLYSAGLSRPNVRSA
>ANB37742.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSEMTNAFPYRKTVNIGFGMLIVLLYVFLMAPLVMIIGASFTKGLMIEFPPQGISFRWYAEFFNRQDLVDGLFMSLRIGA
VTAVVTMTVAMMAAIAGRVLSGKLSGWFQLGMTLPLLVPELLTAVGLLFFLYKIQLAKTVLGLQMGHILMSFPYAYVSIA
AAMRQVPQSLEEASQSLGATGLQTFRLVILPLVMPGLAMGGIFAFINSFDLYTISLLLKPLGGNTLPLALFDFLTYEFKP
TAAAAATLSILLSIAGVALVQRLVGLQRAF
>ANB37743.1 polyamine ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSLKNPKLLLAIPAIALIFIFMILPITNMVEMSFRTPGISAPFGDAYTTMHYDRILSDGYYWGVLLRSLLTAGAVTLLCL
LVSYPIAWHMSKAKGMKAVLLYACIASPLMTGVLVRNFGWMIAAALNGPLNETLLALGIIERPLRLLFTQGLVILALVHV
FVPFMVLPINNALRNISPTLIEASSSMGANRREVFRDIILPLSFPGIYPGMILVYVLAVAAYVTPALLGGQMVSYMPTLI
IGELTGTFQWPFGSALAIVLSVSTILVVGLFTALTSRLMERSKA
>ANB37744.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MATVEVRDLRKRYQDFLALDGVSLKAESGQLVTLLGPSGCGKSTTLRCLAGFLEANGGDILVEGESILGIPANRRGFGVV
FQNYALFPHMTVAENIGYGLKLQKLSKDEIETRVYDVKKLVRLDGLGERLPREISGGQQQRVALARALVLKPRLLLLDEP
LANLDARLRDEVRWLIRDVQQQSGITAFYVTHDQSEAMAMSDMVAVMKAGRVAQFATPREIYQKPLERYVADFTGEANFI
PCQSVKPLGEGRYAIAAAGASLELEGVPGITGAAELLLRPEALSLTEPEAGIFRGTVSKSAFLGAALHCGITLGDGSVLK
LTADPNHPVEKGAEVGIAIDQSHAWLMPEVAP
>ANB37745.1 hypothetical protein A6024_07310 [Rhodovulum sulfidophilum]SNK001
MTLTRRNFLKTSAGAAALGALGAPAFAEGDTFIVNMFGGRWEHDWRQYVMPKFAEQIGRDFDLDIGLGMAWISNFRAAGP
DNPPFPAVMLNEKYTAMIRNDGYFAELTPENVPNMADVIEPAILKGNTAVTGMLAPLVIAYRTDLVSEPPKGWADLWDER
FKGQLGLYKITNSAATMMAMWAGEHFGSGRDDIETAVAKFKELGPFPQIGYSAQLTPLLSQGQVAVAPIDLGEVKTMQEQ
GIPIDYVVPEEGMLVFDHSFSVFKNSPDKQLGFDYINFVLSPEIQLWMAENWLIAPTNKTVELPEELQKWPLQPEVVSQA
IRFDWDETLAIMPGLNDLWERTI
>ANB37746.1 acetolactate synthase II large subunit [Rhodovulum sulfidophilum]SNK001
MRDTATTMKLHQHLAQALVAHGTTHLYGLVGDANLFMVNAYVETGTGRYVACTHEANAVLAATGFAQATGRTGVATITHG
PALTNVVTALAEAVRGGIPLVVLCGDTAPGDLQHLQNIDQREVVASVGAAFVEMREPATAIEDLDRAFRIAAHRRRPVVF
NMRVDLMWEPVEPAKVMPVPPLTISPASGKALEDAAGMLASARRPLILAGRGACTPEARAALIELAARMEAPLATTLKAQ
GLFEGEPCNIGICGGLSHPTATEVIMQSDCILAFGASLSKHTTEERAYTRGKRVVQILPDAEETPRLDIPSLRLIGDIAG
TARAIVELMDMAEIPGSGATADLADRLATEAADFAKIPAAAQTAPGTVDMVPALRRLHQALPAQRVLVADLGRFVTAAWR
NLPVTRPQDLVYTSHFGAIGCGLGEAIGTATAITDRPTVLVAGDGGFTLSGLSELVAAVRERADMIVILCNDGSYGAEHV
QFTNRSMSPKLAMIDRIDFAETCATLGFATVRVTDAASLDAACTAIADRTGPVLIDLRLDPEKIDM
>ANB37747.1 hypothetical protein A6024_07320 [Rhodovulum sulfidophilum]SNK001
MIQALKNQHAEARIFAVGDDWQSIYRFAADASVIQADANRQNSTPKSDWHPDRIDPEDAPQAVREYLETLGRPDRERASR
GERGAGGVPVRRAIVSGRRLRHAADLTH
>ANB37748.1 hypothetical protein A6024_07325 [Rhodovulum sulfidophilum]SNK001
MNDAIGSQQEPDAVRAAVQAQIIECLNRFYAMESGMWGKPLDSLIIRTVVQGRMQGKLYDFSALSEALDLPISTLHRKIN
SLVESGYLRREPVGKSIYIAPTERTSVKFDESFEAMVTTLRRLYRGEYNFDGAPKLCDEP
>ANB37749.1 pyridine nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]SNK001
MQKHILVVGGGIGGTMTANSLVTKFQREIANGKVKVTMLSDNPWHYYKPAFMYVAFDMYFKGELRRKQQSLLRPEIDFQL
DKVEAFDFKGSKVKTASGKTISYDYIVVSTGCLPAPERIEGLKEGGDYFYQYEPARKLSDKLLTLEKGRVFVTVNFPETP
NVPHQCGIAPMETTLMLDEYLRRKGVRDQIEIVYTYPTVSQLLRNCLFMQEEVCSVLPPIFEERDIKYKRSFTLAKVDPE
RKVAISSEGEEEEFDILMSTPPIRAVDAVINSGLSQAANNEGWLPTDRDTLQLEGYPNAYVMGDTVDLPISKAGGSCHNQ
CPVIVNNIAGDMRLGRIVEHYDGKVQAVAQMGLEAGMPLFYNYDKDVYPTPPTKVGGLLRKAFNRGIYWSVARGII
>ANB37750.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]SNK001
MTVAMNEAELAALYRPRIRELAARVRSDRRLKDPEVTVSRRSQVCGSMITLDLMHEQGRITALGWRSRACTLGMASLGLV
TEAAVGQCRAEVAAAGAALWDLLQGQEQIFAAPWEELSVFSAARGFPPRFGSIMLPFAAIDEGFRQMG
>ANB37751.1 hypothetical protein A6024_07345 [Rhodovulum sulfidophilum]SNK001
MRNVTERWASDDTSLTFLGSYSKDKIGPPRTCLPIQGTLLDNPNGDLARNSYLDGVGLENTNEQTNLGLEFNHLFTDVWS
LEARVRYTRNERLRREPAAAGWPRLDGA
>ANB37752.1 hypothetical protein A6024_07350 [Rhodovulum sulfidophilum]SNK001
MTQPSLETVKTQARALRQALQAQGTAISHAQSLELIARQHGARDWNTLHARLGQRNAPAELALGSKVTGHYLGQAYSGVI
VALSGLSGNRHVEIALDQPIDTVRFDSFSNWRHRIRGTIGEDGRSSRKTSDGSPHLTVDIAPS
>ANB37753.1 MATE family efflux transporter [Rhodovulum sulfidophilum]SNK001
MSVGPAPNRIENPFLTRPIGRLFLSNALPMAVVMSMGGLLNVADGIFVGRFVGPQALAAVSLAFPVVILLTALTTLAGGG
MSSLIARHLGAGSRPEAGAVFAGAHGLALAISAVLIAGALVVGPATVLALAAGNAAVAEAAQSYLLILILGAPIQFGLGL
HADALRNEGRAGQIAMLSVLVNLLNIGANYVAIVLLGLGTAGSALGTVAAQSLGLALLLLLRTRDRDLLPLGSLWRSSWL
SGWGRILSLGLPLCLNFIGMALVAGMVLLLIGTAAADHATCIAAYGVTTRLLGLAFLPQMAIALATQSITGNNAGAGRMD
RAGSALRLAMGSAFLWCLGVALTGAFAGAPLGGLFSEDPAITEAVAAILRPMTALYAITGPVLALALHVQAMGYPLRTAA
LTLIKPWLLTPALLIVMNALWGIEGMWFAFPVADAILLVLALSMALRTRPITPVPAPCL
>ANB37754.1 hypothetical protein A6024_07360 [Rhodovulum sulfidophilum]SNK001
MNISRHEQRALHVLALGGRILHEREYGSKITSVTCVTREGMILDGFDMTVFHRLRRKRLIESRCGSAYRISKRGRLSVRA
QLDNQGA
>ANB37755.1 GCN5 family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MLIRNEVGSDATMIRRIVTEAMQLLPQATGAEADIIDRLRRDDALILSLVAEDRGEAVGYLAVSMSRIGAESGWGLIGPL
AVLPSRHGEGVGSALMAEAIRRLRSTCKGAALVGDPGYYARFGFRSYPGLRVGDCPHQFVQALPFDTAEPEGELHHHAAF
GLTQEG
>ANB37756.1 crossover junction endodeoxyribonuclease RuvC [Rhodovulum sulfidophilum]SNK001
MRVLGIDPGLRNTGWGMIEQRGSRLGHIANGVCHSSGETLAERLLSLHIQLTEIVARHVPEAAAVEQTFVNRDAAGTLKL
GQARGIALLVPAQAGLEVGEYAPNAVKKAIVGVGHADKRQIDHMVRLQFPGIEIAGPDAADALAIALCHAHHLAGGARLA
AALARAGA
>ANB37757.1 Holliday junction DNA helicase RuvA [Rhodovulum sulfidophilum]SNK001
MIGRLAGRLIHKGADQVMIDVGGVGYVVHVSDRTLMGLPGLGEAVALYTDLLVREDLLQLYGFPTLHDREWHRLLMGVQG
IGAKASMAILGTLGAEGVGRAIALGDWGAIKAAPGVGPKIAQRVVNELKEKAPAVMALGGHLSPDPAAGEVIAPADPAPK
AGNKTRTKAPAAAPVSSSVSAQADALSALGNLGYAPSEAAQAVARAAGETPEADTTALIRAALKLLAPRAD
>ANB37758.1 Holliday junction DNA helicase RuvB [Rhodovulum sulfidophilum]SNK001
MTGPDPLLRPEARPEDSDRALRPETLDAFIGQAEARANLRVFLQSARQRGEAMDHALFHGPPGLGKTTLAQIVARELGVN
FRMTSGPVLAKAGDLAAILTNLEKRDVLFIDEIHRLSPVVEEVLYPAMEDFELDLVIGEGPAARTVRIELQPFTLVGATT
RLGLLTTPLRDRFGIPVRLQFYTVPELEEIVARGSRLMGIPADPEGIREIARRARGTPRIAGRLLRRVVDFALVEGDGRI
TRKVADHALTRMEVDAVGLDGADRRYLQLIADNYAGGPVGIETLSAALSESRDALEEVIEPYLLQQGLIQRTPRGRMLAQ
KAWSHLGLAPPRVPGQTAQTDLFDEGA
>ANB37759.1 hypothetical protein A6024_07390 [Rhodovulum sulfidophilum]SNK001
MTPEEVTALFTRSEGDYLFARWGRPIAPVVFGVDDATLSIFKGACEAVVGLAGHEMAETDPDLGSNLIVFFFEDWTELVR
VPHLDRLVPDLARRVARLRAAGANQYRFFRFDEQGAIKAAFVFIRMDSDLSQMPAESIALNQIVQTILLWSDTAFAERSP
LARAPDGMLVLRPEIAAVIQAGYDPAMPTVAHDSSHALRLAARVGHTLGQIQILGQEP
>ANB37760.1 thioesterase [Rhodovulum sulfidophilum]SNK001
MTHRLTVRVYYEDTDLAGIVYYANYLKFIERARSEWVRGLGLDQVRLKAESGIVFAVRRVEADYLSPAKFDDLLTVETDL
QRFTPARLVLDQAVLRGETRLFEARVTLAALGAGGRPVRLPAEFRRSLETG
>ANB37761.1 Tol-Pal system subunit TolQ [Rhodovulum sulfidophilum]SNK001
METDTLAMAQEIDFSLLALFLRATITVKLVMLLLIVASFWSWSIIVQKIITYRKARAEAARFDEEFWSGEPLDELFDKIG
PEPQAAPERIFAAGMMEWRRSHRQDGKLIAGAAARIDRSMDVAIAKETDSLNAGLSFLATVGSTAPFVGLFGTVWGIKHA
FEQIALQQNTNLAVVAPGIAEALVATALGLLAAIPAVIFYNKLSADSDRLGGGYESFADEFSTILSRQLDA
>ANB37762.1 protein TolR [Rhodovulum sulfidophilum]SNK001
MGSSLTPRKSSGGRRVRGHRRHPAAMSEINVTPMVDVMLVLLIIFMVAAPLLTAGVPVELPKTAASALPAEQEAPLTVTL
TADGKIALQETELADEALIPKLKAVAAEREDDKVYLRADGAIPYERVVQVMGALNAAGFRNIGLVTDTGGPSLDGRDE
>ANB37763.1 hypothetical protein A6024_07410 [Rhodovulum sulfidophilum]SNK001
MNTGTYISGGAHLGLIAWVMLAGLFEAPPPKPMEVSDVTILSGDEFAALTAPAAAPKPSQEIAPPEAPSLPSSPRPAPAP
EARPQRPAPPVPQEAAEPDPAPEALEPPAEADVAETVTAPEAPEIPDAPEAPVTDTAPPRPSTRIAPEPSAPPPEDAVLA
EQPSQATRPDPAAESPQPEADEAAPEEAATQTVTEAEEQPETGLAMAASPRPRSRPAALPPEDTAAAPEAPEEPAEPASE
EDDLADAVADAVADAMSEPAAAPEGTGGTGRAASGPPLTGGERDALRVAVSRCWNVGSLSTDALQTSVVVGVDMEETGKP
DIGSIRMVSWSGGSETAARQTYESARRAIVMCGSSGFPLPVEKYDQWRQIEMTFDPGKMRIR
>ANB37764.1 translocation protein TolB [Rhodovulum sulfidophilum]SNK001
MMLRLLTAILALALGHAALPAQAQNGPLRIVIDEGVIEPLPFAVPEFVAENAAAAEYARNITRVIAADLEGSGLFREIPR
EAFLSTVTSFASPVQYSDWKAINAQALITGAVSVDGSGRLSVKFRLYDVFSQAPLGDGLQFGGAAASWRRVAHKVADQVY
SRITGEGGYFDSRVVFVAERGPKNERAKQLAIMDYDGANMQPLTDANSIVIAPRFSPTGDRVLYTSYESGFPRIYLLDVA
TGQRRVLDDQPGTMTFAPRFAPDGRRVLFSLSQGGNTDLYELDLQSGRRTRLSDAPSIETAPSFSPDGSQIVFESDRSGK
QQLYVMPATGGEPRRISFGQGRYGTPVWSPRGDYIAFTKQNKGRFHIGVMRTDGSEERLLTASFLDEGPTWAPNGRVIMF
TRETAGAAGAPGLYTVDITGRNLRKVPYRGQGSDPSWSPLQP
>ANB37765.1 peptidoglycan-associated lipoprotein [Rhodovulum sulfidophilum]SNK001
MNRIATSLLLVTALAVSACSNADRFGSANGGAAGAYGVNGSPSDPTSVAYFNQTIGDRVLFAVDQSSLSPDATVTLDAQA
DWLNQNTAYSATIEGHADEQGTREYNLALGARRANAVKEYLVSRGVSPNRLQTVTYGKERPLAICSAESCYAKNRRAVSV
LAAGAGA
>ANB37766.1 tol-pal system protein [Rhodovulum sulfidophilum]SNK001
MMRRIAAFALTVALGLAAGGPVSAQSRDETLADIRQELTVLNVTVQGLKRELSTTGGAMGAAAGGSALQRLDAIEEQLQR
LTSKTEELEHRIRQVVDDGTRRIGDLEFRLVELEGGDVSKLGQTSTLGGGAGPDMPAPAITPAPDSTGSTDGMELAVGER
ADFDAGKAALASGENEKAAEILARFGETYPGSPLSGEAQFLRGEALSAAGETSQAARAYLESFSGSPSGPRAPVALLKLG
LALKDLGQSREACVTLGEVRNRFSGSAEAQQAASAMGAAGCN
>ANB37767.1 cell division protein FtsH [Rhodovulum sulfidophilum]SNK001
MGNARQIAFWVVLFLLILALFNLFSGGQGTTSSQTISYSEFLRNVEAGEVSSVKLDGERALIRETDGTTVTAIVPRGTDV
TEQLLAKNVDVTAEPQEQNGLLAYIGTLLPFIILIGIWIFLMNRMQGGGRGGAMGFGKSKAKLLTEKHGRVTFDDVAGID
EAKDELEEIVEFLRNPQKFSRLGGKIPKGALLVGPPGTGKTLLARAIAGEAGVPFFTISGSDFVEMFVGVGASRVRDMFE
QAKKNAPCIVFIDEIDAVGRSRGVGYGGGNDEREQTLNQLLVEMDGFEANEGIIIVAATNRPDVLDPALLRPGRFDRQVQ
VPNPDIKGREKILGVHARKVPLGPDVDLRIIARGTPGFSGADLANLVNEAALMAARVGRRFVTMEDFENAKDKVMMGAER
RSMVMTEDEKKLTAYHEGGHAIVGLNVPQHDPIHKATIIPRGRALGLVLSLPERDQLSVSYTKYKSKIAMAMGGRVAEEL
IFGKENVTSGASSDIQQATRIARAMVTQFGFDEELGYVDYANEQDSYLGSYNSGPKHSTATQKIIDDKVKALVDEGYRTA
TQILTDKREDLERLAQGLLEYETLTGSEIAKVIAGEALSRGDDDPPSAGGDTPSVTAIPKTKPRPKSGFEPEPMA
>ANB37768.1 formate--tetrahydrofolate ligase [Rhodovulum sulfidophilum]SNK001
MAPKTDIEIARAADKRPIEEIGARLGIPAEALLPYGRDKAKVGAGFIAGLEGRPEGRLILVTAINPTPAGEGKTTTTVGL
GDGLSRLGHNTAICIREASLGPCFGMKGGAAGGGYAQIVPMEDMNLHFTGDFHAITSAHNLLAAMIDNHIYWGNELDIDQ
RRVTWRRVMDMNDRALRDIVCSLGGASNGYPRETGFDITVASEVMAILCLATDLADLQRRLGDIIIGYTRDKAPVHARDL
KADGAMTALLREAMQPNLVQTLEHTPAFVHGGPFANIAHGCNSVIATRTALRLADYVVTEAGFGADLGAEKFMNIKCRKA
GLAPSAVVVVATVKALKMNGGVARDDLKAEDVAAVKAGCANLGRHIENMRSFGVPAIVAINHFAGDTEAEIAAVQDYVRG
QGTEAVLCRHWAEGGAGIESLAEKVVALAESDHHSFAPLYPDEMGLFHKIETIARRIYRADHVVADQKIRDQLTAWEEAG
YGHLPVCMAKTQYSFTADPERIGAPEGFDVPIREVRLAAGAGFVVAICGRIMTMPGLPRHPAAETIGLNAEGQIEGLF
>ANB37769.1 chorismate mutase [Rhodovulum sulfidophilum]SNK001
MIAPDQCRSMDELRIQIDALDARLVALLAERARYIDRAAQLKSGLGLPARIDDRVEEVVANVRTRASAEGLDPGLAEMLW
RDLIEWSIGREEMALGAGEEPR
>ANB37770.1 bifunctional methylenetetrahydrofolate dehydrogenase/methenyltetrahydrofolate cyclohydrolase [Rhodovulum sulfidophilum]SNK001
MNATLIDGKVFAASIREKVAAHVARLQAEHGLTPGLAVVLVGEDPASQVYVRNKGQQTKEVGMASFEHRLAAETSEADLL
ALIARLNADPAVHGILVQLPVPDHIDEAKVINAIAPEKDVDGFHISNVGLLATGQKSMVPCTPLGCLLMLRDTLGSLSGL
NAVVVGRSNIVGKPMAQLLLKESCTVTVAHSRTRDLAGLCRSADILVAAVGRPQMIPGDWVKPGATVIDVGINRIPAPEK
GEGKTRLVGDVDFAGAAEVAGAITPVPGGVGPMTIACLLANTVTACCRANDLPEPEGLTV
>ANB37771.1 metallophosphoesterase [Rhodovulum sulfidophilum]SNK001
MTGHDFTLAGARLTARASGALWWQDESLLVVADLHLGKAGRMARQGGALLPPYDSDETLARLSAEIDILAPRCVICLGDS
FDDDEASRALPASAVRRLSALMAGRRWIWIAGNHDPAPVAPGGSALAETRIGPLHFRHIAIPGEKNEISGHYHPKSRISL
GGRRLARPCFLIDAARAILPAFGAYTGGLTASDPTLDRLMGPEALAVLTGQKALAFPMRS
>ANB37772.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]SNK001
MGLPAPFADWFATRGWQMHPHQSAMLDRAETPALLLVAPTGGGKTLAGFLPTLVDLAENPRDGLHSLYISPLKALTADIR
RNLGRPIEEMALPIRVEDRTGDTPQSRRRRQRADPPHILLTTPESLALLLSYEDAPRIFAGLRRVIVDEIHALADSKRGD
QMTLALARLERLCPGLRRVGLSATVEDPPALGRFLAPAGTPCEILTADPGPPPDIAMLETGTPPPWAGGGARHAIPAVLG
QIAEHRTTLIFHNTRAQAELFFRDLWFANEANLPIAIHHGSLSREARLKVEAAMAEGRLRAVVCTGSLDLGIDWGDVDLV
IQVGAPKNVKRLVQRIGRANHRYSAPSKALLVPANRFEVVECLAALEAVRARDLDGAPRGPGARDVLCQHILACAAAGPF
EADALFDEIRLAGPYAGLTRSGFDACLDFAATGGYALRAYDRWQRLKQAPDGRWALRDPRTARRIRMNLGTIVEEERLKV
RLKPARRGAPLGEIEEAFAATLTQGDSFLIGGQVVRFEGLREMVVEVSPSPGRMPKIAVFAGTKFATSTRLCGRILELLN
VPDWPGLPAHTADWLKLQRRLSRLPDPDRLLVETFAFEGRHHLCVYGFAGRNAQQTLGLLLTQRMEAAGLAPLGFVAADH
ATLIWGLDEVETPSALLDSNSLHSAFAEWLAGNAVMKRSFRTSAVIAGLIERNLPGQRKTGRQATFSSDILYDTLLRHDP
GHLLLDITREEAMRGLVDFGRIEEMLARVHGRIDHMRLDRVSPLAAPLLLEAGRVPVQGAAEQRLLDAAAARMMAEAGLA
>ANB37773.1 D-tyrosyl-tRNA(Tyr) deacylase [Rhodovulum sulfidophilum]SNK001
MRALVQRVSEAAVRVDGTAIGEIGPGLLVLVCAMTGDTEAEADKLARRIARMRIFRDEAGKMNRALLDTGGAALVVSQFT
LAADTTSGNRPGFSRAAAPDLGERLYLRFAEALAAEGIEVATGRFGADMKVALVNDGPVTIWIET
>ANB37774.1 carbohydrate kinase [Rhodovulum sulfidophilum]SNK001
MILCAGEALIDMLPRTSTEGEPAFVPHPGGAVFNTAIALGRLGVPTGFLAGLSTDLFGTSLAEALAASGVETGLCPRPAR
PTTLAFVTLVEGQARYAFHDEATAGRMLTPADLPALPASVGALFCGGISLMAEPCGSAYETLFLREAGRRVTMLDPNIRP
GFIADEPAYRARIARMIAAADIVKVSDEDLHWLEGPGEPCDLARGLLGQGPRLVLLTRGAAGAHALSHTAEHFMPAPAVQ
VVDTVGAGDSFDAGILAGLAKAGALDRAALAEGLPDSVIEAALSLAIRAAALTVSRAGATPPWMEELT
>ANB37775.1 primosomal protein N' (replication factor Y) - superfamily II helicase [Rhodovulum sulfidophilum]SNK001
MTASDHRFPCDQCGADLRYSPDAGQLVCDHCGHREPVEDDARRTETLVELDYQATLDAMLPESEIEEIRQTRCTNCGAEF
EMDEATHAAECPFCATPVVTGTGLRRRIKPRGVLPFALSEAEAHKAMTDWLGRLWFAPNGLKDYARKGRRMEGIYVPYWT
FDADTTTNYRGQRGTVYYETRRVTRNGKTETVRVQRTSWRSVSGRVARVFDDVLVLASKSLPKRYTYALEPWDLSLLQPY
QPQFLAGFRSEGYTIDLEDGLIEARKIMEQVIRRDAKFDIGGDRQRVDWLETRISTLTFKHVLLPVWLAAYRYRGKTYRF
VVNGRNGRVQGERPWSAWKIAFAVGLVLAVVGGLAAGIGYLSALQQ
>ANB37776.1 antifreeze protein [Rhodovulum sulfidophilum]SNK001
MGIFDFLSGEFIDVIHWVEDRRDTMVWRFEREGHAIKYGAKLTVREGQAAVFVHEGQLADVFRPGLYMLETNNMPVLTTL
QHWDHGFRSPFLSDVYFVDTTRFTDLKWGTKNPVMLRDPEFGPTRIRAFGSYAIRVTDPARFMVEIVGTDGEFTMDEIGF
QIRNIIVQEFSRVIAGSGIPVLDMAANTADLGALIAAEVSKTLDAYGLTMPEFYIENISLPPEVEKALDRRTSMGIAGDL
DRYTRYSAAEAMASAATSPAGGGMAAGLGAGLGMAMGSGMAGATGPWGARPEPAAAPVPPPPPPPAEHVWHIAENGQTSG
PFSMARLGRMAAEGSFRRDSYVWTQGQDGWKRAEDVIELARLFTVAPPPPPPGV
>ANB37777.1 transposase [Rhodovulum sulfidophilum]SNK001
MPKPSPTRYRTTNWSDYNAALRQRGALSVWFDPDTVWHAGKTGKRGRPETFSDAAIQTCLTLKVLFGLPLRQTVGLVESL
IRMAGLDWPVPDYSTLCRRQARIGVQIRYRRSGMPLPLLVDSTGIKFRGDGDGEWLARKHGPSRRRQWRKVHIAMDTETG
DIRSVEFTSRRQGDSPLLPDLLSHIPEDEESATVTADGAYDRRRCHTAIIARGADAVIPIPRNGRAWKEDCPAALGRNEI
LRATRHLGRALWKKWAGYHVRSRGEAQMNRLKLFGERIMSREPDRQTTEIQIRIIRHCRSDQWRDMAHS
>ANB37778.1 tellurium resistance protein [Rhodovulum sulfidophilum]SNK001
MTSDSSRHMAAQDIAEVEKVTATALPEPAQDLVALDRADPPVADAIRSRMAELDMSDSNSIIGFGSAAQSELQTISQAML
ADVRNKDVGPAGDSLREIVTTIRGFSVSELDVRREASWWEKLMGRTAPFAKFVARFEMVQGQIDSITDRLLTHEHRLLKD
IKSLDKLYEKTLDFYDELALYIAAGEQKLTQLDTRDIPAKEAEIAAAPEADQVIRAQELRDLRAARDDLERRVHDLRLTR
QVTMQSLPSIRLVQENDKSLVSKINSTLVNTVPLWETQLAQAVTIQRSKEAAEAVRGANDLTNELLTANAANLRQANKTV
REEMERGAFDIEAVKKANADLVATIQESLTIADEGKARRAQAEEELDKMEAELRDTLASAKSRAPGAGAATGV
>ANB37779.1 hypothetical protein A6024_07505 [Rhodovulum sulfidophilum]SNK001
MAHRFGGRYSPGRPAPAEPAPPRHPFQGRRPARAAGRANAMFLAPLPLVPRAFFSDPAGLALSLSAFGLLMLAAWLTREG
LRAEDAWAARKIARRPAVPRKILGSVLTGAGLFLAGIGGEGAAPVIFGALGLVLHSLAFGIDPLSDKGMEGIDSFQNSRV
ARAVEEAEKHLATMSEAIRHTGERSLVDRVERFQATVREMLRTVEEDPRDLTAARRYLVVYLMGARDATVKFADLYPRSR
DASARKDYETLLADLETHFAARTRALMQDDRTDLDVEIEVLRDRLHREGIAPVPVTPKTGETA
>ANB37780.1 pseudouridine synthase [Rhodovulum sulfidophilum]SNK001
MDKTGQEGERIAKVLARAGIASRREAERLIEAGRVTVNGRRIASPALNVGPADRIAVDGAAVAAPDRPRLWLYHKPAGLV
TTARDEKGRETVFDKLPEDMPRVMPVGRLDLNSEGLLLLTNDGAIKRRLELPSTGWLRKYRVRVKGTPEDATLAPLRTGL
VIAGETFRPMEVTLDRQQGANAWLTVGLREGRNREIRRTMEAVGLVVNRLIRISYGPFQLGDLKPGEVEELRGRVLRDQL
GLAAPEGEATAKPKPTRRKLRNRPAEAPEPRPARKPPRGPGPGPASPPRGARRGKAPPG
>ANB37781.1 tRNA-specific adenosine deaminase [Rhodovulum sulfidophilum]SNK001
MDQALAEARAAADRDEVPVGAVVVAADGRVVAAAGNRTRELSDPTAHAEILALRAACSAAGSERLPGFDLYVTLEPCAMC
ASAIGQARIARLYYGAADPKSGGVAHGAQVFRHPQSHHVPEIYDGIGASEAEALLRAFFAGRR
>ANB37782.1 hydrolase [Rhodovulum sulfidophilum]SNK001
MKIVWLGHSGFRIEIEDQVLLIDPWLAGNPLFPEERRAEAIGDATHVLVTHGHFDHAADTIAIARELSIPTVGIFDLMSW
WESREGISVIGFNKGGTVRLGNVSVTMVNATHSSSIQGPDGPVYGGTESGYMIAGEGHVIYVSGDTDVMADMEIFNDLHA
PDIGLLCAGGHFTMDMKRAAYAARTFFNFKTVIPCHYRTFPLLEQSAEALKQDLPGVRVIEPEVLVPIEI
>ANB37783.1 hypothetical protein A6024_07525 [Rhodovulum sulfidophilum]SNK001
MDWTRQIDAYCERTDPAFWSEPVNAATNAAFLLAAVIMWRRTGGLPLGRALAAVLGLIGIGSFLFHTLATEWASVADVGP
ILGFILLYIFVANRAYWGLGLWPSLGLTALFIPYAVIAGSLFARLDWLGSSAGYAPVALLILIYALALARRLPQVAAGLG
IGVGLLAISLAFRMLDQPLCAALPLGTHFLWHLLNAAMLGWMIEVYRRHEAGRRSSI
>ANB37784.1 hypothetical protein A6024_07530 [Rhodovulum sulfidophilum]SNK001
MDVVEQIRGCRIPLAIIAIEADVPEAEIAAALKGSQALRFLQESRIARYLEGQDQRALACPPWPGHKTRHSP
>ANB37785.1 formyltetrahydrofolate deformylase [Rhodovulum sulfidophilum]SNK001
MASTDFILTLTCDDQPGIVATVANAVTALGGNIQDSAQFRDPESNLFFMRVAFHTAAPAEAEAVRARLAPAINGYGMDAE
VVDAARRPKIILMVSKFDHALLHILYQIRVGWMEAEVAAVVSNHEDSRATAEAAGIPYYCWPVTKETKAEQEKQVLALVE
ETGAELVVLARYMQVLSDKLSRALEGRVINIHHSFLPSFKGAKPYHQAHERGVKLIGATAHFVTADLDEGPIIEQETERV
NHALSAEDYVAVGRDIESRVLARAVRLHLQRRVLLNGHKTVVFMPG
>ANB37786.1 asparaginyl/glutamyl-tRNA amidotransferase subunit C [Rhodovulum sulfidophilum]SNK001
MSIDIDTARRVAHLARIAVQEDDLPALAQELSGILTFMEELNEVDVTGIEPMTGVTPMRLKRRADVVTDGEMQDRILSNA
PDAREGFFAVPKVVE
>ANB37787.1 aspartyl/glutamyl-tRNA amidotransferase subunit A [Rhodovulum sulfidophilum]SNK001
MSDLTRLTIAEAREALRKGETTSVALTEAYLSAIDGADALNAFVHKTPEIALEQAKAADARIAAGDAPALCGMPLGIKDL
FCTRGVASQAASKILDGFRPEYESTVSQNLWDAGAVMLGKLNMDEFAMGSSNETSTYGNAVNPWKVDDRQLTPGGSSGGS
ASAVAADLCMAATGTDTGGSIRQPAAFTGIVGIKPTYGRCSRWGIVAFASSLDQAGPMTRTVRDAAIMLGAMSGHDPKDS
TSADIPVPDFEAMLTGDIRGKTIGIPKEYRMEGMPAEIEKLWSDGAEMLRDAGAEIVEISLPHTKYALPAYYVIAPAEAS
SNLARYDGVRYGRRARLGQGDGIVEMYEKTRAEGFGKEVQRRVMIGTYVLSAGFYDAYYNRARKVRALIKRDFDEVFAAG
VDAILTPATPSAAFGLGEMADADPVAMYLNDVFTVTVNLAGLPGISVPAGLDAQGLPLGLQLIGQPWGEGELLNTAHVLE
RAAGFVSKPAKWW
>ANB37788.1 hypothetical protein A6024_07550 [Rhodovulum sulfidophilum]SNK001
MRAVTSAIAVLALAACNTQLPDSAAGEGFDSYADYSTHREGVLQGAVSAEPITAAPSQDVVTEVTGAPISAVESSDGAEP
PGAQAENHAGISDEQSFAAVTARETIASDRERLEQQREQYTVIPPEPLPPRPGGDGAGIIEYALSTTNPLGQQVYKRGRA
VAPETLARRCAKYGSDDHAQEAFLKNGGPERDRFGIDPDGDGFACYWDPSPFRLAER
>ANB37789.1 N-acetylmuramoyl-L-alanine amidase [Rhodovulum sulfidophilum]SNK001
MVVLHFTAMTDSASALDRLCDPAAGVSAHYLIARDGRVFQLVDEAGRAWHAGAGCWGGVEDVNSRSIGIELDNPGDRPFS
APLMAALEALLPGILARWSIRPERVIGHSDMAPDRKWDPGPRFDWRRLARQGLAVWPEVRSSAGPAPDETAFRKAATAFG
YGAGWDTGHVLDALRQRFRPWATGPLAVADMAVIADLARRFPVDPGPAGA
>ANB37790.1 hypothetical protein A6024_07565 [Rhodovulum sulfidophilum]SNK001
MSFVRTMATLAVGFAAARGLETFQKMGGGAGIADSVKSAATRVGIGSQIGPLLERMQVPGGAAALKTNAKWLGAKGRETG
DHALVGLGGLMAALGGAAWAGSVNARDILNAMGEVAPPDVSMEKNARLLIRSMVMAAKSDGEIDAAERAAIFDVLGDATE
EERAFVEAEMARPIDIEALAAETGTHQRTAVYAAGVVTTRLDSPAEIAHLDRLADALHLGRAARQRIHKAMRLPQVLA
>ANB37791.1 50S ribosomal protein L33 [Rhodovulum sulfidophilum]SNK001
MAKPTTIKIRLNSTAGTGHFYVTKKNARTMTEKMVVKKYDPVVRQHVEYKEGKIK
>ANB37792.1 hypothetical protein A6024_07575 [Rhodovulum sulfidophilum]SNK001
MERSMGISHLGAAVAAGLLVSSLGAAAQEAGPHLSIELNAVAPAETGCLISFLARNGYETGIDRAVFETVLIDDKGQVER
LTLFDFGALPAGRPRMRQFSVPGLDCGDLGQILINGTTACEAEALDEEACAEGLGLSSRTDVELIG
>ANB37793.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]SNK001
MIGAVIELLRRVADLGGPVVLILIGISVLTVAVVLYKLWQFAASGVGRHRALSEAVAHWDRGERARARAALERSRSYLRP
VLDLAMSGQTDSERLEAEAEARFARLERGFRLLDSVAQLSPLLGLFGTVLGMIAAFQALQAAGTQVDPSILAGGIWVALL
TTAVGLAVAMPTALILSWFESRMEAERVLAETAIHTVLAPGNALGEDRPVVSGGRDHG
>ANB37794.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SNK001
MARPRRRRLSLTPLVDVIFLLLLFFMLSSTFTRFSEVDLVAAGQGGAPAAPDARPLFLQLEPDRLRLNGRELALDGLAEG
LDPVEPGQVVLVALRGAVTAQRLTDLLVALRAIPGLGVTVLGAT
>ANB37795.1 biopolymer transporter ExbD [Rhodovulum sulfidophilum]SNK001
MTARKAAIRAEKVRRAGREPTIALINIVFLLLIFFLVAGTLAAPLDATLKLVDTEGLEGASPAEALVLHADGRMTLQEQE
TTPEAFVAGLEGTEEEAATVARVVPDRDVPAADLVALGQALRAAGAERVVIVTERGLK
>ANB37796.1 hypothetical protein A6024_07595 [Rhodovulum sulfidophilum]SNK001
MTIPSSRLGKVLALGLALGAHSALALVLVPQTETRMEGRSGAAEAAIGSSFAEMAAGRISAESVEDVVEPEAPVEPVRPD
MPEPVETVVPDPAEALAPVPEPEVAEQPEPETVTAEPEPEPEPKPEPKPVTRGNSDRNARVGQAAGSERAQAASSGRGGA
SAESGNAESSNYPGLVMRALSRVPKPRIRARGATVVAFRVATDGRLASASVARSSGSTALDRAALRIVERAAPFPAPPRG
AQRSFSIRIEGR
>ANB37797.1 hypothetical protein A6024_07600 [Rhodovulum sulfidophilum]SNK001
MTETGDEAAFRVAAIPLSPEQTVDALLATVEATLRAEGVRLAGFRQRRGADGGMAVEDLTGGGVFSISQQLGAGSQGCRL
DPQGLAEAACAALAALETGPDLLILPRFGKAEVEGHGFRAVIERACERQVPVLVAVKPDCVAAWEAFTGGAADRLDPDRG
ALLEWCRAGLRARA
>ANB37798.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPVGLRSALTLERPGARMGADRVALLAAVGRTGSISAAAREVGLSYKAAWDGVQAMNNIFASPLVSAAPGGRAGGGATLT
PAGEKVIAAFTAIQEGLERVVSSLDNQIDLDPGDILWSLMMKTSARNTYRATVTAVTESPVSAEVRMDIGGGQTLTSVIT
GQSAAGMGLAPGIEVFALVKSSFVILARGEELGALSVRNRLSGTVTGRTDGPVNSEIVLDLGGDKTLAATITRESAEALA
LAPGDSATALIKSSHVILALP
>ANB37799.1 tRNA-Thr(GGU) m(6)t(6)A37 methyltransferase TsaA [Rhodovulum sulfidophilum]SNK001
MEKVIAAIRPGEVCTAVPERNDAALWFVGRLRTPWQNPRDCPRQGDAVAGPVCRIEIDPRWTEALAGIERKERLLLLYWM
DGARRDLVRQSPRNDGATTGTFSLRSPNRPNPVASSVVTLLGREGDVLLVRGLDCVDGTPLIDLKPDYGGRPCPEH
>ANB37800.1 transporter [Rhodovulum sulfidophilum]SNK001
MKLSARNILEGTVSAVETGTVTTHVKIDIGGATVTASITNEAATDLDLKVGDKASAIIKSSDVLVGKD
>ANB37801.1 hydrolase [Rhodovulum sulfidophilum]SNK001
MTHPSPDLLVDGASILTSDPARPFLKTGWVEVTAGRITAIRDTRPERIDPATRIVPGEGRVLTPGFVNVHTHAILSMVRG
VAEDMGFAPAYTMGVPHGHDVHPDEAHALAQLGALEALSFGSTLINDSFTHQEIALPAMAGTGLRAFGCGRIHDVDFTRV
HLGEWRHDDAIGDWTLGLASDLIAAFHDPEGLRTGVVLAPHAPDTCSRTLLGRVRELRDAHGLKINTHVSQSRVEVDFIR
ERDGMTPPQLLDEVGLLDESLIGAHCIHLTEDDIARLGRGRATLAHVAKGNQTHGCLAPTAKLRQAGMNLALATDNMHAD
MVEVMRWALATGRLQEGGVSESWQPAAMFEAATMGGARALGLEAEIGSIETGKRADLVLFDFRRPHLRPLTNVLGTLVHT
GQGRDVETVIVGGEVVIEGGEPLRVDRMAVLEAAEAAAAALWDRARAEAARPR
>ANB37802.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSALAVSVFAVLALIGAPLAFAIGLGAVAALYMGGFDLVVLPQRMMFAVNSFPLMAIPLFMLAGELMVKAGIVDRLVSFA
NSLVGRVPGGVAHVTIVAGMVFASVSGAAVASASALGSTLVPALRKTYPDGYSSAVIASAANLGPVIPPSNAMIVYALMA
GSSVSVGGMFMAGIVPGIILALGFMALATLIAKRRGYALSGTPFSVRNALIETRRAGLILMMPVIVVGGIVGGIFTATEG
AAIAVVYALVVGLFVTRRLRVADLPGCLFRAAVMAAMVGALIAFASVVTFVFTLDLVPMRLSSWIRDLTSDPMTFILLVM
AMLLVVGMLIESNAAYIMLVPLFAPMAISYGIDPLFFGFLFMYNLVVGMMTPPVGVLLFVMSGITRVPMAQLTREVAPFV
ALQFGVLALCVAFPPLVLWLPSLFGF
>ANB37803.1 hypothetical protein A6024_07630 [Rhodovulum sulfidophilum]SNK001
MSYPGHPSPGPASAGPLALLRRAVDLTDALSRWIIVAAMAAMTLLISAQVFHRYVLSSSIDAADELSRLFFVWSIFLAIP
HGIRRGVHVGIDIVLRLMPGRAQDLLQRASALAGLLLMAVVFVTALGAAGDKWGELMPTLPVTAALYYIPVCICALHSAL
HLLLFALGGPEIWGDDAWKETAS
>ANB37804.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MKPLLPRAFGLCLGLSLLAGAASAQTVLRVAGNFPEEHSATGAMNVFKEEVERLSGGDLVVQNFPAMQLGGAQENVDQVR
SGAIFAVFTSIAYFTRSVPELEAVSLPFLFDSREKAFEVMDGPVGKLMDKALLEQGFVNLGYGELGFRHVTNSVRPLTRL
EDFQGLKIRLQPNEVHLETFRALGANPQSLDISELYSALQQKVLDGEENPYNIIYTRRFFEVQKYLSDTGHFFDFINVVA
NKDAFDALSPDNQEAVRSAMRSAIEWQRAEAARVDLEFREKLVAEGMQFDEIPAAERARLREATASIAESLKERVDPEVI
DLVLEQAAQ
>ANB37805.1 hydrogenase expression protein HupH [Rhodovulum sulfidophilum]SNK001
MRLLLVNPNMTGAMTDRMAGIARDVASPGTEIVPLTAGRGFPYIASRAEAQIGGALACEMIADHAEGADAAIIAAFGDPG
LAGARELFDLPVVGMAEAALVSAAMLGERISIVTFSPVMRRWYLDSVRDAGLSARFAGVRTPDGHAPDLGDVQHSLREDL
IRLCNRTVREDGADVVVLGGAPLAGLAPEIRGEVEAPVVDPISAATLQAQALAVLAPQAGFAGRASKPLPKTATGLPPAL
TRQFACG
>ANB37806.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSDTSLDIQASAERVADCLRDRIVKGECPPGSRLVERRLSAELNVSRTPIREALKLLRADGLVEISLHRGAQVLAYTAEE
AENLFDLIAAIESLAAERLAGHIGAEVLARLETLHERMLKQYAAREASAYFDTNTEIHDSIVREAGNPVLIDSHRRIAVR
ARRGRFMAIFDAERWRQSVEEHEGVMAAFRARDTAAAARIWRQHLRHSGESVAETLRRQRG
>ANB37807.1 hypothetical protein A6024_07650 [Rhodovulum sulfidophilum]SNK001
MPIGPRLTMMIAAIMVVSMSSMGGFLYNRAYESSYNNAVTDLEGMARDQATRVSEWFADQQHALAAQAANPSIARALSEF
HASLEAAPDGFAPVLAAYGSDNPYPSGEGQKLADAGDGSDYSRIHARIHPGFERMLESFGFYDVFLIAPDGQVIYSVVKE
ADFGEDVGTGRYSGTALGKVFQRANKAPAGTSVVSDIEEYAPSANAPAAFMAAPVFAEDGTRLGVIAIQVPIGKLSAMVT
MASALGRSGDMYIVGGDGRARTYSRYENRFDVLSPLPERPFITALETGQSGLFSPVEGITGTDSIVFTTPVGVDFADWTL
VVELDRSEFLAALIAFRNSVIVFLLIGLAAGLGVSVLAARTITTPLKGFIASMNEVSAGNYAKKIDVADRLDEIGAMGRD
LSAFRDRLAEADRLSQEQEERRAEQKKVVDRLGSAIRALADGDLTETVQEKFPDEYEALRHDFNSSMATMGDLIGAVQVN
ARAVQKLSEEISDSSENLARRTESQAATLEETAAAMDELTTSVSSTAEGATEVSRYVGEAQNRAQQSGQVVDEATGAMSE
IQRSSEGITQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLIDTSSTQVETGVS
LVNRTGAALQDIASRVSRISEHIEGIATGAQEQSVGLGEINVGVTQLDKVTQQNAAMVEEATAACVTLKQEADKLLTLVA
RFRLGDDVIATTAAKPRRPSAPDALERALNERPAPQPPISAGWTEF
>ANB37808.1 anaerobic ribonucleoside-triphosphate reductase activating protein [Rhodovulum sulfidophilum]SNK001
MAELAISGLVRHSSVDWPGELVATVFCQGCPWACRYCHNTELLAAGPGRIGWDTVLAFLDRRRGLLDGVVISGGEPLLQK
GLPEALAELRAMGFRTGLHTGGAYPARFARVLPLLDWIGFDVKAPFDAYDRITGAPGSGAKARESLGLLRDSGVAADLRC
TVHPALLSAADLARMDDDLSALGLPPARRQPFRAEGCADPALCRTP
>ANB37809.1 hypothetical protein A6024_07660 [Rhodovulum sulfidophilum]SNK001
MTMIDKDMTTRDAEIVLTDEERTRCEVWTRVMGYHRPMASFNTGKKGEAAERVYFDEAKAQLG
>ANB37810.1 anaerobic ribonucleoside triphosphate reductase [Rhodovulum sulfidophilum]SNK001
MTAPSPRSVANRDGQIVPFDAGRIARAIARAGEATGEFGAEEAAHLTAQVVRVLSFRHADGTPDIEEIQDAVEQALIGAN
RIATVRAYAVYRAQHARLREDRQVLVDVESSINEYLDRSDWRVNANANQGYSLGGMILNTSGKVTANYWLSHIYPPEVGQ
AHRDGDIHIHDLDMFAGYCAGWSLRTLLREGLNGVPGSIESGPPMHLTSALGQIVNFLGTLQNEWAGAQAFSSFDTYLAP
YVRIDGLDYAAVRQAMQEFIYNLNVPSRWGTQTPFTNLTFDWTCPDDLKDQVPVIGGREADFAYGALQSEMDMINRAYME
VMTAGDAKGRVFTFPIPTYNITPDFPWESENAGYLFEMTAKYGLPYFQNFVNSELEPHMVRSMCCRLQLDLTELLKRGNG
LFGSAEQTGSLGVVTINCARLGHLHKGDEAGLLAALDRLAAIARTSLELKRKVIERHIEAGLFPYTKRYLGTLRNHFSTL
GVNGVNEMIRNFTDDREDISTEAGQGLAIRLMDHLRARMVEYQEETGHMYNLEATPAEGTTYRFAREDRKRFPGILQAGT
DDQPYYTNSTQLPVGYTSDPFEALEHQEPLQARYTGGTVLHLYMGERISSAEACKKLVRRSLSSFRLPYITVTPTFSICP
KHGYLAGEHEFCPKCDAELIAAKRAKAS
>ANB37811.1 carbamoyl phosphate synthase large subunit [Rhodovulum sulfidophilum]SNK001
MPKRTDIKSIMIIGAGPIVIGQACEFDYSGAQACKALREEGYRVILVNSNPATIMTDPGLADATYIEPITPDVVARIIEK
ERPDALLPTMGGQTGLNTSLKLADMGVLHKYGVELIGANRAAIEMAEDRKLFREAMDRIGLENPKATIANNMEECMAALE
HVGLPAIIRPAFTLGGTGGGVAYNRQEFEYYCKSGLDASPVSQILIDESLLGWKEFEMEVVRDKADNAIIVCAIENVDPM
GVHTGDSITVAPALTLTDKEYQIMRNGSIAVLREIGVETGGSNVQWAINPEDGRMVVIEMNPRVSRSSALASKATGFPIA
KIAAKLAVGYTLDELDNDITKVTPASFEPTIDYVVTKIPRFAFEKFPGSKPELTTAMKSVGEAMAIGRTIHESLQKALAS
LETGLTGFDEIDIPGAPDPAQIVAALTRQTPDRLRVVAQAMRHGLSDDEIHAATSYDPWFLARIREIVETEAEIRKEGLP
VTEDGLRHLKMMGFTDARLAMLTGRDEGQVRRARDNLGVHAVFKRIDTCAAEFEAQTPYMYSTYESPAMNETECEARPSA
RKKVVILGGGPNRIGQGIEFDYCCCHACFALTEAGYETIMINCNPETVSTDYDTSDRLYFEPLTFEHVMEILRVEKMAGT
LHGVIVQFGGQTPLKLANDLEAAGIPILGTTPDAIDLAEDRERFQALVNKLDLKQPRNAIAASAEAAMKAAEEIGYPLVI
RPSYVLGGRAMEIVRDTPQLERYINEAVVVSGKSPVLLDSYLSGATEVDVDALCDGEKVHVAGIMEHIEEAGVHSGDSAC
CLPPHSLPEEIVAELIRQAEALALGLGVVGLMNVQFAVKDGEIYLIEVNPRASRTVPFVAKATDSAIASIAARLMAGEKL
SAFPMRAPYPADTSPDTPLPLADQMSLADPIMPWFSVKEAVMPFARFPGVDTLLGPEMRSTGEVMGWDRSFPRAFLKAQL
GAGTDLPREGQVFLSIKEADKTPALVETAKILVDLGFGILATRGTARFLAESGIETTLVNKAYEGGRTIVDVMKDGLVQL
VMNTTEGNRAVEDSRSIRNVALMDRIPYFTTAAGCHAAALAMKSREEGEIGVRSLQG
>ANB37812.1 magnesium-protoporphyrin IX monomethyl ester cyclase [Rhodovulum sulfidophilum]SNK001
MRIVFIHPNYKSGGAEIAGNWPPAWVAYLTGSLRVAGYDDITFIDAMTNDISEDEVRKQLKALQPDVIATTSITPSIYAA
ERLMEIAKEEVPNAVRVLGGIHATFMFKQVLSEAPWIDVIVRGEGEEIVVNLMNAIRDGKWPESRRDIKGLAFLDGDEIV
ATAAAPTIKDVDSIKPDWTILEWEKYIYIPLNCRVAIPNMARGCPFTCSFCSQWKFWRDYRIRDPKKVVDEIEDLVENHK
VGFFILADEEPTINRKKFIAFCQELIDRGLPDKVKWGINTRVTDILRDEELLPFYRQAGLVHISLGTEAAAQLKLDQFNK
ETRVEDNKRAIQLLREADILTEAQFIVGMDNETEETLEETFQLCWDWQPDLANWAMYTPWPFTPLFQELHNKVEVFDYSR
YNFVNPIMKPEAMDRAQLLDRVMHNYRRFYMRKALFHYPWRGNGFRRRYLLGCLKAFLKAGVGRSFYDLGKNNYWGPQSK
DKVHFDFDMSRKPAAAQIEDWESNADRAAQAAARRKSKDTSFKMPADDPSQVKACGGGDQQMEEV
>ANB37813.1 bacteriochlorophyll 4-vinyl reductase [Rhodovulum sulfidophilum]SNK001
MKDDLSGRAGRIGPNAVLQLLPVLEAAGGAALRDEMLDAAGLSTPPSDTGLMDEGPAAAMHRALRRRLPGRAPDLLREAG
ARTGDYILAHRIPAMAQRVLKLLPPALAAPILAKAIAKHSWTFAGSGAFRVVSTRPLVFELTDNPLIRGETAPHPICVWH
EAVFDRLFQTLVDRRLRTREQSCSASGGAVCRFEIARS
>ANB37814.1 aspartate--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MHAYRSHTCADLNKSHVGETVRLSGWVHRVRDHGGILFIDLRDHYGITQVLADPDSPAFADVEKVRSEWCIRIDGVVKAR
SDDLVNPKLPTGEIEVFVRELEVLGTAEELPLMVFGDQEYPEETRLRYRYLDLRREAMQANMTLRSDVVASIRRRMWDKG
FREYQTPIITASSPEGARDFLVPSRLHPGKFYALPQAPQIFKQLIMVSGFDRYFQIAPCFRDEDPRADRSPTDFYQLDME
MSFVQQQDVFDTVQPVIAGIFEEFGGGRKVDADWPQIAYADAMKWYGTDKPDLRNPIRMQDVSEHFRGSGFAIFAKLLEQ
DGTEIRAIPAPKGGSRKFCDRMNSFAQREGLPGMGYIFWRDKGGETEAAGPLAKNIGPERTEAIRQQLGLGVGDAAFFLG
GKASSFQTVAGKARTVIGEELGLTETDRFAFCWIVDFPMYEKDAETGAVDFEHNPFSMPQGGMEALDGDPLTVKGFQYDL
ACNGYELVSGAIRNHRLDIMFKAFSLAGYSEDEVRRRFPSLVNAFRFGPPPHGGCAAGIDRIVMLLADQQNIREVIMFPM
NQRAEDLMMGAPSEPGNDQLRELSLRVILQE
>ANB37815.1 hypothetical protein A6024_07700 [Rhodovulum sulfidophilum]SNK001
MTVKLFATAAVLAGLSAMTAQAGQIERACLSSDRPGVTRGLCGCIQHAADITLTRGDQSRAAGFFRDPHQAQVVRQSDRR
RDAEFWRRYKLFGETAAAYCS
>ANB37816.1 acylphosphatase [Rhodovulum sulfidophilum]SNK001
MTDRIAIRVRIAGRVQGVGFRAWTEAQAAALGQSGWVRNEADGAVLALLAGPEDRVAGMLDALQEGPAPARVETVETTPG
DWPAEAGFRISR
>ANB37817.1 hypothetical protein A6024_07715 [Rhodovulum sulfidophilum]SNK001
MRQVILLPNGDWKAGPGRIAERISGLQAHYLAEKTPQAERIEFVPETARFRAVPVPASNPGLLEASLSQVSDALDDALAN
PSNGLSDRSREARVLRRTVAKYGNDPQRIEMDLTTVHAALTRQIVSEDLPPSEENLALQAACEEGARAVRATHPEIAENR
RILSRQAWKEMTPEGKAAVEAALPVLTAISEDDLADQFREDIPELVNDAIGPVPDWAPKLPGADPATRIFGRVSRMSIIL
RSSTEALDAVAARLGMTRGEVIGIFVSLAGLGISLIS
>ANB37818.1 NADH dehydrogenase [Rhodovulum sulfidophilum]SNK001
MGVVDSFLSYVTWWNGQTVNMRLWTARNGQKVGEDAQGNVFYRSKDGKRRWVIYNGEIEASRISPDWHGWLHHTYDAPPT
EAPLPHRAWEKPHQENLTGTPLAYAPPGSIRRPEPAPRRDYEAWQPE
>ANB37819.1 outer membrane lipid asymmetry maintenance protein MlaD [Rhodovulum sulfidophilum]SNK001
MAENSPTEILTGAAVLALAAGFFVYASNATGMIGGAGQQHYELSASFRSAEGVNLGTDVRLAGVKVGTVTGLELNPQTFR
ADTRFTVRNGIEIPDDSTASVSSEGLLGGTFLELVPGGSPFNLEPGAEVIDTQGAVGLISLLMKFVGGGGDGGGSDVGTG
GGDDTK
>ANB37820.1 leucyl/phenylalanyl-tRNA--protein transferase [Rhodovulum sulfidophilum]SNK001
MDAERLTPLTLLRAYAMGIFPMAESRHDPRIFWVNPRKRGIFPLEGFHISKSLARTIRRGRFRICTDSAFEHVVECCADR
PETWINAEIFRLYRQLFDLGHAHSIEVWQDDILAGGVYGVTLGSAFFGESMFSRRTDASKVALAYLVDRLRIGGFTLFDT
QFLTDHLASLGAIEIEREDYLSRLERAVNRDANFDRAWPIPEPQLLLQRSTQTS
>ANB37821.1 acetyl-CoA carboxylase biotin carboxylase subunit [Rhodovulum sulfidophilum]SNK001
MFDKILIANRGEIALRVIRACREMGIHSVAVHSTADADAMHVRMADESVCIGPPSGTESYLSIPSIISACEITGAQAIHP
GYGFLSENARFVQIVEDHGLTFIGPSAEHIRMMGDKITAKETMRALGVPCVPGSDGGVPDLETAKTVAAGIGYPVIIKAT
AGGGGRGMKLAKTPEDLEQAFQTARSEAKSAFGNDEVYIEKYLGRPRHIEIQVFGDGKGNAVHLGERDCSLQRRHQKVLE
EAPGPVIDAETRARIGKVCADAVARIGYAGAGTIEFLYEDGEFYFIEMNTRLQVEHPVTEAIFGVDLVREQIRVAEGLPL
SFAQDELQLNGHALEVRINAERLPNFAPCPGKISAYHAPGGLGVRMDSALYDGYSIPPYYDSLIGKLIVHGRDRTEALAR
LDRALGELIVDGIETTAPLFRALLREPDIQRGNYNIHWLERWLESDPEL
>ANB37822.1 acetyl-CoA carboxylase, biotin carboxyl carrier protein [Rhodovulum sulfidophilum]SNK001
MTKTSHEADVAFIQALAELLREHDLTELQVKREYGEDDSLDVRVSRSQPASVVAQAPTTMQIPAYAPAPAAGGGAPAPGT
NAEAGVEDPAQHPGAVTSPMVGTAYLQPEPGSDAFVKVGDSVTEGQTLLIVEAMKTMNHIPAPRAGTVKRILVEDASPVE
YGTPLMILE
>ANB37823.1 dihydropyrimidine dehydrogenase [Rhodovulum sulfidophilum]SNK001
MANSPLSPGVVPGRLKPEDYIRNFADKAPPLSAHEAAVAAERCYFCHDAPCVTACPTAIDIPLFIREIATGAPAAAARTI
FEQNILGGMCARVCPTEQLCEEACVRMTSEARPVEIGRLQRFATDTLMRREGHPFLRAAPTGRRIAVVGAGPAGLACAHR
LAMKGHEVQLFDARPKAGGLNEYGIAAYKTVDDYAQAEVAWLLRIGGIAVTNGKALGRDMTLDTLRAGHDGVFLAIGLGG
VNALRAEGEEKAQVVDAVDFIARLRQSDDLSAIPVGRHVVVIGGGMTAVDAAVQSKLLGAESVTMVYRRGRAAMGASEEE
QHLASSKGVRIVTGAAPLRLLGDGAVEAVEFAYTRETGAGLELTDETFRLRADQVFKAIGQKLEGAPEGIALAGRKIAVT
GPGRTSLAGVWAGGDCASGGDDLTVTAVAEGRDAAEDIHATLMAEG
>ANB37824.1 dihydropyrimidine dehydrogenase subunit B [Rhodovulum sulfidophilum]SNK001
MADLSCDFVGIKSPNPFWLASAPPTDKEYNVRRAFQAGWGGVVWKTLGEDGAPVVNVNGPRYGAIYGADRRLLGLNNIEL
ITDRPLEVNLREITTVKRDYPDRALVVSLMVPCEEEAWKRILARVEETGADGVELNFGCPHGMSERGMGAAVGQVPDYVE
MVTRWCKQNTRMPVIVKLTPNITDIRLASRAAHKGGADAVSLINTINSITSVDLDLMAPEPTIDGKGTHGGYCGPAVKPI
ALNMVAEIARDPATRGLPISGIGGVTTWKDAAEFMALGAGNVQVCTAAMTYGFRIVQEMISGLSDWMDRKGHARPEDFVG
KAVPNVTDWQYLNLNYIAKARIDPETCIKCGRCYAACEDTSHQAIEMTADRSFLVRDEDCVACNLCVDVCPVEGCIDMRR
LSPGEVDPRTGKEVPANYGNWTTHPNNPGRKSAAEQGLE
>ANB37825.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKPSHPRTRIQRRNRETILEAALDVFSQQGFRGATLDQIARKAGLSKPNLLYYFPSKEAMHETLMAGLLDTWLAPLRALD
PEGEPLDEILGYVHRKLLMSRDFPRESRLFANEILQGAERIRPTLEGELKSLVDETAAVIAGWARAGRIAPVDPYHLIFS
IWALTQHYADFDVQVRTVLGEDNEDPFEGADRHLAMLFRRLLAP
>ANB37826.1 omega amino acid--pyruvate aminotransferase [Rhodovulum sulfidophilum]SNK001
MALDRNSSPNDLSAFWMPFTANRQFKAAPRMLVGAEGMYYRTADGRQVLDGTAGLWCCNAGHCRPKITEAVQKQVAELDY
APAFQMGHPKAFELASALRDMAPEGMEHVFFTNSGSESVETALKIAIAYHRARGEGARTRLIGRERGYHGVNFGGISVGG
IGPNRKMFGSLLTGVDHLPHTHLPDQNAFTRGQPEHGANLADDLERLVALHGADTIAAVIVEPMSGSTGVLLPPKGYLER
LREITRKHGILLIFDEVITGFGRLGSSFAAEHFGVLPDLMTTAKGLTNGVIPMGAVLTTAGVHDAFMQGPEHMIEFFHGY
TYSGNPIASAAGLATLETYREEGLFENAAALAPYWEEALHSLKGLPHVIDIRNMGLIGAVELEPIAGEPTKRAFTAFLNA
FEKDLMIRTTGDIIAMSPPLMINKAQIDELFGKLTDVLRALD
>ANB37827.1 dihydropyrimidinase [Rhodovulum sulfidophilum]SNK001
MTTVIKNGTIVTADLSYEADVLIEGGKIAAIGPGLSGDEVLDATGCYVMPGGIDPHTHLEMPFMGTYSSDDFESGTRAAL
AGGTTMVVDFALPSPGQGLLDALKMWDNKSTRAHCDYSFHMAITWWDRQVFDEMETVVKERGITTFKHFMAYKGSLMVND
DEMFASFRRCAELGAIPLVHAENGDVVAELSAKLLAEGNTGPEAHAYSRPPQVEGEATNRAIMIADMAGVPLYVVHVSCE
ESHEAIRRARMQGKRVWGEPLIQHLTLDESEYFNADWDHAARRVMSPPFRNRQHQDSLWAGLASGSLSCVATDHCAFSTD
QKCYGIGDFTKIPNGTGGLEDRLPMLWTHGVGTGRITPNEFVAVTSTNIAKILNLYPRKGAVLVGSDADLVVWDPEKTKT
ISATGQQSAIDYNVFEGKKVRGLPRYTLSRGRVALADGEVTPQEGWGEFVKRSPNGAVNKALSSWKALTAPRAIERAGIP
ASGV
>ANB37828.1 hypothetical protein A6024_07785 [Rhodovulum sulfidophilum]SNK001
MSPDNARKERSYGYVFQAAGLYPWQTIVRNIRLALEIMGYPKVEQAARMLNWSIWWLGQQVYLAALGRHAAAGQHRPALA
FDVVIQLMDEPFGALDEIVRDHLNEQLLALWARTGKICDLPRVRTH
>ANB37829.1 transposase [Rhodovulum sulfidophilum]SNK001
MSDLFWLSDAQMARLEPYFPKSHGKPRVDDRRVLSGIIFINRNGLRWRDAPREYGPHKTLYNRWKRWSDKGVFARIMAGL
AAEHGEDTTVMIDATHLKAHRTASSLGVKKGGVGV
>ANB37830.1 transposase [Rhodovulum sulfidophilum]SNK001
MNTKLHAICDSQGRPIDLFLTAGPVSDYIGARALVSGLPNVKWLLGDRGYDADWFREALQDKKIRPCIPGRKKRKTPVKY
DKRRYKRRNRIEIMFGRLKDWRRVATRYDRCPQTFFSAIALAATVIFWL
>ANB37831.1 acetyl-coenzyme A synthetase [Rhodovulum sulfidophilum]SNK001
MTEHIYPPDPDFVSGAHIDPAKYDAMYRESVEDPEGFWGTHGKRLDWITPYTEVKRSTFKMGAVEIHWFRDGTLNVASNC
IDRHLRSRGDQDAIIFVPDDPGDPIRHISYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACARIGAIHS
VVFAGFSADGLANRINDCGAKVVITADSAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTSWIQGRDVDVLQLME
HASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYIVYGPLA
NGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWEWYNTHI
GKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATRPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQMRTIWGD
HDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHELKGQGIY
AYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLADPSVVEE
LIDNRRNKD
>ANB37832.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MNVKPDFNKNANQAATAPAFLSIYDLHAYYGESYIVQGVSFNVHEGEILALLGRNGAGKTSTLRAIARLASPELTYGEIW
LDHAALHGMAAHQASAAGMALVPEDRRIIPGLTVEENLQLAQIVPPVGWTLDRLYDLFPRLGERRKQEGVTLSGGEQQML
AIARALARDIKVLLLDEPYEGLAPVIVDEIEKTLVHIKEQGITTVIVEQNAIRALELSDRAVILDTGQIVFDGSAAEVLS
NAELRAEYLAI
>ANB37833.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MGILEVKGVNKRFGGLQALGDVNLSVPENTVHAIIGPNGAGKSTLLNCLVGKLIPDTGSVMFDGQSVLGRKPHEINQMGI
SRVFQTPEIFGDLTVLENVLIPCFAKRDGAFRMHAFETVAREGEIVARAEQMLEDVHMLDKAGMQAASLSRGDKRRLEMA
MCLVQEPRLLLLDEPTAGMARADTNNTIDLLKEIKATRNITLAIIEHDMHVVFSLADRITVLAQGTPLVEDVPEKIKGHP
KVQEAYLGQAH
>ANB37834.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MFGLSARDTRFLLIVIALTLVTPILLQPFPEGSSLAQFNAGYPDLMQKFAIFGIFAIGFNILFGLTGYLSFGHAAFLGVG
SYTVVWMYKLLGYNVLPGLLLSVVISAAFALLIGFISLRRSGIYFSILTLAFAQMSYNLAYSVLTPITNGETGLQVYASD
PQILAGSGAPTSPHLFGLVMRESAQLDLGGWVFTFNIGYYFCALMAILAFYISLRIFRSPFGMMLRAIKTNQTRMNYTGL
NSRPYTLAAFVISGMYAGLAGGLLAAMDPLAGAERMQWTASGEVVLMTILGGAGTLMGPVLGAGFIKYFENIFSKINDGV
LHSWFAFLPDGLENFVVACFHPFVGKGWHLTLGILFMLVVIFLPGGLVEGMQRLRSLFRRRGKTGGPRRKDPEHRPHTPP
HVAE
>ANB37835.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDAIILQILNGLDKGSAYALIALGLTLIFGTLGVVNFAHGALFMIGAFCAVTMQRLLSLSYEEIDPTRTDFLGNPLKVEV
PYVEHWFGPEIGGAIIDWSVPFAILLAIPVMVGLGFAMERGLIKHFYKRPHADQILVTFGLAIVLQEIIKYFFGANPIQT
GAPPAFSGSFDFGTLLGFDPNVIIYPYWRMVYFLFSLAIVGGVFAFLQFTTFGMVVRAGMADRETVGLLGIDIDRRFTLM
FGLAAAVAGLAGVMYTPILAPNYHMGMDFLVLSFVVVVVGGMGSLPGAVLAGFMLGILQSFASMNEVKSLIPGIDQVIIY
LVAIVILLTRPRGLMGRKGVMED
>ANB37836.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTRSALTGTRIRERRTMIGLRQADLARMAGISPSYLNLIEHNRRRIGGKLLVEIARNLDVEASALTEGAAAALIETLREA
AADHDAAEAELPRLEEFAGRFPGWAALIADRHRRMRELERTVEMLTDRMTHDPFLSASLHEVISAVTSIRSTAAILADTE
DIDPDWQRRFHRNLSDDSRRLAEGAQALVAYLDEGSEDPGVQSSPQEEVEAFLRARDWHLPELERSLPPDPARIVAEAPE
LTSAPARELALAHLRRYRRDAELMPLQRFAEAARGAGLDPGALAQAFGVDPGAVFRRLAALPEERAGGPVGLVACDGSGT
LTFRKPVEGFSLPRFGAACPLWPLYQALSRPMAPVRAVVELGGSAPRRFLTYAICQPALAAGFDGPQVLEAAMLILPEGT
VDLPRLAPQPVGTSCRICPRRDCVARREPSILADGF
>ANB37837.1 two-component system response regulator [Rhodovulum sulfidophilum]SNK001
MDKRVLLIEDEPNIIEAIRFILARDGWRVDTHAEGSTAFARVAETRPDIVILDVMLPGRSGFDILRDIRSESGLDGLPVL
MLTAKGQVKDRDLAERMGASRFMAKPFSNTEVLASVRELTGA
>ANB37838.1 hypothetical protein A6024_07840 [Rhodovulum sulfidophilum]SNK001
MARAPLFLAREGYRRRRLADMARLLPVLGAALFLVPALDAEDGLGAGMLIYLFIAWFWLILASAFVSSRLVRAAPRETAE
PSREAP
>ANB37839.1 hypothetical protein A6024_07850 [Rhodovulum sulfidophilum]SNK001
MAEDGHHAILRRILGEDRVSLGGGRGGGNNGAAALRLETARAMRDSFGLTALVEECKADRAGLPEIQAEIGPGSLPILLR
TSDGRLGLVVYSSELALALLEWRLIGFLSETAPPDRPLTATDAAVLADLTDPVLDRFGRAMKEADGVDWASGYTQGARID
DPRHVPLIMAAGRYRLYRLRLVAGRGRAGGLIIALPEAAPVLRPRTAENVARPWPEALRAGVLGAELTLNAVLWRSRVSA
AAIARFRPGDLIPLPAAALGAVQLEGPGGVAIAGGRLGQAHGDRAVKLDTESGEADASAFDAGPAEIGALAASGLPGSDL
PMGEAGGGLDDAGGFDFAAEGLPADGLDQGGEDFPFDPAGFDSDLENALENGLDGGGFGAAPLDLSEDFPSVSA
>ANB37840.1 hypothetical protein A6024_07860 [Rhodovulum sulfidophilum]SNK001
MAFEQLKAGIALILEEIEKRPEDRHVLQEELRGKIAELRALGMPVPEDILRLERELEDDGSDDLYDDMPV
>ANB37841.1 hypothetical protein A6024_07865 [Rhodovulum sulfidophilum]SNK001
MAPLLAVEHPAPGVVRLVLDAPPDNVLTAPLRDALDAGLTAALAAGSTRAVMIAARGTVFSAGASPAPSGMAAPLGAICG
RIDAAEVPVVALLPGPATGPGCELALACHYRVATRTAALCLPDIALGLPPQAGTTSRLPRLTDPVTALELMLSARPLGAS
RTRQAGLLDALVDGDLDAAGLRFVLGLLVEGAGPRPAPSRPMPEFRALQALLQRLRAGTGPEGAVRARRAVLDCVEAAAM
MPAEAALAFEEAAVEDCRDSAVHRALCHLAEAEQALTARARDWAEAGPAPRRVGIWGWGPQAAALGAALLTAGPSVRLGA
PDAATLGLGLVEIEALLDAARLTAGWDEATRVRYRSRLSAGPGPSALTGCDAMIEAGSGTMSDRQTRFPDLARVAAPGAV
LAATGGPASPSALGAPAGREADTVWFHLPEAVPGCRLAEVIRSPRTGPRPVAVFGALARRLERLVLVAERESPSLVLLLG
ALDAADGMVEAGAAPAAVDAAMEAWGMALGPYRMADRLGLSQLLALRRRQPGGDDPELRPVLILGQLVREGREGYLAGRG
YYRYVAGGAAEPDPQVAEIVAAAREVLAVGTLRDFAEAEIQARVLAGMVQAGAALLRRGGVSSAAELDLAAVHGLGVARW
RGGPMRAADEAGLLSVRKTLRALAAERPRGGIWDLDPLLAETIKNGRELASAVAPGRGALSPA
>ANB37842.1 hypothetical protein A6024_07870 [Rhodovulum sulfidophilum]SNK001
MEALIWAGAAVSVLGLAGIFWCIRDMLGARNSGLPEPEIRARLQKAVAKNMAALALSAIGLMMVVVGIMLG
>ANB37843.1 hypothetical protein A6024_07875 [Rhodovulum sulfidophilum]SNK001
MEIEDEQDDTRSADSSYRVTAGELRQFIERFERLEAEKKDLADQQKEVMAEAKARGYDTKVMRKVISLRKRDKEDIAEEE
AILELYKEALGMA
>ANB37844.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSDQIARLSPLRRVRLRPDPWSLGALVIAALVLMPILSVLVLALTPEENIWPHLISTTLPRYLGNTVTMMAGVAVLASAV
GAGAAWLVSMYRFPGVRWLEWLLLLPLAIPAYVGAYALVDFLEYAGPVQTGLRTLFGWHNARDYWFPEIRSRGAAVLVLS
AALYPYVYLLSRAAFREQSGASYEVARALGAGPLALFWRVGLPLARPAIAAGAAIAMMETVNDFGVVEYFAVQTLTAGIF
SVWLEGGNAGGAAQIAGVILAVILALVALEKVSRRNLRFHNLGRHHRPLVPVPLEGAAGWAATAACALPVATGFVLPVGV
ILSHALANSGGWADPGLVRALIHTLSAGGIAAVLTVAAGLFLVYGVRLTGRALPRLLLPVTTIGYAAPGAVLGVGLLIPM
AAADNALADTWVGLFGVDPGLLMTGSAFAIVYAYAVRFFAIAQGAADAAMGRIAPSLPMAARSLGRSARGTLTAVYLPLI
RTSVGTALLLVFVDCVKELPATLLLRPFNYNTLATRVYDKASLENLADAAPAALLVCLVGLVAVGLLARANR
>ANB37845.1 hypothetical protein A6024_07890 [Rhodovulum sulfidophilum]SNK001
MAENAAPRNEVLRAARLLGLFLRKAGADGCVRNRLEARMSYRKRFDERALFRFPVGQSAEILICLSIVRLFNAPGRAEIE
AIARTSS
>ANB37846.1 ATP-dependent Clp protease ATP-binding subunit ClpA [Rhodovulum sulfidophilum]SNK001
MPSFSNTLEQAIHAALAQANARRHELATLEHLLLALIDEPDASKVMKACSVDLEELRKTLTEFIEDELATLVTDIEGSEA
VPTAAFQRVIQRAAIHVQSSGRTEVTGANVLVAIFAERESNAAYFLQEQEMTRYDAVNFIAHGVAKDPSFGEHRPVTGAS
EFEEEPQAGAAQPEGGEARESALAKYCVNLNAKSRKGDIDPLIGRDQEVERCIQVLCRRRKNNPLLVGDPGVGKTAIAEG
LARKIVGGETPEVLSKATIFALDMGALLAGTRYRGDFEERLKAVVTELEDHPDAILFIDEIHTVIGAGATSGGAMDASNL
LKPALQGGKLRCMGSTTYKEFRQHFEKDRALSRRFQKIDVTEPSVEDAVKILKGLKPYFEEHHEVKYTSDAIKSAVELAA
RYIHDRKLPDKAIDVIDEAGAAQHLIAESKRRKTIGPREIEAVVAKIARIPPKNVSKDDAKLLKDLETTLKRVVFGQDKA
IEALSASIKLARAGLREPEKPIGNYLFAGPTGVGKTEVAKQLASSLGVELLRFDMSEYMEKHAVSRLIGAPPGYVGFDQG
GMLTDGVDQNPHCVLLLDEIEKAHPDVFNILLQVMDHGKLTDHNGRQVDFRNVILIMTSNAGAAEQAKAAIGFGRDRREG
EDTAAIERTFTPEFRNRLDAVISFAPLPKETILQVVEKFVLQLEAQLMDRNVTIELTRPAAEWLADKGYDDKMGARPLGR
VIQETIKKPLAEELLFGKLAKGGVVKVGVRDGEIDLKIEEPEKRRLDSSKKPPLLTAE
>ANB37847.1 hydroxyacylglutathione hydrolase [Rhodovulum sulfidophilum]SNK001
MPLEIVTVPCLDDNYAYLVKGPGGAVLIDAPEAGPIAAALETRGWALDTILITHHHHDHVEGVAELRARFGAKVMGPAAE
ADRLPPLDRALSEGDRVGEGPIAADVIAVPGHTLGHVAYRFAAGDAVFTADSLMALGCGRLFEGTPAMMWDSLKKLSSLP
PETLVFSGHEYTSSNARFALTVEPGNAALRARSEEIDRLRAEGRPTVPVPLAVELETNPFLRADRPELRKALGMETEGDI
EVFAEIRARKDRF
>ANB37848.1 methyltransferase [Rhodovulum sulfidophilum]SNK001
MHLDVLDLRNFYYRTNLGRVAQRAIREQVREIWPAAKGQTVAGFGFAVPLLRPLRTSARRVVALMPGQQGVMPWPAGEEN
VSLLCEETAWPLPDGFVDKLILLHGLETSEHPAAVLEESLRVLRPGGRALFIVPNRSGLWARRDGTPFGFGRPYSSGQLE
AQLRQHGFEPEAHRAALFSPPTSRRFWLKTASIWENAGQRMSAYYAGGVLMVEATKRVYRPTGLPTKDGLPRPLRILDAL
PQPGAEPA
>ANB37849.1 F0F1 ATP synthase subunit delta [Rhodovulum sulfidophilum]SNK001
MSEPASISSGIAKRYATALFEITKEANAIPALEADVDALDAALLESGDFRDLISSPVYSRDQQSRAVGSIASKMGLGQVL
SNTLQLMGSKRRLFVLPQMVTELRALIAEAKGEVSAEVVSARPLSDAQRKALATALKQNAGKDVKINASVDESLIGGLIV
KLGSKMIDTSIRARLSALQNTMKEVG
>ANB37850.1 F0F1 ATP synthase subunit alpha [Rhodovulum sulfidophilum]SNK001
MGIQAAEISAILKEQIKNFGQEAEVAEVGRVLSVGDGIARVHGLDNVQAGEMVEFPGGIRGMALNLEVDNVGIVIFGSDR
AIKEGDVVKRTNSIVDVPCGDALLGRVVDALGNPIDGKGPIATTERRIGDVKAPGIIPRKSVHEPMATGLKSVDAMIPVG
RGQRELIIGDRQTGKTAVALDTILNQKTYNEAAGDDESKKLYCVYVAIGQKRSTVAQLVKKLEETGAMAYSIIVAATASD
PAPMQYLAPYTATAMGEFFRDNGRHALMIYDDLSKQAVAYRQMSLLLRRPPGREAYPGDVFYLHSRLLERSAKMNEDHGA
GSLTALPIIETQAGDVSAYIPTNVISITDGQIFLETDLFYQGIRPAVNTGLSVSRVGSSAQTNAMKSVAGPVKLELAQYR
EMAAFAQFGSDLDASTQKLLNRGARLTELMKQPQYSPLTNAEIVCVIFAGTQGYLDKVAVKDVTRYESDLLNFLRSKKQD
LLDDITNNDRKVKGELEDKIRAALDEFAKNFA
>ANB37851.1 F0F1 ATP synthase subunit gamma [Rhodovulum sulfidophilum]SNK001
MPSLKDLKNRIASVKSTRKITKAMQMVAAAKLRRAQEAAENARPYAAQMEKVMSGLAASATGAANAPKLLVGTGSEKVHL
LVVMTAERGLCGGFNSSIVRLARHKAQDLIAEGKTVKILTVGRKGREQLKRDLGDHFVGHVDLSEVKRIRYGNAREICQD
IIGRFEAGEFDVATLFFSRFKSVITQEPTAQQIIPAVFDEPEDSSTMYDYEPTEGEIMAELLPRGVATQIFAALLENGAS
EQGARMSAMDNATRNAGDMIDKLNLEYNRSRQAAITKELIEIISGAEAL
>ANB37852.1 F0F1 ATP synthase subunit beta [Rhodovulum sulfidophilum]SNK001
MANAVGKVTQVIGAVVDVQFDQHLPEILNALETENNGKRLVLEVAQHLGENTVRTIAMDATEGLVRGAKVTDLEKPISVP
VGDATLGRILNVIGEPVDEKGPVHATETRAIHQPAPEFAEQSTSSDILVTGIKVIDLLAPYSKGGKVGLFGGAGVGKTVL
IMELINNIAKVHSGYSVFAGVGERTREGNDLYHEMMESNVIKIDDLSQSKVALVYGQMNEPPGARARVALTGLTLAEQFR
DQSGTDVLFFVDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGALQERITSTKRGSITSVQAIYVPADDLTDPAPAT
SFAHLDATTVLSRAISELGIYPAVDPLDSTSRILDPAVVGEEHYQVARDVQGILQRYKSLQDIIAILGMDELSEEDKLTV
ARARKIQRFLSQPFDVAKVFTGSDGVQVPLEKTIASFKAVVAGEYDHLPEAAFYMVGDIDEVVAKAEKMAADAA
>ANB37853.1 F0F1 ATP synthase subunit epsilon [Rhodovulum sulfidophilum]SNK001
MADTMQFDLVAPERRVASEKATSVVIPGFEGDLTAMPQHAPLITTLRPGLLEVFSESGSRKYIVTGGFAEITAESATVLA
ERSHPVEDVTQEMIDEMVAEARAAARDAHPDLVDAAARMLADMVAMGTHMGFEPQA
>ANB37854.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SNK001
MFLPFFQTLRTCGIPVSLREYLSFLDGMKAGLVTYDPEGFYYLARTALVKDERQLDRFDRAFAESFGGLEQIDPGEVLEA
LELPEDWLRKLAEGHLSPEERAEIEAMGGFDKLMEALKERLKEQKERHQGGNKWIGTAGTSPFGAYGYNPEGVRIGQDES
RHRRAVKVWDRREFRNLDDSVELGTRNIKVALKRLRRWARDGAREELDLDGTIRATADRGYLDVRTRPERHNAVKVLLFL
DVGGSMDDHIRVVEELFSAARAEFKHLEHYYFHNCLYEGVWRNNRRRWDRVTPTWEVLRTYGPDYKCIFVGDASMSPYEI
AFAGGANEHWNAEPGQVWLERARAQWPDHLWINPVPEQHWQYTQSIGMIREIFEDRMVPMTLDGIERGMKSLG
>ANB37855.1 ATP-dependent transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSRHGSRIGGFVLALALAGCTATGPDLAARHPPVPTDLPPMKTFASHRVTPPWRSNATIARDFLDLAFRMESGRPLPYMT
RFEEPITLRVAGPVPPAAEPDLAALLARLRREAGIDIRRVAADAGAKVTIEFLPRAKLQRLVPQAACFVVPRISSWNEYR
RGRRSDEVDWTTLARRERVAIFIPGDVSPQEVRDCLHEELAQAIGPLNDLYRLPDSVFNDDNFHTVLTGFDMLILRAYYA
PELGNGTTRQEAERVLPGLLARLNPRGGRIGVSGPLPPTPRAWIDAIETALGPRTSSSRRVTAARTAIEIARNQGWRDTR
LAFSLFAFGRLSLNRNASEASLAAFLEAGKIYAANPVTRVQSAHVAMHIAAFALSGDRPQRAIALIDGHLADARSGENAA
LLASMLLMKAEALDMLGRDAEAGATRRDALGWARYGLGSEDEIRARIAEIAWLNPARSD
>ANB37856.1 GCN5 family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MQESDSSLLAAKGPIVTDLLVRPLRPEDIASWRRLWTAYLDFYDSAVPAETCDITFARLLHGGDPNMGCRLALIDGRAVG
LVHFIFHRHCWKPENVCYLQDLYADPEVRGRGVGRALIEAVYAVADSRGTPSVYWLTQEFNDTARQLYDRIGQSTAFVKY
VRG
>ANB37857.1 hypothetical protein A6024_07960 [Rhodovulum sulfidophilum]SNK001
MSLDPVLARIDADLPQALDRLMALLRIPSISTDPAHADACREAADWMVRDLASIGFDARTCPTPKHPMVVGKAGETGPSL
LFYGHYDVQPVDPLSLWARDPFDPAIEETPKGKVIRARGAGDDKGQLMTFIEACRAWKAVHGSLPARITMFLEGEEESGS
PSMVPFLKENAETLKADLALICDTGMLGNATPAIVTMLRGLVGEEITITGPDKDLHSGMYGGPAINPIRVLARIIAALHD
ETGRVTVPGFYDGVPEMPEEILAQWQGTGFDPAQFLGEVGLSTPAGEDGRSVLEMLWSRPTCEINGISGGYEGAGFKTVL
PSKASAKISFRLVGSQDPVRIRESFREMVRGLLPPDCSVDFAPHGASPASQMSIGDPAFEKARLALSQEWPNPAAFVGSG
GSIPVAGYFRNLLGMDSMLIGFGRDDDAIHSPNEKYDLESFHKGIRSWARILAALSA
>ANB37858.1 5-aminolevulinate synthase [Rhodovulum sulfidophilum]SNK001
MDYTAALDASINRLHEEGRYRTFIDIERRKGAFPEAVWSRPDGENQDIVVWCGNDYLGMGQHPVVVGAMQDAIAATGAGS
GGTRNISGTTIHHRRLEAELADLHHKEAALVFNSAYMANDATLSTLPVLFKDLVIVSDELNHASMIQGIRRGRCEKHIFR
HNDMAHLRQVLESIEKGRPILIAFESVYSMDGDFGPIEEICDLADEFGALTYIDEVHAVGMYGARGAGVAERDNLMHRID
IINGTLAKAYGVFGGYVAASAKMCDAVRSYAPGYIFTTSLPPTIAAGACASVHHLKTDATLREKHQDRARVLKARFKGLG
MPVIDHGSHIVPLIVGDPVHTKRISDMLLEGYGIYVQPINFPTVPRGTERLRFTPSPVHTPEQMDALIRAMDELWSQCAL
NRAELTA
>ANB37859.1 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase [Rhodovulum sulfidophilum]SNK001
MIRRRQPRAAEHSHHKPKGFDAFELRLGDVMRGERATLGKSLLDVQRELKIRATYIAAIENADPTAFETPGFIAGYVRSY
ARYLGLDPEWAYRRFCEEGDFATVNAMDAAASHKPQPARRKSVSEPLADPNAIFVPRGPAMFSQVQPGAIGSVLVLLSLI
AVLGYGGWSVLKEIQQVRLAPLDDQPGLMADVDPLQVAENAPVSDRAPSAPPSVDALDRLYRPQILDRPVMVARDGPIAT
IDPGEIGVLVSDRSQRAVERSFDTAVATALAEAGAGGQRPGLVREPRAAENGAVQVVAADATPELAILAVRPAWVRISAA
DGTVLLEKILDAGESYVLPRTEKPPRLRAGNSGSVYFSVNGRTYGPSAPGAKVAKNIELSPRALTERYQLADIQADPDLA
VALAQNDVPTTRAGGPSR
>ANB37860.1 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase [Rhodovulum sulfidophilum]SNK001
MSLNSVRPWRSIDRRKTRQIHVGPVAVGGDAPISVQTMTNTVTTDVKGTIGQILRAAEAGADIVRVSVPDEDSSRALKEI
VAESPVPIVADIHFHYKRGIEAAEAGAACLRINPGNIGDAKRVKEVIKAARDHGCSMRIGVNAGSLEKHLLEKYGEPCPE
AMVESALEHIRILEDNDFFEFKISVKASDVFLAAAAYQGIAEVTEAPIHLGITEAGGFVSGTIKSAIGLGNLLWMGVGDT
LRVSLSADPVEEVKVGYEILKALGLRHRGVNIISCPSCARQGFDVIRTVEALEKRLEHIKTPMSLSIIGCVVNGPGEALM
TDVGFTGGGNGNGMVYLAGKQDHRISNEAMIDHIVEEVEKKAAEIESTETSSGVEAAE
>ANB37861.1 disulfide bond formation protein DsbA [Rhodovulum sulfidophilum]SNK001
MTRMTAAALMALGLAAPLAAQAEAFDLTDMSAAERTAFRAEVRSYLMDNPEVLMEAIGVLEQRQANAQAQNDETLVRVNA
EDIFEDGVSWVGGNPEGDVTLVEFTDYRCTYCRKSYSEVSDLVASDGNIRFVVKEFPILGEQSVLSSRFAIAVKQLAGDA
AYEKIHDALITFRGNVSDESLKRLAEENGLDAAAVLERMKAPEVEKVIADNHALAQRLQISGTPTFILGDQMIRGYVPLE
GMKQLVEDARAD
>ANB37862.1 hypothetical protein A6024_07990 [Rhodovulum sulfidophilum]SNK001
MKLVLCLAVAVATATPGLALPLNDAERVAFRAELRAYLLEHPEVIREALEGAETRRMARHANADLARIEAHAETLFRAPD
DWTGGAPDGDVTLVSFVDYRAEGARRALDAAREAAERDDQLRLVVKEAPRPGDEAAERAARFALAVLRLAGPAAYEAAQS
RLFDAGATLDAATLDRISAELGLDPAEATTRMAGADITAKLAETRALAKALELGPAPAQVLRRTMVRGDVPAVALLRMVE
AIRRKK
>ANB37863.1 1-aminocyclopropane-1-carboxylate deaminase [Rhodovulum sulfidophilum]SNK001
MKVSSRGEVDPFIVMDVMEAAARAESQGRRIIHMEVGQPGTPAPAAARKALARAMEESPLGYTLGLGLPALRARIAALYR
DWYGVDLNPERVVVTPGSSGGFTLAFTSLFDVGARVGIGAPGYPSYKAILKALGLEPVMIRTETQHRLQPVPGDLPQDLD
GLLVASPANPSGTMLDRDALAALIDAAHARGAAFISDEIYHGIEYERKAVTALEITDETYVINSFSKYFSMTGWRVGWMV
VPEDHIRRVERLVQNLFICAPHASQVAALAALDCGDELQANMEVYRKNRALMLEGLPKAGFTRIAPPDGAFYVYADVSDL
TTDSRAFAAEILEKAGVAVTPGLDFDPERGAGTLRFSYARSTADIEEGLARLARFMASR
>ANB37864.1 RarD protein [Rhodovulum sulfidophilum]SNK001
MSPLRPAAKGVLAMVGASAIWGLSSMYYKLLAHVPPLEVLSHRTIWSLVFFGLVLALQGRLVELWRLFGQARALWLVAAA
AVMISTNWFFFIYAIQIGHAVEASLGYYIFPLVAVALGFAVLGERPSALQWGAVGLAAVAVGALTWGLGVAPWMSLALAG
TFALYGLAKRGVPAGPVVSVTAEVVLLLPLALVWLWGVHVAGWPGLTGRALGAFGQDLGDSLLLVFSGPLTAVPLMLFSY
ATKRVDFATVGLVMYLNPTLQVLVATLVFREPFTGWHILAFALIWTALALYSAESLRLDRASRRSSISAGTSDTMRT
>ANB37865.1 Rossman fold protein, TIGR00730 family [Rhodovulum sulfidophilum]SNK001
MTLQNPSICVFCGSRDGDRPAYAAQADALGHALAEAGWRLVYGAGDVGLMGRVARAAQGSGGQTFGVIPVHLLDREVGKR
DLSAFIVTENMHERKKVMYMNSDAIVVLPGGAGSLDEFFEVLTWRQLGLHAKPIYLLNTEGFWNPLSALIHHFIDEGFAE
PSLAGYVRMVSDVPALMEDLRDALSSRRLSAE
>ANB37866.1 hypothetical protein A6024_08015 [Rhodovulum sulfidophilum]SNK001
MPERARKAPIRRSVWTWIILGGEAALVLMVAAWFLGRDDERKSDGPQAEQDAAVTSPDTTDKAPDAANTDAQPPAAGDRS
EAVPPAMPVFAPPAFDLVRVTPEGSALVSGRAGAGSVVAVLVEGREAARAKADAAGNFAVLFDLGQSDEPRRISLAMLGA
DGRRTASEATVILAPNRSVSTATGPAGGLEDAAEGPRPSQSGAPSSAIIGPPPADAAAILISDAGGVRLLEPPHPHEAPP
VSGLTLDAISYDAQGAVRLAGRGRPGAALRLYIDNAPLTETAIDGAGRWTLRAPGIAAGRHVLRADLLADDGGVAARIET
PFQREPAAEIAAAMPPPAGPAGVRVMTVQPGYTLWGIADRTYGRGMQYVKIFEANRGQISDPDLIYPGQIFDLPHVE
>ANB37867.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]SNK001
MTGLVDWAAARARMVVAFVLMSLVAGALAYIELPKEGEPDIEIPALFISVPFPGISAEDSERLLIKPMETELSDLDGLDK
MSATASENYAGIALEFEFGWDKTKIIADVRDRMNKAEADFPSGYETYTISEINFSEFPILVVNLAGTLPERTLVRTAKDL
QDRLEALDPVLEVSMAGQRDEMLEVILDPLKLESYNVTAQELVNVVTANNQLIAADEIETAQGAFALKIPASFESPEDVY
DLPVKVNGNRVVRLGDLAEIRLTFEDRSSTARFNGEQTLALQVVKRKGFNIIDTSRLVREEVEKARAEWPPELRQAIVVT
TSNDQSTNVESMVRQLEGSVLTAIALVMVVVLAFLGTRSALLVGFAIPTSFLLCFVLLAILDVTVSNIVMFGLILAVGML
VDGAIVVVEYADRRIAEGTGPMHAFAESAKRMFWPIVSSTATTLCAFLPMLFWPGIAGEFMGLLPVTLIFVLSASLVVAL
VYLPVVGGVAGRFSRLLSRISARLRPRPRPLRIGVMALAMATAFFGLMRMLNPSYPASGPASSGPLEMLPGMALFTLGLI
GCSLAANALRRERPEPVEVGHSPTLFGRLIRAIAGNPVMPLVTVAVVGAFVAGVFFYYGKHNNGVEFFVKTEPEQAIVYV
RARGNLSIDEKDAMVREVERIVLAEPGVENVFAFAGDGGLSQNTGGASPPLDTVGQVQIELQKWRERAGNPDLNGALILE
RIERKLEKIPGIRTEILNLADGPASAKPVHLRLKGDDWDDLAAATQTVLDRFEETEGLRDIEDTRPLPGIDWQIDVDTEE
AGRFGASAALAGQMVQLVTRGVLLDTMRVPSSDEEIDIRVRLPERDRLLSTLDTLKVRTEFGLVPLSNFVTISPVRKIGR
IDRVDGKRYFDVKAAVTDGLTTADGQPINANERIATLTRWLETASFPQGVSWEWTGDQENQEESTAFLSKAFTAALGLMF
IILLAQFNSFYNSVLVLLAVVLSSAGVLIGMLVMGQPFSIIMTGTGVVALAGIVVNNNIVLIDTYQDYARYMPRIEAIVR
TCEDRIRPVFLTTVTTMAGLLSMMLGVSFDFANGGYTMGSPASLWWTQLATAVVFGLGVATVLTLVFTPSLLALREWVRA
GAYGSLRRLAALSAGPGSRAARDLALNRAAGQLDLPEIVWSEPSGPTPPGQAAEDSKDGDGKGLRAAE
>ANB37868.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SNK001
MRWISMLTALLVTVSFYLLMMERERVMALAGVDPASAAPDTTAGEDAPQAVSVVVIDSEARPVRGGVRLRGETAAARSVA
VLAEIDGRVVSEPLRKGRSVAAGDTLCRIEPGTRPTALAQARAVLAEARARLPEARAAVTQARAQLNEAEINDRAAQRLS
REGYASDTRVAGTASAVSTAQAAVASATAGLEAAETARRTAEAQVRNAEIEIERLTITAPFAGVLDEDTAELGALLQPGS
SCATVTALDPIRLVGAVPETEVDKIRTGAAATGKLVSGHEIKGQVSFVARISDPVTRTFRVEAEAPNADGAVRAGQSVDI
RIAGPARDGHLVPQSALTLDDSGRLGLRWVDADSRARFAPVEVIRDTPDGIWVSGLPDSARVIVVGQEFVSDGTPVEVHR
REPPQ
>ANB37869.1 hypothetical protein A6024_08035 [Rhodovulum sulfidophilum]SNK001
MDGLAFLVPMHRDPPWRASGRAIAAIIAPARVGTFGGGFRGPVRRPSPFPLIVLSNRLDVQALRTLPGAKVAGFAKRWVL
R
>ANB37870.1 hypothetical protein A6024_08040 [Rhodovulum sulfidophilum]SNK001
MTNPESFIQEVTEEVRRDRLFSWMRRYGWIAALVILILVGGAAWREWSLVQRQAEAQALGDRILDALDIQDAAARSQALA
GIEAEGEAGALVALLAASEAPDAAARIAATERLEAVASDSALPPYMADLAALKLVLLRGSEIPPEARIAALEPLAGPGRP
FRPLVLEQIAYAEIEAGRTEAALDRLRGLLQDAEASADLRRRASQLIVALGGSQDAG
>ANB37871.1 quinoprotein [Rhodovulum sulfidophilum]SNK001
MKFGQVTSVLALIALVAGCGSDEEILPGERLGVREALGLETAQPDPSGTERAISLPAPQAVADMPQLGGNPEHLTPHAAL
SAQPARIWSTSIGAGNSRRYRITAPPVVAGGVIYTLDARSQASAVSADGKVLWKADLRPDGKRGKDVSGGGLAYGDGRLF
ATTGYGTLIALDPATGDELWTQKADAAISAPPTYREGMVYFVSRDNRAWAISATDGRVQWQIPGTPAPAAMLGGAAPAVT
ERLAIFPFSSADLVAALRQSGVRVWGTALAGQRRGAVYAAVTDITGDPVVAGNVLYAGNQSGRSVALDVNSGERIWTAED
GAYGAMLPVGGSVFFLTDQDKLVRLDASDGSRIWSVDLPYFTKKKPKKLKAVYAHYGPILAGGRIWLASDDGWLRGFDPA
SGALLAEIDLPGGAASRPVVAGGTLYVLSERGELEAFR
>ANB37872.1 ribosome biogenesis GTPase Der [Rhodovulum sulfidophilum]SNK001
MSFTLAIVGRPNVGKSTLFNRLVGKRLALVDDQPGVTRDLREGEARLGDLRFTVIDTAGLEEATDESLQGRMRQLTERAV
GMADACLFVIDARAGVLAADEVFAEILRKKSAHVILAANKSEGRAADAGFFEAYGLGLGEPLRLSAEHGEGMAELHSVLA
PLIEAAEARIDTEAAPEIDVDLYEEDDDENMEVPVRMPTAAHPLQVAVVGRPNAGKSTLINAILGEDRLLTGPEAGITRD
SISLSMDWQETPVRLFDTAGMRKRARVQDKLEKLSVSDGLRAVKFAEVVVVLLDAQIPFEAQDLRIADLAEREGRAVVVA
VNKWDLETDRQDKLIALKEEFARLLPQLRGAPLVTVSALTGRGLDRLHDAVLSAYTVWNRRVPTARLNRWLSGMLEMHPP
PAPGGRRIKLRYMTQVKTRPPAFVVMASLPEKLPESYRRYLVNGLREDFEMPGTPIRLTFRGQGDRNPFRAKKKKTPSRL
RKHLGKKPEG
>ANB37873.1 hypothetical protein A6024_08055 [Rhodovulum sulfidophilum]SNK001
MIDPVKAILVFVATVFFVASALMPGGFSGFSPDQFPIPQNNPPVQPAGYTFAIWSVIYVWLLISAGFGLFRRARDGAWEA
CRVPLILSLAPGAAWIGVAQLSPVWASLLLWWMAAMAIWALVETPLVDRWWLQAPVGLYAGWLTAASWVSVGLLGAGHGI
LFGETGWAFLALLGALITGAAVLFPLDRAPAYGAALIWGLIGIAMANITAAPLVAIAALAGAVLAGFLTVRAAT
>ANB37874.1 serine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MHDIRAIRETPDAFDAAMARRGLAPVSPAILALDEARRAKITAAEEAQAARNAASKEVGAAKARGDEAEFERLRALVAEK
KDEIARLDEEAKAEDRRLQDMLMSLPNLPLADVPDGADEADNVERHRWGTPPDPGFAAKEHYQLPGVAAGMDFETAAKLS
GARFVVLKGAVARIHRALAQFMLDTHVTENGLTEVNAPVLVREEMMYGTGQLPKFGEDSYQTREGWWLIPTSEVTLTNTV
NDTLLEEADLPRRLTAHSLCFRSEAGSAGRDTAGMLRQHQFEKVEMVSIVHPEQGLDELERMTGCAQGILERLGLPYRTM
TLCTGDTGFGARRTHDLEVWLPGQGTYREISSVSYCGDFQARRMNARFRPVGGGKPAYVHTLNGSGLAVGRCLIAVLENG
QREDGSVALPEALAPWLGGKTLLTVEGELA
>ANB37875.1 hypothetical protein A6024_08065 [Rhodovulum sulfidophilum]SNK001
MPDKRPDLIDWLGYNRSPDFTAARRFGRIIGLAVSALALALIAGTLLAFIMALVGLGDFAPAERRSEAIRNIGLVLAGLI
GVPFLVWRSIVAQKQVEVAEQGLITDRLNKAVGGLGAEKTVKRRITHPDGTTEIEETTEPNIEVRIGAIYALERISRDSD
RDHVNVMEILCAYICENSHRPPSSQPLSRSEDTDAAKTSLSELTDLTDVQTALTVLGRRAESRRRLETAARYRLSLSRCN
LAKCDLSGADFSHAAFAGSNLNDAFLYRSRFRDCNFTSANMKRVQGYESIFEGAVFENANLSQAIFNRSRFLFSPKTQIG
ANFSQAQMEDSVVAFSGVRGPDRWALGANFAEATWKNAIIIGFESQRDTDFGFRTARTGPPPRPATIHQGLAFRDCILGA
HHIGTLDLERCFGDGTVVLIGPIIRPPHWPSEALSQTAFDRECARWRADPASYVAPQDRA
>ANB37876.1 hypothetical protein A6024_08070 [Rhodovulum sulfidophilum]SNK001
MGLLLGKALRRGFKWRPDQGISRAMRPSSRPPAALSLALAVALGAATLPAAHAAGTRDRAEPLAEAQHRAWRAIGRVNVA
GFDTGGFCTGTLIAPDRVLTAAHCLYALRGGARAQPGQVHFLAGWYKGSYAAHRTARALRPNPGFHPGKKPDSRSLRSDV
AILLLETPITGIAPLALALPERIGPEVTVIGYRRDRPNALSRVRDCRVLVQSPGMAGLSCPVTKGLSGAPVLQRAGRGWQ
VVGVISAALRGAGGIRSIAARPGAAFLAGQ
>ANB37877.1 preprotein translocase subunit YajC [Rhodovulum sulfidophilum]SNK001
MFATPAFAQAAGGGAAGAFGSFLPLILIFAIMYFLLIRPQQKKAKQHKAMVDALRRGDQIVTQGGIIGKVSKVKDDAEVE
IEVAENVKIRVVRQTISQVLNKTEPAEKA
>ANB37878.1 preprotein translocase subunit SecD [Rhodovulum sulfidophilum]SNK001
MLDFALWKRVAIWGVVLLGLLFAAPNMFYSRVEGHNDALKAIETQGATPELIAKRDGWPGWLPSGLVNLGLDLRGGAHLL
AEVQVEDVYADRMDALWPDVRDALREVRDRVGPIRRIDGTPGTLQVRLGEPAGMPAALEAVRGLARPIVSLTGVGASDID
VSGEGAVLTVQLSEPEKQATIDRTLRQSLEIVRRRIDEVGTREPTIQRQGEDRILIEVPGIGSADELKALIGTTARLTFN
PVVSRTSNPNEAPGASNELLPSMDEPGTYYIIEKTPVVSGEELTDSQPAFDQNGEPSVTFRFNPSGARKFGQYTAEHVGS
PFAIVLDDEVISAPVIREAIPSGSGQITGNFTVEESTQLAVLLRAGALPAELTFLEERTIGPQLGADSIEAGKIASAAAF
LLVLLFMWASYGLFGLFANVALIVNIGLIFGLLSMIGATLTLPGIAGIVLTIGMAVDANVLVFERIREELKTAKGPARAI
ELGYQRALSAILDANITTFLTAVILFVMGSGPVRGFAVTLAIGIVTSVFVAIYVTRMMIVMWMARRRPKSIVL
>ANB37879.1 preprotein translocase subunit SecF [Rhodovulum sulfidophilum]SNK001
MRLKLVPSNTSWDFFKFSHISLGASALAMVVSIVLVFTMGLNFGIDFKGGTTIRTESSQPVDVGAYRQAISALDLGDVSI
TEVFDPSFGPGKNVAQIRIQAQGDAESVTPETIAALEQALSAVDPSITFPSVESVGPKVSGELVTSAAIAVSLSILAMLV
YIWLRFEWQFGLGAVVALIHDVTLTMGIFAGLQLKFDLAIIAALLTIVGYSVNDTVVVFDRVRENLRKFKKMALKDVLNL
SINETLSRTTMTSFTTLLALIALIVLGGDVIRGFVFAMTWGIIVGTYSSIFVAANILLMLGVKRDWSKEGDGGAGTQFAN
AER
>ANB37880.1 hypothetical protein A6024_08090 [Rhodovulum sulfidophilum]SNK001
MKLTDMTIPDGLPIDGYGPGFFRIAGEIHEGGALVAEGTLLPWQGPGDEAPLMALEGRVDILLIGTGESLTPLPNRLQSR
LEAAGLGVELMSSPSAARSYNVLLAEGRRVAVALVPVP
>ANB37881.1 heme exporter protein CcmB [Rhodovulum sulfidophilum]SNK001
MIALLQRDLRLAIRAGGGFGLGLAFFLIIVVLVPFGVGSDSGLLAAIAPGILWVGALLACLLSLDRIFALDHEDGSLDLL
ATAPIPLEGVVAMKAAAHWVTTGLPLTLAAPGLGLLLNLPAAGYGWLAASLALGTPALSMIGSFGAALTVGLKRGGLLLS
LLVLPLYVPTLIFGAEAVARGIDGRDTGTPLLMLTAITLAAMALLPFAAAAAIRINLR
>ANB37882.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSSLWEYANPQKFMRTSSVLLPVFSVAAAICLGVGLVWGFFLTPEAENFGSTVKIIYIHVPAAMMAINAWVMMLVTSLIW
LVRRHHVSALAARAAAPIGMTMTLIALITGAIWGEPMWGTYWVWDPRLTSFMILFLFYLGYIALWEAIENPDAAADLTSV
LCIVGSVFALLSRYAVNFWSQGLHQGASLSLDKKENVADVFYIPLLFCIAGFVCLFVALVLLRTRTEIRARRVRAMLARE
RMA
>ANB37883.1 heme exporter protein CcmD [Rhodovulum sulfidophilum]SNK001
MIPDLGKYAVAVLSSYAVTMGLIAVLIAVSLWRGARVRRQLAEIEARRNADV
>ANB37884.1 transposase [Rhodovulum sulfidophilum]SNK001
MTVNTVGLDLAKDVFQVHGISANGRVIFNKTVKRAKLLQFFEALPPCVVGMEACGSAHHWGRELGKLGHDVRLMPAGYVK
PYVKRGKTDAVDAEAICEAVRRPTMRFVELKTEDQQAILAIHRTRDLVVRQQTQIVNMIRSILREFGHILPTGVGAILTF
AKRHLGGDHPDMPELANGILGTLCHQLVGLNTRVVGYTRMIEQHAMMTADARRLMRIPGIGPITASAIIATIGDAKQFRT
GRDLAAWLGLPPLNKSSGGKERLGKITKKGDRYIRKLLIVGMTSRALMARKHPERADLWTAKMLAQKPFRLATVAMANKA
ARIVWAMLTKQQDYRQPGT
>ANB37885.1 hypothetical protein A6024_08125 [Rhodovulum sulfidophilum]SNK001
MAHRDAGGAGAIHIIRFGLSLGEFGLSLGEVAAASIVPFRRFNLRLGDCLDTGSGGAERMPST
>ANB37886.1 aconitate hydratase [Rhodovulum sulfidophilum]SNK001
MPITVGQDTAKTRKTLSVGSASYAYYSIPAAEAAGLGDFSRLPAALKVVLENLLRFEDGKTVTVDDIRAFSDWAANGGKT
AREIAYRPARVLMQDFTGVPAVVDLAAMRDGILGLGGDAQKINPLNPVDLVIDHSVMIDEFGNPRAFQMNVDREYERNIE
RYTFLKWGQKAFNNFRVVPPGTGICHQVNLEYLAQTVWTDTDQSGDQVAYPDTLVGTDSHTTMVNGLGVLGWGVGGIEAE
AAMLGQPVSMLIPEVVGFRLTGSMVEGTTATDLVLKVVQMLRQKGVVGKFVEFYGEGLAHLPLADRSTIANMAPEYGATC
GFFPVDEETLRYLTQTGRDKDRIALVEAYAKANGMWRDADYDPVYTDTLHLDMGTVVPAISGPKRPQDHTPLTNAAQSFF
NVVSDYRGIDESEEARDMLAEAPAPDLDADPRKSAKVEGQDYELRDGSVVIASITSCTNTSNPYVMIGAGLVARKARELG
LNRKPWVKTSLAPGSQVVSEYLEAAGLQEDLDAIGFNLVGYGCTTCIGNSGPLAEEISKAINDNDLIATSVLSGNRNFEG
RISPDVRANYLASPPLVVAYAIAGDMNIDLTRDPIAQDKDGKDVFLKDIWPSQAEIAELVEKTVTREAFQSKYADVFKGD
EKWQAVETTDSETYDWPASSTYVQNPPYFQGMGTEPGEITDLENARPLAILGDMVTTDHISPAGSFKETTPAGKYLIERQ
VPVREFNSYGSRRGNHEIMMRGTFANIRIRNEMLSGVEGGYTKGPDGAETSIFEAAMAWQEKGVPLVVIGGIEYGAGSSR
DWAAKGTALLGVKAVIAESFERIHRSNLVGMGVIPFEFTGGDTRKTLGLTGEESFSIKGLAGDLKPQAEVPCTISYADGT
EKTVTLKCRIDTAIEKEYVEHGGVLHYVLRNLAKAG
>ANB37887.1 hypothetical protein A6024_08135 [Rhodovulum sulfidophilum]SNK001
MRAVLTVLLAGSVFFAGPARSDPSPVVVELFTSQGCSACPPADALIAELAKRDDVIALALHVDYWDYIGWKDIFADPAFT
RRQKAYAHAAGKRSIYTPQMVVEGADHVVGYRPMDLAQLIEAHALADSHVELGLARQGDMVTVTAVSAEPFGEDVVLQIV
RYRPEQQVDIKRGENAGKSLRYANIVEAWTPVARWNGAEPLSVSVQAAGDEPIVAILQRPGPGAILAAARLR
>ANB37888.1 lauroyl acyltransferase [Rhodovulum sulfidophilum]SNK001
MGKRNKPSRRLGDWLTDRVARLLIATALALPYERRVPFGGWVTRRLIAPIAGYRDRAEANLAMIWPDMPAPRRRRIADQV
ADNAGRTLIENYSTEAFLARMAGTEPKGPGLAALAAARKAGRPAILVTGHFGNYEAARAALVARGYEIGGLYRPMANPFF
NAHYVRTMEAFGGPVFPQGRRGTTGFVRHLRSGGMLVLLTDQHARRGAELHFMGQPALTALSAAELALRYDAELIPFYAT
RCPDGLSFEIEIEAPIARATPREMMQALNDSLEARVRRHPEQWFWIHRRWKAH
>ANB37889.1 adenylosuccinate lyase [Rhodovulum sulfidophilum]SNK001
MIPRYARPEMTDIWEPATKFRIWYEIEAHACDAQAELGVIPKENAQAVWTAKDAVFDVARIDEIEAVTKHDVIAFLTHLA
EHVGADQARFVHQGMTSSDVLDTCLNVQLMRAADLLIADMDKLLAALKRRALEHKDTVRIGRSHGIHAEPTTMGLTFARF
YAEMERGRRRLLAAREEIATGAISGAVGTFANIDPAVEEHVCRQMGLKPETISTQVIPRDRHAMFFATLGVIASSMENIA
IEIRHMQRTEVLEAEEFFSKGQKGSSAMPHKRNPVLTENLTGLARLVRMTVVPAMENVALWHERDISHSSVERGIAPDAT
VTLDFALNRLAGVIDKLVIYPENMLANMNKFKGLVMSQRVLLALTQAGVSREDAYRLVQRNAMKVWEQGKDFKEELLADA
EVTAALSPAEIEEKFDLGYHTKHVDTIFARVFGAE
>ANB37890.1 hypothetical protein A6024_08155 [Rhodovulum sulfidophilum]SNK001
MPGLEDFEGCWRLERRIDDRLTGQVLRLTGRAVFTPDGDDLGAGLVYDETGRLEIPGQAPAVATRRYLWRARQAEGLEVL
FEDGRFFHLIAPGARPEARHDCAPDLYRVRYDFSAWPCWSSCWEVRGPRKNYAMESSYRPES
>ANB37891.1 biotin transporter BioY [Rhodovulum sulfidophilum]SNK001
MAYALTQKVLVDNIMPRNGAQRLVREVALVVAGIAVLALAAHIKVPMFPVPVTMTTFAVLTLGAAYGPRRGLITILGYLG
VGALGFDVFAGSAAEASGLTYMMGSTGGYLVGYALAALTLGTFARAGWDRSMSRMALAMLVGNLVLYIPGVIWLGQLYGW
DQPILAWGVTPFLLGDALKLALAALAVPAVWRLIGRD
>ANB37892.1 glutamine synthetase [Rhodovulum sulfidophilum]SNK001
MSKNKVLETIKDEDVEYVDIRFTDPRGKLQHVTVMADQVDEDFLDEGFMFDGSSIAGWKSIEASDMKLMPDTDSAYIDPF
YAEKTLCVHCSVVEPDTGEAYDRDPRGTAEKAEAYLKSSGIGDVAYFGPEAEFFLFDDVRYSVTPNKVAYAIDVEHAAWN
TDTEYESGNLGHRPTYKGGYFPVNPSDEGQDIRSEMLSTMKQIGMKVDKHHHEVATCQHELGMIFDSLKNQADNLQKFKY
IIHNVALAYGKTATFMPKPIAGDNGSGMHCNMSIWKDGKPLFAGDQYADLSNEALWFIGGLLKHAKTLNAFTNPSTNSYK
RLIPGFEAPVLRAYSARNRSGCIRIPWTESPKAKRVEARFPDPSANPYLCFSALLMAGLDGIRNKIDPGEAMDKNLYDLP
PEELDGIPTVCASLREALESLEKDHDFLLAGDVFTKSQIQGYLELKWEEVYAFEHTPHPMEYKLYYSC
>ANB37893.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKKIEAIIKPFKLDEVKEALQEAGVQGLSVIEVKGFGRQKGHTELYRGAEYVVDFLPKVKIEIVLPDDQVEAAIEAIVAA
AKTEKIGDGKIFVSPVEQAIRIRTGETGEDAL
>ANB37894.1 bifunctional ADP-dependent (S)-NAD(P)H-hydrate dehydratase/NAD(P)H-hydrate epimerase [Rhodovulum sulfidophilum]SNK001
MSELLTAAQMRAIEAEAMARGDADGRTLMERAGEGVVDAALAHWPDLGTVPLSALVLCGPGNNGGDGFVVARLLTERGWQ
VELFLFGAPDRLPPDARLNHDRWAELGRIRPWDDAALADRLDAGGCDLVIDALFGSGCSRGIEAIAGRTAAALGRFCAAD
GRVLAIDMPSGLCTDSGRDLGGVLPATLTVTFHRARIGQFTAEGSAFCGRIVVADIGLDPGPCPGSVTLVGAPGPEIGKV
GAVGGHKYSHGHALVLAGGAGRTGAARLAARGALRVGAGLVTLAAPGEALAECAAHLTAAMLRRVDDVGDLLALLEDPRI
SALGLGPGFGTGSREAELLRLALDSDRPLVLDADGLSLLAQLEAPFSRLHGDCVLTPHGGEFARLFPDLAEKLAGRPPHG
PGFSRIDAVRAAAARSGAVVLLKGADTAIAAPDGRAAMHAALYDRAAPWLATAGAGDVLAGIVAGLLARGRPPFEAASLG
AWLHVEAARVFGPGLIAEDLPESLPAVFRGLGL
>ANB37895.1 hypothetical protein A6024_08180 [Rhodovulum sulfidophilum]SNK001
MGPRRVMSVMSVMSVMRLLALIAFVLAGSGPARASAPCPMHDWLVWIYVEGETLARAGPGMFRLEEARSLSKAIASADPA
SLARVMRKAGLEDGLPVVSGYIELVADRLRFVPSPPEAGAVVRRMQGYLRELRCRADPAWRAGLELTTAGGLAKALGSGE
TGRAPPREPTPRRIGKPPAPQPVIADTAGQDMVDLSPPETGPGGPYPPSGNRDVNTEERLRGQPDFSQEAVNDGQLGTRL
PAMSKLLKAARAAPWLAYAAAGIGGLALAGATTVYVLRHMRRRTPRTLCHMNTYLRLPDGRTPAVAVDISPNGAKLHLKT
VPEPGQRGTLELSGLEVGCRVTWSTTYFVGLAFLKTIDKAEFENLLQYHRWDASSSDMPDFKGPSAAAMDHAAKA
>ANB37896.1 beta-ketoacyl-ACP synthase II [Rhodovulum sulfidophilum]SNK001
MRRVVVTGLGMVSPLACGVEETWKRLLEGQSGIGPITRFDASRLVTGYAAEIPFGDGSDGTFNPDDWMEPKERRKVDDFI
LYAMAAASQAVADSGWVPETDAERERTGVMIGSGIGGLNSIADTAVLIQQKGPRRVSPFFIPSALINLASGQVSIRFGFK
GPNHAVVTACSTGAHAIGDAARLIQWGDADVMVAGGTESPISEIGIAGFNACKALSTKRGDAPETASRPWDAERDGFVMG
EGAGVVILEELEHAKARGAKIYAEVLGYGLSGDAYHITAPAEDGDGGFRSMQAALKRAGLVPADIDYINAHGTSTMADTI
ELGAVERLLGEAAERTTMSSTKSSIGHLLGAAGAVEAIFCILALRDQIAPPTLNLDTPPEGTRIDLAPKTAVKREISLAL
SNSFGFGGTNASLVMGRGDR
>ANB37897.1 branched-chain alpha-keto acid dehydrogenase subunit E2 [Rhodovulum sulfidophilum]SNK001
MWKAVASNALTLFIVVLLFAGGLLIWAKQKYAEPGPLETAICLRVEPGSTMVGVSRDLGDQEAVRHPLIFRLGARYAEKD
DDLKAGSFLLPAHASMEEIVDLVTRVGRSTCGTDVNFRIGIASAELQVRTFDPATGRYEEVLAFDPGAGEVPAEYAGLMA
EPDLRYRVTLAEGVTSWQVVDELKQADFLDGDIAAVPAEGSLAPDSYEVTPGEAREALLAEMAARQTALLDRLWETRAEG
LPLASKEEALVLASIVEKETGVPGERRRVASVFVNRLERGIRLQTDPTVIYGLTMGKAPLGRGIRQSELARRTPYNTYQI
DGLPPTPIANPGRASIEAVLNPETTEYLYFVADGTGGHAFARSLDEHNRNVARWRAIEAGRGGN
>ANB37898.1 DNA repair protein RecN [Rhodovulum sulfidophilum]SNK001
MLRSLDIRDMLIIDRLELGFRPGLNVLTGETGAGKSILLDSLGFVLGWRGRADLVRAGAAQGEVVAEFELPAGHPAHAVL
AEAGLEAGDELILRRINTAEGRKTAWVNDRRVSGEVLRRLSDTLVELHGQQDDRGLLNPRGHRQLLDAFAGLETEIDAVR
AAWRARARAERVVAEAETRIAELRAEEDFLRHAVDELDALAPEPGEEADLDARRRTMQAAERIREDIARAHAALGPGEGA
EGRMGDALRWLEGAADRAEGRLDAPLAALSRALVELGEAVQATEDCLQALDFDPNALETTEERLFAIRALARKHGVQPDD
LSAFAADLRARLAALDAGAGDLAGLGRAAAEARADYDAAAARLGAARRAAALRLDAAMSDELAPLKMERAVFSTVISDAE
PGPDGRDAVAFTVATNPGAPAGPLNRIASGGELSRFLLALKVCLVRGASPLTLIFDEIDRGVGGATADAVGRRLAALARS
AQVLVVTHSPQVAARGAHHWRVEKRVEGEMTRSIVTPLDSPARVDEIARMISGDTVTDAARAAARSLLED
>ANB37899.1 competence protein ComL [Rhodovulum sulfidophilum]SNK001
MATSSRRIGAVAAIMVLSLTAACDPIGSRKPPPLETFDAPTIYQMAETKLEKDRDLEEAARLYGEVERLYPYSEWAKRAL
IMQAYTYHQAKDYETARAAAQRYIDFYPADEDAAYAQYLLALSYYDQIDLVGRDQGLTFQALQALRTVIERYPDSEYAQS
AILKFDLAFNHLAAKEMEVGRYYLKRKHYAAAVNRFRVVVEDFQTTTHTAEALYRLIESYLALGLDNEAQTAAAILGHNF
QGTDWYADGYKLLQAKGLEPEAKGEGWLRSVYRQMIKGEWL
>ANB37900.1 UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine deacetylase [Rhodovulum sulfidophilum]SNK001
MQTTLKSPITFTGTGLHTGRPVRLTIHPASAEYGLWFRRTDIEGPDALIPARWDAVEPSRLCTKLANGRASVMTVEHLMA
ALSGCGVHNALIEIDGPEVPVMDGSSAPFVQGILSRGLRRLAAPVRVLRILEHVEVSEGAARASLGPADTLEIDFEITFV
DAAIGHQAKRLNMANGAFVRELCDSRTFCRNADVEAMRAAGLALGGTFDNAVVIDGEKVLSPGGLRHRDEPVRHKMLDAL
GDLALAGAPILGRYRGERAGHALTNRLLRTLFAQPGAFRLETCSTDQGAALPGFGLNSADLKAVA
>ANB37901.1 cell division protein FtsZ [Rhodovulum sulfidophilum]SNK001
MALNLTMPEQEELKPRITVFGVGGAGGNAVNNMIEKRLEGVEFVVANTDAQALQQSNAQARIQMGVKVTEGLGAGARPSV
GASAAEESIEQIVDHLAGAHMCFITAGMGGGTGTGAAPIIAQAARELGVLTVGVVTKPFQFEGTKRMRQAEEGVENLQKV
VDTLIIIPNQNLFRIANEKTTFTEAFSLADDVLYQGVKGVTDLMVRPGLINLDFADVRSVMDEMGKAMMGTGEADGEDRA
IQAAEAAIANPLLDEISLNGAKGVLINITGGYDLTLFELDEAANRIRDVVDQDANIIVGSTLDPDMDGRMRVSVVATGID
AAARIDEVPLPRRPMREPLHRPAEVQEAPAAAPAPAAAPAAQAQRPAVAARETVQEPTQEPSLFSGFDPANAGFAADERA
ETARDGADLPPPAYQPEENPEAETFVAPQPRNAGEPTPEALARLRAAVAKTPARQPVHTPMTATAQDDPRGDKGRFGIGS
LINRMSGHAPEQTERNPHTFRQQPPLYSRGQVAQQEEEDLDPDQERIEIPAFLRRQAN
>ANB37902.1 cell division protein FtsA [Rhodovulum sulfidophilum]SNK001
MTDLYHSQRAMRRMRKLAMDRGVIAILDVGSSKVACLVLRFDGIAPKGGVEQMGALAGQSRFRVIGAATTRSRGVRFGEI
HGMNEAERAVRTALQAAQKMAQVRVDQVIACFSGGEPRSYGLDGQVTVLDDAVAEQDVARVLAACDMPEIGASREVLHAQ
PVNFALDHRSGLVDPRGQVGHRLACDMHMLTVDDGAVHNLLHCIKRCDLEPAGLASSAYASGISALVEDEQELGAACVDL
GGGATGISIFIKKHMIYADSVRMGGEHVTSDISKGLHVPLSTAERIKTLYGGVVATGMDDREMIGLGGDSGDYETDSRSV
SRAELIGIMRPRVEEILEEVRARLDAAGFEHLPSQRIVLTGGGSQIPGLDGLAARILGNQVRLGRPLRVHGLPQSATGPG
FAALVGLCLFAAQPQDEWWDFEMPMDRYPARSLKRAVRWFKENW
>ANB37903.1 cell division protein FtsQ [Rhodovulum sulfidophilum]SNK001
MRQVMPPYRDPAPSRWAYRAQRLWLTPMVRRAVLKGLPLVVLAAIPAIWLADADRRAALGDGLAEIRREIETRPEFMVKL
LVIEGASDPIDREIRAIVPLNLPASSFDLDLEAMRQAVTALDAVKSAELRIRPGGVLEMKIAQREAALVWRSRDGLSLID
AGGRRVAALDSREDRADLPLIAGDGAGKAAPEAMALFAAAAPISDRVRGLVRMGERRWDVVLDRDQRILLPETGAVAALE
RVIALEDVSGMLARDIEAVDLRNPERPTLRLTEAAIEDFRKIRATQAGAVN
>ANB37904.1 D-alanine--D-alanine ligase [Rhodovulum sulfidophilum]SNK001
MGGPSSEREVSLSSGRECAAALRGEGFDVIEIDAGQDLPGQLISAAPDVAFNALHGRWGEDGCVQGLLEWLKIPYTHSGV
LASALAMDKQRAKDAYRDAGLPVVDSVLAAKAEVSARHVIAPPYVVKPNNEGSSVGIHIVHEAANAPPQLGAEMPGIVLV
ESYAPGRELTTTVMGDRALGVTDILTEGWYDYHAKYVQGGSRHVVPAELPKEVSEACLDFALRAHRALGCRGLSRTDFRW
DEGRGTDGLILLETNTQPGMTPTSLAPEQAAHCGISFGRLCRWLVEDASCDR
>ANB37905.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]SNK001
MTQMPEPRGRLTPGKALSELTWLRVGGPADWLFQPADTEDLATFLAALPAGMPVFPMGVGSNLIVRDGGIRGVVIRLGRG
FNAISVEGARVTAGAAALDAHVARRAAEAGVDLSFLRTIPGAIGGAVRMNAGCYGRYVADVLVSARAVTRSGEIVTLSPG
DLHLGYRQSHLPEGWVITEATFEGRPGAPEALAAQMEEQIARRDASQPTRARSAGSTFRNPAGFSSTGRADDSHEMKAWS
LIDAAGLRGATRGGAQMSEKHSNFLINADGATAADLEGLGEEVRKRVFQSSGIELEWEILRVGEPAPGNP
>ANB37906.1 hypothetical protein A6024_08235 [Rhodovulum sulfidophilum]SNK001
MTGPTLLLAYGSWAVGPLVAYAALSHGLMRNAIGFTIMFGLYTSSVWAIWGGLKLQATGNGPAVLAPSAVLLPWGAVALV
SAVLYALGAWIGGGDG
>ANB37907.1 hypothetical protein A6024_08240 [Rhodovulum sulfidophilum]SNK001
MTLSLLLACLWVLLAAVIGVLPEKLHWIAAFSLIASGIPLLGFVTYQSGPLWGLIALAAGASTLRWPLLYLGRWLNRRRR
STGE
>ANB37908.1 hypothetical protein A6024_08245 [Rhodovulum sulfidophilum]SNK001
MISCPVIAICGPAPLVGISGLRTMRRAAPPVTAGLLAAAVIPPATAQAAFGPGAAPTGPLHASAFRPVARPAGPGSTPQA
LSRDRGAEGGEQ
>ANB37909.1 UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase [Rhodovulum sulfidophilum]SNK001
MSAPLLVIAAGGTGGHMFPAQALAETMLARGWRVKLSTDARGARYAGGFPAAVEIETIAADSPDRGGPVARAVAPLRLAA
GVAAMLWRMLRDRPAVVAGFGGYPSFPALTAATLLRRPRMIHEQNGVLGKVNRLFAPRVHAMACGVWPTELPEGVEAFHT
GNPIRAAVRERAGAPYIPPGDYPMSLVAIGGSQGARAISESVPAAIAALPAEMRGYLRVSHQAREEDLDRVVAAYEAAGV
TAEVRPFFDDIPARLAEAQLVISRSGASSVADIAAIGRPAILIPYPHAAGDHQTANARGLVEAGAAILIPEKALDPVALS
DQIATVLGQPKGAMQMAVAAMRCGKPDAVDGLAEIVEALGGEGK
>ANB37910.1 cell division protein FtsW [Rhodovulum sulfidophilum]SNK001
MTEMVYGTAPIRAGEPVLPRWWRTVDKWAMSFVLILFGVGMLLGLAASPPLAEKNGFPPFYYVERQAVFGGLALCAMLVC
SMLSPTMVRRLGVIGCGAALLGLVLLPVFGTDFGKGAVRWYSLGFGSVQPSEFLKPGFIILTAWLMAAAQEVEGPPGKTM
SLALAVVVVAFLALQPDFGQAALILFAWGVMYFVAGAPFMVLVAVAGGVVFAGTIAYENSEHFARRIDGFLNPEIDPRTQ
LGYATNAIREGGFFGVGVGEGQVKWSLPDAHTDFIIAVAAEEYGLVLVAVIIALYCAIVIRSLFRLLKERDPFIRIAGTG
LACTFGVQALINMGVAVKLLPAKGMTLPFVSYGGSSLIAGGIMVGMLLALTRNRPQGEITDLLRRRTRE
>ANB37911.1 2-hydroxy-acid oxidase [Rhodovulum sulfidophilum]SNK001
MSKPDALTALGEMLGDRLSRSKSDLDLHGRNETYFPFLPPDAVAYPETTDEVAQIVRICAAHGVPLTGWGRGTSLEGHAL
ALQGGVTIDFSRMNRVLKVNSEDMDVVVQPGLTREDLNRELRATGLFFPVDPGANASLGGMASTRASGTTAVRYGTMRDN
VLALEVVLPDGRVIRTGTRARKSSAGYDLTGLFVGSEGTLGLITELTLRLHGQPEAISAAVCAFDEIGAAVDTVIQTIQL
GIPMARIEFVDAATAAAFNAYASADMPEKPHLMVEFHGSASGVAEQAESFGEVVAENGGEGFKWSSRPEDRNALWTMRHN
AYYACLGLRPGATALVTDMCVPISRLAEAVEETRADIAQASIPGPILGHVGDGNFHAILLVEPDNAAELAEAKALAHRMV
ERALRMGGTVTGEHGIGMGKLDYMEEEHGAAWDVMGQIKRALDPMTLMNPGKMVRAN
>ANB37912.1 voltage-gated chloride channel [Rhodovulum sulfidophilum]SNK001
MKRRNSRAFGTVFRWLNGVLRVLRVHGPSQVQFWFIAAAIGIAAGFAALGFRLGIDVLQRALYGVDDPHRLHSYAQTLHW
GWILVIPACGGLVVGLLLHRFTPDARVRSVADVIEGAALNEGRVEVKAGLASALASLITLSSGGSTGREGPVVHMAGVVA
TWVSNRIHADGITGRDLLGCAVAAAVSASFNAPIAGTLFALEVVLRHFAVHAFAPITVAAVAGTVINRIEFGGVPEFALP
QTDRLAFYGELPAFLMLGLLCGLVAVILMRAIFWAEGIGDAVQRRTRMPRWLRPAVSGLGLGALAIWFPHIIGVGYETTS
AALTGTLVLHEAVVFCLLKSVAVSMTMAGRMGGGVFSPSLMVGALTGLSFGIIATSAFPNVSGAETLYALAGMGAVAAAV
LGAPISTTMIVFEMTGDWQTGLAVMVAVSLSTALASRLVDRSFFLTQLERRGKRLAAGPQSYLLAALTAGVLMRSKESPG
AASPGACAELIGQGVMFEADTTLVEALPVFEKWGHGFVPVVARATAGREPELLGALFHVDALRAYSRALATTAAEEHS
>ANB37913.1 hypothetical protein A6024_08275 [Rhodovulum sulfidophilum]SNK001
MSDHITIHKAEGAWVVRAGGAVIAESRNALELTEGGMGPVIYFPREDVAMAFLDRSDSRTACPHKGVASYFTLRAKSYDI
ADAAWSYEEPNTGLERIAGHLAFYADKVTVEQL
>ANB37914.1 X-Pro aminopeptidase [Rhodovulum sulfidophilum]SNK001
MFQNFDSTTRPEDGPVRLAQLREEMAREGLSGFLVPRADAHQGEYVAPHDDRLAWLTGFTGSAGIACILMNRAGVFIDGR
YRVQVKAQVDLAHFTPVPWPETKPGDWLKAALPQGGAVGIDPWLHTPRDLDALTGALAGTQVAIRETANLVDRIWADQPA
PPQGPITPYPEELAGESHADKRARIGRLLADAGQSAAVLTLPDSIAWLLNVRGSDIPRNPVPHTFAILHDDGRVTLYADP
AKVSDALKAHLGPEITLRPAGAFGPGLRSLLGRVRVDPASAPLWVLRQLEDAGIEIAQAEDPCILPKARKTAAELEGSRA
AHARDARAMIEFLAWIDAEAPKGGLTEIDVVRGLEGFRAATGKLRDISFETIAGAGPNGAIVHYRVTEASNRAVAPGDLL
LVDSGAQYLDGTTDITRTIAVGPVPEAAKAPFTRVLKGMIAISRARFPKGLAGRDLDALARNALWQAGQDYDHGTGHGVG
AYLSVHEGPQRIARSSTVPLEPGMILSNEPGYYREGAFGIRIENLIAAREAPALTSGDDRRMLSFETLTWVPIDRRLILP
ELLDAGERAWLDAYHAEVAERAGDGLSERARAWLAEATQPL
>ANB37915.1 cobaltochelatase subunit CobT [Rhodovulum sulfidophilum]SNK001
MTKPTDNPADPFKKALAEATKVLADDAELGVSYSVDPPGLTDDAVRLPQVSRRMTRDEVLLARGTADAYALRHKYHDGAT
HARYRPSGQIACELYEAMEMARCEAVGARVMPGTAGNIDAMIAAEAARKGYAQAREASEVPLAVAAGYIVRHLATGRPLP
KGAAQAMELWRGFIEEQAGPALDGIDASLGDQAAFARLSRQVIADLGYADQLGDDPDADQNDEEDNSAETEDEAPEEYGE
EESQDSDEADASPEQSQDEMQDAAQAHVNPDDIDDMEMGEETELPDGEAPREPPPPAPPSEADPDYKIFSAGFDEEIGAQ
DLAEPAELERLRAYLDQQLDPLKGAVGRLANKLQRRLQAQQNRSWEFDREEGILDAGRLARVVANPTTPLSFKVEKDTEF
RDTVVTLLLDNSGSMRGRPISIAAICADVLARTLERCHVKVEILGFTTRAWKGGQSREQWLAEGRPQSPGRLNDLRHIVY
KNADAPWRRARENLGLMMKEGLLKENIDGEALEWAHKRMLMRPEARKILMVISDGAPVDDSTLSVNAANYLEKHLRDVIA
MVERRKAVELIAIGIGHDVTRYYQRAVTITDVEQLAGAMTEQLAALFDKDPRARARIFGIRKAS
>ANB37916.1 hypothetical protein A6024_08290 [Rhodovulum sulfidophilum]SNK001
MTRVTLVAATGFATALILATTPAHPAPPGTPWKRAEVFATCSGRLAAVSARQQAEHDPDWPRTVSQRDMFNLMLEATLPE
AIRFGVPRREPVLWRSAGWSEMAGLLADIAYSGDHGRAERARAALARRLSDCTGLLLGG
>ANB37917.1 hypothetical protein A6024_08295 [Rhodovulum sulfidophilum]SNK001
MRRPDAARSRPAAALAVFFLAAPAAFAQGADPAFPAIDCAALWQATADFRTRYAIAEGSPAEAQAMARAFREAALAEGAD
RDGVDDRIAALHPVYLLLLQRYILDGERRARDQYVRLSGLCDDLGRASGLRGHRHAPR
>ANB37918.1 molecular chaperone DnaJ [Rhodovulum sulfidophilum]SNK001
MTKTDPFGFDISVSADKKRRTRGRRGMSGAFETSRRKCEHPGCDLDGQYRAPKSPDQLDEYFWFCKDHVREYNLKWNFFN
GVTEEEFEAQIDKDRVWDRQTQPFGNKDEQRAWARLGVDDPHQVLGENATRNPGKTGTPARRLPATERKALELLEAQDNW
TKAEIRKQYKSLVKDLHPDMNGGNRADEERLQEVVWAWDQIKDSRSFK
>ANB37919.1 BolA family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MGRVEQIREKLEQAFQPTTLEVLDESEKHRGHAGYQEGGESHFQVRIAAPAFAPMSRVARERAVHKALGPELIGQIHALA
IEIET
>ANB37920.1 hypothetical protein A6024_08315 [Rhodovulum sulfidophilum]SNK001
MIMPAKYEYRVLPAPERGRRGRGLKGPAERFAHALEETMNEMAAEGWIYLRAESLPSEDRQGLFGGRSRALRNVLVFRRA
REAEANRDAGRKEGRDPAFHHGSPEEIAASAAASVQALPERTYPPLGAPSRGSVPPRPEHALGGAPPRSDED
>ANB37921.1 protease [Rhodovulum sulfidophilum]SNK001
MTSIAKSKILIMATDGFEQSELEVPLTELRAKGAQVDIASPGGAPITGWKNRNWGTTQETTKSLTDVRVREYDALVLPGG
QMNPDSLRVAPEAVRLVRGFVSEGRIVAAICHGPVLLVEAGAVEGRKMTSCRSIRTDLRNAGAIWVDEAVVTSNGIVTSR
AAQDLGAFVAKIVEEIEEGRHSRRAA
>ANB37922.1 lytic transglycosylase [Rhodovulum sulfidophilum]SNK001
MHRLALVLALSLLTLGCSQADMADRGRGLPTMRWDHMPEATDWTRASLDALSLYGDGLTETVPADIETWCPAYEKARPAQ
RRAFWAGLFSALAKHESTWNEAAVGGGGRWFGLLQISPATARYHGCAATSGSALTDGKANLSCAVRIASSAVARDGVVAA
RGRGVAADWGPMTVASKRAEIAAWTRAQSYCRG
>ANB37923.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTRPRGRPPRADAPVSRDEMLTAALTLLDGEGAEAFTMRALAKHLHVNPMTIHHHFGGRDGLIGAMSERVHARVSAPREG
TATERIRGLLKAYHAQVLLHPGLTMLIFSRPAVFPEQAKRITEELSALLAKAGLSDRKRRLWLDILVDLTHGAALATAMA
GRKAADDPGGDQGYGATLEELLNCLGDEAAVRAERG
>ANB37924.1 deaminase [Rhodovulum sulfidophilum]SNK001
MITGHVFIATSLDGFIARADGDIAWLLERDEPDEDHGYDTFIASIDAILMGRGTYEKIRDIRPWPYTRPVVVLSATMTED
DLPEELGSKVRVTDLSPTEAMRMLQSEGHRRVYVDGGRVIQSFLRAGLIVDMVITTVPVLLGEGRRLFGSLAGDIRLQHD
KTKSFPSGLVQSRYRIAA
>ANB37925.1 hypothetical protein A6024_08350 [Rhodovulum sulfidophilum]SNK001
MTADQEAMIREALAALPAGEFHLPDAVGPRWDELWIGEKVGLGNDFLKHVRQGRFEGIEDTGRKEHGLHVYLKTG
>ANB37926.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPTRIAEGTAKDTAEDKPADLLIVGGGINGCGIARDAAGRGLSVTLAEMDDLASATSSASTKLFHGGLRYLEYFEFRLVR
EALIERETLLSAMPHISWPMRFVLPLDREMRFDASTPASQLLSRAMPWMTGRRPAWLIRLGLFLYDHLGGRKILPPTRSL
DLTTDPAGRPLKPRFRRAFEYSDCWVEDARLVALNARDAAERGAEILTRTRVVKARREDGLWTVTLRDCETGAETTRRAR
ILVNAAGPWTADLIAGALQQAATDKVRLVRGSHIVTRRLFEHDRCYFFQGQDGRIVFAIPYETDFTLIGTTDAEHAEPDT
PPRCTEEERDYLIGFVNRYLAKPVSAEDIVWTYSGVRPLHDEGEGSASAASRDYVIRLDRAGAPLVNIFGGKITTYRRLA
ETALEKIAEIRPDLPGPWTAGVALPGGDVAVDGIDGLIATLRQDYPFLTAPWARRLVRAYGTEARGVLGDAQAAADLGRD
FGATLTEAELIWLMDREFARRAEDVVWRRSKLGLRLSPDQIARIDDWMKDRHQRPAPE
>ANB37927.1 DeoR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSQTFRAPDILDIARREGRVTVDGLAEHFGVTVQTIRRDLAELAEAGKLERVHGGAILPSGVTNIGYEARRGLNAEAKAA
IAARCAASIPEEASVFLNIGTSTEAVARALLTHRNLLVVTNNMNVANILVENPGCEVVVAGGTLRRSDGGLVGALTMRAI
QAFKVDYAVIGCSALDAEGDLLDFDIQEVSVSQTILAQARRAFLVADAAKFERSAPVRIASLRDLDEVFTDRPLPAPLAE
RCRGWNTRVDVAA
>ANB37928.1 hemolysin D [Rhodovulum sulfidophilum]SNK001
MSRQAHPSAQDRASVDAPSQDGPARSGGHRRALLAGIAALVLAGAGYGGWYYWTEGRFFEDTDDAYVQADIARISSRVQG
YVASLPVEENAHVRAGEVLVRLEDGDYRTALATAQSRVATADRRLARIDAQIDAARAAVRQAEADRDAAQAQLRTAGNTL
ERVTGLAERNFAAQAQLDSATEGYDTAQASLAKAVAAVASAHAEVAVLVAQRAEAEGDKHELELAVDQAERDLKRTVLRA
PADGILANLGLEIGDLVTAGTQLAALVPDDALYVEANFKETQMQGITPGARVEVTLDALPGRSFEGRVTSAAPATGSVFS
VLPADNATGNFTKIVQRVPVRIALPPEAAATGQLRAGLSAVVAVDTRSGGAPAARLAAAR
>ANB37929.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MTADEPQLTPRRVFAFVVMVFGMFMAILDIQIVSASLSEIQAGLAASPDEISWVQTSYLIAEVVMIPLSGFLARMMSTRY
LFVLSAAGFTASSFLCATSGSIEEMILWRALQGFLGGGMIPSVFAAAFTIFPASKRSVVSPVIGLIATLAPTVGPTVGGY
LSYTLSWHWLFLVNVLPGIGVTLGAFLLIDFDRPDWRLFDRFDWWGLLALAAFLGGLEYVLEEGPGNDWLADETVAAFVV
VTVLGAIVSFWRAFTRDEPIVDLSAFGNVNFALGSAFSFVMGIGLYGLTYLYPLYLASIRGYDSLMIGETVFVSGLAMFV
SAPIAGFLSARIDLRLMLLAGFAGFAVSTWMLTGMTAEWDFNELLVPQILRGVSLMLSMVPINNLALGTLPRDKMKGGSG
LFNLTRNLGGAVGLAVINTQLSDRGDLHYERLREAVSWTNDAAMRELSVMAANLSARGLDGQTGALVQMAARLRQQATVM
SFIDVFLMLALLFGGLAASAFFMRKPDPGGGGGAGH
>ANB37930.1 phosphodiesterase [Rhodovulum sulfidophilum]SNK001
MIRIAHISDLHFGRTAPELLDPLIGALNAAGADLVAVTGDLTQRARDSQFRAARAFLNRLDPPWISVPGNHDVPLDNPWL
RLLRPYARYRRHVSADLAPRARIGALTVQGFNTVDPLRWQRGKVRRRDLDQACQAFAEAPGPRLAMAHHPFEQAPGTPKS
LMKHAGPSLEALARCGADIVLSGHLHRWRAEPFLTREAGRRVLQVHVGTGLSTRLRGQENDFALLAIEGDQIELTRMVAK
EGAFRPASLAVFRKGLAGWTGV
>ANB37931.1 diacylglycerol kinase [Rhodovulum sulfidophilum]SNK001
MPRSSAFCLIVNDRAGDHSGSGSRSDMLRGLCLQAGLKAEIWRPRRGQSLTGLAHEALDRGCGKLVAAGGDGTICAVAEA
CHARDAPLGVIPQGTFNYFARGLGIPLEPEAAVAALAGGTTAEVHLGEVNGRIFLNNASLGLYPAILERRETTYRRWGRS
RVAAYWSVAQTLVGARRAMRLNMTLDGERQELQTPLAFIANSAYQLRQFNLEGTDALEDGGFALFTAPAGSQVEIMRATL
GLALGTAQEGQDFDLHRAARIEIDPGRPRVLVARDGERQTMRTPLTIRRRDRPLQVLVPEAPA
>ANB37932.1 hypothetical protein A6024_08395 [Rhodovulum sulfidophilum]SNK001
MTQIAEIAPVPFAWTRGLVSARAGALLADLFPRARDARAGECIGLVKRFIAFGRRSLTGHPAEALVVMGEDGRPVCLSAR
HLDAEARQDLFRLEEILSAPGLLAYGALTPHASELHRATTPPRALELILGADVHLLRTLDWRADIAGRRRAGEPVARALA
ANLRLLSEHPGSPEAVEQLRDRLQARAGLMLGLLSFDEPVLPAMAVIAA
>ANB37933.1 hypothetical protein A6024_08400 [Rhodovulum sulfidophilum]SNK001
MAQAIISQDLTIEGDLVAKDSAVIVNGQVKGNITAKAIEISATGQVTGALTAEAVTISGTISGRVTCTDLTLSASARVQA
DLTAESLTSSKGARVSGRVEIAGR
>ANB37934.1 energy-dependent translational throttle protein EttA [Rhodovulum sulfidophilum]SNK001
MASYQYVYHMDGVSKTYPGGKKCFENIRLNFLPGVKIGVVGVNGAGKSTLLRIMAGWDKDFSGEAWAAKGARVGYLPQEP
ELDPKLSVRENVMLGVAEKKAKLDRFNEVALKVAEDYSDELMEEMTTLQDQIDAENLWDLDSQIDVAMEALRCPPDDAPV
ETLSGGERRRVALCKLLLEAPEMLLLDEPTNHLDAETVAWLQQHLIEYKGTILIVTHDRYFLDDITGWILELDRGRGIPY
EGNYSSWLEQKAKRLAQEAREDKAKQKQLERELDWIRAGQKARQAKSKARIQAYEEMAGQSEREKLSRAQIIIPNGPRLG
GKVIEIEGLKKGFGDRLLIEDLSFALPPGGIVGVIGPNGAGKSTFFRMLTGQETPDEGTIEFGDTVKLSYVDQSRDALDP
DKTVWEEVSDGLDIVVLGDAEVNSRAYCSSFNFKGGDQQKKVGLLSGGERNRVHMAKLLKSGGNVLLLDEPTNDLDVETL
QALEAALEDFAGCAVIISHDRFFLDRLCTHILAFEGEAHVEWFEGNFEAYEEDKIRRLGPDAVEPKRVKYKKFAR
>ANB37935.1 nicotinic acid mononucleotide adenylyltransferase [Rhodovulum sulfidophilum]SNK001
MRVGLLGGSFDPAHEGHAHITRTALKRFGLDRVWWLVSPGNPLKAEGPAPMARRLAAAEAVMQHPRVAITDLEARIGTRY
TAETLERLMRLYPGVRFVWLMGADNLISFHRWERWRWILDNVPVGVLARPGQGVAARRARAALTHERYRLDPTDAALLAD
SQPPAWCYLNMPMVDLSSSEIRARGDWARRG
>ANB37936.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]SNK001
MKTSKTSFTRRLFLGGLLAAPASSALGAPLVRSLVPRPRPEQSGGIADPAQLVERARLTGKVAFAIADLETGALLEAHRP
QLGLPPASVAKSVTALYALDALGPEYRFTTRLIATGPIMGGRLEGDLVLVGSGDPTLDTDQLGELAAQLRANGVTEVAGR
FLYHAGALPKIAAIDPDQPPQVGYNPALSGLNLNFNRVHFEWRRASDGYAVTMDARARRYSPEVGVARMLVVDRKAPVYT
YASKGGIDEWTVARGALGAEGARWLPVRRPALYCAEVFQTLASAQGIAMARPEALAGSAEAFQIGRIDSAPLAEILRGML
KYSTNVTAEAVGLAATIARGGQPQDLAQSGQAMTEWMAARMGAQKARFVDHSGLGDASRLSPLELVRTLAIAAPEGQLRP
LLKDVPLRDASGRPMRAHPVKVEAKTGTLNFVSALAGYIGQPGGRQMAFAIFSADEERRARIRPEEMERPRGGRAWLTRA
RMLQHELLRRWAETYA
>ANB37937.1 hypothetical protein A6024_08420 [Rhodovulum sulfidophilum]SNK001
MVPVDLPARFWPFADRFVASARIVLDRPKGSAHPRFPEIVYPLDYGYLDGTRAIDGDGVDLWRGSLPEPRVTGVIASMDL
TKHDAELKLLLGCTEAEMARIDAFHNQAGFVAGLLIARPEGV
>ANB37938.1 lysine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MSNLRDAAMSSKAWPFEEARKLLKRAEKGAADKGYILFETGYGPSGLPHMGTFGEVLRTTMVRRAFEAISDIPTRLICFS
DDMDGMRKVPGNVPNQDMLHEHLQRPLTSVPDPFGEDDSFGDHNNAMLRRFLDTFGFEYEFYSATEFYRSGRFDDTLKLA
TERYDDIMKVMLKSLRDERQQTYSIFLPIHPETGRVLYVPMKHVDAVNHTITFDDEDGREWTLPVTGGKVKLQWKPDFGA
RWAALGVDFEMYGKDHSTNTPIYDRICEILGGAKPEHFTYELFLDENGEKISKSKGNGLTIDEWLSYAATESLSYFMYQK
PKTAKRLWWDVIPKAVDEYHQQLRAYPGQEPKAQIDNPVWHIHGGNPPESRMVVPFAMLLNLASVAGATDKDGLWGFIKR
YAPEASPETHPDLDQAAAFAVRYFHDFVAPLRQFRAPDAKERAAMEDLVARLKAWEGGQDAEELQSLVFAVGKDHGFEPL
RDWFKALYEVLLGASQGPRFGGFIALYGVDETVRLIEDALARG
>ANB37939.1 hypothetical protein A6024_08435 [Rhodovulum sulfidophilum]SNK001
MVEARTGPHAARDLAAFRLEFLALGERARSWALYGDGLRPMQRGLERSFERARKERATADRPRIAASHDWRKRLK
>ANB37940.1 pyridoxamine 5-phosphate oxidase [Rhodovulum sulfidophilum]SNK001
MATRDPFHPADATACALARKLIAEARFGALAVLRDGAPFVTRIALAAGADGLPVTLISDLAPHTAALRAIPDCSLLVGEP
GPKGDPLTHPRLTLQARAVFISRDAERSALRETYLERQPKARLYVDFADFHFVRLVPLSGHLNGGFGQAFRLTAEDLGA
>ANB37941.1 polyphenol oxidase [Rhodovulum sulfidophilum]SNK001
MTLEILTSDALAPLRHGFFTRRGGASSGVFAGLNCGGGSSDLSEAVAINRSRVAGAMGVQSDRLVTVHQVHSAEVATIET
PTATPMRADAMVTRQPDLALGVLTADCQPVLFADLSAGVVGAAHAGWRGALGGILEATLEAMEALGARREDTAAVIGPTI
SQRAYEVGPEFLDAFLSEDPDSARFFAAGQGDRMQFDLPGFSLARLRGAGIGQAAWTRHCTYSDPERFFSYRRSVHVGEA
DYGRLISTIRL
>ANB37942.1 methyltransferase [Rhodovulum sulfidophilum]SNK001
MTETPLARLLARRIAATGPISIAEFMADCLMHPEHGYYSTRDPLGQSGDFTTAPEISQMFGELLGLWVAQVWLDQGAPAP
FTLAELGPGRGTLMADLWRATRGVPGFHAAARLHLVETSPTLRARQRAALPEQDIAWLDSVEALPDAPLFLIANEFFDAL
PIRQFQRDDAGWCERLVGLDGARLSLGLSAPLPLAALEHRLADTKPGDIVETCAAAEAITASLSARISTHGGAALIVDYG
GWRSLGDTLQALRAHRPEPVLDHPGEADLTAHVDFEALARAATGLRVSGPVPQGTFLERLGIATRTEVLARNLAGDALAG
HLAAYRRLTHPEEMGTLFKTLALTPPRAPDPPGLHS
>ANB37943.1 prolipoprotein diacylglyceryl transferase [Rhodovulum sulfidophilum]SNK001
MQAVLSFPDLSPEIFSISVFGLDFALRWYALAYIAGIVLGWRLVVALMRRDRIWAGARPPMRPEQVEELLTWIVLGVILG
GRLGFVLFYKPFEYLQAPWEIPMLWHGGMSFHGGLLGVMIALVIFTRKQAIPLLPAADALALAVPIGLFFGRIANFINGE
LWGRPSDLPWAVVFPGPAAQYCPGWNSLPCARHPSQLYEAGLEGLLLGALLLWLALSRGALRTPGRIAGTFFTGYGLARF
AVEFLRQPDAQFAGPGNPLGLALHWQGYGLTMGQLLSLPMIAFGLGLILHAARRRP
>ANB37944.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]SNK001
MQTRNKFLDDMSKLMTNAMGVAQGAKDEAETAMKSMLDRWLADRDFVTREEFDAVRSMAQKAREENEALKARIAALEAK
>ANB37945.1 diacylglyceryl transferase [Rhodovulum sulfidophilum]SNK001
MSYTEDYLLSDEIHPIDLVETLASHHDWEFDRVADDQIAMAVVGQWRTYSITLAWSAFDETLRLVCTFEMEPPPERLPVL
YETLNATNDLCWAGAFTFWNDQQLMVWRHGLMLSGGQTASPEQVDQLIRAAVSSCERFYPAFQLVVWADRTPANALQVAI
ADAYGRA
>ANB37946.1 pyrroline-5-carboxylate reductase [Rhodovulum sulfidophilum]SNK001
MEFDDLSARGLVLLGCGKMGSALLEGWLKQGLPAGAVWVLDPHPSDWLRARAAEGLHLNEDLPAAPALVLLAVKPQLMDE
ALPQVAGFADGQTLFVSIAAGKTLGYFAAHLGAGAPVVRSIPNTPAAVGRGITALIGNDTVDEAGLALAETLLSAVGQTV
RLDDESQMDAVTAVSGSGPAYVFHLIETLAKAGEAAGLPPDMAMKLARATVAGAGQLAEEAAEDPAQLRINVTSPGGTTA
AALAVLMDPETGFPPLLEKAVAAATARGKELGA
>ANB37947.1 tRNA-binding protein [Rhodovulum sulfidophilum]SNK001
MSEISFDDFLKVDIRVGRITRAEPYPEARKPAIKLWVDFGPEIGEKKSSAQITAHYTPEDLPGRRVLGVVNFPPRQIGKV
RSEVLVLGLPDENGEVVLIVPDKDVPLGGRMF
>ANB37948.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MARILVTRPMPERVVEAVRTLGETEIRQSTLPLSPDELRAALTDYDIVLPTLGDAFSAGVFADVPAPRARLLANFGVGFN
HIDIAAARAAGVAVTNTPGAVTDATADIGMMLILMTCRRAGEGERLVRAGRWQGWHPTQMLGLHVTGRTVGILGMGNIGQ
AIARRCHFGFGMEVLYHTRSPKALDFPARALGSPEALAAEADILVSAVPGGAGTRHLIGANVLAAMKPTAHLVNISRGEV
VDEAALIAALEAGKIAGAGLDVYEFEPEVPEALRSRENVTLLPHLGTATLEVRTAMGLMAVENIRAHLDGRPLPDPVG
>ANB37949.1 phosphotyrosine protein phosphatase [Rhodovulum sulfidophilum]SNK001
MTTRILFVCLGNICRSPTAHGVFQTLALAEGLDIEVESAGTGGWHVGDPPDPRAIRAAAGRGYDLTRLRACQVKAADFAT
YDLILAMDRSNLTALERMRPIDSETPVRLFLDFADTPRDEVPDPYYDGSFDLVLDLVEDASRGLIRHLAG
>ANB37950.1 NAD-dependent protein deacylase [Rhodovulum sulfidophilum]SNK001
MTKIVILTGAGISAESGLGTFRDVDGLWTRYDLNDVATPEGFARDPGLVMEFYNARRRNAAEAAPNPAHLALARLEAALP
PGSVRIVTQNVDDLHERAGSRAVWHMHGELARARCASCGAGWPAPAEMRVADACPSCGVAATRPDIVWFGEMPYRMEEIW
EALRAADLFVSIGTSGSVYPAAAFVQDAARAGAETLELNLEPSEIARDFDRGLHGPASEIVPVWVEEYLGARR
>ANB37951.1 copper-binding protein [Rhodovulum sulfidophilum]SNK001
MSLKTTLYASLIALAPALPAIAGDIAVEGAYARASSAMAQSGAAFMTLVNTGAEDDRLIAAASDAAERVELHTHVSDANG
VMRMIEVEDGFPVPAHGHHDLRRGGDHVMLLGLTRPLTEGDIVGLTLTFEKAGTVEVDAPVESVRSSMGNETDMPMKGHM
AH
>ANB37952.1 hypothetical protein A6024_08500 [Rhodovulum sulfidophilum]SNK001
MTGFRSLIGICLALLLALTSLSLAAARAAPRPVDRIVLCTGFGLQAVEVDASGHPTGPPHICPDGIAALAALAPAPPALP
VRLLRARPLGHRDRRRAACGRRPPQPRSRAPPGRID
>ANB37953.1 50S ribosomal protein L28 [Rhodovulum sulfidophilum]SNK001
MSRVCELTGKGPMTGNNVSHAHNKTRRRFLPNLNEVTLISDVLGRSFKFRVSAAGLRTVDHRGGLDNFLAKASEAELSDK
ALKVKKDIEKARATA
>ANB37954.1 glutamine amidotransferase [Rhodovulum sulfidophilum]SNK001
MKPFLILQLRPEAEAADDEYAAFLRKGGIAPENAHRLRLDCEPLPADLSLDAFSGVIVGGGPGCVSDPEAAKSATDRRIE
AAILGLLPDITARDIPFLGCCYGIGLLAHHLGAPVARGRFAEPVGTTTCRLTEAGRTEPLTRGLPETFPAFVGHKEAVEA
LPPGCAHLLASDTCPFQMIRHGANVYATQFHPEADSAGFELRIRIYRDRGYFPPEAADDLIALCRARKVDIPETILARFV
ARHASP
>ANB37955.1 ATPase/protein kinase [Rhodovulum sulfidophilum]SNK001
MTPDELAPRIKSGERRALARAITLIESGREDHRAQAQELLGLLTDAPGQALRIGLSGTPGVGKSTLIESFGRMLTDEGHK
VAVLAVDPSSARSGGSILGDKTRMERLSRDPNAFIRPSPSQSALGGVARRTREAVALCEAAGFGIVLIETVGVGQSETMV
AEMTDLFVLLMAPAGGDELQGVKRGIMEMADLILVNKADGDLKPAAERTRADYAGALHLLRRRPQDPEGFPKAVAVSAVE
ERGLREAWEDMQALADWRREHGHFDARRAAQARYWFAEEVRRGLLARLDRDPAMRARMADLGAKVAGGELTVAHASTEML
TALGVSA
>ANB37956.1 ATP-dependent helicase HrpB [Rhodovulum sulfidophilum]SNK001
MTQLPIDAVLPDLTAALARAGRAVLQAPPGAGKTTRVPLAMLEAGLTGGRIVMLEPRRLAARAAAERMAEALGEPVGQTV
GYRIRGEARVGRATRIEVVTEGILTRMIQSDPGLEGIGAILFDEFHERSLTADLGLALAWEVRSALREDLILVVMSATLD
AEPVAALMEDAPVVSSEGRSFPVTTRWLPRPLPKGTRLPAATADLVVEAAAETAGGLLVFLPGEGEIRRCAAALEGRLPE
DCRIRPLYGALPFAEQRAAILPAREGRKVVLATSIAETSLTIEDVRVVVDAGRARRSRFDPNSGMARLVTERVTRAEADQ
RRGRAGRVAEGVCYRLWSKGEDGALAAYPPAEIEAGDLAGLALELAAWGASGPGDLAFLTPPNPGAFAEARALLAGLGAL
DAAGRITGHGRALAALPLHPRLGHMLLAAGRQAAPLAALLSERDPLRGAGADLALRLRCLSDPKAPSPVPPDRGALARIR
TEAKRLAGRAPGAPRPMSPGEMAALAYPDRVGLRRRGTAPRFVLSGGKGAVLDEADPLAGQRLIVALDLDGDAREAKVRL
AAPLSEAELRAVHGAAIAWTDTCEWSRRESRVTARRQERFGALALDDRSWPDPPPETVARAMLEGVRALGLPWSDAARRF
RARVELLRAEGAELPDFSDAGLMAGLEDWLLPHLGGVRSAEDLKRLDLLPALTARLDWEARQSVDRLAPPAFETPLGRKI
PIDYGAEAPGIELRLQELFGVTEHPTVGPNRLPLRITLLSPAGRPVQVTLDLPGFWATSYADVRKDMRGRYPRHPWPEDP
TAAAPTLRAKRRS
>ANB37957.1 ornithine carbamoyltransferase [Rhodovulum sulfidophilum]SNK001
MTHFLDIDSTAPSDLRAILDCAHAMKQARAGRTKATPDDGRPLDGRMVALIFEKPSTRTRISFDVGVRQMGGQSMVLSGK
DMQLGHGETIADTARVLSRYVDLIMIRTFEEATLQEMADHATVPVINGLTNRTHPCQIMADLLTFEEHRGPIAGRKMVWS
GDGNNVCASFIQAAGQFGFDLTFTGPQPLDPEPVFVEAARAKGADIVIERDPLKAVEGADLVVTDTWVSMHDPQSARERR
HNQLRPYQVNERLMAAAKPDALFMHCLPAHRDEEATNAVMDGPHSVVFDEAENRLHAQKAIMRHCLGV
>ANB37958.1 acetylornithine transaminase [Rhodovulum sulfidophilum]SNK001
MVPSVLPIYNRAPLSFETGEGSWLVATDGTRYLDFGAGIAVNALGHANPALVAALTAQANRIWHLSNLYHIPEQEALADA
LVEKTFADTVFFTNSGTEACELAVKMARKYWYEKGQPERVNIVTFSGAFHGRSSAAIAAVGTEKMTKGFGPLLPGFIHLP
FGAHGSVLQNAIDETVAAIMVEPVQGEGGLRPLPDPCLKGLRDLCDETGTLLIYDEVQCGMGRTGKLFAHEWAGAAPDIM
MIAKGIGGGFPLGAVLATEAAASGMSAGTHGSTYGGNPLACAVGKTVIDIISDPAFLDEVNRKAGLLRQRLEGLVASHPE
VFEAVRGSGLMLGLKCRAANTDVVQAGYDQHLLTVPAGDNVVRILPPLTISDEEIAEAVARLDAAATAVAAKEARA
>ANB37959.1 hypothetical protein A6024_08535 [Rhodovulum sulfidophilum]SNK001
MRFPNKRKRQAPRERRSVTGARARGPAAAPAREAEPHDPAPEARTRTRLPHAIARTRVADADGRTRPTRPGDAATDRLDR
AGFSR
>ANB37960.1 methylmalonyl-CoA epimerase [Rhodovulum sulfidophilum]SNK001
MIGRLNHVAIAVPDLEAASAQYAETLGAKVGAPQDEPDHGVTVVFIELPNTKIELLFPLGEASPIKGFLDKNPSGGIHHI
CYEVEDILAARDRLKDQGARVLGSGEPKIGAHGKPVLFLHPKDFNGTLIELEQV
>ANB37961.1 glycerol-3-phosphate acyltransferase [Rhodovulum sulfidophilum]SNK001
MPMIDTPLLLLALFGLCGYLLGAVPFGIVMARLFGLGDLRKIGSGNIGATNVLRTGNKLAAFLTLVLDAGKGGIAVLIAR
ALAGEDAAQIAGGAAFLGHLFPVYLGFRGGKGVATFLGTLLALAWPVGIAACATWAAFAAAFRYSSLSALAAAALAPVWA
ILLGRGETVLLGAVLAVLIFIRHHANIRRLLTGTEPKIGRKTG
>ANB37962.1 dihydroorotase [Rhodovulum sulfidophilum]SNK001
MRTVFSNARLIDPEAGTDSTGWLLTGGGTVLDKGHDAPPDCDQVIDCKGACLAPGIVDIGVKVCEPGERHKESFRSAGLA
AAAGGVTTMVIRPDTLPAIDTPEVLEFVSRRAREVSPVRIKPMAALTKGRAGREMVEIGFLLDAGAVAFTDGDHVVTDSK
VLSRAMSYARSLGALVMAHPQDPGLSAGAAATSGKFASLRGLPSVPALAERMGFDRDMGLVELTGVRYHADQITTARALP
ALDRAKANGRDVTAGVSIHHLTLNEFDVGDYRTFFKVKPPLRAETDRVALVEAVASGLIDVISSMHTPQDEESKRLPYEE
AASGAVALETLLPAAMRLYHAGAITLPQLWRALALNPSTRLGLPTGRLARGAPADLVLFDPDAPFVLDRFALKSKSKNTP
FDGARMEGRVLGTWVAGTRVHGGD
>ANB37963.1 hypothetical protein A6024_08560 [Rhodovulum sulfidophilum]SNK001
MFDPKTEAPLEDGETVQIQFRADRGAYLKAHAIIAVLAGIGATVLLAATGNPYPWAGIVAAVLAIAVRGAFLMSDELGTR
WVLTDRALLGPGGRRVRLSSIARVRTIGAATQVITLGGDKHLIKFLADPAGVKTRIEAARMAAGGPEA
>ANB37964.1 aspartate carbamoyltransferase catalytic subunit [Rhodovulum sulfidophilum]SNK001
MEFRARHLLGIEHLSPWDIRIILDLAESYVDLSRGATKHADVLAGLTQINMFFEASTRTQSSFEIAGKRLGADVMNMAMQ
ASSIKKGETLIDTALTLNAMHPDLLVVRHPHSGAVDLLAQKVNCAVINAGDGRHEHPTQALLDALTIRRAKGRIQRLTVA
ICGDIAHSRVARSNLLLLGKMENRVRLIGPPTLIPSGAADLGVEIYDDMKEGLEGADVVMMLRLQKERMDGGFIPSEREY
YHRFGLDAEKLAYAREDAIVMHPGPMNRGVEIDGTLADDINRSVIQDQVEMGVAVRMACMDLLARNLRAAGEAAHV
>ANB37965.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]SNK001
MDPALTPHDALALLAWQVDLGATEAICETPVNRYEEVRPAPAPAPAAAARPGPSAPVPPARPAAVDPVAVAQGAAAAATD
LEGLAAAMAAYELCELKKGARNLVFSDGNPKARVMVIGEAPGRDEDLQGKPFVGRAGHLLDLMFAQIGLGRGDPAAERAL
YITNVLPWRPPQNRDPEAGEVAMMLPFLERHVDLVDPDILVLMGNHSCGALLGRKGITRLRGRWVEALGRPALPMFHPAY
LLRTQLAKRDAWHDLLMLQARLRGG
>ANB37966.1 threonine transporter RhtB [Rhodovulum sulfidophilum]SNK001
MGPVDLLTLAAFVPAALALNLTPGADMMFCLGQGLRGGPRAALAADLGIALGGFVHVTLAGLGLGAVVAAVPGAFEAIRW
AGVAYLLWLAWRAVRQGALAPDLPAVSPRRAFREGLTVNLTNPKVILFVLAFLPQFVVVERGAVLAQFLILGAVLSLGGL
LVNGAVGLFAGQARRLLGGSRAVQRGLGLVSATIFTALAVRLALLQKG
>ANB37967.1 molybdenum cofactor biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MAGIDDSKAFVPVRIAVLTVSDTRSLDEDRSGKTLADRIAAAGHVLADRRILRDERAEIAEQLRAWCADPEIDVVISTGG
TGLTGRDVTVEAHRDVYEKEIEAFGTLFTLVSYGKIGTSAVQSRATGGVAQGTYLFALPGSTGACKDAWDEILVHQLDYR
HPPCNFVEIFPRLDEHRRRK
>ANB37968.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SNK001
MRFLRRSLTGLFLLALTLGLLAYAAATLRSAIDARLAARPKAPPSAERVFSVNVIPLHPRTVTPELTAFGEIRSRRSLEL
RAEASGRVVYLHPAFEEGGRVAAGDLLLRVDPADATSARDLARADLSQSEAELRDAEKRLELAHDELAATELQAGLRQKA
LGRQKDLRGRGVGTDAAVEEAELTAAAADQAVVSRRQALAQAEIGLETATTALARARIALADAERALADTELRAAFSGTL
IDVSLVEGGLVGANERVADLIDVSELEAGVRVSTAEFSRLLDDGGALRPLPVTVTLDVYGANLTARGVLSRESGAVPEDQ
VGRLVYARLEAAPGFRPGDFVTLRVEEPALDDVMVLPASALDAAGEILVLDAGDRLVSVPVTLLRREGDRVIIRAPELAG
HEAVAERSPLLGAGIKVRPLRPGAAAETEAATEATVELSPERRAALIAFVETSPALPQEARARIRAQLDRPLVPAQLVER
LETRMGG
>ANB37969.1 acriflavine resistance protein B [Rhodovulum sulfidophilum]SNK001
MPGRVASAAGGLLSYFTRHRTAANLLLLLLIVAGLFSAPRMRAQFFPDVIVETVSVSVIWEGAGPEEVDAGIVQLLEPEL
RAVEGVEETTSQSLEGLATITLDFEPGWDMARATNDVQAAVDAETDLPEETEEPEVTRGAWRDRVTDVVITGPVAVDQLG
RLTDELVDRLFAAGITRTTIRGLAAPETLVEVPSIELMRHDITMAEIAAVLAAEAETAPAGDVSGGNTRVRTGVEKRSAA
SIAGVVLRSYPDGSKLTVGDLAHVRVEGADRERAYFVGPHPAISLRVDRSDRGDAIEMEAGVRAVVAGMTPSLPEGVRID
LIQTQADYIAGRLDILLGNGLMGLGLVLGLLFLFLNARTAFWVAAGIPVAMLATAALMFAAGLTINMISLFALIITLGIV
VDDAIVVGEHADFRARHLGEPPVLAAENAARRMAAPVFSATLTTIVAFYALVVIGGRMGHLIADIPFTVIAVLTASLLEC
FLILPNHMVHALAHSAREHWYDWPSRQFNRGFRRFREGPFRRLMRLVIRGRYPVMAGCLLLLAVQVAAVIRGDVPWRFFN
APEERSVSGNFMMLSGAERADTAAMMAELQRAAAAVGARYAARYGTDPVTYALAEMGGNAGRGLAGAEIKDPDLLGAISL
ELIDADARPYSSFDFVRALQDEVRPHPKVESLSFRSWRAGPGGDALDVEFFGAEARVLKAAAERLKTELSRFGEVSALED
SLAYDKEEAVLDLTAQGTALGFTIEDLGRVLRHRINGIEAATYPEGPRSATIRVELPEAELTADFLDRLQVRSPQGVYLP
LADLVTVERRTGFSSVRRENGLRVVTVTGDLSEDDPARAAEISAELKDAILPGIERDLGVSWRLGGLSEQERDFLADARL
GFGLCLVGIYLVLAWIFSSWSRPLAVMAIVPFGLVGAIWGHAHWDVPLSMFTVVGLIGMTGIIINDSIVLVGTVDEYAER
RALVPAIVDAAADRLRPVLLTTLTTVLGLAPLLFETSQQAQFLKPTVITLVYGLGFGVGLVLLVVPSLLAIGQDVGQALR
ALRRALGRRGRRALPVPAVIALALAAVFAATLLPVLATGRLPAILLAVLPPLGAVSAAAAGLILFLAGGGLVALAAWALS
RPSRLPGAPDR
>ANB37970.1 hypothetical protein A6024_08600 [Rhodovulum sulfidophilum]SNK001
MQLGGKLLIAMPGMGDPRFERSVVYLCAHSDEGAMGLIVNKPLSEISFSDLLDQLEIVRSPESQDIRVHFGGPVEHARGF
VLHSGDYRTNRDTTLRVDSEFGMTATLDILEAIAQGDGPAESLLALGYAGWGPGQLEGEILQNGWLTCDAKPGLVFDGAD
ALKWERALRAMGIDPLVLSSAAGRA
>ANB37971.1 translation factor Sua5 [Rhodovulum sulfidophilum]SNK001
MSAELLRPDTEGLARAATLLAEGRLVALPTETVYGLGADARNDRAVAQIFEAKGRPRFNPLIVHLPDLAAARHLAVFSDA
ALRLAEAFWPGALTLVLPLRPGHGLSPLVSAGLPTVALRVPDHPVAQGVLSAFGGPVAAPSANVSGAVSPTRSDHVIEGL
GQRIAAVVEGGACPVGVESTILGLSADDGAAPVLLRPGGLPTEAIEACLGQPLAVRDESAAISAPGQLGSHYAPGARVVL
NAATPPEQGLWLGFGPDCPGAALNLSPSGDLVEAAAALFHALRQLDARAAPSEVIAVAPIPEKGLGRAINDRLRRAAAPR
PDQSAP
>ANB37972.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAYRAPVAEFRFILEHVAGLPDVVATERFAEATDDVTAAILDGAGRLCDEVLAPLQRPGDLHPARLENGVVRTSPGYAEG
YRAIAEGGWVALSAPPEHGGMGLPTALSTAVNDMMSGACLSLQLNPLLTQGQIEALCHHASDEIQALYLPRLIAGDWSGT
MNLTEAQAGSDVGALKTRAVPNGDGTYAVTGQKVYITWGDADFMENVIHLVLARLPDAPEGTRGISLFLVPRNLPDADGR
PGVANGVKVVSLEHKLGLHGSPTALMEFDGATGWMVGAPNKGMAGMFTMMNNARLGVGAQGVGVAEAAFQQALAYAGERR
QGPTPMGDGPIIGHADVRRMLAGMKAEIFAARAIALSCAVAADMAEASGEPDWAARAAFLTPIIKAWGTEVGMEVAQQGV
QVHGGMGFIEETGAAQYLRDVRVTAIYEGTNGIQAMDLVGRKLGDGGEAAWRLLEEVEQTAEAAREAFPDLAGDLWTAAE
ALREATEWMLTREMTDRFAGAVPFLRAWARVLGAHLHLKAALAEGGEGPRSALARVFIRRMLPEHASALAAARAGAGDLY
ELSDAALSA
>ANB37973.1 MBL fold hydrolase [Rhodovulum sulfidophilum]SNK001
MRDGRFAPVRTPFDLPPEEGEAVEIAEGVLWMRLPLPSPLKHVNVFALDEGQGWTLVDTGLSTGRSRGIWAALLAGPLGG
RPVERVILTHHHPDHVGLAGWFQAEAGAELWTSRTAWLFARMLTLDEQPRPRPETLDFYRGAGMDPALLAERAAERPFNF
ADVVAPMPLGFRALAEGDRIRAGGRDWDVRLGDGHAPDHVTLWSRDDGLVIGGDQLLSSISPNLGVYATEPLNDPVAGWL
DSCTRLAAHAREDHLVLPGHKLPFTGLPTRLVQLIENHHGALARLLEALAEERTACDCFGVLYRREIGTAEYGLALAEAV
GHLNHLYLTGRATRRRRPDGAWLYRRSGAA
>ANB37974.1 hypothetical protein A6024_08620 [Rhodovulum sulfidophilum]SNK001
MFRFLIACLLPLFLLGCGAQPVWAPDEDVARAAYRDKAPPSITLYTMVNNRSGAGGHSALLINASQRVIFDPAGSWWHRL
APERNDVIYGITPTMLDFYIDYHARETYHVVEQTLQVSPELAEQALRIVEGYGAVPKAMCARSTSDVLNRLPGFESIPHT
LRPIKVMEAFGKLPGVTTRKIYDDDPDEHEELLREQQRARFDKLVEGIAEGR
>ANB37975.1 hypothetical protein A6024_08625 [Rhodovulum sulfidophilum]SNK001
MDWSIAETWAIIVALGIGTFLLRFSFLGAMGGRQLPDWLLRHLRYTPVAVLPALVAPAVAWPEATGGDPDPARLAAAFVT
VAVGWWRKSVIAAICAGAATLYAMLFLLG
>ANB37976.1 branched-chain amino acid transporter AzlC [Rhodovulum sulfidophilum]SNK001
MPASTRKSAYLTGLTQGTPFLLIIVPFALLFGVVATEAGLALPEVMGFSVVVVAGAAQFSAVQLMAENAHAAVIILTALA
VNMRMAMYSASLTPYLGPAPLWQRALVAYSLFDQTYAVAHARYEARPEMGVAERIAFYAGAATPLLPTWYGMTLVGALVG
RSIPPEFALDFALPITFLAMVAPALRTPAHVAAAGSSVALALVFAGLPYNLGLMIAAVAGMAVGAEIERRMGAR
>ANB37977.1 hypothetical protein A6024_08635 [Rhodovulum sulfidophilum]SNK001
MRIFGTILAGGQGRRLGGVDKALLRLGGETLLERAAGRLGPQVERLALSANGPEAAYRAAGLAREDAVLPDPPPGDLGPL
AGVLAGLDWAGAGGADWLVTAAVDTPFLPCDLVPRLLLAVETAGTAGMAMAASGGRRHPTAALWPVALRDELAAELAGGL
RKLGAFGAARGAALAEFATGPGPDPFFNINTAEDLAAAGAALR
>ANB37978.1 hypothetical protein A6024_08640 [Rhodovulum sulfidophilum]SNK001
MRIFWRANAVPGFARHRRVEHVLRDRGGPGRAVKSVWQLYGAGAVGSQVLVGLPMLHRLAQRFGADLAVWPFDTEEAPLT
LAEIYPAMIGPEVAEALAARPGQIPDEVQVRLMAGAVLAAEDTDALLGVPSVPDLAEEGWILGTAAPGLLRAGAALSRTC
R
>ANB37979.1 hypothetical protein A6024_08645 [Rhodovulum sulfidophilum]SNK001
MAEKDTKKPFDIGLLAAGRRGGLSRIEIGAGLLSLVWLGLSVAVLAGSDTAGEDGALGTVVAVLAVTMPVGLIWVVAQGA
RAARTLREEAARLQAAADALRLAYLHQQQGPGPDSRPSMEKRIEDLARAQRETQDAIATFATRRDRATETADAPVSVEAQ
PPGAPAARPARTASDPQPSLALDGPVEDVPPLTTEEFVRALNFPENTADRAGFRALRRALDDRIAAKLVRSAQDILTLLS
EEGIYMDDLQPDRARPEIWRRFAQGERGLPVSALGGVRDRSCLALTAARMKKDPIFRDVAHHFLRQFDRILVEFEQAASD
QDLNDLAETRTARAFMLLGRVTGMFG
>ANB37980.1 transcription elongation factor GreA [Rhodovulum sulfidophilum]SNK001
MEKIPMTRAGCTALDEELKTLKSVERPAVIRAISEAREHGDLSENAEYHAAREKQSFIEGRIKEIEGLLSRAEVIDPAKL
SGPIKFGATVTLADEDTDEEKTYQIVGEAEADIEKCLLNIKSPLARALIGKEEGDSVEVRTPGGERSYEVLSIRYI
>ANB37981.1 electron transfer flavoprotein-ubiquinone oxidoreductase [Rhodovulum sulfidophilum]SNK001
MAEIERESMEYDVVIVGAGPSGLSAAIRLKELDPELSVVVLEKGSEVGAHILSGAVLDPIGLKALFPDWKDRGAPVNVPV
KEDNFVFLGKSGNLRFPNWLMPPLMSNHGKYIVSMGNVCRWLAEQAEALGVEIFPGMACSELVWGEDGAVRGVVAGEFGR
QADGTPGPNYEPGMELHGKYVFIAEGVRGSLAKQIIARHELSKDRDPQKYGLGMKEVWEIDPKKHRLGTVTHTMGWPLNG
NGGGGSFIYHAENNQIYIGFVVHLNYRNPHLAPYMEFQRFKHHPMVAELLEGGKRVAYGARAISEGGYQSIPQAAFPGGV
LLGCSAGLVNVPRIKGNHNAMMSGIEAAKAAVAAIKAGRAGDVLSDYDEALHAGDIARDLKKVRNVKPLWSKYGGFLATM
LGGFDMWVAHLTGWNPLGTIHHDKTDAAATGKAADFPKIDYPKPDGKISFDRLTNVAFSFTNHEESQPCHLRLTDPDVPV
RVNLPDYAEPAQRYCPAGVYEVVDEGQDARFVINFQNCVHCKTCDIKDPSQNITWVTPQGGDGPNYPNM
>ANB37982.1 hypothetical protein A6024_08660 [Rhodovulum sulfidophilum]SNK001
MANSLPRLAALAALGLAALTPAAPAHADQGVSGAYLAARQASFLSDYRAAAVYFTEALAADPANPRLLENAMTAFVGLGE
VEKAVPVARRIATQGNPDQLASLVLMADQIRQGQYDRVLADFEAGRRTAPLVDGLIRAWALFGQGRMGDALEAFDAAAAQ
TGLKAFGLYHKALALAAVGDFEGADRIFSGEAEGPLRATRRGVLAHVEVLSQLERNDDAIELIDAAFGSEADPGVAEIRA
RLAEGDVLPFDAIDGAAGGAAEVFFTVASALNGDALDGYTLLYARLAQFLAPGNSDAILLAAGLLEAQDRYELATEAYAA
VPADDPAFYAAELGRAEAMRHAGDAEGAVETLRGLADTYPDIAIVQVTLGDALRGQERFDEALQAYDAAIALFDETARGQ
WIVYYARGISYERLGRWPEAEADFRKALELEPDQPQVLNYLGYSYLEMNTNLDEAMTMIERAVAARPDDGYITDSLGWGL
YRLGRYSEAVPHMERATALMPVDPVINDHLGDVYWAVGRKVEARFQWHRALSFGPEEAEAERIRRKLEVGLDTVLKEEGA
PPLRAANDG
>ANB37983.1 4-(cytidine 5'-diphospho)-2-C-methyl-D-erythritol kinase [Rhodovulum sulfidophilum]SNK001
MTVEAFAPAKINLTLHVTGQREDGYHLLDSLVVFADIGDRLRLDPAEDISLSVTGPRAEGVPVDGRNLVLKAAALFGPGQ
GARVRLDKRLPAAAGIGGGSSDAAAALRGLAALWGCDLPGAEAVLSLGADVPVCLAPGPVRMRGVGEEILPAPALPEFGI
LLVNPGVEVPTPAVFRGLSRKTNAPMPDLPGWGSASGLADWLAGQRNDLEPPARAEAPVIGEVLAAIAATPGCLLARMSG
SGATCFGIYADRAAAERAAVLLHETRPDWWAEAGAPYSL
>ANB37984.1 farnesyltranstransferase [Rhodovulum sulfidophilum]SNK001
MGLDTAVTKPHERLAALLTEEMAAVDRLIRERMTSEYAPRIDEVAAHLVGAGGKRLRPMLTIAAARMCGYDGPYHIYLAG
TVEFIHTATLLHDDVVDESGQRRGRPTANLLWDNKSSVLVGDYLFARSFQLMVAPGNMRVLDILSNAAAVIAEGEVLQLT
AAQDLGTTEEIYLKVVRGKTAALFAAATEVGGVIAGMPEEQVKALHTYGDALGVGFQIVDDLLDVAGDAASTGKNIGDDF
RERKLTLPIIKTIAKADDTERTFWARTIEKGDQRDGDLEHALELMAKHGAIEATRQEALAWTARAKEALSLLPEHEIRDM
LSDLADYVVARIS
>ANB37985.1 hypothetical protein A6024_08680 [Rhodovulum sulfidophilum]SNK001
MKELVRTNDPTVIAYASALLQGEEIDCFHMDVHMSVLEGSLGVLPRRIMVADRDLFRARAVLRDNGIPCGDEG
>ANB37986.1 methyltransferase [Rhodovulum sulfidophilum]SNK001
MRAEPMTALRQDRFLGGRLALWQPVAGYRAGIDAVLLAAATPARAGQGVLELGCGAGVASLCLAARVPGLSLTGVELQPA
YAALAGRNAAETGLPLEVVTADLTALPPGVKARSYDHVIMNPPYFRRDCGSAAPDPGRETAMGEATPLADWVAVAARRLR
PGGRLTAIQRAERLPELLCAAAAAFGAIELLPLAPRPGRAAKLVLLAARKGRHGPFRLHPPLVLHEGAAHLGDGDSYTAE
LTDILRNGAALSWPG
>ANB37987.1 hypothetical protein A6024_08690 [Rhodovulum sulfidophilum]SNK001
MTRPRATATGFIAVLLWALLALFTVGSAPVPPLQLNAICFAIGGTLGLVWVLARGEAALLRQISWKVYVFGTVGLFGYHA
LYFSALRLAPAAEAGLIAYLWPLLIVLMSGLLPGERLRPAHVLGALAGFAGAALIVARGAMTGFEAAALPGYGLALLCAL
TWSSYSVLSRRLGTVPTASVAVFCLATAALSWPLHLIFEETVWPQAAQGWLSVAALGLGPVGLAFYVWDIGVKRGDIQLL
GVASYAAPLLSTLVLVGAGVAVPTPTLFAAALLITGGAALAARASRRAADQA
>ANB37988.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]SNK001
MARVALVTGGTRGIGEAISKALKAAGYTVAATYGGNDEAAKKFTDETGISTYKWSVADYEASKEGLAKVEADLGPIDVVV
ANAGITRDAPFHKMTPTQWQEVIDTNLTGVFNTVHPIWPGMRERKFGRVIVISSINGQKGQFGQVNYAATKAGDLGIVKS
LAQEGARSGITANAICPGYIATEMVMAVPEKVREAIISQIPTGRLGEPEEIARCVAFLASDDAGFINGSTISANGAQFFV
>ANB37989.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTNVVIVSAARTAVGSFNGAFATVPAHELGRTMLEALVARAGIDKSDISETILGQVLTAGQGQNPARQAHVNAGFPIESA
AWSINQVCGSGLRSVALAAQHIQLGDAAIIAAGGQENMTLSPHVAHLRAGHKMGDVKFIDSMIRDGLWDAFNGYHMGQTA
ENVAEQWQISRDMQDEFALASQNKAEAAQKDGKFTDEIVPVTVKGRKGDTIVEADEYIRHGATLESMQKLRPAFAKDGSV
TAGNASGINDGAAGVLLMTADEAEKRGLEPLARIASYATAGVDPSIMGTGPIPASRKALEKAGWKVEDLDLVEANEAFAA
QACAVNKDMGWDPAIVNVNGGAIAIGHPIGASGARILNTLLFEMKRRDAAKGLATLCIGGGMGVAMCLERP
>ANB37990.1 diguanylate phosphodiesterase [Rhodovulum sulfidophilum]SNK001
MPDDSHENDVGSTEGAENPLPGAGAEDDRNVMEMVRAALRRRDMVLAFQPVVQNMENGKIAFYEGLIRILDRGGRIIPAA
EFIETVEPTELGRRIDCLALEMGLAALADCPDLRLAINMSARSIGHPPWIRTLNRAIETDPTLAERLILEITESSAMVTP
GLVIAFMRELQAKGIAFALDDFGTGYTAIRYLREFYFDILKIDGQFIRGIADDPDNQVLTSALIAIARHFDMFTVAENVE
TARDAAWLAAAGIDCMQGYAFGAPTLIPPWRAQPRRRTA
>ANB37991.1 DNA-3-methyladenine glycosylase [Rhodovulum sulfidophilum]SNK001
MAERCGWCGSEPIYVTYHDTEWGVPEYDSRALFEKLILDGFQAGLSWLTILRKREGFRAAFAGFDPEAIAGWGEADVARL
LADPGIVRHRGKIEGAIGNARAWCEIEAREGFSDYLWRFVDGAPLQNDFASMAEVPAQTPRSQAMSKALKADGFKFCGPT
IAYAFMQAVGMVNDHVLTCPRHAEVAALG
>ANB37992.1 hypothetical protein A6024_08725 [Rhodovulum sulfidophilum]SNK001
MTCGARLAALLALLALSACARPHGGVAVSNEGDVSGAVSAGGVAVGAGPDGARASARVVDTGTTAVRVGTDGASVGLRPR
GAPVRVILGTGGVGLGF
>ANB37993.1 hypothetical protein A6024_08730 [Rhodovulum sulfidophilum]SNK001
MDSDRILRRGGLAACALSLLVALGGCGIDGKPERPQPAPSEPGVSVSGTAEFGVVGGNRP
>ANB37994.1 K+-transporting ATPase, A chain [Rhodovulum sulfidophilum]SNK001
MKYLRYVFLALAIWGAIHPMFYFMRWILANDWDWGGMIDAWYVNDSATGLTWDLTISAIALTLWIVIDSARRRDALGLVC
IPLTFGIGLSCGLPLYIFLRSRPSQVV
>ANB37995.1 diaminopimelate decarboxylase [Rhodovulum sulfidophilum]SNK001
MDHFLYRDGTLHAEDVPLSEIAAAVGTPFYCYSVATLTRHFRLFDEALAGTDHLVCYAMKANSNLAVLKLMGDLGAGIDV
VSGGEYRKARAAGVPGERIVFSGVGKTREEMRLALEGGIRQFNVESEPEMAALDEVARSMGVVAPIAVRVNPDVDAKTHE
KIATGKSENKFGIPIARAREVYARAAAMPGLEVLGIDVHIGSQLTELAPFELAYGKIAELTRVLRADGHDIRRLDLGGGL
GIPYERSNSAPPLPVEYGAMIKRVLGDLDVEIEIEPGRLIAGNAGLLVSRVIYVKEGEGRTFLILDAAMNDLVRPSMYGA
HHDIVPLTEPAAGTGYAPHDVVGPVCETGDTFARARDLPPLAEGDLVAFRSAGAYGAVMASEYNTRPLVPEVLVGGDHFA
VIRQRPSFDEIINRDTIPEWL
>ANB37996.1 ATPase [Rhodovulum sulfidophilum]SNK001
MTDSTPRPDDTLAELRWPLRLTWAGLLAERLSRAFWPLASLVLLVAAALAFGAHDLLSPAAAFAIGGALLAALLGTLVYG
LRSFRRPGRAEALDRLDRSLPGRPLAALSDSQAIGAGDPASEAVWRAHVTRMAARARAARAVAPDLRLSSRDPYGLRHVA
LIAFTVALIFGSFLRVASVADLGKGGPALASGPSWEGWIEPPAYTAKPAIYLNDISDTRLAVPQGSRVTLRLYGEVGALD
VTETVSGREPGAEGAAAAPAGIDAMARSFEVIRDGRVEIDGSGGRSWQIVLSPDIRPEVRLTGEIDVTADGEMRQPFSAS
DDYGVTAGEATITLDLAAVERRYGLAAEPDPRAPLVLDLPMPISGDRRQFTETLVENLSQHPWAGLPVQLELAVEDALGQ
RGVSAPAGMVLPGRRFFDPLARAVVEQRQALLWARSNAREVAQVLRAISYRPDEIFRNESAYLQLRVAIRRLERAAPGLT
AETQAELAGALWDIAVLIEDGDLSDAAERLRRAQERLSEAMRNGASDAEIAQLMDELREATRDYMRQLAEQQQDEDRQQA
QNGEMQELTGDQLQQMLDRLQQLMEEGRMAEAQQLLQMLQQMMENMQVTQGPGGDSPGQQAMEGLAETLRDQQGLSDDAF
RDLQEQFNPGQQGQGEGEGREGEGEQDRADPGQGGEDGQQSLAERQEALRRELERQQQTLPGLGASPESEGTREALDRAG
RAMDEAERSLRDNDLAGALDDQARAMEALREGMRNLGEALAQNRQQRGEDGQGRGRADAGGERRDPLGRAPGSTGQVGTE
DSMLQGEDVYRRARDLLDEIRRRSGEQNRPDLELDYLRRLLERF
>ANB37997.1 hypothetical protein A6024_08750 [Rhodovulum sulfidophilum]SNK001
MKIVDWNLEWMNRWFSGNTRPRWGSGELTPDEARICARKAAAVIDALAPDLLCLQEGPSAEAEMALFIDEFLSDADGPRY
EALIGSDGGAQKLYVLRRRGGLVRALERATDAATRALAEPWAADVNGDMLLEGYEFTRLPLVVDIDPVGGAPVRVVVLHT
KSKYVHRGAALWHDPARRQEFVVAALLARRRISAEGFRLRAYLDALVAEDPEARIVVTGDWNDGPGTDFFERSYLTHNVA
DIVLGSTFLPGLIFHHPLLAHVPAAALFTARFDDFVDEVTDRPLLLDHFAISPGLTPWVQAAGIGHDAYEAGLTGTGAAR
VERPSDHRPIWVEIGRPLTG
>ANB37998.1 D-amino acid aminotransferase [Rhodovulum sulfidophilum]SNK001
MTRTVYVNGDYLPETEARVSIFDRGFLFADGVYEVASVVGGKLLDFHAHAARLQRSLAELEMRSPVDMDALLQIHRELIA
KNDVDQGMVYMQITRGAPADRDFHFPDPDQVAPSLVMFTQSKEIIESKTAETGIKVISIDDLRWARRDIKTVQLLYASMA
KMAAEKAGADDAWMVEDGFVTEGSSNNAYIVKNGKIITRQLGTEILPGITRAAVLKFAAEAQMEIEERAFTIEEAKQADE
AFFTSASAFVMPVVSVDGVSLGDGLPGPVSRRLREIYIDEAVKTAI
>ANB37999.1 dipeptide epimerase [Rhodovulum sulfidophilum]SNK001
MQISVTPESFRLKEAFTISRGSRTEARVLTVRVASGGATGRGECVPYARYDETLDSVTAQIGALPPSPSRAALQELLPPG
AARNAVDCALWDLEAKEARTRVWDLAGLPAPGPEITAFTLSLDTPENMRAAAARNAHRPLLKIKLGTDADMPRLEAVRAG
APKARIIVDANEGWTAEVYADLAPHLVRLGVALVEQPLPAGQDDMLAEIARPLPVCADESCHDRASLPALKGKYDLVNIK
LDKTGGLTEALALKQQALAEGYGIMVGCMVGSSLAMAPAVLLAQGAAVTDLDGPLLLAEDRPEPLCFDEAGVHAPAAALW
G
>ANB38000.1 EBNA-1 nuclear protein [Rhodovulum sulfidophilum]SNK001
MIETPYLLFLGDAPDPLAAKVAQGIRDWRPENAVGQFRMDGCKADLKLPDLDLAAAKAEGAKTLVVGVANRGGVISPAWK
KVLVAALEEGFDLASGLHNLLCNEPDLAGVAEATGRTLHDVRIPTVAYPIANGKKRSGKRCLAVGTDCSVGKMYTALAMD
REMKARGLKSSFRATGQTGILITGEGVPLDAVIADFMAGAIEWLTPDNDDDHWDMIEGQGSLFHVSYSGVTMALIHGGQP
DALILSHEPTRTHMRGLPDYGLPSLETLRDTALGLARVANPKAEVVGISVNTAAMGEDEALSCLEGIEKRMGLPTVDPFR
QGAGRLADALDAI
>ANB38001.1 malyl-CoA lyase [Rhodovulum sulfidophilum]SNK001
MSFRIQPTPVSRPNRCQLFGPGSRPAIFEKMAASAADVINLDLEDSVAPDDKSSARANVIQAIGDIDWGRKTLSVRINGL
DTPYWYRDVVELLEQASDRLDLIMIPKVGCGADLYAVDALVTAVERATGRSKPLGFEVIIESAAGIAHVEEIAAASPRLQ
AMSLGAADFAASMGMQTTGIGGTQENYYMIREGAKYWSDPWHWAQTAIVAACRTHGVLPVDGPFGDFSDEEGFRAQALRS
ATLGMVGKWAIHPKQVALANEVFTPSGAAVDEAREILAAMEKAKAEGSGATVYKGRLVDIASIKQAEVIVRQAEMIAAG
>ANB38002.1 hypothetical protein A6024_08775 [Rhodovulum sulfidophilum]SNK001
MDNLDLLLALGAFALVASITPGPNNLMLMASGANFGLRRTLPHILGVALGFVAMIVLVGLGAMRAFEAWPMLRVLLTWFG
AAYLVWLAWKIARAAPPEPGAAPGRPMTFLQAAAFQWVNPKGWTMALAALTLYAPGQKPAAVLLVAGAFAAASVPSTGLW
TILGTRIRLLLSRPARLRLFNRAMALLLLASLVPVFLP
>ANB38003.1 acetyl-CoA carboxylase carboxyltransferase subunit alpha [Rhodovulum sulfidophilum]SNK001
MNYLEFEKPLAEIEGKAEELRALARANSEMDVAQEASALDRKAADMLKELYKNLTPWRKCQVARHPDRPHCKDYIEALFR
EYTPLAGDRNFAEDNAVMGGLARFNDQPVVVIGHEKGFDTKTRLERNFGMARPEGYRKAARLMDMADRFGLPVVTLVDTP
GAYPGKGAEQRGQSEAIARSTEKCLQIGVPLISIVIGEGGSGGAVAFATANKVAMLEHSVYSVISPEGCASILWKDAEKM
REAAEALRLTAQDLLKIGVIDRIIPEPIGGAQRSREETIERVGRNLATMLGELVGKEPAALVAERRRKFLDIGSKGLAA
>ANB38004.1 glycerol acyltransferase [Rhodovulum sulfidophilum]SNK001
MRSPLQYLRSLFFVGQMYLAMPVVGLLYLPLALASPRGATMAARHYCHWVRWTARWMVGLKSEVRGTPPEGEVLIAAKHQ
SFFDIILLVGSLPRPRFIMKKSLTWAPVLGWYALRIGCIPVDRGKRGQAIATMRRQVAEGRQMPGQLIIYPQGTRVAPGV
TRPYKIGAGVLYQQLGQPCVPAATNVGLFWPRTGIYRKPGLAVLEYLPPIAPAQPIDVFMAQLEETVETASDRLMAEAGF
TTGA
>ANB38005.1 cell division protein FtsE [Rhodovulum sulfidophilum]SNK001
MIELENVSHSYGGSDLLCDMSLRLAPASFHFLTGPSGAGKTTFLKICYAELQPSQGRMRLFGADLAGLDRDGVARMRRRI
GVVHQDCRFLDHLPLSENITLPLMAAGRDIAAEERNLSELMTWVGLKAQAGALPPQLSGGERQRAALARAVILSPDVILA
DEPTGNVDWEMSLRILQLLIELNRMGKTILIATHDLNLIRAAKTQVAARVLRIKDRQLHLAGADL
>ANB38006.1 hypothetical protein A6024_08805 [Rhodovulum sulfidophilum]SNK001
MAPGPEGADAPPRRGLDEDVLSILREEAEREQRAREEEATAETFSEQADLGLASPPPPVRAKAPEPAPSPEPEPDPAPAE
PSRGAARRDLLPDVEKITSTLSASTDRGAESIPPAASARNGLSGAFLVGFLVAVLVAAAALAAYLKAPAIAALNPVLEGQ
VAAYVETVDAARAWLAGLVPADPVDREPGR
>ANB38007.1 SulP family sulfate transporter [Rhodovulum sulfidophilum]SNK001
MIPASGPMQQFTPKLLTAMAEGYGLRAFRADLVAGLTVAVVALPLSLAIAIASGVPPDRGLITAIIGGFLVSALGGSRFQ
IGGPAGAFIVLVMATVQRHGLDGLALATFLSGIFLAAAGALRLGSFVKFIPYPVTVGFTAGIGVIILASQMRPFLGLTLD
GPEPGPFLEKIPALWAALPTLGPIDLAMGIGTFGFILVQRRYAPRFPGMLMAIALAGLTVWLFKLPVPTIGSAYGGIASS
LPAPHLPPLGLEKIRAVLPDALAFTLLGAIESLLSAVVADSMTGRRHRSNAELIGQGAANIASACFGGFCVTGTIARTAT
NVRAGAHGPVAGMIHSLALLGMVLLLAPLASAIPLAALAGVLVSVSLHMIDIRAIRTLARTARAEVVVLLATLAMTVLRD
LTEAIVTGLALGALVFLHRLAQMSGVDAMLDESDTESRPEDRGLNRQTVVLRLTGAYFFGSAPVIENVLDRIAARPRHLI
LDMADVPLLDMTGAHSLTGFARKALDQGMAVSLAGARPQHLQLLRAAGLPQGIHITADVAEARASADTA
>ANB38008.1 alkaline phosphatase [Rhodovulum sulfidophilum]SNK001
MDDATRTEIEAAAFRRLRRHLMEDRPEVQNIDLMTLAGFCRNCLSRWMAEAAAERGVAMTEAEAREDFYGMPYKDWKALH
QTEAGPEQKAAFEAAMAARPEPGKT
>ANB38009.1 N-formylglutamate amidohydrolase [Rhodovulum sulfidophilum]SNK001
MTEQPFETVGETRGGRWLVTCDHATNIVPPCVNGGSLGITPADMARHIAWDPGAAGVARALAERLDAPLVLSRFSRLVID
PNRSEDDPTLVMRLYDGTVIPANRAIDEAETDRRIRTFWRPYHTEVARLAARRSDTVLLAMHSFTPQLKGRPPRPWQIGI
LHAADDRLARPLIARLRAEGDLCVGENEPYGGHLPGDSVDRHAEAFGRPNVLVELRNDVIAAPADQAAWAARLAPILEAA
LADTGA
>ANB38010.1 pyruvate kinase [Rhodovulum sulfidophilum]SNK001
MRRLRNLKIVATLGPSSTDYATIRALFEAGADVFRLNMSHGTHDEIAQRHATIRKIEADTGRPIAILADLQGPKLRCGQF
ANGAAELEDGQIFRFDLDPAPGEAHRVQLPHKEIFDALEPGATLLVNDGKLRLRVKEHGPDFAECEVIVGGTISNRKGVN
VPDVVLPVAALSEKDREDLHFALDLGVDWVALSFVQRPEDVIEAREIVGTRAAILSKIEKPAAVKAFDDILEVSDGIMVA
RGDLGVELPVQSVPPIQKRLVRSCRAAAKPVIVATQMLESMIESPMPTRAEVSDVASAIYEGADAVMLSAESAAGRYPVE
AVKMMDNVAVEVESDPTYRSVIEASRQAERSSVADGIVSAAREIAETTDIKAICCFTESGTTALKTSRERPRVPIVALTP
FPATGRRLCLSWGINCYYNEKVERFKMAVVSAARAARQGGYGEGDDKIIVIAGLPFNLPGSTNILRVAPCEERLIFNLEP
E
>ANB38011.1 50S ribosomal protein L35 [Rhodovulum sulfidophilum]SNK001
MPKMKTKSSAKKRFKVTASGRVKAGQAGKRHGMIKRTTKFIRDARGTTMLSAPDEKLAKSYMPYSR
>ANB38012.1 50S ribosomal protein L20 [Rhodovulum sulfidophilum]SNK001
MSRVKGGTTTHARHKKVIKAAKGYYGRRGNAFRTATQAVDKANQYATRDRKQRKRNFRALWIQRINAAVRAHDESLTYSR
FINALAVAGIEVDRKVLADLAVNEPEAFGAIVEKAKAALA
>ANB38013.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTITLRQLSYFLALAEHRHFGRAAETVHVSQPALSVQIRELEAELGVQLVERQPRGVILTPAGHDLLRHARRVMQEVRAL
KDAARWQRGLGGRLSLGLIPTVAPYLLPVALPLIRAENLTLEIGVREARTDRLLADLDEGRLDAALLALPTGREDLVEAP
LFEDRFLLAGSARQIAALGAGAEGVRPDALDPDRLLLLDEGHCLADQALEVCGMKRDETRVDLGASSLATLCGLAAEGFG
LTFLPEIALRSERAASPALAVHRFAMPEPSRRLGLVRRRISREDGWFVALAAILTEAGERLTRVARDG
>ANB38014.1 lipoyl synthase [Rhodovulum sulfidophilum]SNK001
MRDLKNPAERHPEKARRPDTVQPKKPAWIRVRAPGGDGYRDTHRVIREHGLATVCEEAGCPNVGECWSQGHATMMIMGEI
CTRGCSFCNVATGRPDTLDIFEPGRVADAVQKLGLKHVVITSVDRDDLDDGGAEHFAQTIRAVRHRAPGTTIEVLTPDFL
KCGPDALETVVAARPDVFNHNLETVPGLYPEVRPGARYFHSLRLLQRVKEIDPSMFTKSGIMVGLGEDRQAVHQVMDDLR
AADVDFLTIGQYLQPTPKHHAVARFVTPEEFSAYEKAAYGKGFLMVSATPLTRSSYHAGDDFARMRMAREARLAQG
>ANB38015.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]SNK001
MAGSVNKVILIGNLGRDPEVRSFPSGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIYSEPLVRVAEQYLRKGSKVYV
EGQLETRKWQDQSGQDRYSTEVALRPYRSELTMLDGRDGGGGGGRGGDYGGGSGGGGYDQGGSRGGDYGGPQQPASDFDD
EIPF
>ANB38016.1 lytic transglycosylase [Rhodovulum sulfidophilum]SNK001
MKRQLAAIALAALAVSGAHPEPVLADTSVSSKSRLTLFRSQTRVLDGRAAQQYSNSVRLQPDRVRTPTQGMLLYSGRYRG
EFVDVARAAARRHGVPEDLFLRLVQQESGWNSRAVSHKGAIGLAQLMPETARRLGVDPTDPRQNLEGGARYLRRQFDRFR
SWRLALAAYNAGPAAVERHGGVPPYDETRTYVRRIWGS
>ANB38017.1 hypothetical protein A6024_08860 [Rhodovulum sulfidophilum]SNK001
MFSIEHDFDATVITLVDEGPEHLREDVTITAFEDCVTVEQLDPRTDRVQKITLSLAQLHELGAALDLPEGVYRIAFDPG
>ANB38018.1 hypothetical protein A6024_08865 [Rhodovulum sulfidophilum]SNK001
MSGQTKYDEHAHLVEKMAEVLGVDLDEETMAGRWTPEDMQDSVSRCLGCTDPSQCRSWLGTHDAGAGETPDYCRNKDLLE
AMRARLVSA
>ANB38019.1 hypothetical protein A6024_08870 [Rhodovulum sulfidophilum]SNK001
MEDQGRLSKHFWLTQGMARTIGVNLNHALRSGQLGRGEYSELVARCCHCGRAEACMGWMGHQVSGADCPPDWCAVRCSLK
ALKKPA
>ANB38020.1 cation tolerance protein CutA [Rhodovulum sulfidophilum]SNK001
MIHVTTTCPDTDTARAIARAALGQRLAACANILPGVLSLFHWQGRIEEEPEVLLSFKTRAAHRPALVTLIEERHPYDLPV
IHWEDAETTPGATAWLDTETG
>ANB38021.1 hypothetical protein A6024_08880 [Rhodovulum sulfidophilum]SNK001
MPKVNSVVRISFVGGLIGLVFGSTGGKLDTILQGQNRMGWNVAEVIPDTPTLVLRLLKPVAPPGLWTISSGYHFIMENPR
>ANB38022.1 ribosomal protein S12 methylthiotransferase [Rhodovulum sulfidophilum]SNK001
MSDPRSPNPPDLRPDLAPRARIADPARPGQPTIGMVSLGCPKALVDSERILTRLRAEGYAISPDYAGADAVIVNTCGFLD
SAKAESLDAIGEALKENGRVIVTGCLGAEPGYITGAHPTVMAVTGPHQYEQVLDAVHAAVPPAPDPFVDLLPASGVSLTP
RHYSYLKISEGCNHHCRFCIIPDMRGRLASRPAHAVIREASKLAEAGVKELLVISQDTSAYGVDLKHATEKGHRAHITDL
ARDLGALGIWVRLHYVYPYPHVRELIPLMAEGLILPYLDIPFQHAHPDTLKRMARPAAAARTLDEIAAWRAVCPDLALRS
TFIVGYPGETEAEFQTLLDWLDEAQLDRVGCFQYENVSGAAANALPDHVPAEIKQERWERFMEKAQAISEAKLAAKVGRR
LEVIVDELDADGIATCRTKADAPEIDGCLFIDEGAEGLAPGDIVTVEVEEAGEYDLWGRLES
>ANB38023.1 hypothetical protein A6024_08890 [Rhodovulum sulfidophilum]SNK001
MRWMIRGLLVVVVLVGLGGALVLLMPTDRVARLAADQVEKATGRVLTISGGVRPSLWPEIGVETGAVSLANADWSDQGPM
LSAEGLAVGIDLARLLRGEIAVREVAVIAPHILLERRADGRGNWQFDRAESAPAPEAAPSSATDEPRQGALAGFTLDRGR
ISDGALVYLDHASDARTELADVDAELTLPDRGGPGDLSLKALLNGQEVSLSARIARATALVDGEQTRVTLDAAVGQASLA
FDGEAGLAPPTAEGKLFADVSDLRAISAAAGIAPPDLPAGVGQRLVLEGRVALTPDGAIRFDQASFRQDGNTISGDAEFV
PGARPHLEARLSAGTLDLSPFVASGGGGAGKGGAGAASQASPAGWSTAPIDVGWMGALDAEIGLDAEALDFGKVRLGPVR
LGARLEDSTLSGDLHELQAYAGNVTGSFEVDGRDGLSLDADLDIAGVAAEALLRDMAGFDRLQTSADLQLALQASGRSVA
ALMGSLSGGGAFDFGRGEFRGLDLAGMLVNLDPSYMGAGAKTIFDSISASFTLDGGVLSNSDLRIAAPLVAAAGRGRVDI
GARDLDYTLVPSALRGAGNGGISVPLRITGPWAAPSVRLDAGAMAEERLKQERETLERKARERAADELGAKADEGESLED
AAKRRLGEEAAKGLKNLFGD
>ANB38024.1 GcrA cell cycle regulator [Rhodovulum sulfidophilum]SNK001
MSWTDERVETLKRMWAEGQSASQIAKELGGVTRNAVIGKVHRLGLSNRAGAAPARPAPAAGTAAPAAKEKPAPKPEASPA
AAPAAATAQTPAAQAPVPPESRPAAAAPEPQDAAPTPTASRKAIVPAGQPLPPQPSANEISPETLASVREVEKTAKRLTL
MELTERTCKWPIGDPATDDFWFCGLPVQQGKPYCEAHVGVAFQPMSARRDRKR
>ANB38025.1 multidrug ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MNATGMGVRRFGQVNWLGLYTLSGREIQRFLAVWSQTLAAPLATAGLFLGVFSLAIGPSRGDVMGVPFVQFLAPGILMMT
VIQNAFANTSSSILISKVQGNIVDTLMPPLSPGELLAGYTAGGVARGLLVAVAVGLLMLTVLGMGVAHPVWALVFVLLGS
AFLSALGIMAAILANKFDQMAAITNFIITPLSFLSGTFYSIERLPLGMQIATHANPVFYLIDGVRYGIIGRSDSSPWLGL
GVCTLATALVMALCWHWFRTGYRMKA
>ANB38026.1 tryptophan synthase subunit alpha [Rhodovulum sulfidophilum]SNK001
MTRIDAKFAALKAENRKAFVAYVMAGDPDYATSLDIVKGLPAAGVDIIELGLPFTDPMADGPTIQLAGQRALEGGQTLQK
TLELARAFRAGDDSTPIVMMGYFNPIHSRGVERFLGEAKEAGIDGLIVVDLPPEEDTELCLPAQAAGLDFIRLATPTTDD
RRLPRVLRNTGGFVYYVSITGITGAAAAEAADVAPEIARIKAKTDLPVIVGFGIRSPENARAMAAVADGAVVGSAIVKLV
EEKKPVAEILAYVKTLADGAHSA
>ANB38027.1 redox-regulated ATPase YchF [Rhodovulum sulfidophilum]SNK001
MGFKTGIVGLPNVGKSTLFNALTRTAAAQAANFPFCTIEPNVGEVAVPDPRLDRLAEIAGSKQTIPTRMTFVDIAGLVKG
ASKGEGLGNQFLANIRECDAVAHVLRCFEDGDVTHVEGRVDPVADAEVIETELMIADMESIEKRLQGLVRKVRGGDKEAV
QQERLLKVALAALNEGRPARSVEIAEDDEKAWSMLQLLTSKPVLYVCNVSEEEAASGNAFSRAVAAMAEAQGAASVVISA
KIEEEISQLDAEEAEVFLGEMGLEEAGLDRLIKAGYTLLDLETYFTVGPKEARAWTIPVGTSAPKAAGVIHGDFERGFIR
AETVAFDDYIACGGEQGAKDAGKMRAEGKGYVVQDGDVMHFLFNA
>ANB38028.1 3-dehydroquinate dehydratase [Rhodovulum sulfidophilum]SNK001
MKTIYVLNGPNLNLLGQREPEIYGRETLADVEASCARVAAGAGMEIRFLQSNHEGALVDWIHEARQAAVGIVINPAAFTH
SSVAILDALNAFEGPVIEVHISNVHRREPFRHRSYVSLRADGVIAGCGVEGYELALKRIATLLG
>ANB38029.1 sodium:proton antiporter [Rhodovulum sulfidophilum]SNK001
MDIILLTTIVACLFLVIGASEPLAARLRLPYAVILAALGILVGGGAIFFLRTDLTDALNPVAEAILGLPIRSNVFLYVFL
PTLLFQVTLGMNLRRMLDDWVPILVLAVVAVVVATLSVGYALAFASALPIAVCFLVGAIVSTTDPSAVVGIFRSISAPRR
LARIIEGESLLNDAAAIALFGLFIGFVMLGVPDPTLSDALTQVPVLVAGGVLAGWVAARVALWIMALVARFELAQITVSV
ALPYLAYIVAEQIVGASGVIAVVTAGLTLNLTGPGRLTPVAMTKLREVWDLLAHWAGALIFVLAALLIPRLLEELRLEDL
KLVAVVVAAAIAARAVILFGLMPLLSALKLSPMVERPYRVAILWGGLRGAVTLALALAVTESLRVPGEAKRVVGILATGF
TLFTLIVQGTTLRWVIGRLGLARLSPLDQALSNQVVAVSLQTVREDVARTTGNYNLSHDIVRSEAKRFGERLDEAVKAAE
AEAPILDRDRVTLGLIALAGAERDAILDRIRDRTMSTGLTDRILSNVDRLIEGARSGGRTGYVRASKASTGYGRTFRLAV
VLSNRLGVSAPLARMTADRFEILLSQRLILRDLSGFIDGRIRRIHGRRVADLLHELLARRSEAVETALDGLRLQYPGYAE
ELERRFIRRTALRLEEREYLAMREDGLIGAELHAALMQDIARRRTEAEERPRLDLALRKADLVRRLPLFADLDEPALRRL
ARSLLTRHVNPGEVIFRKDMPAKSVFFIATGAVEMETAGQTVRLGRGEMFGQMSMLLQKPRRAEARAIAPSTLLFLDELR
FRKLLSRSPTIRAAVRDSALRRGISPDTILPGEAQAG
>ANB38030.1 hypothetical protein A6024_08925 [Rhodovulum sulfidophilum]SNK001
MTRRLGLLALCAAVIASPAMSQTLSQANAQMFREMQSARGVSSAAITRIEAIFARSAVIGQGNPAITRHAMTREACNARV
GGNALAHYADKRFERICGARYMAPLYDPRSERPEDAKACIDQFEYPGIPCSYPVVWVKAKEAAEICAAEGKRLCDAHEWE
GACAGALEPPDYRFDLARGLSASSAVGRMRTAHNAKYKSSAGWSYGPAFRSGICAQNSVKSPSCPGGGFGNCGSNTYPTG
SFANCKSPLQIYDINGNAAEHMNLPLAPDQMASAGSTRLGVTEMKGSWFIWDKYRAHPDWCRWRAPFWHGTRVMSPASHE
NYHLGFRCCKTLN
>ANB38031.1 hypothetical protein A6024_08930 [Rhodovulum sulfidophilum]SNK001
MTAFIQIATQSFRALAWAVCLALPPASLPGQTIPHPGAVRLALQNADARAPRPKSVIELQGLRASQSALSRDGTRLTLIS
LNPHANGWFLLEIERPGRQPETYHLENPAPLTRDVSLSDDPAPAILLTEGQAQIKCRPWAVATPELSDARASGLPFAPLC
DARLYLRNPVSGARTNLERTAEFLRDNLWFGESLVGLVKDTLYKDRYLASGQLLAGADPGAVDRLLGRAALRDFPVMYTT
MTFDLVGATPKRMEMGAWYAIGGAPGIYASALQPRMIAPEILRRRGEANGLDGIEGRADVYLVAFDMTHFDIGYETGTEH
PRLDWSSRPSGPGRNWSLPGPDGFDTARPLATVGMINPEEARRVAATFTGGFKRDHGAFRFGPMARFNNGHHYGFVVHGT
VLSSLQPDLSTLYVLDDGTIGMKTWTEADNALLPQIRFARQNGVPIIERDATTGRGIVGPLVRQWGAGNWSGSANADLRT
LRAGACMKTAAGRTFLIYGWFSTATPSAMARTFQAYGCDYAMLLDMNALEHTYMALYTPGKAGGLDTRHLVAGMSRIDEK
SRDGRPIPRFIGFPDNRDFFYLMRKEPPR
>ANB38032.1 UDP-glucuronate 5-epimerase [Rhodovulum sulfidophilum]SNK001
MTRVFITGTAGFIGFHLADLLLSEGMIVHGFDGMTDYYDISLKRRRLALLEGRPGFTMTEAMLEDDPALSAAVDACDPDI
IVHLAAQAGVRYSLENPRAYIDSNLVGTFNLMEAARRHNVSHLMMASTSSVYGANTDMPFTETQKADLPLTIYAATKKAT
EAMGHAYAHLHDLPTTMFRFFTVYGPWGRPDMAPIKFASRIVKGEPIDIYNHGDMYRDFTYVLDLVRGIRLLMDAVPERP
ADGQVPEGDSLSPVAPFRVVNIGNSEKVRLLDFIDALESELGVKAIRNYMEMQPGDVPATWADASLLQRLTGYRPQTPMR
DGVAGFVSWFRSHYAT
>ANB38033.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAKDLETLTLKELKDLRKDIDGAIASFHDREKAKAKAVLEATAKEMGFSLDEIIGKKSRRVKPVAKYRNPENPTETWSGR
GRRPRWLEEALSKGASLEDFAIA
>ANB38034.1 hypothetical protein A6024_08945 [Rhodovulum sulfidophilum]SNK001
MDLRKKLTDRLSALAPAGYYVGLRLGFTYPAQEINRLPGDWTDHYARNGLIVQDPVFRWVYARTGVISWAALAFDDHADV
FGQAASFGLIHGAVVSVMRPGESGRRSYGTFARSDRTYAESEMAELLQIVTRLHRAGSERTGLTHAETEALRLQADGLRL
KEISAELEISMSAVKARLANAKRKLGAATTSQATSMARSRGVI
>ANB38035.1 hypothetical protein A6024_08950 [Rhodovulum sulfidophilum]SNK001
MNRVNKVAELLEMLQRTCDTGFVLALHVRFTRPLVLYRTYPQSWCDHYDLNGLVMLDPAVRWSFCNTGVIQWDDPSLDDP
GGVVEAARAHGVANGVSVSVGSATSRSLGGFSRSSGRFDAADMDRLSDLVETLHLVLDGVSEDEQGPELRALRALSTSVL
QP
>ANB38036.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]SNK001
MFSLEGQTALIVGIANDKSIAWGAARALRAQGARLAITYLNEKAEAFVRPLAEEVGAEIFMPLDVCNEAEMDAVFAEIGA
RWGRLDTVLHSIAFCPRDDLHGRVVDCSAEGFSLAMDVSVHSFLRMIRKAEPLMPDGGTCMTVSFAGATRVVEHYNIMGP
VKAALESTVRYVAAELGPKGISVHALSPGPLATRAASGIAEFDELLDAAAERAPIHHLATIEDVGAYCAFLASREAKNVT
GGVHAIDGGYSIIG
>ANB38037.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SNK001
MKITENRTFDEISVGDTAQIVRICSEDDFYVFASASGNYNPMHLARLDGDGDGVDEALAPAIWEASLISAVLGNLLPGPG
TLYRSQSLVFHERAQAGDELLTRVTVVEKRPPNRIVLETRVERCSDGALVLDGEAEVKAPPKKLVFNDLEIPGLVIERHR
HFDELIDRAEPLAPLPTAVVCPEEPRALGGALLGARHTIIAPILVGDPDKIAAAAAEIGASLAGIEIVEAADHVTAAHLA
VDLVAGGRAAALMKGHLHTDVLLRAALRKENGLRAGRRFTHVFVMDVPGVPHPLMVTDAAINIAPDLRTKVDIVQNAIDL
AISIGIEVPKVGVLSAVETVNPDIPSSLDAALLSKMAERGQIRGGMVDGPLAMDNAVDLTAARTKGITSQVAGRAEVLVV
PNLDAGNMLAKQLAYISHAEGAGVVMGAKVPIILNSRSDDDKARLASCAVATLHNARLNGLIPAQRAAE
>ANB38038.1 acetate kinase [Rhodovulum sulfidophilum]SNK001
MSHVLTLNAGSSSLKFGFFRLNGAADDPDPRIVGSVERIGTGERARLKAKRQDGMVLVDREFGRNHVADHETALARAVEF
LKEQRPQAELDAVGHRVVHGGPDYDMPVELTGEVMARLAQFEPLAPLHQPHNLAGVRAALKLFPEAVQLACFDTAFHRNH
PWVNDTFAIPRKYYDQGVRRYGFHGLSYQYISETLRETAPHLHMGRTVVAHLGNGASMCGLMGGQSRASTMGFTALDGLP
MGSRCGQLDPGVLLYMLRSEGMTPAEIEDELYRKSGLLGLSGLSNDMRTLEAAGTEEARQAIDYFVFRIRRELGGLVAAL
GGISTMVFCGGIGENSVLIREKVCTGMGWIGMELDETRNMRNERIISTDFSRVRILVIPTDEEIVIARAARDMLARRAAD
AA
>ANB38039.1 acetyl-CoA--acetoacetyl-CoA transferase subunit alpha [Rhodovulum sulfidophilum]SNK001
MKRALKPAEAAEMIPEGAVLLIGGFMGVGAPHRLIDALVARGVGGFTVIANDTVRPGQDIGKLIDARLVAKCIVSHIGLN
PETQRQMIAGDLEVELVPQGTLVERIRAGGVGLGGVLTATGLGTVVAEGKPTVEVDGKTYLLEKPIRGDFALIGARQCDY
VGNLEYTLTAHNFNPVMAMAADTVIAEPHHVMPVGMIPPDAVKTPGVLVDHILERLV
>ANB38040.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]SNK001
MDAKEVIARRVAQEVRGGMLVNLGIGLPSMVANFVPDGMHVFFQAENGVIGLGQRPPDGMEDRDLTDAGGGFVTAVPGAA
SIDSAMSFGLIRGGHLDMTVLGGLQVDEKGHLANWMVPGRMVPGMGGAMDLVTGARRVIVAMVHAAKGAPKIVPECTLPL
TATRRVSLIVTEMAVIEPTDEGLVLRERGPGVAVDDILAATSAALIVPDDVAEMVLG
>ANB38041.1 hypothetical protein A6024_08985 [Rhodovulum sulfidophilum]SNK001
MTDDLSPAAGDAAAWAVLEEAEEHYRRMIRALNDLIEEIQAGNSERARMLRGALNDLGKAAQTAFDERQRVERRLNAETG
SDGGIQALDLDQARLEVRRRLDRLRSARDADSVSGGDG
>ANB38042.1 ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MDEAVLLALPYLFEFWALPHQLAPEGGWRSWVIMGGRGSGKTRAGAEWVRSQVEGARPLDEGRARRVALVGETIDEAREV
MVFGESGILACSPPDRRPNWEATRRRLVWPNGAVAQVFSAHDPDSLRGPQFDAAWSDELAKWKRAEETWDMLQFGLRLGG
DPQQCVTTTPRNVPVLKAILSNPMTVVTHAPTEANRANLAASFLEAVRTRYSGTRLGRQELDGILLEEAESALWTLARLE
VLRVDAAPELDRIVVAVDPPVSSHAGSDECGIVVAGVRMQGPPQSWSAYVLEDVSVAGAAPTAWAKIALAAMERHSADRM
VAEVNQGGDLVETMIRQLDAMVPFRAVRATRGKIARAEPVAALYEQGRVRHLRGVQVLEEQMCHMTAHGYEGRGSPDRVD
ALVWAINDLMISPAAHWRRPRVRGL
>ANB38043.1 portal protein [Rhodovulum sulfidophilum]SNK001
MKFNLFRRATETLPETKASATGPVIAWAGAGRAAWTPRDTGSLIRAGFNANPVGFRAVKLIAESAAALPLICQDEDRRYE
THPVIELLRRPNPAQGRAELMEALYGQLLLSGNGYLEAVGGETGLPFELHVLRSDRMRLVPGTDGWPVAYDYMVGARKHR
FDMTGPVPPICHIKNFHPQDDHYGLSPMQAAATAVDVHNAASRWSKALLDNAARPSGAIIYTGSDGQSMLSEEQYSRLQD
EMLSYHQGAANAGRPMLLEGGLDWKPMGFSPSDMEFQKTKEAAAREIATAFGVPPMLLGIPGEATYANYQEANRAFYRLT
VVPLVAKVTGALAEFLAHFGSSAVSLKPDLDQVPALAAERDTQWKRISEAEFLTEDEKRALLGLPRRPEGG
>ANB38044.1 hypothetical protein A6024_09000 [Rhodovulum sulfidophilum]SNK001
MPQPRSGSRFLYAPFDATHIRIEASERVMEERWSALEYRLKRIEEMLDQIEKRVWLTVYGIVAVILAQGVASILSAISAP
>ANB38045.1 peptidase U35 [Rhodovulum sulfidophilum]SNK001
MKEYDVGSALEHKFCKNDALPLALKEGAVIEGYASVFGAADFGGDIVQGGAYAASLRQIAAEGRRVKMLWQHDPSEPIGV
WDEVREDARGLYVKGRILTDVTRGREAAALVAAGALDGLSIGYRTKRASKDASGHRLLAELELWEVSLVTFPMLADARVG
TKAEESAEALLRDLADAFAGARRALAEG
>ANB38046.1 capsid protein [Rhodovulum sulfidophilum]SNK001
MTETEAKTGRVRGPAVEIREALEDFMKDFSSFQSEIKSRLKQQEERLTMFDRKSQVTAGRPVLSRSAEIEVPHKKAFGAY
LRTGDDDALRGLEIEAKAMSTAVAGDGGYLIDPETASSIQSVLTSTASIRSISQVVTVEASSYDVLVDHSDTGSGWSSET
GSQVETGTPQIERVTIPLHELSAMPKISQRLLDDSAFDIEGWLAGRIADKFARAEAAAFISGDGADKPRGFLNHPKVAEA
SWSWGSLGYVATGADGDFDVGAPSDAILDLVYSLGAVYRANATFVMNSKTAGAVRKMKDADGRFLWSDGLAAAEPARLLG
YPVLIAEDMPDIAADAAAIAFGDFQAGYAVAERPDLRVLRDPFSAKPHVLFYATKRVGGDVSDFAAIKVLKFSVS
>ANB38047.1 hypothetical protein A6024_09015 [Rhodovulum sulfidophilum]SNK001
MMLIEQTRVPGAALPLAQFKAQLRLGTGFAGEENQDAYLEALLRAAIAAVEARTGKALIVRSFSYELQGWRQSDRQVLPV
APVQAVTGIRAVDRNGTAVPVPPGRYRLVADTHAPQLRGTGGAMPGIPFEGSARIDFEAGFGADWAAVPEDLGHAVLLLA
AHYYENRLEQPTGKGAMPFGVAALTDRWRPLRLTPGGPR
>ANB38048.1 phage tail protein [Rhodovulum sulfidophilum]SNK001
MSRVPILNRQLVLEVPVPVADGAGGFSETWVPRGTLWAEMSPRMAGERAGEELALSRVLYRVVVRGAPPGAPSRPAAGQR
FREGTRYFHIRAVTEHDARGLYLACYAEEEIGA
>ANB38049.1 hypothetical protein A6024_09025 [Rhodovulum sulfidophilum]SNK001
MSYGMAAALQAAIFERISGHAAIAAIVGDAIFDAVPAGRVPPIYVSLGPEEVRDASDKGADGARHLVTISVVSEEAGFAR
AKAAAGAISDALTGAPLALARGRVVGLWFDRARARRVGAKDQRRIDLRFSVRVEDD
>ANB38050.1 phage tail protein [Rhodovulum sulfidophilum]SNK001
MTAQNGKDLLIKVDISGAGDFSTFAGLRASRISFNAEPVDVTSLESQGGWRELLVGAGVKSAAISGSGVFKDAETDARAR
QVFFDGLMPLFQLVIPDFGVVEGRFQVSSLEYAGSHNGEATYEMTLASAGVLSFTAM
>ANB38051.1 hypothetical protein A6024_09035 [Rhodovulum sulfidophilum]SNK001
MPNPHAGEVALMVNAERRVLKLTLGALAELEAALGADTLLALIERYEEGHFATRDVVALLLAGLRGGGWKGTTADLAEAD
IGGGPIAAAQAAAQLLARAFTLPEARKDGL
>ANB38052.1 hypothetical protein A6024_09040 [Rhodovulum sulfidophilum]SNK001
MGFDWGTLMRAGIRGLGLRPAEFWALTPAELMLMLGADGGPAPMSRARLEELARAFPDKPRDEG
>ANB38053.1 phage tail protein [Rhodovulum sulfidophilum]SNK001
MADADDIESFEAQLEALETTLGGASGTAAAFEVELVRMRDSLTLTNREVSSLSNAIGRGLRGAFDGLVFDGMKLSDALKS
VANSLANATYAAAVKPVQGQLGGLLAGGIEGLLGAALPFAKGASFSQGRVIPFASGGIVGQATYFPMRGGTGLMGEAGPE
AILPLSRGADGRLGVRSESGGSARPVQIVMNINTPDVQGFARSQSQIAAEMSRLLSRAQRNR
>ANB38054.1 glycoside hydrolase family 24 [Rhodovulum sulfidophilum]SNK001
MGFHEVRFPANLSFGSVGGPERRTEIVTLANGFEERNSPWEHARRRYDAGVAMSSLDDVEQLIAFFESRRGQLYGFRWKD
WSDYKSCRPSAEIAPGDQVIGFGDGGTVQFQLQKTYASGGQSYVRPIAKPVAGTVRLAVDGTEIFALTDYMIDLASGLVT
LAEAPPTGAVVSAGFEFDVPVRFDTDRIQSSVESFRAGDVPSVPVVELRI
>ANB38055.1 hypothetical protein A6024_09055 [Rhodovulum sulfidophilum]SNK001
MPLSGTFLAHLESGATTLARAWALVRRDGVVLGFTDHDRDLVFAGVTFRADTGMTARALSQTTGLSVDNSAAVSALSSEA
ITEEDISAGRYDGAGLRIWLVNWRDPEQHALIFTGTLGEMTRTAGAFEAELRGLAEGLNQPQGQIYQAPCGAVLGDGACR
FDTGRAGFSAVLAAVAVTGHRAFRFEGLSGFSSRWFEQGRLEVMSGPAAGLAGAIKSDREENGLRVIELWSEIRGPVTAG
DTLRLTAGCDRRAETCRSKFDNFLNFRGFPHIPGEDWLMSYPTRTGVNNGGSLTS
>ANB38056.1 peptidase [Rhodovulum sulfidophilum]SNK001
MIDMGERAAAEARRWIGTPYRHQGTVRGAGADCLGLLRGVWRALYGREPEEVPPYTPDWSEPQGEEVLWRAAGRHLIAKP
LEQAAEGDVILFRMRDDTVAKHLGLQGRVNGVPSFIHAYSGHGVVESSLSEPWTRRIVARFAFPERI
>ANB38057.1 host specificity protein [Rhodovulum sulfidophilum]SNK001
MATIVLSAAGAAAGSALGGSVLGLSSAVLGRAVGATLGRVIDQQLLGSGSQAVETGKVERFRLTGASEGAAVGRLWGRSR
IAGQVIWASRFRETVSSHGGGKGAPSRPKVKQFSYSVSLGIALCEGRIARVGRIWADGTEIEPQSLTMWVYDGSEDQLPD
VLIEAIEGEGRAPAYRGTAYVVIADMDLARFGNRVPQLTFEVVRRAAGAVDDLPGLVQGMALIPGTGEYALATTPVHFSY
GPGQAASANVNTPSGKTDIATSLDMLQGELPNVRSVSLVVSWFASDLRAPVARIRPKVEQTKFDGQPMPWQVAGLSRRMA
EVVPHVDGKPIYGGTPTDASVVEAIRALRQRGQEAVFYPFILMDQLEGNSLIDPYTGVAGQPPLPWRGRITLNFAPNHAF
TTDGSRFAEDEVALFFGTARPEDFELSGQDVLYSGPDDWSYRRFILHYAHLCVLAGGVSAFCIGSELRGLTTIRGAEGRF
PAVEALRALAADVRRIVGPSCKIGYAADWSEYFGFHPEDGTGDVLFHLDPLWADPAIDFVGIDNYMPLSDWRDGDEHADA
GWRTIHDRDYLRSNIEGGEGFDWYYGSQAARDAQIRTPITDGAHGEPWVWRYKDLRSWWQNAHHDRIDGVRSVVPTAWVP
QSKPIWFTELGCPAVDKGTNAPNLFSDPKSSENALPPYSTGARDDLIQHQYLRAMLGYWGDPAINPVSELYGAPMVDMSR
AHVWAWDARPYPQFPANRALWSDGDNYSRGHWLNGRASAQALDAVIREICTEAGVSDLDVSDVYGLVRGYAVGDLAGARA
ALQPLMLAYGIEAAERDGRIVFFNRDGRERVAIDAADLARTGELAGDIEHSRTPEAETAGRVRLSFVEADGAYETRAAEA
IFPDEASRTVSASEMPLVLTGAEGQAIVERWLAESRVARDRVRLALPLSSLSVGAGDVMHLSSGDYRIDRVDLGDTRRIE
AVRVERGLYLPPRIDDRGVVQPAFAAPVPVHALFMDLPLLTGDEVPHAPYLAAAAVPWPGSVDLYAAVEDAGYTLNTTLE
RSAVIGLAETPLHAAAPGRWDRGPALRVKLASGTLSSVREADLLAGANLAAIGTGDAAGWELFQFAEAELVEAGTYELRM
RLRGQAGTEADMPELWPVGSTVVLIDARLSQIALPASARGLERHYRFGPGTRAFDDPSYSHARLAFDGIGLRPYAPCHLR
SRKGAGGDLTLSWMRRTRIDGDSWASVEVPLGEAREVYALRIMNAAGDELRAETVTAPGWTYTAAMQMADGAVAPFAVEV
AQLSDQFGPGPYRRIEIDG
>ANB38058.1 hypothetical protein A6024_09070 [Rhodovulum sulfidophilum]SNK001
MANTANLSLPLLQAAQAQKHVIVNEALTRLDALVQLRLQSLTVSAPPLGGPDGLAWGVPVGGAGEWEGQDGRIALRDNGG
WVFVTPLTGWRAFVVDAGTDMRWTGGGWTVVGGAVAPSGAGIAFRVLEFDHPVAAGGVQNTAVAIPSHATVFGVTGRVIE
EITGTLGSWRLGADGSDNRFGSGLGLGLNSYVRGVLGRPLTGYAAMPLRLSPEGGSFSGGMVRLAVHFTELSLPASV
>ANB38059.1 hypothetical protein A6024_09075 [Rhodovulum sulfidophilum]SNK001
MRPILHGDAVAAARALYRLPATERGRMIGSMLLRVEAADCYRKRFGRGHPRWGDGSLMALAQNFDLPPEPSLDDTDYCRC
LAQVLGALATWREWKAALSSPG
>ANB38060.1 serine acetyltransferase [Rhodovulum sulfidophilum]SNK001
MPEIKPRLAEIDPVWKRICAEAEEAVSAEPLLGGLMHSSLLHHAGFEDALAYRFAMKLSSGEMSEQLLREIADQAYADDP
ALGRAARVDLTAVHDRDPACHRYIQPILFFKGYQALQAYRVGHWLWQQGRQDMAYLVQMRVSESFGVDIHPAAKLGQGIM
IDHAHSIVIGETAIVGDNVSMLHSVTLGGTGKDDGDRHPKIGDGVLIGAGAKVLGNIHVGHCSRIAAGSVVLTDVPPCST
VAGVPAKIVGEAGCDQPSVMMDHRLGGCDGD
>ANB38061.1 pyruvate dehydrogenase complex dihydrolipoamide acetyltransferase [Rhodovulum sulfidophilum]SNK001
MATEILMPALSPTMEEGTLAKWLVKEGDTVSAGDLLAEIETDKATMEFEAVDEGTVGRILIEAGTEGVKVNTPIAVLLEE
GESADDIDSAATAPAPASAPEAPQADAGGKSAPEGGTGGGSAPAAAPPAPSTGSGERIFASPLARRIAAEKGLDLAAIEG
SGPRGRIVRADVEKASAAPKAPAASAAPVASPAAAMPAGASADAVAKIYENREHEVVTLDGMRKTIAARLTEAKQTIPHF
YLRRDIRLDALLEFRKTLNDQLGARGIKLSVNDFIIKACALALQQVPKANAVWAGDRILQLKPSDVAVAVAIEGGLFTPV
LMDAETKSLSQLSKEMKDLATRARDRKLAPQEYQGGSFAISNLGMFGIDNFDAVINPPHGAILAVGAGVKKPVVNDAGEI
EVATVMSVTLSVDHRVIDGALGAELLQAIRDNLENPLAMLA
>ANB38062.1 pyruvate dehydrogenase complex E1 component subunit beta [Rhodovulum sulfidophilum]SNK001
MATEILMPALSPTMEEGTLAKWLVKEGDTVTAGDILAEIETDKATMEFEAVDEGIMGKILIAAGTEGVKVNTPIAVLVEE
GEDADAAAKAAQEAAPAADAAGKAASDGGSAPDAAPSAAPSAPAKAKPPAADPEIPSGTKMKSTTVREALRDAMAEEMRR
DGDVFLMGEEVAEYQGAYKISQGLLDEFGSKRVIDTPITEHGFAGLGVGAGFGGLRPIVEFMTFNFAMQAMDQIINSAAK
TLYMSGGQMGCPIVFRGPNGAAARVAAQHSQDYAAWYAHIPGLKVVQPYSAADAKGLLKTAIRDPNPVMFLENEILYGRS
FDVPVMDDFTVPFGKARIWREGKDVTLVSFGIGMTHTLEAADALAKDGIEAEVIDLRTLRPLDTATVIESVKKTNRCVTV
EEGFPVCSIGNHISAVLMQEAFDWLDAPVINCTGKDVPMPYAANLEKLALVTTKEVIEAARAVTYR
>ANB38063.1 pyruvate dehydrogenase (acetyl-transferring) E1 component subunit alpha [Rhodovulum sulfidophilum]SNK001
MATRKPPAKPNISKEELLTYYREMLLIRRFEEKAGQLYGMGLIGGFCHLYIGQEAVVVGLEAAAEEGDKRVTSYRDHGHM
LACGMDPKGVMAELTGRQDGYSKGKGGSMHMFSKERHFYGGHGIVGAQVPIGAGLAFSDKYKDNGRVTFTYFGDGAANQG
QVAETYNMAQLWDLPVIFVIENNQYAMGTSVKRSTKSPDFWERGAAYGISGESVDGMDVLAVKAAGEKAVAHCRAGKGPY
ILEVMTYRYRGHSMSDPAKYRSREEVQKIREERDAIENVRELILQGKHATEDELKEIDKEIKAVVNEAAEFAKESPEPPV
DELYTDIYAETAPQNA
>ANB38064.1 septum formation initiator precursor [Rhodovulum sulfidophilum]SNK001
MATTRLRPAWGALVYIGVSFSLAMYFTFAAVQGDYGLFRRIQIEADAAKLEARKAELEAELEAISNKTRRLSDSYLDLDL
LDERARSVLGLIRADEIVVR
>ANB38065.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]SNK001
MAWKTLDDMDLAGKVVLVRVDINVPVEDGRVTDATRIERIKPTVDDILKAGGKPVLLAHFGRPKGQVVPEMSLKITLPAL
EEVFGRGVIFADDCIGLPAKQAVAALSEGDILLLENTRFHEGEEKNDPALAAAMAALGDIYVNDAFSAAHRAHASTEGIA
KLLPCCAGRLMEAELKALEGALGNPARPLVAVVGGAKVSTKLDLLGNLVGRVDYLVIGGGMANTFLAAQEINVGKSLCEH
DMTGTARDIKDKADTAGCQIVLPVDVVVAREFRAGAVNETVAADACPADAMILDAGPQSVELIEEVFDKCKTLIWNGPLG
AFEIDPFDAATNAAAKKAAELTEAGQLVSVAGGGDTVAALNGAGAAEKFSYISTAGGAFLEWMEGKTLPGVAALED
>ANB38066.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SNK001
MAEIKDPENTIIMELKGGRVTIALLPEVAPKHVERMKALARAGAYDNVVFHRVIEGFMAQTGDVAHGNAEKDYNPRRAGT
GGSDLPDLPAEFSKLPHDRGTLGAARSANPNSANSQFFINFSDNHFLNGQYTVYGRVIEGMEHVDAIVRGEPPADPDRMI
SVKVAADA
>ANB38067.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SNK001
MRKLLVALLCTLAGPALATGLDIQIAGEGANGTVHVELLDDVAPDHVQRITELAREGAYDDVVFHRVIDGFMAQTGDVEF
GKFGMDMRRAGTGGSDRPDLKAEFSDESFDRGVVGMARSANPDSANSQFFIMFAPAPHLNGQYTVVGRVTEGMDVVDAIK
RGTGRNGEVMGQPDRMVKVSVTD
>ANB38068.1 tyrosine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MTYHPKSDFLRVMIERGFLADCTDYQGLDEALSTGVVTTYIGYDATAASLHVGHLLNIMMLRWLQKTGHRPITLMGGGTT
KVGDPSFRSDERPLLTPEQIDANIAGLKDVFAKYLDYGEGPTDALMLNNAEWLDGLNYLDFLRDIGRHFSVNRMLSFDSV
KSRLDREQSLSFLEFNYMILQAYDFLELNRRYGCRLQMGGSDQWGNIVNGIDLTRRILESEVYGLTSPLLTTSDGRKMGK
SQGGAIWLNGDMLSPYEFWQFWRNTTDADVGRFLKLYTELPVEECERLGALAGSEINDAKIVLANEVTALAHGRAAAEAA
EATAREVFEKGGTGEDLPTVALGAGELAEGISVAQLLTRAGLAKSGKEAKRLIAEGGARLNDAPLTDAGLMVDAAMLAEP
IKLSAGKKRHALVRLDG
>ANB38069.1 anhydro-N-acetylmuramic acid kinase [Rhodovulum sulfidophilum]SNK001
MMQTGPVRALGTMSGTSLDGVDVALVETDGETLAGFGATGYRPYAPEERAVLAAALGRWPGEPGVAEAARVVEAAHRAAM
APFAGAALAGMHGQTLAHDPGGRGTHQAGDGAGLARALGMPVVWDFRSADVAAGGQGAPLAPFFHFACARRAGLSAPVAF
LNLGGVGNLTLVDPTRDRPEAEGALLAFDTGPANAPIDDLLRSRCGQPCDRDGALAGGGRIDDAVLTEFLAHPYFRKPPP
KSLDRNDFAGLLDAVAGCSDADAAATLTAAVAATVAVGVGLCPHRPARLLVTGGGRRNPVLMRMIAERTGLAAEPVEALG
FDGDMLEAQAFAFLAVRVARGLPTSCPGTTGVARPVSGGRISQP
>ANB38070.1 cupin [Rhodovulum sulfidophilum]SNK001
MTAEEIIATLGLAPHPEGGWYRETWVAPAAPGGRPSGTAIYYLLTEGQRSHWHRVDADEIWLYHAGDPLELSLAATAAGP
ARELVLGPDLTAGARPQAVVPAGQWQAARPLGAWTLVSCTVSPGFRFEGFEMAPPDFDIPRA
>ANB38071.1 hypothetical protein A6024_09135 [Rhodovulum sulfidophilum]SNK001
MTQEDTAPSQRETLSSDDIVSRILGFTLFCMGFSRAPADQVARGRGWLDEAGQPTADGKALIEALMSRDSAYGIYKMVY
>ANB38072.1 phosphopyruvate hydratase [Rhodovulum sulfidophilum]SNK001
MSTIIDIIGREILDSRGNPTVEVDVILEDGTMGRAAVPSGASTGAHEAVERRDGDKTRYMGKGVLDAVAAVNGEIAEALV
GFDVTEQVAIDGTMIELDGTQNKGRLGANAILGVSLAAAKAAADFTAQPLYRYVGGTSARVLPVPMMNIINGGEHADNPI
DIQEFMIMPVSAGNIRDAVRMGSEVFHTLKKELAAAGHNTAIGDEGGFAPALNSTRDALDFILKSIEKAGYTPGEDICLA
LDCASTEYFENGKYEMKGEGLSLTAAENVEYLGKLLADYPIISIEDGCAEDDWEGWKLLTSELGGKVQLVGDDLFVTNPE
RLARGIKDGIANSLLVKVNQIGSLTETLKAVDMAHRARYTNVMSHRSGETEDATIADLAVATNCGQIKTGSLSRSDRLAK
YNQLIRIEEMLGETAEYAGTSILRG
>ANB38073.1 hypothetical protein A6024_09145 [Rhodovulum sulfidophilum]SNK001
MDNMRGIMLMVAAMAAFALEDMFVKKVAATLPIGQILTLLGMGGGIIFALMALRRGQRLWSRALLSRPVLLRNSGEIVGT
LCYVTAIALTPLASASAILQATPLAVTLGAALFMGAQVGWRRWTAISVGFAGVLIVVRPGLDGFEPASIFAVVAVFGLAL
RDLATRATPRNVGSLQLSAYGFFMLVPIGLVMMTFVQGPVAIDRTDALSLLGALVMGVSGYYAIVEAMRIGDVAVVTPFR
YTRLIFALVIAMAAFGEHPDTMTLVGAAVIISSGLYTLWRERALSLRRAGR
>ANB38074.1 magnesium transporter [Rhodovulum sulfidophilum]SNK001
MSTAPLQPLAAFDIGPDGSTRPVADPWPDAAPGPGAAWRWLHFALTDPALVDWTEAHLPVVAAAAIVQTETRPRCTSLEG
GLVVNMRGVNLNPGAEPEDMVSLRLWVGPGLVVSVRRSKVFALDDLRRAAESGTAPASPGAFLAEIAEGLTDRLEAVSVE
LEDQTDALEEAILEREEDDAADGLASLRRKAIRLRRHAGPQREALVRLSEGSSGPGLIDAEARILLGESANRAARTVEEL
DAVTARLVALHDHLEGQRGTAMARNGYVLSVVAAIFLPLGFLTGLFGVNVAGMPGTASPWAFALLSAANVALALGLLALF
RLLRWL
>ANB38075.1 sodium:proton antiporter [Rhodovulum sulfidophilum]SNK001
MSLLQIASLLIVLAALFGTINYFLLRLPQAIGILLVALIVSLSAMALDALMPGLGIGDSLTGLVRGIDFSDTLLEGMLGL
LLFAGALHVKVEDLRAQAPSVFIMATIGVALSVAVVGVGFSWLTGMPLLLAVLFGAIVSPTDPVAVLGVLRDARLSRSLE
TTIAGESLFNDGVAYVVFLILVGLAFPSAHDGHGAAAGDSAAAAAAILFLREAVGGAVLGGVLGWLTFRVMRRIDDYALE
VLITLALAFGGYELAVAAGVSAPIMAVVAGLMIGHVGMKYGMSEETRKYVDAFWKMIDEILNAVLFLLIGIEVFAVAFAL
DGIATLVGAVALALLARLVSVAVPVLLIGRRQGFDRGTIPIMTWGGLKGGISVALALSLPESDWKPLILTATYVIVVFSI
LVQGLTVGALARRFSREPELV
>ANB38076.1 hypothetical protein A6024_09160 [Rhodovulum sulfidophilum]SNK001
MTLSIRFDNSYARLPERFYSRQPPQPVRAPRLIALNSALAETLGLDPAALASEDGVRMLAGNRLPDGADPLAQVYAGHQF
GGFVPRLGDGRAILLGEILAPDGSRHDIQLKGAGRTPYSRMGDGRAWLGPVLREYLVSEAMHALGIPTTRALAAVETGET
VIRETVRPGAVLTRVAASHIRVGTFQYFAARQDTDALEALARHVMARHYPETETVLDMLRAVLAAQARLVAQWMGVGFIH
GVMNTDNTSVAGETIDYGPCAFMDGYRPEQVYSSIDAYGRYAYARQADIVAWNLAQLASALLPLIDPDRDRAIEEATAAM
HGFPDLFKAAWLDVFRPKIGLAGAEPEDAELIHGLLDLMAAERADFTNSFRDLAEGRPGAGLGDRAGFEAWAGRWQARLA
RENTPQAEAETRMRAANPAYIPRNHRIEAAISAATGGDLGPFQRLQHVLERPFDSQTGADDLRDPPAAGEEVLQTFCGT
>ANB38077.1 hypothetical protein A6024_09165 [Rhodovulum sulfidophilum]SNK001
MMTVGAQAATMSGQTSGEFTGVVNGTNVYGNSGSTAIWPGDNTGYSFCFIGCIGAFTEDQSKLTIQTVDFNEDVTTAGEV
TVGKVSWYNASSRADPAPYYGGTDSQFGLNANMSIDYAQPTDLSATSQALSFSIDNYINPPGDSISSLIFSDLDYGSVLP
LDLGEGLTVTGYSFVLDDGSDSTFDAISGLWTLNEDSWAHLSIVASVDVAPVPVPAAGLMLLGGLGGLAALRRKKKS
>ANB38078.1 nucleoside hydrolase [Rhodovulum sulfidophilum]SNK001
MPRKIIIDTDPGQDDAVAILLALASPDEIEVLGLTAVAGNVPLALTQKNARMVCELAGRRDIRIFAGCDRPLAGQLVTAE
HVHGRTGLDGPTLPEPTMPLQEAHAVAFLIETLRAAPEGEITLCPLGPLTNIATALREAPEIAPRIREIVLMGGAYFEVG
NITPAAEFNIFVDPEAAAIVFGSGIPITVMPLDVTHKALVTAPRNAAFRALGTPVGRAVAAMTDFFERYDREKYGSEGAP
LHDPCVTAYLIRPELFRGRHVNVEIETEGRFTRGMTVADWWGVSGRAPNATFMGDLDADGFFGLLTERLARLT
>ANB38079.1 nucleoside triphosphate pyrophosphohydrolase [Rhodovulum sulfidophilum]SNK001
MTEDSDRLIRDPKGGLPRLLEIMRRLRDPKTGCPWDIEQDFRSIAPYTIEEAYEVADAIEREAWDELEGELGDLLLQSVY
HAQMGEEAGLFDFHSVADRVSDKMVARHPHVFGAEDREKSAEQQTRDWETIKAAERADKEARGVLDDVALALPALTRAVK
LQKRAARVGFDWPETAQVIDKIVEEAQELVEARETLTQAEVFEEFGDLLFVVANLARHLKIEPEEALRAANAKFTRRFNG
IEARLAAMGKRPEDSDLAEMDALWDAVKAEEKAPDQTGR
>ANB38080.1 agmatinase [Rhodovulum sulfidophilum]SNK001
MALEDAKSEVDAAITRKGHRGLAYENAFAGVTSFLRRSLTKDLAGVDLAVTGIPFDQAVTNRPGTRFGPRAIREASTLQA
FDRPYGWGYNPFDAFDIVDYGDMAFDYASVAEFPARAEAHVAGILEAGAACIALGGDHSVSLPLLRAHAARHGPLALVQF
DAHTDTWADDDMARIDHGTMFGKAVKAGLIDPARSVQIGIRTDNPDRMGITVLDAPFVHEHGPAAITARVREIVGEAPAY
LSFDIDALDPAFAPGTGTPVWGGLSSAQAAAILRGLRGLNMVGGDVVEVSPPYDPAGVTAIAGAHVAVELICLWGWTRRP
DAEDGA
>ANB38081.1 hypothetical protein A6024_09190 [Rhodovulum sulfidophilum]SNK001
MKILPLVLLVLGLAALGGAVWFRTVPDDPAVWHVDPLTATKPATPNAALVRPEGGDRAAPVYPVTPEALAEAFDAMALAQ
PRTSRIAGRPDDLFMTYVQRSALWGFPDYISVRILPAEGGATWAAFSRSRYGHSDLGVNAKRLSDWQAALETRLARPAS
>ANB38082.1 peptide chain release factor 1 [Rhodovulum sulfidophilum]SNK001
MVPLDKLEQIQRRFGYLEARLAEGASGDFARIGREYAELKPVVAEIEAYRRLLSDIDTAEAMLTDPEMRALAEDELPELR
ARLPELEQALRIALLPKDAADARPAIVEIRPGTGGEEAALFAGDLLRMYQRYAETRGWRFEILEESQTELGGIKEVTATV
QGEGVFARLKYESGVHRVQRVPATESGGRIHTSAATVAVLPEAQEVDIDIPAADIRIDTMRASGAGGQHVNTTDSAVRIT
HLPTGIVVTSSEKSQHQNRAIAMAVLRARLFDLERQKAADERAATRKAQVGSGDRSERIRTYNFPQGRMTDHRINLTLYR
LEQILAGDLDEVIDALIADDQAGMLAEMEG
>ANB38083.1 protein-(glutamine-N5) methyltransferase, release factor-specific [Rhodovulum sulfidophilum]SNK001
MSAATGSVLLAGAVARLRKAGIPDPARDARRLLAHALEIAPGRLTLVLPEPVPAPAAARFEAVLDRRAAHEPVSHIVGLR
AFWGRDFKVTRDVLDPRPETEILIEAALSAPFSNMLDLGTGSGCILLTLLAECPGAAGLGTDISDAALSVARGNAGRLGV
SAARFLQSDWYQAVEGRFDLIVSNPPYIAEAEMPGLAPDLAHEPRGALTDGGDGLSAYRAIAAGAGARLAPGGRLLVEIG
PTQAAAVSRIFAAAGLEIVAVRPDLDGRHRVVETRVAASGT
>ANB38084.1 hypothetical protein A6024_09205 [Rhodovulum sulfidophilum]SNK001
MRPSKSRSRSKSNRSRSMGNIVNRVFDSSGPEGKVRGTPQQIIENYNQLARDAQLANDRVAAENFQQHAEHYARLLGEAQ
REQEARREQQEAQQPRNRDRDDSSQNSNDESDQPTSQASSGSSGGADVIDMSGDDGRESTLVETPEEKPAPKPRRPRKPR
AVKPKGEAAEADPTGGGEGKSGEGKSGGRKSGGTKSDEGKRDGGDASAEAQPGPDPQREAPAAE
>ANB38085.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase [Rhodovulum sulfidophilum]SNK001
MSTIDGLPPLREVIAAHELSAKKALGQNFLLDLNLTAKIARVAGDLGGTDVLEIGPGPGGLTRGLLAEGARRVLAVEKDA
RCLAALAEIAAVYPGRLEVVNGDALAVDPLAYLAPPVKIVANLPYNVGTELLVRWLTPADWPPFWSSLTLMFQKEVAERI
VALPGSKAYGRLAILAQWRAEARIALRLPPEAFTPPPKVSSAVVHLTALPRPRFEADPAVLERVVAAAFGQRRKMLRSSL
KGLAPEIEDLLRMAGIAPTERAEQIPLEGFCALARALAAAERS
>ANB38086.1 4-hydroxythreonine-4-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTGLPIALSCGEPAGIGPEIVLRAWQSLGARLPFFWIGDPRHLPEGTPHAEIHAPAEAMHVAATALPVLRLPFPAPAVPG
RPDPANAAAVIEAIARGVALVQEGKAAALCTAPIHKKALQDGAGFPHPGHTEYLAHLAGVGDVVMMLAAPALKVVPVTVH
IALSEVPRALSAGLLERSLRITEAALIRDFGIESPRLAVAGLNPHAGEGGAMGHEEIALIGPVLERLRAEGMRIEGPLSA
DTMFHAEARARYDVAVAMYHDQALIPIKTLDFAGGVNVTLGLPFIRTSPDHGTAFDIAGTGRADPSSLIAALKLAREMAL
TRAAGRH
>ANB38087.1 hypothetical protein A6024_09220 [Rhodovulum sulfidophilum]SNK001
MIRRVGLAVAAAAILVLTGADDGRAQQGGPFAPRLYVNDTAITNYEFNQRVQFLRLLGNPPRIEKVALDGLIDDRLRMDE
AKRLGVSVSDEALQEGMEEFAARGSLDVDQFVALIGQAGVSKESFRDFVKAGLAWREVVRTRYGPRTQVTDAEIDRAVQS
AASGSGAAGTQVLLSEIVLRADTPDYRRDAMALARQLSDSIDSAGAFAAAARKYSVSRSRDQGGRMGWMPLSKLPPAIAG
QVLALGPGKVSAPIEMDNAIVLFQLRSVREGKAASQKALAVDYAIFTIPGGTLAEAMKVRMQADTCDDLYGVARGLPPER
LLRETRPVADLPPDLAQELAKLDDNEVSYGLSTPAAAEVLMLCGRTPDLEDRGGIDREAVRRQLVGQRLAGYADSYLAEL
KADAIIREP
>ANB38088.1 organic solvent tolerance protein [Rhodovulum sulfidophilum]SNK001
MRALLALALTTALTTASLSLPGRLCAEETARPPATLVADRIGVGDLRQLVADGHVEVLYGDTRLSASRIVYDRDGETLAI
DGPITLTTGTETMILADSAELSADMTEGILRSARLVLDQQLQIAAADIQRVAGRYNRLGETVASTCKICRDGEVPLWQIR
ASRIIQDELEGQIYFDNARLEVAGVPVFYLPRLRIPDPSRKRATGFLTPSTRITDQLGSGIKIPFFIELGPSQDLTLTPY
ISTSRTRTLELRYRRAFTRGELEINGAVSRDDILENETRHYLFAEGSFELPRDFKLDFDIETVSDRAYLLDYGYSEQDRL
ESAVAISRARRDELIRAEIGYLETLRDSESNATIPSIVGDVDYRRRFAPALLGGMATLGFSADALHRSSDEATDGPDFDS
YGDGMDMARLTIEADWRRDWTLSNGMVLGALGAITLDHYEIGDDTVHGGSQTRLTPGAAVELRWPLIKAAADGSAQVLEP
VIQLAWSHEDDDEIPNEDSVLVEFDEGNLFSMSRFAGEDARETGLRLNAGLGWTRYAASGWALGLTVGRIWRAEDSTQFA
KGSGLDGSSSDWLTAFKLDFGSEVSLTNRAVFDDAFDLTKNDLRIDWEKDAYDIGSSLLWIEANPSEERLSDRSEWLVDA
AYDFHRNWTGKANWRYDFVADEAAKAGVGLEYSNECISVDLSLSRRFTSSTNVNPSTDFDLTVSLAGFGSRGKSGGARRC
MRR
>ANB38089.1 LPS export ABC transporter permease LptG [Rhodovulum sulfidophilum]SNK001
MTLHFYIARKFTLYLLGILGIFGAIMALIGMVEELRDFDLGQIGVGGALHLALLKVPGDLYTILPMVTVMATVALFLALA
RSSELVVARASGRSAMRSLVAPVAVALVYGVIAVAIFNPIIAATSREYDSVSSGYKGQEASLLSVSSEGLWLRQGSLSGQ
TVIRAARADARATRFYDVTFLAFDAEGNPAWRIEAEEARLRPQGWDIRNAKRWNFGDGIDNPEARAVVSPQLVLPSDLTL
ARIRDSFARPAEVAIWDLPTFISGLERAGFSALPQRVWFQMELAMPAVMVAMVLLGAAFTMRHVRFGRTGTMVMMALGLG
LGLFFLRNFAQVLGENGQIPVALAAWSPPIAGILLSLGLLLHLEDG
>ANB38090.1 leucyl aminopeptidase [Rhodovulum sulfidophilum]SNK001
MSTPVAIAFAETDLDAVAGSEGRVAVLVDAEGKLDPGARRVNRLSRGALARVVESEAFARMKPAEIVTLAWPAGLAAEAV
DLVRLDRKASQEEARRAGAELAKRQGKADVTLLAGNHPRAADIAFGFALRAYSFDAHRSEEPVIPGAVKVMVTKPEEIAS
AAGPMAALAEGVFFTRDLVNEPANVLTTDDFAGRLAAMQELGLDVEILEEDELKALGMRALLAVGQGSESPSKVVVMRWN
GGAADQAPLALVGKGVVFDTGGISIKPGQGMEEMTMDMGGAAVVAGVMRTLALRKSRANVVGVVGLVENMPDGRAQRPGD
IVRSMKGDMIEVINTDAEGRLVLADVLWYAQDRFKPAGVIDLATLTGAIIVALGNANAGVFSNDDAFCADFLKAATREGE
GAWRMPLGASYDKLIKSRLADIRNSAGRPAGSITAAQFLQRFITEDTPWIHLDIAGVALAQEETALAPKGATGWGVLALD
RLVADRFEK
>ANB38091.1 hypothetical protein A6024_09245 [Rhodovulum sulfidophilum]SNK001
MIIPAIRYRDPEAALLFLVGVLGLDEHAVRRDDDGAFLHAELRLGDGLVSIRGLAGQGRPAAPPADPDGGAGPGSMTIYA
VVPDPAHLHARVLESGAQIVAPLSGEGPGGSAFSVADPEGHVWTFGSYNPLSRD
>ANB38092.1 DNA polymerase III subunit chi [Rhodovulum sulfidophilum]SNK001
MGQALFYHLTRRPLEDTLPMLLDKALKHDMRVAVRGSDRDRLARLDERLWMGDGFLPHGLAGTGFDADQPVLLTTGPEMP
NGARCLMAVDGAEVSPDETRALDRVCILFDGNDPAAVERARGQWRALTGAGLAAQYWSEETGRWQKKAESGG
>ANB38093.1 aspartyl protease [Rhodovulum sulfidophilum]SNK001
MTGDDFGRLIYLVLLGSVIAGYFLLSNRHRLGHVAQQAAIWGLIFIGAIAGFGLWSDIRHQVAPSQTVFGEERRIEVPRA
PDGHYYMTVEVNGTPLHFVVDTGATDVVLTRKDAARVGLDPEDLQYFGEAHTANGTVRTAPVRLDTVAIGPIVDRNLRAF
VNAGEMHDSLLGMAYLNRFERIEFVRDRMILTR
>ANB38094.1 MarC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MELGFYISALVTLFVIIDPIGLTPVFVALTQGMSPRQRRAIGLRAAAISVAILTLFGIFGEQVLVFAGISMPAFRIAGGI
LLFLTALEMLFERRSKKREDRAHEELPDPSVFPLATPLMAGPGAIATMVLLTGQVDRAPLDMLLVHLAMIAVIGICLGLF
MTASLLERALGHTGIVVVSRLLGMLLAALSVQFILDGLRDFGLAPV
>ANB38095.1 glycosyl transferase family 1 [Rhodovulum sulfidophilum]SNK001
MLRIDDLRYSIEGRPLFEGASAVIPDGHKVGLIGRNGAGKTTLFRLIRGELTLDSGAISFPPQARIGGVAQEVPSSATSL
LDTVLEADTERASLMAEAETATDPHRIAEIQTRLTDIDAWSAEARAASILKGLGFSEAEQHMPCSDFSGGWRMRVALAGV
LFARPDLLLLDEPTNYLDLEGALWLENYLARYPHTVILISHDRGLLNRAVGHILHLENCKLTLYAGGYDAFARARAEQRA
VQAAEAKKQDLRRAHLQSFVDRFRYKASKAKQAQARIKMLERMPPVAAPEEMARVAFSFPQPEELSPPIVAMEGVSVGYD
GTPVLQRLSLRIDQDDRIALLGRNGEGKSTFSKLLAGKLDRLSGRVTTANKLKIGYFAQHQVDELHLDETPLEHLRRERP
DDAPAKLRARLAGFGLGADQADTEVGRLSGGQKARLSLLLATLDAPHLLILDEPTNHLDIESREALSEALNDYSGAVILV
SHDMHLLSMVADRLWLVEGGRVAPYDDDLDAYRKMLLSADTPERAQTVRAAAPKRPGRDELLALRAEVRKCEARVAKLEE
MRAKLQEKLADPDMYDPARADERMLWQKKFAEAEEAMERAEALWMEALEKLDKAEA
>ANB38096.1 sodium:alanine symporter [Rhodovulum sulfidophilum]SNK001
MTVIVDFLNTVLWGYVLIWGLIGAGLYLTIRLGGIQFRHFPEFIRVLVSTGESDRSGITPLQALTVSLASRVGTGNLAGV
AVAIYLGGPGAVFWMWIVALVGMATAYAESTLAQLYKVRNADRQYRGGPAYYIWHGLGAKWLGYVFCFFFLCSFGLIFNA
VQSNSIADAADGAFGIPKLATGIAIGTLTGIVIFGGIRSIASVAERVVPFMAGIYLLVAAYVLVVHAAEIPGLLALIVKS
AFGIDQAVGGFAGGFAAAALNGIKRGLFSNEAGMGSAPHIAAVAVPDPHHPSSQGMVQGLGVFIDTLLICTATALMILLS
GVVDYGPDGITGTELTQNALSAHIGAVGPAFIAVAILFFAFTSIIGNYAYSENVMEFLGLGRGVPLAILKAAQVGMVIWG
AVQPVTKVFNFADASMATMATINLIALILLSGTVIRLTRDYFEQRKTVTEPCFRLSQHPEIDPRGIDRTIWNKDIAAERG
A
>ANB38097.1 nucleoside-diphosphate kinase [Rhodovulum sulfidophilum]SNK001
MAIQRTFSIIKPDATKRNLTGAINAKLEAAGLRIVAQKRIHLSKAQAGVFYAVHKERPFYDELCEFMASEPIVVQVLEGE
DAIAKNREVMGATNPAEAAEGTIRKEFALSIGENSVHGSDAEDTAKEEIAYFFSGLELVG
>ANB38098.1 hypothetical protein A6024_09285 [Rhodovulum sulfidophilum]SNK001
MKYIWDDWMPKLSSKQRLLTDVAVEGESTTTPFSDALGFKCLSENSTSKTELMTDNPTPLSRQMNWPLLGGMGEGHVELQ
TSNPTPLSSRMGWPLLSKRAYYGVAAK
>ANB38099.1 light-harvesting protein [Rhodovulum sulfidophilum]SNK001
MTDDMDKVWPTGLTLAEAEEVHKQLIDGTRVFGAIALFAHFLAAIATPWLG
>ANB38100.1 light-harvesting protein [Rhodovulum sulfidophilum]SNK001
MNNAKMWLVVKPTVGIPLFLVACAIASFLVHLMLVLTTGWMGDYYSGSFEAASLVSNATTLLS
>ANB38101.1 protein pucC [Rhodovulum sulfidophilum]SNK001
MNRLSKMAVNRIATVGPRFLPFAEAASEDLPLSRLLRLSMFQVSVGMAMVLLVGTLNRVMIVELEVPASIVGIMISLPLL
FAPFRALIGFKSDTHKSALGWRRVPYIWKGTLLQWGGFAIMPFALIVLSGQESAAGAPEWIGILSAAVSFLLVGAGVHTV
QTVGLALATDLAPREDQPNVVGLMYVMLLVGMIVSALLFGMWLEDFYHAKLIKVIQGAAVATMVFNVIALWKMEARDRVR
ARQRLEGDPEPSFREAWGLFTRGPNARRLLWVIGLGTLGFGLSDVLLEPFGGQVLDMSVAATTKLTAAVAGGTLVGFAWA
SRVLSRGYDPMAMAGWGAVVGLPAFAIITFSATLQSEPVFVFGTMMAGFGAGLFSHGTLTATMRSAPKAQVGLALGAWGA
VQATSAGAGIALGGVFRDAVLHSPIGDLFGAATPYFFVYAIELALLVATIIVGYRLMLSRAFGIENAPD
>ANB38102.1 hypothetical protein A6024_09305 [Rhodovulum sulfidophilum]SNK001
MAGKRGRPSVTDTRFFPSLAVLTAVFLASGPHPAAATEAVLSAPGASDELRQALEASALTLEAARAPDASAQDIFAAARA
DYARLVGVLYARGYYGPEVHVTLDGREAADLSPLSVPARIGRVEIRVAPGRPFAFSQALIEPLAPGTDLPDGFAPGKPAE
AATVRAAAKAGVDGWRAAGHAKAKVAGQSLIADHPDATLAARLRLAPGPAIRFGDLVIAPGSGVREDRLRTIAGLPMGEP
FDPEALDRSAERLRRTGAFRSVRLTEAETLGPGNSMDIGLEVVDQKKRRAGAGVEFSSLEGATVSGFWMHRNLMGGAERL
RFDFEIAGIGGQDDGGEDLSLSARFDRPAVIDADTGLYLLGAVEDLDEPDYTETNARAGGGLTRIFSPHLKGEAGVLLRY
ADVSDDLGDRKMTHLTFPVSLTWDRRDDPLDAHKGFYLDGSVTPLLAVGGAAESGALIKADGRIYQQLGSRLVLAGRAQI
GSVVGAASDGVPPALLFFSGGGGTVRGQPYQSLAVDLPNGDRIGGRSFIGLSGEARVGVTGAIQMVAFYDAGFVGPDSWV
SDGDWQSGAGLGLRYDTGIGPIRFDVAAPVDGDTGDGVQFYIGIGQAF
>ANB38103.1 hypothetical protein A6024_09310 [Rhodovulum sulfidophilum]SNK001
MRVFLGFLLLLLTALPLAAQEDDRGVLVSFLEDKLSSAGREIRIEGFEGALSSRATLKELTIADEDGVWLTVRGAVLDWS
RAALLRGEVKVDELSADEILLPRLPRGGGASVEKSEATPFALPDLPVSIDIGRVRTPRLVLGEALIGQEAELALDGALSL
AGGAGRADIEATRSDAEGDFAIRAAYANDSQELSLDVSLTEGAGGIVSSLAGLPGAPPLALTVKGDGPLSDFAADLALAT
EGEPRVAGRLTIVAPADAPEDRAFAATLSGDLAPLVAEPLRPFFGAATDLEIDGTRRADRRLDISRLEVSTGALQLGGTL
SLAATGLPEKVDLTGRLSGPVLLPVSGLDTTLDGATLEASFDAATGEAWQAAITLDGLASGPLTLAHADLTGTGSIRPQD
PALAADIAFRATGIGHAEPALARALGQAAEGHARLSWKAGVPLELTDLQIASGDARLTAKGTLGSAAKGLPFDGRIGAAL
DDLSRFAALAGRGLGGAARADLSGRYRLLDGIFDLSLDAETTDLKTGTPRLDPLLAGAGQVRLAAARGPEGTSLKQLHVE
TPGLSLDGQGDLSSAAGGLTLTGQVPDLALVDPKLTGPGWLDTAFGWEAGGRLRLDRFKATAAGAEIAAEGALTPGDPAL
PAEGKVTLSAPKLSVFSGLAGRPLAGKLDATLSGQGAVKGDFDATLSAEGQGLAIGIAQIDRLIGGKTTIAAAGARKAGD
LTVGRLDIETPRLTVKAEDSAGDGTLDLTASLSDLALLVEGFPGPVALKGQARPEGADWRLTLNATGPSGTTAAIGGRLA
RDASSADLSLKGRAPLSLANPFIAPRSLDGMAAYDLTLKGPLGLSALSGRATTSGARLSAPTLGAALTDIGGRVDLSGGR
ARLDLTGRLGGGQVAVSGPITLSGAFPAELAIRLTRARLQDPTLYETSVDGSVTVTGPLTGGARIAGQLDVGRTEITVPS
TGLGGGGELPEIDHLGTPAAVQATLRRAGLVATEGEGGGGRPYPLDLTVNAPSQVFVRGRGIDAELGGRLRLGGSTADVV
ASGQFELIRGRLDILAQRFTLDEGRVTLSGSFDPRLYFVAATQSGDVTARIVVEGPASAPEIKFSSSPELPQEEVISRIL
FGRGLDTLSPLQAAELASAVATLMGKGGQGILGALRGATGLDDLDVNSTEEGGTELSAGKYLSDKVYSQVTVNQKGQSEI
NLNLDVSPYVTLKGHAGAEGDTGIGIFYERDY
>ANB38104.1 anthranilate synthase [Rhodovulum sulfidophilum]SNK001
MSRIIPEFTAFEAGYEAGRTQVVYARLAADLDTPVSLMLKLAGARTDSFMLESVTGGEVRGRYSVVGLKPDLIWECRGET
SRVNRMARFDPDAFEPMEGHPLASLRQILAESAIDMPEELPSIAAGLYGYLGYDMIRLVERLPNVNPDPLGLPDALMLRP
SVVAVLDGVKGEVTVVSPARPEPGLSARAAYAQAAERVMDALRDLDRAVPAETRDFGEAREIGEPISNFTRESYMAAVET
AKDYIRAGDIFQVVPAQRWTQDFPLPPFALYRSLRRTNPSPFMFFFNFGGFQVVGASPEILVRLRGGEVTIRPIAGTRPR
GATPSEDKALEADLLGDQKELAEHLMLLDLGRNDVGRVAKIGTVHPTEKFIIERYSHVMHIVSNVVGEIAEGEDALSALL
AGLPAGTVSGAPKVRAMEIIDELEPEKRGVYGGGVGYFAAGGDMDMCIALRTAVVKDETLYIQAGGGVVYDSDPAAEWQE
TVNKSNALRAATAEAARFVRRGNG
>ANB38105.1 hypothetical protein A6024_09320 [Rhodovulum sulfidophilum]SNK001
MSKSKGKQFSKTLVWMMLIFVVLGLGGFGVSNFGGRVESIGSVGDTEISTDSYARALQRELRARAAATGQNMSLAEAQAS
GLVDAVRAQEISNAALDNEMHRIGVSVGDDQVAREVMRLDAFKGPDGSFDREAYRYVLSQNGMTETQFETSLRKEAARSL
LQTAVVAGLDAPETYVDTLYTYIAERRSVSLIHLTADALDAPVPDPTEDQIKAQYEATPEAYTAPMTRKITYAWLSPEAM
ADTIEPDEALLRQLYEQHIDEFVQPEKRLVERLVFSSMDEAQTAMDRIEAGEESFDDAVAARGLAIDDIDMGDVSEVQIG
GEAGRAVFALTEPGLAGPLMSDLGPAIFRVNAILAKQEIPFEEARERLAPEAVHSRAVRMIADKINDYDDLLAAGATLED
LARETEMQLGQIDYTADSDQGIAAYQDFREAADAAVEGDFPEIKELDDGGIFALRLDREIPPTLRPLEAVQDQVAGDWRQ
AETARRLADKAEALKARIDGGEEMTALGVDVTSETALSRGGLMPQPLSDAMFRLADIGDSAVVPVGAEVWLIRLDEILPP
DADAPGADMLRQNIAAQAGQGLAQDLYAYFAQAVTNAAGLSLDQAAINAVHAQFR
>ANB38106.1 hypothetical protein A6024_09325 [Rhodovulum sulfidophilum]SNK001
MAASQPPRGGTAATFAPPVMQARRWLDGVSFPADRPLLNVSQAAPMDPPPEALRQAIADAALNDLGAHLYGPVLGLPELR
AEIAAEWSRAYGGDIRAERVAITQGCNQAFCAAIASIAAAGDEVILPTPWYFNHKMWLDMAGMRAVPLATGTNLLPEVQR
AGALITPRTRAIVLVTPNNPTGLEYPAELVADFLALCRRHGIALILDETYRDFDSRDGAPHRLFVDSDWGDTLIHLYSFS
KAYRLTGHRVGALIAGEAVVTEVEKFLDTVAICPNQLGQRAALWGLRHLGAWKADERAEILARRDALSRNMSALPGWELM
GAGAFFAWLRHPFDIGSEPLARRLVAEAGVLLLPGGMFLPETDPGARDQLRIAFANIDRPGLQALFGRLAAFRP
>ANB38107.1 xanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MDPDRLPHEKGFHVSWDQLHRDARALAWRLDGQGPDNGGWRAVVAITRGGMAPAMIVSRELDIRMVDTISVKSYNHQSQS
APVIIKMPDRELVGDGTGVVIVDDLVDTGRTLEVVRATMPKAHVATVYAKPKGKPQVDTFITEVSQDTWIFFPWDMALQY
VKPYRAGE
>ANB38108.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]SNK001
MSTKLMEGKRGLIMGLANDKSIAWGIARQCAEAGAELAFSYQGEALKKRVMPLAASLGSDIVLECDVASEESLDGLFAAL
EARWGRLDFIVHAIGFSDKNELRGRYVDTSRSNFLMSMDISVYSFTAAVQRAARMMTEGGAALTLTYYGAERVMPHYNVM
GVAKAALEASVRYMAEDLGKDGIRVNAISAGPIKTLAASGIGDFRYILKWNELNSPLRRNVTQEEVGKSALYLLSDLGSA
VTGEVHHVDAGYHGVGMKAVDAPDIDAVTGRKDS
>ANB38109.1 pyridoxamine 5'-phosphate oxidase [Rhodovulum sulfidophilum]SNK001
MTEREGIFAGDDPFAIARRWLAEAEKTEPNDPNAIALATVDGQGLPNVRMVLLKEIEADAFMFYTNYESAKAGEIVLTNK
AAFVLHWKSLRRQVRVRGITEKEEGEKADAYYASRALQSRLGAWASRQSRPLASRGELMAEVAMVTARRGVAPARPPFWG
GFRIRPLEIEFWADGAFRLHDRFRWCRDTLDGEWQIDRLYP
>ANB38110.1 cold-shock protein [Rhodovulum sulfidophilum]SNK001
MDKDSDTALRVEGRVKWFDPTKGFGFVVADEGGPDILLHANVLRNFGQNSVSDGAGIVLVVHRTARGLQATEVLRIEPAV
STGAPALEDAMHLTAEEVAALPLEPARVKWFDKAKGFGFANVFGRDDDVFIHIEVLRRSGLADLQPGEAIAVRVTEGQRG
RLAISVGPWESALGPGGSSSG
>ANB38111.1 ribonucleotide-diphosphate reductase subunit alpha [Rhodovulum sulfidophilum]SNK001
MKIERKFTTEETGAYGSLEFTATTSEIRNPDGKVVFRLDEVEVPTGWSQVASDVIAQKYFRKAGVPARLAKLPEEGVPEF
LWRSVPDAGALEALPEEERFGGETSARQVFDRMAGAWTYWGWKGGYFSAEEDARAYYDEMRFMLASQMAAPNSPQWFNTG
LHWAYGIDGPGQGHYYVDYRSGKLTKSASAYEHPQPHACFIQSVKDDLVNEGGIMDLWVREARLFKYGSGTGTNFSSLRA
EGEALSGGGKSSGLMGFLRIGDRAAGAIKSGGTTRRAAKMVICDMDHPDIESFINWKVIEEQKVASLVAGSKTHERHLNA
LFEAIRAWDGKQEDAYDPKANAGLKAAIRAAKKALIPEGYVKRVLDYARQGYGSIEFPAYDTDWDSEAYSTVSGQNSNNS
VRVTDAFLKAVKADADWELVRRTDGKVAKTVKARELWAQVGHAAWSCADPGIQFHDTINAWHTCPADGEIRASNPCSEYM
FLDDTACNLASMNLLAFWNDGAFRSEDYVHATRLWTLTLEISVMMAQFPSKEIAQLSYDFRTLGLGYANIGGLLMNMGLG
YDSDEGRALCGALSAVMTGIAYATSAEIAGELGAFPGHERNAEAMLRVIRNHRNAAWGKAVGYDGLAVPPVPLDHANCPE
EGLVEMAISAWDEALALGEKHGFRNAQVSVIAPTGTIGLVMDCDTTGIEPDFALVKFKKLAGGGYFKIINRSVPAALEAL
GYGSAQIEEIIGHAVGHGTLGNCPGINHTSLIGHGFGQAEIDKIEAALPSAFDIRFVFNPWTLGEEFCTKVLGIPAAKMA
DPGFELLRHLGFSRAEIEAANDHVCGTMTLEGAPHLKPEHYPVFDCANPCGKKGKRFLSVDSHIRMMAAAQSFVSGAISK
TINMPNDATIEDCLSAYELSWSLGVKANALYRDGSKLSQPLAAALVEDDEEAEEILETGTPAEKAQVLAEKVVEKVVVKE
IVRSHREKLPTRRKGYTQKAIIGGHKVYLRTGEYQDGTLGEIFIDMHKEGAGFRAMMNNFAIAVSVGLQYGVPLEEFVEA
FTFTRFEPAGVVQGNDSIKNATSILDYIFRELAVSYLDRTDLAHVKPKGAAFEELGHGHEEGKANVTPVSESAASKSLEV
LRQISSTGYLRKRLPQELVVLQGGMNAVDFAGSATPVAAVPGSASAPAPTVSAATAIASGTVPMDARVKAKMQGYEGDPC
GDCGNYTLVRNGTCMKCNTCGATSGCS
>ANB38112.1 hypothetical protein A6024_09365 [Rhodovulum sulfidophilum]SNK001
MQLIIGSQIVANARLRRIPGGIEAQLAGDALKRLIDATFIGGSIEVLDGTHRARGLDVTDIRMGGASTTVTLKATGARSM
H
>ANB38113.1 hypothetical protein A6024_09370 [Rhodovulum sulfidophilum]SNK001
MSETRRSPGRIVALDLARSTALLGMAVFHFSYDLEMFGHLPPGTVVTGGFRLLSVGVAAAFLALAGASLHLAHGQGLRPR
AFLRRLLRIAAAAALVSLGTWAVFPASFVYFGILHAIAAASLLGLLLVRLPPLVPAMLTLGMLLMPRPAPLPDLGWLDWT
GLTATPRPSVDFEPLFPWAAAFLAGMALAGFASRAGLWHRLSGPPGRLSGLLAWPGRHSLAIYLLHQPVLIALVWAATRF
APV
>ANB38114.1 YeeE/YedE family protein [Rhodovulum sulfidophilum]SNK001
METIPPGAIAALIGLATGCVLGLAARLGDFCTLGALETAIWGADQRRIRMWGVSLGVAIAATALLAAAGQIDTGATIYHQ
IRWNPAASVLGGLAFGYGMALAGNCGFGALARFGGGDLRSLVIVVVISIFGFVTLSGPLAPLRDLAFPQQPSDGPQSLAL
TGAALTGLPPLALALGLAALAAGWGLWHRPLRAEPHRIGWAVAAGLAVSAALWGTSALHEATLGAVDVEGHTFTAPLGRT
LMWMMTSSAGGLSFSVGSVLGVLAGAWLGSWRRRSFRWEACEDPRELGRQVAGAALMGIGGVVALGCTIGQGLTAFATLA
WSAPVTLAAIAAGAVFGLRRLIAGFQPD
>ANB38115.1 hypothetical protein A6024_09385 [Rhodovulum sulfidophilum]SNK001
MTPGIRAWICAAGLALMAGQPARADLELGMVERVGCAYCVLWDREIAPIWPKTREGRTAPLRRIDLDANLPGDVRFASRP
RFTPTFVLLRDGLEIGRLEGYPGEDFFWGLIGAMLQQQPEWAQTDEDEGG
>ANB38116.1 sulfur oxidation protein [Rhodovulum sulfidophilum]SNK001
MLEISYGGAALAGLLSFLSPCILPIVPFYLCYMAGISMTELRGSDRIPPGAVRRLVVSAIAFALGVTSIFVLLGMGATAL
GQGFREWKDELSYVAALMLFLFGLHFLGILRIPLLYREARIETRAEPSTLVGAYLMGLAFGFGWTPCVGPALAAILMVAS
GMGDIGRGGLLLLVYGLAMTLPFVLAAAFARPFLAWMQRNRRHLGHVEKAMGAMLVVFAILIATNSVGYLAQVLIDNVPW
FTTLG
>ANB38117.1 thioredoxin [Rhodovulum sulfidophilum]SNK001
MKLTTLLAAGFAALAVPALASPMGDDGLHKPDWLRQTFRDMREDLAEAEAENRRMLVIWEQRGCIYCTRMHEEVFPDPEI
EALIRERYFVVQMNLFGDVEVTDFDGTVLPEKEMAGRWGVMFTPTLMFMPETPPEGGTAAEAAVASMPGAFGKGTTRALL
QWVLDRGYEGDEHFQKYVARTMADPGN
>ANB38118.1 hypothetical protein A6024_09400 [Rhodovulum sulfidophilum]SNK001
MGLTTACIALWASAGPGPAAEVAPGDVAIDGQGHVARPLTDAPGDPVEGRRLMTDRSVGNCIACHEVTEMADAQFPGTVG
PSLDGVAARYPEAMIRGILVNSKNVFPETVMPAYYRVEGFNRPGIAFTSKPIEGEIRPLMTAGQIEDVVAYLMTLTQ
>ANB38119.1 thiosulfate oxidation carrier protein SoxY [Rhodovulum sulfidophilum]SNK001
MEFTRRGAMALSAGLAAALMLPASAVRAAVEDKIAEFTGGADAGADGITLTTPEIAENGNTVPIEVEAPGAVEIMVVASA
NPTPDVARVSFGPLAGAQRLSTRIRLGGTQDVIAVAKMGDGSFRRAANTVKVTIGGCGG
>ANB38120.1 thiosulfate oxidation carrier complex protein SoxZ [Rhodovulum sulfidophilum]SNK001
MAEGVKARVKAPRTVAAGETVVIKTLISHQMESGQRKDSDGSLIPRSIINRFAVAYNGQNVIDVALAPAISTNPYFEFEA
VIPEAGDMVFTWYDDDGSVYEEVKSIAIG
>ANB38121.1 sulfur oxidation c-type cytochrome SoxA [Rhodovulum sulfidophilum]SNK001
MKTMTGRLVAAALVCGGAFSGAAVSAGPDDPLVINGEIEIVTRAPTPAHLADRFDEIRSGWTFRTDDTQALEMDDFENSG
MVFVEEARAVWDRPEGTEGKACADCHGAVDDGMYGLRAVYPKYVESAGKVRTVEQMINACRTSRMGAPEWDYIGPDMTAM
VALIASVSRGMPVSVAIDGPAQSTWEKGREIYYTRYGQLDLSCASCHEQYFDHYIRADHLSQGQINGFPSYRLKNARLNA
VHDRFRGCIRDTRGVPFAVGSPEFVALELYVASRGNGLSVEGPSVRN
>ANB38122.1 thiosulfohydrolase SoxB [Rhodovulum sulfidophilum]SNK001
MIARRDFLQAALAASAIWGASGMGNWARLAARQALSQDRLLEFDSFGNVTLIHVTDIHGQLVPVWFREPEVNIGVGAAEG
QPPHVTGADFLKLYGIAPGTPEAYALSYVDFVSLARSYGRMGGLDRVATVVKAIRADRPEALLLDGGDTWHGSYTCLRSD
AQDMVNAMNLLKPDAMTSHWEFTLGLDRVNEIVEGLDFAFLGANIFDAEWDEPAYEPYRIFERGGAKIAVIGQAFPYLPI
ANPNWMFPGLSFGVREERMAEMVREVRGKGADLVVVLSHNGFDVDRKMAGNVPGIDVILTGHTHDALPEPVMVGQTLLIA
SGSNGKFVTRLDLDVREGRMMGFRHKLIPVFSDAIAPDPEMAALIERERAPYKDEMTEVLGTTDGLLYRRGNFNGTWDDL
ICNALIDEREADIALSPGFRWGPSLLPGEPITREDLYNATAMTYPNAYRSEMTGEMLHTILEDVADNLFNPDPYYQQGGD
MVRVGGMGYRIDVTRPQGSRITGMTLLKTGEPIDPARSYVVSGWASVNEGTEGPPIWQVVEDYVKRQGTVRVDPNKSVVV
SGA
>ANB38123.1 cytochrome C [Rhodovulum sulfidophilum]SNK001
MSKFRNLSAAALLLTLAAPAQAGDFGLGRPALPEEIAAWDLDVAPDGKGLPEGSGSVEDGEEIFSANCAICHGEFAEGVD
NYPKLAGGEDTLDRDDPVKTVGSYWPYLSTVWDYVHRSMPFGAAQVLTVDEVYAITAYILYSNYLVEDDFVLSNENFLEV
AMPNADGFIVDDRETTELPLFSQPPCMTDCKQNVEITMRAAVLDVTPDEAAAN
>ANB38124.1 cytochrome C [Rhodovulum sulfidophilum]SNK001
MREELCLILALALGGAGAGRAETHVEAIGDPVRGAEIWIYCSGCHEIGPGAQASIGPPLNGLFGRRAASVADFPYSKSMR
RAGDDGLTWTLETLDAYLENPVVLVSGTRMSFPGLEDAAERADLLAFLRRYSDSPSDIPEAAPTARAEDPVLPEATLALA
GDPAWGEYLSSECTTCHQRDGSDRGIPSITLWPERKFVLAMHAYKQKLRPHPVMRMMAGRLSDEEIAALAAYFGGLGP
>ANB38125.1 flavocytochrome C [Rhodovulum sulfidophilum]SNK001
MSLNRRSFLGTGLALGAALSAPCAIGQARPRVVVLGGGAGGATAARYIAKDSDGAIEVVLIEPGKTYYTCFFSNLYLGGF
RDFASIAHDYGTLASRYGINVIHDLAVDIDRAARSVTLASGHALGYDRLIVAPGIDFVDGAVPGWDMTAQNRMPHAWKAG
SQTQLLKAQIGAMRAGGVFCMVAPPDPFRCPPGPYERVSMVAHVLKESNPTAKILIVDPKENFSKQALFEDGWARHYPGM
IQRIGPDFGGANVEVRPDSMEVVIDGMAETVDVCNVIPAQKAGHIAGVAGLADDSGFCPILPGTMQSRFDENVYVLGDAT
IAGDMPKSAFSANSQAKVAAMQVRAALTGARAFPAKYSNTCWSLIDSGDGVKVGASYQVGEDRIAKVDGFVSQIGEDAAL
RKATYEESLGWYAGITADIFG
>ANB38126.1 hypothetical protein A6024_09445 [Rhodovulum sulfidophilum]SNK001
MNMIQDLRQTAPRPVMRPRLHPVFGKLGPMPAASLRAMVGYGLNEAEIGRYFGVTPSSVRRLKRSLGVCDSAAE
>ANB38127.1 flavin oxidoreductase [Rhodovulum sulfidophilum]SNK001
MERFIPGPDTRRLYRDALGSFATGVTVVTAAGPEGPVGMTANSFSSVSLDPPLVLWSPARASARYPAMTGAERFAIHVLG
AGEEDIAARFARSGDDFEGLDCAPDADPPLLEQGWIARFLCRRVALHDAGDHAIVIGHVEECARREGPPLVFAGGAYGDF
SPVD
>ANB38128.1 alkylphosphonate utilization protein [Rhodovulum sulfidophilum]SNK001
MPQFLHPLRFTGARILRDGEMQRRSIAIAEGRITKGPLPEVDLTGYLILPGIVDLHADTVDRHLPRVASHLAPDLALAAS
DRDAAAHGVTTGWLAQDWSWEGGHRAPDRAEALMAALAAYRRRMLTDLRLQLRCEIHTVGTAERLLEAIGRYRIDYVVFH
NRLDAAAERAQDRPWPPPCRADRDGLAAAQAAMPDVPRYLCRLAEAFDAMGVLYGSHGDPDGETRERFSMIGARIAEFPT
TRRAAAAAKAMNDPVLLGAPDVMRDGSQPGQVPATDLIAQGLCDALVSDFYYPALTHAVWRLVDLGLKTLPQAWAMVSQR
PAEILRLPDRGRLDIGKRADLCVINERTRAVEMTIAGGRLTYLAGEAAHRFVHRIHALDMAAE
>ANB38129.1 phosphonate metabolism protein [Rhodovulum sulfidophilum]SNK001
MEGYRRYAIYYAPEEGALGDFGKAWLGWDAEAGTPRAHPRLRGLPRPVEELTATPRKYGFHATVKAPFRLAMGSDIGLLH
ASAVALSGQLRPVLIEGLRLSLLGGFLALTPRGDTRLLAAMAGSVVEALDGFRAEPTPAELARRDPDRLSIRQRKLLEKW
GYPYVMEEYRFHLTLTGPLKVAEAEAARMVLGPVLEPLIDRPIRIRSLCLFGEAEDGRFHNLHRYRLAG
>ANB38130.1 phosphonate metabolism protein PhnM [Rhodovulum sulfidophilum]SNK001
MLPTAETVLANATLVLPGEIRVGSVRIAGGRIDAIDTGAAVPAGALDCGADLVMPGLIELHTDNLERHIQPRPAVDWPHA
SAIIAHDAELAGVGITTVFDAMRVGSVPSRKARYRPYARGLASELLELRAGGALRISHFLHLRAEICSETLPEEMAAFGP
EDRVGIVSLMDHTPGQRQFRDEARLKAYMMGKNNFTEAEFRDHVAALKDLRAQNGARHEVLALAEARRFGAILASHDDTT
AAHVAVSAGQGIRLAEFPTTLEAAEACRAEGIAVMMGAPNLIRGGSHSGNVAAADLAGPGLLDILSSDYVPSALLMGALR
LGDLWGDLARGIATVTQAPADAVGLADRGRIAPGARADLIRVARIGGAPVVRGAWVQGARVA
>ANB38131.1 hypothetical protein A6024_09475 [Rhodovulum sulfidophilum]SNK001
MSKTPATPSATAALEAALRAQAEGWGMMAWMGATMADHVRRTGSEMAAFARDEARRNAEAMQRLAACRTPESLTDWQGDY
LGETVAVCRDEAERLARMQAEVCDVTLNRMTGWRD
>ANB38132.1 hypothetical protein A6024_09480 [Rhodovulum sulfidophilum]SNK001
MDAFSFPVWPEAPRGPFGYFFPAAPEMPGGADIAAALDDLASAMADPLPAGPGEAGMPAIYACFARVIAADIAEAAGLAE
AAAAPDIGRFDPLPRDRAAATLCNRHTGRLALDSLYGGVTPEAPGRIPAALVRLRTDADSPAPPGIAGSGGQDRNGRPAG
ACAQPAPGRSGASPFRIVRTKVEAEIGAEIGAGADIAQARPDGDRSVAWFHLALARFHQAVMAHAVGIGGPRPETGEPAF
AFARGEVRKHFQWLVVNDYLRRICLPEVLEDVLAEEAPVYRDLLMRCPGLPEGRLPLPLEFQAAALGCAETMARPGDDWL
ARLGSGRPLPGGLAVFPRLIDGRVPPPDRGSRGANARPDTWFAPDLLCPGEKLPVPNARRRRLAERRLHRGLRLNLPSGQ
GCVAGIARLGVRIAPLSPAELAEGPGGAVLARAGMIEATPLWYYLLREAEARSGGRRLGPLGSRILAETLVGLCVCDPES
YWHHLGSDHGRWHPRDGVRPAGEPVTTVAALIRAAGMCA
>ANB38133.1 aldehyde dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTTLTCISPIDGSVLAEREALSSEAARAAVARARAAQTDWAARPLSERIRLVLKGVANVGDMNDEIVPELARQMGRPIRY
GGEFRGFEERAKYMAAIAETALAPIEAEDSGSFKRYISRDPHGVVLVIAPWNYPYMTAINTIAPALIAGNAVMLKHATQT
LLVGERMARAFHAAGVPEDVFQNVFLDHGTASALISERAFGFVNFTGSVAGGRAIERAAAGTFTPLGLELGGKDPGYVLE
DANLDMAVEVLIDGAMFNSGQCCCGIERIYVAESLYDSFLEKAVRLVESYRLGDPLDPETTIGPMAQARFADLVRAQTAE
AVASGARAMIDPALFPQDGGTYLMPQILTGVTHEMRVMREESFGPVVSILPVKDDEEAIRLMNDSDYGLTCSIWTNDVTR
AERIGQRIETGTVFLNRADYLDPALCWTGCKDTGRGGGLSVIGYQNLTRPKSYHLRKL
>ANB38134.1 hypothetical protein A6024_09490 [Rhodovulum sulfidophilum]SNK001
MLREEMADVTLDHDTRTAEIERKTFDQAGPGRELTRGYERAQGARTVFLRKPAPGSYGRCGYRLLSQRKTPR
>ANB38135.1 hypothetical protein A6024_09495 [Rhodovulum sulfidophilum]SNK001
MGAALGIGTDGIDDRPGCDVPAHQLSPHVHQTESEPVDPVSGHCHRQLIETHRAGHRTDFLCGGLPTWSLAGGSTARFLF
SAWMKIRMRRSSSASWWQGARRGGSPQGCQRELQLIRDFKSMSAVRGEGRGQQNLIALPPVNGAAHRMAEQPGLESGGLD
PGMGPALGRKVGRLARSLACSMPRNRFWPRMSPTWGLAKGRAQGRLEPFAHDLRPRERPVPGQLGVSVREGATARFDGVM
EAVHSIAPTG
>ANB38136.1 hypothetical protein A6024_09500 [Rhodovulum sulfidophilum]SNK001
MGFIDQNRVNASLALQRGHYTFPRAAKLREAFENCLHDYYVKASIGGHFEVRGMLVTGESRVGKTSETVRLIEEFNASMT
KMPNGKVGKIIYCKLDGSISWKDLGHKTLEALGYPANPRRTQGELWNMVRHQCREQGVIGLYYDECQHAFTSGKTSNEKL
LDRFKALMKEPEWPLMLILSGVPVLASHVNSEEQIAHLLSHIHFDEIHLGRFADPTRDPDMIELNKLVYTYAERVDIDVD
DLVDVDFLQRLDFACASRWGLVIELLIRAFGLCRLHGRKTATIDTFSKAYAHNSRLPQGLCPFTAPDYRDMIDGDKLMEM
MLDE
>ANB38137.1 hypothetical protein A6024_09505 [Rhodovulum sulfidophilum]SNK001
MTIAPRYNFEAGTEIVVQGRDLLLRKVGSQGYELADVAGGQMSILGFSSFVEMMKSGAVTFAPSQLLPEGSAKLRLGGLS
VSAQLSDEQQAYGRFHYALCRAIDELHRHRTIVESDKDFRISIGTLNHPANRKFLRPIVEAFFGERVHLGAATLKGGRQK
SWFIYKGRTLKKYYEIYQRLQDGDDVIAGLATLDHLKGNETPRLPLRLKELMTEAWEEIGLDLKGPSVANVHGYLAALIN
RENRQRALNDLPALPVPSHQSVLRHRKELLTPTEYMVANKGERYARNKRGRGHSDVRALMIGEFCEMDECRASLITSAKA
KGYWHTLSEGMKKAMEWADEEIRSRLSILVMIDVATRMPLAWVVSDQPKAEATMQLLRMATRDKTRERRIYGCEGEAMPA
MGLGMVRNDNGTGLRNAEVKSALMGIASANTDVRTHASADKPYVERMFGTTESVLFKLLHGYTGRKAGELPGYDAKKSGV
LDIDLLYEILTKFFIDEYPSLKHMGVGMSGRRPAEVYQELNETRETFRLLDEDLRRIHLGWPFKVQPNDEGVRVLEGLFY
SSDEFQTAREHHQGKVTVYIDPDDLSFATAVLPRDPDPYRLALQTTVFADLTVSEFLELMTQYRRENPELTTLYEDRIAK
VRLERHEQLKKIGVERRLPRSYVNVGEARKMAKSLFASSRLVTTHVPVDTVAPGTLATAISGPGILPLGGASLIDHAPVE
TTSTPALPARTSKPKAEKPSSEPPVRLGRPAQKGELS
>ANB38138.1 hypothetical protein A6024_09510 [Rhodovulum sulfidophilum]SNK001
MSDQPSIEDRIASGYDGLSARLRDAADYVAAHPVDVATRSLRSISATSGLSPATFSRLARALGFASYEEMRELSRNAVGR
RYVSLSEKVRRLQAEAEQAEQPPFLLRHSGACMANLEAATRLVDPERLEAAVERLHRARHVALFGALGSTGIVEYMAYLG
NYFASNWSIAARMGASLASSLADLGPEDALVILTKLPHARRAVLAAEMGRERGAFVMVVTDTHACPALKSADAGFILPSD
SPQFFSSYAASLVFLETVIGMLATRSGSVAKARIEKIESRNHRLGEFWAG
>ANB38139.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MSFPLKPLAAAAALTAFAAPAAQAEEFITIGTGGVTGVYYPTGGAICRLVNKGRKDHGIRCSVESTGGSVYNLKTIRAGE
LEFGVVQSDFQYHAYHGSSPSFEGDGPFEGLRAVFSLHPEPFTVVARADSGIRELDDLKGKRVNIGNPGSGQRGNMEVVM
AAKGWTMDDFALASELKPAEQSAALCDNQIDAMIYTVGHPSGAIQEATTACDSVLVNIRGPEIDKLVEDNSYYRKAIIPG
GMYRGNDEDTETFGVGATLVTSDAVSEEAVYQLVKAVFDNFDDFKALHPAFANLKAEEMIKDGLSVPLHDGAARYYREKG
WID
>ANB38140.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MADKAAGGRALSEDELQDLVAASDAGARSPAGAVGLFLAGVALSWSLFQVVLASPLANVILPGDIINNSRQIHLAFAIFL
AFCAYPAFRSSPRRRVPLQDWAFAVAGALIALYGYFFYDKIVQSGGLADDTDKWVALVGLLLLFEAARRALGPAMAIIAT
IFLVYVFFGAAPWVPEVIRWKGASLQKAMSHMWTTSEGVFGIALGVSAKFVFLFVLFGALLEKAGAGNYFIKMAFGALGH
LRGGPAKAAVVGSAATGLISGSSIANVVTTGTFTIPLMKRVGFTSEQAGSVEVASSVNGQIMPPVMGAAAFLMVEYVGIS
YLEVITHAFLPAVISYIALVYIVHLEAVKRNMPTLGHGVTSLGRTIGGMFAFFAGFALLCYTVQYPVGWIVAALPEGAGW
VLAALVFVAYLALLALAATVPDLEPDDPNAAQVKLPVISEIYKSGLYFLLPIVVLVYFLMIEQKSPGLSAFWATALLFVI
LITQRPLKALFRGGSGLVASAREGGLDLVSGLIAGARNMIGIGLATATAGVIVGTVTLTGIGQVMADLVEFVSGGNLIVM
LIFVGILSLILGMGLPTTANYIVVSSLMAGVVVQLGAQSGLIVPLIAVHLFVFYFGIMADVTPPVGLASFAAAAVSGGDA
IRTGFIAFFYSLRTVVLPFIFIFNTDLLLIDVTWLQGILVFIVSTVAILVFTAGTMGWFVTRSRIYESIALIGIAFLLFR
PDFVMDRLQPPFADLPPAQLEQALAGAEPGDTLRLRVAGPDFLTLEPKETTLVVTVGTEQGGPARLAATGLLPDEVDGRV
VLEEPMFGTPFSETLQGFDFYGDDPVTLTALRVPQHQWPQELVFLPALALLAGVVWLQRSRARREGVPA
>ANB38141.1 universal stress protein [Rhodovulum sulfidophilum]SNK001
MIRAILCAIDVSQPEHDREVLTVATRLAAMDGARLDVITVLPDFGMSVVGQFFDTSYHEKALSRARSLLNDFVSNVIGAE
ANAAVRHIVSTGKAYEEILHAAREAGSDLIVVGAHKPDLSDYLLGPNAARVVRHSDCSVYVVRPSS
>ANB38142.1 methionine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MARILITSAIPYINGIKHLGNLVGSQLPADLYARYCRARGHEVMFLCATDEHGTPAELAAAKAGKPVAEYCAEMHEVQAE
LARGFRLSFDHFGRSSSPQNHRLTQYFAGRLAENGLIEEVNERQVYSNADGRFLPDRYIEGTCPNCGYEKARGDQCENCT
KQLDPTDLIEPRSAISGSTDLEVRETKHLYLRQSKLRDDLGAWIDGKTDWPVLTTSIARKWLNDGDGLRDRGITRDLNWG
IPVKKGEEDWPGMEGKVFYVWFDAPIEYIAASAEWAEKQGRPEADWRRWWRLDEGAADVRYVQFMGKDNVPFHTLSFPAT
IMGSGDPWKLVDYIKSFNYLNYDGGQFSTSQGRGVFMDQALSILPADYWRWWLLSHAPENSDSEFTWENFQTSVNKDLAD
VLGNFVSRVTKFCRSKFGEVVPEGGAYGDREQELNDDLYIRIRAYDAHMEAMEIRKAAAELRAIWVAGNEYLQEAAPWSV
YKEDPDKAAAIIRFSLNLIRLYAVLSAPFIPDAAKAMMEAMQTGDDTWPEQMTHAMERLAPGQAFTTPEMLFRKILDEER
EEWQARFAGQRG
>ANB38143.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MDIRFDGKTALITGASTGIGAAIAHELAASGATVCLAARTASKLTPVVEDIAAAGGKAYAMPCDVSDPGAVEALVARTVE
TTGGLHLLVNNAGISGPAADAGAYPLDGWREVIDTNLNGVFYGLRFGLPAIEASGGGAVVNMSSILGSVGMATSPAYVAA
KHALLGLTKSAALAYARRGIRINAVGPAFVRTPMIDDGLDAETQARITALHPVGRMGRSDEISGLVAFLLSDRASFVTGS
YHLADGGFTAQ
>ANB38144.1 aldo/keto reductase [Rhodovulum sulfidophilum]SNK001
MRKVSLGRTGLEVSCLCLGTMTWGSQNDQDEAHAQIDLACERGVQFMDTAEMYPVAPVLAETVGRTERIIGNWFRDSGRR
KDWIVATKMTGEGMKTVREGEPVCRDSLLRAVEGSLRRLRTDYIDIYQLHWPNRGSYHFRKNWAYDPSHQDRAATLANME
EVLETLDELVKAGKIRHFGLSNETAWGMAQWLRLAEEKGLPRAQTLQNEYSLLCRLYDTDLAELSVNENLPLLAYSPLAA
GLLSGKYAGDVTPDGSRRSRSPELGGRITPRVWEAVSGYLAIAKAHGLDPVQMALAFVASRPFPVIPIIGATSTAQLETA
LGAADLTLSPEIQAEIAAMHKAYPMPF
>ANB38145.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTGSVAILGAGTAGAGWAARFALMGWAVRVFDPDPDAAARVASVLDNARRALPGLSDRRLPPEGDVVHAATISQAVSGAD
WIQESVPERLDLKRTLYQKVQEHAADDAIIASSTAGFTPTALYGQGARRCQIVVAHPFNPVYLLPLVELVMAEDAPGWAL
ERAEQVLRGIGMMPLPVRREIDGHIADRLMEAVWREALWLVHDGVATTAEIDEAVRMGVGLNWAQMGPFESALLSGGAAG
VDQVVSRIGPGLDLPRTHLTEMPEATEALARTVAEQAGTQSGGRSLEELERIRDRNLVAVLRALKWAGWGAGAHLRDVDA
LLENGAAEIAGPIRSVARTVPLDWVDHNGHMTEARYMQVFSDASDRVVELMGCDAAYIAGGASFSTVESHIRHLAEAKPG
AALHVESLCLAAEGRKLHLFHRLFAEGCEVATAEALLVHVSLETRQAAEPGAELARRMAEIARAHAALPRPAGVGRSVGQ
KPL
>ANB38146.1 DNA mismatch repair protein MutT [Rhodovulum sulfidophilum]SNK001
MGETDARLRPTGGIDDPPIRDAATAIVLRDAATTPRVLMGQRGAGAAFMPNKVVFPGGAVDPVDATVPLACPLAAACAAR
LQAEADPTMADALAAAAIRELWEETGLILGRPGAWPGPAPKGWRGFAASGHLPSPEGFHFIFRAITPPGRPRRFDARFFL
VEAEALASDPDDFSRAEDELSQLQWIPLAEVRRFDLPFITEVVLAEVTQLIRGGLPPASVPFFDNRAPVSKFQRLA
>ANB38147.1 hypothetical protein A6024_09555 [Rhodovulum sulfidophilum]SNK001
MIGSHVRPVGAAVMRGWCKRCPNCGAGPMLSGYLAVREHCPVCMEELHHHHSDDGPAYLTVLIVGLLSAPLVAGSIAVFR
PDPLVLTSVFSIGCVALALYLLPRLKGVMVALQWAKRMHGFGQPAE
>ANB38148.1 hypothetical protein A6024_09560 [Rhodovulum sulfidophilum]SNK001
MARNATKMSSAALAIGAAAILSLAAPAMAQQGPGAGAARQGMLFDRMDADGDGAISLDEFTARARARFAGLDTDGDGMLS
PEEVQKLGPAGRAGRAQGRDKGGWRQGGQGCGMQARHGMQRGGGMGQGMGQGMGQGMMGPMGPGMGGACGGGPGGMGPRG
AMQGQGPMGGGYGMFGGLDGSGPMGYGGFGDPSLSPEDRAARAERLIEMLDGDGDGQLSAEELATRPGPEMMFNRIDADG
DGSLSQDEFEAAIRTFRGMMRQQGPAAQR
>ANB38149.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]SNK001
MDMPFDAGDGEADEALLLACGRGDARAARLLTLRMTPWVLSYARRLLRDAAEAEDVAQEAMLRLWRIAPDWRPGEARVTT
WLYRVVTNLCTDRLRRRRGAALDEVPEPPDDSPGAEARLQQAARVAALDAALARLPERQRQAVILRHIEGLSNPEIAAVL
EIGVEAVESLTARGKRALARTLAGQREALGFDDD
>ANB38150.1 hypothetical protein A6024_09570 [Rhodovulum sulfidophilum]SNK001
MKDEALEALFEAARQDRSEPSAALMARIMDDAMVTAAAGRSAGRSLPRRARMRRGVPALLLAAIGGWPALAGVAAAGVFG
LWIGYAGPGDVGRLSTEILGSAYGPDDLMSSLDTYLTEG
>ANB38151.1 hypothetical protein A6024_09575 [Rhodovulum sulfidophilum]SNK001
MADPAETAGPRRGRNRFSLALGLSLAVNVLLLGLIGGAVLGHRSGVGRDHAVTMMALGPYGRALADTDRAAIRKALRAEA
PRFREERREVRQGFRDMLTALRGETFDADRIAAVLDRQEARVQAHAGMVRKLMLDRLSAMSPDERSAFADRLERVLRHGP
PGRNRCEAPPHAR
>ANB38152.1 diguanylate cyclase response regulator [Rhodovulum sulfidophilum]SNK001
MSRRILIVDDVATNRIVMKVRLRNAHYQVLQASDGRTALELARTERPDLILLDMCLPDIEGTDLCRRLKAGRETASIPLI
VVTAGRAPETKMRALEAGADEFLSKPLDEMILLARVRSLLRARETAEELALRNGTHQVLGFAEAAPNFAPPGLVALIASD
PRRARAWRAALVPLISDSLTVLSRAEALNPQPGAAQPDAYVIDADLTAEGAGLRMVSELRAHPGSRDAAILIVVPEAARE
TAAMALDLGANDLIADPMDAQELALRIKMQIRRKTQSDRLRATLEDGLRLAVTDPLTGLFNRRYALPHVARVAERAAETG
RSFALMILDIDRFKLVNDHYGHASGDAVLVEVARRLKENLRAVDLIARIGGEEFMVALPETDAERACGTAERLRRAIERR
PVALPGGAGEIPVTISVGVAIGDGRAFVTGQVDLEAKVRELMEHADRALYGAKASGRNTVEMSRSAA
>ANB38153.1 hypothetical protein A6024_09585 [Rhodovulum sulfidophilum]SNK001
MQDFAETVALEALAWLVGDEELLPVFLGATGASAGDLRDRASEPEFLASVLDFLLLDDAWVLRFCAACGRPGEAVMAARA
GLPGGADPHWT
>ANB38154.1 phosphatase [Rhodovulum sulfidophilum]SNK001
MTRISAILFDKDGTLFDFQRSWAGWALDLLTELAQGNPARRAALASALGFDLCAARFRPDSPVVAGTTDDVVRRLLPHLP
EWRAEALARHLTEASVAAPMVPAVALGPLLEGLAARGLVLGVATNDAEAPALAQLEAAGVRGAFDFIAGFDSGHGAKPGP
GQVLAFAAATGRSPDEVLMVGDSRFDLAAGRAAGAATAGVLTGTARAEDLSDLAGVVLPDVGALPDYLDGIAAGRG
>ANB38155.1 hypothetical protein A6024_09595 [Rhodovulum sulfidophilum]SNK001
MADGTQGLPGRWSYGALGGGAGLAAWLLFELLPGPMAGMTRLHLLLSSFGTAFFIAALAMAGALRLGRALAAAALLALPM
AGLMTWASLRFDTVAGALDDIVAPAAFAALLVLAPPFLIAGFSPGGRWLDYGALFTRSWEIVVRFSAAWLFVGLAWGILF
LSNALFGLVGLEVIEWLLELEPVPYLLTGLTLGLALAVVGERSEYLSPELMLGLFRLLLPVVLAVVAVFLLALPLRGIGH
LFGGLSAASILLATAFGAVTLISSAADAGEACRPRGALAESCARLLALLLPVLAALAGTAVAMRLGQYGATPERVLAAVL
ALLAMGYGLGYALAALGRRRWATGVRRVNVAMALTAMVLAAGLLTPLLDPQRISAADQVARYADGRVPADKLDLWTLGHD
WGRAGQAALERLAAMEDGSGAEAMERQLAALKGAASRADFELARRGRALADDRSSLALTLPVRPEGATLPEGFVAGLRPW
EVRQISEACAARTAGGNPSCVAVLADLSGARPGDEILILAQRPGEGPLLRAYFPEAGGYTMRSPDYLGGADPYRDAGAAI
DALIAGRYDLRPMQLNALEVEGRTLFFGR
>ANB38156.1 hypothetical protein A6024_09600 [Rhodovulum sulfidophilum]SNK001
MQGLINRAIHFFLADTYGQQVWADIVRDAGLERHAFEAMLNYEDATTEALLVSASARLALPQAMLLEDLGTYLVSQSALE
PVRRLLRFGGETFLEFLFSLEDLPDRARLAVPDLVLPELRLSEDATDGYRLDCRGDWPAAFYILQGLLRAMADDYGALVL
LEPLEERPDGGLLGVRLLDTAFSAGRSFSLKGPLA
>ANB38157.1 hypothetical protein A6024_09605 [Rhodovulum sulfidophilum]SNK001
MKMPPDMPGQGAMQEVGPALSGAALDRLMPMHLWIDASGEVIRAGPTLQRLAGAPLALRAWTEIVTLRRPRATRRLEELL
QMQGGALKFTLNARPEIALKGLVVPLPGGAALLNLSLGISLVDAVGRFDLTSSDFAPTDLAIELLYLNEAKTAVVGELRR
LALRLNGARLTAEVEAATDMLTGLANRRALDDALGRLSASSLPFALMQLDLDLFKAVNDNHGHGMGDAVLRMVAAVLRSH
FRSRDVIARVGGDEFVVLMVDFVDRDHLLSHASRLIERIEQPMEFQGVDCRISASIGIAVATLARRPSCDVLLQEADIAL
YESKRRGRGRATFYDDWQRRRHGPGDTAF
>ANB38158.1 aminoglycoside/multidrug transporter subunit AcrD [Rhodovulum sulfidophilum]SNK001
MARFFIDRPVFAWVISILIMGIGLLSISTLPVAQYPQIAPPNVTVHASYPGASAETVANTVTQVIEQQMTGLDGLRYISS
SSTSEGGASIDLTFETGTDPDIAQVQVQNKLAQATALLPETVQRQGVTVRKSSASFLMVIALISKDGTLDQVDLSDYMEA
NLVDEFARVEGIGEVQVFGSQYAMRIWLDPSKLAAYDMTPSDVVSAVSAENAQISAGAFGSLPAPDGQQLNATITAQSLL
TKPEDFEQIVLRAETDGGLVLLKDVARVEIGAENYSTIARRNGQPAAGMALRLAPGANALDTADRVKAKIDEFAEFFPDN
VDYVIPYDTTPFVKISIDEVVKTLFEAIILVFLVMLLFLQNLRATLIPTLAVPVVLLGTFGVLAVFGYSINTLTMLAMVL
AIGLLVDDAIVVVENVERIIEEEGLSPREATRKSMGQITGALVGIALVLSAVFIPMAFFGGSTGVIYQQFSVTIVSAMAL
SVLVALTLTPALCASILRSKDAVHTHRGPFGWFNILFEKVAGGYASTVGWIVRRPLRVGVIYIALAAVMALLFIRTPTGF
LPEEDQGILFTLIQGPTGASAERTQAVADEIQNYYLTTEAENVNSVFTVVGFSFAGQGQNMGLGFVQLKDWDEREDPSQS
VQAIAGRAFGAFSQIQDAMVFPIVPPSVIELGNVSGFDFYLQARGGQSHQELLAARNQLLGMASQSPLIGSIRPNGLEDA
AQFNLDIDWRAAGAMGLSATEVGNLLSVAWAGKYVNDFVDRGRIKRVYVQGEAEARATPQDIELWRIRNDSGGLVPFSNI
STANWEFGAQGLTRYNGMPSMSLQGSPAGGVTTGEAMAEMERLASQLPPGFAIAWTGLSLEERESGSQAPLLYALSLAAV
FLCLAALYESWAIPFAVMLAMPIGVLGALLAAWLGGFENGVFFQVALLTVIGLTGKNAILIVEFARDRQEAGSSLFEAVV
HAAQQRFRPIIMTSMAFSLGVLPLVLSSGAGSGGRNAIGSGVLGGTLSATILGVLFVPLFYTAIRKIAGGRMAK
>ANB38159.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SNK001
MPRSCPRPARAVLPVLVAALTLTAAAAFAQAQGGEKPPTAVTVVTLNAEDVTLKTTLPGRVVASGMAEVRPQVAGIITDR
LFEEGAEVEIGDALYKIDPASYEAQVAAARASVAQAEANLKAAGKEATRVQELLERNVASEQAVDDAIAARDAAGAALQV
AEAQLLSAEIDLERTTIKAQLSGTVGRSLTTRGALVTAGQPEPLAVIRTLDPVYVDVTMSAAELVRWRRGHTERQLANAD
VSVDLNLPDGSGYEHKGTLTAAEPHVDEQTGVIVLRMNFPNTEGLLLPGMYVQADMPQGVIEGAFLVPQEAVGRDSRGRP
TAMVVNADDVVEARVLTVLRDSGNAWIVTDGIADGDRVIVAGLQKVQPGAKVAPQERAAAAADGSSGGGKDQPAQGN
>ANB38160.1 hypothetical protein A6024_09620 [Rhodovulum sulfidophilum]SNK001
MTAAEREAVILDATEKVLLASGLAGTTMSAVAREAGMSKRTLYAVFDGRTALFGGVLRRLGARVVRPLDPEERELSLSVR
LKRLLGPDLAPGICAAPLELVRAVLAEAPRAPELVELLIEEGPRSYGRAVRHELDRAVARQEIRLSDTGRAADLLLDMAL
PCSLENLLRGTEGDIAGLRDRIELAVDVFLSGADGRV
>ANB38161.1 glycerol kinase [Rhodovulum sulfidophilum]SNK001
MQHILAIDQGTTSSRAILFDKDLGVVATAQEEFEQYYPASGWVEHDADDLWTSTAGTSREVIERAGLASEDIAAIGITNQ
RETTLVWDRATGRPVHNAIVWQDRRTGDLCRRLRDEGCEAQVTEITGLLLDPYFSATKLKWILDNVEGARARAEAGDLAF
GTVDSWLIWRLTGGKVHVTDATNAARTMLFDIRKGVWSEDMCRMLDIPMSMLPEVHDCASDFGMTRPDLFGREIPIMGIA
GDQQAATIGQACFRPGMLKSTYGTGCFALLNTGDAPVASKNRLLTTIAYQMDGKRTYALEGSIFIAGAVVQWLRDGLQII
RAAAETQGLAERADPGQDLVLVPAFTGLGAPYWNAECRGGVFGLTRNSGPAEFARAALESVGYQTRDLLEAMRADWSAEG
DTALRVDGGMSASDWAMQFLADILGAPVDRPKVLETTAMGAAWLAGQRAGLYPTMEEFGKTWALERSFAPAMESDARDAR
YERWKRAVAAVQAV
>ANB38162.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAGFDFAAPGRIVFGRGRAAEVVPALLGWGRRILLVRGGSVAFADRLAADLADAGAMVCQIRGRGEPDLPALEAALAEAR
AFGPEAVVALGGGAVIDLGKALAALVPSDRPVLDHLEVVGAGLPLPRAPLPFAALPSTAGTGSEATRNAVIGVPGAGRKV
SLRDIRMLPDLALVDPALTDGCPRAVTLASGLDAIVQVIEPYLSCRATPLTDALCAAAIPEGLAALPRLMAAEDPAARDA
MARVSLTGGLALANAGLGAVHGLAGVIGGRTGAPHGAICGRLLVPVLRANRAALADAGGDPARIERVLDWIGAAFGGQGP
EALDRFWDWIAASGLPPLPGMDHAAVAAEAGASSSMKGNPVPLSAATLAEVLAEA
>ANB38163.1 hypothetical protein A6024_09635 [Rhodovulum sulfidophilum]SNK001
MRLFSVLFACLFAVAVVVAGPITGPALAQSGPSVPGQGQPSPIQNILQENRALIEKSSRRTIGPAIAALRDSGLPAARNV
LEKWQDKALYQRKSDGLFFFAEKAGEDSYRLIDIATGADAGTANRQNLDRLRPNSGVRALIGAALVPYQLTDPDPAVRSG
ALDAISRNGEAAHLRALRGAIASETEPGLKARKERLERLLTIAYDPDPAARIAAIESFAGDLGVDVRATLNPLVATTRAV
TTGAPPETENIARRLIPGSDALPEAEAYRLLVAAGLAPPRISAADRRNALAAHIEDGAVAGIPLNDLNSEATRERAYAAL
AARGLGAGHAVAARPACDACLWPETGCHPG
>ANB38164.1 urea ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTSMKKILLGAVACGAISMPAWADHTIKVGVLHSLSGTMAISEMTLKDTVLMLIDEQNAKGGLLGEQIEAVVVDPASDWP
LFAEKARELLTVQDVDVIFGCWTSVSRKSVLPVIEELNGLLFYPVQYEGEESSKNVFYTGAAPNQQAIPATDYFLDELGV
EKFALLGTDYVYPRTTNNILQAYLKSKGIPESDIFVNYTPFGHSDWSKIVSDVKALGADGKKVGVISTINGDANIGFYKE
LAAQGISAEDIPVVAFSVGEEELSGLDTSNLVGHLAAWNYFETAESPENRAFVAKWKERMGQDRVTNDPMEATYIGFNMW
VDAVEAAGTTDVDAVSAAMIGQTFPNLTGSTAEMLPNHHLTKPVLIGEIRADGQFDIISETDPVPGDAWTDYLPASAVLS
SDWKDLGCGMYNTETETCVQIKSNY
>ANB38165.1 urease accessory protein ureD [Rhodovulum sulfidophilum]SNK001
MEAAAVAPLGQPRAIGEVRLSVRDGPRGTAIAGLRQSGAFKAVFPRVTGAGSVPPLEAVLVNTAGGITGGDRFSCSLQAG
AGSHLRLTTQAAERAYRAQPGETGQVANRLTVAAGARLDWLPQETILFEGCRLERSLVAELAPGARLLLVEPLVFGRALM
GESLHAARFRDRIEIRREGVPLYLDALRFEGDVAAQLARPAVAQGAGALASLVLVAPDAAAHLAPLRAILPAMGGASLLA
EDVLALRLLAPDSYHLRKVLIPVLSRLTQALPRSWMT
>ANB38166.1 urease subunit gamma [Rhodovulum sulfidophilum]SNK001
MQLTPREKDKLLIAMAAEVARRRLARGVSLNHPEAIALITDAVVEGARDGRSVADMMEAGAQVVTRDQCMEGVAEMIHEV
QVEATFPDGTKLVTVHNPIR
>ANB38167.1 urease subunit beta [Rhodovulum sulfidophilum]SNK001
MIPGELFVADDNLTLNAGRESHTFMVANTGDRPVQVGSHFHFAETNPALDFDRDAARGLRLDIAAGTAVRFEPGQRREVR
LIPISGQRRIFGFNQKVMGAL
>ANB38168.1 hypothetical protein A6024_09660 [Rhodovulum sulfidophilum]SNK001
MTFTSPAFLAANPFWAANVMFDQQMRLFQASTDFMLRANPWALMMRAGGFDPLTADSGLSRADCDDEIPLDAGVASGGGE
EAEPSNVSALSPTRPEPAAEPSVKAAAEPSADPAVEAAAETVAEPAVAAPARTSGQPSIGAAPAASNAPAGSTPVTAPKR
ASEASPAPGSEPEPEPAMAAAAPAAATTSGKARPRGAAARKGASPRAARSGASGRGRRKPASPQILPGDGSGPEGDR
>ANB38169.1 hypothetical protein A6024_09665 [Rhodovulum sulfidophilum]SNK001
MRHLAVTLAALLACGGLPGTALAACPGNTQLEINDCAASAYRDADAQLNAVWPAARAAAAASGADGLLLDAQRKWIAFRD
AACAAEAAQYRGGSIQPLVHADCLRRLTDRRTADLRALLPQ
>ANB38170.1 urease subunit alpha [Rhodovulum sulfidophilum]SNK001
MPVTISRADYAAMFGPTTGDRLRLADTDLIVEVERDLTAERAGAGGDGPVYGEEVKFGGGKVIRDGMGQSQATRAEGAVD
TVITNALILDWTGIYKADVGLRDGRIAKIGKAGNPDTQPGVDIVVGPGTEVIAGEGKILTAGGFDSHIHYICPQQIEDAL
HSGLTTMLGGGTGPAHGTLATTCTPGAWHLGRMLQSADAFPMNLAFAGKGNASLPAALEEQVKAGACALKLHEDWGTTPA
AIDCCLSVADAMDVQVMIHTDTLNESGFVEQTVAAMKGRTIHAFHTEGAGGGHAPDIIKVCGEEFVLPSSTNPTRPFTVN
TLEEHLDMLMVCHHLDKSIPEDVAFAESRIRRETIAAEDILHDMGAFSIIASDSQAMGRVGEVIIRTWQTAHKMKLQRGR
LADETGANDNLRVRRYVAKYTINPAIAHGLSHEIGSIEEGKRADLVLWNPAFFGVKPEMVLIGGTIVCAQMGDPNASIPT
PQPVYTRPMWGAYGRSVENSAVTFVSAAAEAEGIRARLGLAKQTVAVRQTRGIGKRDLRLNDAMPKVEVNPETYEVRADG
ELLTCAPAEVLPMAQRYFMF
>ANB38171.1 hypothetical protein A6024_09675 [Rhodovulum sulfidophilum]SNK001
MTVKSVPGGMSERLDLFFAGLGLGVNPYGLRRARMREIQNLNACSDAQLAKLGITRDDIPGYVFRDLFS
>ANB38172.1 urease accessory protein UreG [Rhodovulum sulfidophilum]SNK001
MSSPHGPLRIGIGGPVGAGKTTLTAALARAFSKTHSVAVVTNDIYTQEDAEALMRMQVLPSERIKGVETGGCPHTAIRED
ASINLAAIAELTARFPDLDIVLIESGGDNLSATFSPELADVTVYVIDVAAGEEIPRKGGPAITRSDLLVINKTDLAPHVG
ADLGVMDRDAKRMRGALPTVFAALKQGEGVEAAIGLLCEIGGLTEPA
>ANB38173.1 hypothetical protein A6024_09695 [Rhodovulum sulfidophilum]SNK001
MTDAVPEIRPRGRGRNAPLTAIATGRLVRDIWLSPHRPFFALSALWAVLAVMWWRFGDRIGLPVPALGTTTLWHAHEMTV
GVGGAAMAAYFLTAMPNWTGARRVTGRGLMLLAGLWALARLAAALGQVLPLALVLAPGLAFYALFTLVYLRAVVSGRRGD
RWAIPAAIAFLGLADAAFLATALGYLSSPGDAAMTRVLVLFFAIKVSIIAGNMAPALIAGWVGRQGKALPRIDPLASRIG
LGLMLAALALTLGGAVTAGSTLLIAAGAAQLWRMRHWHGLSALGYAPALMLVLAFAWAPLGLALTGLAALVPLPWREADA
IHVLMMGAMSGLAFSIAARAAARREGGLLRIGPLHKTGFALLWGAVWLRLAAPAMPSLYEPLLDATAAAFCAGWALFLAG
YLPSLRGAVINPVFNVGGHGHGHGHGLGHGKGHGQGCGCGGHGGGGGHGQHGGPGRGGGPFRMPEPS
>ANB38174.1 ModD protein [Rhodovulum sulfidophilum]SNK001
MLPLDDATLLGLLKEDAPYGDLTTRSLGFGAAPGRLTMRARGPMTVCGTEEAARILTLLGARAEIAAPSGTAVPAGTVLA
EATGPAEPLFLGWKVAQTLTEWASGVATGAAAIVGAARAVAPGIGVACTRKAVPGTRALSLKAILAGGAEIHRTGLSDTV
LLFPEHRAFGGPEALAAQIGMLRLACPERRVVVEVKTLAEAETAAEAGADVLQLEKFPPEEAAAAARALAGWTGCLAAAG
GITPENAAAYAATGMQVLVTSAPYYAKPADVSVTLAPA
>ANB38175.1 hypothetical protein A6024_09705 [Rhodovulum sulfidophilum]SNK001
MPALRLERIGNAVLGPLDLELAAGEAVALLGPSGAGKSTLLKIVAGLLPHRGRVIFEGRDLTGLPPHRRGIGYMSQDLHL
FPHLSVAGNLALPLVFAGLDRQARARRVADTLALCAIAHRASRRPAQLSGGERQRAALARVLSLRPRLLLLDEPFANLDR
DTRAGLWAELDALRRGRGMTALIVTHDPSEARALADRSVAINAGRLNERTPLPCCPSTTRPSLAF
>ANB38176.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MRGLAILLWAPLVLIVATILGALVSLASQLPLAGLAEALAAEETRFAIAMSLRSSLIALVLALLLGLPTAWLLARRRFVG
KAVVETVLDLPMVTPPLVAGIGLLLLLGREAPVGGALAGLGIEILFSPAGVILAQTYIASSVVIRSARAAIGAVDPGYAA
NAATLGLPPFWAASLVELPMAGRGLMAAAVLGWARALGEFGATLMLAGATRMRTETLPMAVYLNIASGRTDIAIACALIL
LALAFALLLAIRLLTADRPDPMTEAQHARPQA
>ANB38177.1 hypothetical protein A6024_09715 [Rhodovulum sulfidophilum]SNK001
MRLSIAFVPILGLGLSAAAPAETLHVYSGAGLRPAVEPLALAFEARTGAELAIEYAGTGQILARARTTGRGDVFIAGTRF
FSDQLEAEGRISGVVALGIHGAAIGVSKAAASKVADIADLGRPGLRLALGDPQAMALGRTAAEIMARCGDPEAIRANTVV
RATTLQQLAMYVATGDVDAAIMARSAALPHGERIALVPIPPECYTAEEITAGLLDSAEEPELATAFIALLASPEGRAAFE
AAGFGAE
>ANB38178.1 molybdenum ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MIEADFMGRLGGFELDAGFTAPGEGITALFGPSGCGKTTVLRAIAGLLRLPGSRLSVNGEIWQERRQFRPPHRRAVGYVF
QEASLFPHLSVRANLTFGLRRVKGPVRIGEDEVAELLGIAPLFDRPTRMLSGGERQRVAIGRALLSQPELLLMDEPLSAL
DRFSKDDILPYLERLHAALSIPVLYVSHDIAQVERLADTLVLMEAGRVRAAGPLAEMLADPALPLIHMPAPAAVIDGEVV
GRDPRYGLSEVRVPGGVVVVPGDLGPNGMRRRLRIPASDVSLGRHAPLDTTILNALPARIEGAEPAGAHQITVRLRLGPD
GRGSALLARVSLKSWDRLALKPGELVVARLKAVALAEPAQSPAQPVPALARIRIRIR
>ANB38179.1 molybdenum ABC transporter permease subunit [Rhodovulum sulfidophilum]SNK001
MTASPLFDAAMIETILLTLKLAGITTVVLLLVGTPLAWWLAQGGGLWKEIVATVVALPIVLPPTVLGFYLLIAMGPQSPL
TGLLGRQLSFTFTGLVLGSVIYSLPFVVNPIRNAFEAMGPRPLEAAATLRAAPLDAFVSVALPLASPGIMTGAILGFAHT
VGEFGVVLMIGGGIPGRTKVLSVTIFDYVETLQWPKAHVLAGGMLAMSFVVILAMMLIERRLNGGRR
>ANB38180.1 molybdate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTFRPTALRSGIAALLAALALSSPARAAETVVAVAANFTEAATEIGEAFEKATGDRVTYSFGSTGQLYAQITQDAPFEVF
LAADQARPEKAEAEGFAVPGSRFTYAVGKLVLYSTDAGAIDGSSDALEQPGFAHVAIANPVTAPYGAAAVEVMKALGLYE
TLEPKIVQGKSISQTHQFVATGNAELGFVALSQVVADDSGSKWMIPQELYTPIRQDAVLLEKGAGNAAARAYLDFLKSPE
ALAIIGKYGYGTED
>ANB38181.1 molybdenum-dependent transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPNPSLKAALTLQREGAPRVGGDRIRLLQAIDARGSIAGAAREIGLSYKAAWDAVGSMNNLFAHPLVEAAPGGRAGGGAR
VTRTGHDLIACFSTLEGALGKTFAAIDTGLKAAPGGAVNTLWSLMMQTSTRNTFRCTVTRVTPGAVSTEIDMALTDGHRL
TAIITERSATEMGLAEGSEVFALIKATFVMLAAGEAPAQISACNRLTGTVSAREDGPVNSEVTLDLGEGKTITAILTRKS
AEALGFEIGSTATALFKASHVIVAMP
>ANB38182.1 hypothetical protein A6024_09740 [Rhodovulum sulfidophilum]SNK001
MIDRPRPEAPMIQTRCLLEDADGDVAALTFVAGETPGPVIAAFLARLCRQGRRVLRLPQSGCDQPTGAGVPDLLALTLCG
GVAAERHWRPALVAARAARRPVLVPVPATRFGAWLDLTGGCAVRLACDPAALEAWWRALDRPFPLERGLTGGVCALWK
>ANB38183.1 hypothetical protein A6024_09745 [Rhodovulum sulfidophilum]SNK001
MDPSSPSALWTDRAERLRADDPVPVVMADPDIAPRGTVLLIHGRNGAPDQVQIAVIAEAYLARGWRVVAPELPNSIALPA
SGPAERLTMNGLRRAAAEVMGWTRARWPEAPLALAGHSLGGFAIGHLGAGPGTAHHLLAASPVLSGPRLLAARVAMGPPA
VAALEREVPLLRAEMEAEDAAPALARVACPLGVITGAEDGIVPLSDARAYFNAAPDGRFFGALPGQNHCPSGPDVAAMLD
VALAALGA
>ANB38184.1 hypothetical protein A6024_09750 [Rhodovulum sulfidophilum]SNK001
MRRAVSATGLSRHRTGFGWTVVPAPGAILASTRVASWDPEPDYFHHWTRDAAIALAAIPAAMAAEPEAAAFWRQAVVDHI
RFSLAISDPNRRGPELNPLKATATGAFRPYLRPDAELAALGGPAWLAEPRCAADGGPDLERWGRPQFDGPALRAAALIRL
GELMPEAQGPEAARLIARDLDFTLAMAGAPCLGPWEEDPARRSSFTLIAQWDALDLGARHLGRADLAEAAARLAGLIAGA
ADPVTGGWRESLEAAPGALDAATVLALVQAGRIDGPFALTAVRSRATMAALEALFAGLYPLNLGRAAPALGRWAGDVFFG
GNPWFPVTLGFAEAHYRIAAATGEAAEFDRAEALMAVVEDLAPEGDDLPEQADRETGAPSSCLGLSWSAAAYLAAAAARD
QALASR
>ANB38185.1 hypothetical protein A6024_09755 [Rhodovulum sulfidophilum]SNK001
MAGVIRGLDDAALRDRIAQATAGYFLDWSHPVSGMARERSAGAFGYDIEDTVCTGGTGFGLLAQIVAAERGWRPRREILD
RVARLVGFLETADRFDGVFPHFLHGATGRVLPFMAGDDGGDLVETAFLMTGLLGAAAFFTEAPEIGARIEALYDAVNWAA
HLRADGAVMWHRHPERPWPGNALPIRGWNEAMPVFVLGAGSETFPLPPASYHDSWVKTPSFLNGRSYGGTVLPLGPDWGG
PLFLSQYPFLGIDPRGLKDAYADYGLQARAHALVNRAHCLANPKGHAGYGPDCWGLTASDDPKGYAAHSPIHDTGVITPT
AALSSFPYAPAEAMPVLRHLHDDLGDRIWGEAGFVDAFCPNGDWVAESRLAIDQGPIVVGLENHRSGLIWRLVSNRPEIR
RGLLRLGFAAPYLDASA
>ANB38186.1 hypothetical protein A6024_09760 [Rhodovulum sulfidophilum]SNK001
MGNRSSEDAVARLMAEMTLAEKIGQLNLLAAGEGLTTGAATDTPLAKRLDAGEVGAIFGTKSLASAQALQERALAGSRLK
IPLFFAEDVIHGHRTVFPLPLALAASWDMALIEATAGFAAAEASAEGLHQVYAPMIDIARDARWGRMAESPGEDPHLAGA
IAAAMTRGLQGTDPAAPGRVAACLKHFVAYGAPLSGRDYDNASLAWEDLLEIYLPPFADGVAAGAASVMAAFNAVNKLPM
HAHGPLIEGWLRGQAGFDGLVVSDYTGIRELSAHGLGAPATVALRALAAGIDMDMVGEDYLTHLPALAEAGLEAPEAGLT
LSAERVRALIDRACARVLGFKAGLGLLDDPWRGLTGSPAAPDRAEGRKLARKAAARSAVLLKNDGLLPLSPDTRLALIGP
LANDRANMLGTWSVSGRAEDVTPLLEAVGALAGPPPSHAAGCNLVEEDWLIERLNVHGKTVTRDPRSEANMLAEAVAAAK
AADVVLVALGEAKEHAGESSSRLCPDLPAPQRRLLDALATTGTPLVVAVFAGRALALGGIDRHCGALLYAWHGGIAGPEG
VADLLFGRAEPSGRLPVTLPAAPGQTPLSHAEDPTGRPWTGRFAKFRTGWLDLADDSQPYPFGFGLSYTQIDYGPPRLSA
TEARPGERVSLSVTLTNTGARPAIETVQLYLSDPEARITRPARRLVAFRQVELAPGEEREVTFEIGAEMAQYPLAPSLEV
AEWVRDPGRILLHVGPNSRDTLSETLTWLA
>ANB38187.1 hypothetical protein A6024_09765 [Rhodovulum sulfidophilum]SNK001
MTAYWVSSRWAEAWALTIVVFGLTTLLSKASVWVATSSADFLAALANFHRAEAGVDPAEVLLMAAAALVGIYAARACGVA
LRHFLSSTLHRRARAWLVGRFDAAILADERIAFDLMSDRSETARGARLPDAIDQRLDECSIGLYGGLIGLTMGLWGAVTS
VWFVSAAIIERSQPVPQLDRWGASANAWIEAEFGPGLAARIDLVPGDYGTALLVAGLILLYVPAITWIAWRLGRIIERLK
LQRQRRDGAWRGELGGLLHRVGQIAASRGERAQRRINTRLYGALDRTWSRQNGLGAGMMLFTDLYNFLSHRMLAYLPALP
AFMAGHMSFKTFAASSELTAGLIGDLSWFINVMPEIATLRANAGRLTELAAAVERVRARQDFYAETGISRFERSRDAKDA
LVEIGGLALCHRGHDATPFVEVPRLRLGRGDRIYLRGANGSGKSSILKAVAGLWPYGEGRVALAGGARMFFAGQEPDLPE
RMSLKTLVCYPDPAEKHADLVVARVLFRAGLQDFVTEMHHDLYHGKTWRTVFSGGQKQRLVLARILLMRPDILLLDEATS
ALDVNASVDFHDALCEELPKTAVIAVLHGETLPYDPDGRPFYSAVLDIAQGVGRVRPVMPPSLAAARHAAE
>ANB38188.1 hypothetical protein A6024_09770 [Rhodovulum sulfidophilum]SNK001
MNEKITPILFWEESMFTRSVIFSLLFSGAAAPVAAQTVFVDQGDSWSPSLRAAFYTQDQGSRIMPLAWMEALAQPDGTPF
LADGLARYGYLPMPDRDDGAALPVGFTTNEGMGGTAIGMTCAACHTRQIEVRGTAYRIDGGPAIVDFQSFLADLDAAMQA
VLDDDATFDAFADKVAGETGDRAGLRAELETWSLRFHTLIDRSLPDPGWGPVRLDAVSMIFNRLTGLDLGRPEDAYLIPE
NVMLADAPTRYPFLWNAARQDMTQWPGFAHNGNDLLGLARNLGEVYGVFGEFHPIKKQGLLFNRDYVTNNSANWGGLKAL
EEWIWDIGAPRWPWELDAGLVEQGGAIFARPTDQGGCVECHGKRQGAFRSIFHATWATPILPVGTDERECEILTRTAKTG
VLEGAKVPLSSNALGAEAPAFDLLGASVIGAIIQHAVGFRVTGGLEATGAAAALQQDDKFMAEFDDLRGAFPRSGDDSAL
ETAAAPCAYEARVLDGIWAAAPYLHNGSVPTLRELLTPPDERVADFTPGPAYDLEAVGMAVEQTAFDHVIETTGCDDLSS
GNSRCGHDYGTALSDDDKRALLEYLKSI
>ANB38189.1 hypothetical protein A6024_09775 [Rhodovulum sulfidophilum]SNK001
MRSRDRAALARGEEIAAENRLGAQIRDTLGLFRASGFGRRAVLLVAALVAVIGLTAYMQIRLNAWNEPFYDALTRKDMAA
FVTQLGVFATLAGILLVLNVSQLWLDQTMKLTLRRGLFRALVRDWMAPGRALRLSRAGKIGENPDQRLQADIDQLADLSA
ALGIGLFQATLLLGSFIGVLWRKSEGFTLTLAGQIHEIPGFMVWCALFYAAAASWLSWRVGRPLVALRAEESAREATLRF
DLVRVSEAAGRIALERGERAETARIETSFAGVVGIVEAVILATANLTWVTAGYGWFTLVAPILVAAPFYFTSDMSIGELM
LVAGAFTQVQGSLRWFVSNFAVIATWRATLFRVASFHRAIRAVDRAEADDGAPRIDRREGAARIELSGLHVVTPHVGVRL
DPPEISLAPGDRVLLQGGSGSGKTLLFDTLAGLWTRAEGRLAMPAPERVMYMPTRAYVPPGRLDLALCYPEPAERYGRDD
MAAALSATGLGHLTGSLAEEGRWDQLLSESDKQCLVFARALLRGPDWLVMDDVLDQLDPEALGRIEALLQGQMARIGVLG
IGDGATPSPVFGRVVEIVAEPGSGRPAPQPRRAPEG
>ANB38190.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]SNK001
MTARRLMVLGTGSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVTADGGEIGRAQALQARAAGAPLSVDMNPVLL
KPETDIDCQVVVRGQVRGRYSASAYQALKPDLRAEVVASLNRLSASHDLVLIEGAGSGAERYLRPQDISNMGLAEAADLP
VVLLGDESRGGVTAAAIGHHRLWTETERARVRGVIVTKFRGDPGVFSPAARDIRAETGWPVLGLLRWSEAARALPEEDSL
GLGRRKGAGGRLVITVPELPRIANFDDLDPLAAEPGVDLRWLRPGQPVPGDADAAILLGSKTTRAALDAIRAEGWDIDLQ
ALLRRGGRVIGLCAGYQMLGRVVRDPEGIEGPPGETPGLGLLDIETVMTGDKRLARIEATDRISAQPVTGYEIHMGRVAG
PATARPWLDLDGTPEGAVSADGRVMGSHVHGLFGADGFRRHWLAGIGADLSPDAMAADPVERALDRLAEEIEADLDLDAL
LTLAR
>ANB38191.1 cob(I)yrinic acid a,c-diamide adenosyltransferase [Rhodovulum sulfidophilum]SNK001
MTARDPVSDDDARHAAKMAKKKAARDKIMAGKSDEKGLILVHTGTGKGKSSSGFGMILRCIAHQMPCAVVQFVKGAWDTG
ERRLLTSHFGDLCQFHAMGEGFTWETQDRARDIAAAEKGWEKAKELIRDPEIRMVLLDEINIALRYGYLDPAEVVAFLQA
DKPALTHVVLTGRNAPEEVIEAADLVTEMTLIKHPFRSGIKGQPGVEF
>ANB38192.1 cobalamin biosynthesis protein CbiM [Rhodovulum sulfidophilum]SNK001
MHIVDGALAAPVVIGGAVLAAGGLARGLRDLTLEKIPAAGMLSASFFVASLIHVPIGPSSVHLILNGLAGLVLGWAAFPA
LFVGLLLQAVFFGFGGLTVLGVNTLDIALPAVIVHYICRHGIATGSPRIAAIWGGIGGALAIALTAACVALALALSGAAF
IPAAKLVLLAHVPVMAIEGLLSAAAVYLAIQVKPDLFLSLQGPVR
>ANB38193.1 cobalt ECF transporter T component CbiQ [Rhodovulum sulfidophilum]SNK001
MSEILTAGRSGPGAALDGIDPRARVIGAGAFACVTVACSWLPVLLAALMLALGLMALSGRPVGATLRRMAAMDGFIFLLV
AMLPFTTPGAPVFTLWGFDASREGLVHAARILLTANAVVLALLSLVGTLEPVTMGQALHRLGAPDRLVHLLLFTIRYIEV
LRAEYLRLRRAMKVRCFRPGTSWHSYRSLGYLVGMMLVRAVERSERVLAAMKCRGFSGRMPVLSSLAYGRRDAVFGAGLG
VLLLAMILAELAHVLV
>ANB38194.1 energy-coupling factor ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSLFEIDGLVFGYPGRPAILQGAGLRLEAGQRLSIAGANGSGKSTLLHLMVGLLQPQAGCIHAFGQVRRAEADFHEVRRR
AGLVFQDPDDQLFCPTVAEDVAFGPLNLGLGREAAMETVETVLTRLDLMHLKDRITHRLSGGEKRLVSLAAVLAMEPEVL
LLDEPTNALDEENAERLVAILQGLPQALLLVTHDAEMRARIAPEGLRLQAGRLVPA
>ANB38195.1 precorrin-6A synthase (deacetylating) [Rhodovulum sulfidophilum]SNK001
MHELFLIGIGTGNPDHVTFQAAEAIRGADLILIPRKGADKADLADLRRQICARVLGEDASERIAEFDLPVRDASGDYRAG
VLDWHDAIAGVWTDTVAAASPAPRKVALLIWGDPSLYDSSLRIAARLSPAPRITVIPGITAIQALCAAHRIPLNEIGAPV
VITTGRQIRDHGWPEGADTVVAMLDGGCAFQSLAPEGIRIWWGAYLGMAEEIAIAGPLAEAGPEILKTREEARARHGWLM
DIYLMRRG
>ANB38196.1 uroporphyrin-III methyltransferase [Rhodovulum sulfidophilum]SNK001
MSGFVSFVSSGPGDPELLTLKAVDRLSKADAVLFDDLSSGPILGHVRPGADLVGVGKRAGRASPRQDHVSRLLVDYAASG
QRVVRLKSGDSGLFGRLEEEITALRAAGIGYEVIPGVTSACAAAAAAGIPLTRRLTARRIQFVTGHDVTGHLPRDIDIAA
LADEHATTVVYMGKRTFPDLAETLIARGLPADTPALLAEGVGTPEQALTRTTVAGLAAMLTEGPGSAAPGLILFGPLVEE
PENA
>ANB38197.1 cobyrinic acid a,c-diamide synthase [Rhodovulum sulfidophilum]SNK001
MAERPPGLVIAAPASGSGKTTVTLGLLRAFRAAGVAVQPFKNGPDYIDPAFHARASGRASYNLDPWAMGEGLLATLAAEG
HGADLVIAEGAMGLYDGTLTRGVAGHGSSAELARRFGWPVVLVIDVSGQAQSAAAVAHGFARHPEAPPVAGVILNRVAGA
RHEAMIRPEMDRLGIAVLGALPRRPDLTLPERHLGLVQAGEQADLEARIEAIGRFVAEHVELDALRAAARPGPEALPGPW
PAPPAQRIALARDAAFSFAYPHLLEGWRRAGAEILPFSPLADEAPDEGADLVWLPGGYPELHAGRIAAATRFLDGLRAHA
ETRPVHGECGGYMVLGEALIDKDGSRHQMAGLLGLATSFESRRLHLGYRRAELLAPMPGHAPGTRLLGHEFHYSTILAQP
DAALARVTDANGTEVAETGSRRGPVTGSFFHMIAEDPR
>ANB38198.1 precorrin-4 C(11)-methyltransferase [Rhodovulum sulfidophilum]SNK001
MTVHFIGAGPGAPDLLTLRGRDLIAACPVCLYAGSLVPEEILGHCPEGARIVNTAPLDLDAIIAECKRAHEAGQDVARLH
SGDLSVWSAMGEQIRRLKTLGIPVSVTPGVPSFAAAAAALGTELTLPGLAQSVVLTRTPGRASSMPEAESLANFAATGAT
LAIHLSIHNLAKVVADLVPHYGADCPAAIVYRASWPDQQILRGTLGTLEAALPEAIERTALILVGRSLGAEGFDESCLYD
PDYDRRFRPRSARAGSDG
>ANB38199.1 precorrin-6Y methyltransferase [Rhodovulum sulfidophilum]SNK001
MAETPWLTIVGVGEDGPDGLPPASRRALEAAEIVMGPARHLALLPDLAAERIEWPVPFADGLPILQGLRGRRVAVLASGD
PFWFGAGSVIARHFAPGDWHALPGPSVFSLAAARLGWRLETTRCAGLHAAPFARLRPDLAPGSRAIVTLKDGAAVAEFAA
FLTGAGFGDSRLHVLEALGGPRERIRETTARAMDLTGIAHPVAVALELAGEGPAIPAASGWPDAFFDNDGQITKRPMRAL
TLSALAPLPGEHLWDIGGGSGSISIEWLARHPRMQATAIEVDPERARRIAANAAALGVERLRIVTGRAPEALDGLAAPDA
VFVGGGLSQELLQALWDRLAPGTRIVANAVTLESEALLALWHAAHGGELLRIELAEARPLGRKRGWRAAYPVVQWTARR
>ANB38200.1 cobalt-precorrin-6A reductase [Rhodovulum sulfidophilum]SNK001
MHPTLLILGGTTEATALAARLAGTGIRATLSLAGRVENPRAQPIPMRVGGFGGVAGLIAYLRAEGVTHVIDATHPFAAQM
SRNAASACAALGLPLVALTRPAWTPQPGDDWRHVADIAGAVGALAGPARRVFLAVGRMHLQAFAAQPQHRYLLRLVDRPN
APLPLPQAEVIVSRGPFTEADDRALMEGHGTELVVSKNAGGTGARAKIDAARALGLPVLMIDRPALPARRELARPDEVLG
WLAHSGADLGV
>ANB38201.1 precorrin-3B C(17)-methyltransferase [Rhodovulum sulfidophilum]SNK001
MTGWVAIAGLGPGAEALVTPEVTATLAEATDVVGYIPYVARVAERPGLTLHASDNRVELDRARHALEMAAGGRRVVVVSS
GDPGVFAMAAAVFEALEAGAPEWGDLDIRVLPGITAMLAAAARAGAPLGHDFCAINLSDNLKPWALIEKRLRLAAEADFA
MAFYNPRSKARPEGFARVLELLREACGDDRPVIFARAVSTPEERLTVVPLTEARPEMADMRTVVLVGSSLTRVLRDGARP
LVYTPRSAPE
>ANB38202.1 precorrin-2 C(20)-methyltransferase [Rhodovulum sulfidophilum]SNK001
MTMATVYGLGLGPGDPDLMTVRADRLLRGARHVAFFRKAGCEGKARSIVADLIPEGATEHPMEYPVTTEIPFDDPRYNEI
LAAFYADSTARLKALAEAGEDVVVLCEGDPFFYGSFMHLYTRLKDDVAVEVVPGITGMSAAWTASGAPITWGDDVMSVLP
GTLPEEVLVRGIKAADAVVVMKMGRHLGKLRRALLLAGRAEDAWIVEYAAMPGQTVTRLADYPGRTAPYFSIVLVHGQGR
RP
>ANB38203.1 precorrin-8X methylmutase [Rhodovulum sulfidophilum]SNK001
MPHEYEKDGAAIYLQSFATIRAEADLARFDADEEQVAVRMIHAAGMVELAPHIRFSSGFVPAARAALEGGASILCDARMV
SEGVTRKRLPANNEILCTLQAEGIAARAAAMGNTRSAAALELWRPHLAGAVVAIGNAPTALFHLLNMLEDPACPRPAAII
GCPVGFVGAAESKDALWAGQPVPCCIVEGRLGGSAITVAAINAIASRQE
>ANB38204.1 cobaltochelatase subunit CobN [Rhodovulum sulfidophilum]SNK001
MHVVFRESHGLEETAVPTDLGQDPADLAVLSFSDSDLGAFAAGWHRGGGSEGRMPTLRLANLAALLHPLSVDTYAERTLS
GAKGILIRLIGGRAYWEYGLTQIEALARAHGIALAVLPADGRPDPRLDAASTLPVSTLRRLSELCDEGGAVAAQAALAQL
ALAAGLYAAPVIGTKTVPEMGAWSPEGGAVPAPDLSPVDAPRIVLTFYRAYVTAADLGPIEALFKAFRARGCAVTGLFVP
SLKAPEAARWLAGQIAALAPAAIVNATAFSGKGEDGTSPLDAAEAPVFQVALSSAPETAWAEAERGLSPADLAMHVVLPE
VDGRIFAGVASFKEAGARDPGLQFARIAHRPHPARIAAIADRVMAWLGLARTPLAGRRPALVLSTYPGRPWQMAHAVGLD
ALASAEAVLEDLARAGLPGAPAEELTGDLAETLGRETLSWPLPEYEAALAALPAPLRDALSDVWGAPEADPACRDGAFHF
AATRRGAALVALQPERGTPEAREGDYHDLSRVPRHGYVAFYLWLRRAMGCDALIHMGAHGTLEWLPGKAVALSEACWPEA
LIGDMPVIYPFIVNDPGEAAQAKRRIGAVTLGHLPPPQRQAGGSERLARLETLLDEFSNADGLDPRRRDRLMADIRAEAQ
ALGVEADLGLEPGLSPAEAITRIDRFVCDVKESQFGDGLHVFGRPPETPAEAWSGAGTEAGSGFDTAPSVAAESAALLGA
LQGAPVAPGPSGSPWRGRRDVLPTGRNLFTTDPRAVPTRSAHAQGVRLAEDLVRRHLQDHGDWPRQLVVDLWGSATMRTA
GEDFAMALHLLGVKPVWDEGTERVSGIEVLPVAMLERPRLDVTLRVSGLFRDVFPSLSALYQQAIRALSQRDEAADWNPY
AGRPETPRVYGPAPGIYGIGMDMPEPTEAGRQAAGAAWLAASAWALDGAEARRDAQGIRDRVAGAQAFVHAQDLPETDLL
LAVDYARHEAGFAAAQDVTGSEAGGRAALYHLDNTDPARPRTRTLTEEIARVVRARATHPAWLAGMQRHGFRGAAEIAAT
LDHMAAFARLAGVVPDHLFDLYFDATLGDPGLTTFLEEANPQALAAMRAEFAALARDGLWQTRRNSIAAALTDLETPNAS
>ANB38205.1 cobalamin biosynthesis protein CobW [Rhodovulum sulfidophilum]SNK001
MTDLAKLPVTVVTGFLGSGKTTLIRHLMQNAGGRRLAVLVNEFGDVGVDGEILKGCALPDCPAENVVELANGCICCTVAD
EFIPTMEALLQLEPRPDHILIETSGLALPKPLLKAFEWPAIRSRITVDGVIAVADAEAVAAGRFAPNVAAVDAQRAADDS
LDHETPLSEVFEDQIACADIVLLTKPDLAGPEGVAAARAAVEAEAPRKLPVVEVTEGAVDPRVILGLGAAAEDDLDARPS
HHDNGAEHDHDEFESVVIELPEQDAPEALAARIEALARSQNILRVKGHVAVAGKPMRLLVQAVGARVRHQFDRPWAPDET
RSTRLVVIAEHDDIDEGAIRAALSA
>ANB38206.1 metal-binding protein [Rhodovulum sulfidophilum]SNK001
MSAPEPAAVELLVCTTCKRRQPADPDAPRPGSLLHDAVRTHGLPEGVRLVPVECLSACSSGCTVALRGPGRWTYVYGNLD
ETTGASIIAEGARAYRDAPDGLVPWRQRPEHFRKNCIARIPPMEALK
>ANB38207.1 multifunctional 2',3'-cyclic-nucleotide 2'-phosphodiesterase/5'-nucleotidase/3'-nucleotidase [Rhodovulum sulfidophilum]SNK001
MTMRILFPAAALALLAGTAQADFALTLLHTNDVHARLEPISKYDSDCPEEDNLAGACFGGTARLATAIAAARAEGGPMLL
LDAGDQFQGTLFYSYYKGKAVAEMVNRLGYDAMAVGNHEFDDGPEGLADFAARVTMPLLMANADLSAEPLLRDAILKSTV
IEVAGERIGVIGLTPQGNPDLASPGPDIVFTDPVGAAQAEADRLTAEGIDKIVLLSHSGHETDKRIAAETTGIDVIVGGH
SHTLLSNTDAAAAGPYPTMLGRTAIVQAYAYGRYLGRVDLVFDDAGGLVSAGGDPILLDASVAEDAEIKARIAELAKPLE
EIRQNVVAETTAPIDGDRGSCRAGECAMGNLVAEAMLDRVRSQGIQVAIQNGGGLRASIDEGPVTMGEVLTVLPFRNTLS
TFHVSGATLRAALEHGLGLAEEGAGRFPQVAGLRFIWAPGAEPGQRLRKVEVKEGTDWEPLDPDKSYGLVSNNYVRNGGD
GYTMFLDAREVYDFGPDLADVTAEYLARNTPYAPETDGRIAAE
>ANB38208.1 hypothetical protein A6024_09895 [Rhodovulum sulfidophilum]SNK001
MLIYKIFRRAEWDALRERGASRGAPVDLADGFIHLSTAGQVAGTAEKHFAGESDLVLVAVEADRLGPDLKWEPSRGGALF
PHLYRELRLADLVWDKSLPLGATGHIFPEGVI
>ANB38209.1 dihydroorotate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTPLERVGLAVFHRIEPERAHALSLTALRRGLVPLPGQLTSSRLATDLAGLSLPNPVGLAAGYDKNAVALGPLMRAGFGF
LEVGAATPRPQPGNPRPRLFRLIEDRAAINRFGFNNDGMEAVRARLAARPAGVPVGLNLGANKDSPDRAADFATVLRACG
AHVDFATVNVSSPNTEKLRDLQGHEALAALLAGVMAARAELSRPVPVFLKIAPDLTDAEIDDIAAVALEAGVSGIVATNT
TLARTGLKSAGAGQAGGLSGAPLFARSTRVLARLSAATGGQLPLIGVGGVGSAEEAYAKIRAGASALQLYTALVYGGMSL
VGDIVEGLDRLLARDGFAHVSEAVGTGRKDWE
>ANB38210.1 arsenate reductase (glutaredoxin) [Rhodovulum sulfidophilum]SNK001
MTAIAIWHNPRCSKSRAALALLQERGVEPQVRRYLEVPPNEKELREVLDMLGGPAIGMMRTGEPLFSELELARDAPDEVL
IAAMAAHPKLIERPLAMADGRAVLGRPPERVLELLED
>ANB38211.1 carbamoyl phosphate synthase small subunit [Rhodovulum sulfidophilum]SNK001
MPAATPHPTACLTLADGTVFYGHGFGAVGETVAELCFNTAMTGYQEIMTDPSYAGQVVTFTFPHIGNVGVNPDDDETADP
VAAGMVVKWDPTEPSNWRAADALKDWLARRGRIGIGGIDTRRLTRAIRQQGAPHVALAHDPEGKFDIEKLVAKARAWSGL
VGLDLAKDVTCAQSYRWDEMRWSWPEGHAKRTEPGHRVVAIDYGAKRNILRCLASAGCDVTVLPASASAEDVLALEPEGV
FLSNGPGDPAATGEYAVPMIRKILDKDVPLFGICLGHQMLALALGAKTVKMNHGHHGANHPVKDLETGKVEITSMNHGFT
VDSQTLPEGVKETHVSLFDGSNCGIRMTDRPVFSVQYHPEASPGPQDSYYLFERFAAAMADRKQA
>ANB38212.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]SNK001
MDLRTRISAALKAAMKDREANRLGTLRLINAAIKDRDIAARTGDTEEGVSEAELLAILARMVKQRQESARAYEEGGRLDL
AERERAEIAVIEEYLPRQLTADEVDEAIGTAIVETEANSIRDMGRVMAQLKARYAGRMDFAAVGPMVRQRLS
>ANB38213.1 hypothetical protein A6024_09920 [Rhodovulum sulfidophilum]SNK001
MLRYLKNVKPEDWPALLLRAGALALITVHLVTFLFIYQHPLFILTAVGMGLLLAREMYEDLSQRFFRLKAEEFERELQDL
KGTAPTAAEGGRRSLLIEETGALKDISARAFRS
>ANB38214.1 lipoate-protein ligase B [Rhodovulum sulfidophilum]SNK001
MGPEWLELKELSPYEETVAAMEARAGQIAAGQAREAIWLLEHPPLYTAGTSARPEDLTDPGRFPVYETRRGGQFTYHGPG
QRVVYVMLDVGRRGRDVRRFVWQLEQWVIETLAEFNVRGERRAGRVGVWVVRPDLPPGPSGAPREDKIAAIGVRLRRWVS
FHGLSINVEPDLGHFDGIVPCGIRGHGVTSLVDLGLPVTMADVDVALRRSFDRVFGPLPPEAS
>ANB38215.1 polyamine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTIRPILVSTVALIAGSAAWAADPDLLVFDYSGFEIPAFHADYAEKYGQEPSFTFFGDEEEALQKLRSGFRTDVSHICAG
SVTKWIESGILEPWDTSRITAWEHINADLKGTDVADTGAEVYFVPTDFGSTAIAYNTEDVPAGDVASLDVFKNPEYAGRV
TLPDNVDDAFALAYLATGTTNWSTVTDAQFDAAVAWLRDVHPNLRTYWTDPAELAQLLASGEVLVSWAWNETLPTMVDQG
FPVGFQREAKEGSSLWVCGYVDLKDGPGSEQKAYDFLNATLAPSSTKALLDAGYGQANAKAMAAIGNEALTAIGLGPIDV
PVLAQLPMPGELREKQSAAFEKIKAGF
>ANB38216.1 acryloyl-CoA reductase [Rhodovulum sulfidophilum]SNK001
MFKALVVEKDEEGKTHAAVQNLDEDRLPEGDVTVAVEYSTLNYKDGLCLGSGGGLVRQWPHVPGIDFAGVVQQSADPRYK
PGDRVVLTGWRVGEVHWGGYAQRARVKADWLVPLPDGLSTHSAMAVGTAGMAAMLAVIALEDHGLKPGDGPVLVTGASGG
VGSVATAVLAKLGHEVAAVTGRPGSEDYLRALGASQVVQREDLSEVTRKPLESELWAGCVDPVAGAMLGRVLKQMKYGSS
VAAVGLAGGAAIEGALITPFILRGVNLLGIDSVMQPYEARLRAWKRIATDLPMDRLKGMIRSATLEDLPGLGKDILKGQV
QGRVVVDLNA
>ANB38217.1 universal stress protein UspA [Rhodovulum sulfidophilum]SNK001
MFKKILVPVDLAHAEALKRSCDVAGDLARHYGIGVTYVAVTAPQPGRLARSPEEYRKKLEAFARAEAETHGHLADARVIV
CSDPAAELDAALMDALKEVGADLVVMASHLPGVAERIWPSHGGRLAGHARVSVLLVRPESGSADSRS
>ANB38218.1 BCCT transporter [Rhodovulum sulfidophilum]SNK001
MSDQTTEQLTDQGIPAPEGEVDLIETDYEIGQDNIEGSLGPFGFDIHNPVFLVSGLCIMAFVFYALALPEQAGAVFGWLR
PFLTSTFDWFFLSAANVFVLFCLALIVLPVGRVRLGGADATPDYSYSGWFAMLFAAGMGIGLMFFGVLEPVYHMAISQPL
GTPSPFAADGSLIPENVDAAREMGLAATIYHWGLHPWAIYAIVALALALFTYNKGLPLTIRSAFYPIFGERIWGWTGHFI
DILAVFATLFGLATSLGFGAQQANAGLSHVFGVPEDLTVQILLITGITAIALISVLRGLDGGVKVLSEINMIVAALLLVF
VLVAGPTGTILTDFGEGMLAYVRDLPALSNPFGREDTDYLQGWTAFYWAWWISWSPFVGMFIARVSRGRTVREFVICVLV
IPSLVCVLWMAVFGGAAIDQVLSDPAGSAVKAQVIDAYNPPMSLFAMLDALPWASITSVIGIVLVIVFFVTSSDSGSLVI
DTITAGGKIDAPLPQRVFWCTFEGAVAIVLLVGGGLSALQAMVISTGLPFTLVLLVMCFSIFRGLQTESR
>ANB38219.1 nitrogen fixation protein NifS [Rhodovulum sulfidophilum]SNK001
MVALDIEFVRNQFPAFGYKDLRDKVFCENAGGSYACRYVIWRLHRFYQERKVQPHGAFGVSRLAGEEMDEAHTRLAAHLG
IGRDELHFGPSTSANTYVLSQAFGDWIGAGQAIVVTDQDHEANSGVWRRLAARGIEIREWKVDPDTGHLDPERLEPLLDE
TVRLVCFPHASNILGEVNDVARITAMVRRAGAFTCVDGVSFAPHGLPDLPALGADIYLFSTYKTFGPHQGVMLVRRELAY
QLPNQGHWFNGDDAVRRFDPAGPDHAQVAATAGISDYIDALYDHHVRGGRDAHARAGIVAGMIRAQETRVLEPLLDYLAT
RPDLRVLGPRAAGPTRLPTVSIALDRSAAEVAGRLAARGVLAGGGHFYAQRLLGAMGIDPRQGVLRLSLLHYTLPEEVDR
LIAALDSEL
>ANB38220.1 deoxyribodipyrimidine photolyase [Rhodovulum sulfidophilum]SNK001
MSDQAPVIWWVRRDLRLGDNAALAAAAGSGRPVVPLFIHDETVEALGAAAKWRLGEGVAAFARALGARGSRLILRRGAAP
GVLRAVAAETGAAAIVRSRAYDPLGRDSDKAVEDGLVGTGIELRAVAGSLLFEPWTVETGQGGFYKVYTPYWKAVRDRDL
PEPAPAPGLIPRPDFWPASDEIEDWRMGAALGRGAAVLARHASVGEEAAQGRLGAFAAQKIADYAERRDFPAAGATSRLS
EHLSWGEISPRSCWHAGLRAMEAGKAGAETFLKELVWREFAWHLLWHSPHIAERNWREGWDDFPWSTDGDSPEATAWKRG
RTGIPFVDAAMREMYVTGTMHNRARMVAASWLTKNLMTHWRVGMEWFADHLTDWDPASNAMGWQWVAGSGPDAAPYFRIF
NPETQAAKFDPDGAYRDAWIAEGRQSPGQGARDYFDAVPRAWGLSPDAAYPAPAVTPEAGRRRALAAYQAREG
>ANB38221.1 cyclopropane-fatty-acyl-phospholipid synthase [Rhodovulum sulfidophilum]SNK001
MTVLTSTRGQADLPRYFTQVFDIAGRMGHGRLDFVLPDGRRFRAEGRGAGPVAQLDIHDADVFARLIREGDLGFCEAYVE
GGWSTPDLMAFMDLVHADNDELFDGFPGLGLLRAYERLRFWLQSNSKTQARKNISHHYDLGNEFYGLWLDETMTYSSALF
RTGQESLEAAQELKYAAMVDQMGVAPGDHVLEIGCGWGGFAEYAAGQRGLKVTGLTISREQHDYAVARIARAGLADRVEI
KLQDYRDETGRYDGIASIEMFEAVGEKYWPTYFRQVNDCLKPGGQATLQVITVQERRYEIYRKGVDFIQKYIFPGGMLPS
PGVLRAQASAAGLEIRRSMEFGESYALTLRRWHETFNDRWDEVARLGFDARFRRMWNLYLASCAATFHSGNCDVTQLTVA
RPA
>ANB38222.1 hypothetical protein A6024_09975 [Rhodovulum sulfidophilum]SNK001
MERMFLYGTLCHLPLLARVLNRPAGTLDTLPARLPDHAVRLAGGEGFPLILPEPGTEAEGLLVSGLTTEDRARLDYYEGG
YGFAHDEVTVETAAGPVAAGIYARARSGRAPTEAWDPDAWRARWGDLVTEAAGEVMLGYPDRPPEVNARRDRMMLARAAS
TLRARAPGPASLRKPTRPGDVVETGRVQPYANFFAVEEYTFRHTRFDGRMSDQMVRAAFLTGDAATVLPYDPVRDAVLLI
EQLRVGPYARGDSQVWSVEAIAGLIDPGESPEETVRREAVEEAGLTLGALHRCYGYYPSPGAKAEYVYSFVGEADLGAEA
GGLGGLAAEGEDIRGHVVAFDRAMELIGTGEIGNAPLILSLLWLARHRETNQRLA
>ANB38223.1 cysteine synthase A [Rhodovulum sulfidophilum]SNK001
MAAIRSDLADLIGNTPLVRLKGPSEATGCEILGKAEFMNPGQSVKDRAALSIIRDAVARGALAPGGTIVEGTAGNTGIGL
ALVGASMGFRTVIVIPETQSREKKDMLRLAGAELVEVPAKPYRDPDNYVRYSGRLAEALAKTEPNGAIWANQFDNTANRQ
AHAEGTGPEIWEQTGGRVDGFICAVGSGGTLAGTAMALQPKGVKIGLADPHGAALYSHYTTGEMKSEGSSITEGIGQGRI
TANLEGLAPDFCCRIGDDEALPVLFDLLAEEGLCLGGSSGVNVAGAMRMAREMGPGHVIVTVLCDYGTRYQSKLFDPDFL
RGKGLPVPPWMDRAAMRNDGNGCRPALPEVFAG
>ANB38224.1 hypothetical protein A6024_09990 [Rhodovulum sulfidophilum]SNK001
MTDPLYRSDPYLREAAALVTAHADGGVLLSAPLFYPRGGTHVARTGEIGPVRIGKIEKKGRRNRRVTVLLGA
>ANB38225.1 hypothetical protein A6024_10000 [Rhodovulum sulfidophilum]SNK001
MLTGIVNTPVFGRNGTLLTTPGYHPDARLLYVPALGFAVPDIPVKPTPAEITAARTLICEDLLGDFPFTGDAERSHVVAL
LLLGFLRGMIDGPTPLHLIEKPAPGTGATLMVDAITGILTGAGASVMTEGRDDEEWRKRVTAKLRQIPSIVLIDNLRATL
DSSALAAALTAPFWEDRILGHSEMARLPIRCLWIATGNNREFSNEMARRLVRIRLDPHTDRPWQRSDFRHPDLMSWVRAN
RSRLVAACLTLCQAWIAVGRPRGGRSIGSFENWAHVLGGVLEVAGIPGFLGNLEEMMESSDSEGAAWNAFIGAWWERFGT
ALVSGFVSTH
>ANB38226.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRLTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB38227.1 MarR family EPS-associated transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSSKRTKLQEDTHFRVLRLLQENPEMSQRELAEAVGVSVGGIHYVLNALIDKGLVKLGNFTAAEDKRRYAYVLTAKGISE
KAAITRRFLLRKMEEFEALRAEIEALSAEIDDDAAPSGTSHRVCVIGRLGQGMS
>ANB38228.1 UDP-glucose 6-dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKIAMIGTGYVGLVSGVCFSDFGHEVVCVDKDPSKVEMLKAGNVPIYEPGLDELMAKNVEAGRLSFTGDLREAVAGADAV
FIAVGTPTRRGDGHADLTYVFAAAAEIANAIGDYTVVVTKSTVPVGANQKVQHVIREANPKAEFDVASNPEFLREGAAID
DFMRPDRVVVGVQNERAAEVMAEIYRPLFLRDFPIVTTDLESAEMIKYAANAFLATKITFINEIAALCERVGADVKQVSK
GMGLDNRIGNKFLHAGPGFGGSCFPKDTKALARIGQEHGLPMQITEAVIKLNDDIKRRMIDKVMDLCDGSVNGKTIAVLG
VTFKPNTDDMRDSPSLTIVPALVGGGAKVRVVDPKGLREGEALLPGVNWMDDAYEAAEKANALVILTEWNEFRALDLKRL
AGSMTEAKLADLRNIYSRDDALASGFTAYVGVGR
>ANB38229.1 hypothetical protein A6024_10030 [Rhodovulum sulfidophilum]SNK001
MSDLHSLKQRFSARVFGGASGGVFRGMLTLALGSGGGRVIGIVSIPILTRLYTPQDFGVLAVFTALVTMLAPLVTLRYVL
ALPLPRQDGVAMNLLVLSAALMLGLSLLLGLVLCLWGAPLLALVSMEVLAPWWWLIALGIVGVATYEMLTMWATRKRAYK
VIAQTNVTQSAAGALLKIGLGLSPLQPLGLLLGQVVAQAGGIGRLLRGFIAEFRANWYHVSASRMRKAAWRHRGFPIWRV
PSQFLMVFSVQSPTLLMAALYDPETIGQFGFAMMALSVPVNILGRTMSQAFFAEASTLGRQRPEEIRTMLRSVILRLGFI
STAPAAVFLFFAPWLFPLLFGDDWALAGVFAQGLATYLFFQFIQTPVAHVFYIFDGQKQLLWLNAQRVLVIIAIFGASTL
FAWTAEKTVWAYAATLSLHYALSVYYAYRFIPRV
>ANB38230.1 UDP-N-acetylglucosamine 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]SNK001
MRLFLGDRTSLNGTVNVSGAKNSATRVLAAALLSDQPVTLRNFPLELEDVKAKLSFIRAMGAELTPSPEQEELRIHAQNL
SFDDISDFNLPIRTTYLLAGGALARHGTARVPYPGGCKIGSRGYDLHIMVWKALGCEVEELPDYINVTGKLRGGEIDFPI
STVGGTENALICASVASGETQIRNAYVTPEVRDLIAFLREMGAKIELEGSSHINVTGNGGVLGNATFSIMADRIEALTWL
VLGAVSGGRLAIQNVPLDTMQVPLIHLRDAGLDFFTNSNSVQVGPDCIGPQGLQPFELATGTHPGVISDMQSFYVFLALF
ANGRSIIHDYRYPERIAYVAELAKFAPGALEAERGKITVRGPVKLVGAHAASTDLRGSMAQIMAALCAEGPSTVDAVEMA
LRGYNRLPEKLRSLGAQAEWTD
>ANB38231.1 UDP-N-acetylenolpyruvoylglucosamine reductase [Rhodovulum sulfidophilum]SNK001
MDRLSETAITELGALCPGGLERNVDLSSISAWRIGGRADLVLRPSSTEEVAALLRWFSRHGIRPAVIGLTTNMLFDDAGL
RAPCIQIGGRMAQIAFDGSEVRAQAGAWVPGFARKLMQAGLGGAEHTCGIPGTLGGLVCMNGGSQRKGIGSNILAVDSVD
SIGMIRRREAADCGFAYRRSVFQTNGEVITAASMRFAPRPHAEIRSEMRAILADRRRKFPRKQPNCGSVFKSNPVMYSKI
GPPGAVIEHLGFKGQRIGGALVSSRHANFIVNAGGARARDVLELISRITNAVENATGYRMEAEALFVGVDGKMYPADKVV
LEVVK
>ANB38232.1 hypothetical protein A6024_10045 [Rhodovulum sulfidophilum]SNK001
MKILKSEAPDIIISNRASQFRFLSPIAAKLSIPLLIVIPGGAPRTAQLAATKDRTAIAYSAENVAQLLKSGYPEENVFLC
SNRIKLDCSMTTPKPVDNTELNIAVVGNLKQTTHAGVRDCIRFFYENASSSWANVTVHFFGQNLLDPSASDFEKAMAPEN
LDRPENLRFISHGWVDNIETAVVPMDIAIGKGRSVLTSSMLEKPSFVLSEDNGVIPITTETVRTLQKTNFTGRQFETDFK
PLLEMISTKETLLAAQDENTDVARYIKAQYLVEGAGETIKMAINKALEPGNRRGTVSAVPGLLHSYYYAVADFFTRR
>ANB38233.1 hypothetical protein A6024_10050 [Rhodovulum sulfidophilum]SNK001
MSMTKIRVPGYRHVFCGYYDRSPFRPGHSNHVLLHANNENSSREPANQSETDLLLWDREKEELVLKIDSTLAWNWQQGSR
LFWLDEDRLIYNKYEDGKIGTRIFNLHQSTTEKLEHPVQDATSDCFVSLNYRCLSRFRKDYGYTESLLGEGDDLSPYLFV
LDHRTNTERFVRWETFSNAIGGGETIPQGCRLNHACISPDSNFIVFLLRYGSGTNDQSTKHFLMLHDVRNGTTTCLLRDA
MVSHYSWKNAREIILWGKLDDVPGYYLVDISSNVQPVTTSLPDGHPNLLRENLYITDTYPNGKQHRELYLCAFDGRIARV
LALPERPSLDVSARCDFHPSVSQDGLSIQLDTNVMGKREVWIFNDIERHVSEMEQP
>ANB38234.1 hypothetical protein A6024_10055 [Rhodovulum sulfidophilum]SNK001
MILSRSNTSYDAGFLLVSLAFFFRYVLDGIGLGIVGSLILLIATVLLMLEKKEIIVSQRVFIFLFISGVILLFSGFHVYV
QYGTLKFFALEVIRFATYISAYILVRNGRIDFFKIYRLFLILLCIQVPILFFQKFGLGMDRPAGTLTNNNHLMYLTGLLL
LLQFGLKRVPAFHFALPVSLLILLGGVGGALFASIAIWIHITMAVAIRGKAKAFIFQVLAIAMMSTVVFVHWDKIGYAIE
SNTPEVVASRLEAGDRYGGGTIGARIFFWHYFSSQVFSEPMSTAIGLGSGAASNRSTYFAGWGSQDPHDEYVRVLTDYGL
IGLGVFVAFWLSVVFGFLRSAIKRRSNGALLAHSIVWFFLMGCTIANVFVQSTFMWLLIMLLPLMVRLPEREFRRFL
>ANB38235.1 hypothetical protein A6024_10070 [Rhodovulum sulfidophilum]SNK001
MPEVTVLIPARNVADTLEECLTSVLAQDFEDFDVLVVDDESTDETPEILKNIQDRRLKVCRFQSGRGLGDTLNFGFSQIE
SPLVARMDADDVMPAGRLSSQVAFLRRHPDCGVVGGQIDFMYNDLSRTGPVFPLEHEEIVRDLYLMRFSVCHPAAMIRRD
VFDAIGGYHVFGPGQDLDFFIRASEVAQLRNLPEIVHHLRVDLNSYSASKARERLVAYKYALEAARSRSKLGEDIAYLDF
VDRAGTSIPLGVEAAFFAASCNMFRKHLIAKLEGRSSKSIYFVLAALSRPVFSARMLKKKLSSETASLKS
>ANB38236.1 N-acetylglucosaminyldiphospho-UDP N-acetyl-beta-D-mannosaminyltransferase [Rhodovulum sulfidophilum]SNK001
MTTVDIVGYNVFSSPKSKLAEELGVCLRSEERQCKWLACLNPHSYTVARGDTGFGQALQAAQWLVPDGVGVVIASKLVRG
TINERITGFDVFESVMSDLERLGGSVFFLGSTEHTISLIGEKLALDYPNVRLAGAYSPPFKPEFSPQDNAEIISAVAASG
ADVLWVGMTAPKQEKWIAEHRDQLPVKFAGAIGAVFDFYTGQVKRSPMIFQKLGLEWLPRLAQQPRRLWKRMFVSAPVFI
FDVLLSAFRRQP
>ANB38237.1 GDP-mannose 4,6-dehydratase [Rhodovulum sulfidophilum]SNK001
MSKKALITGITGQDGSYLAEFLLKKGYEVHGIKRRTSLFNTQRVDHIYQDPHVNNANFILHYGDLTDSLNLTRILSEIQP
DEVYNLGAQSHVAVSFEEPEYTADVDAIGSLRLLEAIRFLGLEKKTRFYQASTSELYGLVQEIPQRETTPFHPRSPYAVA
KMYAYWITVNYREAYGIYACNGILFNHESPRRGETFVTRKITRGLANIAQGLEPCLYMGNIDALRDWGHAKDYVRMQWMM
LQQDTPDDFVIATGVQYSVRQFIEWSAAELGVTMRFEGTGLDEVGIVAAIDGDAAPALSVGDVIVRIDPRYFRPAEVETL
LGDPSKAKAKLGWTPEITVQEMCAEMVAHDLRNARRTRLLRDHGLDLPISIEG
>ANB38238.1 GDP-fucose synthetase [Rhodovulum sulfidophilum]SNK001
MVGGAILRALQSCGETNIITRTHVELDLTDQVAVRTFMQAERPDVVILAAAKVGGIMANNSYPADFIYQNLMIEANVIHQ
AYAAGVTRLLQLGSSCIYPRAVPQPMREDALLTGVLEPTNEPYAIAKIAGIKLCESYNRQYGTDYRSVMPTNLYGPGDNF
HPENSHVLPALIRRFHEAVHSETEEVMIWGTGTPRREFLHVDDMAAASLFVLDLPKADYETNTQPMLSHINVGSGTDISI
FELAQKVAAVTGYKGRIVTDSTRPDGTPRKLMDVSRLAHMGWSAQIGLDQGLAETYQWFLENADNYRR
>ANB38239.1 mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase [Rhodovulum sulfidophilum]SNK001
MTQLIYPVLLCGGSGSRLWPLSRKSYPKQFVKLTGDESLYQASARRLSGAGFAAPSIVTSADYRFIVVEQLAALEIAPSD
ILIEPAAKNTAAAICAAALALEARAPGALMLVAPSDHVIPDAGRFRAAVQAAAPAASAGQLVAFGIRPDRPETGYGWLEL
SSPTPDFAPVPQTLRSFVEKPNLAKAEALLAGGMHLWNAGIFLFSTTAVLEAFAIHAPEVLTATRAAFDAAEKDLSFTRL
APTPWSELPDISIDYAVMERAPNLAVVPYAGAWSDLGDWQAVWREAEADTSGTVTAGPATAFDCHDTFLQATSEAQQLVG
IGLTDIIAVAMPDAVLIAHKDRAQEVKQAVAELKSKAVSQAETLPRDYRPWGWYESLVVGPRFQVKRIVVHPGAALSLQS
HHHRAEHWIVVEGTAKVTVDSEVKLVAENQSVYIPLGAIHRMENPGKVPLTLIEVQTGSYLGEDDIIRYEDVYARGQGTK
G
>ANB38240.1 phosphomannomutase [Rhodovulum sulfidophilum]SNK001
MTPLTCFKAYDIRGRLGIDLDEGIAYRIGAAFAVALQAKTVALGHDVRSSSEALANCVAQGLIDQGCEVLDLGLSGTEEM
YFATTHFGADGGICVTASHNPMDYNGMKMVRAGSAPLDAASGLACIKEVAEANAFEKNATLGKIRNVAEEARTAYVEHIC
QLVDISALQPLKILVNAGHGTAGPTLDAIAARLGELGAQLVFERLFHAPDGTFPQGIPDPLLPENQSATAEAVHASGADF
GVAWDGDFDRCFFFDHTGSFIDGEYVVGLLAEAFLAKDPGATIIHDPRIIWNTQDLVAKAGGRAVQTRTGHAFIKVAMRD
ENAVYGGEMSAHHYFRDFVYCDSGMIPWLLVAELVSRHGPLADLVADRKAAFPSSGEINFTLDDPKAAIARVRSEFEPGA
ISIDEMDGLGFDMGDWRFNLRSSNTEPVVRLNVEARGDDELVAKGVERVKRVLLG
>ANB38241.1 hypothetical protein A6024_10100 [Rhodovulum sulfidophilum]SNK001
MQFLEIDALTGYSAALDALIEGQRAALVEIVFCNRLGSLSATAVFEDIEALREIAGQVPAEIERAVSKRYGVDLESLAEG
RARFYVDGDDSETVLLGFTYSAVGQLKEWKRYRRDPDCKLRLLIDRFDAADVAISIGEVEHAGGPDLWKGPRDLPNKAKQ
AGLQVIFLAKDAKDQCYLRVLPS
>ANB38242.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFTEAQIIGMLKEQEAGLPSSELCRKHGLSPATFYKLKAKYGGMDLSDAKRLKQLEDENAKLKRLLADAMLDNVVL
KDLLGKP
>ANB38243.1 hypothetical protein A6024_10125 [Rhodovulum sulfidophilum]SNK001
MSTEHKQYSTHNQSDKIREYAEKRGIEIIKTYADDGKSGLSIGGRAALQQLIADVESGAADFNVILVYDVSRWGRFQDAD
ESAYYEYICKRAGINVAYCAEQFENDGSPVSTIVKGVKAPWPANTASNSRSRSAPASAA
>ANB38244.1 transcriptional antiterminator [Rhodovulum sulfidophilum]SNK001
MTFHERGTSWFLAQLKPNCANIADKNLKRQGFQTFLPMEEETRQRNGKFVTAMRPLFPGYIFVAFDVARGLWRTVNSTYG
ITRLVSFGKEPTAVPLDLVSQLMLRCDAEGKLLPPKLLKPGDQVTLTKGPFANFVAEVEKIAPDRRVWVLMEIMGVQTRV
AVGADQLRSI
>ANB38245.1 integrase [Rhodovulum sulfidophilum]SNK001
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNKRRPHQALAMRTPAEAFTLAA
>ANB38246.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRLTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB38247.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]SNK001
MKRAADKRPASVNHGFEADCVTLPIDVILPLRALGKSAKASRKYRQIVASIAQIGIVEPPVVVPNPDKSATWLLLDGHLR
IEALKDDGVQEVECLVSTDDEAFTYNRQVSRLAPIQEHRMIRKAIERGVPEEKIAAALDLGTRSIQKKIKLLDGIAEEAI
AILKDKPATGAVFDALRKMKTMRQIEAAELLVNANNYSVAYVKAILAGTPQAQLVDASKPKKVKGITPEAMARMEQELAR
LQEGIASIQDTYGQDHLHLTVIKAYISKLLGNARVVRYLMQTRPEFLSEFQTIAEMDSVAPAEAE
>ANB38248.1 chromosome partitioning protein ParB [Rhodovulum sulfidophilum]SNK001
MPDDMEPTSQKQVTLIPCDRIRILNPRVRNRRTFEAMVENIARIGLKRPITVAPRAGTDPQEYDLVCGQGRLEAFIELKQ
DQIPAIVIEADESDCLVMSLVENCARRQHNPIDLMREIGSLRERGYNDRQIGEKIGVSYEYVNMIAGLLEKGEERLVSAV
ETGLLPLNLAIEISKTDAKGAQKALMDAYTQKKLRGRKLTLVRRLIQQRELRGPHQIKSNALGRRVAKRALTSEGLVRAY
QQEAARQKLLIKKAELAQSRLIFVREAFRKLCADEHFMTLLRAEGLETMPADLAQAVTSGPSS
>ANB38249.1 serine recombinase [Rhodovulum sulfidophilum]SNK001
MAGQSGNTETGSTAVEQDVPAIAYVRMSTDHQRYSTENQLDVIRKYAEARGLTILRSFEDSGRSGLRLDGREALQSLMAE
VQSGQADFKAILVYDVSRWGRFQDADEGAYHEHVCSRAGIRVHYCGEQFENDGSIGSNLLKTVKRVMAGEYSRELSVKVF
AGQCRLVELGYRQGGAAGYGLRRVLIDEHGNPKGELSRGEQKSLQTDRVILVPGPEEEQRVVQRMYEMFVNEGRPEREIA
EVLNGEGHRTDLDRPWTRATVHQVLTNEKYIGNNVFNKVSFKLKQRRVVNPRDMWIRAEGAFPAIVDKALFLRAREIVDA
RSRHFSDEELLDALRAILKRQGMLSGLIIDEADDLPSSSAYRSRFGSLLRAYRLIGYEPDRDYSYIEINRALRQAHPQVV
AEIIAGVTRHGGRAVQDPETDLLRVNDEFTLSIVLARCAATAAGSLRWRIRLDTGLVPDITIAVRMDEVNEAPRDYYVLP
SIDMTFGKLKFAEQNGLALDAYRFDTLDFFYALASRARITEVA
>ANB38250.1 hypothetical protein A6024_10160 [Rhodovulum sulfidophilum]SNK001
MKMRMKMGTVVPKMGIFVHPEDVPGDYRAAVAMALHAELGSTHRAIKSAMRWTGASERTVKYWFAGERGPSGEHLVSLAR
HSDVVLVLLLTMADRLVLEEGEG
>ANB38251.1 hypothetical protein A6024_10170 [Rhodovulum sulfidophilum]SNK001
MLDWLDRQRGIAPHIPVFDKSGRKDGTFERADFTYDAESGLYTCPGGKELKQSRRPFTPLVRRSPMRTACSATGPARPIA
MPAS
>ANB38252.1 hypothetical protein A6024_10175 [Rhodovulum sulfidophilum]SNK001
MHERHWFEECTNAFGAASPVEPKFTSHSDPASQWTGARGGPAYFAYSTNYLIDTDNGVILDVEATRAIRQAEVGSVQTMI
NRGRIPLASYRSG
>ANB38253.1 transposase [Rhodovulum sulfidophilum]SNK001
MPKPSPTRYRRTNWSEYNAALRQRGSLSVWFDPGTVWQAGKTGTRGRPETFSDAAVQVCLTLKVLFGLPLRQTVGPVESL
IRMAGLDWPVPDYSTLCRRRARIGVQIRYRRSGMPLTLLVDSTGIKFRGDGDGEWLARKHGPSRRRQWRKVHIAMDTETG
DIRSVEFTSSRQGDSPLLPDLLSHIPEDEESATVTADGAYDRRRCPTAIIARGADAVIPIRRNGRAWKEDCPAASGRNEI
LRATRHLGRALWKKWAGDHVRSRVEAQMNRLKLFGERIMSREPDRQTAEIQIRIIRHCRSDQWRDMAYS
>ANB38254.1 hypothetical protein A6024_10200 [Rhodovulum sulfidophilum]SNK001
MLRLVAATALIAVLAGGAARADEAAETASLQALVEALALPELVEVMREEGLVYGEGLEDELFPGRGGARWEAAVDRIYDG
GRIEAEMRAALDRRLGAAEIAPLVAFFTSPRGARIVALELSARKAMLDPEIDRASRERLEEMQADGDPKLDLVGRFIAVN
GLIEANVAGALNANYAFYTGLVDGRAFDYPVTEDQILDDVRRQAPEIREDTRTWLFSYLTMAYAPLDAATMEAYIGLSES
RPGRDLNDALFEGVEAVFEDISHELGLAAARFIAGQDL
>ANB38255.1 50S ribosomal protein L21 [Rhodovulum sulfidophilum]SNK001
MFAVLKTGGKQYKVQSGDVLRVEKLAAEAGETVQFNEILMLDGQVGAPIVDGAAVQATVIDQIKGDKVIHFVKRRRKHGS
QRTKGHRQQLTLLRVTEILASGGAETGVKAAIGAGSVAGAPAAEPKAAKAKAPKAAEAAAGDDLKKLPGVGPAMEKKLHE
AGVTRFAQIAAWTDEQVAAMDTRLGLKGKIVNDGWVALAKDLAGKA
>ANB38256.1 50S ribosomal protein L27 [Rhodovulum sulfidophilum]SNK001
MAHKKAGGSSRNGRDSAGRRLGVKIYGGQAVASGNIIVRQRGTKFWPGEGVGMGKDHTIFATCEGAVTFKKGLKGRTFIS
VLPVAEAAE
>ANB38257.1 acetyltransferase [Rhodovulum sulfidophilum]SNK001
MKLDLIPPQPPIAAERFVLRPVRRSDAGLLSLYTSDLRVARFTRSIPHPLPPGATEAFIHRAQDPERSEDVWVMDGAEQG
LSEVLGVIALDRMERDQSEIGYWVAPAFWNTGIASEAVGALLAANPQKAKTVFAEVFQDNPGSARVLTNAGFEYIGDAEA
YSVAREAKVATWTYLKKLD
>ANB38258.1 hypothetical protein A6024_10220 [Rhodovulum sulfidophilum]SNK001
MRGAADGFRIETPRLVLRAFRPADLDALLRIGRDPRVAPMMCSLPVRWTRRQAATWVARSRFRGEPAFRLAIDGRDEGLL
GVAGLGGAPASLAYFLDPAVWGRGYATEAMRGFLAGVFARFPGLDVLAADHFADNPGSGRVLGKLGFERLGPGTGRSLAR
LEPAPNIHYRLMRANFEALHEIP
>ANB38259.1 GTPase ObgE [Rhodovulum sulfidophilum]SNK001
MKFLDLAKVYIRSGSGGNGCTSFRREKYVEFGGPDGGDGGRGGDVWVEAVEGLNTLIDFRYQQHFFAQNGQGGMGRQKSG
ASGRDMVLKVPVGTEILDEDEETVVADLTELGQRVLLAQGGNGGWGNLHFKTSTNQAPRRANPGQEGVERTLWLRLKLIA
DAGLLGLPNAGKSTFLAATSNARPKIADYPFTTLHPNLGVVGVDGAEFVIADIPGLIEGAHEGRGIGDRFLGHVERCAVL
LHLIDGTSEDVVADCGTVLTELELYGGDLADKPRVTVLNKIDSLDEDERAEKRAALEAASGGPVMLMSGVAREGVTEVLR
ALRAEIDEDRLRLKREDSEEGEAWRP
>ANB38260.1 glutamate 5-kinase [Rhodovulum sulfidophilum]SNK001
MASLIATRRLVVKIGSALLVDRSTGNLRADWLRGLAEDVAMLKARGTDVVLVSSGSIALGRGVLGLGLGPLALEQSQAAA
AVGQIRLARAYEDCLEPYGITTAQVLVTLEDTEDRRRYLNTRSTMETLLGFGAVPIVNENDTIATDEIRFGDNDRLAAQV
AVTVGADVAVLLSDVDGFYTANPMQDPEAHRFDLIEEITPEIEAMAGDAGSGLSKGGMKTKLMAARTATGAGCALAITEG
SRLRPLKALEEGAACTWFRPKGDPRAARKGWIAAMKPHGFIRVDAGAAGALTRGKSLLPAGVTEVTGDFGRGEPVAILGP
KGEGLGAGLSRYTSAEARLILGCRSGDIEAILGYPGRAALIHRDDMAI
>ANB38261.1 gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]SNK001
MKDITDIHALMADLGARARVASAELAFASSEAKRHALEAAADAVVDHKPQILADNATDMEYGRDKGLSPAMLDRLMLDEA
RIEAIAAGLRAVAAQPDPVGQVMAEWDRPTGLHIRRVRTPLGVIGVIYESRPNVTADAGALCLKAGNAVILRGGSESFHS
SGALHECLVAGLAKAGLPEDAILRVPTRDRAAVSEMLTMTQYIDVIVPRGGKGLVGLVQREARVPVFAHLEGIVHIYVDK
VADPAKALSVVLNAKTRRTGICGAAECLLIHRDVAATLGADLVAALVKAGVRVHADEALSRLPGTQPATAEDWGREYLDM
DIAARVVDDIDGAIEHVRAFGSGHTDAILTEDDAAAARFFERLDSAILMRNASTQFADGGEFGMGAEIGIATGKLHARGP
VGAEQLTSFKYLVEGDGTLRA
>ANB38262.1 hypothetical protein A6024_10240 [Rhodovulum sulfidophilum]SNK001
MSDLTALVGSRICHDLISPIGAIGNGMELLAMAAAETHGEAPGEELALISDSVARANARIRMFRLAFGAAGEDTAVAGRE
VCEILADYFGGSRLSVTADPPASLSRSAAKTALLSVLCAETALPRGGRMALSWRDGRITLTAEAERMTLEPRLWAPLTDG
QPSGDDLRPAEVQFALLPIALTDLGRSLSLGHDETSLTLAF
>ANB38263.1 hypothetical protein A6024_10245 [Rhodovulum sulfidophilum]SNK001
MRPMNAILEPGMLVRHPGEPDWGLGQVQSVIGARITVNFTDAGKVVIDGTRIELMPVFSS
>ANB38264.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]SNK001
MQPPEDFFQLRLARTEADLMAAQRLRYEVFVAELGADGPLVDHEARLERDDLDPHFDHLLLIDSRRDAATLDHVVGVYRL
LTSERAAALGKFYSEDEYDLSALKASGRRLLELGRSCVHPDYRGGTALYHLWNGLADYVLDKEIEVLFGVASFHGTDAEA
LAEPLSYLHHRHLAPPELRVRVLPDHVQNMDLMPEAAIDRKRAMLAMPALIKAYLRLGGFVGEGAFIDRAFNTTDVCLLM
DTARMNAKSRSRYMRGQE
>ANB38265.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]SNK001
MAEPERPQIYLITPPAFDPDSFAPRLAAVLDAHEIACLRLSMASHDEDLVARAADALREIAHARDIPLVVEAHVGLVERL
GLDGVHLTDGQRSVRKVRKLLGADAIVGAFCGALRHDGIGAAEAGADYIAFGPAGESGLGDGSRAEADLFGWWSEMIEIP
VVAEGALDATTVAALSPLTDFFALGEEIWREEDPVSALGALIAAMG
>ANB38266.1 RNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MTAAQPVFVLVRPQMGENIGAAARAMWNFGLDRMRLVAPRDGWPNPRAVALASGAGRLLDNAGIHATTAEAVADCDYVFA
TTARPRGLTKPVVTPEQAMTETRALLAEGRRVAVLFGPERAGLENDDIARANAIVNVPVNPDFASLNLGQCVLLSAYEWR
RQTADILPERLELAGADPASQIEVEKLAEHYEERLSEAGFFFPETKAPGMKIALRNMWSRMPLTRPDVQILHGVLRQLTR
ARSRGE
>ANB38267.1 hypothetical protein A6024_10270 [Rhodovulum sulfidophilum]SNK001
MSKTRSKPKTRSIFEEVGTDAPPDRPVVQPGAIDRAARRGARGAVAWWLISIFVLIAAMLISAGVARLTGHPASLPGFAP
PYGQLPPLDAAGWSAAFDRFAAAGGTADLAGFQRLYWWDWGVRQAGMLAALVWALGALGFLIFGKLPKGWAVRLLPLGGT
ILGIGAADWAMGPAGLLPAPFDAASLRLAAMTGFGFAGMGLAAWGAMQLRRTEAQLMQARRARDGRAFGMATGVMHLAFL
QILFGAMLGALDQGRSFPDWPLMAGGVLPPEPLALEPVWRNLWDNPGLVQFIHRGLGYLVVLLGIAAWLRARKSPHARTR
RAFDWLGVMIFGQAVLGVGSVLYAGQWHMALTHLVGAVLLWVLVLRARFMAQYPVQQSIRG
>ANB38268.1 peptidase M32 [Rhodovulum sulfidophilum]SNK001
MTAFDELMSFQRETEALGQVAMRLGWDQETVMPRGAAQQRAEEMGALETVLHRRRSDPRLGDWLGAIDDDLLDETGRAQM
RHIRRSYARATRLPETLSAEIARVTSRAQGIWAEARAADDVAHFLPTLREVVRLKREEAAALAMGGDLYDALLDDYEPGA
TAAGLSAMFDRMRPRLVDLRERIMGSGRAPAPLEGHFPEAVQMALSREVATHFGYDWRHGRLDFSVHPFTSGSGSDVRIT
TRVDEAEPLGALYSTLHETGHGVYEQGIDPAYGLTPLGAGVSMGVHESQSRIFENQLGRGRAFCGWLHGRMNEVFGSAGA
ADAEAFYAAVNRVHSGHIRTESDEVHYNLHIMLRFDLERDLIAGGLEVEDLEEAWNTRFEADFGVAVERPSQGLLQDVHW
SVGLFGYFPTYALGNVYAGCLYQALRAAVPSLDADLARGHAEPATAWLKVEVQRHGGLYEPAETIRRACGFEPDEGPLLD
YLDAKFGAIYGL
>ANB38269.1 hypothetical protein A6024_10280 [Rhodovulum sulfidophilum]SNK001
MTWHDPLWQRIWPPARRVAFAIVGRLWWRRPPEEIAARLEARPLREQVLIVGTVLAGLFLTSLLFAHAGILGLLSFLLLV
ILLIR
>ANB38270.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SNK001
MTEILLRDDTRGVAILTMNAPERLNALSDAMLAALQAQIDALAEDRSVRAVILKGTGKAFCAGHDLKEMQAGRQALDGGR
AYFADLFERCARVMTGLMRLPQPVIAAPHGIATAAGCQLVASCDLAVAAEGTRFGVNGVNIGLFCSTPMVALSRSIPRKH
AFEMLTTGQFIDAARAEALGLINRAVPEEMLEDAAWRLAETLAGKLSPAIRVGKGLFYDQLDCGIDEAYARAGAAMVENM
MLEETQEGIGAFLEKRAPAWQG
>ANB38271.1 hypothetical protein A6024_10295 [Rhodovulum sulfidophilum]SNK001
MNAPDDHRLTETGLPPEGRGRVLVIGCGALAHEILALKRINGWDHLDLTCLPAIWHNHPDRIAPGLRALVERHRAAYPTI
LVAYADCGTGGDLQRTCAELGVEMMEGPHCYAFFEGAAASADRAGDEIDAFYLTDFLTRQFDAFVWRPLGLDRHPELATV
YFGNYRRLVYLAQTEDAALDRQAEACATRLGLAYERRPTGYGDLAGFLAGRG
>ANB38272.1 5-methyltetrahydrofolate--homocysteine methyltransferase [Rhodovulum sulfidophilum]SNK001
MANEDDDIVLAELPDEELVPQMQDDLYDGLREEVVEGVEILLSRGWAPYRVLTEALVSGMTVVGRDFRDGILFVPEVLLA
ANAMKGGMGILKPLLAETGAPRMGKMVIGTVKGDIHDIGKNLVAMMMEGAGFEVVDIGINTDVDGYLAALETEQPDILGM
SALLTTTMPYMKTVIDTLAAKGIREDYIVLVGGAPLNEEFGRAIGADAYCRDAAVAVETAKTFVARKHNRAVAS
>ANB38273.1 methionine synthase I [Rhodovulum sulfidophilum]SNK001
MTDALSRLLAERDWLMADGATGTTLFNMGLGSGDAPEFWNADHPDRIRALYRGAVEAGSDIFLTNSFGGNAARLRLHNAQ
GRVGELNRLAAELGREIADAADRPVVVAGSVGPTGDIMEPMGPLSYARAVEIFHEQADALKAGGADLLWVETISATEEFR
AAGEAARLAGMPWCGTMSFDTAGRTMMGVTSSGLADLVEKLPCPPLAFGANCGVGASDLLRTVLGFAASGSERPVIAKGN
AGIPRYVDGHIHYDGTPELMADYAVLARDCGATIIGGCCGTTPEHLKAMRAALETRPRGARPSLDEITERLGGFSSASDG
TGEGESPARAPRRRRRS
>ANB38274.1 aldolase [Rhodovulum sulfidophilum]SNK001
MTTFDDRELAFENKFAHDSELQFKAEARRNKLLGLWAAELMGLSEEASLDYAKQVVKADFEEAGDEDVFRKVSGDLGDRT
DEPTLRAKMAELMAVAKAQIMSES
>ANB38275.1 phosphoribosylaminoimidazolesuccinocarboxamide synthase [Rhodovulum sulfidophilum]SNK001
MARRKKIYEGKAKVLYEGPEPGTLVQYFKDDATAFNAEKHDVIEGKGVLNNRLSEFFMSGLNAIGVPTHFIKRINMREQL
IRQVEIIPLEVVVRNVAAGSMSKRLGIEEGTQLPRPIIEFYYKDDALGDPLVTEEHVIAFGWASQQDLDDMVALALRVND
FLSGIMVAVGIKLVDFKIEIGRIWDGDFMRLVVADEISPDSCRLWDVKTGQHLDKDVFRRDLGSLTDAYTEVAKRLGVLP
TNVTHASKPTLIN
>ANB38276.1 phosphoribosylformylglycinamidine synthase [Rhodovulum sulfidophilum]SNK001
MKARVHVMLKDGVLDPQGEAVRHALGALGFEGVGGVRQGKVIDLDIEATDRPEAEARVREMCEKLLANTVIERYDIEIV
>ANB38277.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]SNK001
MRAAVLTGWRKPLEVSKVDDPDCPRDGVVLKVLACGICRSDWHSWTGADPDVALPLIPGHEYCGVVEEVGPAVTRWQVGD
RVIAPFILACGHCSDCASGHQTICAHQLLPGFTQAGAFAELIAVPFADANLTSLPETMEPALAAALGCRVTSAWQALTGR
AELRPGEWLAVFGGGGVGISALLLGRALGARVAVVDVVPDKLDFARALGADATIDARQGDAAEAIREITGGGAHVALEAL
GIPETTIGAMTSLRKLGRMVQVGMPTGKNASMELPMDTVYARQLAVFGTRGMATWRYPSLLSLIDGGHVDLTPLIGRHVK
LTEASAELAAFDAPAPPGVAVITNFLA
>ANB38278.1 phosphoribosylformylglycinamidine synthase I [Rhodovulum sulfidophilum]SNK001
MKAAVLVFPGSNCDRDLAVAFRNAGAEVSMVWHKESSLPEGVDVVGIPGGFSFGDYLRCGAIAARSPITRAVIEHAARGG
YALGICNGFQVLTETGVLPGALMRNAGLKFVCRPVPLTVGTADSAFTSGYARGQRIEIPVAHHDGNYVADADLVARLKDE
DRIAFSYAEPVNGATADIAGILSENRRVLGLMPHPERAAEPAHGGTDGAALFRSLLGALVPA
>ANB38279.1 two-component system sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MSSARRSPYRSAFPLRGGWFLRVAIFVLISTAVATVWTTNAWLTERFTESTRSRAQVRMALYSGNVVSELQRASVVPLLL
SRDPTLIRALENVDFSQSSQLLISYVDEIGAASLQLLDDSGRVVAATDRSKIGTNLRSAPFFVEALRSNDTVFITSRAEA
GNFTFTYSRAIMVDRRKAGVIVVGVDLAKFEQSWAGISDAVIVTDSEGQIILATEPRWRGHKVEEALEARSAPSAIARAI
QATADWGALPPDAYVRGEAVMRNEARIPFRGWRIISFTPYVSIRDKVNAVLALEIMGFAMLLALSFYLLSRRAQMKSLGY
QRETVELRELNARLQREIAERERAEKNLEVAEQTLEQSSKLAALGEMSAAISHELNQPLAAMKTYLAGARLLLQRKRPEE
ALSSFQRIDDLIERMGAITRQLKSYARKGGDAFEPLDMRFCVSAALSMMEPQLKRRKVTITRSVPREPVMVMADRIRLEQ
VIINLLRNALDATRESPEPRVDLILSAGETATLTVRDNGHGIEDIDKLFEPFYTTKQAGDGVGLGLAISSSIVADLGGRL
TARNAREEGAVFEVQLPVLNHDKEAAE
>ANB38280.1 Fis family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPQAMKIAIVDDEQDMRQSISQWLALSGFDTDTYARAEDALKEIGPDYPGVVVTDIKMPGMDGITFLKRLMSQDSSLPVI
MITGHGDVPMAVEAMRIGAFDFMEKPFNPDRMTELAKRASQTRRLALDNRALRRELGDGSVLVRKLIGSSAVMERLREDI
LDLGQADGHVLIDGETGTGKTLVAHALRAVGPRAGRKFVQISCAAFAPEALAARLFGPIEDGSNTLPAVEEARGGTLCLE
DVEALSPALQARLLTFINEQGSPAETRIIAVSNLQEQDKTVEDVLRPDLFYRLAAMRITPPPLRNRGEDMLTLFNRLSEQ
FSEEYGCDAPEVTAQEAAQLMQAPWPGNVRQLINIAERAVLQNRRGSGTIASLLMADNEASQPVMTTEGKPLKEYVEAFE
RMLIDNTMRRHKGSIAAVMEELCLPRRTLNEKMAKYGLSRADYL
>ANB38281.1 ribonuclease [Rhodovulum sulfidophilum]SNK001
MAKKMLIDATHAEETRVVVVDGNKVDEFDFETVNKRQLAGNIYLAKVTRVEPSLQAAFVDYGGNRHGFLAFSEIHPDYYQ
IPVADREALLAEERALAEEMDDDEGDSDKPKRRSRSRRKPRADKSASAASDSASGEDGAEGNADEAEDRGDHVAPTDAEH
TDGVQSAGDDTRPAETEAAEAAEAAEAAEAEDAAPAGDAEEDATDRAGKDDEPPTTVMAMAAHSDDPVETREPSAGIPGM
DVVDLGDDEESEDPAEEDNSAETRKSSSRRRRRSPRKKTDEAEDTASSADETGEDGPEEIHHDDQIESVAEEDVHEEIRP
RKPRARRYKIQEVIKVRQIMLVQVVKEERGNKGAALTTYLSLAGRYCVLMPNTARGGGISRKITNAADRKKLKEIAAEMD
VPEGAGLIIRTAGAKRTRSEVRRDYEYLQRLWEQIRELTLKSIAPAPIYEEGDLIKRSIRDLYSREIDEVLVEGEGGYRL
AKDFMKMIMPSHAKNVKNYTDPMPLFARYQVESYLTSMFNPVVQLKSGGYLVIGVTEALVAIDVNSGRATKEGSIEETAL
KTNLEAAEEVARQLRLRDLAGLIVIDFIDMEERKNNAAVEKRIKDKLKTDRARIQVGRISGFGLLEMSRQRLRPGMIEAT
TQPCPHCHGTGLIRSDDNLALSILRQIEEEGVRGRSREVLLKAPIGIINFLMNQKREHVAQIEARYGLSVRVEADPFLIS
PDFSIERFKTATRAVPEVVSPVVSLDMSDMPDAVEEEDEEEAPVAAAAPAPAPEAEDKTSKKRRRRRRRKKPSQGGDDQG
YEAGQDESDDADSDGDTDAEAPEAVTAEASNEAASAEEKPAEEKPRRSRRSRSRGRKTERPEAGAEARAEEPVAPKAEEP
AALETQVPAEAAAPAAAAPVEAPVVEEALVEEAAVEDVAVEAAEASPETVELPEAELAAEASVAEAAVEVEEKAAPEAEP
APKPETQPEPAPETAGASKDSAPKRQGWWSVGR
>ANB38282.1 preprotein translocase subunit TatB [Rhodovulum sulfidophilum]SNK001
MGPEIEIDLRGLKCPLPVLRARKALASLAPGNLLRLWADDPVAVIDIPHFCREAGHELVGTEETGAATLYLIRKG
>ANB38283.1 cytochrome C biogenesis protein [Rhodovulum sulfidophilum]SNK001
MFGIELIDAGLMPAMLVALAAGLLSFLSPCVLPIVPPYLAYMGGISMGELTGAGQVRRRATVAALFFVLGLSTVFLLLGF
TASAFGAFFLQNQTVFARVSGAVVVVFGLHFLHVIRIPVLDREVRVDAGDRGGSALGAYLLGLAFAFGWTPCIGPQLGAI
LSLAASEASLSRGTILLAVYAAGLGIPFLLAALFIQRAMGIMNRLKRHMALIEKAMGLLLLAVGLALLTGAFSSFSYWLL
ETFPALARLG
>ANB38284.1 sulfurtransferase [Rhodovulum sulfidophilum]SNK001
MTRHAPSAAFALALLAGPALSAPDFGPLIEPRDLADALDASAPLVLDIRTGPDGAAPVFEAGHVPGAISAPYGLFRGPAE
NPGQLIPEDRLTEVLRSLGVTRDRPTVIVHQGSGDSDFGAAARVYWTLKSSGVSALAILNGGMAGWNAAGLTVETGPALA
PAPSDIEVRFSHEWLATTEDVEAIVAGKAEGTLIDARPEPFWAGNAKHPAAFRPGTLPQSRPLPHSGWFEADDPARIAPE
AAAGLAAANRLGADDAPVSFCNTGHWAATNWFALSELAGIEGVRLYPESMVGWTRSGHEAANVPSPLRNLWNRLRGRY
>ANB38285.1 YeeE/YedE [Rhodovulum sulfidophilum]SNK001
MTDSSQAMPVSSRLLPRTAGLGLLALTVLAVAAMAGPRSGALLAIGLGFGLVLEGLRFGFTGPWRRMILQRDASGLVAQM
ACLALVAAAAFPMLASHPGELLGAHAPVGFAMLGGAFVFGACMQIVLGCGSGTLVNAGSGNLVSVVALPFFCLGSFFGAY
HLVWWTGLGALPVAVLAGGDGLALTLVLLASVAGLALALADPGKRAIPGRYWAAAILLAGLAILHLAVAGQPWGVVYGLG
LWVAKGASALGADLSGSAFWSAPGNVERVRESVLTDVTSLTDLGLIAGAALAAFWRDGLSGRIADHPARAWIAVVIAGFL
LGYSSRLAFGCNIGAFFSGISTGSLHGWAWFAAAFTGSWYGIKLRPWLGLEGRS
>ANB38286.1 hypothetical protein A6024_10380 [Rhodovulum sulfidophilum]SNK001
MANAAIRLRGAGDKALKFSDMAGRSVEMVERDPRYADRKASGQAEPREDKRHENGQQTECFPKT
>ANB38287.1 hypothetical protein A6024_10385 [Rhodovulum sulfidophilum]SNK001
MDAHMLTALILTPFVLAFGYAGVHEYLRFKSDGRATYGLVFDEETGTSYVTGIGEEEEAYDPEEFNPDDYNDPVAAEEPE
ESRA
>ANB38288.1 error-prone DNA polymerase [Rhodovulum sulfidophilum]SNK001
MSGEPRDPLPNAPGTAGYAELCVTTNFTFLTGASHPEELVLRAAELGLAAIAITDRNSLAGVVRAHAALKEMRRERIEAL
RIRSQHRIDTCSRQAVGEPQDLGLPETPALPRLIVGARLVLRDSPVDWIALPTDRAAYQGLSRLLTRGKRRTEKGGCHLD
RQDLTEAAQGLILIALPQADPETCAEPVREMQRRHPGRVFLGAAPRYDGTDQAHLAACARLALRAAAPMVAVGDVLMHRA
NRRRLADVLTCLREKITIDRIGTRALPNAERRLKGAADMVRVFRDHPAALRRSLEIAARCCFDLDELAYEYPDEAAGGEA
PQARLDRLARDGLARRCPEGIPERYQALAEKELRVVGELGFAAYFLTVHDIVAHARSIGILCQGRGSAANSILCWALGIT
DVPPDRIAMVFERFVSKHRGEPPDIDVDFEHERREEVIQHIYEKYGRDRAGLCATVIHFRTRAAIREVGKVMGLSQDVTA
ALSGQVWGISGKGPDPERIRELGLDPADRRLAQTLRLIGEIIGFPRHLSQHVGGFVITRGLLDELCPIENAAMEDRTVIE
WDKDDIDTLGILKVDILALGMLTCIRKAFELIERHEDRTLTLDTVPQEDAATYRMLQRADAVGVFQVESRAQMNFLPRMK
PATFYDLVIEVAIVRPGPIQGGMVQPYIRRRQGLEAPEAFGPALEEVTRRTLGVPLFQEQAMQIAVVGAGFSAEEADRLR
RSIASFRRMGTIGRFRDKFVAGMLANGYGPEVAERCFGQIEGFADYGFPESHAAAFALLVYVSAWLKCHRPAVFACALLN
AQPMGFYAPAQIVRDLREHGVEVRPVCINHSAWDNSLERRADGALALRLGFRQIKGVRRDEADWIVAARGNGYRDPGTVW
RRAGVPPAMLERLAEADAFAGIGFSRREALWQIRAIRAQAPLPLFDDPIDGEAIREPDVALPAMHLGEQVVEDYVSLRLS
LRAHPMELLRPSLSGLTPHDRLAGAPLQRTAICGLVITRQRPGTASGVIFLTLEDETGVANVVVWPKVFERFRRAVMGGR
LLRVTGRLQRDGIVVHLIAERVEDLSGRLSDLHHPLAGTIAAPQPCADDAPRPPRIATAARHPREQAKRLFPSRDFH
>ANB38289.1 nucleotidyltransferase [Rhodovulum sulfidophilum]SNK001
MFDGMHRRIVSIWFPRLASDRALRLRPVEAPFALSLTRAGVERIHCLNLAAVSRGLHRGMGLADARALCPDLLSRPADPA
ADARFLRALCRWATRYCPWAGIEGEDGLVLDITGAAHLFGGEAEMLADMRARLLRAGIAARLGLAATRGAAWALARHGEG
VAAPGADPLQALGHLPVRALRLEEDTAAALDRLGLRRVADLAARPRAPLARRFGPELLKRLDQALGTEAEAIAPVAEPPH
YAVRLSLPDPIGLVSDVMAGTGRLLEALCARLKDRQDGARVLRLTLNRVDGDSRQVELRLARPLHEPARILPLFERGVAG
VEAGFGIDRLRLEAVQVEPLPPCQTGFHGGDRTDGLDDLISRIGTRIGLENIRRFLPADSHIPERSFLIAPAAWSEPGRA
WIVPHPRPLRLFPPEPIAGTGPQPPGRFRWRRMTLETARATGPERIAPEWWLEDEAWRSGLRDYWRIETRQGRRLWLFHT
PQAPGWFVQGEFA
>ANB38290.1 hypothetical protein A6024_10405 [Rhodovulum sulfidophilum]SNK001
MNIGSLPFPPLRRGRAHEVCGPGSVFFALAQAARIGGPLLWVAESWQTERINPAGIAALIDPGRLLLAEPRDQTEALAVT
EEALRSGAVPLVVTELTKPLGLTPGRRLQLAARDGNATALSIIADRLENGGAGSNAAETRWHCAPVFDAVFDAAGSTLQR
WSLIKNKSGTLEGWHVRWDAQTHRLDLVSPAGERPGPEAAPG
>ANB38291.1 multidrug transporter [Rhodovulum sulfidophilum]SNK001
MAWICLFAAGILEVVWAFSMKKSAGFTLLTPTAITIITMLASFGLLSVAMKSLPLGTAYTIWTGIGAVGAFVVGITVLGE
AITPARIIAALLIISGIVTMKLASAD
>ANB38292.1 drug:proton antiporter [Rhodovulum sulfidophilum]SNK001
MKQDAPLVVFTPSGRRGRVPSGTSVLDAARRLGVDLDSVCGGRGICSKCQIALGTGSFPKHGITVTEEALSPKNAVEQRY
DEKRGLPPARRLGCQARILADAVIDVPPESQIHRQVVRKDAELRAIEMDTATRLCLVEVAEPDLQAPSGDLERLNSALAA
QWHIGPARCPLPVLARLQATLRRGDWQVTVALHRAPDGLEILDIWPGFFEGPLCGLAIDIGSTTIAGHLTDLSTGTVIAS
SGRMNPQIRFGEDLMSRVSHAMLTPGGATEMTAALHAGLDRLATEIATEAGVAPRQIVETVLVGNPVMHHLALGLDPVEL
GQAPFALASSGALSLAVSDLGIGAINPEARAYLLPLIAGHVGADAAAVALSEAPEEADELTLIVDVGTNAEILLGDRSGV
LACSSPTGPAFEGAQISAGQRAAPGAIERVRIDPATKEPRFKVIGCELWSDDPDFAETVGPAGVTGICGSGIIEAVAEMR
LAGLVDMSGLIGSAAQTGSERCRPEGRTQSYLLHDGSSAGGPVIAVTQTDIRAIQLAKAALYAGARLLMDRRGVDRVERV
VLAGAFGAHISPLHAMVLGMIPDVPLDRVRSAGNAAGTGARIALCSVAARRKIEEVVRRIEKVETATEPRFQEHFVAANA
LPHASDPFPELARQRHLPEVVFNADGGGNRRRRRPR
>ANB38293.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]SNK001
MEFVSRPTPSDSWLALVFSAQAVAKGGVVRRSRHWVEREIGMERFVAEVRRRGFHMVECGGQLIVICNPHGLRVIC
>ANB38294.1 methyltetrahydrofolate--corrinoid methyltransferase [Rhodovulum sulfidophilum]SNK001
MTRTVLESKTRTVTIGFDEPFCVIGERINPTGRKKLAAELEAGDFSTVEKDALEQVACGAMVLDVNAGVVYNSNPDPNQT
EPPLMRQVIELVQGLVDVPLCIDSSVPAALEAGLAAAQGRPLLNSVTGEEERLERVLPLVRKYNVPVVAISNDDTGISED
PDVRFAVAKKIVERAADFGIPACDIVVDPLVMPVGAMASAGRQVFALVRRLRDELGVNTTCGASNISFGLPQRHGVNAAF
LPMAISAGMTSAIMNPVRPVEMEAIRAANLLMNHDANGADWIRFSRVLDGIAAGASFAEASTAVTAAGSGRRRRRG
>ANB38295.1 5,10-methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]SNK001
MADFVRGYSIEVMPKTAAKVADFRALLPAGTRVYIAHLDGTPIEEMVATARRLTEEGFVPMPHFAARSITDRAMLADWIA
RYAGEAGVREGLILAGGIPTPKGEFHSSMQLLETGLFDRAGFVRLHVAGHPEGSRDIDPDGSERNMMEALGWKQAFAART
DAEMAVVTQFAFEAAPVIAWADRVRDRGIDLPIHIGVAGPAKLQTLVKYAIACGVGPSLAVLQRRARDVSKLVLPFTPDG
FLNDLAEAARRRADFPIAGAHFFPLGGIATNTRWLAAHGLAPAQDS
>ANB38296.1 hypothetical protein A6024_10435 [Rhodovulum sulfidophilum]SNK001
MPELVIVYWRDIPAQVIVGRGRRAAKRVLPVRFEKAIDRCAMRVGAKDSDAYLAEWRRSEPVEREGDPTMLATAEAERIE
AEYDAARLGKLIAASGWQQS
>ANB38297.1 hypothetical protein A6024_10440 [Rhodovulum sulfidophilum]SNK001
MNAHLGRAMTMMAGLTAAMAWGPAEAKTMPPGTLRLVPNPVFQSRSSADDETTADVAISLGVSVCRHAAAGVTPACALMF
PAAIASDDGARAWRRPELLAVLDDDRGPDGGAPFWPASAGGRGAACGGCDGALPWAPPSAVSGGSKRRQGDGDGDGGEDP
GNRWPVEPNAPLPVPLMPSAAFLLLAVAGFGAFARRRRS
>ANB38298.1 exopolyphosphatase [Rhodovulum sulfidophilum]SNK001
MAPRRPNGAGAFPKAVETPAPVPPDPATLYAALDLGTNSCRMLIAQPKGSQFHVVDSFSKSVQLGTGLEGSGRLSRASMA
RTVQALRVCKGKLETHAVERMRLIATEACRRAENAREFIKMVRRETGLRLEIIQPEEEARLAVVSCAPLVSTKTEQLLVV
DIGGGSTELVWIDLSMVPRPERPRAIMRLHAGFHSETGPFPAARVVDWISVPLGVATLKEQFDDVEDDHARFALMSWFFE
ENLAEFSPYSAEQTKDGFQIIGTSGTVTTVAATHLGLRRYDRTKVDGLRMTSGQIDEVIRKYLELGPEGRRADPRIGRDR
HALIMSGAAILQALMRVWPTDRMSVADRGLREGLLYAQMSADGVLEEGPF
>ANB38299.1 23S rRNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MTEKKGSSGRGQRDLKVKVKTARGRRLSSTRWLERQLNDPYVKRARAEGYRGRAAFKIIELDDKYRFLVPGARVVDLGCA
PGGWCQVAVKRVNALGEKTGKARGTVLGVDLQEVEPIAGAELHQLDFLADDADELVKGWLGGSADVVMSDMAAASSGHKQ
TDHLRIIGLCEAAAALAFDVLDEGGTFVAKVLAGGAEAGLQTLLKQRFAKVANVKPPASRSDSSEKFVVATGFRG
>ANB38300.1 quinone oxidoreductase [Rhodovulum sulfidophilum]SNK001
MEKAIIARAPGGPETLDWVDWTPPAPGPGEVLVRHGAVGLNFIDTYFRSGLYPWPGEILIPGSEAAGRIEALGEGVEGLS
VGQRVAYTTQTGACSTARVLPADRLVPLPDAIPDEIAASIMLKGLTAQYLMRSSFPATEGQTVLVHAAAGGVGLLLGQWL
AAKGVRAIGTAGGPEKTALARAHGYAEVIDYRAGDFVSPVMAATDGLGVDAVYDSVGQDTWRGSLACLKPRGMFVSFGQS
SGLPEDFRLSDLAKGSLSATRPVLFDFIADPAELRTRAAELFAAVADGTLTPRIGRSWPLAETAEAHRALEARATTGATV
LLP
>ANB38301.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]SNK001
MATVKIWTDAEAEADPRVKAVFDDIRATRKTDFVNNVWRALASQPAVLETTWAQVKAVMASESALDPLTKELIYMAVSVA
NGCSYCAHSHTASARAKGMTEAQYQDFLAVIGLASQTNALVTALQVPVDPEFEV
>ANB38302.1 hypothetical protein A6024_10470 [Rhodovulum sulfidophilum]SNK001
MPIVFVLTSITGGVFSATVVSLILETGWGAILLSYWVGGMMWGGAAVSYMSLRSDDSSEAEGHEYETSEYGTSEYEDAGP
GALGARSRTARSRAPEDVEEADRCGHFF
>ANB38303.1 hypothetical protein A6024_10475 [Rhodovulum sulfidophilum]SNK001
MIKFVLADLKRFRLGSAVIVLLIALAVALGTTITLQERAFRLGSARAAEKFDLIVGAPGSATQLVLSSVFLQPAALPLMP
GDTLIALSEDPRVAWAAPIGFGDFVSGYPVIGTTTTLVGNTTTGFAEGRAFAAEGEAVIGSAVDLALGDSLVPTHGRVAE
GGHAHAGIAYRVTGRLEPTGTPWDRAILVPIQAVWHVHGLGGHASHDDHDHDGHDGHGHATDGHDHDALAAASADHDHDH
DHDHDHDHDHDAEGHEAHKAHGEASFDPDAPLDESWAAGEPQGLPAILVKPNSIADAYRLRQEYRATDDTLAVFPAEILT
GLYAMLGDAKRVLVAVAIGAQVLVAAALLLVTVMQVGQRRRQIGALRAFGAPRGAVFGIVWLEMALLFGTGILCGFGLGY
VAADALSRSFALARGFPLPVAFTRADLWSLALLALAAALLSALPAWLAYRQPPVSALRD
>ANB38304.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MPDLRLSSVSVAYPGLAAPVLDIPALDIPAGSRIAVTGPSGSGKSTLVNVLAGLVLPRAGRVVWDGTDIAALSEGARDRW
RGANLGLVMQEFHLFPGLSALDNVLLPARLSRVADQAMTTRAGMLLAEVGLSRPDQPVETMSRGEMQRVAVARAVLRAPG
IIVADEPTASLDPESGVAIAGLLLALAESSGATLIVVSHDRRLSARLDRVLSLAEGAILSDDVREGASP
>ANB38305.1 hypothetical protein A6024_10485 [Rhodovulum sulfidophilum]SNK001
MTDPAAPDRTRRLCLALAPGLLLPGLFLTPTARPAAAAGTPLIGFDELYSAFSPLGLTFSDKVIALTGEKVRIRGFMAPP
LKAESDFFVLTAIPMALCPFCSTDTDWPDNIVVVYLDRSQTFVQPNRTIEVTGRLDRGSWVDPETGFVSQLRLRDARYRT
V
>ANB38306.1 alkaline phosphatase [Rhodovulum sulfidophilum]SNK001
MRTLLSALAATTLLTGAAQATAIYPLDRATILVSSPFDFKIELDAVHPEEEIAVTVNGKPYAEAFGTKADYVAEEKGKDD
AVLGSALILRDLALAEPDSYTVEVRAGDETRTVTWEVYATPAAPKARNIIFFVGDGLSVAHRTAARIMSKGMTEGKADGR
LAMDDLDHMAFIGTSSTHSVATDSANTMSAYMTGHKSRVNALGVYADRTPPTQDDPKVETIAEALRRTTGKSIGVVSTAE
IEDATPAAVVAHTRKRGEKADIVGMFHDIRPEVMLGGGSAYFLKSDIPGSKRKDDSDYVAMFREAGYTLATNAAELDAAR
GSDAERLLGLFHTGNMDTKLDRSFLHQGTVGKFPNQPGLVEMTEAALDQLSKNEEGFFLMVEGASIDKMSHPMDWDRAVI
DTIEFDQAIASARAFAETHPDTLIVVTGDHTHGVSVIGTIDDDKPGDEMREKVGTYDAAGFPNYTDADGDGYPDRIDVSR
RLAIFSSNFPDHYETWRPKMDGPFEPSVQNEKGEYVANEAYKDIPGAVLRVGNLPKSADTAVHAVDDVVLQATGPGAEEF
KGYMEQSDVYRVLVDAFALGAPRN
>ANB38307.1 hypothetical protein A6024_10495 [Rhodovulum sulfidophilum]SNK001
MARAYASAVIPAPIEKVWEVVRDFNGLPNWHPMIERSEIEDGRSADAVGAVRSFHLAAGGGHVREKLLSLDDTAFTLSYS
FVKPAFPVENYIARIALRPVSESGETFAEWEAVFDEAPEDRGKYGPVISQGVFAEGWAALKRHFA
>ANB38308.1 hypothetical protein A6024_10500 [Rhodovulum sulfidophilum]SNK001
MARFERKDLLEKFRGMIAEGRPIIGGGAGTGLSAKCEEAGGIDLIVIYNSGRYRMAGRGSLAGLLAYGNANEIVVEMARE
VLPVVKKTPVLAGVNGTDPFCDFDSFLDELKRIGFAGIQNFPTVGLIDGTFRQNLEETGMGYGLEVDLVALARAKDMLTT
PYVFDTDQAKAMAEAGADIVVAHMGLTTGGAIGADTAISLEDSAVKVQSIAEAALSVRKDIIVLCHGGPISMPDDATYVL
SNAPDCHGFYGASSMERLPTETALIDQTRRFKTITRG
>ANB38309.1 hypothetical protein A6024_10505 [Rhodovulum sulfidophilum]SNK001
MTKKVFVVGTFDTKGRELAHVAGLVADQGLGVVRVDLSTSSDHRSIADVPPAEVAACHPEGAGAVMTGDRGSAVAGMAAA
FEAFVATRDDIGAMISLGGSGGTALVAPGMQALPVGVPKLIVSTLASGNVAPYVGPADITMMPSVTDVAGLNRISRVILG
NAAHAIAGMAKAAREAADDDRPAVGLTMFGVTTPCVTHLTERLEAEVDPIVFHATGTGGQAMEKLVDSGMISSVIDTTTT
EICDLLFGGILAATEDRLGAIARSGIPYVGSCGALDMVNFGARATVPERYAHRLFYQHNPQVTLMRTTPDECRQMGEWIG
ARLNACTGPVRFLLPGGGLSMLDAPGMPFELIEARNALFEALEATVEQTETRRLVRLPHNINDAAFSDALYTHWKEIA
>ANB38310.1 dipeptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTAPVVAADHLARHYEVGGGLFSKPGLVRALSEASFSIEAGKTLAVVGESGCGKSTLARLITLIEEPSAGALTLDGLPAT
PENWRRLRSTVQIVFQDPYGSLNLRHRIGTILEEPLKINRPDMTAKDRADKAREMMRLVGLRPEHYDRFPHMFSGGQRQR
IAVARALMLEPKLLVLDEPVSALDLSIQSQVLNLLLDLQERMDLAYLFISHDLSVVRHVADDVMVMYLGRPVEFGTKEDV
FANPRHPYTKALLSATPSTEPDPARQRIKLQGELPSPLAIPDGCPFAPRCWKAEARCRASRPELEGAPHAAACFFPEGA
>ANB38311.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MALLSIRNLSVEFSTAGGQFRAVDGVDVTVDKGEILAIVGESGSGKSVSMMALMGLLPWTARITADEMSFDGTDLRSLTP
RQRRRVIGRDISMIFQEPMTSLNPCFTAGFQIKETLRQHLGLTSKQRHARAIELMEMVGIPDPERRLNAFPHQLSGGMSQ
RVMIAMALACEPRLLIADEPTTALDVTIQAQILDLLRGLQGRTGLALILITHDMGVVAETAERVQVQYAGQKVEEQPVRA
LFETPHHPYTAALLAALPERATERRLPTIPGVVPGQFDRPEGCLFAPRCRFADDRCHRAAAPVQPPGLGLARCHYPLATE
AEETAR
>ANB38312.1 peptide transporter [Rhodovulum sulfidophilum]SNK001
MADATAEAPRPAAPQRPGRLQEFWRYFRENRGAVIGLYVFAFFVLLALGADIIAPHDPTQQFRDYTLLPPFWTAEGSWSF
PLGTDPLGRDILSRLLHGARYSFFVGLVVVVLAASTGILIGLIAGFAPKWLDTVIMRLMDIILSFPSLLLALVLVAILGP
TLLNAMIAIAVVLQPHYVRLTRAAVMSERTRDYVTSAKVAGAGLGRLMFITVLPNCLAPIIVQMALSFSNAILDVAALGF
LGMGAQPPTPEWGTMLAEAREFILRAWWVVTFPGLAILITVLSINLMGDGLRDALDPKLKRS
>ANB38313.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MFRFFLTRLLTFVPTFVGVTLISFAFIRVLPGDPIIVMAGERGMSEARYQELREQFGFDQPVLVQFWDYLTGILHGDLGM
SYVTKKPVWDEFFALFPATVELSLCAIVLAICLGLPAGVIAAVNRGKFFDRALMSTALVGYSMPIFWWALLLIIVFSGTL
GWTPVSGRIDLLYYFPDATGFMLIDSLMSGQKGAFASAISHLILPSIVLATIPLAVIARQTRSAMLEVLGEDYIRTARAK
GLSPMRVSGLHALRNALIPVVTVIGLSVGVLLAGAILTETIFSWPGIGKWMVDSIYRRDYPVVQGGLLLIAGMVMIVNLI
VDLLYGVINPKIRKR
>ANB38314.1 peptide ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTLHTFLTTSALALSMASAAAAQQTLVYCSEGSPEGFDPALYTSGTTFDAAGQAVYARLVEFKTGTTEVVPGLAESYDIS
EDGKTYTFHLRPGTKFQTTDFFTPTRDLNADDVIFSFMRQLDPENPFHNASGGTFEYFNAMSMPELIENIEKVDDLTVAF
HLTRPEAPFIANMAMDFASIMSKEYADQLLEAGRPDMLNQQPLGAGPFAFVAYQKDAVIRYRKHEGFYREGLPKLDNLIF
AITPDASVRYQKLKAGECHVMPFPNPADIEEMKSEDGIVVEEQEGLNVGYMAYNTQQPPFDNPKVRKALNMAMDKQAIID
VVFQGAGEIAKNPIPPTMWSYNDAVEDDPYDPEAAKAMLEAEGVTDLSMKLWAMPVQRPYNPNARRMAEMMQADFEKVGV
NAEIVSYEWGEYLDRSKEVDRDGAVLLGWTGDNGDPDNFLATLLSCDGVGGANRSQWCYEPFEELIQKAKTLPTQAERAK
LYEEAQVIFKEQAPWATIAHSKVFMPMREEVKGYKVHPLGLHIFTEVSLDK
>ANB38315.1 acetyl-CoA carboxylase biotin carboxyl carrier protein subunit [Rhodovulum sulfidophilum]SNK001
MKRLRITVDGTPYDVTVEEIETGPAPAPAAPRTASAASRPAPAAPSVAAAAPVPAAPAAPGAVLSPLAGTTVSVAVAVGQ
SVAAGEPLMVLEAMKMNTDIRAPQAGTVTAINVAPGATVTEGQVLLILS
>ANB38316.1 hypothetical protein A6024_10545 [Rhodovulum sulfidophilum]SNK001
MLENLALIGTGFAVVILVLASLWGACALMGWGFTRAARKTTAAPPEAPVAPGVPPHHLAAIAAAVAETLGPGHRIKRVAA
PAHLVDGWPLEGRIETFAAHRVRTGWGPTRPRPGARTPEITKGPKP
>ANB38317.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]SNK001
MAISRSLAEELDKRRAAALEGGGPAKAADRHAKGRMTARERIEALYAAGTFQETGLHAQHATRHFGMEKKSIPADGVITG
TGFVDGRPVAAFSQDFGVVGGTLGEMHSRKICLVLDHALKAGVPVVGFNDSGGARIQEGVGALSAYGQVFYRNVQLSGVV
PQISVIAGPCAGGAAYSPALTDFVIMTREHAQMFICGPEVIRAVTGQSTTMDEIGSAEAHGSVSGNIHFIAEDDADAVAI
VHRLLSFLPSNNMMDPPHRIEPDLAIEDDPALDALLPEDPKSAYDVRQVIARLADEGDFLEVMEGFAANLVVGFGRVGGV
VTGFVANQPMVKAGALDIDASDKGARFVRLCNVFNIPLVTLVDVPGFLPGVAEERRGIIRHGAKMLFAYASATVPKITVI
MRKAYGGAYLAMCSQDMGADRVIAWPSAEIAVMGAEGAVNILYRKDLAEAEDRAARAQELAEEYRAEFASPYLSAGRLFV
SDIVQPCQTRSAIALTLRGLLSKRETRPPKKHGNIPL
>ANB38318.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]SNK001
MHSDITSRPGQGVPKDVLQQIALGTFDDPFAVLGPHGQGEFRHVTALMPGAETLEALLGHEADAGAHALAPVPDCPGLFT
GPVPGEGAYRLRASAGGTVWEADDPYRFGPVLGEMDEHLIAKGAHRRLWEALGAHAMTHEGVAGTHFAVWAPNARRVSVV
GPFNQWDGRRHVMRRRGTTGVWEIFLPGIGENASYKYEILGPDGALQPLKADPLGFGSEHPPANASVVHDLRGYGWSDGD
WMRDRAGCNARTAPISIYEVHLASWKRRADGRAISYVEAAEELVDYAAAMGFTHIELMPVSEYPFDGSWGYQPVGLYAPT
VRHGPPHEFRDLVDAAHRKGLGVILDWVGAHFPTDAHGLGKFDGTALYEYADPREGFHQDWNTLIYNFGRTEVANYLTAN
ALYWMEEYHVDGLRADAVASMLYRDYSRKAGEWVPNKDGGRENYEAIALLQNMNTLSYGAHPGTLTAAEESTAYPGVTRP
VDQGGLGFGYKWNMGWMHDTLGYMAEAPVNRPHHHNRMTFGLTYAFSENFILPISHDEVVYGKGSMLTKMPGDRVEQFAN
LRAFYGFMWAQPGKKLLFMGQDFAQEAEWAYAGSLDWAALERPDHAGMQRLVRDLNTLYRGTPALHAQDCSPEGFQWIEA
DDAGHSVYAWLRRGGPEDPNAVAISNFSPVEQPACRLGLPAPGRWREALNTDAAIYGGQGRGNMGAVMAEPRPSHGQAAS
AEICLPPLSTVILVQEDG
>ANB38319.1 acetone carboxylase subunit gamma [Rhodovulum sulfidophilum]SNK001
MAYTEAKIRDLVDGTIDQDTLHQMLSMPKDRERFEIYLKILQDQVPWDDQIILPLGPKLFIVQRAEDRKWVIRSWAGHDF
CDWTENWKLHARVRVRDTPEAMEKIYPKLMAPSTEWQVIREYFCPLSGDLLDVEAPTPWYPVIHDFEPDIDSFYRDWLGL
EVPERA
>ANB38320.1 acetone carboxylase subunit alpha [Rhodovulum sulfidophilum]SNK001
MNIQSDIKGIVRGGETLKQHRDKIMEATKSSGHYAGLRHMELRDDHPIKYNKLFSRLRAGVVDARETAKKIAASPIVEQE
GELCFSLYNAAGDCILTSTGIIIHVGTMGAAIKYMIENGWESNPGIRDRDIFCNNDSLIGNVHPCDIHTIVPIFHEGELI
GWVGGVTHVIDTGAVGPGSMTTGQVQRFGDGYSVTCRKIGENDTLFRDWLHESQRAVRTTRYWMLDERTRVAGCHMIRKL
VEEVIADEGIESYWQFAYEAIEHGRLGLQNRIKAMTIPGTYRQVGFVDVPYSHEDVRVPSDFAKVDTIMHTPSEMTIRKD
GTWRLDFEGSSRWGWHTYNAHSVSFTSGIWVMMTQSLIPSEMINDGAAYGTEFRLPKGTWMNPDDRRVAFAYSWHFLVSS
WTALWRGLSRSYFGRGYLEEVNAGNANTSNWLQGGGFNQYDEIHAVNSFECAANGIGASAVRDGISHAAAIWNPEGDMGD
MEIWELAEPLVYLGRQIKASSGGAGKYRGGCGFESLRMVWNAKDWTMFFMGNGHISSDWGLMGGYPAASGYRFAAHDTGL
KEKIARGEPIPWGGDTDPENPVWDGMLEGARIKRDKQAITTEEMFDDYDLYLNYMRGGPGFGDPLDRKPEAVAADVNGGY
LLARLAGDVYGVVLSEDARGQAVADLAATEARRAEIRQERLAQSVPTGEWMKAEREKILAKEAGTQVQQMFAASFKLGPK
FERDFRAFWDLPESWQLKEADLPIPSYGKDYSMDLSELPDVTIVQLVEE
>ANB38321.1 acetone carboxylase subunit beta [Rhodovulum sulfidophilum]SNK001
MTQTGRNARSVQVLGIDAGGTMTDTFFVDAEGDFVVGKAQTTPANEAQGLLESSREGLEHWGLTLEDALRNIQTGVYSGT
AMLNRVVQRKGLRVGLIVNAGMEDFHRMGRAIQAYLGFAYEDRIHINTHYYDDPLVPRDLTRGVAERIDMMGTVVIPLNE
ETARTAARELIAEDVEGIVISLLHSYKNPTHERRVRDIVEEEIRASGKTIPVFASTDYYPVRKETHRTNTTVLEAYAAEP
SRQTLHGISGAFKDHGSRFDFRVMATHGGTISWKAKELARTIVSGPIGGVIGAKYLGEKLGYRNIACSDIGGTSFDVALI
TQGELTIRNDPDMARLVLSLPLVAMDSVGAGAGSFVRLDPYTKAIKLGPDSAGYRVGVCWAESGIDTVSVSDCHVVLGYL
NPDNFLGGQVKLDRQRAWDAVKVQLADPLGLSVEDAAAGVIELLDAELRDYMRAMISGKGYSPGSFTCFSYGGAGPVHTY
GYTEGLGFEDVIVPAWAAGFSAFGCAAADFEYRYDKSLDINIDTDAHEADKAAQAEMLQAAWDELTERVLEEFERNGYAA
DKVALQPGFRMQYRGQLNDLEIESPIGSAGNADDWDRLVDTFNDTYGRVYAASARSPELGYSVTGAIMRGTVPIPKPKIP
EEELQDAAPPREARIGTRQFYRKGRWVEARLYQMEALLPGNQIVGPAIIESDATTFVVPDGFETWLDEHRLFHLKEL
>ANB38322.1 hypothetical protein A6024_10585 [Rhodovulum sulfidophilum]SNK001
MVARGHFVRKADWARFLETGLVPGDLDPDLAASWLRSRDCGVLPDRISAPQVANEILSRTRKETAELRRLARNALLRARA
MLKDTGVMMILASPDCVITETEGDRGVIDTGRENRLQIGGDWQETSIGTNAIGTAAASGRPALVHGIQHFCEEIQRWSCA
AVPILDPVDGTVRGIVDISGQTDMFQPQSMALAMAVGDEITQALARLIGEEREALYQQFMDRRARWQNTHMILIDRRGAV
LHDTRAVWSNQAIRGGAIGARGEEDWAGEMSDRFSGMDSEILRRDGLPIGMVLTAYRGHRRPVETPSGDPFDAFLGTDPA
ILKLLEHARCVTASNVPVLISGETGTGKELLARAIHDASSRRHGHYVPVNCGALRADSAAGVLFEPPDRPVDQTGPRGGG
AVAEAHGGTLCLDEIGEMPEDVQPFLLRVLEDGLTRAAGGAASDRSDFRVIALTHRDLPRDVAENRFRRDLFHRISTIQF
RLPPLRDRAEDIPLLAQHFLAEAAAEAGRQAPALTRAAREALMAYPWPGNARELRNDMQALVLFCGRGVIDTGDLPDKIR
DPAAPPTPTEPDERTRILEAMAASDGNMSATARRLGIARSTLYTKIAAYGLARPGN
>ANB38323.1 acetolactate synthase small subunit [Rhodovulum sulfidophilum]SNK001
MAQLNIQQGTSKHSAYELRDPNAEVSERHTLAVSVDNEAGVLARVIGLFSGRGYNIDSLTVAEVDHAGHTSRITIVTTGT
PAVIEQIKAQLGRIVPVHEVHDLTVEGPSVERELALFKVASTGEKRVEALRLADIFRANVVDSTLESFVFEITGTPQKID
AFGELMRPLGLTEMARTGVAALARGT
>ANB38324.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MDRRSFLKTSALGGSAAAASATLAAPALAQGRRVLTMVTSWPNGMAGVHDSAMFCKNHIEALSDGQIKVEVKAAGELVGA
FEVFDAVSSGQADMYHSSDYYFVNQHPAFAFFSTVPFGMTPQELINWYYHGDGAAFHDEMGEIFGMKMFLVGNTGAQSGG
WFRKEINAPEDFQGLKFRMPGLGGVALGKLGASIQNIPGGEVYQALSTGALDGTEWVGPWADEKAGFYEITKIYYTAGFH
EPGAGLTLALNRDLFDSLTPFQQQVMESTAAECTQWTLSMFLSQNSAALARLASEGVRVMSFPDPVWDAFGKASQEALEE
SRDGDIYDRMLDSYMASMRTSSSWIQASEGTYRAQRDRVIG
>ANB38325.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MDRRSFLRSSALGGSAAAAGALAAPAYAQGKRTLTLVTTWGRGLAGVHDAAQYCADQITAVTDGQLTVDLKAAGELVGAF
EVFDAVTSGQADMYHGVDYYFVGQHPGYQFFASLPFGMTAQELHNWYYHSGGHELHNELGQIFGLKSFLAGNTGPQSGGW
FRKEIRSPEDFNGLKFRMPGQGGEILGKLGASVQNLPGSEVYQALSSGAIDGTEWIGPWADEKAGFQEITKIYYTAGFHE
PGPGLSLAMNLDVFESLTPAQQATVEQVTASANQWAHALFMKNNASALRRLQAGGVQVREFGDDVWDAFGAAAQEVFAQY
MDDDLYKKIYDSYIASMRDSAAWIEISEGVFTRQRNRVLG
>ANB38326.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MLDGILWVCRNILLAFYNFGYALSHPGLWLDWSDKQAIMRFVYYGGSVEFFFVIFTAFLVLTAIGLWRRRVMWGTVRLLE
GMANGIGRAAAWFGLLMVLQQIMIVFLQRIFRVSEIGVGPFGYVFTKDLSWWSEELKLYNAAIVALCATYTFVQSGHVRV
DLVYSEVSFRAKRVIDMLGALFFMMPVAVLIWMYSWFFMWRHLITPKPSASDTLERLLMKARAVRWNVETIGFSPNGFNG
YFLFKVLLVAFTGLVFLQAIAFFYRSFLECVEGEESAGKYLDRDSLGAGEEAYEGTH
>ANB38327.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MLFGLDGVEIGLIIVILCLFGGILSGFPVAFAIGGAAVISFGIIAALDSAGILVAQAIDTGSAAYDALLAQGIHPDAISH
FRYPDLPTVTTALFPQGWETAMDRNISFIVNRMNERVFAGQSIETLLAVLMFVLMGITLERSKIANDLLTTMARVFGPMP
GGLAVSVVVVGAFLAASTGIVGATVVTMGLLSLPTMLRNKYSPELATGVIAASGTLGQIIPPSIIIVLLGTLAGDIYATA
QETRAQLAGCPDALTYLGQAAVVSVGTLFQAAILPGVLLALLYAAYAFGYALLNPDKAPPVIDAGARGRRKGSALTWFLA
APAGVIGLALLLEATGIAGSQDVGVSRYTSTAESASLRTNVSDQCKASMIELHGQSKWDSAVAQQKEIQAGGGRIGTQEL
SDEALAEARAAKVAAAPPISGGILLGFTLLGLALVTARGVVPSARPAPLLIGGAGIVLGLLVDALFIGPLASPGTTLLLL
AVPVALTLYGCRYAVACLSRSDLLRVVFPPLVLIVAVLGSILGGITNPTPAAALGAGGALMLAAYRKLQEEHRTGKLILW
AAYAIIIMLLVGTNFDLRLGRESVPVEDWIAFLVAQGTYHFAMFGILYACWVLLRSGVLGPVVRETAKVTSMVFTILIGS
QLLNLVVISFGGEHYIQQFLRSFDNEMKVFLLVMLVLFILGFVLDFLEIIYIVIPIVGPVIYGGTFDPKWVTIMIAVNLQ
TSFLTPPFGFALFYLRGVAPKEVNTWHIYRGVAPFVVIQVIGLAILWFMPGIVTIVPNLLPNG
>ANB38328.1 arginyltransferase [Rhodovulum sulfidophilum]SNK001
MRHTLPLAPQFYVTAPQPCPYLPRRMERKLFTALQGDTAETLNDSLSKQGFRRSQNVLYRPACADCTACLSARIRVADFQ
PTRSQRKAQNRNADLKRQASSPWATEEQYTLFRRYLDSRHADGGMADMDIFEFAAMIEETPVRSRVVEYTAEPAEGARHR
PLAAVCLTDILDDGLSMVYSFYEPERTKRSVGTHVILDHVEIAREAGLPYVYLGYWVPGSPKMGYKSNFSALEIYKNDCW
QDIGSPTAHDGETHPLSVAPISEQVARINLPDSRPTHD
>ANB38329.1 hypothetical protein A6024_10625 [Rhodovulum sulfidophilum]SNK001
MTEQTEPSADRLWGLPDPALQPDFYAGVPSKRLAAWVVDVVLILMISLLALPFTAFTALFFLPLFFTLVGFAYRTVTLAR
GSATWGMRIMAIEIRTARGDELDLSTAALHTLAYSACITFVLPQVASVILMLTGARAQGLPDFILGTAAINRPANP
>ANB38330.1 methylmalonate-semialdehyde dehydrogenase (acylating) [Rhodovulum sulfidophilum]SNK001
MKDLTHFVNGQHVAGGSGRFADVYNPALGEVQSRVPLASKAEVDAAIAAAAEAQPKWAATNPQRRARVLMEFVRLLNRDM
QKLAEALSAEHGKTVPDAKGDVQRGLEVIEFCIGAPHLLKGEFSDSAGPGIDMYSMRQPLGVVAGITPFNFPAMIPMWKL
GPALACGNAFILKPSERAPTVPLMLAALLQEAGLPDGVLQVVNGDKEAVDAILDNPEIQAIGFVGSTPIAQYIYGRGCSN
GKRVQCFGGAKNHMIVMPDADMDQAADALVGAGYGAAGERCMAISVAVPVGEETADRLIEKLLPRIEKLKVGPYTAGADV
DYGPVVTAEAKARVLGLIDKGVAEGAELVLDGRNFSLQGYEKGFFVGPTLFDRVTTDMEIYRTEIFGPVLSTVRAKTYEE
ALGYAMDHEYGNGTAIFTRDGDTARDFASRINIGMVGINVPIPVPLAYHTFGGWKKSGFGDLNQHGPDAFRFYTRTKTVT
SRWPSGMKEGGEFHFKQMD
>ANB38331.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MNWDDMRLFLAVARAESLTGAGKALRLDPATLGRRIARLEEGLGVALFARSPRGYGLTEAGERLMARASEAEQALTEGVE
ELRGQEGQLTGAVRIGAPDGVANYLLPQVAAAICDRHPGLEVQIVALARVFNLSRREADMAIAVSPPKTGRLTVQRIADY
QLHLAAHRDYLAAHPPIRDLADLAGHRIVGYIPDMIFDRELDYLAATGVERVALGSNSVSVQLNWLRTGAGLGIVHDFAL
PAAPGLVRVLPDALALRRSFYLIRHGDDRKHPRLTRFAGLLLEGLREELLRLEGLA
>ANB38332.1 histidine kinase [Rhodovulum sulfidophilum]SNK001
MQVHQILREKLVPGVATIPPETSVADAAAELSARRIGSLVVSGSDSGERVEGIVSERDIVRELGRCGPKCLKDPVSTIMT
RRIQFCALEDGADVVLARMTEGRFRHMPVLEDGRMVAIISIGDVVKARLSELSMEKEALEGMIKGF
>ANB38333.1 pantetheine-phosphate adenylyltransferase [Rhodovulum sulfidophilum]SNK001
MRIGLYPGTFDPVTLGHIDIITRACALVDRLVIGVAINRDKGPLFPLEERVEMIESECAALGDRTGTEIVVHPFENLLID
CARDVGATMILRGLRAVADFEYEFQMVGMNRALDASVETVFLMADARRQAIASKLVKEIARLGGDVSSFVTPGVRDRLVA
KFD
>ANB38334.1 hypothetical protein A6024_10650 [Rhodovulum sulfidophilum]SNK001
MSDIVELERRIVAALERIGQGLDALGSGGGAEDGTDPAELDKLREALETERGVNAQLNERVKAIQERQETQVARLEQRAA
DLTARAEAAEADVDRLRAVNAKLRETSVALREANAQGLGDPSAIDAALLAELEALTALRASDRAEIDSILAELMPAAEEG
VAHA
>ANB38335.1 cell division protein ZapA [Rhodovulum sulfidophilum]SNK001
MPNIEIIIGGRSFEVACQPGEEPYLAAAARTLDAEASVLSEQNGRLPETRLLLMSGLMLADKTVGLEERLKGLEAKLAEA
SARIEAMETAPRPEPERVEVPVIPASVGESLADLAARAEALASQVEEKLAGT
>ANB38336.1 hypothetical protein A6024_10660 [Rhodovulum sulfidophilum]SNK001
MIRARLWYGPAGDRLPPERVAQYLRGPLACTLGLRECNLDGAWHSEIQLTAPIKARLFLERGPEVSGEAADLVSRLPASA
PPALARRLARCTARLVVSDPAPDTHFPPGVPLSRSVLLPLAFAIDAIVEDTEAGRLSFYAPPAAPRTPLTARIGRILSEI
SGLMRPRRHPS
>ANB38337.1 monothiol glutaredoxin, Grx4 family [Rhodovulum sulfidophilum]SNK001
MTDAAKDRIQQTISENDVVLYMKGTKASPQCGFSSRVAGVLNFMGVEYADVNVLADEEIRQGIKDFSDWPTIPQLYVKGE
FVGGCDIITEMTLSGELDKLFDDKGVSYSRDAADKIRAANA
>ANB38338.1 ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MAITPEEIESLIREKFPSAKITITDIAGDGNHYAAEVIDESFRGMNRVQQHRAVNAALKAQMEGSNGALHALALTTKAPD
>ANB38339.1 phosphoribosylformylglycinamidine synthase II [Rhodovulum sulfidophilum]SNK001
MDEPQITEDLIAAHGIKPDEYDRILQLLGREPSFTELGIFSAMWNEHCSYKSSKKWLRTLPTEGPQVICGPGENAGVVDI
GDGQAVVFKMESHNHPSYIEPYQGAATGMGGILRDVFTMGARPVAAMNALSFGQLAHPRTRQVVHGVIEGVGGYGNCFGV
PTVGGEVRFHPAYDGNCLVNAFAAGLADADKIFYSAASGVGMPVVYLGAKTGRDGVGGATMASAEFDEGIEEKRPTVQVG
DPFTEKRLMEACLELMATGAVISIQDMGAAGLTCSAVEMGDKGDLGVRLDLDLVPCREERMTAYEMMLSESQERMLMVLR
PEKEAEAKAIFDKWDLDFAIVGETIAEDRFLILHGGEVRADLPLKALSGNAPEYDRPWVATPAAEPMDDVPGIDPIDALK
ALISSVNYCSRQWVYEQYDSQVMADTVVRPGLGAGVIRVHGTEKALAFTSDVTPRYVRANPVEGGKQAVAEAYRNLCAVG
ARPLATTDNMNFGNPEKPEIMGQFVGAIEGIGAACIALDMPIVSGNVSLYNETDGEPILPTPTIGAVGLLDRLDDLIAGV
PAEGHLALLIGESAGHLGQSALLYEVFNREDGDAPAVDLEAERRNGEFLRANRALISAATDLADGGLALAAFELAEASGI
GVSLDMADTPALFGEDQGRYLIAASFDAAEALMVAAGKAGVPLATVGRFGGDQISFGGQSAPLSDLTALYRSAFAEALG
>ANB38340.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]SNK001
MTRADIRLQDRYDLSKPSILLNGTQALVRLMLMQAARDRVLGLNTGGYVTGYRGSPLGAVDQQMMRARAELEAAGVLFQP
GLNEDLALTALWGTQQAELRGEGARDGVFGLWYGKGPGVDRSGDAIRHANLAGTSARGGVLLAMGDDHTGESSTTCHQSD
WAMVDAYVPVLSPAGVQEILDYGIYGYALSRFAGVLVGLKVMKDTVEVTSVVDGRPGRMEVTAPDYPLPPGGLNIRLNDH
WVPQEARMIDHKRFAAEAFAHANRIDRRVWGGPGAKIGLVAAGKTWLDLVHALELLGIGEAEAERLGIATYKVGQVWPLD
MKSFAEFSEGLELIVVVEEKRKLIEVQAKEAIFHDRRGRRIYGWKNDRGEELFPTRYALDPVMIAETLGRILIEEGRGSD
RLSAALERIREARRADNAEDMAARLPYFCAGCPHNSSTRVPEGGRAYAGIGCHIMALWMDRDTSGFTHMGAEGANWIGEA
PFSTRGHVFQNLGDGTYNHSGRLAIHAAIAAGVNITYKILYNDAVAMTGGQGNDGGLTARQIVDELLAAGVARVEVVYDE
KEDLDPGGFPAAVACHPRADLMAVQTRLSGIGGVTALVYIQTCAAEKRRRRKKGAFPDPDRRVFINTDICEGCGDCGVQS
NCVAIVPVETELGRKRAIDQSACNKDFSCLNGFCPSFVTLKGARPRKEASAEVEIGALPAPALPEIEGTWNLVIAGVGGT
GAVTIGAILAMAAHVDGKGAGMMEMAGLAQKGGAVHIHCRIAARPEDISAIRVAVGEADAVIGGDLVVTAGARTVGLMTQ
GRTGAVVNSHDIVTGAFTRDPEFRVPSDRLELALKARLKDRLQLFDATELARRLMGDTIYANMIVTGAAWQQGLIPLSHE
AIDRAIELNGAGVAGNRRAFEIGRWAAAEPGAAARVLASETVEKPRSLRERIAFREAHLRAYQSGRLARRYRRLVERFED
PFLRAAVAKGYHKLLAYKDEYEVARLHLDTAAKARAEFEGDLEITWHLAPPFLKGRGADGRPRKRAFGPWMERGFRLLAA
LRRLRGTPFDPFGWQEERQRERAAIRRYEADMEEILARLSPSTLTAATALAELPLSVRGFGPVRVEAERAADDRRAALLA
EIRAGGAALDRAAE
>ANB38341.1 glutamate racemase [Rhodovulum sulfidophilum]SNK001
MAVGVFDSGLGGLTVLDAVARRLPEVPFVYFGDNAHAPYGIRDAEDVYRLTTDAVSRLFDAGCDLAILACNTASAAALRR
MQESWVPKDKRVLGVFVPLIEALTERQWGDNSPPREVAVKHVALFATPATVSSRAFQRELAFRAIGVDVEAQPCGGLVDA
IEAGDEMLAEALVRSHVEALKRRMPHPEAAILGCTHYPLLQDVFQEALGAGVKVYSQANLVAESLADYLGRHPEMQGPGG
EAMFLTTGDPGFVSDKATQFLRRRIEFRAA
>ANB38342.1 hypothetical protein A6024_10695 [Rhodovulum sulfidophilum]SNK001
MKRVFAAAALAATFAFGGAVSAATIVLDGSKDIRLNLNDVSDLALSFSLDDAAASYTNWGGTIKWSTREDGRKDSDGPWG
SCLNCGYDGGGWDLKYDPYSDSNKTSTDLKLDFGKTLKTVYVWIRPTYGNGKGSVSYEDGSAGTPDIAPVPLPAGGLLLV
SALGAALLLRKRGRKAA
>ANB38343.1 N-acetyl-gamma-glutamyl-phosphate reductase [Rhodovulum sulfidophilum]SNK001
MTTSVAILGASGYTGAELIRLIATHPDLRITALSGERKAGMAMASVFPHLRHLDLPDLVKIDEIDFASVDLVFCALPHAT
SQAVIDKLPRDLKIVDLSADFRLRDPAAYEKWYGKPHAAVELQQEAVYGLTEFYRDEIRRARLVACTGCNAAAGQYALRP
LIEAGLIDLDEIVIDLKAGVSGAGRALKENLLHAELSEGFHAYSAGGIHRHLGEFDQEFSKIAGRPVEVQFTPHLIPANR
GILATVYVRGEARDIHATLAKAYADETFIEVLPFGEHPSTRHVRGSNFAHVGVVADRRQGRAMVIVAIDNLTKGSSGQAL
QNANLMLGIAEETGLMLAPCFP
>ANB38344.1 cytochrome c biogenesis protein CcmE [Rhodovulum sulfidophilum]SNK001
MRGLKKRRRIQIIVLAFVALGLSTGLIGYAMRDGINFFRSPSQVAEAPPPPTETFRIGGLVEAGTLKRGQGETIRFSVTD
GGASVPVTYTGVLPDLFKENQGMVGTGRLVDGVFEAREILAKHDESYMPKEVVDALKEQGVYRDPEVEGANGS
>ANB38345.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SNK001
MKTVEELAREIVLREGGFVDDPDDPGGPTKHGVTIGTMRRLGLDLTGDGQIDSDDVRGLDPGGAVAIYVEHYFRRPRLDA
LPEALHASVFDMYVNAGANAVRILQRLLNEMDQPCAVDGAVGPETVRAARAAAEAAPGHIADAYGIARRNYYYALADRRP
VSRKYACRRDGGKGGWILRAEEFISPRYRLSEAEHRERVARWG
>ANB38346.1 c-type cytochrome biogenesis protein CcmF [Rhodovulum sulfidophilum]SNK001
MVIELGHFALALAFAIALVQAIVPLIGAHKGWSGWMAMAEPAAMAQFLLTAFSFGVLTYAFVVSDFSLRVVVENSHTLKP
MLYKVSGVWGNHEGSMLLWVLIVSLYGALAAWFGGGLPPGLKARVLAVQAAIGAAFYAFILFTSNPFERLAEAPFDGQDL
NPLLQDPGLAFHPPFLYLGYVGLSICFSFAVAALIEGRVDAAWGRWVRPWTLAAWICLTVGIALGSWWAYYELGWGGFWF
WDPVENASFMPWLIAAALLHSAIVVEKREALKSWTILLSIVAFGFSLVGAFITRSGIITSVHAFANDPERGVFLLMILLV
FMGGALTLFAARASAMEAKGVFGAVSRESALVFNNILLAVAALVVFVGTIWPLVAEMAFGRKLSVGAPFFDMAFTPFMVA
LALLLPLGSILPWKRARLGRAAKTVLPAALLAVALGALIWAMQTGRSALGPVGVALGVWLIAGALVDLGLRAGRGKGLAA
RAARLARLPRADWGKAVAHAGLGITMIGISAMLAWNQEDIRVAQIGERYELGSYGFQLDRVQKLEGPNYISTMATVSVWR
GDRQITEMHPEKRVYPVAGMPTTEAAIDSGLLRDLYLAIGDPQDNGGWAVRTYIKPFANWIWMGAIVMALGGLLSLSDRR
VRVAAGARKERGPTLPQPAE
>ANB38347.1 2-(1,2-epoxy-1,2-dihydrophenyl)acetyl-CoA isomerase [Rhodovulum sulfidophilum]SNK001
MTDYTTIGYDCADGVAVVTLSRPEVMNALSARMRAEITHAMRAAGQAARVVVLTGAGRAFCSGQDLGDGANIAEIDIERT
LRDEYEPMLSAIIDCPVPVIAAVNGAAAGAGANLALAADVVIASEAAVFVQAFTRIGLIPDAGGTYWLPRQVGFARAMGA
ALFAEPVPARQAVEWGMIWEAVPEEGFEAHWRARAGQLAAGPTVAYANLKTALRRSVSNDFASQLSLEAELQGRCGASRD
FKEGVLAFLEKRMAKFEGR
>ANB38348.1 hypothetical protein A6024_10735 [Rhodovulum sulfidophilum]SNK001
MTRLHTITAVSLLGAALLAGCGDSYGERALTGAGIGAGVGAATGNDIGTSAAVGAGAGILTK
>ANB38349.1 citrate (Si)-synthase [Rhodovulum sulfidophilum]SNK001
MDDSKKSATLTLGETSYELPVLSPSAGPDVVDIRKLYGQMGIFTHDPGFTSTSSCESKITFIDGDKGELLHRGYPIDQLA
EKSHFLEVCYLLLYGELPTATQLEDFENRVTRHTMVHEQMHRFFTGFRRDAHPMAVMVAVVGAMSAFYHDSTDISDPWQR
EVASIRLIAKVPTIAAMAYKYSIGQPFVYPRNDLDYASNFLRMCFAVPCEEYEVDPILTRAMDRILTLHADHEQNASTST
VRLASSSGANPFACIAAGIACLWGPAHGGANQACLEMLREIGTVDRIPEFIARAKDKNDPFRLMGFGHRVYKNFDPRAKV
MKQSADEVLELLGIENNETLKVAMELEKIALEDEYFVSKKLYPNVDFYSGIILDAMGFPTSMFTPIFAVSRTVGWISQWK
EMIGDPAMKIGRPRQLYTGATRRDYVDVEDRG
>ANB38350.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MTDMSDGPVITRFAPSPTGFLHIGGARTALFNWLYARGRGGRFLLRIEDTDRARSTPEATAAILKGLTWLGLDWDGEAVS
QFERAPRHAEVAREMLANGTAYKCFATQDEIEAFREAARAEGRSTLYQSPWREADPATHPDAPYVIRLKAPREGATVIGD
KVQGDVKIGNDQLDDMVLLRSDGTPTYMLAVVVDDHDMGVTHVIRGDDHLNNAARQMQIYHAMGWPVPVWAHIPLIHGPD
GKKLSKRHGALGVEEYQAMGYPAAAMRNYLARLGWSHGDDEFFTDDQAKAWFALEGIGRSPARLDFKKLENLSGRHLAAA
EDAALMQEVTDYLAATTQPPLSPAQKDGFARALPCLKQSAKTIPQLLEKAHFVLGERPFEPDQKAAKSLDDVSRGILAEL
TPQLQSASWTRDALEAAVTGVAEAHGLGLGKLAQPLRAALAGRTVTPSIFDMMLVIGREETLARLADTQG
>ANB38351.1 molybdopterin molybdenumtransferase MoeA [Rhodovulum sulfidophilum]SNK001
MIPVDEALGHVFDLIAPLPVDEVPLAEAAGRVLARPVAARRSQPPFAASAMDGYAIREDDARPGATLRVEGEAAAGSGWT
GTVAPGQAVRIFTGAPLPEGADRVVIQEDVTREGDRIVLGTGFDHGTNIRAAGGDFREGEPLSAPRRLGPADLALAAAMN
LPALPVHRRPEIALIATGDELVMPGDTPGPDQIVAANGFGLKALIEAEGGIARLLPIARDSEASLRSVFALAEGADLVVT
IGGASVGDHDIVGKVAADLGMAPAFYKVAMRPGKPVMAGRLGAAAMIGLPGNPVSAMVCGHIFLRPALRAFQGLPKAPLP
TARAPLAAAVEANGPRTHYLRARLTPDGLLPFESQDSALLTVLAEADALLIRPAGDGPHPAGTLAEYLTLR
>ANB38352.1 cyclic pyranopterin monophosphate synthase accessory protein [Rhodovulum sulfidophilum]SNK001
MAELTHFDAEGRAHMVDVSEKPETARLAVATGWVRMQPETLALVVAGTARKGDVIGVARLAGIMGAKKTSDLIPLCHPLP
ITRVAVDLTPDDSLPGLRIEATVRTGGRTGVEMEALTAVTTAALTVYDMLKAAEKGMEIGGIRLKLKEGGKSGRYEAGE
>ANB38353.1 indole-3-glycerol phosphate synthase [Rhodovulum sulfidophilum]SNK001
MTGTILDRIKAYKLEEVAADKAARPLSEIEAEARAAPAVRGFAQALHRAALTGYGLIAEIKKASPSKGLIRPDFDPPALA
HAYEAGGAACLSVLTDTPSFQGDKAYLPQARAAVKLPVLRKDFLYDTYQVAEARALGADCILIIMASVSDAQAAELEEAA
TSWGMDALIEVHDAAELDRAAKLKSPLIGINNRNLKTFETSLETTKQLAKRVPEGSQIVSESGLHSPADLAQMAMYGVRS
FLIGESLMRQDDVTAATRTLLSNPSMGAH
>ANB38354.1 anthranilate phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MSDSLKPLIGLAADRPLTRDEAETAFEALFEGEATPSQIGGLLMALRTRGETVDEYAAAAKVMRSKCRKVRAPADAIDIV
GTGGDGKGTLNISTATAFVVAGAGVTVAKHGNRNLSSKSGAADAMTHLGINVMVGADVVEKALKEVGIGFMMAPMHHPAM
AHVGPTRAELGTRTIFNILGPLTNPAGVTRQLTGTFSQALLRPMAETLDRLGTEVAWLVHGGDGTDELSIAGISHVAMLE
QGTITERELHPEEAGLPVHPFEAIIGGTPEHNARAFAALLDGEPSAYRDAVLLNAAAALVVAGRVTTLTEGVEQARASID
SGAARAKVEGLAQISSEKAA
>ANB38355.1 anthranilate synthase component II [Rhodovulum sulfidophilum]SNK001
MLLLIDNYDSFTYNLVHYLGELGAETRVLRNDTLNVQEAMALRPSAILLSPGPCDPAQAGICLPLARAAAETGTPLMGVC
LGHQTIGEAFGGKVVRAPEIVHGKMGRIEHDGSGVFSGLPSPFEATRYHSLIVERSSLPDCLIANAWLEDGTIMGLRHRD
LPIHGVQFHPESIASEHGHALLRTFLDTVKEPA
>ANB38356.1 hypothetical protein A6024_10785 [Rhodovulum sulfidophilum]SNK001
MGRGFFGGVLWGAATSGLALAALAVVVPPGKPLDEARGEAPAPRFSAVPERAGPAAPEPDSVPAPVAAPAARPEISAAPE
AGPATDIELPPGSEFNRSRPATEARPPEAEEIPREAPTMGAPAPVDVTEAPLPDTAPAAAPAPVSAMPETMAPPMGSDAA
LDLGGAASPAAEDPPPAARAMHGPAAPEAAAAPVPEPAAPESPREAAPATSPDASPAMPAGTSPDISAATSPESSSGTET
PEAAAGPAPETDRETVLDASPETAPETALDSETVPEIAADPETGPEAEPEVVPEAETAPEAGSEAPAVLPEVLPPPGPAD
PTMPGRAAGPLRPDAPLPMIGEQAAPVDAAPEAARPATPAMPGALALNAVPFRAPPGAPLLSLVLIDIGAEGLDRQTLLT
FPFPVTFVLDPAAPDAEAAMAAYREAGYEVAVLGSGLADLAPEAAAARLGEAFDRIDGGIALVTPEERGFEGDRDLSGTV
LGLLEASGHGLLTADKGLTDALRAAEQAGLREAGIFQTLDDAGQDAETIQRMLNRAVLEARQNGHAVIVGHSHPETVTAI
YAWALLSGPADAVLAPLSAVLRQSRP
>ANB38357.1 hypothetical protein A6024_10790 [Rhodovulum sulfidophilum]SNK001
MSTAILVTDAGFAPAGPAEDWLSPADLDGPARPDPVRVALAPETDPDLLGPHLARIAAIRVVFPAVADGRGFTLARRLRR
MGFAGRLRAAGQLIPEQYPMARACGFDEVEIDADRALRQPEADWRRAAGRQGYLARLRSAVA
>ANB38358.1 phosphoadenosine phosphosulfate reductase [Rhodovulum sulfidophilum]SNK001
MRPETGFERVEPQLAALNRRLDGATPQEVLAEMAERHAGRLALVSSFGAESVVLLHMVAELDPGLPVLFLETEMLFPETL
AYQREVAAGLGLTGIRSLRPDAEALELHDPAGDLHRSDPDLCCHLRKTEPLERALAGFGAWVTGRKRHQTRERQAMHVCE
TDEAGRVKINPLHGWGRDEVAAYIERHDLPRHPLVSRGYPSIGCAPCTSRVAPGEDPRAGRWRGQDKQECGIHLVNGRFV
RMGAEGVA
>ANB38359.1 sulfite reductase [Rhodovulum sulfidophilum]SNK001
MYAYSDFDESFVRDRVRQFRDQVARRIDGRLTEDEFKPLRLMNGLYLQLHAYMLRVAIPYGTLDARQMRQLAAISERWDR
GYGHFTTRQNIQFNWPKLRDVPDMLDALADVGMHAIQTSGNCVRNVTSDHFAGAAADEIADPRPYAELLRQWSSDHPEFQ
YLPRKFKIAITGATADRAVTRAHDIGLRVVARDGAQGFQVSVGGGLGRTPMIGRVIRDFLPEADLVPYIEAVLGVYNQLG
RRDNKYKARIKIAVHEMGLDTIRDLVEARFAETRTEFPGAEAALADIRAAFRAPGFRAGGTAIPPGSPAFRAWADTNLAA
HRREDHAIVTVSLKTPGQQPGDASADQMRVIADLAETYGYDEIRISHRQNVILPHVRKDDLPAVFEALAAAGLAAANAGL
ISDIIACPGMDYCALATARSIPVAQEVAVLFETLDLAHEVGPLRLNVSGCINACGHHHVADIGILGLERAGVETYQITLG
GDPTDRIAIGERTGPGFAAGEIVGAVERIVMAYLERRDGPAEGFADAYRRLGLAPFQKALYSEGSKEDAA
>ANB38360.1 hypothetical protein A6024_10805 [Rhodovulum sulfidophilum]SNK001
MKRRFNPSVVTANDLFEGHPVWRTAQGRWSATIREAEVLDDPATAQARLAEAEAESGRVVGPYLAEVATAPQGPAPLHFR
EVFRVRGPAHASDRPDQRPDQRPGE
>ANB38361.1 siroheme synthase [Rhodovulum sulfidophilum]SNK001
MQFFPIFLRSEGARIVVSGGGETALAKLRLLLKTRARIAVHAAEADPKILDWQAEGRLSWVARPVEAADLDGARLVYAAT
DDATEDARVAGLARAAGVLFNIVDNREDSAFITPAMVDRDPVVVAIGTEGAAPVLARKIKAGLEAWLPAGLGARVRAANA
FRPEAEALPQGRARRGFWAAVFDGALDGRAPEPLDRLLEAHKAARPAVGEVLFVGAGPGDPDDLTMRARRALDRADVVIH
DRLVPAPILELARREAEIVEAGKTGFGPSTPQEEINRLIVGRAAEGLVVVRLKAGDPSVFGRLDEEIEACEAAGIAWSVV
PGLTAASAAAASLGQSLTRRGRNSDLRVLTGHDVNGLADHDWATLARPGAVAAIYMGKRAARFLQGRLMMHGAEAATPVS
VVENAGRPEERILAATLGTLATEIASAGLTGPAVILLGLAPRAAARSLPLLQEAAR
>ANB38362.1 hypothetical protein A6024_10815 [Rhodovulum sulfidophilum]SNK001
MRLRRLVLAAIPVLAALGGVPETAALAGPHGEMLGEEAVRLNLDPASGALTLDARLPAPQGDVALPRQDWLSVETLLIGG
EPSPLPASGVIRAARHMGRSVTVRLSGTLPELSPGIEAAGRGETASYLLGSGWLPVDAAPRARFELSLEVPPGWRPAATG
RLSDERVHPDGRRADFVFTGRAGDLGVFAGRYAVNEAMHRGLRLRTYFEPRDAAFSPAYIAAAAGYIDRYSDAIGPYPYD
GFSVVSAPIPVGLGLPGMTYVSQAILGHGYMRGRSLAHEVLHSWWGNAVGVDYRRGNWSEGLTTYMADYALAEEAGAAEA
REMRLGWLRDLAALPAAEDRPLTEFRAAAHGARQAVGYGKAAFLFHMLRAELGEEDWQAGLRRFYRERYDRVAAWHHLRA
GFEAASGRDLRWFFDQWLTRSGLPALRIEAAEPEGRKLHLVVGQSAPFYRLRVPVTVETEAGAERHIVALDGARAEVTLA
LAARPRAVAVDPDFELARELAPGEVPPMLGDLFAGPDPALLALGEGAGAAAAALGPRLLHGAPRLVDAAAAEAAPVLVVL
GSGAEVAAWRRAHLSAPAPWSMDAGRARAWVERDARGRLIGFLSADRTEDLLPELGGLRYQAGQSYAAFADGARVAAGDW
PAGASGLRRRFD
>ANB38363.1 thiamine phosphate synthase [Rhodovulum sulfidophilum]SNK001
MIRGRLPVYFVTPDGASPELVLAAVRGGATMVQLRDKKAGDDALIELVRALKPELARRGVPLIVNDRLEVVLASGADGLH
VGQSDGSPLALRRALGPGRLLGLSVEAMAHLGAIPAGVVDYLGVGPVRATATKPDHAAPLGLGGLARIAAASALPCVAIG
GVGAGDAHALKAAGAAGMAVVSAISAASDPEAAARALAGAWRNA
>ANB38364.1 hydroxyethylthiazole kinase [Rhodovulum sulfidophilum]SNK001
MHPPADHPIRTPAEHLAAMRERAPLVQCITNFVAMNVAANVLLAAGASPAMVHAAEETGEFTPLAQALSINIGTPSPGWA
TGMRAAAAAARAAGLPWVLDPVAVGATSYRQALCGDLMAFEPTVIRGNASEILALAGVEARGRGADSADTVEAAEAAARA
LAERSWAVVAVTGPVDYVTDGARAWRIANGHPLMPKVTALGCSLTALVAAFLAGGGDRAEATVAALACFGLAGEQAAEGA
AGPGSFAVALIDALHAMTPETLERGARVSAA
>ANB38365.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SNK001
MTPAARIAAAAELLDAWRAGAPAEKLLTTWARQNRFAGSKDRAAIRDHVFDAIRCLRSFAALGGAATGRGLMLGMLRAAG
TDPDTVFTGLGHAPAPLGPEERAPGPALADLPEPVACDCPEALERLLRESLGADFRPVMERLRQRAPVFLRVNTRLGDPA
SVAARLAGEGVETRPHALSPTALEVVAGARRVHLSRAFAEGLVELQDAASQAVADMMPLAEGARVLDYCAGGGGKTLAMA
ARGGARHFAHDAAPQRMRDLPARAERAGVAVHCLDGTALGEAAPFDLVLCDVPCSGSGAWRRSPEAKWRTSPADLARLTA
LQEEILGRAAGLVAPGGHLAYATCSLLAAENGARIGRFLAAFPGWVLSSERRLTPLDGGDGFYAAVMRRPG
>ANB38366.1 DNA recombination/repair protein RecA [Rhodovulum sulfidophilum]SNK001
MATANLLDMADKKASDKQKALDSALAQIERQFGKGSIMRLGADNPVQEIESTSTGSLGLDIALGIGGLPKGRIIEIYGPE
SSGKTTLTLHCVAEEQKKGGVCAFVDAEHALDPVYARKLGVNLDELLISQPDTGEQALEIVDTLVRSGAVSMVVVDSVAA
LTPKSELEGDMGDSNVGVHARLMSQAMRKLTGSISRSKCMVIFINQIRMKIGVMFGSPETTTGGNALKFYSSVRLDIRRI
GSIKDRDEVVGNATKVKVVKNKVAPPFKQVEFDIMYGEGISKMGEILDLGVKAGVVDKSGSWYSYGDERIGQGRENAKNF
LRENSAVALQIEDKIRAAHGLDFHISGDENDEMIED
>ANB38367.1 alanine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MPSLNEIRSTFLSYFERNGHEVVDSSPLVPRNDPTLMFANSGMVQFKNLFTGVEKRDYTRATTAQKCVRAGGKHNDLDNV
GYTARHHTFFEMLGNFSFGDYFKSEAIPFAWELLTREFGIPKDRLLVTVYHTDDDAAAIWKKVAGLSDDRIIRIPTSDNF
WQMGDTGPCGPCTEIFYDHGDHIWGGPPGSADEDGDRFIEIWNLVFMQYEQFEDGTRRELAAQSIDTGMGLERIGALLQG
KHDNYDTDLMRDLIEASAHATSTEPDGPGNVHHRVIADHLRSTSFLIADGVMPSNDGRGYVLRRIMRRAMRHAHLLGSQD
PVMYRLVPALVTQMGAAYPELHRAQALIEETLKLEETRFIQTLDRGLRLLDEELARLPEDGDLPGAAAFKLYDTYGFPLD
LTQDALREKGRQVDVAGFDAAMAEQRAKARASWSGSGETKESTIWFEIAERVAATEFLGYDTETAEGQVMALVAEGAEVT
EIAPGTTGWMIVNQTPFYGESGGQVGDTGTYLKPEGRGEILDTQKMPGGLFAHKVTPAKAALAVGDAVELRVDHARRSAI
RANHSATHLLHEALRQTLGDHVAQKGSLNAPDRLRFDFSHAKAMAADELEAVESQVNGFIRQNSAVETRIMTPDDARAIG
AQALFGEKYGDEVRVVSMGRAATGKGHDGQTWSIELCGGTHVARTGDIGLCVVLGDSASSAGIRRIEALTGQAALDHLIA
QERRLAEVAEAVKAPASEVVARIRTLVEDRRALEHEVAQLRRELALAGPAGAAPEAREIGGVPFLTQVLHGISGKDLPPI
IDEHKARLGTGAILLIAEADGKASVAAGVTPDLTEKVSAVDLVRAAVVELGGKGGGGRPDMAQGGAKDAANAEAAIRAAE
AVLEA
>ANB38368.1 hypothetical protein A6024_10850 [Rhodovulum sulfidophilum]SNK001
MPALWIAHVTVTDAEAYGRYAELAGPAIAKHGGAFIARGGRFVQLEGRERPRNVVARFPSVDAAVACYESPEYQAALDHA
RGASERELMVVEISE
>ANB38369.1 GTP-binding protein TypA [Rhodovulum sulfidophilum]SNK001
MDLRNIAIIAHVDHGKTTLVDQLLKQSGAFRENQSVAERAMDSNDLERERGITILAKCTSVEWDGHRLNIVDTPGHADFG
GEVERILSMVDGVVLLVDAAEGPMPQTKFVTAKALALGLRPIVVLNKVDKPEAEPDRALNEVFDLFASLGANDEQLDFPH
MYASGRAGWADMELDGPRKDLHALFDLVLEHVPAPKQLAKADGPFSMLATTLSADPFIGRILTGRVESGAVKPGDTVKAL
SRTGELLESFRVSKVLAFRGLSQQPIDSAEAGDIVTLAGMSKATVADTLCAPQVTEALPAQPIDPPTISVSFGINDSPLA
GREGKKVQSRVIRERLMREAELNVAIQVTDTPGGEAFEVAGRGELQMGVLIENMRREGFELSISRPQVLMREENGQKLEP
IEEVTVDVDDEFSGVVIEKLTGTRRGDLVEMRPGGTGKTRIIAHVPSRGLIGYQGEFLTDTRGTGVLNRVFHDWAPYKGA
IPGRRAGVLISMEDGVSVAYALFNLEDRGKLFIGAQEQVYQGMIIGEHSRDNDLEVNPLKGKKLTNVRASGTDEAVRLTT
PVRMSLEEAIAYIDDDELVEVTPNSIRLRKRYLDPHERKRQARSAG
>ANB38370.1 transporter [Rhodovulum sulfidophilum]SNK001
MPKHYLYLLLAVVTETMATSSLQASQQFTRFWPSVLVVLGYALSFYFMAQTLKVMPVGIVYAIWSGLGIVLISGIGWVVF
GQRIDLPGALGLGMIIAGIIVIHLFSKTAAH
>ANB38371.1 hypothetical protein A6024_10865 [Rhodovulum sulfidophilum]SNK001
MPTDMPPLPAPRHTLPDDIQSLVVGTLLVALSVSLLKSAGLVTGQIAGLSLVGAYATGIGFGPVFFLLNLPFYWLGYRRM
GKAFVLKTFAAVALLSVFSELLPHVLQIGPVHPLAASLLAGVTAGAGLLALFRHGASLGGVGIMALWLQESRGIRAGWVQ
LGFDAVVFALAFAVIPPLTVLWSMAGAAALNVIIATNHRRDRYIAR
>ANB38372.1 isocitrate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTKIKVDNPVVELDGDEMTRIIWDFIKKKLILPYLDLDLLYYDLGIEERDRTDDQITVDAAEKIKEVGVGVKCATITPDE
ARVEEFGLKQMWKSPNGTIRNILGGVVFRAPIICQNVPRLVPGWTKPIVIGRHAFGDQYRATDFRFPGKGQLTMKFVGED
GQEIEKVVYDAPAAGVAMGMYNLDESIRDFARASMNYGLSLGWPVYLSTKNTILKAYDGRFKDLFQEVYEQEFEDRFKKA
GITYEHRLIDDMVACCMKWNGGFVWACKNYDGDVQSDTVAQGFGSLGLMTSQLMTPDGKIVEAEAAHGTVTRHYRQHQKG
EQTSTNSVASIYAWTGGLKHRAKLDGNAQLAHFAETLERTVVETVESGFMTKDLALLVGPNQKWLTTMGFLEKIDENLNK
ALAG
>ANB38373.1 hypothetical protein A6024_10875 [Rhodovulum sulfidophilum]SNK001
MSAIEDLADQLARDALDAAARLGDDRLIDDISKAIGASSPVSQEAFVSAVRIRQALARGRAVMDSRLTQAASQKAGPEKS
GS
>ANB38374.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SNK001
MPEVIFPGPEGRLEGRYHPQKDRDAPIAIVLHPHPQFGGTMNNKVVYNLHYAFHNMGFTVLRFNFRGVGRSQGEYDQGVG
ELSDAASALDYLQSMNQNAKHCWVAGFSFGAWIGMQLLMRRPEITGFVSVSPPANMYDFSFLAPCPSSGLIINGSADRVA
PPADTKTLVDKLHEQKGITVTHEEIEGADHFFQDPHMDPMIENVTTYVRRRLTEVTR
>ANB38375.1 Rrf2 family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKLSTKGRYAMVALADLSLQPEDCLVSLSEISKRQHISLPYLEQLFVKLRRAGLVESVRGPGGGYKLARPASEIRVADVL
GAVDETVSAMHTGAGVSGGTSGTRAQSLTNRLWEGLSAHVYVFLHQTRLSDVIKNDLAPCPAVPALFHVVDDE
>ANB38376.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MPGRVYLDWNATAPLRPEARAAMIAAMDAVGNPSSVHAEGRAARALVEKARAQIAAALGAEGAEIVFTSGASEAAALACS
GRWLQGSEIEHDAVAAWLDPCLRPDGDGRVVPRVPAQSALQLANSETGVIQEIPEGLAVCDMTQGFGKLPVAFNWLGCQM
GLVSAHKIGGPKGIGALVMRRGCDIEAQIRGGGQELGRRAGTENVIGIAGFGAAAEAAAADLEAGKWAEIAQLRSILENL
IAERANKTIFVGKDVPRLPNTLCLATPGWKGETQVMQMDLAGFAVSAGSACSSGKLRPSRVLTVMGLGDEVASSAIRVSM
GPGTTEEDVRRFAESWLAAETKFRARTG
>ANB38377.1 Fe-S cluster assembly protein SufB [Rhodovulum sulfidophilum]SNK001
MAALDKADMKNVKEGVDRETVEAVQSMAGKYKYGWDTEIEMDYAPMGLSEEIVRLISAKNEEPEWMTEWRLEAFRRWQKM
EEPDWAMVDYPEIDFQKQYYYARPKSMAEKPKSLDEVDPKLLETYQKLGIPLKEQMILAGVEGAEAAPAEGRKVAVDAVF
DSVSVGTTFQKELESAGVIFCSISEAIRNHPELVKKYLGSVVPQSDNFYATLNSAVFSDGSFVYVPPGVRCPMELSTYFR
INAENTGQFERTLIIADKEAYVSYLEGCTAPQRDIAQLHAAVVEIVILDDAEVKYSTVQNWFPGDEDGKGGIYNFVTKRA
DCRGPRSKVMWTQVETGSAVTWKYPSCILRGDDSQGEFYSIAITNNWQQADTGTKMVHLGKNTRSRIVSKGISAGHAQNT
YRGLVSMHPKAKNSRNYTQCDSLLIGDKCGAHTVPYIEVRNNSSRVEHEATTSKVDDDQLFYCRSRGMDEEEAVALVING
FCKEVLQALPMEFAMEAQQLVAISLEGSVG
>ANB38378.1 hypothetical protein A6024_10900 [Rhodovulum sulfidophilum]SNK001
MPKTMAAPGAGRGAGRHPPELARGPGARLRRLSLPSIPGHGGRLVLTTRMRLLIIAQGLIFYASLQDEETIDWLGTLVPL
SKAQAALAEGLFGLVLFLLWGLCMIAWMRVFTQDRRDADLRDRGPGDQVLGDRGLRDQDRCDKDRRDKEDRT
>ANB38379.1 hypothetical protein A6024_10905 [Rhodovulum sulfidophilum]SNK001
MIVTTTPSVEGHSILSYHGVVVGEAILGANVFRDIFAGITDIIGGRSGAYEASLGEARETALAELQQRARAAGGNAVVGV
DLDYEVINNMLMVSASGTAVTLS
>ANB38380.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MLEIKNLRASLEEEDKEILKGVNLSVGAGEVHAIMGPNGSGKSTLSYVLSGKGGYEVTEGAATLNGVDLLAMEAEERAAA
GLFLAFQYPVEIPGVGNMTFLRTAVNAQRKARGQEEMDAATFLKEVRAKAKELKIDAEMLKRPVNMGFSGGEKKRNEILQ
MAMLEPKMCILDETDSGLDVDAMKLVSDGVNALRAPDRGFLVITHYQRLLDHIVPDVVHIMANGRIIKSGGADLALEVEH
NGYADILAEVA
>ANB38381.1 Fe-S cluster assembly protein SufD [Rhodovulum sulfidophilum]SNK001
MGLPQAKLTATEARLAALAMPVQAGWTRPLREAALARVQQMGLPGRRDEYWRFTRPDELNSAAPVPAGVRPPAENATFEE
LDRVRIVFVDGVFDPEASDDPAQAGLEISRLAEAEGQDLSWAADLYGTLEARGQTPVPRPLAALNTAFATDGVLIRATGR
VGKPVNLVYRHCDETSDAILHHVIRVESGADLTVLETGPAAARFNKVMEVDVADGGAFHHVRSQGRDHDRRAATHIFARL
GEESIFKSFTLTMNGALTRNEVVIELVGDEGVAHVAGACMGDGAFHHDDTVFITHDAVNCESRQVFKKVLRKGATGVFQG
KILVKEGAQKTDGYQISQSLLLDEEANFLAKPELEIYADDVACSHGSTSGAIDEDALFYLRSRGVPKAEAQDMMVLSFLA
EAIEEIESEAVRDEVSASLAAWLERHRR
>ANB38382.1 hypothetical protein A6024_10920 [Rhodovulum sulfidophilum]SNK001
MAVTTEMVATWRGPRAALRRQLRMGQREDRALVYLMIACLIIFVGQWPRLAREAYMSPEIPLEALLGAALFGWMALAPLF
FYGLAALSHLIARALGGKGSWFSARLALFWTLLCVSPLWLLHGLVAGFIGGGAALMLVSTVLAVAFLAIWLLSLVEAEA
>ANB38383.1 hypothetical protein A6024_10925 [Rhodovulum sulfidophilum]SNK001
MADETQDSPIMTHFRPSLLSLVRDTVTDPRGSAGRVLSLAPPRAVLWEALGLVVILSVLLTELGELISPAPVDPMMPAFM
HYPLAAAAVQGLLLIVTVHAIAVIGRVFGGTGDLDGALALTVWLQFVMVCLQVVQLVLLVVLPPAAGLLGIFGIGLFFWL
LSHFVAVLHGFPSVMKTFGMILFSMIGIVFGMSLILSILGITLTGAMPDV
>ANB38384.1 cysteine desulfurase [Rhodovulum sulfidophilum]SNK001
MYDVNAIRADFPILSRQVNGKPLVYLDNGASAQKPQVVIDAVTQAYAMEYANVHRGLHTLSTIATEKYEAVRGTIARFLG
AADPDEIVFTSGTTEGINLVSYSWAAPRLQPGDEIVLSVMEHHANIVPWHFLRERQGAVLKWVDVDAGGNLDPQAVIDAI
GPRTKLVAVTQMSNVLGTVVDVAAIVKGAHDKGVPVLVDGSQGAVHQPVNVDALGADFYAITGHKLYGPSGSGAIHIRKE
RLAEMRPFMGGGDMIREVRRDGITYADAPMKFEAGTPGIVQQIGLGVALDYMMGVGMDNIAAHEKAITAYAMDRLAGLNW
LQVQGKADHRGAIFSFTLEGPAHPHDISTVLDKKGVAVRAGHHCAGPLMEHLGLSATCRASFAMYNTTDEVDRLIEALEL
CHDLFA
>ANB38385.1 tryptophanase [Rhodovulum sulfidophilum]SNK001
MPGVRFFSGETVPLEMHKVRVVQKLTLPDIEARLAAITAAGNNTFLLQNRDVFMDMLTDSGVNAMSDRQVAAMMVADDSY
AGSATYTRLETRLREIFGMEFILPAHQGRACENIVSQVMVTPGSIVPMNYHFTTTKAHIVLNGGSVEEIIHARGLEVTSD
EPFKGDMDVAALERLVAEHGAERIAFVRVEAGTNLIGGQPVSLANLQEVRAACDRHGLTLVYDASLMADNLYFLKTREAA
CRDLSIREITRKIADLCDVIYFSARKLGCARGGAICVRDEALYNRMRGLVPLYEGFLTYGGMSVREIEALTVGLDETMDE
DMISQGPQFIAYMVDELDRRGIPVITPAGGLGCHIDAMRFLDHVPQPQYSAGALASALYIASGVRGMERGTMSEQRAPDG
TEPLANMELVRLAMPRRVFTLSQVKYAIDRIDWLWQNRRLVGGLTFVEEPEILRFFYGRLAPVSDWQQKLVAKFRADFGD
SL
>ANB38386.1 CopG family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MQRITITIEDELLQALDAVMERSGASNRSEALRDLIRRGLAKDAPEEAECVGVVTYALDPAQRDLGRLVPESRQQHHDAA
IAALSVPLDHHAAVEVAVMRGTVGSVQAYANSLFLQRGVRHGRTTLIPVRTEVEFHLHGERAHTHDHLRVLDRF
>ANB38387.1 ASCH domain-containing protein [Rhodovulum sulfidophilum]SNK001
MFKISTALKQRYPAAKAFRFGDSAASSEALLSLVRSGKKTATCSALRDIQNGEPMPTIGRRDIALNWDGTPALAIETVEL
VQCRFDEVTEAMALAEGEDDSLDAWRKGHGSYFKRNGGFSPDMQIIWERFILIEDLGREDDVLDHSSSLTDPAA
>ANB38388.1 hypothetical protein A6024_10950 [Rhodovulum sulfidophilum]SNK001
MGQAHQHGSRWQAVMSISAKIGCAPQTLNAWGKKAEVDSGNRTGRHEWLDRHLSETIEEVRQIATEWLWLYNSERLYIGN
GGMTPIQKLNMAA
>ANB38389.1 ETC complex I subunit [Rhodovulum sulfidophilum]SNK001
MRARIYQPARTAMQSGQAKTHHWVLDFGPQSPRELDPLMGWTSSDDTQSQVRLRFETREAAEEYARRHGIETVVLRPKKR
APNVRPMGYAENFSVTRRGAWTH
>ANB38390.1 excinuclease ABC subunit B [Rhodovulum sulfidophilum]SNK001
MPQSTEPHAPGGAAIAIPPREKLEGGKRFVMHSDFAPAGDQPTAIAELAAGVRQGDRDQVLLGATGTGKTFTMAKVIEET
QRPAIILAPNKTLAAQLYGEFKGFFPENAVEYFVSYYDYYQPEAYVPRSDTYIEKESQINEQIDRMRHSATRALLERDDV
IIVASVSCIYGLGSPELYMAMTLDLEAGKTYDQRQIMADLVQQQYRRNDAAFDRGSFRVRGDSLEIWPAHLEDRAWKLSF
FGDELESITEFDPLTGKKTDGFDKVRVYANSHYVTPKPTIRQAITGIRKELKQRLAQLTDEGKLLEAQRLEQRTQFDLEM
LEASGFCNGIENYSRYLTGRAPGEPPPTLFEFIPDNAIVFADESHVSVPQIGGMYRGDYRRKFTLAEHGFRLPSCMDNRP
LKFEEWDAMRPQSVFVSATPSAWEMEQTGGVFTEQVIRPTGLLDPQVEIRPVEMQVDDLLDEVRKMAANGFRTLCTTLTK
RMAEDLTEYLHEQGIRVRYMHSDIDTIERIEILRDLRLGAFDVLVGINLLREGLDIPECGLVAILDADKEGFLRSETSLI
QTIGRAARNAEGRVIMYADRITGSMERALRETERRREKQIAYNEAHGITPETVKKNVDDILAGLYQGDTDMSRVTATVEK
PMHGGNLEAHLDGLRTSMRKAAENLEFEEAARLRDEIKRLEAVDLAIADDPLARQSAVEEAVEASARSKGRSSAGRAGQR
GGTRRRHS
>ANB38391.1 phenazine biosynthesis protein PhzF family [Rhodovulum sulfidophilum]SNK001
MIMYQVDAFAEEVLSGNPAAVLLLPDWLDEALMQAIARENNLAETAFAVARAEGGWELRWFTPTQEVDFCGHATLATAHV
LIAHEGQAAPLSFHTRVGVLHVTQGPSGYRLDLPRLDPEPLDALPAEVAAQFPGGVIAAFRNFENVFVELDGADRVRDFV
PDLAAIARLGPVGLVITGREGPGGRADFVSRYFVPGAGIPEDPVTGSIHATLTPYWAARLGRSRLTAYQASARGGWLDCE
LTGTRVMVAGAAVTFMKAEISLPGAERFRA
>ANB38392.1 hydroxymethylpyrimidine/phosphomethylpyrimidine kinase [Rhodovulum sulfidophilum]SNK001
MIANILTIAGTDPSGGAGIQADIKTFSALGAYSCSAITAVVAQNTQGVRSFVALEPGFVAEQIDAVLDDVRIDAVKIGMI
ANAAIAEAVADRLRHHAVKNIVLDPVMVAKSGHALLAPEAVAAVRERLLPLARIMTPNLPEAAVLLGRGDDWTAEAMQAA
LPELLALGPEWVLLKGGHLADSAESTDLLAGPGGVTPFAAPRLVTKNDHGTGCTLSSAIAALLPGRDMVEAVGAAKTYLH
DALTASEALDVGHGHGPVHHFHALWSDHPSM
>ANB38393.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MQTDDLPLHRLRPFEAAARLESFTRAAEELGLTQTAVSRQIGQLEAELGLRLFERRNRAVFLTEEGRRLAQVVGDALAAI
RAEIAAIRGSRDPDAIVLRCQLCEAFYWLMPRLSRFHARHPEIQLQLVSALAPLTEATSPFDVALQTTGRASGSARLLFT
AADAIFPVCAPSLLGDLRTPLAPEALLERPLLSHRVTPQDWFDWPDWFAAAGLAGRPKPRIVCFDSYPLVLQAAVAGQGI
ALGWNRTVSGLIDDGKLTPACGFTVERPNEISVFRGTRRSNYAAVDRLIAWLRSELN
>ANB38394.1 hypothetical protein A6024_10995 [Rhodovulum sulfidophilum]SNK001
MEYDAIILGAGAAGLMAAATAGQAGARVLVLDHADKAGKKILISGGGRCNFTNTGAEAACFLSGNPHFPKSALARYTQWD
FLALVERHGIAWHEKTLGQLFCDGSARQILAMLLDECARGEVDIRLATQIGEIGHGDGRFRVAGASAANLVIATGGPSIP
KMGATGLAYRIAERFGLAVVPPRPALVPLTLGPRDAAFRAIAGLSCPVTARVGPASFKEAALFTHRGLSGPAILQVSSYW
SPGTPVELTLLDNAPELLREARRQMPRARLRAALSEHLPNRLAELLATQIGLEKQLANCSDADLERAADPLARLSLHPTG
TEGYAKAEVTAGGVSTAALSSRTMAAKALPGLHVIGEAVDVTGWLGGYNFQWAWSSGWAAGMAIAERRAG
>ANB38395.1 cytochrome C [Rhodovulum sulfidophilum]SNK001
MRKILLTAALAALPLAASAADVKDDVVEARQGYYSLLGANMGTLVSMVKGETEYDGAKAQTAADNMLILTKYNIGHLYMP
GTSSEDMPGKTAALPKIWTDMGGVQEKGMAFVKAVENLQEVAGLDKGELAKGIQQVGGSCKGCHDSYRAKH
>ANB38396.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]SNK001
MWQRRQDRPLIAVTTSARSGWRVFPLVAFSLWLAGGRGVRWGTGRSADIDGVDGLIIGGGDDISPDLYGMQLVTSARLDP
ERDALERRLVEAAIARGKPVLGICRGAQMLNVALGGTLDQDAYGTYTASQRVWTILPRKAVTVCPGTRLAEIAGPDAMRV
NALHSQAVARLGDDLVVAAHDRGGMVQAVERRRDPFALGVQWHPEHLFYARRQRAIFAALVAAAAAGRRSHGQLSAVDTM
LEKTTL
>ANB38397.1 deoxyguanosinetriphosphate triphosphohydrolase [Rhodovulum sulfidophilum]SNK001
MLAPYACKPSESRGRLHPEEESAFRSCFQRDRDRIIHCSAFRRLMHKTQVFVVHEGDSFRTRLTHTIEVGQVARTMANAL
GLNVELAEAVALAHDLGHTPFGHTGEDALAELMAPFGGFDHNAQAIRIVTRLERHYAGFDGLNLTWETLEGIAKHNGPVP
RPLPYALAEYDARHDLELHTHAGAEAQVAAIADDVAYNNHDLHDGLRAGLFTEAELTGLPLLGACFAEVDAAAPGIDAKR
RRHEALRRFFGVMVSDVIDGARATLAEAEPASAAEIRALGRPVIGFSPVLYEGLREIRSFLFHRMYRAPSVVEMRAEVTD
IVRELFPLYLTHPEYLPRKWREDVAAATDETALARIVADYIAGMTDRFAMEEHARLTGAAPPARRV
>ANB38398.1 arginine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MNLFNDLRALVIDCLDAMAAEGALPAGLDFSNVAVEPPRDAAHGDMATNAAMVLARPAGQKPRDIAETLAGRLAADPRIA
SAEVAGPGFLNLRLAPAVWQGLVAKVLGQGAGFGRSSLGAGQKVNIEFVSANPTGPMHVGHVRGAVVGDALASLLDFAGW
DVTREYYINDGGAQVDVLARSAYERYREANGLEPEIREGLYPGDYLIPVGAALKEKYGASLLDKGEEHWLADVRLFATDM
MMEMIREDLAALGVTMDVFSSEKALYGTGKIEAALDRLKGMGLIYEGVLEPPKGKTPDDWEPREQTLFRSTAHGDDVDRP
VMKSDGSWTYFAPDIAYHYDKVGRGFNQLIDILGADHGGYVKRMKAAVAALSEGRVPLDIKLIQLVKLWKNGEPFKMSKR
AGTYVTLRDVVEQVGRDVTRFVMLTRKNDAPLDFDFDKVLEQSKDNPVFYVQYAHARISSVLRKAAGAGIAVDDATLAAA
DLTKLEHEAEIAVAKKLAEWPRLIEIAARSNEPHRVAFYLYELASELHALWNRGNELPELRFLQEGDAATSQAKIALARS
VAVVISAGLGILGVTPVDEMR
>ANB38399.1 hypothetical protein A6024_11035 [Rhodovulum sulfidophilum]SNK001
MAEIDFDAMRGAGGHDAAPSLKTMVNWAGGLVSLTLVAGLFVWGYQIVVRDVSGVPVIRALEGPMRIAPDDPGGRQAEHQ
GLSVNRVAAEGEAAPPPDMLRLAPAPVDLAGDDRPVIAPQPAAGAAADPSQPVLAALNLADTPATDAAGGALFDRAEPAA
EPVAPEAEPTEEEALTLPAGALRQSPRPAARPQEDLATRAAIASARAAMDAPAPAEIAADSVLPGTALVQLGAFDSGDEA
RGVWDSLSGQRSFAGFFSDKTRVIQTVDRGGRTFFRLRASGFADLAAARRFCAAVSAEGADCIPVVAR
>ANB38400.1 beta-hexosaminidase [Rhodovulum sulfidophilum]SNK001
MSHGVGAFIAGCSGLVLTPAERAFFAETRPFGFILFARNIADPGQVRRLTGDLRQAVGRKAPILIDQEGGRVQRLRPPHW
RAWAPALDQIAAAGPEMAARSMYLRARLIASELSELGIDVDCAPVADIARPETHEILKNRCYGTDPSAVIACARATAEGL
LAGGVLPVVKHIPGHGRASADSHLHLPRVTTGAPELEASDFAVFRALCDQPMAMTAHVVYDALDPDRPATVSPLAIAAIR
EDIRFTGFLMSDDVSMQALSGSIGDRARAAIAAGCDAVLHCNGDMDEMAEVAGACGTLKGAAAERAARALACRRPPEPFD
AAAAATALDGMLGKIAHG
>ANB38401.1 chromosome segregation protein ScpA [Rhodovulum sulfidophilum]SNK001
MAERGADPGDAEAEDVAARQAAEALIVDVDGFEGPLDMLLTLARTQKVDLRKISVLHLAEQYLAFVETAKSLRIELAADY
LVMAAWLAFLKSRLLLPPDPTEDGPSAEDLAAHLAFQLERLEAMRGVAARLMGRDQKGRDFFVRGLPEGVERVRRVQYTA
TLLDLMQAYARIRTKDDFRPYALDREAVYTMEEALERMRGLIGYAGDWIDLSSWLPEGWQADPARRRSATAAHFAASLEL
VKQGQLELRQAETFAPIQIRRKPH
>ANB38402.1 SMC-Scp complex subunit ScpB [Rhodovulum sulfidophilum]SNK001
MSRPPETGDDAEGSLFEAPPAAEQERMVEAILFASAEPVRVAEMNARMPHGCDAARALEALVRRYEGRGVHLVRVGEAWA
FRTAPDLGFLMQKETVEMRKLSRAAIETLAIIAYHQPVTRAEIEEIRGVSVSRGTVDQLLDLEWIRFGRRRMTPGRPVTY
VVTEAFLDHFGLESARDLPGLRELRAAGLLDNRPMPGSEDAAEAQGEMFEDES
>ANB38403.1 hypothetical protein A6024_11055 [Rhodovulum sulfidophilum]SNK001
MTTWEGLLHGIGFALQPGVLVYCVLGVVLGTFVGVLPGIGAMAAISLLLPITYYITPEAALIMLAGVYYGAQYGGSVASI
LMRLPGTPQSAVTSLDGYPLAREGRAGVALFTAMASSFAGSLIGIAVLVTLAGWLSRAATAFGAADYAAMMILGLVAAST
IGSSSPVKGFAMVVLGLLLGCVGTDVNSGVQRFTFGRTELLDGINLVALAMGLFGVAELIANVRDPDRQGVTARIGLRGL
MPRRDDLRRLPGPILRGGALGSFFGALPGTGSTLSSFLAYALERRVSRRPERFGKGAVEGISAPEAANNAASISAFVPTL
TLGIPGDPIMALMLGALVIHGIQPGPLMLEARPEMFWGLVASFGIGNLLLLILNLPLIGIWVSMLRIPFRWLYPAILVFL
CLGVYSVRGLTFDIAAVAAIGLAGYLLALARFSPALLLLGFVLGPLIETNLRRAMLIARGDPMVFLERPIAAGFMLATVG
LLALALWQAWRRRAAARTG
>ANB38404.1 hypothetical protein A6024_11060 [Rhodovulum sulfidophilum]SNK001
MQKDWPDILGGLVLATLGAAAAGWALAHYDIGSLRRMGPGFFPVVLGALLAGLGLAIALPALGREAGSRPGIEPRAAVAV
LAAILVFGFGLFRLGLVGATAAAVLIAALPAPHDGRIWRLVLALAISALTVLVFGLGLRMNVPLWPRLS
>ANB38405.1 hypothetical protein A6024_11065 [Rhodovulum sulfidophilum]SNK001
MTIPMTRRTALAGALALAALPAAAEDAWPTAPLHVYVGFPAGSSPDTLTRIITEPLAERLGQPVVVENKPGAGGVIGVQQ
MLANAGDGHSFATTINGPLTTAARLMTSTGYDAATDIEPVTLIATSPLVLAVSARSDFTDLESFVAAAGAEPEALSYGSV
GQGSGAHLTAELFADAAGVSLLHIPFTSYAEVTTSIVGGEIDAGFMAPSAALPQVEAGRMRLLGITSAEPFAQAPDVPVL
AGRAGLPEEFRAELWNAFIAPAGTAPAVIERLNTEIGEILAEPEVQEKLLAIGWQAAPGTPADLADRISADTAMWGAVID
RVEAKP
>ANB38406.1 methionine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTGATISFENVGKFFAGGAKGRVTALQDVSLTVTPGEICGIIGRSGAGKSTLLRMVNGLERPSEGTVSVGGKDVGRAQGA
ALRAIRRDVGMIFQHFNLLASRTVHGNIAMPLEIAGVPAAEIRSRVGDLIARVGLEAQADRYPAELSGGQKQRVGIARAL
ATRPKVLLSDEATSALDPETTQTVLALLRDINRDLGLTILLITHEMAVVRDIASHVAVIDQGRIVEAGPTYDVFVAPRHP
TTRSFLSGVTGITLPRFVSGRLVETRPGGAAEEVLRVTFAGAHATDPMLARMTAERGISVNILAGAIEEIGPHPFGNLLI
SVDAARGAEARDYLNRHGLSTEVLGYVR
>ANB38407.1 DL-methionine transporter permease subunit [Rhodovulum sulfidophilum]SNK001
MSANLIALLIEATLQTLYMVSAAALLGTLFGLPLGLFLATSQRGELLSAPLVNKVLGLVVNAARSVPFIILVVAIIPFTR
ALVGTSIGTDAAIVPLTIAATPFIARLVENAIREVDAGLIEAARAMGATPLQIIRKVLLREALPGIVLGLTLAVVSLIGY
SAMVGAVGGEGLGDLGIRYGYQRFMPDVMLAVVVILIVMVQLVQSFGEWIAARVDRRAPRNRGH
>ANB38408.1 metal ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MLRLIPLVSVLALSAGAALADDIRVGVSPGEHAEIMEQVAKVAAADGLTIDLVEFSDYVVPNQALADGDLDANSFQHRPY
LENQIKDRGFDLVEVATTITTPMGVYSDKIEDLAELPEKARVAIPNDPTNGGRALLLLQELGLVKLAEGTGLVPSPLDIE
DNPKGLKFLELDAAQLPRALADAEIAVINTNYAIAAGLSPKDDAIEMEAADSPYVNIIVVRDGDQDQPWVEALVEAYHSP
EVKAFIDEKYDGAVLTSW
>ANB38409.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MDGDFRTSFVREPGSLKHHPALVLNADYRPLCYYPLSLWPWQEAIKAAFLHRVDIVAEYDQVVRSPTRTIRIPSVVVLKD
YVKPQKRVAFTRFNLFLRDEFTCQYCGCKGDLTFDHVVPRARGGITSWENVVAACSRCNLRKGSKSLRQAGMSLRRAPRR
PAATDLRDVGRKFPPNYLHASWLDFLYWDAELEA
>ANB38410.1 DNA topoisomerase IV subunit B [Rhodovulum sulfidophilum]SNK001
MPDDLLSGASRDTYDASSIEVLEGLEPVRKRPGMYIGGTDERALHHLVAEVLDNAMDEAVAGHATRIEVELHVDHSVTIR
DNGRGIPIDPHPKFPDKSALEVILCTLHAGGKFSGKAYETSGGLHGVGVSVVNALSDRLRVEVARNRELFAQDFSRGVPL
GPVEKLGAAPNRRGTAVIFHADEQIFGQHRFRPARLLKMVRSKAYLFSGVEIRWKTAIADGDTPMEAVFHFPGGLADYLS
ETLEGASTYAERPFSGKVGFQEKFGQPGSVEWAVNWTPSRDGFIQSYCNTIPTPEGGTHETGFWSAILKGLRAYGELANN
RKAAQITRDDLMTGGCAIVSTFIREPEFVGQTKDRLATTEAQRMVEGAVRDHFDNWLASDTKAAGAILDFLVLRSEERLR
RRAEKETQRKSATKRLRLPGKLVDCSATNRDGTELFIVEGDSAGGSAKMARNRKTQALLPLRGKILNVLGAASSKLGSNA
EINDLTQALGTGLGTRFKIDDLRYDKIIIMTDADVDGAHIASLLMTFFFTQMRPLIDQGHLYLACPPLFRLTQGAKRLYA
LDEAEKEMWLEKGLGGRGKIDVSRFKGLGEMDAKDLKETTMDPASRKLIRVSIDEDHPGETADLVERLMGKKPELRFQYI
QENARFVQEVDI
>ANB38411.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]SNK001
MNETAQAALPTVAEPAAVSAPLRSAPEAAPPVASPANIAHAFETGEYPYRSKMSRRSYEAQKARLQAELLKVQIWAQETG
QKFVILFEGRDAAGKGGTIKRFMEHLNPRSARVVALNKPTEEEKGQWFFQRYVRELPTAGEMVFYDRSWYNRAGVERVMG
FCTPNEYLEFMRQTPELERMLVRSGVRLFKYWFSVTREEQRRRFEARETDPLKRWKLSPIDKASLDKWEDYTEAKEAMFF
YTDTADAPWTIIKSNDKKRARLNCMLHFLHGLDYPGKTPRIAHAPDPLIVGRAEHVIHKAEHMLGTSLHPDLRRGRED
>ANB38412.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SNK001
MWNERYAGDDYLFGTEPSAFLRREAARLQPGAQVLSIAEGEGRNAVWLAGQGHVVTAVEAAPNALAKAWRLAEARGVSVA
LCEADIERWDWAPDAFDAVLGIFIQFGDRACQDRIFAGMRQTLRPGGLVLLQGYAPRQVEYGTGGPGDPEKMYTEPLLRE
RFAGFEILMLRDYDTELADGQGHSGRSALVEMVARKPRPEA
>ANB38413.1 MATE family efflux transporter [Rhodovulum sulfidophilum]SNK001
MTSAQSLSLPAHLRATLALGLPLVGSHLAQFGISLTDAVMLGWYDVGALAAEVLATSLFFVLFVVISGFAWAVMPMIATA
AAAGDETQVRRVTRMALWICLGFGLLCLPAFFLSERVFLALGQTADLSAMAQDYLAIAGPGLLPALVVMVLKSYLSALER
ARVVLWITLGGVAVNAFGNYLLIFGKFGLPEMGLQGAALSSLIVNLVSMAAVVLYALWATPEHELFRRIWRPDWEAFWRV
FRLGWPIGLTSLAEVGLFVASSVMMGWIGEVALAAHGIALQITSAIFMVHLGLSNAATIRAGAALGRRDRTGLYRGAVAA
FGVSGVAVAVSLVAFLGWPEALVGAFIDPGSPDRAAVLAVGTGLLAAAALFQLVDAAQVMALGLLRGVQDTRVPMVMAGI
SYWLVGMPVSYGLGFGLGWGGIGIWLGLALGLALAGVLMMTRFWSRDWVPAAP
>ANB38414.1 aspartate aminotransferase [Rhodovulum sulfidophilum]SNK001
MSFLSATLARVKPSPTIAVSTKARELKAAGKDVIGLGAGEPDFDTPQNIKDAAKAAIDRGETKYTAVDGLPELKKAICAK
FKADNNLDYEPAQVSVGAGGKQILYNALMATLNPGDEVIIPAPYWVSYPDMVLLAGGEPVIVEGKMETGFRITPEALEAA
ITPKTKWFIFNSPSNPTGAGYTRDQLKALTEVLMRHPHVHVMSDDMYEKLTYGDFEFCTPAEVEPGLYDRTLTCNGVSKA
YAMTGWRIGYAAGPADLIKAMGKIQSQSTSNPSSISQWAALEALTGPQDFIAGNNAVFQRRRDMVVEMLNAAEGIDCPVP
EGAFYVYPSIAGCIGKTSPGGVVIENDEVFATALLEEKGVAVVFGAAFGLSPNFRVSYATSDEALKEACTRIQDFCASLN
>ANB38415.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MGTSETDTAEWYSEDAATFGDRVVAAREALSMTQTELAKRLGVRLETVKDWEDDVSEPRSNKLQTLAGVLNVSIMWLLNG
HGDGLEGPGDEAAIPGEVRTILGEIRAVRADMVRLGNRLGVLEKRLRGALKEHG
>ANB38416.1 hypothetical protein A6024_11120 [Rhodovulum sulfidophilum]SNK001
MTESTESRRKRMHIRAWRRGTKEMDLILGGYADDRLAAMDQAELELFDALLAQDDHALYQWVTGQDAAPDAFAPLVAELA
ARPAPS
>ANB38417.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSIHSPIPEGDHREVMTDYLEALSLVERLHRLLLDVIKDEFERLGVLELNSVQALLLFNIGENEVTAGELKSRGYYQGSN
VSYNLKKLVEKGYMHHQRCEIDRRAVRVRLTPKGREIREIVGGLFARHAEGLVARNVVDDNGLRDITAALKRMERYWSDQ
IRYIY
>ANB38418.1 hypothetical protein A6024_11130 [Rhodovulum sulfidophilum]SNK001
MVRLAGLLALAPFKAEAGCRLALLLALDISSSVDPGEDALQRAGLAAALAAPEVQAEFLSVPDLPVALAVYEWSGRYQQR
VVLPWQILDSPEAILGAAEAIAGSRRSYAAFPTAMGFGLGFGARLFDSAPDCAARTLDISGDGINNDGFGPELAYRNFPF
QGITVNGLAIGGGSPSDIEVFAFYRDRVIRGPGAFVEIARDFADFERAIRRKLMREVAARVYGGTVSVPPGGG
>ANB38419.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]SNK001
MKIRYLHTMVRVKDLEASMAFYRLLGLTETRRVENDKGRFTLVFLAPPGQEDCPIELTYNWDGDEGLPSDSRHFGHLAYG
VENIYDICARLQEAGVTINRPPRDGHMAFVRSPDNISVELLQIGEALAPAEPWASMPNTGHW
>ANB38420.1 FAD-dependent thymidylate synthase [Rhodovulum sulfidophilum]SNK001
MPVTEDQLAEIEAQRAETAPTRRVVAPGMEARLYSVHPVLDHGFVRVVDYMGDDAAICQAARVSYGRGTKAVSNDEGLIR
YLMRHWHSTPFEMCEVKFHVKLPVFVARQWIRHRTANVNEYSARYSILDREFYIPAPDALAAQSTVNNQGRGEVLEGEEA
ARVLDILKTDAGRCYDNYEAMLGQDGQKGLARELARMNLPANIYTQWYWKCDLHNLFHFLRLRADSHAQYEIRVYAQTIC
EIVADWVPLAYKAFEDYRIGGVNLSGPAMDCIRRMLKGEAVTQETSGMSKGEWREFEAVLAPAGER
>ANB38421.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRLTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB38422.1 integrase [Rhodovulum sulfidophilum]SNK001
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNKRRPHQALAMRTPAEAFTLAA
>ANB38423.1 hypothetical protein A6024_11155 [Rhodovulum sulfidophilum]SNK001
MSVIIAVILYLVTVLVFLALDALMLRHVMQPLFARYLGDWMRDRPRMGAAAVFYMAYVLGLVWLVSWPALVRGNPGQALI
EGMVVGAMAYGTYEFTNFATLKRWSPLQVTLDTCWGTLLTGISACIGVFVARIFV
>ANB38424.1 cold-shock protein [Rhodovulum sulfidophilum]SNK001
MPTGTVKWFNTTKGYGFIAPDDGGKDVFVHISAVERAGMTGLSDNQKVAYEMIEGRDGRKSAGDLRAI
>ANB38425.1 arsenate reductase [Rhodovulum sulfidophilum]SNK001
MIIYGLKTCDSCRKAKSALERMGKAVDFHDMRDDPLSREELARFLAALGPDLVNRRSTTWRGLDEAARAGDPLDLLEAHP
TLMKRPVIEAGGQLHLGWNAKTEAALAG
>ANB38426.1 threonine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MGQITLTFPDGNQRDFEAGITPAEIAAGISNSLAKKAISAQVNGRHFDLQWPITEDASIAINTMKDDAPALELIRHDLAH
IMARAVQALWPDVKVTIGPVIENGWYYDFDREEPFTPEDLGRIEAKMKEIINARDPVRTEIWDRARAVKHYEDNDEPYKV
ELVGMIPEDQQIRMYWHGDWQDLCRGPHLQHTGQVPADAFKLMKVAGAYWRGDSDRPMLQRIYGVGFRSRQDLKDYLTFL
EEAEKRDHRKLGREMDLFHLQEEAPGQIFWHPNGWKIYTTLQDYMRRQQERDGYVEVNTPQVVDRKLWEKSGHWDNYQEN
MFIVEVDEEHARQKAVNALKPMNCPCHVQIFNQGLKSYRDLPLRMAEFGSCNRYEPSGALHGIMRVRGFTQDDAHIFCSE
DQIEAEAKKFIDFLAKIYADLGFEDWTVKLSTRPEKRIGSEESWDRTEEALGSACRAAGYDYAVNEGEGAFYGPKLEFVL
RDAIGRDWQCGTLQVDPNLPERLDATYIGADGEKHRPIMLHRAVVGSFERFIGILIENYAGKLPFWIAPRQVVVASIVSD
ADDYVAEIVATLKAAGVRAEADIRNEKINYKVREHSLAKVPVILAIGQREVEERTVSVRRLGENRTETAALDAIVATLTA
EAKAPDLA
>ANB38427.1 valine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MPMEKTFDAAAAEQRLYEAWEKAGCFTAGANASRPETFCIMIPPPNVTGSLHMGHAFNNTLQDILVRWHRMRGFDTLWQP
GQDHAGIATQMVVERELAKEGNPGRREMGREAFLEKVWDWKGQSGGTIITQLKRLGASCDWSRNAFTMSGAPGAPAGEDG
NFHDAVIKVFVEMYNKGLIYRGKRLVNWDPHFETAISDLEVEQVELDGNMWRLRYPLEDGATYEHPVEFDEEGTPTAFET
RDYLVVATTRPETMLGDTGVAVHPEDDRYRHLIGKTVRLPLCGRSIPIVADDYADPTKGTGAVKITPAHDFNDWGVGQRT
GLRAINIMSTRAAMFLKDNADFAEGCDDARVADCIARFDGLDRYEARKAIVADAEARGWLDGIDSDRHMVPHGDRSKTAI
EPYLTDQWFVDTQKIVGPALDTVRKGMAAQEAGQFDETAGYTRILPERDAKTYFHWLENIEPWCISRQLWWGHQIPVWYG
LDLDASHFTDDEGDNALDDVELYRLLGEGFVQRGARHHCAADFEAVKAQFQDVLAGLPAPLHAMRVVEVAGRAAAEEALA
ESLAEYNLSQDPTGLIYPIWRDPDVLDTWFSSGLWPIGTLGWPEETPELAKYFPTDVLITGFDIIFFWVARMMMMQLAVV
DQVPFHTVYVHALVRDEKGKKMSKSLGNVLDPLELIDEYGADAVRFTLTAMAAMGRDLKLSTSRIAGYRNFGTKLWNATR
FAEMNGVFEGYTPTGEIPAPTETVNTWIVGETARVREAVDEALSHYRFNDAANALYAFVWGKVCDWYVEFSKPLLMDGTE
AQKAETRATMAWVIDQCLILLHPIMPYITEELWGTTAERAKMLVHADWPAYGADLIDLQADREMNWVIALIEEIRSARAQ
MNVPAGAKIPMLYTELDAAGQDAWARNEALIRRMARIDSLSAAETLPKGCVTIAVEGGSFALPLAGIIDVAAERARLEKT
LSKLEKDLKGLEGRLKNPKFVESAPEDVVEETRDLVEAKTGEAAKLRGALERLAELG
>ANB38428.1 xanthine dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPLRSPSGRGGPQMERTFGKSQTGPRFEDWRFLIGTGRYVDDIAPAAALHAVFLRSPVAHAEIRAMDLEDARAAPGVVAV
LSAGDLRAAGIGAAMGATVVTNRDGSAGAAPARPLLAEGRVRFVGEAMAVVIAETLLAAKDAAERIVFDLHDLDPHLALT
VGGPQIHPEAPLNLAYDWATGDEAAVHEAFRTAARTVRLEVADNRVIVNSMEPRGAWAEWADGRLHLCVNGQGVWDQKAK
LAAMLDLPETAVRVTNPDVGGGFGMKAMSYPEYYVIAHAARALGRPVRWMSDRTEAMLSDNAGRDLVSMVEIAFDAGHRI
TGYRVETLSNLGAYNSEYAQPIQSELFAKVLTGAYDIPVAFLAVKGVYTNTTQVDAYRGAGRPEAIYALERTMDLAAREL
GLDPWELRRRNFIAPSAFPYRTPTGESYDVGDFARVLARVETMADRAGFAARKAGSAARGRLRGLGLCYYIESILGDPTE
GAEIAFPEDGTVALYVGTQSNGQGHETVYARFLAEQAGLPVEAIRVIQGDSDLIARGGGTGGSRSVTTQASATLAAIEVM
VAAFTPFLAAEMGVEMSDLGFDEGRFRAPGSNLTPGLIEAAAMARRAGRTDLLRHRADYTLPGRSYPNGAHVAEVEIDPE
TGETRVLRYTVADDFGTLINPRLAEGQVHGGVAQGLGQALCERVVHDDYGQLLTASFMDYAMPRASDLPFVQFGTEPVPS
TANPLGMKGCGEAGTVGAMAAVGNAVLDALWSAGVRRADMPFTPERVWRLLRAAV
>ANB38429.1 5,10-methylenetetrahydrofolate reductase [Rhodovulum sulfidophilum]SNK001
MTAPRVSFEFFPPQTLEASFRLWEAAQALAALKPAFVSVTYGAGGTTRKLTHEAVQTIHNHYGLNVAAHLTCVDATRAET
LEIAEAYSAAGVNEIVALRGDPPKGQGAFRPHPDGFANSCELIEALAATGRFRLRVGAYPDPHPEAGAPDADVRWLKRKF
EAGADTAITQFFFEAETFFRFRDACEKQGIDGAKIIPGILPIEKWAGVRRFAQRCGAHVPAHVDEAFETAIRDGREELLG
KAMATELCTELMEGGVRDFHFYTLNKPHLTRDICHALGVLPDAHLEKVA
>ANB38430.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MHLELRHLRTIKAIHDAGGLARAADRLNITQSALSHQVKGLEEQVGMELFVRRTKPLRLSSAGLKLLRTAERVLPEIAAL
QAEFEGMTSGRAGRLHIALECHACYDWLLPVLDSFRKAWPEIDVDIRPGLSFEALPALAREEVDLVISSDPETIDGIGFA
PLFDYEPVFLCAASHPLAGRAFIRAEDFRGETLITYPVERSRLDVFTGLLGPARVEPLAQRQVELTAVILMLVASGRGVT
VLPDWVVREARSNADFAVLPLTEGGLTRRMYAATRSEDTAKPFMAHFVRLARSEPVKLQRGTAG
>ANB38431.1 inositol monophosphatase [Rhodovulum sulfidophilum]SNK001
MQGSANLNIMIKAARKAGRSLVKDFREVENLQVSMKGAGDFVSRADTAAEEILRQELRGARPTYGWLGEETGGEDGDDPT
RRWIVDPLDGTTNFLHGLPHWAVSIALEHKGEIVSGVVFDAAKDELFFAEKGAGAWMNERRLRVSSRARMIEAIFATGVP
FAAKRTLPATLQDLARLMPHCAGVRRWGSAALDLAYVAAGRYDGYWERELNAWDVAAGLLLVREAGGLVGPIHEGRDPLE
HGEVLVANEAIYDHFAKAVRNS
>ANB38432.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]SNK001
MFPLRDHNPSSRFPFVTLALIAANVAVFLFCLPLFSNPKALHALFMEWGMVPALITQSGDWSGMLTSMFLHGGVLHLAGN
MLFLWIFGDNMEDRFGHLGFLLFYLAGGVAAALLQYAVEPSSPIPVVGASGAIAAVMGGYLLLFPKARVDLLIILIVIFR
VIPVPAWLMLGLWFGLQLYSGASAPADEGGVAYWAHSGGFIAGLALTLPLWLKLGGPAFWNRTAGSPPHPVGVYRATSVP
RVRRRR
>ANB38433.1 bifunctional proline dehydrogenase/L-glutamate gamma-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SNK001
MQDDTVPLRDRIEAATYAPQTQVLEGLLEATGLDDADRRRIEAAAVRLVQAIRAGERPGLMEVFLAEYGLSTNEGIALMC
LAEALLRVPDIETMDALIEDKIAPSDWGRHLGRSASPMVNASTWALLVSGRVLERRDPGLIATLKGAVKRLGEPVIRSAV
ARAMREMGRQFVLGESIEAALERARDLEALGYTHSYDMLGEAARCEADAERYYQAYSHAIAKIGLAATRNDVRSNPGISI
KLSALHPRYEVAQRDRVMAELAPRLLELALKARSMGMGLNIDAEEADRLVLSLDVIAAVLADPRLAGWDGFGVVVQAYSP
RAGLVIDALYALAERHDRRLMVRLVKGAYWDSEIKRAQEAGVEGFPVFTRKAATDVSYIANARKLLRMTDRIYPQFATHN
AHTVAAILDMAPDDMDSFEFQRLHGMGEALHRIVMEKGLGTRCRIYAPVGAHRELLAYLVRRLLENGANSSFVNRIVDET
VPPEAVATDPLSELEAQLDAEAPAGLRPGPALFEPDRRNSRGWDLAHGPHLAQIETARAPSRRAHFNAAPRLAGPVRAET
PAPRHSPSDPTDLVGWVQEASTRDVVTALAHARPWNIPERRCAEVLRQAADLYEAHAGEIFALLAREAGKTLPDAVGELR
EAVDFLRYYAARIDGLAAPARGLFVCISPWNFPLAIFTGQIAAALAAGNAVIAKPAEQTPLIAHLATGLLHEAGVPPECL
QLLPGDGRIGAQLTSDRRVTGVAFTGSTETARLIQRAMATHMAPGTPLIAETGGLNAMIVDSTALPEQAVRDVIASAFQS
AGQRCSALRCLYVQEDIAPGFLAMLQGAMAELRPGAPWELSSDLGPLIDAEAHAAIAGHVATARAEGRVIWEGSAPREGH
FQAPVAIRVPGIEAIEREVFGPVLHVATFAGGELDRVVEAINASGYGLTFGLHSRIDDRVERIAGRLAVGNVYVNRNQIG
AVVGSQPFGGEGLSGTGPKAGGPHYLPRFTERPAPEAHVSTDPVGGAPAAPEAVAAAVRAAQPARGPETLDLPGPTGEAN
RLTTLARPPLLCLGPGPGASAAQAEAVRAQGGAAVTVEGLLEPAALKDIEGISGALWWGDAETGRAYALALAERDGPILP
LIAGMPDPAHVRLERHLCIDTTAAGGNAALLAEAGSA
>ANB38434.1 ATP-dependent carboxylate-amine ligase [Rhodovulum sulfidophilum]SNK001
MILLATNKRDITSDFIVLELKRRGIEYFRLNTEDLPLADIQFEPQSGWRLKFEKSSLNLSDVRAGYFRRPGTPEIPGGIE
DRGAQEYLKSEWTAVLRSLWNSMEGKWLNSPFSILRAEDKPRQLSVATDIGLKVPQTLIGNTFDAVRIFQNNTPVVGKPL
RHSLIDHGPTGSVIFTHRVAPLEDQDRAAVEISPVIYQAEIEKFFDVRVTIVGARVFAVAIYSQTQLETQVDWRRGGRLD
LQHEVVSLPEEISQKCLALTRCLGLQYGAIDLVCDTDGLYWFLEINPNGQWAWIERRTGSQISQAIVDTLVEISS
>ANB38435.1 hypothetical protein A6024_11240 [Rhodovulum sulfidophilum]SNK001
MGRPSRLLRPSGRSFQRALVKRLILQCYDGIEQLVRKIHVAIFQSSGSFLLFRRDLRIIAGPGIQLLFQSSVTLCDFNKF
FAIALRHDIDFPCGLKRRGNLPLVQRELFPEQRQEFLLLLCAFLQPLGGCIKFLFQLLKKLGRNAADDFHITAGDTSPGG
QGAARGGHVTAKGPDGVSWYCEAE
>ANB38436.1 hypothetical protein A6024_11245 [Rhodovulum sulfidophilum]SNK001
MGDTPQPIYFRPRDAKALFGVSANTVRRWLERAGPAVRTIKMGNTRLIHREEMEVWLEANGEKA
>ANB38437.1 hypothetical protein A6024_11265 [Rhodovulum sulfidophilum]SNK001
MPVDDAKIRAAMIEGARETPDPTAPVYALMLDLQVTLWRQLGTKAVPADFNVSATSFEAWRADLVTRIMRGYGDPVQEVL
TRLAVVQRFDRTAFQAVTPEFNIPLADSAFDSLAGLSLMSAEEDGWLTPHRAIADAIVEAAHPALLEASRTFLL
>ANB38438.1 chemotaxis protein [Rhodovulum sulfidophilum]SNK001
MPAFLYRIPSRIYSIVIVALALSALISFLLLSRAVENAYDMRKTELHGMTDAAISLLSGLQARVAAGEIDKATAEARGRE
LLETLRFGASGYVFALTNDLVITAHPMLPDWVGTDKSGYADVNGLKLFQEMRKVALRDGSGPVEYWFKKPGETEPEMKLG
YVQEFKPWGWFVGTGAYVSDIQGEMASMRHASAITQIVGMLILVAISFVLVRSVTRPLASFVLSMNDVADARYETAIPEA
RRRDEIGDLGRNLAAFRDKLAESERQAAAREEDRHEQERVVADLASGLRSLSEGDLTSTIDMKFADDYEQLRQDFNATVE
TLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSG
LVVRDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLALNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLI
SASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATGAQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTM
KQEAGNLQTLVARFRLKGPAAAVSPHSRTETAIPAAAPPPAAEFELPKRAVVNDAGWQDF
>ANB38439.1 phosphatidylglycerophosphate synthase [Rhodovulum sulfidophilum]SNK001
MLDGVMRRLIDPPLDWLGIRLAACGVTADAVTLAGLGAGLLAAAMVALGAPGLALVPLLAGRLADGLDGAVARAGRKTDF
GGYLDIVADFLVYGAVPLGFVLMDPVANGAAGAFLLTSFYVNGATFLGFAILAERRKMETRARGTKSLYFTGGLLEGTET
IAFFAAICLWPGLFAPLAWGFGALCFVTALSRVLLARRVFPEG
>ANB38440.1 imidazole glycerol phosphate synthase subunit HisH [Rhodovulum sulfidophilum]SNK001
MLTAIVDYESGNLHSAQKAFERVARETGAGEVAITSDPDTIRRADRVVLPGDGAYPACHRALFDHRGVFEAIEEAVISGG
RPFLGICIGMQMMASRGLEYEVTPGFDWIGGEVVRIAPGDPHLKVPHMGWNDLVIETPHPVLDGIATGDHAYFVHSYHFR
VADPAHRLAHCDYGEPVTAIVGRGTTIGTQFHPEKSQATGLRLIANFLAWAP
>ANB38441.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]SNK001
MRTAKITRKTAETEISVELGLDGSGRYDMATGVGFFDHMLDQLARHSLIDMTVRCQGDTHIDDHHSVEDTGIAIGQALAQ
ALGDKRGIRRYGSCLLPMDDALLRAALDLSGRPYLVWNVDFPTEKIGGFDTELVREFFQALATHGGITLHVDALHGLNSH
HIAEAAFKAVARALREAVETDPRKADAIPSTKGAL
>ANB38442.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTACVFVQLRCRPGKTYEVAEEIVLRELHSELYSTSGDFDLLMKLYIPEDQDVGKFINDNLLDIPGIDRSLTTLTFKAF
>ANB38443.1 acyl-CoA thioesterase [Rhodovulum sulfidophilum]SNK001
MPELSPERGEPVIRTIAMPADTNPAGDIFGGWLMSQMDLAAGSVAARVSRGRAATIAVEGMQFLKPVKVGDEVTLYAHLV
KRGRSSMTIEVRAWHRPRCQEWSEQVTRATFTFVAIDGNGRSRPLPDPVQAG
>ANB38444.1 hypothetical protein A6024_11305 [Rhodovulum sulfidophilum]SNK001
MTKTESGERPARLHLLGALCLTDAEGRDFTPKSRKAQALLALLALSPRGTRTRIWLRDKLWSESDEGRASGSLRQSVYEL
KGALKGIDAGILTTERNALGLDLDRLWVDLRAIREGGGALPAGVDPDADLLEGFDISDEEFEDWLTMERSAWERLRETLT
AAPPKAADAPAPPEAPAPRRMPRVIEIGLLPGIVHGGLRSGAFIGDYIIEAVARALLDYHPVQIVDLREAGEAEPRPGEP
DFLIRTRTLVVGDTASVSFLVYENGTNTLVLSQSMQTRQKDFYEDEFALTNQFVAQNVDHLAKIIGGTRDGPSGIRNDYS
ALIGYGVLAGMFDLDPGRMQATTDALDRLNERTENSLFPSLGAYASSFALGENIGGWDRARRERTEALAMDLLQANPFNS
IALACIGHVMGFVLDRHDIAADIFGRAVRLNPMQAFVWDHLALHELYCGDLDRARAASDRAVNLGKYSPISYTYETTACM
VATLSGDHARAVALGRRALLKQPRFNAAMRYTLAALGHLGERAAAQALGAELLRLDPGFGDRETREMRFRLPCREASAHV
LEGIERAGF
>ANB38445.1 hypothetical protein A6024_11310 [Rhodovulum sulfidophilum]SNK001
MPRGQRACAGGDRTGRFLRGENVTKSLDILKKAEFVVTTAGLVLKGTGGSLGDAGFPGFDGAEAASGGALSTLLAMNRSS
LNRNRNRNRNRNRNRNRNRTTRENRESGADTDGARLTLEPWRERAALYGMEAQWIDLPVALPPALDQLRAEAIELLKKQV
RLARVDQAMRREEILRESRLELSAYLRPYGIEGRSGYSATIGLVLLVLLLCDEIGLRYKERFDVLRPNTVEPRLRPFLPI
PAHASYPSNHSFQSFSVAFVLSRIVPEHPASSEVFVAARRVAENREWAGLHYPSDTRAGHDLARMILPVLEIVCRDQMLA
AQKEWI
>ANB38446.1 hypothetical protein A6024_11315 [Rhodovulum sulfidophilum]SNK001
MFGDETGRPQGREIYDDYAALWHLESIGVLGLLRDGPRPCKGRKSRVAVIDTSVAVDHPCLATAIDRDLAIDFFSNRLGA
FPCHPGDHRLRLDPPNLATSVADDLPETRALLGELVDRLSPGAVAHVNGVAPATSPDFSNHGTAIAGLVGARPALVEIAA
EYRGAGAQALSVPLPYAGVDPFCELVPISTSFDTDPEMLILAFLYAEIIGADVVLLPRSIPDPGRLVPELGGVDLEGEDL
GTLATQVEIPPRERALWDELARLIVAVSMRRPVVCAAGNSQESGGIYPANLASEHNGVIAVGAANAKGMVAGYSQAAGAT
VLAPGNDVETFDRVSVRLDEQQARFADRLCPPRNDNRKFSHFEIVTTDVPGRHGYSYSPYASDEPAEGLREFGSYFCRFG
GSSAASAIVAGFVSLGRSLGEIDDCADGPAARNWLLSRCVPITTDEGSFLYPSWTGKVSFPDLYGL
>ANB38447.1 50S ribosomal protein L9 [Rhodovulum sulfidophilum]SNK001
MQVILLERVAKLGQMGEVVNVKDGYARNFLLPQSKALRANEANIARFEADKAQLEARNLETKKEAEALAEKLDGQQFVVI
RSASDGGALYGSVSPRDIGDAATEAGFSVDRKQVVLAGPIKELGLHTVHVLLHPEVDVTVSVNVARSTEEAELQASGKSI
QDLAAEEEAAAEFEIQELFDDIGSAASDDEDDEQA
>ANB38448.1 30S ribosomal protein S18 [Rhodovulum sulfidophilum]SNK001
MAAKPFFRRRKVCPFSGDNSPKIDYKDTRLLQRYISERGKIVPSRITAVSSKKQRELARAIKRARFLALLPYAVK
>ANB38449.1 30S ribosomal protein S6 [Rhodovulum sulfidophilum]SNK001
MPLYEHVFIARQDLSNAQAEGLVEHFSTVLADNGGKVVDSEYWGVKTMSYKINKNRKGHYAYLRTDAPAPAVQEMERLMR
LHEDVMRVLTIKVDAHEEGPSVQMQKREERDHRRDRR
>ANB38450.1 hypothetical protein A6024_11340 [Rhodovulum sulfidophilum]SNK001
MNLIPAAATAALMAATALPALAEPVDYSLDPSHSQVLFSYEHLGFSTTWNLFSGWEGTVSFDAEDPAASRVSVSIPTEAL
FTGWEDRFQHFMSDAFFDAAENDLVTFTSTDIELTGEETAKITGELTLNGITKPVVLDARLTQHGEHPMEKRDWLGFYAT
TTLSRSEFDMGEYVPAVSDEVEVQISIEAGKVAD
>ANB38451.1 hypothetical protein A6024_11345 [Rhodovulum sulfidophilum]SNK001
MRGLFNRPITKLSFVPPAPRPGRSGLAIVLIVKNEARHIGEWARFHRAAGAAHVYAYDNGSTDGTAAELAAALGDRLTLL
PWDQKLFDGRSGREIHNQVLAYAHALRNFGGAHRWMACIDADEFLVPKQAESLEAALAHLGDIPSVTLPWHNFGRNGHDA
PPAGGIVANYTRRAADPLSGARGVTNFKTLVDATRVTALKVHSVWVDGQAVTWNDRGERTDHKGRADPAFYSADHLQLNH
YYTRSEQELAAKIARGSNQSVEARRHADRIRRNVANIEASEAEDCSAPDFLARKG
>ANB38452.1 malonyl CoA-acyl carrier protein transacylase [Rhodovulum sulfidophilum]SNK001
MRAFVFPGQGAQTIGMGKALAEAYPQARAVFEEVDDALGESLSELIWQGDQAELTLTRNAQPALMATSMAAMAALGAEGV
SVTAASFVAGHSLGEYSALCAAGAISLADTARLLRLRGEAMQAAVPVGEGAMAALLGLDLAAVREVAAEAAAGQVVQAAN
DNDPAQVVISGHAAAVERAVELAKTRGARRAVMLPVSAPFHCALMAPAARAMAAALEEVEIEVPLVPVVANVRACGETDP
ATIRTLLVDQVTGAVRWRESVAWMAGQGVSEIWEIGAGKALSGMVKRIAREVATRQVGTPDEVTAAVDGMNAAA
>ANB38453.1 beta-ketoacyl-ACP reductase [Rhodovulum sulfidophilum]SNK001
MFDLSGKTALVTGASGGIGGAIARGLHAQGATVGLSGTREAPLAELAAELGERAHVLPCNLSDPEAVEALPKAATEAMGG
LDILVNNAGITRDMLFMRLKDEDWQSVLDVNLTAAMRLCRGAMRGMMKARWGRIVNITSVVGTTGNPGQANYCAAKAGLV
GLSKSLAHELASRGVTVNCVAPGFIATAMTDKLTDDQKGGILGAVPMGRMGTPEEIAAAVVYLASPEAGYVTGATVHVNG
GMAMV
>ANB38454.1 acyl carrier protein [Rhodovulum sulfidophilum]SNK001
MSDIADRVKKIVVEHLGVEEDKVTENASFIDDLGADSLDTVELVMAFEEEFGIEIPDDAAETIQTFGDAVKFIQEAV
>ANB38455.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTLDQLRIFIAVAEREHVTQAAAFLNLTQSATSAAIAALEERHAVQLFDRVGRRIVLTDAGRLFLDEARAVLARAEQATR
LLGDLAGMKRGRLRLAASQTIANYWLPPRMQRFRREHPGIVLELAVGNTSDVAQMVHAATVDLGIVEGEIDDTALAIQSL
SGDRLALVVAPGHDWADRPPSGPDDLKAGPWVMREAGSGTRAVCETALARRGLHIEDVEVAFELPSNEAVRVAVESGAGA
AILSTLVVAPAIDAGRLVPVAFDLPPRRFHMLRHKERHLSLAEQRFLELA
>ANB38456.1 hypothetical protein A6024_11380 [Rhodovulum sulfidophilum]SNK001
MTQVASRQWVNSGPGSVLPGLLLATLIAALAFGLRHIPGIGVLSPLILAILIGMAFHNLIGTPAIARPGTSFSVKRVLRA
GIILLGLQLTAQQVIAVGGVGVALIVATLLATFAFTTWLGRMLRVEARLTQLIAAGSSICGASAVIATNTVTRARDEDVA
YAVACVTIFGSLSMVLMPLVGGLLDMGPHTFGLWTGASIHEIAQVVAAAYARGQEAGEFGTIAKLTRVMMLAPMVLGLGV
LASRRLRRDGGEADRAVPPVPWFVLGFVAMVGLASTGWVPDATVHVTTDITQFLLATALAAMGLETDMRKLAAEGLRPAL
LGAGAWVFISLFSLALILFLA
>ANB38457.1 hypothetical protein A6024_11390 [Rhodovulum sulfidophilum]SNK001
MLATFGWGGAALAQSAYDVVISGTETAPIDMDTRHSGGGILHLEQGGSLSVTSNTQNAINTSTSNAWEFQIDGTLRADGT
ASGIASHTDDTVKVGSTGILESLNGGAAIYNGWSGMTVENSGRITSDKFSIMIANDTLSLTNNAGATIEGTVQMATGGTS
STIDNSGDISGRDGRAALHLEGGTTIYNRAGAKMTSEYNVITAVSGVGYLENDGSLTSTNTTYNGTAAAAFYKSGTVANS
ATGTMSADIGAWIGNGDELSSTKGTLTNDGTITGKGHYGALFYNLMDANLTNTGTLQGATDGATFSGMTNGEITNSGTIT
GNRGLYFMNSSFAPTGHASITNSGTIKGTGTYALEKTSGISYDLTLDTGSNLIGQVQADSGDTLTLKGTGTEDEDLKGFG
SLTMAGNAWTLSGSVQADALTVSSGTLTLTGTDLSFGSVDLAGASTLIVNGNFNSSGEMTVASGSRLGGSGTFGEITVQS
GGILSPGNSIGTLNVTGDVIFDAGSVYEIETDPTGTSSDKTIASGDIVINGGAVQHIGFDGTYDPSATYRILEGGTGLTG
AFDSVTSDYAYLDPSLVYDRGNYTVDLKLLRNDISFSDKVGTTNQRAVSAVSEAAGHGNAVFDAAAFLPDDTAVLGAAFD
SLSGELHASLQSSLVENTDLLRTTLGQRLRSIGANGAPEGEGYTSRAATGADMVRAADAPEIWVEGFGAWNRKDGNDNAA
ALRENTGGFLVGADMTVYEATHLGVFAGYGRTELHVSERASSATADSFHIGAYGSRSFAAGSGLLSLRGGASYSLSDVDS
DRTVAVGALTGAQTANYHAGTAQVFGEAGWSVDLGLAEIEPFAGLAWVGLNTDSFTEDGGAAALAGQSQDMSTLFTTLGT
RGSAQIEIGTLPLELTGALGWRHAYGDVTPLSTASFDGGAAFTVEGAPVIRDVALLEAGASLSLSDMTQLIVGYKGQIGD
NVREHALTLRLSARF
>ANB38458.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAIWIPDLSNRDGPKYLRIVEAMAEDIATGCLPAGTRLPPHRELAYQLDVSPNTTSRAYAEAVKRALLKGEVGRGTFVRS
TDAASGQAEPETLRRRESGPIDLSRNLPMPGLSEQHVRRVLSEIANETSLPSLLDYQTDADLVHHLAAGQTWLAHCGVSS
ELECIVPVVGGQHGIMSVLMALLQPGDLLLAEALTYTPILTMAARLDLQTGAVAMDDDGVVPEAFEAWCREANPKAFYLT
PTLQAPTTVTLSKERRARIAEIAAQNGVILIEDDVFGPLKSNKPAPLAQIAPETTIYVASLSKAVAPGLRVGFLKAPTKL
ASALHQSVNLSVWMTPPLTLEVARRLIEDGTAGELTAQQQRIAKHRQNLVQSILGIEAVPNLSDGFHVWLPLPEGWRADV
FSSECARLGVHVSEGRSFAMNASDAPEAIRLCVSHEANEERLKRGLEIAAGVLRQKPIGSSMKI
>ANB38459.1 hypothetical protein A6024_11400 [Rhodovulum sulfidophilum]SNK001
MKMALFIDGEQEAITLCYRQETRILEILLSGVVTLGKIGGIRPHGAENTAFGKQLADRNLSMV
>ANB38460.1 hypothetical protein A6024_11405 [Rhodovulum sulfidophilum]SNK001
MTEIIEQQDIGVGMIATAGPRQMTRDEAIVESQAWRLAFKEEGKKFATGKWSGGSVLDFVNWIGENYPFENRRDPIPSWQ
KREQSLRLEKNPHKALKKYKDFMTQTENIRDVIEESHLQVEMYIDEQIDRMRGK
>ANB38461.1 hypothetical protein A6024_11410 [Rhodovulum sulfidophilum]SNK001
MITDSGLEQSRELAENMDHWLDFIDRGLNDQEVPLSQRPLQALMMLFREGAIEVNAGDERIDDPKNLGKSVEKLWFRVLF
DAVEYWYVERYGAPAMKSGGNASLKGAQMIREVPFAISVPANRNVLEEEGELAWMYFEDGLGEGEDATAWIVDGPDLSKL
ESEARETVDAEAKRTAEILRAIEFRRVTFPSDGDHEVHKLIQSTLTYLSQAAHRMVSGQRPEIGPAWFDLQVANEAALKA
VIRNDTGKQPHIHPLDDLLRRAQQHGVLFESSRISGWPRFSDISCWRYGQGSPPGVARLYSAYQMSLELVSACMSQIKPG
MGSGFGVLIRYTPWGTKNALGEYRE
>ANB38462.1 hypothetical protein A6024_11420 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGRRS
>ANB38463.1 hypothetical protein A6024_11425 [Rhodovulum sulfidophilum]SNK001
MRRILKRGAAATALALSFVGGNEGLKTEAYLDIVGMPTVCFGETRGVALGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEDLIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>ANB38464.1 hypothetical protein A6024_11430 [Rhodovulum sulfidophilum]SNK001
MHLVPHWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB38465.1 hypothetical protein A6024_11435 [Rhodovulum sulfidophilum]SNK001
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>ANB38466.1 hypothetical protein A6024_11440 [Rhodovulum sulfidophilum]SNK001
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTDARALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEVTGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>ANB38467.1 hypothetical protein A6024_11445 [Rhodovulum sulfidophilum]SNK001
MRGMTAALALILLASLALVLLATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEI
TLNRIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGD
PYHWGQVGSDYQGRVRLRVHNGTEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVLD
PRDGQVKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRAEDRYAFNGVLETEATAAENLN
DLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYI
AADNGEPLVLDMGELPGETGFVRGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVH
IGKDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAAMTDNPFV
DTWQFAWRPVSAAEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPRAITGLSVQASGG
AVAMLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVR
AASIIPTTTVATLAEAPGFAGTATGCSAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWEPSG
TAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDAARWGPWQSFDAADYSGRAFRFRAVLGVESPDYTIGITGLTVTALQ
AA
>ANB38468.1 hypothetical protein A6024_11450 [Rhodovulum sulfidophilum]SNK001
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>ANB38469.1 hypothetical protein A6024_11455 [Rhodovulum sulfidophilum]SNK001
MDASGDRILGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGREFPCYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRS
>ANB38470.1 hypothetical protein A6024_11460 [Rhodovulum sulfidophilum]SNK001
MAAMEYDGPHGMISADPVVAVAATARAQALVLQLARAGDRVLPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPV
APGDPVAMRAPFGTWALAGPETVLSVSQARVRTRTLQIMEAL
>ANB38471.1 hypothetical protein A6024_11470 [Rhodovulum sulfidophilum]SNK001
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVAKLEGADAVPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTARGATDG
>ANB38472.1 hypothetical protein A6024_11475 [Rhodovulum sulfidophilum]SNK001
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDEFWRDLPVSSVTGAMCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAP
KVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGHRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>ANB38473.1 CRISPR-associated helicase Cas3 [Rhodovulum sulfidophilum]SNK001
MGILDWPGKSASISGSKPHPAAYHMLDVAAVFERLIEPFGVNNRLRDALVLLSALHDLGKISDSFRCMLEERAPQRFRHW
QLTEVLLYEFDPFLAEHLGGTPWVRQLLYASVSGHHGRPSKLDLGGLGYPGRRPRDYRLALAAIGSAQADAATTLSRFCE
LWPDASLDEVTEDHAVTLSWWLSGICTAADWVGSNTSWFQPKAEVTSLEEYLDGTRRVAVDAVCGAGLSGALTKNERLFD
FALRPMQTACADVPMIEGPMLAVIEDETGAGKTEAALLLAQRMLLAGKGRGMFVALPTMATADAMFRRAADVVGKLFGED
ASLTLAHGRAGLSVAFRDIVNSTARSEDDATCSDWLAESRRRALLADVGVGTIDQALLSVLPVKFQALRHFGLSSKILIV
DEVHELGEPYIGAELEALLRMHRAVGGSAILLTATLPMKQRARLLSIYGGLSDSPAYPALTVAGGVARTDLPQATGPKGA
VQVVRLANQDDAVAILAEHAGRGSACVWVRNAVDDAISAVELLRSRGIEARLLHARFALSDRKRIEAEILARVGKAGVDR
SGFVLVGTQVLEASLDLDFDVMVSDLAPMAALVQRAGRLWRHMDVRPGAARPVPAPILHVLSPDPGEVTSDRWLQSVLDR
GAYVYPVADQWRTAKVLFDAGRIEAPSGLRTLIEAVHGEETIPAPDVLSDAESVAEGKGAAARGHAAQNIVELAAGYRMG
GQANDDAIYPTRLGEEQRVLVLARWEDGRLFPWAVDMFEGWALSEVSARRSRLDALPLPDQSAPEIMAITRDWPDWKRAE
QRLCPVAEDGHICAGLRYDERLGLILGEIATKVGI
>ANB38474.1 hypothetical protein A6024_11485 [Rhodovulum sulfidophilum]SNK001
MNLACYELLIGLVFLADPPANNGDWQRRFAPDPDRLKEKLARFAVAFDLLGDGPRFLQDLAPLDGTPNPVDMLFIDSAGA
NTAKNNADLMVHRDRYGMLDLPLAAMALYTFQAHAPSGGAGNRTSMRGGGPLVTMVDPGDGLWSLVWANVPCGRSSDPDI
LPWMKPTRLSEKGQKSHPPEGQVFSAEAFFGMPRRLRLVGSGAGIEGVIQKPWGAHYASWKHPLSPYYRLKAGAEWLPKH
PRPGRFGYRNWLGVIAREAGSENSELSLSLRDWGQRGGEASVIVAGWAMDNMKPRDFVLSVQPFLDLPIAAEDMLVGLIL
AADAAAVALRGALAAVLSEGDAREAAREAFFAATEGMFLDHLQTVKAGGSPCADWLNDLRRQALSQFDALAMPGLDRRES
DRIREIVEARKTLSGCFAGYGKQGKALFQHLGMEPPVRGNTRKSA
>ANB38475.1 hypothetical protein A6024_11490 [Rhodovulum sulfidophilum]SNK001
MSDDPKSPGAIARGWWRANLGARESAAARALAARLRRAAPMAALCEPAVMELARALHMGPGKADSLVRLVCLLAEVREED
AATLARRLGGSDPTMSPLRFQRLMRAEGDELIALLRRAVGMADRRCNVAALAQDLLYWEEARPRWCFHYFGADAPRDDLK
ESVK
>ANB38476.1 type I-E CRISPR-associated protein Cas7/Cse4/CasC [Rhodovulum sulfidophilum]SNK001
MSTFLQFHLLTTYGPSNPNRDDQGRPKQAMVGGSPRLRMSSQSVKRALRESAFFELDLQGNMGIRTKRLFEKLVEHLDTQ
GVPGDVASEAAAQVAEIFGKLEAPNKADGNRVASTLAFVSPEEWRLAENLAGKIVAGEDMPKEKDLKKLVLRHADGAVDI
AMFGRMLAADADFNRDAAVQVAHAITTHTAQAEEDWFSAVDDLNKAEDTGAGHLGETAFGSGVYYQYVCVNADLLVENLD
GDRDLAAKGAEALARAIAQTSPRGKQNSFAHHPRAHYVLAEKGTQAPRDLSGAFFSPIREQPILDSSVASLVRTRDDIDA
AYGQAWDADCIMHVGVGGTLDEIVLFAGDAVRDA
>ANB38477.1 hypothetical protein A6024_11500 [Rhodovulum sulfidophilum]SNK001
MQPYLVFSITASLGAMGELAGHERRGSLIWPGRSAILGLLGAAMGIERGGDFSKLDELGLAVAVFDTGAPLRDYHTVETV
PSAAAKHPNSRPEALAAARGRTNTTITLRDYRAGPLYGIAVWGEELDAIAAALRRPRYTLYLGRKSCPLAAPPGAKVVDT
VSAEEALTHLDLPPWRRLDRRGAPVAARLLVCGSEEGEIVHDVPGDRRHRHFTPRRVTVRNVEIVPGGAG
>ANB38478.1 hypothetical protein A6024_11505 [Rhodovulum sulfidophilum]SNK001
MTLYLSRIRLSRSPSAQALSGLLSPPASGPRRSAHHKLLWAAFADGPDRRRDFLWREDHDGDFLTLSERPPQPMDLFEPH
QVKDFAPALASGALLDFTLRANATRMKRGGKRVDVVMDALYGLPKGARAAERMIVAGREGKAWLERQGETAGFEVIRAEA
DDYATEVLPGYRGPRKGQPQFGIVDLSGRIEIGDPAAFLGQLARGFGRAKAFGCGLMLIRRAS
>ANB38479.1 subtype I-E CRISPR-associated endonuclease Cas1 [Rhodovulum sulfidophilum]SNK001
MSEGNLPGLAPPRPISLKDRSSLVFVERAQLDVADGAFVAVNADGTRTQIPVGGLAGIMLEPGARISHAAVALAARVGTL
ITWIGEGGVRLYSAGQPGGARSDRLLWQASIALDDAARLRVVRKMFALRFGEEAPSRRSIDQLRGIEGVRVRESYTLLAR
QYGVDWRRRSYDPKDWEAGDVPNRCLSAATACLHGLTEAAVLAAGYAPAIGFLHTGKPLSFVYDIADLYKLETVVPEAFR
IAGQAGKGRLDMAPDRAVRLACRDAFRRTGLLKRIIPAIEEVLSAGNLPRPEPPPEAVSPAFPDAPPTGDAGHR
>ANB38480.1 type I-E CRISPR-associated endoribonuclease Cas2 [Rhodovulum sulfidophilum]SNK001
MLVVVVSNAPPRLRGRLSAWLVEVRAGVYVGDYSARTREMIWEQVLAGLDKGDAVMVWKAPTDQGYDFVTAGQNRRMPVD
FDGLKLVSFFPEPPSR
>ANB38481.1 hypothetical protein A6024_11520 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPAPLGPNLAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIARRIGEAVRGS
>ANB38482.1 hypothetical protein A6024_11525 [Rhodovulum sulfidophilum]SNK001
MRRILKRGAAATALALSFIGGNEGLKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFADRLAEVETGLDRLIADP
LEDRIPARSYVAILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGVPA
NVPFRWDGA
>ANB38483.1 hypothetical protein A6024_11530 [Rhodovulum sulfidophilum]SNK001
MHLVPQWRALIRRAWSIRLILLAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB38484.1 hypothetical protein A6024_11535 [Rhodovulum sulfidophilum]SNK001
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>ANB38485.1 hypothetical protein A6024_11540 [Rhodovulum sulfidophilum]SNK001
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMIWVDTAAHALKMRNIANNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGQILAAAIDARVRATGAPVNEAVWHPHDAARVGDGATGVIWDHAMNGNSGQYIETPELS
PGEYEYRLYLIDVQTNSSRSDITLEVYIPDRSEWRDYGTILSNTYQDRDRRYTVIYGLSGPFLTERGKSTIDQSYYKYNR
ARINAEFYLRHGTVVLVRRKTYFPLDLMP
>ANB38486.1 hypothetical protein A6024_11545 [Rhodovulum sulfidophilum]SNK001
MAYRLILPALLILLAGPAHAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPQAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQV
GSDYKGRVRLCVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVK
YSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAENLNDLSSSWG
GWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEP
LVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGKDGVR
VTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAAMTDNPFVDTWQFAW
RPVSAAEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPRAITGLSVQASGGAVAMLRW
DRHPSLDVRQGGRIEFRHATAQTGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPT
TTVATLAEAPGFAGTATGCSAAGGVLAMAPGQTRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWRPSGTAMWTPP
DARLWLGSTDAYGDVDLQVSVTDDALETDPDTARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>ANB38487.1 hypothetical protein A6024_11550 [Rhodovulum sulfidophilum]SNK001
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPAYASEFQAAKVLVSLGFGSIEALVDAHLAR
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>ANB38488.1 hypothetical protein A6024_11555 [Rhodovulum sulfidophilum]SNK001
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRS
>ANB38489.1 CopG family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>ANB38490.1 hypothetical protein A6024_11570 [Rhodovulum sulfidophilum]SNK001
MAFPPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPYGKISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGDPV
TMRAPFGTWALAGPETSYSGSQSRIRTRILQVREAL
>ANB38491.1 hypothetical protein A6024_11575 [Rhodovulum sulfidophilum]SNK001
MTASRSQPKAALRDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAVSALADRMLDD
LLDRAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGKVMEGGSFDGGGRTPLGPRAGGLDGKGGFLAMLHPN
ESVIDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>ANB38492.1 hypothetical protein A6024_11585 [Rhodovulum sulfidophilum]SNK001
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGVDAAPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDCT
ACGGTGKLTAGGATDG
>ANB38493.1 hypothetical protein A6024_11590 [Rhodovulum sulfidophilum]SNK001
MPRRAAGARLYWRERSDGQSVWEIRDTGGIRISTGARCRADAEAQLAAYIERKNRPTGPVAADELSVSMCLAIYAEEHAA
HISAPERIGYAIEALDEFWRDLAVSAVSGGTCRRYAKSRVRRFKDGSTCPISPGTIRRELNVLQAAINYCHGEGYLITAP
KVVLPVRPDPVERFLTRQEAAWLLRAARNLRRDGRHLTDFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVNGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWALQRGASIWDAAGYFSTSPETIQRVYGHHAPDHMQTAVEAMDRRI
>ANB38494.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]SNK001
MTPRMNYYKAAPDAMKAMMAAEETIKDLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGLSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDTDYRLLAASFDERERVELTFVITMINAWNCFAVGFRQVHTLREARDAAG
>ANB38495.1 hypothetical protein A6024_11600 [Rhodovulum sulfidophilum]SNK001
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLSGIDRPARWLSTVVMRLCLDHLRSARVRRETY
VGAWLPDPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGLLVDKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRTLPV
GPCPPLRWINGSPGFVSIEGGVLQTTALSIRRGRIEAIWIMRNPDKLKHLRLQMSARRFRRTGVDALADAFPTTDVI
>ANB38496.1 hypothetical protein A6024_11605 [Rhodovulum sulfidophilum]SNK001
MAREVNETTDDKEAADEKPASTILLASADDFATIDLEKALEGVDRADERALEQALGMAAKAAEDSGDRAEARGYQLLMFL
CTLQLRVEDPGPPWGPRFVGREGRSYTASDFRGHQNTVLAGIVDGIRHPALRARVADVVWYNDRAQGAAAAVAIAAYSEA
IERRLDGTYAPEFRDAEHILDLVDWLERSLQISSMSCKRREIPETVRSAFEAMYERALNSGQYVAFERVANLAVGYELAD
WSRVATDASKLAKKRTGGDYPMAVQAVWNLAARAYAKIGAEDSKRECQAQSVEETLRMRAQVSSAAAQAYWTRKAIGELR
AARVFKDRITELRKELRELQEASLDEFGQFSIPLDITQERKGTIELFEGLTLPDVLLQFALLASAPKLEHLKQQALESRK
DGFVSSVFGGSYSDHEGKTVAETPALKLDGEPDGAWLKEQYLRTLDIWWHQIVGGYIEPARRTIMARFPLEVRHFAAIAQ
MSPFVPPGQEHVFALGFARLIQGDAASAAYLLIPQLENSLRHVMLNASRETSKIKPNLLQEERSLSGMLGFLRPELEDVF
GADIVNEIDLLFHHSPGPQLRHEMAHGKVSAGQCYHATGVYASWMIYHLTCLPLIKHWKELVASEIEQAAL
>ANB38497.1 hypothetical protein A6024_11610 [Rhodovulum sulfidophilum]SNK001
MDPYENLSEDNHVAFLQLEKEFRNELEAAQEDQNSSWSYIAADYMNKTLAAAYALDVDALSGFSVNTRDNNEHFNDFLRA
VDNVIIQMRIANSRSRNAMSVGLTEAQKTKIHHFIEKIRREVDSSSAPDSKKDKLYDILAKLAQEVSKARTRYERFADLA
RSLAGLSADVEREGARPWWPWFEKIMGVLDDAKEAEPSLPKPPEIKKIEPPRKELPKPDAGYGGGRDLDDEIPF
>ANB38498.1 hypothetical protein A6024_11625 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGRRS
>ANB38499.1 hypothetical protein A6024_11630 [Rhodovulum sulfidophilum]SNK001
MRRILKRGAAATALALSFVGGNEGLKTEAYLDIVGMPTVCFGETRGVALGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEDLIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>ANB38500.1 hypothetical protein A6024_11635 [Rhodovulum sulfidophilum]SNK001
MHLVPHWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB38501.1 hypothetical protein A6024_11640 [Rhodovulum sulfidophilum]SNK001
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>ANB38502.1 hypothetical protein A6024_11645 [Rhodovulum sulfidophilum]SNK001
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTDARALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEVTGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>ANB38503.1 hypothetical protein A6024_11650 [Rhodovulum sulfidophilum]SNK001
MAYRLILPALLILLAGPAHAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPQAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYHWGQV
GSDYKGRVRLCVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRCRGKRVYDPRDGQVK
YSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAENLNDLSSSWG
GWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEP
LVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEVTGRTVHIGEDGVR
VTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLAATTDNPFVDTWQFAW
RPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLSVQASGGAVAMLRW
DRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPT
TTVATLAEAPDFAGAAEGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPP
DARLWLGSTDAYGDVDLQVSVTDDAPDAARWGPWQSFDAADYSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>ANB38504.1 hypothetical protein A6024_11655 [Rhodovulum sulfidophilum]SNK001
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVLLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>ANB38505.1 hypothetical protein A6024_11660 [Rhodovulum sulfidophilum]SNK001
MDASGDRMLGLLVRCRFDTGDLAMFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDQGFGL
VQAIQNREDTWGRT
>ANB38506.1 hypothetical protein A6024_11665 [Rhodovulum sulfidophilum]SNK001
MAFPPDAVRVASLTLKQITSSIRVQSPYSFAQTAYDFMGGMWAAELVLAAFDARESAAISAWIASLNGPAGRFELDMAAM
DYEGPHGKITTDPVVAVAANARAQALVLQLAVAGDRVLPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGD
PVAMRAPWGSWALAGPEAVLSVSQARVRTRSLQIREAL
>ANB38507.1 hypothetical protein A6024_11670 [Rhodovulum sulfidophilum]SNK001
MSQSVIGALRVNLGLDSAKFERGAKRVKDPLRVMRSQFRAVAAAASAMGAALSAAALKGAGEIDRAAKAARRLDASIGAF
RALELAAGEAGVPLSAVTNDIQNIGREIANIGVGGNADRALKRLGLAAADLDGLDADAKVATIADAVKGLGLSAGEATAV
LRDLGVRNREMALVMIQGGAAIRAAREDVEDYGLSLDAVEAGKIEAANDRIARLGLISRYAGQQLALRLVPALGRAAQAM
TEALREGGLLRRVIDGLTENLARISTWIGTAVTAFGVRYVGALAAARLATLSLAGSLAMLRGALIRSGIGIAVIAAGELV
YQLGRLVTATGGFGEALDLMKDVAAEVWERIAEGPHLVTLAVRQMGWSIRADFLEAMADIQQRWSGFIGNIATVGKLIPG
FGASFRTLAASVTGSAESMRALREESRLAAQYATNYGTQVEGLFTNMTRPLETLKALRETLAETPPGGPGRPRLPEDEDD
QTGLGGIGTATERLSETARKTGDSFKSFFKDVISGSGDAGDAISALADRMLDDLLDRALSPLTDAMGSLFDGLFSGLFGG
GGASGGGGTVTQLFPSGGLPGFARGTDRAPGGLAWVGEAGPELVNLPRGAQVIPNHRLGSLGGGSVRMGDVHVSVAQTNA
DPRQIAEAVRRVSREEAQRVYARQRREGR
>ANB38508.1 hypothetical protein A6024_11675 [Rhodovulum sulfidophilum]SNK001
MTLESLFEAHVAAGFDPAAFQDLSLKEYGLAMRGARARIRAEHEARAWLAWHVEALRRCPSLPSFRSFLGGRSGPEAAQP
ATEMQAMFDTVATAWARRPAARG
>ANB38509.1 hypothetical protein A6024_11680 [Rhodovulum sulfidophilum]SNK001
MMANRFKGEVAIDCEGSRYTLRMDMLALAAFEDATGENALSWAEAAEGGQAAVGDMIEMIRCTLARHHPEADYRLAGDIL
SEDPGVLLRLFRAASPELAQDEPEDGPGKPLPAPAAG
>ANB38510.1 hypothetical protein A6024_11685 [Rhodovulum sulfidophilum]SNK001
MSDDITEADIGHGARLGLQAEDGSFEDLAMVTRIKPVGWTRDEEEGTHLQSPGRYKQFIPGLKEQTPCEADLNWIPSVPD
RLIAAFEAGRQTWQITAPNGVRMQFPGFITTYEPGEFSNGKMTASVTIRPAGQATILEAE
>ANB38511.1 hypothetical protein A6024_11690 [Rhodovulum sulfidophilum]SNK001
MTDTGTDTGTATEIGPMERLLRARLRADPGVAALAGERVNWDAHPQGAPRPALVLHLIAGAPGRTLTGPDGLWTGRIQID
AWARERARAGALARATIACLNGLSESVIRGLWLDSQRRDRAADPDDRTWLYRVSMDFSATWRER
>ANB38512.1 hypothetical protein A6024_11695 [Rhodovulum sulfidophilum]SNK001
MSVTMKLEGFAELDAELDRLSQAAGKGALRRALRTAAEPLAERMRADAPTDEHELQESIAVSTKLSPRQRKAHRKLVRDD
KASVEMFVGAGPLPQAHLQEFGTVSNPPQPWARPAWEAEKGPILDRLREEMKAEIDKSLRRAEARAARAAAKG
>ANB38513.1 phage head-tail adapter protein [Rhodovulum sulfidophilum]SNK001
MAAPLAGELTRVVRFERATLVDDGLGMVERWAPHGRPQRAKRTDLSDGERWRAAEIGASVTTRFVLKRTAFTADLTPKDR
LTCDGLSFGISGIRELAADPRFLELTCTARTDR
>ANB38514.1 hypothetical protein A6024_11705 [Rhodovulum sulfidophilum]SNK001
MTRIPLEELKRHCQAEGFEDDDALLAGLGEVAERFVADYTRRDLDAAFPAGWPAPCAMAARLLVAHWYRSREAVAEGASA
EVPLGVRDLLAPYRDLG
>ANB38515.1 hypothetical protein A6024_11710 [Rhodovulum sulfidophilum]SNK001
MRLTLTRTQKTALGLLQRGIPYEFDLSKPAERAVAEDLRKRNVATETPAETPAPKRKGKPNPAPAPDPAP
>ANB38516.1 peptidase [Rhodovulum sulfidophilum]SNK001
MSKRKLPKVALGARPGVQGDLSPRALQRWSPDVRAADPGEASISVLDPIGADPWGEGVTARRISAALRAIGERPVTVNIN
SPGGDFFEGLAIYNLLREHAGTVTVNILGIAASAASVIAMAGDEVRIARAGFLMIHNTWIMAAGDRHALAEVCEWLAPFD
ATAIDIYAARTGIERDALAAMLDRETWIGGQAALDQGFADSFLPADQLETATGDGAPAASMRAERRFDLLARRAGLTNSA
SRALLRELRTGRPGAAHDGLQPGAAADLEQGLAALLEDLRTR
>ANB38517.1 portal protein [Rhodovulum sulfidophilum]SNK001
MIGRAMRGAWQGLRQALREGESGWEVVSTAGAHPFAGLGRKSKAGQRVSASSALTVSAAWACVKGNSELIGALPVALYER
GANGSRARIEADLAEILTLSPSAGQTAMEFWEAQVAHLLLQGNAYSEKLTVGDRLVGLRPLFNVVPVRRDDGRFDYRVTE
DGRSHVLPPGKVFHVRGFGGGDGLGMSAIRFGVQSFGSALAADETAARVFSNAMMPSGVIESDQTLTPEQRAQLGRMLDA
YVSSDRAGKTLALEAGLKYRQLQMNPEDAQLLETRRFQVEDVCRWFGTPPVVIGHAAQGQTMWGTGVEAIMMAWLRTGIN
PLLRRLESRILKDLIPAAKRGRWFAEWNREAMLQMDSKAKGEFLSKMVAGGIMSSDEARDKLNLARRGGAADELRAQTAL
APLTDLGKEQP
>ANB38518.1 terminase [Rhodovulum sulfidophilum]SNK001
MTAASWAACPDWWEKLQAGATPIPDLALDANLADVAVQLFDKLVVPDVPGQPTMAEAAGEWMRDIVRAAFGSVDPATGAR
QVGEIFNLVPKKNGKTTNAAAIGLVALQMNTVPNIKGVVVGPTQSVADTCFGQMQAMIAADDWLSDRFKVNEHKKEITDI
YPDPATGRPMNAKLKVTSFDPAVTTGGIPAFAILDELHVMAERHFATRVIGQIRGGMITNPGSLLVIITTQSEIPPQGVF
KAELEYARKVRDGVITQDVRMLPVLYELPEAIQGAKGEPWKDPALWAPVLPNLGRSITVERLIPEFRKAVETSPEEIARW
SSQHLNIQIGLGHHLGGWTGAHHWLAATEPTLDLEALIASSEVATIGIDGGGMDDLLGLAVLGRHAATKRWQLWCAAWAH
EVVLSRRKSIAEKLRDLAAEDALTICAEGEATRDIEELVALVVKIHEAGLLPRQGGVGLDPEGVAAIVDALQLAGVPHET
LASVTQGYKLNGAIKGTERKLFDGSLIHGGQPLMSWCVGNAKTEPRGNAVIVTKAVSGAGKIDPLMAAFNAVYLMSLNPE
PARRDLSGFLDNPVMAI
>ANB38519.1 hypothetical protein A6024_11735 [Rhodovulum sulfidophilum]SNK001
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAVELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHTPSVRQLQERIDRVAPPAPKPKPEREAPKPEPKGKKQARLEAAARPAEDYGSLYDRIPRQ
>ANB38520.1 endonuclease [Rhodovulum sulfidophilum]SNK001
MPPRLTAMPPRLASPAPRIGAVPGDARAQDRERERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDETNLQAVSKAWHDGAKQRAERAAGD
>ANB38521.1 hypothetical protein A6024_11745 [Rhodovulum sulfidophilum]SNK001
MTAAARIRVPPAPRPRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVVDLARAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRRNRKGVIV
QDAVRFTPCVWTPTQSQIAATRRAYLDWWGYLLEVQAALVATDMTRICVTKDMPPMTPWG
>ANB38522.1 hypothetical protein A6024_11750 [Rhodovulum sulfidophilum]SNK001
MSIRAIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMIGQGWAEVKGKLHCPACEAKRKATGMAKTT
TAPASNPDGALRQPTRAQKREIMDLLEGVYDTTAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAGALGR
MEALERDMRAVAEEAARQRAAAEKKLAELSVLKVELDRIRLAVGPRALRKAGVAA
>ANB38523.1 hypothetical protein A6024_11755 [Rhodovulum sulfidophilum]SNK001
MDAKEQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>ANB38524.1 hypothetical protein A6024_11760 [Rhodovulum sulfidophilum]SNK001
MMAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLL
AKALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRI
GAGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>ANB38525.1 hypothetical protein A6024_11765 [Rhodovulum sulfidophilum]SNK001
MAARVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRNGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARLASP
RKSLPNGPARPEPMEELHHG
>ANB38526.1 hypothetical protein A6024_11775 [Rhodovulum sulfidophilum]SNK001
MGLMEMLALILCIQVSFGLIFLGALIWGMRHMAETRRRLEAEAADFDRQFDRAYTRIRRTQLQ
>ANB38527.1 hypothetical protein A6024_11780 [Rhodovulum sulfidophilum]SNK001
MSLFDSIAPPPDALAAFVAEWRGAAPDVRLAAIRGALHRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAI
RLRPFD
>ANB38528.1 hypothetical protein A6024_11785 [Rhodovulum sulfidophilum]SNK001
MADETTAPDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>ANB38529.1 hypothetical protein A6024_11790 [Rhodovulum sulfidophilum]SNK001
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVA
PTNAPAEARPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRVRLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>ANB38530.1 hypothetical protein A6024_11795 [Rhodovulum sulfidophilum]SNK001
MMAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVAKLEGADAVPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDC
TACGGTGKLTARGATDG
>ANB38531.1 hypothetical protein A6024_11800 [Rhodovulum sulfidophilum]SNK001
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDEFWRDLPVSSVTGAMCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAP
KVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGHRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>ANB38532.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MEFGPHLMIAVLEGAVTAAVLALMASGLSLVFGVMRVVNVAHGQFFMLGAVLAWAVSSALGGGAWGFVAALVLAPLIAGA
LAVAADLTVLKRVGYDPERTIVATIGLLYILQQAALMTYGPEARPVAPPFNTRLALPWVEFGPDGPGLIWPWGLSITSYK
LFVMAAAAAVLAGLWLLMSQTRIGLVMRATQLDGETAQAFGIPVGRVYAGVFGLGAALAALAGVLIVPIQQAHYLMGGEA
LLLSFIVVIIGGLGSLGGTVIAALLIGLSDGIVSVFFSPTLAKILATLLVALVLVFRPQGLMGKAAR
>ANB38533.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRGGRIIGLHLGLVALLFALNFVLPAYSHGNIARVMVLATYAMGYNILFGYTGLLSLGHAMFFAAGMYGLAMPMTYLGLG
AGPAFLSGLGAAALLALGVGLLALRTTGVAFMIVTLMFSQAAWLTILLAGRWTRGDEGVVIPQAGRVLLGLDLSSPQARY
LAALALFSAVLFGTLWLMRQPLGRVLIAIRENEGRAELLGYDIFRHKLGAVVLSGTVSGAAGAAYGLLFGYAGASFAEVQ
YSIFPLLWVLLGGAGTVIGPFLGTLFMFYLIDLSSGLTSAYMLVAGVALVLLTLFAPQGLAGEIRRRWWRGLP
>ANB38534.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSALLSTRALSRSFGGLRAVHEVDLDLAPGEVRALIGPNGAGKTTFVSMLIGRVAPSSGRIVFDGQDITRLPAHRRVRLG
LAYTFQITSVFARLSVAENVALAARRRFGRDRAAVAAEVARTLGRVGLTGRDDSAAGDLSYGHQRLLELAMGLAQAPRLL
ILDEPTQGLAEAEIEAFKALVRDLAGETAILLIEHNMGVVMELADRITVLDAGLVLAEGAPAAIRADARVQAAYLGTAID
A
>ANB38535.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MLELRDVAAGYGPVRVLRGLSLTVRPGEITCLLGRNGAGKTTAMKAIMGLLPLSAGRVLMDGEDIGRLPAHEVPRRGIGY
IPQGRRLFSELTVAQNLEIGLMCRRSPPELRAHVLEMFPRLADRMEQRAGTLSGGEQQMLATARALCLEPRVLLLDEPTE
GLQPSMIALLRDRVLALREAGVAILLVEQRLEAVQAAADRVVILENGEVRAEADAARLRAEPGFLRQELGV
>ANB38536.1 hypothetical protein A6024_11835 [Rhodovulum sulfidophilum]SNK001
MTDPIRTTLDVLLELLSPLGGRRVLDIGCGRGGLAVPFRAAGADWRGLEPCPQAGGAPGIDVAEAQAMPYPDAVFDIAVI
VNALHHIPVEAMGHALAEAARVIAPEAVLVVIEPRAEGDLSQVIATVDDETKIRHAAQAALDAAVAAGVLAETRAFDYVR
REIYEDFEAFMGRISSFAPERGALSADLTEALRAAFLARAGREGAAFTLTQPMSARLFRRGPAAG
>ANB38537.1 hypothetical protein A6024_11840 [Rhodovulum sulfidophilum]SNK001
MPAHHANIFFAWLPYVFYMAQGLDLDEPDISGMGMDLRQLRYFLEIVERGSITGAAATLNVAQPALSLHVRNLEARLGTR
LLLRRPTGVVPTEAGEILARRARSILAEVARTEAEIRGLETDPSGRVVIGLTGTIGGLLAVPLIEALRGRYPQITLQIAE
AMSGFVAGWLSEGRVDLAVLYEAPADPGLACDPLLEEELVVLWPPDWTAPPEIAMAALDGVPLVLPSRAHGLRRMIDAEL
AGDGIAPELAVEIDSYSNIKNLVAAGFGASVLPWHAVAPEAEAGRLAVSRIVAPGLWRGAWLIRPGARPVTRAQEAVAET
LRMVVGDLLARGVWAAARAPGTAPSSGASPPDADS
>ANB38538.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MQTDPHQDIRDAIRALCATFPPEYHRRIDEERGYPEAFVQALTEAGWMAALIPEDYGGSGLGLTEASVIMEEINRSGGNS
GACHGQMYNMTTLVRHGSEEQRRRYLPKIAAGELRLQSMGVTEPTTGTDTTRIKTTAVKKGDRYVINGQKVWISRVQHSD
LMILLARTTPLAEVAKKSEGLSIFLVDIREAMGSGMTVRPIPNMVNHETNELFFDNLEIPAENLIGEEGQGFKYILTGLN
AERTLIAAECIGDGYWFTDKVSAYVRERQVFGRPIGQNQGVQFPIAEAFIEVEAASLMRFEACRLYDAGAPCGAQANMAK
YLAAKASWEAANACLQFHGGFGFACEYDVERKFRETRLYQVAPISTNLILSYVAEHVLGLPRSF
>ANB38539.1 carnitine dehydratase [Rhodovulum sulfidophilum]SNK001
MRPLEGIEVVAVEQAVAAPFATARLADAGAHVVKIERPGGDFARGYDDAAAGQSSYFVWLNRGKETRTLDLASEPGRAAL
ADLLAGADVLVQNLKPGALARLGFSDAVLARDYPRLISCAISGFGTEGPLAGRKAYDLLIQAESGLSSITGGPEEPARVG
VSVVDIATGATAHAAILEALIRRGATGQGARISISMFDVMAEWLTVPLLNHEGGRSPGRVGLAHPSIAPYGAFQPRDGRP
ILISVQSDREWRQLAEGFLGAPGLGTDPRFASNVARVRNRAETDRIVAAAFARHSAAEAEAALVAADIAFASVNDMAGLS
AHPHLRRIEVDSPNGPVAMPAPAARFDGEPRRYGPVPALKPREA
>ANB38540.1 protein dehydratase [Rhodovulum sulfidophilum]SNK001
MDLDIDHLRGWIGREDSATERLSADLVHRFAATFDRSWSLRQGAEAPPLIHLCLAQPTVAGAGLGEDGHPARGGFLPPVP
LPRRMWAGGAFRFHAPLRIGDAVTRRSTITDVALKHGRSGPLLFVTVEHKIRARGRLALTERQDLVYRAAAPFKPSTARP
AAEGGEVRRLTPGPVLLFRYSALTFNGHRIHYDRPYACEVEGYPGLVVHGPLQATLLVQFAAELKGACPSRFAFRSVSTV
FDTADMELHASCEGHSLRLWTAQAGGPVAMEATASW
>ANB38541.1 hypothetical protein A6024_11860 [Rhodovulum sulfidophilum]SNK001
MGETLTEDARPETASARHWGRLRAVFPYVLAAGLFVLGLLALYRLLATVDFTDVVAQVRATPWSTVGLALAATAASYVSL
VGYDWSALRFIGKPLNFPVVLAGGFMAYAFGNTIGLSAVSGGAVRWRIYSALGLDGYDVAAVSTFAAVSFGVAATLVGLG
ALAVHPAALAAMLPLAPATVQVLALGGMAVIALPLLWASVRQRRVRLGRFTLRAPVPRDLAAQLIFCLGDIGFAAATLYL
LLPANDLGFATFLALFAAATMAGVLSHVPGGVGVFEAVVIAAMPAATPISAVAASLLLYRLIYFLVPFFLALLALAGYEL
FRSAGGHLPRGQWGRALGAVDPAFRAVERIAPMVLGTMILGAGLWMSVASILPPATEAARAAEALFPLPFIEGSALASSV
IGSALVLISFGVMRRALAAFWLAVAVMEAGAAVALVQGVDLDRAVLLATGALLLLPFRHAFHRHTMLSHATLTPAWAALI
VALIAGFGFMLFFAHKETPYAHELWWQFAVNERAPRALRAGLLGSLVLGLGALLILLRAPRVAAEPPAREDLDRAARISA
GGDNPDAGFALTGDKSILVSDDGRAFVMFAVSGRSWIAYGGPVGPADAAEDVAFAFVDAARRAGARPAFYEVRAADVPVM
LDLGLSLHKMGEEAVVDLTAFSLEGSARKKLRAAHARALRDGLSLGWAEPPHAPAFLAELGVVSEAWLSAKRAREKGFSV
GRFDPDWLNRWPVATVRQDGRVVAFANVLVTDSRAQAAIDLMRHVEHAPSGTMEFLFTALMLRLKEEGHAAFSLGMAPLS
GLSPERSRRLWDRFGALIYRHGRSFYNFEGLRAFKAKFDPDWRPRYLAAPSALPPLLTLADAARLIGGRNERRQTLRRKA
DRGEES
>ANB38542.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MLMLSAGLVSAQGALAQGTLRIGMTAADIPLTTGQTDQGGEGMRFMGYTVYDSLVEWDLTSADKPSTLIPGLATEWAVDA
EDKTKWIFRIREGVTFHDGSDFTAESVVWNLDKLLDDSSEQYDPRQAAQGKSRIPAVASYRAIDPLTLEITTKTPDATLP
YQLAWILMSSKANWEAHDKDWEQVAMEPSGTGPWKLEEFVPRERAEMVPFAEYWDETRVPKLDKLVLIPLPEPNARAAAL
LSGQVDWIEAPAPDTIPAMTANGFVISSNAYPHNWTWHLSRLEGSPWNDIRVRKAANLAIDREGMGALLGGLMVPAKGFL
PPGSQWFGKPSFDVRYDPEEAKRLLAEAGYGPDKPLKVKALISPSGSGQMLPLPMNEYIQQNLAEVGIDVEFMVVEWNQM
INLWRAGAADPAVEGSQSINFTYFIQDPFTGLIRHLSCDLIAPNGTNWGHYCDPEMEDLFSQIRNTFDPAEQDEVMRRTH
EKFVDDALFLMVTHDVAPRAMSPRVKGFVQAQNWYQNFSSITME
>ANB38543.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MFSYLLRRLILVLPVAFGVSVICFLLVQIAPGDPLTAIMPVDATAEEQAAMRAAYGLDKPLPLQYVIWVGNLAQGDMGRS
IATGRPVAAEVFGAVQNSLLLAVSAAVIAFPIGIFLGFLAGYFRDSALDKAVTAVSIAGVSVPNYWLGIVLVIIFSVNLG
WLPSMGAGPGGSRDWSWNWEHMRHLVLPAVTLAVVPIGIVSRTVRALSGDILSMDFVQALYAKGMTRFDVLIHVGRNAAS
TALSVMGLQLGYLLGGSILIETVFNWPGSGFLLSNAIFQRDLPLLQGTILVLALFFVAMNLIVDVAQAAIDPRVKRS
>ANB38544.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTLTETLDPVQVPEARKGYWAGVAGRLARDPVSMLCLAVVAALILAAIFAPWLGLADPYKGSMIARLKPIGTPGHILGTD
EQGRDMLARLIHGGRLTLFIGLMPVVFAFFIGSTLGVVAGYVGGRLNTLIMRVVDVFFAFPSVLLAIAISGALGAGIVNS
LVSLTIVFVPPITRVAEAVTSGVRSLDYIDAARATGASALTVIRVHVIGNVLSPIFVYATSLTSVCMILAAGLSFLGIGV
RPPEPEWGLMLNTLRSAIYVDPWLSALPGVMIFVTSLCLNLLSDGVRSAMNVRD
>ANB38545.1 dipeptide/oligopeptide/nickel ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSATELYDLLPDRGGPAQPLLTVRGLRKYFPVRGGILGRTQAMVQAVDGVSFEVRKGETLGIVGESGCGKSTTARLAVGL
IERDEGDIIFDGDALGDTLSLRELRRGIQMVFQDSYASLNPRLTIEESVAFGARVQGLSDPMGRAHGLLARVGLDPARFA
QRYPHELSGGQRQRVNIARSLAMSPRLVVLDEAVSALDKSVEAQVLNLLADLRAEFGLTYIFISHDLNVVRYISDRVLVM
YLGEVVEVAPVAAIWARQAHPYTRSLFSAMPSMDPDNRTEEPPLTGDPPNPIDPPEGCRFHTRCPFAATLCGRKAPALRA
LDDSGHLAACHLHDPASGHPKAGKIA
>ANB38546.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTDKLLDIRNLTVRFRGARTVHAINDLSLSLGQGETLALLGESGSGKSVTLKALLGLLPPKRTELEGGIRVGGTDVLRLS
GRALQRYRGGDVSMVFQEPALALDPVYTVGAQIAETVMRHKRVRRAEAMEVALDMLRRVRIPSPERRLQNYPHELSGGMR
QRVMIALALACRPRLLLADEPTTALDATVQIQILLLLRELQKEFGMGVIFVTHDIGVAVEISERIAVMYAGRIVEEGTTR
EIIRDPRHPYTRGLLAANLHDVARGERLAAIPGAPPALETRPVSCSFAPRCALAGPDCRAGLPPVMTPAPRRRVACLRAD
EAVPAE
>ANB38547.1 amidase [Rhodovulum sulfidophilum]SNK001
MLIEKDAYHAFMPYPAIEVENATEGPLAGLTLAVKDLFDVRGYRTGCGCPLKLAAATDADSTAPAVQRLLDAGARFVGKT
HTDELAWALYGINAHFGTPVNPRAPDRIPGGSSSGSAVAVAAGLADIALGTDTGGSIRAPSSFCGIWGLRPTHGRVPLEG
AMALAPSYDTAGLLARDGATLLQAAGALMEPDPVPLPEIPDLLWPADMVAQLDEAPRAVLEAAFGTMPSREVEVYPEGAA
AAYAAYLVTNGADARDAVLPFIRGSGMPLVRGIDGRAAAAEALDEAEIDKARATRHAFTAHLEEMLVDAVLLAPAVHAAP
FALDAPVEVFDGFRHDAMRLLCVAGLAGLPQVVLPAGMVEGAPYGVSLIGPRGSDLSLIALARRLVPEPQQ
>ANB38548.1 hypothetical protein A6024_11895 [Rhodovulum sulfidophilum]SNK001
MTVCPVESRLYDLGQRLPDSAPSRALFLPGKISGNLLFLSGQICEWEGVPRYFGPARDDFDLAEAQEAARICALNLLFSA
RSLLGSLTRVREVVRVGGFVSAPPGFEGGPMIVDGASQLFVDIWGEAGKHARTAVCVSSLPANALVEIDAVLEIG
>ANB38549.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MVPPLLEIRDLHLKMTTSDGPAHVLNGVGLSVARGEILGLVGESGCGKSLTGLSVSRLVPSPPAHYPSGEIRLDGQDLMT
LSERRMRALRGRRIGMIFQDPGTNLNPTMRIGDQLVDAALAAGRHTPDLLGPGPARPAARALAADMLERVGIASARQRLN
AWPHEFSGGMRQRVLIAMALIGRPDLLIADEPTTALDVSVQAQILTLLRGMVADRGLGVILITHNMGVVARTCSHVAVMY
AGNVVETGPVAEVLERPAHPYTRALMAAIPGRNTRRGTLKGLPGTVPDLMAPPPGCRFAPRCPRAKAACRAALPATRRIG
PGHEVACLDPVAQAADA
>ANB38550.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]SNK001
MNAVPDTPLRPRREGLRRALSRFRQSRLSTVGAGLVALVLATAALGPFLAPYPDHVAGGIDTAARFLPPSARHLFGTNEL
GQDVLSLTLAGASVSVLAGFAVVLIGSAIGTLVGGIAGFAGGWIDEILMRLTDLVLTVPNLILAMAIAAALGPGFQNMVL
AISLGWWPGYARLVRGEVLSAREEVYVTAARAMGASRARVLFCHVLPNCISPVIVKMSLDMGFAILAVAALGFIGIGVRP
PVPEWGTMLATARSYMPDVWWTAMAPGLAIFVSVFGFNLLGDGLRDLLDPRGGR
>ANB38551.1 peptide ABC transporter [Rhodovulum sulfidophilum]SNK001
MLSFLLRRLLMLVPVLVGLTLIMFAIARLLPGDPVGLAAGPNATLAERAALAQEFGLDRPVWEQYLSYVAGLARGDLGRS
LMTRRPVAEDIATYLPATLELVLAAMTIALAVGLPLGLLTALWRNRWPDYLSQVLAIGAISMPRFFLGLLLQLVFAMWLM
WLPLGGQLPIVTFPPPRVTGFVTLDAALAGEWQTLGAACRHLALPALALSLSPLAAIMRTMRAAAIEVMAQDYVTTARAL
GLPRRKILLKTVGRNAISSTLTVTGLYIGWLLGGTVLVETVFDWPGLGLYATRAILSQDMMPVIGVALVSGLIFVFVNLA
IDLAYGLVDPKVRYG
>ANB38552.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MPNSPQAPTRRHVLALAGAGLAVGTIPAALPAPLLARDPRLMIIAAGGDFPNIDPHTSSGSAPAFFMRNVYDPLLRTSGT
PPEPVPGLAQSWEASEDGMVFTFRLDPAARFHSGQPVTARDVVYSFARALRLAKGNSWMLRDIVTPEGLEAVDPATVRIT
LATPFAAFLSVLPWFPVVEKAAVEAHLGEDDGQSWLMSNTAGSGPFELGQSRPGALYRFVRSPNAWQPGGGNLDGVIWRV
SREAASERLMLQRGEVHAALDLTSEDMDALEGAPGVVRVIEPEYRTFSIKMNTRHGPLADINMRRAISHAVNYRALLDSA
GYAELMVGPLPNGILGHDPGLEVPRHDLEAARAHLARTATPEGGITLKMVYVSHLDQERRYAMVLLDSLKALGIGLEIQP
LSWPDMVAACARPETFPDFFPVYQTANYGDPDNIAYAAYHSASNGNWQNAVYSNPEVDRLIEAGRAEMDPDKRRQIYGAF
QRAVVADAPDIFGVLEKRKLGLRASIQNYVFTPVASNAIECWPLSLT
>ANB38553.1 methylhydantoinase [Rhodovulum sulfidophilum]SNK001
MTLPSGKWRLGFDIGGTFTDFVLHDGTTGALTLHKRLTTPQDPSEAALAGLDEILAMQGIGPGDLSEIVHGTTLVTNAVI
ERTGARTGLIATEGFGDILEMGTEQRYDIYDLFLPFPEPLVPRDLRLEVPERIDASGRVLAGLDEAALERAGAELVGAGC
EAVAIAFLHSYANPAHERRAAAILRSAFPELAVSVSSDVVAGIGEYRRTATAAANAYVQPLMHRYLGRIETALAARGFAG
ALRLMHSAGGLIPLETARDFPVRLLESGPAGGALATGLFGRAAGLSDMISFDMGGTTAKAALIEDGQAAIAPEIEAARVR
RFTRGSGLPIRTPVIEMIEIGAGGGSIAAIDEVGLLKVGPRSAGSDPGPACYGLGGTEPTVTDAALVLGYYDPGFFLGGR
MALDAGAARRAVARVADPLGLSVEEAALGIHKVVVENMAAAARVHIVERGRDPRDFAMVGFGGAGPAHAVAVARALGIAR
VVIPPASGAASALGFLAAPLSFEAARTLRVALGDRIDAAAINRALDAIEAEGRAHLARAGIGGTGGPDEGITVERSAEMR
LRGQMHEISVPLPEGRLSPEDGPCLRAAFEAAYAARYTSPFEGAEIEVIALRARVSGPAPALGTGGAGGGATPGKGARPA
SLKGTRSCLFEQGRFETAIHDRYALVPGERIAGPAIVEEREATTLIGPEDVARVDAGGALHIEVARPAAAAALVTAGMSR
AEAVARIEADPIGLEIMWARLVNVVEEMWLTVCRTAFSLIIAEAQDFACELLDPEGETLAHSPRAMPVFNLTLPRAVKAL
LARYPAETLKPGDVLITNDPWLCAGHLFDIALVSPAFRDGRLVGLMGTVGHVSDIGGTRDSLHAREIYEEGLQIPPMKLF
DGGCPNETLIELIRQNVRHPDQVLGDIFSFAAANALGAERLDAFMADYGMHDLRALAEVVQGLSERAMRAAIRALPDGEY
RSTIVSAPRGEALEFPVRVAVEGDAMLVDFEGAPPQLPQGGLNSTLNYTAAHATYPLKCMLTPGVRGNAGCYRPFRVTAP
EGSVLNPAFPASVNMRTRTGWYLAPNIFRAMADAAASGVQAHTGLPSSVHIYGRDARGDLYSDLLLLGGGQGASAHGDGH
SALLWPTSAANTSVEMIESRTPLLVLCKRFAPDSGGPGRHRGGLGQILRFRKREADGTPMQVLLHPEGTARPIPGLFGGQ
PGGTASGRVLDPEGRVLRDVGHGALLTLTGTEEIVELTLAGGAGYGPAEERAAAALARDLALGLVSPEAAATQYRMPHAV
PDDETLG
>ANB38554.1 lysine 2,3-aminomutase [Rhodovulum sulfidophilum]SNK001
MDETHAPDAKPLRNGTAQPRALPSARPPGAARRRAAFPSSPEARAFRRRFFPEASAADWSDWRWQLRARIRSLDGLAQVF
SLSEDERAAVARRQSGLPVGITPYYASLMGLEDPAEPLRRTHIPVGQEYLRLPGESDDPLGETPDSKVPGLVHRYPDRVL
FLATGTCSTYCRYCTRSRMVGQPGGEEGISTRNWERAFAYIAAHPQIRDVLVSGGDPLTLSDDKLDYLLGRLRAIPHVEF
IRIGTKVPLVLPMRITGALTRMLRRHHPLWMSLHCTHPAELAPEATEALTRLADAGIPLGAQTVLLRGINDTVETMRTLC
RGLLKRRVRPYYLLQCDPITGSGQFRTPIETGLAIIDGLRGHLTGYAVPHFAIDAPGGGGKVALVPDHVAGREGDDLLLR
NFEGRIYRYPDPGGRTGARD
>ANB38555.1 hypothetical protein A6024_11940 [Rhodovulum sulfidophilum]SNK001
MREVDLAVVGAGPAGMAAAAEAAQAGLRVVLLDAQPWPGGQVYRDIYRAGQEQEADLGAAPLEGRRLIAGLDRPGISLIR
GAEVLAIEPGIAPGYRLSYRQDEAAETLQARQVLLATGGLERPMPVPGRTLPGVLTVGAGQILLRQAGLLPRRGVLLGTG
PLLYLFAVQMMHAGVTPTALIETQTRGDLARAMCHLGGIFGGWSYMSEGWRMLRLLHRAGVPRITGAHEIVIEGEQRAEA
VRFLRRGAQHRLPCDAVLLHHGVVPNPHPARALGLAHRWMPRQHCFTPVCDDWGEAAATEGGVEGIFVAGDGAGIVGPRA
AELQGRISALRIAETLGRIDLGTRDALAAPLRRQLRRELAVRPFLDAAYPPFAEVDGLDRDEAGPGSPLPAFGTALPGGV
PGILAETGENGGKTVADAAGWLPVGGADDAPPDAPEAEKAATGSACHAGEA
>ANB38556.1 hypothetical protein A6024_11955 [Rhodovulum sulfidophilum]SNK001
MCPLCQGLGTVRRIDEAALFDRDRTLDEGAILFPGFEPGSWRWKRYALSGFFDTSKPLSAYSDEEWRRLTVEQRTPVTDP
KPGWLKSTVYEGVLPRLRRSFLDRDEADNSEAERDALTRVTTSGPCDACGGGRLNPAVLSCRIAGRNIADCAGMEVGDLL
EFLRGIDAPEMRPVILSLTEKLESMIDIGLDYLSLDRGTSGLSGGESQRIKMIRHLGSSLADIAYIFDEPSVGLHARDVD
HLGQLLVRLRDKGNSVLLVEHDPDLIAIADHVIDMGPGAGTSGGSIVYQGALAGLRQADTPTGRGFRRSRSLNHMPRRPS
GWIGVRNQSMFNLHDLSVDIPLGVMTVIAGVAGSGKTTLASRILPGLRSDVVVIDQAELRGSSRSTPASYLGIMDDIRRE
FARSSRKPVGLFSTNAAGAWARRSAPSRPAGSGSAPRISPPDSATARRPTRCSASFAPTSRPSCSASRADPPATGVSPCT
SCPSGAR
>ANB38557.1 hypothetical protein A6024_11960 [Rhodovulum sulfidophilum]SNK001
MHLVPQWRALIRRAWSIRLILIAGLLSGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB38558.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MPASVSLSSLSWSAPDGTSLFTDLDLTFGAERTGLVGRNGTGKSTLLHLIAGHSPPASGRISVTGSVAMMRQEALEHPEE
TVADLLGVRTALELMNRAERGRATSEELAEADWSLPARIEAALARCDLSVDPHTRLACLSGGQRSRAALAALILAEPDFL
LMDEPTNNLDRAGRRAVIDLLRGWSGGAIVASHDRELLDEMDAIVELTSLGAARYGGNYSAFRQQRESARAAAAQDLAHA
QKVRAEAAHRAQQAAERKARKDSAGRKSRARGEQPKILMDAAKGRAEASGGAGARLRDARRDAAEDALTAAREKVEVLTP
IHMDIAPSGLPAGRTVLTLDRVTAGYDPAAPILEDLSLTLTGPERVVIAGPNGSGKTTLLKLITGALRPMAGAAQLCVPW
ALLDQHVGLLAPDRTLREVFRDRHPQASMQMAHAALARFGFRAGDAQRLADGLSGGEKLRAGLAFVLGGTPPPQLLLLDE
PTNHLDMEGIEALEAALASYDGAMVVVSHDRAFLASLRPDRIIPFKE
>ANB38559.1 hypothetical protein A6024_11970 [Rhodovulum sulfidophilum]SNK001
MRDFRLDDREMRDAITVARRMGIISRSAQRNRRPTLDELDRLLAHFIDRRQRTPQAMPMHKVIAFALFSTRRQAEITRLT
WDDFQKEHKRILVRDMKHPGEKLGNDTWVDLPEEAIRITDSMRNSKAEIFPYSPDAITANFTRACKLLGIEDLHFHDLRH
EGISRLFEMGWNIPHVAAVSGHRSWVSRLCCTNR
>ANB38560.1 tRNA dihydrouridine synthase DusA [Rhodovulum sulfidophilum]SNK001
MMDWTDRHCRYFHRLMSRSALLYTEMVTAPALVRGGALHLLDHDPAEHPVAVQLGGSDPAELAEATRLCCAAGYDEVNLN
VGCPSDRVQSGAFGAVLMKSPGLVGDCLAAMRAVSSVEVTVKCRIGVDDQEPREVLPAFLETVAAAGVNRVIIHARKAWL
QGLSPKENRDVPPLDYALVAEMKRTFPAMHVSVNGGISTLAEAQSLLAMGLDGVMIGRAAYHDPAAILLGADEDLFGLPG
RKTARQVAEEMRPYIARHLAAGGRLHNVTRHMLGLFAGAPGARAWRRVLSEGAAGQGAGLEVLDAALEALPRAA
>ANB38561.1 hypothetical protein A6024_11980 [Rhodovulum sulfidophilum]SNK001
MPDTPTLLSMLLLLLSIGAIAGVLAGLLGVGGGIVLVTAFFYAFQALGYDSAYLMQICLATSLATIIVTSTRSVLSHAKK
GAVDWQVLKGWAPGIAVGAVIGVLVAAALRSVVLQGIFGGLAMAVGLYMAFGRNDWRLGDSMPRGLKRAVLSPVVGFLSV
LMGIGGGSFGVPLMTLHGAPIHRAVATASGFGVLIAVPSVLGFFFVQIPDGARPPLTLGAVNIPAFLVIIAMTLITTPLG
VRLAHAMDPKPLKRVFAVFLILVAGNMLRKAAGL
>ANB38562.1 hypothetical protein A6024_11990 [Rhodovulum sulfidophilum]SNK001
MSACRRLAALLVLLLLVLRAGLPLSVAMAQPLDRAAVEAQFRDWLGGTIWPRARAAGVSRRTFDAALGGIRPDWDLPGLV
PPGTRPGPQHQAEFGAPALREAAAVGRRLAAREAPALAAAEQATGVPARIVLAIWSRESAYGRAPIRHDLFRVLATRGFM
SPRADYFAEELVAALRIAEAGPVPRDLMKSSWAGAMGQPQFMPSSYLAHATDGDGDGRADIWRSRPDTIASIAAYLGQHG
WVAGRDWGFEVRLPARVSCTLEGPDQGRSIADWEALGVTRVSGRPFPAHERRGEGFLMMPAGRHGPAFLVTPNFYVLKAY
NMSDLYALHVGHLGDRIAFGSGAFARGWAPLGGLDRSGIVAIQRRLEARGRDVGGVDGLPGYKTRREIGRWQEASGRAAT
CFPDPGMAAAMAR
>ANB38563.1 penicillin-binding protein [Rhodovulum sulfidophilum]SNK001
MIRFFLSLLGALFSFVTLGVAAAVLMIGAVFWMYARDLPDHEDLASYQPKTISRIYSGEGRLIDEFAEERRLFVPAEEIP
DLVKEAFISAEDKNFYTHHGYDARGMAAALFDAVKSRGRNVRGASTITQQVMKNFLLGGERTGERKIKELILATRIEETL
SKDKILELYLNEIFLGQNSYGVAAAAQSYFDKTLSELRPEEAAYLAALPKAPSNYHPVRNHDAAIGRRNYVLHEMHDNGY
LDDATYQAALAAPLRTVQNGDYPPFSASLPPRDYFTDEIRRQLSQDFGQEEFFGGGLTIRATLDPELQTEAAEALRRGLE
KYDRSRGVWRGTGKSIDPAELDTEDHWRAALAATDVPRDIRLDGQWLPAVVLTVEDQQMRLGIEGVEDDEAGPALVPRKD
ISWLRGDFHDNFKVGDVVLVRRMTGEDGGFIRWSLRQVPEIQGGFVAMDVNTGRVLAMQGGFSYQASVFNRATQAARQPG
SSFKPFVYAAALDSGFTPATIVIDAPIEVDTGGGAIWRPKNSSNKYYGPTPLRTGIERSRNLMTVRLAREVGMETVARYA
EKFGVYDRLEPYLANALGSQETTLYRMVAAYAMFANGGERVEPTLVDRVQDRRGRTIYRHDSRICTDCGAVSIPEGQGPT
IVSDRERVMNAITAYQLTSMMRGVVERGTAAGRVRLGVPTAGKTGTTNDSRDVWFVGFTSNIVAGCYMGFDRPRGLGRGS
YGGSMCAPVFNEFMKVATAKYGGGPFKVPPGGRFIKIDRYTGERLADDASGENVVAEYFREGEEPVFGIGAMVDGGFAMG
SNLPLFGRGEEETYEDTPSEEVTTSTGRKAVVGPKANFGTLSSGGLY
>ANB38564.1 peptide chain release factor 2 [Rhodovulum sulfidophilum]SNK001
MRAEAQNTVEDIRKSLGLLAQRLDWETAQHRLEEFNAMAEDPELWNDPERAQKLMRERQALVDAIDTYKGISQELEDNIE
LIELGEAEDDQEVVREAETALKTLRETAAAKELEALLDGEADGNDTFLEINSGAGGTESCDWASMLARMYVRWAEKHGYD
VELQSESAGEEAGIKSATYKITGRNAYGWLKSESGVHRLVRISPYDSAARRHTSFSSVWVYPVVDDNIEIEVNPSDIRID
TYRSSGAGGQHVNTTDSAVRITHMPTGIVVTSSEKSQHQNRDIAMKALKSRLYQQELDKRNAEINAQHEAKGDAGWGNQI
RSYVLQPYQMVKDLRTGVETSDTQGVLDGDLDQFMAATLALKVSGKSRAEAQAED
>ANB38565.1 hypothetical protein A6024_12005 [Rhodovulum sulfidophilum]SNK001
MTDDDTAPIETPCIRTCRVDPASRLCVGCLRSMEEIGHWGGMSPAERRRIMAELPARRGRISPDAAALGALRRKRG
>ANB38566.1 crossover junction endodeoxyribonuclease RuvA [Rhodovulum sulfidophilum]SNK001
MHDDLEEFAAALRPPTALIGLDFGEKTIGVAVSDPFWSIATPLETVRRKKFTLDAGRVLEIAAGREAGGIVLGLPRNMDG
TEGPRCQSTRAFARNLSRLTELPIGFWDERLSTVAAERALLEADTSRRRRAEVIDHVAAGYILQGLIDRLRNLTATP
>ANB38567.1 hypothetical protein A6024_12015 [Rhodovulum sulfidophilum]SNK001
MTFIVVAIGMAAVIAAVLTLTLVRGRRGDEPAAAYDLRVYRDQLDEVERDLGRGVITEDEAARIRTEVSRRVLEADRKLA
RQSGSGQAPKALSLAAGVAVLAVLMGGTWITYSANGAPGYADQPLDLRKTEAADYRATRMKQAEAEEQAPPMPGLPTPDA
EHLELVKKLREVVAQRGDDPQGLALLAHNEAALGNFRAAYKAQKRLIALKGGSATAADYATEADMMVLAASGYVSPEAEA
ALEQALNRNPQNGTALYYWGLMHIQTGRPDIAFRVWRELLSLSHAGDPWLPIVREQMPNLAWYAGDERYQLPPMPAEAGA
PGSATGPSAEDIAAAAEMTPEARDEMIRGMVARLSARMADQGGSPEDWARLIGALGVLGDSEQAGAIWAEARQTFAADPE
ALATIRAAAQSAGVAE
>ANB38568.1 sarcosine oxidase subunit beta [Rhodovulum sulfidophilum]SNK001
MKRYSAFAIAREAASYHAGWERAWTSPEPKDRYDVIVVGAGGHGLATAYYLGKNHGVRNAAVIEKGWLGGGNTGRNTTII
RSNYLQDPSAAIFEKARSLYDGLSQDLNYNVMFSPRGVLMLAQSEHEARGWKRTAAANVLQGIDTEYVDAKRVKEIVPII
NIDGPRYPVLGGLWQKRGGTARHDAVAWGYARACSAMGMDILQQCEVTAIRQKAGKVTGVATTKGEIGCGKLAIVVAGHS
GVLAEMAGFRLPIESVALQALVSEPIKPVIDTVVMANTVHGYMSQSDKGELVIGGGADGFNNYSQRGSFQHVEDTIRALI
ETFPIISRLKMLRQWGGIVDMTGDRSPIISPTPLGDCFINCGWGTGGFKAIPGSGWAMAELVAKGRPGPLSAEFGLDRFA
EGRFVDESVAAGVAH
>ANB38569.1 sarcosine oxidase subunit delta [Rhodovulum sulfidophilum]SNK001
MLVLTCPCCGATAEETELAPGGEAHIARVGPGADASAFEAYLFHRKNPRGVHFERWRHAHGCGKWFHAARNTVTLEVYGT
YPAQTPEPPRELLEKIAAKVPGFDPEART
>ANB38570.1 sarcosine oxidase subunit alpha [Rhodovulum sulfidophilum]SNK001
MSFRLPSGGRLIDRSARLGFTFDGAECDGFAGDTLASALLANDRMLVGRSFKYHRPRGIVASGAEEPNALVGLGSRGRYE
PNQRVTTTELFDGLEAESQNRFPSLAFDIGAINSRLARFLPAGFYYKTFLKPAAFWEHVYEPLIRRSAGLGRAPDEPDPD
SYEHFHVHTDVLIVGGGVAGLQAALVAGRSGARVLLVEQSPHWGGRAAVDGVEIEGHPAENWVAETVAALKRLSNVTLRL
RCQGAGIYDHGFALAHERLSDHAPGSAGPRHRLWKIRTRQVIVAAGAIERPLAFPGNDVPGVMLASAMRDYVENWAVAPG
RRSVVLTNNDDAYRTALCLLEAGLEVHAILDTRAEATGPLPEIARKAGIQVRTGMTVVDVAGGKRVRSVGIGPVDGKGYP
TDRIACDAVAMSGGWSPVVHLWSQAGGKLFWDPKQSSFRPDADRAPKSHDGETFVHAAGSANGALLAKRCQLDAGRAGAA
AALAAGYDAEPVDAVAAAPEQQPIEPAWILPRRAGPDLRMKMFLDYQNDVKVSDVQLAAQEGYESVEHTKRYTTLGMATD
QGKISNVNGLAVLAEALGEDIPAVGTTTFRPPYTPLTFGAIAGPGIGATFQPERRTPLQDWHEAQGAYFEPVGHWRRPYC
YPARGESHGKAVRREIRAVRDAVGLLDASTLGKILVKGPDAGRFLDRVYTNMMSSLKVGRCRYGLMCSENGFLMDDGVVV
RLSEDSFLCHTTSGGAEHVHQHMEEWLQTEWWDLKVHVVNQTEQFVQIGIAGPKAREVLERLGGMDLSKEALPFMAWAEG
ELGGFPVRVYRISFSGELSFEVAIRAGQGRAFWDACLEAGADLGIAPYGTEALHVLRAEKGFIMIGDESDGTVIPQDLGL
DWAVSKKKDDFIGKRAQERSHMTDPGRWKLVGLETLDGSVLPDGVYAAASGRTANGQRNTQGRVTSSYYSPTLRRGIALG
LVLHGPERMDEVIDFTCADGSTVRARIVSPVFYDPEGEKQNV
>ANB38571.1 hypothetical protein A6024_12035 [Rhodovulum sulfidophilum]SNK001
MSEPVTALGGACIEGLVRIVEQPLQGMIALKGDLADAKIRNAATGVTGIDLPGPLEGRVEGERGLAWMAPDELLLFVPYA
EVARTMDTIGRALKGRHATLADMSDARAVFRLDGAAGREVLARLTPADMAPEAFWPGRFRRSRLGQVPAAIWCESPDRFG
LICFRSVAVYVRDLLTAAAAAPPVGYFPAGG
>ANB38572.1 superoxide dismutase [Rhodovulum sulfidophilum]SNK001
MAFELPALPYAHDALADSGMSKETLEYHHDIHHKAYVDNGNKLIEGTEWASKSVEDIVKGTYQSGAVAQSGVFNNASQHW
NHSQFWEMMTPKPVAMPSELEARLKDAFGTVEKFKEDFAAAGAGQFGSGWAWLVVDTDGTLKVTKTENGVNPLCFGQTAL
LGCDVWEHSYYIDFRNKRPAYLTNFLEKLVNWENVAERLSKA
>ANB38573.1 acetyltransferase [Rhodovulum sulfidophilum]SNK001
MENLRPSTPKDMPRVIDIWRRAVDATHGFLAPEDRAAIERELAVFLPTVPLCLAVDDADVPQGFMLLHQGHMEALFVDPA
CHGRGIGSALIRFALKAHPGLTTDVNEANRRALAFYEARGFEKTGRSALDGQGRPYPLVHLRHRSAASAPSDT
>ANB38574.1 hypothetical protein A6024_12050 [Rhodovulum sulfidophilum]SNK001
MFSKSRINEPGPKAGEAEKAKAFEAPTAPRSGDAPIPSAPRAKPPASMLSSDLVVTGNLKTTGDIQIEGTIDGDISAHLL
TVGENATVRGEVVADDVVINGRVIGRVRGLKVRLTSTARVEGDIIHKTIAIESGAHFEGSVQRQDDPLNTGKRAQQAPAG
QAQQPRPQQGSAAAAPTAAGKPAEGAPKV
>ANB38575.1 peptidase M23 [Rhodovulum sulfidophilum]SNK001
MRQTLTARFLHRIDVALGRYLPEKRLFLRSEQSTRFVRLSPLTQAAALSGTTALVAWTMVASSILLIDQVGSGNIRDQAR
REQALYDSRLNAIAAERDRRAEAVRQAQDRFNLALDEVSKMQSALLASEERRRELETGMTVLQATLRRTLAERDAAQDRS
IELAAQLAGETGLADGPRPADLEQTLTFLTAALDETSAERDKVAEDAASAYEMVQAIAYERELDAERNDQIFTSLEEALT
VSMTPLDKMFKAAGLNTKSILNRVRQGYSGVGGPLTPLSVSSKGSATELSPDEIRARAIMGRLDEINMYRIAAEKLPFAQ
PLKSSYRLTSPFGIRTHPTLGGSRMHEGTDMASAYGTPIYSTADGVVVRAQWVSGYGRMVEIRHEFGIVTRYGHMSKIRV
KAGQRVSRGDRIGDMGNSGRSTGTHLHYEVRVDGKPVNPMTYIKAARNVF
>ANB38576.1 alkyl hydroperoxide reductase [Rhodovulum sulfidophilum]SNK001
MPDTLTEAGQTAPDFTLPRDDGAPVTLSAQRPAPVVLYFYPKDDTSGCTKEAIAFSGLLAEFEAAGARVFGISKDSLAKH
GKFRSKHELSVPLLSDEDGDVCERYGVWVEKSMYGKRFMGIERATVLIDGTGRIARIWRKVKVPGHAEEVLEAVRAL
>ANB38577.1 hypothetical protein A6024_12065 [Rhodovulum sulfidophilum]SNK001
MGLLLGLAMLAGALGLAALVLTERMLVLPDWAVARVEARVNAEISPLMLGLDSVGLRLSRSEAPLVRLGGVTLTDAAGRE
VLRLPRAEARLDARALLGRRLEVSHLALTGAEVTLRRGADGRIDLALGGTGAPLGIGGSLAEILDQIDRSFDAPALAPLR
SVSVEGLALTYVDARADRTWRVENGLMTLDQTAEAVVAQAFFSLRGAGAVASEFAFGFTSFRGSPAARLSAGFSDVPSAD
IATQSPALAPLALIEAPISGAMRSEIDESGRIGDLTAALEIGQGALTPPGGAAPIRFDSAQSQFTYDAREGRIELSRISL
DTAALRLAGKGHADLVAPGGGWPEALVAQLRFGEVGLDPEGLFETPAAFPGGALDIKIALDPFEAEIGQLVLSDEEGSYR
ASGRVRALPGGWDLTMSADLDSIDHRRLLALWPVGMAKGARDWLSANLQGGVLYDAHLGLRRSPGGPSRLALGARIRDAV
VRFLPEFPPLRDGRGYLAIEDRRLTVSAEGGRVEAPGGGPVTVAGSTMEIPDLAADPVEAVFALKTEGTIPAALSLIDLP
PLTLAHRAKLPAHPAEGRARMAVGLRLPLIRDLPIEKVGYRVAGVLEDVVSDTLVPGRRLSAPRLDLRADDEEVSVSGAA
ALDGVPLRARWSRAMTGSAASAITGTVELSERANKAFGLGLPEGSLSGATRGTFTLDLAPGAPPKLDLSSDLTGLGLRLD
AVGWSKPAARAGRLTLEARLGETPAVERLSLEAPGLSAEGQVSLRPGGGLDTARFSQVRLGGWLDAAVTLTGQGADRPPA
VAVTGGSADLAAMPQRFGAGGGGAVDGTVAVALDRVRVGNGLQLTGVRGQLSGSSGGFEARVAGRAPISVSLMPARSGMA
VRVRSADAGAVLGAAGIYGRASGGTLDLVLNPTGKAGHYDGNARIANLRVGGTPVTVELLSAISVIGILELLDGEGLSFS
DVEAQFRLVPGAVEIRQGSAIGPSLGVSLQGVYLTGSKRMDFRGVLSPVYMFNGIGSVLTRKGEGLLGFNFSLKGDPADP
EVGVNPLSILTPGMFRELFRSPAPRLKEAP
>ANB38578.1 tRNA preQ1(34) S-adenosylmethionine ribosyltransferase-isomerase QueA [Rhodovulum sulfidophilum]SNK001
MKLSDFDFDLPEALIATRPVRPRSAARLLVAEGDAIRDLQVRDLADLLGPGDRLVLNDTRVIPARLSGLRRRETGQGPAE
ARVEVTLMEPAAGGQWRAMARPLKKLRPGDRIRFSDALSAEVVARGPEDATLAFDCEGAAFDAALAEAGAMPLPPYIAAR
RPADAQDREDYQTVWAARPGAVAAPTASLHFDAALLAALEAKGVAFTHVTLHVGAGTFLPVKVDDVSEHRMHAEWGEVSE
AAAAEINATRAAGGRIIPVGTTALRLIESAAVAEDRIAPWRGETDIFIRPGYQFRLTDALITNFHLPRSTLLMLVSALMG
CARIRKIYLHAVEHGYRFFSYGDASLLIPPGRDRRDSSRPKAPPSGPTA
>ANB38579.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MFKVLASSWALLLGILLLMVGNGIQGTLLGIRGGIEGFSTYEMSMVMSAYFLGFLGGSRLAPEMIRRVGHIRVFAALGSF
ISAVLILYPAWTDPLAWTIGRVLIGFCFSGVYVTAESWLNNSASNETRGQALSLYMITQMAGIVAAQGLLLTADPSGFIL
FIIPSVLVSISFAPILLSVSPTPPFETTKPMKLRDLIRISPTGTVGVFLIGGVFSALFGMASVFGSEAGLSVAEISAFVA
TIYLGGLLCQYPIGWLSDRIDRRTLILAAAAIGAAAAGAAIVVGTNYGALLTAAFVIGGMSNPLYSLLIAYTNDYLEPED
MAAASGGMLFLNGVGAIVGPLVTGWAMGVIGPGGFFLFIAVLMTSLAVFTAFRMTQRAPVPVDETGSYAPVLPSATPVAV
ELAQEFAIDAAQDDQDSASSGGSQTPG
>ANB38580.1 hypothetical protein A6024_12080 [Rhodovulum sulfidophilum]SNK001
MPRREQIISFWMEEVGPAGWYKADPEVDAAIVARFKGDWEAAHSGELHEWVTNPAGAFAFLILTDQFPRNMFRGDWRAFA
TDALARAASKQAIEHNFDMRYPEPERQFFYMPLMHSECLMDQDRCVRLMLTRMPETGADNLLHAKAHRELIRRFGRFPFR
NAALHRGSSEEEIAFLESGGYGACVEELRASA
>ANB38581.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAARNFDMIVIGAGPGGYVAAIRGAQLGLSVAVVEREHLGGICLNWGCIPTKALLRSAEVFHLMHRAKEFGLKAEGIGYD
LSAVVKRSRGVAKQLSSGVGHLLKKNKVTVVMGEATLPGKGRVSVKTDKGTEELTAKAIVLATGARARNLPGLEADGKRV
WSYKHALQPPHEPKKLLVIGSGAIGIEFASFFNTLGAETTVVEVMDRILPVEDAEISAFAKKQFEKQGMTIREKATVKQL
DRSADKVVAHVEQNGKVEKIEVDTVISAVGIVGNVEGLGLEDLGVRIDRSHVVTDDYCRTGVEGLYAIGDLAGAPWLAHK
ASHEGVMVAELIAGQKPHPIKPGSIAGCTYCHPQVASVGLTEARAKEQGHDVKVGRFPFIGNGKAIALGEAEGMVKTVFD
AGTGELLGAHMIGAEVTELIQGYVVGRQLETTEADLMETVFPHPTLSEMMHESVLDAWDRAIHF
>ANB38582.1 hypothetical protein A6024_12090 [Rhodovulum sulfidophilum]SNK001
MANWFELMARVYPHIEEIRPKDASIHAEKGELVLIDVRETHEVARSGKARGAIHIPLMMIRHKANARGPNFDPALDPAKS
FALYCENGSKAIQAARMMKKMGYEDVYNMGSFREWLNAKLPVE
>ANB38583.1 hypothetical protein A6024_12100 [Rhodovulum sulfidophilum]SNK001
MTTQSLLAKNVGGIDRALRIIIGALMVIAALVGYSNWLLIGIVPLATGLMSSCPLYSLIGVNTCKKD
>ANB38584.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSWLARAEGLGGIEPEIAARLDMLPVSPLPKGQVLFCPGEAARGFTILLTGRVEVFLIGPTGREILLYAIEPGQSCVQST
LGLLGGEDYTGEAVTATDCEAVLVPKDRFLSLMDDSPVFRRFVFGAFAQRLQSVMALLERVAFQKVEGRLAADLLDRAAG
GAVHATHQEIATRIGTAREVVSRRLDALARAGMVRLDRGCVTIEDAQGLARIAAADGIR
>ANB38585.1 3-hydroxyisobutyrate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKIGFIGLGNMGAPMAANLVQAGHEVTGFDPSAPCPEGVTMAESAAGAARGREVVITMLPNGQILRAVAAEILPAMAGGA
VLLDCSTVDVDSARAVAAEAGAAGMLAVDAPVSGGVGGATAGTLTFMAGGSDEAFAKVRPLFDIMGQKAVHCGPSGNGQA
AKICNNMILGVTMIATCEAFALADKLGLARDKMFDVVSTSSGYSWSMNSYCPAPGIGPASPADNGYKPGFAANLMLKDLR
LSQQAAETADADTPMGARAAELYATFVEQEDGSGLDFSAMLPRFEKRGRG
>ANB38586.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SNK001
MSEIDIRKQGRIGRITLTRPKALNALSYEMSLAIEAALDAWAPDPEVRMILIDAESDKAFCAGGDIAVMYETGTRGDYAY
GQKFWRDEYRMNAKLFEFPKPVVSLMQGFVMGGGVGVGCHGSHRVVGESSQVAMPECGIGLVPDVGGSLILARAPGRMGE
YLGVTGRRMGPADAIYAGFADYFLPEADWPALRDELIATGDWEAVDRAARTPPPPGELEALQPRIDALFAGERLLDIVNA
LSAKGSGFALSALKVMERNSPLAMACAIEMQHRLKGSDDIRRALALEYRFTYRAPEHSDFLEGIRAAIIDKDRKPRWKHP
GLDAVPGADVARMLMPLGEYGLKLEEELQ
>ANB38587.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MDFAPSEEQRAIFDLAREFGAEHIAPHARTWEAEGTIPRPLWPELGALGFGGLYVRESSGGSGLSRLDATLVFEALSMAC
PSVAAFLSIHNMCAKMIDAFGSEEMRARVLPEALSMQTVLSYCLTEPGSGSDAAALKTRAVRGAEGWALTGTKAFISGGG
YSDAYVVMARSGAAGPKSISAFLVEDGRPGLSFGGLEDKMGWRAQPTRQVQFDNCAIPAANLLGEEGHGFRYAMAGLDGG
RLNIAACSLGAAQAALDATLSYMGERQAFGQSLDRFQALQFRLADMEIELQAARIFLRQAAWKLDRGAPDATRFCAMAKA
FVTETGSKVADACLQLHGGYGYLADYGIEKIVRDLRVHQILEGTNEIMRLIVARQLLEARG
>ANB38588.1 carboxylate--amine ligase [Rhodovulum sulfidophilum]SNK001
MSASEPDFTLGIEEEYLLVDRETCALAQAPKDLMAACAADLGDQVTPEFLQCQIEVGTRVCRSVAEAREELRRLRATVAH
HAAQFGLAPIAASCHPSADWLDQNHTDKDRYNDLDRALAAVARRMLICGMHVHVGIPDPDQRIDLMTQFSYFLPHLLAMS
TSSPFWKGVDTGLASYRLTVFDNLPRTGLPPRFESWSEYDRSVGTLIRLGLIEDATKIWWDLRPSARFPTLETRICDMSP
RLDHTLSLAALIQCTLRMLWRLAGENLRWRIYERFLVGENRWRAQRYGVSEGLVDFGRKELVPFADLLEELIQLVEADAA
VLGCLDEIHAARDVIAHGTSAERQRNAHAAALATGADSEEAMRSVVRLLIEEFGADL
>ANB38589.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]SNK001
MSKSLKRVRAALEAAGITPDIRELGQTRTAQEAATAVGCDLDQIAKSIVFRGEQSNSAILFLTAGGNRVSDEKASALAGE
PLGKADAALIRAQTGFAIGGVAPVGHLSPIRTFLDPRLLEFDTVWAAAGTPRHVFPLDAHALPGLTGAATADFTQ
>ANB38590.1 glutamine-synthetase adenylyltransferase [Rhodovulum sulfidophilum]SNK001
MSFASRLTRAPLAHEPDRAAEAADRFAAQPPEIRALLEGTAGCSPYLWGLMTREADWLEDLLAGAPEPVFAALMDEVRGL
SLEALKPGLRQAKRRAALLIALADLGGLWPLEAVTGALTDFADLCVDVTIRRLVAAEIARGRLPGLSEADADTAGGMVAL
AMGKQGAHELNYSSDIDLICLFDQDRFDPADFHEARSAFVKITRRMTAILSEATGEGYVFRTDLRLRPDASVTPVCMSME
AAERYYESLGRTWERAAHIKARPCAGDIEAGWAYLDRLRPFVWRKHLDFAAIQDAHDMRLRIRSHKGLHGGLVLEGHDMK
LGQGGIREIEFFTQTRQIIAGGRDPELRVRGTVEGLTRLAAKGWVPEEVAETLTADYRAHREVEHRLQMVNDAQTHLLPN
SAEGIVRIAHFCGAPEAGPWRDALAARLRRVAGLTEGFFAPGKPAEDLPEIPKTAAEIVERWPRYPCLRTTRAQEIFNRL
KPDLFSRLTKAPRPAEAFAAFDGFLAGLPAGVQLFSLFEANPHLIDLLIDITSVSPELAQYLSRNARVLDAVIGGSFFED
WPGRAALTGALDDRLGALGDYEAQLDAARAWVREWHFRIGVHFLRGLIDARTAGAEYADLAEAVLAALWPRVVAQFAAKH
GDPPGKGAVVLGMGSLGAGALSARSDLDLIVIYDADGVEASEGRRPLASRAYYAKLTQALVTALTAPMAEGRLYEVDMRL
RPSGNQGPVATSLQSFRNYQRDEAWTWEHLALTRARPVAGDAALGAEVESFRRALIADKADVARTVAGIVDMRRRLAGAK
PAKSTWDGKQGPGRGQDIELIATAAALIAASPATSVAEQMGAGVEAGWLRQDEAEVLGASYRLQRQIQGAAKLISDTPLD
AARLGESGQAFLLRGTGAEDVAALEDLLEIQRAAAATAIEAVIARSPAEEQADAD
>ANB38591.1 hypothetical protein A6024_12140 [Rhodovulum sulfidophilum]SNK001
MRIELADPRGVIRESYRIEGIGAPECRSIFLDWAIGLPEGIDSQRALRRLLAEHAAAAPDHPMTAVLRAGLNAGPQARRR
GGAHGRRS
>ANB38592.1 methionine synthase [Rhodovulum sulfidophilum]SNK001
MTQTAFSPTRLALSPVFDTLRAAARERVLVLDGAMGTQIQKLGLSEDDFTGHGAGCSCHLHGDKPQKGNNDLLNLTNPDV
IEEIHYRYAMVGADIVETNTFSSTTIAQADYGLEDKVLALNEAGARLARRAMDRAEAEDGRRRFVAGALGPTNRTASISP
DVNDPGYRAVTFDDLRIAYAQQLRGLIAGGIDLVLIETIFDTLNAKAAIFACEEVFTEQGLRLPVMISGTITDLSGRTLS
GQTPTAFWHSVRHAQPLTIGLNCALGADAMRPHLAELSGVADTLICAYPNAGLPNEMGEYDQTPDEMAALVEGFARDGLV
NVVGGCCGSTYDHIAAVAQAVKGYAPRALPQPARHLRLSGLEPFTLTDDIPFVNVGERTNVTGSARFRRLIKEQDYATAL
DVARDQVENGAQIIDVNMDEGLIDSKQAMIDFLNLVAAEPDIARVPVMIDSSKWEVIEAGLKCVQGKPVVNSISMKEGEA
AFLHHARLCRAYGAAVIVMAFDEQGQADTEDRKVEICARAYKLLTEEVGFPPEDIIFDPNVFAVATGIEEHDNYGVDFIE
ATRRITTDCPHVHISGGVSNLSFSFRGNEPVREAMHAVFLYHAIQVGMDMGIVNAGQLAVYDQIEPELREACEDVVLNRR
PDATERMLELAEKYRGQGGSQAREKDMSWRELPVGKRLEHALVNGITEFIEADTEEARLAAERPLHVIEGPLMAGMNVVG
DLFGAGKMFLPQVVKSARVMKQAVAVLLPHMEAEKEGRREAAGKVLMATVKGDVHDIGKNIVGVVLACNNYEIVDLGVMV
PPEKIVAAAKEHEVDIIGLSGLITPSLDEMVHMASEMERQGFDIPLLIGGATTSKVHTAVKIAPHYSRGQAVYVTDASRA
VGVVSSLLSDNQRAGYVEGIREEYREIAEKHARGEAAKKRLPLAAARANPVPVDWAAYRPVRPGFLGTRVYDRWDLADLA
AHIDWTPFFHAWDMRGVFPRILEDEKKGEAARNLYDDARRMLDRIVQGAWFAPKGVVGFWPANAVGDDVRLYTGEDRTGT
LATFYTLRQQTAKRPGVANAALADFVAPEGVAPDYLGGFAVTAGPEEVAIAERMAMENDDYGAIMVKALADRIAEAFAER
MHAEVRRTLWAYAPDERFTPEELIAEPYAGIRPAPGYPAQPDHTEKKTLFRLLDAERAVGIRLTESMAMWPGSSVSGLYF
AHPDSYYFGIGKVEADQVADYAARKGISLSEAERHLAPVLNYTPRKEGDAAAA
>ANB38593.1 Paraquat-inducible protein A [Rhodovulum sulfidophilum]SNK001
MRALRLANLALLVLFPIAWAAPLLRAGLLPLFGLSEISVLSGLASLWQTDIFLALLVTLLALVAPYAKTVGLALVQYDLA
SARLLPAIHVMGKLAMADVFLIAIYVVLVKGIGMGRVETAWGLYLFTFCVLASLALSSLTARILKRG
>ANB38594.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MIELRHIEKAFGRNRVLRGVNLTVPKGASMVIIGGSGTGKSVLLKCILGLVRPDAGQILIEGEDASKAERDAFLARFGML
FQGGALFDSLPVWQNVAFRLLRGTGKRPKAEAREIAIEKLRRVGLKPDVADLFPAELSGGMQKRVGLARAIAADPEIIFF
DEPTTGLDPIMAGVINELIREIVVEMGATAMTITHDMTSVRAIADNVAMLHGGVIQWTGPVSDMDQSGDPYLDQFIHGRA
EGPIEAVR
>ANB38595.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MILLAPLGALGRTVLGALAAIGRIALYALATLYAMVRPPFYLRELGHAIWVIGYNSLPVVGLTAVFTGAALALQIYEGGS
RFNAGQVVPSIVAIGMVRELGPVLGGLMVAARVASSIAAEIGTMKVTEQIDALATLSTDPMRYLTVPRVVAATLTVPVLV
AVGDSIGILGGYLVGTQSLGLNAAAYLKNTADYLVLWDVTSGLIKGAVFGFLIALVGCYFGMNSGRGAQGVGAATKSAVV
AASILILASNYLLTTLFFAA
>ANB38596.1 alanine racemase [Rhodovulum sulfidophilum]SNK001
MATGTLTIDLDALARNWKALDRASGAGVETGAVVKADGYGLGGDRVARALAQAGARRFFVAVAEEGAQIRNALGPGPQIC
VFSGHMPGDTDMIGDLDLVPMLNSVEQLTRHMEGLPGRPFGIQLDSGMNRLGLEPAEWAAVRDIVLAAKPVLIMSHLACA
DEPDHPANLQQLTAFREMTEGCDVPRSLSATGGVLLGPDYHFDVTRPGMGVYGGMPFAEAEPVVGLSFPVIQTREVEPGE
SIGYGYTHTAGERRVVATVAAGYADGLHRTLSNRSKLWFEGTPCPIVGRVSMDLVTADITDLGRIPPALDLLCPEQGVDA
VADSAGTIGYEIMTALGRRYARRFLGGAGA
>ANB38597.1 orotate phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MIPSTFPDQSEIARLSARMLLEIGAVHFNAEEPFTLASGLPSPTYIDCRKLISFPRIRATLMDFLTVTVLREAGFEAFDN
IAGGETAGIPFAALIAERMALPMTYIRKKPKGYGRNARIEGVMAEGDRVLLVEDLTTDGGSKLSFVDAIRDTGAVCGHTA
VIFYYGIFPETEKTLGDHGIRLHHLCTWRDVLAEAKRQGAFDATTLAEVEAFLDAPRAWQEARRQQ
>ANB38598.1 dihydroorotase [Rhodovulum sulfidophilum]SNK001
MTQSLTIRRPDDWHLHLRDGAMMAGVLPESARDFARAIVMPNLVPPVVTATEAAAYRDRILAALPEGADFTPLMTLYLTE
ETDPEDVARAHAAGLVTAVKLYPAGATTNSASGVSDFDKVRGVLDKMAEIGCPLCVHGEVVDPEIDIFDREAVFIDRVLD
PIRRATPGLKVVMEHLTTADGVDYVRSVPEGLGATITTHHLIITRNHILVGGIKPHYYCLPVAKRARHRDALVAAATSGD
ARFFLGTDSAPHVDPAKECACGCAGIFSATNTVSCLAEVFEREGALDRLEAFASLNGPAFYGLPPNETRITLTRDASPAA
YPARIETGAGPVTLFDPGFDLHWRVER
>ANB38599.1 hypothetical protein A6024_12185 [Rhodovulum sulfidophilum]SNK001
MALANTHVAGPRGSFFSSVIAAMVRMVENHPRTRALDRLNAISDEELAARGLTRQDVIRRIFSDRFYL
>ANB38600.1 hypothetical protein A6024_12190 [Rhodovulum sulfidophilum]SNK001
MKDRLASEDNTGRWQALLDRSGTGAWLKALGPDHAAVWAPGGDTLLVTFEQARKILTGETAGQPLAAQLAEPAGWSRLTL
VAHGATWFRDPAVFRFFDERIDSEFFDGFDRVVFYGAGMCGYAACTYSVAAPGAAVVALAPQATLDPARLDWDRRFLIAR
RRDFASRYGYAPDMIEAASCAAILYDPAQTLDAMHAALFDGPNVLRLAAPCCGDALEAHLADMGILPELIDAAGEGQLSA
EVYYRLFRARRRHAPYLAALIDRLDRSGRKDLALRVCRHARRIAESETVSGHIAGITGARADLDRRLRRHRPADPA
>ANB38601.1 lysine transporter LysE [Rhodovulum sulfidophilum]SNK001
MSVDLWLAFAAASAVLLVLPGPTILLVLSYALSQGRRVAVAMALGVALGDLIAMTVSLAGLGALVLASATLFTALKWIGA
AYLVWLGIRLFRSPPVLADDVAPAPRPARAVFGHAALVTALNPKSIAFFIAFVPQFLRPDAPLTQQFAVLIATFVSLAAL
NALAYALLADRLRAQIRRAAVLRWMTRAGGGALIGMGALTASAARS
>ANB38602.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
METPLKPKDAPELARFDWEDPLRLEDRLDEDERMLRDAARAFAQDRLQPRVTEAFRNETVEPGLFREMGEAGLLGVTLPE
AYGGLGASYVTYGLVAREIERVDSGYRSMMSVQSSLVIYPIYAYGSEAQRKRYLPGLAQGTLIGCFGLTEPEAGSDPGSL
KTRAEKTATGYRLTGRKTWISNAPMADVFVVWAKSEAHGGKIRGFVLEKGMAGLSAPKIEGKLSLRASPTGEIAMDGVEV
GEEALLPGVEGLKGPFGCLNRARYGIAWGVMGAAEACWHAARSYGLDRRQFGRPLAATQLFQKKLADMQTEIALGLSACL
QVGRLMDEARAAPEAISLIKRNNCGKALEIARAARDMHGGNGISESYPAMRHLVNLETVNTYEGTHDVHALILGRAQTGL
QAFF
>ANB38603.1 ATPase [Rhodovulum sulfidophilum]SNK001
MAEEIGSIDAVQTMLAGQNYVCGRALGTVAFLALRLGRPLFLEGEPGTGKTEIARALASGLGRRLIRLQCYEGLDAASAV
CEWNFAAQMIAIRTAEAAGAADRSALEAELFDERFLIERPLLQAMRPQPGGPPVLLIDELDRTDEPFEAFLLEALGDFQV
TVPELGTIRAAEPPIVILTSNRTREVHDALKRRCLYHWVDYPDFARELEILQARAPEAAETLSREVVAFVQKLRAEDLFK
KPGVSETIDWAKCLLALDVIALSPDVIADTIGALLKYQDDIQRLEGSEARRLLDAVRDELATA
>ANB38604.1 VWA domain-containing protein [Rhodovulum sulfidophilum]SNK001
MADLPALGIPDEGRLSHNILHFARALRKAGLPVGPGRAIDAIRAVEAAGFTDRADFHHTLAACFVSRPEHRAVFDQVFRL
YWRDPRFLEHMMSLMLPALRGVAEERRARPAERRAAEALLDAVPSDRPDPETGEEIEIDATGTQSARDRLKSLDFEQMSP
AEAAEAKRMLAGLRLPVAPLISRRSRADRLGPLPDWRGTMRAALRAGGEMRDFSTKNRRRRWPDLVVLCDISGSMSQYSR
MVLHFLHAVSNAKGAGWARVHAFTFGTRLTNITRHLATRDVDAALAAAGAEAPDWEGGTRIGAALHAFNRDWSRRVLGTG
AVVLVITDGLDRDETDILAREIERLHLSARRLIWINPLLRWDGFAPKARGIRAMLPHVDCFRAGHSIRSLEDLARAVSEA
RDTGERDRMLAAMRHSGPI
>ANB38605.1 hypothetical protein A6024_12215 [Rhodovulum sulfidophilum]SNK001
MPLNWKIGGPLLGIVFFLAVLLARPIGVSTQFVLFDAFLWNLQQPDAGILTRTAEGVTSTNAYLAKSDGALAAGAADLLT
YPMVFVLAMMAGALLSSLIRSTVPKGERNVPAMYRANIGGFWPLRWVMAFAGGVLVLYGARLAGGCTSGHMMSGMMQSSI
SGFVFAFGAFLTAFPTAMMLLKKEG
>ANB38606.1 hypothetical protein A6024_12220 [Rhodovulum sulfidophilum]SNK001
MTMTLVIAGLLGAAFGAMLDRIGATNPNWIGRMLTLTDTNLMKTILVAIGTAAILIFAGQIYGLVDVGHMSVKAAHVGVL
LGGAILGFGWAIAGYCPGTGLCALAVGRIDALFFVAGGLVGAAGFMISYPFWESIGFLNGEKWTLGAIPGADYPAAIPAL
PGDLAGIAMGTVFILIAVLLPRRITGRDAARAAEAAAAGRADPVE
>ANB38607.1 XdhC/CoxI family protein [Rhodovulum sulfidophilum]SNK001
MQIAEHDAIPETALDWHRAGQGAALATVVETWGSAPRPVGSQLAISGAGAMAGSVSGGCVEGAVIAEALEALGDGQPRLL
EFGVSDGDAFAVGLACGGRIRVLVEPVGPVGRALPEDLLADLVAARAARRAVACLVDTESWARRLAGPEDPALGQAIGER
MRADRSGFEGQVFVGLHNPPLRLVVVGAVHIAQPLVQMARLAGFAPVVIDPRPAFGAAARFPGEVVIDAWPDAALADLGL
DARSAVVTLTHDPKLDDPAIMAALDSDVFYLGCLGSSRTHAGRVARLEAAGAAPERIAAIHAPVGLGIGARTPGEIAVAI
LAEILQRLRRG
>ANB38608.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MRFGPVPPAEARGAILAHSMALPGLHLPKGSRLGPAEIAALRGAGIAEVTVARLDPGDVVEDAAAARLANALVPDPEAAA
LRIGRAARGRVNLHAVCAGVVGLDLAAVQAVNRVDPGITLATLAPLGRVLPGMLVGTVKILPYAVPGAALEAACATGRGA
LRVHPVRRRSAGLILSEVPGQKPALTGKGRSAVETRLSALGITLEAVRIVPHEARAMAAALAALPGEIGLILTGSATSDL
RDVGPEAVRLAGGTIARFGMPVDPGNLLFLGEQDGRPVIGLPGCARAPALNGADWVLERTACGIEVDAEALAAMAVGGLL
KEIPSRPQPREA
>ANB38609.1 hypothetical protein A6024_12235 [Rhodovulum sulfidophilum]SNK001
MAENRKRSARLQAYGLQGDTRDRVKEVGKILLPHLDEVLSDFYEEISDTPDWNAFFPTQALRDHARQKQKQHWVLMLTSD
FSQQYFEGAEKIGQVHNRIGLPISFYTAAYARVGLALQGIIMNEVGRNAFFRRRDPTPLMDTLSRVLMLDTELANSAFFA
AQAAQYENRLNEISRNFEDEIGRVVDVLSTSMHQLDDAANGMTTEISRARQGADSLSDNASRIATSAQSVASAIEELSAS
ITSITQDVNNAATASANAMEEATASSEQLESLQAAAEEIDEVVNMIAQIAKQTNLLAVNATVEATRAGDAGKGFAVVAFE
IKALAERISQATSSINDRIRRIQSETRLMSTRISGIGDCVERARSFSDSIRVAVTEQTQAAQHISQHADSTASSTTEIAQ
MIRDVSHRVERSGDTSLTLKDAVGTVSDEAGTLSQRVRAFLTALRAA
>ANB38610.1 translation initiation factor IF-3 [Rhodovulum sulfidophilum]SNK001
MNGRIRCPEIRLIGAEGENLGVVTPARGVELAEQAGLDLVEISPNAAPPVCKIMDFGKFKYEQQKRESEARKKQKVIEVK
EIKFRPNTDSHDYEVKMRSVVKFLENGDKVKITLRFRGREMAHQNLGRELLERVAEEIKEIGKVENMPKLEGRQMVMMIG
PAK
>ANB38611.1 hypothetical protein A6024_12245 [Rhodovulum sulfidophilum]SNK001
MKKVLVAIVILAAFGLGGVLWYLGNMTGSGAESGTGATAEEAMPEEGRGPGGTGQDIPAAESQTDAEMPRSEGDTRPEAV
SKPDAGLETEAPGSGDGSVKAMAPEEETSSAPGAMQEAPAAEAPEAAPSDAAGAEPDPETRGTGAAAEGAVVPEAEE
>ANB38612.1 triose-phosphate isomerase [Rhodovulum sulfidophilum]SNK001
MRRKLAAGNWKMNGLSGSLGEAVALAATHPAPGVDILLCPPTTLLDRMADAVHGSKVAVGGQDCHPAVSGAHTGDISAEM
LADAGAGYVILGHSERRADHGESDALIRAKTEAALAAGLVAVVCVGETEAQRDAGETLAVVGAQLAGSLPDDGVTGDSVV
VAYEPVWAIGTGRVPTLEQIAEVHDSLRAALSARYGAAADAIRLLYGGSVKPGNAAEIFATSNVDGALVGGASLTAADFS
AIIAALEAAPAA
>ANB38613.1 Fe-S cluster assembly protein HesB [Rhodovulum sulfidophilum]SNK001
MFAIPGKQAVSLTPAAAAEVARLMQQERAQGLRIGVKKGGCAGMEYTMDYVAELDPMDEIVEQDGARVAIAPMAQMFLFG
TEIDYEVSLLESGFKFRNPNVVDACGCGESIKFRDADDPQEGPATA
>ANB38614.1 SUF system Fe-S cluster assembly protein [Rhodovulum sulfidophilum]SNK001
MTEPQGKLEGTPLIEPSTTDHPLYDQVVEACRSVYDPEIPVNVYDLGLIYTITIDAENVVHLTMTLTAPGCPVAGDMPGW
LQEAVEPLPGVKRVDVDITWDPPWGMDMMSDEARLELGFM
>ANB38615.1 phosphoribosylformylglycinamidine cyclo-ligase [Rhodovulum sulfidophilum]SNK001
MSERKNGLTYAGAGVDIDAGNALVERIKPAAKRTGRPGTLAGLGGFGALFDLKAAGYLDPVLVAATDGVGTKLRIAIDTG
HLDGVGIDLVAMCVNDLVCQGAEPLFFLDYFATGKLEIDEAARVIEGIAEGCLRSGCALIGGETAEMPGMYHGGDFDLAG
FAVGAMERGHDLPAHVGEGDVLLGLASDGVHSNGYSLVRKVVEHAGLGWDATAPFADGPLGAALLAPTRLYVKPALAAIR
AGGVHGLAHITGGGLTENLPRVLPEGLGATVDLSSWDLPPVFRWLAETAGLAEAELLKTFNAGIGMVLVVAGDRAEALTA
LLEEAGETVARIGRVGPGQQGVAYEGRLL
>ANB38616.1 ribonuclease D [Rhodovulum sulfidophilum]SNK001
MKTLTTTEALAAFCEKAASAPYITIDTEFLRERTYYAKLCLVQLALPGRDGPDGGEAVLVDPLAGDMSLEPLYALFRNSA
VVKVFHAARQDLEIFFTEGKVFPEPLFDTQVAAMVCGFGEQVGYETLVRKIARSSLDKTSRFTDWSRRPLSEAQKSYALA
DVTHLRVIYEYLAAELEKTGRAKWLQEELGVLTDPETYIVRPGEAWHRVKTRTHSGKFLVAVKELARFRETYAQSRNIPR
NRVYKDDALLELASTKPQSLEDLSRSRLLLREARRGDIAEGIIAAIKAAAETPQADYPKMPETDDKLQVNPALADLLRVL
LKAKSEQAGVAQKLIATASELDAIAAGRRDGPALRGWRAEVFGDDALRLCAGKIALAAKGSNVAVVPL
>ANB38617.1 hypothetical protein A6024_12280 [Rhodovulum sulfidophilum]SNK001
MTPRPVSLILCATALVAACQSTTTAREAAQPAPQGRSAETETETPPEYLPCRDLEQALSMSDARMRRLNARDMSSEATYL
RDRNKRLIARAYECRRPS
>ANB38618.1 hypothetical protein A6024_12285 [Rhodovulum sulfidophilum]SNK001
MKSSLSAALCAALAVSSCGTVRESRLNPFNWFSSSTETETAAEQPLRRNEVADPRPLVDQVTGMTVDRAPGGAILTVTGL
PARQGFWDAALVPAAAAEDEAPADTLVFDFRIARPGTATPVGTEPSRLITAGRFISEDDLKGIRMLVVRGAQNQRQSRR
>ANB38619.1 cysteine desufuration protein SufE [Rhodovulum sulfidophilum]SNK001
MASEAFEEIVETFEFLEDWEDRYRHVIELGKAMEPLPEAFKVPATKVDGCASQVWLMADVEGEGREAIYHFKGDSDAMIV
KGLIAVLRALYDGLNVVAVLDTDAGAEMARLGLDEHLSSQRSNGLRAMVERIRTQAAGIVEGV
>ANB38620.1 hypoxanthine phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MAERPYVIDELLSAKTIAARVESLATEITAHFADTEKLVVVGLLRGSFIFIADLVRELDLPVEVDFIETSSYGNSTSSSR
EVRILKDLRGEIEGRDVLVVEDIVDTGHTLKHVLHLLGGRKPARLECCALLDKPARREVDVCARWVGFEIPDRFVVGLGI
DYAQRNRNLPYIGAVRFTD
>ANB38621.1 ubiquinone-binding protein [Rhodovulum sulfidophilum]SNK001
MPRHSENREMPYTARQMYDLVADVGSYPQFLPWTAAARIRSRKDFGDHELMEADLVISFKVFRERFGSRVTLWPGDFRID
TEYLDGPFRYLKSQWRFEDVAENRCKVEFFVDFEFKNRVLQGVIGAVFNEAMLRIVRAFEDRARALYGSRP
>ANB38622.1 damage-inducible protein CinA [Rhodovulum sulfidophilum]SNK001
MSDKAALLIAGARAAGLAIATAESCTGGMISAAITDVPGSSAVFDRGFVTYSNAAKQAMLGVLAETLDAHGAVSEQVAAE
MAAGALAHSAADLAVAVTGIAGPGGSEFKPEGRVCFGLARRGADGRIETLTETVEFGALGRDRVRSATRDHALTLLLAAL
EPRPSAN
>ANB38623.1 phosphatidylglycerophosphatase A [Rhodovulum sulfidophilum]SNK001
MSLAINIATVFGVGRLRPAPGTWGSLAAMPAFWALDVTGGVVLAALATLAVIPLGIWAVREAAAGAPDPDRSEYVIDEVA
GMWIALLPVSFGAAAAGVDATALYPGWIAAFLGFRLFDIWKPGPIGRADRMKTPLGVMLDDVLAGVAAAVVTLALAALSH
IFLM
>ANB38624.1 bifunctional 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase/2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase [Rhodovulum sulfidophilum]SNK001
MTVTAIIVAAGRGTRVGGDKPKQYQELAGRPVLARTIEAFAAHPRIGAIVAVLHPEDGDLFETALADSAAEVTTVPGGAT
RDASVMAGLRAAPEGTTRVLIHDGARPMVPAALIDRVIDALDESPGAAPALPVTDALWQGREGKVAAPHPRDGLYRAQTP
QGFHLRAILAAHEAHAGGAADDVEVALAAGLDVAIVEGDEDNLKITHKVDFARAERVLRERNMDIRTGNGFDVHAFCEGD
GVILCGIKVPHDKALKGHSDADVGMHTVTDAIYGALAEGDIGRHFPPSDPQWKGAASEIFLKHAVALAAERGFRIANVDL
TLICERPKIGPVAGAMRTEMARLMGMEEARVSVKATTSERLGFTGREEGIAALATVTLVAP
>ANB38625.1 tRNA-dihydrouridine synthase [Rhodovulum sulfidophilum]SNK001
MAIRVAGISLDPPVLLAPMAGITDLPFRRLVASFGAGLVVSEMVASQEMVQAKPGIRERAALGLGEAATAVQLAGRDPDW
MARAARMVEEQGARIIDINMGCPARKVVGGLSGSALMRDLDRALRLIEAVVKAVSVPVTLKTRLGWDDDLRNAPELARRA
EAAGVRMITIHGRTRCQFYKGRADWRAIREVREAVSVPVVANGDIVCSETASAALAQSGADGVMVGRGAQGRPWLLAEIG
ARIAGRPAPAVPEGAALADMVARHYEDMLGFYGTGLGGRVARKHLGWYMDRAGTPGALRRRVLTAPAGAAVLALLPEALA
VEGRAAA
>ANB38626.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MTLDQDAIWTALPIPAFLLDAEDRISNINPASELFVNATIKTLSGVPVFDRLAVDAPLDEAFARVRANRAPLFINDVDVS
AGNKPPVLCNVQVAPMNDTEEHLLLLVTPREIAGRLGRVHSVKSAARSAIGMAEMLAHEIKNPLAGITGAAQLLSMNLSN
GDLEMTDLIVEESRRIVKLLEQVEQFGNLRPPACKPVNIHDVLDRVRRSATVGYAANMAILEEYDPSLPATWADPDQLMQ
VFTNLITNAAQAAGPRGGTIRLRTFYDLSLRLRHPDGSGVPVPLQVEITDDGPGLPAEISAEIFEPFVSGRENGTGLGLA
LVSKIIGDHGGWIAVDSVPGRTVFRVSLPVAPKPEEDES
>ANB38627.1 nitrogen regulation protein NR(I) [Rhodovulum sulfidophilum]SNK001
MDGTVLVADDDRTIRTVLTQALTRAGCKVHATSSLTTLMRWVGEGKGDLVISDVIMPDGNGLEMLPKIGQERPGLPVIVI
SAQNTIMTAIQAAEAEAYDYLPKPFDLPDLMKRAARALETKRRVGRPRETAPPTGGDTQDDLPLVGRTPQMQALYRLVAR
VMNADLPVLITGESGTGKSLIARAIHDFSDRRSLPFVIATAADMEGIDGPSALVSRTRGGSILFDEVADLSEEAQGRIVR
MLDSFGDNAPRVMATSQSDLMARMEAGQFRHDLFYRLGGVSVAVPSLRERVDDIPLLAEHFLGRTERDGTAPRRLAEEAM
DLIRAYSWPGNVRQLEHTIRRLVVTSPEEVITRAEVEAVLGNQPEIEPLVGGGDGEKLSASIAKHLRRYFDLHGGVLPPP
GLYARILREVEMPLIEIALDATGGNQAKCADLLGINRNTLRKKITDLDIRVTRRRKLM
>ANB38628.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MTHAKGLLALERLLRLRRSRQAGNAATLSVVVLGPVLAVLTFLTLGPLDQGASSHGLRIVLLADLVYALVVATLVVQRIA
RMVAARRRHSAGSRLHLRLTGVFALIALIPTVSVAIFAGLTINIGLEGWFSERVRNVVGASLAAAEAYEEEHRRDLVSDA
HTLVGYLAAARQATIFLSDGDMRQILTQAQARVQRGLKEAYVIDGSGEIRARGERSYLFNYERPDDAQIARAGTGEAVVI
QDWDNNEFRALVKLDGYLDRYLYISRTVDGDILSLLDDTQQSVRLYQQLEHERGRVLFEFGLLYLGFAMILILAAVWLGL
WFAERLSRPVGRLAGAAQRVGAGDFDVRVPEETSDDEIAMLGRMFNQMTRQIKLQRDALLDNTRQIERRRRLFDSVLSSV
TAGVMGLDAEGRVEVMNRSALALLRLDAAEAEGQELCVAVPEFADLLEKLKSSRRGTAQEEVRLLRGGNMEHLLVRMAMR
KRADGGAEGYVVAFDDVTDLVTAQRMAAWGDVARRIAHEIKNPLTPIQLSAERIKRKFRGAVGDQAEALDQMTDVIVRQT
NDLRRIVDEFSKFARMPEPDRKPVDLAALLRDAVMLQEAGQPGVAFRADIPPEPTPAELDATMIAQAFTNIMKNAGEAIE
SLREKGEPEGYRPEIRVTFSVEEGNAVILIADNGIGLPQDRSRLFEPYVTTRDHGTGLGLPIVKKIIEEHGGRLDLRDAE
PFAEGAHCGALAEITLPVSLVQAPAQGAAEPARSDTTSATAATGE
>ANB38629.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MGDILIVDDERDIRELVSDILQDEGYTTRLAANSDACMAEINAAEPALMVLDIWLKDSTMDGIDILSRVKRDNPDIPIVI
ISGHGNIEIAVAAIKQGAYDFIEKPFNIDQLLVVIRRAMEASRLRRENQELRRKDVTQFDMIGSSPAFKMLKSNLEKVTR
SNGRVMLRGPSGCGKEVAARYIHANSGRASGPFVVVNSASIEPERMEEVLFGRESSTRGIEKGLLEQAHGGVLYFDEVAD
MPLGTQSKILRVLVDQQFQRAGGTDKVRVDIRVISSTTRDLTAEIQAGTFREELYHRLNVVPIDVPALDERREDIPELAR
HFIAGFNKTQGLPLRALGEEAEALLQTMSWPGNVRQLKNVIERVLILGEGTDPILATELPMQTDGPAEEGRIVLAGALAT
LPLREARELFEREYLLTQINRFGGNISRTANFVGMERSALHRKLKSLGVVTTARAGGRVAHVEEEEQTAAD
>ANB38630.1 potassium transporter TrkA [Rhodovulum sulfidophilum]SNK001
MKVIICGAGQVGWQIARHLSGEKNDVTIVDRNADLIRRATDALDVQGIAGHASYPDVLERAGARDADMIIAATQSDEVNM
VTCQVAHSIFAVPRKIARLRAQSYLTAIYSDLYRRDHMPIDVVISPEREVAEAALQRLAAPAAFDTESFLRGKAQLLGIT
LEEDCPVLRTPLRQLTDLFSTLRALVVGVRREGTLFAPEPGDQLFPEDQIYVFAHVEDLNRTLEIFGKSTKKQERVVIIG
GGNVGLSVAKALEAHEQRIRAKVIEKDRRRAEVAADALERTIVLNGDGLDINLLAEANIKRADAVLAVTDDDKTNLLAAV
RAKMAGCPMAICLVNDPSLVSLMGALEVDAYINPRATTVSSILRHVRHGRVRGVYSIGDAEAEVLEAQVLSTSPMAGKRV
QDIDFPEGALVGAVMKSGKVILPRGDTRIEEGDMVVIFALSADVPEVERLLQVSIDFF
>ANB38631.1 potassium transporter TrkH [Rhodovulum sulfidophilum]SNK001
MRRLADLPFLVILMGIGALAMFPPVVLALAERDWETARAFFNSGLLFFVLAVLIGLSTINRPVQNQARSHLLAMLGFYTL
LPLMLAVPVSEAVGDTSFLNAYFEMVSCLTTTGATLFDSPERLSPGVHLWRATVGWLGGFFVWVTAIAILAPMNLGGFEV
TAGTGGIAGRIGSERGEVSPAHDPRERLLRFAHQLAPVYIGLTATLWVLMVVAGEGPLVAACHAMSVLSTSGISPVGGVA
GGQSGVPGEIMLWGFMVFAISRQMFMFDFRPESWRRLKADLELRMGVGIAWVVTVFLFARHWVGAYEVAAEENGMAALRA
LWGAIFTVTSYLTTTGFASVEWIDARQWSGLATPGLILVGLAVFGGGVATTAGGVKLLRIYALYKHGIREMEKLVHPSSV
GGAGAFARRIRRQGAQIAFVFFMLFALSVAVVMVTLGLLGLDFEASMVLTVAALTTTGPLAAAATDPPLSYAALGDGPKM
VLAATMVLGRLETLAIIALFNPEFWRK
>ANB38632.1 RNA chaperone Hfq [Rhodovulum sulfidophilum]SNK001
MAADKQNLQDAFLNHVRKTKVPVTIFLINGVKLQGVITWFDNFCVLLRRDGQSQLVYKHAISTIMPSQPINLYEGED
>ANB38633.1 GTPase HflX [Rhodovulum sulfidophilum]SNK001
MSPSEAEGSEPRITRAWVLHPDIASDRERRDAGPALEEAVALAGALPDLEVVGAETVPLARPRAGHLFGSGKIDELKERL
GEAEVDLVLIDGPVSPVQQRNLEKAWKVKILDRTGLILEIFADRARTREGVLQVELAALSYQRTRLVRAWTHLERQRGGL
GFVGGPGETQIEADRRAIDEAITRIRRQLSKVVKTRDLHRAARRKVPFPIVALVGYTNAGKSTLFNRLTGAEVLAKDMLF
ATLDPTMRAVALPTGLKVILSDTVGFISDLPTQLVAAFRATLEEVLEADLVLHVRDIAHPDSEAQAEDVRAILVDLGVAR
ETPQIEVWNKTDLLDPERRAATEAAAARHDEVAAISAWTGQGVGPLLEAVTERLDAARQRRDLHLAHDDGRRRAWLYEQG
IVEGEVPDDEGSTLTVNWTARQEQRFRSL
>ANB38634.1 penicillin acylase [Rhodovulum sulfidophilum]SNK001
MPHLFRWLLRIFTAVVILAALGIGGVYYLASRSLTDYSATHVVDGLSAPVEIVRDHSSVPHIFGKTDEDVFFGLGYAHAQ
DRLWQMTVLRRTVQGRLSELFGARTMKIDELMRRLDLYRLAQDSVDAQDPQTLAALEAYSRGVNAWIETVNTEARGRGAP
EFFLFRPEIAYWQPADSIALVKLMGVRLSSHLDAEVLRARVSLLMEPERVKDILPDAPGPGLAALPDYADLAPGVIPSSA
PLARYAEGPLSPFLGPDFAGASNAWAAAPKRSAAGGTLLANDPHLGFSAPSIWYLARLELSTGGVIGGTIPGIPTILSGR
SAKLGWGLTTSYLDDQDVFLEQLNPDNPQEYRTPDGFRPFETRRSIIKVADAEPVTITLRWTENGPVLPGTHYDLASITP
PGHVAALGWTLLSGADTSISAAMQVMRSQSVDEAIEAGRFFVAPSLNLTLVDADNIALQMIGAMPRRMAGNQSKGRLPQP
GWKEENRWQGWLNYAANPSFRDPAGGILGNTNNKLVDRPFPLHVSFDWGDSQRIQRWKRLMETRKVHTRESFIEAQLDTV
SFTARSLLPLVGKDLWFTGEAAPAGSPERRRQRALELLAGWNGEMNEHLPEPLIYAAWMRFLQRDLIEDDLGPLAREFTH
VEPLFIERVFRDIDGASVWCDIRQSAAIETCTEIARKSLDEALLYLSETYGGSLESLRWGQAHQAWHDHPVLGETPLLKW
IVNIRQPTSGGDNTLNRGLTKGTDPFPFANLHGAGYRAVYDFADPDSSVFIISTGQSGHPLSRHYDDLGELWRRGEYIPM
TLDPALARAAAVGITNLIPKSR
>ANB38635.1 oxidoreductase [Rhodovulum sulfidophilum]SNK001
MARVAFLGLGVMGYPMAGHLAAAGHEVAVYNRTAAKAEDWGARHGGRSAPSPAEAAEGADLVMACVGNDDDLRAVCEGES
GAFAGMAAGAVFVDHTTVSSMVTEEMAALAEPRGIAFVDAPVSGGQAGAENGQLVIMCGGPEEAYAKAEPVMAAYAKLSK
RMGGTGAGQLTKMVNQICIAGLVQGLSEGLHFAEKAGLDGRAVVEVIGGGAAGSWQMMNRYQTMLDDEFDHGFAVDWMRK
DLGICLATADRTGASLPVTALVDQFYKDVQKLGGARWDTSSLIKRLRAMG
>ANB38636.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MNETKARPRLGRSEAAQGYFLVAPPFLYALLLLAVPLAAILLFSFWSQDYLTLDTTLTLKNYREAFSDPLYGQLLLRSLL
ISGAVTAATVLTAFPIAYFISFSVPPSQKSMWIFLITIPFWSSYLMRVFLWKVILGYNGVLNTTLSGLGIIDEPLSFILY
NANAVVITLAHAYAPFAILPIFVALEKIDRSLLEASRDLGESRTMTFLRVTLPLAMPGVVAAVLIVFIPTIGDYVTPRLV
GGPDGLMIANMIQTQFLKLNNAPMGAALAVLAMAMVTAVAVLFLVLNRRYLRGRK
>ANB38637.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]SNK001
MKGLRLYAIFYLLFLYAPIALLPVFAFNNGTVIAFPLRGFTFEWFRELMTIPALHAAVLNSLAIAVSSAVIATCLGICAA
RAGTRFAFPGKKGILGLIMLPLVLPEIIVAVSLLVVLLQLGLPLGSWTVVLGHVLMCTPFSIAILNSAFQSLDVSLEEAA
IDLGESRWSSFRLITLPLVMPGIVSSLLIAFTISLDEFIIAFFLTGTNPTLPVYIWGQLRFPQKIPVIMALGTLLVLTSV
ILLTVAEYVRRRGAARTGKADAGGFL
>ANB38638.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MKDTLGVERPIIALENVEKYYGEFHALRGISAEIRQGEFFSLLGPSGCGKTTLLRTIAGFEELSGGRLTIDGRDMKRVPA
NVRPTNMVFQSYAIFPHLSVAENVGFGLRREALSKERKAAKVAEALEMVGLRGFGARAAHALSGGQRQRVALARALILEP
KVLLLDEPLSALDKKMREQMQIELRRLQRQVGITFILVTHDQEEALIMSDRIAVMFEGQIVQLDTPQQLYRRPNTRQVGE
FIGVMNFLPATATVGDKADIEVEAAGLGRAVIGPDQLPGGWHPGQTQSVGIRPETMSILFPGETTERRVATGTVEDLSYY
GDMTYYVVRLDGVDRPMTISMKNLVGRPVLERGTAARVAWDARSLVLFA
>ANB38639.1 polyphosphate kinase 2 [Rhodovulum sulfidophilum]SNK001
MTDLPFDGAITQFYEQDSPDEIRRAIADGGKRDILADDYPYDRRLRHAAYAADLQALQIELAKLQADVKATGKRIAVLFE
GRDAAGKGGTIKRFRQNMNPRVARLVALPAPSNREKSEWYFQRYVEQLPAGGEIVLFDRSWYNRGVVEHVFDFCTPEERE
RFFGQLPAFERMLVDEGILLVKFWLTVGRAEQLRRFLQREKDPLKQWKLSWVDIEGLKRWDAYSAAIRETFARSHNGHAP
WTVIRSDDKRRARLAAIRHVLSLVDYKGRSDKVVTAPDPLICGGPEIWTP
>ANB38640.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SNK001
MAEDYAPTGRLIEIDGRQVHAHQEGSGPDVILLHGAGGNTRDFTFDLLDRLSADFRVTAFDRPGLGHTDPLHPNGESPAE
QAAVLEAASRRLGLGPAVLVGHSFGGAVALAWALDHPERAAAIVSLAGAAMPWPGGLGPYYELVSSDFGSMFMVPLISAF
VPRFVAEQTIARIFEPDPVPEGYGDHIGIALSLRPETLRANTRQVNGLKPHIRAMADRYDDLKMPIEILHGTADRIVPIE
VHSRPLAERLANVHLTELDGIGHMPHHADPEAAVAAIRRAAKRAGLRATA
>ANB38641.1 homoserine O-succinyltransferase [Rhodovulum sulfidophilum]SNK001
MPIKFPSDLPAYDVLSREGVMVMGEDEASRQDIRPLKIALLNLMPKKIQTETQFARLIGATPLQIELSLVRMTEHKTRNT
AAAHMETFYRPFAEVEASGEKFDGFLITGAPIEHLPFTEVTYWDELTRVFDWTQSHVHSTFGVCWGGMAMIYHFHGVQKH
MLPAKAFGCFRHRNLAPASPYLRGFSDDCVIPVSRWTEMRQDEIDAAPGLVTLLGSDESGPCLVEDAGHRALYIFNHFEY
DSDTLKQEYDRDIANGTSINVPQNYYPDNDPSQAPQNRWRSHAHLLYGNWINQIYQTTPFDQNRIGAY
>ANB38642.1 hypothetical protein A6024_12410 [Rhodovulum sulfidophilum]SNK001
MAAAGAVRAQQEGPEWDLQRCIWSCLSAFGPADNPAYAACVSRNCSEPTAPAPAPRWSSGATSDGHGAYAGVRAEGGQDV
IFYVFCARGGERLLQLDGAGGEPGPNVLSLIIDGQGFPVTFGGGSEGGMLARLPPSAAVLGALQRGQMLEIRSDAGQGQG
LGRFPLAGAGDAISGALALCR
>ANB38643.1 ATPase [Rhodovulum sulfidophilum]SNK001
MIYDTAEAWRQAERRHVLLFGMSGLGKTHVSNMLRAEGGWFHYSVDYRIGTRYMGEFIADNFKREAMKVPLLRELLRTDS
VFIASNITFDNLAPLSTYLGKPGASDKGGLPFDDYMRRQEQHREAEISALLDTPRFIDRAAELYGYDDFVCDSGGSICEV
VDPEDPADPVLSALAARLLLVWIEGSEAHTAELVRRFDRAPKPMYYQPAFLHEAWADYLSRTGLSEAAVDPDAFVRWTYA
RALAHRQPRYEAMARNWGVRVTAEEVAALRGPEDFTDLIAEAIDRAPARR
>ANB38644.1 hypothetical protein A6024_12420 [Rhodovulum sulfidophilum]SNK001
MKYAVGAAALAAVTTGPALAGGIERSVPSVGILFEQGNYVELGFSRFDPDVSGSVAGVFPSGEMAPGFNSYSFAYKGQFG
ENLHFALILDEPIGADIAYPAGTGYPSLAGASADVDALGTTLMMRYEIPSNFSVIGGVRSLRTSGSVDLPQVASYRLDSS
TETDFGYLIGVAWEKPEIAARVALTYYSSITHDFTADESFTYPGLTPGKTSLETEIPKAVNLEFQTGIAMDTLLFGSIRW
TEWSSFRITTPDYEAIVGRPIVSYDEDVITYNLGVGRKFNEHWSGAVLLGYERHEGNFKGNLGPTDGFRSLGLAATYTSG
QFKITGGVRYVEIGDAKTRLGSNPTRFDGNDGVGFGLRVGYYF
>ANB38645.1 multidrug DMT transporter permease [Rhodovulum sulfidophilum]SNK001
MSPLLRAALWMTGAITAFSSMAVAGRMVSVELDTFELMLYRSLIGLGLVLTIGGAFGRLGEISHRQLGLHFIRNLCHFTG
QNLWFLALGLIPMAQVFALEFTSPIWVAVLAPAILGERLTRMRALAAFVGFLGILIVARPDPTALEPGAIAAAGAAIGFA
GSALFTRRLTRTQSIISILFWLTAMQAAMGLICAGLDGEIAWPSPAAWVPLGVIGLAGLTAHFCLTNALSVAPASIVMPL
DFLRLPVIAVVGMLLYGEPLDPNVMIGAAIILVANFLNLRGESRQARHARRKTGAPPPTGRVKD
>ANB38646.1 hypothetical protein A6024_12430 [Rhodovulum sulfidophilum]SNK001
MGVTVTGWIEATPDRLAALRAAAAEHVRLTRAEPGCLRFEMREDPDRPGRFLLDEEFTDAAAFAAHRARKEGTAWELAAA
GLPREIEIAGLPE
>ANB38647.1 glutamine-hydrolyzing GMP synthase [Rhodovulum sulfidophilum]SNK001
MSTHDRLLIIDFGSQVTQLIARRLRELNVYCEIHPYQNVTDAFLRDFAPKAVIFSGGPASVLDEGSPRPPQSVFDLGVPI
LGICYGQQVMMQMLGGRVERGHGTAEFGRAYVTPEEDRIDLLKGWFSENREQVWMSHGDHVAEIAPGFAVYGTSPNAPFA
ITADLSRNFFAVQFHPEVHHTPNGKTLYENFVRLAGFTGDWTMGAYREEAIRKIREQVGDAKVICALSGGVDSSVAAALL
HEAVGDQLTCVFVDHGLLRLNEADEVVAMFRDHMNLHVIHAQEQDLFLGELEGVSDPETKRKTIGRLFIDVFQKYADQIE
GARFLAQGTLYPDVIESVSFSGGPSVTIKSHHNVGGLPEKMGLKLVEPLRELFKDEVRALGHELGLPASFIGRHPFPGPG
LAIRCPGEITREKLEILRKADAVYIDQIRKHGLYDEIWQAFVAILPVRTVGVMGDGRTYDYACALRAVTSVDGMTADYYP
FTHDFLGETATRIINEVKGINRVTYDITSKPPGTIEWE
>ANB38648.1 hypothetical protein A6024_12440 [Rhodovulum sulfidophilum]SNK001
MPRRLTAFLAMTALAFIGGLLTTPAPADGSRQQPDHGTRMAAADPAAHGSAQHGSAQHGPAEAHGAGPAASVPADGICRG
FGPQAPRDISAPAGRNARIFNMAPPASRMNLCNIHTHTNAEHAGPGFALGAGSGTHGGFRCNETARLTEKELKDPAAGLG
AFHGAKPGDTIEVHWVFSSCEVAPGKGLGSCMSESCQNPQLRVEAQAFLLVNDHTALDFKDYIYRGTQVNGLHQPRALPA
GTGTPVIYGGSTTGPRYNQAICSPLQVTWSVRPDCARLDINSLHEWAALGNVFEEDHSHGVRPLVTAEELLSQIR
>ANB38649.1 trimethylamine methyltransferase [Rhodovulum sulfidophilum]SNK001
MSEAEATTGRRGRGGGGAARRAARSNPGIETARFITRNIPDFEVLTPEALEIIETNAETVLAEIGINFVDNPAGLARWRE
AGAELEGERVRIPRGLARKLCATAPARFTQHARNPARNVEIGGRNLVLAPVYGPPFVRDIEGGRRYATMEDFRRFVQLGQ
MSKWLHHSGGTVCEPTDIPVNKRHLDMLHAHMTLSDKPFMGSVTDPSRARDSVAMCEQLFGADFVAENTVMTSLVNLNSP
LTFDATMMGALEVYAAANQACIISPFIVGGAMAPVTVAGTLTQVLAEVMAGVAYSQLVRPGAPVIFGAFVTSIDMNSGAP
TFGTPEASQILSGAGQLARRLGLPFRSGGALCGSKLPDAQAAYETANTLNAALLGGVNFMLHSAGWLEGGLVASYEKFVM
DADQLGALHRMAAGVATDEAAQAMDALREVGPGGHFLGCAHTQAHFREAFWRTDLLDYKPFETWDEEGARDTATLASDRV
RKLLASFEAPALDPARREAVEDYMARRKAEMPDAFV
>ANB38650.1 hypothetical protein A6024_12450 [Rhodovulum sulfidophilum]SNK001
MNMLPATLATLCRPRLLVRAARFGLADYRRDRDLIRLMQGRMPGSARTVLNWLIEQEERMEEIRQSGDAGYSIARHVELL
IALVAEARLICDIDSPRSSG
>ANB38651.1 hypothetical protein A6024_12455 [Rhodovulum sulfidophilum]SNK001
MVTHRQLQSAPAWLPQAARLYLAHTEGGVSLRALARIEGCHPSTVMRQVRRVETRRDDPLIDDALSRLGGQVAQPESHKE
TPYMSSTMRSCRPVADEATISREALRILRRLNEPGSFMAVARDMEKAAILRESAEGQTTRTAVVDRSVAEAFALKDWIVC
RNRGRVTIYDISTAGRAALKRLQAREAARRDGATEPASAFAEQHRDWDEGKTARAERIRFNRAESPLSILARRKEKDGKP
FLTHDLVAAGERLREDFEVAQLGPRVAQNWDRFLTGGDRGAFFGHDGPAEGASAARARVNAALRELGPGLGDVALRCCCF
LEGLEQAEKRMGWSARSGKIVLRIALQRLKRHYETLGDHGGMIG
>ANB38652.1 spermidine synthase [Rhodovulum sulfidophilum]SNK001
MTDTPIPGWTLERLHKGYGQALQETEVFYDSQTEHQRLRVFDNPSFGRVMTLDGVVQVTEADNFIYHEMLTHVPILAHGA
ARRVLIVGGGDGGMAREALRHASVEEVTMVEIDAGVVEFCKTYLPGISQGAFDDPRLNLVIDDGAAFMRNTQQKYDVIVI
DSTDPVGPGEVLFTDSFYGHAKRALTEGGILVTQNGVPFVQGKELTNSMRAFKALFADWGCYLATVPTYAGGPMAFGWGT
DGPGRAVTLAELEARAAAAGLSTEYYTPEVHKAAFALPGYVRRLMP
>ANB38653.1 hypothetical protein A6024_12465 [Rhodovulum sulfidophilum]SNK001
MKDGPDISPIIAARIDAPRRASILTAHLAGRALSTAGITPAVASGHLPPQAEAGPIRPRKQNRHRHFALARDAADRLSRP
LLHEHHLHPTPAGAHAPAGAFQT
>ANB38654.1 S-adenosylmethionine decarboxylase proenzyme [Rhodovulum sulfidophilum]SNK001
MSDANLFRLGIGLETGAHAEDHHGHPAVDATRDVFDVARDDHFIRREGRIFAGTHLIIEVVDGDGLDDEDRIQKAFRDCV
DECGATLLHIHTHKFSPQGVSGVAVLAESHISVHTWPEIGYGAFDVFMCGDAEPWRAVEVLRAAFDAGDVRVKELLRGED
VVAARVAA
>ANB38655.1 hypothetical protein A6024_12475 [Rhodovulum sulfidophilum]SNK001
MKTEFLLGAALAVSLGAAAPAATLSASEILSQFSIVTAGDLDTNQDNYGRAYVGGNLETSGKADFANRDMPVSAYPDVIV
EGNARGPGSIRVGSGGTTLAVRGDVSVDTVQFGVERTGEVLVGGTLSESTRQNINNKETPTFDGVRVESGLAGDPGFEAL
FPTDMVETLNRASEDLSALAATGAATVSGGNTLNIDATSGGLNVYNFDISDFGGAIGQIDFSLGATDTLILNVSGSSILF
EDNLLGLQAADGQRIIWNFYEATAVDIDRMVYGTVLAGNAALTNSTAIEGNVFAASAVLRGQVHLQPFAGELPPTDPAPV
PLPATLPMLAAGLGLVGLMRRRPS
>ANB38656.1 50S ribosomal protein L13 [Rhodovulum sulfidophilum]SNK001
MKTFTATPADIEKKWIVIDAEGVVLGRLASIIAMRLRGKHKPSFTPHMDMGDNVIVINADKVQMTGKKRSDKKYYWHTGH
PGGIKHRTAAQILEGAHPERVVTAAVKRMLPGNRLSRQQMTNLRVYAGAEHPHEAQNPEVLDVKSMNSKNTRSA
>ANB38657.1 30S ribosomal protein S9 [Rhodovulum sulfidophilum]SNK001
MAEEIKSLDELQSVVSGTPAASADEDTPREPVRDSLGRSYATGKRKDAVARVWIKPGSGKVTVNGKDINAYFARPVLQMI
LRQPFTVAGVEDQFDVMATVAGGGLSGQAGAVKHGISKALQLYDPSLRGALKAAGFLTRDSRVVERKKYGRRKARRSFQF
SKR
>ANB38658.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTEPLLVIDRLSIGFSSRKGDIPAVEAFSLSISAGEAVGLVGESGCGKSTVALGILRDLGPSGRITGGTIRFRGRDLGQL
PAAELRRIRGNEIAMVYQEPTASLNPAMRIGRQLMEVPMLHRRASRAEARALAEAMVADVGLPDPGRILNAYPHQLSGGQ
QQRIVIAMALMSRPDLLILDEPTTALDVTVEAAIIDLIRGLGRKYGTALLFISHNLGLIGEVCDRICVMYSGEAVERGPV
RQVFERMRHPYTQALFRSIPRPGSDKTTGRLETIPGSFLMPQDRPRGCNFAPRCAHAVAGLCDATEIAMRPVPDPTTRQS
GHEARCLRLEEIDWQSRASRPANAPQGGVGPPVLTVTDLRKHYEVSSGGLFGPRRRALLRANETVNFEARTAETLAIVGE
SGCGKSTLARVLLGLETATAGQMLLDGHELQNTPVQKRKRRTVADLQMVFQNPFDTLNPAQRVGRQILRALEVFGIGKSG
RARRERMFELLDLVGLPRDFADRMPRQLSGGQKQRVGIARAFAGNARIVVADEPVSALDVSVQAAVTDLLMEIQRAHRTT
LIFISHDLSIVRYLADRVMVMYLGHVVEIGPTAEVFAPPYHPYTEALLSAVPVPDTRIEKTRIVLEGEVPSAMNPPPGCP
FQTRCRWAQRVPGDLCSRELPPMVELGPGHSILCHLPPETLDEMEPVFRSAAE
>ANB38659.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MERLSWTGALGPWLVPALETALVVLTLAALAHPVALLAGGRIAPGSEAARFRPGKAARVTGGLFRLSLGAVAAVILAFVI
GGMLAPPEAKGILGRIATRLWPVWLSLGASLALIALFRRRLGLLGHLPGNPAGAVGLGLVLFWIFAALFAGQIAPFDPVT
DVIAGMKNKPPGTPLPGHDGTAYGYYLLGGDALGRDVFSRAVSGARVVLAIAPAATVFAFMVGITLGLPAGYLGGRLDTG
LTFLANLVLAFPVILLFFLLVTPEIVAMGVPRYMAGVLFLFPLIFLTILWKSRFRTRPPLCAGLIATTLVLGGWLYAGLA
WDADPLGLVALPPGALIVFVSVVFVNAPSVFRIVRGLTLDLRSRDYVAAAQTRGEGAWYIMLWEILPNARGPLLVDFCLR
IGYTTILLGTLGFFGLGLPPESPDWGTSINAGRGLLQFVPFPPLVPAIAIMSLVLGLNLLADGLREESLKD
>ANB38660.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MIGFILGRLGAMVLSALCMSFVVFMLTNLAPNLEKLAKTQAGARITDAEVARWLEKNGYAEPMLRRYGEWLGVLPAAGAT
DAAGKLLGGRCLRGRPDPAPAPRFCGVLQGDWGYSTKFRQPVAGVIAERLKRTGVLMGWAFAVMVPLALAIGVLAGMREG
SALDRGLSTFSIATTSTPEYVSGVIFVALFASSMVGLKWFTGSAKSAVDGVTFHNFTLPVVTVALYGMGYIARMTRASMA
EVMTAQYIRTARLKGLSFRAVVLRHALRNALIAPFTVIMLQFPWLLTGVVIVEALFVYPGFGDALVQGAQNNDIDLLLAV
SVVAVIVVLATQLLSDIGYAALNPRIRVA
>ANB38661.1 diguanylate cyclase [Rhodovulum sulfidophilum]SNK001
MTTPSDRPDRPHPAAELYAREYRAGLMDRREFLGRATALGLSAGAAYGLIGRPAPARAQPAPRRGGTLRIQMDCRELSDP
RTYDWSEKANESRGIVEYLAELKRDGTLRPMLLESWQANGDATEYTLKLRPGVTWNTGEAFTAEDVAANLAGWCDSSVEG
NSMPSRMAAMVENGQAAEGAIEIVDDLTVRLHLLRPDGTLMFGMTDYPAAVMHRDRIGTSVADHGIGTGAYMFEEFSVGE
RIVLVRNPEHSYWGDGAWLDRIEFLDYGTDPAAWLAGADAGEFDMTYETVSDFIDIFTALGWVESTVGTSSTVVIRANQE
AEIEGIRPYADPRVRRALALAVDNAVPLELGISGRGRESRNNFHVAPGVHPDYAEIAPHRQDIPEALRLMREAGMMEYEH
ELISIDDDYRKNTTDAVAAQLRDAGFKVRRTVLPGSTFWNDWTRYPFSSTNWSHRETGIQMLNLAYRSTAAWNETGFRNA
DFDALLDQATAIADDTARREVMARLEQMMVDEGVAIIPYFRSLYRHAREGVLNAGMHPKYEINVHHLGWA
>ANB38662.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSLFSELRLVPFSRLTNGSRWRVEAMRSYSAPQLLWITKGQGRITVGGVTRGYGAHNAVFIPAHTMHGFEMTSQVYGTGI
VFAGLPDIELPEGPHHLRIRDGAVQAELTFLVESLQRELEGKRPEARRAIRHLAGLVSVWLDRQIALDEAGTGRPDPARR
LASGFAALVEKDFRSARSVSDYAAALGVTPTHLTRVCNRTCGRSASELLAERKISEARRLLADTRAPIKEIASALGYASP
AYFTRAFQARAGASPSRFRKGH
>ANB38663.1 tRNA (adenosine(37)-N6)-dimethylallyltransferase MiaA [Rhodovulum sulfidophilum]SNK001
MSEKRDGFNAQQVGTGATGLPDLDPDRPVLIAGPTASGKSALALAIAEAQGGVIVNADALQVFEGWQVLTARPGPDETAR
VPHALYGHVPFTADYSVGHWLRDLAPLLEGPERPIVVGGTGLYFTALTEGLAEIPPTPPEIRAEADRRLASEGHEALLDA
LDADTLARIDRRNPVRVQRAWEVQQATGRGLAAWQDETPPPLLPPGAAQPMVIEAGRDWLNARIDARFERMMAEGALEEV
RANLPRWDPALLSAKAIGAPDLVAYLRGEMPLAEAIAAAKTASRQYAKRQRSWFRSRLGNWPRRPAG
>ANB38664.1 UMP kinase [Rhodovulum sulfidophilum]SNK001
MSDGSADQPKPAYNRVLLKISGEALMGDQGYGLHPPTVERIAREVKAVRDLGVEICMVIGGGNIFRGLQGSAQGMERTTA
DYMGMLATVMNALAMQSALEEMGVFCRVVSAIRMDEVAEPYIRRRAVRHLEKKRVIIFAAGTGNPYFTTDTAATLRANEM
ACEAIFKGTKVDGVYDKDPVKHDDAVRYDEISYDDCLVKNLKVMDASAIALARDNDLPIIVFSLDEPGGFRGILAGQGTY
TIVHG
>ANB38665.1 ribosome recycling factor [Rhodovulum sulfidophilum]SNK001
MAEDELDIDLDDLTRRMDGAMASLKHEFSSLRTGRASASMLDPVTVEAYGTPTPINQVGTVNVPEPRMVTINVWDKSMVN
KVEKAIMESGLGINPQTNGTIIMLPIPELNEERRKELTKVAAQYAEQARVAVRNVRRDGMEQLKKAKAAGMGEDDNKIWH
DEIQTLTDKYIAQVDKALETKQQEIMQV
>ANB38666.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]SNK001
MASGGSWEDLLPRLGSAAVMATIGVLAVWLGGAWFTGLAALVSGTMVWELTRMMVPGASGRLPIQMALVSGATVFVAWLL
PPYAAFPLLAIPCVIGAWQLPRDRGIYLAFAMAMLVTGYGLASFRADHGIVWLVWLILVVIATDVAGYFAGRFIGGPKFW
PRVSPKKTWSGILGGWFAAMLIGLIFLSFTTAGPDLPWISMALSFASQMGDAAESALKRRVGVKDSSSLLPGHGGLFDRF
DGLLGASLFMLLVAQLVYVPEVRF
>ANB38667.1 1-deoxy-D-xylulose-5-phosphate reductoisomerase [Rhodovulum sulfidophilum]SNK001
MQRRRITVFGATGSIGENTIDLLTRQGGAGTYDIVALTGGRNVKRLAEQAIALKADLAVTAFDDCLDDLRAALAGSEVEA
AAGPAALIEAAARPADWFMSAIVGFAGLAPGLRALEHGTTLALANKESLVAAGPLLLGTAAKHGARVLPVDSEHSAVFQA
LVGEDMAAVERVIITASGGAFRDWPIEDLARATPEQASSHPNWAMGRRITIDSASMFNKGMELIETKEYFGIAPDKIEAL
VHPESLIHAMVGYRDGAIMAHVGPHDMRHAIGYALNWPERAALPVERLDLTKIARLTFRPACETRWPALRIAREVMEAGG
MAGAIFNAGKEAALDAFLAREIGFTRMSDVVAEVLDRLSADTALMNSALDLENVLRVDHLAREEAARTVRSMLH
>ANB38668.1 RIP metalloprotease RseP [Rhodovulum sulfidophilum]SNK001
MDIASLIPSFGNAAFTVAAFVVALSVIVTVHEYGHYIVGRWTGIRAEVFSLGFGPVLASRVDRRGTRWQIAALPLGGYVR
FLGDSDGASGKDAAAMAGMDADDRRHTMHGAPLWARVLTVAAGPVFNFVLSIAVFAMLAVVSGVAIEPPTVGKLQSLPAA
QSALREGDTILALDGRATPDYSTFYDAVADLPVDGETAYLVRRDGVEQEVAGPYPFPPVVSAIQPKSAAMEVGLKEGDVV
TAIDGKPIRAFSQLQDVVTASEGAPIDLTVWRDGETLNLSLTPRRMDMPNADGGFETRWLIGMTGGLAFEPATRMAGPLE
ALSYGADQLGFIVQSSLSGLYHMIAGKISSCNLSGPLGIAESSGAAASQGLESFVWFIAMLSTAVGLLNLFPIPVLDGGH
LVFYAYEAVVGRPPSDKALRVLMAAGFALLIGLMVFALSNDIFCP
>ANB38669.1 hypothetical protein A6024_12555 [Rhodovulum sulfidophilum]SNK001
MRRSLTAPVLAAMLGLAASGAPAQEGRPVFVSPILTLDQDRLFEDSKAGQAVDEQLEAATAALAAENRRIEAELVAEERA
LTERRATLPPDQFRPLAEAFDHKVETIRATQDRKARELGQRREEKRQDFFRKALPLLAGIVRERGAVAVLARDAVVLSAG
QVDITDEAIKLLDERVVFTPDDGQAPDAPATGGEPSSVPAPETGGALLRPMPAPAPPRGATEGGE
>ANB38670.1 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabZ [Rhodovulum sulfidophilum]SNK001
MSDAQAPDADIDEIQQILPHRYPFLMVDRVTQIIPGQSAVGIKNVSINEPHFQGHFPSKPIMPGVLIVEAMGQTGGVLVG
RSVDLADDDLLVYFMGMDKCKFRRMVVPGDVLELHVKVKRGGSKKVKIWKFEGVAKVGDEIAAEAEFTAMMDINPE
>ANB38671.1 acyl-[acyl-carrier-protein]--UDP-N-acetylglucosamine O-acyltransferase [Rhodovulum sulfidophilum]SNK001
MAIDPSATIHPSAVVETGAQIGPGADIGPFSVIGPEVRLGPGVVVKSHAIVTGLTEIGEGTVIFPFANIGDIPQDLKFRG
EQTRLIIGKRNRIREAVTMNTGTEGGGGITRVGDDCLFMTGSHVGHDAQVGNGVIMANHAALAGHCIIGDNVVIGGLSGI
HQWVRVGEGAIIGAVTMVTNDVIPFGLVQGPRGGLDGLNLVGLKRRGVSREEISALRAAFQELGTGDGTFHDRAERLAAS
TDSDHVRQMVDFVLAETDRSFLTPKS
>ANB38672.1 phosphatidate cytidylyltransferase [Rhodovulum sulfidophilum]SNK001
MTGIPTALIAGSGALPAHLARAMEAAGTPFLIAQVEGYEMAGAGHWPVETFALERLALLFDLLHARGMQRVVLAGTVHRP
RLEPERIDPRTAQMLPRILPLLAQGDDGALRAVIALFEEDGFEVVGADAVAPGLLPPPGVPTAAQPSEADRRDAARAATI
LAALGASDLGQGAVVAQGLCLAVETLPGTDAMLAWVADVAGACRPDPKGAHGVLCKAPKSGQDRRIDLPAIGPATVEAAY
RAGLAGIAVEAGGVLVLDPEKTLARSDALGLFLWVREP
>ANB38673.1 hypothetical protein A6024_12580 [Rhodovulum sulfidophilum]SNK001
MEDIRMRPCLALVLVGMLLAPPLWADASRDERLEAAHDYVQRAVADMDLEEIVRSMWRPTVASIEASGTQLTSSQRRRIE
TLYYDIYTDRLRDLMLSQDELMADLMTLDEIQALRDFYATPEGRSVMQKLPKILNAQQPQIIELVKSTMPEVLSKMQGIV
DTP
>ANB38674.1 tRNA 2-thiouridine(34) synthase MnmA [Rhodovulum sulfidophilum]SNK001
MPLDGAARPLNSLGFAKPESETRVLVAMSGGVDSSVVAALLAEQGYDVVGITLQLYDHGAALAKKGACCAGRDIHDARRV
AESVGFPHYVLDYENVFRDAVIEEFADSYLAGATPVPCIRCNERVKFRDLLATAKDLEADCMATGHYIQRKIGPNGPELH
CAADPARDQSYFLFSTTPDQLDYLRFPLGHLPNKDATRALAVKYGLPVADKPDSQDICFVPEGNYASVIEKLRPGAAEPG
DIVHADGRVLGAHKGVIHYTVGQRRGLGIGGLEEPLYVVRLDVETRQVVVGPKEMLSTRIVPVREINWLGDRPLSAQREW
EVSVKVRSTRPPRSAILRPLSETEAEVELLTPEEGVSPGQACVLYETGNSRVLGGGWIWRGNNRG
>ANB38675.1 hypothetical protein A6024_12590 [Rhodovulum sulfidophilum]SNK001
MFLKRIDGPRTVTLPDGSTMSRADLPPADTRRWVASRKAAVVKAVAAGLISEEEALERYRLSSEEFASWKKAVRDHGIAG
LKVTSLKSTRRSEL
>ANB38676.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MRVLLVEDDPTTAKSIELMLTHANLNVYTTDLGEEGIDLAKLYDYDLILLDLNLPDMNGHEVLRQLRLARIDTPILILSG
AADTENKIKGFGFGADDYMTKPFHREELVARIHAIIRRSKGHSQSVIRTGKIEVNLDAKTVEVEGKPVHLTGKEYQMLEL
LSLRKGTTLTKEMFLNHLYGGMDEPELKIIDVFICKLRKKLAQATGGETYIETVWGRGYVLRDPEPDQAMSGSFALGA
>ANB38677.1 DNA ligase (NAD(+)) LigA [Rhodovulum sulfidophilum]SNK001
MTDERPVEALSESEARAELARLAEAVAKADAAYHQEDAPTLSDAAYDALKRRNAAIEARFPALKRADSPSDRVGAAPAEG
FAKVAHVRRMLSLANAFDGTDVAEFDARIRRYLGLATEARLLYTAEPKIDGLSLSLRYEGGRLVQAATRGDGEVGENVTA
NARTIADIPGILADAPDILEVRGEVYMAHADFEALNARQAETGAKTFANPRNAAAGSLRQLDPAITAARPLKFFAYAWGE
VSTPLAATQMEAIERLKALGFQVNPLTVLCDGPEALAAHYAGIEQRRATLGYDIDGVVYKVNDLALQERLGFRATTPRWA
IAHKFPAELAWTRLDRIEIQVGRTGALSPVARLHPVTVGGVVVSNATLHNEDYIAGRDSKGNEIRGGKDIREGDWVQVYR
AGDVIPKVADVDLAKRPVDTLPYRFPSLCPECGSEAIREEGDAVRRCSGGLICPAQAVERLKHFVSRGAFDIEGLGAKQV
EALYKDGWITEPADIFELEARYGEGGRQLKNREGWGEKSATNLFAAIKTRRLIPLDRLIFALGIRHLGEAAADLLARNFQ
TWAAFEAAVTQATVGEGPEWEALLSIDGVGTVMATSLITAFHQEAERASIDRLVAHLTVEPVAPRAAVDSPVAGKTVVFT
GKLEKVSRAEAKARAEALGAKVAGSVSKKTDLVVLGPGAGSKAKKAEELGVETVDEDGWLALIEGA
>ANB38678.1 ATP-dependent DNA helicase RecG [Rhodovulum sulfidophilum]SNK001
MSGRPDILFPLFGALDTLDGIGPKSARLLAQLGVEKPRDLIFTLPHTAIDRRPVETVADIAPGEVATVEVLVGAHMPAPR
KGRPYRIQVQDAGTAFQLVFFHARGEYLAKILPEGARRIISGKLEVFDGMAQIVHPDHVLPPEEAGEIPEFEPVYPLTAG
LTLKTMTRAVASALTRAPDLPEWIDPALLADEGWPGWRAALTAAHAPQSARDIAATAPARQRLAYDELLAHQLTLALARA
DQRRGKGRASRGDGRLRQKALAALPFRPTDAQARAMEEIAEDMGSEARMTRLLQGDVGAGKTLVAWMALLVAVEAGGQGA
MMAPTEILARQHLESLQPLAESAGVVIEILTGRDKGKDRAAKLAALAAGDIQVLVGTHAVFQKDVAFRDLRLAIVDEQHR
FGVAQRLELGAKGRGVDMLVMTATPIPRSLALAGYGDLDVSVLDEKPPGRTPVKTALVSVERMEEVVAHLQKAVAEGRQA
YWVCPLVEESEVSDLTAAEERFKRLRAVFGDKVGLVHGQLPPAEKDAAMRAFQQGETSVLVATTVIEVGVNVPNASIMVI
ERAEGFGLAQLHQLRGRVGRGAAASTCLLMYQAPLGEAGRRRLEILRETEDGFRIAEEDLAMRGAGDLIGTAQSGLPRFR
IADLERQAALMAVAQSDARRLLAEDPGLSGSRGQAARVLLWLMERDKAIRLLKVG
>ANB38679.1 ferredoxin--NADP(+) reductase [Rhodovulum sulfidophilum]SNK001
MNQQTAVTEPAKKTLPDAQTVTEVRHYTDRLFYFRTSRPQSLRFRSGEFVMIGLPGDNGKPIMRAYSIASPSWDDGLDFY
SIKVQDGPLTSKLQHIQPGDEIILRPKPVGTLVLDALLPGKRLWFLATGTGIAPFASLMRDPDTYERYDEVIMMHTCREV
AELEFGRQLVESLPEDPLIGEFVGNKLKYYPTTTRESSKWMGRVTDNLASGKVFADLGLEGTQMDPATDRAMVCGSLDFN
KDVMAIMEGWGLNEGANSEPAQYVVEKAFVG
>ANB38680.1 hypothetical protein A6024_12615 [Rhodovulum sulfidophilum]SNK001
MQPQNVIPGAIAFWVSDIWPSMKIEQTKNRIRQIGWLRSLPVPFVDMLLAGARQRHLCRGEALFHMADPSHDMIGIADGV
VDVVLEPGIDGPRLGFVAKAGNWLGGVGMPGTSLRRISAIARRDVTILSVSAQHIETVALADGETWRHIASNIVNHFDNL
GLLLHANVHRDNVVRILITLRRLHDFNDGATEFPLTQTDLAEMAGLSRNSANRVVRVLVEDGLIETGYGWIRILDPSRLS
ARLVRAHLPDWIDVHRQPVEA
>ANB38681.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MKALTTAATAVALTLSAGAAFADCDPGETVIKFSHVTSSTSPKGLAADLLAERVNKEMDGKVCMEVYPNTTLYDDDKVLE
AMLNGDVQMAAPSLSKFEKYTKKLRIFDLPFMFKNMEAINAFQTSETGEAMKQSMMRRGLLGLAFWHNGLKQFSADKPLL
LPEDAKGLKFRVQASDVLVAQMEALDASPQPMAFSEVYGALQTGVVDGQENTWSNIYTQKFFEVQDGITESNHGVIDYMV
VTSVEWWEGLDPEIRDQLATILQEVTVTRNTESTAVNQAAKQAIIDAGTTVRTLTPEERQAWVDVMKPVWAEFEADVGAD
AIAVAQEINEQY
>ANB38682.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MSGAYRPRTALGRAVHSVEETVIALLMGLMVLVTFVNVVLRYVFNDSLVWSLELTLTLFAWLVLFGIAYGFKITMHLGVD
AVLNMVSSRSQRLLSLVAVAICLVYAALMMKGAWDYWAPFANMAPTTGHWFPTGFKEMKPWDYRGYVPTERIPLPEVLRA
PLEYLFLPEGEEPYEKLPIAVPYAIIPFGVAMMLYRLIEAAFRIVSGRQQGLIVSHEAEDAVEEAAREKDA
>ANB38683.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MHVVLLFVMVVGFLLIGVPIAVSLGMASIIFLLLFSDTSLASVAQSLYQAMAGHYTLLAIPFFILASSFMSTGGVARRII
RFAIACVGHLRGGLAIAGVFACMLFAALSGSSPATVVAIGSIVIAAMRKVGYSRDFAAGVICNAGTLGILIPPSIVMVVY
ASATDVSVGRMFLAGVVPGTLAGLMLMTAIYVMAHVKGMPKGEWLGWGEVWESFRDAFWGLMLIAIIMLGIYGIPGVASA
IFTPTEAAAVASVYAFLIATFVYRDMGPLKAQGGQGPVALWQRPVALLTGFIHRDTRRTLLDAAKLTIMLMFIIANALIL
KHVLTDEQVPQKIAGAMLDAGFGKIMFLILVNVILLIGGQFMEPSGLIVIVAPLVFPIAIELGVDPIHLGIIMVVNMEIG
MITPPVGLNLFVTSGVAGMPMMRVVRAAMPFLAVLFVFLILVTYVPVLSTWLPTSLMGPELITN
>ANB38684.1 iron-sulfur cluster assembly scaffold protein [Rhodovulum sulfidophilum]SNK001
MQAQNDLIKLYSQKILALAAEIPHLDRLEAPMGTARKRSPLCGSTVTVDLDVKDGRIVRFGQDVKACALGQAAASVVGSA
ILGRTRAEIEAARDQLRAMLKEEGPVPAAPFEGLEVLLPARDYKNRHASIMLSLEATLDAFDAAEAAASCA
>ANB38685.1 phosphoribosyl-AMP cyclohydrolase [Rhodovulum sulfidophilum]SNK001
MAFDPASLTYNADGLIPAIAQDAAGTVLMMAWMNAEAVARTLETGRVTYWSRSRKAFWVKGETSGHVQRLIEMRVDCDRD
CLLMLVEQAGPACHTNRRSCFYTAIRDGAEVEILTPMAD
>ANB38686.1 tRNA glutamyl-Q synthetase [Rhodovulum sulfidophilum]SNK001
MRTRFAPSPTGPLHLGHAFAALTAFERAGDGEMLLRIEDIDRARSRPEWEAQIYDDLAWLGLDWPRPVLRQSDRLAAYRD
ALDRLGAMGLTYPCRCRRADIRAALSAPQAGAPVIGPDGLVYPGTCRGRSLAEAGPEDAIRLDMARALDRLGPALPAFTE
TGPAHAGRHVLEAQALIGTVGDVVLARRDLGTSYHLAVVVDDAFQQIGEVTRGEDLFEATPIHVLLQALLGLPTPAYHHH
RLILDETGRRLAKRDDARAIAAYRAEGASPADIRRMIGL
>ANB38687.1 hypothetical protein A6024_12650 [Rhodovulum sulfidophilum]SNK001
MLYVLALFLPPLSILLIGRWFVALITLLIWIPAIFFSGGLTHPMFIILAWILIFQRGADRRAGL
>ANB38688.1 methylenetetrahydrofolate--tRNA-(uracil(54)-C(5))-methyltransferase (FADH(2)-oxidizing) TrmFO [Rhodovulum sulfidophilum]SNK001
MTETLHIVGGGMAGAEAAWQAAQAGIDVVIHEMRPKTGTFAHKSGDLAEMVCSNSFRSDDDEQNAVGLLHWEMRAAGSLI
MEMADTHRLPAGGALAVDREAFSQGVTARLMDHPKIRREDTEITSLPEDGHWVFATGPLTSDALGQAIRAETGAEALAFF
DAIAPIVHFDSIDLTKAWFQSRYDKGETEAERTAYLNCPMDRAQYEAFIDALLAAEKTAFHEGETAGYFDGCLPIEVMAE
RGRETLRHGPMKPVGLTNPHAPEAKSHAIVQLRRDNALGTLYNIVGFQTKMKYGAQTDVFRMIPGLENARFARLGGIHRN
TFLNSPTLLDAELRLKSRPHIRFAGQITGVEGYVESSAMGLLAGRLSAAAILGRALPAVPATTATGALVTHITGGAEAKT
FQPMNVNFGLFPPVEGLKGGRRGRRDRYKGYTDRAKADWTGWLGAAG
>ANB38689.1 DNA gyrase subunit A [Rhodovulum sulfidophilum]SNK001
MNDTPETPENEDENGSGKGPERPGYDGPVIAIEKEMQTSYLDYAMSVIVSRAIPDLRDGLKPVHRRILFAMHETGNTHDK
PYRKSARAVGDTMGKYHPHGDSAIYDALVRMAQPFSMSLPLLDGQGNFGSMDGDSAAAMRYTEVRMAKAAQALLTDIEKD
TVDFQDNYDGKDKEPTVLPARFPNMLVNGAGGIAVGMATNIPPHNLGEVVDATLALIEDPDLTSEQLMQYVPAPDFPTGG
LILGRSGARKAYLEGRGSVILRAKTRIEEIRKDRHAIIIDEIPYQVNKSTMIERIAEAAREKRIEGIAHVQDESDRVGVR
VVIELKRDATPDVVLNQLFRFTPMQTSFGCNMLALNGGRPETLTLRDFLSHFVAFREEVVARRTAFELRKARERSHILCG
LAVAVSNVDEVVATIRASADAAEARVKLMERRWPAREIADYIQLIDDPTHKMNEDGTYNLSETQARAILDLRLQRLTQIG
VKEVTDELEELAARIKDYLDILRSRERIMAIIAAELGEVRAQFAVPRRTEIADWSGDMEDEDLIEREDMVVTVTQSGYIK
RTPLAEFRSQNRGGKGLSSMATKEDDVVTTLFVANTHTQLLFFTTDGMVYELKCWRLPQAGRTARGKAIVNILPIGTGIS
IAALMKIDEPEDEWENLQVVFATSAGDVRRNRLSDFTNIKRNGKIAMKLPEAVSLVNVSICDAEDDVMLVTATGRAIRFA
TTDVRVFSGRDSTGVRGIRLAEGDSVVSMSVIRHFAADPAERAAYLKQRRLMAGVTDENGEADEDEEAVEAGQLSPARYA
EMSAAEDLILTITARGQGKISSSHDYPVRGRGGQGVQAIDKALRGGPLVASFPVEMDDQVMLATSRGQSIRVPVDQISFR
SRSAGGVRVLDAATGEEVVSVARIADHGENGDEDEVSAE
>ANB38690.1 aspartate-semialdehyde dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPLSETELMLRGYGLTTAELYYRMPDFRNVLNSFIWQDYDLAPDHPRLFRFIQFWQESIEGPLHSVRFTHRKRISSGEWR
NVVAEFRLN
>ANB38691.1 dihydroneopterin aldolase [Rhodovulum sulfidophilum]SNK001
MTATRNQLILLAAAASAATLLAGFGFEHLGGLAPCKLCLWQRWPHAVAPILGLLAVAIGGRMLPLSGMVTMAASTGLAIY
HSGVERHWWAGPSSCTGSGPSLSQMTPEQILTPSLVEPVVLCDRIAWELFGLTMANYNVLLSAFLVVVWAMALARGRG
>ANB38692.1 cytochrome B [Rhodovulum sulfidophilum]SNK001
MIRRLYDWTLSLADSRNAMWALFIVAFVESSIFPIPPDVLMVPMILARPSRAFAIAGIALAGSVLGGLAGYGIGWAFFEQ
IGRPVLEFYGKEAYFEQFGARYNDYGAWAVLIAGVTPFPYKVITILSGSTGLNLGVFMLASFIARGIRFFLVAALLWKFG
TPVRRFIEKYLGLLFTLFVLLLIGGFYAVRFL
>ANB38693.1 hypothetical protein A6024_12690 [Rhodovulum sulfidophilum]SNK001
MAFPPKSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPHGAISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTGTEAPTPAFRQSVTLWPRLRRPIAPGDPV
AMRAPFGTWALAGPETSYSGSQSRGLVAQSGKEDSLRASRALDRCHAEALSHPLSHDELVRIQRRAPPAGGALGLV
>ANB38694.1 hypothetical protein A6024_12695 [Rhodovulum sulfidophilum]SNK001
MVDAQAKLAQSLETSTRSVQLLGRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRF
DRINGAIAGLEDPAKKAAVAAALYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVG
NQVAASMAPAITALATGFTDLLREGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVV
TLNAKLLLTRAALMRTGFGALVIGVGELLDRAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGKVMEAGSFD
GGGRTPLGPRAGGLDGKGGFLAMLHPNESVIDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEI
YDRRKRMARAGGAS
>ANB38695.1 hypothetical protein A6024_12700 [Rhodovulum sulfidophilum]SNK001
MSGSLPALADEDARLGIIYLEEEIDWGALAPLTMDREDTDTFGDTSGDVNEAIATLPNVQNETQRTVGGVSDNGVSSDSM
LDLQPSKLSISGAAVTENNIMINGIGINSIVAAEPFAVGSLDKNTGSTGIDTIYGLHPQTQYVPEAFIDGVEVQTSNVSA
RYGGFQGGVVNYLLREPTGESRGLLSFGFSSDDLTTYNLETESGTNPLNRAKPEWTRKEVGVEYETPLTDTTSVLLSFSR
NTAWGRKPIGHQYIGDRVESESSSDFGRVVLRHELQDGGVFKLSGAATEYEQEWQSNYSYGYQLDTKTSGRTLSGEYANI
FGAWDLSARLTYSRNKVANDSNVDYYANWIGRNTDDTLYDGALDWCNVSPLTTGYVSCMEGGFTGNKRYDDKTLHADLDL
SRDLAGGRLNFGASVIKSQAKRARLSDTTAYAAFMPNTLGICPPGDLFCNADQFWFVRVIYPAYALEVDAMKYETFLEWE
RSWERFDLRAGLRLDRNDVMDNTDIAPRLSLGYRLSDTVRADLGLNRYYSDDYMAYAIHDKTPRGINETRPVPTMDPVPY
DFGEYRYTQQGLKTPYTDEVALGLTAADPWTGGTWRMTLLNRHGRDQFAHSSVPSGGTYPDNVLTNDGWNRYRSATLEYA
RVWDRPGPRLLDSVGLRVSGVVADRETSSSGYYNASDELNEIDLIWYNDKSYTNEQFDQLTGNYDIPVRAAVEVQTSWDR
GRYGLGLGADINFGYEGVRDTDEDETHVNPVYGSRPHSVYEDYRFKTYARLNLSAQARVYSAAGRDVHLKLKVANLLNKS
LGGSTDMHPWVEGRSYWLGTEVTW
>ANB38696.1 hypothetical protein A6024_12705 [Rhodovulum sulfidophilum]SNK001
MRVLAVLAALAAATPSLAIEANTQPTPGILIGDRLLNVATHLGIVPQAYSIRQTDSALDTLLESAGSLPLGTPAHMVDEN
PCAILVALLETEAPRIVVESSDPFDVTDPAQDPQRLMPLITQADLVEHMGTAIETVDFTIGADLAIFQIGEMFGRSAEAA
ALLDEREARIASVEALLPLDRPMRATVLHGADGGDMAVTVERPGGPTDLALLDRIGVETVGAPTAVPDAGGAPMRVDWHA
IAAAEPDVIVATGDADQVRAALRRATAAVPALAGIPAVAADAILPLPAYSDMDVVGYPYTLEAWTRAFSEIAMAAVSVPA
ASR
>ANB38697.1 hypothetical protein A6024_12715 [Rhodovulum sulfidophilum]SNK001
MTPVVKREAVAHLKALFGLSERRACRVVGADRKMVRYEERCDQKGGLAAGLPPPLTAANRAEKRIFWRN
>ANB38698.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]SNK001
MTRLDDTCAILADLVAFPTVSSESNLEMIVHIAALLGDLGARVDLFHDATGHKANLFATLGPRNTDGGIVLSGHTDVVPV
ADQDWSTDPFALHEAGGRLYGRGTCDMKGFIAACLAMAPVYAGLELTRPLHFAFTHDEEVGCLGGQALVAELSARGLRPA
IALIGEPTEMRIVEAHKGCCEYTVEFHGREGHGSNPDAGVNAAEAAVRYVTRLMRLAEELKTRAPEDSPFEPPWTTVNLG
RISGGQVHNVIPGKAEVAWEMRPVRSDDIGFVKEAMARHVAELLPAMRAVAPEASILTHVIGEVVGLEPLTENAARALLS
ELTGQPRAETVPFSTEAGLFQSLGCAAAVCGPGAIAQAHKPDEYVTRDQLAQCLAMLEGLTGVLTA
>ANB38699.1 ectoine hydrolase DoeA [Rhodovulum sulfidophilum]SNK001
MTEEIVQFGYAAEGRAPFSLAEYERRLGLVRRAMDEKGIDILFVEDPSNMAWLTGYDGWSFYVHQGVLVFHDADPMWWGR
QMDANGAVRTVWMAGAHITHYSDAFVQSTERHPMQHLAGLLHDLGYGARRIGVEMENYYFSAKAYVTLRHALPEAHLVDA
TALVNWQRTVKSDEELDFMRRAASISERMIDGVLERIEPGLPKNELVADLYRDALAGNGDWGDYPAIVPLLPSGKDASAS
HLTWDGRPFESGEATFFEISGCYRRYHAPFCRTIFLGEPPDYMRTAEAALIEGIEAGLWAAKAGNRACDIANALAAPLER
AGIRRGARCGYPVGLSYPPDWGERTISLREEDDTVLEEGMTFHFMPGLWMENWGLEITESILIREEGPAETLCNRPRKLY
VKS
>ANB38700.1 hypothetical protein A6024_12730 [Rhodovulum sulfidophilum]SNK001
MLKNDMLEQWDRESFFHPSTHLAQFARGEAPERVISGGQGVFIEDRDGNRLLDAFAGLYCVNVGYGRSEISEAIAEQARQ
LSYYHAYVGHGTEASITLAKMVMDRAPDHMSKVYFGLGGSDANETNIKLVWYYNNVRGRPAKKKIISRWRGYHGSGLMTG
SLTGLAGFHNKFDLPLAPILHTEAPYYYRRPDLDMTEADFVAHCAAELEALIEREGPDTIAAFIGEPVLGTGGIVPPPAG
YWEAIQPILEKHDILLIVDEVVTGFGRLGEMFGSSKYGLKPDLITIAKGLTSAYAPLSGSIVSDRMWKVLEEGTDEFGPI
GHGWTYSAHPIGAAAGVANLKLIDDLGLVRNAAETGGYFVNAMKTALSEHAHVGDIRGEGMLCAVELVEDKGSRTFYDPA
GKVAGAVVAEMATSGVIARAMPQGDIIGFAPPLCLSKEEADRVVDVTAKAVKAVLG
>ANB38701.1 hypothetical protein A6024_12735 [Rhodovulum sulfidophilum]SNK001
MNKTALTAASEDIIPLDPKDSIAEGGERWVFRHPDYSHILIKMLKRRKTEMFNRWWTFGHLSQRFLPASRYRSTAKQYDE
YRRLVMENLFDPGFELPVAHLYGFVKTSLGYGCLTERITDETGRTAPNLQQRIEAGTFTEADRKGLNRFVARLYDISICA
ADMGPANFVHGYRGASRPGSNRVPQWVLVDGFGDRYAITARTYSRRIRLRGMDSRFRKGKKVRGLRWCPEARQFEFADDY
RPAT
>ANB38702.1 hypothetical protein A6024_12745 [Rhodovulum sulfidophilum]SNK001
MAGATAPAGLDEASAPVFGFERDLGVTTASLGDPTDAGFWALTPLTDEIRRGRLADPVSGKSVQVELRPSGGATGAGTRV
SLSAMRALEVPLISLTNLKVYASE
>ANB38703.1 hypothetical protein A6024_12750 [Rhodovulum sulfidophilum]SNK001
MSDESEAWHMMPVAILAILWNLAGCADYVMTQYGVAPYLQLFTQSQAAYFTSVPAFVDGAWAVAVWGGLLGAVLLFLRVG
VAPWILGFSALGMTVAAVWLIVFATPGLTEVAGYFGDAMIAGAAAMAILFYAYARQMRVAGEI
>ANB38704.1 hypothetical protein A6024_12760 [Rhodovulum sulfidophilum]SNK001
MVRQLKQVLLGLCLILWAGSAVAQAQVQGQGPMLSAAPSPVERLLSVGKPLEATIHQAACCRVCRKGKACGDSCISRDRT
CRKGAGCACNG
>ANB38705.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTKRDIGLFVLVAVLLVGTGLLQSWNAALYILNYGLISAVMALGVNMQWGYAGLFNIGVMGFTALGGLAVVLVAMAPVGA
AWSAGGSHVLLALAVGLGVILGAIQIWRRVGRGALRGLAMVVWLVAGFFIYRAIFDPAVSAIEAIDPAATGYLGGLGLPV
LLAWPVGALFAAGAAWVIGKTALGLRADYLAIATLGIAEIIIAVLKNEDWLSRGVKNVNGIPRPVPYEVDLQASAAFVEK
AQALGLDPTTASTIFVKLLYAGLFAVVLIALLWLSEKALKSPWGRMMRAIRDNETAAAAMGKDVTRRHLQVFVLGSAICG
LAGAMMITYDSQLTPGSFQPLRFTFLIWVMVIVGGSGNNWGAVLGGFLIWFLWVQVEPLGAWFMGAITSGMADGSALKTH
LLDSVAHMRLLTMGVVLLVVLRFSPRGLIPER
>ANB38706.1 branched-chain amino acid ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDFINALVTFSNFVLVPATAYGAQLALGALGVTLIYGILRFSNFAHGDTMAFGTMMTILATWALQAAGVSFGPLPTALLA
LPFGIAATALLVLGTDRLVYRFYRAQRAKPVILVIVSMGIMFILNGVVRIVIGPGEQRFADGERFIITAREFKTLTGLDE
GLAIRTTQGLTIVTAVIVVALLFWFLNRTRTGKSMRAFSDNEDLALLSGINPERVVAITWIIVAALATIAGVLYGLDKSF
KPFTYFQLLLPIFAAAIVGGLGSPLGAIAGGFLIAFSEVTVTYAWKKVLTYILPDTLAPDGLVQLMSTDYKFAVSFVILV
IVLLFRPTGLFRGKTA
>ANB38707.1 hypothetical protein A6024_12775 [Rhodovulum sulfidophilum]SNK001
MRFFFMMAGLLAVSAGAAEARDLRLDCVARQVCVSNIEPGRASCQQTELRYRLEVGRKTGAKVVMTPEGDDAGMFYEFRR
LPGRAGIRLQASGGALEAGQGAGALTVFETLDFVLTRHNALQLDPEDGALQAIAVNVHGSCAESE
>ANB38708.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MADPFLIGDRMTGGYGGADILHGCTVAVEKGEIAVIVGPNGAGKSTAMKAVFGMLDIHSGAVRLNGEDITRLSPQARVAK
GMAFVPQTQNIFTSMTVEENLEMGAFLRRDDISATIEEVYQLFPILREKRRQAAGELSGGQRQQVAVGRALMTRPSVLML
DEPTAGVSPIVMDELFDRIIEVARTGISILMVEQNARQALEIADKGYVLVQGRNAYTDTGRALLDDPEVRRTFLGG
>ANB38709.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MIRVENLHRHFGGFHAVDGASIEIATGSITGLIGPNGAGKSTLFNVIAGVLPPTSGRVMMNGEDITGLKPHELFHKGLLR
TFQIAHEFSSMTVRENLMMVPAGQSGESLWSACFRRGRIAEEERALARKADEVLDFLTISHVADEKAGNLSGGQKKLLEL
GRTMMVDARIVFLDEVGAGVNRTLLNTIGDAIVRLNRERGYTFCVIEHDMDFIGRLCDPVIVMAEGKVLAEGKADEIMQN
EAVIEAYLGTGLKNRIKAGPVSEPVSEAGA
>ANB38710.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MKKLLLASAATLGCAGGANAEDIKIGVLLGFTGPIESMAVAMGAGADLAIKEVNESGKLLDGDTVVAVRGDATCIDSSAA
TAAAERMITSDGVKGIMGAGCSGVTGAVLQNVARPNGMVMISPSATSPALSDVEDDGLFFRTAPSDARQGQVMANILKDD
GVDSVALTYTNNDYGKGLANSFETAFTAAGGTVTISAAHEDDKGDYSAEVGALAAAGGDLLLVAGYADRGGAGILRSALD
LGAFDRFHFPDGMVSDATTDTFGDEIDGSTGQLPGNDTPGAEKYAEIVDGAFDSTAIFSGESYDATALILLAMQAAGSTD
PQVYKDKIMDVANAPGEEIYPGELDKALQILADGGDIDYVGATALEFIDGGESRGNYRVVKVEDGKFVATGYR
>ANB38711.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKAVPERSGPSFGAAAEGRTQDLVFVLLDRFTMISFAGAIEPFRIANRMAGRTLYRWRLAAEGGEEVTCSNGTRIRPDIG
FEPLGRDEMVIICGGLDVQAETTRGLVAWLRREARKGLAMAGLCTAAHALAKAGLLDGRRATIHWENQDGFLEDFPEIEL
TRSVFVIDGNRMTTAGGTASIDLALTLIARTHGQDLANAVADQLVYSSIRTDQDTQRLSIPTRIGVRHPKLSQVIQVMEK
NLEDPISPATLARDVGMSTRQLERLFRRYLNRSPKRYYMELRLSKARNLLMQTDMSVINVALACGFASPSHFSKCYRAHY
DTTPYRERGSRSGRTEA
>ANB38712.1 hypothetical protein A6024_12805 [Rhodovulum sulfidophilum]SNK001
MVESETHPRAAVIALSGYRTGGALSALDDIERYWTQLRDDQGSLPSRAQLDPRGFSRALSNCFVAEAMAPRHLRLRLTGQ
HMTDLMGMDMRGMPLSAVILPESRPMLEDKIEALMTGDGTGVRLTLISPRSYNRQALFAGMLLLPLARENGTPAKVIGAL
ATVGTVGWTPRRFQILGETANPARRPDLAEGDAESRRPTLTVIQGGVVEPAC
>ANB38713.1 hypothetical protein A6024_12810 [Rhodovulum sulfidophilum]SNK001
MLQSMTAFAARSGQTETHAWTWELRGVNGKGLDLRLRLPDWIPGLEPVVRAAVQSRVARGSVTLGLRISARDSGHGALQI
DPVALRSVLAMLGRVEAEAAAQGLSLAPSSAVEILGLRGLADSAAPETETEPETAPLLAALSADLTPLLDEFMAMRASEG
AALATVLCDHLATISTLTSRAAEVAEARRDQIEETLRASLARVMETAAGVDPDRVAQELALIAVKADVTEELDRLRAHVA
AAETLLASGEPVGRRLDFLMQEFNREANTLCSKAQSTGLTRVGLDLKATIDQMREQVQNVE
>ANB38714.1 guanylate kinase [Rhodovulum sulfidophilum]SNK001
MAIRRGLLIILSSPSGAGKSTLARRLRAWDPEIAFSVSATTRAPRPGEVDGKDYHFLTEPAFKAQVARGEMLEHAFVFGN
FYGSPEAPVRAAIEAGQDVLFDIDWQGAQQIRASALGQNTLSVFLLPPSIAELRRRLVERGQDTAETIAGRMQKSWDEIS
HWDGYDFVLVNDDLDATEAKLKTILTATRLRRSQQPGLTEHVRALQAEFEALP
>ANB38715.1 gamma carbonic anhydrase family protein [Rhodovulum sulfidophilum]SNK001
MTLYTLDGVAPTLPEDGDVWIAPDANVIGKVILEAGVSVWFGATLRGDNEPITVGEGTNIQENTVCHTDMGFPLTIGAGC
TIGHKAMLHGCTIGENTLIGMGATVLNGARIGRNCLIGAGALVTEGKEIPDNSLVMGAPAKFVRQLDAEAIEGLRQSARR
YRENAARFRTGLTAG
>ANB38716.1 hypothetical protein A6024_12825 [Rhodovulum sulfidophilum]SNK001
MGNTGTDRSAQMAPGVDRNGMALLIGFDRVDQPQRGMPFIGARCEHLPYDLVQAALPSLQGIEMIVSPLLTDQFDAMDLA
QQLQLGGYRGLYVVVTPVLPNSEIVRREIAALCPGMTVQMIPRTRH
>ANB38717.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MNDSLGLSIIAGVPVPVLLIGADERVSGMNGAAEALFGPSGAGRHYITVLRHPALLDCVEEALRLRQSRRARYPRSAFGR
DATYDVTASPLEGVAAGGVVLSFTDISDLEQAGQIRRDFVANVSHELKTPLTALMGFIETLRGPARNDEAARDRFLDIMA
REAERMNRLVSDLLSLSRVEAEERMRPGARVDVAALLRSAVQTLRPLAEEAGVALTLSGAEAETHVLGDEDQLTQVFHNL
IENGIKYGGSGGVLRLEMTRSERELAFRGPGLRIDVIDEGEGFDPVHIPRLTERFYRVDNHRSREMGGTGLGLAIVKHIV
NRHRGRFRIDSAPGKGSTFSVTLPTV
>ANB38718.1 phosphonate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MSLAKLTASALAIAAVSATAAAARDNVQVAGSSTVLPYASIVAEAFGENFDFPTPVVESGGSSAGLKRFCEGVGETSIDI
ANASRAIKDKEVAACKANGVSDIIEVRIGYDGIVFASQLNGPAFTAFTPADIYRALAAELPVDGKMVANPNATWADANPE
LPAVDIAAFIPGTKHGTREVFEEKVLIQGCEETGAMAEMEAIGMDEKAAEKACKSVRTDGKSVDIDGDYTETLARIDSNP
NGIGVFGLAFYENNTDTLKVATMSGVAPSTETIASGDYPVSRPLYFYIKKAHIGVIPGLKEFAEFFVSDEMAGPDGPLAA
YGLVSDPELAATQQKVANEETMSN
>ANB38719.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MPVLWLVLILFALGALGFVLGRRRALGGAGGDIRLLHSLPAYYGTNVALVTMVPAFFLLGIWLLAQPVAIDARVSALLPD
AAISEGMTRDLVMSDVRRVAEGLDKAVAEGEMTRREARDIRAGFTDIRNRLGAVGVALGSNVGAPELYAAQRYRTLSGEG
RVAMTAAVLALALGGFALSLIRTTPAYRARNSVEAGIRYALIFAATVAILTTIGIVLSLIFNTIDFFRLYPARDFFFGTT
WSPSFGGGSELGILPLLWGTFYISVIALAVSVPIGLFAALYLSEYASSHVRAIAKPLLEVLAGIPTIVYGLFALLTVGPL
LLKVFGQDGVGLMQAGTAVMTAGLVMGIMLIPFVSSLSDDIINAVPQSMRDGSLGLGATRSETVKQVVLPAALPGIVGAI
LLAASRAIGETMIVVLGAGAAAKLSMNPFDAMTTVTAKIVSQLTGDADFASPEALVAFALGMTLFVITLGLNILALYIVR
KYREQYE
>ANB38720.1 phosphate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTDIPVSDARPVPAAPARTGSLLTADARTRRRNAAESRFRLYGIVAVGIGLFFLAALLYAIVTNGIGAFQQTGYTLNIEF
REDVLDKSGTRDPEALKSVRTFAYSPLLREAMLREIETHGIETPLAKAKVKGFSSPLDKLFSDGARSTLRDMVLADPSLI
GQTVKVRILASSRVDGYLKGRVSRESIERDKNLDAVHLDLIDKLRDAGVATKAFNLAFITGPDASDARPEQAGIGVAMLG
SFYMMIVVLALALPIGVGASIYLEEFAPQNRITDLIEVNISNLAAVPSIVFGILGLAVFIQVVHLPQSAPLVGGLVLSLM
TLPTIIISTRAALKAVPPSIRDAALGVGASKMQAVFHHVLPLAMPGILTGTILGLAQALGETAPLLLIGMVGFVASNYPD
GAVAGFMAPNSAMPAQIYEWAKRADPAFYERAWGGIILLLVFLMTMNIIAILLRRRFERRW
>ANB38721.1 phosphate ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MYDNSDLARATVTGETKIAAHGCQVYYGDSQAIRDVDIDIADNTVTAFIGPSGCGKSTFLRCLNRMNDTIDICRVIGDIR
LDGEDIYDPRVDPVQLRAKVGMVFQKPNPFPKSIYDNVAYGPRIHGLARNKADLDEIVERSLRRAAIWDEVKDRLQAPGT
GLSGGQQQRLCIARAVATEPEVLLMDEPCSALDPIATAQVEELIDELRAQYSVVIVTHSMQQAARVSQKTAFFHLGSLVE
YGDTAKIFTNPSDPRTESYITGRIG
>ANB38722.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MSPSERPTVLIVEDEPAQREVLAYNLQAEGFRVSKAENGEEALLLVEEQAPDIIVLDWMLPSVSGIEICRRLKTRAETRG
VPIIMLSARSEEVDRVRGLETGADDYVVKPYSVVELLARVRAQLRRTRPATVGQRLEFEDILLDAETHKVFRSDKPLKLG
PTEFRLLSTFMEKPGRVWSREQLLDRVWGRDIYVDTRTVDVHIGRLRKALCQHGGPDPVRTVRGAGYALG
>ANB38723.1 methylamine utilization protein MauG [Rhodovulum sulfidophilum]SNK001
MTRTGTGTGLTLAAALLACGAASADPEEGAYSSPEAFGEALFFDVNLSKTRTQACATCHDPGHAFIDPRPTLAGRAVSLG
ADGQSLGDRNAPTAAYARFSPPFGQRADGTYVGGQFHDGRAAGLAEQAAGPPLNPIEMGLADVEEAAARILENPRYDATL
SALYGAATPSDPEAVFRAATSAIAAFEGTDSFAPFDSKYDRYLRGEAQLTDEEELGRILFFSQQFTNCNLCHQLRKSAIA
ADETFTDYSYHNIGVPANAAARAVNGAAGPDLGLLANPAVEDPAAAGKFKVPTLRNVAVTGPYMHNGVFEDLRTVILFYN
KYNSKAAARQIDPETGEAWAAPEVPGTLSMDKLTTGPALDDERIDALVAFLETLTDSRYAYLLDRDTASAGTGGTDTDR
>ANB38724.1 hypothetical protein A6024_12875 [Rhodovulum sulfidophilum]SNK001
MTVFTPTASPAQPLLPQALRLLCLALLVTAVFGALHYILVAPSRHVPVLHPAGAFGFVLFALSVLLRGSKAWGLRLWTAV
GGGVALLAGLRLIDGLLPGGPYLSGAVPLWPGRSPGPADLSTTYAILTLHLCLALQPFHRGAAMAVLVAAWTGIWWSAMT
DLFEATTWGRPVSAFSLSCMGLAGLAMTHILRAEWLLRPLFSRERHGPRMRILLVLALIGPWLVGIATLHAVPETVSARL
LIAPLLGLFGLAQLALVLTVGALLERAARADARAELFDPVAGRASKFRPDRDLLDGKGPVGVILCAPGAGVNGADPEADE
RAMRSALQRTVRHVRAEDNIGRWRRHMLMVVAHVPSEADLARIGERLERKLRPQPDLPVAAIGISMSAFDEPNLEAALQR
AESALYVAERRGGGTLVRVSDLAETGQGAEARNTPVTWEGRRGPPK
>ANB38725.1 hypothetical protein A6024_12880 [Rhodovulum sulfidophilum]SNK001
MASADQRPRTTLAIRVLGLTILVAIGLGLLQNLLDPPADTAAALHLLPATGFAVFGLLFLLRRQPSGLRGPVRMLACIVA
LLAIERLFEASVPGWIRIVGHPRIEHALESTGLQGVLSVETAFVLAMLNLALLAEPHQRQTSLLFLAAAWVGTTMGVLKL
AFNLTLWRGEMSPYALAIMILVCSAQTLKLRDQPFLRPLFARTSYGTYTRALVTGALLVPWMSGFLYFLNVRPDPASHLA
LELAFGFTGWIMLALVLVIGHLMEKSSLALEYAARHDPLTGAAWRWRLETATRPVASCCSISITSRRSMTRWGTMRATGC
SATSRRSPTGTSAKAIFSSAGAARNSCW
>ANB38726.1 hypothetical protein A6024_12885 [Rhodovulum sulfidophilum]SNK001
MASSAEVLLVQMAERLRQSIAGHAPMRIGAMPHPVSASFGVSMVQPGEAGIGCAIRRADTALYAAKIGGRNRVMSAAALC
EAEAAVGPLARRTPPRLVS
>ANB38727.1 elongation factor Ts [Rhodovulum sulfidophilum]SNK001
MAITAALVKELRDKTGAGMMDAKKALTENDGNMDAAIDWLRTKGLAKAAKKSGRTAAEGLVAVVVEGGKGVAIEVNSETD
FVAKNAEFQAMVSDIAKVALGVDDVEALKAADLGGKSVADTLTDKIATVGENMTLRRMARIEGEQVVAYVHNAAAEGMGK
IGVLVAMTGGDAAFGRQVAMHVAAVNPAALSEADMDPAVLEKELAVQTAKALDENATAAKPKPEAVITNNIIPGRMKKFI
SESTLMGQAFVVNPDMTVEAAAEAAGATITGFVRLEVGEGIEKAEEDFAAEVAKVVQG
>ANB38728.1 30S ribosomal protein S2 [Rhodovulum sulfidophilum]SNK001
MALPDFSMRQLLEAGVHFGHQTQRWNPRMAPFIYGDRNGIHIVDLTQTVPMLDQALNVIRDTVARGGRILFVGTKRQAQK
SVADAAEKCAQYYMNHRWLGGTLTNWKTVSQSIKRLNEIDERMATGAEGLTKKERLHMEREQTKLQASLGGIREMGGLPD
LLFVIDVRKEDLAILEARKLGIPVVAVVDTNCSPEGVDYIIPGNDDAARAIQLYCDLASRAALDGMSAQMDAAGVDLGAL
EEAPVEELLADARSEGEA
>ANB38729.1 hypothetical protein A6024_12900 [Rhodovulum sulfidophilum]SNK001
MFESKEPSAEPSDPQEPHQRRFWRGVLARLRNNFLAGLVVIAPVGLTVWLIWTVTGWIDGFVLPFVPQKFQPEQYIGIDI
RGLGVIFFLVFTLVVGWMAKGMVGRSFIGWGERVVGQMPVIRSVYNGLKQIAETVFAQTETSFDRVVLIQYPRPGIWAIA
FVSTNAKGEIRRLVPADDPILSVFLPTTPNPTSGFLLFVPQSDVIELDMSVEEAAKLVISAGLVAPEDPQVLAAAAAAPR
PIQQAARRARDREKIGA
>ANB38730.1 amino acid transporter [Rhodovulum sulfidophilum]SNK001
MTLLAPALTGFATSLSLILAIGAQNAFVLRQGLLQSHVFALCLFCAMSDALLISAGVAGFGAITGALPWLPRAFGLGGAA
FLIVYGALRARAAWQGGHRLEAGGRAGSVRAVLGTAAALTWLNPHVYLDTLGLIGAISTDFAPGAARMAFGLGAVAASFC
FFFALGYGARLLAPAMARPLAWRLLDALIAVVMWIIAARLLLGG
>ANB38731.1 3-hydroxybutyrate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MSLSGKTAIVTGSNSGIGLGVAHELARAGADVVLNSFTDRDEDHKLAEDMAAQHGVKVRYIKADMSKGDECRALIETAGA
CDILVNNAGIQHVARIEEFPVGKWDAIIAINLSSTFHTTAAALPMMRKAGWGRIVNIASAHGLTASPFKSAYVAAKHGIV
GFTKVTALETAEEPITCNAICPGYVLTPLVEAQIPDQMKTHDMDRETVIREVMLDRQPSKEFATVEEIGGTAVFLCSDAA
KQITGTTISVDGGWTAL
>ANB38732.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTGILQRAARVAGFAFTTILPAILSAGQAPAGTPAHGIAMYGEPALPAGFAALPYVNPDAPKGGRIVLGEPGSFDSLNPF
ILKGTPPWALAHESYESLMGRSWDEPFTLYGLLAETVETGPDRDWVEFTLRPEARFSDGSPVTVEDVLWSVETLGRIGHP
RYRNGHDKIARAEAVGPRSVRFTFNAPDRELPLILGLKPILKKAQWQGRDFAQSGLEPPIGSGPYVVASAEPGRQVTLRR
NPDYWGRDLPFNRGKHNFDEIRHDYYADGAALFSALKAGQVDVFRETNEAKWQTVYDFPAIRSGAVVKADIPHGRPSGIT
GLAMNTRRALFADWRVRDAMILAFNFEFINQTMTGGVQPRITSYFSNSELGMRPGPAEGKVRALLAPFADTLLPGALEGY
ALPVSDGRPQNRRNLRAALARLAEAGWTVGRDGVLRNAEGQPFRFEILLSQGATDSTRIVTLFADALQRLGAEVHVTEVD
TAQYVQRTTSYDFDMTFYTRALSLSPGNEQWLYWGSAGVDTPGTGNWMGIDSPAAEAMIRRLLSADERADFVAATRALDR
VLTSGRYVIPIWYAPQSHLAHSARLHYPARIPVYGDWVGFLPDVWWSEEN
>ANB38733.1 entericidin EcnA/B family protein [Rhodovulum sulfidophilum]SNK001
MTRLLFILLALTLASCSTVEGVGKDISAGARTVRNAL
>ANB38734.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAEEREHSLIRIIRAEREAEAAEPLDLGRRVRELRSEKGWTLEQAARHAGLARSTLSKIENDQMSPTYDALKKLATGLGV
SVPQLFTPMRGARAGGRMAVTRTGEGAAHATATYEHELMAGALARKRMMPYRTRIRARDIGEFDGWVRHEGEEFLYVLTG
VARLYTEFYAPVDMRRGDSAYYDATMGHNLVSISQEDATILWVTSVE
>ANB38735.1 benzoate--CoA ligase [Rhodovulum sulfidophilum]SNK001
MHAIFDEGAPAPCPAPFNLAAYVLAPATHSPEKVALAIVGPHGAERWSYARLEAAVRGLAAGLQAMGLPEGGRVLLRLGN
GVEFPIGYLAAIAAGLVPVPTSAMLTRTEIGKLAAQIEPVAILAGPNVALPDDCPAPVLDIKTQRGFYHDAPADYVLGDP
DRPAYIVYTSGTSGQPRGVIHAHRAVWARRMMWEGWYGLRADDRLLHAGAFNWTYTLGTGLLDPWTIGATALIPAPGVRP
DDLPLLLRRFDATLFAAAPGVYRQMLKKHPQIVLPKLRHGLSAGEKMPETTRSAWREATGTFVYEALGMSECSTFVSGSP
ARPAPLPASGYPQAGRRIAVLGPDNAPVARGEPGQLAISSCDPGLMLGYLKAEAETRARFDGEWFLTGDMVEMAEDGAIA
YLGRGDDMLNAGGVRVSPLEVERALMEHPGIHEVAATEIAVKADTTVIAAFYTGTPQDEAALAAFAAERLARYKQPRLYV
HLDELPKNPNGKLNRRLIRQTHEAAHGPA
>ANB38736.1 polyketide biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MVRLDIFADPICPWCLIGKRLLEAALAERPDHPFTIAWQPFQLNPEMPRAGMDRRTYLEAKFGGQTEAVRAYAEIDQRAR
AAGIELNLGAIARTPNTLDAQRLIHWAGIEHRQSMVVEALFQAYFIDGQDIGDAAVLTGIAASAGLDGALVARLLASDAD
LDGIRERDAHARARGVTGAPTFIVADTHVLVGAQPTALWLQVIAELVGAAPKAGLQ
>ANB38737.1 multidrug MFS transporter [Rhodovulum sulfidophilum]SNK001
MGACADVFRFLKGPAMAARRLMRVEFVAMTALLFATVAFSIDAMLPALPEIGAELTPDNLNKAQFVVTSFMLGMGAGTLI
MGPLSDCFGRKPVILGTAAAYMLGAAIAGLGQSLEWLLIGRVIQGFGAAGVRVVALAVVRDLYSGRDMAKIVSFVMTIFT
ILPALAPSVGAVVMAGFGWRGIFGSFLVFSLVSMGWFAFRQAETLPQENRRPMRPGPLLAAAREVVASPVARNATLVQTF
IFAGFFGFLTSTQQIYDIYFDRADSFPLWFGVVALCAGSASFLNAMLVGRLGMRFMIRSALIGQFVLSGLMMAAFWLHLL
PGWAEFPAFVLWSITFFGMNALTIGNLNALAMEPLGHVAGMAASIIGAFATGVSALLAAPIGLLFDGTPRPLAIGCFLSV
GVALAVMLAVPKR
>ANB38738.1 transcription-repair coupling factor [Rhodovulum sulfidophilum]SNK001
MEELRHITAGGAPEGYDARLLARELTRSGRPILHVARDDKRLAAMRAALAFFAPEAVVLDFPAWDCLPYDRISPNADVEA
ARMATLAGLAAGLPGPFILLTTLNAATQRVPARALLQGASFTARVGMRIDEAALRAFLVRMGFTQAPTVMEPGDYAIRGG
IVDIYPPGEAGPVRLDLFGDVLDGARRFDPATQRTTEKLKTVELAPVSEVILDEAAITRFRQNYRIEFGAAGTDDPLYEA
VSAGRKHAGVEHWLPFFHDRLETLFDYLPGAAVYLDDQVTPARLARWETIEDQYQSRREAMTQKGRIDTVYKPCPPGLMY
LDDAAWEAALADHRLVQLAPLQQGLGPGVIDAGGRIGRNFAPERKLEQVSLFSALKDHIQARREEGAVVVASYSEGARER
LKGLLEDEELTDATLVSDIREVPEGRGLHLAVWALEHGFEGPGLTVISEQDVLGERLIRGPKKRRRAENFLTETQSLSPG
DLVVHVEHGVGRYMGLETVAVPDPATGKPGAPHEFLLLVYAEDGKLYVPVENIELLSRYGHDEGLLDRLGGGAWQARKAR
LKERIREMADKLIRVAAERALRQAPILEPGHHMWEAFSARFPYQETDDQLAAIEDVLTDMASGTPMDRLICGDVGFGKTE
VAMRAAFVAALSGVQVAVVAPTTLLARQHAKGFAERFRGFPVEVRQLSRFVPAKEAAATRAGLAEGTVDICIGTHALLAK
SVKFRNLGLLIIDEEQHFGVAHKERLKQMRSDVHVLTLTATPIPRTLQMSLTGVRDLSIIGTPPVDRLSIRTYVSEFDSV
TVREALLREHYRGGQSFFVVPRVKDLPDMEHFLREQVPEVSFITAHGQLAAGDLDERMNAFYDGKYDVLLATTIVESGLD
IPTANTMIVHRADMFGLAQLYQIRGRVGRSKARAYAYLTTKPRAPLTPQAQKRLRVLGSLDTLGAGFTLASQDLDIRGAG
NLIGEEQSGHVREVGFELYQSMLEEAIAKIKSGELEGMADTDSDWSPQINLGVPVLIPDDYVPDLDVRLGLYRRLSTLTT
KVELEGFAAELIDRFGKLPKEVNTLLLVVRIKAMCKRAGIARLDGGPKGATVQFHNDKFANPSGLVAFIQDQQGLAKVKD
NKIILRRDWKKDSDKIKGAFAIARDLAEKLRKAA
>ANB38739.1 component of SufBCD complex [Rhodovulum sulfidophilum]SNK001
MDLYGKLFELIDMRSFSNLWYWIALALLWSGASHWVLGVPFGLIQRAQRQGGQAARDVTTLVGVNARRYLAVASEAGLWI
AALGGFVLTLLAVLGFGYRVEFCQAVFLLVAPMTLVGLWSVRTARLYAACGPEGEALYGMLRGHRLGVQAMGIVSVFVTA
LWGMWMNMLVTGL
>ANB38740.1 delta-aminolevulinic acid dehydratase [Rhodovulum sulfidophilum]SNK001
MRPTVAPFPTTRLRRTRRSAALRALTSENTLSVGDLIWPIFVRAGENIEEPVPSMPGVMRRSVDLSVEAVKEAAALGIPA
VCIFPYTDASLKTELCEEAWNPDNLSNQLIRAIKAEVPEIAVMTDIALDPYNANGHDGIVRDGEIVNDETVEALVKMALA
QADAGADILGPSDMMDGRIGAIRKALEENGHQGVTIMSYSAKYASAFYGPFRDAVGAAGALTGDKKTYQMDPANTDEAVR
LIERDLMEGADMVMVKPGMPYLDICRRVKTEFGVPTYAYQVSGEYAMLMAAIQNGWLDHDKVMMESLMAFKRAGCDGILT
YFAPAAAKILNAR
>ANB38741.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]SNK001
MFKDETTNLISRRGFVVSAGAAATLAACGNGVGSNGAAALDARVDKTRSYLFNRYPATRDLSRKAQGILWMPLMTKAGLW
FGGAYGRGALRIDDVTVDYYSATQASFGLQIGAQQYAHALFFMTPEALRQFRSGMGWSAGADLEYAVTNDGGMVSADTIT
ALDPVIAVVFGQAGLIFGATLEGTKYTRIIP
>ANB38742.1 exodeoxyribonuclease III [Rhodovulum sulfidophilum]SNK001
MQIATFNINGVKARLQTVLDWLDAAAPDVALLQEIKSVDEAFPRAPFEDRGYNLETHGQKGFNGVAILSKYPLEDVRRGL
PGDDEDSQARWIEATVIDKRAVRLCGLYLPNGNPAPGPKYDYKLAWMARLEARARELLATEEPLVLAGDYNVIPQDEDAA
RPEAWARDALALPETRAAFRRLLNLGFTEAFRAREQGPGHYSFWDYQAGAWNRNDGIRIDHMLLSPQAADLMTGCRIETE
LRAGEKPSDHVPVWLSLDA
>ANB38743.1 monooxygenase [Rhodovulum sulfidophilum]SNK001
MSLGNRKITVLGAGIAGLAVATALARQGADVVVLERADAIREVGAGLQISPNGVAVLRALGLVEALAARSGRARAVVLRD
FRHGNRVLKLDLGRQAKDYFFVHRADLVDILARAARAAGVQIRLLHEVTRLDFDGARPALITAQGARSSSDIVIGADGLH
SVVRAALNGAVAPGFTGQVAWRAVIPARGHVPAEAHIHMGPHRHLVHYPLRGGELINIVAVEEREAWVEEGWNRPGDPDR
MRTVFADFGGEVPRLLEQVHSVNLWGLFRHPVAERWYRGSSAILGDAAHPTLPFMAQGANMALEDAWVLAAALTRHPEPE
AAFASYQAERRPRTQRIVEMASRNARNYHLSFPPLRVAAQTALRIGGMMAPGAALRRFDWLYDYDATLRYPAAS
>ANB38744.1 RNA polymerase-binding protein DksA [Rhodovulum sulfidophilum]SNK001
MKTEVFLPDDYRPAEDEPFMNERQLEYFRRKLIAWKNDLMNESRETLEGLQDSSRNIPDIADRASEETDRSLELRTRDRQ
RKLVAKIDAALRRIEEGEYGYCEETGEPISLKRLDARPIATLSLEAQERHERREKVHRDD
>ANB38745.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MKFGSTDAYVAADDLSVAVNAAVTLERPLLVKGEPGTGKTELARQVAQSLGMPLIEWHIKSTTRAQQGLYEYDAVSRLRD
SQLGDARVHDVANYIRRGKLWQAFAAPGRVVLLIDEIDKADIEFPNDLLQELDRMEFHVYETGETVKALERPVVIITSNN
EKELPDAFLRRCFFHYIRFPDLDTMKKIVEVHHPGIKQDLLHVALTRFYEIRETDGLKKRPSTSEVLDWLKLLLAEDMSS
EDLRKEGRSALPKLHGALLKNEQDVQLFERLAFMARRGI
>ANB38746.1 3-dehydroquinate synthase [Rhodovulum sulfidophilum]SNK001
MSATIETVHVALPGREYDIRIGEGLLARAGAEIGPLLQRPRVAILTDETVAARHLEAFRAGLGPIEAPALALPAGEATKC
WEQFGRAVEWLIEEKIERRDIVVALGGGVIGDLAGFAAAVLRRGVRFVQVPTTLLAQVDSSVGGKTGINSPRGKNLIGAF
HQPALVLADTGVLETLAPRDFLAGYGEVVKYGLLGDATFFDWLEAQGPALAGGDTAARIAAVKRSCEMKARIVERDETEQ
GDRALLNLGHTFGHALEAATGYSDRLLHGEGVAIGCALAFELSARMGLCSQEDPSRVRAHLDAMGMKKDLADIPGDLPDA
EALIALMAQDKKVLDGKLRFVLARGIGAAFVAPEVDAGQLRDLLDEALAGR
>ANB38747.1 shikimate kinase [Rhodovulum sulfidophilum]SNK001
MGTQLKKTVVLVGLMGAGKTAVGTALARRLGAPFLDSDAEIVKAANMTIPEIFARDGEAFFRAREAEVIARLLRSAPGVL
STGGGAFMGAANREAISELGVSVWLDAGLDLLWQRVRHKDTRPLLRTPDPYATLAGFYHERRPVYAQADLAVRADPGYSV
EDMAGRVIEALKTRPDVLEAA
>ANB38748.1 hypothetical protein A6024_13000 [Rhodovulum sulfidophilum]SNK001
MSTSARTAALVAGALAWAAPALAERPLSAIDWLSDSVAATGPRRPPPTITPVPGAEPITVMPLGTTLLDAVGLLPPQVSG
LPRTFWGPGETQAIARAVRAERVDTLPAVQALLVKLLLAELDPPTGGGPDGQLLLARLDKLLDLGALDQAQALVERAGPT
APSLFRRWFDISLLTGQEDRACSAMRANPGIAPTFPARIFCLARGGDWNAAALTLETGLALGFVKPEEDALLARFLDPAL
AEESEALRLPTRPSPLIFRMREAIGEPLSTTTLPVAFARADMRPTAGWKARIEAAERLARTGALAPNELLGVWTERKPAA
SGGLWDRVAALQAFDLAILSGEPDAVTETLAPAWKAMASAELEVPFAQLYGPQLVRMNLPGATGALAFRIGLLSDEYEAL
AQGREPQTNEEAFLIGIARGGDLQGVPPLGSLAAALRDGFDRPGLGTGPSRLIKEGRLGEAVLAAIDLLTDGAQGDILDV
TRGLGLLRRLGLEDAARKSALQLMLLERRG
>ANB38749.1 recombinase XerD [Rhodovulum sulfidophilum]SNK001
MTPDAARWISTFLEAKAAEQDATANTQLAYGRDLKDFAGFLDRRGGRFETADEAVITAYLVACEAEGLARTTRARRLSAI
RQLYRFAYEEGWRPDNPALQIRGPGRTRRLPMTLSHDEVERLIAAAGQSPRDATRNACLMQVLYATGMRVSELVTLPVAA
ARGDPRMLLVRGKGGKERMVPLTPGAREALTAWLAERDAAEAAAEARGLPASRYLFPGRGRDGHLTRHRFYVLIKEFALA
GELDPARVTPHTLRHAFATHLLAGGADLRAIQTLLGHADVATTEIYTHVLDERLRELVLTHHPLARDADPS
>ANB38750.1 hypothetical protein A6024_13010 [Rhodovulum sulfidophilum]SNK001
MDSPTAVADAALFISASAIIALLLISAFFSGSETALTAASRGKLRARADKGEIGAQTALNITEDNERLIGSVLLGNNFVN
ILATSLATSLFTRIFGDSGVALATLVMTLVVLVFAEVLPKTYAITNPETAASRVSPLIRLIILILSPVVSAVRVLVRQIL
ALFGVRADPDSQIMAVRDEIAGALQLGHSEGVVEKEDRDRILGALDLGDRTVEEIMLHRSQIEVVDADMSPEAILSQCLE
SSHTRLPIYKDDPENIIGVIHAKDLLRAVERLMRGPEGAPEKLSEMRVLELARKPYFVPDTTTLDDQMREFLRRHTHFAL
VVDEYGALRGLITLEDILEEIVGEITDEFDVDSERPLRRSEDGAVLVDGAMTIRDLNRAMDWSLPDDEANTIAGLVIHEA
QSIPTPGQVFSFHGFRFEVLQRQANRITRLKIRPL
>ANB38751.1 hypothetical protein A6024_13015 [Rhodovulum sulfidophilum]SNK001
MTMREFIGPLGLAMMAAIAAPALAQEAPAQPEGNAAPAQVDSTPAGDLQMGEKEAQQPPQAFVKDTFKDWRVVCVEINER
ESCNMQQLMRDSDDNAVAQVSVAPMPPAAAPRVAAVEIATPLETLLSEDLRIQIDSSQAKRYRFSFCTPQACVARFALSA
EDLAAFKGGKEASVTIVPLAAPDQQADIKMSLSGFTAAFDDALSTMSGN
>ANB38752.1 beta-ACP synthase [Rhodovulum sulfidophilum]SNK001
MKRVVITGQGTINALGHSVSETLAAFREGRCGIGELDIRDLDRLSIRIGGQVRGYEPEAHFNRQQIALYDRFTQFTLLAA
RQAVAQSGLTFTDDLSEEAGVVLGTSGGGMNTLDENYRSVYEEGKNRVHPFVVPKLMNNAAASHVSMAYNLKGPSFTVAT
ACASSNHAMGQAFQMIRAGLSRVMVTGGSESMLCFGGIKAWEGLRVMSKDGCRPFSANRNGMVQGEGAAVFVFEEYEHAK
ARGAEILAEVIGFAMTSDASDIVMPSRQGAARAIAGALRDARLAPGDVGYINAHGTGTAANDKTECAAVADVFGADADRL
MMSSTKSMHGHLIGGTGAVELLACIMALREGVIPPTVGYQEPDPECALDVVPNVAREAEVSAVLSNAFAFGGLNAVLALR
KV
>ANB38753.1 phosphopantetheine-binding protein [Rhodovulum sulfidophilum]SNK001
MSDSVKDKVIEIIAEQAVLEPSDVKMDSTLEDLGIDSLGLVESIFAIEEAFDIQVPFNANEPTESEFDISSVEAIVKAVE
GLAAEKQA
>ANB38754.1 UDP-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase [Rhodovulum sulfidophilum]SNK001
MSFTIQEIATALGAPAEGDLDFKVTGAAEPTMAAGDQLALAMDPKYADGLAEGGAQAALLWSGADWRAMGLKAAIFAPRP
RLAMAGLTRMMDPGPEIGPDIHPTAIIDPSAMIGPGAAIGPYAVIGARARIGANARIAAHAVVAEDVRIGDDVLLMYGVR
ICARVRIGDRFIAQPGAAVGGDGFSFVTPEKSAVEAVRETLGETGSARQQHYTRIHSLGSVTIGDDVELGANSTIDRGTI
RDTSIGSGTKIDNLVQIGHNCQVGEDCLMCGLVGVAGSARIGNRVVLAGQVGVNDNIFVGDDVIAGGATKIFSNAPAGRV
LLGYPAMRMETHIEAYKGLRRLPRLFAQVAELQKAVSKLADRD
>ANB38755.1 peptidoglycan-binding protein [Rhodovulum sulfidophilum]SNK001
MPISFLRGAAFAGLAAACIGVAAPALAETELTAFKQAVAVAAAQDDAIAAFYRDRDYAPFWTSADGEARRRALVTVLQEA
PAQGLPAARYDVGRLVETFQDARTQRGIGRAEVAAMRMYLDYAHDASRGVLTPGAVVSDIKRKLDRPAPATLIAGLAEAS
SPLAYLRGLSPQNPEYARLMREKIRLERLIAEGGWGAEIGAGGKIEPGQSGPRVVALRNRLIAMGYLPRIATRTYDATVQ
KAVQAFQFDHGLNADGIVGPSTREELDVSAERRLRSVLVAMERERWLGNARGDRHVLVNIADFHASIVDHGETVFETRSV
VGRNARDYRTPEFSDMMNHMVVNPTWNVPRSIAVREYLPKFQNNPNAAGHLMLVDGAGRVVTRAAVDFSQYTASNFPFDL
KQPPSNGNALGRVKFMFPNRYNIYLHDTPSKSLFNRETRAFSHGCIRLSDPFDFAYALLAGQTDDPKGLFQSKLRSGRET
RVNLDPPLPVHLIYRTAMGKPKGRMQYRRDIYGRDGAIFDALQAAGVALPEVQG
>ANB38756.1 Tat pathway signal protein [Rhodovulum sulfidophilum]SNK001
MTTPRHCLTRRGVLAAFAATAAVAAPTYSNAFGLMRGAGDVRRLRMYSGRTGESIDTVYWIDGEYIGEAVKEINHFMRDW
RSGSVIPMDLRNFDILAAAHGLMDLQEPYMLLSGYRTAQTNAMLRSRSSGVAKKSLHIKGQAADVRLKSRSVDQIARAAG
ACHAGGVGRYSRSNFVHMDCGPVRSWGR
>ANB38757.1 glycosyl transferase [Rhodovulum sulfidophilum]SNK001
MRPARPAGSPNAYVTLVTNADFALGARALLRSLKRTDGRASDICVLHTGGVAEADLAPLADLGARLVETDLLPTSDAFNV
AHARDKLHRDAPFTKGTKPAFHTPLDNFCKLRLWQLDYERVIFLDADTLVLQPIDRLFDYPEFCAAPNVYESLADFRRMN
SGVFSARPDPATFEAMMTRLDAPGAFWRRTDQTFLQAFFPDWHGLPVFCNMLQYVWFNLPGLWSWPDIRVLHFQYEKPWQ
DHAKADRLKPLIDLWRAHAEGAAIPDTTTLPGPPAP
>ANB38758.1 hypothetical protein A6024_13055 [Rhodovulum sulfidophilum]SNK001
MSLAVTGATGLVGRFFVEEALAAGEPVTVLGRTPPPPGFFSAPTGFRPYALGDRPDLSGIDALIHCAFSHLPGRYRGGEG
SDPEGFTRANLDGSVALFETARAAGTGTVLFLSSRAVYGRYPPGTGLTETLPPYPDTLYGKVKAEAERRLFALASDCFAP
VALRATGIYGPAGPGRAHKWQSLFDDFRQGRPISPRRGTELHGEDLAAAARILRDTGARGIFNASDILLDRHDLLALMAR
AERIERLLPPRSDSPVSAMRCDRLASLGWEPGGIARLHATLPALCRPCPAG
>ANB38759.1 hypothetical protein A6024_13060 [Rhodovulum sulfidophilum]SNK001
MIDITEETAEGLLEIRATGRVTEQDYETILIPALTRALDWGAPVRLLYQVGPDFEGYSAGALWADARLGLKHWRGFGKIA
VVTDSDKIEAGVRMFGFTLPCPVRTFDLDEIDAARLWLRESLGTIHFEEIGADALQVQLIGRLDSASYKTRSPDLDAYAA
AHDRFRLMVDLRRFEGWQGPSALGEHVNLVRHHRHQPYRIAVVGDKSWMKLAETLLPLMLDAKAKYFDEDDYAAGRAWLL
T
>ANB38760.1 hypothetical protein A6024_13065 [Rhodovulum sulfidophilum]SNK001
MYVAFFGLAHRPFGPAPCQGSLHWTDPHWHDFERLRLALIDGAPLALVLGRPGTGKTTFLRALLRDETLTDIFRPAFHTN
PTGDGPTLLRWILSAFGAEAGAADPDRLLARVGTVLAEIRAAGRLPLLAIDEAQGLSAAGLQMLDRVACPRQGALQGEGA
ALQIVLAGLPDLEPHLEQSHPSRLGLSRDSMVRLQPMTAAETADYIRSRIVAAGGDADGLFDPGALALIHDQAHGLPRLV
NTICDRSLNAAFGAGRPRLDGAFIREVLAEWQEDSGDPLCLLECPAPSPPRAPQTAPPGARPRPVAQPPPPDAAAVPSIP
PPPISAPLSASSSVSASGAVSAPGPSPAPPPRRRPRGRRLLAASTGAGLGLAAVFVGGALIVGLPSGPGTPIDATSPRLA
GAGAVPESRRAARLSDRSQAAGTVPGAGSAETGSTETGSAAERLARTRTRIEAAETRLADTLSELERLAARLRDATKETG
AAEARRDAARDAAKRAAADFAQLQDRIAEAELRLDALDRRLAEGDADRLTGLQATAAPPAPKPRSDPAPAPLPATSPLEL
DAASADPRVAQRQYRHALGSTDPLDIAIAYSRAAVNGQSRAAYYLGQIYEVGDGVERDIDTARQWYRIAAAEVAAAQVRL
EDLPEAPADPDRATARPLASSRSDGVIELVWQGSGPFVVELAAEPGPPAARFATALTAARLTLPAHPSLLWWRIRAGRSA
PTEWQRIDPR
>ANB38761.1 hypothetical protein A6024_13075 [Rhodovulum sulfidophilum]SNK001
MRYAWLAAAAAVLSVSGTIGNCQETETPGEAGVGALSEQAASYRRIIAALSEESAQAEAVLEKTQERLRKALNALAEAEA
ELEQTTRHQSEAEAAGEARLAELTARIEAARAELAGLEAEHSALTARIETATGAAETAERAADEARAARDAAGTEAADLA
ETVERAKASAETAQAERRETEAALADMQARLEAETARMAEARAAFETIRAQTADARTALETAETLREENEAAARQAGSDR
SAAESRLAALEAAQEKAAEAERAARERAATASAAADAAEARAAAQARKIAEAEARQEALLAEGQETETALAALREELEAA
AGARDAAEAARQAAETAAEDGRARAATLVEEARVMAEERERAAEAKVAALEARAAQLAADIEAARRLLPATGADMTEAAE
AAPPEPPAPAARAPGARPAFRAGPAPSAEAVARAVSEAPGLGEASAAERAELERLLGEGMCAPDALRTVFGGINRQTLVS
LIRGLGRC
>ANB38762.1 hypothetical protein A6024_13080 [Rhodovulum sulfidophilum]SNK001
MTRLDVDRRFLLLTAAGYLTALAAIAAALWLVAIPTLHKLHRAALETQAQTRAAGVQDALTLVLADARTLAEAPGTAAYL
AGSGRVRPAQMRRDLERLVDGVTAQALLFDRRGNVRLRVPGRIGHPVFGLAETRQGLSLLESGRLGGAPIVSYRPGKTPV
ESAFLISLPILSDGQPRGMLVIEKHLDLSRILAGDAVSAATRLATGFQVRMYPDWSGDRDDLIAAPVAGTDFYVMIARNT
GLTARLAWEMGSEVFLFTGLALLLPFMAMGLAGHRFIVAPHRALEDSRRRLTAQKAELAELAQIARMSHDSIMVSDRDRR
IVWTNPAFLTLTGYAAEEVLGRDADALLQGPGSDPAVSRTLREAIAEKRPVRAEILNYRRDGTPFWAYLSITPIFDNHGQ
VTRFAAISSDITRRKAYEAQLEAARHKLEQQALQDSLTGLPNRRALENLFEELASEADPRTIIRIDLDHFKNVNDTHGHA
AGDHVLIRIAEILREGIAPGDVAARIGGDEFVILLGPGRDALEAQAMAERLRDEILRDIPFQNKTCRIGASFGICAADKR
LVDNSALLVSADAALYASKDGGRNAITLYTPSLHRDVQQKRRLALEIEHAVLREEFLPYFQPQFDAATHALVGIETLARW
RHPLRGILTPAAFLGLAGQMSVLPEIDRIIYRKGLEEVAAMNRAGFSIPKISFNAGVAQLRDTDLPGIAATIDIGPTRIA
LEVLESVLVEEQSDEFGFHIDLLREQGFGIEIDDFGSGHASVVGLMQLAPDVMKIDQRLVVPVTRTERARRLVRSIVDIG
RTFGIGVTAEGVETSAHAEILAGLGCDTLQGFHFARPLAADDFCARLAAGRFGDRRPGASSVA
>ANB38763.1 hypothetical protein A6024_13085 [Rhodovulum sulfidophilum]SNK001
MSPASASSGPDSAAAAADATVEPRPTHLLTMSRGAPEAVPASAMRVLRAMGVEAVMMPGEGVGLTFRREIPNFLRLDPFR
LTDLAPAPAAEDEAGVVPDDPSDDPGLEAGLREEEAETAPVGDADETAGMRDEIAADAAAEDELSDPGLPMPEEAEDEAA
SETVVAEEDAADFDSSEGQDVDAPDTEASLADPTPEAGAEEELPNAPEPETGDETATGLADLPKEAGPGPDIGLGEDDIL
PDMPEAEAAAEDDLAATDSSDIAALDETGNESPDDTAEPAEASDETFGAALDRVMDRLDLIEFMLGSPRDDLGDADPGES
LGTRIATIEAAMARVEANQQRLAEGLERVEVAVARIEAALDTLAQPSTAPEEDADDTDNSQAAIEAIEERIEAIAERLGD
VQSSHSGEIAALLERIERLAEAQPEGSVSADDIAARAIEIDALSSLVTALSEQLMAGRGEERQGNLDAVLDRLNATQESI
AAMVSQLLEGSSAAERRFGA
>ANB38764.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]SNK001
MYAFEFDRPTTLDAAVAALGQEEAQALGGGQTLIPALKQRLASPARLVSLTGIEELKGVRNTADGVLCIGAATPHAVVAA
EAAETYPALADLAGHIGDPAVRNRGTIGGSLANNDPSACYPAAVLASDATIRTHTREIAAGDYFDGMFATALEEGEIITE
IRFPVPRQAAYVKFVQPASRFALVGVFVARFADGVRVAVTGAAEEGVFRWGDAEEALSADFRPEAVSELTVAAEGMIGDL
HGSPDYRAHLVRVLTGRAVAGAS
>ANB38765.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPKDHGIGASSKRREDKRFLTGKGRYTDDINLPGQAHAWFVRSQVAHGRLTSVDTSEAEAMPGVLRVFTGTDFEGVGGLP
CGWLITDRFGQPMQEPGHPVLARDKVRHVGDPVAVVVAETAEQARDAAEAVEVEIDELPAVLDMRAALTADAPLVHDGLK
NNLCYDWGFVEENREAVNAAFETAAHVTTLDLVNQRLVPNAMEPRVALGDFNPATEDSTLYTTSQNPHVIRLLMGAFVLG
IPEHKLRVVAPDVGGGFGSKIFHYAEEAFCTFAAKQLRRPVKWTCTRSEAFISDAHGRDHVTRIELALDAEGHFQALRTE
THANMGAYLSTFAPSVPTWLHGTLMAGNYRTPLIYVNVKAVFTNTVPVDAYRGAGRPEATFQLERVIDKAAREMGIDPVE
IRRRNFVTEFPYSTPVAVEYDTGDYHATMDKLLEIADVAGFETRRADSKSRGRLRGLGLNCYIEACGIAPSQLVGQLGAR
AGLYESATVRVNATGGLVVMTGSHSHGQGHETTFAQVVADMIGIGEDMVEIVHGDTANTPMGMGTYGSRSLAVGGSAMVR
ATNKIIAKAKKIAGHMMEAAPEDIELKDGRFTVAGTDKSVAWGDVTLAAYVPHNYPLEELEPGLEETAFYDPNNFTYPAG
AYACEVEVDPETGKVTICSFAAADDFGNIVNPMIVSGQVHGGVAQGIGQALMEAAAYDEYGQLLSGSYMDYAMPRADDVP
FYRVDHSCATPCTHNPLGVKGCGEAGAIGAPPAVVNAVIDALHRGGFTDVAHIDMPLTPSRVWAAMQG
>ANB38766.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTKVSMKVNGKPVSGEIEGRTLLVSFLRDNLGLTGTHVGCDTSQCGACVVHVDGKAVKSCTMFAAEAEGRDVTTIEGMAN
ADGSLSRIQQAFQDHHGLQCGFCTPGMVMSAAALLAETPKPSEAEVRHYLEGNICRCTGYHNIVKAILAASGQDVSGIGG
DAIAAE
>ANB38767.1 carbon monoxide dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKFAATHDIAAPRATVWEALLSEAVLEECLPGCRELSGTAEDGFEATVVQKIGPVKATFKSHVSLSDMEAPSALTLSGEG
KGGAAGFAKGSARVTLEEIAEGTRLAYDVDVEIGGKLAQLGSRMIHGVAHKLSDQFFTRFKEVVEGPEEAEDPAAEESAE
APKGKGWLGRMMTRKAEAE
>ANB38768.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MSPDPIRPTVPRRFASAMVIDDHPLFCDALSMTLKSAVGIGKVETSDHLEDALSRLDRAPRPDIVLLDLNLPDVSGLDGL
IRLKTAVGDIPVIVVSSMADPRIIGSAIRAGAIGFVPKHSPRDVFRAAFAAIAEGRVYVPEGIELGDPGQTAATGRDDAI
RRLALLTPQQGRILQAICAGKLNKQIAFDLSIAETTVKAHVTAIMRKLGVQSRTQAVLIAQEASFSGVMSDPG
>ANB38769.1 GfdT protein [Rhodovulum sulfidophilum]SNK001
MDRNATPARTLSRQPPLVREAVADSRDPGAVGHLRRGLGPGPFALITLFVSPDADFAAVMAGTQEAYPDVSVTGCTTAGE
IGPEGYAEGAIIALALPAAHFRAETMVIENLAALDPQTLIGEMIRRRVALARAAPGWPQDFAFLMVDGLSLCEDALTSAM
LAGLGTAPLIGGSAGDGTRFGRTLVGAGGRAFRSAAVLSFVRTDCPVRAFSHDHLMPGRVRMVVTAADPKRRIVERINAE
PAAREYARLLGKDPNQLSPLTFAAHPVVVRIGGRHHVRAIQRVAENGDLVFFSAIDEGLVLTLAEALPMADRIEAELAGL
ARHKPPDVILGCDCVLRRIEAEERQLRPALSTILARHRVRGFSTYGEQISGLHVNQTLTGLAIYPPPASGPDPEQAPPCP
TA
>ANB38770.1 hybrid sensor histidine kinase/response regulator [Rhodovulum sulfidophilum]SNK001
MSDSLIDPTDPPERQAEKLRQIAEVLMRRVEQATDDGGAAYAQFQRAVLLEDQVRARTRDLEHALDLLNESNARLAEANR
ATETARADLANAIETLQEGFALFDQSDHLVLFNSRFVMQMPDVRDRLCPGLRFHDYVEAVSRSRYLTLPEGETPEIWASR
RRARHRDNPHTVINISLLGHRWVQVSDHRTEDGKTVILQTDITDIMRSERRERSRMLDDQARLVRATLDHINQGVCIFDS
AHRLVGWNRKVGAMLSIPVAQFRLGADFDRLFGQLAADRALRFDIAPTELLDWVHHIDRRPPLRFGLGRGETLMLDVLAE
EMPDRGFVISVSDITAERRAAGALAEAKAHLEQRVLARTLALEDALSVAERANASKSRFVAAASHDLLQPLSAARLYVSS
IAEDATLPAHREVLGRAETALESVEQILEALLDISTLDSGQAAVAPGPVPLRELYTRLQTDFAPHAALKGLELRVLPRDL
TLRTDPGHIRRILQNLVSNAIRYTGCGRVLVGARRQGQSLRLEVWDTGPGIAEEDQEAIFRELHRLNARASASEGMGLGL
AIVERACARLGHPLGLWSRPGHGSGFFVTVPLAETAAPKPAPKAPAAEPSPGLVALLIEADPEIRRALPMLVGKWGVDVI
DVADIDEALTLLAEIDLKPDAALIEHRHGAQTGPGHGLGALSLIETRYGPIPACIVSAERSPDLAAACRARGAELLTKPL
SPAALRAFFAEIAQRERA
>ANB38771.1 2-dehydropantoate 2-reductase [Rhodovulum sulfidophilum]SNK001
MKICVFGAGAIGGYMGAKLAQAGAEVSLVARGPHLAAMRARGLRLIEEESGTDETVPVRVAEDAAELGEQDYVIVTLKAH
SVPPVVGKMQPLIGAGTTVVSGVNGVPWWYFHKIGGPLEGTRLASVDPGDAQWTGFGPDRVLGCVVYPAAEVIEPGIVRH
IEGNRFSLGEPDGSRSERALRLSRALASAGLKAPVRPKLRDEIWVKLWGNLSFNPISALTHATLDVLCTDPGTRSVARAM
MLEAQAIAEKLGVKFPIDVERRIEGGAAVGAHRTSMLQDLDLGRPMEIDALVGSVQELGRITSTPTPAIDTVLALVALRA
RVAGLYGG
>ANB38772.1 AMP-dependent synthetase [Rhodovulum sulfidophilum]SNK001
MTLQTISDLLQGQDGNRPAIGAPGRDWLDFAGLRDQARRVAEALHGAGIGRGDRVAIVLPNGPEMAAAFVTLAQAAVTAP
LNPAYREEEFAFYLEDLKARAIVLPEGYDGPAAAAAERLGLIVLRLSVDPSEPAGRFSLSAGGAGGDCDAGAPGPGDVAL
ILHTSGTTSRPKIVPLSQANVAASAVHIRDSLALRPEDRCLNVMPLFHIHGLLAAVTASLSAGASIWCAPGFDALKFFGW
MSEARPSWYTAVPTMHQAILSRAARNRDVIQAVPLRFLRSSSASLPAQVMTELVETFDAPLIEAYGMTEAAHQMCCNPLP
RGSQKPGSVGVAAGPEVRIAHEAESRLIEGTGEVVISGPNVTPGYEGNPEANARSFFEAEGRRWFRTGDQGAFDAEGYLH
LTGRLKEIINRGGEKVSPLEVDGVLMDHPAIAQCVSFALPHPKLGEEVAAAVVLKEGAEADEREIREFAAARMADFKVPR
KVVILDEIPKGATGKLQRIGLAEKLGLSEPA
>ANB38773.1 tricarboxylate transporter [Rhodovulum sulfidophilum]SNK001
MDVLALLADGFAASISPLNLMIVLIGVTVGIFIGAMPGLGSVNGVAIVLPLTFIVPPGSAIILLAAIYYGAMYGGAISSI
LLGIPGASTAVATTFDGRPMAQKGEAGLALIVAAVASFIGGTISVLLFTVFAVPLADMALAFGPAEEFALVLLAFTTFVG
LGGDDILKTIVMICLGLVLSTVGLDIISGEPRLIFGDLPGFYSGISFLVLAIGVYGVGEVLYTIETSRNAPMVTPARLTF
SELRAGLSKMRGMWRTMSLGSVMGFFVGILPAAGATPAALMSYGVAKSISKRPESFGRGNPEGVAAPETANNAASTGSLL
PMLTLGIPGSPTTALLLGGMVMWGLTPGPMLFVEQKEFVWGLISSLYTANVAAVLVNIALIPVFVWALRMPLTVLCAMVL
VLCIVGGYAPGQRLHDVWMIAGFGVAGYLLRKADYPLAPLVLALVLGPLMEKSFRQTMIAEHGDVTVFVERPIAAVFVAI
SALLFALPLIRALRRGRNGSARPAPAE
>ANB38774.1 hypothetical protein A6024_13140 [Rhodovulum sulfidophilum]SNK001
MLAADRLIALALMGFSVIVMWYAQRLPVGWEAETGPGAGAFPFWLGLGMLLASGAILARSFVTRPHSGETFIPDADAIPQ
VLGVVGLLLGAIALIPLLGAYIALMLFLLAYLRLMGGHGWLLTGILTLTTPVFLFFFFEVTLKILLPKGVTEPLFYPLYA
MFF
>ANB38775.1 hypothetical protein A6024_13145 [Rhodovulum sulfidophilum]SNK001
MTQHLTRRASLALMSAAALTAAAPALADDWKPIKPVEMVIMAGQGGGADQLARLFQAIIQKQGLSRMPILPVNKGGGSGA
EALRYLKDREGDAHTIMATLNSYYTTPLRTDIGVDIAEFTPIARMALDSFVLWVSADSDIHSLDDYVAAVKEAGGGWKMG
GTGTGQEDSLVTAMLEKEFGIDVTYVPYKGGGDVATALIGGHVSSTVNNPSEQMGFYRAGKSRPIAALTAERLTRFPDLP
TFTELGHPLVYTMQRSFVGPKDMPAGAVDYYTEMFRQLSETQQWRTYTEEQALLADFLTGEALQDYFLKERDKHAEILRG
MASSS
>ANB38776.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRKALIGSKLRQLRRDHGQTQAEMARQLNISPAYVNLLENNQRSLSVKVLMALAEAYGIEIRELLSDRNAGRLADLRAAV
ADPAFGRDRPDLQELRGAVDHAPRLVDLFLQLYRSHRTAVDRISRIGGSGTEPALLVTSPETAVHDFFRDNRNYFDALET
AAENVRGQFAGDADDIYAQLKRYLRQKLGIEVRLAPADDMPDALRVFDRQAGEVRLSQALDHANRAFQLAHVLALADIPY
LLDSMIGEGGIDGDLAAARCRVELANYFAAALLMPYAPFLALAEATGYDVDRLGAAFGTSFEQVSHRLTALQRDGARGVG
FFLIRVDKAGNVTKRVNATPFALAEKGGSCPVWNVHNAFATPGVILPQLVEMPDGSQFFTLSRTVKRPVFSPHLQDNRLA
VALGCERGEAHRIGYAQAVNLDAEGPVAKIGVSCQLCPRQACSQRAHQPLHMDLPMDADRRGKTRYES
>ANB38777.1 IMP dehydrogenase [Rhodovulum sulfidophilum]SNK001
MEIREALTFDDVLLVPAASSVLPSTADTSTLVSRKIRLNIPLLSSAMDTVTEGRMAIAMAQAGGIGVIHRNLTVEEQARE
VSRVKRFESGVVYNPITLRPDQTLGDAKAMIERYNFTGFPVVDERGHVVGILTNRDMRFASSDAMPVSAMMTGSELAVLR
EPVDRSEALNLMKARRIEKLLITDDKGKLTGLLTLKDTEKSVLNPQAVKDELGRLRVAAATTVGDAGFERSLALVDAGVD
MIVIDTAHGHSEGVAKAVERLRKASNDVQIMAGNVATAAATRALIDAGADAVKVGIGPGSICTTRMVAGVGVPQLTAIMD
CATAAGDVPVIADGGIKYSGDFAKAIAAGASCAMVGSMIAGTDESPGEVVLYQGRSFKEYRGMGSLGAMARGSADRYFQK
DAASDKLVPEGIEGQVPYKGPAGTVVHQLVGGLRAAMGYTGCATVEEMRRNCNFVRITGAGLKESHVHDVTITRESPNYR
VM
>ANB38778.1 Crp/Fnr family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MQDVATCPHSAWIGELPGGLRRRFEPGAAIARPGDVDGYGDGKGPDRLFVLDEGLARICLNGAARALTIGYLRPGGAYVT
HTRAWVEAVSPCTVISWPVGEMLALLTRQPALGLAAFREVGQLLHGALNLIEDLAFRPVESRFARFLLNERALQNSDLIR
QIDSTESLAAALGTSRQTLSTLINRLIREGVLARPDRRHLRLLDIARLEAMVDLSAG
>ANB38779.1 hypothetical protein A6024_13170 [Rhodovulum sulfidophilum]SNK001
MAHRSRTTRRDGPMFAPRPRFGSQTPPAIFPPVLGALGLGLAWRRAADPFGMPSAAGDLILGAITMLFIFIIVAYGLKLW
RRPKVVAEDLRVLPGRAGLSAAVLSVYLLSAALVPLIPALAEILLWAGLLLQAGLVGLLLWLFATGPAEQRRVTPVWHLH
FVGFILACLSAVPLGHTGLATVLLYATTGVALAIWAASLVQMLRQRLPAPLRPLLAIHLAPACLIGSVAASLGLMPLALA
AAAVAVALLAALLVSARWLLAAGVSPLWGALSFPMAAFASLMLALAAALEGQAPGEAFRIAGGIALVAATLAIPPILVFV
MQLWAKGRLAAQTNAACA
>ANB38780.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MKAAIGAMTLGAFGCCLAGEALAETWNVSLWGKRRAFTENVEKLAELVSEKTGGEFTLSLSYGGLSKSTENLDGIEIGAF
EMAQICAGYHRDKNPTLTVLELPFLGVDSLEQERDLSMALYRHPAVEADLARWNATLLMPTPMPQYNFVGVGAPPRSLAD
FKGMTVRATGGIGEAMEIVGAVPTSMGATEVRQALDSGVVKAVSFAPHAHMSFGTIDTGSWWTTNLNPGTVNCPVVVNSD
ALAALSEDHRAALLGSVDEALAHYIDYYNSETMSRWGPALDERGIERITFAPEAMAEFREAAAGPVATAWIEEMSARGLP
AQELYDSVTGQIGQ
>ANB38781.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAIHAPVLEDDSPLSRLDRGLYRLERQLALVAGLTVFVLMLLAVISVGGRHFFNQPLPGSVDWIQQGMPLIAFLGIAYTQ
RDGGHIRMDILVSRLSGRALWAAETVTTLAMLVVMALLVWGSFAHFQRSFDWGAPLFSRDSSIDINLPLWPAKLLAPVAF
SVLCLRLALQLWGYGRAFLLGLSAPVAVPLVVSVADQAASEATHVSGADD
>ANB38782.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDPIQIGLAVTGFLFVTVLLGMRVGFAAALAGLVGLVWIFWSKKGYDPEAFGWALTVAVKTAGQVPHSKVASQALSLIPT
FILIGYLAYYAGLTRALFDAAKKWFGWLPGGLAVSTVFATAGFAAVSGASVATSAVFARIAIPEMLKIGYEKRFAAGVVA
AGGTLASLIPPSAILVIYAIIVEQDVGKLLLAGFVPGMVSACIYALLIVAMALALPRFGPAVRGFSWGERLRALPKALPI
LFVVWTIVFFVYNPFGGDAWGTPTEGGAIGAFVVFLMALAHGMRWPQFKDALLETAKLSAMIFTIIWGVLIYVRFLGFAD
LPGAFADWIAGLSHPPLLTLVMILLAYAVLGMFMDAIGMLLLTLPVVFPAVMALNGGEYVSAADSAFGMSGPMCAIWFGI
LVVKMAELCLITPPIGLNCFVVAGVRDDLTVQDVFRGVAPFFLADAITIAVLIAVPGIVLWLPGLA
>ANB38783.1 hypothetical protein A6024_13190 [Rhodovulum sulfidophilum]SNK001
MIRPFGPLALCAVLVACAHGADETAMVPAAIAPLSPGNPHRGAISDIETAGGKETNPALASQIADADFKAALRSALLLSG
ALSASGRYVLSAEIEDITLPLFGVDMQVGLTVRYRLQDRAGKTRWERRIVTRHTARLGEAFLGSERLRYANEGAARENIA
AFLRALGAEARAGGVAGVS
>ANB38784.1 hypothetical protein A6024_13195 [Rhodovulum sulfidophilum]SNK001
MARRSLLAALPLLFLGGCVQTGPMGSMAPGVIGPVAPGSIWAGRIGRVTGTDGMVDNPLWTAEFSEPGFRSDLASSLTRA
GIMTPGGTNRLNADVESVTQPQTWTKVQVTMVVHYTIHDATGRTVFDQTVTTSYTSPLGQSVRGIDRLRIASENAAKDNI
ALLLHALGASAEGAPTGGPF
>ANB38785.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MAGLTLSGVGKSYGAVEVLKGIDLEIETGELVVFVGPSGCGKSTLLRMIAGLEGITAGRLTIDGVPMNDVPPAQRGIAMV
FQSYALYPHMSVRDNMAFALKIAGQSRDEIDAAVTRAARMLQLEPYLDRLPKALSGGQRQRVAIGRAIVRDPKVYLFDEP
LSNLDAALRVATRIEIAQLKEAMPDSTMIYVTHDQVEAMTLASRIVVLADKGVAQVGPPLELYEKPRSEFVAQFIGSPAM
NLLEGAISGTGETTEVRLTAGGGTIRARVPTEPGDKGRKVRVGIRPEDMAATDGADYAFEGRVEILEALGEVTQLYFERE
DPEADPVIAKLSGVHAGLRGKTLRMTADPGRVHLFAGGRSLLWR
>ANB38786.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAGHAGRKSGLVWAVHLSVAALVVIWLLPTVGLLVSSFRDRDQISASGWWKAPLPVEQTYRVRTDPEAAVERHGRVILSG
NVFDSEDSAGAGTVTGFGVTGRAPAEFAPGESAPLRGGGRLTVAPDGSFTAEAGSPFGRRGPTIYFEAASPPKVTLDNYR
MVLGADGMDRAFINTLTVTIPATVIPILIAAFAAYALSWMEFPGRGLLIAAVVGLLVVPLQLALVPLLRLHETVGIGQSF
MGIWFAHTGFGLPLAVYLLRNYMAGLPRDIIESARVDGATDFQVFTRIVLPLSFPALASFAIFQFLWTWNDLLVAKVFLP
AASETKVMTVKIADDLLGSYGGDWGILAAAAFISMAVPLVVFFALQRYLVRGLLAGSVK
>ANB38787.1 alpha-glucoside ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSPLLQGIATILIGVGGCVGYFYGANLLLDRVIFPPSGRDPGANISRANAVRPWLFMAPAMAALGLYLVYPVLGSFWRSL
FNRDGGSFIGLGNYTDLAADPAFRTAVLNNLLWVLVVPAASTFLGLVAAQLTDRIRWGNIAKSIIFMPMAISFVGASLIW
KFVYANEADIGLLNAIRAALGFDDPIDVIQIPFWNNFFLMAILIWIQTGFAMVILSAALRGIPDETIEAAILDGANPFQI
FFRIMVPQITGTILVVWTTITILVLKVFDIVYTMTGGNFGTQILPSYMMSYMFKDDGRATAVAFVIMLIVLPVMVWNILQ
ARKEMR
>ANB38788.1 alpha-glucoside ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MQLIAMAGPVAAALTLAAGAAHAQGLVFTPGEDDRFSWPSYEAFAESHDLSGKTLDISGVWTGPDKDLVESVLAYFEAAT
GARVRYSGSESFEQDIVIAAQAGSAPNIAVFPQPGLAADMARRGFLSPLGADTADWVRANYAAGESWVDLGTYEDEIGAE
ALYGFFYKIDVKSLVWYVPDAFAEAGYEVPDTLEDLKALTERIAEEGGTPWCIGLGSGAATGWPATDWVEDLMLRREAPG
TYDAWVSHQIPFNDPAVVGAIEDYGWFARNDAYVEGGAQAVATTDFRESPAGLFTFPPGCYMHRQASFIDTYFPEGSEIG
LDVDFFYFPAYAERDLGRPVLGAGTLWAITRESEAAHVFIDFLKTPIAHEVWMAQSGFLTPFTGASPEAYATDSMRAQGE
ILTSATTFRFDGSDLMPGEIGADAFWKGMVAYTTGRSDAETAAQEIERRWNAIR
>ANB38789.1 beta-galactosidase [Rhodovulum sulfidophilum]SNK001
MIPTRADFPPGFLFGTATSAYQIEGAAQGGAGPCHWDSFAATPGNVAHGATGARACDHLTRYEADLDLVAAAGFDIYRFS
TSWPRVLPEGAGAPNAAGLDFYDRLVDATLARGLKPALTLYHWDLPSALADLGGWANRDTALRLADFAALMADRLGDRVW
SWATVNEPWCAGWLAHFEGGHAPGLRDIRATARAMHHLALGHGLSLAALRASGVGEIGIVLNFEPAFPAEPGEEARAASL
RYDAVFNRFFLGGVTRGHYPEPALEGLGPHLPPGWQADMAAISAPIDWLGVNYYTVKRIAHAPGPWPNWAERPGPGRKTD
MGWEIAPMALPDLLRWISGSHTGDLPLYVTENGMAAPDALVMGKDGPEIRDEDRIAYLSSHLAAAREAIAGGVPLKGYII
WSLLDNFEWAFGYDRRFGLVHVDFESLQRTPKASYHALRRMLEDAAP
>ANB38790.1 glucokinase [Rhodovulum sulfidophilum]SNK001
MTSLVADIGGTNTRVALAEGPGLMPDTVRRYRNADHADLTDVLTDYLREAGSPEIAGACAALAGPVRHGRGRLTNLDWTI
EEAAIARVSGTPRVKLLNDLAAQGHALDQLAPEALVPVLDGPAQPGATRLVIGIGTGFNAAAVHALPGGLMVGEAEAGQV
SLPVADAEALSLAQFLAGADGFAAVEEALSGRGLGRLYDWATAGAGTPRKLDGHGVLAALDTDPQALRAAETFVRLLGTV
AGDLALQHLPYGGIYLIGGMARAVTPHAGAMGFAGTFRRKGRFSALMAEFRVSTVIDDFAALTGCASFLARTE
>ANB38791.1 S-methyl-5-thioribose-1-phosphate isomerase [Rhodovulum sulfidophilum]SNK001
MKIDGTHYRSIWREADGTVKIIDQRWLPHELRIVALSNRQDFASAIRDMWVRGAPLIGATAAYGVAVQMAHDASDAALAE
TWEVLHATRPTAINLRWALDEMTRVLKPLAPADRAEAAFRRAAEICDEDVEINRQIGLNGLELIRAIAERKGGRRVNVLT
HCNAGWLATVDWGTATSPIYHALEAGIDVHVFVDETRPRNQGAQLTAWEMNHHGVSHDLIVDNAGGHLMQHGEIDLCIVG
TDRTTAQGDVCNKIGTYLKALAAKDNGVPFYVALPSPTIDWTVRDGVKEIPIEERDGGEVTHVQGRMPGGVVGLVQISPD
GTPARNPAFDVTPARLVSGLITERGVAEASAEGLARLFPERAALKVG
>ANB38792.1 hypothetical protein A6024_13240 [Rhodovulum sulfidophilum]SNK001
MNADPNRRGSAAVGFLDDLDPVEAGAVRCLRLWADGDDAQERLRSEFSDRLGPRQGSDAADSLHMICSLCAMYGRRPLMR
HSASCPCLGADESCFATFVAAAGAGDREDAMLMATMLVRADMAPGLVDPAARLAMALRRLALAAVSARRAPDSAPNVRPS
RRATLH
>ANB38793.1 peptidase [Rhodovulum sulfidophilum]SNK001
MTKPTLATCTLAMGLAGTAALADAPAPDAVLSTYADIAAATYGDALTGAERLQKAVDALVAEPSPQALDAARRAWLAARV
PYQQSEAFRFGNPIVDDWEGKVNAWPLDEGLIDYVDAGYGGATDENPLAAINVIASPSFEIAGETVDASEITPELLAETL
HEADGIEANVATGYHAIEFLLWGQDLNGTDAGAGQRSWTDYAEGEACTNDNCDRRGAYLKAATDLLVSDLGWMVAQWQEG
GEAREAVMADSAAGLSAILTGMGSLSYGEQAGERMRLGLMLNDPEEEHDCFSDNTHNSHYYDGLGIRNVYLGSYTRIDGT
EVSGPSVSDLVAAKDADLDAEMKMKLDTTMAALARLKTAAEAGFAYDQMLARGNEAGEALIMGGVNGLVAQTASIERVVE
ALGVGGVSVEGSDSLDNPTAVFQ
>ANB38794.1 bacterioferritin [Rhodovulum sulfidophilum]SNK001
MQGDPKVIEYLNSALRSELTAISQYWLHYRLQDDWGLGHMAKKSREESIEEMNHADKLMARILFLEGHPNLQKLDPLRIG
QTPKETLECDLAAEQDARALYKEAREYCAEVGDHVTKELFDELLADEEGHIDFLETQLDLYGRVGDENYALLNASKMDEA
G
>ANB38795.1 twin-arginine translocation pathway signal [Rhodovulum sulfidophilum]SNK001
MADRRSFLTGALAASLCPRVGWADAGSPAFLSAAQESDGRQMLVGLDAAGAERFRLPLPQRGHAAAAHPIRPEATAFARR
PGTFALVIDCREGRVNAVLDAPEGRHFYGHGAYSADGRYMYTAENDYDTARGVIGVWDTEAGYLRVGEFESHGIGPHDIK
LMPDGKSLVIANGGIETHPDSGRTKLNIPFMEPNLAYVSTEGTLLETIAPPADWHMSSIRHLALGPGGTVAFAMQWQGPR
AEMPPLLGLHRRGTAPVWLDAPEAEHAAMQGYAGSVAISEDGAEAAISSPRGGRVHVFDIAGARFAGAIEARDVCGLAPA
AGGGFVATTGTGAVMGLRDLHPVWTTQQARAFDNHLVTVGAA
>ANB38796.1 hypothetical protein A6024_13270 [Rhodovulum sulfidophilum]SNK001
MKLRRMTAGELPAVLDWAAEEGWNPGLDDAAAFYATDPGGFFVAEVEGRIVAAISVVNHTDALAFLGLYLCRPDWRGQGI
GHALWTHALAHAGARTVGLDGVEAQQGNYRKSGFEPAGRTVRYAGVLPGRAHPGIGPVLRDDLGTLIAMEAGATGFEKRA
FLSAWASDTKTRRTLVCRAAGEIAGFATIRACREGWKIGPLVTGDTAVAAALLETCGRVAHGAPVMIDVPEPSRWLAGHC
AGLGLAPVFGTARMYRGPAPQPGPVIAAVATLELG
>ANB38797.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTDRSPTPRHESRRASRARDLAEHLTRAIHERRLGPGMKLSEDEVGEIFGVSRTIVRAALQQLAHDNLVAIEPHRGAFVA
QPTVREAREVFEARALVEPRTARSAALRATPQDIGLLSHHIAQEHAALAAGRSGQALRLSGQFHIEIARIADQAIIAGFI
AQLISRSSLVIALYWRRPQAMCESHAHHALMRAMEDRDGDRAEEVMKGHLLDLLSLLDLHEPVPVPLTLREALTGE
>ANB38798.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MRTELDLELVALTKRYGETVAVDGIQHLFRGGTYACLLGPSGCGKSSTLRMIAGHEEVSDGAIVLAGQDISHLPPARRGT
AMMFQNYALFPHLSVVDNVAFSLKMKRVERETRRRRAMALLELVHMTDYAERLPAQLSGGQQQRVALARALITDPQVLLL
DEPLSALDPFLRIRMRSELKKLQRELGITFVHVTHGQDEALALADEIVVMNDAVIEQAGPAREVFNSPRTEFVARFMGGH
NVIALPRGHFAIRADQIAVTEAETGKLDGHVTGIEYQGTSVALTLMTAGDQELTAIIPEDRYFARPIQPGDGVGLNWDED
HLHALNA
>ANB38799.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTKATRTGLSRRRLLKGAAAGVAASAFPAPMIWAQNIKDVTLRQFGTGVSNINEVAQKVKEDLGFTLEMTALDSDAVTQR
AATQPKSFDIADIEYWICKKVWPTGNLQGMDVGRIKNYDKIVGIFKDGRLTPGSTIAQGTSPNSVGFTDGPDGTSFADHE
TGWMTLIPTIYNADTLGIRPDLIDHPVESWAELLNPAFRGKASILDISAIGIMDAAMVCEAMGEIQYGDKGNMTRDEIDR
TLAIMTEAKKAGQFRAFWKTFDESVNLMASGEVVIQSMWSPAITAVKSRGIPCVYQPLKEGYRAWGGGIGLSKNLSGIEL
DAAYDYINWYLEGWVGGFLMRQGYYSAVPETSKNYMTENEWGYWFEGKPATEVITNPYGDAMAQPGETRDGGSFEERMGH
IACWNAVMDENRYMIRKWNEFIAA
>ANB38800.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSAHPTTSPAAPGSLPGALLKNRHVSGWLLASPLGLVLAVFLLLPIAMIAVVSFWGATEFSIYPDFQWDNYAFLLSSPVT
YKVFLNTFKYAVLTWIFTLGIGFTVAYFLAFHIRSLTWQIALFLLCTIPFWTSNIIRMISWIPFLGRNGIANSTLMSMGV
IDAPLDWLLYSDFSVILAFVHLYTLFMVVPIFNSMMRIDRALIEAAYDAGATGFQTLTNVIIPLCKPGIMIGSIFVVTLV
MGDFITVRFMSGSQSANVGRLISNDIALLQYPSAAATAVILLITVLMVIGILLRFVDIRKEL
>ANB38801.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDRRPRSFYLLAAFFALFLLFLYGPTFTIAILSFQGPEGGLTFPMRGVSLHWFRDLFEQQAVGDIWGSFGRSFTLGLMVM
VTTVIVSVMGGLAFRKRFAGSGVLFYMVVTSLVIPSILVSLGVGLIFSQSGLDVHWATSGFGAQLTWTLPFGLLIMFAVF
NRFDKSYEEAARDQGATAWQTIRHVVLPIIAPSLIGVALFGFTLSYDEFARTLLTAGSHNTLPLEIYGMTTNVTTPVIFA
LGTLTTAFSLAVIGVFLATVWTMNRRRARRGSDAGQGMV
>ANB38802.1 HyuE hydantoin racemase [Rhodovulum sulfidophilum]SNK001
MTVIVINPNSTAAMTGSILAMAETAAPGVAFEGWTSTLAPPAIQGPEDVAAATPPLLELVAQAARRGAGGVILACFDDPA
LAEARACAPCPVIGVGQAAFHHAALRGWRFSVVTTLPAAIPAIEANIRNYGLSQHLARVRASDVPVLALEDDTEAACARI
AEEAERAVAEDDIEAVILGCAGMAKVTGHLRTRLPVPVIDGVETAARFVSVL
>ANB38803.1 hypothetical protein A6024_13305 [Rhodovulum sulfidophilum]SNK001
MSSLAALARASGILPGYRDLTGTERPTAPETAQALLAAMGLAAATEAEAAASLDALEAARAARHLPDWLVLDEGRAPALD
VPAAWRIELETGGVIEGRAEDPLPALPLGFHRLRVGAEETALLSAPPALALPRRGWGVVLPLYGLRDAGRGGLGDYADLR
QALEGFAGRGAGFVGVNPIHAGFPADPHAISPYSPSHRRRFNVAHLAVPGEAASPGGELVDYPPAIAARLAALKAAFAGL
DAAALSELAAFRAARGPELELFAIHQALSDRFGPYWPDWPAEYRTCTAPAVADFAAANGDAVAFHAWLQFLAETQLAAIR
EAGAAAGMAQGLYLDLAVGTHPAGAETWADPGLFAQGVSLGAPPDAFAPQGQSWGLAPMLPGVLAARGFRPLAETLRAQL
RFAGLLRIDHILGFERTFWVPEGGAPGGYVKMPRAALLAVARIEAAREGAVIVGEDLGNVPEGLREDLAASGLLGCRLAM
FDPEIASWPEPVLGSFGSHDLPPFAAWGAGRDIDWHRRLGHIPPERAEALAAERTGQAQALGVRIGGAGVDALHAALAAS
PARLIALQTEDMLGATEQANLPGTVDSHPNWRRRIGPAAADLADSEPVRRAARIMVRAGR
>ANB38804.1 glycogen debranching enzyme [Rhodovulum sulfidophilum]SNK001
MLPTTIAAGCPNTLGARYDGEGVNFAIFSEHASRVSLCLFDETGHTELANIDLPERTHHVWHGRIDGLEPGQHYGYRISG
PYNPDQGHRFNPNKLLLDPYARQISGQPRWHDALMGYEVGAAQGDLSFDKRDSAPYVPRSVVVAPDIDWGDDAPPATPMA
ETVIYEAHVKGLTCRHPRLHAPGHFRALASDPMLEHLQRLGITAIELLPVQAFLNDSFLVEKGLTNYWGYQTLAFFAPDP
RYMETGDISEFQRMVARLHSAGIEVLLDVVYNHTCEGNEMGPTLSFRGIDNASYYRLSEDRRYYVNDTGCGNTLNTGHPM
VLRMVMDSLRYWVETMHVDGFRFDLAATLGRGADGFHPNAAIFQAMRQDPVLSRVKLIAEPWDIGPGGYQLGAFPPPFSE
WNDKFRDGVRRFWRGDPGRVPDLAARLVGSSPQFDHSGRPATSSVNLLTAHDGFTLLDVVSYNDKHNEANGEDNRDGHSA
NFSDNMGAEGPSPEPAIIAARAQRRRSMMATLLLSQGVPMILAGDEIGHTQHGNNNAYCQDNATAWVDWQGADEAFLDFT
AKCIAFRKAHPILRQKLFLHSRERALDGIEDLFWRRADGQPMCRSDWEDPDLRLLAVEIRTASGTPRYAALEYAIFAVFN
AGGAVEVTVPDAPEGQHWALHLDSSRPELVPEPVEGIFGMPAEAVAVFVLEEEPPV
>ANB38805.1 starch synthase [Rhodovulum sulfidophilum]SNK001
MSLNVLSVASECVPLVKTGGLADVAGALPGALKAEGVEMRVLIPGYPAVLAKVGTGETLWESDDFFGGPARLCFATHGGL
RLYVLEAAHLFDRPGGPYLDGGGCDWPDNDIRFGALSWMGAQIGAEGAGGWRPDLIQCHDWQAGLVPLYLKARSVDLPTV
MTVHNIAFHGLMPAGRMAALGLPGWAFHPGGMEFYGQVSALKAGLVYAWKVTTVSPTYARELRTPEFGGGLDGVIRARAG
DVLGILNGIDEADWDPATDPHALRFKQPRGKAKARAALLEEMGLTEGPGPLCVVVSRLTGQKGLDLLLQALPDLVARGGR
LALLGSGEPPLEQAWRSAAQRHEGVAVRIGYDEALAHRLIAGGDAILLPSRFEPCGLTQLYGLRYGTIPVVARTGGLADT
VIDANPAALAAGVATGIQFAPVNAEALSVALDRLCDLHADPELFAKLQRNAMRAPVGWQGSAAAYARLFREISPPS
>ANB38806.1 glucose-1-phosphate adenylyltransferase [Rhodovulum sulfidophilum]SNK001
METRYSRLANRSMAFVLAGGRGSRLKELTDMRAKPAVYFGGKTRIIDFALSNALNSGIRKMAIATQYKAHSLIRHCQRGW
NFFRAERNEYLDILPASQRVSESQWYQGTADAVTQNIDIVDSYGVDYVLILAGDHIYKMDYEIMLRRHVESGAEVTVGCL
TVPREEGSAFGVMKVDETDRIVEFIEKPQDPPGMPDDPDQCLVSMGIYVFDWKFLRALLIEDAANPASSHDFGSDLIPDI
VRGGKAMAHRFTSSCVKDRADSPAYWRDVGTIDAFWKANIDLTDFTPDLNLWDKSWPIWTYSESVPPAKFVHDEEDRRGS
AVSSMISGGCIISGTEVRNSLLFTMVRTNSYAVLDHAVVLPYVDVGRHARLSNVVIDRGVVIPPGLVVGEDPEEDAKWFR
VSEGGITLITQSMLDRRAEA
>ANB38807.1 glycogen phosphorylase [Rhodovulum sulfidophilum]SNK001
MEAYSLTAADMRDSILRHLAYELGTDPGHATLHDWRIALSLAVRDRLVDRWFAANRATRAAQPKRVYYLSMEFLIGRLLE
DAIVNLRLEEQAGTALADLGLDFDAVIQNEPDAALGNGGLGRLAACFMESLATIGCPAFGYGIRYENGLFRQSFQDGRQI
EEPEDWLSQFHAWEFERRDVAQEIRFGGEVTQKDGRAVWTGAEAVIAAAFDTPIIGWKGRWANTLRLWSAQPLHGFDLAR
FNRGEYAAAAEPEALARTISRVLYPDDTTGQGKELRLKQEYFFTAASLRDILRRFEAEGGALADLPKKAAIQLNDTHPAI
AGPELVRLLHDERGMALDQAIATARGCLSYTNHTLMPEALERWSEDLMSQLLPRHMQLIERIDEAHAAEMPGRRVTLREN
GEVKMGEIAFTMAHKVNGVSALHTDLMKETVFADLHRLHPDRIVNETNGVTPRRWLLSANPRLSRLITETIGEGWVDDLE
QLDRLEASISDPGFLDAYAKAKRENKQDFAEWLAAEQGVRVDPEALFDVQIKRIHEYKRQHLNILETVALWREIKANPGA
GWVPRVKIFAGKAAPGYVFAKEIIHLINDVAEVLNADPVTSPYLKVLFLPNYNVSLAERLIPAADLSEQISTAGKEASGT
GNMKFALNGAPTIGTLDGANVEIRDRVGARNFFLFGMTAQEVEARRAVPDHARQAIQADPRLGGALKAISQGAFSPSDKH
RYRGVVANLTGQDYFLVCSDFTAYWDAQRRAEAAFADPAVWHRIAACNTARAGWFSSDRTIRGYMTDIWGTVPLAAE
>ANB38808.1 hypothetical protein A6024_13340 [Rhodovulum sulfidophilum]SNK001
MPADPPIRRSTLSTARLLRARRLLPRSRIEALAAAAALVVMLGAIAVIAFDIRDREAHLHDITAETAQSELTRLEMEHAE
LHTAIYMADRGVMPLDRLRLDFANFRAQAKLVTETASFAEPLRRSGLGGQADRIADALRQMTDAFAGNDADLRARLPDLS
RTIDAIDTDVRRYSAAGSGLLVSSHLSEHAHVERLETLLALIGLALIVLLLAGMAALGRLNQRMRSRSRELHATGSRLNA
VVTTALDAVIVTDEAGTVLEFNAAAEAIFGHARDEVLGRPLEQTLALSAAIRRGGEATGRIELPAQRKSGTGFPAEISFG
RAVTDDGTVFVIFLRDISERKRVETELTAARDRALAGEKAKARLLAVMSHEMRTPLNGLLGTMELLQRSPLDDAQRQYLD
IMSCSGEILLHHVEDVLEVSRIDAGRSKTRITDFDLTAKLGRLVALHQPLAAERDTRLALEIDAGLGAGRGMVRGDAQRL
RQIVINLISNAVKFTRGGRVTVSARRRSREMIEIRVADTGIGIAPEDQPRIFDEFFTADATYRREEGGTGLGLAIVARQV
GLLGGRIEVSSQPGQGSTFTVTLPLPEATAAAEPAAPHPAAPCPARPLDVLVVEDNRVNRFIARRLLEGLGHRVTEAIDG
LDGVETAAARQFDVILMDISMPRLDGIEAARRIRAAEGPPPRIVAMTAHALPEDLARFHAAGMEDVALKPVSRGRLSELL
GEVPGAATQCKTAPAAMVPEPGRDAPADKPHRAAS
>ANB38809.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRWTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB38810.1 integrase [Rhodovulum sulfidophilum]SNK001
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNKRRPHQALAMRTPAEAFTLAA
>ANB38811.1 chemotaxis protein [Rhodovulum sulfidophilum]SNK001
MFGRPRKSAQEKEAHALAEAFMAVIDQTQATIQFSPDGTILTANTNFLKALGYTLDEVVGKHHSMFVDPAYVKTEAYRNF
WKALASGKAFTDQFPRVHKNGQVIWIQATYGPCVDESGRASRVIKIATDVTERQHGVDAIAKGLERLQERDLSHRVPHSN
LPDIEILGKAYNTAVAQLASALSAVKHLSDKVERTAREVGDASSHLSQRTETQAATLEQTAAAIEELTSNARSTAALAKE
VEASASSAQNTAEAGGKIVEDAVGAMSNIETSSRKISQILGVIDDIAFQTNLLALNAGVEAARAGDAGRGFAVVASEVRA
LAQRASDAAGEIKGLVHESSESVKQGVGQVSSAGEQLKKIIAAVAGINSHIGQIATGATDQSFTLSEINTGVSQLDTVTQ
QNAAMVEESTAASQVLASDAQDLGRQVSLFQTEEGPRFNASGHRSNRNAA
>ANB38812.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MSEPVLSLEAIEKCYNRGLPGEVTVLRGATLRVVPGEVVALVAPSGAGKSTLLHIAGLLDTPDSGAVRIAGADMTGQSDR
RRTAARRADIGFVYQFHHLLPEFTALENIVLPQLAAGMPHGAAEARAMDLLTRVGIAPRAGHRPAALSGGEQQRVAFCRA
LANRPRLLLADEPTGNLDPGTSDTVFGALMELVRETGLAALIATHNLDLAARMDRTLHLEAGRLV
>ANB38813.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTAVPFARFEWMIAWRYLRARKAEGGVSTMTWISLAGITLAVFALIATLAVRSGFREEFVDTILGANAHVTVYAASEVNA
SGVRSRTIADYEPIAERLRAVNGVTRVAPLIKGQVMAAAPGGTAGVEVFGIAPADLATIPRIAHPEAHAGTLQRFGEGIA
IGSGVARELGVGIGDRVRLISPDGVKTPFGTSPRVKAYEVTYIFTAGRYDIDRTRVYMPFAEAQSYFNREGVADEFEVMV
EDPEHVDDLTPALLRAAGERALIWSWRDASGSFLRALDVEDNVMFIILSILVLIATMNIVSGLIMLVKNKGRDIGILRTM
GLSEGSILRVFFICGSSVGLIGTAFGVALGCLFAIYIDPIFSFVNYVAGGGVWDPSIRGIYNLPAKLELKDVLSAVILSL
GLSFVVTLFPARRAARMNPVEALRYE
>ANB38814.1 proline--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MRLSRYFLPVLKETPSEAQIASHRYMLRAGMIRQQAAGIYSWLPLGFKVLKKIEAIVHEEQIRAGHIPMLMPTLQSADLW
RESGRYDAYGPEMLRITDRHGRDMLYGPTNEEMITDIFRTHVASYKDLPLTLYHIQWKFRDEVRPRFGVMRGREFYMKDG
YNFDIDRDSAIHAYNRHMVSYLRTYERMGLKALPMRADSGPIGGDDTHEFLVLAETGESEVFYDKAILDLTFGDRQVDYD
DRAECAQIVTEWTTPYARTDETHDEALYSAIPEDRRKTSRGIEVGQIFYFGTKYSEAMGATVVNDKGERVPVHMGSHGIG
VSRLVGALIEANHDDRGIIWPEGVTPFHCGIVNLKQGDAEADAACKGLYQALSDKGLEPLYDDREERAGAKFATMDLIGL
PWRITVGPRGLKTGVVELTSRRTGESEEMSPEAAVARVAEIYAPHRTGSHWEPMAKSSFHTWL
>ANB38815.1 AI-2E family transporter [Rhodovulum sulfidophilum]SNK001
MGLPVRAQAKYWGIAAAVIVLILMLLGDVMMPFLVGMAVAYFLDPVADRLERVGLSRVGATVTITLCALVIFVLGALLVL
PTLIDQAVALANAAPDIAGHFHAFLTERFPSLADNGSTIRKTLTGIGEAVQAKGGELLNGLLTSVVGIVDLVVLIVLVPV
VTFYLLMDWDRMVAEVDKLLPLDHAPVIRRLAGEVDRTLAGFIRGQGTVCLILGVFYAVALGLLGLNYGLIVGFVAGMIS
FVPYVGAVVGGTLALGLALFQFWGEWWMIAIAGGIFIAGQQVEGHVLTPKLVGGSVGLHPVWLIFALSAFGSLFGFVGLL
AAVPVAASLGVLTRFSIAQYKDSRLYRGTSGQTGPEAASGERASNEDRD
>ANB38816.1 chromosomal replication initiator DnaA [Rhodovulum sulfidophilum]SNK001
MARQLAFDLPVRPARGRAAFFVAPANALAVQQIEGWQDWPARKLVLIGSEGSGKTHLVHVWADLAAAEVIHARDLPQAEL
PALAAHGAIAVEDADRIAGRMQAEDALFHLHNLLAAEGGTLLMTARRAPLEWGLQLPDLASRVQAAATAHLAPPDDALLA
AVLVKLFADRQIAVGPDLIGYLVGRMERSFSAAAETVAAIDREALASGRKPGLRLAREVLDKDPGRGD
>ANB38817.1 RNA degradosome polyphosphate kinase [Rhodovulum sulfidophilum]SNK001
MTQADFLVAPFPDAVEIPEPQRLGPKRFYNRELSWLGFNWRVLEEASNPRVPLLERVRFLSISATNLDEFYTVRVAGLRE
LAKKGSIVPAADGLTPAEQLVQIDRNARKLLQSQQTAWNKLKREMEDAGIHILTRARLTAADRAHLEEYFLQKVFPVLSP
LAIDPAHPFPFIPNTGFCLALQLERERDGHPLQALLPIPHQIQRFARLPAEDGQQRFLPMEELLLVHLNSLFPGYREVGS
CTFRVLRDSDLEVEDEAEDLVREFEVALKRRRRGEVVRMKMSAGAPEELRSVIIRELHITEEEVIEVRGIIGVADLKELV
IDERPDLLWVPFTPRVPERVQDHDGDMFAAIRQKDMLLHHPYETFDMVVRFLQQAARDPDVVAIKQTLYRTSKNSPIVEA
LCEAAEDGKSVTALVELKARFDEAANIRQSRRLERSGAHVIYGFINYKTHAKISTVVRREGDRLVTYTHYGTGNYHPITA
RIYTDLSLFTCDEALGRDATKVFNYVGGYAEPAHLENLSISPLSLKSTLMQRIAEEAEHARNGRPAHIWAKMNSLIESDV
IDALYAASNAGVKIELVVRGICGIRPGIKGLSENIRVKSIIGRFLEHSRIVCFGNGHGLPSPDARVYISSADWMGRNLNR
RVETLVECTNPTVKAQITDQIMTANLADEAQSWVMQPDGSFLRAKAGPNAFNCHHFFMENASLSGRGSAGAGDVRQLAKV
KD
>ANB38818.1 exopolyphosphatase [Rhodovulum sulfidophilum]SNK001
MDGQAEDRPNAWDPFGRPLFGGPEARALSRVGVVDIGSNSVRMVVFDGAARSPAYFFNEKVMCALGAGLSETNRLSPEGR
SRALAALRRFAILAEAMDATPISVVATAAMRDAEDGPEFRAEIERETGLKPWVIDGTEEARLSAQGVLLGWPGAEGIVCD
IGGSSMELAELKGGMVGLRGTSPLGPLKLREVSGGKKGLDRYIAQEIGRLVAPMPIAPPRLYLVGGSWRAIARLDMERRG
YPLTVLHEYRMTRAALLETIDWIAGSDPDALRQKTGTSPDRMALVPYAAQVLRKLVAHLRPHEIAVSSYGIREGLLYEQM
PADLRARDPLIEACRFAEQRAARQPGFGNRLYNFILPLFGAAGPDKRRLIRAACLLHDTAWRAHPDYRHEICFDSATQAN
LGGLEHWERVFLGVSLLHRYKNSRSGSRFEPLFSLLDADRMRQAEVLGKAMRFGAMFSLHAPDSLAELRHYPKKKQLELI
LAEAAVPLFGEVAAARFASLAKALGVETSVRVRRR
>ANB38819.1 hypothetical protein A6024_13400 [Rhodovulum sulfidophilum]SNK001
MRHRLALVPLLALLLTAAPASAQDRGGPGDDGGMSEGLGLLGEGMQMFLKGLGDELEPHMRDFAEAAEPALARLMELIDD
LDAYQLPERLPNGDIIIRRKPDAPPLPDPEARPEGEIDI
>ANB38820.1 endonuclease [Rhodovulum sulfidophilum]SNK001
MRIATYNVEWFNALFDDEGQLLEGEGPSGRHGIARQARIAALGIVFSALDADAVLVVEAPDENGRRSTVRALESFACVFG
LRARRALIGFGNDTQQEIALLYDPDRLRARHDPQGAPTGRKGAPDAPRFDGVFRWDIDVDAAPDLIRFSKPPLELAVETA
AGLRFRMIGVHAKSKAPHGARSPDEAIRISIQNRRKQLAQCIWLRQRIETHLDAGEPLIVLGDFNDGPGLDEYEKLFGRS
GVEIVLGQEAPPERRLFDPHAREALQGLLAAQPASARFFIPATGRYLSALLDYVMISAELRARGPRWRIWHPFDDPDLYR
IPELREALLTASDHFPVSLDIAI
>ANB38821.1 molecular chaperone DjlA [Rhodovulum sulfidophilum]SNK001
MSLWSRIADAVSALAKGESLAAVFDRLRTPPERSVAFTIAVIALGAKMAKADGRVTRDEVAAFREVFSIPPGEEANAARV
FDLARQDVAGFEDYARRIRRMFRETRGPLSDLMEGLFFIALADGDYHPDEDAFLARVAEIFGLSERQFRTLRARFVPEAV
PDPYTVLGVDPTDDLDTIRKVWRAEVRETHPDRMQARGVPEEAIKLAERRLVAINQAWETIVADHAA
>ANB38822.1 sodium:proton antiporter [Rhodovulum sulfidophilum]SNK001
MLLRALDKFFGHEASGGILLMLAALAALIVANSPLQPFYDETLGATFSVLLNGGGLEKPLILWINDGLMAVFFFLIGLEL
KREMMEGKLKKPADVVLPGMAAVGGMVVPALIFAAFNWGSPETLSGWAIPAATDIAFALGVLALLGDRVPASLKVFLLTL
AILDDLGAIVIIALFYTADLKVDYLLMALLPLAGLIWLNLKGAHRVAPMVLLGTIMWFFVLKSGVHATIAGVATAFCIPL
RDKWGKSPLHALEHALSPYVLYLILPIFAFGNAGVVLTGISFSDLLQPLPLGVALGLVLGKQVGVFAITFAMVKSGLARL
PDGVGWGHIYGLSCLAGIGFTMSLFIGSLSYADPVLMNDVRLGVLSGSAISALLGYAALRLLATPKGSKRATAAE
>ANB38823.1 methylmalonyl-CoA mutase [Rhodovulum sulfidophilum]SNK001
MTDKTTRWAALAEKELRGKPLDGLTWETPEGIPVKPLYTEADTEGLAHMGSVPGEAPFTRGPKATMYAGRPWTIRQYAGF
STAEESNAFYRKALAAGQQGVSVAFDLATHRGYDSDHPRVVGDVGKAGVAIDSVEDMKILFDGIPLGEISVSMTMNGAVI
PILANFIVAGEEQGVERKQLSGTIQNDVLKEFMVRNTYIYPPEPSMRIIADIIEFTSTDMPRFNSISISGYHMQEAGANL
VQELAFTLADGKEYVKTALARGLDVDAFAGRLSFFFAIGTNFFMEIAKLRAARFLWHRIMSEFGPKNPKSLMLRTHCQTS
GVSLAEQDPYNNVVRTAYEAMSAVLGGTQSLHTNAFDEAIALPTEFSARIARNTQLILQNETKVTKVVDPLAGSYYVEKL
TADLADAAWEIICEIDEMGGMTKAVASGMPKLRIEEAAARWQARVDRGEEVIVGVNKFRLEKEDEIDILDVDNVKVRQSQ
VARIEKIRASRDQAACDHALAALEEAARSGEGNLLRLAVEAARARATVGEISMAMEKVFGRHRAEVKTLSGVYGAAYEGD
EGFAAIQQSVEDFAEEEGRRPRMLVVKMGQDGHDRGAKVIATAFADIGFDVDVGTLFQTPEEAAQDAVDNDVHVIGISSL
AAGHKTLAPKLIEALRAQGADDIIVICGGVIPHQDYDFLRQAGVKAIFGPGTNIPAAANDILRLIREARG
>ANB38824.1 hypothetical protein A6024_13425 [Rhodovulum sulfidophilum]SNK001
MKKHLTIMAWVALMPLAGTADAVSEPEPLARWEADRTVVLEAEGVSLSDFHWMARPVVVFADSPANPQYRTQMQLLTERI
DELAERDVVVIVDTDPDARSELRMKLRPRGFMLVLVGKDGEIKFRKPMPWNVREISRSIDKIPLRQQEVRDRR
>ANB38825.1 hypothetical protein A6024_13430 [Rhodovulum sulfidophilum]SNK001
MTQLPSKKLDIVTVVFSGELALLRLQARSIAREFHASALGDIFVIINDHEEAACAEAVEAMRGDYGPFAGKLKVVRPDEL
LSDCPTLRARLERFYLTHLRGVGRKLRGAGGGWRGNGGWGMQQALKLMAARLGASPYLLVLDAKNQFVAPVTGSDFVAGD
GRPRSRVVETEEKQQGWIRASFAKLALPEPTSLATAPPTVTPVVFARDDLRSALALIEEKLGPIELFFARRRGKATEFML
VYAALDQGRGLWWELHAEGLPASFSLFSGRSVGRLPELVAAARCGDCKMIGTHSRLLAAMTETVRKDLVEFWRERGLIRS
DSEIEALFHA
>ANB38826.1 acetyl/propionyl-CoA carboxylase subuit alpha [Rhodovulum sulfidophilum]SNK001
MFDKILIANRGEIACRVIKSARKMGIKTVAVYSDADRHALHVQMADEAIHIGPPPANQSYIVIDKIMAAIEQSGAQAVHP
GYGFLSENKLFAEALEKAGVAFIGPPASAIEAMGDKITSKKLAAEAGVSTVPGYMGLIEDAAEAVKISREIGYPVMIKAS
AGGGGKGMRIAWNDQEAREGFQASKNEAANSFGDDRIFIEKFVTQPRHIEIQVLADRHGNCVYLHERECSIQRRNQKVIE
EAPSPFLDEATRRAMGEQAVALSRAVGYCSAGTVEFIVDGDRNFYFLEMNTRLQVEHPVTELITGVDLVEQMINIAAGQK
LPFEQKDLKINGWALESRLYAEDPYRNFLPSIGRLTRYRPPAESAHDAAVVRNDTGVFEGGEISMYYDPMIAKLCTWAPT
RAQAIDEMRTALDAFEVEGIGHNLPFLSAVMDHPKFCAGDITTAFIAEEYPDGFAGVSLPEPELRKVAAAAAAMFRVVEI
RRARISGRMDNHERMVGGDWVVVAQRESFALSVSADREGATIQFQGGDHHRVTSDWTPGQPLAVLHIDGEPLVLKVAQSS
HGFVIRHRGAEMKVQVFTPRQAELAALMPEKLPPDTSKFLLCPMPGLIVTIDVEEGQEVQEGQALCVVEAMKMQNTLRAE
KKGIVAKINAGPGESLAVDEVIMEFE
>ANB38827.1 hypothetical protein A6024_13440 [Rhodovulum sulfidophilum]SNK001
MPSPKFLAVLAAAVLLAGCNMSNDSQRAVAGGLGGALVADVLDTNVAAGAAIGALGGALCDDAGACR
>ANB38828.1 hypothetical protein A6024_13445 [Rhodovulum sulfidophilum]SNK001
MLKHKGFPSRLPGTDFQFTIRRANKDGATRLVPRERYADRRPADRRADAGFLAALIDQFGDAPFERGNLDAGRLSWLLGR
EVLPAEEPFDPESYEALLRVDIDCARTAFPELFAGGPLA
>ANB38829.1 hypothetical protein A6024_13450 [Rhodovulum sulfidophilum]SNK001
MILRAVLLAGAALVLGASGEVIDVPSGQSVTHLDTITGEPGPAGLTVRFRFLAPDIAQDEGSMPATLAQGDMDYLCAEFA
LPRLAGTGPEPAQVVITLMDRPVPFGQSDPEATQFFEAYRPEAGRCIWEGF
>ANB38830.1 hypothetical protein A6024_13455 [Rhodovulum sulfidophilum]SNK001
MKRGGWHMLREKGALTMARQLPVRFDLCASAAFPPASKGRLALQIRQDLWRMLQDLRGFSPVVTVEEEGQGLRVRAGGRA
AAPFPRSDCERKIAALLTSPSHRARWLAQAGSEPRT
>ANB38831.1 methylmalonyl-CoA carboxyltransferase [Rhodovulum sulfidophilum]SNK001
MKDILNELERRRSIARLGGGQRRIDSQHAKGKLTARERIELLLDEGSFEEFDMFVAHRCTDFGMEDSRPYGDGVVTGWGT
INGRMVYVFSQDFTVFGGSLSETHAQKICKIMDMAVQNGAPVIGLNDSGGARIQEGVASLAGYAEVFQRNIEASGVIPQI
SVIMGPCAGGAVYSPAMTDFIFMVRDSSYMFVTGPDVVKTVTNEVVTAEELGGASTHTKKSSVADGAFENDVEALYEVRR
LVDFLPLNNREKPPVRPFFDKPGRVDASLDTLIPDNPNTPYDMKELILKVADEGDFYEIQADFAKNIITGFVRLEGQTVG
VVANQPMVLAGCLDIDSSRKAARFVRFCDCFEIPILTFVDVPGFLPGTGQEYGGVIKHGAKLLFAYGEATVPKVTVITRK
AYGGAYDVMASKHLRGDFNYAWPTAEIAVMGAKGATEILYRSELGDAEKIAGRTKDYEDRFANPFVAAERGFIDEVIQPH
STRRRVSRAFASLRGKRRETPWKKHGNIPL
>ANB38832.1 hypothetical protein A6024_13465 [Rhodovulum sulfidophilum]SNK001
MPALPVPVVTIGLLVLSNLFMTFAWYGHLKYKATPLVAVILVSWGIAFFEYLLQVPANRIGYGHFSAAQLKTIQEVITLT
VFCAFSVLYLKEPLHWNHALGFGFIALGAFFIFHRW
>ANB38833.1 Bcr/CflA family drug resistance efflux transporter [Rhodovulum sulfidophilum]SNK001
MSTHPRVRFLDRTTPPHVMTLVALAGLPALTINIFLPSLPNMAVHFDTDYAVMQLSVATYLAANAVMQLFVGPISDRYGR
RPVLLISTVLFLLATLGCIFAPSAEAFLGFRMAQAVVVTAMVLSRAVVRDMVADTQAASMIGYVTMGMALVPMIGPSIGG
VLDEIWGWQATFLALLLAGLGVLVLTWADLGETSTPRDVSLMDQFRQYPELFRSRRFWGYALTAALSSGAFFAYLGGAPF
VGSHVFALSPSVLGLYFGIVAVGYMTGNFISGRYSVRVGINGMIYWGALITLAAPLLSMAFFAAGATQPIAFFGAMALLG
VGNGMVLPNAIAGTLSVRPHLAGTASGLGGAIMIGGGAAFSALAGALLKPGTGAWPLLLIMATTSALAVVAVLYVRWVDR
RAGPILAMPPKDGP
>ANB38834.1 Cro/Cl family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MATRKLYAGVKLRETRSRLGLTQKDFAIRLGISLPYLNQMENNNRPVSSTVLLALVSEFGFDVTELSEGDAERLVGDMRE
ALADPVFGDLAPPLADLRLAASNAPALARAFLELHRAYRQSHERLASLDEALGREDAPLGPSPWEDVRDFFHYCDNYIDA
VDRAAERFARASDTAADPEQRALAALEAQGISLSFKDMPGLREYDEDTRTLTLSSHLRGPTRRFQLLHQLALLTQSQLLE
ATLDLARFQSPAARAIARIGMANYFAGAALLPYNRFLEAAQETRHDLELLADRFGASIEQVAHRLSTLQRPGAKGLPFYF
VRVDQAGTITKRHSTTRLQFARFGGACPLWNVHRAFETPGRFLRQLAETPDGLRYISLARDVSKPGGAWRAPVRRYAIGL
GCEVRHADQIIYADDLDIDNAAAYEPIGISCRICERRDCHQRAVPPLERRLTVDANRRGLLPYEVAD
>ANB38835.1 hypothetical protein A6024_13480 [Rhodovulum sulfidophilum]SNK001
MTHTPHELAEDLPERAALIHALRESDAHFARLVDEYHDINAAVHRAETDVEPTEDLHLNDMRKTRMHLKDEIARILDQAS
A
>ANB38836.1 hypothetical protein A6024_13485 [Rhodovulum sulfidophilum]SNK001
MHDIYALDPRGDLPDALRDLLDDCPREVWAGRLPEDESTRFWLDRHRMFRMLLARMEEDVRVMADFGTLAEAPAEAAIRA
VRRDAAMLLNEVHGHRKIEDLHYFPRLAAFEPGLWAAFEMLDADHQALGLHLRELADTVSELVRGEPAGRDACIGRLELR
LQRFGSCLDRHLIDEEDIVLPILLRHGATLTD
>ANB38837.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAVQSVPEAGQNPVAGILWMLATGISFVAVTALVKLSAQGLPAAQSAFLRYLLGLVFLLPILGQLSRARIGRRRLALYGG
RGLAHALGVICWFFAMTRIPVAEVTAMNYLNPIYVTLGAALLFGERLAARRILAIAAAFLGVLVILRPGFREISEGHVAM
LFTAALFGISYLTAKLLSERDEASVVVAMMSVTVTIVLAPLALAVWVPPSWQQVVGLFFVAFFATAGHYGMTRAFRAAPL
TVTQPITFLQLVWATLIGWLAFGEAVDGWVLLGGGLIVGSVVFITWREAVIKRRVVTPPAGAPET
>ANB38838.1 histidine kinase [Rhodovulum sulfidophilum]SNK001
MGERTSHAIGRFDKSFLIHMIKDFFLVLLAVTVLEFALKAALVYYKFETSGAEEAQGVAEDLAESVRAIMRNEGGPVAAR
TMYPILKRNWDDLGYKIAIEPAPVTVRSIEALFGFTPAGIPAGTWPEGRFREAEVEIAAETFCLTCHAEAEVGQVLGRVT
VRDYLSRDIAAWLDEMTLSAGLALGKIVLHSVLLFLILRVRMEPLLRLRGTVAGLARAFGTLSERAEVRSADEFGALAHD
LNLFLDRINRLINELNAVLGKVVRVNDDIVSVQGDLRGQVDRLIRGMRRLEREAMLSAKREPLLSQAWFEAVRGAVAELD
AALERAGEAPQASGLVEHLSAVIANAEAQIAASQRLFEGLAALGDETEALKGAIAEMVRMEERMKLIVEAGGTLVQRLRP
DLADPPQPAAETA
>ANB38839.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAGHSKWANIQHRKGRQDAARSKLFSKFSKEITVAAKMGDPDPDKNPRLRLAIKEAKAQSMPKDNIERAIKKAMGGEGDN
YEEIRYEGYGPGGVAVIVEAMTDNRNRTASSVRSTFTKFGGNLGETGSVAFMFERVGEIVYPASAGDADTVMMAAIEAGA
QDVESSDDEHVIYTADTDLNEVATKMEADLGESDSTKLIWKPSNTTEMDLEAMQKLMKLIDALEDDDDVQHVTSNFSASD
EVLEQL
>ANB38840.1 potassium transporter TrkA [Rhodovulum sulfidophilum]SNK001
MTEDQFILFALFATVFVALIWGRWRYDLVAFGALMAAVLLGVVDPDRAFEGFGHPATLVVALVLVVSAGLVRSGAVYLIT
RTLVNSARGLGAHIAIMGGIGGLLSAFMNNVAALALLMPVDIQTARKAGRAPGLSLMPLSFATILGGMVTLIGTPPNIII
AAFRQDATGQSFRMFDFAPVGGVAALAGIVFVALVGWRLIPKSAGLDASADPMSDYSSYIAELTVPEGSKLIGRRLADLD
PEAEANDVALLGLVRGGKRLYGLQRGTALAAGDSLVIEASPEALDEFRAALSLDFAEGANQERLKAEGAGLTVIEVVVPE
QARIAGRSAQLVGLAWRRRTVLLGISRQGRPVRQQIRKTKVRPGDILLLLTPQDVAQDVVDWLGCLTLADRGLAVTDTRK
TWIAIGLFAAAVAAASVGLVDLTIAIGLVVVGYVAARIIPINEVYSHVEWPVVVLLGSMIPLGVALEESGGTRLIAETLL
GLTGDMPPWVILTALMVATMCLSDVLNNTATTVVAAPVGIQMAQALGVSPDPFLMAVAVAASCAFLTPIGHKNNTLILGP
GGYRFGDYWRMGLPLEIIVIAVSVPMILLVWPFQAGAA
>ANB38841.1 hypothetical protein A6024_13510 [Rhodovulum sulfidophilum]SNK001
MAATLALVAGAGARFVPGSSAAGPLARILDALAPWLLAGALILALGATVMGLCRLGPGLVAAALVALAGLGALHLRQSLP
AQPGRAPDLRILFFNVCIENDLPAETIVRAVLRQDPDIIVFAEAEAVAGGLPLLKDRYDFVSPCRPGACQIVLAARSRPK
RFWRMSLNPAWPDRYAVAEIETTGGKQVFLAGLQLLKPWMSGLADTELERLTAQLGWLPGPAVAIGDFNAAPWSRTLSQI
HRDTGMATARLPTATWPVGAGRFGVPIDQVLVGGGARLVRLCPFGAELGSNHRGLLAEIALP
>ANB38842.1 hypothetical protein A6024_13515 [Rhodovulum sulfidophilum]SNK001
MFDQLKTRLAAIERRMTERHGADLSAPGARRAALWHFHLMDHAFLRVLWTNLVEIAPGVWRSNQPSPARLRRYRDMGIRT
VISLRGGNRPHSHWLLEEEACAALGLRLEAVPVRARHLVPRETLLALLDIFDTAERPMVMHCKSGSDRAGFAAALYLIHA
EGTPVAQARKMLSWRFLHSRRSKAGVLDLVLDRYETDTADSPMTLRDWISTRYDPAAIETEFKAGRS
>ANB38843.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MAGGAQIFGWLWRGYLRRHSLTIGIALTLMTIEGASLGLLSYSFKPMFDRIFVAGERSAIPLVAGGVLAIFLARALSGFG
QRVLMARAGLSITGELQKDMVDHLLGLDGSYFQRTPPGGLIERVRGDTTAAANVWNTVLTASGRDFVSLVSLIAVALSID
WAWTLIAMAGIPLLVVPIMVLQRWIRRTARLARVQAAEISGRLDEMFHGIVTIKLNRMEQREKGRFGETVASFVTSQLRA
RAGQAGMPALVDIVGGLGFAAVLVFGGLQIIEGDKTVGDFMAFFTAIALVFEPLRRLGNVSGAWQAALASLERIHGVFEE
RATILAPARPAQLPAPAERCDLALEDVHLAYGETPVLRGLSLSAKAGEMTALVGPSGAGKSTVFNLLTRLVEPQSGRVAI
GGVAVADLALTELRDLFSVVTQDAPMFDDSLRDNICLGRDVPEAHLREVIEAAHIDEFLPGLPAGLDSPAGPRGSNLSGG
QRQRVAIARALLRDAPILLMDEATSALDAQSERAVQEALSHLAKGRTTLVIAHRLATVRDADRIVVMEEGRVREDGRHDQ
LLARDGLYAGLYRLQFTVES
>ANB38844.1 aminomethyltransferase [Rhodovulum sulfidophilum]SNK001
MTGEEAADRTVLAITGADREKFLQGLVTNDVKALEGRLVYAAMLTPQGKYLADFLLTERDDTILLDVKADIAEALARRLS
LYKLRADVRIAPAGLHVHRGLGEPPEGALPDPRHAALGWRAYAETPGTAPAIDWDRIRVAECIPETGIELIPEDSYILEA
GFERLHGVDFRKGCYVGQEVTARMKHKTELRKGLATVGVEGAAPTGTPIAAGSKEAGRLFTQAGDLAIAYLRFDRVLPRM
TAGAATVLWPDG
>ANB38845.1 aminoglycoside phosphotransferase [Rhodovulum sulfidophilum]SNK001
MAERAALEALAGAAIARSQPLRGGDLSEVIRVDLEDGRRMVAKAGPRVAAEARMLRAIAGAGVPAPAVIAEGGGWLLIEH
LDERAASGPGWAALGTALLRLHATTGGAYGWDEDHGFGPAAIPNAACADWPDFWAARRLLAWPEALPAEIARRLETLAAR
LDGLIPRHPPAALLHGDLWTGNVLFTPGGAALIDPACYHGDAEVDLAMLELFGTPGPAFRERYGAPAPGWPARRAVYQLW
PALVHLRLFGGGYRGLVERCLATLGA
>ANB38846.1 elongation factor P [Rhodovulum sulfidophilum]SNK001
MAKINGNEIRPGYILDHDGGLWAAVKVDHVKPGKGGAFAQVELRNLRSGSKLNERFRSADKVDRVELERRDQQFLYETDG
MLVVMDTDSYEQTELPADLLGERRPFLQDGMTVVVEYYEAEALNATLPAKVTCRIAETEPVVNGQTAAKSFKPAMLENGI
RVMVPPFIGPGEDIVINTETLDYSARA
>ANB38847.1 elongation factor P [Rhodovulum sulfidophilum]SNK001
MVDFVDGTAFNHEQGHRARKLFAAVVLAALDDAIADDKKYGNGPEQIARWARSRDGREVLSCAGIDPNERVVRGLMEFVG
RGVRTSVALSREESERRHSQEQAEAA
>ANB38848.1 hypothetical protein A6024_13545 [Rhodovulum sulfidophilum]SNK001
MVEMRSIVDTAGVRSAGPAPEPVPSRTEPRMARLVLTPNLRVRPDPETRSAPARAMPVLLRGPLPQEPGAPALPVAREVA
PSGRRTASVADLAEANRRDAVTLERRIAELEAAMAGVDADWDPECEEGFPAAPWVGKAQAMSVGPAAGLGDEAALRLMVS
DIVREVVRQELRGTLGEGIGRNLRKMVRRELGRALAERDLD
>ANB38849.1 transporter [Rhodovulum sulfidophilum]SNK001
MSGFLRYFAGTALSATLALGAVGAAQAETLTDALIAAYKNSHLLDQNRALLRAADEDVAQALATLRPVIAFAMTGNYTDP
ASAANGLENTSALAELTASLTVYDGGQNRMALDATKETVLATRAALIGVEQDVLLSAVQAYMDVFAALQTVSLAQNNNRL
IAEELRATEDRFEVGEVTRTDVSLAQSALAEARSNLVAANGQLATARESYKLAVGHYPDTLSGIPNLPSIPTSPEGARSV
AVKTHPDIVQAQHNVTVSELNLARAKAAQGPSLTASVGYQRDDNSEEGYQAQLKLSQTIYAGGKLYAAERQAMANMQATR
AGLLQTVRLVELDVGNAWSSLAVARAQVSASDQRIRAAQLAFDGTKEEARLGARTTLDVLDAEQDLLDARTARVEAEATQ
YTAIYSVLASMGLLTAEHLGLGIPTYDPNAYYNAVSSAPPKSLQGGKLDRVLQSIGRN
>ANB38850.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]SNK001
MADYAARREAMVDTQVRPSDVTRLPIIEALLSVPREAFVPARLREAAYIGENLPLAHDRVLLEPRSFSKMLEALDLGPGD
MVLDLGAGLGYSAAVMARMADAVVALEEDGSMAREAEATFGEHDVDNVAVEVGALTEGAPRHGPYDAIMVEGAIEELPQA
IADQLKEGGRIVALFMEGTLGVARIGWKVEGVLNWRFLFNASAPVLPGFARATEFEF
>ANB38851.1 hypothetical protein A6024_13560 [Rhodovulum sulfidophilum]SNK001
MLSYRILLSLAAPGLALLLLRDRPFARERLGLNGTSNGPGRVQQPTIWLHGASNGELASARPLIERLLERRPDLCIVATS
NSRTGRALVESWALPRVSARLAPYDYRWALRLFIGRWQPRALILIESELWPNRIFEMARRDRPVLLLGARLSARSAARWQ
RMPALARRLTGAIAYLSAQDPASRDRFATLGLAPERRGPVIDLKAFAPAARPDADDLNALAPLLPRARTLLAASTHEGEE
APILEAFARRWRADPQARLVLAPRHPRRAAQIAALIERAGLGHATRSNGGLPGPERPVLLADTMGEMALWYALAGVSFIG
GSLVDKGGHTPFEPAAAGSAILHGPHVANFAAAYGALDRAGAAEGVAGAGGLSAALAALDGAEQTRRAACAREVLAGLRA
ETPGPDTLIDALEGLMGAPAPAEKEPGNG
>ANB38852.1 hypothetical protein A6024_13565 [Rhodovulum sulfidophilum]SNK001
MAETQFSLDELEEAARLVHARMPPTPQYAWPLLAEAIGTEVWVKHENHGPTGAFKLRGALTFIDWLTRTHPDCPGIVTAT
RGNHGQGQALAARAAGMTARIYAPEGNSAEKNAAMRAFGADLRIFGADFDSAREEAVRVAEAEGLYLVPPFHRELVRGVA
SYALELFTAQPDLHSVYVPIGCGSGICGTIAARDALGLSTRIVGVVSERADCVLRSMAAGDLVETPTAQTFADGLAVRVP
VAEALAIYSAGAERIVSVSDAEIAEAIRLYFSATHNVAEGAGAAPLAALMQESEMMAGRRVGVILCGGNIDSARFATVLG
GGVPDP
>ANB38853.1 hypothetical protein A6024_13570 [Rhodovulum sulfidophilum]SNK001
MIWTVHPGRGLGALSFGMTPEDVQSHPDLGRPGHVYRGSRGRVMEYRGLSVPICEYGPNGLNCIIACRKVMGVRYQGAAL
FEADPKAVVKLMETQLGPARLCQEQLCFPGAGLLLGGFFDPHEQCFFHPEADYQDERSITVCIPGACGTACVEELEMVSF
L
>ANB38854.1 hypothetical protein A6024_13575 [Rhodovulum sulfidophilum]SNK001
MIRAFAAIALPPEIRERLVQVQAGLPEGRPVPPENLHLTLVFLGELPEPRLDDVHLAFAGIRAGRFQLTVSGLGLFGSDR
PHNLHAALAESAPLRHLQTKLETAARRAGVVLDRRRFVPHVTLARLGRDRSARRRVELAVAQAADFRAGPFEVGFFGLFR
SEIGRNAARYTELMRYTLFASQDASPGA
>ANB38855.1 glutathione peroxidase [Rhodovulum sulfidophilum]SNK001
MRPATLPVVAALLLGAGSAAAAESFRFPSIDGGEIDLAAFRGRPVLVVNTASQCGFTPQYDGLQALQDSYGPRGLVVLAI
PSDDFNQELADETAVKDFCEVNFGLTLPMTEITHVKGAEAHPFYRWMDAEHDFSPSWNFNKVLLDGSGNPVATFGSFTKP
QSAKLTAKIETLLPQ
>ANB38856.1 hypothetical protein A6024_13585 [Rhodovulum sulfidophilum]SNK001
MIRYALTCADGHRFESWFQSASAFDTLLKSGHVSCSLCGSRDVSKALMAPSVATDRPERSGAPAPDEGSENAAAPAGRPL
STPTGPAEQALTALRKRIEENSEHVGLRFAQEARDIHAGLRPDRPIHGEARPDEAIRLIEDGIPVAPLPFLPGRKRN
>ANB38857.1 aspartate kinase [Rhodovulum sulfidophilum]SNK001
MPVLVMKFGGTSVADLARIRNAAEKIRREVERGYDVIVVVSAMSGKTNELVGWVEQTSPLFDAREYDAVVSSGENVTAGL
MALTLQEMDVPARSWQGWQVPLRTSSAHSTARIEEIPRANIDQKFAEGMRVAVVAGFQGISHEGRITTLGRGGSDTTAVA
FAAAFGAERCDIYTDVDGVYTTDPRIEDKARKLDRIAFEEMLELASLGAKVLQTRSVELAMRYKVKLRVLSSFEDTDETS
GTLVCDEEDIVEQNVVSGVAYSRDEAKVTLISVADRPGIAAAIFGPLAKAGVNVDMIVQNISEEGRTDMTFSCPVNQVPR
AREAMETAMDAGEVNFREVVADTDVAKVSVVGIGMRSHAGVASTMFDALAAEGINIRVITTSEIKISVLIDRKYMELAVQ
ALHDAFGLENAA
>ANB38858.1 peptidase [Rhodovulum sulfidophilum]SNK001
MPDPTESSSRRLLVSLRETLAEPAAGQERLDRITSLIAEQMGTHVCSIYLFRDADTLELCATEGLNPDSVHKTRLRVGEG
LVGRVAKTAHPINSGNAPQERGFRYMPETGEEIFSAFLGVPIQRLGERLGVLVVQSKDARQYSDDELYALEVVAMVLAEM
TELGAFVGEGEALAALHQRPVMFQGTVGQEGVAVGHVWLHEPRVVVTNPIADDYETEMRRLHEAVDRLRVTVDEMLSAAP
GGDKDQLQVLEAYRMFANSRGWKRRMEEDIARGLSAEAAVEKEQSAARARMQTVPDPYLRERLHDLDDLSNRLLRILTGQ
GEHTGAERPSDPILIARNIGPGELLDYGRSLRGIVLEEGSVGSHAAVVARALAIPLIVNAQRITTEALNGDPILVDGEQG
IVHLRPEETVAVAFNDKIAMQAKAQQRYATIRKEPALTLCGQRVALHMNAGLMADLPSLESSGAEGVGLFRTELQFLIRS
KVPKRSEVAALYARVMDAADGRRVVFRTLDIGSDKVLSYMKRQDEPNPALGWRAIRVGLDRPGVLRMQLQALIRAANGRP
LSVMFPFVAQLDEFRTARDHLMREIDREGRLGRALPEKVEIGAMLETPSMAFSPRQFYEEADFISIGGNDLKQFFFAADR
ENERVRRRYDTLNVSFLSFLEQIVKRCEDTGTHLSFCGEDAGRPVEALCFAAIGLRCLSMRPASIGPVKHMLRRSNLAEA
RAVIDTARASGAQSVRPAIIDWLRRRD
>ANB38859.1 hypothetical protein A6024_13600 [Rhodovulum sulfidophilum]SNK001
MGRYSGAEIAATCLTSDGMPNDTSIAMPGIGNDNGSLVMEGSSASFRKSCCSIMLHPSIDRVELTASCRKTDGSFEDASI
SIDGISNEDGTLSD
>ANB38860.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRWTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB38861.1 integrase [Rhodovulum sulfidophilum]SNK001
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFNNKRRPHQALAMRTPAEAFTLAA
>ANB38862.1 acetyltransferase [Rhodovulum sulfidophilum]SNK001
MIRVAEETAGDWWEVEALYDLCFAPGRTALSSYRLRDGVPPVAELCLTARDAEGILAAAIRYWPIRVGEAEALLLGPVAV
HPTRQGEGLGGLLIRNSLARAEALGVARVMLVGDAPYYARFGFSRLTGVEMPPPTNPDRVLGIELRPGAWAGIAGAVTRA
RPDRAHTA
>ANB38863.1 flavin reductase [Rhodovulum sulfidophilum]SNK001
MFYRPEDGHGLPHNPFGAIVAPRPIGWISTRDGAGRDNLAPYSFFNAVAYEPPQVMFASTSTKPDRDGTKDSVANIRETG
VFCVNIVEEAATNAMNATSAPVPCGEDEFALAGIDRTPCETIACSRVADAPAALECRLTRILRLPGATNLVVFGAVTGLH
LREDCLIEGRFDVTRFRPLARLGYRDYAVVGEIFELQRP
>ANB38864.1 5'-methylthioadenosine phosphorylase [Rhodovulum sulfidophilum]SNK001
MERMIAVIGGSGVYDIDGLEDARWQAVETPWGTPSDEILTGTLDGMKMAFLPRHGRGHVHSPTSVPYRANIDALKRIGAT
DVVSVSACGSFREDFAPGEFVVVDQFIDRTFAREKSFFGEGCVAHVSMAHPTCGRLSAACLQAARDEGITVHDGGTYLAM
EGPQFSTLAESKLYRENWGCDVIGMTNMPEAKLAREAELCYASIAMVTDYDCWHPDHDAVEVADIVKTLIGNAEKARGMV
SRLPRLLGAHKPCDKGCEAALEHALITAPEKRDPALIARLDAVAGRVLGR
>ANB38865.1 hypothetical protein A6024_13630 [Rhodovulum sulfidophilum]SNK001
MGKKGGKKDSQLVLRLDKEQRDEFVALCKTLDTSAAREIRAFIRTFVKQHGGEAGSGKKK
>ANB38866.1 adenine phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MIASSSVKDYIRTIVDFPHEGIMFRDVTTLFADPRGFRMAIDQLLNPYAGAQIDKVVGLEARGFILGGAIAHQLSKGFVP
IRKKGKLPAATIAEEYKLEYGEAVVEIHDDALAPGEKVLIVDDLLATGGTCEAGIKLCERLGAEVIGCAFIVDLPELGGR
KRLEEMGMDVHTLCEYAGA
>ANB38867.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]SNK001
MLNPVTDAFAADLRARLPAAVFRELTPAYLEEPRGRFRGQGALLLAPGRVDEAAEIVRACAAARVGVVPYGGGTGLVGGQ
IMETGPAPVIVTLERMRAIRAVHADENVLVAEAGCILAEVQAAAEAAGRLFPLSLASEGSARIGGLLSTNAGGLNVLRYG
NARDLCLGIEAVLPDGSILKGLKRLRKDNTGYDLRHLLIGAEGTLGLITAATLKLAPRPAATGAALLAVRDPAAALALLA
MARDRVGEGVSAFELIHRAGLDFLAETMPDLRRPFADPPDWMVLIELGLGAGQDPGAALEDLFAGAFEAGLVADGLVAQS
EAQRQDFWTMRETIPLANRRIGAIASHDISLPLSAIPDFIAAAGPALARIGRFRINCFGHLGDGNLHYNVFPLPGETRAD
HEAQRDAITRCVHDLVAGFEGSISAEHGIGRLKVAELGRYGDPARLAAIRAIKAALDPAGILNPGAVIPPP
>ANB38868.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]SNK001
MLRSCLILLAVLTALPAFAEGRRLSHCIAIADAAPGMRFLHRAAFGTPLDENTVRLTFVDHATFLLETSGGLVAATDYTG
YLGPNPVTPDVVTMNNAHETHFTAFPDPAIPHVLEGWAKGGEAADHHLDLGEMLVRNVPTDIRGRDGASVRQNGNSIFVF
EVAGLCIGHLGHLHHVPDESQFAALGRLDVVMAPVDGRLTLDLPAMIAVLTRLKSAVVIPMHWFGPRTLDRFLEGMAGEF
EASRPGGSSLEVSLRTLPSRPTVVVLEPLSD
>ANB38869.1 GCN5 family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MLGLRRKVRIETERMTLRPPAHADFQPWTMLRAESMAFLTPWEPTWSPDHLARKAFTNRVYWAQRALGSGSAVPLFLFRR
SDDALLGAITLDNIRRGPSQSGTLGYWVGECHARRGYMREAIEAVVHYAFTQKDLSRIEAACLPENAASRGVLEKCGFKY
EGVAQSYLQINGRWRNHVLYANLRRDRRGRTETGLA
>ANB38870.1 peptidase M16 [Rhodovulum sulfidophilum]SNK001
MSVELHRLPNGFRIVTERMPGLKSAAIGIWIMAGGRDEQPEENGIAHFLEHMAFKGTEKRTTLEIAEAIEDVGGYINAYT
SREMTAYYARVLEADVPLALDVLADILINPLFSEDEIEVERGVILQEIGQVLDTPDDVIFDWLQEVAYPGQALGRSILGS
AERVRGFTREDLFRFIGKHYSPDRMILSAAGAVDHAEIVRLAEALFSDREPVARGALEPARFASGERREIKPLEQAHMAL
AFECPGYRTPGIYTAQVFSTALGGGMSSRLFQELREKRGLCYTVFAQTGAYADTGMMTLYAGTSAEQVGPMAELTMAELA
RAARDMSPAEIARAQVQMKAGLLMGLESPSNRAERLARLVSIWDRVPGVEETVAQIDAVTTEAVREFASRLTLDGRPALA
LYGPVSGAPALDALQGRLAA
>ANB38871.1 threonine synthase [Rhodovulum sulfidophilum]SNK001
MRYVSTRGQAPVLSFEEAMLTGLARDGGLYVPETIPAMSADEIAALAGLSYEEAAFRVMRSFIGEAFTDAEFEAIIARAY
RGFNHAARAPLAQIGPNHFLLELFHGPTLAFKDFAMQLIGQLFQAALERSGQRVTIVGATSGDTGSAAIEAFRGLPNVDV
FILFPEGRVSEVQRRQMTTPAEDNVHALALKGDFDDCQARLKDMFNHFEFRDAVGLAGVNSINWARVLAQVVYYFTSAVS
LGAPHRPVRFTVPTGNFGDIFAGYIAGRMGLPIEKLVIATNQNDILHRALTGGAYETKGVSPSISPSMDIQVSSNFERAL
FEAYGRDGAAVAGQMEDLKAQGGFAISQGALEFLRETFASGRASEAETTETIRATFAATGLTICPHTAVGVKVAAEQPAS
AAPMVTLATAHPAKFPDAVEAATGLRPPLPKSMADLYDRPERVSPVENDLAALEALINERRKR
>ANB38872.1 metalloprotease TldD [Rhodovulum sulfidophilum]SNK001
MQHPPFRPFETALDRDRALLLLQAATLGAEDGELFLERRRSEMLSFDDGRLRTASYDASEGFGLRAVHGEASGYAHSSDI
SEAALKRAVETARLAVAEGGGTLALGPQPTNRRLYTDADPLAEAPFALKIDTLREIDAFARELDPRVVQVTASLAASLQE
VVILRPDGTLLSDIRPMTRLNVSVIVEENGHRESGSDGGGGRTGLAGRIERSSWEASTREALRIALVNLEAEPAPAGTMD
VVLGPGWPGILLHEAVGHGLEGDFNRKGSSAFAGLMDQQVAAKGVTVIDDGTIPDRRGSISFDDEGTPSNRTVLIEDGVL
VGYMQDRQNARLMGLSPTGNGRRESHAHPPMPRMTNTCMLGGDTAPADILAGLKDGIYAVGFGGGQVDITNGKFVFSCTE
AYRVKNGKVGAPVKGATLIGDGPAAMKQIRAIGNDMALDPGIGNCGKAGQWVPVGVGQPTLLIGGLTVGGAGA
>ANB38873.1 DNA topoisomerase I [Rhodovulum sulfidophilum]SNK001
MPVVVVESPAKAKTINKYLGSDYTVLASYGHVRDLPPKDGSVDTEQGFEMTWEVASDSKKHVKAIADALKEDNALILATD
PDREGEAISWHLEETLRARRAIKKDTAVSRVVFNAITKSAVTEAMKNPRDIDEPLVHAYLARRALDYLVGFNLSPVLWRK
LPGAKSAGRVQSVCLRLIVEREMEIEAFRAREYWTVSAQFATPRGQIYEARLITLGGQKLDKFDLGTATDAELAVRAIES
RAFTVAAVEAKPGTRNPAPPFMTSTLQQEASRKFGFGARQTMQAAQRLYEAGIITYMRTDGIDMAPEAVMAARDAIKDRY
GAEYVPKSPRMYKNKAKNAQEAHECIRPTDMTRDPSKLRVTDEDQRKLYDLVWKRTIASQMEAARLERTTVDVESADREV
VLRATGQVVLFDGFLKVYEEGRDDSEDGDDRRLPQIAQGDPARPASADRFAADYATLAGTGSAARDGQPIEAPGDEPVLR
CDRAILDATKAILAQQHFTQPPPRYTEATLVKRMEELGIGRPSTYASIVTTIQDRGYVLKDKNRLVPEDKGRLVTAFLSN
YFSRYVGYEFTANLEDELDDVSAGARDYHEVLERFWKDFSAAIAETADLRISEVLDKIDDVLAPHLYPPREDGSDPRVCP
KCGAGRLNLKTARSGGAFIGCTNYPECRYTRSLSAVNGDDSSELDGKVLGHDGEDEISLRIGRFGPYVQRGEPTEEEPKP
PRASLPKGWKPEEIDLEKALMLLSLPREIGPHPEDGETVEAGIGRYGPFVKHGRKYANLPDVEEVFTIGMNRAVEVLAQK
KTRGGGTAAKPLRQLGEHPEKGGAIDVMAGRYGPYVKWEKVNATLPKDVEPEAVTLEQAVELIDAKAAKGGKTKAKAKAK
PAAAKTGKTAAKKTTAKTTGTRAKTTKAKTSDSAG
>ANB38874.1 peptidase [Rhodovulum sulfidophilum]SNK001
MTDRSMSRRKALLAFGATFGTGLAAPALLRAEPAPMTRRNISSFSQQSWREHFDKLGKAAIVADTASRALHFWSGDGEDY
RIYPTSVPISEDLTKRGYTKVVRKRVGPDWTPTASMVERNPDLHYMPPGPDNPLGTHAMYLSWPAYLIHGTHDTRKIGRP
SSDGCIGLYNEMIAELYAITPVGTQVRII
>ANB38875.1 hypothetical protein A6024_13685 [Rhodovulum sulfidophilum]SNK001
MAVETCESDAPGRSRIVKTPDMAAGPLILPAENDAWVRAPWNGFRRKYRNLPPHGRVGLRKTGRPIGAPP
>ANB38876.1 hypothetical protein A6024_13690 [Rhodovulum sulfidophilum]SNK001
MAACNLFGINTTLASLSASDPTSRTIVVDGDRLDMTEEDPVAGSIDALVDRRMTAIRTSLQIGAT
>ANB38877.1 hypothetical protein A6024_13695 [Rhodovulum sulfidophilum]SNK001
MFVSRSLTQMTLPPFQPPSPRPTGEAHAYRVLSGAFGSSQGAGMSGGYSDPSRSVASKGSLSH
>ANB38878.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]SNK001
MKKIYGTAAEALDGLLADGMLIAAGGFGLCGIPELLIQAIREAGTKDLTFASNNAGVDDFGIGLLLQTRQVRKMISSYVG
ENAEFMRQYLSGELELEFNPQGTLAERMRAGGAGIPGFYTKTGVGTVIAEGKEHKEFDGETYILERGIVADLSIVKAWKA
DETGNLVFRKTARNFNPPAAMCGKVCVCEVEEIVPVGSLEPDQIHLPGIYVHRLIQGEHEKRIEQRTTRAA
>ANB38879.1 succinyl-CoA--3-ketoacid-CoA transferase [Rhodovulum sulfidophilum]SNK001
MAWDRNRMAARAAEELKDGMYVNLGIGIPTLVANYIPEGVNVTLQSENGMLGIGPFPIEGEEDPDLINAGKQTITELPHS
AYFDSATSFGMIRGGKIAMAILGAMEVAGNGDLANWMIPGKLVKGMGGAMDLVAGVGRVVVVMDHTNKHGDSKLLKECTL
PLTGTGVVDRIITNLGVLDVVEGGLKIVECAEGVTEDEIRAATEAHIVD
>ANB38880.1 hypothetical protein A6024_13710 [Rhodovulum sulfidophilum]SNK001
MKTLALTAAAFVALSAPVFAQTQLEQDLGVQPGTYSASQLIELKAAAEKDGPLARVWFSPASSTTMSSSGYADARVAKVV
ASLAAESDNGYVAAHGHRDNGPAAQTITNPRVAAIAAYNAANGD
>ANB38881.1 hypothetical protein A6024_13715 [Rhodovulum sulfidophilum]SNK001
MTGTSLSTALPASRRMRDTLLMAGLLVLVVVGLAGLAAASGWDHTMAQLSRLGVIQGAALLGLSLINYLLRALRWHAFGR
QIGLPPGLWRDIRHYLGGFLMIATPGRLGELVRVRWIRRETGLPLERSAPLFVMDRAADLVAMALILCLALALSAGHIAG
AIPVAVLALAAAAVATNGRLMAALVTRGYRIFGRWPRLFGRLRGMARTLGRFADARLLVVSILLGGLGWMAEGFAFHQLL
IWLGADIGLWKAIGIFVFATLAGGLTGAPGGLGGAEAAMIALLALEGLPLETSVAATAVIRVTTLWFAIGIGALVFPLAE
RMSKRTVNAVENR
>ANB38882.1 FAD-linked oxidase [Rhodovulum sulfidophilum]SNK001
MQWKTADYAGWGRALRAHGRIARPERVSALTGALAEGGPAIGNRRSYGDGALNSDGAATEMTRMDRLLAFDPETGVIEVE
AGATIGALLKMLAPRGWMPRVMPGTGFATIGGCIANDVHGKNHHGAGSFGQHVLAVTLMMPEGPREVTPGADPALFRATM
GGQGQTGAILSARLQLMPIPGQRMKVVETRMRDFDSFIAALDASEAEFTVGWIDATAKRKRLGRGILEEGTLVEGTRPGP
ERKAKPVPFDAPKALLSRPVVKIFNRWYGSGVPDSGRKRTRALDAFFFPLDALTDWNRLYGKRGFHQFQCVVPADRVAAL
KEILNTIARGGVASPLAVLKRMGPGRAGHLSFPMDGYTLAVDLPARAKVPALYARLEDQVLAAGGRIYLAKDALARPESM
AAMYPELEAWRAEADKADPGRRLATDLVRRLQLRSA
>ANB38883.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAETWIILGASSSMARALTRRLAARGDGLILAGRELADLERDAADARVRGAAFAETIRFDARDPACLAPILARAEACEGT
VSAAVFVGSMPPQAEIDADPGLIEGVVTDSFTGPARLLQGLAPIIEARGAGTVIGVGSVAGDRGRIGNYVYGAAKAAFAT
YLSGLRNRLGRAGGHVLTVKPGFTDTAMTWGIEGMFLVASPDKVADDILTALEKQRNVIYTPFFWMGIMGIIRLIPERVF
KKLSV
>ANB38884.1 hypothetical protein A6024_13730 [Rhodovulum sulfidophilum]SNK001
MKLFNIVKTFAKSDSGAVTVDWVVLTAAIVGLGIAVLSTVRGGVNDLGGEISDALSEATVASPSTLGWSN
>ANB38885.1 Flp pilus assembly protein CpaB [Rhodovulum sulfidophilum]SNK001
MRLIFGLVLLVGLGLAGFAVYMAQGYFNQTKRDLAAARAQQVALETVVVAREPLRYGQQITLADLRPVLWPEESMPDGVF
RTKEELFPEGQPQFRTVLRAMEAGEPLLQVKVTDPGADAGITSRLTKGMRAFAIRVDVSSGVSGFLRPGDRVDIYWSGES
HSKQFTKLIEPGIRLIAVDQIAHDDTTRPVIARTVTVEVSPQQVAALAQAQSIGRLSLALVGANDDVLAEAVEVDHKTLL
GIEDAPAAPPEEKRICTIRTRRGSEVMEIAIPCTN
>ANB38886.1 pilus assembly protein CpaE [Rhodovulum sulfidophilum]SNK001
MTSMPAPIPDQAPIRACTVSRDIQNFDLLIEDMEAELGGGWGDIAFAEAQDFLEQPEARHLEFIAVAVGDADAANIAAIG
EIVEAAKRRGLRVLVIAEELSPIALHQLMRKGADDFVPYPLPEGALHDAVERLRRAGSPAPAPDPTCPRLSRPNRDGVVL
PVQGLAGGVGASTFAVNLAWELSLIAGEVGGRVCLLDLDLQFGSAATYLDLPRKEAVFELLSDIAAMDGEGFLQALQVYR
NELHVLTAPTDILPLDIVGPDEINALIDMARSQFDFVVIDMPKTIVNWTEAVINRSHLYFALLALDMRSAQNALRVIRAL
KSEGLPRERLRFALNRAPKFTDLSGRGRVRRLADSLDIEIGLMLPDGGRSVTEAGDHGLLLAETAARSPLRKEIRKLALS
LHDVGTAAAAAAQ
>ANB38887.1 pilus assembly protein TadB [Rhodovulum sulfidophilum]SNK001
MQIGTELLIYGLIFLSVLALVEGLYLTLFGKSISLNARVNRRLEMLERGLDRDQVLEQLRKEMTQHMRARGIPLYALLAE
RAQKANIAFTPLQLIAVMVALSVLAFLGLTIGTEAALPVRALASVAIGVGGVCTWVNGKASKRLGLIEEQLPDAVELMVR
ALRVGHPFVAAINIVAKEVPDPLGSEFGVIADEVAYGRDIGEALKDLAERVGMQDLRFLAVAVTIQQQSGGNLAEVLAGL
AKVIRSRFKLFRRVKAITAEAKWSGMFLSGFPVAAILMISILKPDYYDAVKETAFFLPAAIAVAVFLVVNVIFMRVMINI
KV
>ANB38888.1 pilus assembly protein TadC [Rhodovulum sulfidophilum]SNK001
MAFVDLVNGWLTDRLGPLGPLIAMGLLGLGLVALSLPVFLRRRSDPLDKLRRQVRAAETAGARDPQAALRHASGPDRLDR
FSTLLEPRDEKALSAARLRLIRAGYRSKSSVRLFHFAQFALGLLFLAAGLVHAFVLNAGGNIGTSGVILSVLLPGAVGYY
LPKYWVERRLQSRQEDLTNGFPDSLDMMLVCVEAGQSLDQSILRVARELRPGFPALAAEYEIVSNELKAGKDRVQVLRDM
SERCGITDISFFITVLIQSATFGTSIADALRVFSAEMRDKRVMRAEEKANKLPTKLTLGTMMFTVPPLLIILIGPSIYEI
YDTLQNADF
>ANB38889.1 hypothetical protein A6024_13775 [Rhodovulum sulfidophilum]SNK001
MRHPVLAPICVALAVTVSACQKPGDTDVDRAVQDVLASDESSLTGIMMTVADPDEAIRYFRRLLEEDPDKISARRGLAQS
LIRAQRPAEAATAWAAVLRHHDAGNEDRVNYADALIRIGEWDKAEAELDRIPPTFETYRRYRLEAMVADGNGEWAKADSF
YETAAGLTTKPAGVFNNWGYSKLTRGDFKGAERLFVTALTYDPGLFTAKNNLVLARGAQRKYELPVVRMTQTERAQLYHT
LALTAIKQGDVAIGKGLLEQAIETHPQHFEAAVQARRALEAQG
>ANB38890.1 hypothetical protein A6024_13780 [Rhodovulum sulfidophilum]SNK001
MTAALWFLPFATPIALWAALSDLRTMTIPNRAVLALVAVYALVGFAALPLSPWAWRWLHLAVVLVLGFVLNLTGAVGAGD
AKFAAAMAPFIAPPDIGAFLLLLAATIPVSFVAHRLARRVPALRQALSGWASWEARDFPMALALGPALILYLGLAAIGAM
PSAI
>ANB38891.1 ATPase [Rhodovulum sulfidophilum]SNK001
MPLQAPKLSGPPAPRSLAEMRLPMVMMRDILLKTVFRKALDAVSGIARAICLPVPVTQELVDLARSQKLLEATGTLHANS
GGEMGYKLTEAGKACALDALTQSEYYGAMPVPLDVYAEQVRRQSIRNIRITRSRLTAAMGHLILPDALLDQLGPAVGAGR
SILMYGPPGNGKSSISNGICDALEDLIQVPRAIEYAGQVITVYDPIVHSATEAQEEDPTALRRATGRTDSRYVLCRRPTV
ITGGELSLSMLDLVYNPTARTYQAPLQLKATGGVFIVDDLGRQAEPPQALINRWIVPLEESRDILALQSGEKFEVPFDTL
VIFSTNFHPNEIFDRAALRRIFFKIKLDGPCQEEFLKIFASVARRKEMPIDEDALIYLLREKYPTIDNVYANYQPVFLID
QMIAICDFEGLPRQMSPELIDRAWANMFVRDDPILH
>ANB38892.1 peptidase M19 [Rhodovulum sulfidophilum]SNK001
MPETSVDTNTLPAVFDGHNDVLLRLYRAGGPKAAESFVTGGPGHIDLPKAREGGLGGGFFAVYVPSDEGDTDHDEMARDS
YDLPLPEPVPQDHALQVAMTQIATLERLQELGALKICRSAAEVHISMVEHKLAAVLHMEGAEAIDPELITLDVLHGAGLR
SLGPVWSRPTIFGEGVPFRYPSDGNTGGGLTDLGVALVRRCNALKIMLDLSHMTMAGFWDVAKHSDAPLVATHSNAHAIC
PHARNLTDAQLDAIAASDGMVGLNYATAFLRPDGRMVDTGLDDMLRHLDHLLDRLGESRVGLGSDFDGALIPSAIGTAAG
LPALRQAMVAHGYGPELIARICQGNWLRVLEKTWGH
>ANB38893.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MNAFARLLSGAALTATLAATAPALWAETPANMLVVANRIDDITTLDPAENFEFAGGDVLRNVYGRLVNFDPLDYEAGYQP
DLAESWEVSEDGRSITFTMREGVTFTSGNPVTAEDAAFSLRRAVLLNLTPSFLLTQFGFTPDNIDETIRAEGNTLIVTTD
KAYATSFVLNCLTATIGSILDKKTVLEHEVDGDMGHDWLKTHSAGSAAYSLVAWKPNESVTLQANPDFYQGAPAMKRVIV
RHIAESATQRLLLERGDIDVARNLNPQDVQGLDGAEGVRIQEELKGYLMYASFNQKIPELQDPKVLEALKYLVDYEGMAN
SFLKGQWTIQQNFLPQTYLGAVKENPFFFDLEHAKTLLSEAGVDGLELTIGVRDVQERMEIAQSMQNTFAQAGIDLNIEV
GTGKQILAKYRARDLDVYLGTWGPDYPDPQTNASTFAYNPDNSAEAQNGGILAWRNSWDADGLTEMTEAAVTERDTAKRI
EMYHEIQARFRETSPFVIMFQAIEQDGLRENVEGFTTGQAIADASYWKVTK
>ANB38894.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAATGKAQEGRVRAPFPPRWVKRTGMTLGSIAITMLGLLFVTFLIGRVMPIDPVLAIVGERASPEVYARVHQELGLDRPL
MVQFWFYLQDVLRGDFGTSLLTARPVSEDIARVFPATLELATLGTLIGVLLGVPLGVLAAVRRGSWIDQVARVVALVGYS
MPIFWLGLMGLLIFYGILGWVGGPGRLSIFYDGMIEPVTGMILIDSALAGDWTVFRDAVNHIVLPASLLGYYSLAYISRM
TRSFMLEQMSAEYVTTARVKGLSERAVIWNHAFRNIRVQLITVIALSYAGLLEGSVLTEIIFAWPGIGSYITNALLSADM
SAVLGGTVVVGLAFVLLNVFSDLLYKVFDPRAK
>ANB38895.1 D-ala-D-ala transporter subunit [Rhodovulum sulfidophilum]SNK001
MTDMTGLRAWLLTDTPQSRIQARMASLYQGWLAFRRNPMAMFGLAILIALLAIAALAPWIAPHDPFHQDLTARLQPLGTP
GHLLGTDSLGRDILSRLIYGSRITLYIVTLVALIAPLAGLIMGTVSGYLGGWVDMVLMRITDIFLAFPRLVLALAFVAAL
GAGIENAVLAIALTAWPPYARIARAETLTLRNADFISAVRLQGAGPVRIITRHIWPLCISSLIVRVTLDMAGIILAAAGL
GFLGLGAQPPSPEWGAMISEGRRFILDHWWVATMPGLAIFTVSLAFNLLGDGLRDVLDPKGEK
>ANB38896.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTDLLDVEDLRVRFPTRTGMFEAVRGVSFKLGRERLGIVGESGSGKSMTGRSILRLIRPPGQVTARHIKLDGEDLMQKSE
ARMRKVRGERISMVMQDPKFSLNPVMSVGEQLIEAWRVHKKGSRAEARRRALDMLEAVSIRDPERVMRAHPHELSGGMGQ
RIMIAMMLIPDPELLIADEPTSALDVSVQAQVLQIMDKLVQERGMGLIFISHDLNLVADFCDRVLIMYAGRVVETCDADK
LHEARHPYTRGLLNSLPRLDAPQKRLEVLRRDPAWAEAPSVRPA
>ANB38897.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MSALYFDDVSVWFGEGRDRVDAVRGASFRVGHGESFGLVGESGSGKSTIMRALSGLAPDWSGRMAVNGNPVRSGHRRDRQ
FYKSVQMVFQDPYASLHPRQSVDQVLSETLHLHGFRDVEPRIARLLDDVGLGSAFRFRYPHQLSGGQRQRVAIARALAPE
PSILLLDEPTSALDVSVQAEILNLLADLRAEHDLTFLMVSHDLAVVAHICERIAVMRAGEIVEVMGVEEMRAMTPSHPYT
RALLQASTGYRRD
>ANB38898.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MRLALAIAPALAIALAAGLLGPPSTAFAASGTDRPPFRFAQVAALEGPAAALGRGMRLGLLAAFEEANRAGGVHGRKVML
DSVDDGYEPARSAAAVERIVSEDRHLALIGQVGTPTAKATQPLSASAGMPVIGPLTGADFLRTPWIDNVTNIRASYDAET
EAWIAYLVDRLGMDRIAILYQDDGFGQAGLEGVRRAMQKRGLTLVAEGNYTRNTLAVKVALLNIREAHPDAVVMVAAYKP
VAEFVRVGRRLDFTPTVVNISFVGSRALSEELGADGAGIIVSQVVPFPGDTALPVVTEYQAALKEVDAEARPDFVSLEGY
LAGRVALRALQKAGPFATRSRMLEALDQLGTFDLGGLNFSFGPGDNQGLDEVFLTRIGADGAFEPLPPAAVDPKL
>ANB38899.1 hypothetical protein A6024_13825 [Rhodovulum sulfidophilum]SNK001
MLKFLSTVFGSIALKFSSILVLMGAMTAAAILIATMVFNTLSASLTGLMTDALPGISTSVTVIENTGEIRDSLSEMLMAR
DIQEVDEGYGDFISKSKDIVAAVNRLPGPEKATFLPMLTALSDEVGQMRAALDRRFARQNRMQEQLTDFSATVEEIREAL
AGMTEDAVRDMNTAGERTIESVSDTLETLVHTDFDSTALILQARAEINLLSGVALAIAGQKDPAMIAILRDLAAASLRKL
DTVLAELDAAGTIPRYLPILTDTRAAFANVANTGFRARAGYIEDVMKLRDDSNIALSSATDDLTFKLMIGAEETAAFNRD
TIHRLLGNEVQQIRDTADIDLAVKTLVATSYLGATARDVADADAAQTQIVDARDRLTELTGHVYLTDTLRGMIDRLAAYA
DPNTGIVATRRAAILARDEAEAGSRSAYERLREIAGAASAQDNAAMADANAAGAALLADADAARNRLHLVTLGSGAIFIL
APVLTWILIIWPMGRLARVTGRLAQGELTEVRSFGIFGGEIARMGKALVVFRDRLVERDRMQRLEHEAEQDRQARAAQQN
AVVSELAAALQSLSAGDLTARLENRFPEDYERLRTDFNATIDTLNELIGSVVENATEINSRAEEIAGAAGDLSHRTENQA
ATLEQTAAALDEMTSSVRSAAEGAAKVEDVVREARGNAEQSGLVVKDAIGAMAEIKKSSDGINQIIGVIDDIAFQTNLLA
LNAGVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDHVASGVSQVNRGAAALSDIVERVSHIAELIGGI
ATGAKEQSVGLGEINVGVSELDKATQQNAAMVEETTAASTTLKQEASSLQRLVSRFRLRGVPGAARAARRTEPAPSPDDT
RMPKEPRKPAVNDGGWQDF
>ANB38900.1 hypothetical protein A6024_13830 [Rhodovulum sulfidophilum]SNK001
MTTAISGLALTLPAERLRADDLGKVIVGGAILCAVTGCLKGRSQGGNQHRTTRRAGDPTVRADQQALNYFGYDAGGADGV
TGKRTRAAISRYQGYMGYPVTGQLDTYQRQTLVGAYNWAQSGGNATYPGIQGQELLRAYASHSRGGNYCQETGRCMGGGY
PAQNNYGGAPGYPGGNGLPPQTGYGANGTMPNAAPAYPQPVAPQGAAQLPTQVMTTGGALAGFELPDSSGNRSIADHCQT
VKMVSSANGGAVRSPAAIVNPTQALDEQFCSASTYAVSSTESMLSGAQVTDDQLTQNCGKVVDFMSAETDALGTRPAADL
TAAAQQKIRQASPDGNTQGLVQTGEVCLGYGYRTDDSEVVLAASMLLVGAGARPYAELLGHHLRDGLGVQADADRARGWY
DTAFSALDDGATPVFLPSQSAQRVAIMRAALTGGAPAPELTGASTAGAASAPAALPSFNIGN
>ANB38901.1 hypothetical protein A6024_13835 [Rhodovulum sulfidophilum]SNK001
MKARGFLIAATAVALTMPGPVRADTGDVVKLGIAAGAFFCMANPGRCGLGGNRNAQPSAAPQRTASPPPRQQPRAADPAI
RTDQQALNYFGYEAGSADGIMGRRTRDAISRYQGYMGYPSTGRLDAYQRQTLVGAYNWAQAGGGSAYPGIYGEELLRAYA
SQMRGGNYCQETGRCPVRNSDTGQTPIPDLPQANASMANACTSSQMVTNANGPVLSPADITDPDRARQALNEQFCSASSY
ASSRSENLLAGSGTTDATLARNCRWVVERMEDQIVRLDSQSAVEVAAAADRRVREIGGDPRQISDAATICLGYGYRTDDP
QMALASALMLVGSGARPYAELIGHHLRSGFGTQRDPARAQGWYDIAFDALDRGSEPAVRPSQSGERVAIMRTALGGQGPA
GSGPETSSSGSGVPSFNLQ
>ANB38902.1 hypothetical protein A6024_13840 [Rhodovulum sulfidophilum]SNK001
MLRAAIFGMALGLLVIVGASGYAALAACRVEFPLLDRWLAQSCRSEAETAALARLDRLRSRNLALLRDIRRTENELAALQ
CEAVPPTPAPEPTAPPDRAGIDPGIWNRGDIRVLDGCWELDSDFRTRDIQTGRITHYTQWEMCFDREGRGRETMTATNGT
TCRGAVSGRFLDRDAAGSLQRLEVREPGNLRCSDGSYIHQRIITCELAGDGGASCVNFQPETGGRGEVRLRRRTEDQ
>ANB38903.1 hypothetical protein A6024_13845 [Rhodovulum sulfidophilum]SNK001
MAEHFLTKCQIDLSQCLETGGGLALESHGALYQALRERVSPEAAALFAEPLLSRGNETAPASVAWYTEYPGEGRPLRALD
EADRSRVEAVLSERLRAIRAHLADPEDGPLIGAALHLANHPDGDIWVVDGQPVIVNWGMLPVGMSRDPETRAAHVAATLG
RFLPLAAAPPLSATEAMARRADPPPDTDGSGPPAAGATVAPGPVPPEPAARAWPGVIAWVPLLALLLIAGGVLVWLLLPG
TRIFPPRNPDPAIDRAAAAAAVAEINASLEDRLARLQAALDGAQCRPDGTLTMPDGRTIEGLLPPDPANPADAPGSRAAA
DPHPILPPDPARVQVPSDGASAMDLTSLLELIEARTVMVVRYLADADARPGEQVRAERGSGFFVGPDLVVTNNHVVAGAQ
DDRIFVINRSLGQQYPVTVIKTVGPFGSTGRDFALLRVQGVNAPYFTLLKPGHSLKLQSVIAAGYPDDLLGDWRGGTDPV
PDLAVTDGTVNAEQVLAQGTPAIVHSAPISQGNSGGPLVDMCGRVVGVNTFVRQGALRNLNVALASGDLLEFLESAALTP
ATVTRPCQPQLLRPVAPPASAGTPAEAAAGVPDFNLRPSSDE
>ANB38904.1 hypothetical protein A6024_13850 [Rhodovulum sulfidophilum]SNK001
MFEALIVTTSSAGLTAIGSREQRSYELIADTLRDRLGPDHAALFAEPVATEQGDRYDWYAPIPGAVRRLDALDPEQRAEV
MARLEVLSDEIAALADEIAAEGSPSSERLSEALRNALQVPGEDYVYAIGDGPGPQPVLVNWAWTGDRQRSERGRLTGAAR
ILPASAPAAAESAPATGTAPAEPVAAANARPGMSLWPLLLWLGWLILALMLAAIVALLVPACGLRGVGLFSFCPGPPPEA
SAADAGTLILQDRIDRIERRIAIADRACQPAPPPPPAAPVEESRYDRALDDAGARRGDLNFSLFWSGPSDIDLAVTCPTG
ARIWYRAKNVCNGRLDVDSNVDRIRPDPVENIYFEGPASGTYRATVTLFKDRTRGPDSFRLLIRDAGSEVLQEGRLTRQG
ESWTTTINYPGLP
>ANB38905.1 virulence factor SrfB [Rhodovulum sulfidophilum]SNK001
MISDRKEQLRPLVNWHEDITLVPFSGIQMLDFGFAIDQAAQRPWRFIERTLDDTPDERMLIPLTGNEELDAPLESAAKPD
DDPYSIRPAAALEPFLSKWVPVPVLRMKSERGPAGEERFDPGPSTWARMRVVELAAPDPETGHTHRVQIALDTALTAQDQ
SAHYVAPQIADAENPRDFRFVSDPAQMDWFLRRIEEGEDGQKRDPQLWVSDWLKELFLGFKRAERPGRNISEDTLPHQFE
HWARYLACLQFIDRAVKIPKIRFVNTVSERDAVTPVDVDLVLDVGNSRTCGILIERFPGEARVDLVRSFPLEIRDLSRPE
LYYSGLFESRVEFADLKFGDDRFASRSGRRNAFMWPGFVRVGPEALRLIQREEGTETMSGLSSPKRYLWDDETRQQDWRF
HNHFDPNNLPKSVRAAMRQLNEAGDVIEQVRHEEKQRLRRRGRTPSDRAIRPRFSRSSLFGFMLAEIFSHALVQINDPAS
RARRAQSDLPRRLNRIILTLPTATSVQEQAIMRSRAEGALKMVWAMLGMDEALDRYKIKPAVTVEWDEASCTQLVYLYSE
ITQKFDGNIEAFLRLKGRDRVRPGETAPSPSLRLACIDIGGGTTDLMISTYWSEANRVLHPVQTFREGFRVAGDDMLQRV
VSSIVLPRLQSSIEAAGGRYVGEKLRELFAGDIGGQDQQVVQKRRQFALRALMPLAVAILSHSETAAEYDRFDLSVAETL
GLPRPGPAPDEDGVAPPRAGPAEPLISDEILAYIEQAARDVGAPDWRFADVVLTTSREDVDAIAREAFQKVLGNMAEVID
HLGVDVVLLTGRPSRLPAVRSIVEELLVVPPYRLISMHSYKTGRWYPFRDPITQRIGDPKSTVAVGGMLIALSENRIPNF
KVTTGAFQMKSTARFVGEMDNNGQILDARLMFSDLDLDTKGGAQEATVDMFSPVHIGSRQLPIERWTTTPLFRLDFANPN
AQRRPTPIRVTFEKADYDDDDREDSEAKLRREALREAFEITLVEDGAGDGMKNTDVVLKLHTLGFDDEYWIDTGVFRY
>ANB38906.1 hypothetical protein A6024_13860 [Rhodovulum sulfidophilum]SNK001
MTTKDQLAERCARVETAARKALDWVSDPENAETVGLDRKSLAQALRKGARRAQKLGRAARTKMSVSVFGPSQAGKSFLVS
VLARPEDGRLVADFQGPGGQLDYIREINPEGEGESTGLVTRFTMTKAPCPDGFPIRLVLLSEADVARTIVNSFYMDGDQS
EPVPEPEAITAHLDAFRAKTGGAEVPGLSHDDVLEIADYVNRSFGRAAYAAGLKSFWEDAALIAPKLGVADRAAFFAILW
GGHDALTDLYIRLGEALQQTGNAEEVHAPLAALTPRETSIIDVKTLHGLDSEADDSLPLCLPSGARVELPRALVCALAAE
LVMPMQTRPYELFEETDLLDFPGARNRFEQPLSKTLAEPEKTLTQLLLRGKVAYLFDRYVENQEITSMLLCVPDSNMETL
DLPGLVETWIAMTHGASAKQRAASRCILFFVLTKFDKHLGESAAAGGAETRFERRMQASLLEKFGRGKDPWVDSWTPGRP
FDNCYWLRNPNFYVDGLIDYDEAKREIRIRPDKEARLAELRAGCLEAASVQRHFADPAAAWDAALGLNDGGVSYLIGRLA
EVCTPDSKTGQIGAQLDRLAGDLAADLAPFHVSDDIGRRIEEKREAAAVLIDELEIALQRHRFGAVLAALMVDQDLVQDR
ISRVPSSIRISQAVSSAATARPAAETSRPAAPARPGRPLRPGRPAPAADLALAEPPSTEARANRTATGNGADIRTMSAEA
FQAESAVEVWIEGLKRFREDVGTAGHFGLSPGAVATLSAELTHALRRIGVVERIRTQLKAMAFGLTVDKQAEPAAIVCAE
HINRFVSVLGSDALPEAERARVELPEGGSRPVFAPRPGADDADGLPPEPRPTAEETWTDWVFALDAMFVANARDGDAGGV
NVAQNQKLGEILAEFGAGGA
>ANB38907.1 hypothetical protein A6024_13865 [Rhodovulum sulfidophilum]SNK001
MALKIRPDPRRPSGGYAELSAEAGALPETEATVSVFDAFSERFLGLDGWQSDRAEFGPYEVVRDGDRARLVIGPEIVNRI
EEYAALKIRVNRIEAELSWPDDVVPMPGAARIGGLAVARAAPAEATTEATADTKGLLTGKLPDPGPGAPPPAAQTEDPAP
EEQRRSRLPLIAGLSALALLICGGALAWFLMQPPSPPVVADRPEAEPTPPDPCRPEALAGLDGLPFAEGRALMARCGARV
TPQQALAALEAGADAGDADALLLFGEIYDEGANDDPVETEIGLSLTPSASKAAEYYARARAAGSAEATRRLERLCPDLRA
ASDTLSRSAAEEYCRP
>ANB38908.1 hypothetical protein A6024_13870 [Rhodovulum sulfidophilum]SNK001
MSPFRLRPALSAFAIVLFVAQSGAALAHPLLVEDTSTVYQRVLTRPGAPLHDAPDGPETSRYPAFQPLYVFARQEGWVEV
GPSATAAPAGWVAADTVVDWKQNIVATFTNPADRARSLMFRTEDDLRGFMEDEALVATQARLIEKAETGMLAPEDGVVAI
EPENYVNIRDRFYILPILDFVEDLHPMTYDANLLLKVASVPLRDELPVVAAEASSSAGDFDAGVVFVFDTTKSMQPYIER
TRKALARIIFDINGTDIGERINFGIEAFRDNPEAAPGLGYRTREVIPLERRINQLPVLEAIDNTRTATVSSPGFNEDSLA
GVEDAIRRTDWDRTGSGDPFDARYVILVTDAGPKDPRDPNARSEIGPVEIQRDAEGRNIVIMTLHLKTDAGAANHDYAAE
RYRQLSRFAGRQFYYPIEGGSEQAFEDTVTALVTALTDHVRMALGQAQVLAPEDRDEDLEFLGHALQLAWLGAREGTRAP
DVFESWVTEKAAEKPRALALEPRLLVTKNEMATMAELLDNLVRLAEGTRGEEEARGFFRQVRGVIAQMAQNPDRLVATDA
DSLGGALEYLERLPYRSQLLQTDEARWMSGPMVRREIIDGMRQKLTQYRKWLYDPSVWTALYEGAPDGEQVFAMPFDILP
>ANB38909.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MEAALDIRDLGVSLSDGDRGFALRVPELRIAAGETVGLTGPSGTGKTLLLELLGLLRAPEPGGIYRLRPAEGPARDLAAL
WTGRGGLAPLRGRLFGFVPQTGGLLPFLTLAENVALPQRICARPDPGLVTDLIARLGLGPVAGLRPERLSIGQRQRAAIA
RALAHRPRFVIADEPTAALDPENAAEAMSLLFETAARSGAAVIVSSHDLDLLKRFSLTRYRLEIDPDHAPGRPVSRLIAA
ADGQEAA
>ANB38910.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRLLVTLALRALFRDWIFLLCNVAVLAGVIVPLLVLYGVRNGVYDALIGDLMSNPATLQIDTAGNQSFTPADLAEVQGWE
DVGFATLKTRSIFDYVNVRATGGRGRQEALIAPSGRGDPMIAPLPGLGADEVAVSPALAAQLGLAPGDRVEIFTQAENRP
RQLVLPARLAGVLPEGRLDGRVVMADIAMLDLIEAFYDGYALPEHGIDSGKPLADRTESFEGMRVYASALDRLAPLQDRL
EARFGIRTQARTAQVTSVLALGRNLGLALALTVAVAAAGLAASLIFGFWGEVVRTRRTLANLGLLGLPQWQLSLFPVIQA
LVTAVAGLFVSFLLFHLTAALAERLFETGLTDRGGLVSVSAGQAATIAAAVIAFVGCASLAAARAALATDPATVLREET
>ANB38911.1 hypothetical protein A6024_13885 [Rhodovulum sulfidophilum]SNK001
MRSAALCLSLFLAAPVAAAPVTWDKAQYDPAAGTAPADLILPMPCGGAMAFQRVVVPVEADDPLADRRIRVGQSDPETGY
SDYLRTAYLRGAFPGPAPGDSVYYIARYEMTRAQGRALTGDCSPPKRIDRTALGGLSWFRAVELSQRYSEWLLAEAREAL
PPETDGRAYLRLPTETEWEFAARGGAAVDPTVFPSRRFFGEGDLFDYAKVVGSARGALLPVGLARPNPLGLYDIYGNAEE
LMLEPYRLNAVGRDHGQAGGLVTRGGSVLSAPAQVYSAERTEYPLYSAADGTATAGKTFGLRLVLSRSVAWSDPVLREIK
AGWIARTEKTARGGPDQTPLGTLAEMIDEEIDPRRKAALQDLQLEVRRSDEEATAAFGEAAKSTLLNGAVLVGAMRAGQT
EEARMSSELIGIADQTRLCARAEQCSALRSAGSRLMTKLDMLRDVQKTYLLSLRSAVESLTEGADPKLTEDAMRLLQGEL
SASGQRQILDNLARFAALLEAYRDKPDMSEEELRLLVLSH
>ANB38912.1 potassium transporter TrkH [Rhodovulum sulfidophilum]SNK001
MNVVVFANGLVLGLLALMSAVVAAIYPETRPIFGEAAFQLGLIGTLVAMASRPSFETLRLPHAFMLTASVWLMAAAGGAV
PLYLWKLSAADAFFEAMSGITTTGSTVMTGLDGTPRGILMWRALLQALGGVGFIGTGIALLPVLKVGGMQLFRTESSDKS
EKELRNATQFAAATLLVYVSLMIFCGVLYRAGGMSVFDAATHAMTTLSTGGYSTHDASFGFFASPFLQWTCTLFMVLGSV
PFSWYIRSVYHGKFRSEQVSAMLKTLAAVILPLSLWLMLSTDLPLPAALRLVAFNVVSVVSTTGYATTDYTTWGPVAVTA
FVILTAVGGCTGSTSGGAKAMRWVIMYRLLREGIRSVRYPHGVYRIRYEGRVIDEDIVSSVIGFFSIYALSFAVIASLLT
LVGLDAATAFSGAITALANVGPGVGDLIGPAGTFQSLSDKAKTILAIGMYLGRLEMLTVLVLLTPRFWRSLE
>ANB38913.1 epimerase [Rhodovulum sulfidophilum]SNK001
MTDTALSPRPRRIFLLGATGTIGRATLDALLARGHEVVCFLRPRAGDDPGRGLPGAARVRVGDVTDPASLAADGFRGERF
DALVSCLASRTGTPRDAWAIDHEAHSHALAAARAAGADQAVLLSAICVQKPLLAFQKAKLAFEAELMASGLTWSIVRPTA
FFKSLSGQVERVRAGKPFLVFGDGRLTACKPISDADLGRFMALCLDDPELQNRVLPIGGPGPAITPRDQAEELFRLLGRP
PKIKQVPVGVMDGIVALLSALGRVSPKLRDKAEFARIGRYYGTESMLLLDPETGRYDADATPEYGSDRLFDYYARLVSGA
ERAELGAHAAF
>ANB38914.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]SNK001
MPAYRSRTSTHGRNMAGARGLWRATGVKDGDFGKPIIAIVNSFTQFVPGHVHLKDLGQMVAREVEAAGGIAKEFDTIAVD
DGIAMGHDGMLYSLPSRELIADSVEYMVNAHCADAMICISNCDKITPGMLMAAMRLNIPAVFVSGGPMEAGKVTLGDGRT
VSMDLIDAMVAAADDKVSDDDLARIEAAACPTCGSCSGMFTANSMNCLTEALGLSLPGNGSTLATHSARKELFLEAGRRA
VELCRRWYEQDDASVLPRSIATKEAFRNAMALDIAMGGSTNTVLHILAAAQEGDVDFTMDDIDALSRKVPCLCKVAPNTA
NVHVEDVHRAGGIMSILGELDRGGLIHRDCSTVHAPTLGAAIDKWDIGRSNSDEARNLFLAAPGGVPTQEAFSQSSSWPS
LDTDRKAGVIRSVEAPFSKDGGLAVLKGNIALDGCIVKTAGVDDSILVFSGPARVYESQDAAVSGILTGKVQAGEVVVIR
YEGPKGGPGMQEMLYPTSYLKSKGLGKACALITDGRFSGGTSGLSIGHASPEAASGGAIGLVQDGDLIEIDIPNRSINLA
VSEEELAARRAAQDAKGWKPAAPRKRNVSQALKAYAHFAASADKGAVRIVPE
>ANB38915.1 lactoylglutathione lyase [Rhodovulum sulfidophilum]SNK001
MISALDHLVLTTTDEEACLAFYVGVLGLRLETFGAGRKALCFGSQKINLHVKGHEFEPRAHLPVPGALDLCFLADRPLDA
VIAALAARGIRPIEGPVARSGATGPIRSIYLRDPDLNLIEISEPA
>ANB38916.1 hypothetical protein A6024_13910 [Rhodovulum sulfidophilum]SNK001
MLLLDDTALACLLKRDGAVAAAAFSASGRRARMVSVALRARGSGIVCGTEEAARMFALLGCAADTAIASGTRAEPGALLI
AARGPAEALVGGAQAVQTLLEWASGVADCAARILRATRAADPAVAVACPRKAIPGARPLALKAVAAGGAAIYPALGSEAA
LVLSDCRALGGRAAPGERIAGLRQAAPDGRVTVEVRDGDEALAAARLGADRLLLARMAPDAVAATMRALGPDWPGEALAA
GPITEGAAPAYAQSGVHALVSSAPYHALPAEIDVVFEPG
>ANB38917.1 hypothetical protein A6024_13915 [Rhodovulum sulfidophilum]SNK001
MRSTGIVSENGYRLRRLVRAGLVWLLAALVLMLGHPSQARAQLSGSSPPAIVTGWLDNPPFWKMTPTGELVGFTPRLIAE
IRNLTGLRIEPRRYDDMQSLIAAQIRGESQLMFATARLPSLEANHVFTEPIARAHVHLFVLTENANRPDYVTPVGKRIGT
IRQYAGSDTSGLLENNRTVLFDEPATMLLKLLSGEIDAALMAEDWVMGMVRSVRLDHRIAAVGPPILEFNRVIAIHNSRA
ELLEPLNRAIATLRASGTLEDLRRRWLLEAAPPQPDILTVGVVNLPPFSEARDDGTITGFSVEVMRDLGEILGIELRFQT
VSPEDWARGPQSPIDILPLIGITPERELRMDFALPIQAIDLGVFVRSGRQDKFDGLSGLRVGTWRAGVANTVAKRNASDI
RHFDDYRDLLTALFEDRIDAIVAERGMLSRIAGEMKRGDDIAEAPFPRQRIFLAPALRPGLPTVREALNLVIPGYLASQR
YQDLRATWLGTAPFWTDRRILLTLGGFGLLMVLAIGYIPVQHHRIRQERLRFTADMVERIPLGLLMVASNGRIEFVNSAA
KAISPSGPDLIREGADYRQAVRALIKADARHWGTNSPAALAADLSGPSRRDGHSHEFQTADGEIFRWSSFALPGNTILVM
VLNVTRERRHLAEIEDLNAELRAQIAIVQRTNAELRDFAYATSHDLKSPINTLMLIADALTEASTDRLPDEDLALIEDMH
EILARMARMIRDVLDYTRAVGVGGEQTSDTIELSGVVGDVMKDLAADIVASGARLHVGDLPRLTGNPRQLHQLIQNLISN
AIKFRLPGTTPEIDIETVAAPQGMVAFAVSDRGIGIEPKFHDRIFHLFTHLNDTDLYPGSGLGLAICQRVALNHGGRIMV
QSTPGAGSRFTVFLKEKQGDKHIDDGRRLSVRTQDGQAPHSQDRPRGNDAGIRNGRGGH
>ANB38918.1 hypothetical protein A6024_13920 [Rhodovulum sulfidophilum]SNK001
MAEEAIDYLRDPSCPKIDVVILDINMPRMNGFEFLERIYEDLPGHLRNSVVVILTSSECAADMRQAERFPMVRSFLRKPI
GENEISHLDKLVNA
>ANB38919.1 hypothetical protein A6024_13925 [Rhodovulum sulfidophilum]SNK001
MAQSAPTCLVVEDTAFDRMIMERKLAAYAQPLQVRFVSTLAEARNCLSEMPISIIFLDNSLPDGKGANFALELAAHRNWM
KIPVVMVSDWPSPFMPAKAKAANVVAIWTKTEFTALTVAEVLKSRGLTA
>ANB38920.1 hypothetical protein A6024_13930 [Rhodovulum sulfidophilum]SNK001
MRDLDVMIIDDDAGDRKLIRRFLERSGMCRTICEAELVHSALDHVAETFDAVFLDYVMPGENGLDGLETLRQKWPTAAFI
LMTGQGDEQIAKSSILAGAADYTPKSRINQTGLERMLVRAVEVVRLAQRVEEQRQELLTFSNVLVHDFRAPIRSIRFICE
QLDEELGGAQSSELRKLMELMKKTATQMSQLVEALASHIRTDADPVFECISVSDLVENALSFLDHDIRESGACIDLDLPD
IDVFCSPAMMAQLIQNLVQNAIKYSGGGLPNVRIVARRLDNGDVLFEIADRGVGVPEEYRQRIFEPFQRLAQASNMPGTG
LGLATCQKIVKRHGGRIWCDANPYGGTLMRFRMPTGRKPFDSVTLKVWKTRSDGAAVIR
>ANB38921.1 hypothetical protein A6024_13935 [Rhodovulum sulfidophilum]SNK001
MNQRPNLSTARAPLNLLMVEDDDGDVKAVRRALYRAGIEATMIRAVDGVEALSIMRGRARPHPSIPYIVLADIQMPRMNG
LEFLNELRKDCSLKQVIVFVLTTSNNDQDKRKAYEAGISGYILKQNAGQDYRPLIETLDRFWNIVSFPDVRPSEE
>ANB38922.1 hypothetical protein A6024_13940 [Rhodovulum sulfidophilum]SNK001
MAIGGIIARRRLGLSAKLALLALVVVLTATLVFSAVTLFGSQWYRQAALSRMEFAGAFFSERVLRELELMASDAGNLSVL
PEIGAVADGTTRGANGTGSDDEGQVYWRKRLEAVFESVLLTRPHYTQVRYIGRENNWREIVRVHRVGDRIEVVAPGGMQS
KGNEPYLADRKALNAGLPFFSRITPNHEHGREVGPPTIRFVVPVLGTAGTVGGALVINADFEWLLRAANLHPSDGFSVTV
MTSSNDYMIFDPVTGPGRLRFHDTPEWNPAELPDLAGIGGGDMADTTEIGWRRAFNVTSLPSGSPSRGDRLSLRTDIFVV
TELPTRLLFAPLRQQLFCGLAAAIVLSVGAASVAWIIGKQLTAPLHRLAQGLRKCDLGEDMSDLIPTTNDEVGELARALV
SLNDRLYQKSTKLNAIFSEAADGLITISEAGVIEEVNAATARIFGYDAADMVGRNVSILMSEEDAERHNDMLRRRIGRRE
QKRLIAGREVAGVRKDGTQIIVEISVASARQTGGSRYIGVIRDVTSRHEQQARSEALVKALERSNADLDAFAYFASHDLK
APLRVIDNASAWLEEDLAPYLNEDTRDSMDLLRSRVARMERLLDDLLNHSRIGRIEEKAQIVEGRDLFDELRGLLQIPDG
FSFEATPEFMDLRIPNMPIKTVLLNLLGNSLKHHDRETGFVRLSGYETDTAYHLSVTDDGPGIPPKYHAKVFEMFQTLRP
RDEVEASGMGLAMVLKHIQLAGGEVRIDSDGSRGTTINLVWPKAARADKATGRAA
>ANB38923.1 hypothetical protein A6024_13945 [Rhodovulum sulfidophilum]SNK001
MLRRPAERTFGVLMLDDNEIDRMRLKQLCLRAGLSFRVREAADLDDFRRALDEAPYDMVFLDYDLKMDTGLDALELLKAH
PAQAEAIAIMITSTDAPATVVEAMRSGCSDFLVKDELSISMIRRAVTAAIEREIYRAAILREHEARVSVERMLERFSAVC
AADIRGMLSGMLRKIRGVTQSVEGHAQISQEVAEAERACMELFEYLENMNGILALEVDPGRERLSR
>ANB38924.1 hydroperoxidase [Rhodovulum sulfidophilum]SNK001
MDGNDRPAGTCPVLHATFGGQSNRDWWPNQLNLRILHQNPSAANPMQPGFSYAEAFGALDLNAVKSDLRALMTESQDWWP
ADYGHYGGLFIRMAWHSAGTYRTADGRGGGGTGNQRFAPLNSWPDNVNLDKARRLLWPVKKKYGNAISWADLMILAGNVA
LETMGLRTFGYAGGREDIYEPEEDIYWGSEREWLATSDKPQSRYSGDRDLESPLAAVQMGLIYVNPEGPDGNPDPLASGR
DIRETFARMAMNDYETVALTAGGHTFGKCHGAGDAALLDAEPEAAPLQAMGLGWLSRHGSGKGADAITSGIEGAWTPNPT
TWDMGYFDVLFGYDWELTKSPAGAWQWTPKDLKPEDHAPDPKTGERNRKIIMTTADMAMRMDPIYEPIARHFHENPDEFA
DAFARAWFKLTHRDMGPKSRYLGAEVPSEDLIWQDPVPPVDHPLIEAADIDALKAKILGSGLTVAELVATAWASASTFRG
SDKRGGANGARIRLAPQKDWEVNEPERLTRVLEVLEGIKAGFDARATGGKRVSLADLIVLGGSAAVEKAAAEAGTPVEVP
FAPGRTDASAEQTDVASFEVLEPLADGFRNYQKGACSVTAEELLLDRAQLLTLSAPEMTVLVGGLRVLGANVGQSPHGAL
TGRPGQLTTDFFVNLLDMGTAWAPTDADETLFEGRDRASGAVKWTGTRVDLVFGSNSQLRALAEVYAQDDAGPAFAADFA
AAWARVMNADRFDLV
>ANB38925.1 peptidase M48 [Rhodovulum sulfidophilum]SNK001
MLKLTPILLATLYAIAMYRFSAWRTGRELDAQSSELADARLKALTDRMAKALDLQRIRVNIYEIEPVNGLAAPDGRIFIT
RGFHDRYHAGEVSAEELASVIAHELGHVALGHSRRRMIDFSGQNAMRTALAMVLSRFLPGIGVYIANALASLLAARLSRQ
DEYEADAYAAALLTKAGIGTAPQKTLFAKLDRVTQSRGGAMPAWLMSHPKSADRIAAIEALEARWAVPETP
>ANB38926.1 hypothetical protein A6024_13960 [Rhodovulum sulfidophilum]SNK001
MSVDTQCLDFVETLRAQTSFDSLWRVFNDHLHSHGVSRIIYAQTPAVRSRTISQEMLYRSTFPADFTHLYAEKGMIDHDP
RALYCDSGAEAPLYWAHPDARLDTDPASREVLDLCEDFGVSFGLTLPLKGASALNRSGAGLAFSARSGDEAADILATSGS
AICAATRLFHALAQTPAIAPGSVRLSLRERECLLWAATGLRNKEIAFRLSISEKTVEHHMASAMTKLHAMNRTHAVARAL
IFGLIVP
>ANB38927.1 PIN domain-containing protein [Rhodovulum sulfidophilum]SNK001
MKVLLDACVLYPTVLREILLGVARRGGFTPLWSARILEEWARAARKIGPTGEAQARAEIALLRAAWPGAEVAPRAGLEAR
LWLPDPNDVHVLSAAIAGGADLLLTFNARDFPGHLLAAEALRRAAPDALLMDLWLADPEPVEATVAEVHDAAERIAAETL
DRRALLKRARLPRLGKALDTPRG
>ANB38928.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SNK001
MSIDYPTIRLMPKAEARAIRHGFPWVYSDELVMDRRTRALAPGSLAVLEDTERRPLGLAAVNPLSRIVARVIDRDPEAEI
DSAWFAARIGQASRLRERLYQQPFYRLVHAEADGLPGVVIDRFGDTAVVQPNAAWAELRLEALVEALRQVTGVGTVVKNG
SGRVRGLEGLAEETLVLTGALEGPVPVPMNGATYMADLTGGQKTGLFYDQRPNHAFAAGLAQGARVLDVFSHVGGFALAA
LAAGAESALAVDGSEPALALAEAGARASGLDARFATRKGDAFDTLAALDAEGAQFDLVICDPPAFAPSKKALDAGLRAYE
RVARLAATLVAPGGYLVLCSCSHAADLAKFRAASARGIGKAGRRGPIVYTGFAGPDHPVLPQLAESGYLKALAFRLTE
>ANB38929.1 phosphogluconate dehydratase [Rhodovulum sulfidophilum]SNK001
MPLHPVLEEVTQAIASRSAETRAAYLDRIGRAADQGPARAHLTCGNQAHAYAASGEAKDRLAVGRAPNLGIVTAYNDMLS
AHQPFERFPALIRDAARTAGATAQVAGGVPAMCDGVTQGQTGMELSLFSRDVIALSAGVALSHNCFDAALFMGVCDKIVP
GLVIAAASFGHIPAVFLPAGPMTSGLPNDEKSKVRQKYATGEIGRDELMQAEMESYHGPGTCTFYGTANSNQMLMELMGL
HLPGASFVTPNTDLRDALTVAGAQRALEITALGNRYTPAGRVLDERAFANGIVGLMATGGSTNLVLHLPAMARAAGILLD
IEDFARLSEITPLMARVYPNGLADVNHFHAAGGLGYMIGELLEAGLLHPDTLTVAGEGLARYTQEPKLVDGRLTWSEGAG
ESLNDKILRTAADPFQKTGGLRALDGNLGRGIIKISAVAPERHVIEAPARIFQDQEEVKAAFRRGEFTSDTIVVVRFQGP
RANGMPELHALTPTLSVLQDRGLKVALVTDGRMSGASGKVPAAIHVSPEAADGGPLARLRDGDVIRLDAPAGRLEVRTEG
ALDRAPVTPDLSANETGLGRELFAAFRANAKSAAEGAGIVV
>ANB38930.1 keto-deoxy-phosphogluconate aldolase [Rhodovulum sulfidophilum]SNK001
MTPNAASEITEEICRRAPIIPVLVIEDAARARPLAEALIAGGLPVLEVTLRTPAALDAIREMAGVEGGVVGAGTLLTPAD
VEAAAAAGATFGVSPGATPALLDAARAGDLPLLPGAATATEAMILLERGYTVQKFFPAEAAGGAPALKALASPLPQIRFC
PTGGVSPANAASYLSLPNVICAGGSWIAPKDKVAAGDWDAITALAREAAALPR
>ANB38931.1 adenine deaminase [Rhodovulum sulfidophilum]SNK001
MVQPLSDLIRQGRGLVPADLVLKGGQVLDVVTGETVPGDVAICGETIVGIGAEYDGRETIDVSGLTLVPGFIDTHLHIES
SLVTPLEFDRCVCPRGVTTAICDPHEIANVIGVEGIEYFLEAATRTVMDIRVNLSSCVPSTGMETAGARIEAADLLPLRD
HRQVIGLAEMMNYPGVLMQEPGVLAKLEAFRDGHVDGHAPLLSGRDLNAYIAAGIRTEHEATTAAEAREKLQKGMRVLIR
EGSVSKDMAALRPLLTELSSAYMCLCTDDRNPLDIAEEGHLDHMIRWMIAQGTPVLAAYRAASLSAAEAFGLKDRGQIAP
GKRADIVAVADLAECRAQLVLSGGRAATAAAFAAREAVAPVGRGSVTAPKVTAASFRAASNAAETHVIGILPGKILTEHL
VEDMPPEGGEKRADPERDLAKVAVVERHGKNGNVAVGFVRGFGMQRGAIASTVCHDHHNIVAVGMSEADMALAATRLSEI
EGGFVVAEGGKVLAELALPVAGLMSLETFETVEARLKDLRAAAKSLGVVLEEPFLQLAFIALPVIPALKITDRGLVDVEK
FEIIG
>ANB38932.1 hypothetical protein A6024_13990 [Rhodovulum sulfidophilum]SNK001
MLVKIFWSLVFAVAFSLSINSGGLADLEAQLRAMPVGFDVIVRGGLPGEGERRAVTLLAALLVLGLFARRFNGWPNGARG
PVGFPEHGPRYFTTRFRFCAWALLYGSVIAGAFLVVVFFPTLADQAVALLFPVMPGNPFLSQIDKVLPSAPPGGGTQWSL
AAAVGIAAAFYTSDWERMLRERFQNNALIPRQAEQLFEEFTRFEAVVPVESHFGDRFMMQFRERDDLPTYHRIDLDPEQA
ELAQMRLERLARVEFMHWRMTQGDLPEEVAARLAEHVPLRQRLLDKLAAIRDEALAIDLQLVQVTNLLLCHLVEAQRPDF
RRRLGQAAGLDCEQDRIETFPVSRLDDVIPVLEDELRRIAEAEPVPMGWQGEGDGAAGQAIEALQEQVASLRALLPLCVT
GLEVQRGRLRDLSARLEDLWCETLRFAICIGLAAPYASGKRFFCALGLRARMGYDVNLSIVLAVPMGLCFFCAVALLSGQ
SSAHAPGANLEGAELLQRVRMLLGGMKIAATERPLWLILGGFFIGWPLLQGCYVGSALAHGRQTEGGFGRPGALRPLDYL
ISFVMIWSVLVPGVAALIYVLGFSAAFPDVYVGALAYAPVSALWGVMVSITSMRAFDTQAEGPAIRIWESVIFLLLVAVG
VVVAEIWIGSVDPESDTPFNAGRFWNLLFLASALTMVLIGAILLATSSKVSGKLRRMQGARLTPLRPAYPA
>ANB38933.1 hypothetical protein A6024_13995 [Rhodovulum sulfidophilum]SNK001
MIRNCFIAIFIFTVSGQPGPAQSRDRAADGVCSATIRVGLREDAPPFSFRINPEARAPDLSATCGYEEEGLLGGYAGYTV
GLCRDYLLDLLSRCRGAGPQVEAVPVAVDKRHDALAAEAPPFDMLCGATTATVTLAASVPHSPYTFLTSTSALVNARFAQ
AEGTSCRVGVVNGTTSAPGMQDRVLDPRRIETWQEFIRRNKSCSLDGLERAVGFDSTAEAILALRAPGPKGIDVLVGDHH
ILAWYWQHLDKLPRRMELPEAIAARFEALDDSETETTASSLARFKDELRLIPAAISIEPYAVVAPPGKAALIADFSRFLT
ARQQDRNGEYTRRLRQCFGRQIDRSFWFLMEFQSKVRDGNPLK
>ANB38934.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MLATISRRSLLTGTAALLGSTALWGRAHAAGGGRLIVAADSEPRQLNPAIVASNGVFFITSKVIEPLAEASYAPGGLRPL
LATGWEGSEDGHSVTFTLREGVLWHDGTPFSSADVAFSAMEVWKPLQNIGRALFANLEAVETPDPLTAVFRFSQPMPLQL
IANALPVVSSVLPKHLYAGTDIATNPANAAPIGTGPFRWGKHRPGEYYLLSRNDSYWGEGLPLLDDIVFRVLPDRAAAAS
SLEAGEVHLAAFSAVPLSDLDRIGRVPGLEVVTKGYEALTYQLTVEINHRTEALSKLKVRQAIAHAIDRDFVLKTIFLGY
AEAATGPVPANDPTFYTPDVATYPFDIETAKALLDEAGYPEGPDGTRFGLRLLPAPYFSETRQFGDYLRQALAAIGIDAR
IVPHDAAGHIRAVYTDHAFDLAIAPTVFRADPAISTTILLRSGMPPGVPFSNQGGYADPELDAVIDEALVTLDPAARVAL
YKKLQRMVAADLPIINVADWSFTSVVSDKVTGVATNPRWVVSNWADTGLSQ
>ANB38935.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MPRMIRIVLARLAGSLPVLLIVLVGVFLLLDRAGGDAVDAYLLSMGGGDAQMAAGLRAEYGLDGPAWKRLAFTLGQYARG
DLGWSLALNRPIGALIAERLPNTLWLMGSATALSFLLGSGLGVLAGRRPGAMLDRLLSGGSLVLYSIPSFWLGLVLAIVF
AVQLRWLPVSGIETIASGKTGLARAADIARHLVLPVAALGMIYLALFLRIMRAGMAEAWGEDYTLAARARGLSDWRITLN
HAARNAILPLVTMLGLQSAAMLGGSVVIESVFAIPGFGRLAQEAVAGRDAPLLLAVILTSALMVVIANLMVDLAYGWLDP
RIGAGGGSDRG
>ANB38936.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MTPLLTLTALGIRYPGARIPALSDLGLALFAGEKLAVIGESGSGKSTLARALAGLLPAGTEVSGRIDWTEPLPRPGRDIG
YVFQDPGGSLNPLLSVGRHLDEVLRTHLPLSRKAARTRAAELLERVRIPDPDRALAAYPHQFSGGQRQRIAIALAIAAGP
RLLIADEATSALDVLVQAEIAELLRGLVEAEGMTLLFITHDMALAGGLADRIAVLHDGRLIETGPAARVLHRPREAYTRT
LLAAHLDLSSPRLVGDAP
>ANB38937.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSPLLDARDLAKTYPGPRRIRALDGVSLTIAPGETLGLIGPSGCGKSTLARVLTRLTEPDAGEIRFDGQDWGALRGRALR
QARGAMQMVFQDPAAAFHPRATVAGALSEPLRLHRIAPRPDWPEHVARLLSEVGLSPDLARRPVEALSGGQRQRVAIARA
IAPRPKLVLLDEAVSALDASLRFHVLELLARLQRERGLAYLFVSHDLAVARALSHRIAVMEAGRIVETGPTEALLAAPRS
EILRRLIAAVPEIPAEEALP
>ANB38938.1 aspartate aminotransferase [Rhodovulum sulfidophilum]SNK001
MTALPAPFWLPLPDAPDFPAEGFAPLADAIGRLMGTRNDVLLVQGEAMVALEAVASSIGAPGRKVLNIATSPYGQWFGAW
LRRAGAEVTEIAGRAPGHPVAAATVAEALVTDRFDLVALVHAESATGILNPLAEIAALTRAHGVLLAVDAVASLGGHPLA
LDALGIDIAVMGPQKALGGPAGTSAIAVSPAAWERIAPPGAAPSILSLGDLRAHWLETGRGALPGTPSALEFHALAQTLA
RVEAEGPEAIRTRHARAAAAARAGARALTGTEWVPPAEASALVTALALPEGLSAAGVLAHVAGDTLSAGTGAAGARVIRL
NHTGPRARLDNVLGDLARLGAALAAAGWPAPTDQALAAAETAFREAAKA
>ANB38939.1 phosphoglycolate phosphatase [Rhodovulum sulfidophilum]SNK001
MRPPRTLLLDLDDTLLTAYRQPERTWAAIIAEHADALGEHSTRWVTAEVLDRVLSFLSDEEGRKLWRLEGDATRRRVVRS
AFHRLNLARPAGSDPLHGIDADRIADRFETYLEEAITLKPGARGMLEELHARGLRLGLLTNGSGARQRAKLARFGLAPFF
GAIQIEEEAGFGKPDPRAYLRLLARLDTAPGEAWMLGDDPVWDVTAPAALGLTAIFYDETGRAPLPRGAAARIARLDAMA
GLLGRCPVRAGPPRRIRP
>ANB38940.1 hypothetical protein A6024_14035 [Rhodovulum sulfidophilum]SNK001
MDHTAGRCPFAAQRETHSGFHPLHLRRSILNREVLRPVLRQLGLETMPHDPHVTLAHSTVPVDWGLKVFEPDPHRIAITP
QKPRFERGAAGGVDLVFGAPELEARWQALRDAGAVWDLPPFVPRVAFGPAPAELPSICFFTGPVLFGPEWRATPDCVKAD
APQSSAKA
>ANB38941.1 hydroxymethylglutaryl-CoA lyase [Rhodovulum sulfidophilum]SNK001
MPDRVEIFEVGPRDGLQNEPRAIPLAEKIALIDLLSGAGFRRIEAASFVRPERVPQMADGAEVLAGIRRAPGLRYAALTP
NIRGYDRARAAGADEIAIFASASEGFSRANINASVDESLRRFAPVAVAARADGLPMRGYISCVTDCPYDGPTPPGAVAAL
AERLLALGCYEISLGDTLGSARPETVGAVLRAVLAVAPPERFAGHFHDTGGRAMANIEVALDAGLRVFDAAAGGLGGCPF
ARGAPGNVATERVAARLAALGLRTGLDPDRLAEAAGFARRMRGGPSGAGSFA
>ANB38942.1 3-methylcrotonyl-CoA carboxylase [Rhodovulum sulfidophilum]SNK001
MFRKILIANRGEIACRIIATARRLGIRTVAVHSTADARAAHVAMADEAVAIGPPAPADSYLRADRIIEAALKTGAEAIHP
GYGFLSENPDFVTAVEAAGLTFIGPSAEAIRAMGLKDAAKALMEQAGVPVVPGYHGADQDDAHLEGAAEAIGWPVLIKAV
AGGGGKGMRAVARPADFAAALASARSEAGAAFGNEAVLIEKLIERPRHLELQIFGDGTDAVHLYERDCSLQRRHQKVIEE
APAPGMTPEMRAAMGEAAVRAARAIGYRGAGTVEFIVDASDGLRPDRFWFMEMNTRLQVEHPVTEAVTGLDLVEWQLRIA
AGEGLPLTQDRIPLTGHAFEARLYAEDVPAGFLPATGTLAHLEFPETVRADTGVRTGDTISPWYDPMIAKIVAHGPTRAV
ALNRLARALEDTQVAGTVTNLAFLGRLARHPGFARGEVDTGLIDREIDLLAESPAPARVIDAAALLEAAAPPAGPLAGFT
LWAPLRRRVTLRRDGEEVTGTLLFEGPARATVEIGETVLDARLGPEGWRIDGALPGAVLRAGGAIHVFAGADGSFSFTPV
DPLDRAAAAGAGADVIEAPMPGLLKTLAVSEGDHVAAGQPLAVLEAMKMEHMLAAPRAGIVAEVLAAPGAQVEAGAALIR
LTPEEEDA
>ANB38943.1 methylcrotonoyl-CoA carboxylase [Rhodovulum sulfidophilum]SNK001
MRLRSAVLPTSDSFRANRAAHLEALREVSEAAALGAAGGGEAARARHVARGKMLPRERVANLLDPGSPFLEIGATAAHGL
YDGAAPCAGAIAGIGRVEGQEVMVLANDATVKGGTYYPMTVKKHLRAQEIAAECHLPCLYLVDSGGANLPNQDEVFPDRD
HFGRIFYNQAQMSAAGIPQIAVVMGSCTAGGAYVPAMSDVTIIVRDQGTIFLAGPPLVKAATGEVVSAEDLGGGDVHTRL
SGVADYLAEDDAHALALARRAVRHLNRERPATVRWETPEDPACDPEEILGVVPADLRMPYDIREVIARLTDGSRFDEFKP
RFGETLVTGFAHVMGCPVGIVANNGVIFSEAAQKGAHFIELCAQRGTPLVFLQNVTGFMVGRKYENGGIARHGAKMVTAV
ATAAVPKITMLVGGSFGAGNYGMAGRAYSPRFLWSWPNSRISVMGGEQAAGVLATVKRDAIERAGSSWSPEEEAAFKRPT
IEMFEAQSHPLYASARLWDDGIIDPRKSREVLALSLSAALNAPIPDTRFGLFRM
>ANB38944.1 hypothetical protein A6024_14055 [Rhodovulum sulfidophilum]SNK001
MKTSLLAIALTATALAGSAADAQSKGDWTFGLGLGYVSPKSDNGTLAGAESHVGDNARPTLTFEYFFADNWGVEVLGALP
FKHNINIDGVGKADTLQLPPVVSLQYHFVNSSSVTPFLGAGLNYTTFWDTDSALGDVDIDDSWGLALHAGLDYAIDERHS
IRTDVRWIDIDSDVKLNGGKIGTAHIDPWVFGVSYIWKF
>ANB38945.1 hypothetical protein A6024_14060 [Rhodovulum sulfidophilum]SNK001
MIQMRLPLILAAALAVATPALAQQYDFTPDATLACMKKQKMHGADIACVGNSARACFQKMKSPSVSDIAACQQAEAEYWK
ARMDSAYEHLLGLAEAADADFAKAQGEPQHATMVQDLRDEQEQWNSWQKTRCWVEAMMRRGTPYRTTAAAGCTMKQIAAR
AMFMESAVSYMENK
>ANB38946.1 isovaleryl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MFTATMEFDLDDDTRALRDMVHRWAQERVRPMAAAIDRDNVFPAELWREMGDLGLLGITVPEEYGGAGMSYLAHAIAIEE
IARASASVSLSYGAHSNLCVNQIKLNGSEEQKRKYLPGLISGAQVGALAMSEAGAGSDVVSMQLRAERRNDHYRLNGTKY
WITNGPDADTLVVYAKTDPEAGPKGITAFIVEKTMAGFSTSRHFDKLGMRGSNTAELIFEDVEVPFENVLGEEGKGVRVL
MSGLDYERVVLAGIGTGIMAACLDEVMPYMRDRRQFGQPVGSFQLMQGKIADMYTAMNSARAYVYAVARSCDRGRVTRQD
AAACVLYASEEAMKQAHQAVQAMGGAGFLADSAVARLFRDAKLMEIGAGTSEIRRMLVGRELMKAMV
>ANB38947.1 CREA protein [Rhodovulum sulfidophilum]SNK001
MPRPALLAALLAVLPLTAPAEEVGRVGVDWTGNDIVIEAIQDPDVAGVTCHVAYFSRSMLDRLSQGNWFEDPSNASIACR
QTGPIEIGDIDRSPDGEEVFRQSRSLVLKSIRIKRIFDAENQTLIYLAHARELSEGSAKMSISTVPLFNSAPR
>ANB38948.1 hypothetical protein A6024_14075 [Rhodovulum sulfidophilum]SNK001
MTSKHPQKGKAWPSAYRRASDASLSFTRRVAQGRAPRHAVPVLLVAGAALTALVTLLAVGAVPSASGRSPDATLTLGRDA
VPVDGAVLLAGEDPARAAPLVPVARPAAFARPDAGPLSTDGLGPVAEARALQGRQAGRALLAAYPASPGGTLLPTGIHVF
AGAPDLSPPARPDADAAPDADTLAQLRPPRRPLAAADPKRPRPRPAAIGNSAAATGPAAASDRPRSRPASAAMASSAPDL
AGLRPVSRPLALAEVEPAAPDALRPSTRPTARAGAASAASLVPSESAGHSMATVPVVPPAAKAAETAPGLRASLRPQTRP
AALARLARGALVPDGRQAVAPRAEPFAHTDIARGAHGCSTRLARGIPGRPRGALSGNAIGARMSGLHGGDRDALIVQQAL
AGNIPDFLRELTPVRVSGRLPGGRRADVTICVTPDYLALGSDADFVRVPMGLPAAARIADRFGFLLPTTRMVDAIYGQAR
MRLAPRPMQPGAQMSSTRYFLQHNRTVEGQTGGREGQLTAGQKKDLVLTNRLRSHPGRVAIYGWHKPDGHPIQPLSTVHG
AYYSDYSHGVRLVSQTAFVDGRPVSLASLLANPSYAQMLTGEGPIAAPERLMASLYR
>ANB38949.1 peptidase [Rhodovulum sulfidophilum]SNK001
MTYCVGLMLERGLVMMSDTRTNAGVDNVSTFGKMFTWEKPGERALVLMTAGNLATTQSVVSILDERTKAHGERDPSLFEA
PSMFQAARLVAATLKDVIAAHADVGQRADASFNATLILGGQIKGGAPRLFLIYPEGNFIEAGVDTPFFQIGETKYGRPIL
VRAYDAAMSFEKAVKVMLVSFDSTLKANLSVGMPFDLQIYETDSLQLGRRIRIDPQDAYFERISTGWGEALKSALDSLPD
FEF
>ANB38950.1 transglutaminase [Rhodovulum sulfidophilum]SNK001
MRLKIRHSTRYAFDDPVIYGLQQLRKTPKNGPEQRVIAWKTIVEGGRKELSFEDHHRNTVELISFERDVTELVVRSEGEV
EVLDTSGVIGPHRGPSPLWLFRQPTARTRAGPGCRALLREVKGESDLDRLHALLRVVHGAVGYEIGVSRPDWTAEEALAA
GKGVCQDHAHVFVACAREMGFPARYVSGYLMTDGVQYEASHAWAEAHVEGLGWVGFDVSNEMSPDGRYVRVATGLDYAEA
APVTGSRMGGSGEALSVEIEVAQQ
>ANB38951.1 A alpha-helical domain with a conserved ER moti [Rhodovulum sulfidophilum]SNK001
MLGKTANGLFWMYRYLERAENTSRLVETGQRIALTRLDSPDDEWHSVMQTGGVAKAYKRHHEAVTKEGAIDWMLRAKENP
SSVLSAISSARQNARVVRTALTHDVWGAMNGCYMEVKAALSRRVNERDLPAVIDLIKDRTALVRGTTQGTLLRNDIFNFA
RIGTFLERADNIARILDVKYYVLLPSTYSVGSSIDNVQWETILRAVSARGGFRMVHGGQVGPRDIAQFLVLDRKMPRSLD
FSVTKIRDNLEYLAFDYGVRHPSHDLAEALKQRFTAHDIDAIFDYGLHEFLQDVLGALSELGRQIEIDYRFYE
>ANB38952.1 hypothetical protein A6024_14095 [Rhodovulum sulfidophilum]SNK001
MNESQTFDEMWGREQVLRSPYERFHEWFEGEDIARLRAKQREAEEVFRLTGITFNVYGRAEAEERLIPFDIIPRIISGRE
WQRLSRGIEQRVKAINAFLYDIYHRQEIVKAGRIPEQMIARNEAFLPQMVGVKPPGGVYTHIVGIDLVRTGDNQFYVLED
NARTPSGVSYMLENRETMLQMFPELFSRNRVQPVQTYPLDLRRSLAACAPSDVDEKPTVAVLTPGIYNSAYFEHAFLADQ
MGVELVEGQDLRIVGGKVAMRTTEGYRPIDVLYRRVDDDFLDPLNFNPDSALGIPGIMDVYRAGRITIANAPGTGIADDK
AIYSYMPEIVEFYTGEKAILENVPTWRCSEPEALAYVLENLHELVVKEVHGSGGYGMLIGPTSTRKEIAAFRDKLKARPG
NYIAQPTLSLSTVPIFTRNGLAPRHVDLRPFVLVSPAGIKITPGGLTRVALKKGSLVVNSSQGGGTKDTWVLED
>ANB38953.1 uracil permease [Rhodovulum sulfidophilum]SNK001
MAVDSSIGTPDQLRDPNYTPALHKAIPLGIQHVLAMFVSNVTPAIIVAGAAGFGFGSEAGAQGFPDMTYMIQMSMLFAGI
ATLFQTIGLGPVGARLPIVQGTSFAFIPIMIPLVAGRGVEALPVLFTGVFVGGLFHALLGTVIGKIRFALPPLVTGLVVT
MIGLALVKVGIQYAAGGVAAIDSPEYGSLLNWSAALVVVFVTLGLKFFARGILSVSAVAVGILAGYLFALATGMVTFGGI
GDSWQRAAVLEVPLPFKYGVEFSFAAIIGFGLMAVVSAVETVGDVSGITKGGAGREATDREIAGATYADGVGTAIAGAFG
ALPNTSFSQNVGLIAMTGVMSRHVVTCGAFFLILCGLVPKVGALISTIPIEVLGGGVIVMFGMVVAAGISMLSDVTWNRR
NMVIFAIALSVGLGLQLEPKAVQYLPDTLQILMTSGLLPAALIAVVLNLVLPGELASEATEEVSGGMSGHGRGSLGQD
>ANB38954.1 Ureidoglycolate hydrolase [Rhodovulum sulfidophilum]SNK001
MLEAQPITPEAFAPFGEVVETGGDFKLINEGCCRRYSDLVTLDILDGRPGISLFQAEIRALPHDCTLMERHPLGSQCFIP
MQNAEFLVIVAPDEEGQPGPPSAFIAGPGQGVNIGRNVWHGVLCPISGSGLFAVIDRIGAGANLEEVRLKTTLRIRRARP
G
>ANB38955.1 (S)-ureidoglycine aminohydrolase [Rhodovulum sulfidophilum]SNK001
MSQYYAPTGGLPGQEVLHTGRAVFTEAYAVIPKGVMRDIVTSNLPHWRGTRAWIIARPMTGFAETFAQYVMEVAPGGGSD
RPEPDPGAEGVIFVTGGALDLRLGGLAHLMTAGGYAYLPPGADWTVENPGETPARFHWLRKRYQAVEGIDRPEAFFVNEA
DIAPNAMPDTEGRWATTRFVDPDDLRHDMHVNIVTFEPGGVIPFEETHVMEHGLYVLEGKAVYKLNRDWVEVEAGDFMWL
RAYCPQACYAGGPGRFRYLLYKDVNRHPALALGAL
>ANB38956.1 polysaccharide deacetylase [Rhodovulum sulfidophilum]SNK001
MTRYPRDLRGYGATPPHPQWPNGAKIAVQFVINYEEGGENCILHGDAASEAFLSEVVGAVPWPGQRHWNIETMYEYGARA
GFWRLHRMFTERDMPVTVYGVATALARGPEQVAAMQEAGWEIASHGFKWIEYKDFSEEDERAHMAEAKRLHAEVTGEAPR
GWYTGRCSAQTVRLAAEDGGFAYVSDTYDDDMPYWTAVGDRHQLVIPYTLDANDMRFSVAAGYGSGDEFYAYLRDSFDTL
YAEGMAGAPKMMSVGLHCRLAGRPGRAAALKRFLDYIRGFDGVWVARRIDIAEHWASVNPPVLWERPTAMDRDSFVARFG
GIFEQSPWIAGGAFELELGPAHDSALGLHNALARVFRSAGPEKRLEVLKAHPDLAGRLAAAKRLTEASTAEQASAGLDAL
SDAERARFEDLNRRYTERFGFPFIIAVRDHDKAGILAAFERRLENTADAEFAEACRQVERIALLRLKEILP
>ANB38957.1 5-hydroxyisourate hydrolase [Rhodovulum sulfidophilum]SNK001
MPGYLTTHVLDTATGAPAAGLRIALYRVSGNSHRKVAEVETNADGRTDAPILPPEAFRTGTYELVFFAGDYLERTGLATG
EVKFLDQIPIRFGMEDAEAHYHVPLLLSPYGYSTYRGS
>ANB38958.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MASINTIRMFVRVYELGNMSAAARDLQVSAAVASSRIADLERHLGIRLFTRTTRSIQPTEQGRIYYPKAVKVLEALEEAE
AAVQEITHHPRGSLYVSAPLGVGRRLIAPNVVLFQDRYPDIHVRLRLSDRRVDLAGEGLDAGFLLGDLPDSGLKVRALGD
CTRVLCAAPTYVARRGMPCCGADLIDQGHDCLLLRFPGSREFRWTLQTPEGPQSFNVKGPYACDDGDVLTAWALDGRGVV
LKPVFDVAEHLASGALIPVCEQTPPPDARLACLFPHKKNQDPKSRLFIEFMAERIKAALRRRAQIYQLPR
>ANB38959.1 cysteine desulfurase [Rhodovulum sulfidophilum]SNK001
MFDLSLVWDWLEFAVRWLHVIAGIAWIGSSFYFIALDLGLTRSRPLPEGVLGEEWQVHGGGFYHIQKYMVAPDHMPDHLT
WFKWEAYWTFISGLILLALVYWMGADLFLVDYDKIQWAPWQAIAISAGSLTIGWICYDLLCRSSLGRRPTVLMLILFAII
VAMAWGYTQVFTGRAALLHLGAFTGTIMVANVFLVIMPNQRIVVADLKAGRQPDPRYGTIAKLRSTHNNYLTLPVIFLML
SNHYPLAFASPYNWLIASLVFLMGVTIRHFFNSMHARKGRLWWTWAATAALFAAIVALSLWPTRDMAAPETEAALPAPLA
RIVASTGFGEVQEIVESRCAMCHTAEPLWPGLGQAPKGVRLDSAPTVARHARQIYRQAGLTHAMPPGNVMMMPPEERARI
VEWYRKLRSGAS
>ANB38960.1 integrase [Rhodovulum sulfidophilum]SNK001
MVKRTQRPYVSRRRVKGRTYYYFRRNDTFVRLPDNPDSPEFDHAYWACRSGRNVAAKTSFDALITSYLASPAFLAKAPTT
RSEYRRTLDQIRAKNGPKDFTRLRRRDVIAARDTHAEHWRKANAMVEMLSILARHARDLEWIDFNPAENVEKLKGGSYEP
WPPWALDAFPREAEGAALTAFHLGVGTGQRLGDLCKMEWSHYDGDAIAVVQGKTGQRLWVACPADLREYLDALPRTGRFI
IAKNMTQPLGKRTVQRLVEGVRKKIGATAYVIHGWRYTAAMQLAEAGCSDSEIAAVTGHRTLQMVQKYRAAANQRRLSRQ
AQDRRGRK
>ANB38961.1 hypothetical protein A6024_14145 [Rhodovulum sulfidophilum]SNK001
MNQVANRARNEAANAAKRRQRLRSAVAGLHPELAQNDAAILWMDDWLVEQGCGYRGSTWVERALAAWSSHMFDVNRAARA
RE
>ANB38962.1 hypothetical protein A6024_14150 [Rhodovulum sulfidophilum]SNK001
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEATWLRDREARLAHCRSIADLAGASA
>ANB38963.1 hypothetical protein A6024_14155 [Rhodovulum sulfidophilum]SNK001
MSIRAIKGKGVNRARVVCDGCGREEVVTCNYLHRPGRVWVPDAGQINRKMIGQGWAEVKGKLHCPACEAKRKATGMAKTT
TAPASNPDGALRQPTRAQKREIMDLLEGVYDTTAERYRQGDTDATVAEVLGVMPGWVAEIRDAFFGPDGGNEDIAGALGR
MEALERDMRAVAEEAARQRAAAEKKLAELSVLKVELDRIRVAVGPRALRKAGVAA
>ANB38964.1 hypothetical protein A6024_14160 [Rhodovulum sulfidophilum]SNK001
MTAAARIRVPPAPRTRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVTLERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARADRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRRNRKGVIV
QDAVRFTPCVWTPTQSQIAAARRAYLDWWGYLLEVQAALKGEELAQISLTGDMPPMTPWR
>ANB38965.1 hypothetical protein A6024_14165 [Rhodovulum sulfidophilum]SNK001
MLARFLVDRFLYRDATLIMTDRSLKMKDFKEQFIFRRVVCELVDVFSWVVVLGGVAITFVGFRDGGFYGHLLGGFYGSMN
ELAQLGYVEAEPSISARLVGAIPGGIVMGSGFFTMMMAHQAKSTLDIAAVARGMFELARMKEPVTKVGRDEPSVSRSSER
ASGV
>ANB38966.1 hypothetical protein A6024_14170 [Rhodovulum sulfidophilum]SNK001
MKLTAGVSSSDLRKLVSRLREVERKQMPYATMLALNATGEAVLEENRTLMQKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGARPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>ANB38967.1 hypothetical protein A6024_14175 [Rhodovulum sulfidophilum]SNK001
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAGARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>ANB38968.1 hypothetical protein A6024_14185 [Rhodovulum sulfidophilum]SNK001
MGLGAAARSTLIRKLNAGDLRGACNELPRWRFAGGKGVRGLLIRRNKARQLCHEGLDGIPAEVPFRWDGA
>ANB38969.1 hypothetical protein A6024_14190 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSIVRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVTRRRT
>ANB38970.1 hypothetical protein A6024_14205 [Rhodovulum sulfidophilum]SNK001
MFGRFTDVAPLIEAANGTAAMVINGIEFDEASALISIGGTYRKVGIIGPENTAGVIDITDNVELQEDGHPLYESLERVAT
QIIVDFREQYGMN
>ANB38971.1 hypothetical protein A6024_14210 [Rhodovulum sulfidophilum]SNK001
MKFLAHLAERLKEELAAPDAKGTERQVEIDMESLVKQAADEPKPDFYYASQTQQTRYKCDQCGEFNDIRGLYGYCAACGW
RNNIQMLTARFEEIRQSLNDGQAQPEAAVGQSVSAFDAACRDFANQLVRRIPMKPARKETLSRLVFHDIESDTFKRLKDI
FDMNPLKGIVEKDARFIRLMMERRHIYEHNAGVIDRRYIERSGDEDAVEGNLLRENRGNTHRLIGLLARMASNVSTDFHE
IFTPTEWPINSFKERQRRAER
>ANB38972.1 phosphohydrolase [Rhodovulum sulfidophilum]SNK001
MCTHADKQIQDQFPKPHVAKALLPHAFDLRDGAHDEAHLLRVWRNVERIASEEGGDIEILLAATLLHDCIWIDKGSSQRH
MASRLAAAKARDVLTGMAWSDDRINQVCHAIEAHSFSACVTPASLEAKILQDADRLDAIGFIGVARCFYIAGLRKASICD
AVDPAANDRPLDEDLFALDHFQTKLMKLERGFQTMTGARLAADRSAHVKSFYNGLLAELS
>ANB38973.1 hypothetical protein A6024_14225 [Rhodovulum sulfidophilum]SNK001
MAIPNSAAIPTTTVATLAEAPGFAGTATGCSAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFW
EPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDAARWGPWQSFDAADYSGRAFRFRAVLGVESPDYTIGITGLTV
TALQAA
>ANB38974.1 hypothetical protein A6024_14230 [Rhodovulum sulfidophilum]SNK001
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTDARALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEVTGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>ANB38975.1 hypothetical protein A6024_14235 [Rhodovulum sulfidophilum]SNK001
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>ANB38976.1 hypothetical protein A6024_14240 [Rhodovulum sulfidophilum]SNK001
MHLVPHWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB38977.1 hypothetical protein A6024_14245 [Rhodovulum sulfidophilum]SNK001
MRRILKRGAAATALALSFVGGNEGLKTEAYLDIVGMPTVCFGETRGVALGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEDLIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>ANB38978.1 hypothetical protein A6024_14250 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGRRS
>ANB38979.1 hypothetical protein A6024_14265 [Rhodovulum sulfidophilum]SNK001
MGPLAAEFQTILKTMPGLPGFNSFVTVEQRAALNDTLGIELTNGDFGKNLERMMEALMTAQQFCKTSTNTDFQEALKTVE
AVISGVKGFILQKCSEGMFAKGDETVVTLYRRFYQSLATRSRGLAPPWVFTTNYDLFNEKAMDRSGIPYSNGFSGTVERR
FNPATYRRALAEQLDISSKRWAAVDGYVYFCKLHGSVNWTEEETGLFPIRESAGRLDPTEDRVMIYPTPSKQTASFGSPY
SDMFREFQRQIVQDQSVLFVMGFSFGDEHINNIIFQGLTLPGFRLIAFLNPEDTNNPVTKELAALGDPRIWFIWGSDEET
GKKAHYFDSIVQDLMPTSADQKEEQAIEKVFKKLLSKQQDGNNGER
>ANB38980.1 ATPase [Rhodovulum sulfidophilum]SNK001
MARDDASRAIGKIVSVSADRLVVELHRGSDNFTVVGFDDVHYVATLGSYLMVPTQSEYVVLEVIGLREKDFSPAYGNGPE
MDKATAAKFLDVVPVGSMPVQGGSFKFGVSTFPPLYADALYARDEDLDRIFNVEQPADRQTKIDAEGAEKEGAVPHTIEI
GTSAVFKDYPVKAQIDALFGGHVAVLGNTGSGKSCTVASIFQSVFMKPDAFGALGASFVIFDVNGEYRQALDNLTLSINS
SFLKATDPGEEIGVSRRSLLGNEEVSRFRLPHWFMTVDEWALLLRASERSQQPALRTALGLTTLFAEQESGIVEDAAGIS
EIRNHVLAKTLLAILQTDASSPSKSDRLVAILASFRTDEISIPQIRHQLGVNYGSLADAIGLSEFLSEFVQDEPVLPTYA
NKPFSFERLQAALDLALHYEEANGNRQIRDYCSQMVTRLKSISDNPEFEFLRASVEELEEHDREPTHFVDRLLGIARDGG
RYRKERQLCIIDLNDASDEIIELASAVVARLIFDRMRRATPRNKMPVHLILEEAHRYISERPSRFAIDAGITFQRIAKEG
RKYGAFLIVASQRPSELSKTVLSQCNNFIVHRIQNPDDLSQIKQMTPFISETVLKRLPSLPKQHALIFGSAVKIPTTFRV
RDADPTPNSDDTQVRDLWYVPQNPSLHWKV
>ANB38981.1 glutathione S-transferase [Rhodovulum sulfidophilum]SNK001
MKIWGRDNSTNVRKVLWCAEELGLQYEHVPAGGAFGLVSTPEFRALNPNGLVPCLQEGSLVLWESNAIVRYLARQYGDGE
FAPADARTWAVADKWMDWASLSFAVPFRDLFWNLVRCTQEARDETAMLRGQKQCADLMRVADEALAERPWLSGEILGIGD
IPLGCIAYAWFNMPIERPGLPALESWYDRLSQREAYRKAVMTELT
>ANB38982.1 hypothetical protein A6024_14280 [Rhodovulum sulfidophilum]SNK001
MTIRAGKYFHAANILVAAVGAATGTGTIAVAGSTMSGVGSLLELAKNWPNSTDSIVRSVEQELVEALKDTHLSETQRRLV
PQMIEGAAISAETIMACARDADTITEQLLKGCPADPSHRNATAQDGFRRVVAPIVRRLLLDPSICDTLRPAHEMATAQIL
ACLQAKQKLQTSMLEEQTQGISQIRDMLFSLLTDRDTTADVLVALRAMGNSLPSLPEISANIEAALKTGDTLTARASLDQ
ALAYAEGHRHKAATAKAEAERQHKDAADAEARLILLDAELIWKAKNRLGALRRLKEAHGAAATPALRDEIDVLQVRRFNL
TIHLQQNFMQALAIARTTGMPEYDVVTFSTLIAKAPDFAQAEAVRAEMVAAGVKPNEVTFNTLIAKAPDFAQAEAVRAEM
VAAGVKPDEVTFNTLIAKAPDFAQAEAVRAEMVAAGVKPDEVTFNTLIAKAPDFAQAEAVRAEMVAAGVKPDEVTFNTLI
AKAPDFAQAEAVRAEMVAAGVKPDEFTFSTLIAKAPDFAQAEAVRAEMVAAGVKPNEFTFSTLIAKAPDFAQAEAVRAEM
VAAGVKPNEVTFNTLIAKAPDFAQAEAVRAEMVAAGVKPNEVTFNTLIAKAPDFAQAEAVRAEMVAAGVKPDEFTFSTLI
AKAPDFAQAEAVRAKMVAAGVKPDEVTFSTLIAKAPDFAQAEAVRAEMVAAGVKPNEVTFSTLIAKAPDFALAEAVRAEM
VAAGVKPNEVTFNTLIAKAPSHLAAMRLWRDMLRKGVKPNKQIVTSLMKSAASITDAKKIAGDFRRMGGQMDVQMFGCLM
VKTRDFRYLKPILDGLCKNGPQPDLLIWQHVILNAPDRATRLRLLNDMRKAGWEPDERMWQQLARRNVFATDLN
>ANB38983.1 biotin biosynthesis protein BioY [Rhodovulum sulfidophilum]SNK001
MTASTTAPAGAALNPLGLQNRPLAWKIGAVILGTVLLAASSYIEVPMFPVPVTLQTFAVALVGALYGWRLGGITISAWLI
EGASGLPVLAGGAAGAHHFVGPTAGYLFAFPVAGMIMGWLAERGWTGQRVGLAFVAMLTANLVCLTVGAAWLTTLVGAEQ
AIVAGVMPFLLGAVLKSALGAMVLKLICGRMTRKGG
>ANB38984.1 2Fe-2S ferredoxin [Rhodovulum sulfidophilum]SNK001
MTVRLRPHHLLCILTHVGEGYSPAFTANLAVIIGRIGAGEDVVIVDGPDEICAPLLDGSEPHCHRKSVVARDRAAADDIG
ELLALPLEPGTRLSLDEAVIQRFRREFAAGRIRSACGGCDWNPLCSSVAEGGYPGAFL
>ANB38985.1 3-oxoacyl-ACP reductase [Rhodovulum sulfidophilum]SNK001
MSKIALVTGANRGLGRNTALAIAKSGGDVIATYRSNAGQAQEVVTLIREMGRQAVALPLDVADTASFPAFVESLRSELRK
IWGRDGFDHLVNNAGHGEFALIEETTEAQFDGLFAVHVKGVFFLAQALLPLLADGGRIVNFSSGLTRISFPGFAAYSAAK
AAVEMLTVYMAREFGARGIAVNTVAPGAIETDFGGGLVRDNPEMNAQFAGMTALGRVGLPDDIGPMIANLLREDNRWVTA
QRIEVSGGQTI
>ANB38986.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTIAQSSFPLAQLLVHCRRFADANAGPDGSAPTPARGLTLVRALHPGELMVAVQKPVIAMLLQGRKRVTTLGASFEYAPG
QAMVVAADIPTVSRITHASIAAPYYALVLELDPVILRALRPAVSLRSGEAPPVRVEPIDTEVIDAALRLARLLDRPEALP
VLADGLLRELHYWLLMGIHGPAIAALGVPDSHAGRIARAVDILRREYARPIRVEELAEAAAMSEPAFHKHFRAITTLSPL
QFQKQLRLIEARRLMLSEGAKIAQAAHTVGYASVTQFTREYGRLFDAPPGRDIRIANTVA
>ANB38987.1 hypothetical protein A6024_14305 [Rhodovulum sulfidophilum]SNK001
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDEFWRDLPVSSVTGAMCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAP
KVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGIEIDLTMPDGKGGRK
YITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>ANB38988.1 hypothetical protein A6024_14310 [Rhodovulum sulfidophilum]SNK001
MMAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGADAAPAAPQNCPTCRGSGFIRDYWHPYWDNGYTETDC
TACGGTGKLMARGATDG
>ANB38989.1 hypothetical protein A6024_14315 [Rhodovulum sulfidophilum]SNK001
MSHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIRDVLHFGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEARPDERTAWPDLSEDTRRAIMLRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGENARKEAA
>ANB38990.1 hypothetical protein A6024_14320 [Rhodovulum sulfidophilum]SNK001
MADETIARDIARDAEPEWILKFSIKGGDTVEWIAAKSTVFGALEELNKRECETGPVGWVFLPMGAINMSEVRYVSIHPRP
RETKPKPARRARFTWA
>ANB38991.1 hypothetical protein A6024_14325 [Rhodovulum sulfidophilum]SNK001
MSIMDAIAPPPDALAEFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLTATGRDEAEAAQNWMEAAT
RLCPFD
>ANB38992.1 hypothetical protein A6024_14330 [Rhodovulum sulfidophilum]SNK001
MAAILTIAPQIADRLAAEAAAARIEANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>ANB38993.1 hypothetical protein A6024_14335 [Rhodovulum sulfidophilum]SNK001
MKTILTTAVLALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGEGEG
GESSDT
>ANB38994.1 hypothetical protein A6024_14340 [Rhodovulum sulfidophilum]SNK001
MLDTSWRERLRVAIQDAGKSMRAVSLASGNGPGYVHSILSDGKEPTMDNLAAVCDAIPVSLIYILYGLDVSDEDFEILRA
LREYPEIRQGIYQIIRAKSSS
>ANB38995.1 hypothetical protein A6024_14345 [Rhodovulum sulfidophilum]SNK001
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>ANB38996.1 hypothetical protein A6024_14355 [Rhodovulum sulfidophilum]SNK001
MATRVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRAPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQARK
SSPNGPARPEPMEELHHG
>ANB38997.1 hypothetical protein A6024_14360 [Rhodovulum sulfidophilum]SNK001
MMAAPRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLL
AKALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRI
GAGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>ANB38998.1 hypothetical protein A6024_14365 [Rhodovulum sulfidophilum]SNK001
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSAPNLAALEEMAAAQPGGKDRDRFPIANA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPAEAAWLRDREARLAHCRSIADLAGASA
>ANB38999.1 hypothetical protein A6024_14370 [Rhodovulum sulfidophilum]SNK001
MTAALRSPVRPAPRIRRAMPVREALEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDD
AELIATVVRNVLPWYAATLVADLARAGRTPDWMPDARPRLRPVEWQQNQHRAYGRACDSAELPDGWQPIPRCNRKGVIVQ
DRARYTPCVWEPSPARIAAARRAYLDWWGYLLEVQAALAAADLARIRITRDMPPMTPWR
>ANB39000.1 hypothetical protein A6024_14375 [Rhodovulum sulfidophilum]SNK001
MSSEAGASVARIDALTRNARHTWFVLLGLLVFVGITLMSVEHIDFYGIDRTTKLPLVDVQVPTRYFFVAAPILTAAFYIY
FHLHLIRLWDALGAADNRIGDQPLVDAVMPWLVTDAALHLRNRWRADECCTPRALDRPATVLNLALTWGFGLIVLGFLWW
MSMPARTFWLTAIACMALLAAAGAGLSSLKCLFEKMSAEEHAWHRWLFAPRTLIGVGLIAFFASFLRTGWLVDGWAPLIR
LLAPIDMTGLAIVEKPPGWLPRDIAKADFFADWCQREGTDCLRSGLSKNHRDLFEREFRRRREAALSDLRKPQWHQPGQQ
KPDFRGAQLAGTFLAGAELRWTHMEEADLRWAQMEGADLRWSQMEGVNLRWSQLERADLSGARMEGANLRGAQLERADLS
GTRMEGANLRGARMEGANLRGAQMEGANFRRAQMEGANFFEAQMEGADLGGAQMEGAYLRRAQMEGADLSGAQMKGANLS
GAQMEGANLRRAQMEGANFFEAQMKGADLFGAQMEGANLFGVQMEGADLSMSFSTGVRFEPLIIQSANLRAVTNDGGALR
FADFRSVTFNEKTDFRNVFLDGSVQITDGFRKQMGDPCQWHADVLNDEEFFGRWRGWVEASGKGKTYWPWVSPAGLSDVA
AIPPPDGCTWKTGSISDTSQ
>ANB39001.1 endonuclease [Rhodovulum sulfidophilum]SNK001
MPPRLTAMPPRLASPAPRIGPAQGDARAQDRARERVKPWRAWYRTARWRKLRRKILARAGHVCEQTGVPLLGRAPAPDSA
VIDHIRPHRGDPALFWDEDNLQAVSKAWHDGAKQRAERAAGD
>ANB39002.1 hypothetical protein A6024_14385 [Rhodovulum sulfidophilum]SNK001
MTDDFSPEPGAVDLFGNPVEPLRDRRGRPCFRKDKANQDFVAARRAAGWSHEMIAIELGCDEKTLRKYFSRELQHGRLMV
EGMCLDVLMKRAREGHNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEAT
AAANLNDLSSSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLTGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVL
DSTTYIAADNGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDNIRVSLPRRGWTAKTFEV
TGRTVHIGEDGVRVTLSCIETGPAIFDWRTSEEMPKPAGGVPTLPSPTAKPVVSAPTMTEELYETRGGGGVKTRVRLSAT
TDNPFVDTWQFAWRPVSAPEPTLRGLTDTPEDMINDVAPGTYAFGVRGRNARGIWSDWAWAGAAAVQGENAPPGAITGLS
VQASGGAVAMLRWDRHPSLDVRQGGRIEFRHAGAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPV
SGIAVRAASIIPTTTVATLAEAPGFAGTATGCSAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDL
FWQPSGTAMWTPPDARLWLGSTDAYGDVDLQVSVTDDAPDAARWGPWQSFDAADYSGRAFRFRAVLGVESPDYTIGITGL
TVTALQAA
>ANB39003.1 hypothetical protein A6024_14390 [Rhodovulum sulfidophilum]SNK001
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTDARALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEVTGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>ANB39004.1 hypothetical protein A6024_14395 [Rhodovulum sulfidophilum]SNK001
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>ANB39005.1 hypothetical protein A6024_14400 [Rhodovulum sulfidophilum]SNK001
MHLVPHWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB39006.1 hypothetical protein A6024_14405 [Rhodovulum sulfidophilum]SNK001
MRRILKRGAAATALALSFVGGNEGLKTEAYLDIVGMPTVCFGETRGVALGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEDLIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>ANB39007.1 hypothetical protein A6024_14410 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGRRS
>ANB39008.1 hypothetical protein A6024_14425 [Rhodovulum sulfidophilum]SNK001
MLLALSMEFALKAWFVWDHNSLKTKRTHDLLKLFEILDDTSKERLDREFRNNVAPHHPNFSVLDYGIRDVLSQHAKAFVE
WRYIHEKREQGVSFDFTTFLATLEMVLDEFSTLYREEVICPRREVPPRP
>ANB39009.1 hypothetical protein A6024_14430 [Rhodovulum sulfidophilum]SNK001
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWYGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>ANB39010.1 endoglucanase [Rhodovulum sulfidophilum]SNK001
MQAGYKRKRQVTRIWSRLGYSIIACPALIVWGDDVAASPPLTVLPGDASVIYPSVDKDRRRAALDRFWQDWKSVYLSEGC
GGAYVDIAGDGKPTYGDSVPNTLTVSEAHGYGMLALVRMAGRDSQAKPLFDGMLAYFRLHPAESGPGLMAWNQTRDCKDA
PEGGTTASDGDIDIALALQLAQETWGGYAEDAAKVREAILAREISRHDLVKLGDWARYEVYDAASRSSDFMPYNFSVFTH
APGPDASRWTEIRSTGYDVWGRISETYAQSTGLVPDFMVGMPDDPRPAPAEFLEGDYDGFYSWNALRYPYRLAADYRVSG
DPRAANRLRRINAWIRTETGGDPSRIASTYRLDGSIPQDGRWTGEPGWISMFAAGAIAGSGDPDSDQVWMDALWAAMAAI
PIEDGDYFGNTLKLLAMIDLAEM
>ANB39011.1 alcohol dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPVNPSDLIPITGAYAHRISLPAVAGYEGVGRVVEAPDGLSHMVGRRVLPLRGEGTWQTLVDCPAHHAVEVPDAVSDLVA
ARAYINPMAAATMLRLWPVRGKVVLLSGAGSSCSEHLGRWAISQGAKLVMGIYRSENRKDRLHRVGIEPISTANISAILT
ASAQADVAFDALGGDIARCILERMRAETDFVAYGLLTGKPVNIGAGIRATYHRFHMRDHFPVLAGRGMQAAFAEIWTLLA
EAPPSPPRVFPAREWRQAFAEAEKPDGQKPILDLSSLA
>ANB39012.1 hypothetical protein A6024_14445 [Rhodovulum sulfidophilum]SNK001
MRQADPHSQIFEGERRRLAGLAYRMTGSVAETDDILQDAALKFRDADLSGIDRPARWLSTVVMRLCLDHLRSARVRRETY
VGAWLPDPLIADHAPGAEEEWILTEDVGIALILTLDSLTPEMRAAFILRDAFDYSFEEIGLLVDKTPTACRQLVSRARRR
LAGAEPADPPSSETDHPLVTAFWEASRQGDMDRLLALFAEDIEVHTDGGGRVKAAINVLNGSRNAARLFAGLARKRTLPV
GPCPPLRWINGSPGFVSIEGGVLQTTALSIRRGRIEAIWIMRNPDKLKHLRLQMSARRFRRTGVDALADAFPTTDVI
>ANB39013.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]SNK001
MTPRMNYYKAAPDAMKAMMAAEETIKDLSLPEALRELVKMRVSQINGCAFCLDLHAPAARQAGLSQQKLDVLAAWRESPV
FDDRERAALAWAEALTRIEQTGAPDTDYRLLAASFDERERVELTFVITMINAWNCFAVGFRQVHTLREARDAAG
>ANB39014.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MLLEGKTIIITGASSGIGAAAAKIFAAEGARLVLGARRADLLERTVNEISADGGEADFIAGDVEESGYAEELVKRAEERF
GGLDGAFNNAGTTGDMGPIPDMDESNWHKVMAVNLNSGFYAAKYQIPAMRKRGGGSIVFTSSFVGHMIGLPGMGAYAAAK
AGLIGMTQVLAAEHGPENIRVNALLPGGTMTPMAGEDAAVHEVVRGFHALKRMADPSEIAQAALFLLSDHASFVTGTAMI
ADGGNSINKL
>ANB39015.1 hypothetical protein A6024_14460 [Rhodovulum sulfidophilum]SNK001
MKIVGSPTFIENIYVHEGSLGHEILAIFDVTFPREAFAGQTRIAFREDSGVECFAEWFALEELDGPGQPQLYPTGLKALL
KSKR
>ANB39016.1 hypothetical protein A6024_14465 [Rhodovulum sulfidophilum]SNK001
MPRRPEGARLYWREKSGQKPYWEIRDAGGIRLSTGTRCREEAEAQLAAYIERKSRPTGPVNPDELSISLCLSIYAEEHAA
FVAAPERIGYAIEALDEFWRDLPVSSVTGAMCRRYAATRQRRFRDGRTAPVSPGTIRRELNVLQAAINHCHGEGYLITAP
KVTLPPRPDPVERFLTRQEAAWLIRAARNLRRDGRHLADFILHGLYTGSRKDTILGMHIDTPSVSGGHVDTVRGILYRKP
MGKAETKKRQRPARLPPRYLAHLRRQAANGRRFVVQDCDGYRVGDIRKGWARAVRLAEELAAGQGVEIDLTMPDGKGGRK
YITPHVLKHTAITWAVQRGAFLPDVASYFSTSLETIERVYWHHSPDHQRSAVEAMDRRK
>ANB39017.1 hypothetical protein A6024_14475 [Rhodovulum sulfidophilum]SNK001
MRGTRMEKVRGEITSIDGYAHNSEIYLTLRLPGGHIINIHYSYDCEEIAEGLHETLSIGDLISCAVEEDLDLEQRQSYTG
CGVIRQHDPTDVLDDVFEDFLGSATDQPFKKDEIALISIFCAEAAEAVKREFKTNPEQNRVIDAEFSELASAARSETKQS
WKKRFLAAIINIGSAIAIDQAIGTSFIVTFAAILKEVIRGITKRYFLDEKGGRKGIQ
>ANB39018.1 hypothetical protein A6024_14480 [Rhodovulum sulfidophilum]SNK001
MQRNQDDFDGAEALLQAWGNGLRPDPDLTVSEWADRHRMLSGRASAEPGRYRTVRTPYMREIMDRLSPGDPTQRIVFMKA
AQVGATEAGNNWIGFAIHQAPGPMLAVQPTVELAKRNSRQRIDPLIDESPELRERVKPARSRDAGNTMLSKEFAGGMPRA
QNLGQKRQQRLELFQRLRRVPGLPPARRDVAARRQHIGMPRAQNLGLKR
>ANB39019.1 hypothetical protein A6024_14485 [Rhodovulum sulfidophilum]SNK001
MTWIIDQLIAFLAELRGLSLLSQVLTLAGIPSVIAFLFGIPAWLMTRRVRDAVANFDAVEAQLKTARREAARLKAEVNAL
EAQTPEAFLADHRRDIENRDDEGAMARAEKFVNRQREALLLAFRTRMDEAIGQSVEDGAPAFATARLWAQAARALAPGDR
MLGMLIDELAEAEAVAASGAGVRLKGDADRQDRATRMDRLPSDLEALRAAFWRARARGHYAVMLVLAEHGLTLTRRRPFG
DGSQEHLGFRFCRAAAWLLGGARARRRCRARGVAAA
>ANB39020.1 hypothetical protein A6024_14490 [Rhodovulum sulfidophilum]SNK001
MAETAPDRIEEIESLARHNCDELAGLTAALEELRTRVARLEGADAAPAAPQNCPTCRGSGFIRDYWHPYVGVR
>ANB39021.1 CopG family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRHYIGVVHQEDDSAFGIHFPDVPGCFSAADALDDLLANASEALALHLEDEILPEARSLDAVRADSDVARDLEAGAFLLA
VPFFRLSGRTAKANITMDAGLLAAIDQTAKERGLTRSAFLADLARREITG
>ANB39022.1 hypothetical protein A6024_14510 [Rhodovulum sulfidophilum]SNK001
MLGLLVRCRFDTGDLAIFTGHGTVDWEGVTYLGAGQMLSVGEAQATSGEGIPGLSITLSGLDPEVVALAELEEFQRRRVT
VFLALFDETGQIETADVLFDGVADTMASDDGPDTATTTLALEPRSMALGRKFPFYYLPEDQEKRFPGDKGFGLVQAIQNR
EDTWGRS
>ANB39023.1 hypothetical protein A6024_14515 [Rhodovulum sulfidophilum]SNK001
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFQSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>ANB39024.1 hypothetical protein A6024_14520 [Rhodovulum sulfidophilum]SNK001
MTAALALVLLASLALILPATPAAAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLN
RIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGSGDPYH
WGQVGSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVYDPRD
GQVKYSTKGSMRPGQKPCGKNPKRRVMKTEVHTPRDSLPQPSRDNEFSIEGRVALL
>ANB39025.1 tRNA-Thr(GGU) m(6)t(6)A37 methyltransferase TsaA [Rhodovulum sulfidophilum]SNK001
MTLAASETLRPHEECVPVPDAFDAGLWFIGRIRTPWAQRAECPRRGDPVNGPDCRIVLDARWLSALEGVAGKDRMQVLYW
MHLSRRDVVRQNPFFGDGSLGTFALRSPLRPNPIASSLVRLLRVEGNVLTVRGLDCIDGTPLVDLKPEFGLLP
>ANB39026.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSERAAAPLLALGLAGALAAGAMLGPYPLSPVDVAETLIGRPPDPQAAIVLWNIRLPRVVAAALIGAALAAAGAAYQTVF
RNPLVAPDILGVSQGAGLGAVLGILLGLPVLAIQLMGFAFGIGTIALVMAIALALRGMGQVLVVVLCGMAVAAIAGAGIS
LVKLMADPDDQLPAITFWLMGSLAGIKQADVAAALPAIVAGLLPLIALRWRIGLLALGDDEARTLGVEAGRLRLLVILSA
TLVTAAAVSVAGVIGWVGLMVPHMARLITGPRFDRLLPVALAMGAALMVLVDAAARCIAQQEVPLGILTAVLGGPVFLWL
LARGGRTWAE
>ANB39027.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFSEEQIIGILKEHQAGIGAKELCRKHGISDGTFYKWRSKYGGMEVSEAKRLKALETENAKLKKMLAEHILDVATL
KEMLGKNF
>ANB39028.1 hypothetical protein A6024_14565 [Rhodovulum sulfidophilum]SNK001
MQWTLEQICAILKVSEEGLGAAIAEVLNELTAALGATRAQLLRPSADGRWLILEMVWQREPGPFTGLVRIEASALPAAWW
AAFQAEAPLVCDDLANCDPALFPANSAALAGIGAVLAVPFSLDGRFAGALLLSAPAGRLLPEAVPTEALAALAQTIGSRL
GCADLAMPRTSRPLSDEAGGVAPAADAVSTADTVLTFDGDGRVTGCCSRDDRAVADGLEGLAGMMPEDFLLPEQTARLRA
AFDHCRIGGASSPFPLRLPTRAGPREMRAMVFERAAPEAAPEGAPAGLGLLLQDVSGAGPDRRHAGMCARAMEAMSVPAV
MTDASCRIAWMNAAFERRTGFGFFEALGSTPAELLRIEMPVPGDGDRLSAARLARRPIRIEIQCRTKSGAAILLDVSIVP
LFDAAGTCLGTFATAIDISERRARETALAGGEGSVRTARDALVNALEALPDGFACFDAEDRLVICNARFRDMLPMAGTPI
VPGLGFRELFESALRQGMPRGDPEQRARWIAGQETARCCGARILEGERRDGGWLRLSDLPTSDGGRVVLCTDITALKRDA
RRTREKLVAAMDASVDGVAITDSAGAYLYMNRACREMLGIGAGADIRAHVWQEFHSEEEVARIRAVSERPLQTRGIWTGL
VVARRTDGGSVEQEVSVTRQADGCKLCISRDVSERRRVERNALRLREELQLAQRRQVIAQVAAGLMHDFNNLLATVSGSA
TLLRNGGDAESNIARILAASAQAGALVNRLASLEQRAHRPDLIDLRDPLEEAVNLVRAGAGSGLSLTLRLPSEPMLAVAD
PTDVIQVFLNLLLNARDAICWRTPQACRGEITVTAELAHGRALRRKPRIGQLLPDRRYFRICVSDNGSGIGWAVRRRLFE
PYFSTKGNGGTGLGLSIVEGAVTENGGAIGLQSRRGCGSRFSVFWPEAGEEPHEDLCAAGPPCGRLAGRRILLSDGDQEA
LRILSVYLETAGAEVAASNNPEDILEAVRSDPENWDLLVTDFDMPRLTGADLAAAVRTYAPDLPALLVTALPDRHLRSGA
ARRDLFSGVLGKPVASVDLVAGAVAAIGGRQTER
>ANB39029.1 hypothetical protein A6024_14570 [Rhodovulum sulfidophilum]SNK001
MTEPYPRSTTPPAATTPQQDDDIDLSTLFASVWAARGAMLKGAAAALVLAAVMLLFSTPSYRATALLQLEERSNQLMLPT
DMADLLETSPRAATEIEIVGSRRILGQAVAALHLDWSARPMRLPLVGGVLARTGLGLPQIGFLTRYDTGDAGIALTQLAV
PPDWVGLELTAIRTGPESFRLTDPEGRVHDGRVGVPLRLSEKGFTIEIGRLDGEIGRGFRIVQVSVSDMVRRLRGMLGVS
EKGRDTGILQLSLVSDDRRRAARVLDAVTEAYVRQNIDRNAAEAASSLDFIREQLPEAVERVRQAELKLNRFREQAQAID
LTAEAQGLLEQLRVLDAELRQLDTKEDELQRRFTPNHPEYRNLLNERARAEQRRKRLEDEVGALPETQREVLNLTQELEL
AREIYTQLRVREQEVAVLRASAVGNVRVIDSAETAPDPVSPRVGLTLLVGLVLGAVAALAWRLLAQAIRRGIRAPEEIEA
LGLPVFATVPLVSDMPRQRPGTPPPILARDMPRGLAAEAFRSLRTALRFGLIDAERRSIAITGPTPDAGKSFVSLNLAMV
MAQADQSVCLIDADMRRGELARRLGLPDGLPGLSDYLAGDTELDAVLRPAPVGGLSLIPTGIYPPNPSEMMMRPRFAEMI
EMLGRRFDCVIVDCPPILVVTDAVIVARAVGATVLVARHGSTAPGEMAAAMRALDGAGRPAHAAVLNGFERRHARPGREE
GYYGYGYGYGYSYEAPIQRD
>ANB39030.1 hypothetical protein A6024_14575 [Rhodovulum sulfidophilum]SNK001
MKLRILTVCTGNICRSPVAAALLQALRPGAGLSSAGLAAEPGRVADPLTAEVALDLGVDLSGHRARRFSAAMGREADLIL
AMAPRHCEDIVRIAPELTGRTFLLDHWCGGTGIPDPYGKPRAWHESVVDAILRATESWAERL
>ANB39031.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MFFSLALCGVLSGCATGFVRFPVTEEEQSKLPADVQVIRLDSRNIASFSQPARPPQPTTLPPARDWDYRIGEGDVLSVVV
FDHPELTLPLGDERGALDFGFRVQSDGTFFYPFIGQVPARGRRPEEVRADLTRQLADYISDPQLEVRVTGFNSQRVVVAG
EVGTPNRQPLTTIPLTLIEAVNAAGGLTELADAERVTVQRGGRLYNVNLDGFLTAGIARNNPLLIAGDTVAVPRRRAKEA
YLLGEVDTPSPVDLSQEPITLTQAVARSGGIDELRADARGLFVFRGREEGITVFQLDVSSPGGMLLGTRFLLAPRDVVYI
TRSPLQRWNDTITGILPTVRTVGQIDDIGD
>ANB39032.1 hypothetical protein A6024_14585 [Rhodovulum sulfidophilum]SNK001
MIYNTRARDAFARMIETLRPDIVHAFAIYVRLTPAILDAAREAGVPVVLSCNDYKHLCPNYKLFHHGRVCTECRGGRFHR
ALVNRCCHGSLAVSAASMIEAYIHDRLDLWRRNVSIFLFASRFMAAQTEAFWDPDRIDIDFLRNPFDVDAHRGGCSICPR
AAPSMAYRSICRCPRPIRSSRFPPMASSRSRSSSSSAWKRGCTSCRP
>ANB39033.1 hypothetical protein A6024_14590 [Rhodovulum sulfidophilum]SNK001
MEARLHELQAVILRPSKPYGPRQGHGGVQGVIGTFMGRLARGEPMQLWGDGSIVRDFIHVRDLARLCVAAAETGASGTFN
AGAGEGRSIREILDLIGEVSTLEVTPEIRPGRNIDIPRVVLDIAAARQAIGWQPEIALCEGLAETWAWTCAELAPTPLPD
WLRAPFQATEAALARHRPPCPTSSGKAS
>ANB39034.1 hypothetical protein A6024_14595 [Rhodovulum sulfidophilum]SNK001
MLYDAVSLVDAVLCGHDRLLLLGVSGALALPLVRCFGRARIVTNIDGIEWQRAKWGRLARAVLRASEWAAVRFSDEVIAD
NAAIARHVATRYGLACHTIPYGGDHARATAPGPVGAKALPQSYALALCRIEPENNVALVLEAWSRLSAPLVFVGNWDASA
YGRELKARYGAHP
>ANB39035.1 hypothetical protein A6024_14600 [Rhodovulum sulfidophilum]SNK001
MSGRPVRSDAAQVRPVLACVFRGYRVPLIDIGLRPGLRLVWLQRFPEGRSGLIAWLRCAGLDVVTVPGLDPAQEEIEGSG
RYLAAVIVSAEDFAGLPLAEGLAALRRSAPEFHLIVQIGPAAPQAATLGALADGLLAEPAGPADLEIALRRLAARG
>ANB39036.1 hypothetical protein A6024_14605 [Rhodovulum sulfidophilum]SNK001
MGLMVSAIADGGKWWAMAFVIWVCVGVLKMKRFALERTECGAERVGMSERGRRPGPIFSMMVVCVPAGWLTLISALLLEH
SLLAAVAAMIAAMWGLFVLALAVFLLADALEIRGGGRREGDAVLE
>ANB39037.1 hypothetical protein A6024_14610 [Rhodovulum sulfidophilum]SNK001
MSQIPDHASDPAVQDMLDEARELVDALRIYVLLDQLPDVVSAAPDKTAQGKAAQCKAEAGGIWVDTDRIDRPPIRVLPTC
EAARLLSLPIPEPAGGADLGFLILETRPLGRMLSSDELRCLHRLARRLGEILNARRPRLAAGAAPGAECRGALLHGLGTA
PRKDGGAAGGDGRTRSPGPAGGDAPPGAERHAQMTEKFVHDMANLVAVIDGSARMLSEEFGGSAHLHRILEANRQILAIM
ETLRAAGRKELRHRWVDLGCLLRAATDLVQAEWPEGICLDLDLPGHEALALADPVQVSRIVLNLLCNARDAVARKTPGRA
PEGRVRLSLRRQCDRPGAEDRAWYEFCIVDDGIGMDADTRRNMFLPHFTRKGGAGSGLGIAFLDCQIRELGGRISVETAP
GQGTTIRILWPEVFP
>ANB39038.1 hypothetical protein A6024_14615 [Rhodovulum sulfidophilum]SNK001
MTPLRRLAAAAASSLLATALLWLWIERVDLAAADALLRFAPVAILFTSFAVVGIVNAFNLIDGMNGLASGIGSLTAMGLG
LVALHAGQADLAQAAFLIAAALLGFLVFNFPFGAIFLGDSGAYVTGFLLAWMSILLLDRVEEASAWAMLLIFFWPVADTF
LAMLRRTLAGRRTDQPDRLHFHQFTMRALEILWLGRQRRFVSNPATSVVIWVLASAPVLTGVVLWNAPGAAARALGFYAL
LFALTYILGIRMLKRPKRIAGTSGPATPGARI
>ANB39039.1 hypothetical protein A6024_14620 [Rhodovulum sulfidophilum]SNK001
MTAAAPVGLEGRSFPAEWGLLGAWRQDDLKKNPGLTEMAALLPGMSSLLLVRPCPSGPCDIALLCLDPRPGVFTDTQIPF
LEHTGRALVHALPGSPDARMARAQTRPAAPPETSLNAAFGLCDSAMPAAAEGGHTAAAGIIASIGTQFGASRCVLWQYRK
RTVRPVLIWKPPDTQAGPAQIPADAEMAAFLARRIETFTSMRPVALEDKAALGRLGIGARLILPFRNGAELGGVLCIDRA
AGQRPFARRDIAALSCLTDAVGLLVREQEARRLAEAERALLEGERNRMRAVFDLLPDTVIELDATRRYTHIHSHSRRSVR
GRIEGLLGFRPEDCLPPATAEAIHALLDRADAAGFAALPELVHPPVPAAGQKIYTLSAATHAPARAQGSPGYVLLIRDVT
QEIAQRRERDRLGRVVEHMTREVFLTDSSHRLTWANRATEEHIGRPADRLAGLSPRQAFGAVWSDATRLDQVCEQLEADN
GFAGEAAFLDHGGTKVWFDVAVTPLCDGWMWILSDITERRRDKDRLAQIARRAREAEERVVQAIETLPDAFAFFDSQDRL
ILFNDRYRQFYPHSAPAIELGQTFEAILRYGLAHGEYPSDSRNGEAMLAERLARHRRPYDESEQHLADGRWLRVIERRTP
DGGYVGLRSDITELKQLAQRAQADRLAAMDLSRDAIAIAGPDGHFLYMNPAHRDMFGLDATEGCRERTWTELYDGETPEL
MTGTALPALDARGNWRGEVWYRRPDGSRVLHELSLTRRHAGGILCIARDLSERVRANRELARLRDDLQVARQRELIGHLS
IGLTHDFNNLLAAISGSASLIADSGIVGPNVQRIQLAVGQASGLLRRLSDFGMRPPLRERVDMRGPVRAAVDLLLADGSG
AVELQLDLPARPVMVDAVQTDMMQVALNLLTNARDSILSEEYPTGRGRIRIALCIASDAELKPPLAFGSLDPARAYCLLE
VEDDGPGLDTDARSRVFAPRLFSPSAVDCGSGLAILPSIVGKNGGAIALTSDGTSGARFSVFWPLDSDRNAAPAAPDGSR
RRSRPLSGRLDGHMVLVTDDNPDVLRVISAILENAGAEVASCTMAEDALEAVSEDPRHWDLLVTDYAMPSMSGARLAREV
HAHVPDLPVLLMTAHTDWRTHGEGHSRREFAAVLGKPISSADLLAAAEAAILDR
>ANB39040.1 xylulokinase [Rhodovulum sulfidophilum]SNK001
MVFSLGLDLGTTGLRALLLDDEGQPAGSAERPCAVAHPHPGWSEQDPADWIAALEGAMAELADRFPEALARVRGIAVSGQ
MHGATLLDAGLAPIRPCILWNDTRSHAEAARLDALPGMREISGNIVFPGFTAPKLDWVRRHEPEAFARIAKVLLPAGFLN
LYLTGRAVADMSDSAGTSWFDTGRRDWSDALLEAGHMRRDQMPELVEGSAPAGRLRPELAARWGIAPGAVVAGGAGDNAA
AACGTGALAEGQGFVSLGTSGVLLAARDGYRPEAGKALHTFCHAVPGRWYQMGVMLSATDSLNWLSRITGQGPAELTAAL
GETLRPPGRVRFLPYLSGERTPHNDAAIRAAFTGLGAETGRDDLVRAVLEGVAFGLRDSAEALRGAGAAPAQLLAIGGGA
RSRLWLRMIATVLGVPLEVPEGSELGAALGAARLGRVAATGAPPETVMTPPVIAATIAPDETLAPAFDEAYRQFRAAYPG
LRAIQ
>ANB39041.1 hypothetical protein A6024_14630 [Rhodovulum sulfidophilum]SNK001
MAREEKTGPGHVPRPRMPDMSRPPPPTPRAGKSSMARDAAAAGPLGLGADVSAFLDTGVPGQLHREAMRRHWHSDPMLAS
LGACDPDKDKP
>ANB39042.1 mannonate dehydratase [Rhodovulum sulfidophilum]SNK001
MRQTWRWFGPRDLVSIDDVRQAGAEGIVSALHHVPTGAVWTPEEIARRKAEIGTMADGTASGLTWDVVESLPVSEDIKKQ
TGDWRAHIEAYRDSMRNLAAAGIEVICYNFMPVLDWTRTDLAWKQPSGATCMRFDLTDFVAFDLFILGRPGAAEAYDDAL
REAARARFAEMPEAARDALARNVVFGLPGAAERFTLEDVRAHLAEYADMSEATLRGHLVDFLSEIVPLAEELGLRFCCHP
DDPPVPLLGLPRIMSTEAHYAEVLAAVDSPANGVTLCSGSLGARSDNDLPGMMERLGDKVHFLHLRNVTRETGATFGSFH
EAEHLGGDTDMVALVEAALREEARRRAAGRADWSIPFRPDHGQDILDDLGRHAQPGYPAIGRLKGLAELRGIIAALGPRI
G
>ANB39043.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDQHIDRDMRCVLDPSRPITPQLHHFLRDRIIRNVLRPGDRLSEAEIARSCEVSRQPVREAFIKLSEQGLLSIRPQRGTI
VTTIAFSTVLDARFVREAIEADIVRLLARRPADAALIARLRAQIERQRAVAGTAPRDFIQLDEQFHRTLAEAAGKSGAWT
LMEGLKSQMDRVRFLALGRFPVDKLIAQHEAIVEGIAKGDVSAADAATRAHLREILNDLPTIMADNPGFFDGAWADTDTD
TDNETTGGDPI
>ANB39044.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MTSAWKLPGLAAAALIAGLAATPTLAQEITLKLGHLANEDNPWHKASLKFGEELSALTDGRIAVEVYPNESLGKEIDLIN
GMQLGTVDMTITGESLQNWAPMAALLALPYAYKSIEHMDAVASGEIGQQIEAQIVERAQIRPITYFARGARELTSNRPIE
SPDDLDGLKMRVPNVPLFVDVWKSLGAQPTPMAFSEVFTSLQNGTIDGQENPLALIRSANFNEVQDYVNLTDHVRSWIYL
TISELTWAKLSPEDQAAVMEAASRAQAYERELFEQSLADDRAWLEEHGMTFVEVDNAAFAAKAKDAVLANVDADIRPVVE
QIFAE
>ANB39045.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MPKTERFIATVTALARIGAGLSFAVLIGAVLLQVIGRSLGNSPVWTEELTRFALLFLIAFGAGLSLRSGDMVNVDIVCEA
LPGRWPWRLRLLSALATGGMALYLLPHAWRFVSIGRMQSSPALGLKMSYVHVTVFLMLALLVLFAALRVLGMLTGTEDGT
PEKAEDI
>ANB39046.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MEVWVLFGLFVGGLVIGLPVAVTLGLSSLGYLLLAGIPPVVMPQKMYAGMDVFVLLSIPGFILAGNLMNQGGITNRIVRF
ANALVGWIRGGLGLTNIAASMLFGGITGTAVADAASIGGVMIPGMKKAGYPADYSAAVTAASSTVGPIIPPSVPMIIVGA
LSGISVGKMFLAGAVPGILMGFAMMVTAYVIARRKNFPRQPWQGAGEVVRSFGGAIWALAMTFLIIYGLLSGLSTPTETA
IVASVYAVFVGCFIYRDLPFRRVPKVIIDSAVSSAGILALVGFANVFGWILVSERIPQAIAQGVLSITDNKFLVILIINL
LLLFVGMFMETIAALIILFVPLLSLAQAVGIEPLHFATFAVLNLMIGLTTPPVGVCLFVCAGIARQPLTQVVIAVLPFLA
TNIAVLLLVSYVPAIATWLPSVLIP
>ANB39047.1 L-idonate 5-dehydrogenase [Rhodovulum sulfidophilum]SNK001
MDTRVCRLHAPHDIRIETLPLNGPAPGEVLVAVGAGGICGSDLHYYHDGGFGPVRVREPIVLGHEAAGTVIALGAGVSGL
TEGQMVALNPSQPCGTCLYCQQGMFNHCLEMRFRGSAMRVPHEQGLFRDRIAIGAAQCVPVGPGISLGQAACSEPLAVCL
HARRIAGDLTGKTVLVTGAGPIGALCAAVATEGGAAEVVVTDLQDVPLEVALQMGASRIVNIARDPAALEAYAADKGRFD
VVFECSAAAPAIAQAITTLRPRGIFVQVGVAGETPVPLNLIVGKEIQVRGTHRFHPEFAEAVAAISSGRIDVRPMISASF
PLEDAEAAFEAAGDRTRAVKVHLSFEAP
>ANB39048.1 hypothetical protein A6024_14680 [Rhodovulum sulfidophilum]SNK001
MFGMIGLVWVGDRPLLCPGLEDTPSAFLQRERDRDRTGMVAGVLMGRKARIGREALMPGLVEERDCEEGAWFTLGQGDHG
LGIDPVAVLRVGRLGLTRRGTAAGRNGVRCWEAMCRDDGFDDGHVHAEIGFAEIARADAGMNVVRPLHGQRPGRHREGRD
RSLARLAVGELKMRHGLPPRGRALRQLPIG
>ANB39049.1 hydroxyacid dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTDTPLLICGAAFTEDERARLSTAVSSVSVESPAALEGLAPGLRKRLRAVAYKGQAPFGAREMAALPGLGLIANFGVGYD
AIDLAAATARDIRVTNTPDVLNDDVADMAVGLILAQARCLLRGDGWVRSGRWGKYDEMPLARKVSGARAGIVGLGRIGRE
IADRLAAFKMEIHYHSRQQKETPGWRYHADPVSLAEAVDFLVVALVGGEETRNYVSAEAIAALGPTGVLINISRGTTVDE
GALLAALEQRRIAGAGLDVYLDEPAIDPRFQGLDNVVRQPHAGSATVETRRAMAELQLANIRAFLDGEPLPSPVN
>ANB39050.1 2-dehydro-3-deoxygluconokinase [Rhodovulum sulfidophilum]SNK001
MPEHSFLAIGECMVELAPDRDGLFRMGFAGDTFNCAWYARRLLPETWSVGYATAVGADAVSDDMLAFMAAEGIATQAIRR
IEGRTVGLYMIALKDGERSFSYWRGQAAAKAMADDPDWLDRAFAGRDLLHLSGITLAILAPEARERLCAALGRARAAGAR
VSFDTNVRPRLWRDPEEMRAGLMLGASVADTVLPSFDEEQAAFGDASPGATVARYREAGATTVVVKNGAAPIRLWAEGAE
AEIAPVRVAQVVDSTAAGDSFAAGFLAARATGASPPEAVAQAAALAARVIGQRGALAPGLFADGAEP
>ANB39051.1 isomerase [Rhodovulum sulfidophilum]SNK001
MRFSANLGFLWRELELPDAIRAAAAAGFSAVECHWPYDTPRSAIRAALDETGLPMLSLNTRPGDLAVGEFGLCALPGRAA
EARAAIDQSIAWASALGVPQIHAMAGCARGPEAEAALAATLAYACLEAAPYGIGILIEPINPHDVPGYALASTAEAVAMI
ERVAAPNLRLIFDCYHVQRAEGDVSVRLRALMPLIGHVQVASVPDRGPPDHGELDYGHVFGLLERLGHATPVGAEYRPDG
PTGDSLGWMARFAASAG
>ANB39052.1 RNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MTAAAPFEIFLAALPGLEPLLAEEARAAGFATPVAVPGGVTVTGGWPEVWRANLVLRGASRVLVRIGAFRAFHLAQLDKR
ARKVDWAAVLRPDRPVRVEVQCRASKIYHARAAAQRIERAIAETLGAPIGGEEAIALKVRIDDNLVTLSLDSSGEPLHRR
GHKQAVGKAPLRETMAALFLRACGFDGQEPVLDPMCGSGTFPIEAAEIAAGLAPGRDRSFAFEDFASFDAGAWTAMKAPA
PAIPAEARFFGSDRDDGAIRMATANAARSGVADRTDFRRQAVSDLIRPEGPAGLVMVNPPYGARIGDRKLLFALYGALGA
TLRDRFAGWRVGLVTSDEGLARATALPFLPPAPPVAHGGLKVRLFRTAPLP
>ANB39053.1 hypothetical protein A6024_14705 [Rhodovulum sulfidophilum]SNK001
MGLILLRHTRPDVAEGTCYGRTDYPPASSFADEAAEVLAALPAIDRILTSPLMRCTRLAEHIGAARGLPVAADPRLIEID
FGAWEGIPWAEVPREGLDHWAGHFYESCPHGGESVGMFFARVVPFLEEMSGPGRVLAVSHAGLMRAALHHAGREGAWQMK
FPYGSFIELP
>ANB39054.1 nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MSTDTDFAAALQHKIDFKTKPLGSLGRIEDLATLIATVQGTLSPQMKTCELTIFAADHGIAAEGVSKFPQEVTRQMVLNY
LADGAGANAFARAVGAEMKVVDAGVAGAPFGVAELIERRIGAGTKSFLHEPAMSAAECDRALEEGRRLGAESLADAVAYG
EMGIANTASAAALGHKLTGVGLDVLVGRGTGLDDDGLTRKRKVLEAAVARTGALGPKEALAEYGGFEVAMMTGAMIGAAA
ARKVVIVDGFIATAAALAAMRIAPATRAAMVFSHRSEEQGHGALLDALGAEPLLRLGLRLGEGTGALLAWPLLKAAGEML
NTMASFDDAGVTGPQ
>ANB39055.1 hypothetical protein A6024_14720 [Rhodovulum sulfidophilum]SNK001
MTPTTGYFGKIPSAGNVVTQGVPGLVRIALERWMTAHLATRAAWPGCWPRTGLRATLDLEKGTLTALILPSRDRSRRPFP
LACCRMPGLDWEAADRWCDGALPTAQAATAGALSPASLGAALAALPLLSGDAPEPGLWTAAPPAEEDRPVAQILTDLMGP
IGAV
>ANB39056.1 cytochrome C peroxidase [Rhodovulum sulfidophilum]SNK001
MTRLIATALLSTALAVPAAASDLRDMALDYFEALPSTVPQIADNRVTPEKIELGKALFFDPRLSASGVFSCYSCHNLTTG
GDDNLETSIGHGWQKGPRNAPTVLNAVLNIAQFWDGRAEDLKAQAKGPVQAGVEMANTPDNVVATLTSMGQYIDWFEAAF
PGEADAVSFDNMARAIEAFEATLITPAPFDAFLNGDEMALDETQKEGLQLFVDKGCVTCHNGVNLGGNGYFPFGLVEKPG
ADILPEGDKGRYSVTATASDEYVFRAAPLRNVALTAPYFHSGKVWDLKTAVQVMGTAQLGEDVSDAEAERIVAFLDSLTG
TMPAITTPVLPPETATTPRPTAEVLQR
>ANB39057.1 nif-specific transcriptional activator NifA [Rhodovulum sulfidophilum]SNK001
MPSSIIPQSGSPALPQFDIHERFPLDTVCEAAKILTGASDPVAAMPSVLNVLSSFMGLRMGALALLDDSGSGASGNGAGG
NGVNPFAIAATTQGAASAPATSRAMPVGATRAVFRTGVALVSCDVASELGPDALPPQAPHDRFAFIAVPIREQVHSPYVI
GVLGAWRDLTEDLYPNIDEDQRVMTMVAAILEQSVKFRRLVARDRERLMEEARLALRQANEKAAAEAPLPAEPIKGIIGD
SPAIKSVIAQIRKVATTRTPVLLRGESGTGKELFARAVHALSDRKDKPFVKVNCAALSQTLLESELFGHEKGSFTGAMAQ
KKGRFELADKGTLFLDEIGEIGPEFQVKLLRILQEGEFERVGGTRTLRVDVRLVTATNRDLEAAVARGAFRADLYFRICV
VPILLPPLRDRLEDVPQLAQAFLDRFNQQNGMNKRMTPQAVSALARCQFPGNVRELENCISRVAALSSGTEIGAQELACH
QGTCLSAELWRMQTGEQSPIGGLAAAVRTPLPVIDSGTGQCPPAAACPAGFGEPPVAPPAGRPPAAFAPEPQDERARLID
AMERAGWVQAKAARLLGLTPRQIGYALKKHDIPLRKF
>ANB39058.1 nitrogenase cofactor biosynthesis protein NifB [Rhodovulum sulfidophilum]SNK001
MSATLIPISGLQVASRKDMGAALAKGGGCSAGSCGSSQGPADMDPETWAKVKDHPCYSEEAHHYFARMHVAVAPACNIQC
NYCNRKYDCANESRPGVVSERLTPEQAARKVLAVAASVPQLSVLGIAGPGDAAYDWRRTRATFELVAKDLPDIKLCLSSN
GLALPDHVDEIVAMNIDHVTITINAIDPEIGQHIYPWIFHDGKRRSGIEAATILRDRQLRSLEMLHERGVLVKVNSVLIP
GLNDEHLIEVNKAVKARGAFLHNIMPLISDPAHGTHFGLTGQRGPTGAELKKVQDACAGGANLMRHCRQCRADAVGLLGE
DRGQDFTLDKLPEEIGDATEARSAYRDWVAEERRDRAAATAEAEAAVAETAKPALFAVCTRGSGRINLHFGKATEFQIYE
ADARGIRFVGHRRADNYCLGGHGDTARMDEILRVLGDVPYLLCSKIGDGPRKRLAEAGIEAIDGLAQDYIETAIAAVLHS
KQTARPGLSAERA
>ANB39059.1 ferredoxin [Rhodovulum sulfidophilum]SNK001
MALKIVKSQCTVCGACEFECPNAAIKFKGEGYIIDAEKCTECEGQFDTPQCAAVCPVPNTCVPA
>ANB39060.1 hypothetical protein A6024_14745 [Rhodovulum sulfidophilum]SNK001
MAGGPDPVDWQGEALDCAACGFAGLLARRRCGPGWSCAFDRYAPRIARFFMMNPEAAESCLDDPYPETRAHAARVANIFR
LRPLLGDPDPGVRAVAAIRLPAAQSKAALEDPDREVRIALAWRMPFADLVPLLRDPDPFVRQVAARRADPGVLPILAHDP
APEIRKLVAERVAPRWLETLIADPDPEVRRAVARRIAPGRLAPLARDADLRVRHAVAERAGADLARGLLDDPEEPVRQAA
AERLAELATPPPAERNSDVDR
>ANB39061.1 nitrogen fixation protein NifZ [Rhodovulum sulfidophilum]SNK001
MSTDDREIEIYRPPAFQPGEKVRARKHIRNDGTVPGREIGEFVVRKGEVGYVRDIGTFLQQFYVYAVEFIDSRAIVGMRR
DELVSLDTPAKETPA
>ANB39062.1 nitrogen fixation protein FixU [Rhodovulum sulfidophilum]SNK001
MKITVRDTAKGMEVYVAKKDLEELIVEAEHPGIWGGWARLTNGWVFDMPAYDTPPALPVTIDARRLSTE
>ANB39063.1 hypothetical protein A6024_14760 [Rhodovulum sulfidophilum]SNK001
MGAADRLSDLLDEVASGRRVPYLGAGVAAMAGGDQPASPEALCAAIEARVRAPKRASGNLWSVAQYVEGRRFRRTLDAIV
QETFAARPEPGPLHRWIAQVRPPLVVDAWYDGVLLDAAGAEGRGDWGLVQGVSRHGEWSEIWTRAYDAAGNLIGEEPDPA
WQMLIYKPHGLIREGHAYLISDNDYVEVLTEIDIQSPIPEEVQARRTGRPFLFLGCRFDDQMLRTFARQIAKRSAPGHAA
VIEGKLTRMETRFLEELGIERLDLPLAGVAEALAATA
>ANB39064.1 nitrogenase reductase [Rhodovulum sulfidophilum]SNK001
MGSLRQIAFYGKGGIGKSTTSQNTLAALVEMGQKILIVGCDPKADSTRLILNTKLQDTVLHLAAEAGSVEDLELEDVMKI
GYKGIKCTEAGGPEPGVGCAGRGVITAINFLEENGAYEDVDYVSYDVLGDVVCGGFAMPIRENKAQEIYIVMSGEMMALY
AANNISKGILKYANSGGVRLGGLICNERQTDRELELAEALAGKLGCKMIHFVPRDNIVQHAELRRETVIQYAPESQQAEE
YRQLATKIHGNSGQGVVPTPITMEELEEMLMDFGIMQSEEDRLAAIAEAEA
>ANB39065.1 nitrogenase molybdenum-iron protein alpha chain [Rhodovulum sulfidophilum]SNK001
MAKDIPDPIAPEKLIEEVLSAYPAKAQKKRAKHLNVAAPAPEGETEIASKCDTVKSNIKSVPGVMTIRGCAYAGSKGVVW
GPVKDMVHISHGPVGCGHYSWSQRRNYYTGTTGVDSFVTFQFTTDFQEKDIVFGGDKKLEKTIDEINALFPLSKGITVQS
ECPIGLIGDDIEAVARKKKKDVNKTIVPVRCEGFRGVSQSLGHHIANDAIRDWVFNGGEESSYEPGPYDVNIIGDYNIGG
DAWASRMLLEEIGLNVVGSWSGDATLAEIENAPKARLNLIHCYRSMNYICRYMEENYGVGWMEYNFFGPSQIAASLRAIA
AKFDKTVQDKAEEVIAKYQPLVDAVLAKYKPRLEGKKVMLYVGGLRPRHVVDAYHDLGMEICGTGYEFAHGDDYKRTGEY
IKEGTLIYDDVTGYELEKFIEGMRPDLVGSGIKEKYPVQKMGIPFRQMHSWDYSGPYHGYDGFAIFARDMDLAINNPVWG
LFDAPWKKSA
>ANB39066.1 nitrogenase molybdenum-iron protein subunit beta [Rhodovulum sulfidophilum]SNK001
MPQSADKVLDHNKLFHEPEYKEMFKNKRATFENAPTAPQVTEILDWTKSWDYREKNLAREALVINPAKACQPLGAVFAAA
GYEGTMSFVHGSQGCVAYYRSHLSRHFKEPASAVSSSMTEDAAVFGGLVNMVDGLANTYALYQPKMIAVSTTCMAEVIGD
DLNSFIIQAKEKGSVPEEFDVPFAHTPAFVGSHVDGYDNMQKGILTHFWKGAERSETDSINIIPGFDGFAVANIREMNRM
LGEMGVDYTVLCDVSDVYDTPSDGNFQMYAGGTKLDDVKAAVNAKATLSLQEYCTKRTLEFCEEVGQKTAALHYPMGVAG
TDEFLMTVSELTGKEVPASLTLERGRLVDAMADSQAYLHGKTYAIYGDPDFVYAMAKFVMETGGEPTHCLATNGSKAWAK
KMQALLDSSPFGKGCQVWAGKDLWHLRSILATEPADLLIGNSYGKYIERDLNIPLIRLTFPIFDRHHHHRFPTFGYQGGL
TVLVKILDTIFDKLDTNTGTLGETDISFDLTR
>ANB39067.1 ATPase P [Rhodovulum sulfidophilum]SNK001
MPTRSEDARRLILTGVTLAGMLTAAALHWGPFPATGWPHMAATAALALVYMAGGIPAGARALHALWTERALDIDLLMVIA
ALAAAAVGATAEGAVLLTLFSLSTTLEHRAIGRARRAIEALMELRPDRTLRRRASGDTEEVAVADLAPGDIVILRPGARV
PVDGTIREGEGAIDESTITGESVPVHKQPGAQVFEATVNLHGVLAVEVTRPLAESTVARMIALVTEAQAARAPSERFSEW
FGQRYTIAVLAGAVLAFAAFLWLGLGWHAALYKAATLLVAASPCAIVISVPAAILSALSASARGGVLFKGGAALETLARV
DSFAFDKTGTLTTGRQEVVELACEGDPDIFLARLAGLEAHSEHPIADAIRRAATARGLSPLAVREARAVPGEGMVGVDDE
GVLWAGNERLAARMGAKDAPSERPALIGDLDRRAQTLVLLGRGARYLGAVTVEDQPRPTARPGLDALRARGIARLAMLTG
DRRAVAERIGADLGIAPAEIHAELRPEDKLRIVAGLTRSGRVAFVGDGVNDAAALARADIGIAMGAAGSEVALQAADVAL
LSEDLGRLAAAHALSRRTARIIRQNLIFAMGAMAVLVASGILFDLPLPVAVVGHEGGTVLVVLNGLRLLADPIRHRSAT
>ANB39068.1 hypothetical protein A6024_14785 [Rhodovulum sulfidophilum]SNK001
MSTCRECGKVLSVFGSDGDTLCELCAMVQDAELLFRQIRSLEDDGKTRAEIAEAVWDRWAAEERAAGMGDVAPKAGLAAP
APVDPRLRR
>ANB39069.1 6-phosphogluconolactonase [Rhodovulum sulfidophilum]SNK001
MKLHTYPDLEMMMIALANVLAGELNNALFHEDRVTIALPGGTTPGPLYDDLCASSLDWARVRVMPTDERLVAPDHPRSNE
GMIRARLLTGKAAEARFVGLRPGADGMEGLTTRVRRALPLNVLVLGMGEDMHTASLFPGAPELDAALSPEAPPVMQITPP
GQPEPRISLTAPVLQGALSTHILITGAAKRAALEQAADLADPHLAPVCTVLKDATVHWTE
>ANB39070.1 glucose-6-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MVSRVIPVDPFDLVIFGATGDLSTGKILPGLYRRDADGQLPEAARIVGAARSPMGDEDFRTLVRAAIHAAIPEKKRDREA
IERFLTRLSYVAVDATGEDGWPELAAKMRPDVVQAYYFSVGPGLFGALAERLHAHGMNAETCRIVVEKPFGHDLASARAL
NATLAEHFDEHQIYRIDHYLGKETVQNLMAVRFANMLFEPLWKAQYVDHIQITVAETVGVAGRGGYYDKSGAMRDMVQNH
MMQLLCLIAMEPPYAFEPDAVRDEKLKVIRALDPVRPADLVRGQYRAGGGMGSYHDDVEAPDSRTESFVALKAHVSNWRW
KGTPFYLRTGKRLRARTSEIAVTFKDPPHSIFGDQEGHRANLLVIRLQPNEGIKLKVTIKEPGPGGMRLIEVPLDMSFAE
ALGPGAQEIPDAYERLIMDVIRGNQTLFMRGDEVEAAWAWTDPIIAAWEARGDRPQPYDPGGSGPEDALMLLHRDGRRWR
EIRP
>ANB39071.1 hypothetical protein A6024_14805 [Rhodovulum sulfidophilum]SNK001
MAFDSFQDARSFADDPGLEADICIMGAGAAGITLASALADSGLRVCLLEAGGMDMDPVVEDASIVPDIGRPYDVTANRLR
FFGGATNHWGGHCVRLEPDDFEPKEWIPMSGWPFGADTLAPYYRQAHAFLGLGEYEYDPAPVARALGTRLMPFDGPMLKS
QLSRYRRVFYGDEYGPRLDKAANVRVVLYADVCDIRLGEATGETVSHVVVRSPAGNRFDVRARYFVLAAGGIEIPRMLLV
ANGQRPAGLGNENDLVGRYFQEHLMFKSGLLLPRDPADVLPLYLSEVPYGEIAVRCHLVLTAEAVRARRIGKFRSEFYSL
PLRLRDLRALRSGRIDAADIAGLVSDPFGTARAYRCGSNARHDTYGLFNNIEQRPNPASRVSLRADKDAYGRPQAQLDWQ
ITRQDHDCILAAHQVIAQEAGRIGFGRMRIEIDPEPEIFLDGVGGGGHHMGTVRMAEDPRRGVTDGDGRLHSVENLYVAG
SALFPTGGYPNPTLTITAMAFRLSDHLKARAEREGLL
>ANB39072.1 hypothetical protein A6024_14810 [Rhodovulum sulfidophilum]SNK001
MKRRHLILGGLGLGAAGYMGTILTGLARPCGTGRPRLATLAGPRRIARELLRQGYVGRNEATEAKSPEALATAAQQDFAA
GDTVICDGWVLARSEAEFALACLRDDTA
>ANB39073.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MVRAPLALDIDRADGGPLFLVIAEAITRDITRGRLRPGARLPGTRALARELGVHRNTVDAAYQELRMQGWLQAAPARGTF
VAEDLPQTMTAPPAAPVLAEPAARRPALAFSDGAPDPGLVPDKALARAFRRALLSPAFRSGADDGDARGTRALREALADY
LASGRGVVADPGRLLIARGSQMALYLAARATLAPGAAVAVEEPGYPLAWAAFRAAGVEPRGVPVDAGGLSVVALEAALDA
DPRIGAVCVTPHHQYPTTVTMGAARRLQLLDLAQRRGLVVIEDDYDHDYRFEGRPVLPLAARAPDDLPLIYVGSLSKLLS
PGIRLGYALAPEPLLSRMAEARAAIDRQGDAPLEAALAEMIRDGDLGRHARKARRIYRARRDLLAGALAERLGERVVFDL
PAGGLALWMRSAQGGADLWAMRAGQAGLALLPGARFMLGAPAPQAFRLGYAALDAAQIVRAVEILAQSCPQG
>ANB39074.1 molybdenum cofactor sulfurase [Rhodovulum sulfidophilum]SNK001
MKQIQNAGVTLLTGAIAALPDSGRPSAIVKTPVERPLALGPEGLEGDAQADRRVHGGVEKAVHHYPAGHYIRWRAALGDL
PALSAPGAFGENISVGGPTETEVAVGDVFRLGTALLQVSQGRQPCWKLNHRFGLPDMARRVQQTGRTGWYYRVLEPGIVA
PGDRLHLTERVAPDWTLNRLWHALHVDRLNRDDLEGIAALEVLAESWRRLAQRRLDSGRVEDQRARLEGQA
>ANB39075.1 pyridoxal kinase [Rhodovulum sulfidophilum]SNK001
MTRPPFVIAIQSQVVFGHVGNSAALFPMQAAGLEVAAIPTVVFSNTPDYPTLRGRALPPEFFSDLLQGARERSLRERADY
ILTGYIGSLEVALMVADFIAEAKARNPGLTYLCDPVMGDSGPGLYVPETIADVMRERLLPMADIATPNPFELSWLTGRGI
ARIADLEAARTELGIAPGAHLIATGCALEDTPPGHIESVILGPGGAGDIGRHPTEHLPIALPGTGDLFAGLIVAGIARGA
PLAAAVKTAQTLTAEALRDARALGAGEVVLSGPGFRRALLTLGRAEMSCAAGRRRIRH
>ANB39076.1 phospholipase [Rhodovulum sulfidophilum]SNK001
MTRVLETGRAGAAEGRAERLVIFLHGYGANGADLLGLAQPLGPHLPGTAFLAPDAPESCEGVPFGYQWFPIPWIDGSSEE
QSEAGMRRAVDDLNAWLDAVMAEEGVGPENTVLFGFSQGTMMALHVAPRRAVPFAGVVGFSGRLLAPETLEDETVSRPPV
LLVHGDADEVVPVGALPEAGNALTSAGFEVYAHVMKGTGHGIAPDGLSLALAFMRERFGIEGAE
>ANB39077.1 3-methyladenine DNA glycosylase [Rhodovulum sulfidophilum]SNK001
MVGRIIETEACLAEGAAHLAAVEPRFVHALSLTGPLPLRRRKDGFEALLSAIVSQQVSVAAADAIWGRMKAARLTGPRKI
IWASDEDLRACGLSRQKIRYAKALAAAGIDFAALRGVPTEEVVATLVAVPGIGRWTAEIYAMFSLGRADVFAPADLALQE
SARLLFDLPERPKERALRQMAEPWAPWRGVAARALWAYYRVAKDREGIR
>ANB39078.1 multidrug MFS transporter [Rhodovulum sulfidophilum]SNK001
MTDTLPSPAVSPRARRNVTVLILAQALLGAQMPMIFTVGGLAGQTLAPNACLATLPISLIVLGSMLTAGPLSALMQRWGR
RAGFVLGVAGGAAGAGASALGLYLGSFPLFLLGALLTGIYMSAQGFYRFAAADTAEGTFQPKAISYVLAGGLAAAILGPQ
LVKVTAETMVIPFLGTYLTAIAINLGGGLLFAFLDIPRPPPRDPAHHAGRTRAELLRDPVIAVAIICGTVSYALMNLVMT
STPLAVVGCGFDTGTAADIVTAHVLAMYVPSFFTGHLIARFGARPIVALGLAILAGAGTVALTGVEIEQFFAALVLLGIG
WNFGFIGATAMLSSAHGPEERGAVQGMNDILVFGGVTMASLASGGLMNCSGGVPQEGWVAVNLAMVPFLALAGGALIWLV
LRPGDKD
>ANB39079.1 phytoene synthase [Rhodovulum sulfidophilum]SNK001
MSLEACAEILRRGDPDRFLAAMSAPVAARARLLPLYAFNVEVARAPWVTEEPLIAEMRLQWWLDVLDEIAEGRPVRSHEV
ATELAGVLDAEAARALVPLVEARRWDAYREPFADAAAFEAHLAAGAGALMRTSARVLGAKDGTAALSDLGFAMGLAGWFR
AVPELVARGRQPLPDDRPEAVAELARSGLARLASARREGVPAQAVPAARAAWRTRAILSRAAAEPGRVLEGGLEDAEIAR
RAGLLWRALAGRW
>ANB39080.1 citramalate synthase [Rhodovulum sulfidophilum]SNK001
MKDRLYLYDTTLRDGQQTQGVQFSTDEKIRIAHVLDALGLDYIEGGWPGANPTDSAFFEARPETRATFTAFGMTKRAGRS
AENDEVLAGVLNAGTDAVCLVGKTHDFHVTTALGISLEENLENIAKSVAHLVARGREALFDAEHFFDGYKDNPAYALSCC
QAALEAGARWIVLCDTNGGTLPPEIGRITAEVIAAGIPGEKLGIHTHDDTGNAVAGSLAAIDAGARQVQGTLNGLGERCG
NANLTTLIPTLLLKEPYASRFETAVPGEALAGLTRASRLLDDILNRVPLKSAPYVGSSAFAHKAGLHASAILKDPSTYEH
VAPGSVGNARIIPMSNQAGQSNLRRRLAEAGLELGRDDPRLAEILDEVKAREGQGYSYDTAQASFELVARRVLGDLPAFF
RIKRYRVTVERRRVEPARALTLSEAVVVLDVDGERKLSVSESLDAEGNDRGPVNALWKALAKDLGPYQAFIDDMKLVDFK
VRITNGGIEAVTRVIIDSEDGAGRRWSTVGVSPNIVDASFEALLDAVVWKLVRDGAPDYDAGAHVA
>ANB39081.1 cysteine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MTDIQLYNTRTRRKERFEPLDPANLRMYVCGPTVYDRAHLGNARPVVTFDLLFRLLRHVYGADHVTYVRNFTDVDDKINA
AALARKQAGDARPLEELIRERTEETIGWYHADMDALGALRPSQEPRATEFIGQMIAMIGDLIEKGHAYAAEGHVMFRVRS
YKDYGALSGRSVDDMIAGARVEVAPFKEDPMDFVLWKPSDDDLPGWDSPWGRGRPGWHIECSAMSHELLGDSFDIHGGGI
DLQFPHHENEIAQSCCAHPEGGFAKVWMHNEMLQVEGRKMSKSLGNFFTVRDLLEQGVPGEVIRFVFLSTHYRKPMDWTA
EKAREAEATLRKWRGLVAGIEPAPSPAPEVIDALSDDLNTAGAIAALHGLAGTGDLAGLKASAGLLGLLGEDMGVWAEMP
EADLGGWTERLAAARAAAMDSKDFSEVDRLKALLIGAGVEVRMSKAGIELLPGAGFDPARLEGSE
>ANB39082.1 hypothetical protein A6024_14860 [Rhodovulum sulfidophilum]SNK001
MTETSDLPMTEDALCAFCDALPGATRSQPFGPGIEVWKIGGKIFALMAPGSGRISVKCADPEFATMLIETGRAEKAPYLP
RGGWISVGFEAQDADEMAHRLRESHATVRASLPRRVREGLD
>ANB39083.1 hypothetical protein A6024_14865 [Rhodovulum sulfidophilum]SNK001
MTSYFAPAAIALGLTAAAAAPAMAGSYSPAPAEPVIVPAVPAAAPDGDWGGAYLGLSYGYIDVSTDSGAPDDDSDALGIH
AGYRWDFGKTVAGLEVEYGEPDLDFGSAEVDNVWRIKGQYGYDFGRTLAYATAGIAPTDTSVGDETGYLVGVGVDYQMTQ
NWVMGAEVLYHDFDEFGSSGVGADATTAAVRLSYRF
>ANB39084.1 3-hydroxy-2-methylbutyryl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MQISETRAIVTGAASGLGAATARRLCAAEAAVTILDRDTERGMELAAEIGAGFQPVDVTDEPSVEQAIGEASAQMGGITA
CINCAGIATAERTLDRSGPHGLESFRRTVEINLIGSFNVLRLAAAEMAQNAPDDEGCRGVIVNTASVAAYDGQEGQAAYA
ASKGAIAAMTLPLARDLAGLRIRVMTIAPGLFRTPMQEGPGEADMDGLAANVPNPPRLGDPAEYAALVLHILQNGYLNGE
VIRLDAGLRMG
>ANB39085.1 hypothetical protein A6024_14875 [Rhodovulum sulfidophilum]SNK001
MSPRQNRVTPLGAILADPARGLFMGNRGCLHDAEGRLGRARWRHKAWICCLTEFRGQHRPIMAPGRYTELFFLDEAVALA
AGHRPCAACRRADFRRFAKDFGATTAARLDALLHAARICPASGRQRHHTAPAAALPDGSFVLLEEVPHLILGAAALPWRP
AGYGAPRARPDGRVTVLTPAPTVAALAAGYRPVLHPSAGLPD
>ANB39086.1 elongation factor 3 [Rhodovulum sulfidophilum]SNK001
MARAPLLQLSSISLTFGGDPVFSGLDLVIQENDRVALVGRNGSGKSTLMKVMAGLVEADSGGRVLSPGTSVGYMEQEPDL
SAFATLGDFAASALAPGEGYRAEIAAEGLKLDLSAPAATASGGERRRAALARLLASAPDLMLLDEPTNHLDIEAIGWLET
QLAETRSAFVLISHDRAFLRNLTRATLWIDRGGVRRQDRGFAGFEDWRDKVWADEDEARHKLDRKIKAESRWAVEGISAR
RKRNQGRLRALHAMRDDRSAMIRRQGTAAMALEAGPKSGKRVIEASGISKSFGDRVILRPFSLRIQRGERVALVGPNGVG
KTTLLKMLIGELAPDTGEVRLGTNLEMAVFDQNRAALDPEMTLWESLAGDPEMRVSGKADQVLVRGQPKHVVGYLKEFLF
DDAQARAPVRSLSGGERARLLLARIMARSSNLLVLDEPTNDLDVETLDLLQELVSDFDGTVLLVSHDRDFLDRVATTTVA
MEGDGRAVVYAGGWSDYRAQRAEAAGPESGADKPAGKPSGGRSKPAASADAGAGTKKAAGLSYTEKHRFDALPGEMERLE
AEIARLEALLEDLELFTREPVKFRKATEALMARQEALAKAEEDWLELAEKAENAG
>ANB39087.1 ornithine-acyl-ACP acyltransferase [Rhodovulum sulfidophilum]SNK001
MLSLRKGRYAARLAETPADILAAQRLRYRAFRATGAHPEGTDADAFDRLCRHVLVEETRGGTLVCCFRLLPLKGGAEIGQ
SYSAQYYELSALAAFDGPMVEMGRFCIHPDWRDPDILRVAWGAMTRFVDEEGVEMLFGCSSFRGTEAETYMDAFALLQDR
HLAPKRWLPRVKAPNVFRFGQMLRRRRPDARRAMLGMPPLLRSYLAMGGWVSDHAVVDRDLNTLHVFTGLEIRAIPPSRK
RLLRAAAG
>ANB39088.1 peptide-methionine (R)-S-oxide reductase [Rhodovulum sulfidophilum]SNK001
MTQKKSETDPDWQDRLPELAYRVTREHATERPFSHDDFPKTPGTFACLCCGAPLFDQADKFDSGTGWPSFTRPAAPDALG
EHTDRRLLMTRTEVHCASCEAHLGHVFPDGPAPTGLRYCINGVALKFKPEDAAEGDT
>ANB39089.1 hypothetical protein A6024_14895 [Rhodovulum sulfidophilum]SNK001
MARPRAVHARLALAAVLSAGLLACSPIHRSHGYAPSEEDLSAISVGVDTRDSVAELVGPPTMGGVMRDEAWYYVQSDWET
VGFREPKETERQVVAISFDGSGTVENVERFGLEDGRVIALNRRVTEANVKGISFLRQLLGNIGQFSAEDILGDR
>ANB39090.1 hypothetical protein A6024_14900 [Rhodovulum sulfidophilum]SNK001
MANTPEPPRKPEVTAPRSLRLAGRRGREPVDFVLTPDPEERAALAGRLGITSLKKLRFAGALRPEGQADWRLEASLGATV
VQPCVVTLAPVSTRIDTDVLRLYRADMPARPEAEEIEMPEDENEEPLPDRLDLALVMEEALALALPLYPRSEGADLGEAV
FAAPGVAPMQDAELKPFAALARLRPSRDDAEGGDTSE
>ANB39091.1 50S ribosomal protein L32 [Rhodovulum sulfidophilum]SNK001
MAVPQNKVTRSRRNQRRSHDALVAGNPDECSNCGELKRPHHVCAACGHYDDREVVAQADEIDLDEDDAA
>ANB39092.1 phosphate acyltransferase [Rhodovulum sulfidophilum]SNK001
MTEEHPQELRAAPRTVISVDAMGGDRGAAAVVAGISLSATKNPDIRFILHGQRDELERLVARRKPLRGRVEIRHADGVVT
MDAKPSHVMRHGQDTSMWSAIDSVRNGEATVAVSCGNTGALMLLSIMRLRKLPGVNRPAIACLWPSRNPGGFNVMLDVGA
DVRADERDLLQYALMGTSYARNGLGLERPRVGLLNVGTEENKGRAELKAAHDLIDAAAESANYSFVGFVEGGDIPSAKVD
VIVTDGFTGNVALKTGEGTAKLLSDFMREAFTATPLSKMAALLAYTSLRRLKKRMDPRRANGGVFLGLNGTVVKSHGASD
ATGVSAAVKLAFELAQSGFTERLAARVAASNATEPESVRELAGGSKR
>ANB39093.1 3-oxoacyl-ACP synthase [Rhodovulum sulfidophilum]SNK001
MSTRAIVRGVGHYLPAHVVENAEFEATLDTSDEWIRTRSGIERRHFAAEGETTSQMAVEAAKAALEDAGLEADDLDAIVL
ATSTADLTFPSAATMVQAGIGMTHGFAYDVQAVCAGFIFALANANSMISSGLARRVLVIGAETFSRIMNWTDRGTCVLFG
DGAGALILEASEGTGTTADRGILSVDLNSDGRHRDILYVDGGVSTGTSGHLVMQGKEVFRHAVEKLSDTAHSALAKVGLD
GTDVDWLVPHQANLRIIKATAQRLHLPMEKVIVTVQDHGNTSAASIPLALSVGRHEGRIVPGNLVVTEAIGGGLAWGSVV
LRW
>ANB39094.1 integration host factor subunit alpha [Rhodovulum sulfidophilum]SNK001
MGERMAGNTLTRMDLTEAVFREVGLSRNESADLVESVLQHMSDALVRGETVKISSFGTFSVRSKAARIGRNPKTGEEVPI
HPRRVLSFRPSHLMKDRVAAGNRG
>ANB39095.1 2-deoxycytidine 5-triphosphate deaminase [Rhodovulum sulfidophilum]SNK001
MTAPGVLPAQDIRRLIETGAIGLSAPLAEGQVQPASLDLRLGPVAYRVRASFLAGESRSVAERIADFRMHAIDLSQGAVL
EKGCVYVVPLMERLALPPGIQAVANAKSSTGRLDLLTRTITDGGVEFDRIRGGYDGPLYAEICPRSFSVLVRPGQRLNQI
RFRAGQAVLSDDALRALDASAGLVSGGPAVISEGLGFSVDLKPSGDDLVGYRAKPHSGVVDLDGIAAHDPAEFWEEIRSS
AGRIILDPGAFYILVSREAVHIPPDYAAEMAPYLAMVGEFRVHYAGFFDPGFGHDDAGGAGSRGVLEVRCHEAPFVLEHG
QIVGRLVYERMSARPDALYGQGIASNYQGQGLKLSKHFRM
>ANB39096.1 nitrogenase molybdenum-cofactor biosynthesis protein NifN [Rhodovulum sulfidophilum]SNK001
MARLTRPRRALSTNPLKSSAPLGAAMAYLGIEGAVPLFHGAQGCTAFAMVHMVRHFKEAIPLQTTAMNEVSTILGGAEQI
EEAIANIRKRAHPRFIGIASTALTETRGEDVPGELREVLARRRDFGDLKVVYASTPDFEGAMEDGWAAAVTAIVEALVPE
TDPQQRNTDSRQVNVLPSACVTPAEIEEIDRLIRAFGLTPIFLPDLSTALDGHLAEDWSGRSLGGTRLDDIPAMARSAAT
FAIGESMQGAARLLGARGGMPVQVFPSLTGLRAVDGFVRALMALAGTADAPPAIRRDRARLQDAMLDAHFQTGGLRYAIA
ADPDLAYALSSALAGMGAEAVAVVTTSGTNPIVELIPAEEAVLGDLGDLEAGARKAGAGLLIAHAHGRHAAQALGLPLLR
AGFPINDRLGAQDICRVGYRGTRAFLFEVANAVLSHPHDAARPEDFGAAPIEPEFEHDRPQTAPH
>ANB39097.1 nitrogen fixation protein NifX [Rhodovulum sulfidophilum]SNK001
MTARRLRLIEPETDMTDSEIPLIIAIATNDLEHLDAHFGSAAKFAVYEVTTASSRLVEVLEFDAVTDQKGGHDSLDDRIT
PKVEALSGCALLFVLAIGGPSAARVVRAGIHPIKRKAPEPIAEVLARTQTMLKGAPPPFLRKVLGRPRTDFATDPAGEYS
E
>ANB39098.1 hypothetical protein A6024_14955 [Rhodovulum sulfidophilum]SNK001
MSTEAETLPRGGALPVSDYLSQLIAVIRAEDTHGSWEGKPDAEILADFIVTREERREIPIICDPDPDLLWRVERFYDAVA
LLLERRTGAQAAQMSKITHEGFGRIVLISGRLVVLSRHVRDIHRFGFETFAKLADTGEAMTRDAAEMIARFPETARA
>ANB39099.1 hypothetical protein A6024_14965 [Rhodovulum sulfidophilum]SNK001
MIQITEAARDAMASAIQGAGRPIAGLRLMVQSGGCAGLQYAMALELTREATDAVVETEGGVTVLIDPESQGYLLGTTIDF
VTGLEGSGFVFDNPNAKGGCGCGKSFC
>ANB39100.1 hypothetical protein A6024_14970 [Rhodovulum sulfidophilum]SNK001
MLDYSEILTDHFLNPRNRGTLDSANALGEAGSVRSGNAFRLTLKIEAGQIAAAMFQSTGGGPEIAAGSALTELVTGKTLA
EARAIDADAIEAALGGLPAEDRSAAEVAAEGLAAALKDYAQPPAFRAAQGLRVAQPLGVAPIRPALPSKTGAPRLSAEEE
RARVEAVLEEMRPRFRADGGDVAFHDILGPRVRVHLKGSCSGCQLAGLTLGGLQKRLAEELGRPVFVVPAPSR
>ANB39101.1 homocitrate synthase [Rhodovulum sulfidophilum]SNK001
MTAPYVPDDFTPAPPPARICDTTLRDGEQAAGVAFSAAEKIEIATALDLAGVAEIELGVPAMGMAEVAAIREAGARLTRA
RGVAWCRLRDSDLELAAMTALSRLHLTVPASDRQLAGKLGRDRDWALAEVARLVRLAAQAGFEVSVGAEDASRADIGFLA
QLAQVAAEAGAIRLRLADTLGLMDPFAAHTLVSILATGPLPLEFHAHDDLGLATANTLAAHRGGAGFLSVTVNGLGERAG
NAALEQVAAALAVQGRPTDVALDRLCGLSQIVARASNRPLSPTRPIVGANVFSHESGIHVDGLLKDPGTYEAQALSPARF
GRAREIVLGKHSGLAAVTRALSAAGLPSDEASARALLPVLRDWADREKRAATAADLILLTARAEALARHPGPTEPQERSL
T
>ANB39102.1 hypothetical protein A6024_14980 [Rhodovulum sulfidophilum]SNK001
MLDQLYALSSAEDLFAFLDLPFDQAVLNRARLHVMKRMGQYLDETDLDQLDDDGVRAAARDALQKAHADFENSTPRAQKA
LKIYTQPRGNVVPMEGLRLSVK
>ANB39103.1 electron transfer flavoprotein subunit alpha [Rhodovulum sulfidophilum]SNK001
MAQAPQPPAGSRAAMQMQLAEKYKDYKHVWVFIEIERGKVHPVSWELMGEGRKLADDLGVDLCALVLGGRDEDTKQAIRQ
TYHYGADVCYICEDPLLADYRNEPFTQAMTDLVNKYQPEILLLGATPLGRDLAGSVATTLQTGLTADATELKIADDKSLA
ATRPTFGGTLLCTIHTLNHRPQMATVRPRVMAMPEPDTSRSGRMVWHSLRMQEDDIVTKVLEFVSDAQVEKANLAYADIV
VAGGLGLQQPQNLALVQRLAEVLGAEWGVSRPLVQKGWAPAERQIGQTGNTIRPKLYIAAGISGAIQHRVGVEGADLIIA
INTDPEAKIFEFAHLGVVADALTVLPALTDAFARRLSARAMAS
>ANB39104.1 nitrogen fixation protein FixC [Rhodovulum sulfidophilum]SNK001
MPAEHFDAIVVGAGPSGNAAAYTMGKAGMNVLQIDRGEYPGSKNVQGAILYADALERIIPDFRETAPLERHVVEQRFWML
SENSHTGTHHRSDTFNEEKPNRYTILRAQFDKWFSKQVREAGVTLITETTVTELVKNEAGKVIGVLTDREGGPVYADVVV
LGEGVNGLVGQRSGFRPELKPQHVALAVKETHFLPEETIRERFNLADEEEGVVIEVLGSVSSGMVGTGFLYTNKESISIG
VGCLVADFAREKIPPYELLDRFKNHPSVKPLLKGAEMKEYVAHLIPEGGYDAIPRLTGDGWLIVGDAGQFLNAVHREGSN
LAMTSGRLAGESLAALKAQGLPASEENLKLYRDALEESFVIKDLRKYRKIPRLLEKNRQLFTTYPAILNRSMNAFLRVDG
RDKRAKEAEILKGLKTSRGNWLNVAVDMLKVARAWR
>ANB39105.1 ferredoxin [Rhodovulum sulfidophilum]SNK001
MNDKTNGTKSPRMEERLYQNRYQVDEGRPHVKINHQPGGDSEELKALTKICPAGCYSINEEGQVEVAADGCMECGTCRIV
CQATGELEWSYPRGGYGVLFKFG
>ANB39106.1 RNA polymerase sigma-54 factor [Rhodovulum sulfidophilum]SNK001
MEMMVSQRQTQGLAMTAKMQAALRILQMTAVDLSAYLAEEALENPCLEVSVPQALRAVPSGVAGSGAGSDFDAVAALASD
RPSLYDHVLRQIALAFPDPRQARVAETFAEALEPTGWLGSPPEAVAAAAGVPISVAEAVLARLQQFEPAGLFARGLADCL
RLQAEDRDMLTWELSVILDNLGMVAEGRIDALAELCDGTPQDVRNALRAIRGLDPKPGLAFAATEPPILPPDLRVIRKDG
TWAVELNRSALPAIKVTEAPETGRDTAARTYATRARSRAQWLARAVERRHSTLLAAAVCLVRRQGDYLDRGPRHLHPLGT
EDVAEELGLHASTVSRAVQHRMIETPRGTVPLRTFFSRAFTPGSGEDGPSQDALIALVGDIVAKENPARPLSDAAIAAEA
KAAGFALARRTVAKYRDVLGIPSSYDRRQNARISA
>ANB39107.1 4-hydroxy-2-oxo-heptane-1,7-dioate aldolase [Rhodovulum sulfidophilum]SNK001
MENPVNRFKAGLRDGRHQLGVWNAIPDATVAECLAACGFDWIVIDGEHGAMEVTDALPALQAVAGYPAASAVVRPAINDW
VLIKRHLDQGAQTLMLPYVQSRDEAEAAVQAMRYPPRGLRGMAGMTRASRYGLVADYLRRAEEELCLILQIETVAALERL
EEIATVEGVDGIFIGPADLSASMGYPGQPEHPAVIAAIEGAIGRLKAVGVPSGILALDPDFARHCIALGTGFTAVGVDMV
TLQRGMTALVETFASG
>ANB39108.1 RTX toxin [Rhodovulum sulfidophilum]SNK001
MTARSPESARLPLAVGLVAILCLVGGIGGWSVATSIAGAVVAPGTIKVETERQVVQHADGGVVGEILAKDGDAVAAGQVL
VRLDGTFLRSEQMIVERQLLEIQARKARLVAERDGLDSPDFAVLDSFDNIDPAWVLDHVEGQTRLFAARKTALAQELDQL
HEQTVQIDNQIEGTRAQQDALQKQLVLIEKELADKMTLYRQSLVPASQVLALQREEAGLEGNIGRLASQEAELRAKVSEL
VVRGLRLRESRREDAITTLRDLQYSEIELQERRLSLAERLSRLDIRSPVDGVVFGSKVFTVGSVVQAAEPMMYVVPGGQA
LLVSARVETTDIDEVFPGQPVSLKFTTFDSRTTPNVSGQVLRVSADALTDEATRATFYEVVIQPDIDEMADLPDIELVPG
MPVESFIRTRDRSPLSYLLHPLAVYFERAFRET
>ANB39109.1 protease/lipase ABC transporter permease/ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MIRRGPKKELTLGRAQSRGLLLAVLVFSVFTNLLMLTGPIFMLQVYDRVLGSRSEETLVALFILVAALYLFYWLLDYARG
RVMARIGLRLQAALARRVFSAMVERAALRGGEGPGATAIGDLDAIRNLFAAPVLLALFDMPWTPVFLAAIFLFHPLLGFA
AIGGGAVLILATLVNRWVTGGALERSQSRSSRAARLARQAEEGGGLIWSQGMASVMSERWARMQDEANAEGMSANDRSGS
FASFSRAFRFFLQSAILALGAYLVLQHAVTPGAMIASSILLGRALAPIEQVLGQWALIQRARSGWRALTEFLQAVPERIR
PTRLPDPVAHLSVTNIGLRASAPGAPPVLQGISFEITPGEALGVIGKSGVGKTTLARIIQGLLAPSAGEVRLDGATLDQY
GPERLGQLMGCLPQEVRFFDGTVAENIAHMELNPDPARVVQAATLARVHDIILRLPQGYDTMLIEGSGLLSGGQRQRLAL
ARALYHDPVLLVLDEPNSALDADGSEALNAVVTDMKRAGKSVLIMTHRPTAIAVCDRLMVIDGGQQKALGPRDEVLRSVV
RNAPEVQRAMGAVRSTAVPEQEARR
>ANB39110.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MIDKLEMFIVLARERHFGRAAEACGVTQPTLSAAIKQLEEQLDVLLVWRGSRFGGLTPEGARVLERARVIVADARALREE
MRAVKRGLSGDLRLAAVPTALAAITALTGPLTLRHPNLRITIFSRNSTEIVQMLDDLQVDAGLTYLENEPLGRVATVPLY
AEHYTLVMRADHPLAGRAAVPWAEAAAEPLCLLSPDMQNRRIVDRHMAEAGAVATARLESNSLLALIAHVQTSGWVTILP
LRTAQPFLGAGSLVAVPLTEPEAEHVVGLIAPHREPMTPVLDALMEAARQAKFQ
>ANB39111.1 hypothetical protein A6024_15030 [Rhodovulum sulfidophilum]SNK001
MTTDIIARCRSIAAAHAHLDGPLLPVLHAVQDQIGHVPMAAYPALAEELGLSTAEIHGVVSFYPDFRTEPGGRRVLRVCR
AEACQAMGAAALGDDLKARLGVEWHGTTEDGAVTLEPAYCLGLCACAPAALVDDRPVGRVTADGLERLAREGSA
>ANB39112.1 formate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MSLTLYLPLDAAALALGADEVARALQTEAEARGLDLMLKRTGTRGMVWLEPLLEIEENGLRMGFGPLEPADVPALFEGAF
EDHPKALGPVEQIPFFARQTRLAFARCGIAEPLDLDAYRAQGGLKGLDRAMTMTPEEIVAEITTSGLRGRGGAGFPTGIK
WKTVLEAGGARKAVVCNADEGDSGTFADRMLIEGDPFCLIEGMAICARAVGADRGYVYMRSEYPQAIATLDASLRIAREA
GILGDHFDIEDRVGAGSYVCGEETALLNSMEGKRGTVRPKPPLPAHKGFMGRPTVVNNLITLASVPAILSEGAEHYRSFG
LGRSLGTVPLQIAGNVRRGGLFEAAFGMTIGELVEGVCGGTASGRPVKAVQIGGPLGAYFPRSLFDTPLGYEECDEAGGL
IGHAGLVVFDDTAEMGAMARFAMEFCAVESCGTCTPCRIGAVRGIETIDRILAGDPAAPEILTDLCETMRAGSLCALGGF
TPYPVESALRHFPEDFPPAREAAE
>ANB39113.1 formate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKDFIIPDADFGTPARCSDKTVTLTVDGMEVTVPEGTSVMRAAAEAGIEIPKLCATDSLEPIGSCRLCMVEIEGRRGTPA
SCTTPAAEGMQVQTQTPRLAKLRRGVMELYISDHPLDCLTCAANGDCQLQDMAGAVGLREVRYTPGANHFEPRQNGEANP
RYEARDSSNPYFTYDPSKCIACFRCVRACEEVQGTFALTVEGMGFEARIASGTTDFLNSDCVSCGACVQACPTATLQENA
VIEMGTPDRAIVTTCAYCGVGCSFRAEMKGDQLVRMVPWKDGKANRGHSCVKGRFAFGYAAHPDRIQSPMIRETIDQPWR
EVSWEEALTFTAKRLRRIQAESGTGAIGGITSSRCTNEETFLVQKLIRQVFGNNNVDTCARVCHSPTGYGLKTTFGTSAG
TQDFDSVEAADVVLVIGANPTDGHPVFASRLKKRLRQGAKLIVADPRRIDLVRGPHVQAAHHLALRPGTNVALLTAMAHV
IVTEGLTDRAFIAERCDREAYEDWAAFVAEEHLGPEATEALTGVPAAEVRRAARLYATGGNAAIYYGLGVTEHSQGSTTV
MAIANLAMATGNIGRAGVGVNPLRGQNNVQGSCDMGSFPHELPGYRHVHDAGTRAIFERLWKVTISDEPGLRIPNMLDAA
VDGSFRGLYVQGEDILQSDPDTKHVAAGLAAMDCVIVHDLFLNETANYAHVFLPGSSFLEKDGTFTNAERRLNRVRRVMA
PMTGLADWEVTMALANAMGAGWDYDHPSEIMDEIAATTPSFAGVSYDLLEREGSVQWPCNEAAPRGTPVMHEAGFVRGKG
LFVITDYVPTDERTGPRFPLLLTTGRILSQYNVGAQTRRTANTAWHGEDRLEIHPHDAETRGIAEGDWVRLASRSGETSL
RATLTDRVSPGVVYTTFHHPETQANVVTSDYSDWATNCPEYKVTAVQVALSNGPSDWQEDYAAHARAARRILPAAE
>ANB39114.1 sufurtransferase FdhD [Rhodovulum sulfidophilum]SNK001
MRPWATSQVQSVGPDGAAPDIRRLAEEVPVALCYDGTTHAVMLASPADLDDFALGFSLSEGIVERPDQIARIERADHDEG
IELRIWLAPGLGARLAGRRRSMEGPVGCGLCGVESLAAATRPLPVLPPGGPCLTPPEIAEAMTALGLGQELHGATRAAHA
AGFWTRSEGLVALCEDVGRHNALDKLVGRLARLGRDASGGAILLTSRVSIELVQKAVLARAPALIAVSAPTLRAVAAAEA
AGLTLVARARGQSLDIHSHARRIAAAEIPHDP
>ANB39115.1 formate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTPEKLAYMANQIAIAFARLPGDEAEAAIAEHIDQFWDPRMRARLLVLAETPDADLSDRVRGAAALIRRPATA
>ANB39116.1 hypothetical protein A6024_15055 [Rhodovulum sulfidophilum]SNK001
MRGAGELLAFVPLALALHVGAFALARLPLGGVAGAAGGPGGDALVTLAAAPASYAGLAEDWTEAPAMQAAPVDLPAPEVP
PESDPAAMPERALAPVPALPKLAAILPEADLPDPPERPERIRAAPDPALALRPEPRPDRPAKAARSAPPSEARAAQVARG
GSAAAEAGAGATGGAPTLSPARASALRAEWGARILARVDRRHRYPRGTRASGRALVELVLARDGRLLSVRLVRSAGDPRL
DDAALAAVRRAGRFPPAPEGLGASRYSFTLPLRFEWKG
>ANB39117.1 hypothetical protein A6024_15060 [Rhodovulum sulfidophilum]SNK001
MFTFGEDDRQGTRGESIVPMINVVFLLLIFFLMSARLVPPAPFEAEPPRADGAEPAAGEMLHLSAAGDLAFGAARGEAVF
AALAARPEAAGPLVIRADAGVEAAALARLAARLTAEGRGPLRLVTVPR
>ANB39118.1 indolepyruvate ferredoxin oxidoreductase [Rhodovulum sulfidophilum]SNK001
MFSFDTPRRPRRPSLTPMIDVVFLLLVFFMIAARFGPEAGIEIVAAQAGGAGDWQGPPRLVEVGPSGLSLNGQAMAPDQI
AAELARITPAPGDPVLLRARDGADLQALVDAMEALGQAGVTGLMLVE
>ANB39119.1 flagellar motor protein MotA [Rhodovulum sulfidophilum]SNK001
MIDPILSFLQTGGAAMWAIAALSVVTLSLILWKLWRLALMGAFAGARAERSVALWQEGARAAAAEAVSGRVGLRARLVRA
AIGALSLGLPEAKAREETTRVARRLLVELRSGLRALELIAVIAPLLGLLGTVLGMIDAFQALQSAGAAADPADLAGGIWE
ALLTTAAGMAVAIPAAVALSWFESVADSARADMEDLATRLFLATEAG
>ANB39120.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MTGLELSHLTVRRGTRPVVEDVTATLSPGDCVGLVGPNGAGKTTLMRAALGLVPHRGSSSLARLAPSERARIAAWLPQMR
EIAWPVSVETLVGLGRTPHLGPGQGPGPRDRAAIAGALDRLGLAGFAGRRATELSGGEQARVLIARALAQEAPVLMADEP
IAGLDPAHQFTTMELFAGLAAEGRLVMISLHDLGLAVRFCTRLLLMHRGRLVADGPPRAVLSEANLAEVFGLRAYLADTP
DGPVFQPLEVVR
>ANB39121.1 Cu(I)-responsive transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MNIGDISKATGLPAKTIRYYEEIGLIRPARGANGYRHFSETDRHNLTFLGRARSLGFSIEECRALLALYTDKDRASANVK
QIARVHLAQIDAKIAELQAMRATLAELVSACAGDQRPDCPILKGLAGEG
>ANB39122.1 ATPase [Rhodovulum sulfidophilum]SNK001
MTAMTTTRLKLEGLHCAGCVRRVERALTELPDVGAARVNLATGSAEIEHSGPVAPLIGAVEGVGFGVGQTEIALAVEGAS
CASCTGRIERTLMAQPGVLSASMNLASGQARVTLAEGLDDAAALARAVTEAGYPATPLRAEARPEPGAAQAAEARALARR
AWTAGLLALPVVLLEMGGHVAPGAREALAGIVSETGLRIVSFLLTTAILAGPGRAFFVKGVPLLLKGAPDMNALVALGTA
AAWGYSTLATFAPGLLPEGTAHVYFEAAAVIVTLILVGRSLEARARGRTGEAIRHLLGLQPRSARVVTETGLEDRPVEQL
APGDLIEIRPGERIPTDGEIVEGQGPVDESMLTGEPMPVDKAPGDAVTGGTVNGASSLRFRATRVGRDTALAQIVAMVET
AQGAKLPVQALADRITGIFVPAVLAAAALTVAIWLVFGPDPALGLALVAGVSVLIVACPCAMGLATPTSVMVGTGRAAEM
GVLFRKGDALQGLSAVATVAFDKTGTLTEGHPELTGIRLADGFEKGDVLAAAAALEARSEHPLAQAILAAAPDHPEAEGV
EALPGYGVRGRVGGRDVLVGAERLMVREGIAPGPLEAQAATLAATGATPVFVAIDGAMAGVLALADPIKPGARDAIAGLH
RMGVATALITGDTEPTARAVAAELGIDHVVAGVLPGGKVEALEGLRADGPVAFVGDGLNDAPALAAADVGLAIGTGTDVA
IEAGDVVLMSGDPQGVVNALHVSRRTLANIRQNLFWAFAYNVALIPVAAGVLYPLNGLLLSPMLAAGAMACSSLFVLSNA
LRLRGLGPLEARS
>ANB39123.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSTLRPEAITFKQLRALCAVAEHGTLTAAAESIHLTTPAVHTQLRQLEENFGARLVDRGPQGVARLTLQGEAALVGARAI
ETALEACVDHVRALNDGMEGMVTLGVVATAKYFAPRLVAELHRAFAEIDVILRVGSREMVVSALQAASVDIAIMGRPPRL
PAVHATVLGPHPHVLIAPPDHPLAGQGRIAAERVLAETFLAREAESGTRVLMERFIERLGKGRPQRVVELESNETIKQAV
MAGLGVALISRHTVAGELAAGRLVELDAPSLPLVRQWFLVHRSDTALSAAGRRIHGYIVGRQGAFLPR
>ANB39124.1 fructose-bisphosphatase [Rhodovulum sulfidophilum]SNK001
MQTENPIRDLQHIPAALQPIMNALCEVGIDLSRVIQRGPLGGALGAAVGENTGGDTQKALDLMADDAFCERLKAANVRHY
ASEEQDTVAVLDPEGAYALAIDPLDGSSNIDVNVSIGTIFSIFEAAEDPDASFLRPTDQQVAGGYIIYGPQTMLVCTFGN
GTQEYLLDPDSKQFVLVAEAIKIPDTSREFAINASNYRHWSRPIRAYIDDCLAGEEGPRASNFNMRWVASLVAETHRILT
RGGVFLYPGDARKGYARGRLRMVYECAPIAFVIQQAGGLATDAQDPILGKTAEKLHARTPFVFGSTDKVSRIAAYHDLPD
EEVNALFGNRGLFRV
>ANB39125.1 phosphoribulokinase [Rhodovulum sulfidophilum]SNK001
MSKKHPIISVTGSSGAGTSTVKHTFDQIFRREGVNAVSIEGDAFHRFNRKDMKAELDRHYAEGDAGFSHFSYEANELKIL
EEVFRQYGETGTGRTRHYVHDAEESAKRGVAPGEFTDWAPFAEDSDLLFYEGLHGSVVNDEVDIASHADLKIGVVPVINL
EWIQKIHRDKEKRGYTTEAIRDVILRRMYAYVHCICPQFTETDINFQRVPVVDTSNPFVARWIPTADESLVVIRFKNPRG
IDFSYLVSMIHGSWMSRANSIVIPGGKLDLAMQLILTPMINRLVSESKRA
>ANB39126.1 transketolase [Rhodovulum sulfidophilum]SNK001
MNAPTKIDTSAEALMATAIRVLTMDAVQAANSGHPGMPMGMADVAAVLFNRFMQIDPSCPKWADRDRFVLSAGHGSMLVY
SINHMLGYADMDMDQIRSFRQWGARTAGHPEYGHAEGIETTTGPLGQGITTAVGMALAERMHNARFGDDLVDHYTYVIAG
DGCLMEGISHEAIDMAGHWQLGRMIVLWDDNKITIDGSTELSTSVDQKARFAAAGWHVAEVDGHDREAVAAAIEDARKDP
RPSLIDCKTVIGQGAPNKAGSHKVHGAPLGADEIAATRAALGWTHEAFTLPKEVYTAWHAVAARGREAREGWEARLLCAE
HGGAFEKSLAGPDKAAMAEAITAYKQQLSADAPKVATRKASEMALAVVNATLPNAIGGSADLTGSNLTLTKGMSPVSKDN
YGGNYIHYGIREFGMSAAMNGIALHGGFFPYGGTFLVFADYARPAIRLSALMGLPVAYVMTHDSIGLGEDGPTHQPVEHL
ASLRAMPNLNVFRPADVVETAEAWEIAATSDKTPSLLALSRQGLPCLRTEHRTENLTAKGAYVLREPEGGRDVTLIATGS
EVEIAMTAADELARQDVRAAVVSAPCFELFAAQDDAYRASVLGDAPRVGVEAAVEQGWAPLLGAGSAFVGMTGFGASAPA
DDLYKHFGITAEAVAAAAKKLIK
>ANB39127.1 erythrose-4-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTVKVAINGFGRIGRNVLRAIVESGRTDIEVVAINDLGPVETNAHLMRYDSVHGRFPGTVTVDGDTIDVGRGPIKVTAIR
DPKELPWGDVDVALECTGIFTARDKAAIHLENGSKRVLISAPGAGADKTIVYGVNHDVLTKDDLVVSNASCTTNCLSPVA
KALNDAIGITRGFMTTIHSYTGDQPTLDTMHKDLYRARAAAMSMIPTSTGAAKAVGLVLPELNGKLDGVAIRVPTPNVSV
VDLVFEAGRDTTVEEVNAAIRAAADGPMKGVLGYTDEKLVSSDFNHDQHSSVFHMDQTKVMDGNMVRILSWYDNEWGFSN
RMADTAVAMGALI
>ANB39128.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]SNK001
MAGLPLTSLDVAGRRLAVRADLNVPLGPAGVTDATRITRFASGMKPLLARGARLVVLSHLGRPGGEMTPALTLERVQGAL
ADALEAPVRFVDTCAGPMAERLGQDLAPGEVLLCENLRFERGEERNDPRLGAELARLGDIYVNDAFSCCHRLHASTTAAV
DAAGQVAAGPLLLEELAQLGRALDAPPSPSVALMGGQSMAERLGLMKRLVRRVGTILLGGGLANSFLFARGYSIGRSFCE
PELADDLLEIAALAEVAGCRIVMPRDFVVDGLQHAGGHAYPVPLGGIRPNRRVYDLGPDTVELYRGILRSARTIVWNGPL
GTCETPPFDAATRALAETVAEQTRAGLCVSVAGGGDTLVALNRSGHAHDFTYVSTAGGAFLEWLEGRPLPGLEALERAKR
AD
>ANB39129.1 fructose-1,6-bisphosphate aldolase [Rhodovulum sulfidophilum]SNK001
MALITLRQLLDHAAEHGYGVPAFNINNMEQGLSIMEAAKACDAPVIIQASRGARQYANDIMLAKMIEALAEIYPGIPLCM
HQDHGNNEATCLGAIKHGFTSVMMDGSLEGDGKTPASYEYNVDITKRVADMAHWVGASVEGELGVLGSLETGKGEAEDGH
GAEGELSRDQLLTDPDQAADFVSKTKVDALAIACGTSHGAYKFTQKPTGETLAMSVIEKIHAKLPDTHLVMHGSSSVPQY
LQDLINENGGAMPQTYGVPVEEIERGIKMGVRKVNIDTDNRMAMTGTFRRIAKENPAEFDPRKFLKPAMAEMTKLCKDRF
ERFGTAGNASRIKSIPMDDMAKRYAEGSLDPKTK
>ANB39130.1 ribulose 1,5-bisphosphate carboxylase [Rhodovulum sulfidophilum]SNK001
MDQSNRYARLDLDEKALIAGGRHVLCAYTMTPKGDGDYLATAAHFAAESSTGTNVEVHTTDDFTKGVDALVYEIDPENGV
TKIAYPVELFDRNIIDGRAMLASFLTLTIGNNQGMGDVAHAKMRDFYVPPAYLRLFDGPAMNIADMWRVLGRSVTDGGMV
VGTIIKPKLGLRPQPFADACYEFWLGGDFIKNDEPQGNQVFAPLKETIRLVSDAMKRAQDKTGEAKLFSANITADDHYEM
LARGEYILETFGENADHVAFLVDGYVAGPAAITTARRAFPHQFLHYHRAGHGAITSPESQRGYTAFVLSKMSRLQGASGI
HTGTMGFGKMEGDPSDKIMAFMLTEDVAEGPFYRQEWLGMKPTTPIISGGMNALRLPGFFDNLGHSNVIQTSGGGAFGHV
DGGTAGAISLHQAHDAWKAGVNLVDYAKEHKELARAFESFPFDADKLFPGWREKLGVTEAAE
>ANB39131.1 ribulose phosphate epimerase [Rhodovulum sulfidophilum]SNK001
MFDRSIKIAPSILSADFANFGAEIRAIEAEGADWVHVDVMDGHFVPNLTFGPPAVKAFRPHVKTFMDVHLMISPVDAYIE
AYAEAGADMITAHFEAGPHIHRTLQAIRAQGVKAGVVLNPATPAESVEHILDLCDMVLIMTVNPGFGGQKFIPSCLDKIR
RVRAMIGDRPVHIQIDGGVTTETAPLVVEAGANVLVAGSAVFKGGSVEAPEVYGRNIRAIREAAEGAQKAA
>ANB39132.1 alkyl hydroperoxide reductase [Rhodovulum sulfidophilum]SNK001
MAVSPPICDFGWQAPDFSLPGTDGRLHTLSDVHGPMGTLIMFICNHCPYVLAVRDRILRDARDLQAMGVGICAICSNDAD
AYPEDSFEGMKKVAAELDLPFPYLHDEDQSVARAYNAICTPDFFGFNSLLELQYRGRLDASRKEAGPADLRRDLYEAMLQ
VAHTGHGPQEQIPSMGCSIKWKDAA
>ANB39133.1 hypothetical protein A6024_15145 [Rhodovulum sulfidophilum]SNK001
MEGRRVKAIIFDLDGTLIDSAPDIHAAVNRTLAGLDREALDLDTIRAFIGDGVPVLMERVIKARGLEPGQRDAMVEAFLG
HYEADPATLTTLYPGVEDALEQFRDEGWAMGVCTNKPEAPSRAILKTFGIDGFFSAVVGGDTVEARKPDPKPLHAVCEQL
GAKQAVFVGDSEIDAATAQATGMRFALFTEGYHRAEDVDDIPQDARFSDYDVLVAIVARLADELR
>ANB39134.1 phosphatase [Rhodovulum sulfidophilum]SNK001
MTIRALIFDLDGTLAETEETHRAAFNASFAARGLDWHWSREDYAVLLKTGGGKERLRAFQAGLPEAARLPEADLLRLHAE
KTETYGRMIAEGAVGLRPGVEDLILHAREAEMAIAMATTSSRPNVEALLRACWGKPADRVFDVIAAGDEVARKKPDPGIY
RLALDRLGLPARDCLAFEDSHIGLQSARAAGLGVVITPSTYTAEDDFTGAAYCAPTLEQHNWPLILKAMLLSC
>ANB39135.1 hypothetical protein A6024_15155 [Rhodovulum sulfidophilum]SNK001
MLSGIGTIVGAFAVIWAARLGSGTFESWREQKISERRIDQAERILIATYDARRSLGDLRHAAANLFAPGSAQRGLQDGAE
ALTSEAAKAHSYYETLRETASLARRSLADCLPTAKALFDADLEQAIGELMKQFDIVFADVGWRAELSPDERQAKWKKLTP
GVPSEDRGTMDATIAAQVARIEGICLPQLRAAGRKRRDAGPSV
>ANB39136.1 hypothetical protein A6024_15160 [Rhodovulum sulfidophilum]SNK001
MTGVNDERFPKSLIQADRIVTDTKWNTAENGSTPFSDFFGVAMLSKGAVTAALTTRRATPFSGALHLPLVFRRRSKTRLW
TGGRLLSWG
>ANB39137.1 amidohydrolase [Rhodovulum sulfidophilum]SNK001
MPVRNRLAELQPEIAAWRRDIHENPELMYDLPRTSALVAEKLRDFGCDEVVEGIGRSGVVGVIRGRSDGQGRAIGLRADM
DALPIHEATGLPYASKTPGRMHACGHDGHTAMLLGAARYLAETRNFEGRAVVIFQPAEEGGAGGLAMCEDGVMERFGIAE
VYGLHNMPGIPVGTFAIRPGPIMAATDEFDITVTGRGGHAAKPHDCIDSTLAASHIVVALQSIAARNADPLKQIVVSVCS
FRTESEAYNVIPQTVRLKGTVRTLEQGMRDLGEVRVLAVAEATAAAYGATAELCYRRGYPVTANAPDQTDFAAAMAEKVS
GRVDRATAPLMGGEDFSYMLLERPGAYIFLGNGDTASVHHPAYDFDDAAIPFGASWFVELVETRLAAG
>ANB39138.1 acetylornithine deacetylase [Rhodovulum sulfidophilum]SNK001
MSSLLSPRQIFEKLVSFPTVSRDGNLALVDWVEGYLTEAGIAASRVWNPARSKAGLYAHAGPQVAGGVMLSGHSDVVPVD
GQDWSSDPWELTERGGRLYGRGACDMKGFDALAIWAMVEAQRAEVARPLQLALTYDEEFGCLGAPPLIAQMAREGFPKAA
AVVVGEPSMMQVVTGHKGNIGFGIRLRGHEVHSSLQHRGVSAVMEAGRLIQWANEANDRNRARAPAGDDGLFDPPWTSVH
VGEIAGGTAQNITAADCRMGLDYRCVPSDSLEACRAALLAEVARIEAGMKAVHPGAGIAVEETFSVPALAPEQDGAAEAL
ARRLTGDNATHVVSYATEAGQFQEGGFSTVVCGPGDIAQAHQPDEYITLEQFRQGEAFMTRLLAHLQE
>ANB39139.1 hypothetical protein A6024_15175 [Rhodovulum sulfidophilum]SNK001
MPIQDHPLRYALTNELHTRPFPSLQAPCHAAFLAIKPPLDAAIRDRDADRAHVIDLLDRFGAQHPKPGDTHFFGQMGRHK
LKWESHTEFSTYTIFTPGVADRPFDPTAFEVFPDDWLETAPGARLTSALIRIEQISDGRAEICDRFGEWFAPDSLSAAAI
LDGAAVMATDFRIDTGGHMRMAIFVQPEIGQRRIGRIVQRLTEIETYKAMSMLGLPRARQINARLAELEPQLSALVGEMT
GGQRQPEETLRNLLAVSAELESLLAQSAFRFSATTAYEALVHQRVEVLREERFQHRQTFQEFMMRRYDPSMRTVKASEAQ
LDSMTRRAVRAANLLRTQVDVERSAQNQKLLESMDRRADLQLRLQRTVEGLSVVAISYYAVSLVSYMIAPGAEALAVSKA
LATAVVTPVVVLAVWLMIRQLRKGMEH
>ANB39140.1 NAD(P) transhydrogenase subunit beta [Rhodovulum sulfidophilum]SNK001
MSIGIVSAAYIAAAVLFILALGGLSNQEKAKRAVWYGIVGMGLAVLGTVFGPGIGHYWLLVPAVAIGGYAGYEVARRVEM
TEMPQLVAALHSFVGLAAVFIGLNAQLELNHVMALKAADDGAAVEALRGFASVLAHKTPVEISILKVEVFLGIFIGAVTF
TGSVVAFAKLAGRIDGKPHKLPGGHMLNLAALLLSIALGYLYFTGAGIWTMVLMAILAGFIGWHLIMGIGGADMPVVVSM
LNSYSGWAAAAIGFTLGNDLLIVTGALVGSSGAILSYIMCRAMNRHFVSVILGGFGGTGGPAAEVEGEMVAIDADGVAAA
LEDADSVIIVPGYGMAVAQAQNSVSVLTEHLRKQGKTVRFAIHPVAGRLPGHMNVLLAEAKVPYDIVMEMDEINEDFPQT
DVAIVIGSNDIVNPAAQDDPNSPIAGMPVLEVWKAKQVIVSKRGQGTGYSGIENPLFYKENTRMFYGDAKQSLDKLLTLI
R
>ANB39141.1 NAD(P) transhydrogenase subunit alpha [Rhodovulum sulfidophilum]SNK001
MKIGAPKEILEGEARVAMTPDSAVQLRKLGYDCLIETGAGVAAGFADAAYEEAGVKVVRSAEALWQGADIVIKVREPAAE
EVARLRKGQTLISFFWPAQNEALLEQCKAKGANVIAMDMVPRISRAQKMDALSSMANIAGYRAVIEAGSNFGRFFTGQVT
AAGKVPPAKVLVVGAGVAGLAAIGTATSLGAMVYAFDVRPEVAEQISSMGAEFVYLDFEEDAADGSETGGYAKPSSPEFR
EKQLAKFRELAPDMDIVITTALIPGRPAPKLWLEDMVAAMKPGSVIVDLAAEKGGNCDLTRPGEKIVSDNGVTVVGYTDF
ASRMATQSSTLYATNIRHMMTDLTPDKDGQVVHNMEDDVIRGATVTHEGEITFPPPPPKVKAIAAAPKKDKPKELTPEEK
KAQEAAAFRKQTITQIGMLGVGALLMLLVGAFAPASFMSHFIVFALSCFVGFQVIWNVSHSLHTPLMAVTNAISGIIILG
ALLQIGSGNWLVVILATISVLIATINIVGGFLVTRRMLAMFQKS
>ANB39142.1 hypothetical protein A6024_15190 [Rhodovulum sulfidophilum]SNK001
MARLLHYLDLPPVWLALFAGLAWAQSLALPFAFLGRAGDVAGGLALAFGLGLSVWAALGVVLARTSLIPRQRPDRLVVTG
PYRFSRNPIYLADAVILLGLILIWDALPSLILVPLFPKLIEWRFIRREEALIHEAFGPEYDAYCRQVGRWI
>ANB39143.1 kynureninase [Rhodovulum sulfidophilum]SNK001
MTDFAATRAQFHIPEGVIYLDGNSLGPMPVAAEARAAQAVREEWGEMLIGGWNKAGWMAMPRVLGRHVGRLIGAEPGTVV
IGDTLSIKVYQALAAALAMRPERRVVLSDSGNFPTDLYMAQGLIKSLGQDHELRIVAPEEVEAAIDEDIAVVMLTEVDYR
TGRLHDMAAISARAQAAGALTVWDLAHSAGALPIDLAGSGADFAAGCTYKYLNAGPGAPAFIYVAPRHSDMALPALSGWL
GHAAPFAFEQGYRPGEGIDRMRVGTPPVLQMAALEAALGVWDGVSMTDIRARSIELSELFIAEVESRCPQLALASPRDPL
QRGSQVSFRFEESYAAVQALIARGVVGDFRAPDIMRFGIAPLYIGEDEIRRAALILQDVMENRLWDDPTYRARAAVT
>ANB39144.1 hypothetical protein A6024_15200 [Rhodovulum sulfidophilum]SNK001
MRLRRARPGDGGPTRALFHDAVHRGAALSYSPAERDAWSPSPEAPPDWEDKLLSRHTVIAEIRGLPAGFMTLGKDGYLDF
AYVSPDWTGRGIGRALLQAILREARRSGLNHLSTEASLVARPFFARHGWRETARQSVIRHGVALTNFRMEIEL
>ANB39145.1 hypothetical protein A6024_15205 [Rhodovulum sulfidophilum]SNK001
MKRPFLIGVAGGAAVAVGLGGWLWLQRPGADVEAGGPRALVQVEMPRLSPQAEAGQAVFSDNCAQCHGTRADGREGLGPP
LIHPIYEPDHHGDYAFLRAARQGVRAHHWGFGDMAPVPGVSTADIASVVRFVREVQRANGIR
>ANB39146.1 gamma-glutamyl-gamma-aminobutyrate hydrolase [Rhodovulum sulfidophilum]SNK001
MARPRVGIIGNSFLINDEYPAHAGGTMNSEAVAEVAGALPLLIPADPRFVSVPELVECFDGFLFTGGRPNVHPEEYGEAE
TEAHGAFDRARDAIALPLIRALVERGQPFFAICRGFQEVNVAMGGTLHPEIRDLPGRINHRMPPDGTLDEKFALRHMVTL
TEGGLFHRILGATEVMTNTLHGQGIKRPGPRIVIEGVAPDGTPEAIHVADAPGFALAVQWHPEYRAARDPVSRPLFEAFG
KAVADWARGDRPAVLKTA
>ANB39147.1 hypothetical protein A6024_15215 [Rhodovulum sulfidophilum]SNK001
MGVTILSFGRDLRVEDHPALSRAGQEAGAEGGAVLPVFIVDPAVWSAPEASARQWRVVAEGLASLSAALAARGAALQVEI
GPPAEVLDRLAARWPVARGLALGAQPPAEDWARRRGLPWRPVAAPRRPAPPLGELTTPPGLEPGPIPEARDLGLGFDPCP
GRPRGGRSEAERALAAALAGADPDAALSAHLAWGALSAGEAARAARLAPEEPGARRLASWLARRARFQRVPAADPEPVAA
PPNPAADARLAAWARGETGLPAVDAAMRALIHDGMLDAGRRGLLAAVGCGQLGLDPGACCRVLARLSADHDPRLHGAQFR
AAAARRVDPLRWARAADPEGVFLRRWLPELADLPPDALHAPWTCPAAARRLGRRYPHPLVAPGRCRPTGSRSASPAARRQ
DSRQLAFDL
>ANB39148.1 aminopeptidase N [Rhodovulum sulfidophilum]SNK001
MTDATPQPVFLKDYTPFGFLVDRVELTFRLAPTETRVRARIAFRPNPAATDRRFFLHGEELALISAAIDGHPVTPEITPT
GLSCEVPDAPFLWDCEVEIAPKENTALEGLYMSNGMYCTQCEAEGFRKITFYPDRPDVMAPFRVRIESDLPVLLSNGNPV
ARGTGFAEWDDPWPKPSYLFALVAGELVATSERYTTSEGREVDLNIWVRPADQGKADYALDSLIRSMRWDEEVYGRAYDL
DVFNIVAVDDFNMGAMENKGLNIFNSRYVLASPETATDRDYENIERIIAHEYFHNWTGDRITCRDWFQLSLKEGLTVFRD
SQFSADMRSAAVKRIEDVMTLRARQFREDNGPLAHPVRPESYTEINNFYTATVYEKGAELIGMLRRLVGPEGYRKALDLY
FSRHDGQACTIEDWLQVFEDATGRDLTGFKRWYSQAGTPRVKVTEDFKNGTYTLHLEQETPPTPGQVEKAPQVIPLALGL
LSPNGDEVLPTTVIELTEARQEAVFEGLGAKPVPSLLRGFSAPVILERDSSSEERAFLLAHDTDPFNKWEAGRSLAREIL
IEMVTEGAAPAPAWLEALASVARDEALDPAFRALALRLPGEDELAEALAGRGTVPDPLAIHAARETARSAIARHLEPLWP
GLYRQMTCPGPYSPGAADAGRRALRLVALGYIARLDGGAQARAHFAAADNMTDEIGALSVLVETGGAEEALDRFARRWGD
DRLVMDKWFGLQASLAAPERAVAVTRALTEHPDFTWKNPNRFRAVIGGLTANAAGFHDPSGAGYDLLADWLIRLDGVNPQ
TAARMSTAFETWARYDAGRRAKSKAAMERIAAREGLSPDMGEMIGRLLAAGQSAD
>ANB39149.1 hypothetical protein A6024_15230 [Rhodovulum sulfidophilum]SNK001
MPRRLLRVLHGGARAKGAAPQAPGARGAPLPDDTPFGEDLARRAVAFLEATSAVWGEAAIVRTHRDYTGHGLFHDRAAGR
FFLSRSLDGWPCAPAYLSFADAAGFRRWLAAQSDASLSGQVPSDIPGFERDPGNQRITRSFVEDYLRRHRNGGASGRQGS
>ANB39150.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MDLGLAGKRALVCAASKGLGRGCAEALAEAGVDLVINARGAEALLATSEEIRRAHGVAVTPVAADIVSEEGRATVLEAAG
QVDILVTNAGGPPPGLWSDWERDDFIAALDANMLTPIALMKALLPGMIERGWGRVVNITSQSVKAPIPVLGLSNSARAGL
TGYVAGTARQVAPHGVTINNLLPGIHATDRAVALDRGVAEAEGIALAEARTRREATIPARRYGTPGEFGAACAFLCSRQA
GFIVGQNILLDGGATNATL
>ANB39151.1 chromosome partitioning protein ParA [Rhodovulum sulfidophilum]SNK001
MKTVLIANPKGGCGKTTIAVTLAAALADGGWKVALADADPQKSALRWLRRRPAAASAIRGLDWSGGRGAGKPGKGIGWLI
VDAPGALPDAAAAGLVDEARAVVVPVLPSVFDAEATRRFLSEIAEFKRIRKGKVEVDLVANRVRARGRDAAWIRDMAERV
GQAPVAEISDRVAYGDLAEQGLTVFDRPQRAYAPLRAQWTPLLAALTSRG
>ANB39152.1 hypothetical protein A6024_15245 [Rhodovulum sulfidophilum]SNK001
MTATFLVATDLSPRADRAVNRAFRLASWTGADILLAAVIDSDLPEDVARPLAEAAETRLARFAASIPHSAEVRHDTRILT
GDPSAAIPLLAEEIDAALIVLGLHRDRPFLDLIRETTMERIVRHAARPVLLVRDPVDHDYAALLAALDFAPASTAAVKIA
ADLAPEATIHGVHALHIPYRGFVAPHGSSIAIAPFRRSAEMRLAEWRSDADLPERLAEIDIVEGAAHVVLNREIEDHAPD
LLVLGAHGRAGDAPSILGSLANDLMRHPPCDLLIAR
>ANB39153.1 hypothetical protein A6024_15250 [Rhodovulum sulfidophilum]SNK001
MGNPLHLYWLLEGVAAWNARRKRERDAFIPDLSGMDIRAAFESSRKLEEGRIPLLRADLRGADLGEADLRVADLREASLV
GANLREANLGAADIWGANLGEADLWRANLWGTNLWRANLWGANLRGADLREANLGGANLRRANLREANLRGANLGGADLG
GADLEGANLGEADVRIVSSGVGIKDVGTPEYTNLSQTRALTQAQLDTMEGDTGTILPDGLHHPAHWPDPEPPGPHSHGVK
GDDSSAAASSSPSIRAKVQERPVAELRHALQASYPETAVLAEYIAGQIQNEIAAHRMTAIPNDAEALSDYNAKLNFLNET
LIAVQRLHEAIPVAEPDQKVTPEEARRIKEILIDIAGKIDLAVRYLDNDTGTYGNFWKIGLIGACSGLFGCFGIPVNLGA
PIAAGVIGASTIRLIVEGRRGP
>ANB39154.1 peptide chain release factor 3 [Rhodovulum sulfidophilum]SNK001
MLDAPSNRPALPPEIARRRTFAIISHPDAGKTTLTEKFLLYGGAIQMAGQVRAKGEARRTRSDFMKMEQDRGISVSASAM
SFDYERFRFNLVDTPGHSDFSEDTYRTLTAVDAAVMVIDGAKGVESQTRKLFEVCRLRDLPILTFCNKMDRESRDTFEII
DEIQEMLAIHVTPASWPIGVGREFLGCYDMLRNRLELMDRADRNKVAESIKIEGLDDPKLAEHVPQDLREKLIEEVEMAK
ELLPALDPQAVLEGQMTPIWFGSAINSFGVKELMDGIANYGPEPQIQPAESRQIAPEEPKVAGFVFKVQANMDPKHRDRV
AFVRLASGHFQRGMKLTHVRSKKPITVSSPVLFLAADRELAEEAWAGDIIGIPNHGQLRIGDTLTEGEALKVTGIPSFAP
ELLKNCRAGDPMKAKHLDKALMQFAEEGAAKVFKPMVGSGFIVGVVGALQFEVLASRIELEYGLPVRFEPSQFTSARWVH
GEKADVDGFVQKNKQHMATDNDGDVVYMTRLQWDIDRVLRDHPELTLSATKEMQTG
>ANB39155.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MHTNKLVVVGAGHVGSYVLADAMKIGLFAEIGVIDILGNVAFGEALDQAQATALPYMSNIKVTSGGYEQCADADVIVVAA
GPSVIRDPENPKAEPDRTLLTTTNCKVIREVMAGIVKHTTEAIVILITNPLDTMVYIAENEFGYPRGRVFGTGTMLDSAR
LRKVVADAYGIDPKSVTGFMMGEHGSTAFPVLSHVNVAGIPFAELDRHFEALGDIRSPETVKARVISAAYDVFNGKGWTN
AGVAQSAVTMARAVLLDERSVFPACTTLRGQYGHDGDVALSMPCLLGREGIVKQLPVGLNAWEAEKLAESIAFIQATMRD
AGTGPDKAVA
>ANB39156.1 hypothetical protein A6024_15265 [Rhodovulum sulfidophilum]SNK001
MKNSMFLLSAAALTLAAPAFAEDVFPAKLAGHAVLPAMTMVAPPADAPRDAWISGKFTGGARNMVPMSAMGDTGGLHGHR
ETGIALPFIGQPLQGFSGFAMARAEDGSVYALTDNGFGSKANSPDAMLFFHRILPDFGTGKVDVKETVFLRDPGFKVPFR
IAYEGSEGRYLTGADFDLESIQLVDGSLWIGEEFGPYLLNVSLDGVVLGVYPTMADGKELRGPDNPAVSATSLPGRDWKS
QRSGGYEGMALQPGTGTLWAMLEKPILGDDGKTEGDFLRVMAFDTAAKEWTGEMFRFALDEAATAIGDFNFIDDTHALVI
ERDNGEGDPSLKCDGEAAPDCFPEPAMHKWIVLIDTSDVDAEGYVRRIGHIDLMDIADPDGVARLQTDAARDLSGRFTFP
FFTIEDVMRVDDTHILVANDNNLPFSSGRKLDAAADNEVILLEVPELLSAQ
>ANB39157.1 hypothetical protein A6024_15270 [Rhodovulum sulfidophilum]SNK001
MNSQDDWIISSLLEDLAALALANDRISIADLVEALGARGFGPLLVMLSAFLILPVGMLPGLPGVVAIFMILIGGRMMTGE
TTLWLPARLRRVHISGHVLAVSVARAQPAALWLRPLLTPRLVALIEGRIATRLIALILIGTGVLIFLLGFIPGLPFVLSL
HVLMLGLALSTRDGLVAALAYALMGPEIIFIWRVFT
>ANB39158.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SNK001
MTTFAELGLDPKVLSAVSDAGYTAPTPIQAGAIPPALEGRDVLGIAQTGTGKTASFVLPMITLLGRGRARARMPRSLVLA
PTRELAAQCAENFDIYAKKTKLTKALLIGGVSFKEQDALIDKGVDVLIATPGRLLDHFERGKLLLTGVQIMVVDEADRML
DMGFIPDIERIFQLTPFTRQTLFFSATMAPEIERVTNTFLSAPAKIEVARRASAAENIEQAVICYTASRKDRQAKEKREL
LRALIEREGEGCKNAIIFCNRKTEVDIVAKSLKAHGYDAAPIHGDLDQSQRTRTLESFRDGKLRFLIASDVAARGLDVPA
VSHVFNYDVPSHAEDYVHRIGRTGRAGRDGKALTICVPYDEKWLTAIEDLVEKKIPRVESPLKSGGEDRGNRSRRNKRHE
GDAEAAAAPEVQAAPASPERSEEPRESARPPRNERRPERSERTERSESQDRNKPQTRHQSPRRSGGRGHRDEPVVGMGDH
MPAFLLRSFKPRTEAEPATADEPVEQDAE
>ANB39159.1 MBL fold hydrolase [Rhodovulum sulfidophilum]SNK001
MSKNRLIYLPLGGAGEIGMNAYVYGYGAPGKERLILVDLGVTFPNMETSPGVDLIFADMAWLEERRDRLEAIFITHAHED
HVGALGHLWPRLKAPVYARPFTGTLARLKMEDQGQDPETVRFVEPWPNRIEAGPFQVSYLPVSHSIPESSGLVIDTPVGR
IVHTGDFKLDRTPIVGDPFDPVLWGEVAAEGVKVLTCDSTNVFSPNPGRSETTVGPAIRQLVERAEGMVVATTFASNIAR
LKTLAEAGRDAGRSVCLLGRAMRRMVEAGIESGVLTDFPKVVSPEEASDLPRDKVMLIVTGSQGERRAASAQLSRGKYMG
LTLAAGDLFLFSSKTIPGNEREVIRIINALSEMGVDVVSDDTDLYHVSGHANRPDLSRIHTLMKPDMVVPMHGEHRHLRE
HVKLAAENGLPAVVAVNGTMLDLTGERPQPAEFIETGRTYLDGAVQIGALDGIVRDRIRMALRGLVVVTAILDEEDEPLG
EPWVDLSGLPETGRSRAALSEVIEEDLDQFLRRADDKTLADDDKLEEAMRRIVRQTAQGEIGKKPEVVVVISRLSA
>ANB39160.1 pantothenate kinase [Rhodovulum sulfidophilum]SNK001
MLLCIDCGNTNTVFSLWDGTRFLCTLRTATEHTRTADQYYVWFSTLLDRYGIEPEIADVIISSTVPRVVFNLRVFTDRFF
GLRPLVVGKPECLLPHEARVDLGTNVGPDRLVNTAGAFDRHGGDLILVDFGTATTFDVVAHDGAYVGGVIAPGVNLSLEA
LHMAAAALPHVDVTQPTRVIGTNTITCMQSGVFWGYIGLVREICGRIRAEYDRPMRIIGTGGLAPLFAQGDVLFDRIEDD
LTMHGLTVIHAYNKENGAT
>ANB39161.1 hypothetical protein A6024_15290 [Rhodovulum sulfidophilum]SNK001
MSTEGEGWHWPAGHDLILLDEVDSTMAEARRRRDLDRPTWIVARRQTAGVGRRGRAWGAPGGNLAATLVFAPGCPPATAA
LYSFVTSFALYATCLAYLDDRDAITLKWPNDVLLNGGKLAGILLESEGTMTGVGRLAIGLGVNLNALPEAAMIEPRALMP
ATLAEEIGEPVDPLEFLAFFAEHFDHQDRFFRENGFGPLRSAWLERAARLGDTITARMGAEEVSGRFLTVDEDGQLVIET
PGGRRAIAAADVFF
>ANB39162.1 NADH-quinone oxidoreductase subunit N [Rhodovulum sulfidophilum]SNK001
MISDDLSVVLPEIILSVYAMLALVGAVYTGKDRAAPVLVWTTSALMLALAVWIGVTAGPTETAFGGALIDDGFARFAKVV
VLASAALVMLMSQDYMRRQKTLLFEFPVLITLGVVGMMLMVSAGDLMMLYMGLELQSLALYVVAAIRRDNVRSTEAGLKY
FVLGALSSGLLLYGASLTYGYAGTTLFSGILASIGDGQIGVGLLFGLVFMITGLAFKISAVPFHMWTPDVYEGAPTPVTA
FFATAPKMAAIALFARVLFDAFGTVTGDWGQVLAVLALLSMFLGAFAGIGQRNFKRLMAYSSIAHMGFALMGLVAGTALG
VQAMLVYMAIYVTMSIGTFAFIMGMEKDGQPVTDIRSLNMYASSEPLKALALMMLMFSLAGVPPFVGFFGKFYVIRAAVD
AGYVWLAVAGVIASVISAFYYLRIVFYMYFGEEGDRRLDGSMPPVLWGIMMVASFAMILGVVNLFGVEGLALAAAQTLVN
>ANB39163.1 NADH-quinone oxidoreductase subunit M [Rhodovulum sulfidophilum]SNK001
MDNLLSIITFTPLIAALILGVFLKGDSASDQANAKWVALIATTATFLISLFVLFQFEPSDPGFQFVEDRSWLLGLRYKMG
VDGISVLFVMLTTFLMPITIGACWTVTYRVKEYMIAFLVLETLMLGVFCALDLVLFYLFFEGGLIPMFLIIGIWGGKDRI
YATFKFFLYTFLGSVLMLVAMLAMYIDAGTTDIPTLLTHQFSAGDIVIGGKTVVGGMQTFLWLAFFASFAVKMPMWPVHT
WLPDAHVQAPTAGSVVLAAIMLKMGGYGFLRFSLPMFPVASDIWAPLVFWLSAIAIVYTSLVALAQKDMKKLIAYSSVAH
MGYVTIGIFAANRQGLDGAIFQMLSHGFVSGALFLCVGVIYDRMHTREIEAYGGLVNRMPAYALIFMLFTMANVGLPGTS
GFIGEFLTLAGIFQVNTWVAAVAATGVILSASYALWLYRRVVFGDLIKESLRTISDMNLRERAIFAPLVAMTLLLGVYPA
LVTDIIGPSVEALISNYQTALAETPVSTQLAGN
>ANB39164.1 NADH-quinone oxidoreductase subunit L [Rhodovulum sulfidophilum]SNK001
MEKIILFAPLIGALLCGFGYRMFGEKAAMWITTAMVFLSMLFSWVVFTGFDGEMRQVEIFRWIDSGSLVADWSIRIDRLT
AIMLIVVTTVSAFVHLYSFGYMAHDPEWREGESYKPRFFAYLSFFTFTMLALVTADNLVQLFFGWEGVGVASYLLIGFYY
RKPSANAAAIKAFVVNRVGDFGFLLAMASLFFLLDSVSFDDIFDKAPELATTQLSFLSGSWSAANVVGVLLFIGAMGKSA
QLFLHTWLPDAMEGPTPVSALIHAATMVTAGVFLVCRMSPVLEFAPDAKAMIVFIGALTAFFAATIGLVQNDIKRVIAYS
TCSQLGYMFVAAGVGVYSAAMFHLLTHAFFKALLFLGAGSVIHAMHHEQDMRNYGGLRTKIPYTFGAMMIGTLAITGVGI
PLTHIGFAGFLSKDAIIESAWGGGANLAFWMLVIAAAFTSFYSWRLIFLTFFGKARGDKHAHEHAHESPWTMLVPLGVLS
VGAVLAGMLWYGDFFGDHDKVNRFYGVPSHEVAAAAGEHGGTAAEGAAALPGQGAIYTAPDNHAMENAHEAPKWVKASPF
LAMLGGFAVAWLFYISSPELPARTARAARPLYLFLLNKWYFDELYDAIIVQPARNIGRALWKGGDGGIIDGGINGVAMGI
VPFFTRLAGRLQSGYVYHYAFAMVIGIAVLVTWMALTGGAQ
>ANB39165.1 NADH-quinone oxidoreductase subunit K [Rhodovulum sulfidophilum]SNK001
MIGLEHYLTVAAALFVIAIFGIFVNRKNVIVILMSIELMLLSVNINLVAFSAYLGDLVGQIFTMFVLTVAAAEAAIGLAI
LVCFYRNRGSIAVDDVNVMKG
>ANB39166.1 NADH:ubiquinone oxidoreductase subunit J [Rhodovulum sulfidophilum]SNK001
MTLGEFAFYAFSVVTVVSGLFVVLARNPVHSVLWLILAFLSSAGLFVLLGAEFVAMLMVIVYVGAVAVLFLFVVMMLDVD
FTELKAKMAAYFPIAGLIGAVFLAQLVLVYGAWKSADGAAALRGAPTPDPAEIHNTLAIGQLIYVDYIHLFQAAGLVLLV
AMVGAIVLTLRHRPNVKRQNVLAQMYRDPAKAMELKDVKPGQGL
>ANB39167.1 hypothetical protein A6024_15320 [Rhodovulum sulfidophilum]SNK001
MSGYAKLFEQMLEQSHKMARTFNPALESFQVHGFDKLIPTMPKDFMDMMWGNTFNPDGLDSKTRLLVVVAGLTVLGAQAD
AQFKIAVRHALEAGATEREIAEVIYQMAMLGGIPAMSRALDLAQTVFDETDEETGK
>ANB39168.1 NADH-quinone oxidoreductase subunit I [Rhodovulum sulfidophilum]SNK001
MAAIDWQRAGKYFLLMDFLQGFRLGMKYFFAPKATLSYPHEKGPLSPRFRGEHALRRYPSGEERCIACKLCEAICPAQAI
TIDAEPREDGSRRTTRYDIDMTKCIYCGFCQEACPVDAIVEGPNFEFATETREELFYDKQKLLENGDRWEAEIARNLELD
APYR
>ANB39169.1 NADH-quinone oxidoreductase subunit H [Rhodovulum sulfidophilum]SNK001
MADFMDTGIGLALTIMGHGLMVIAFVMISLLFLVYGDRKIWAAVQMRRGPNVVGVFGLLQTVADALKYVVKEVIIPAGAD
RPVFLIAPLIAFVMPLLCWAVIPFSDRLVMADINVAVLYILAISSLEVYGVIMGGWASNSKYAFLGSLRSAAQMISYEVS
IGLIIIGVILSTGSLNFGDIVAAQDGRFGFLSWYWLPHFPMVFLFFISALAETNRPPFDLPEAESELVAGYQVEYGSTPF
LLFMACEYIAMFLMCALMSILFFGGWLSPVPGLPDGAIWMVGKMAVFFFLFAMVKAIVPRYRYDQLMRLGWKVFLPMSLI
WVVAVAFFAQFELFGGAYARWAVGG
>ANB39170.1 NADH-quinone oxidoreductase subunit G [Rhodovulum sulfidophilum]SNK001
MAELRKIIIDGTEIEVDPAMTVLQACEVAGIEIPRFCYHERLSIAGNCRMCLVEIVGGPPKPAASCAMQVKDLRPGPEGA
PPVVKTNSPMVKKAREGVMEFLLINHPLDCPICDQGGECDLQDQAMAYGVDFSRYREPKRASIDPDLGPLVGTCMTRCIS
CTRCVRFTTEVAGITQMGQTGRGEDAEITSYLGQTLDSELQGNIIDLCPVGALTSKPYAFTARPWELTKTETIDVMDALG
SNIRVDTKGREVMRILPRNHDGVNEEWISDKTRFVWDGLKRQRLDRPYIRENGKLRPASWAEALRAAAAAMTGRKVTGLI
GDLAPVEAIFALKSLVEGLGGTVECRTDGARLPAGNRSAYVGTAAIEDIDSARQIYLIGSNPRAEAPVLNARIRKAWMHG
AAVHRVGPAVDLTYDVIEEGADRAALVRLAGSAEKTENALVIVGQGALTEADGEAVLSQAMALAGRLGGGLLVLHSAASR
VGAMDLGAVAEGGIEAATGDAEVIYNLGADEVEIGAGPFVIYQGSHGDRGAHRADVILPGAAYTEEAGLFVNTEGRPQLA
VRAGFPPGEAKENWAILRALSAELEARLPFDSLTQLRRKLTEAHPDFRLVDEVIENPWRPLDLAEPGRAEFRYAVRDFYL
TNPIARASALMAELSANAKARRAAPMAAE
>ANB39171.1 hypothetical protein A6024_15345 [Rhodovulum sulfidophilum]SNK001
MTAVISPLGRAAAFAAGLGLAATVSAAGAEPRPALGEQTEIVRGLQVIATADMIRKKCPTIGARMLTAFGYMQRLKSKAT
RLGYPDAEIRAFVEDKAEKARVETAARNWLTARGVRLDEPQSYCPVGLAEIRSRTEIGRLLRARQ
>ANB39172.1 NADH-quinone oxidoreductase subunit F [Rhodovulum sulfidophilum]SNK001
MLTDQDRIFTNLYGMSDRTLSGARARGHWDGTAQIIAKGRDWIIDEMKKSGLRGRGGAGFPTGLKWSFMPKESDGRPHYL
VINADESEPGTCKDREIMRHDPHTLIEGALIASFAMQAHACYIYIRGEYIREREALQAAIDEAYDAGLLGRNAAKTGWDF
DLYLAHGAGAYICGEETALLESLEGKKGMPRMKPPFPAGAGLYGCPTTVNNVESIAVVPTILRRGGDWFSSFGRPNNAGT
KLFAISGHVNRPCVVEESMSIGLRELLDRHCGGVRGGWENLKAVIPGGSSVPLLPAQICEDAVMDFDWLREQKSGLGTAA
VIVMDQSTDVIKAIWRLASFYKHESCGQCTPCREGTGWMMRVMDRLVRGEAEIEEIDMLFDVTRQVEGHTICALGDAAAW
PIQGLIRHFRDEIEDRIRARKTGRTSAVAAE
>ANB39173.1 NADH-quinone oxidoreductase subunit E [Rhodovulum sulfidophilum]SNK001
MLRRLHPEQPDSFAFTPENRKWAEAQLTKYPEGRQASAVIPLLWRAQEQEGWLTRPAIEYVADMLGMAYIRVLEVATFYF
MFQLSPVGSVAHVQVCGTTSCLICGAEDLISVCKEKIAPEPHMLSADGRFSWEEVECLGACSNAPMIQVGKDYYEDLTAE
SLGAILDTLARGEVPVPGPQNGRFASEPKGGLSSLADGEKANAHNASVARALAVGDGIKRIDGTEVPLLTPWQGAGAAAE
DVKTDGS
>ANB39174.1 NADH dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKDNAFQDVRTGEQKIRNFNINFGPQHPAAHGVLRLVLELDGEIVERADPHIGLLHRGTEKLMESRTYLQNLPYLDRLDY
VAPMNQEHAWCLAVEKLTGTEVPRRAQLIRVLFSEIGRVLNHLLNVTTQAMDVGALTPPLWGFEEREKLMVFYERACGAR
LHAAYFRPGGVHQDLTPQLIEDIDAWAEAFPRVVDDINGLLTENRIFKQRNVDIGVVTEQDILDWGFSGVMVRGSGLAWD
LRRSQPYECYDEFDFEIPVGKNGDCYDRYLVRMEEIRQSTRIIRQACAKLRKEPGEVLARGKITPPKRGDMKTSMEALIH
HFKLYTEGFHVPAGEVYAAVEAPKGEFGVYMVADGTNKPYRAKLRAPGFLHMQAMDFVSKGHMLADVAAIIGTLDIVFGE
VDR
>ANB39175.1 NADH-quinone oxidoreductase subunit C [Rhodovulum sulfidophilum]SNK001
MDESLKELGALIAAKRPDCVIGWEVAHRELNIDAAPAAIVAFTEFLRSDAGCRFSSLVDITAVDHPEREARFVVVYHFLS
MYQNQRIRIRCALREDEMIPSIVSVHPSANWFEREVFDMFGIIFSGHPDLRRLLTDYGFRGHPLRKDFPTTGYTEVRYDE
AQKRVVYEPVNLVQEFRQFDFMSPWEGADYILPGDEKAKA
>ANB39176.1 NADH-quinone oxidoreductase subunit A [Rhodovulum sulfidophilum]SNK001
MDQLLSNYLPIAIFFGMSIALGLILMLSAVIVAVRHPDPEKLSAYECGFNAFDDARMTFDVRFYLVAILFIIFDLEIAFL
FPWAVAFGTIGLVGFWSMMVFLAVLTIGFAYEWKKGALEWA
>ANB39177.1 enoyl-CoA hydratase [Rhodovulum sulfidophilum]SNK001
MQDDLEIGIDARGVARVTLRREDKHNALSADLIAGLDEAARRLGADPAVRAVVLTGAGESFCAGGDLAWMTAQMQADAAT
RAAEARKLATMLRALNEMPKPLIGRVQGQAFGGGIGLISVCDVAVGVETARFALTETRLGLIPATIGPYVVARLGEAGAR
RVFMSGRRFDAAEAVSLGLLARAVPGESLEAAVEAEVAPYLACAPGAVARAKAQVLSLGPRIGEAEIEASIARLVAAWET
EEAAEGIAAFFARRKPAWSAPAEP
>ANB39178.1 DNA repair protein RadA [Rhodovulum sulfidophilum]SNK001
MAKPTTVFTCTACGATQNKWSGRCDACGAWNTITEDAPLSAGPASKSLGAARGRRLALSDLATSEPEPPRAASGLSEFDR
VLGGGLVPASAILVGGDPGIGKSTLLLQAAAAFANQGLKCLYISGEEAGAQVRMRARRLGLAEAPVKLATETDLRAILTT
LEAEKPDLAILDSIQTLWADMVDSAPGSVAQVRASAHELTVFAKRHGTAVMLVGHVTKEGQIAGPRVVEHMVDTVLYFEG
ERGHQFRILRSVKNRFGPADEIGVFEMTGGGLAEVANPSALFLSQRGTPAPGAAVFAGIEGTRPVLTEIQALVAPSPLGT
PRRSAVGLDAGRLSTTLAVLEARCGIPFAGFDVYLNVAGGLKVTEPAADLAVAAALLSAREDVALPPDCVLFGEISLSGA
LRPVAQTENRLKEALKLGFSSAIAPERSKLGAPGGMKVRQMPDLTAFVGEIFGAG
>ANB39179.1 colicin V production CvpA [Rhodovulum sulfidophilum]SNK001
MESFTVVDGIVAAVILVSAILAYSRGMVREIMAIAGWIIAAIMAFTFAPQAEPLVREIPYLGDFIGSSCEISIMASFAAV
FAVALVIVSLFTPLLSSMIQGSVLGGVDQSLGFLFGAARGALLVAVAFFVYGMVITDHSFPAVENSRSSAVFASLTAKIA
ETDPEQALGWLTTQYEQLVGTCGAPQ
>ANB39180.1 amidophosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MPPSHPFDDDKLKEECGVFGVIGLADAANFVALGLHALQHRGQEAGGIVSYAPESGFQSARRFGYVRDNFTKASLMETLP
GSLAIGHVRYSTAGSKGQTAIRDVQPFFGEFAMGGAAIAHNGNITNAVALRRELIQHGSIFQSSSDSECIIHLMARSFQK
TIPERMKDALRRVEGAFSVVAMTRTKLIGVRDPLGVRPLVLGRIGEGWVLSSETCALDIIGAEFVREIEPGEMVLISPEK
GVESFQPFERRASRFCIFEHVYFSRPDSILGGRSVYETRRQIGIELAREAPVEADLVCPVPDSGTPAAIGYSHESGIPYG
MGIIRNQYMGRTFIEPTEQIRNMGVRLKLNVNRALIAGKRIILVDDSVVRGTTSQKIREMILDAGAAEVHFRIASPPTAW
PCFYGVDTPQRDKLLASRMSEDEMCEHLGVDSLKFISLDGLYRAVGEAGGRNDRCPQYCDACFSGDYPVAPSDMIQKGFQ
TKAAE
>ANB39181.1 hypothetical protein A6024_15405 [Rhodovulum sulfidophilum]SNK001
MTDQKLALVTGASRGFGAAVAEELARAGYHVVAVGRTTGALEELDDRIKALGGSATLAPMDITETDAMRTLCRGIYDRWG
HVDLWVHAAIQSPPFSPAEQIDLPFWTKAVKADVEALGVLVSFIAPLLRVAPGGGSAVLIDDQAEGPFLGAYAACKAAQR
ALFQAWEAEQARLQDVHVRRFVPAPMPTNHRNRLYPGENTEALARPADEARRMAAELGLA
>ANB39182.1 stationary phase survival protein SurE [Rhodovulum sulfidophilum]SNK001
MRILITNDDGINAPGLAVLEAIAAEVAGPTGEVWVVAPAFEQSGVGHMISYTRPMMIAELGPRRFAAEGSPADCVLAGLY
DVMTDARPDLVLSGVNRGNNAAENVLYSGTIGGAMEAALQGLPAIALSQYLGPLNYDDDLQFEAAAAHGAATVNALLDRG
TWDGADYRLFYNVNFPPVPADQVKGLKVGPQGYRRDASFGVEPHLSPSGRKFLWIRGGAQNLPTAPGSDAALNLDGYIAV
TPLRADLTAHDCIADVKARLG
>ANB39183.1 protein-L-isoaspartate O-methyltransferase [Rhodovulum sulfidophilum]SNK001
MTDDPTAERKMQFLFALRSRGVTDRRVLTAMEEIDRGQFVTGHFAQHAYDDTPLPIACGQTISQPSVVAIMTQALDLQPR
NKVLEIGTGSGYQAAVLSRLSRRVYTLERHRRLAAAAQKRFEALGLTNVTAMAADGSRGLPDQAPFDRILVTAAAEDPPG
PLLAQLRVGGIMIVPVGQSDTVQRLIKVTRGENGFDYDELRQVRFVPLLEGLGQD
>ANB39184.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MTVQSAESRFGPEAADSLKRIAEALERRFPAPAAAPDFAAAEAFLWHVAPDRLSPVPEVNRVDLTLLQGIDRSRDTLLEN
TRHFARGLPANNALLWGARGMGKSSLVKAVHAAVAAEGYPLKLVEVQREDLPSVGRLLGLLRGADERFVLFCDDLSFSHD
DQHYKSLKAVLDGGIEGRPANVVFYATSNRRHLMPRDMIENERSTAISPSEATEEKVSLSDRFGLWLGFHPCSQDEYLAM
IGAYCAAHGIEIDPETLRAEAIEWQATRGARSGRVAWQFFNDLAARRGVRI
>ANB39185.1 preprotein translocase subunit TatC [Rhodovulum sulfidophilum]SNK001
MTRDDIDDTSAPLIEHLAELRTRLIYALAAFVAGMVACFMVWNPLFNVLTHPICSALAERGQECGLYLIKLQEGFFVAIQ
ISLVGGFALAFPFIAFQLWRFVAPGLYRSEKRAFLPFLLASPFMFILGAAFAYFIITPLAFDFFLGFQQAGSLGAEGGGQ
SETAGITFHGSVQEYLSLTIKFILAFGLCFQLPVLLTLMGKAELVSAAGLGSVRKYAVVGILVLAAVVTPPDVITQVILF
TVVYGLYEISILLVRRGEKTREKELRAQGLWFDDDEDEPEEGPATGPEAESRP
>ANB39186.1 twin arginine-targeting protein translocase TatB [Rhodovulum sulfidophilum]SNK001
MFDIGWTELLLIGIVALIVVGPKDLPGMFRTLGRFTAKARNMAREFQRAMDDAADQSGVRETVDDLKDIADPRKLGLDRL
NEAADRFEKWEPKLPKPGESASPATDARAAKAEKIRRAMAETGAAKRAAPEAAEGDVPAPEDIPDKTPDRTSDA
>ANB39187.1 prohead protease [Rhodovulum sulfidophilum]SNK001
MLNNIGLPGLLLIAVVVLVLFGRGKISSLMGEVGKGITAFKKGVKEETEEAQKSLESTRDVTPETEKDKA
>ANB39188.1 sulfurtransferase [Rhodovulum sulfidophilum]SNK001
MHSEDVNGKVLEHWDCDDLEAAMAAGEVVTIDVRTPQEYLFEHIRGALLLPLAGFDPAFLPEGGDKRLVFHCGSGVRSRK
VAEAWLAAGHDRVAHLEGGFAAWKAALKPYTGTDMASGAPIRVNAKTD
>ANB39189.1 hypothetical protein A6024_15450 [Rhodovulum sulfidophilum]SNK001
MKRRRGRKKATGTRAALLVEAVPNVRRSVDFVHDQLTSSRRLHILNVIADVTKECLATVVDTFISRRSVDRELSALMYRP
TENLLMLQGRT
>ANB39190.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTMDDSIKRLTAKRKTALVIEIIQGKTTASEASRSFDLTPSEIEGWVEDAKRGMENSLRANPLDIREQYEKQLRDLQE
AYGEAMLELRARKKLQALLDAQDGN
>ANB39191.1 integrase [Rhodovulum sulfidophilum]SNK001
MIRRTQQGLIAEGVVVSVAKLCAWFGIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRI
FQIKGWQVRKRAVGMRPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALE
HALIARFGTLGKVEKEFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHA
MRVIGDWISFYNKRRPHQALAMRTPAEAFTLAA
>ANB39192.1 hypothetical protein A6024_15465 [Rhodovulum sulfidophilum]SNK001
MDVFGHELQHAAELLRRYEKAVLERQVSQAVRQGGASELQLVDLVIQILEDMAPFSQDLAKLMPEETRVPESLIDRLRLD
QLRAVMGGAEIRDTPHSGGDIDVF
>ANB39193.1 hypothetical protein A6024_15470 [Rhodovulum sulfidophilum]SNK001
MSLKDSLRIMVVDDMTVSRGLVTQALEELGIFHVATEASGRAALSRLAADPVHLVLADYNMPGMDGLQLLEGLRRNRSTQ
RIGYILVTGTPTPELVQKGQQLGLNNMVRKPFTTATMKKAIEAVVGRL
>ANB39194.1 chemotaxis protein CheW [Rhodovulum sulfidophilum]SNK001
MPRPQQWGDDDLLEFVTLKAAGQSFCIEITQIREIRRWTPVTALPHAEDAVLGVMNLRGAVIPIIDLAARLGLGECEASP
RHVIIVVAIGSKTIGLLVDSVSEILTVEGSQICDAPTMGGGDIPNSILGLISIEEGMSRILAPEILVPRGLTDAA
>ANB39195.1 chemotaxis protein CheA [Rhodovulum sulfidophilum]SNK001
MSRDDLKATFFAECEDLLDQLSEGTGELEDGTATEETVHAIFRAVHSIKGAAGAFALDTLVKFAHRLETVLDRLRSGSLV
LDPDSLQVILRSGDMLAELVELAQAESDEEPPQMAELIESLVALSGAEEGGPSAPEPDEAFEFAPVAFMPMSFDAPDEEP
EDVYKIRVPAIADLFRNGHDPFLLFSELVALGQLEVSCDASALPVSEAFDPDHCYLCWELTLTGTMTEASIRDAFVFLDD
ICEIEQVSGGSAALGGDLPGLQSEEGPMSVSEPENPSLPQVAAEEAAAEPATAASATSEPAAAEKSKAAKPAASMPQTTL
RVDPERVDRLINTVGELIINQAVITQKLLASGMASNSDIMSDLDDYQYLARELQEGVMAIRAQPVKPLFQRMQRIVREAA
YGLGKDVALISEGESTEVDKTLVERLAEPLTHMIRNAVDHGIESSEKRTAAGKPAQGTIKLSAAHCSGDVLIEISDDGAG
LNRKRIFEKAASQGLIAADAKMTDAEIDNLLFMAGFSTAEKVTNLSGRGVGMDVVKTAITSLGGRISISSRPGLGTKFSI
ALPLTLAVMDGMVIHAAGETLVAPLSSVVETIRPKPKDILPFGREGRLLSIRGTYVPIVNLAKLLGFPTDAEITSDNILI
LIRSEQSGLVALAVDDISDQRQVVIKSLEGNYGAIEGISAATILGDGRIALIIDTDAILSLAGHFGRDMASREEMDYAQT
ATMG
>ANB39196.1 two-component system response regulator [Rhodovulum sulfidophilum]SNK001
MINILAIDDSLTIREMVRETLSSAGFAVTTANDGQDGVDQFSKDRYDAVITDINMPKMDGFGVIEHIRGGGTNARVPILV
LTTESGASLKERARAAGATGWIVKPFQDEGLISVIRRVTGAR
>ANB39197.1 hypothetical protein A6024_15490 [Rhodovulum sulfidophilum]SNK001
MESECQYDLDITDPAWSEDAGGVMKSVLEAAPKKLLVQAAEAPAQSALSAQLLLFLRQYVESSGGTFSVADASPAFSEGL
SLLGLHDMILGTAEAQQ
>ANB39198.1 hypothetical protein A6024_15500 [Rhodovulum sulfidophilum]SNK001
MTAPEDTAEDPVLALLQGYSPPNGVADELLRPDGSLRPVWRPLIELLARQSPEQMAERFARGDQYLHDAGVYYRQHTQNG
SALRDWPLSHVPVVIDGAEWQGLVEGIVQRADLLERVMADLYGTGDLVANGLLPAELIARNPEWLRPVVGIRPPSGHFLH
FLAFEVGRSPDGSWLVLGDRTQAPSGSGFALENRMATSRVFQDLFPAANVERLAGFFRAHRNAMTALKAGGEGKVAILTP
GHHSDTYFEHAYIARYLGLLLLECEDLKLERGRLMVRTIHGPQPVSVLWRRLDSRFADPLELDENSALGTPGMLAALRAQ
DVTMLNCLGSGVLEARALMAFLPRICEKLMGAALKLPNIATWWCGQDWERSYVYENLHRMMIGRALSSDLPFEVDASTAL
GGDFRGTARRPIGEWLERDGPDLVGQEAVTLSTTPAMIDGRLLPRPALIRVFATRTPGGWVVMPGGYARIGRSGDPTALG
MKNGGSVADVWVTSERPVEPETLTGPGEGPFLRRAPSLLPSRAADNLFWLGRYIERAEARVRELRAYHLRLSEGGDPDLP
LVARLGAFIEGFGVDIGEPVPAAVLELFEAAQSCAGKVRDRFSTDGWHALTDLSFTARGHFSRVPPGDPAVRAMGELLRK
LAGFSGLVHENMFRSSGWRFLTMGRALERADQMISLLTVFADPAQPAGGFDVAIEVGDSVMTHRRRYSVHTDRNTLIDLL
GLDIGNPRSVLFQLDLVREQERMLARSAPGEPMSDLARAILLLHTELSAAVPEDIGPDRLYRFQQDVRDISTLLTQRYLS
>ANB39199.1 IMP dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAITATIRHLTHYRYDRLVTLGPQVIRLRPAPHSRTRVISHSLKVSPGGHFVNHQQDPYGNWLSRFVFPEPVRELRIEVD
LVADMTVYNPFDFFVDETAEDWPFDYPADLAEDLSIYRSPEPAGARMQAFLASVPRKKIRTIDFLVALNARLEREIDYLI
RMEPGVQSPEETLRLTSGSCRDTSWLLVQVLRHLGFAARFVSGYLIQLKPDLVALDGPAGTDHDFTDLHAWTEVFLPGAG
WVGLDPTSGLLTGESHIPLAATPHYRNAAPISGMASPAEVDFRFHMEVHRTAEHPRITRPFPEDAWQALDALGQKVDARI
AAQDMRLTMGGEPTFVSIDDFEAEEWNTGAVGPMKRGLADRLIRRLRDRFAPGGFLHYGQGKWYPGETLPRWTFSLYWRR
DGVPVWNNPDLIAEETHTGATAEDAGRFLSGLAEAIGVGAEYVQAAYEDPVEWILREADLPVNVTPEDAKLKDPETRARI
ARVFSRGLDTPAGFALPIQRWQSKAAAGRWRSERWKTRRGHLFLIPGDSPVGFRLPLGSLPFVPPSAYPYVYPADPSASS
GPLPDFHAGREDRRLALMQELERIAREQETAAMPAATPGRTQPVSEPQAAGPRQTVIEQGVDPKAEAVRTAIAVEPRDGR
LCLFMPPVEALEDYLELLAAAEDTAATLGLPIHVEGYTPPQDARMNVIRVAPDPGVLEVNVQPAQSWEDCKAITFGVHEE
ARQCRLGAQKFMIDGRHCGTGGGNHVVVGGATPMDSPFLRRPDLLRSLILYWQRHPSLSYLFSGLFIGPTSQAPRIDEAR
HDSLYELEIALSQVPDPGEGTATPPWLVDRLLRNILIDVTGNTHRTEICIDKLFSPDGPTGRLGLVEFRGFEMPPDARMS
LAQQVLIRAILSRLWDDPVKGAPIRWGTALHDRFMLPHFVWADFMEVLRDLRDHGFAFRTDWYEAQAEFRFPFCGEVEYE
GVHLELRQALEPWHVLGERGAIGGTVRHTDSSVERMQVRLTTTNPGRYSVTCNRRAVPLAETGTGGLRVGGVRFKAWQPA
EALHPVLPVNAPLVFDIYDAWSGRALGGCTYHVAHPGGRSYDTFPVNANEAEARRLARFEKMGHHAGQYRPVPDPVHPEF
PMTLDLRRPPGP
>ANB39200.1 nucleotide-disulfide oxidoreductase [Rhodovulum sulfidophilum]SNK001
MATRIVVLGGGFGGMYAARALRRQFGRKAEIEVINGQNYFVFQPLLPEVAGGSIMPAHAVSPLRFILGGIFVRKAVVDSV
DFDRKVVTVFQGIQRRPTEIAYDHLVIALGQGTDFSRMPGLEEHALKMKTLEDARRLRGHVIEQLEHAQVTQLPDTKRGA
LTFTVVGGGFSGVETVGEMKEMIDRSLRFYPKIDPSEVRVQLIEFAPRILGEMPKELADYAVGHLERHGIDIKLGTGVKS
ATHRQLVTTTGEVIDTRTIVATIGNAPLPVVQRMGLPLDKGRIPVDRMLRVPGVEGVWALGDCALIPLKEGASERADFAP
PTAQFAVREAKRVAQNIAATVKGRAPKPFAYASRGALASLGAKRGVANVFGRNITGFPAWFIWRSYYLALLPGIGTRIRV
MINWSLDMLGARSLVQLKFYGKPPLRYVYYRAGDRIYNAGDRSDGFYTVITGAVEMERPDSESGAMTTRIIGPGGHFGER
LILGATRRRTTVRAKEDCKVLVMNREEFMMLAEGFAAFRDYFQPYMEERGVALPGGDEKDGR
>ANB39201.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTRATALTAYLRLCHWLDRATLAFCVVAALFLTGATLAIVILRYGFGTGSIQFQNAADYAFASLLVFSIPVTLARGGHVR
VEVFSERLSPRYIRIADIVAVLVFLIPVFGLMIRAFWPDLSYSWSIREGAIETGGLGGLYIVKSALPLASALMILQGIAM
ILKPSGKPSDHGKDMQETL
>ANB39202.1 tripartite transporter [Rhodovulum sulfidophilum]SNK001
MTGQEGVLLALLLGLFGGILSGIPAMLAIAGVPLVTALIASAFGLFDLSFLNFFPGRVWGVMSNRLLMAVPLFVLMGVLL
ERAQLAERMLGVLGRLTRGSPRGMGLSVLAFSALIAASTGIIGATVVMLVLISLPAMRSAGIDKRLAAGLICASGTLGQV
IPPSIILVLLGDQIGNVYLEAQQAAGNFAPDPVSVGDLFAGALLPGLMLVAIYAIYVALRLGPAPEPRAPREPVPASEIL
FTFLPPILLILAVLGSILAGVATTTEAAALGAIGAMLMAAQRAEGGAFGRWLIASAGLAALVLVGMGMAGLGRAALGTLP
GLLALGAAALIAAGTLMAGLRTWRAGLLQGALGDTVRISGMVFGIVVAASLLSLVFRGFGGDHLVEELMASLPGGGMAAI
FLVMAVIFVLGFILEAVEIIYIVVPLLGPPILGTDISPVWFAILIAMNLQTSFLTPPFGFALFYFRSVAPPDITTLDTYR
GVLPFVALQLVALGVLVALPELATWLPQAIFR
>ANB39203.1 UTP--glucose-1-phosphate uridylyltransferase [Rhodovulum sulfidophilum]SNK001
MIPSPVRTAIFPVAGLGTRFLPATKATPKELLPVIDTPLIQFAIDEARAAGVERMVFVSHPSKTAIERHVRADAGLIETL
RARGKARLAAELAAAALDEDEHEVEFVMQHEQRGLGHAVLCARSHVLPGPVAVLLPDDLILSEPGCLAQMVEAYGRAGAG
HMVAAMDVTPETVSRYGVLDPTGQEGRITRARGMVEKPAAAEAPSMKAVVGRYILDAAIFDTLASQGPGANDEIQLTDAI
ARDAARLGLAGFGFDGVRYDCGSKSGMLDATLALASRDPDCAEVLARWSDDSQTAIAAE
>ANB39204.1 hypothetical protein A6024_15535 [Rhodovulum sulfidophilum]SNK001
MFFLAVWLLSLTAPALAQKAGIGAWENSRYTTIRWIEDHPALGWYYTWRTDQLWTGRPVSRSVEFVPMIHSERDLAAAIR
SDRPVRALLAFNEPDGHGAHQGGLSVARALALWPQVEAKGRGLRIGSPAVTRDGTLGPGSWQRRFMTEADRRGYRIDFMA
VHYYSTDGDVAAFRRWLQAVHRAYRRPIWVTEFALVDWDRPGVGSYAASAAFLEGAVRMMDGLPFVERHAWFAANPYPWK
GAVPKINLVDDHLRPTPAGQAFRRVLSELGGREIARSD
>ANB39205.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]SNK001
MTAPSPTEPDLSAQDLSELIACPQCDAVYRAVQPAPRARAVCARCHTVLIAPQRQAGQRLIAVALTVVVLICAATLTPFL
EVEAGGMSNATSVLDAALAFAGRPMLLVLTLAVAALIVFVPVLRALLILYVLTPIVFDRPPARHARAAFRLSETLRPWSM
AEVFAIGCAVALVKISDLAHVAFGPAFWMFSALVILIVVQDTFMCRYSVWRSLDR
>ANB39206.1 paraquat-inducible protein B [Rhodovulum sulfidophilum]SNK001
MTDLPPEAPVEPASRGLLDRISIVWVIPAAALTIALGVAWHSYVERGPLLELTFETASGIKAGETELHYRDVTVGLVEKV
GFTDNLGEVLVSVRLDKAVAPYVDRDADFWVVQPEVSARGVTGLSTVLSGVFIQGIWDDTPDGFVERHRGKSAAPLNREG
RPGLRLRLRAASDAGLTEEAPILYRGIEVGRIGKAEVSRDGSTVEADAIVFAPHDRLISSSTRFWDSSGFSFSLGPGGAR
VDFSSVAALLSGGVTFQSVVSGGKRVEPDTRFEVYPDESTARASVFAAKDGPALTLTAYFAENVEGLSIDAPVMLGGLRI
GRVTALNGTVDADRFGDDRVRLAATLAIQPARLGLEAPASTEDALDYLAGRVRDGLRARLATASILTRRLKVELIETAGT
APAELDRDADPNPVIPTTASDISDVSATAEGLYNRINDLPIEDLMQSAIDALNSVSTLAGSDEIRAVPGEVRALLGEARG
IVGSDEMQALPGRIDGTVAAIETLARQLAEADAASRLTAALDAAAGAAETIDTAAAGLPDLVARLNAVADQAATLPLDEL
AGRISALLDSTDRLIDTDQARDLPTDLSAALRELAAMLAELREGGVVGNANATLASARSAADDISTAARDLPDLLARAQA
VLGQASSTIEGYDASRGMGREIDTALREIQRAAQAVTALSRALERNPNSILFGR
>ANB39207.1 hypothetical protein A6024_15555 [Rhodovulum sulfidophilum]SNK001
MKHRLLPAALVPLALALTACSGSPERYTVPDAAVDGPRLPVAWRSVAIRDVSLPTYAASEEIYSRSASGALTSSSAVLWA
DDPSRAITRDLARLLARMTGAQVAAEPWPFFDRAQATLEVRVADMLAESDGTFRLTGQFFVAPDAGGRNRAVPFAISAPI
AAPAGPAEIAAARGVALRELATRIARTGLR
>ANB39208.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MPDTAPASWEARAESSNFYGFTDLPSVKARGTVVITHGEGPYVIDTNGRRYLDGNSGLWNMVAGFDHAGLTAAAKAQYDR
FPGYHAFFGRMSDQTVMLSEKLIEVSPYQRGRVFYTNSGSEANDTLVKMLWFLARAEDQPRRRKILTRKNAYHGVTAVSA
SMTGKPYNELFGLPLPDFIHLTCPHYWREGRPGETEAEFTARMAAELEEVIACEGAETIAGFFAEPVMGAGGAIPPSAGY
FQAIQPILKKHGIPLISDEVICGFGRTGHVWGCETYDFIPDAIISSKALTAGYFPMGAVILGPDLADRLHRASEAVEEFP
HGFTASGHPVGCAIALKAIDVILNEGLLENVRRLTPLFEEGMNRLAENPNIGEFRGKGLMGALEAVADKPTKTPFPSTLS
VSERIANTCTDHGLICRPLGQSIVLCPPFILTEGQMDEMFTKLEAALGEVFAGLGAEA
>ANB39209.1 aminoacyl-tRNA deacylase [Rhodovulum sulfidophilum]SNK001
MSTATPATQALKRAGVAFRPIEYDYVAGQDRIGLHAAEAIGAEPGRVLKTLMVEIDGKPACAVIPSDRTLSMKKVAAAFG
AKSAQMMPPDKAERLTGFHTGGISPFGQKRRAPLAFEAGALNVPEIVLNGGRRGLMVALAPADALAVAGAQAADLCAERG
>ANB39210.1 FmdB family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPIYNYRCTACEAEFELLRSLSDDSTPACPDCGSPEVKRLLSRIAASGESAKLLKGARSLARKEGHFSNYSKSERKKSGV
>ANB39211.1 hypothetical protein A6024_15575 [Rhodovulum sulfidophilum]SNK001
MDKDSKQPSTGRIAWGVGIAVTLVTLLMTDWGYLTAGPVHTVSSIAAAVFFGFLAAQSAIFGIEFREKRRREKD
>ANB39212.1 phosphoribosyl-ATP pyrophosphatase [Rhodovulum sulfidophilum]SNK001
MTGPELEALARLATTVEARKGADPDTSWTAKLFSKGPEKCAEKFGEEAVEAIIEAVRGDRARLTAEAADVVYHLLVMLAA
RDVSLADVAAELARREGVSGIAEKASR
>ANB39213.1 imidazole glycerol phosphate synthase subunit HisF [Rhodovulum sulfidophilum]SNK001
MLKIRIIPCLDVAEGRVVKGVNFVNLVDAGDPVEAAKAYDAAGADELCFLDIHATHENRGTMFDVVRRTAEQCFMPLTVG
GGVRTAEDVRALLLAGADKVSFNSAAVADPDVVHQAADQFGSQCIVVAIDAKTVSPGKWEIFTHGGRKPTGIDAVDFART
VVAKGAGEILLTSMDRDGTRAGFNLPLTRAISDAVDVPVIASGGVGTLDHLVEGVTEGGASAVLAASIFHFGEFTIGEAK
AHMAAAGIPVRLT
>ANB39214.1 1-(5-phosphoribosyl)-5-((5-phosphoribosylamino)methylideneamino)imidazole-4-carboxamide isomerase [Rhodovulum sulfidophilum]SNK001
MILYPAIDLKDGRCVRLLRGDMDKATVFGEDPAAQALAFQKAGCDWLHLVDLNGAFAGAPVNADAVEAILAAVEVPAQLG
GGIRDMATIEMWLGRGLARVILGTVAVENPDLVREAARAFPGRIAVGIDARNGRVATKGWAEETDVMATDLAKSFEDAGV
SAIIYTDIDRDGAMAGPNVAATEALARAVSIPVIASGGVSSLADLMALRATGAISGAISGRALYDGAIDLAGALAALKG
>ANB39215.1 imidazoleglycerol-phosphate dehydratase [Rhodovulum sulfidophilum]SNK001
MRIAIPIAALTLAATAALADPVEGVWQTPLDDTGHFGHIRIAPCGASLCGTLIRAYDSKGRQIETDTIGRQIVWDMKPQG
GGRYGKGKVWAPDRDKTYNSKMALEGDVLSVSGCVIGICRDGGRWKRVK
>ANB39216.1 hypothetical protein A6024_15600 [Rhodovulum sulfidophilum]SNK001
MDDKPEPEALPPDLKLLRMLVTLLMVTMIGGFLVIVALFVIRMPGQDETLPLPPALTLPDGAEAEAVTRGRDWVAIVTRD
DRILIYDAATGALRQTVEIRH
>ANB39217.1 RNA pseudouridine synthase [Rhodovulum sulfidophilum]SNK001
MSTPLSSPRRLAVIIGPAPPGRLDKALARDVPEQAGLTRSRLAKLIAAGAVRRGGAALTDARAKVAEGERLEIELAEPAE
IATLAEDIPLNVVYEDDALIVIDKPAGLVVHPAPGSPSGTLVNALLAHCGDSLAGIGGERRPGIVHRIDKDTSGLLVAAK
TDKAHAALAAQFAAHTVERQYSAIVHGLPDASDPRLRGVAGASFEPGGVLRIATRIGRHRTDRQRQAVLAAGGRHAVTRV
RVVTPFGTPPAAALVSCWLETGRTHQIRVHMTHAGHALIGDPVYGGRRRLSEKAMGRDAAAAAAAFPRQALHAATLGFVH
PETGETLRFAAPLPADMAELMRRLGS
>ANB39218.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]SNK001
MSNYANLPAPSPEQGLNRYLQEIRKFPLLEPEEEYMLAKSWVDHHDTEAAHRLVTSHLRLAAKIAMGYRGYGLPQAEVIS
EANVGLMQAVKRFDPEKGFRLATYAMWWIRAAIQEYILRSWSLVKLGTTSAQKKLFFNLRKAKARIGALEDGDLRPENVQ
RIAHDLNVTETEVIAMNRRLSGGDASLNAMVGSDGDTTTEWQDWLEDEDANQAEAYAEKDELDSRRALLTEAMDVLNDRE
KDILMQRRLQEQPVTLEDLSTVYNVSRERIRQIEVRAFEKLQKRMKELASQKGLLAQA
>ANB39219.1 hypothetical protein A6024_15615 [Rhodovulum sulfidophilum]SNK001
MVSGIQRDLDRLAEAATRADIDSFEAISAELRNRAVADGGLQPDLLREIAAERCRLTEGPAFRDLNARLRAAHAAAERCG
DTGRLQTLSAALRRQNAILLAALRTPEARHELLPGPAQALFDAIATGNLARLGAALRGTDPNARHGSRGETALGRALSVE
HRSPAVLRQLITAGADPNAGSAGGHAPLHELGVYPRPWEPPEITAKLARLLVEAGARIEAETGAYRWTPLHRAVLEGSPP
VLEALLALGADPNRPFDERSEPWFTPGRLPLQIAAADHAMVDCLLRHGAAPQALDARGVGVLPYLESQLGHHLAFDGLGE
LYRGEVEIAMRTIRNWPPRS
>ANB39220.1 malonate transporter [Rhodovulum sulfidophilum]SNK001
MEALIEVILPVFLVLGFGYVAVWRGLFSDAGVDGLMKFTQHFAIPCLLFRAVSTLDLGQNFDWRLLLSFYTGALTGFAAG
LLGARLMFRRTWEDSVAIGFIGLFSNSVLLGIPITERAFGVEALTPNYAIIAVHSPICYGVGLTAMEIVRNRGAGLVRTS
GAIFRAMFRNALVIGIALGLAVNLGGIPVPLVVQNAVDLMVKAALPAALFGLGGVLARYRPEGDLRTVLFACAVSLVLHP
AVVWGMGTMLGLSTGQFRSAVLTAAMAPGVNAYIFANMYGAARRVAASAVLFATLGSILTVWVWLALMP
>ANB39221.1 phosphoribosyl 1,2-cyclic phosphodiesterase [Rhodovulum sulfidophilum]SNK001
MSAELRFTILGCGSSGGVPRLGGHWGACNPDNPKNRRQRCSMLVERETAAGVTRVLIDTSPDLRAQLLQAGVGEIDAVVY
THAHADHVHGIDDLRQIVFNMRRRLPVWADGPTQEALIARFGYAFIQPEGSPYPPILDLHPIDGPVTVLGAGGPVTLMPF
RARHGAIDALGFRIKGLAYLPDVAELYEESWPMLEGLEILVLDALRYEPHPTHLNLETALGYIERAGPWRAVLTNMHIDL
DYDRLEAETPDSVTPAYDGMVLRLAD
>ANB39222.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSDTETPQITDSHCHLDFPDFANELDQVVARAEAAGVTRMVTICTRLRQEPQVREIAERYAPVFYAAGTHPMSAAEEPMA
TLDELLALTKHPKFVGIGETGLDYHYSADSAQVQKQSLRIHIAAAREAGLPLIIHSRAADDDMARILAEEYRNGAYSCVM
HCFSSSPELARATLDLGFYLSMSGIATFPKSAEIREIFAAAPLERILVETDSPYLAPPPHRGKRNEPAFAAHTARVGAEV
FGLEPAEFAARTQANFDRLFAKAAGWRDAA
>ANB39223.1 DNA polymerase III subunit delta' [Rhodovulum sulfidophilum]SNK001
MSGTELPEPDRIEGAPHPRDTVRLIGQGAAEAAFLDAFTGGRMHHGWLITGPRGVGKATLAWSVARFLLTRPAAAEGAGL
FGAAPAPDSLAVPADHPVARRMAAQSEPGLFVLRRGPNDKGNALSAEIRVDDVRRLKSFFALSSAEGGRRVVIVDTADEM
NASAANALLKLLEEPPANTTLLLVSHSPARLLPTIRSRCRELRLGPLGPAEMAEALAQAGQDDSQGAALAELSGGSVGEA
IRLARNDGLALYADLVALLAGHPRLDRMRLLKFAESTAGRGAEGRFDLVLRLIELALARLARTGATGNPPPEAAAGEAAL
LTRLAPDAAAARLWAEAAQDLIARARQGRAVNLDPASLILDTVLRLDETAGRLAA
>ANB39224.1 thymidylate kinase [Rhodovulum sulfidophilum]SNK001
MDRSARFISFEGIDGSGKSTQARLLAERLRGQGREVVLTREPGGSPGAEQIRRLVLEGDPDRWSPETELLLFTAARRDHL
ERTVRPALGRGAVVICDRFADSTRIYQGITRGDLRATVDRLHELMIGCEPDLTFILDMAPATGLARARGRNGSEERFEDF
GEALQARGRQGFLDLAAEFPGRCRVVAADRAPEEVARDIARLADEALA
>ANB39225.1 hypothetical protein A6024_15650 [Rhodovulum sulfidophilum]SNK001
MQAYRIARVVLLLGVAGGLSACQGAGFGLFKKDDTETMPVRAESSAAAAAEGEEAEAPEVFHVEEAGLWDGRPSLGGIWV
AHPDAADPERVLIRNSETGQSVTGALFRRERENPGPRLQVSSEAAARIGLLAGQPTEISVTALRRVPAPEAGGRKAVPAE
ADAGGRFVQVATLDSADRAEATAARLDKAGLSAEIRAPDPGGQGLWRVVAGPAKTEADRAVLIEAVRGLGYDDAYAVNR
>ANB39226.1 hypothetical protein A6024_15660 [Rhodovulum sulfidophilum]SNK001
MVRVVRWPIASRRSRFEARAGPGKQRTGPRLRPVGKIFLFLTDLFFQTFEKRSIDRVIDHQMCHDLQCRTEPGKFLVGTP
GRGPVCAWINAHVSGQEISGLVRERRSRTRRRCFRERRAFGIVR
>ANB39227.1 ferrichrome ABC transporter [Rhodovulum sulfidophilum]SNK001
MTGLLNLSEVSVSFGKRPILQDISFGPLESGSVTALLGSNAAGKSTLLRRIAGELKGPGRVEIAGQPVESWPAYHRNRPA
HVPQDISMGSSLRVFEAVLLANKQGGGWSVDDEELDVVTHMLDTLGINSLSDRELAALSGGQRQLVSIAQALIREPRVLL
LDEPTSALDLQNQFEVLDLLRRLAREWCMCVVVAIHDVNHALRFADCAVVLHDRQVEANGSPVDVLTPPLLGKVYGVEAR
METSSQGHPFLIVERSIRNPLGEEHD
>ANB39228.1 iron-siderophore ABC transporter permease [Rhodovulum sulfidophilum]SNK001
METPPVSPLQSRNLYLRLTRRRLTLLTGIGLLTVICFLIDLSIGQAHYSSLEVLSALWDTDAPLSVRVILWDIRLPVALA
ALVVGASLAVAGVQMQTVLGNPLASPFTLGLSAAASFGAALGLILGVSLLPASAVAFAVPANAFLISMGAALFIHRLSQK
RGITTEMIVLLGTTLVFTFTALLQALQYVAPDQALSAVVFWTMGSLSRANWLKLGIMSITLALVSLAFAKQAWALTALRL
GESRATSLGVPVARLRLRGILLGSLLASVCVSFVGTIGFVGLVAPHIARMLVGEDQRFLLPTSALCGALMLSAASVLSKS
LIAGQTLPIGIVTSLVGVPLFFTLIMRAKR
>ANB39229.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MVRGGLAIAALCLGSAPRAARSDRQRGSSVSITDIDGRTVAITRPIRRLLLGNGPLAYVMAVLQPENPFANVVGWGNNFR
AADLDGYNAYLRRFPDIDRIPSFSSGTLESIGAELAISLEPDVVVMNLSSKHAALASGLMARLAHVGIPVLFVDFRTRMF
ENTTRSIQILGELLERQDRAARFLQFRQEQIDRVIEPLAKVRSRPRVMVERAAGMYDDCCLTYGDGNFGELIRAAGGDNL
GAHFLHGSFGTLHPEQVIESDPDVVLVTGANWSLYSPAGDWVNLGPGADPVEGQSRLHRLMQRPAYRSLRAVTAGRVHAI
WHPFYDNPYYFIALQRVAKWLHPEVFAALDPEDTFRELHARFLPVPYESGYWLSLEGGAS
>ANB39230.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MSVSRRAVAVAAVYLGTFMATLAISIVSVALPAIQASLETSLSGLQWVVGAYTLCLSAFMLSAGPLADRYGRKRTWLIGV
AFFTLGSAICATADSLATLIAGCAFQGLAGALVIPGALSILTQAFPDPVKRAHVIGGWSSFNAISLILGPMMGGLLVDYA
GWPSIFLVNLPLGIVALGLGLVGIEESSHPDHAALDPVGQILSIVFLGTLTLSLINAGHSGWSAPVTTVPMVISALALLA
FIAVEMRTARPVLPVDLLRQKAFASANFASFVLGFSGYTSLFLFSLFLQRGQGWTATETGWRMAPVFAAMLAGSSVFGKL
TRRFGMNRVMIAGYVLLGGSMLVMVSFTPSTPYGMVAPVFALLGIGLGLAVPSTGAAAMGSAPRERTGAASATMNALRQG
GMTIGIALLGTIMSARAVASLKSVLAQSGVDDVAAIAAVAVQRHEVPSTLPVASGAFHEILAGAFTQGFSLAAGFAGILG
LVAAGVVALSSRRQ
>ANB39231.1 transposase [Rhodovulum sulfidophilum]SNK001
MSKTTNKFSPELRERAVRLALDNEGQHGSRWQAVMSSSAKIGCAPQTLNEWGKKAEVDSGQRAGIPADLAEKMKALEREN
RELRQTNEIPRKASAYFAMIEGGAALLRAMPEMLDRRSK
>ANB39232.1 hypothetical protein A6024_15710 [Rhodovulum sulfidophilum]SNK001
MQIAAWNNRAYVTEVYHLEKRDSYVVVARLSPEFTARLVDRWQELEEKASALPDPISSAEPACAWADQVERNDRQTVQIA
DMREDVEAHHRPTKAAGSLNITEAVKTLGVRPKKLL
>ANB39233.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MVPRFSRSFTQQEPLSEAAIEAAVAVLRHGRLHRYNLTEGEAGEVALLEEAFAAFTGARFALAVASGGYALATALRALQV
GPGEPVLTNAFTLAPVPGAIASLGARPVLVEVTSDLVIDLGHLEARIAGTGARVLLLSHMRGHICDMDRLMAICDGAGVA
VIEDCAHTMGAAWNGVASGRHGAMACYSTQTYKHLNSGEGGLLISDDPELMARAILLSGSYMMYPRHRAAPGPEHFEGLL
AEMPNVSGRMDALRAAILRPQLAELPDRVARWAELYRALEAGLRGCPGITLIERPAAERFVGSSFQFRLPGWPPERIADF
LGRTAARGVELKWFGAEQPQGFTSRYVHWGYVAPEPLPQTDRALAGLIDLRLPLTFSPADCHEIAAILVEEIAADRA
>ANB39234.1 haloacid dehalogenase [Rhodovulum sulfidophilum]SNK001
MRTVIFDLDGTLADTSRDLIDAANACFEALGQGRPLDPEADAATAFLGGRAMLRLGFERLGRIGDDAPVAEQFPLLLDHY
AAGLDRHTRLYPGAVAAVERLREAGIGVGICTNKPAALAEELMTRLGVRGLFASLVGADTLPVRKPDPAPYALAVEQVGG
QVGRSMLVGDSGTDRATARAAGVPCVLVSFGPAADEMSALEPEALMADYAELDGLVAKLLPAA
>ANB39235.1 bifunctional N-acetylglucosamine-1-phosphate uridyltransferase/glucosamine-1-phosphate acetyltransferase [Rhodovulum sulfidophilum]SNK001
MPTALILLAAGQGNRMMSDRAKVLHEVAGAPLLAHAMAAGRALDSARTVVVTGHQAEAVRAAALDIDPEVAVAEQTERLG
TGHAVAQARPALEGFSGDAIVLYGDTPFIRPGTLEAMAAARARHAVVVLGFHAADPKRYGRLVMAGETLDRIVEYNDATE
DERALTLCNSGVIAADCATLFELIGALSNDNAAGEYYLTDVVGLARARGLSAGVVICDEAETLGVNSRADLAAAEAAFQA
RARAEALENGVTLVAPETVFFAFDTVIGRDAVIEPNVIFGPDVTVESGARIRAFSHLEGCHVSRGAVVGPFARLRPGAEL
AEDVRVGNFVEIKNAQVAEGAKVNHLTYIGDATIGERANIGAGTVTCNYDGVFKHRTEIGAHAFIGSDTMLVAPVSIGAH
AMTASGSVITSDVPEDALALGRARQQVKPGLARRLMDRLRAEKAKRKG
>ANB39236.1 glutamine--fructose-6-phosphate aminotransferase [Rhodovulum sulfidophilum]SNK001
MCGIVGVLGDHEAAPLLVAALGRLEYRGYDSAGIATVNAGRLDRRRAVGKLVNLSDLLVHEPLPGKAGIGHTRWATHGAP
TLANAHPQRAGRVAVVHNGIIENFRTLRDELGARGIGFESDTDTETVAHLTQTYLDEGMAPREAAARALDRLEGAFALLF
LFEGEDDLMIAARKGSPLAIGHGEGEMFVGSDAIALAPLTNRITYLEEGDRAVVTRAGAEIFDAAGDLVLREIRTIEIDA
TRIEKGGYKHFMAKEIAEQPAVLGDALQHYLGEEGTEITLPGGGIDFSGVTRITMVACGTAYLACLTAKYWIERLARLPV
DVDVASEFRYREPPIPEGTLAIFVSQSGETADTLAALRYCTGRADRIVSVVNVPESSIARESDLALPILAGAEIGVASTK
AFTCQLAVLALVALDAARQRGRLAPADLARHLASLQAMPARFNAALALHEPIRRLAERLAETTDVLFLGRGAMYPLALEG
ALKLKEISYIHAEGYASGELKHGPIALVEKTVPVIVMAPHDRLFDKTVSNMQEVMARGGPVLLITDARGAAEAGSGVWET
LIMPEASDLFAPMLYALPVQLLAYHTAVAKGTDVDQPRNLAKSVTVE
>ANB39237.1 hypothetical protein A6024_15735 [Rhodovulum sulfidophilum]SNK001
MRSLLNTLRLMLKELRAIRRDRVMAVLILYVFTVATWMVANAASTEIRDLAVAVVDEDRSPLSHRLTDAIRPPLFQEAPV
LSPEAAAAAQLEGRYVLVLSIPPDFERDLRSGHAPKLMLLVDATAMAQAGNGATFLQQLLADELQDYADPGGDGTAPVDV
VFRNRFNPNLTATWFTSVMQLMNNVTILTLILSGAAMIREREQGTIEHVLVMPVRPHEIVLSKILASGLVILLASVASLV
TVIHWGLGVPLTNSLGLYVLGAAVYVVAVGSIGLLLATFTRNMGQFGLLVIPVIIVMLLLSGGVTPLESMPDWMQAVIRT
VSPAPHFVAFAQSVLYRDAGFAQVAGELLRMAAMAALALGVVLVRFRKVLSG
>ANB39238.1 multidrug ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MAPVPEHSPGAGGIAAEIAGLTHRYGGKAALSGIGLAVPAGCMTGLIGPDGVGKSTLLGLVAGVRRLQEGQLRVLGRDMS
DPAARRALAPRIAYMPQGLGRNLYPTLSVRENLEFFGRLFGQGAAERGHRIGMLLEATGLAPFPDRPAGKLSGGMKQKLG
LCSALIHDPDLLLLDEPTTGVDPLSRRQFWELIDRIRAEMPGMSVLVATAYMEEADRFEWLAAMNAGQVLASGSPAELKA
KAGAATLEEAFVRLLPDRPEAPPLVSRPLGEGSGRVAIAARHLTRRFGDFTAVDDVSFTIPEGEIFGFLGSNGCGKSTTM
KMLTGLLDPSEGEAELFGRKLRASDIESRMRIGYMSQGFSLYSELTVRQNLELHADLYHLPKERRGPRVDEVLAEFELDR
LADRLPWDLPLGQRQRLQLAVATLHAPQVLILDEPTSGVDPVARDAFWRTLMSLSRDKGVTIFISTHFMNEAERCDRISL
MHAGRVLDVGTPAEIVARRGAASLEEAFISCLEAELAPDQTAPAAPVAAPQTETVPRFGGLTRLWAYCWRETLELMRDPI
RVFFALAGPAILLLTMGYGISFDVDRLSFAVRDQDRSPESRELVEQFTSIRQFAETENLGGPSDLGDRMARGDLTVALEI
PDEYGRDLRRGDVPEVSLWIDGAMPFRAETARSYTLGLMSDYAGRRAPGAGPAVGIENRFLFNQAFKSAHAMVPSMMMVI
LMLIPAIMSAISVVREKETGTIANFRSTPVTRIEFLLGKQLPYLAIAWASFWMLYAIGRTVFGVPFTGSLPALAASSFLY
VFATTGFGQLISAFTRSQVAAVFATSVLSIIPAVNFSGLILPVASLDTPGRLVGQSFPSAWYQAVTNGTFLKGFGWAEIA
PNAAVLAGFCMIYLSLAILGLRKQEA
>ANB39239.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MPDRPSALAPFRKATYRNLWLASNISNFGGLVQTVGAGWMMTELTHSPVMVAMVQASNTLPIMLFSLIAGALADSFDRRR
IMLTAQIFMLAVSAVLAAAAFQGALTPWLLLAFTFLIGLGRALYNPSWQASVGDIVPRSDLPAAVALNSMGFNLMRSVGP
AVGGLIVAAGGAAAAFAVNALSYLPLWLSLFLWRPALAERRLPREALGPAISAGLRYVSMSPVLLRVLFRGFLFGLSAVA
LLALLPIVAHELLGEGAFGYGVLLGCFGTGAIGGAVSSARLRDRFPNEAIVRGGFLGFAAALTGLAFSHELWISGLLLLP
AGASWVLSLSLFNVSVQLSTPRWVVGRALALYQTCTFGGMAAGSFLWGQVAAGAGLAEALWAAAAVLVLGALVGLRLPLP
NFGTEDLAPLGRFVEPQLGVDLRARSGPIAITVEYDIAPGDVDAFLAAMTERRRIRIRDGARQWVLLRDLERPTVWAESY
HVATWAEYLRHHERRTVADAEVSDRLLALHRGAGKPRVRRMIERQTVPRRDELPLKPTDIA
>ANB39240.1 hypothetical protein A6024_15755 [Rhodovulum sulfidophilum]SNK001
MRSPFTTGPFKSGSRLLIGFGAVLLALGLGGAAAMHFGLVPVSARPPHNALTTAVLHDTFRASVARGAREVGSAPDLTDP
GLIALGARHYGQVCSSCHGGPGLGQSPVALSMRPRPQSLPAVVDGFSASELYVILRDGVRFTAMPSWPSDGNFNEIWAVV
AFLRQLPEMTPEAYRAATVADVAGTGAPPAMAWTRRGPQMPVKLHDEAAPIEDYLYAAPSTGWRPIGLQDVPVAYCAACH
GADGTGAPTGGQAPNLAILDADTIAARLRAYAEGTRESGIMATVASSLSGPQIEALAAYYADLPDRTLGAPDRGDPERGA
VLARRGDFARALPACGACHGGTAGASGLGVPRLAGQGAAFLERRLDSFAAEDGPDRQGWNPMPAIAKALSPDERAAVATY
LAGLPADDPLIPARPPVPAEAGADDEAAELLLRCTACHDPGPALGADRDLSPNLTLQSAAYLDHQMALFDAGRRPVGSMQ
QAAHEMTAEQIGRLSAALGAAPAARSGLDPERARRPDFELAGAGKLAEKGDPARGLPACLSCHGARPTAAVGLLPRLDGQ
RARYLEDRLDYFAGDAAPEVLAPMTEIAARLTGDERAALADWFAARPPLAK
>ANB39241.1 hypothetical protein A6024_15760 [Rhodovulum sulfidophilum]SNK001
MRRLGCPSCGAEIWFHNTACLSCGAELGFQPGRGLVPLGTCGGAACANRAVIGCNWVAAAPGGLCLSCAHSTVVPDLSVP
GNDRRWARIERDKRMLMRLLDALGLPLRDAAGAPAPVFELRGDPIGPAPGPKVITGHAHGTITLNIAEADDAERERIRAE
MGEPYRTLAGHLRHEVAHHYWDLLVAENPAALDRLRPVFGDERADYGAALERHYREGPPPGWEATHVTAYATAHPWEDFA
DTWAHLFHILDSMETALAYDLVRDDGLQGLEVAALAALPVERLAEPWIALSVALNAVNEAMGHGRFYPFVLSPAVLEKLE
AIRRLLPVAG
>ANB39242.1 hypothetical protein A6024_15765 [Rhodovulum sulfidophilum]SNK001
MNRFFRRLFPLLLATLFLSSLPALAQTAPAAEDAPGAEARALIDILRNDSAREALIAELEQAAERGAADQDRAAAPPSEA
DGQGLGRRVAEATSAAVEDLAGRIAAGWAALGRAGQAFEGLDAGTFEAFGAAMRNLLAVVAATVLVQFALRRAVRPLHRR
LGRTAAGQGLLRRLAPAALAALLDLGALVLAWAAGYALAAAAIGSAGTVGLNQSLYLNAFLAVGVVRLALDILLAPGAAP
LRLLPVSDPGARRTAGLGMAIAGLLAYGHLLAVPVVARDVSALAAASLGALVTVLALLSLGALVVLYRRPVAQWMLTRLA
PPVSSAPGTEDAPESQTAPETGAPRRHGRLALALAQNWHWAALAYLAVLAVIVLTGPDGVVLAALAGSARLLAALLLAGI
VSGALARAAARGVQLPERISDRLPLLEPRLNRVIPVAMVALRYLIVLSVALFALDTLGVLAVGSWMESRFGLRVTGALSA
VLLILAVAYGLWLALTSWVDYRLAPAPGRAASPREATLLSLLRNALTIVIVVLAAMFCLSEIGLDIGPLLASAGVLGLAI
GFGAQKLVQDVITGVFIQLENAMNVGDVVSLGGTTGTVEKLTIRSVSLRDVSGTYHIIPFSSVDMVSNLTRDFSYYVCDM
GVAYREDVDEVKVAMEDAFAELGRDPEARDAIRGDLEWFGLNSFGDSAVVVRARIRTLPGRQWGVGRTYNGILKRLFDER
NIEIPFPHQTITFAEAKDGRTQPVRVINGEAQAAEQGA
>ANB39243.1 hypothetical protein A6024_15770 [Rhodovulum sulfidophilum]SNK001
MGPRGLGALEALAARLPQAGSAVAIDIFEPGPWPGAGPNFTPGQSPLMLLNIPIRAVDIDPPGPAPARISSFGTWLMSPS
DDERFPARAELGAYLAARVRTLATTLPEGVALSRHETAILRLERSGTGWYLESAAGRFGPYDEVLLAPGQPRSAPDPQLA
RWQDHARRTGAAVLPAYPADRLLKAAGDWAGASVAIRGLGLSTLDVVRLLTLGRGGRFEDGRYLPSGREPARILPFSLDG
LPPWPKPASAGIDACFAPLPAESRAFEAALDRALGAAPEAALEAISAALEPAARRVLEAAGADPGGVAAWLAAERAAPAS
QESRDAAELLREGLAMARGTRPPAMGYAIGQIWRHWQNALRRAVNPGTASPETIAALIGFDEGLKRYSYGPPAETAEELS
ILIAAGIVDLRTVDAPDILLTPEGWQLVEKDDSARVSVMINAVLPSPALERLEEPVLAGLRDAGRVAAVGEGLGIRTRPD
AQVVDSRGQVQAGLCLLGRAALGSVIAVDSIHDCFGASAHRWAEGVLDRAALGAARAASPG
>ANB39244.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRSDKRDELVRKALDIFYRDGFHATGLDRLSDETGISKTTMFRHFRSKDDLILATMQRRDDGVRAWLRHRMDAAGPPRAR
LMALYDALGEWVAEPGFRSCLFLRAAAEYPDPAHPIHRLATEHKRRLARQVEAVAAEAGAADPGGLSRALLLLKDGAAVA
AHLGHAEDPVADARAGAEAILAATLPVARQHGLPAARTGAPP
>ANB39245.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MTFSTRILAFSAAAFALGAGMAHADTWRYAFEEAMDEVQGIYAQKFKEEIEANTDHQIQLFPYGTLGESADIMEQAQDGI
LQFVDQSPGFTGSLIPEAQVFFVPYLLPQETETLASFFKNSKAINEMFPALYADQGLELLTMFPEGEVAITTKEPFTTPA
DLDEVKIRTMTNPLLVESYKAFGATPTPLPWGEVYGALQTNIIQGQENPMFYVESTKMYEVTDYVTRIGHNNFTTAVMAN
KDFFDGLPDEDKKAIRAAAEAAFAHIIDYQKGLTEASVEKIKEAKPSMTFTTLSEEERQPFKDAAGEVQARFLEMTGDSG
KRILDQMKEDLEAAQQASQS
>ANB39246.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSSDQSLRPRSQAKSQNQSQTRSQTDTTAADDPDEVAYVSTLPGVLGKIDAAIARVESVLLATGVLLMALNTVANVVGRY
LFQSSLFFTEELNRVLIVVITFAGISYAARQGRHIRMSAIYDALPVRARKILMIVIALTTAVLMFGLCWFAVAYLLTQAG
RGRVLPALQIPVWTTLVIVPVGLFMTGMQYLLTAVKNAISRDVYLSTAVLEGYDDDETEI
>ANB39247.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAAAIFSIMIVLLLLGFPMMIPLIAGALVGFVTLFGGLGQLETMIQQMMAGIRPASLIAVPMFIFAADIMTRGQSAGRLI
DMVMAFVGHLKGGLAISTAAACTMFGAVSGSTQATVVAIGGPLRPRMQKAGYGDSFILALIVNASDIAFLIPPSIGMIIY
GVVSNTSIAELFIAGIGPGLLILLLFALYSWAYAVRQGVPTEPRVSWGARLRAVRAALWPLGFPVIIIGGIYGGIFSPTE
AAAACVLYALILETIVFREMGLRDIYRTAKSTGLITGVVFILVAAGAAFSWVISFAQIPQAILSAVGIDQMGQIGVLFAI
SVAFFIGCMFVDPIVVILILVPIFAPVVSDVGLDPVLVGTLITLQVAIGSATPPFGCDIFTAIAVFKRPYMEVIRGTPPF
ILILLGVSVALIFFPQIALFLRDLAFHGGAG
>ANB39248.1 universal stress protein UspA [Rhodovulum sulfidophilum]SNK001
MFKSILVPYDGSAGAERALRQAVELAGLCDAQLSVLTVFRHHSMLEASLSMVRRDEPGPLDDAMRGYAREVAEYAKRLAR
EAGAEGARAFIKAGPPARTIIRFAREHENDLIVIGSRGLGSVENYLLGSVSHKVTGLADCPVLVV
>ANB39249.1 hypothetical protein A6024_15800 [Rhodovulum sulfidophilum]SNK001
MAGDRAASWQSIRDTIMLRIRDRTYPPGAFIPNEADIAAEFGCARATVNRALRDLAEEGFLDRRRKAGTRVIEAPQRKAT
LEIPQIRREVEARGQVYGYRLLARETGPAPGELRARLKLPEAEATLYVESLHLADGAAHMFERRWVVLRTVPGIAAADLA
VVSPNEWLVREAPYTHGGMEVHAEPAGQAVATALDCAPADPVLVMERQTWLHEAPITYTREHFAQSYRLCLGL
>ANB39250.1 formimidoylglutamate deiminase [Rhodovulum sulfidophilum]SNK001
MQRVWARHALVMNSWAKDVEIAVESGGKIAELRENVACPPGATVVETLLPAPANLHSHAFQRAMAGLTESRGPDPRDSFW
TWRRLMYRFLDRIGPEDVEAIAAFVQMEMLEAGYGTNVEFHYLHHGPGGAPYADPAEMSGRIAAAAAVSGIGLTLLPVLY
TYGGLDRRALVAGQDRFGNDPDRFARLFEGAAAHVAALSPDCRMGVAPHSLRAVDAAGLAAAQALAPEGPIHIHIAEQQA
EVDEVHAATGLRPVEWLLENAPVDARWCPIHATQMEPAETLALAATGAVAGLCPITESSLGDGIFDGVRWAQAGGRFGVG
SDSNIRISLSEELRTLDYSQRLRDRTRAALATGDRSTGRVLFQGAAEGGAQAAGRASGGLAVGNWADLLALGDMGPDGIG
RQGDLLLDTWIFARDDRAVSDVWAAGRHVVRGGRHIRRDEIVAGYAAAMRRLRDGL
>ANB39251.1 imidazolonepropionase [Rhodovulum sulfidophilum]SNK001
MTDLTLANATILPLGEDAPRRIERGWLRIEGDRIAALGDGPAPEGGPVEDLGGRLVTPALVDCHTHLVYGGSRAREFEMR
LEGAGYEEIARAGGGILSTVTATRAASEDDLVASALPRLDCLLAEGAGTIEVKSGYGLTVEDELKMLRAARRLGRERPVR
IVTSWLAAHALPPEYKGRAEAYIDEIAIAGLRAAHAEGLVDAVDGFCEGIAFSVPQMARIFDVADELGLPGKLHAEQLSH
LGGSLLVAARGGLSADHVEHADAADAAALARAGAAAVLLPGAFYTLRETQMPPVAAFREAGTAMALATDCNPGTSPLTSL
LLTMNMAATLFRLTPDECLRGVTANGARALGLTDCGRLAPGLRADLAVWDIAEPAELTYRIGFNPLHARYFEGCKC
>ANB39252.1 histidine ammonia-lyase [Rhodovulum sulfidophilum]SNK001
MQMLTLTPGETTLAQLETLWREEAPARLAETTGPAIAASAARIAAAAQGDQAVYGVNTGFGKLASVRIPPEDTATLQRNL
ILSHCCGVGAPLDIATARLVMALKLLSLGRGASGVRPEIVALIEAMLEKGVTPAIPEQGSVGASGDLAPLAHMAAVMIGA
GEAIYEGETLPGAEALARAGLTPVTLGAKEGLALINGTQVSTALALTGWFRAMACLRAAIVTGAMSTDAIMGSTAPTRAE
IHALRGHRGQIDVAAAMRGLLKGSEIRESHREDDARVQDPYCIRCQPQVTGAALDLLRFAGQTLETEANAVTDNPLVLSD
GSIVSGGNFHAEPVAFAADQIALAVAEIGAIAQRRVALMVDPALSFGLPPFLTPEPGLNSGLMIAEVTTAALMSENKHLA
APCSVDSTPTSANQEDHVSMAAHAARRLGGMTRNLAVILGVEALCAGQGIEFRAPLATSEPLKRALEAIRAEVATMGEDR
YLAPDLARAQALIETGVLVAAAGLEMAE
>ANB39253.1 N-formylglutamate deformylase [Rhodovulum sulfidophilum]SNK001
MSPVEITRGDSPVILGLPHTGTHVPEDILARLNARGRELTDTDWHVHELYDGLLPGATTVRATFHRYVIDANRPPEDESL
YPGQNTTGLVPLTDFDGKPIWTAAPDAAETARRLAEFHAPYHAALAAEIARVRARHGVAILYDCHSIRSVIPYLFEGTLP
DFNIGTASGTTCAPAIAVTAASVCAKAEGYSHVQNGRFKGGWTTRHYGRPETGVHAIQMELAQSTHLTAEAAPFALDPDK
AARLRPHLAAILARIEALAPELSS
>ANB39254.1 acyl-CoA transferase [Rhodovulum sulfidophilum]SNK001
MKPLDGLRILDLTRVLAGPFATAILADLGAEVIKIEPPRGDEYRHIGPFREGESALFSLTNRGKQSVVLDLKAPEGQALA
RQLAAGCDVVVENFRPGVAARLGLGAEDLRRDNPGLVHCAISGFGQSGPAADLPAYDIVVQAMSGWMDATGEEDGAPLKV
GEALGDVAAGLYAVIAILAALVGRGRSGKGATLDVAMLDCLVAMLPTSHALHLYANAPVARVGNRHPFSTPFGAFRTADG
HVVIAVLSPRQFEGLCTAIGRPEAADDPRFATDELRTAHEPEIRAMIEAWTSLRPTAQAVTAFAAAKVPAAPILTLADQL
GSDHATARGLVSELPHPRLGQAPVVGQPVRFDGQAPLAETGAPALGEGTRAVLERLGLDQGQIAGLVAAGIVRECEDA
>ANB39255.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MREFDHLLSAEECQFLDMLDRFAAEVLSPQAAETDRTGAFVHDQLAALAETGMMGANLPERWGGADISAHALFEAVAAVA
GGCGSTVSALTAHFLATDSLLLGGDDAIRARFLPAAAEGRMLGAFGLTEPNAGSDPADMRSRATRDGDSWHIKGRKCFIS
NGGVADFVVVFCVTDPEAGHRGISAFVVEKGTPGLVPGRVEQTMGLKGGHVWELDLDVTVPDANRVGPEGSGFKTAMKVL
DNGRTEVAAMAVGIARAALSEARDWAKSRIIGGEPLANRQGIQWMLADMATELSAAELLGHEAARQRQAGLRFTTAASKA
KLYASEAAGRIADTALQIHGGYGFTHDFPLERHARDLRIMRIYEGSSEIQRNIIAGRLLA
>ANB39256.1 urocanate hydratase [Rhodovulum sulfidophilum]SNK001
MTDPRHNTRDIFPPTGPEITAKSWQTEAPMRMLMNNLHPDVAENPHELVVYGGIGRAARTWQDFDLMVETLKTLEDDQTM
LVQSGKPVGVFRTHRDAPRVLIANSNLVPHWATWEHFNELDRKGLAMYGQMTAGSWIYIGAQGIVQGTYETFAEAGRQHY
DGNLRGKWILTGGLGGMGGAQPLAAVMAGACCLAVECDEDHADFRIRTRYCDEKTHSLDEALAMIGRWTEAGEAKSVALI
GNAADVFPEILRRMQAGEPLPNGRPDIVTDQTSAHDPFHGYLPKGWTVAEWRARQESDPKGVATAARASMKDHVAAMVGF
WNAGIPTLDYGNNIRQMALEEGLEDAFAFPGFVPAYIRPLFCRGVGPFRWAALSGDPEDIYKTDAKMKELFPENAGLHRW
LDMARERIAFQGLPARIMWIGLGERHRAGLAINEMVRNGELKAPVVIGRDHLDSGSVASPNRETEAMKDGSDAVSDWPLL
NALLNTASGATWVSLHHGGGVGMGFSQHAGMVICCDGSEEADRRLERVLWNDPATGVMRHADAGYEIARDCAREYGLTLP
GILK
>ANB39257.1 hypothetical protein A6024_15840 [Rhodovulum sulfidophilum]SNK001
MRPIRRNDLEPRPWKNGGGLTWELAAFPEGAGFSDMLWRISLAEVGSDGPFSAFPGIDRTLTVLAGRGMILDFGAGEVKL
GEDSAPLSFPGEAPVTARLSAGAILDINVMTRRGRAAHAVHALSAGEPAPRDTRVLVARQNPVTADGFALAPGEALMSDP
GRDLGGAVGDAPMLAVSLRLVP
>ANB39258.1 amino acid ABC transporter [Rhodovulum sulfidophilum]SNK001
MTLRLSMKSALFGLSALALSASGALADQLSDIQAAGKIVAATEMHYAPFDMLEKGEYVGFDRDLFDEVAKELGVTPEYQD
LPWTSILPGLEVDKFDFVLAPVTMTAERAERYAFTLPISDSTVAFVQRTGGDMETPEDAKGKTVGVQKGTAQQAQLEAYA
ETIGGIKIKEYGTPDEAYADLMTRRLDAVAGSAPLLDYLAKSRPEQFSVVKPPFGKPTYFAWVARQGEGDTLVAAINEAL
IKIQEDGRMAKIQEKWFGTATELPQEMPEL
>ANB39259.1 amino acid ABC transporter [Rhodovulum sulfidophilum]SNK001
MFSFQTIVENLPVLLGAARYTLLISVLGCLQGLILGAILCAAALSKRKSLRRAAGLYVSFFRGVPLLIQLLVAYYLLPVI
GINVPPLAAAVLTVGLCAAAYLAEVLRGSINAIPKGQAEAALAIGMSPGNLWVRVLLPQALKIGLPAIVNELILLVKASS
LVTVVGIVEITRMSQSIASSTYRYLEIYLAAAFLYLAINLVIAAAGRLLERRLTV
>ANB39260.1 amino acid ABC transporter [Rhodovulum sulfidophilum]SNK001
MLEMLHRYGPDLLTGFGLTLLTWVLGTAGGLVLGFLMEMARRFGPRIWVGWPIRAYVEFIRGTPFLVQLFVLYYGGPLIG
LRLDALPAGVLGLSLYGAAYFTEILRAGFDAVPKGQIEAARAIGLPGRTIVWRIMLPVMMVSALPALVNFAIILTKETVI
LSMITVPEIMFQTQTMMSETFAFVLPILILALFFWGFVEVISRFGRRLERRFTHYLLEES
>ANB39261.1 ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSLEPTATTPASAHLRAVNKFYGDFQALKDITLDIPPGKVTCLIGPSGSGKSTLLRCINFLEEYDSGEVRIDDRLIGYET
PGGRRMSGRRLREMRRDIGMVFQQFNLWPHMTALQNVAEGLERVRGLKHAEATECAREALAKVGLADKEANHPSRLSGGQ
QQRVAIARAIAMQPRIMLFDEPTSALDPELVGEVLAVMKQLAAEGMTMVVVTHEMGFAAHVADRVVFMERGELVAAGAPR
EIFQNPTDQRLASFLQGYRERNSLDF
>ANB39262.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SNK001
MRLFALLSLFCPTVALAGPVQIEGPAGPLEAEALAAPGARAAVVIVPGSGPVDRDGNAPALGLHSDSYRLLAEALQTAGI
ASLRIDKRGFGGSAGAIADPNDVTIAAYAGDLRRWVARAAGLAPCVWIAGHSEGGLVALVAAEEPPEALCGLILMATPGR
PVGQLLVEQMRALPGNAPLMPEIEAMVATLEAGGRRDPETLPPPLRPLFGAGLQDYMADLFAYDPAAVAAGWHGPVLILQ
GGADMQVQPEDAGLLAAAMPQARRADLPGVTHMLKADLPGRPYATYTDPALPLAPGVVPAILEAVEGR
>ANB39263.1 carbonate dehydratase [Rhodovulum sulfidophilum]SNK001
MPDRSDRPFHALTAEETLAELSAGPGGLAPAEAAERLALHGPNRLPEPPGRNAVLRFLAQFHNVLIYVLIVAAGVTAALQ
HWVDTGVILAVVLVNAVIGFVQEGRAEQAMAAIRDMLAPRSAVLRGGRRVTVEAADLVPGDVVLIEAGDRVPADLRLIEA
RGLRVEEAILTGESVPVEKAVAAVAPEAALAERLPMLFSGTLAAAGTGRGVVVATGPATQIGRISGMLASVETLTTPLVR
QMDLFARWLTVFILLVAGSLLAYGFYVGHMSFGELFMAVVGLSVAAIPEGLPAVLTITLAVGVQAMARRNAIVRRLPAIE
TLGSVSVICSDKTGTLTRNEMMAARLALGEAELAVAGEGYAPEGEVCPVDVAPGPGSEAGSGAATDPELLAALARAAALC
NDAVLHEEGGVWRVEGDPMEGALLALAGKIGQGARDRARRDAIPFDAAHRYMAVLVDAPEGGAELLVKGAPEAVLALCAD
RIAPGGGTVPIVPAHWHRKVEELAADGLRVLALARRAMPAGQEGLSHDDLAGRLSLIGLVGLIDPPRPEAIAAVADCHSA
GIRVKMITGDHAATARAIAAEIGLKNTDRVLTGADVEALDDAELAAAATGTDIFARTSPAHKLRLVTALQARGLTVAMTG
DGVNDAPALKRADAGIAMGLKGSAAAREAAELVLADDNFASIAAAVREGRTVYDNIKKVISWTLPTNAGEALTIVVALFA
GMMLPITAVQILWVNLITAVTLGLALAFEPSEPGTMRRPPRARTEPLLTGGLIWHIVLVSGLFVLAVFGIFAYATERGHD
PALAQTMAMNTLVVLEIFHLFFIRNIHGTSLTWTGLRGTRIVWACVLTVTGAQVAVTYLPLLQPVFGTRPVPLEDGLLIV
GIGAVFFALIETEKQMRLAFRRGQHGT
>ANB39264.1 sodium:proton exchanger [Rhodovulum sulfidophilum]SNK001
MEALLHSPFGEVATLLVLAAVLGFVGLLLRQPLIVSFIAVGLVAGPSALDIVRSSDQIDLLSQLGIAVLLFLVGIKLDVK
LIRSLGAVSLLTGLGQVAFTSVFGYLIGLGLGLGHVTSLYVAVALTFSSTIIIVKLLSDKREIDALHGQIALGFLIVQDL
VVVLAMIVLSAIGIGSGEGGGDGTGNVLSVLGFGLAMVGAVVLFVRHVADPLSERLARAPELLVIFAIALAAIFAALADF
VGLGMEVGGLLAGVALASTPYRETIAARLAPLRDFLLLFFFIALGAALDLSLLGAHVPGAILFSLFVLIGNPLIVLAIMG
AMGYRKRTGFLAGLTVAQISEFSLIFVAMGVSLGHVAPEALGLVTMVGLVTIAASTYMITYSHRLYDLCEPVLGIFERRG
TPREPEAGAAAGAARAGVLIFGLGRFGTAIGMRLQKRGIDVLGVDFNPQAVRRARTLGIEACYGDASDPEFLAELPLAEA
AWMVSSVPILPGGLTQEDTRRTLIQLARGAGFRGRIAVASHNAADTQDLLGAGADLVLEPFQDAADRAVELLTGAPETER
TAIPGIGSEAPQPA
>ANB39265.1 hypothetical protein A6024_15880 [Rhodovulum sulfidophilum]SNK001
MKTILVGTDFSERSDRALRRATLLARQTGAALKLVHVVDDDLPVRIVEAEREAATGLLQQQAETLRAHDGLDCSAHVVLA
DPFAGLIEAVPQLGADLLVIGPHRRQLLRDVFVGTTAERTIRAAACPVLMANAPPVGPYRHALLATDLSPGSRGALRRFG
GLGFGHRLRGSVLHVFDATEAAMMRIHATREDDREAHLREAGAEAARALSAFLRDLPQGPMVELVRHRNGSAASEILAAA
AETEADLIVVGTQSRGAFETMVLGSVARQVLRSSTADVLAVPPGAA
>ANB39266.1 cobalamine-related hypothetical metal-binding protein CrdX [Rhodovulum sulfidophilum]SNK001
MQPKDLTDNEAFKGFTNSACPFLPCHKGVAREFNCLFCYCPLIAYECPGPYQTYTDANGLTRKDCSACTLPHDGYLQSWN
FIQRWLEYPQPWSGKPQTDPPVRRPRPPKPNDAEEIHRRRREADAAGDGGD
>ANB39267.1 succinylglutamate desuccinylase [Rhodovulum sulfidophilum]SNK001
MTARAEFTLGRETVPPGSRRTVDLPVSVLSDHTPVTLSAHVVHGRRPGPAMFVTAGVHGDEVIGVEIVRRLLSLPVLGAL
RGTLIAIPIVNAFGFLNLSRYLPDRRDLNRCFPGSSGGSMAARLAHLLVEEVVGRCQIGIDLHSAAVHRTNLPQVRVVPD
DPELARLARVFAAPVVLSSEARQGSLRETAARMGVQILLYEGGEGLRFDEVAVRAGLAGVLRVMFDRGMIPAKGVPKARR
APLDCRVSRWLRAPQGGLLRTYRSEGDVVAEGELLAVVSDPFGEIETEIRATEPGIIVGRAMLPVVNEGNAVFHLAAIAP
ADRAEDRIGAWASEVAAGQLFDEDEIL
>ANB39268.1 MATE family efflux transporter [Rhodovulum sulfidophilum]SNK001
MTEAVARPDMTPPLRLGHRRVLAIALPIVLSNVTVPILGAVDTGVVGQIGEAAPIGAVGVGAVVLAALYWMFGFLRMGTT
GLTAQARGAGDAAEVAAMLTRVLMIAAAAGLGLIVLQGPLFTAALGIAPASAEVEGLASQYMAVRIWSAPATIALYGLTG
WLIGQERTRAVLAIQLWMNGLNVALDLVFVLALGWGVPGVAAATVLAEWSGLILGLWLCRAAFRDIAWRAWARVFDRARL
RHIAGVNTDILIRSMLLQGIMLSFLFVGAGFGDVPLAANQVLLQFLEITAYALDGFAFAAEALVGQAMGARSVAALRRGA
VLTSGWGLVSVIGLAAAFAFGGGAIVDLMTTAPEVRAEARVYLPYMVAAPVAGLAAWMLDGIFIGATRTADMRNMMALSA
AIYALAVALLVPVFGNHGLWLALLVAFVARGVTLGLRYLALEAAARSGQGG
>ANB39269.1 thioesterase [Rhodovulum sulfidophilum]SNK001
MSRRPPEPVQIVKQRRDAALAALVEGLPYARFLGISFDRRGDELTGVMSFHEALIGNPALPALHGGATAAFLELTAIVGL
SWAMIWDDLESGRLEAATLTPETLPRLPKTIDFTVDYLRPGLPRDAYARARVNRSGRRYASVHVEAWQDNRARLFAQATG
HFLMPT
>ANB39270.1 thioesterase [Rhodovulum sulfidophilum]SNK001
MSDPKTDLARRFIEAIPHSHALSMQVDALGDGRAELSMPYDSRLVGDPHGGVISGGAVSALLDTCGGTAVISHPEGPGQT
ATISLRIDYMRTATPGQRLVARAECYHVTRSVAFVRATATDDDRDHPVATATGTFTADGGAA
>ANB39271.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSDVRLNFKEMCARFDVTPRTLRYYEYIELLSPTKSGRSRFYGPREVARMTLILRARRFGFSLEEIRQWLLIYDEQGREA
QMAALVGLADRQLKVLRDQRTQLDASIEELQTLRDAAATGQA
>ANB39272.1 MerR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTDELMTIRQMCDAFDVTARTLRFYESKELISPLREGQRRLYGRRDRARLKLILRGKRFGFSLEEIRQMLDLYDLDDGQE
TQFRRTCELARERLAAMERQRVELDDAISELRRQLAWGEAKLEHFEKRKPAAE
>ANB39273.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPIYTPPTEDMQYLLHDVLKIGGSGIPGYAELDREFTGAILGEAGKLAAEVLAPLNASGDAEGCHLENGVVRTPGGFKAA
YDQICAGGWIGLDMPEEVGGQNMPYLINSAVGEMFVSANMALNMYQGLSHGAMSAILAHGSDEQKATYVPKMVAGTWSGT
MNLTEPQCGTDLGLIRTRAEPQEDGTYAITGTKIWISAGEHDLTENIVHLVLARIPGGPEGIKGISLFIVPKFLPDENGA
PGRRNGVACGGLEQKMGIHANATCVMNYDRATGFLIGEEHKGMRAMFTMMNEARLGVGLQGYAQGAVAYQNALAFAQERL
QGRALGDPANPDGPADPILVHPDVRRNLMDQKSFVEGARALTFWGAQMIDRAHRMQDPEAEAMISLLTPVIKGFLTDKGF
ETTVLAQQTYGGTGFTRAAGAEQFVRDARIAMIYEGTNGVQSLDLVGRKLGLNGGKAVMAFFELVKAFIAEHEDDAALKQ
DFLDPLKSASKDLQAAATYFMAEGMKTPENALAGSYDFMHLFGHVCLGLMWSRMAVASRAALAAAEGNAAFHEAKLVTGR
YYMARQLPATALHLARIRSGAEPVMALDAANF
>ANB39274.1 glutathione S-transferase [Rhodovulum sulfidophilum]SNK001
MTIRLYCFGESGNAYKAALTLTLAGLDWEPVYVDFFNGGARSPDFLALNPMGEVPVMIAEGVTFTQSGTMQLWAAEQSGR
FDGRDAAETREVLRWMFWDNHKMSGQAGSLRFLMNFLPEEKRPQEAIRWLSGRVKAALQTLERVLQDRDWLVGDSPTTAD
FACCGYLFYPEPFGFDRKAFPAIDAWLGRIEALPGWKHPYDMMPGSPADRA
>ANB39275.1 acetyl-CoA acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTDAFIYDAVRTPRGKGRKDGSLHEVTSLRLSALVLDALKERNGLEGHAVEDVIWGNATQVGEQGGCLARSAVLASGLDE
SIPGLSINRFCASGLEAVNLAANQVRAGAGRAYIAGGVEMMGRVAMGSDGAAIAVDPSLAMKTYFVPQGISADIIATEYG
FSRDDVDGLAVESQKRAARSWEEDRFAKSILPVRDVNGLTILGRDEYMRPGTDMQTLGALKPSFKEMGETMPGFDQLALM
KYPHLERIEHVHHAGNSSGIVDGAAGILIGDAEFGKAHGLTPRARIRASCKIGTDPTIMLTGPVPATEKILKDAGMQISD
IDLFEVNEAFAAVVLRFMQAFDVDPAVVNPCGGAIALGHPLGATGAIILGTLLDELERTGKGTGLATLCVASGMGAATII
ERV
>ANB39276.1 3-hydroxyacyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MAEFHYKTDADGIATITWDVPEKSMNVLSLTGIEELNAHIDSALADDAVTGVVITSAKKDFAGGMDLNIIARMKEEAGDD
PARGLFEGTMRLHGLLRKIERAGMDDRNKGGKPIAAALPGTALGIGLELPLACHRIFAADNPKAKIGLPEIMVGIFPGGG
GTTRLVRKLGAMGASSFLLEGKLSDPKKAKAAGLIDEVCEDPVAAARAWVLSEPNIVKPWDERGYKMPGGAPYHPAGFMT
FLGASAMVHGKTKGVYPAAKALLSAVYEGALVPFDTALKIEARWFTHVLMNPSSSAMIRSLFINKEALEKGAVRPRDVPD
QAVKKLGILGAGMMGAGIALVSAQAGIEVVLVDQSQEAADKGRAYTAAYMDKGIKRGKASPEKKAEILGRITATTDYEAL
KGADLIVEAVFEDPGIKAEVTKKVQAVVDGNCIIATNTSTLPITDLAKAADRPEDFIGIHFFSPVEKMLLVEIIRGKATG
DRAVAKALDFVRQIRKTPIVVNDARFFYANRCIIPYINEGIRMVAEGVAPALIENAAKLVGMPLGPLQLVDETSIDLGVK
IAKATKAAMGEAYPDDAVDEVIFWLADEGRLGRKAKAGFYAYDEAGKRTGLWDGLAAKFPPAADQPDLHEVQHRLLFAQV
LEAVRALEDGVLMDIREGDVGAILGWGFAPWSGGPLSWLDMIGPGRAVALCEDLTARHGDRFAPPALLREMADKGESFYA
RFAPDAQAA
>ANB39277.1 hypothetical protein A6024_15940 [Rhodovulum sulfidophilum]SNK001
MVFKIDFLGTRPVAELVAAAGDAAGALPPVGLARGFRAGTRVATREGCRPVELLKPGDCVLTVERGAQPVRRIERGCLWE
GPSACPPPLWPLEVPAGALGNRRRLTLLPEQRVLIDAAHAAETHAERFVLLPARMLAGVMGIRRVAPPADVCVVSIAFDA
PGSVYANGAARVHCRSWQGEGAGATDRPEDLRPEMPCCGITPGLDEARRIVAALEGAHAGAAIPPRLPMVQTVPLLDALL
RHAA
>ANB39278.1 acyl-CoA synthetase [Rhodovulum sulfidophilum]SNK001
MGWLSDETGLEKCAANYVPLTPLSFLKRAVRVFPDRTALVYGKRRYSYRQYHDRVTRLASALAAMGVKPGDVVATLLPNV
PAQVEATWAVPACGGVLNTINIRLDANTVSYILDHGGAKVLLVDPQFLPLAADALEDLEGERPIIIEVGDDPEGVHDFGD
FPEYEDVLAGADPDFEWIMPEDEWESLALNYTSGTTGRPKGVVYHHRGAYLNAMGQIVSWRLVMHPTYLTIVPLFHCNGW
CHTWMIAALGGTVICCRDITARAIYDAIADEGVTHFGGAPIVMNMIVNARDEERRDFDHIVEVFTAGAPPAAATLAAIEP
LGFNITHVYGLTETYGPATECTWRAEDWDGLPTEERARMKARQGVAMPFMEDVTVLDPKTMEQVPMDGQHQGEIMFRGNG
VMKGYLKNPRATRESFKGGWFHSGDLAHQWEDGYFEIADRAKDIIISGGENVSSVEIEGVLMHHPDVLLCAVVAKPDEKW
GEVPCAFVELKDGHKVDGDALIAFARERLAGFKTPKRVVFQDLPKTSTGKIQKFELRKVAKAL
>ANB39279.1 hypothetical protein A6024_15950 [Rhodovulum sulfidophilum]SNK001
MTALKKFQRLESPGLWRESPEAQRRDVILSFGNASLMVSDSAERVLTHWSLAALERLNPGQMPALYSPGADSGETLEIED
DLMVDALETVRKAIGRARPRPGRLRIWIVAATAAGIAALALFWLPGALVRQTVAVAPPEIRAEIGQAVLARMARAAGTPC
ERAGGQRALDRLSARLLPGSGKRVRVLPGGLPRALHLPGGLILLNRALVEDHEDVAAVAGFILTEDLRATRSDPLADLLR
AAGPLATFRLLTTGTLPEAALSDYAREVLIAPEAPLPEAELLARFREAGLPSTPYALALDVTGESQRGLIEGDPLRGRET
DPPISDGDWLRLQAICGG
>ANB39280.1 hypothetical protein A6024_15955 [Rhodovulum sulfidophilum]SNK001
MRFPIYCQAVTVALALCAGGTGAVRADPVAAGAVPLQPPHGYREVWEDDRLNPLRGPRTEWGDAQMRRVWTEQVPQRLVD
PARRPAVAEAPVAGVAAPGRRYIQVGAFTEAGAAAEAVADLRRLGLPARQGRMMAGDALVTVIFAGPFGDRDSMGRARGA
LVGAGYAPVATGR
>ANB39281.1 uracil phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MYDHLTVVTHPLVQHKLTLMRDKATSTAEFRQLLREISQLLAYEITRELEMTTRRIETPLREMDAPVLAGKKMALISILR
AGNGLLDGVLELVPSARVGFVGLYRDEETLQPVQYYFKVPQDLKDRLVIVVDPMLATGNSSAAAVDLLKQAGANDIRFMC
LLAAPEGVARMKEAHPDVPIVTASLDERLDEQGYIMPGLGDAGDRMFGTR
>ANB39282.1 adenosine deaminase [Rhodovulum sulfidophilum]SNK001
MTELPKIELHHHLEGAAPPALIRDMARARNLDISRIFDADGGYVTGDFLQFLDTYEAASSALRTPEDYARLTSAVLEETA
AEGVIYLETFLAPDFCGGCDLSAWVDHLEAIREAAGRAEGQGILLRANVTCIRHFGPDRAREAALCAAETAGDFVVGFGM
AGDERRGRPRDFAYAFDMAREAGLGLTVHAGEWSGPASVREALADLRVDRIGHGVRAIEDPGLVDHLVEAGTVLEICPGS
NVALGLYPSLAAHPVERLRRAGVKLTVSTDDPPFFHTTMRREYARLAEIFGWEDSDFAAMNRVALDSAFCDAETRAKLKT
RLEAADV
>ANB39283.1 phosphopentomutase [Rhodovulum sulfidophilum]SNK001
MTRAFLAVMDSVGCGGAPDAAEFFNAGQPDTGANTLVHIARACAEGRAETGRSGALKLPYLDALGLGAAIRLASGEGAPG
LDAEPQGLWGAATEVSRGKDTPSGHWELAGVPLPWDWSYFPREVPAFPEDLLAEIRRIAGTGGTLGNCHASGTEILDRLG
AEHMRTGWPILYTSSDSVFQIAAHEEVFGRARLQALCAAIAPRLHEMRIGRVIARPFIGTPETGFTRTAHRHDYAMAPPA
PTLCDWVQAEGRRVQAIGKIGDIFSMRGIDEVRTGPDADLMTHWADLMEEAPEGSLTFANFVEFDSLYGHRRDVAGYARA
LEWFDAALPRILGRMRPGDLVLITADHGNDPTWRGTDHTRERVPVIGAGRGTRALGLRAFADTAASIATHLGIPPQGPGR
SFL
>ANB39284.1 thymidine phosphorylase [Rhodovulum sulfidophilum]SNK001
MDARSIIARVRDDEALTDEDLRWFAEGLATGAVTDAQAGAFAMAVLLNGLSDPGRVGLTRAMRDSGKVIEWNLPGPVLDK
HSTGGIGDCVSLALAPALAACGAFVPMISGRGLGHTGGTLDKLESIPGYRGEVSLAGLKSITAQVGCAIVGASDDIAPAD
RRLYAIRDVSGTVESIDLITASILSKKLAAGLEALVLDVKVGSGAFMKDMDEAEDLARALVATAQGAGCMTAALITDMSQ
PLVGAAGNALEVIEVMETLTGTGVTPALWDLTCALGGEVLALGGLAADAADGAQRIGRAIESGDAVLKFGEMVAELGGPA
DFIERWPDRLPAAPVLCEVASPAGGIVQAIDGAALGRAVVALGGGRRREGDRINPAVGLAEMAALGDRIAPGEPLAIIHA
ASETDAEAVAGQVRAAFTLGDETPGIPPLVQRRLLR
>ANB39285.1 cytidine deaminase [Rhodovulum sulfidophilum]SNK001
MPLLTAARAVRENAHAPYSRFKVGAAILGADGRIHVGCNVENAAYPEGTCAEAGAIAAMVAAGCREIREVAVIADSPDPV
PPCGGCRQKLAEFAAPGVPVTLATTGGASRVVTVAELLPGAFAPAHMGD
>ANB39286.1 propionyl-CoA synthetase [Rhodovulum sulfidophilum]SNK001
MSYAEVYEQWKADPNGFWMEAAEAIDWVEKPSKALFDENAPNYEWFNDGMVNTCWNAVDRHVEQGRGEQVAIIYDSPITH
TKREITYVELRNRVATLAGALRDKGVTKGDRVIIYMPMIVEALEAMLACARLGAVHSVVFGGFAAHELAVRIDDAKPKCI
MAASCGIEPGRLVHYKPLLDGAIDQATHKPEFCVIYQREQEVAQLTEGRDVNWHGFQYGVQPAECVPVEGNHPAYILYTS
GTTGQPKGVVRPTGGHLVALNWTMKNIYNLDPGDVFWAASDVGWVVGHSYICYAPLIHGNTTIVFEGKPVGTPDAGVFWR
VISEHKVKSFFTAPTAFRAIKREDPNGEFVNKYDLTGLKALYLAGERADPDTIKWAQRMLGVPVIDHWWQTETGWAIAGN
PLGIEKLPVKVGSPSVPMPGYDIHILDEGGHEVGPNTLGAIAVKLPLPPGTLPTLWNAHERFEKSYLAHFPGYYETGDAG
YKDDDGYLYIMARTDDVINVAGHRLSTGAMEEVLASHPEVAECAVIGVADELKGQLPMGFLCLNAGCSRDHGEIVRECVR
LVRDQIGPVAAFKLACIVDRLPKTRSGKILRGTMSKIADGMDFKMPATIDDPAILDEIADAVKRLGYPQAA
>ANB39287.1 hypothetical protein A6024_15990 [Rhodovulum sulfidophilum]SNK001
MAERGFRAELTESGHGAQKRAAMLGHDMRAAISDILGGLSLAELGPLDPDSRLQLKRVQSAAEQLARLTDETLALVSGDE
LDQIEAPIHTTLQPFLDRITGRWQAHAEEHGLAFTLDTKPDLPGIIGTDPVALERILSNLIGNAMKYSSAGTVRLKAHMG
PRESLCFRVRDTGPGFSDAAMARLFEFAGRPAESSQPGTGLGLHIVRDLARRVRGQLQLANLAEGGAEVSVILPRAAWAP
GVQSTGDLHDLPDLSCCEVLLAEDNPTNQLLMRQMLETLGARCTLVKDGQAAAEMLAAHRFDLALIDIEMPRLSGIDVIR
RLRTAEGDGPGTAVLAVTAFVLAANRDQIYAAGADGILAKPIMSLDALGEAIMGVLNRRPCNCTPLSDSPPPFDALHLDR
LLALAGPEDGRELLIRMHDDLETVRGGLLEAFERGDRTLLLSRAHVLISLAGAVGNGALQALAENLNAAARRQDNTEVGR
LCPRIVEHIEALCTALKAEFGSRYNKAGA
>ANB39288.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSVPPLLLIEDTPSLQMIYETVLRNAGYKVVSASTAAEGLAAFRELKPQVVLLDLMLPDRPGQELLQEFLALAPETRVIV
VTANGSINRAVEAMRAGAYEFLLKPFNEQRFLHAVETALAERAAADPAPAPAPPRTTPEPPSGFVGSSPQMAAVYDRIAS
VGRSKATVFITGESGTGKEICAQAVHAASARADGPFVPMNCAAIPRDLLESEVFGHLKGAFTGALADKPGAAAVADGGTL
FLDEICEMDMGLQTKLLRFLQTSTVQPIGASHPRKVNVRIVCATNRDPLEEVRLGRFREDLYYRLHVVPIHLPPLRERGE
DVVEIAQSALEKLSAEEEHNFDRLAPEVADLFRRLPWPGNVRQLLNVLRHAVVLNQGPEITLDMLPIALQQEHDRITASG
HRMPEEIGGAAKPIQVEDLIGRTLAEIEQMVIEGTIAREGGSLPRAARVLDVSPSTLYRKREAWARKDRDDPADEPEKDL
HATH
>ANB39289.1 serine hydroxymethyltransferase [Rhodovulum sulfidophilum]SNK001
MNVHPQDSGFFKEDLATRDPEIARAIGLELGRQRDEIELIASENIVSSAVMEAQGSVMTNKYAEGYPGRRYYGGCQFVDI
AENLAIERACKLFDVAFANVQPNSGSQANQGVFAALLKPGDTILGMSLDAGGHLTHGAAPNQSGKWFNPVQYGVRESDLE
VDYDQIEALAKEHQPKMIIAGGSAIPRILDFKRFREIADMVGAWLMVDMAHFAGLVAAGLYPSPFPHAHVATTTTHKTLR
GPRGGMILTNDEALAKKFNSAIFPGIQGGPLMHVIAGKAVAFGEALRPDFKTYQEQVIKNAKALGAALVEGGLSLVTGGT
DSHVLLVDLRPKGVKGNATEKALGRAHITCNKNGIPFDSEKPTITSGIRLGSPAGTTRGFGEAEFAQIGRWITEVVDGLA
ANGEEGNAEVEARVKAEVEALCARFPIYPGL
>ANB39290.1 hypothetical protein A6024_16015 [Rhodovulum sulfidophilum]SNK001
MSVTGYSRMQIRLHWVVFGLVVVQFLFAGGIGQAFGHYIETGEKGVTLLVALHILLGLAILVLAFWRLGLRFLHGVPAPD
PSHTPAQVMLARVIHGALYLLMVALPASGMLAWSLGSELAAGVHAAFRVILVLLLLLHVAAALMGQYIKKDGTLTRMLRP
EG
>ANB39291.1 hypothetical protein A6024_16025 [Rhodovulum sulfidophilum]SNK001
MISLDDIEDMTDLSRDEITAIAEHENLPDADASLLGDYLMHLHHGPQRVQAMICEDIRAALHRDDTGRARELYAVLHCFL
ATHPEAARGTS
>ANB39292.1 hypothetical protein A6024_16030 [Rhodovulum sulfidophilum]SNK001
MARRLISTGSTFEDRIGYSRAVVDDGWVFVAGTTGYDYATMTMPDRVEAQCANALATISAALAEAGASLDDVVRVRYILP
DPAEFPACWPILSEAFARARPAATMVSAGLMEPEMKIEIEVTARLSA
>ANB39293.1 ATP-dependent Clp protease ATP-binding subunit ClpX [Rhodovulum sulfidophilum]SNK001
MATNSGSDSKNTLYCSFCGKSQHEVRKLIAGPTVFICDECVELCMDIIREETKSSGLKSTDGVPTPRDICEVLDDYVIGQ
MHAKRVLSVAVHNHYKRLNHGAKSADIELAKSNILLIGPTGCGKTLLAQTLARILDVPFTMADATTLTEAGYVGEDVENI
ILKLLQASEYNVERAQRGIVYIDEVDKITRKSDNPSITRDVSGEGVQQALLKIMEGTVASVPPQGGRKHPQQEFLQVDTT
NILFICGGAFAGLEKIIAQRGKGSAIGFGADVKDNDSRGIGEVFTELEPEDLLKFGLIPEFVGRLPVIATLTDLDESALV
QILTAPKNALVKQYQRLFELEDTQLTFTDDALSAIAKRAIARKTGARGLRSIMEDILLDTMFDLPGMEAVQEVVVNEEAV
NSDAAPLMIYADQKKEGKTAG
>ANB39294.1 ATP-dependent Clp protease proteolytic subunit [Rhodovulum sulfidophilum]SNK001
MTDMIEHYMNNLVPMVVEQTSRGERAYDIFSRLLKERIIFITGPVHDGMSSLIVAQLLHLEAENPTKEISMYINSPGGVV
TSGLSIYDTMQYIKPKVSTLVVGQAASMGSLLLTAGAEGMRFSLPNSRIMVHQPSGGYQGQATDIMIHARETQKLKDRLN
QIYVKHTGQDLETVIDALERDNFMDAETAKEWGLIDEIVESRSALEDAK
>ANB39295.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKRSELSLVALRRILRATELYGRELARAAGLTAVQIRVLQIVAETGQSTPKTIATRMGVSQATMTTLIDRLVAKGLVDRR
RSEADRRQMIIAITALGRESIDRAPDPLHDRYVIAFEKLPDWEQAMLVAALERVAALLDAGNLDAAPVLDLGDIRKTLPE
>ANB39296.1 diaminobutyrate acetyltransferase [Rhodovulum sulfidophilum]SNK001
MAITIQSSSRRASAPITFRPPTGEDGAAVWALVRACKPLDENSMYCNLIQCDHFADTCILAEMDGEAVGWISAYRLPDDP
ETLFVWQVAVSDKARGRGLGRRMLFDLLERDACDGVMRLQTTITRDNDASWGLFRGFARRLGARIEDTPHFTRSEHFDGR
HATEHMVTIRLVEALSRAA
>ANB39297.1 diaminobutyrate--2-oxoglutarate transaminase [Rhodovulum sulfidophilum]SNK001
MSTVETAETTIAETTIYDRRESEVRSYCRNFPVSFTRAEGATLTDADGNTYIDFLAGCSSLNYGHNDPDMKAALIAHLEG
NGLAHALDLHTEEKAAFLTAFEHHILHPRGMEHRVMMTGPTGTNAVEAALKLARKVTGRRNVIAFTNGFHGMTLGALALT
GNGGKRGGAGVPLPDVTHMPFENSMGDLDTLEHLDAMLSNPSSGIDAPAAFIVELVQGEGGLNAASCEWAQGLERLAKKH
GALFIVDDIQAGIGRTGSFFSFDHMGIEPDMVTLAKSLSGFGLPFACALIRPEHDIWKPAEHNGTFRGNSHAFVTARVAL
EKFWADDDLRNEVALKSQVLEERLSQIGNRIGGATLKGRGMMRGIDLGDGALAGRICAECFRRGLIIETSGAHDEVVKVL
APLTIPMEQFRKGLDILDAAVEACVPFAMAAE
>ANB39298.1 L-ectoine synthase [Rhodovulum sulfidophilum]SNK001
MIVRDFHKLKDTDRAVSDARWTSVRMLLADDGMGFSFHITVLQAGSEHTFHYKHHFESVYCISGKGSITDLASGETYQIR
PGVMYALDQHDHHTLRAEEELVMACCFNPPVTGTEVHREDGSYAPVEELAD
>ANB39299.1 aspartate kinase [Rhodovulum sulfidophilum]SNK001
MTGRPRGNPAGATTVTKRHHTVEKIGGTSMARVHDLVDTLFTRGREAPDYGRIFVVSAFGGITDLLLEQKKTGEPGVYGL
FANADNDHAWSDALNRVAGAMREAHGKVLDHPADIAAADDFVRERIEGARSCLIDLQRLCSYGHFRLAHHMGLIRELLSG
LGEAQSAFVTAALLRRRGIDARFVDLSGWRDETECTLEERIVEGLRDVDIFHEMPIVTGYAQCSEGLMAEFDRGYSEVTF
ARIAALTGAGEAIIHKEFHLSSADPKLVGEGAVVKMGHTNYDVADQLSNMGMEAVHPKAAKMLRQAGIPLRVTNAFEPED
PGTLIDDAEGEAPRVEMVTGLGVYALELFEQDMVGVKGYDSAILDVLTRHQVRIVAKTSNANTITHYLDAPLKLVRRVEN
DLEARFPGATLTARNLGVVAAIGRDLKGLKVLARGLAALDAAGIEPVAVQQTTRDVDAQFVVPREDMEPAIRALHAALVE
EDSRQEAMAA
>ANB39300.1 hypothetical protein A6024_16070 [Rhodovulum sulfidophilum]SNK001
MRRFVPLAVTLGLLAAPAVASDPADWPALLSEAQGQTVYWNAWGGAAATNDFIRWAASEVGERYGVTVEHVKLADTADAV
SRVLAEKTAGKDTGGAIDLIWLNGPNFAAMKEAGLLYGPWAEDLPNWRFVDTEGKPAVTADFTVPTEGFEAPWAMAQVVF
YYDGARLAEPPRTMPALLDWARAHPGRFTYPQPPDFLGTTFLKQALYELAPDPSVLQKPTDEADYDVVTAPLWAFLDELT
PHLWRQGRAYPQSGPQQLQLMADGEIDLAISFSPGEASTAIANGQLPHTVRTFVLDGGTIGNASFVAIPYNASAKAGAMV
LANFLLSPEAQAHAQDPDILGYGTVLAMDKLAPKDRARFEVLDLGIATLSPAELGPALPEPHPSWATRLETDWTARYGMA
P
>ANB39301.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRPLRAAPALTLALMLGPVLAGLAGTLAPALGIFPALGGRSLSLEPARALADWPGLPRAIGLSVATGLAATLIALGTVTL
FTAGWADTRGMALLERLLSPLLAVPHAAAALGLAFLIAPSGWVLRALSPWATGWQRPPDLLILQDPMGLAMIAGLAVKEI
PFLFLMTLAALPQAAPARRLTIARALGYGRVTGWLKAVFPAVYAQIRLPVYAVLAYSMSVVDVAIVLGPATPPPLSVQVV
RWMSDPDLSLRFQAAAGAILQLGLVLAVLGLWRLGELATARLGRRWVEGGTRRLAEPLLRAAGLGLAALAAAAVILGLAG
LALWSVAGFWGFPDALPEGIGLRSWIRHGPALIAPARETLVLAALATALALALTLACLEAEHRFGLAPGSRSLWLLYLPL
LVPQVAFLPGLQTLALSLGAGTGRGTVVLAHLVFVLPYVFLALSAPWRAWDPRHATVAAALGAGPGRIFRTVRLPMLLAP
VLTAAAVGFAVSVGQYLPTLLPGGGRIRTLTTEAVALAAGGDRRIIGVTVLVQTALVAAPFALALAAPRLIFRRRRGMRG
A
>ANB39302.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MEGLRLEDIAIARGTEPLIAVDAHVAPGEVLSVMGPSGSGKSTLLAAVIGTLPPGFAMTGRVLLNGREVTGLPPEDRRIG
ILYQDELLFPHLSVGGNLAFALPRSLRGRKARRARIEAALEEIGLPGFAERDPATLSGGQKARVALMRMLLAEPEALLLD
EPFSRLDTALRDQIRALVFARARDRGLPVLLVTHDRADAEAAGGPVIGLDA
>ANB39303.1 ornithine decarboxylase [Rhodovulum sulfidophilum]SNK001
MTMHATQADFGGGPDLLSSSRVETYIRTNRFERPTLVIDTDRVADRFHALRAGLGRAAIHYAVKANPAREIVERLVGLGC
HFDAASRGEIELCLGLGAAPHRISFGNTVKRVADIAFAHRAGLTLFAADAEEELDKIAEHAPGAEVYIRVLVTATEADWP
LSRKFGCAPGKVMPLMARAVALGLKPVGLSFHVGSQTRRADMWLPVLNEVAEIWQAARAEGFDLDLLNIGGGFPAFYGEE
VQPPAMYAAEVMRLVTERFGAVPRVMAEPGRGMVAEAGAIAAEVMLVSQKSEDDTYRWVYLDIGKFSGLAETMDEAIRYQ
FATDRDHEPTAPCILAGPSCDSADVLYEKRPVQLPVGLRSGDKVIIRNCGAYTSTYSSVGFNGFPPLDVVVI
>ANB39304.1 L-lactate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKVGIVGAGMVGSAAGYALALTGAASRIVLVDRSEALALAQAQDIAHAAPFTAAVTVEAGGYEALAGADVVILAAGVGQK
PGESRLALLERNAAVFEDVIRAVLRAAPDPILLVATNPVDVMTHVTAKIAGLAPGRVFGSGTILDTARFRSLVAHHLGLA
PQSIHGYVLGEHGDSEVLGWSGARVGSEPLTSVAAQLGSAITADVRARIDDGVRRAAYRIIEGKGATNYGIGAGLARIVQ
AIGRDEGAVMSLSLVTPEVTGVHNVALSLPRVVGASGLRSTLMPTLDAQEIAALTASARMLRETSDALGL
>ANB39305.1 UDP-N-acetylmuramoylalanine--D-glutamate ligase [Rhodovulum sulfidophilum]SNK001
MIPVRGVEGQKLAVLGLGRSGLSAARALRAGGAEVLPWDDNEAARAAAEAEGFVPVDPTRAGALDGVASLIVSPGIPHLY
PSPNRAIVAAWAAGVPVDNDIGLFFRSLATPDWDSFDVAPKVIAVTGSNGKSTTSALIHHVLEHCGRPSQLAGNIGRGVL
DIDPPGEGGAVVLELSSYQTDLARALTPDIAVFTNLSPDHLDRHGGRGGYFAAKRRLFAEGGPDRAIIGVDEDEGMFLAN
QLAEGAADDRVIRISSGQKLAGPGWLVFARKGFLSEWRKGRQVASIDLRAIAGLPGAHNHQNACAAYAAARCLGIGPKQI
EEALESFAGLPHRSQLVAEADGVRFVNDSKATNAASAAMALAAFPKIRWICGGLEKEGGLGPLLPHLGHVAKAYVIGREA
AAFALHLKDAPHEVCTTMEAAVARAADEALPGEVVLLAPAAASFDQYDSFERRGEDFIARVRARLGG
>ANB39306.1 hypothetical protein A6024_16100 [Rhodovulum sulfidophilum]SNK001
MQMNPVEDTYNYLSPAARLGSPSLHAVTPDVKLKSWNGVPPYAVWAGLGYLLVLAVIFSDQIVPYCEANFAQPQNCAPIF
GKIIPIFVAGIILAPALAGAVQRMGGNKATGLAFSFAVAVVPPVMLGWSYLLG
>ANB39307.1 phospho-N-acetylmuramoyl-pentapeptide-transferase [Rhodovulum sulfidophilum]SNK001
MLYWLADLSDGGGVFNLFRYITFRAGGAFFTALLFGFLFGRPLINLLRKRQRNGQPIRTDGPEGHIVSKAGTPTMGGVLI
LGGLIVSTLLWGRLDNPYIWMLLFVTLSFGAIGFADDYAKVSKNNTKGVPGKIRFGLGLLIAAIAGYWAAWAHPADLSYN
LALPVFKDTLIHMGVLFVPFAMIVIVGSANAVNLTDGLDGLAIMPVMIAAGALGVIAYAVGRVDFTDYLEVHYVPGTAEI
LIFSAGLIGAGLGFLWYNAPPAAVFMGDTGSLALGGALGAIAVATKHEIVLAIVGGLFVVEALSVIIQVGYFKATGKRVF
LMAPIHHHFEKKGWAEPQIVIRFWIISLILALIGLATLKVR
>ANB39308.1 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase [Rhodovulum sulfidophilum]SNK001
MSALWTAAEAFGATGGRVTRDWSVSGVSIDTRSLKPGDLFVALKDQRDGHDFVAEALARGAAAALVSRLPEGVDESAPLL
IVPDVLAALEALGRAGRARSSARVVAVTGSVGKTSTKEMLRAVLAGQGRVHAAEASFNNHWGVPLTLARLPREADFAVLE
IGMNHPGEIAPLARLARPHVALITTIAPAHLEAFDGLAGIAAEKAMIFEGLEPGGIAVYPGDLETTPVLAAGAAGRASAD
ISFGAEDGCDFRMVRADLHADSTVVRAEARGRDLLFNIHAPGRHFASNALGVLAVAEALGVDLVVAACDLGQWRPPGGRG
ARLRIALDPVEESLSVEVIDDAFNANPASLAAALEVLAAARPTDGLGRVARGRRIAILGDMLELGPDEQAMHAGLADLDA
MARVDLVHCVGPRMRALYFALPLSRRGQWFDEADLLAAKVHSLVDAGDVVLVKGSKGSRVSVVVDALKRLGQGGPGSDEE
LS
>ANB39309.1 UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase [Rhodovulum sulfidophilum]SNK001
MTIRTETTLGDLGLTAQGGRNTHITGLSVDSRQTKPGHLFAAMPGTRAHGAEFVLFALRMGAAAVLTDRAGARIAAEALA
GSEAALVVAEDPRQALAGAAALFYGAQPATMVAVTGTAGKTSVANFTRQIWAGLGHAACNLGTMGVQGAYEAPLAHTTPE
PLTLHRLLAEMAQAGVTHAAMEASSHGLDQRRLDGVALKAAAFTNFSQDHLDYHAGFEDYFAAKAGLFDRVLPEDGTAVI
NIDDARGAQMLGHARARGQTILTVGRSEEADLRILAQRYDATGQDLRFAWEGRSQQIRLDLIGGFQAENVLAAAGLVIAA
GEAPGQVFAALPELATVRGRMELAATRANGATVFVDYSHKPGALAAAIASLRPHVMGRIVVVFGAGGDRDRGKRPLMGQV
ASEHADVVIVTDDNPRSEDPAAIRAEILQGCAEAIEVGDRAEAILRGVDALEKGDALLIAGKGHETGQIVGDAVYPFDDA
EQASVAVAALDGRLA
>ANB39310.1 cell division protein FtsI [Rhodovulum sulfidophilum]SNK001
MIRTPLRPLARILEARAKGENPDAIERENKRLRHEKMRDQARVRAEGRLLVLGVVFCAAFAVVGVRMGLLAGSVPSEPRA
TAPGASIVAQRADIVDRNGNILATNLATHSLYAQPPLMIDPKAVARELARIFPDLDEARMVKDFTGSRKFVWIKKKISPE
QMQLVHDIGDPGLSFGPREMRLYPNGALAAHILGGAGFGREGVQSAEVIGVAGVERYFDDYLRDPANGGQPLRLSLDLTV
QAAVERVLAGGMKLMNAKGAAAILMDVHSGEILSMVSLPDFDPNERPRQLVKGDPSDSPLFNRAVQGVYELGSTFKTLTL
SQALEEGIVTPNTMIDTKGPLVWGRFRIHDFHNYGSSLSVTTVLVKSSNIGTARIAQRIGGERQRAFLSRLGLLDPSPVE
LVEAAGAKPLLPANWSELSTMTISYGHGVSTSPLNLAAAYSTIANGGRLVRPTLRAGGGRLGERVISEETSRQIRKMLRE
VVVHGTASFGEVPGYRVGGKTGTADKPKPTGGYYDKKVIATFASMFPAEAPQYVLIVTLDEPQDTTGPKPRRTAGWTAVP
VAAEIIRRAAPLLGLRPEIEQAPGFGVTLTAN
>ANB39311.1 16S rRNA (cytosine(1402)-N(4))-methyltransferase [Rhodovulum sulfidophilum]SNK001
MTAADNSAPAEPPHIPVLLRPLLEAVAPVSGLWLDGTFGAGGYSRGLLEAGADRVIGVDRDPSVADLAASWSAGWGDRLQ
LVEGVFSELDRHAEAPLDGVVLDLGVSSMQLDQAERGFSFAKDGPLDMRMGAEGPSAADLVASASDTALADILFHYGEER
ASRRIARAIVKARAIAPIVTTAQLAEVVARCLPPHRPGQTHPATRSFQAIRIAVNDELGELVRGLEAAERALKPGGKLAV
VTFHSLEDRIVKRYLQVRSGQAAGGSRYAPEARPDPARFELVTRRAVAPDPVELEANPRARSAKLRVAIRTGEPAGPVDR
ARLGLPKIMED
>ANB39312.1 cell division/cell wall cluster transcriptional repressor MraZ [Rhodovulum sulfidophilum]SNK001
MARRFRGESQHKVDAKGRVSIPALFRRVLEACDPDWTEGLRPQLVIVYGDHRRKYLECYTIEAIDEVDEKIAALPRGSMQ
RRMLERMFHGQSHPTEVDNDGRLTLPQKLRDKIGLEGEAFFIASGDTFQIWKPETYETEELAKTEAWLDELPDDVDPLSF
LDGAVAEPARDG
>ANB39313.1 sodium:proton antiporter [Rhodovulum sulfidophilum]SNK001
MPLSNDVILAELSRIAVPGGGDLVSRDLVRALSVDGETVRFVIEAETAEAARAMEPVRAAAQAAVEAVPGVAQASVVLTA
HGGAAAAPQPGPRIGRHPTPDDGPRNPSGVDRILAVASGKGGVGKSTVASNLAVALARQGRRVGLLDADIYGPSLPRMMG
ATRRPASPDGKIIEPVSVHGVAMMSIGLLLKEDEAVVWRGPMLMGALQQLLGQVNWGRLDVLVVDLPPGTGDIQLTLCQR
TQLTGALVVSTPQDVALLDARKALDMFAKLQAPVLGLIENMSTYICPNCGHEAHIFGHGGVEAEARKLGVPFLGALPLAL
EVREAGDAGRPVALGEGAMAEAYAQIAGRLIGGGMA
>ANB39314.1 DNA helicase II [Rhodovulum sulfidophilum]SNK001
MCPIDDSDAFETAAEAPLSVRASVGAMAARSAPYLDGLNPSQRQAVETLDGPVLMLAGAGTGKTRALTARIAHLLFTGAA
RPNEILAVTFTNKAAREMKERVGRIMGETVEGMPWLGTFHAICVRLLRRHAELVGLKSNFTILDTDDQIRLLKQLIASAN
IDEKRWPARQLAGLIDHWKNRAWTPEAVPASEASGFDGRGVKLYAAYQERLKTLNAADFGDLLLHVVTIFQAHPDLLEQY
RRWFRYILVDEYQDTNVAQYLWLRLLAGGHKNICCVGDDDQSIYGWRGAEVGNILRFEKDFPGAAVIRLEQNYRSTPHIL
AAASHLIAANKGRLGKTLWTEAEGGEQVRLIGHWDGEEEARWIGEEAEALQGGSRGMRPFSLDDMAILVRASHQMRAFED
RFLTIGLPYRVIGGPRFYERMEVRDAMAYFRLAVSPADDLAFERIVNTPKRGLGDKAQQKIQATARAEGVPLVEGARLLL
EAGGLGGKGATELRKLIEAIWRWHDDVRAAAPSVVPDEAALIDDEAVPLETGRGAPTHVELAERILDDSGYTAMWQADKT
PEAPGRLENLKELVKALEEFDNLQGFLEHVALIMDNESEASGAKISVMTLHAAKGLEFPVVFLPGWEDGLFPSQRAMDET
GLKGLEEERRLAYVGLTRAEELCTVSFAANRRVYGKWQSQLPSRFIDELPPSHVDVLTPPGLYGGGYGAAAPQAAVSGIE
ARASRADVYNSPGWQRLQSRNAGRAPAAPSRGARGGGVVIDAEAVPVFELGARVFHQKFGYGTVTGIEGDKLDIAFDKAG
AKKVVARFVVAAASADDVPF
>ANB39315.1 hypothetical protein A6024_16150 [Rhodovulum sulfidophilum]SNK001
MSRYRIILSGLALAALAACGTPERPETGVPKLITPEMLPQAPEASAPACSAEMAARFHQPEAGIFQVGTGPTAAGVWIDM
KMAGRDGTWRCQTTRDGRVVTVTPIPST
>ANB39316.1 pyruvate carboxylase [Rhodovulum sulfidophilum]SNK001
MTEFTKVLVANRGEIAIRVMRAANELGKRTVAVYAEEDKLGLHRFKADEAYKIGEGLGPVQAYLSIEEIIRVAKMSGADA
IHPGYGLLSENPAFVEACAAEGIAFIGPKAETMRALGDKASARKVAIKAGVPVIPATEVLGDDMDAIAKEAEDIGYPLML
KASWGGGGRGMRPIHGPEELAEKVREGRREAEAAFGNGEGYLEKMITRARHVEVQILGDKHGTIYHLWERDCSVQRRNQK
VVERAPAPYLSPAQRETLCNLGKKIAEAVNYECAGTVEFLMDMETGNFYFIEVNPRVQVEHTVTEEVTGIDIVRAQILIA
EGKSLVEATGVASQYDVDLSGHALQCRITTEDPLNNFIPDYGRITAYRGATGMGIRLDGGTAYSGAVITRYYDSLLEKVT
AWAPTPEAAIARMDRALREFRIRGVSTNIAFVENLLKHPTFLNNEYSTRFIDETPELFSFEKRRDRATRILTYIADITVN
GHPETTGRAKPPAEARDPRPPLARHETYAPGTRQILEQSGPEGLAEWMAAQKQLLITDTTMRDGHQSLLATRMRSIDMIR
VAPAYAHNLPQLFSVECWGGATFDVAYRFLQECPWQRLRDLRAAMPNVMTQMLLRGANGVGYTIYPDNVVQGFVKQAAET
GVDVFRVFDSLNWVENMRVAMDAVLETGKVCEGTICYTGDILDPARAKYDLSYYVAMGRDLKAAGAHVLGLKDMAGLLKP
ASATVLIKALKDEVGLPIHFHTHDTSGIAAATILAAAEAGVDAVDAAMDGFSGGTSQPCLGSIVEALRNTPRETGIDMGA
VREISAYWEAVRQQYAAFESGLMAPASEVYLHEMPGGQFTNLKAQARSLGLEERWHEVAETYAEVNQMFGDIVKVTPSSK
VVGDMALMMVSQGLTRAEVEDPSKDVAFPDSVIDMMRGNLGQPPGGFPEAIRNKILKGEKPFLDRPGKHVPAADIDRIRG
ELEAQFEDLTFDNEDLNGYLMYPKVFTDYATRHLQYGPVRTLPTRTFFYGMEPGEEIEAEIDPGKTLEIRLQAVGETAED
GEARVFFELNGQPRVIRVPNRKAKASVARRPKVELGNPAHVGAPMPGAVATVAVAAGQEVKEGDLLLTIEAMKMETGLHA
ERDGMIKAVHVAPGQQIDAKDLLIEFE
>ANB39317.1 hypothetical protein A6024_16160 [Rhodovulum sulfidophilum]SNK001
MTKTKNQPRLASWRDAETDSDKTDIIPVALISLDDATERRANLRQAGFPADWVEGCWPASDLRNADEARLAEIADMEHFV
RSIGRRPLPGEVGCALSHRRVMEWLANSDHPLVLIFEDDARPADPRAFDVLPEILMPVFEQGRQGASFILHLGVKRRQRP
KTVNRVLAGCGVGFWHRWIVRDAGKDHNIWRAHAYVISREAARRTVAAETPIRTVADEFARRGQEGLHDHFLYSEPGLFL
PAPEAGSMINPNGEVRRTNRKKRKSWKKPEKPNAMGKLKIMDRLRRLSSKTFHL
>ANB39318.1 multidrug transporter AcrB [Rhodovulum sulfidophilum]SNK001
MLQEALREAESGGTSLFVRRPILALVLSALIVLAGLAALFGVEIRELPNVDRPVVTVTTYFTGAAPETIDQEITSRIEGA
VGRVSGIRSIESNSRFGRSRVTLEFAEDVDIDVAATDTRDAVARIQRELPDEADDPRVVKADADAQPVLRVAVTSSRRSA
EALTEIVEDRIEDRLVSLPGVADVHVYGDRAPIFRIDIDQARLASRGLTLADLAETLSDAGFNAAAGDLEGGRQSLSVRT
TAMVVSAEAFEDLRIAPNVFLRDVARVDLGPEPNTSVLRANGRTGIGMGVIRQAGSNTLDISREVRRTVAELDRSLPEDI
SIFVTSDDAVFIKGAIAEVLKTLGLAVAIVVLVIFLFLRDLRATLIPALTMPVSLIGTLAAIYLAGFSVNILTLLALVLA
TGMVVDDAIVVLENIVRRRAEGMGPRAAAVLGAKQVFFAVVTTTATLAAVFVPLSFLPGQAGGLFREFGFTLAIAVGISS
VVALTLCPVLASRMLARAPGTGAGTGARIGAALAGLYRRSLGGALALPLVVVTAALLFAATALLVAGGVRQELTPREDRS
VALLSIQAPQGVSLDYTQAKMAAIEDAIAPLRASGEIVNIFSIAGSGGSDSRGFMVFTLAPWEARDRSQDEIVTDINTRL
REVIGVRAYAIQPNSLGIRGAGSGISVALTGESYDRLAETAQALVERMQDDGAFGEVRLDFERTQPELFVEVDRTRAADL
GIDIAGLGDALRAFLNGRSVVSVFVGDQNYDVQLVSSAEPVDDPGDLENIFVKSTGGRMVPMSTFVRLEERPVAPDLDRL
DQSRAVSISADLGPGQSLGGAFERIVQLSDGLLSDDNRILPKGAAATMDETNSGLLLIFGFAIAVVFLVLAAQFESFISA
IVVMATVPLGLACAIFALLVTGQSLNVYSQIGLVMLVGIMAKNGILIVEFANQLRDGGATVRDAIFDAATIRLRPVMMTM
VSTVLGGVPLILSSGAGAEAREALGWVIVGGLGLATLSTLYLTPVAYLLLARFSPPRAEEKQRLVRELEEALAG
>ANB39319.1 hypothetical protein A6024_16185 [Rhodovulum sulfidophilum]SNK001
MARQIGLSVLLLAGTLALWVAFVPGARPLLDRIGISAVLGLAPAGSDVGSGPSGPRGGPVAVTVGEVAQGRIRDRVAAIG
DGRALRAVTLRSKVTGEVVGIGIRDGERVAAGDLIVQLDDEAERIALDRAQLVLEDARDEAERVTRLETTGAVTEVRRRE
ADLALRTAELELRQAEFDLSERTVSAPFAGWAGVLDIDVGDRVSSQDALAVIADRSRILIDFHVPERVVGQVTEGLALTA
RPLGMPGRLLEGRVHAVDNAVDPASRTLRVQGELDNADDLLRGGMSFEVVLNFEGEPLPMVDPLAVQWSSAGAFVWAVRD
GRATRVPVAIRQRNADSVLVEADLAVGEPVVVEGLQTLREGTELRVVGPQAGRTPPRPARDAG
>ANB39320.1 cold-shock protein [Rhodovulum sulfidophilum]SNK001
MATGTVKWFNTTKGFGFIAPDGGKKDVFVHISAVERSGLAGLQDGQKVSFEIEAGRDGRESATKLAEI
>ANB39321.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MARRALAAAVAFWAILGGLVLAGVVGLNLASILGGMVGHPVPGDFELTEIGTAIAVFAFLPWCQLTRANVTADVFTMGAS
PIWTARMSLAGSLAALAVAGILFWRMSLGLADQHAYGYTSAILQIPLWPCFVPVLVSLALLALAAAATLAEDATAARGRG
NA
>ANB39322.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MPDPMMLGLIGLGALVLLIAGRMPIAYAMILVGGGGIAALNSPALLLNQLKTLAWGQFSIYDLSVVPLFVLMGALAGHAG
LSAALFRAGAAWLGWMRGGTAMAAIAACAGFGAVCGSSLATASTMGKVALPELRRQNYSGALATGTLAAGGTLGILIPPS
VVLILYAILVEANVVTMFMAALLPAALAVLLFLLTIAGYVALRPGAGPAHAPAGQAEFRAATMGVLPVLGIFALVLGGIY
LGLYNPTPGAAVGVALVWAYGTLRGRLGLGALRASVLETAATSGMIYLILLGAELMKIFMSRAGLPQAGAEWIAGAGLAP
LAVLVLLLAALIVLGCLMDSLSMILLVIPFFWPVLVEVNGGLYQMAEGSGFGMGTEELKIWFGILALIVVELGLITPPVG
MNVFVISSLARDVSMAETFRGVLPFFLAELFRVGLLLAFPALVLWLPRVLGG
>ANB39323.1 glucan biosynthesis glucosyltransferase H [Rhodovulum sulfidophilum]SNK001
MSRILASGFRTRLLRGLAIGFSLAAASVAASLLAEASAQDGVDPWDMARTTLIFITTAWLAWGAAGAFLGLLGHLRRAPE
PQLKLPHQPTVVLVPICNEDPVTTFARIAAMDVSIQAAGLRCDIAVLSDTRDPANAARERDVFARLLAETGGAGRIFYRR
RTDNRGRKAGNIEDFIQSSGGAYEFALILDADSLMEGVTIRRMIARMQADPRLGLLQTLPKIIGAGSLFGRAMQFSASFH
SPVFARGLARLQGNTGPFWGHNAMVRVRAFAESCGLPALGGKPPFGGHILSHDYVEAALLARAGWRVKLDETIEGSFEEG
PDNILAHAKRDRRWCQGNLQHIRLVLAPGLAGWSRFVFLQGIFAYLVSLLWGAFLIASLLATVFAPAPDYFPEPYQLFPV
FPSDRTKEIITLLIGICGLLLLPKLSILLGAVLSRRAEGFGGGKRAAASVLAEILLTSLLAPLMLMYQSRAVLQVLSGRD
GGWPANQRGEGKLTLLQGLRAGLWITLTGAAALALVTRIAPDLTVWLLPVCLPMLIAPLLIAWTSRPLTHSLFAVPQEAE
AAPVIRAYRDLVRRWMAEDARKEAVDVAA
>ANB39324.1 glucan biosynthesis protein D [Rhodovulum sulfidophilum]SNK001
MFPDSSSSSVLTGESCPSRRRLLAALAGSAAVAALGLPGHAAAQDAAPEAEPSAPAPEVAPEAVPEPAPEPVPFSFDVLS
DRMQALSKEPYKAAALPDGPLSGLDYDAYRAIRFRPDHSRWADEGTFFRLQAFHPGWLYKEPVEIYELVDGLAEPMHFSA
ADFEYDGKAADLVPADFEMPGVAGFRLHAPFNRADTFDEVVVFQGASYFRALGQGNVYGLSARGLAVNTASGKTEEFPRF
SAFWLERPAPGATSMTIYAALDSQSLTGAYRFIVTPGVNTVMDVTARLFMRENVDQLGIAPLTSMFLLGDNDRGDFDDFR
HSVHDSEMLIMNTRDGETCVRPLNNPPRLASSYLAAQDPVSFGLIQRNRSFDDYLDAGAHYERRPSLMVEPVGNWGRGTV
RLVEIPSDLEANDNIVAFWVPEQRARKGDAMEYDYRLHWGTNPPGAVGTRAHVVRTLVGRGGVAGAAGSPGLRKFVVDFE
GGTLGELPDDADVTAEVYASTGRMEKPVFSRIPDTNTWRLVVDITADTGALVELKAEITGYGQNLTETWLYQWINE
>ANB39325.1 hypothetical protein A6024_16225 [Rhodovulum sulfidophilum]SNK001
MTHRSPNGGAVVPLRHEAVLEAVAAIRAAGVLGRSPRRARLLEYLVDRELSGHGDEIKPHAIAVEVFDRDPRLETGRAGV
VRSEIGRLREALARFYALADPELPVIEIPDGSCRATLRPGPGEAGPPPSPGWWRVALLAGLVLLLILPVLWQAHLRHDRD
EIIAAAARPVEEAPYQVLRVAVLPLRAEGRLAGLEDLAFGLAAEIATDLATRPWIAVSAPSDAARAAETADYLLRGRLMW
RSQALLAQLELISFPERRTVWTTFQRVGDSAEAVRAVERDAVGHILRRLGAAHRMGPDQIGPPPPRQGAGGLPELSCLMG
IHRYLATPAAPAHAELGLCLGRLVEGHPGLGEAWAALALVRLDEARFGRNLRSGTDAVAAAWSDAARASAQALRLAPKGL
MTLQAAAMLAIEGPARDPESFRFHAARLLELYPHHPPSLALIGSRIAAFEGRWDEGLALVAQALRLEPDPPGWFHVAPAL
HALMGADAVAAREAVRPLDPSGSRVERLLVGLAAARNRSAPPEAQAGLTGLAAWTAPGGLAAADALGDALGAGAAAFVRS
RGYAPALQAELLRQIAAAGPVAPAP
>ANB39326.1 transglutaminase [Rhodovulum sulfidophilum]SNK001
MPSVTILHATDYRYRTEVPLGAHRLMLRPRETRDLSLTSFELEITPEARIDWSNDVAGNAVATAQFDRTTTMLSIRARTR
LELRAPVWPVFPIAAAAASYPFAYSPDDWTDLGALAMPQYADDTGRLSKWVERFVMSRPTDTLSLLKDVSNGITALISYQ
SRETEGTQGPLETLDRGWGSCRDFAVLLAEAVRTLGFGARLVSGYLFDPDGDRTGAAATGSTHAWVEIFVPGAGWVAFDP
TNRAMGSANLIPVAVARRIAQVSPVSGSFHGRPSDLLALNVEVSVCQDGASR
>ANB39327.1 hypothetical protein A6024_16240 [Rhodovulum sulfidophilum]SNK001
MIDTPIDLDGHRSAAGQHDAEMRRRPVNTEPDSGPSRQPHLEDLEDRMLAEPARSWVEVMEKWRFLLDRYATTPEAGDER
VQMLIKRALGDMERLRKREERK
>ANB39328.1 hypothetical protein A6024_16255 [Rhodovulum sulfidophilum]SNK001
MAVILAVGMVASLAFPALAQDGTGTVPENAVARNYDGGWDCTPGYRVAGAECVAIELPQNAYPNGRSYGPGWGCLRGYEE
VGDTSCGQIPVPENAFLRASGYDWQCNRGYRQDRKACVPIVLPEHAYLTDDRSGSGWVCDRGFTVSSGACVPIAVPENGY
LTNADYGDEWACERGFFANEGRCDPVALPKNAFLDQDVYGPGWRCERGFEPVGNACVAIDLPANAHLDRSGNSWRCDRSF
QLSGGECVLGR
>ANB39329.1 hypothetical protein A6024_16260 [Rhodovulum sulfidophilum]SNK001
MGMLEWLEPGIYGAVIAAAILATGGFTRAGRAALSGVPASDRDLARACPAAPGVAASPRRPDVTGENA
>ANB39330.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SNK001
MTFTELGLNARMVSRLGALGLTKPTPIQEKAIPQALQGHDILGIAQTGTGKTAAFGIPLIVALSKQQERPAPHSARGLVL
APTRELAGQIVQSLQGMTADLRITLVVGGKSINVQAEKLARGTDILVATPGRLIDLMDRRAIDLGRTRFLVLDEADQMLD
IGFIHALRRIAPKLSKDRQTMMFSATMPKAMAELSRDYLDKPVRVEVSPPGKVADKVSHSVHFVAKERKQDLLIELLRGH
RDDRALVFSRTKHGAERLMKHLDKAGFAATSIHGNKSQGQRDRAIAAFKAGSVRVLVATDVAARGIDIPDVGHVYNYDLP
NVPENYVHRIGRTARAGHSGRAIAFCAADEVAELKAIEKVLGTRVEIAGGRPWEAMKAAPKTPQKRRTRQRSAGRSDRLA
A
>ANB39331.1 cold-shock protein [Rhodovulum sulfidophilum]SNK001
MANGTVKFFNTQKGFGFIETETGGKDVFVHISAVERAGLTGLSDAQKVTFDVETGRDGRESATNLALA
>ANB39332.1 hypothetical protein A6024_16275 [Rhodovulum sulfidophilum]SNK001
MSKAKKPTKKPKEAPAIQLGEHSRYQIKSGWLAGTFVARAFPKPPTKARGMIAEATGATEEAAITALHEIIDAREDRRTD
ERRKDTQNGVDVPSVEEYVEAIRQIALSGPQCAMLTALSLAEEDGLKDAQMANAAGYKSKASANRSLVAAGLLIAEYLSV
ESQADDAPGAPEGAALLGFRGATANEEETGNWILHPELRQAVRQVL
>ANB39333.1 hypothetical protein A6024_16280 [Rhodovulum sulfidophilum]SNK001
MRAKTPLSLHRFQRLTLTIKLDQPMGPTHPTAPAKTKLAGELLSGAHRLQPPIFCEFLLCGVDGFLIRCGHGASPS
>ANB39334.1 hypothetical protein A6024_16295 [Rhodovulum sulfidophilum]SNK001
MAQPWTILSRALRRADALSRWNGAALDYARSSAFDISGTEYVWRSSAPGIPVRTLGSSDHANPLIVLDEIDKAGATVGGN
SVEALLPLLQSDMARDFVCPFLQGSIDLSWISWIATANDLSRVPDPIKDRMKIFRVEAPRGAGLRQVVAARLGRVGHSRW
AILMLLACITSVAILFGSDCVADRIAMIPGMAGASIRDLNRDPRLTAVQGRIVRYRPVETGHLDSARD
>ANB39335.1 hypothetical protein A6024_16300 [Rhodovulum sulfidophilum]SNK001
MVLSSNCGSARAPFIAFEGGAEGAVALLAVMSDDVKPQAVALAQMSRQSLAQRFGAGRPRPETP
>ANB39336.1 hypothetical protein A6024_16305 [Rhodovulum sulfidophilum]SNK001
MERERQLREQVDEEQSMLTPSPEGYGRMANIDLPFPIITEKGRFTKVKISSTIQKDAFDEWFEISKSDAPRSDELTGALS
AAAKGKIISESDGTSGELRDGQLFSSHLELVK
>ANB39337.1 microcystin degradation protein MlrC [Rhodovulum sulfidophilum]SNK001
MRVALAGFLHETNTFAPSPADIAAFRQGGGYIPMSRGAEMAEAARGVNLGISGALAVAAELGWDAVPILWTGAIPSAHVT
REAFEIIADEIIAGIAGAGTLDGVFLDLHGAMVAEHLDDGEAEIARRVRDLVGPDVPVVAALDLHGNISVPFVESLDACV
GFRTYPHVDMAATGAAAARLLDRIVRTGTRPAKAFRQMSYLVPIPFQTTMMAPADALYAGLDAEDAAGAWSVSLFMGFPA
ADIPDCGPSAVAYAATQAEADRAADRIAAAYEAAETRFDNRTFQPGAAVAEAVRLAAQATGPVVIADTQDNPGAGGVSAT
TGLLQALIAADAQNAAIGLMADPAAAAAAHAAGIGATARFRIGGHPGLPDDRPVEVEAVVETLSDGALQATGPYYGGTRL
DLGPSACLRIGGVRVAVTSHIAQMADREMFRFVGIVPEEQSVLVVKSSTHFRADFAPIAAEILVACAPGPMPFNPADLPF
TRLRKGLRLSPNGPAFDPAGAGAGAAQGHAEPATAIARP
>ANB39338.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MPTLRPNIRGTRRLAAALLAGGALLAPAASFADTTITAVMHSSLRVLDPVITTAHITRDHAYMIYDVLTAVDENFQPQPQ
MADWTVSDDKLTYTFTLRDGLKFHDGAPVTATDVVASLERWGKRDSGGQMIFDVTASLTAADDKTVVWTLASPFPPLLNV
ISKQSALPPFIMPARIAATSPDETITEYVGSGPFVFNTDAYEPGVSATYDKFEDYVPRDEPPSWMAGGKVVNVDHVVWTT
MPDNLTAINALANGEIDYIEQIQVDLKPILDASPDVTVEMRDPLGYVTIGRPNFLYPPFDNKKVRQAALLALSQEDVLAT
MMGSPEYYTICGAIFGCGTPLADETGSEPITSGAHPDEARALLEEAGYDGTPVVLMQPTDVVSLTNQPVVAAQALRNAGF
NVDMQAMDWQSVVQRRAQQSPPDEGGWNLFFTNWMIPEISDPLINVMVNGRGDDAWFGWPDDPEIEALRSDFAQAPDDAA
RKAAASKIQAHVMDNVNYIHLGEYAMPQARRDVIDNMIQSPVPVFWNITKDGE
>ANB39339.1 peptide ABC transporter [Rhodovulum sulfidophilum]SNK001
MLGYILRRVLATIPVMIIVAIFVFLLLRLTPGDPAAILAGDAATPAQLERIRDRLGLNDPLYVQFLTWAGQTLRGDFGTS
LISNTPVSGMIASRLGPTINIAMMTIVISVLLAVPMGVIAAWRHRSWVDFLVMSFSVLGFSVPVFVIGYILIHIFAIDLR
WVPVQGYKPLSDGLGPFLARAILPSLTLATIYVALIARMTRASMLEVLGEDYIRTARAKGVRENVVLFRHALRNAAVPIL
TIIGTGFALLISGVVVTESVFNIPGIGRLTVDAILARDYPVIQAMILLTAGIYVFVNLLVDISYSIFDPRIRY
>ANB39340.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MAKDISSRPSAFHVLTGLFSLPAGARIGPGPMIAAAILLAIVLASICAPLYVPYDPMDMNSLARLKPPSDAHLLGTDQYG
RDIFSRVMTGGRVSLLIGVGAACVSVLTGLLIGLVAGFFRAVDGIVMRIMDSLMAIPAILLAIALVALNGPSLGSVIIAI
TIPEVPRVVRLVRSVVLGAREEPYVEAAIALGSSMPKILIQHLMPNTLAPLIVQGTYICASAILIEAILSFLGAGVSTEI
PTWGNIMAEGRTFFQIKPGMIFWPGLLLSLCILAINLLGDTARDLLDPRLKKREG
>ANB39341.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MEFKSRDFSEAPRVLKIRGLRVGLTGRPDAKPVLDGIDLDIRAGETHCLVGESGSGKSVTSLATMGLLPKGALELQAGSI
DLEGFEITQASASQMRELRALRLSMIFQEPMTALNPVLRVGAQIEEVLNMHTDLSAAEARKRTLDIMDQVHLPDVERIYQ
SFPHQLSGGQRQRIMIAMALVLDPHLLIADEPTTALDVTTQQQILKLVAELQERKGTALLFITHDMGVVAEIADTVSVMQ
NGRIVEHAPIRELLTNPREDYTRKLLNAVPNLAPRPARPGSAEPDVLKVEALEMTYGGGGKLFRKTGGVKAATDVSFGIG
PGQTLGIVGESGSGKSTVARCIMRLIDPTGGQVHVAGSEISRLNRRALRPHRKHLQIVFQDPYRSLNPRWTVARSLCEGP
VNYGASRAEALERAAELMELVGLPRDALDRYPHQFSGGQRQRIAIARAVAMKPDLLVADEAVSALDVSVQAQVLELLDDV
QARFGIAMLFITHDLRVAAQICDEVLVMQKGRVVEHGPAANVLSDPHHAYTRSLIEAAPGRHWDFANFRALDTAPGTKGE
TA
>ANB39342.1 amidohydrolase [Rhodovulum sulfidophilum]SNK001
MTVLPRIQDFAAELTAIFEDFHTHPELGFEETRTAGIVADKLRGFGVDEVHEGIGGTGVVGLIKGKGGGNRRVGLRADMD
ALPIVEASGLPYASQEAGRMHACGHDGHTTMLLGAARYLAETRDFDGTVVLIFQPAEEGLGGARRMIAEGLFERFPCDEI
YGMHNDPNAEPGKVTVTPGPAMAGASFFDITVRGTGSHAAMPHQSKDPIVIGTALVQQLQSVVSRNTPPTKPVVISVTTF
NAGSAYNVVPDTAVITGTIRYFHDEVAGMAHDRIRALCAGLGEAYGVEIGVDLRNVFDVLMNDPELSAAYIAAAADVVGP
DMATLTEDQMTGSEDFADMLKVVPGAYCRVGHAGSVPLHNPAFVLDTGILPVGASVYARLVEARLAPTG
>ANB39343.1 carboxypeptidase [Rhodovulum sulfidophilum]SNK001
MTDPLSLPFDTDEMLAGLKPWIETESPTFDAAAVNRMMDLVQHELAALGARVERIPGRMGLGDSLRATMPHPRAGEGGIL
LLGHMDTVHPIGTLEKLPFRVEGDVCYGPGLMDMKGGNYVYLDALRKLLAAGVETPLPVTVLFTPDEEIGTPSTRELIEA
EARRHKFILVPEPARPDGGAVIGRYAIARFDLQTRGKPSHAGWQLSDGRSAIAAMARKVAEIEGMTTDDCTFSVGVFRAG
QWVNCVSSVCDAEVLSMAKTQDLLDEGVARMMALNSDAGEVVMEVRRGVTRPVWEPDQPGTMAMLALAQEIAGEIGFEIS
GASAGGGSDGNFTGALGIPTLDSIGVCGKDLHTLNEHIHIDSLLERAKLAAALYCRLGA
>ANB39344.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]SNK001
MSAALSRTMEIRKHVVETDRGVVAAQHRQAAEAGAEALRAGGDAVDAAVACSFVLGVLEPWMSGPAGGGAALHWRADTGR
AHALNFGMRAPASLRIEDFPLSGEGLAGDLFPWDRVVEDRNVLGAKAVAVPALVDGLEAAHRRWGRLPWAELVAPAIAAA
RRGLAIDWYAALIIASATRDLASDADAAALFLTDGQWPRSFSWAADSDDRLDQSRMADSLDILAREGAKALHGGDLGAAL
ARDVRDKGGYLGLDDLAGNRARFETPLAVPYRDALFHVMPGLTAGPTFARAMAGLAGETLSGPDEACPAYARALIAAYRD
RLSGMGADGEISAAPGSTTHFSVVDRDGNMVAHTQTLLSLFGARVVSPSTGLLLNNGIMWFDPVQGRPNSLGPDRPCLMN
VCPALGHAGGRRFALGAAGGRKIVGAVTQIASFLTDFGMDLEAAFAQPRIDVSGTDRIVVDDRLPGRICDALKAVAPVTV
TRKSILPYPFACPSGVLQEGSMRSGMTEPTSAWGDAVAEQG
>ANB39345.1 amidase [Rhodovulum sulfidophilum]SNK001
MSDATDPADMGALEARRLIGRGQLSAEELARACIARIEAIDPAVNAVVSCDPDALLAGARQADADRAAGRPLGPLHGLPV
AIKDMNDVAGLPTTYGSQIFRDNIPSADDALVAGLRAAGALPFCKTNVPEWSAGANTRNRVHGTTANPHDLTRNCGGSSG
GSAVALACGFAPLASGSDLGGSLRTPAAYCGVVGFRPSFGLVPGPDRATALLPQPTAGPMARSVADCALMLSVLARPDAR
DPFTTVIGGRTPWEAADFARLPRRDLSSLRVAVTEDFGFAPVSAATRQTFRSVLAPLLPFLGASEESTPDCTGADRIFSV
LRAVMFQATHARFLDETPDLVGALVADNVREGRRYSATDVAQALASQGAYARRWLSFFDEFDVLISPAVTVQPRDWHEAF
PAEIDGQPLQSYYHWLAPAYAATIPGHPAIILPCGRDAQGLPFGVQLIGRRHGDLGLLAIAAELEAAIAGLPDLAPSGPD
IPTLSAAPPLRTSPGFLDVP
>ANB39346.1 hypothetical protein A6024_16360 [Rhodovulum sulfidophilum]SNK001
MTRRWISAVWRSGSRAAMRSPTDFRQRILASILLRAWFRSSVSGMPFHTALLQNSAGVRIHIANPCG
>ANB39347.1 hypothetical protein A6024_16375 [Rhodovulum sulfidophilum]SNK001
MKSLRLWQVLRLSRRLWVRTSLIAVLGIVAAGAAALLGPVIPQELADRLGEDAVMPVLDVLASSMLAVATFSLSIMVTTH
RQASSQVTPRSHRLLLEDTTTQTVLATFIGAFIFALVSIILFRAGAYTGAAPFVLFAFTVLVVVLVVVAILRWIDHLSRL
GSMDETIAQAAARARDTLTAARNAPSMLATPLPDGAVPPAGARPVPAPRGGYVQLVDMAALSVLAEKAGAEIWVAAVPGS
FLVAGRALAHVNPPGDIDRDAICAAFEIEAVRSFEQDARFALAVLSEIASRALSPGLNDPGTAIDILGRLEQLLAECPAA
GDEIRYPRLHAPPLRADDLVEDAFSAIARDGASMREVARRLIHALNTLRQGDDPALARAAEAMTRRALAHAEAALVLDED
KAGLRQLAGL
>ANB39348.1 glycine dehydrogenase (aminomethyl-transferring) [Rhodovulum sulfidophilum]SNK001
MPYTPSTYLPYDFANRRHIGPSPEEMTEMLEVLGLESLEELIGQTVPDSILQAEPLDFGKPKSEREMLWFMRQIAKKNRA
FTTLIGQGYYGTVTPPAIQRNILENPAWYTAYTPYQPEISQGRLEALLNYQTMVSDLTGLEIANASLLDEATACAEAMTM
AQRVAKSKAGAIFVDEACHPQNISVIRTRAEPLGIEVIVGDPFADLDPEKVFAGIFQYPGTYGHIHDFTGPIADLHAAQA
LGIVVADPMALVVLKEPGAMGADIAVGSTQRFGVPMGFGGPHAAYMACRGAYKRAMPGRIVGVSVDARGNKAYRLALQTR
EQHIRREKATSNVCTAQALLAVMAGFYAVFHGPKGLKAIAQRIHRKAVRTARGLQEAGFAVEPAEFFDTFTVEVGPMQGV
IYNAALAEKINLRRIGKTKLGIALDETTRPASIEALWRAFGVTRKDKGGDGEYRFPEGMSRKSDFLTHPVFQMNRAETEM
MRYMRRLADRDLALDRAMIPLGSCTMKLNAAVEMMPITWPEFSNVHPLAPADQVRGFAEMLDDLADKLCRITGYDAMSFQ
PNSGAAGEYAGLMTIAAYHRARGEGHRRICLIPTSAHGTNPASAHMAGMKVVAVKSAENGDIDLEDFRAKAQAAGGDLAA
CMITYPSTHGVFEETVREVCEITHAHGGQVYLDGANLNALVGLVRPGEIGSDVSHLNLHKTFCIPHGGGGPGMGPIGVKA
HLAPYLPADPVAGGTGAVSGAMHGSASILPISYAYVLLMGGAGLTQATKVAILNANYIAKRLEGAYDVLFKGRNGRVAHE
CIIDTRDFVETAGVTVDDIAKRLVDCGFHAPTMSWPVAGTLMIEPTESETKAELDRFVTAMLAIRDEIREIAEGRIEKGN
NPLKKAPHTVEDLVADWDRPYSRERGCFPPGAFRVDKYWPPVGRVDNAYGDRNLICTCPPVEDVADAAE
>ANB39349.1 glycine cleavage system protein H [Rhodovulum sulfidophilum]SNK001
MKFTEQHEWLRVEDDLVVVGITEHAAEQLGDVVFVDLPEEGTTVSKDDEVVVIESVKAASDILAPLDGEIVEVNQALTDA
PAKVNEDPAGDGWFFKMKLEDLSALDEFMDEAAYRAFID
>ANB39350.1 glycine cleavage system protein T [Rhodovulum sulfidophilum]SNK001
MSALQRTALYDLHLELGAKMVPFAGYEMPVQYGLGVMKEHLHCRARAGLFDVSHMGQVSLRPKSGMVEHAAIALEHLVPV
DLVGLKLGRQRYAMFTNETGGIRDDLMVARRCDDLFVVLNAACKTEDIAHLHATIGCDCDIVELTARALLALQGPEAAAV
LETVAPGVSDMRFMDVAIIDTADGPLWVSRSGYTGEDGFEISVPVERAEALARQLLAHEAVEAIGLGARDSLRLEAGLCL
YGHDIDTGTSPVEADLAWAIQKVRRTGGAREGGFPGAARILGELDTGAARQRVGLRPEGRAPMREGTALYAAETGGEPVG
TVTSGGFGPSVGVPVSMGYVPVDLALEGAKLWGEVRGKRLPAEIVRLPFRPSTYKR
>ANB39351.1 hypothetical protein A6024_16395 [Rhodovulum sulfidophilum]SNK001
MQDPFFFGYGSLVNRATHGYRDAVRARISGWRRVWRHTPLRPVAYLTAEPAPGVTLDGLIAAVPGGDWTALDQREYAYDR
HAVGKVVDHGLAARIDVHVYAIPEGLAEPPDIRHPILLSYLDTVVQGYLREFGPAGAEAFFATTGGWDAPVLNDRDAPRY
PRAQLLNAAERDTVDAGLKARGVRRILPG
>ANB39352.1 hypothetical protein A6024_16400 [Rhodovulum sulfidophilum]SNK001
MFLHLETQKDAMACAAATPGLLQSLAGVINRDDGDLPVGGVVAGTLPEEDRMLHPESERPGAGAQDRLEAARMRLFVEPG
ML
>ANB39353.1 hypothetical protein A6024_16405 [Rhodovulum sulfidophilum]SNK001
MTLRDPGLFHCHRPARAQIVRKAFKPRQRSFEAVEQPRRPLLSFSASGSKLRTYAAIAPGAGLAPLSPVVSA
>ANB39354.1 glutamate--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MPMTTVTRFAPSPTGYIHVGNLRTALFNYMIARKAGGTFILRFDDTDPERSKQEYIDGIREDLEWLGFSWDREEQQSARL
DRYSEVAAELRASGRLYECFETPTELDLKRKKQLNMGKPPVYDRAALELSEDEKAALRAERPGHWRFLLDRERIEWTDGI
LGDISIDAASVSDPVLIRGDGQVLYTFASVVDDVDMGVTHIVRGSDHVTNTATQIQIIRAIGGTPPTFAHHSLLTGPQGE
ALSKRLGHLSLRDLRKQGVEPMALLSLMARLGSSQPVELAGSLDELIEGFDISTFGAAPTKFDEHDLFPLTSRHLHGLPF
AAVREEIAALGVPDDRAERFWQAVRENIVTRHDLAGWWALCRDGAEPLVDEEDRDFIAEALTMLPEPPYDENSWSAWTQA
VKEKTGRKGRKLFMPLRKAVTGRERGPELGDLLPLFQKKPG
>ANB39355.1 neutral zinc metallopeptidase [Rhodovulum sulfidophilum]SNK001
MTDPIRHGLPPSLDEIADLAAAARDALPEPFRGPARAVAIRVEDLASDEMLRELDIESPFELTGLYDGIPLTEKSVMDQP
ERPDTVWLFRRAILDEWVDREEVTLTELVTHVLIHEIAHHFGWSDDDIASIDPWWE
>ANB39356.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SNK001
MTKMTRRHALLAGAALPLAAAVRPARAAAPMMGPARPPFNRFALGSFEVTTILAGSRTVPDPQTIFGLNVAPERFAAVSE
AAMIPADKAQFFFTPTVVNTGAELILFDTGLAPRGTVAALEAAGYTPDQIDTVIITHMHGDHIGGLMENGTETFSNARYV
TGAVEFDAWDMSGDESFETKMRPLAEKTRFLEDGDEAAPGVTAVAAFGHTPGHMAYRLESDGKALLLGADFANHYIWSLA
HPDWEVLYDRDKEAAAATRRRLLDMLAAERMPFIGYHMPFPALGYVEKQETGYRYLPASYQMMLE
>ANB39357.1 hypothetical protein A6024_16425 [Rhodovulum sulfidophilum]SNK001
MHDILTVTLNPTVDLSTSVAHVVPGDKLRCAPPVTDPGGGGINVSRAIRLLGGESLALVALGGHNGDKLRALLEHEGIRL
IPLVAPGETRMSLAVTDSASGEQFRFVLPGPIWNEAGLKATLAAVTTAVPKSGYVVISGSLPRGLPEDFTERVCTKIGAR
GARVIADTSGPALFRLARARDAVPYVLRMDGLEAEELAGRALPDRKDSVDFAAELVARGVAKVVVIARGAEGNVLAAEGL
RLHVGAARVPVRSLVGAGDSFVGAFVLALARDEGLARALQWGAAAASAAVMTDATALCTREDTEALLERCPVTEL
>ANB39358.1 NAD(P)H:quinone oxidoreductase, type IV [Rhodovulum sulfidophilum]SNK001
MTRPKLAIIFYSTYGTNHQIAEAAAEAATEAGAEVRLRRVAETAPEDVVKGQAAWAEQLEKMADIPVATPEDMAWADAYF
FSAPTRFGVVASQMRAFIDTLGPVWQDGKLAGKAATATTSAMNAHGGQEATLLTLYPTFMHWGSILVPPGYTDPAIFEAG
GNPYGYSAKAGEFDDKGRAAVAHQARLLVEIAGKLIA
>ANB39359.1 NAD+ synthase [Rhodovulum sulfidophilum]SNK001
MADDRFRLTLAQYDPTVGALEDNAAKARAAWAAGRDAGADMVALPEMFLTGYQLQDLAQRPAFLADVAARLEALARDCAD
GPALGIGAPVVEGGRHHNAYFVLHRGQVLARVFKHHLPNDEVFDEKRVFDGGPIVGPVRVGPLRIGMPVCEDAWYEDVAE
ALAETGAEILLVPNGSPYHRGKHDSRMNIMVSRVVETGLPLVYLNLVGGQDDQVFDGGSFVLNPGGALALQMPVLEEGLA
HVDFRRTPEGWRADRGPRAVLPDAWEQDYRVMVTALGAYVEKSGFSKVVLGLSGGIDSALVAAIAADALGPENVHCVMLP
SDFTSAGSLEDAAAVAGALGCRLDEVPISAPQAAATEVLAPLFAGTEPGVTEENLQSRLRGLLLMAISNKFGEMLLTTGN
KSEVAVGYATIYGDMAGGYNPIKDLYKTRVFETCRWRNAHHRPWMKGPAGEVIPSRVIEKPPSAELRADQKDEDSLPPYP
VLDRILEGLVDDGRSVEDLVAEGLDRDIVKRVEHLIYISEYKRFQSAPGARLTQRAFWLDRRYPIVNRWRDPS
>ANB39360.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]SNK001
MTARLALVAALAAGGAALAQDDGNVVTKQYDNGGIYEGTFKNGKQDGTGTYRLPNGYEYSGQWVDGRIEGKGIARLVNGS
VYEGEFTDGKPDGTGKITFADGGTYEGEWQDGKITGTGVAVYANGVRYEGEFRNAVHHGIGRMTSPNGYVYEGSWVNGVK
DGKGKITYPGGRVYEGEMKQNQRSGKGTLTTPEGLSYSGSWKDGEMNGLGTLTQPNGDIYEGQFVNGERHGSGKVTFANG
DVYEGEYRNDKRHGKGTLIGADGYRYEGDWVAGRIEGEGRLTYPDGAVYEGQFRADMPDGTGKVTYADGSTYEGEWTGGV
IGGAGKATFPDGLVYEGQFKDAAYNGKGTMTHAGGYSYTGDWKGGLRHGEGTATYADGSVYSGGFVEGQREGQGTITMPD
GFSYTGGWKAGKFDGKGRATYANGDVYEGMFSDGRYEGKGVMKYADGEIRSGTWTNGMLTTTPEDTTDRPAAPNAPLPAD
>ANB39361.1 hypothetical protein A6024_16445 [Rhodovulum sulfidophilum]SNK001
MRIAIVDLNNFSRYPTLSVGQIAAILRRAGHEVAVISPFAVGVGSYRRVTRPHALGYYESVLRHATAVSGARVVRDLRRK
VVAARSPASARAQTATLAEVQNALDRGTDLLLISAYSMYREVCGAIAAEAARCGVPVVVGGPMFGMPEIAAHWLDLPGIS
GVFAGEAEGHLLDLVDSVTGNGRAVPGLATPDRPELVPAAPFADFDALPFPDYSDFPWDRYPNRIVPMMTGRGCGWGVCT
FCSDVQTTSGRTFRSRSFAHVRDEMAWQSRRHRTGIFTFLDLKLNSDLAVWHGLIDEAQSVAPGCEWTASVHVQSNGENG
LGPDALKAARRAGLSRITTGLESAAQGVLNAMGRGTNAELLSRFVRHASEAGISVRMTSILGYPGETAEDVLCTARFLAE
HRPYIDRVVVNRLAIVGHTPLGRAIRRNPDRYPQIGALMQNLETGLMDHENETFHSAGHLSAAMRMLREVHRINRKPLKG
ASLTFEGVM
>ANB39362.1 hypothetical protein A6024_16455 [Rhodovulum sulfidophilum]SNK001
MQQAVDDAQAKAEELGREIEELVEEHGVEGGLLADALTEAGKLTAASVKERQKSDEAEPEEAKLLKQVAKLMTAETAAKK
AVKEAEEALTEATLTKYPKLYGRLPPTDGAVIR
>ANB39363.1 peptide-methionine (S)-S-oxide reductase [Rhodovulum sulfidophilum]SNK001
MFSLLGRKTDMVREAEALKGRPEPIATAETHHIFGRPLKAPVPEGMEEIVFGMGCFWGVERLFWKLPGVWMTAAGYAGGF
TPNPTYEEICTGRTGHAEVVRVVYDPAEIPLERLLRTFWEGHDPTQGMRQGNDRGTQYRSVIFTQTEAQTATAEASLAAY
QDRLRAAGHRAITTEIRAAPPFFHAEAYHQQYLAKNPGGYCGLGGTGVACPGGEDT
>ANB39364.1 hypothetical protein A6024_16465 [Rhodovulum sulfidophilum]SNK001
MGMRIHITGASGAGCSTLARGLAIRLASQCFDTDDFYWHPSDPPFTRKRRPEERLALMKEVFLPRPDWILAGSLLGWGDP
LAPWFSHVVFLTLPPARRLAQLRRRERLRYGDAILPGGPRAEAHQAFMDYAMGYDFPDFTGRTRLKHELWLEEMPCPVIR
LDASAPPAALVETAIAALDQTVGAA
>ANB39365.1 ribosomal protein L11 methyltransferase [Rhodovulum sulfidophilum]SNK001
MPTYSALTTLTAKEAAEALAEAIEERLEPEPMGVGVFEMEDGSGLWELGAFFTEAPDEAGLALLATLHGARPFTVSEVPE
TDWVAKVRRDLAPVEAGRFFLYGSHDADRVPEGPVPLLIEASMAFGTGHHGTTLGCLRAVDRLAEAGFAPRSVADIGCGT
AVLAMAAAHLWQVPILASDIDPVAVEVAATNVAANGLSERIRCLEATGFDHPALAAEAPFGLIFANILKAPLIDLAPEIA
VGLAPGGVAILSGLLNEQAGDVAAAYTACALELKDSEQIGDWTTLCMQKPAA
>ANB39366.1 hypothetical protein A6024_16475 [Rhodovulum sulfidophilum]SNK001
MSLSFRPIRLDDAGTLPLWRRPVSLLFVMAFAMPVAFATWSALLNNFVIEAAGFTGVEIGWLHTVREVPGFLAIGVIALI
MFMREQVLGVVALLLLGAATAVTAWFPSLGGILTITMLSSIGFHYYETVNQSLQLQWIEKDKAPQTLGWLMAAGSAASLL
AYGLLVVTWKSFDLSYNFVYLASGGFTAAAALFCLLAYPQFEAPNPQLKRLILRRRYWLYYLLQFMSGARRQIFTVFAAF
MMVERFGFEVHEVTALFLINFVAGMIFAPLMGRAVARWGERRALAFEYVGLICVFLAYGGIYYLGWGVVLAATLYVIDHM
FFALAFALKTYFQKIADPGDIAPTAAVAFTINHIAAVFLPAALGYLWVTSPGGVFLLAAGMAAASLSLALMIPRHPAPGN
ETVFSRLMPAPAE
>ANB39367.1 lipocalin [Rhodovulum sulfidophilum]SNK001
MDIVQLVDRFGEGPTATLFGLIAGGLFGVAAQRSAFCLRAAAVEVARGQLGARLAVWLLCFSTALVWVQAAELSGLMRSG
DARIMAVPGSWSGAIAGGLLFGIGMVLARGCAGRLLVLAATGNLRSVVSGLIFAVVGQMSLHGWLAPLRDRIAALWVTAG
GRNSDLLRELGLPREGGLGIGLVIAVLALYLARRNRISFRKLVFGAGVGFAVAVGWVLTFGLSQVAFDPVQVQSLTFTGP
SANTLMFFLERPALLQFDIGLVPGVFLGAFAAAWIGGDLRLQGFESEVNMRKAMIGAALMGFGGMLAGGCSIGAGVTGAS
IFAGTAWLALFSMWLGAMATDYLLDRPTGAARPV
>ANB39368.1 fructose-6-phosphate aldolase [Rhodovulum sulfidophilum]SNK001
MKFFVDTADIEAIRELHDLGIVDGVTTNPSLIQKSGRDILEVTKEICDLVEGPVSAEVVATEAAAMIEEGRKLAQIASNI
AVKVPLTWDGLKACKTLSGEGHMVNVTLCFSAAQAILAAKAGATFVSPFIGRLDDINLDGLDLIADIRTIYNNYDFRTEI
LAASIRSVNHISEAAKIGADVVTAPPAVLQSMAAHPLTDKGLAAFMADWQKTGQKIL
>ANB39369.1 recombinase XerC [Rhodovulum sulfidophilum]SNK001
MSSTAAIADDLRARIIDEPTVILDDPDLMRALVAANDKMMGDNIVDLRGIAMERLEARLDRLEETHRSVIAAAYENLAGT
NQIHRAVLRLLEAPDFETLLSLLDDDLAATLRVDCVRLVLETDGDRAEAARAAPGDAVRIMSAGFARSYAGNGTNRPPRR
VVLRRTPPHCEQVYGAGADALRSEAVLTLDLGEARQPALLALGSADAQQFTPNQGTDLMDFFAGAVERVLRRWLA
>ANB39370.1 recombinase XerC [Rhodovulum sulfidophilum]SNK001
MSLALSPALRDALEAWLAEERALDGASEATIRAYATDLRRFLCFLAEYDGEPAGPARLKRVELRDLRAWMAHERGRGLGP
RSLARALSAVKGFFRWFGKREGFEPTAVLSVRAPKFTRKLPRPLAEEAAREVIADLGTTPAAPWIAARDAAVATLLYGSG
LRISEALGLKGRDAPLPEVLRIRGKGGKERLVPALPVARQAVDAYLDLCPFETTPDAPLFRGARGGALNPRLVARAMEGA
RTRLGLPASATPHALRHSFATHLLAAGGDLRTIQELLGHASLSTTQAYTAVDTVRLMEIYEAAHPKA
>ANB39371.1 hypothetical protein A6024_16505 [Rhodovulum sulfidophilum]SNK001
MNISMTSSALTGLGAARQSPPPPSPPSEVADTTSRRAEEKRLDRLEIEDSKDSASPTLSLRNSDDTSETTSDTDAASALK
LRTEVADDTPPPPPPPSQTESIMQGVISSLSNTGSSADQATTQAEALYTAMQQMLTAQDA
>ANB39372.1 isoleucine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MCAETPDYKDTLFLPETDFPMRAGLPKREPDWLERWARIGIYDRLREKEGRAPFTLHDGPPYANGHLHIGHGLNKILKDF
IVRSQQMMGRDARYVPGWDCHGLPIEWKIEEQYRAKGLDKDKVDVVDFRQECRRFAEGWVDVQREEFKRLGVTGNWADPY
LTMDFHAEAVIAEEFMKFLMNGTLYQGSKPVMWSPVEKTALAEAEVEYHDHQSHTIWVKFPIVSGASEALDGAQVVIWTT
TPWTIPQNRAVCFGPGIGYGLYEITGTPEECWAKVGDRFILADALAESVLGSARLTPGMWTRVADVSADELGALTLAHPF
RGIEGGNGEWDYDVPMLPGDHVTDDAGTGFVHTAPSHGDDDYQIGLKFRLPMTHNVLEDGSYRADLPLFAGALIIRPDGK
EGDANRRVIDKLVEAGALIARGRLKHSYPHSWRSKAPLIYRNTPQWFAAIDHKLDDGMDTYGDTIRARALASIDQLVKWT
PQSGRNRIHSMIESRPDWVLSRQRAWGVPLTCFVKTGTRPDDPDFLLKDPAVNARITAAFEAEGADAWYAPGAKERFLGK
DYNAEDYTQVFDVLDVWFDSGSTHAFVLRDRADGSEDGIADLYLEGTDQHRGWFHSSMLQACGTLGRAPYRGVLTHGFTL
DEKGNKMSKSLGNTIVPEEVVKQYGADILRLWVAQTDYTNDQRIGPEILKGVADSYRRLRNTMRFMLGNLAGFSEAEKVA
PAEMPELERWVLHRLAELDVKVREGYDAYDFQGVFQALFNFCTVDLSAFYFDIRKDALYCDAADGLTRRAARTVLDILFH
RLTTWLAPVLVFTMEDVWLSRFPEDAGSVHLQDIPETPADWRDEALAAKWADIRQVRRVVTAALELQRKDKVIGASLEAA
PVVHVRDAEVLKALKSVDFADICITSAVQLSGDPRPQEAFRLPDVDGVGVVFEKAEGEKCGRCWKILPDVGQHAHPQTCA
RCSAVLG
>ANB39373.1 hypothetical protein A6024_16515 [Rhodovulum sulfidophilum]SNK001
MTHAVPAALLGAALVLAAEGAAASTVYGIDFPGGDMSFADRVLRFSPGFGFGGDVAPCNDASLALGVAWAAPDRYLGECS
GYVSLGEGGELVLGFADNFLVPSGDDAPDLQIFAGGDHDEHFMAWIGAGTEESGASWHQLTGPAGPVLFGGSLGFDIDSL
AGVAPGMRFSLVAIYDMPRYCNRETGRMVYSVGEACGTDNQNLPYDGPWAGVDIYGLGAISTVPAPVPLPATGLMLAAAL
GGLAALRRRNG
>ANB39374.1 hypothetical protein A6024_16520 [Rhodovulum sulfidophilum]SNK001
MTRRPVVFDLEDEERSFARPARNSAPRPDPFSDPQEDEPPRGPADAPPVPDDEDEMAPEGRAMKTVALLASRRSSRLARF
FWTSFVTLLGFVISVAAWNFVIGLFQRNEILGAVALGLVGLVVLAVLLISLREMAAFARLRRLDTLHREAEAAIGANDVK
AARALVDRLTTFYRAREDTRWGRARLAEKRDELFDADGLMGLAERELLAPLDAVATREIEAAARQVAAITAIVPLALADL
LTALTANLRMIRRIAEIYGGRGGVLGSIRLARAVMTHLVATGAVAVGDDMIGSIAGGGMLAKVSRRFGEGVVNGALTARV
GVAAMEVCRPLPFREARRPSVSALVKRALTGVFSRADG
>ANB39375.1 hypothetical protein A6024_16525 [Rhodovulum sulfidophilum]SNK001
MRIGDLADGMTRGVEGIAASVSETFMEPVLRLGVTGLSRAGKTVFITSLVANLLDRGRMPQLRAAASGAIVSAYLRPQPD
NTVPRFDYEAHLAAMTGSEPRWPDSTRAVSELRLSLKVRPGGLGSIFGAVTGPRTIHVDIVDYPGEWLLDLALMDKDYAE
WAAETLGRLDRRPGSDGFVAALAGIDPGAAFDEATAQLLAARFTEALNIAREAGFSDCTPGRFLLPGEMAGSPVLTFAPL
PVPGGSTPRGSLWREMERRYEAYKREVVKPFFRDHFSRIDRQVVLVDALGAIHAGPRAVEDLRRAMTEILGAFRPGRNAW
LTRFLTGKRVEKILFAATKADHLHHSQHARLTSIMQALMKEARRRADFAGADTAAMAIAALRATVEETREQRGESYDCVR
GTLMSTGRQAALYPGELPEDPALLLEPAREGAEDWLDGDYQVMHFAPARLTMKPGEGPPHIRLDKAAEFLLGDRLR
>ANB39376.1 tRNA pseudouridine(38,39,40) synthase TruA [Rhodovulum sulfidophilum]SNK001
MPRYALKLEYDGRPFSGWQRQADRPSVQGAVEAALARLERDLPSIAAAGRTDAGVHALGQVAHCDMAKDWDPFRLSEALN
HHLKPHPVAVVACAAVSDDFHARFSAQERRYLFRLVSRRAPLVHDKGHIWRVGHPLALAPMQEAARHLLGRHDFTTFRAS
LCQAASPVKTLDALDIEELDYPGGREFRFHVRARSFLHNQVRSFVGTLERVGAGAWAPEDVKAALEACDRAACGPVCPPD
GLYLAAARYDPSPFDT
>ANB39377.1 hypothetical protein A6024_16535 [Rhodovulum sulfidophilum]SNK001
MPSESAFLPRHRQIFFTCLSVFLVMLGCGVTLWKAIFADGPSRHLDTAWLIAGTNCLFNGMSPYDIDNFTACWADSLSQD
YMAPFVFPPGIFLLSFPMGLLPEAGARLYWSAIGAATVPLLALALWQVARVTAVDGPARLLRACWVTLGVSIGGTAGALY
VGQPSVLVALGICLVHLGLRDSRAAVFLTGAVLCSLKPHLSLIWFVVAVLMPPARLARAKGLLAGLVLLAAAALTLADPQ
IFSDYLHALEVHAGSATSKLARAELLYGLPGLLDWGRSHPRGIAILAVALVISAAAGRALARRRPAQCDWSIPMLAGACL
AGAFVSAHKGYDFAVYALVLALAAHLPRTVQTLLLVPALLIWRPALLDLLPVPGTANHVVLVDAVLACSAGFLILYGLGQ
RPRSQQSPVTAPVVPRI
>ANB39378.1 chemotaxis protein [Rhodovulum sulfidophilum]SNK001
MAHLFGTVSGKLLFVTGVAVSAIVLGHSLYSGWQSSQRVNREVMELASEKAGLLAQKVAGQITEATSVGSAMGGALAGYI
ETGRATRPDIIAMIGGVPGQYDNIFGAWMAGIPDGPTNQLLSGEGGLNPEGIFAPWWHKSDSGGLSYATFTVNTDNEWYT
LPLSTGRSGITEPYMSEGGFLMTSVTLPVRVDGQIVGIAGVDIGLGDLTATMNDMTAFEGGRSMLVSQGGNWLASADPAD
LNQPYDENGGKLISAALADGRMRVIRDMPDGATRLVYPFTAPGMNTTWAALVDVPAEVFSAPVRAEFVRTMTGGALILAM
ALGTLYLASMAMVRRPLARMLVAVDELAAGDYARPVPGRERRDEIGAMAGSVEALREGLLEKNELEKEQEQLRGEQERVV
ADLASGLRSLSEGDLTSTIDTKFADDYEQLRQDFNATVETLNALMGEIVENATEITTRAEEISGASDDLSRRTENQAATL
EQTAAAMDEMTASVRAAAEGAAKVEDVVREARGNAEQSGLVVKEAIGAMSEIKKSSDGINQIIGVIDDIAFQTNLLALNA
GVEAARAGEAGRGFAVVASEVRALAQRSSEAAKEIKTLISASSDQVETGVSLVNRGGAALTDIVERVGNIAALIADIATG
AQEQSVGLGEINVGVNELDKVTQQNAAMVEEANAAAVTMKQEAGNLQTLVARFRLKGPAATVSVRPRTETAIPAAAPTPA
AEFEPPKRAVNDAGWQDF
>ANB39379.1 Ktr system potassium transporter B [Rhodovulum sulfidophilum]SNK001
MAPFAALRSGRFLPPPLALMLIYAALIAAGTLLLKLPVARTVAMSWSDLAFTATSAVTVTGLAVRDTGSEFTLFGQAVIL
VLIQLGGLGLMTFAVLILTMLGLPVGITHRQYLREDLNQTSMSGLIRLTRTILRFVLVCEAAGAALLAVVFVPEFGWGDG
LWASLFHAVSAFNNAGFALYPDSLSAWVGHPVVNLTVPALLILGGLGFTVIADMQRRTGWRGYTVHTKLMLVGTLALLVW
STASFAALEWHNPATLGQFDRLSTRLWASWFQAATTRTAGFNTVDIGGLTQATTLIFMTLMVVGAGSTSTGGGIKVTTFI
MLLLATYSFFRRHTAIDVFGRRLGAEQIMKVLALSMVSMLTVLVALFVLMLFHEGDFLDIAFETVSAFGTVGLSRGITGD
LDTGGRAVLMLVMFLGRVGPLTLGFLLAVRHPRRVSYPAGTVYLG
>ANB39380.1 potassium transporter KtrA [Rhodovulum sulfidophilum]SNK001
MLGSAPDLRAKEGRPVKRRTFAVIGLGTFGSTVATELARFGNPVMGIDIDEKIVGRYADVLSEAVIADGRDELALREAGV
GNYDVALVAIGEDLEANILCSMSVKMLGVKTIWVKALSKTHHRILSKIGADRIVLPEQEVGQHIAQMLHNPLVRDYVSLG
NGFHVVDLTVPEPLEGRAVGEVKLLSGYDLRALGAMREGEFLSCESGELELKTGDKLLVLGRRADLRRFGDDLLDEA
>ANB39381.1 acyl dehydratase [Rhodovulum sulfidophilum]SNK001
MSGQAVLLGRGFYWQDMTVGDRYRTYGRTVTPSDISAFVNLAGMIEVLFTNAEYRRSEAAIKGNPSPGALVFALAEGLAL
NATAQETGLAFLGTTMTIKGPVLEGDTIDVEIEVLEVRQESKGTRGLVKTRNTVRNQRGETVMVYEPLRLMQGR
>ANB39382.1 citrate lyase [Rhodovulum sulfidophilum]SNK001
MRSWLFVPGNRPDRIAKARGLSADVLILDLEDSVAISEKAAARTCVLEALREPRGASRLWVRVNPLQTSDFEADLDTALA
GGADGIVLPKAESGACIRALGAACAARGQACPPVLAIATETAGAIFGLGSYAGLSSNLAGLTWGAEDLSAALGSARSRGE
DGALTGPYALARNLTLFGAVAAEVQPVDTVWTDIRDLAGLEAECLAAVRDGFTGKMAIHPAQVPIINRCFRPSEQEIEAA
RRIVEAFEADPTAGVVAIDGEMIDMPHLKRSRLILQRAGEAT
>ANB39383.1 dehydratase [Rhodovulum sulfidophilum]SNK001
MAGRWLEEFRAGEVIHHAITRTVTEADNMGFSVQTMNPQPLHIDRHFAEATEWGQPLVNSLLTLGIMIGISVHETTLGTT
LGNLGMTDVSFPAPVFHGDTLRVETEVISARPSRSRPGQGVVVFEHRARKQDGTLVAQCRRSALMMSSLDKEAV
>ANB39384.1 hypothetical protein A6024_16590 [Rhodovulum sulfidophilum]SNK001
MKSTISILSICAALASASTVAAQEVTLKIADSLPADHIITRNTTDVFTARLKEEFGDRIEIEHYPAQQLAKAKDILSITQ
AGIADIGYIVPSYVSEKMPLGGVVELPGEIASSCEGTLAFADLIQPGGTLDRLEFQPNGVRVLYNVALSPYQAVFSKRAD
VTSLDGFQGMKMRSNPGAMELSLQSAGATAVRMTPPEIFDAMTKGTVDGALLPFTSTYSYGLDQIVGSATRNANFGSVGI
TYAISQRKWDSLPADIQEAMTRIGREVTESACKAFDTAEAELKDKLSGAGATVFALDEEEAARLNADFASVADDWAAALD
KRGKDGSEILAEFRAEVAALRENGN
>ANB39385.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTSLLVVIGLLGLLLLGVPVGFALAFTGLVGLMTIVGFDSALSVLSTTPLSTTNGFELIAVPLFILMAEFVIVSGIADRM
FKAITIWVGRLPGGLAVATALAGAGFGAISGSSTAAAAALSSTSIPAMRRAGYDVKFASGVVAVSGTLAMLIPPSIALVL
YGIIVEVNIASLLIGGVIPGIIVTLAIIATIYVLMARDPSIAPAARSWPMRDKLRALRAIGPMLLLLLCVTGSIYLGIAT
PTEAAGLGAFGAFLIAAAFRTLTLKTTWGALARAVRATCMIFMIIIGAHIFGYVLTLGQITPDFVNWITGLEVSPYLVMA
GIIAFYLVMGCFMDQMAILILTVPVMVPAITSLGFDPVWFGVLVVVAAEVGMITPPLGMNIFVVSRYAERPLSEIFRGVA
PHVVSHIIVLALLVAFPQLVLWLPGTTQ
>ANB39386.1 hypothetical protein A6024_16605 [Rhodovulum sulfidophilum]SNK001
MIRKAMSFVDHAFTAVAVLALAVMTLLIVADVALRYGAGTPIFFAHDLVVLYLTPAVFFFGFGPTYWRSEHLSVDLLTLN
LPRRLRELTDVLSSAIGLWIFGLLTWVAWERAAGSFANDEVIASIVPWPAWASYALVPLGSAAMVLVCAARILISLGNAF
GRVSGEAAQ
>ANB39387.1 hypothetical protein A6024_16610 [Rhodovulum sulfidophilum]SNK001
MAVRQADNVLRFFEYFAASQRPTTLTELSEALKLPLSSTSNLVSTLRERGFLFEVRKRGGFYPTRRMYDLTLSILDGDPV
LGLVREHMEALREETGETILLAAREDDRVIYLEALESRKGVRYSARAGETRPIYAISSGKAILAALDDAALRREIDRLDY
SEAAEASITDQAALFDDIVSGRARGWFLNASEYTPEVSAVGMLLDIAEQKYGLSVAGPNYRMQGRYEEIAAALGRVVAAI
KSQIHETGAGR
>ANB39388.1 hypothetical protein A6024_16620 [Rhodovulum sulfidophilum]SNK001
MGIDKQSDFAANLQIGPTSLGMVRIYIEGDGLEIPMDFDPEEAEDIAEELRAAAAQARTLAEKKKVKGTKPKG
>ANB39389.1 hypothetical protein A6024_16625 [Rhodovulum sulfidophilum]SNK001
MPDPVSQPLSPSLAPGQLLARGVCRHLRDLGFASVEEFVPAPGLRVDVMALGAAGEIWVVECKSSRADFTSDHKWSGYLD
WCDRFFWAVGPDFPSDLLPPETGLILADGYGAEILREPTERRLAPARRKVLTRSFARHAALRLQALRNPGLSPSVWCP
>ANB39390.1 hypothetical protein A6024_16630 [Rhodovulum sulfidophilum]SNK001
MPKLVTLYIRQATMGFALSGVFVGLLMYFDVANLWHLVTNVSGGWLAAVLLFLFNGIVFGGVQFGIAVMAMARDDDPDSG
RRRPEPVRGLADVLVPIPVPVKDERRMRR
>ANB39391.1 transcription antitermination factor NusB [Rhodovulum sulfidophilum]SNK001
MTGAHKSNRNQMRSAARLYAVQALFQMEQSGQNVDTVRREFETWRFGVGYEDGEELAEGDVELFRATLEGAVSWQAKIDQ
MTDRALVAKWPIARIDPTLRALFRAAGAEMVAAKAPPKVVITEYVDVAKAFFPEGREPKFVNAVLDHMAREARPEAF
>ANB39392.1 6,7-dimethyl-8-ribityllumazine synthase [Rhodovulum sulfidophilum]SNK001
MAEQDPHHALELPAFDRPAKLLVVVAPFYRDIADMLIAGAVATLDAAGVAHELVEMPGALEIPSAIALAHRLSNYDGYVA
LGCVIRGETTHYETVCNDSSRGLTLLGLQGALIGNGILTVEDRDQALRRADPADMDKGGGAAAAALHLIALARRWSGETK
GVGFRPSGGIQIAEGSDRA
>ANB39393.1 3,4-dihydroxy-2-butanone-4-phosphate synthase [Rhodovulum sulfidophilum]SNK001
MHDIGEPNYQDAISPIEEIIEDARNGRMFILVDHEDRENEGDLVIPAQMATPEAINFMATHGRGLICLTLTGERIDALGL
PLMASQNSSRHETAFTTSIEAREGVTTGISAHDRARTVAVAIDAGKGAADIATPGHIFPLRARDGGVLVRAGHTEAAVDV
SRLAGLNPAGVICEIMNEDGTMARLPDLVAFAQRHNLRIGTISDLIAYRRRHDNLVNERDVRHVTSAHGGDWVMRIFTDE
TQGAEHVVLTKGDISTEAPVLVRMHALDPLQDVLGLGPHPAGELATAMEMIAAEGRGVVVLLRDTTMKLVLDGAASPQTL
RQYGLGAQILAALGLHRLVLLTNSPLPRVVGLDAYGLSIEGTRSIAMEG
>ANB39394.1 riboflavin synthase subunit alpha [Rhodovulum sulfidophilum]SNK001
MFTGIITDIGTVRALTMKGDLTARIGCAYAAESIDIGASIACNGVCLTVTDRGTSGDGAWFDVSISAETVSKTNIAGWAE
WGRINLERALKVGDELGGHIVSGHVDGVAEIVAMAEEGDSTRMTFEAPEALARFIAPKGSVALNGTSLTVNEVDGPRFGI
NFIPHTKEATTWGLVRVGDRINLEIDTMARYVARLREYDAA
>ANB39395.1 sugar ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MLAATAACGLPRPGPSKPEIFDGSSLRDGDAFIVEVNDRVNRTTAVVPESGFPPAFLNAAPIGSDTIRAGDTLGLTVFEN
VDDGLLAPSESNAATLTQLQVDSTGFIFIPYAGRIRAAGSTPEGLRKKITEKLDVQTPDPQVMVTRLAGDGATVAVSGGV
GKQGVFPIERPNRTLSGMLATAGGIVIPPEIARITVIRGKTRGQIWFEDLYDDPTLDIALRNGDRILIEEDTRDFTALGA
TGRQRNVRFITQSMSAVEALAQVGGLNSALADPTGIFVLRNEPEEIARQVLGRDDLTGEQRVAYVLNLTEPAGLFLARDF
AIRDGDTVYVTEAPYVRWVKLLSVITGTAGAARNVSASVDN
>ANB39396.1 transcriptional regulator NrdR [Rhodovulum sulfidophilum]SNK001
MRCPFCGNIDTQVKDSRPAEDHVAIRRRRFCPACGGRFTTYERVQLRDLVVIKSSGRREDFDRDKLERSIRIALQKRPVD
PDRVDQMVSGIVRRLESMGETDIVSKVIGEIVMEALARIDTVAYVRFASVYKNFQEAGDFDKFVSELRPSAAPDE
>ANB39397.1 hypothetical protein A6024_16670 [Rhodovulum sulfidophilum]SNK001
MTDLTHLAVPGTEIAVRVTPKASRARIVAEGGQIRVYVTVVPEDGKANAAVTKLLSKAVGVPKSRLELVRGQTARDKLFR
VL
>ANB39398.1 nitroreductase [Rhodovulum sulfidophilum]SNK001
MPDPRPEVLDFLLTRRSRPAKTLAAPAPDREMLTRILTAAARSPDHGKLEPWRFIVLEKPALTRLAELVRAQGPALGQPP
EAVEKAASAYANSPLAVVVVASPKASPKVPEIEQLLSAGAVCLGLLNAASAAGWGANWLTGWPAHERAVLPEALGLREAE
TIAAIIHIGTETVAPPERPRPDIAAITEWVAE
>ANB39399.1 hypothetical protein A6024_16680 [Rhodovulum sulfidophilum]SNK001
MGGRMILTAFLKTLGQIGDRAFRRVLLLGIGLSVLLLAAIYAVIFFLIGWLVPDTLTLPWIGEIHWVDNILSGASFLLMI
VMSVFLMVPVASAFTGIFLDDVAEAVEARHYPDLPPATPIPLLDQIRDSIGFLGVVLGVNLVALVLYFFVGPVAPFLFWA
VNGFLLGREYFQMAAMRRLGRQGARDLRRRHGATIFLAGLLMAVPLSLPLVNLVIPILGAAVFTHLVNRLIEARRAPA
>ANB39400.1 alpha-hydroxy-acid oxidizing enzyme [Rhodovulum sulfidophilum]SNK001
MPVITTIEDLHRIYRRRVPKMFYDYCETGSWTEQTFRDNCSDFAKIRLRQRVAVDMEGRSTATRMIGQDVAMPVALAPVG
MTGMQAADGEIKAARAAEKFGVPFTLSTMSICSIEDVAAHTEKPFWFQLYVMRDQDYLTNLIQRAKAANCSALVLTLDLQ
ILGQRHKDIKNGLSAPPKMTIPTMANLATKWGWGLEMLQTKRRFFGNIIGHAKGVTDASSLVDWTASNFDPRLDWSQVKK
LKEDWGGKLILKGILDAEDARRALDVGADAIIVSNHGGRQLDGALSSIRALPSILRAVGDQIEVHVDGGIRSGQDVLKAV
ALGATGTYIGRAFVYGLGAMGEAGVTRALEVIHKELDTTMALCGRKSIDGLDRDILLVPKDFEGDWA
>ANB39401.1 50S ribosomal protein L25/general stress protein Ctc [Rhodovulum sulfidophilum]SNK001
MAGEIPDLNATVRTGTGKGAARQARRDHLVPGIVYGGGAEPLPINIKYNELLKRLKAGRFLSTLFNLKVDGQEDVRVICR
GVQRDVVKDLPTHVDLMRLRRTSRINLFIPVEFVGEETSPGLKRGGVLTVVRPEVELVVTAGDIPEKLTVDVSALNVGDI
VHISDITLPQGTTPTITGRDFVIANISAPSGLRSADNEEEEEAGEE
>ANB39402.1 hypothetical protein A6024_16695 [Rhodovulum sulfidophilum]SNK001
MRYPVLSSFPTPLGLAVLLIVVLGLSNGPARGGSAAPPVDPGLAAAVAGDWEAEPGDLSDEVATARLRAGILCTSWARDL
ISQHWRRLDRLVGPGTWSSDRQTLWLQLGWVDAFERRYLRPRIDADSQEALAAAWWPDGVSTPAGSAGATEMHRFCMRLP
GVFGSIDPDILWREVEAMLR
>ANB39403.1 antibiotic biosynthesis monooxygenase [Rhodovulum sulfidophilum]SNK001
MYLTMNRFKVKPGSEEAFEAVWKNRDSHLKTVPGFVGFHLLKGPAGETYRLYASHTFWESEAAFTAWTRSEAFRAAHKGA
KGPSDMYLEPPELEVFESVQSLA
>ANB39404.1 aminoacyl-tRNA hydrolase [Rhodovulum sulfidophilum]SNK001
MRLFVGLGNPGAQYAGNRHNIGFMAVERIACDHHFPPWRAKFKGQTAEGRLGSEKVILLKPETYMNLSGDAVQAAVQFYK
LTPGDVTVFHDELDLAPGKCRLKSGGGHAGHNGLRSIHQHLGPDYERVRLGIGHPGHKDRVSGYVLSDFAKADRDWLDDL
LRGISDGAADLARGDGARFLNAVALRVAPPRNGATATGPASPKAPVGSTVPRPSQAEAATEDSRTPLQKLADRFR
>ANB39405.1 hypothetical protein A6024_16710 [Rhodovulum sulfidophilum]SNK001
MTDTKAPSVNVLGGPLAPCSTTPLTGFFRNGRCDTCREDSGSHTVCAVMTAEFLAYSKYVGNDLTTPRPEFGFVGLKPGD
HWCLCAARFLQAHDEGCAPKVRLAATHRDALEVVPLDVLRHHADEA
>ANB39406.1 tryptophan synthase subunit beta [Rhodovulum sulfidophilum]SNK001
MPDDILNSFKTGPDENGRFGIFGGRFVSETLMPLILELEAQYEHAKTDDSFWAEMDFLWKHYVGRPSPLYFAERLTERLG
GAKVYFKRDELNHTGAHKINNVLGQIILARRMGKTRIIAETGAGQHGVATATVCAKFGLKCVVYMGATDVERQKPNVFRM
RLLGAEVVPVTSGRGTLKDAMNDALRDWVTNVRDTFYCIGTVAGPHPYPAMVRDFQSIIGTEAKAQMLEAEGRLPDTLIA
AIGGGSNAMGLFYPFLDDKEVRIIGVEAGGHGVDQKMEHCASLTGGRPGVLHGNRTYLLQDEDGQILEGHSISAGLDYPG
IGPEHAWLHDTGRAEYVSITDREALAAFQLSCETEGIIPALEPSHALAHVMKIAPELPADHLICMNMCGRGDKDIFAVAR
HLGFDMGEA
>ANB39407.1 hypothetical protein A6024_16720 [Rhodovulum sulfidophilum]SNK001
MRGLLGLIALLAVAGLALAFTKPTEAAFEAALEARLLDRIDRADPEAEDNPASAVLLATCKLGRAQCAELIGSMISLDYA
DKVLFSQADVSLGGRSYGVCYGAATQIFCRETANPR
>ANB39408.1 N-(5'-phosphoribosyl)anthranilate isomerase [Rhodovulum sulfidophilum]SNK001
MSDAIRVKICGLTSPAAVDAAARLGASYLGFVFFPGSPRHIDPETARGLAFAAPPGLAKVALTVDADDAALDALLDLVPI
DMLQLHGRESPERVAGIRARFGLPVMKAVGVATEADLPALIDYARVADQILVDAKPPAEAALPGGNGLAFDWRLIAGRRW
PVPWMLAGGLTPANVAEAIALTGARQVDVSSGVERAPGVKDEALMGRFIAAAGGRERP
>ANB39409.1 phosphoribosylanthranilate isomerase [Rhodovulum sulfidophilum]SNK001
MRLIRYLFLVLLAICLVVVATANLGPVSVTLLPNDLATYSGFQVTAEVPLYVVGFGGMLLGLLVGFFWEWLRESKHRSVA
SRQRREAARMQRELDRLKADKRRNDGHDEVLALIEQNGSTR
>ANB39410.1 integration host factor subunit beta [Rhodovulum sulfidophilum]SNK001
MIRSELIQKIAEENPHLYQRDVERIVNTIFEEVISAMARGDRVELRGFGAFSVKKRDSRVGRNPRTGESVEVDEKCVPFF
KTGKLLRDRLNGK
>ANB39411.1 30S ribosomal protein S1 [Rhodovulum sulfidophilum]SNK001
MAQSASMEDFEALLNESFEIDTPSEGSVVRGKIIAIEAGQAIIDVGYKMEGRVDLKEFSNPGESPEVTVGDEVEVYLDRV
ENARGEAVISRDKARREEAWDRLEKAYADDQRVEGAIFGRVKGGFTVDLGGAVAFLPGSQVDVRPVRDAGPLMGLKQPFQ
ILKMDRRRGNIVVSRRAILEESRAEQRAEIISKLNEGDAVDGVVKNITEYGAFVDLGGVDGLLHVTDMAWRRVNHPSEIL
SIGETVKVQVIKINKETHRISLGMKQLQADPWDTVEAKFPLGTVHKGRVTNITDYGAFVELEPGVEGLVHVSEMSWTKKN
VHPGKIVSTSQEVDVMVLEIDTAKRRVSLGLKQTMRNPWEVFSETHPVGTEVEGEVKNITEFGLFIGLDNDIDGMVHLSD
LSWDQRGEEAIQQYRKGDVVRAVVTEVDTDKERISLSVKSLDGDPFAEAVGGVKRGSIITVAVTAIEDGGIEVEYEGMKS
FIRRSDLSRERSEQRPERFQVGDHIDVRVTNIDTKTRRLGLSIKAREIAEEKEAVEQYGSSDSGASLGDILGAALKGEDR
>ANB39412.1 hypothetical protein A6024_16745 [Rhodovulum sulfidophilum]SNK001
MSTLLDRRAGRIEPPIPVAVVIEQHGAWRVLFAAIAALFDARGRSGELWPGDLDNHLRRDIGLPPLPEPPRWR
>ANB39413.1 cytidylate kinase [Rhodovulum sulfidophilum]SNK001
MSFTVAIDGPAAAGKGTISRAVAAHFGFAHLDTGLLYRAVGARMLDGLDPVEAARTLEPSVLGRGDLRAPEVAQAASKVA
AIPEVRAALVDFQRAFAARAGGAVLDGRDIGTVICPEAPAKLFVTASDEVRAERRFLELRQKGVETSFEEVLAEMRERDA
RDSARATAPLRPAEDAVILDTSRLSIEAAVGAAIETIRTRHPA
>ANB39414.1 aldehyde-activating protein [Rhodovulum sulfidophilum]SNK001
MTVTGSCLCGRVRYRIDGPLSPVVACHCSQCRKASGHHVAATTVLRDDLVIEGEVLWYASSAGAQRGFCPVCGSNLFWDG
GQDYLAVFAGTLDGDPGIRMAAHIFCADKGAYYEITDGLPQAPGLPEDIA
>ANB39415.1 3-phosphoshikimate 1-carboxyvinyltransferase [Rhodovulum sulfidophilum]SNK001
MSAHGDPIPMTACRSGPLKGEAVVPGDKSISHRALILGALAVGETRISGLLEGQDVLDTARAMRAFGAEVTHEGPGAWTV
QGVGVGGFAEPPDVIDCGNSGTGVRLIMGAMATSPVTATFTGDASLRKRPMGRVTEPLALFGTRAFGRQGGRLPMTLIGA
AEPVPVRYAVPVPSAQVKSAVLLAGLNAPGETVVIEREATRDHTERMLAGFGATLRVEDGAEGRAIVLTGHPELRPQTIA
VPRDPSSAAFPVAAGLIVEGSDVLVPGIGLNPTRAGLFTTLREMGADLSYENAREEGGEPVADLRARFSPDMTGIEVPPE
RAPSMIDEYPILAVVAAFADGATVMRGIGELRVKECDRIAAMVTGLRACGAEVEEGEDWMIVHGHGPGSLPGDATCATHL
DHRIAMSFLCAGLASQRPVSIDDGGPIATSFPIFEGLMAALGAAFARGAE
>ANB39416.1 hypothetical protein A6024_16765 [Rhodovulum sulfidophilum]SNK001
MSDIRITNCHIHTFTAAHAPLCYPAPPVAALRAWPGLLRGLRGAARLLPWEGAHEALLRLEHFCDIGCRDSQRAVFLEVL
RHYPDSARFVVLPMDLAFCGYGPVAVGLEAQQRELYELSRDPQVGHRVIPFATIHPDRPGAVAELRRCLDEYGFRGVKIY
PRLGYAPSHEILMREVYPLCVERGLPVVSHCSRGGVRNRRWSRARADAVTDPVAHVPVLRAFPDLRLCLAHFGGDRDWLS
YLGEGLDPLDPEARRRNWAISIADMIESGAYPNLFTDISYTLFRFAACMPLLKLFLERERLASRILFGSDFYMTRQQDLS
EKAVAIRLRAALGEASFRRIAETNPAIWLGEA
>ANB39417.1 methionine adenosyltransferase [Rhodovulum sulfidophilum]SNK001
MTRQNYVFTSESVSEGHPDKVCDRISDAVLDAFLAEEPNARVACETFATSSLVVIGGEVGLTDKVRLKQLMGSIGEIARE
CIRDIGYEQDKFHWNTCHVLNFLHEQSAHIAQGVDKDGAGDQGIMFGYATDETPELMPAPIQYAHAILRRLTEARKSGAE
PTLRPDAKSQLTVRYEHGRPVAVDSIVLSTQHAREDQNSDDIRAIVEPYIREVLPEGWLHEGTEWWVNPTGTFVIGGPDG
DAGLTGRKIIVDTYGGAAPHGGGAFSGKDPTKVDRSAAYAARYLAKNVVAAGLASKCTLQLSYAIGVAKPLSIYVDAHGT
GKVPETEIEKAVEQAMDLTPRGIREHLGLNRPIYARTAAYGHFGRAPEEDGGFSWERTDLAEALKKPF
>ANB39418.1 hypothetical protein A6024_16780 [Rhodovulum sulfidophilum]SNK001
MRPARFRRVFARPAWPTWAAFGLGLGLALGQAPWSLWPLALCALAGLIWLVARGGTPGRSARIAWAGGAGHFALALSWIV
EPFLVDIRHDGWMAPFALILMAAGLALFWGAAGAFAGWAGRGPRGRALAFVLALSAAELARGYVLTGFPWALPGHVWIGA
PQMQLAALTGQYGLTLVTLLVAALPVLLPVGPGRSLGAGLAVAAVAGLGLWGWAREAARVPAEPDPPQVRLIQPNAAQHL
KWRRDMIPVFWERQLAYTAEPGDPPPDLIVWPETAVPFWLENAGDGLGQIARAAGGVPVAAGIQRSDGPLAYNSLAVIGA
GGRLLGLYDKHHLVPFGEYIPGASLLGRFGIRGLAANDVYGYAPGPGPRLLDLGARLGQALPLICYEAVFPQDLRGTARP
RWILQVTNDAWFGTRTGPYQHLALARLRAVETGLPFLRAANTGVSAVIDARGRVLASLPLGRAGQITAPLPPALDETPYA
RTGDAPVLILLCLGLAFFVATRAMK
>ANB39419.1 magnesium/cobalt efflux protein [Rhodovulum sulfidophilum]SNK001
MGDETDGSSRAAQGALDTDNLDSRGLLGRLVAAILPAGAEHSEEGGDHALGNGIARPALTHGIGNLAKMRVEDVAVPKAE
IDAVPLDVSMEDLVQVFRESGLTRLPVYDGTLDSPVGMVHLKDFALRHGFNGKDTPFVLKDMIRPLLYAPPSMPIGVLLQ
KMQSQRMHMALVIDEYGGVDGLVTIEDLIEQVVGEIEDEHDIDEGSLWIVEKPGVYLVQARAPLDAFEDEIGMRLLDAEE
EEEVDSLGGLIFMMIGRVPARGEVIRHASGAEFEVVDADPRRIKRLRVRLPEATAAAAATA
>ANB39420.1 rRNA maturation factor [Rhodovulum sulfidophilum]SNK001
MTIEILFEDARWAEAGLDRLAETACRETLAHLGFDPDAHEISLLACDDMRIAGLNASFRGKSAPTNVLSWPTEDLAAEAD
GDAPLPPEPEIEGAPVELGDIAIAWETCLREAREQGKPFNDHVTHLMVHGCLHLLGYDHVRSRDAALMEGIEVEILAKLG
LTDPYD
>ANB39421.1 phosphate starvation-inducible protein PhoH [Rhodovulum sulfidophilum]SNK001
MGISALTPPPQTEDVHEMLLEFPDNRLLIDLCGEFDRNLAQIEHKLGVHIPRRGNRLAIVGDPEARGQAAMVLQQLYARL
ETGQPVEAGDIDGALRLGEAAGPEAGAGDQLEMFQGGRIEIHTRKKVVEPRTEAQKAYVRALQENELCFGIGPAGTGKTY
IAVAVAVNMFIGGHVDRIILSRPAVEAGERLGFLPGDMKEKVDPYMQPLYDALHDFLPGRQLAKLIEEKRIEIAPLAFMR
GRTLANAFVVLDEAQNATTMQMKMFLTRLGEGSRMVITGDRSQVDLPRGVSSGLADAERLLKPIDNISFSYFTARDVVRH
PLVARIIEAYDADDAKT
>ANB39422.1 hypothetical protein A6024_16800 [Rhodovulum sulfidophilum]SNK001
MSTDPEPQNSAELLSEEKMPLIAYALYIIGVIFPLLTLAGLILAYLKRGEAPDWHKGHYTYLIRTFWIGLLISFVGLILT
FVGIGVLVLIACGVWYLVRTIKGLLRFNSRRPIDNPTTWLI
>ANB39423.1 tRNA (N6-isopentenyl adenosine(37)-C2)-methylthiotransferase MiaB [Rhodovulum sulfidophilum]SNK001
MTSSTSPTRKLFIKTYGCQMNVYDSERMAEALAPSGYEIADSAEGADLILLNTCHIREKAAEKVYSELGRLKALKAENPD
LKIGVAGCVAQAEGDEILRRQPLVDLVVGPQSYHRLPELEARARQGAKALDTDFPEEDKFDRLGGRARARRGPTAFLTVQ
EGCDKFCAFCVVPYTRGAEVSRPAEKVLAEARDLVERGVREITLLGQNVNAYHGAGTDGDWGLARLIRELAAIDGLHRLR
YTTSHPNDMEDDLIAAHGEVTELMPYLHLPVQSGSDRVLKAMNRKHTAEGYLRLIDRIRAARPDILMSGDFIVGFPGETE
ADFEDTLALVREVGYGQCYSFKYSPRPGTPAAERAHVAEEVKAERLARLQALLAEQQEAAQQAMVGKSVGVLFEKAGRMP
GQLVGKSDHLQAVHVEAPETLLGRIARVDITAAAPNSLAGRLSAE
>ANB39424.1 hypothetical protein A6024_16810 [Rhodovulum sulfidophilum]SNK001
MAGRYKGLADFLARAGKALGPRPVGLIFVEDEVEVESTIDHLDALGFGALVLFTPPRLKLSPASEERIHRVAYDTRAEGA
LPRAVSAVIAAAPGIWLHYCYNAEYLFFPFCESRSIGEMLDFHGEDGREAMPTHVVDLYAADLDRHPGGVSRDSALLDRA
GYFARPRTDPATGQPLERQSDIFGGLRWRFEEHVPAHRRRIDRIGLFRARRGLRLLDGYLMSDPEMNTCAGDRGNTLTAA
ICSFRAAKALRTNPASRLEIADFRWPMSEEFRWESQQLMDLGLMEPGTWF
>ANB39425.1 transcriptional repressor [Rhodovulum sulfidophilum]SNK001
MAQLNENPNHPDAIERSGRWLSKAGLRPTRQRVSLAALLIGDGNNRHVTAETLYAASCATGEKVSLATVYNTLRAFCDAG
LMQEVMVDGTKSYFDTRVDDHPHFFWEDDHRLSDAPAGSLEIARLPEAPEGAEISKIDVVIRLRRV
>ANB39426.1 beta-hydroxydecanoyl-ACP dehydratase [Rhodovulum sulfidophilum]SNK001
MTDFPTSFGKDELLKCARGELFGPGNAQLPEPPMLMMDRITEISADGGPNGKGHVVAEFDIHPDQWFFACHFPGNPIMPG
CLGLDGLWQLTGFNLGWRGWKGRGYALGVGEVKLTGMVRPDRKMIRYFVDFTKAVQTRRLTMGVADGRVEADGETIYHVK
DMKVALSES
>ANB39427.1 beta-ketoacyl-[acyl-carrier-protein] synthase I [Rhodovulum sulfidophilum]SNK001
MRRVVITGMGIISPIGNSTAEVEASLRAGRSGIRFEPVYAENGFRSQVAGIPQIDLEGSIDKRQLRFMGAGAAYNYLAME
QAIADAGLEADEVSNPRTGLIVGSGGPSTANFFVAHSTVKEKGSPKRMGPFMVTRCMSSTNSACLATPFRIKGVNYSITS
ACSTSAHCIGNAAELIQMGKQDVIFAGGGEEVDWTLSCLFDAMNAMSSKYNDTPETASRPFDATRDGFVIAGGGGVVVLE
ELEHAKARGATIYAEVTGYGATSDGYDMVAPSGEGGERSMELALATLPEGRRVDYINAHGTSTVAGDVTEVKGVRNVFGE
DAMPPIASTKSLTGHSLGATGVHEAIYSLIMMRKGFIAASANVTELDPEIRPGEIATELREGVEIDSVLSNSFGFGGTNA
TLLMSKYHG
>ANB39428.1 enoyl-ACP reductase [Rhodovulum sulfidophilum]SNK001
MPELMKGKRGLVMGVANDRSIAWGIARAMAAEGAELAFSYQGENFGRRVQPLAESVGSSLLVDVDVTDDASLDAAFSRIE
KEWGRLDFLVHAIAYSDKTELTGRFINTSRENFRNSLTISCYSLIEVARRAQPLMPDGGTILTLTYQGSNRVTPFYNVMG
VAKAALESTMRYLASDLGPEGIRVNAISPGPMKTLAGAAIAGGRKTFRHTEMNAPLGHNATLEAIGGTAVYLASDMGACT
TGEIITVDGGYHVLGMPRFENI
>ANB39429.1 peptidylprolyl isomerase [Rhodovulum sulfidophilum]SNK001
MTQVKPGDKVRIHYTGTLADGSTFDSSQGRDPLEFTVGAGQIIPGLDAALPGMSEGDTKTVDVPCAEAYGAHNPDATQAI
PREQVPDTVPLEVGTRLNVQTAEGEVLPVTVADVTEEVVLLDGNHPLAGKDLTFEIELVSIA
>ANB39430.1 hypothetical protein A6024_16840 [Rhodovulum sulfidophilum]SNK001
MSQNHGQVWWTELMTRDVPGALKYYKAVCGWHFQPVPMGAGVYQVGHRGARPVVGVMDLAGLPDMDQVPPHWFSYFAVDD
LKKALNETERGGGVVIRQPFEVPDIGRIAIVSDPTGAALGLITPAR
>ANB39431.1 haloacid dehalogenase [Rhodovulum sulfidophilum]SNK001
MPITACIFDAYGTLFDVSAAARRAAAEPDHACLAGLWAEFAVTWREKQLDYTWLRAITGAHADFRQVTGEALDWALEAHG
LGGEAGLRARLMALYRDLDAYPEAPAMLGALRRAGKATAILSNGSPGMLEDAVAAAGMDGLFDDLLSVETVGIYKPHPSV
YDLVGQRFGCDRSEVLFVSSNGWDAAAAAGYGFVTAWVDRNRAPVERLPWRPAHVLHDLAEIPSLVEALS
>ANB39432.1 hydrolase [Rhodovulum sulfidophilum]SNK001
MTRFAADDGRMLAYDDRGRGTPLLCLAGLTRNMDDFEPVLDAFAGRARVIRLDTRGRGGSDRDPDFMNYNLIRESRDALN
LMDHLGLDRVAILGTSRGGLIAMMLAASHKDRLSGVCLNDIGPLVEPRGMAHIMSYLGLPPGYADYDDAAAQLALKMRDR
FPGVGRDQWRAYARRLWDATPDGLALRYDPALRHAVMEQSATDALPDLWPLFDALDGLPLALIRGAHSDILSPETASEMQ
RRRPDMIFAEIPDRGHTPFLDEPAAVTAIATLLERIA
>ANB39433.1 threonine ammonia-lyase [Rhodovulum sulfidophilum]SNK001
MTIDQIEAAAARLSGKARRTPLLSSPFLDEIAGRRVLVKAECLQHTGSFKFRGGWSALSALAPEARARGVIAYSSGNHAQ
GVALAARMLDAPAVILMPSDAPAPKIANTRALGAEVVTYDRATGDRDAIGAELAEARGLTLVRPFDDPQVIAGQGSCGLE
IAAQAADEGIAAAEVLVPCGGGGLTSGVALALEARAPAFRVRPVEPEGFDDVARSLASGRIEANTRRAGSLCDAIQTPAP
GALTFPVMARLCGPGIAVTEDEALRAMAAAFERLKIVLEPGGAVALAAALYHPEAVAGEAVIAIGTGGNVSTETFRMALD
RHGDAA
>ANB39434.1 3-oxoadipate enol-lactonase [Rhodovulum sulfidophilum]SNK001
MKIADLGDVALHYREDGPPDGAPVVFANALGCDLRIWDDVIERLPAGLRAIRYDMRGHGLSSCPPGPYSMGALIRDAERL
LEALAVRDCVFVGLSIGGMVAQGLAVKRLDLVRAMVLSNTAAKIGTPEIWQDRIEAVRKGGIAALSEATLTRWFSRRYRQ
SPDCTLWQNMLNRQPVEGYLGCCAAISGTDFYTPTASLTLPTLVIAGSEDGSTPPDLVRETAGLIKGARFHLIRGAGHLP
CIDRPEDYAAVLTTFLREIGHVESCPESAG
>ANB39435.1 esterase [Rhodovulum sulfidophilum]SNK001
MSRFLLIHGSCHGAWCWRDVLTALNRSGAEARAIDLPSHGADPTPIADVTLDLYADAILDAIDEPVVLVGHSMAGFPISA
AAEKAPGKIRALVYVCAYAPVAGRSLVDMRRAAPRQPLLEAIVKSADGLSFTFDPDLVREKLFHDCSDAAVAYAKARLDP
QPILPQATPIALSERYASVPKHYIRCLQDHAIPPEYQATMTADWPAERVDTLDCSHSPFLAQPEALAALLLKAAAMP
>ANB39436.1 tetracycline resistance MFS efflux pump [Rhodovulum sulfidophilum]SNK001
MPQPSPRLPIVFILVTLVLDAIGIGLILPVMPDLIRDIDGGTGLGQAAVWGGILSTVFAVMQFLCGPTVGSLSDRFGRRP
VLLISLATMALDYVVMALAGSIWLLLAARVVGGVTASTQATASAFLADISKPEEKAARFGMVGASFGIGFVIGPLIGGFL
GELGPRAPFWAAAGLATLNLIFGAMVLPETVTDRIRRPFEWRRANPLGAFRAIGRLPGIRPLLLLFFLYEFAMFIYPAIW
AYFTQYRFGWSTGTVGISLAMFGIGVAIVQGGLIRVVLRVMGERIAVWYGLGYNFMAFLAIGLIGNGSVVLVLTPMIALG
AVVTPALLGMMSKAADDNQQGELQGMVSSLRSVAMIASPLVMTQTFFLFSRPDAPLHLPGAPFLLASGVMVVCALVFALR
RAATADTGIRRRA
>ANB39437.1 hypothetical protein A6024_16880 [Rhodovulum sulfidophilum]SNK001
MLITSLRGIRILGALPLLFASAPAGADQPLSVEILRIEARPYEITYTLTGTVQAVDDYPASFRDGGRIIEVAVETGDALE
RDDVIARVDATEAEARLRSAEAALQAAEAALVQARQARDRAANLLDEGNGTQSDLDAAVQAFLSARSDRDQAAARRAVAR
RAAEDTVLRAIEPSIVIRRSAEPGQVLPAGQAVVTLANRGPRDAVFQVPDIPELDAFLGSDVRLSPLGGGRGCDAAVTEL
APVVSGNGTVQAKVRIEGEAAGRFSIGQPVVGIVTLGRPTALVVPWTALTATADGPAVWTVGAEDNRVRLTPVTIDGYSD
SGIRIAEGLSEGQAVVGAGSQYLFPGREVRPLETAK
>ANB39438.1 hypothetical protein A6024_16885 [Rhodovulum sulfidophilum]SNK001
MSRLLALALALLPMTASADSHACNEGSAEIRPVVSEKVSADPTRQRAFAGVVAAAHSADLAFQTIGRVARVAVDPGDRVS
EGDVLASLDRVDLQEDLASARAALGSAKAEAAYARQSHERVRILAERGIAPIAQLEKAQAARDTAEARAEAASADLARAR
EALGHGTLRAPNDGIVLSTAIEAGTVVAAGTPILTLADLRGREAVIDVPGEFLQVLPPDARFDVVIHAEDATSHPARLRL
VEPMLGDNIRTRRLRLTITEGAEDFRIGSLVSATLARLDLPVMTLPLTALSGPAGAPSVWRVAPEDRRLARVPVETGRRL
ADRIEITRGLAVGDEIVVKGTACLGEGQTVGPMVAP
>ANB39439.1 ACR family transporter [Rhodovulum sulfidophilum]SNK001
MTRRFNLSDWALGHRSLVWFLMIVSLVAGLLAYLSMGREEDPSFAIKVMVVSAALPGATAEETVTQVTDRIEKKLQEIDQ
LKFTRSVTYPGRSVVYVELRDDTRAEAVDATWLRVRNMMSDIRGEFPSEFAGFSFDDDFGDVFGSIYAFVGDGFTPREIE
DRVEDVKAEILRLDQAGKVELVGVRAPEIHIEFSNRRLAALGLDREAVLQTLAQENAIVPSGTIRTAGERILIRVTGQYA
SAEDLATTPLRTGDVFYSLSDVADVTPGYEDPPAELFRYNGHEGIALLVGMRKGGNILQFGAELEALMDRVAERLPVGIE
LHRVADQPKVVEESVGHFTRALIEAVLIVLAVSFISLGLRAGMVVTLSIPLVLAMTFVLLDVMGITLQRVSLGALIIALG
LLVDDAMIAIETMISRLEIGESLHKAASYAWTSIAFPMLTGTLVTAAGFIPIAFNSSQAGEYTRSLFYVIAISLLLSWIV
AVLFAPILGTTFLPKKLRHAHKGPGPLRRGFRRVLLQAMRFRWLTIGLTALLFAGSVFGLRHVERQFFPTSERPEIVVEV
TLRQNGAFAATDAAIAAFEAWLGQQPEASYTTAYVGRGVPRFVLTLDQPTPSENIGQLAIMTPDLAARDRLREKIAAYDR
AHPEADFYTRLIELGPPVGKPVQYRLSGPDIAPLRDRARDLAALLDRDPRLTSISLDWSEPARVVRVVLDQARLRQLGLT
QSDVARTLYGLFDGSGVTEFRDGRKLVDVLARGVAADRSTVAALETLQFGNAAGNPIPLLSIARLEWTTEQPEIHQRDRV
PTLTVGAAIRGSVQPATVAADLAPAIADFAAGLPADYRIALGGSAESSAESQAPILKVVPVMVLCILTLVMVQMQSFRLL
FIVLAVAPLGLIGVVAALLPSGAPLGFVALLGVLALVGILIRNSVILIHEVSVLSRAGRSPWEAVYEASDSRARPILLTA
AAASLALIPIAREVFWGPMAFAMMGGIIAGTGITLLFAPALYCVVFRIRPPAPEARPEP
>ANB39440.1 acetyl-CoA hydrolase [Rhodovulum sulfidophilum]SNK001
MTVAQPIASRIADPTLRGRVMSAEDAAALIAPGSTIGMSGFTGSGYPKSVPLALANRIEAEHAAGNPFQVKVWTGASTGP
ELDGALAKAGGIEFRLPYNSDPIAREKINAGEMNYFDMHLSQVAPMAWQGFLGKLDTAIVEISGITSDGQLIPSSSIGNN
KTWLDQADQVILEVNRWQSEALRGMHDVYYGTALPPHRRPIPLASTNDRIGQPYFRCDPKKIAAIVETDAPDRNAPFKAP
DAVAQAIAGHLLDFFLHEVAKGRLPQNLLPLQSGVGNVANAVLTGLMNSPFEQMTAYTEVIQDGMLELLDAGKLRCASAT
ALSLSPSAAEWFNDRAYRFRDKLILRPQEISNHPELVRRLGCIAMNGLIEADIYGAVNSTHIMGSRIQNGIGGSGDFARN
GYVSIFMTPSTAKNGKISAIVPKAAHVDHIAQDVQILVTEQGLADLRGLSPKQRAAQIIENCAHPDYRPALRDYYKRAME
SSFGKHAPHLMDEALSWHARFVRTGSMQED
>ANB39441.1 trypsin [Rhodovulum sulfidophilum]SNK001
MSNKAKRNAVSAVALAALLGATAGIGLDHAVPAANAATAPAGGYVDLVSRVAPAVVTIEVEKAAPQAQMQNFQFPDDFPF
EEFARRFGMPMPGYPQGPHGQAPRLKGVGTGFIISQDGKIVTNAHVVDGADSVTVTLADGRSFGGKVLGADKATDIALIE
IDGQNLPHVDFGSSDALQVGQSVVAMGNPFGLGQTVTSGIVSALGRDINSGPFDNFIQTDAAINKGNSGGPLFNEEGDVV
GINTAILSPTGGSVGIGFAVPSDMAKSVVADLEKGGQVDRGFLGVQIGGVSEEVAAALGFDSPRGTMIVDVTADSPAAKA
GLKKGDIVLAVDGQEVSGPRDLTRFIATDAPGTKVSLNLLRAGKSMDVSVTLGNRADRPA
>ANB39442.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MKLLVVEDDPTTAQFIARGLGEEGHSVDCLDNGRDALTRALATAYDVMVVDRMLPELDGLSLVRALRAAHVTTPAIFLTS
MSGVDDRIDGLRAGGDDYLVKPFAFGELSARIEALGRRPPMQETETVLKAADLEMDLVRRSVTRAGQRIELLPREFALLE
HLLRHKGRIQTRTMLLESVWDINFDPQTNVVETHISRLRAKVDKPFDRELIATVRGAGYRIGD
>ANB39443.1 hypothetical protein A6024_16910 [Rhodovulum sulfidophilum]SNK001
MATRAVSLRHLIRSTPVRQALVLVAVVALANLMSLGGAYLTLRADLVRAIRADLAGDLASFEISATPAALSAIVQARARA
TDPAKKVTVFLPPGGRQVGNARAILREGGDIRLVPGTQPLGAAGYLHETRRLAGGLLIVAESLGPIAELRRTFLSLLAFS
LGPTVLISLGVGVLLARRSARRVDGIEDTLDRLSVGDLSARLPPDPAPADDLSRIGAGVNRLAARQEAATEALRQVTADI
AHDLRTPLQRISVLIQDLRARLPDESEPAELADRASAEVDRAVSVFRAMLEIAQIEGGQASARVQPFDLGLTVRQVVELY
QPSVEDAGHCLTLDCPGTGPTVRGEPSLIAQALANLIENALRHTPEGSRIDIAVSADPPGLSVADDGPGVPEDERGKVLR
RLYRLERSRTTPGHGLGLSLVAAIAGLHDASLTLEDNAPGLRVRLVFPPEPGGLAATGSSAPTR
>ANB39444.1 short-chain fatty acid transporter [Rhodovulum sulfidophilum]SNK001
MLSVLARPLVRVFERYLPDPYVFVIILTIVVMAAAVLFEGRSPVAVIEMWGDGFWTLLSFSMQMLLVLVTGYMMASTPAV
RGILNRIADTARAPARAILLVTLVSLLASWINWGFGLVVGALLAKAVARRVAVDYRLLVASAYSGFLVWHGGLAGSIPLA
IATPGHTFEDQIGLIGTSETIFAGFNLIIVAALFIAVPLVNWLMLPKAGHEMIVDPAKLEEPEFGGGPTHRPSDRIENSP
ILSWIIGGAGLAWLVIDLLDGGGLTLNYINFLFLFVAIILHGTPRRLLDALAEGVKSGAGIVIQFPFYSGIMAIMAGSGL
AVSISDGLTSFASAESLPFWSFISAGVVNFFVPSGGGQWVVQAPVMLPAAEALGVDQARVAMAVAWGDAWTNMVQPFWAL
PILAIAGLNAKDIMGFCVVQLVVSGVIIALGLSFL
>ANB39445.1 hypothetical protein A6024_16920 [Rhodovulum sulfidophilum]SNK001
MNIERLLQEALGSGQARGQEPGQTQGQGGSALPGGLAGGAAAGGLVALLLGSKKARKLGGKALSYGGMAAVGGLAYKAWR
DWQQNRPSGTEAEPLHLPPPPADSGFDMAEERDSTGQDFRLAVLRAMILAANSDGHIDGEEHRRIRDRIEALGLGAEEKA
ALFDSFAAPADPAEAARPARTDAQRAELYLASVLAVDPDTPDERRYLDDLARHLALPEGLRGHLDLEAEAARRQVGA
>ANB39446.1 hypothetical protein A6024_16925 [Rhodovulum sulfidophilum]SNK001
MGIEEMHRTRGRVVERAGDAMAALRACASEWDLAVSETAEGVIMDLPGARLVLQPTGTGLGIEIAAPDDVHLRSAQDNLT
EVLAGGGIEIGWDDVAAGALAPGLSIGEVISCGQSAPGFLRLRVGLADAGRFASAGLHFRLLLPPLDRDPIWPQIGKTAR
VDWPDGADALHRAVYTVADLGADWIDMDIFDHPDSPTCTWVRDAAPGAPVGIMGPGGGWVPEGDPVLLFGDETALPAILR
ILRLSENEVRAWVTASPEDLSALNADPRVERVDDLLAALAGTDPGEAGFVWVAAGERIAREARRHLTERGLPRDRFSAVA
YWR
>ANB39447.1 glutamate--cysteine ligase [Rhodovulum sulfidophilum]SNK001
MSIPQSGGGPIESHEQLVEYLASGCKPKPDWRIGTEHEKFGYCRDALKPIPYDGPRSVKAVLEGLRDRHGWAPVMEGENL
IGLQKDGANVSLEPGGQLELSGAPLETIHQTCDEVTEHLREVKGVADEIGVGFIGLGAAPIWSHEDMPMMPKGRYRLMTD
YMDRVGTMGKTMMYRTCTVQVNLDFGSEADMVQKLRVALALQPVATALFANSPFLDGKPNGMKSWRSRVWRDLDAARTGM
LPFVFEDGFGFERYVDYALDVPMYFVYRDGRYIDALGQSFRDFMAGRLPALPGEVPTLSDWADHLTTIFPEARMKKFIEM
RGADGGPWRRLCALPALWVGLTYDQGALDAAWDLVKDWDAETRDAWRVAAATDGLDAEVNGVKMLGLARQVVDIARGGLK
ARARPGLGGMVQDERHFLHALEDSIETGKTPADELLEHYHGDWNGDLSRIYADFSY
>ANB39448.1 hypothetical protein A6024_16935 [Rhodovulum sulfidophilum]SNK001
MSFLRPEAVAALSRWRELIASGAVALGGLWLFGLGGYFFQALGLLALGLGLALGFVAIRRARFRIAGDGPGLVRVDEGQI
TYLAPQGGGFVALSEIRAIEMVFDETGARGWRLTQTRFPAVTIPASARGAEALFDVFMALPCANPRTILSALDRSPEDGP
VTVWSRIVRPALT
>ANB39449.1 16S rRNA (uracil(1498)-N(3))-methyltransferase [Rhodovulum sulfidophilum]SNK001
MSDVRSARIRLYVEQPLGEGQTVPLTGDQAHYLFAVMRLVPGDPVLVFDGKSGEWLAEVVEAKKRAGVLICRETTRPLQL
PPDLWLCFAPIKKTRTDFIVEKAAELGAARICPVQTDFTNSERIRRDRLQAHAVEAAEQCGGTFVPEVTELQKLSALLDA
WPEGRRLMFCDEALVGAGQVLGAAPKGPWAILIGPEGGFSETERARLRALPFAHPVSLGPRVLRADTAAVAALTVWQQAL
GDWG
>ANB39450.1 4-hydroxybenzoate octaprenyltransferase [Rhodovulum sulfidophilum]SNK001
MSDTTETPEARRQTDGQVADAVTGNWVDRLAPAWTRPYLRLSRADRPVGTWLLYLPCLWGVTLAAASTGFRWFDLWIVLG
CGIGAFLMRGAGCTWNDISDRNIDGEVARTRSRPIPSGQVTLAQAVFWMVVQALAAFLILITFNMNAILMGVGSLALVAI
YPFAKRFTWWPQIFLGLAFNWGAMLAWVAHTGSLTLAPVLLYLAGIAWTVFYDTIYAHQDKEDDALIGVKSTARLFAEDT
PLRLRQFLLGSAALMVLAALLALLRPVGGAAAFMGLAGALGFALHMAWQLSQLDTGDNDRCLSLFRSNRDAGLIPVLCFG
LAILA
>ANB39451.1 hypothetical protein A6024_16955 [Rhodovulum sulfidophilum]SNK001
MDRTEFILVTSVMLFVAFALGWVACWLVRRLGRTTTADMGELDRMAHALHEAEEARDQAMGYLEQREAELTNQLNQTEAE
LNAAMDGLQHSRQEAEELRAYIERINAR
>ANB39452.1 hypothetical protein A6024_16960 [Rhodovulum sulfidophilum]SNK001
MIFGIDIYLFLAAVGVALVAGVVKGAVGFALPMILISGLSSFLPAELALAGLVLATLLTNLAQALRQGGAAAWASVMRYR
LLIGCVVLAICVSAPLVPVLSDRVLYLLIGVPITIFTVSQLAGRHLILPARHRGRAEIAMGLTGGFFGGISGVWGPPVIA
YLLSFNTEKTEMIRVQGVVFLIGSVMLLFAHLGSGVLNAQSLPFSAALVLPAAIGMWAGLRLQDRLDPVRFRRATLVVLA
VAGLNLIRKGLMG
>ANB39453.1 acyl-CoA dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPHDGQDRPAETALLADLLTLTEAALGPVEAVTEAARTALAARVTEEGRVSGRLVEAEQHAAHGLAWLATYARALRQMRG
WADRLTEQGKFGEIEQLILQIAFGEYLAQIAGGIPMSQGEIVRLPELGVSSEAHHAFHSDAVSALIRGGNTPAARARLVA
LMREQVANVTLGATGLDDELEMIREQFRRFALDRVEPNAHDWHLNDTLIPMEIIEEMAELGVFGLTIPEEFGGFGLSKAS
MCVVSEELSRGYIGVGSLGTRSEIAAELILCGGTDEQKAHWLPKIASGEILPTAVFTEPNTGSDLGALRTRAVKAGETYE
VTGNKTWITHAARAHVMTLLARTDPETTDYKGLSMFLAEKTPGTEDAPFPSPGMTGGEIEVLGYRGMKEYELGFDRFEVP
AGNLLGGVEGQGFKQLMQTFESARIQTAARAIGVAQSALDVSMRYAEDRKQFGKPLIAFPRVADKLAMMAVEIMVARQLT
YFAAWEKDHDRRCDLEAGMAKLLGARVAWAAADNGLQIHGGNGFALEYTISRILCDARILNIFEGAAEIQAQVIARRVLG
>ANB39454.1 hypothetical protein A6024_16970 [Rhodovulum sulfidophilum]SNK001
MTDRARAIFDAVLPARLPEPVPFSADAPSNIALSKYWGKRDAGLNLPLNSSLSISLGEWGTTTRVGPAEDGTDAVWLNGE
RLAPETGFARKVVAFADRFRRGQALPLHVRTENTIPTAAGLASSASGFAALTRALAGSFGLDLAEDRLSMLARFGSGSAT
RSLWHGFVRWDRGAREDGTDSFARPLPEIWPDFRIAIIRVDTGPKSQSSRDGMGHTVATSPLFGQWPAQAEADCAANEAA
IEARDFLRLGALTEANALAMHATMIAARPALCYLKPESWQVLDRLWAARRDGLEAYATMDAGANVKLIFLENSTPAIAEL
FPDAAIVEPFGPAAQR
>ANB39455.1 hypothetical protein A6024_16975 [Rhodovulum sulfidophilum]SNK001
MITGEHAVVYGHPAIVAAIEQRIAIEVSPLPERRLEIVSEIAEPASVELDRMEVGGPYRFVLAAAARFAGRLPCGARLEI
RSEIDPTLGLGSSAAVTVAALGAFARLSGAPTGDLHADALAVVRRIQGRGSGADLAASLMGGMTAYCLGPGMLSGTPPGD
ARARIEPLPMPPALALRYAGYKTPTAEVLARIARAMEGREAEFAALYDRMGECASAAIAAARAQDWTGFGAALARYQGQM
AELGVSDETLDRIIADARAMPGLLAAKISGSGLGDCVLALGARPEGFTPVVVAEEGLVIDD
>ANB39456.1 hypothetical protein A6024_16980 [Rhodovulum sulfidophilum]SNK001
MSAEPVPATLPEDASRAHAPGKIILSGEHAVVYGAPALAVAVAIYTEVWFRPIHPSDGLKTVFEQVSQGAFYPLSRLGHF
KQSLDRRFDSFLRGELKVQQILQRPDDLIVYTLMSLAQRLPMPGKSPGHCLPVPGQLGGTSALPLGAGMGSSASIIAATM
VLYETLLDRLHSTEERFEWVRFCERLQHGKGGAIDAAAVTHGGAVRVQGDSRHAPAIAPGHGIWRGDGWYWVLHGKPDSS
TGECVAAVREAHGDDQALWQGFEACTDAFQAALETDSSPLESLRENHRLLRRIGVVPEAAARFVEEVELAGGAAKICGAG
SIRGDHGGVILVHQPDAPAMARLMEGHPDLRWAPLHVAPAGAAFGAPQ
>ANB39457.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTTLARYITALNRGLFGLAKWLVYAIVALMLWEVVQRYFLSHPTSWAPELATLVFGPFFLLGGPYMLHTGGHVAVDILSS
RASGGMARALHLAGLALAAAFGLILLWFSLPLVLQSISYGETSYSAWNPVVWPAKAFLPLAAGLLVLQALADAILAFGAE
DAA
>ANB39458.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTNTTRRRMVQLGAAALAVPAFLRTGAARADGVTRWRMQALWGGGTTPMRYEEKFCARVAELTGGAFEITPFSGGQIVPS
AQAFDAVRGGAFEMMKTFDGYTAGKIPAHGFSSTVPFGFPEADQYEAWFYERDGLELARESYAPAGLTYIAPTVYGEEPI
HSRVEIRRIADMNGLKGRFVGLASAVMARFGVSVSPLPTSEVYSALDKGLIDIADRGDIKANYEEGLHEVAPFLILPGVH
QPTTATSYVANTRAYEALDDQKKAALAVAAREISGTLRQNIIVSNGEYLAKFEEAGVEILTLDPEDVVEARGRAIEYWSE
AATDDLSRRMMESQIALMKELRLL
>ANB39459.1 3-hydroxy-3-methylglutaryl-CoA reductase [Rhodovulum sulfidophilum]SNK001
MTDSASEPEASVLSRIEGLRDKSPAERHAAVAAAAGLAPDALEALSDRPALSVSRADGMIENAIGTFELPLGVATNFTVN
GRDYLVPMAVEEPSVVAAASYMAKLARAGGGFTASSTAPIMRAQIQILGLGDPFGARALLLAHRDELIALANSRDSMLVE
LGGGCKDIEIEVFATSPIGPMTVMHLLVDVRDSMGANAVNSMAERLAPRVEEISGGQVRLRILSNLADRRVVTASVRVPA
EALSTKAHDGADVARRIVEACALALIDPYRAATHNKGIMNGIDPVVLATGNDWRAIEAGAHAYAARSGRYTSLSTWEIGA
GGALVGTLELPMALGIVGGATRTHPAAQAALKLMGIGSAQELAEVTAAVGLAQNMAALRALATEGIQRGHMALHARNIAI
TAGATGGEVDRVAKAMVAAGDVSVAHARLVLKGA
>ANB39460.1 hypothetical protein A6024_17005 [Rhodovulum sulfidophilum]SNK001
MSTLSNLSTAQIAALTTATIASLTSSDIASISSAQMGAMSTAQIGALTPSAIRGIGSVQASGLSTAQMANFSTDQIRQLS
SRAINGLTTDSIVALTTAQAAELSSRQISALSSTQVAAMQTADLVTLSTVAMRGLGSSQVAGLSTAQVAALTTAQAGVMS
SVTLSGLSSTQMAALTTAQVGALSSLAIRGLTSTQTEGLTTAQLARLSTGQIRALGSSAMAGLGTANIVALSTAQAAEIS
STQVAALSSTQIAAMQTADLVALSTMAMRGLGSTQVAGLSTAQVAALTTAQAAVMSSRTLSGLSSTQMAALTTAQVDALG
SLAIRGLTSTQTAGLTTAQLARLSTDQIRALGSSAMAGLGTANIVALSTAQTAELSSTQIAALSSTQVAAMQTADLVTVS
TASMRGFGGDQIEGLSTAQVAAFTTAQAAVMSSTLLGGLSSIQLGALTTAQVDALGSIAIRGLTSTQTAGLTTAQLARLS
TDQIRALGSSAMAGLGTANIVALSTAQAAELSSTQIAALSSTQVAAMETGDLVRLSTLAVKGLGSEQVGGLTTAQVAALT
TAQAAVLSDTALGGLSSTQMAAMTTAQIGALSSRAIRGLGATQTAGLTTAQLAGLSTDQIKGLGVSAIEGLGTANIVAIS
TAQAAELSSLQIRALSSTQMAAMETADLVRLSTAAIRGFSGDQIDGLTTAQVAAITTAQTAVLSRAMLGELSSTQMAALT
TAQIDALSTLAMKGLGATQTEGLTTAQLVRLSTDQIRVLGSSAISGLGTTNIVAISTAQAAELSSTQVGALSSTQVAAME
TADLVRLGTSAMRGLGVDQVAGLTTAQVAALTTTQAAVMSNITLSGFSSAQMAAMTTAQVGSLSTRSLRGLSSTQTEGLT
TAQMAALSTDQIRSLGGSAMSGLGTASIVALSTAQAGELSSIQIAGLGSTQIAAMETADLVRLDTSAIRGFGADQVAGLT
TAQMAAITTAQSAGLSSAVLGNLSSTQLAAMTTAQIGALSTRAINGLGATQTAGLTTAQMAALSTDQIRRLGVSAIEGLG
TASIVALSTAQAAELSSVQIRGISSVQMAAMETADLVRLDTSAIRGLTSEGISGLTSAQAAALTTAQVTALSTLQIGNIS
TSSIGGFGTASIQAFTTRQMGGFNSQQIAALSTTQVAALQTDDIAALSDTQTEAFTSTQLAAMSTAQLNALFL
>ANB39461.1 SAM-dependent methyltransferase [Rhodovulum sulfidophilum]SNK001
MDSLTLATDDATSSLKTVLHVGCGMADPAKLPTDAFPAESWRELRLDIDASVMPDIVASITDMQALSEGAVDAVWSSHNL
EHLRAHEVPLALSEFFRVLRPGGFALMTMPDLQRVAALVAQGLLEEPAYISSAGPIAPIDILYGYRPSIEGGNDFMAHRT
GFTVGSLSAHLIRTGFVDVQVESDGRFALWARGVRPA
>ANB39462.1 secretion protein HlyD [Rhodovulum sulfidophilum]SNK001
MSPVARDALPFQPPLVQVRDAPLPWLLRLWPFGSAALLVALVTLAAFVPIDVVVTAEGRIVTDDPPVVLKPLGSAVLDRL
LVHPGDAVEPGQLLARLDARDPATDVAVLAAERAALEAEIARIEAELGDRPLTGEGEEFALQARIQRERAAAEAAQRDQL
VSALAQIDSGIEAALEGVPALAEAVATAREIETMHETLLARQSGTRLAVNQARLLRLDAETDSRENMARLLSLRQERETA
AARLAAFESDLRQSRLEDLAGLRPRLAVIERQLSQATDRARLYDLRAPQAGVVLSVAEGGPGSLMTMADPVVVIAPTGGA
MHAEIGLLSRDVGLVHPGDPARIKVDAFPWRRHGLIAGRLSDVAPSSSLPSGGGPARHAARVAFDVDAALPEGLMPGMTL
TTDIATGHRTLLTYFLDPVLNGLSESLREPRS
>ANB39463.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MSAQDSQLSETLALDTPQLSTLRGAFLIAAHNGIVLSPDELPDLGGGDLAPGLMDLFAAKGLRCRLIERAGWRLASRLGQ
GLPVLAEVEQGRWIVLVHAGLVEKLRNAAILDPRHEAEGVRNMPWEEFARRWTGRLILIGRPDAAAAESRAFGLRWFLPA
LRRERGLFAGVAVAVVTGNLIAFSLPLLLQVMIDRVIAHQAWYTLMSVTAVYVVLVLFDAGFGYIRQRLSQIAGGRIDAD
IGSQSVAHLLRLPMTVFETTPAGVLTRNIQQTDKIRHFLTGRLLQTLLDAALLPLLLTTLALLSGTLTLIITLYAVVIAG
CIGLMLPILQSRLNALYGVEAERQALLVETLHNMRAVKSLAVEPARQRLWEDSLAQSVLRQWDLGRVSALTGTLTGLLER
MMQVTVVAVGVGLALQGALTVGTLVAILLLSGRVSGPLVQIVGLINEWQEAALSIRMLRKIMDHPPERQDDDKLAQPMLS
GTLELREVGFAYPGAATPALDRVSFAVAPGQVVGIVGRSGSGKTTLTRLIQGIETPQQGLILFDGIDIRNIALAALRRQV
GIVLQDNLLFRGTVRDNIAVAVPGAPLEAVLRAATMAGADEFIRRLPKGFDTMVEEGGANLSGGQRQRIAIARALLADPR
ILILDEATSALDPESEALVNRNLTAIAHGRTMIVVSHRLSSLVRADQIMVLDQGRLLDMAPHETLLARCETYAALWRQQT
EHIA
>ANB39464.1 sodium:alanine symporter [Rhodovulum sulfidophilum]SNK001
MTDFLNAVSSFVWGAPVLVLLLGTGLYLCIGLRFLPQRKLGYGIRMMLEGRKKGEGHEGEITPFQALTTALSATIGTGNI
AGVATAIFLGGPGAVFWMWLTALVGMATKYAEAVLAVHYREVDAKGRYVGGPMYYIKNGLGPRFAWLAWMFAFFATIAAF
GIGNTVQANSVADAVETTFGVPHLWTGIALAALTFVVIVGGVKRIGAVAEWLVPLMAVLYIIGALTILALNFQQVPGAIA
LIFDSAFNGAAATGGFAGAAVMAAIRFGVARGIFSNEAGLGSAPIAHAAALTDDPVRQGNVAMLGTFIDTILVCSMTALV
IITTGVWSSGETGAALSALAFNTGLPGGDLIVSFGLIVFAFTTILGWSYYGERAAEYLFGPKVILPFRLLWVAGILIGAV
ANLGVIWIVADIMNALMAIPNLIALIALSGTVFAVSRAYWRKQAE
>ANB39465.1 U32 family peptidase [Rhodovulum sulfidophilum]SNK001
MEVSPMAAELTLGPNLFHWPAEMKLDFYNRIADESPVSTVYLGEVICSKRTPFFDDHHMDKVAERLERAGKKVVFSSFSE
VVIKRERNLLRQWAEQEGRDLEVNNTAALLYLKNKPHRIGALLNVYNEDTMAYLHEQGANHFALLPELPRKAVAELGKKA
GELGVGVEVQVFGRASLALSARCYHARAHARTKDNCQFVCGEDCDGMILNTMDEKPFLVVNGIQTLSYGYLDLLPDIADM
KALGVTHFRVMPHSCDMIAVTRLFDDVLAERIGVEEGEAKLRELGIEAPFVNGFYHGKAGHDWTARAAAELA
>ANB39466.1 protease [Rhodovulum sulfidophilum]SNK001
MIKPELICPAGTPAALRSAVDAGADAVYCGYQNATNARNFVGLNFTPEEMEKSIKYAHDGGTKVLITLNTFPPAGNVQLW
KDAADLSAKLGADACIVADIAVAAYIQKTHPQMRIHLSVQAAASSPEAIRYYVQEFGVKRIVLPRIMTVSEIKGLVQEIP
CEVETFIFGNHGLMVEGRCSLTNYVTGQSTNMDGACSPASCVKYERAEDGSMSTILGDYMIDRFKPDETAGYPTICKGRY
KCDARDDGYYAFEEPVSLNASTMLPDLINAGVHAFKIEGRQRSRAYVKKVVAAFREAVDSIMAGQEPKLADLVALTEGQK
HTEGALKTKKWR
>ANB39467.1 hypothetical protein A6024_17050 [Rhodovulum sulfidophilum]SNK001
MRLSICLAALAATAALAACVPVDTRPHPILTDRGNRVQPTGNPGEFEVLTRPGDAGAQLWCAAGEYAESQTDARPSDRIY
LVHPRGPSASHPGRKSAIFTVRPDAELLAQARALPDQIVLGVSKVGSNWARIHAQQVCRPLFNLPD
>ANB39468.1 RNA polymerase sigma factor RpoD [Rhodovulum sulfidophilum]SNK001
MAAKDTDDSKTDEQDADLALDMSQAAVKKMIAEAKERGYITYDQLNQVLPPEQVSSEQIEDVMSMLSEMGINIIEAEESA
EEGEEKSTEVVTTTSTSREVAVSSTTSETLDRTDDPVRMYLREMGSVELLSREGEIAIAKRIEAGRNTMIAGLCESPLTF
QAITIWRDELLNEDILLRDVIDLDATFGRALEEDEGDEPVVDGIEVETSNTTARKEDDSPELDADGNPIRRDDEDDEEEQ
ANMSLAAMEAALKPRVLETLDQIAGDYSKLSEIQDKRIQATLSKTSRFSDRDEAEYQKLRTEIVLLVNELHLHNNRIEAL
IDQLYGINRKIMSIDSALVKLADQARINRREFIEEYRGHELDPNWMEQMARKGGRGWSAFTERSGAKVAELRADMAQVGQ
YVGVDIQEFRRIVNQVQKGEKEARQAKKEMVEANLRLVISIAKKYTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFST
YATWWIRQAITRSIADQARTIRIPVHMIETINKLVRTGRQMLHEIGREPTPEELAEKLQMPLEKVRKVMKIAKEPISLET
PIGDEEDSQLGDFIEDKNAVLPLDSAIQENLKETTTRVLASLTPREERVLRMRFGIGMNTDHTLEEVGQQFSVTRERIRQ
IEAKALRKLKHPSRSRKLRSFLDQ
>ANB39469.1 hypothetical protein A6024_17070 [Rhodovulum sulfidophilum]SNK001
MDAGMPDELATLKVSQIRRVIGLAVLVMLAGLLIQIGVMRPPEGIGYRVLLLALGAGALTLAELMRRATARRLILTPAGL
FDDAGREIARIDRISGLDRGMLAFKPSNGFSLSLTEPLPRAWAPGVWWRLGRRVGVGGVTSAGEAKAMAEILTALLQTRG
ERS
>ANB39470.1 hypothetical protein A6024_17075 [Rhodovulum sulfidophilum]SNK001
MTDKSSEKPAQLLDDPTPFSNRMNWPLLSSSNSKTELKTDDPTPLSSQLRWPLLSGRKSQVELTTGSTPISDMMKWPLLS
SKSTMFDTELPSAKGGNSKSTGDSPVSKFIRGIVTGEPQK
>ANB39471.1 hypothetical protein A6024_17085 [Rhodovulum sulfidophilum]SNK001
MARLPLCLAAAVLPMLAACAEFPEIDAAERAAAGPTLAPEIAPIDPLLARAHSLRDSSASPDSLESRAARLRARAARLRA
RDI
>ANB39472.1 homoserine dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTTPLRLGIAGLGTVGAGVVKIVQSHAGLLARRGGRPLVISAVSARSRGKDRGVDLSDYAWEDDPVALARRDDVDVLVEL
MGGSDGPAKAATEAALATGKDVVTANKAMLAIHGQALAETAEAAGRVIRFEAAVAGGIPVVKALTEGLAGNRIDRIMGVM
NGTCNYILTRMEREGLPYETVFEEAQALGYLEADPTLDVGGIDAGHKLALLTAIGFGARVDFDAVELEGIERISIVDIRY
AADMGFRIKLLGVAQTTGRGLEQRMSPCLVPANSPLGQLEGATNMVVLEGDAVGQIVLRGAGAGEGPTASAVMSDILDIA
RGFRVPTFGQPAAGLETARPARATVAAPYYLRIELQDKPGAMAKVAAVLGEAGVSIDRMRQTRHSETTAPVLFVTHKTTS
DALDQALKGFAATGVVVGEPVSIRIEDV
>ANB39473.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKDIRPAQKDAYELILEAIDVGVYRPGDRLVESELAERFGVSRTPIREALQRLETQSLLSRDGRSLIVSSLTHDQMAELY
VVRAELEGLAARLASRHATAEEIRVLRSMVEDDFKLLNDPAALARANRRFHKQIHLASHNRYLVQQLDLVHRTMALMATT
SLAVDGRGRDALSEHDALVCAIEAGDGDAAYDALKRHISIAFETRLRHDADAMLAEG
>ANB39474.1 HAD family hydrolase [Rhodovulum sulfidophilum]SNK001
MMVKDLSNLGGWVFDLDNTLYPPEARLFELIEQRMTGYVMSTLGVGEDEANRLRKSYWARFGTTLTGLMELHGVEPGPYM
THVHDIALDRLSPDPELRARIAALPGRKIVHTNGSAPYAERVLAARGLDGIFDAVFGVEDAGYVPKPRRESFETIAALGG
IIPGEAAIFEDDARNLAAPHEMGMRTVHVAPAPEAAPHIHHHTTDLTVFLGRLQGLSSALP
>ANB39475.1 hypothetical protein A6024_17110 [Rhodovulum sulfidophilum]SNK001
MSSETSEAPVAETPRWLRIVYTLPVIGWVLKDVNEGDADNIWYLLGGFGCLWIVAILQWGVLGLYLPAVAATWVCLGMLI
WISRG
>ANB39476.1 2-octaprenyl-6-methoxyphenyl hydroxylase [Rhodovulum sulfidophilum]SNK001
MTRISTDILISGGGVAGLTAAALFGSEGYSVLCVDPAAPVTEESAEGADLRTTAFLQPSLQVLKTAGLWDRLAPFATDLQ
VMRIVDAGGKIPSPRVTRNFNARDVSDLPFGWNLPNWLLRREMVRRLEDLPNVDFRPGTGTASVLTRDSAALADLSDGTR
VSARLLIGADGRNSPVREALGIGVRTMRYGQKALAFAVTHPEPHGNVSTEIHRSGGPFTLVPLPDRDGRPCSAIVWMERG
PEALRLAALPEAEFNAEMTARSGAIYGPLRLETRRTVWPIISQVAHRMSGERTALIAEAAHVMPPIGAQGLNMSLADLRV
LLDLCRAAPNRIGEEAMLDLYHRRRHPEVLARVTGIDLLNRASMQSAQPLRDLRAAGVASLYALKPIRKTLMRLGMGTGA
>ANB39477.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MIELDETDRRILRALSEDATQSAGALGRRFGLSQPACWRRIRRLEEAGAIAGRRVDLDAEALGFSVSVFLGVKLATKGRV
GLEQFECAVTAIPEVQTVQHVLGLFDYRLKVVARDLPDFERVLRRRIMTLPGVGNVEANVILSEERLPGPLG
>ANB39478.1 AsnC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTIPIDDADRRLLRYLQAEPSLSTADLAERAGLTAATCWRRLEKLRAKGVLRGIRAVIDWRALGYSVEVSLRFSLDKTDP
RAFDEFIAAARLVPEVREIQSFLGRVDVRLNILARDMAHYQELYRTRILTLPHIADIEALMHVADIKRAEALPL
>ANB39479.1 ketol-acid reductoisomerase [Rhodovulum sulfidophilum]SNK001
MRVYYDRDCDINLIKDKKVAILGYGSQGHAHALNLRDSGAKNIVVALREGSASAKKAEAEGLQVMGIAEAAAWCDLIMFT
MPDELQAETYKKYVHDNLKEGAAIAFAHGLNVHFGLIEPKPGVDVIMMAPKGPGHTVRGEYVKGGGVPCLVAVANDATGK
ALELGLSYCSAIGGGRSGIIETSFKEECETDLFGEQAVLCGGLVELIRMGFETLVEAGYAPEMAYFECLHEVKLIVDLIY
EGGIANMNYSISNTAEYGEYVSGPRVLPYDETKARMKAVLNDIQSGVFVRNWMQECAVGQPSFKATRRNNDAHRIEQVGE
KLRDMMPWITAGKMVDKSKN
>ANB39480.1 hypothetical protein A6024_17135 [Rhodovulum sulfidophilum]SNK001
MRISVFDGLRGYFLIVMTMVHMSSECHTKIGALRIEDFGWVDSAHGFVFLSGLVVGIVYGRRLIRQSRSAMTSSLMRRLM
TIYGYHAILLAAITLIVVTFYRPPSTFDTHWGENPLLVSLFAFLLLDSPRYLGILPMYATFVLATPIILIQLQKQRYALV
LVSSLALWTVAQTGLPTHLLQAIDVASGLKQQDIAVGLYFDRFAWQILYVGGLVLGMLIAQEKLSLNILHSPEYRAIFLV
CVTTAIAFAISAIRLRLFDAVPRTSFFGELSYNRSHFSALRLINFIVDLYIITWLLAAGTGDRNPAVQAAARGLRWLASF
RPLVFLGQHSLQVFSFHVFLVYAAMFADISEAPRLLREIVVLASPVCLLLPAYLHARYRDRSQRLRLSRAKP
>ANB39481.1 phosphoglucosamine mutase [Rhodovulum sulfidophilum]SNK001
MSRQIFGTDGVRGRANSHPMTPDMALRLGQAAGRYFRTDGLNRHRVVIGKDTRRSGYMLENALTAGLTSTGMNVLLLGPV
PTPAVGFLTQSMRADLGIMISASHNPHEDNGIKFFGPSGFKLSDEAEAEIEAILEAEIALCQPANIGSAKRIDDGLWRYG
EFLKTTFPRGLRLDGLKVVVDCANGAAYRVAPSVLWELGAEVVSMGAEPNGLNINRNCGSTHTDIAAAAVVAHGADLGIC
LDGDADRVMIIDETGAVADGDQVMALLAERWAAQGRLRHGTLVATVMSNLGLERHLAGQGLKLERTAVGDRYVVEAMRKG
GWNLGGEQSGHIVMTDYCTTGDGLLAGLQFLAAMVETGRPASDLARRFERVPQLLKNVRYAAGADPLGTASVQDAIAAAE
KRLDGHGRLLIRKSGTEPLIRVMAECEDDAQLIEVVGRVVEAVEQVA
>ANB39482.1 dihydropteroate synthase [Rhodovulum sulfidophilum]SNK001
MTSYYRPIVQTDPARPSEALTLAGGWGWFAMAEMLERDEPPRLVPARAIPEDWRIALTAPRPAIAGLTMDRPRLMGILNV
TPDSFSDGGQHDRPETALAHGQALAVDADILDIGGESTRPGSADVSVPEEIARTAPVIAALRSAGVSRPISIDTRKAAVA
EAALAAGADMVNDVAALGFDPDLAGATARAGAAVCLMHAQGDPATMQDDPHYDHVLLDVYDFLVERVRAALASGIPASRI
VVDPGIGFGKTLAHNLALLRGISLFHGLGCPVLLGASRKRFIGAIGGAETAAARGPGSVAVALAAIAQGVQFVRVHDAAE
TRQAMRLDAAVKGLELGHE
>ANB39483.1 hypothetical protein A6024_17155 [Rhodovulum sulfidophilum]SNK001
MGRVSIRVAGIAAATALLLVAPAGQSEMTGSQSNDPTAVLGDNLARLLGAERAGLQRLGQRRINRLSTSPAVRDARRYDP
KWLDAQPVAKGGEAWTCLSEALYFEARGETVKGQFAVAEVILNRVASPLYPDSVCGVVHQGTGKLNRCQFSYTCDGRAEH
ISDQRTYRRMGKIARMMLDGAPRALTGGATHYHNRSVDPGWARRFPRTASIGQHLFYRRPAAVAAN
>ANB39484.1 pyruvate, phosphate dikinase [Rhodovulum sulfidophilum]SNK001
MRKLTDIVDFTEITPDAAIAADRHGGRAKCLQRLVRIDLPVPRTVALSFEAVHRIALGQMPDAEALLAVFGAAPLVSVRP
SSADPDWGGPASILNIGMNDARHAALCKTHGAAAANALYLRFIQAYAIHVARLDPDLFESEDYSAEAVAAALAAYAEETE
EPFPQDPVRQLLEVLRSMARAWEGTTARLLRQAKGAPAEAGLGLVVQQMALGLGPEESGSGVIQFVDGVTGQRRITGRYL
GQSQGRDAVSRQKQALFLTRDPRGPALEDRCPELFARLKRYGDTCRINLCEEMQIEFTIEAGRLWVLDAVRVQRSARSAV
RIAVMLADEGIIAREDALARIEPRAVSELLHSQVDPTGRRQVIAQGIAASPGAAVGRLVFGSAAAQASAARGEPCILVRR
ETTPEDIRGMHVAAGVMTERGGMTSHAAVIARGLGVPCVVGVSDMRLNRRDGVLITADGRKLHEGDIVTLDGTNGQALLG
EAKMLPPALDDAFHALMGWAEAACDIGIRANADTPADAETARRFGADGIGLCRTEHMFFEHDRLTVMHEMIFAAGPEDRG
TVLERLLPMQRGDFIRLFEIMQGLPVCIRLFDPPLHEFLPQSREGIRELAEALGLPVSDVTRRIQALSEFNPMLGMRGVR
LGIAVPEIYDMQARAIFEATIEASRKGWPIVPEIMIPLVSAMREVELVKTRIDSLAAAVRTERGADFAYRLGVMVETPRA
ALRAGDIAQHAAFLSFGTNDLTQMTYGLSRDDAGRFMGSYVKQGVFAEDPFHVLDTEGVGELLSIGADRGRLARPEIVLS
ICGEHGGNADSIAFCREAGFDYVSCSPFRVPVARLAAAQLALGAALRPKHGRY
>ANB39485.1 glycine--tRNA ligase subunit beta [Rhodovulum sulfidophilum]SNK001
MPDLLIELFSEEIPARMQAGAREALRQRVTDGLVEAGLTYGHARAYSTPRRLVLAVEGLSPRSPDLKEERKGPRVDAPEK
ALEGFLRSTGLTKDRLEARDDKKGRVWVAVIDKPGREAAAIVAEVLEATIRNFPWPKSMRWGAGSLRWVRPLHSILCLLT
TEAGAEVVPLDIDGIRAGDTTRGHRFMAPEPFRVTGFEDYAVRLKRARVMLDQDERADQIWHDATNAAFAQGLEVVEDKG
LLTEVAGLVEWPVVLMGAIGEAFLDLPPEVLQTSMKEHQKFFSVRDPKTGRIVRFVTVANRETADNGETILKGNGKVLSA
RLSDAAFFWGNDLAVAKTGMEDWREALTHVTFQSALGSQADKIGRVAALAREIAPKVGADPDLTEQAAKVAKLDLASQMV
YEFPELQGLMGRYYAAAAGLPAEVAEACALHYKPLGPSDEVPTAPVSVAVALADKIDTLTGFWAIDEKPTGSKDPFALRR
AALGVIRLVLVNRIRGNLSEMMFRALGPNVGHVLASRQYEGLHEAFAVLGGKVQDEKLLIEFADQVDKAIWSQARLDSPP
SEDRPDVRLGFELTEDLLSFFHDRLKVHLRAEGIRHDVIDACLAMPGNDDLTLLVRRAEALQAVIGTEDGENLVQGFKRA
NNILSQAEEKDGVEYSFGADRKFSDDPAEQALFDALDAAEAAIGPAMEAEDFAKAMAAMAALRAPIDAFFEAVQVNSDNE
IIRRNRLNLLHRIRATCGSVADLTRIDG
>ANB39486.1 glycine--tRNA ligase subunit alpha [Rhodovulum sulfidophilum]SNK001
MSDGKPRSFQEIILRLQTYWASKGCAILQPYDMEVGAGTFHPATTLRSLGTRPWAAAYVQPSRRPTDGRYGENPNRMQHY
YQYQVLIKPSPPDLQELYLGSLAAIGIDFDYHDIRFVEDDWESPTLGAWGLGWEVWCDGMEVSQFTYFQQVGGHDCHPVS
GELTYGLERLAMYVLGIDHVMDMPFNDPDAPIALKYGDVFRQTEEEYSRWNFDVADTDKLLHFFEAAEAECARILDQPAE
DPRSGKRIIMVHPAYDQCIKASHFFNLLDARGVISVTERQAYIGRVRALAKRCADAFVETKAGGWTGDAPEAAN
>ANB39487.1 hypothetical protein A6024_17175 [Rhodovulum sulfidophilum]SNK001
MMRFLATIAFVLLAAMPAAAQDRAWVQVEAHPTLRETEERARAYAATLKDVGAYRLNSGWYSIAVGPYSPPVAEAELARY
KAAGLVPADTFIADGASYERRVWPAGARMQDPASETVTAPPTQPDPATAAPAAAAPVALPDETPLEARRSESRLDRQARM
EIQTALKWEGVYSSTIDAAFGPGTRRAMADWQSAQGYEPTGVLTSRQRAELVDGYRAQIARLGMTPVDEPEAGIRIEMPM
GLVRFDRYEPPFVHYASRGDSGVTALLISERGDQSTLFGLYDIMQTLEIVPLEGPRERSSRSFTLIGKNDRLQSHTYAQL
TGGMVKGFSLIWTPSADPKLMQRAVAMMKDSLDSVPNVSLDETLGEATAEQRADMLSGLEVRKPDATHSGFFVDPEGAVL
TTTNGLDSCRRITIGPELEVTLAATDAAQGLALLRPGRTLAPIGFAEFAPGVPRLRSDIAVAGFSYGEVLDLPVLTYGVL
ADLKGLSGEENVERLELDALPGDTGGPVLDASGAVLGMLLAASGGARQLPEQVRYAADASAVGAFLTANGIEPRTSSATG
ALPPAELSRRAADMTVPVSCWN
>ANB39488.1 potassium transporter TrkH [Rhodovulum sulfidophilum]SNK001
MLDLRPVGYVIGLLVAVLGATMLFPMALDLWDGNPNWSAFLESALLTGLTGGLVALSCASGSDGGLSIRQTFLLTSAVWL
ALPLFAGIPFVLGLPEARPVDAFFEAMSGLTTTGATVFTGLDTLPRGTLLWRSMLQWFGGIGIIVVAMVFLPELKVGGMQ
IFRSEAFETSGKVLPRAVEIAAQISGIYLFLTVACMLCFVVVGMPLFDALNHALTTMSTGGFSTHDASFSLYQGVPEYVA
SVFMVLASLPFVRYVQLLAGQARPILRDSQIWTYLGVIAAFVLIIAAFRVIANGDHYEHAFREGVFNVTSIISGTGFSST
DYQLWGALPVILFFFIGLIGGCAGSTACSIKIFRYQLLFSAIRVQIKSIHAPHGMFQPRYDGRRVDEDVLSSVMSFFVYF
VVALGVVSVLLGATGLDATTALSGAATTLGNIGPGLGDKIGPSGNFAGLNDIAKWILSMAMFVGRLELLVVFAIFTVQFW
RA
>ANB39489.1 GTP cyclohydrolase FolE2 [Rhodovulum sulfidophilum]SNK001
MNVFNRDIDREPTRAEAERALALLRDWAGAASDGEIETLDPALSALCPGRAVSDYPTLSRTYPDGFEADDAYKASLPDLQ
NGPASLIRGARRQIQHVGISNFRLPIRFHTRENGDLTLETSVTGTVSLEAEKKGINMSRIMRSFYAHAERTFSFQVIEAA
LASYKADLDSFDARIMMCFSFPMKMRSLRSGLDGFQYYDFALELVETAGVPLKIMHLDYVYSSTCPCSLELSEHARRERG
QLATPHSQRSVARISVALEPGGDCLWFEDLIDLCRKAVPTETQVMVKREDEQAFAELNAANPIFVEDAARLFAEALLTDP
RIGDFRVIASHQESLHSHDAVSVLTEGATFAADSLDPKLFSTLVHGR
>ANB39490.1 O-succinylhomoserine sulfhydrylase [Rhodovulum sulfidophilum]SNK001
MERDWTKRTRAVHEGARRSQYAELSEALFLTQGFDYPSAEAAEARFEKAERDEFIYARYGNPTVAIFEDRLAMIEGAEDA
FACASGMAAVNGALMALLKAGDRVVAARALFGSCIYILEEVLGRFGVEVVLVDGTDLEAWRRAVMPGTAAVFFEMVSNPV
LEVIDLPAVAEIAHAAGAKVIVDNVFATPVFSRAFEQGADLVVYSATKHIDGQGRCLGGAILGPREVIRGPVQTYMKHSG
GAISPFNAWIMLKGLETLDLRVRAQAAGARLIAEALENDPRFARVIYPGLASHPGHALFPEGGTLLALDLAGGKEAAFRL
LNGLDIWRLSNNLGDAKSIVTHPATTTHQSLSDETRAALGIGPGLLRLSVGLEDPADLLADLRAALDRI
>ANB39491.1 hypothetical protein A6024_17195 [Rhodovulum sulfidophilum]SNK001
MPLIQVNAAGERPEPQGGEVRLGPLLDRALEGLAPRAPIAVLIHGLKFSLSDPAQSPHRHILALEPEDRCWKAVSWPRAL
GFTGQGRAEGLCIAFGWEAGRNVWRAYDEAPRAGLALARLIEAVRARAPGRQVDLLAHSLGARVALSAMGALGEAAVGHA
VLMAPAEFASAARPALCSAAGRQARVLNVTSGENDLYDWLLERFVARRGGGPTLGRGLGRTEANWTDLRIDDADTLAALA
RLGHPVAPPERRICHWSPYARPGMLGLYAALIRGELPYDLLRARLPEAQAARWSRLLGLPRVELPLPFAGNAPS
>ANB39492.1 glutathione S-transferase [Rhodovulum sulfidophilum]SNK001
MTSEIDLYYWPTPNGWKISIALEEMELPYRLTLVDIGAGDQFKPDFLKIAPNNRMPAIIDPDGPDGAPVSIFESGAILQY
LARKTGRFCGRTERERISVDQWLMWQMGGLGPMAGQAHHFLKYAPSLEPPQDLPYAKDRYRSEVARLYGVLDRQLAQAEF
VAGDFFSIADMAIWPWASNWEGQEQSLDDNPHMARWLENVAARPGVQRGRALAAERKADLSTNRKAQAMLFRRG
>ANB39493.1 Intracellular septation protein A [Rhodovulum sulfidophilum]SNK001
MAEKRKINPGLKLALELGPIVAFFVAYLRLRDRTFTIAGTDYQGFVLATAGFIPLLLVTTAILWVLTRHVSKMQIATAVL
VVVFGGLTVWLNDERFFKMKPTAIYALFAAVLGFGLLRGKSYLQYVLDEAVPLERAGWMILTRRLMLFFVGLAVLNEAIW
RTMSTDAWVNFKTFGLTIAIFGFFMAQGRLFKRYGLEETGREG
>ANB39494.1 multidrug transporter [Rhodovulum sulfidophilum]SNK001
MTDWIASVEGTSAGHDLALILALSAAVLHAVFGALQKGRHDPWLSRGAIDFSYGFMAAPVALFVVPWPEPHMWPIFAGAF
AIHLAYKLAQGYTYTKGAYTVVYPVVRGTGPLFTVIGAWALFGEVFQPLQWLGVAVLLAGIYGLAVYNLRHWTTDRETLK
PALAFAVLTGGFVAAYTTFDAYGIRATADPFTFLAWFFFIDGLSTMPWLALMRWRQMAERPAPGPLMLRGVAGGLVAFMS
FGAVMMATRLDKVGEAAVLRETSTVFAALIGWLVLGEKVGPRRLALMALIAAGAVIVEMGG
>ANB39495.1 hypothetical protein A6024_17215 [Rhodovulum sulfidophilum]SNK001
MLDNLAEEFSNPFGGLPTEVAILRLVAAMTLGGLIGFERERRGKPAGLRTHMLIALAACLFTLIALRMIDAASMGDVTLR
IDPLRLIEAVTAGVAFLAAGAIITNRGGVRGLTTGAGMWLAGAIGLACGTGALPLAGLATLVALIVLEVVRLLE
>ANB39496.1 signal recognition particle-docking protein FtsY [Rhodovulum sulfidophilum]SNK001
MAFFSKLRQRLGKSSSKIEQGLEEIVRDGGREEEVASSAAARADETATAPVLPADPGPAESAPERPPEPTPAPEPAAPRE
QDRPTPLVLGAAEAVTHAPEPEPSPAPAPEPEPDPEPTPAPEEPVPTPEPEPAPEPVPMPDPEPVPAPVPYPEPLNIPPG
PSERPPEPPQEAPDWPGEVPPSVPDEIPADIPTELRSDPAPASSDAFREELTGAGDATGEEMGQETGQETGAGAPRRGFF
GRVFGRSEQKASEPKKTVIRRELDDAMLESLEELLISADMGVDTAMRVTANMAEGRFGKRLSVDEIKELLAQEIARIMEP
VARPMPLYPKKPQVVLVVGVNGSGKTTTIGKLASQFRDAGKSVIVAAGDTFRAAAVEQLQVWGERAGVPVMTAPQGADPA
SLAFDAMARAEAEGTDLLMIDTAGRLQNRQDLMQELAKIVRVIRKRDETAPHNTLLVLDATTGQNALSQVEIFRNLADVS
GLVMTKLDGTAKGGVLVALADKFGLPIHAIGLGEQIDDLAPFEPEDFANALAGLDE
>ANB39497.1 hypothetical protein A6024_17225 [Rhodovulum sulfidophilum]SNK001
MRRAPIAFLLAAALPALAAGLTAAEAAEPMSAAAFDRYATGKTLFYASGGRAYGAEQYLSGRRVIWTFLDGDCSEGVWFE
ADGQICFRYDHDPEDPQCWSFFKSGQGLMARFENDPDQTELIEVNQSREPLICSGPRVGA
>ANB39498.1 exodeoxyribonuclease VII large subunit [Rhodovulum sulfidophilum]SNK001
MSDLIDDDGPGGPNSPEFTVSEISGAVKRTVEGAFSHVRVRGEVGRVSLPRSGHIYLDLKDDRNVLASVIWKGTAQRLAT
RPEEGMEVIATGRLTTFGGQSRYQMVIEDIAPAGVGALMAMLEKRKAALAAEGLFAAERKRALPYLPRVIGVVTSPSGAV
IRDILHRLGDRFPRHVLIWPVAVQGAACAPEVARAIQGFNALPEGGAIPRPDLLIVARGGGSLEDLWGFNEEIVVRAAAA
SQIPLISAVGHETDTTLIDHAADRRAPTPTAAAEMAVPVRIELIAALDGLEARRSAALGRLLSQRRQRLADLARALPRPE
TLLNFAAQRLDRAADRLPAALSARVARERLRLSEAGAALRPASLRRRLAEERRRADERVARVAPALARLRRLRASELEKA
ARRVRPELLQRRVETGREALARLDARLRAALGAGFERRRARLEALERMRAGLSYRETLRRGFAVVRAGGQVVTSRAAAEQ
AGALEIEFRDGRLSTAGRPPRRSRKTDEPPEQGTLL
>ANB39499.1 hypothetical protein A6024_17235 [Rhodovulum sulfidophilum]SNK001
MNRPAIAFAPTAIPGTLLAASYRADLLETGFQRLGPDQRRAVQGELRELGLYAARIDGAFGPETEAALVRGADYLVWSSR
GAMRVDLGTPRGVAVYLRGLALGQVAA
>ANB39500.1 phosphoribosylamine--glycine ligase [Rhodovulum sulfidophilum]SNK001
MNILILGGGGREHALAWAILQNPKCDRLIVAPGNAGIAAIAECATLDIEDGGAVAAFAEENAVDFVVIGPEAPLAAGVAD
RLEAAGILCFGPSRAASALESSKSFTKAICDASNAPTAGYGHFTDAGAAKAHVRKAGAPIVVKADGLAAGKGVIVAMSLA
EAEAAIDDMFGGAFGGAGAEVVIEEFMEGEEASFFVLCDGTDVLAIGTAQDHKRVGEGDTGPNTGGMGAYSPAPVMTDAV
CAKAMEEIVKPTVAEMARRGTPYKGVLYAGLMVRNGQPRLVEYNVRFGDPEAQVLMMRLGGQALDLMLACAEGRLAEAKV
NWADDHAMTVVMAAKGYPGAYEKGSVIGGLDALPADSFRMVFHAGTRAEDGKVTAAGGRVLNVTARGASLAEAREKAYAM
IDRIDWPEGFYRRDIGWRAL
>ANB39501.1 hypothetical protein A6024_17245 [Rhodovulum sulfidophilum]SNK001
MDLWVIMTIGAAAVQTVRFMLQKRLRGLGLSTAGATFSRFVFAAPLAALCLAGLMAVRGEALPGIAPAFWAHAATGGLAQ
IIATFATVALFSERSFAVGVAFTKTEVIQVAAFSALLLGEPVSAPGMAAIAIGVLGVIALSRPPGGWGGMSWRALGLGLL
AGGFFGLSAIGYRGATLQVASEDALMRALLALSCVTMMQTLAMAAWMAWREPGELARVARKWRAVLPVGATGMLGSAGWF
TAFALQNAAYVRSLGQIELIFSILASVLVFHEKLRAAEIFGMALLLASILMLVLLI
>ANB39502.1 2Fe-2S ferredoxin [Rhodovulum sulfidophilum]SNK001
MAKITYIEHNGTEHVIDVANGLTVMEGARDNGVPGIDADCGGACACSTCHAYVHPDWVDRLPPVEDMEADMLDFAYATDP
KRSRLTCQIKVTEALDGLIVQMPEKQI
>ANB39503.1 GCN5 family acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTNQPAPPAPLTLCDCTQADLPGVQAIYAEAVRTGTASFELAPPDLPEMRARWEKVTEAGFPWLVARAGNRVAGYAYANT
YRPRPAYRGTVENSVYVDAAFRGQGVGRALLGALLARCEAAGFRQMVAVIGDSQNTGSIALHRALGFRDAGVLRSVGWKH
GRWLDSVQMQKPLGPGDTAPFDGLPGDRPQGQHSGGAGTDGPPNRP
>ANB39504.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MTDMSNMNRRSFLRRSALAGGVAGTGALAAPAVLAQAPIVLKMQTSWGASNIWDEFARDYARRVDEMSGGRLRIDVLPAG
AVVSAFQVMDAVNDGVLDASHSVCAYWYGKNKAASLFGTGPVFGGSATTMLGWFYAGGGDELFRELTQDVMGLDVVGFLG
FPMFAQPFGWFKDEVDTVADLQGFKYRTVGLAADLMARMGMSVAQLPGGELVPAMERGVIDAFEFNNPSSDKDFGAQDVA
RHYYLASYHQASESFEFLFNRPFFEDLEPDLQAILRYGVEAASTANTAKAMDRYSADLQWLQDEAGVTVHRTSKEILDAQ
LAAWDELIPELEEDAFMKKCLDSQRAWVERVTFYEVMNAPDYTLAYDHYFPGRLRL
>ANB39505.1 TRAP dicarboxylate transporter subunit DctQ [Rhodovulum sulfidophilum]SNK001
MVGFIRFADALSAWFGKAFAWLVVLMALGTGYEVFVRYVLNSPTAWALDVSFIMYGTLFMMGGAYTLSRGGHVRGDFLYR
LWQPRTQAMVDLVLYIIAFFPGVLALIFAGWKYAARSWRYGEVSVNSPAGIPIYQFKTVIVVAGVLLFIQGIAQVMRCLL
AIRSNEWLEAEEDIFETEDILMREADKAERGPHI
>ANB39506.1 C4-dicarboxylate ABC transporter [Rhodovulum sulfidophilum]SNK001
MTDPEVALIQLGLFIVFVFLGFPIAFTLMAMGLGFGYFAYFDAGRMWRAFDRLDETAGMWTRITSWVEGLFNNRIFDLFV
NQTYTVMSNEVLTAVPLFLFMGYVVERANIVDRLFSTLNIASKKIPGSMGVAALITCALFATATGIVGAVVTLMGLLALP
AMLRARYDPAFASGIICAGGTLGILIPPSIMLIVYAAATNVSIVRLYAGALLPGLTLVGLYLVYVVGRSILQPSAAPRPR
ADEIPDMPFGRLLWQIATSFLPLAVLIASVLGSILFGLATPTEAASVGALGGLALAVIYRALNWQRLRESVYLTVRTTAM
VCWLFVGSYTFSAVFSYLGGEQLIGQFVEGLNLTPMQFLILAQIIIFLLGWPLEWSEIIIIFVPIFLPLLAYFQIDPLFF
GILVALNLQTSFLTPPMAMSAYYLKGIAPPEVRLTQIFRGVMPFLVCVLISMVLMYVFPQIVYFLPELVYG
>ANB39507.1 glutamyl-tRNA amidotransferase [Rhodovulum sulfidophilum]SNK001
MKDLETALDLGAVELRDRLAGGALSALDLVEACLARIAAREPEIGAWAWIDPDYAREQARRLDAHRASGRTLGPLHGLPV
GLKDMIDTARIPTGNGCALDAGRVPARDAFVVERLRAAGALILGKTVTTELAFLHPGKTRNPHNPAHTPGGSSSGSASAV
ADAMVPLALGTQTGGSVIRPAAFCGVTGFKPSFGAIPRRGVLMQSHSLDTVGVFAADPLGAALVAETLFGFDETDPASRL
APPPRLLDTARGTPPLPPVFAFVRPPGWDRADPDTHAAFAELTAALGDQVFALDLPPAFEEAAPQRARINMAEMARHYYR
YDRDGRDLLGAETRDAIDEGANMPARDYLAALDWPRVLNAALDEIFTRCDAILCPAAPGPAPEGLGTTGDPIFNGLWTLC
GTPAVTVPILTAGNGLPMGVQLVGPRGGDARLLRSAQWLYDWAAGA
>ANB39508.1 sorbosone dehydrogenase [Rhodovulum sulfidophilum]SNK001
MKTTLIGAAIWVALALPAVAQSTDVPDNLEKLGNFRTTGTTDFTYVEQDGPYAEGIRKTLERITLPPGFRIGLYAVVPDA
RHMAVGPQGIATFVGTRKDKVWAVTDRNKDRIADEVKDFAPSLTFAIPNGPCFSKDGFLYIAEQNRVLLFPAAEFFYESP
DVAAFSLVPQGELIPPGEESYNHTARVCRIGPDGRIYISLGQPFNVTPRDKLELYREIGIGGIIRMKTDGTGREVYTTGI
RNSVGHDFDPATGDLWFTDNQVDGMGDDIPPGEINHQTEMGQHFGYPWYGGGDVRTDDYADEEIPLEVVMPAVETVAHAA
DLGMTFYTGGMFPEEYRGAIFSAQHGSWNRTEPIGARVMVTRIAEDGSASTEPFAEGWIDANGEYLGRPVDVAQLRDGSL
LVSDDMAGALYRIWYDGM
>ANB39509.1 hypothetical protein A6024_17285 [Rhodovulum sulfidophilum]SNK001
MSDTKASPPATEGGARAAPETYSFRQKLAHWGVVVLVAAQFLVFDAIGRDFGRGMKTGDWVYSPTATGHILFGLAILALM
VWRLKLRRDEGVPALPAAEPGWAATLARLTHAAFYLLLLAMPVVGAVAWFLQSGNAAEMHEAAANLLIALIAIHVAAVAL
HKFRWRSNILSRMM
>ANB39510.1 hypothetical protein A6024_17290 [Rhodovulum sulfidophilum]SNK001
MPVCLPSASVRRPATTLRPGARVAGHFGEFLQGRLGVDGPLALVTVPCPALELRAVRYPGRMPGLWQGKRPVLSRAQFMT
LAARLGTRPGRMRLHAGMPPGGGAGASTAALLAAIRCLARHALSAEEEAALCLALEGATDPLMHPAPGRLLWAPRAARVL
DRLPPEPAFEVVGGFCGKGQRTDPADTAFADISDLVEAWRSPPDPAGRARLATESARRCHALRGGPDPAPLLELGRNLGA
LGLVAAHTGAAQGLLFAPGTAPAGTEAALRAAGLGQVLRFRTGGGGR
>ANB39511.1 cobalamin biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MSAAAMLVALAIEGGAGWPDRLHARIGHPVTWIGALIAALEARLNRPGDAPATRRRLGALAVAVTLAAAVLPAWALVSIL
PGGWVGTVLTGILAAPLVASRSLFDHVARVAKPLAAGDLAGAREAVSMIVGRDPARLDQAGLARAALESLAENASDGIVA
PVFWGVLLGLPGIAGYKAVNTLDSMIGHRNDRYEDFGRVAARLDDLVNLLPARLTGALFCLVAGHPARAARTMMRDAGAH
RSPNAGWPEAAMAGGLGLRLSGPRIYGDRVSDEPWLNAGAPDPAPGDLWRGLWLYVRAMAGLALGLAALVWIFGG
>ANB39512.1 threonine-phosphate decarboxylase [Rhodovulum sulfidophilum]SNK001
MADGQDRGRDHGGDLSGAMASFGGTADDWIDLSTGINRVPYPAPPASAAALCDLPGRAAIDRLSAAAQGAYGTDWPLLPL
AGAQAAIQLLPVVAPEGAVRVLGPTYNEYAGAFEAVDRKVETVVAAEALAGAGLAVIVNPNNPDGRRLAPEALRAIAATV
GVLVVDESFADPHPELSLLPGGCLENVLVLRSFGKFYGLAGLRLGFVLGPEALLGPLAGRAGPWAVSGPALEAGALALAD
AGWRADSRARLSAETARADALAEAAGWRPLGGTALFRLYETEDAAEAQARLARSWIWSRIFPYSAGWLRLGLPGSEAEWD
RLEEAL
>ANB39513.1 gamma-glutamyltransferase [Rhodovulum sulfidophilum]SNK001
MPNWPIALLLTAFASTAAAQEAADAVAPESATSAAEAFAGLSPEARAAWDNREAGRPTEARDWMLAAANPLAVEAGAEIL
AQGGSAADAMVAVQTVLGLVEPQSSGLGGGAFLLWYDAETGESTTLDGRETAPLAATPQLFQTPEGEPLAFYDAVVGGRS
VGTPGTPMLMEEAHRRWGRIAWPDLFDAGIGLAEGGFQVSPRLAELVAGDEDRLRRHPATEAYFFPGGAPVSAGTELVNP
AYADTLRQIARDGSRAFYTGAIAEDIVAAVRGAEDNPGLLSTVDLALYRVKERAPVCAPYRGHEICGMGPPSSGGLTVGQ
ILGLLAPYDLAGLGPEAADSWRLIGDASRLAFADRGRYMADSDFVPVPAKGLLDPAYLAGRARLLEGDDALPETAPGKPG
WDHARLWADDRSIEFPSTSHISIVDAQGNALSMTTTIENGFGSRLFVRGFLLNNELTDFSFRTHEDGRPIANRVEPGKRP
RSSMAPTIVLTDGKPSLVIGSPGGSRIIGYVAQAIVAHLDWGMDVQQAVAMPHLLNRFGTYDLEAGTSAEDLAEPLAALG
FEVGTRELNSGLHAISVGETLQGGADPRREGIALGR
>ANB39514.1 2-isopropylmalate synthase [Rhodovulum sulfidophilum]SNK001
MSESSHQDRVLIFDTTLRDGEQSPGATMTHDEKLEIAAMLDEMGVDIIEAGFPIASEGDFEAVRDIAKLSKNAVICGLAR
AQLPDIDRAWEAVQHAARPRIHTFIGTSPLHRDITALTQDEMVERIEATVAHARNLCDDVQWSPMDATRTERDYLCRVVE
TAIRAGATTINIPDTVGYTAPRESAKLIEMLLERVPGADEIVFATHCHNDLGMATANALAAVEAGARQIECTINGLGERA
GNTALEEVVMALKVRNDIMPFRTGIDTTKIMGLSRKVATVSGFPVQFNKAIVGKNAFAHESGIHQDGVLKNAETFEIMRP
ADIGLNATNLVMGKHSGRAALRSKMKELGFDLGDNQLKDVFVRFKALADRKKEVYDDDLLALMRDSDLDAEHDRIQVKFL
RVICGTEAPQSADLILSVDGVEHRVTAQGDGPVDATFAAVKQLIEHDAHLELYQVHAVTGGTDAQATVSVRLSEDGKIAT
GQASDTDTVVASAKAYVNALNRLMVRREKTKPEGNLAAI
>ANB39515.1 rod shape-determining protein [Rhodovulum sulfidophilum]SNK001
MAIDLGTANTLVYVKGRGIILNEPSVVAFHVKDGRKQVLAVGEDAKLMLGRTPGSIEAIRPMREGVIADFDVAEEMIKYF
IRKVHKRTTFTKPKIIVCVPHGATPVEKRAIRQSVLSAGARRAGLIAEPIAAAIGAGMPITDPTGSMVVDIGGGTTEVAV
LSLGDIVYARSVRVGGDRMDDGIINYLRRQQNILIGEATAERIKTSIGSARMPDDGRGAVMHIRGRDLLNGVPKEIEINQ
AQIAEALAEPVQQICEAVMTALEATPPDLAADIVDRGVMLTGGGALLGELDLALREQTGLGISVADESLNCVALGTGKAL
EYEKQLRHVIDYES
>ANB39516.1 rod shape-determining protein MreC [Rhodovulum sulfidophilum]SNK001
MAADRNAQIDYARPIRRILIGGTVFVLVALFVLWRIDSPRVERMRAALIDRVVPGFDWAMAPITKGAELIEGFQSYARLA
EQNQELRRELRQMKAWKEAALQLEQENAKLLDLNNVRLDPSLTYVTGVVMADSGSPFRQSVLLNVGARDGILDGWATTDG
LGLVGRVSGVGKTTARVILLTDSNSRLPVTIQPSGQRAVLSGDNSSAPVLDFVEDPALVRPGDRVVSSGDGGVFPAGLLV
GHLALGRDQRLRVRLAAEYDRLEFLRVLRSHANERISDPGALVIPGPVGPPPIPAPAAGTGGDPGNG
>ANB39517.1 hypothetical protein A6024_17330 [Rhodovulum sulfidophilum]SNK001
MVDPTTLDRWVYRLVFLGIAVMTVFVMILPLETRPGRLPAPDWMLCLTLAWLQRRPDYLPPWLIAGVFLMLDMLLMRPPG
LMTALVLVGSEFLRARQHVSVETAFGSEWLVTAATIFAIFLTEGVVLALFSVPEADFGRLMFLALATALAYPLVAAVSRY
ALGVRRVTPGDLDPRGIGR
>ANB39518.1 penicillin-binding protein 2 [Rhodovulum sulfidophilum]SNK001
MKRSQREAEESNRRIGRRTLIMGGAQALFAGVLALRMRQLQVTQAAEFRLLAEENRINIRLIPPARGILYDRQGHVIAEN
DQNYRIVIVREDAGDPEQALARLTRLVQLDDETVERALKEIRRHSPFVPVTIADRMRWEEVASVAVNAPVLPGIAPEVGQ
SRHYPMGPDFAHIVGYVGPVSDYDLSKLEDPDPLLQIPRFQIGKTGVEAKEEELLRGKAGTRRIEVNAAGRVIRELDRID
GQPGSDLQLTIDAGLQNFMQARLGEESAAAVVLDLQHGDVLGIASSPSFDPNKFVQGISVADYRALTETPFRPLSNKAVQ
GAYPPGSTFKLVTALAALEAGVITPDETVWCPGFLKLGDRRFHCWRRGGHGHVNLTESLQQSCDVYYYDIGQRVGIDNIA
AMARKLGLGVHHDLPLSAVGEGLAPDRAWKRARYGQDWQVGDTLNASIGQGYVLATPLQLAVMSARIATGRAVTPRLLRS
IDGVEQPSGAGAPLDIKPVNLERIRKGMDAVVNSRRGTGRRSRVVADGMAMAGKTGTSQVRNITAAERAAGVFRNEDLPW
ERRDHALFVAFAPVEAPRVAIAVVVEHGGGGSAVAAPIARDLTLRALYGRVPPGDAYPESDRWEAERRLRDLPLRDPGSR
SSGGRGRA
>ANB39519.1 rod shape-determining protein RodA [Rhodovulum sulfidophilum]SNK001
MSYLEYNVKRVPTGLSKVLYVNWALVLLLTAVAGIGFMMLYSVAGGRLEPWADPQMKRFALGMAVMFTVAFVPIWFWRNM
AALAYGISVLLLIAVDFFGSVGMGAQRWIDLGVVRLQPSELSKITLVMMLAAYYDWLDIRHVSKPQFVALPVLLILLPTA
LVLKQPDLGTALLLIAGGGIIMFLAGVHWAYFAVVIAAGTGLVTAVFASRGTPWQLLKDYQFRRIDTFLDPSTDPLGAGY
HITQSKIALGSGGWAGRGFMQGTQSRLNFLPEKHTDFIFTTLAEEFGFIGGMSLLALYVLIIVFCISSAMQNRDRFSSLL
TLGIAATFFLFFAVNMSMVMGLAPVVGVPLPLVSYGGSAMLVLLAAFGLVQSAHIHRPRGR
>ANB39520.1 glyoxylate/hydroxypyruvate reductase A [Rhodovulum sulfidophilum]SNK001
MVRILFSAPPGLWAEYRAPLARALDEAGIEAEVVTGTGDPAAIDYVVFAPGGGLSDFTPFTGAKAVLSLWAGVETVVGNP
TLTQPLCRMVDAGLEEGMVEWVTGHVLRHHLGFDRYICATEPHWDQRVPPLARDRTVAVLGLGALGRACAEALAALRFRV
LGWSRTPRAVPGIDCHHGAEGLRPVLEQAGIVVLLLPRTPETEGLIDAERLSWLPEGAVLLNPGRGALIDEAAVLAALDA
GRLGHATLDVFRTEPLPPDHPFWHHPRVTVTPHVASETRPASAARVIAENVRRAEAGEALLFRVDRARGY
>ANB39521.1 hypothetical protein A6024_17350 [Rhodovulum sulfidophilum]SNK001
MTAETPPAAPQPVSPLDRAHAAMTAAPEDPSLRLVYYGRLAATELVLLLDREAEDDDRIAPSVFELEEGRVVLAFADEGR
LTDFTGAPSPYAAMPGRRLAEMLTAEGLGLGIDLGGATAELLPPEAVAWWAEMLAATPETLDLVPEALTPPGDLPAPLLA
ALDTCLAGMGGLAARAWLAGLRHPDGATSLLLAFLDPAEGAEPALARAVSEAVRFSGLETAALDLAFFPASGPMATHLAR
LGLRIDLPAPEPMTETPLIDPDEPPRLR
>ANB39522.1 uracil-DNA glycosylase [Rhodovulum sulfidophilum]SNK001
MTVAPDLLRSRIAACRLCAPRFAATATGHAPRPVPWFGPAPRILVCGQAPGLRVHKAGRPFFDPSGDRLRSWMGIDNETF
YDLSRVSVLPMAFCFPGYDDAGADLPPPALCAETWHRAVLAALGPVPLTLLIGGYAQRWHLGAAARRGVTATVQGWRAHA
PQVFPLPHPSWRNTAWLKRNPWFEADLLPVLRQRVAEVLA
>ANB39523.1 sodium:proton antiporter [Rhodovulum sulfidophilum]SNK001
MYRVWNFVTAYSLLLIGGAVTALIWVNFHPNSYHDFVEYVLIDDFFIGHAHEVGGHVSRTLTVHYLVNDLLMAFFFAIAA
KEVWEAIILRNGSLRGRKAATPLFATLGGMLGPIAVYLGLAAILGSSTFDAVHRGWAIPTATDIAFSYLVGRIVFGAGHP
AVRFLLLLAIADDAAGLIILAIFYPSGDLQPLWLLLSVGAALATFLLFNWLPRRMDRGRQMRPCSSWVRRYLGFWPYALA
GAASWFGFQEAGLHPALGLLPVVPAIPHADRAFGIFSEAEQYLTDLLNHIEHNLKVPVEIVLFFFGLCNAGVEFSSIGVP
TWLVLAGLLIGKPVGVLLFGWLAARPLRLGLPQGMRTADLLVVGCVAAIGFTVSLFIASVAFNSGVTLDGIDVQEAAKMG
ALFSFVAALIAFGAGKLMRVRKQS
>ANB39524.1 hypothetical protein A6024_17365 [Rhodovulum sulfidophilum]SNK001
MVKLVLLHKADSIYEDEPDVVYDFPRSYLKAVEQAVGDWIVYYEPVKAGPRGYFAVAKINRVIPKPCAEGRFFAMIGPGS
FLPFDREVPRLLDGRPLEAALTEPDGTPKKGGAVQLAVRRLPEPDFARIVNFGLPQDLERIEATRYDPPSAELAEGAELF
ERPVLERLTRRPYRDVVFRRKVRAAYGYRCAMSGLMLRNGGGRPEVQAAHIRPVESQGNDTVRNGLALSGTLHWMFDRGL
ISVAEDCETILVSHNKVPGDVIGRLLAPDGKLVRPEDVRDAPHPENLRWHRENVFGRSLPEGPAPSLPA
>ANB39525.1 3-deoxy-8-phosphooctulonate synthase [Rhodovulum sulfidophilum]SNK001
MKHIEIGGLPVGNTRPLTVIAGPCQLESLDHALMIGRAMKEACAAAGAGYIFKASFDKANRTSLSGRRGLGIDKGLEVLA
ELRRQLDVPVLTDVHSPEQCAPAAEAVDVLQIPAFLCRQTDLLLAAGETGAAINVKKGQFLAPWDMGNAVTKIESTGNRR
ILLTERGVSFGYNTLVTDMRSLPIMAGLGYPVVMDATHAVQQPGGQGGSSGGQREFAPVLARAAVSLGLAAVFIETHEAP
DSAPSDGPNMIPLDQMPDLIATLMAFDRLAKAHPLSI
>ANB39526.1 hypothetical protein A6024_17385 [Rhodovulum sulfidophilum]SNK001
MYLLRKLALTVEPVDRETLPSLFSRMAILNGTDAANFALDLGTTFRRILEQDEEAVAIFAERAGLSAMQLAELLSWTGER
IGDVRMRFRKEVFVSRALRNPIIRGCPHCMREHAADQPHPLRYIALRGDWLCRGVDICHRHHHPLVPLWSSSRPIERDDI
GARLAEILPDLRAGSFDCARIDPTDYDLWLDKRLSQGIAADDTWLASQSVFPAITLCEFIGAALLRKQGKAPDDRRAKAT
GFAYVSQGPDGVRAALDILMRSEDGGHIVTQGELGPLLRHLRGSYLDDDTFAGFRSILRDYFLEIWPLAPGDDLLGQAVT
ERRLHSLTSASKETGIGPAVLDDFLTEAGAFAPGDKRADARKTFDAKAWQHILDEIPTLVGPIALRKAIGATLAELNGLK
ADGVLVPRTNVATIKSPWRIADGQALLEELEAYAQPVAAEEPGWERIQLVHKRLDLPVGEIIAAIRTGSLRLGQRPDVFG
YHGLVVEITEVAAFKAKAAPKRKPSTDQGEVTAAAFARSAGIRGKGQFLALIEGGYTPAMLVLNPTTRRREWRMSRDDIA
AFEAIYTTPSMLSAETAAHLNTIRAVLQNEGIQPFRPNGLDVGPVYLRNAVEPVVALLKSQGGK
>ANB39527.1 hypothetical protein A6024_17395 [Rhodovulum sulfidophilum]SNK001
MSDRIEYGNLMHAAMRSLIRTVLSDVAADGLPGEHHFFITFDTTHPEAQLADWLRQRYPSEMTVVLQHWYDHLSVGDDGF
SVTLNFGESPEPLFIPFDAIRTFVDPSVEFGLRFETQDSDEDEDEEEDASDLPEAEPHDNDTGNGDAQIVSLDKFRK
>ANB39528.1 class II fumarate hydratase [Rhodovulum sulfidophilum]SNK001
MTETRTETDSFGPLDVPADKYWGAQTQRSIQNFPIGWERQPVAIIRALGVIKKACALVNIDQGGLDPKLGEAIAAAAQEV
IEGRFDDNFPLVVWQTGSGTQSNMNANEVISNRAIEMLGGVKGSKDPVHPNDHCNMGQSSNDTFPTAMHVAIGMVARDVL
LPGLEKLHEALSAKSDEFADIIKIGRTHTQDATPLTLGQEFSGYAKQVEKGITRIKAALPDIYELAQGGTAVGTGLNTKK
GWDGRVADRIAEITGLPFVTAGNKFEALAAHDAMVMFSGALKTVAASLFKIANDMRFLGSGPRSGLGELILPENEPGSSI
MPGKVNPTQAEAMTMVCAHVMGNDAAVGFAGSQGHFELNVYNPMMSYNVLQSMQLLGDAASSFTDNMVAGTKANTARIDK
LMKESLMLVTALAPTIGYDNATKVAKTAHKNGTTLREEAIALGFVDAETFDRVVRPEDMIGPKD
>ANB39529.1 amidase [Rhodovulum sulfidophilum]SNK001
MTGGVVNLRQARKARERAAKKAQGDENAARFGRTKGQKAREELDATRARDALDGHRRTPDDEA
>ANB39530.1 aryl-sulfate sulfotransferase [Rhodovulum sulfidophilum]SNK001
MSGRPVKRSLTLRGHRTSVSLEDEFWRALREIAAERGIAVNALAAEIDESRGMDVGLASALRVHVLTHFRRRQDER
>ANB39531.1 serine protease [Rhodovulum sulfidophilum]SNK001
MTSQAISLSVRSASWSSSERLRPLWALMLGLVLLMAQTSLALARAAPESFADLAEKVSPAVVNITTSTTVEGRTGPNPLL
PEGSPFEDFFRDFMNPDGNPNMPPRRSQALGSGFVISEDGYIVTNNHVIEKADEIQVELFQGGTLEAEVVGTDPNTDIAL
LKVKSDKPLPFVPFGKSEAMRVGDWVMAMGNPLGQGFSVSAGIISARGRALSGTYDDFLQTDAAINKGNSGGPLFNMNGE
VVGVNTAILSPTGGSIGIGFAMSSEVVANVVSQLKEFGETRRGWLGVRIQDVTPDMAEALGLDQARGALVTDVPEGPAAE
AGMQSGDVILSFDGIEVEDTHGLVRQVGNAPVGKAVRVVVFREGKTQTLLVTLGRRETAEGAGAGGSSDGSSAPEPEAAE
ILGMTLVPLTDELRDQLGVGNLADGLAVSDIDETGEAYSKGLRAGDVITEAGQRQVATAADLQDRIEEARDAGRKSLLLL
VRRQGEPRFVALSVEE
>ANB39532.1 hypothetical protein A6024_17420 [Rhodovulum sulfidophilum]SNK001
MEKIVLGLGMVLVIEGLVFALAPSRLEEALELLRRIPAETRRLIGLAAITLGTGLVWLAQSLWG
>ANB39533.1 protease modulator HflC [Rhodovulum sulfidophilum]SNK001
MKKSALLIPLAILVGATALSSMFIVDERERALVMQFGQVKGVKSEPGLAFKIPLIQEVVRYDDRILSRDIDPLEVTPSDD
RRLVVDAFALYRIADVVQFRQAVGVGGIRAAEDRLDSVLRANTREVLGSVSSNDILSSDRAALMMRIRNAAAEEAQGLGL
EIVDVRLKRTDLPEQNLEATFARMRAEREREAADEIARGDEAAQRIRAQSDRTVVELVSDARRESEIIRGQADAQRNRVF
AEAFGADKEFFEFYRSLNAYKAAFGKGNASMVLSPDSEFFEYLERADRPVVPAPSAPAAAAGPAAD
>ANB39534.1 HflK protein [Rhodovulum sulfidophilum]SNK001
MAGNSGGPWGSGGSGQGGGGNRGGGGGRGPGDEPPQIPEIDELMRRGQEQLRVLMGGRGGRGGGPKFTRTGVALAVLAAG
VAWAWASFYTVKPEEQSVELFLGRYLDTGNPGLNFAPWPLVSAEVIPVTREQTENMGVGRAGVDAGLMLTGDENIVDVDF
QVVWNINDPAKFLFNLRDPRQTIRAVSESAMREIIAQSELAPILNRDRGLIASRLTDLIQQTLNSYDSGMNVVRVNFDKA
DPPKEVIDSFREVQAAEQERDRLEKQADAYANRVVAGARGEAAQILEEAEGYRARVVNEAEGEASRFSAVLDEYTKAPEV
TRKRLYLETMEEVLGKVDMIMLDKDLTGTGGVVPYLPLNDLRRSEAGGRN
>ANB39535.1 NADPH-glutathione reductase [Rhodovulum sulfidophilum]SNK001
MSFDYDLFVIGGGSGGVRAARLAASEAGARVGLAEEYRMGGTCVIRGCVPKKLMVYASGFAHAVEDARAYGWQVHGGEFD
WSLFKARLDDELTRLEGVYRGNLERAGVEIFDSRAVLADPHTVRLADGTEKTARHILIATGGRPFVPEFPGSELAITSND
VFLFESLPKRILIVGGGYIACEFACILNGLGVEVTQFYRGAQILRGFDDEARGHIAGAMCAQGVDLRVGCNVQRIDRVED
GLWVKATDGGDAVFDAVLFATGRRPNTDGMGLEEAGIALGANGAVAVDEWSQSSVPSVYAVGDVTDRIALTPVAIREGAA
FVETVFKGNPTRADHDLVPGAVFTRPEYGSVGLTEEEARGRGPIEVYSTAFRPMQSGFAGRPDRVMMKLIVAAESRKVLG
CHIVADQAGEMIQLAAVAIKMGATKEDFDRTVAVHPTMAEELVTMKVPVRTG
>ANB39536.1 ribose 5-phosphate isomerase A [Rhodovulum sulfidophilum]SNK001
MAAELSPIELAKYVAGRRAADLVEDGMRVGLGTGSTAAWLVKSLGARVRNEGLSITAVPTSDRTAALAREVGIDVVSLED
ARWLDLTVDGADEFDPAFNLIKGGGGAHLQEKIVATASDRMVVIADPAKAVAQLGAFPLPVEVIGFGWSASRKLIAEALE
GLDVLGREITLRMAGEMPFRTDEGNLVLDLHLGRIGNPRQLGLVLNQIPGVVENGLFIDICDAVVIGHPDGRAELRDAEG
SEEARVDLPESDNLFADL
>ANB39537.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSFDKDDSAGYLANHMARLFAAALTRRIAPLGLMPGQFMVLLELWREDGLTQRDLVERLDVEQATIANTLNRMERDGLIL
REPDAADRRARRVRLTDRARALEARATEAATEVNGIALARLAPEDRARFAALLQAVIAGLREGR
>ANB39538.1 hypothetical protein A6024_17450 [Rhodovulum sulfidophilum]SNK001
MTTIPTEKHRNPGLHAAAGALGLALIASFWLSTLGAELFGTTAQIVAVKTAIPYGIVLLVPALIVAGAGGTRLARDRRGP
LVARKSRRMRIVALNGLLILVPSALFLAKKAATQDFDTAFVLVQLAELAAGAVNLTLLGANLRDGLAMRDRRLALR
>ANB39539.1 L-serine ammonia-lyase [Rhodovulum sulfidophilum]SNK001
MDLSVFDIFKIGIGPSSSHTMGPMLAAARFLHLLRGSPFHPVGLRASLHGSLAFTGVGHATDRAVILGLDGFTPETYDRD
AAEEALRRISTEAEVRPKGLPPLRFDPASDLVFDHDRALPGHANGMILSAIDAEGDILTSETYYSIGGGFVRTEAELAAG
ETDRGGGTRPLPYPFASAADLLELARTSGRSIAAMKRANEIARMGPEALETGLARIWSAMSDCIERGLATDGQLPGGLGI
RRRAHAIHNALLAERGMNLTAPHTINDWMSVYAMAVNEENAAGGQVVTAPTNGAAGVVPATIRYWLTHVPAAQPSKVGDF
LLTAAAIGGLIKKNASISGAECGCQAEVGSASAMAAAGLAAVMGGSPEQVENAAEIALEHHLGMTCDPVKGLVQVPCIER
NGLGAIKAVSAASLALRGDGRHFVPLDACIETMRQTGRDMNEKYKETALGGLAVNIPNC
>ANB39540.1 polyhydroxyalkanoate synthesis repressor PhaR [Rhodovulum sulfidophilum]SNK001
MSDVKEPLLIKRYASRRLYNTETSDYVTLEDIAKVIRTGRDVKIVDLKSGDDLTRQYLLQIIAEHESKGESVLPINVLND
LVRSYTSSAQSVVPQFLAASFEMLRDSQSKMMENFGRINPMAMPGLGAIQAQQEAFLKAMTGGWSGAPGAEGEAGEGEER
ELDEIKRQLAELQQKLSKMNG
>ANB39541.1 Phasin [Rhodovulum sulfidophilum]SNK001
MADAQDFTKMMQDMMSAFSMDPTTMQDAFKTQAALAEKMSKVALEAAEKSTEISSKWTKDTLSKVGEVATLKDEPTDYTK
AMTDFASSSAEMAAENMAAFAEVAKKVQMETVELMLAAGKDFSEDATSAMKKATATATKTAKKATTVASEKA
>ANB39542.1 class I poly(R)-hydroxyalkanoic acid synthase [Rhodovulum sulfidophilum]SNK001
MTIKDDAPATNLERLNENLVKLEELTERLVSAMSKKRRIDPNLQAPGQDLYMKATAAYMAEMMQNPSKLIEHQVSYWGKA
LKHFVEAQEALARGKLQAPPDSTPKDPRFSNPLWQTHPYFNYIKQQYLMSAEAISSAVKDIDGLNPRDARRLEYFTQQIV
DLMSPANFLGTNPEALERAAATDGQSLVDGLENLVRDIEANDGEILVTLADREAFAVGRNLATAPGKVVFRNRMMELIQY
SPATETVHATPIMIFPPWINKFYILDLTPQKSLIRWLVGQGYTVFVVSWVNPDAGYADVGLDQYVEEGYLTAIAEVKAIT
GEEKINAVGYCIAGTTLALTLALLQKRGDSSIRSATFFTTLTDFSDQGEVGVFLDNDFVDGIEREVTGKGYLDSFFMSRT
FSFLRSNDLIYRPAIRNYMMGEAPPAFDLLYWNGDSTNLPARMAVEYLRGLCQQDRFATEGFEICGERVHISEVRLPLCA
VACETDHIAAWRSSYEGVRKMGSTSKTFILSQSGHIAGIVNPPDRKKYGHYVNDAPMKDLAADRWREDAAFTEGSWWPRW
DSWLKRRSGRQVPAREPGADGRPLLGDAPGTYVMGKKAT
>ANB39543.1 polyhydroxyalkanoate depolymerase [Rhodovulum sulfidophilum]SNK001
MKFMTTYDLMETARNTNQWFGATARALGSYPAVAMVPSPLFRMVAAWGEVTERAFARMVAKPDWNINTVVGADGRDHIVS
VEKSVTRPFGDLIHFKVHGRPQMRRRVMLVAPMSGHYATLLRSTVASLLPDCDVYITDWHNARDIPVSEGKFDIEDYTLY
LVDFLKHLGPDTHVIAVCQPAPLALAATAYLAEEEPAAQPRSLTLIGGPIDPDAAATDVTDFGRRVTMGQLEHLVIQRVG
FKYAGVGRLVYPGMLQLASFMSMNGDRHTRAFSEQILRAAKGEAGDHDKHNRFYDEYLAVMDMTSEFYLTTVDRIFKRGE
IARNAFSVNGRKVDIAAITDVAVKTVEGANDDISAPGQCIAALDLLTGLPDHKKASHLEPGAGHYGIFAGKSWRNNIRPL
VLDFIDANSGDPQPARAHLKTV
>ANB39544.1 alpha/beta hydrolase [Rhodovulum sulfidophilum]SNK001
MTEPQMLTTPEGRRLAYHRTEGAGPGIVFLGGFMSDMEGTKATHLEAWAKAQGRAFLRFDYSGHGQSSGRFDEGAIGDWA
ADARAALGALTEGPQVLVGSSMGGWIALLLARALPERVAGLVGIAAAPDFTEDSMWAGFSDARRAELTETGRVELPSAYA
DSPYVITRRLVEDGRRNLVLRDPLAFGFPVRLLQGTADEDVETRVALRLLERIEAEDLRLTLVKGADHRFSTPETLALIE
SAILEIG
>ANB39545.1 histidinol-phosphate aminotransferase [Rhodovulum sulfidophilum]SNK001
MTGPRFTPLADSLPATVPFIGPETLERDRGRPFRARLGANESLFGPSPKAIAAMQAAVREVWKYGDAQNHELRLALAKAH
GVTPDCIMVGEGIDGLLGYLVRLVVGPGDPVVTSEGAYPTFNYHVAGFGGALHKVPYRDDREDPEALIARAAELKAKLVY
LSNPDNPMGTWLPAGQVQAMIEAVPEGTLMVLDEAYIEFAPEGTAPAIDPEDPRVIRFRTFSKAHGLAGARVGYAIAAAP
LITAFEKVRNHFGMCRISQAGALASLADTAWLAEVKSQVAEGRAMIARIAEANGLSALPSGTNFVTVDCGADGDFARRVL
AGLAERDVFVRMPGVAPLDRCIRIASGPEDQLTVLAEELPKALAAARG
>ANB39546.1 dATP pyrophosphohydrolase [Rhodovulum sulfidophilum]SNK001
MIPISLPPTGMALLALAVVAAMFVAFVRERYPTEVIAICGASVMLVLGILPYEDALRVLSNPAPWTIAAMFLVMGALVRT
GALDWVIHAAERSGKHKPRRAIATLMAFVVISSAFVSNTPVVVVMLPVFVQLARSLGVSASKLLIPLSYAAILGGTLTLI
GTSTNLLVDGVARTQGLEPFSIFEITPLALVLILWGMIYLRVFGPRLLPARDSMADLLSDKSKMKFFTEAVIPPESNLIG
REVTGVQLFKREGVRLIDVVRGDVSLRRDLKGVTLQVGDRVVLRTQVTELLSLQRNKSLRRVDQLSAVETSTVEVLISPG
CKMIGQTLSALRLRRKYGVYVLAAHRRNQNIGRQLDDLVVRVGDTLLLEGAPGDIKRLAADMGLVDITHPSGRAYRRTQA
PIAIGALVAIVALAALGVAPILMLAVVAVALVLATRCIDAEEAFTFVEGRLLALIFAMLAVGAALEASGAVQLIVDGLAP
YLGQLPPFFVVWAMYLLTSVLTELVSNNAVAVVVTPIAVGLGQALGVDPRPLVVAVMIAASASFATPIGYQTNMMVYGPG
GYRFTDFLRVGIPLNLTMGLLSSALIPLLWPL
>ANB39547.1 metallophosphoesterase [Rhodovulum sulfidophilum]SNK001
MKLLFLGDVMGRSGRSAVADRLAALREAWGLDFVVVNGENASSGAGLTPAHAKGLLEAGADCVTLGDHAFDQKDMLSFIE
QEPRILRPLNFARGAPGKGARLFNARGGRKVLVAQILGQVFMKRPFDDPFSAIETVLKAHPLGGLAQAAVVDVHCEATSE
KMALGHYCDGRASLVVGTHTHVPTGDAQILPDGTAYLTDAGMCGDYNSVIGMDRAEPMRRFVTGMSKTRFTPAMGEATLS
GVYVETDDRTGRATRVRMIRQGGRLEQAAP
>ANB39548.1 5-formyltetrahydrofolate cyclo-ligase [Rhodovulum sulfidophilum]SNK001
MIAEEKAALRTEAQARRAEAHDPERGAAARSRLGTVLAPQRGRPAAGYLPIRTELDPRPAMAGLAASGPVGVPVIEGRGQ
PLGFRLWAPDCALEAGPFGVAVPAGARPMVPEVLIVPLLAFDRRGIRLGYGGGFYDRTLALLRAQGPVLAVGLAYAAQEM
PDLPAEPTDLPLDAIVTETEVILP
>ANB39549.1 magnesium transporter [Rhodovulum sulfidophilum]SNK001
MEDEVIDRTDPEEEGYGLDNRTVAAIRLAVAAGDRARLGELLEPLHPADIADLLEQVDSGHRREILLLGSGFFDGEVLSE
LDESLREEVIAFLPREVLSEAVRELESDDVVDLLEDLDKPQQAVILNALEDADRLAVEQALTYPEYSAGRLMQRKVVRAP
EHWTVGETIDHLRAQKDALPDQFYHVIVVDPGIRPVGYVTLGKLLASRRSVRLSELYEESFRPIPATQEESEVAYAFNQY
HLISAPVVDDAGRLVGIITIDDAMAVLDEEHEEDILRLAGVGDGSLSDRVIETCRQRVPWLLVNLGTAIVASLVIAQFEA
AIAQVVALAVLMPVVASMGGNAGTQSLTVAVRALATKDLTGSNVWRVVRRELAVGAINGLLFALLMGIVGVIWFGSGTLA
LVIAAAMIINLGVAALAGILVPVMLDRCGVDPALASGTFVTTVTDVVGFFAFLGLASMVLL
>ANB39550.1 hydroxydechloroatrazine ethylaminohydrolase [Rhodovulum sulfidophilum]SNK001
MGHVLIRGAELIVTMDDDRRELAGADLRLRDGCVAEIGCGLAPEGAEIVLAEGCLVTPGLVNTHHHLSQCLTRAVPGAQD
ALLFGWLRTLYPIWSRFGPEEFRVSALVGLSELALSGCSMSSDHQYLYPNGARLDDTIAAAREVGLRFHATRGAMSIGES
KGGLPPDGLVEAEPAILEDCIRVIDAFHDPDPGAMIRVGIAPCSPFTVSPELMRDAALLARDKGVRLHTHLAENDEDIAY
SLERFGCRPGQYAEDLGWTGDDVWHAHCVKLDAQEISLFAQSGTGVAHCPCSNCRLGSGIAPVRAMRDAGVRVGLGVDGS
ASNDGGSLIGEARQAMLLQRVAQGADAMSAREALEIATRGGADVLGRPDCGRLAPGKRADLAIWDMTGIEAAGLWDRAAI
LLAGPSRVRDLFVEGRQVVRDGRIVTHDLGAAVTAQTRIARRLAGL
>ANB39551.1 histidinol-phosphatase [Rhodovulum sulfidophilum]SNK001
MTDYDARCLIETAHALADAAREATLMYFRSAALGVENKAGQGFDPVTRADRACEAAMRAILAERRPDDGILGEELDNIPS
RSGLTWVLDPIDGTRGFMCGTPTWGVLIGLADATGPILGVIDQPYIGERFLGGFGRADFTGPHGGRALATAAPRPLSEAS
VFSTFPEVGSPEEGRAFAALAGQARLVRYGMDCYAYALVAMGHVDLVVEAGLHPYDIQAPIAVVEASGGIVTDWQGGPAH
GGGRVIAAANPRVHAEALAILSAAA
>ANB39552.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKHPVDVHVGKRIRHRRWMVGMTQQQLAERVGIKFQQIQKYETGMNRVSASRLWDIADALEVPVSFFFEGLDGRSAEQST
NGMPDDLLSDKEALELVRSYYAIPENQRRRLFELARVLSDVA
>ANB39553.1 zinc-binding dehydrogenase [Rhodovulum sulfidophilum]SNK001
MRLFQLERIGEPPRLTETACPAPAPGEVRVRIAACGLNFADLLTIEGRYQEHPALPATLGMELAGTVEALGEGVDPGLAG
TRVAVFAGAGGLAEAGCFPAARCLPLPDGMSFVEAAGFQIAYGTSHVALSHKARLAPGETLLVTGAAGGVGLTAVEIGKA
MGATVIACARGADRLEVARAAGADHLVDSDQGDLRAAVLALGGADVVYDPVGGPLFAAAMRACNPDGRLLTIGFASGEVP
QIKANHLLVKNLSVIGLYWGGYLSFRPEILTDSLATLFRWHAEGRLHPHVSHVLPLERAAEGLDLLRRRKATGKVVIAME
>ANB39554.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MRNLDMTALRSFVAVSDAGGVTRAAGFLNLTQSAVSMQIKRLEEALDMQLLDRSERKVKLTGAGEQLLSYARRILSLNDE
VYARMTAQEYEGEVVVGVPHDIVYPAIPVVLNRFARDFPRVKVQLISSYTMRLREMFRRGDVDIILTTEDRCGKTGETLT
ELPLVWVGAIGGSAWKQRPLRLAYEHTCIFRKGVQAALDTAGIPWVMTVDSDSSRTVEASVSADLAVHTSVDGALPPYVE
CIQHGGALPDLMTTQINLYVSDLADGPVIGALAELIRQAYRAP
>ANB39555.1 hypothetical protein A6024_17535 [Rhodovulum sulfidophilum]SNK001
MTQVSTNIRAARDVGRAGLAKRIFLGLSVMRQRRQLVELDDRQLRDIGLTAEQARAEARRSAWDVPQSWLR
>ANB39556.1 hypothetical protein A6024_17540 [Rhodovulum sulfidophilum]SNK001
MADYNTIRAGAAGVRTAQIDEGLRAHMNKVYGTMSVGMLITALAAWAISGLAVTSDPSGAVAQIGADKYLTGLGQALYAS
PLKWLVMFAPLLFVFGFSAGINKMSAATAQVVFYAFAAVMGLSISSIFLVFTGMSIVQTFLVTAIAFAGLSLWGYTTKKD
ISGWGSFLIMGVIGLVVASIVNIFLASPAIMFAVSALGVLIFAGLTAYDTQRIKTDYLQHAQSMDSEWLGKSAIMGALSL
YLDFINLFMFLLQFLGNRE
>ANB39557.1 hypothetical protein A6024_17545 [Rhodovulum sulfidophilum]SNK001
MRPLFDRRAGRARTALAERTGACLATLRVFARDWDTAFAETAEGVLFELFRGGWRGAPGGRSLPGARPPHRF
>ANB39558.1 hydrogenase expression/formation protein HypE [Rhodovulum sulfidophilum]SNK001
MNIPTRTRLRDTHVTLSHGGGGRAMRDLIDEVFASAFRPDAMEDQARLSDAALAEPGARLAMTTDGFVVTPLEFPGGDIG
KLAICGTVNDLAVGGARPLWLSAAFIIEEGTEIALLRRIAATMAAEAEAAGVRIVTGDTKVVGRGAADGVFVTTTGVGVI
PPGRDLAATHIRPGDVAIVNGVLGDHGATILAARGDLALSTDIRSDCQALGHLMEAVIAAASGTRAARDATRGGLAAALN
EMAETAGVGVEIEEEALPLRDEVKGLCEILGLDPLYLANEGTLVLFVPEAEAEAALAAMRDRPEGRGAVIVGRATADHPG
QVRMRTVFGGARIVDMLVGEQLPRIC
>ANB39559.1 hydrogenase formation protein HypD [Rhodovulum sulfidophilum]SNK001
MKYATEFRDPKAAKAVLARIAELADEIGATRAKPVHIMEICGGHTHAIFRYGLDKLVHDGIEFIHGPGCPVCVLPMSRVD
ECVEIALRPGVIFTTFGDAMRVPGTKMSLMQAKAAGADIRMVYSPLDALELARRNPDRQVVFFGLGFETTTPSTALSIQQ
AAREGLENFSVFCNHITVPEPIRALLDDPHMVLDGFVGPGHVSMVIGTHPYDFIARDYGKPIVVAGFEPLDLLQSVLMVL
IQIRDGRAEVENQYARVVPEHGNPVSLAAIADVYEKRPSFEWRGLGEIDHSGLRIRAKYRAYDAEETFGIGYAAGPRFVA
EPEGCACGQVMTGRIKPTACTQFGSGCTPEMPLGALMVSSEGACAAYWQYGGARATEATE
>ANB39560.1 hydrogenase formation protein HypC [Rhodovulum sulfidophilum]SNK001
MCLGIPGRIVAVTDEHRMMALAEVSGVRREVNVACILDGAIEDLLGEWALIHVGFAMARIDPDEAAKTLQALQDLGEAQE
AAEAMAEGAKALEGQG
>ANB39561.1 sigma-54-dependent Fis family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MAPASPRPAVLLVDDEPHSLAAMRMALEDEFEVLTAADAAEALAILEDEWVQVIFCDQRMPGRSGVEFLTEVRERWPETL
RLIVTGYTDSAAMVAAINEAGIHQILTKPWHPDQLLIAARNAARLFRLSRENERMALEMRLLATTAESRVEKRRKALREG
MGFETVLRAANSPMGAVVQMAGRFAGFDLPVVLTGEPGTGKAQLARAMHYASLRSDKPFYDLNLAGLPEDLAAIELMGAK
RGVLAGGVARVGLMQKADRGTLYLGGIETAPPGLQLTLLRVLTEGAFTPVGGQETVATNLRLICGAGTDLKALVAAGRFR
GDLYYALAAGEIAVPPLRARRGDIALLAQAKLAELSQAHGKPVHGLDEAALEFLENYDWPGNLRELRNEIARMLVMARES
VLGADLISRHILQAPPGEEGADRSADAVLTAAGTLKDRVELMEMRILRETLTRHRWNKSRAAAELGLSRVGLRAKLERYG
IVGPAGRVAQDEED
>ANB39562.1 hydrogenase accessory protein HypB [Rhodovulum sulfidophilum]SNK001
MCTVCGCGGATVEGQAEGQSHGSHHHAHGHGSHHHHDHAHDHHAHHHHGEHGDLHYGEGAAGVSVPGMSQSRLIEIETDI
LSKNDAIASGNRRVLRALGAFAVNLVSSPGSGKTTLLCRTIEMLGDRPLAVIEGDQQTSNDADRIRATGARAIQVNTGKG
CHLDAHMVGHAMDHLELERGALLFIENVGNLVCPAGFDLGENAKVAILSVTEGEDKPLKYPDMFTVARLAILNKTDLAPH
CDVDLDLYEANLRRVNPDIEILRVSARTGEGMPAWLDWLDAHSAGKAAGAAV
>ANB39563.1 hydrogenase nickel incorporation protein HypA [Rhodovulum sulfidophilum]SNK001
MHEMSLCEGIRGIVEDQARAHGFATVRVLRLEIGRFAGVEKPALEFAFDVVMRGSPAEGARLEMIDLPGRAMCYDCAEEV
EIENRLDPCPRCGGGKLMPVAGDEMRIKDMEVV
>ANB39564.1 hypothetical protein A6024_17580 [Rhodovulum sulfidophilum]SNK001
MTTALHIALGAAGPRIVPPAPVPVEALLLNRKVEEAAALMPRIFGLCRAAQSLGARAALGLPVRPEDRVALADEILREHL
MRFFVFWPRRLGLPSTPLPSQERMAEAVFGPVARCPGPGALDDWLVSGAGVAPVLAAIAVRFGPGEAVADLPAATAESLA
SSAAQENSPWLRHRDSSLLAGIAARFGRGPLWRAAGRLVDLEACLTGRLAPEADSRPGPVLVPTARGICALSARVCEGRV
SSFRRWTPTDHLLARGGVLERALASLPLARVELAPLVVDILDPCLPVYFEEAADA
>ANB39565.1 rubredoxin [Rhodovulum sulfidophilum]SNK001
MSAGFEGSYGGRADRISSAAVMECKICWTVYDPALGDEFRQILPGTPFAALPEDWTCPTCDAPAAQFMVRDDPGAADAAS
RPGARDAASWLAGRVAALEAEFREIWHGKMRDVPLVNASLHVEAVGFALYDGRPLGVLVAPWFMNLFLLPAEDEDWSDLT
PGAKEVLDFPSGSYEFIHNVRPMVGGYKACSLFSPMTDFASQLQAVDVARAVTVELFKAENLEETDRAAEIRSTREAELA
AAEPACEAEEGAADEPPAVPTRRAVISGGLATEAPGE
>ANB39566.1 hydrogenase accessory protein HypB [Rhodovulum sulfidophilum]SNK001
MVSNFHLPPTGFGPGSQPADEDMGYMQMPSGMRTYAPHLPEIADADAAGPALALLTRVAAACDRAAATGEGEAFRLSDLP
PDARRLLAETLGQGEVSVRIGGIAPVAAQESVFAGVWCVLGEGIDRIEVGAVPACARMACAPEGAALGLAAPKGPDVFNA
PALLVELLDHAQAWQAGQPPHVVNLTLLPHTEGDLLWLDAALGAGAVTILSRGYGNCRVAATATPNVWRVQFFNSMDSLI
LDTFEVTEMPEVALAAPEDLTDSAARLREVLEAIR
>ANB39567.1 hydrogenase accessory protein [Rhodovulum sulfidophilum]SNK001
MTHPLIARLETDLGWPRLATIAELEAFTHAPGLHCLFVPGDPVRNLETADAAVILPELRQAFQDAFDCAIVDDAIEARLR
EATRALKTPGFVFYREGRLLGDIQKIRDWDDYLTRIAHILSLTEA
>ANB39568.1 hydrogenase [Rhodovulum sulfidophilum]SNK001
MCVGAPMRLSTVDGIVGRTGDGTLIDLSLTPDLRPGDWVLTFLGAARERLDPDEAQKILAALEGLRAVMAGGSAGDAFAD
IDAREPTLPPHLQAALAAGAAQG
>ANB39569.1 hydrogenase expression/formation protein [Rhodovulum sulfidophilum]SNK001
MPAATDRLTLILGIGNVLWADEGFGPRCLEALAENHAFDAGVRLLDGGTQGLYLLPFLEEADDLLIFDAVDYGLPPGTLK
IVRDADVPAFMGAKKMSLHQTGFQDVLATAALVGCLPSRMTLIGCQPAELEDYGGGLTPTVAARLPEALSAALAELDGWG
VAARPGRTVSADLADPSIRRDAYETGRPPAELACRSGDDRFFPGADGTGRAG
>ANB39570.1 Ni/Fe-hydrogenase, b-type cytochrome subunit [Rhodovulum sulfidophilum]SNK001
MSSKDRTDIPIHIPNPEAPTPLEAARLTGGARPEDIASLQLRTAVYVYEMPVRIWHWVNALAITVLIVTGYLIGSPPPTM
EISEATNQFVFGYIRFAHFAAGMVMTFAFLGRIYFAFIGNRHARQLFYIPFWRKRWWKELLFEARWYAFLEKEPKKYIGH
NPLAHLAMFTFITLGMSFMIVTGFALYAEGAGQGSIYDRMFGWVLGLVGNSQRLHTLHHLGMWAITLFAIFHIYAAIRED
IMSRQSMITTMISGWRTFKDNRVE
>ANB39571.1 urease accessory protein UreJ [Rhodovulum sulfidophilum]SNK001
MRKYLLAGALAALAGPALAHTGQGAASGLMHGMLHPVTGLDHLLAMLAVGLWSGFALRRRVWAGAATFMGAMIAGAALSW
AGVPIPGVEGMIAASVAVFGLLALFARQDQPRWLTGGALAAIALFGACHGHAHASETTGAALAYLGGFLLSTAALHLIGI
AVARGVADLRAARMLRGAAGGTLLASGAWLLAG
>ANB39572.1 hydrogenase [Rhodovulum sulfidophilum]SNK001
MVATPNGFDLDNTGRRIVVDPVTRIEGHMRCEVNVDDEGIIRNAVSTGTMWRGLEVILKGRDPRDAWAFTERICGVCTGT
HALTSVRAVEDALGISIPQNANSIRNIMQLNLQIHDHIVHFYHLHALDWVNPVNALRADPKATSELQQAVSPSHPLSSPG
YFRDVQNRLKKFVESGQLGLFKNGYWDNPAYRLPPEADLMATTHYLEALDLQKEVVKIHTIFGGKNPHPNWLVGGVPCPI
NIDGTGAVGAINMERLNMVSSIIDLCMTFVKNVYIPDVVAIGGFYRNWLYGGGLSGQAVMAYGDIPENPNDFSAEQLHLP
RGAIINGNLNEVLDVDPRDPEQVQEFVDHSWYTYGTPGKGLHPWDGVTEPKFELGPNAKGTKTNIQELDEAAKYSWIKAP
RWKGHAMEVGPLARYVVGYAKGHEEIRGQVDGLLRTMDLPVEALFSTLGRTAARALEADYCARLQKHFFDKLITTCRNGD
TATANVEKWEPKTWPKEAKGVGMTEAPRGALGHWIKIKDGRIENYQCVVPTTWNGSPRDTAGNIGAFEAALMDTKMERPD
EPVEILRTLHSFDPCLACSTHVMAPDGQELTRVKVR
>ANB39573.1 uptake hydrogenase small subunit [Rhodovulum sulfidophilum]SNK001
MAEIETFYEVMRRQGITRRSFMKYCSLTAAALGLGPAFVPKIAHAMETKPRTPVIWVHGLECTCCSESFIRSAHPLAKDV
VLSMISLDYDDTLMAAAGHAAEAALEDTIEKYKGNYILAVEGNPPLNEDGMYCIIGGKPFVDQLRHAAEHAKAIISWGAC
ASYGCVQAAAPNPTRATPVHKVITDKPIIKVPGCPPIAEVMTGVITYMLTFDRMPELDRQGRPKMFYSQRIHDKCYRRPH
FDAGQFVETWDDEYARKGYCLYKMGCKGPTTYNACSTVRWNEGVSFPIQSGHGCIGCSEDGFWDQGSFYDRLTTIKQFGI
EATADQIGFAAAGAVGAGIAAHIAASALKRAQKKSQDSTQKEEV
>ANB39574.1 HupV protein [Rhodovulum sulfidophilum]SNK001
MTGTRLIVGPFNRVEGDLEVHLDIAEGRVRSARVNAPLYRGFERMLTGRPASDALTITPRICGICSISQSAAAARALADA
GGHEPAPAGAAMAALIHAIENVSDHLVHFNLFFMPDFARPAYAGRSWHARAIARFTAEQGAAPRAAIAMRAELMHVLGLM
AGKWPHTLAIQPGGVTRAPGPRDKVRIAASLAAFRRYLEAELFGAPLEDFVALGTREGLMGWDRGDAGLFLEIAADLDLD
ALGRGSGRYLSFGAYPLAEGHGFAPGIWKDGLLPLDLGGLCEDLSHAWMLGGAAHPSEGQTLPDEDMRAEAYSWCKAPRL
DGLGYETGALARQVMAGHPLAVALAGGGVMTRVAGRLLDLARTQIFMEDLLRWLDPAAEFMRPAPKIREGEGVGLVEAAR
GALGHWLRVENGRIASYQIVAPTTWNFSPRDASGTPGPLEAALEGVPVAEGKTTPLAVQHVVRSFDPCMVCTVH
>ANB39575.1 HupU protein [Rhodovulum sulfidophilum]SNK001
MNVLWLQASGCGGCTMSLLCAESPTLFDLFEGAGIRFLWHPSLSEATGAEARALLEAVAAGDIPLDVLCVEGAIARGPKG
TGRFQMLSGTGRSMLDWVGRLVPRARHVVAVGSCAAFGGVTSAGGNPSDAAGLQYEGAHPGGILPPEFRDPTGLPVINVA
GCPTHPDWVTETLMLLAAGAMGPEDLDALARPRFYAEHLVHHGCPRNEFYEYKASATALCEMGCMMEHLGCVGTQAVGDC
NIRPWNGQGSCTRAGYPCISCTAPEFEEPRHAFTETPKVAGIPVGLPSDMPKAWFMALASLSKAATPERLAKNATADRIE
VLPRPGKPRG
>ANB39576.1 PAS domain-containing sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MARDITRGLVSGEGEFSDAVWADVLSAVDRTYVDLVDYQEQLEAKNAELETMRSFLGSILASVSDVLIVVARGGRVEEVS
ASTALRTGAPREGFAGRPVTELFSEADRPALEAAMTRAGQGRCPVMLEAGLIAAEGETPLELSLSPRMDERGRVTGHVLT
GRPLGELRQAYAELAASHDELKAAQALLVRNEKLASLGRLLAGVAHELNNPISFVYANAHALERYAGKFESYFERVQSGA
DRAELVRLREELRLDREIRNLRDAVAGARDGAERVRDIVEDLRRLSSEGSGERVAFDLVETARVAASWVMRGSRGDVEIA
FAGADRVMALGRPGHVQQVVMNLVQNARDAAGPGGRMELWFGAEAEAAVLKVSDDGPGVPDAVRTLIFDPFFTTKEVGQG
TGLGLAISAKIAAEHGGQLSLCPVGTGACFRLDLPLAGDRP
>ANB39577.1 cytosine deaminase [Rhodovulum sulfidophilum]SNK001
MAEFDLLIVDGNLPDGQVGDIGISKDRIAAIGDLSGSTAGRVIDAAGDLVSPPFVDPHFHMDATLSYGTPRINASGTLLE
GIALWGELKEIATVDQMVERALAYCDWAVSMGLLAIRSHVDTCDDSLKGVEAMLEVREKVRPYLDLQLVAFPQDGFLRDP
TAKANTLRALDMGVDVVGGIPHFERTMEDGRASVRELCEIAAERGLLVDLHCDETDDPLSRHVETLAYETQRLGLQGRVN
GSHLTSMHSMDNYYVSKLLPLMAESGLSAVPNPLINIVIQGRHDSFPKRRGLTRVKEMQAHGITVGWGQDCVRDPWYPLG
TADMLDVAFMGLHVAQMTSPAEMRQCFEMATTESAKILHLDGYGLHEGAQASLVILDAGDAIEAIRLRPARLAVISKGKV
VSETPRADARLDLPGRPTGVRRRHHVN
>ANB39578.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MEILDILLSASFWAAVLRIASPLIFATMGELICERAGVLNLGIEGIMVAGAFAGWMAVYAGLGLWPGLLVALLTGMAFGA
LHGVLTVPFGLSQHVVGLGITMLATSSAYYAYRLSLPEVTSPPRIEPFQPLHIPGLSDLPFFGEALFSQTALTYLAFACV
IAVALVLYRTPLGLALRAAGENPAAVEAQGLSVAAIRIGAVMAGSGLMAVGGAFLTMSAFSSFFFEMVNGRGWICIALVV
FGAWRPGKALIGALLFAAFDALQIRLQQTPLGADIPYQVFLMVPYALSILALVLMSRRAEVPAALMTPFNRGER
>ANB39579.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRLDPVHNPTLTRRLGLPLAALAFTVAVASGLAKLAGADPFATLGLIVKGAAGSKFALLETLNRATPLIFTGLAVAVAFR
ARLWNIGAEAQLYAGALLTVLVGTQLGLPGAVAIPAMAVAAILAGALVLLGPAVLKLRLGVDEVVTTLLLNFIMLLFISM
LLEGPLKDPMGMGWPKSPPIPRDARLPRLIEGLRLHWGFGLALIAAVSVWLIQIRTTLGYEIRAVGLNAQAARFAGIPVN
RVIVKTALLSGGLAALAGFSEVAGLKGNLTLDLSPGFGYTGIVVAMLALLHPLGVVASAIFVAGVFVGANSMSRAADVPT
YIADISVAVALLSMVLAILLTKFRVVRG
>ANB39580.1 sugar ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MSGNRPVVLKLEGITKSFGALRANDNIGFALHRGEVLALLGENGAGKTTLMNILFGHYTADAGTVEVMGQALPPGQPGAA
LAAGVGMVHQHFTLAGNLTVTENILLGTRPLWRAGLGRSAARARIAALSRDFGLAVRPDAKVRDLSVGERQRVEILKALY
REARVLILDEPTAVLTPQETDALLATLRKAVARGLSVIFISHKLHEVMAAADRVIVLRHGRVAGEVATAETDRHRLAEMM
VGEEVRLPQPSTATPGPALMSLKEVTCHPEGSRSGLNRVTFDLRAGQITGLAGVSGNGQGALADLVSGMTAPDEGRLEVH
GAEVSLWSPRAALAAGVGRIPEDRHATGSIADFTLTENAVLEDYARPPYSRHGWMNWRAARTHAEKIIAAYDLRCPGPEA
RIRLLSGGNMQKLILGRALEAGPRIILANQPVRGLDIGALTYVQECLIAARDAGAAILLISEDLDEVLALSDVIHVMSEG
RLSPGFPRGSKTPAELGAWMAGQGFDHAA
>ANB39581.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MATTRDGIAIGRRGLLLGGAGAAAGLGLGLWPRRGLAAEPVSVAGIYTVPVEQQWVSRLHKAADAARAAGEITYAFSENT
TNTDYPRVMREYAEQGVKLIMGEIFGVEQEAREVVLDYPETAFLMGSSFKPDPDYPNLAVFDNYIQDASYLSGIVAGAMT
KTGNIGMVGGFPIPEVNRLMHAFLAGVREVKPDATFQVSFIGSWFDPPKAKETAFAMIENGADLLYAERFGVSDAAQEKG
VLAIGNVIDTQPDYPETVVASAIWDFAPTLAAALKNVSAGSFKADDYGVYSFMKEGGCSLAPLGTFAGKVPQSAMDLIAQ
KEAAIKAGDFIVEINDKEPKSS
>ANB39582.1 hypothetical protein A6024_17680 [Rhodovulum sulfidophilum]SNK001
MSCRTQVVNGFLQQIDRLTRTLGVILIGDCNQISRLDPAITRPGRIDQIERMPPPSIADIRRILGKVLADNLTRSFMNSS
KPRACRRMWSPFGCGACQSVSQEPDTDSCR
>ANB39583.1 hypothetical protein A6024_17690 [Rhodovulum sulfidophilum]SNK001
MTTLTHVAAPNAAFITRLSALAEDIRQAGRRYGIRRQTIRELSALSDRDLKDLGIHRCDIGAIAAEASRNA
>ANB39584.1 hypothetical protein A6024_17695 [Rhodovulum sulfidophilum]SNK001
MKEYSLTSIRTAMAVADAAEKWGEATLELNGYSFNLTDTGDSQLLSIIMQHEPSADKVRDLLANLTEAVKNSEVSA
>ANB39585.1 hypothetical protein A6024_17700 [Rhodovulum sulfidophilum]SNK001
MNHDQTRARAKLRDQLQETLRDRDAFHGKPTQRLAAEIAAQLIDQERQSPWALCHTIEQIDVLRRRLAVAKV
>ANB39586.1 two-component sensor histidine kinase [Rhodovulum sulfidophilum]SNK001
MVERWIKRMLPRGLYGRAALILIVPIVTIQLVVSVVFIQRHFADVTQQMTKALVLELAYLTRIVDAAPDLAAARSEAGAV
ARPLELALTLPTDAPREISRRFYDLSGKTVTATLRQGLPGFTGIDLATDTARVWVGIVTDKGPMEVSFNRRRVSATNPHQ
LLVLMMFTSALMTLIAFLFLRNQLRPIRRLARAADAFGKGRPIPYRPTGATEVRAAGRAFLDMRARMERQIEQRTLMLSG
VSHDLRTPLTRLKLELSMAEDSPETRAMLRDINDMGRMIDTFLDFSRADALDDPEELDPAALLMRVAERARAGGGAVDIG
ALPPAEPASLRPMAVERALQNLIDNGLRHGNRVALSLYLRPGALVFTVEDDGPGIPEAQRELAMQPFQRLDAARNQNRGT
GVGLGLAIAADIARGHGGALHLGTSDRLGGLRADLVLAR
>ANB39587.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MKLDRIDLKILDLLQRDATIPLARIADRVGLSQTPCWKRIQKHEEAGVIRERVAILDPEVLGLALTAFVMIEALDHTSDW
RESFLEAVERFDEVRDLYRLAGRYDFLLRVVVRDMADFDRFYADLTAGVRLRSVDSFFALERMKVSTALPLAGMLA
>ANB39588.1 sulfate transporter subunit [Rhodovulum sulfidophilum]SNK001
MIRTIQLGAHALAQGQVIRTFGDGQIEIDIGGRRLTGTAVPNAPMPAATPLRRSRPPFRWRKGILTVLATFGLALGAPEA
AFSTATDAPQILNVSYDPTREFYRDYNELFQAWREAGDHAPVTVQQSHGGAGAQARAVIDGLPATVVTLALSADIDAIAE
HTGKIPADWQSRLPHNSAPYTSTIVFLVRKGNPKAIENWDDLIRDDVQVVTPNPKTSGGARWNFLAAYGYALDRFDGDED
RAQEFMTRLYRNVPVLDTGARGATTTFSQRGIGDVLLAWENEAFLALDALGADKFDIVVPSISILAEPPVTLVDGNIGSE
AQRAVAEAYLEHLYSPEAQALALRHFYRAWDSSAAAPEDVARFPELRLVTIDDFGGWARAQPVFFGDGGLFDKIYED
>ANB39589.1 sulfate ABC transporter permease subunit CysT [Rhodovulum sulfidophilum]SNK001
MRAGPFRSPSPLPGFGLSFGIAMAGLSIVVLLPLGALLGRGLAIGPVELLDMVNSRRIRAALGLSFRAALVASLFNLAFG
LVLAWVLVRYRFWGRRLIDAAVDLPFALPTAVAGIALTALYAPTGPFGHALAPLGIEIAYSEAGIWLALIFIGLPFVVRT
VQPVIEEIDREAEEVSATLGAGRLYTLRRVVLPTLTPALMTGFALALARSVGEYGSVIFIAGNLPFRTEIAPLLIVIRLE
EYNHDAAAAIGIAMLMISFAVLLTLNTIQFWSRRRIGLG
>ANB39590.1 sulfate ABC transporter permease subunit CysW [Rhodovulum sulfidophilum]SNK001
MAEIAYPRREPVTTEPRLARWSLIAAVLALVSILLFAPLATVFAEALAEGGAAALAALGSSDARAAIGLTLTVAALSVPL
NAAIGIAAAWAIARFEFRGKALLVTLIDLPFSVSPVVAGLALVLLFGVNGPLGDWLLAHDLKIVFALPGIVLATLFVTFP
FVARELVPVMIEQGRTEEEAALTLGASGWRTFLTVTLPNIRWALLYGLLLCNARAMGEFGAVAVVSGKIRGETTTMPIMI
EMLYNEYLSVAAFSLAALLALLALLTLTLKTLLEWRCAELLSATRRY
>ANB39591.1 hypothetical protein A6024_17740 [Rhodovulum sulfidophilum]SNK001
MHIDIDEIAKEFGTARALHPVSLSIPNGALVALLGPSGSGKTTLLRILGGLDYPSSGRIFFDGQDTTGLSVQDRRAGFVF
QNYALFRHMNVFENIAYGLRARRRRDRPAEAEITRRVNRLLALIQLPDIGARYPGQLSGGQRQRVALARALAIEPRMLLL
DEPFGALDAKVRKELRQGLREIHDATGLTTLFVTHDQEEAMDLADLVVVMSMGRIEQVGKPAEIRARPACAFVRDFVAA
>ANB39592.1 nitroreductase [Rhodovulum sulfidophilum]SNK001
MSNKTLELLQKRRTQYALGKDLPLSADMVEGLIKAAIRHAPSSFNSQSSRAVILFGAESEKAWGLIEAELRKIVPAEDFG
PTEAKMKGFAAGAGTVLFYEDEDTIKGLQEQFPIYADAFPRFSQHSAGMAQLAVWTALAEEGIGASLQHYNPVADAALAE
AFDVPASWTLVAQMPFGGHAGEIGDKTFMEDEARFRTHGK
>ANB39593.1 MFS transporter [Rhodovulum sulfidophilum]SNK001
MTQTQRAAQAPLVTPVLIAGSVILLIGFAIRASFGVFQIPIAEEFGWARTEFSLAIAIQNLAWGIGQPLFGAMAEKIGDH
KAIVAGALLYALGLVLSAFAIQPWQHQGLEVLVGFGVAGTGFGVILAIVGRAAAPEHRSMALGVATAAGSAGQIVGPPSA
ELLLRLLPWQGVFMVFAGVVLASLLALPFIRSPQIASRAELEESLGQVLGRAFRDPSFVMIFMGFFSCGYQLAFITAHFP
PFVAELCGPIVPGGTLSAIGITTTSALGAVAISVIGLFNILGTVTAGWLGNRYSRKYLLAGIYTARTVAAAAFILMPITP
GTVLVFSMVMGALWLATVPLTSGLVAHIYGLRYMGTLYGFVFLSHQIGGFLGVWLGGRLYDLYGNYDLVWWVGVGVGAFS
ALVHLPIRETPIPARAAA
>ANB39594.1 hypothetical protein A6024_17760 [Rhodovulum sulfidophilum]SNK001
MAGGWARDGAVNDQIDASIEDELNRMKAKRAPMGESLTHCAECGEPIPEARRRALPGVKLCIDCQGDRDRRPVTRGGINR
RGSKDSQLK
>ANB39595.1 DEAD/DEAH box helicase [Rhodovulum sulfidophilum]SNK001
MTTFDKMGLPKRLVTRLAETGITEPTPIQARAIPPALEGRDVIGLAQTGTGKTAAFGLPLLTALAESRGKPTPKTARALV
LAPTRELVKQIAESLRPLVAGTPVSVETVVGGASLSAQEKRMARGADLLVATPGRLIDLMGRGAVVLAETRFLVLDEADQ
MLDMGFIHALRRIAAKLPKERQTMLFSATMPKQMDEIAASYLTNPVRVEVSPPGTAVDKITQSVHFLEKAEKTGRLIELL
DGHRDDRAIVFGRTKHGAERLSKQLERAGFATASIHGNKSQGQRDRAIKAFRAGDVRVLVATDVAARGIDIPEVRHVYNF
DLPNVPDNYVHRIGRTARAGADGAAVAFCAPEEISELRAIHKVMGCAIPVASGTPWEGLEPKQSRGGPRGAGKGAGKPPA
KARARRRPRNKNRAAA
>ANB39596.1 peptidase M3 [Rhodovulum sulfidophilum]SNK001
MTNPLLAPRMAPFELPDFAAISDEDFAPAFDRALTEARAEIAAIAEASEPPDFANTIEALERSGQALSDVLSVFHLLAST
SSTPAREALQRAFSPKLADFSSDVVLNRALFERIDAVWQARETLDLSAEEARLLDRKHRDFVRAGAALPEDERGRLRAIN
TRLAELSTAFGQNLLADERDWTMPLAEADLAGLPGFVVEATRAAGDERGADGPVVTLSRSVIVPFLQFSPRRDLRKTAYE
AWTSRGARGGATDNRGIVAETLKLRAERAALLGYDSYSAYALETQMAKTPGNVRDLLMQVWAPARARAETDAAILAEMLV
ADGGSAPLEPWDWHYYSEKRRRALHDLNEAELKPYLQLDRMIEAAFDCANRLFWLDFTPLDVTLHHADARAWEVTRDGRH
MGVFIGDYFARAGKESGAWCTALRSQQKLAGEIRPHVVNVCNFSKPAEGRPALLSYDDARTLFHEFGHALHQMLSDVTYE
SLSGTSVPRDFVELPSQLYEHWLEVPEVLERFATHAETGQPMPEALRERVLAAATYDMGFQTVEFIASALVDLEFHDGPA
PADPMQKQAELLEAIGMPHAIRMRHATPHFAHVFAGGYASAYYSYMWSEVMDADAFAAFEEAGDAFDPATARALEENVLS
TGGTVEPDALYTAFRGRLPGVEALLKGRGLDLEPA
>ANB39597.1 succinate--CoA ligase subunit beta [Rhodovulum sulfidophilum]SNK001
MNIHEYQAKALLRSYGAPVSKGHVVTKAEEAKSIAADIDGPVWVVKAQIHAGGRGKGRFVEEEAGEKGGVRLTKSVGEAA
EEAKKMLGRTLVTHQTGPAGKQVGRVYIEEGAGIDRELYLALLVDRQTSRVAFVCSTEGGMDIEEVAAKTPDRILSFSVD
PVTGYQGYHGRRIAFALGLTGNQIKQCVRLMGQLYKLFTEKDCELLEINPLIVTDQGDLRCLDAKMSFDSNALYRQEDIL
ALRDETEEDPKEHQASKYDLNYIALDGEIGCMVNGAGLAMATMDIIKLYGSEPANFLDVGGGATKEKVTEAFKIITSDPN
VKGILVNIFGGIMRCDVIAEGVVAAVKEVGLKVPLVVRLEGTNVEKGKAIINNSGLDVIAADDLSDAAQKIVKAVKG
>ANB39598.1 succinate--CoA ligase subunit alpha [Rhodovulum sulfidophilum]SNK001
MAVLVDENTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKGGQSHLELPVFNSCHEAVARTGANASVIYVPPPFAAD
SILEAIDAQIPLIVCITEGIPVMDMMTVKRALEGSNSTLIGPNCPGVITPDACKIGIMPGHIHKRGSVGVVSRSGTLTYE
AVKQTTDVGLGQSTCVGIGGDPIKGTEHIDVLEWFLADDETQSIIMIGEIGGSAEEEAAQFIKDEAKRGRKKPVAGFIAG
RTAPPGRRMGHAGAIVAGGKGGAEDKIEAMKSAGIVVADSPAHLGEAVLKAIG
>ANB39599.1 hypothetical protein A6024_17785 [Rhodovulum sulfidophilum]SNK001
MGFAAAVKVCFRKYFTFSGRASRPEYWWFVLFTLLGSIATGLLDLLLFPSAIHTGPGSIEAESDGPLVTLFTLAVFMPSV
SAGWRRMHDSGRSGLYYIYPLIVLVGILGFAQFVGAFGLAGSGDLAEAFTGIAGLVLILSFLVLMISPLLVIWWLTRPSQ
SGPNQYGPNPHEVTP
>ANB39600.1 2-oxoglutarate dehydrogenase E1 component [Rhodovulum sulfidophilum]SNK001
MTEQSANDIFHSSSFLQGHNAEYVEQLYARYANDPNAVDEAWQRFFAELGDDEVSVKREAAGPSWARRDWPPAPNDDLTA
ALDGQWPTPPAAREAKAAEEKIREKAEEKGIAVTDDEVKRAVLDSIRALMLIRAYRIRGHLVADLDPLGLRNPTPHPELD
PKSYGFTDADMERPIFIDNVLGLQVASMREILAIVQRTYCGTFALQYMHISDPEQSSWLKERIEGLGKEIKFTREGRRAI
LNKLVEAEGFEKFLHVKYMGTKRFGLDGGEALIPAMEQIIKRGGALGLKEIAIGMPHRGRLSVLANVMGKPYRAIFNEFQ
GGSFKPEDVDGSGDVKYHLGASSDREFDGNTVHLSLTANPSHLEAVNPVVLGKTRAKQAQMNDHDRKQVLSVLLHGDAAF
AGQGVVAECFGLSGLTGHRTGGTIHIVVNNQIGFTTAPHFSRSSPYPTDIALMVEAPIFHVNGDDPEAVVHAAKVATEFR
QKFGKDAVLDIFCYRRFGHNEGDEPMFTNPLMYQKIKKHKTTLQLYTERLVEDGLIPEGEIEDMKAAFQSHLNEEFDASK
EFKPNKADWLDGRWSHIQRGGGDDYQRGDTAIGEETLQELGQALTTPPEGFDLHRTVGRLLDAKKEMFATGKGFDWATAE
AMAFGSLLTEGYPVRLSGQDSARGTFSQRHSALINQDTEERYYPLNHIRKGQAKYEVIDSMLSEYAVLGFEYGYSLSEPN
ALVMWEGQFGDFANGAQIMFDQFISSGERKWLRMSGLVVLLPHGYEGQGPEHSSARLERFLQMSAEDNWIVANCSTPANY
FHILRRQLHRSFRKPLILMTPKSLLRHRLAMSEASEFLTGSSFHRVLWDDAETGHMSETKLRPDAEIKRVVLCSGKVYYD
LLEERDARGIDDIYLMRLEQFYPFPALSLVKELDRFRDAEIVWCQEEPKNQGGWTFIEPNLEWVLTRINAKHGRPRYAGR
PAAASPATGLASTHKAQQAALVNDALTIEG
>ANB39601.1 dihydrolipoamide succinyltransferase [Rhodovulum sulfidophilum]SNK001
MSTEVRVPTLGESVTEATVATWFKKPGDAIEADEMLCELETDKVTVEVPAPAAGTLSEIVAAEGETVGVDALLATIAEGA
AAPAPKANGGTPAPAPADHAGAEDLPVMVPTLGESVTEATVSTWFKQAGDKVERDEMLCELETDKVSVEVPAPASGVLKE
ILAAEGTTVEAGGQLAVLSSGEGAAASATEVKPAAAASKGGSGKDVEDAPSAKKLMAEKGLTAAEVKGSGRDGRIMKEDV
LKAASAPKPAASRASEPSKPAAIPDAARAPIPAEDAEREERVKMTRLRQTIARRLKDAQNSAAMLTTYNEVDMSGVMALR
KEYKDLFEKKHGVKLGFMSFFTKACCHALSEVPEVNAEIDGTDIVYKRFVHMGIAVGTPSGLVVPVLRNADSMSFAEIEK
RIAEMGTRARDGKLSMAEMQGGTFTISNGGVYGSLMSSPILNPPQSGILGMHKIQDRPMVEGGQIVIRPMMYLALSYDHR
IVDGKGAVTFLVRVKEALEDPRRLLMDL
>ANB39602.1 hypothetical protein A6024_17800 [Rhodovulum sulfidophilum]SNK001
MTPELAALAATAFIHLAAVLWSQRALEADVGREGNTGPRDDIGDRLSPLTLRLRRALANHVENTGLFVIAVVLVQFTGSN
GWFTALCAWIFVAARALYLPAYAFGWVPWRSVIFMAGLLACFAMILASIF
>ANB39603.1 hypothetical protein A6024_17805 [Rhodovulum sulfidophilum]SNK001
MTPELTALALAILVQAVQFVLMAIPANMELGTEYTTSPRDTPPDQQLSRRTGRMQRALNNHFEGLILFTAAVVLVTVSDQ
SSWFTALCAWIYLIARIAYVPAYIRGWVPGRSMIWAAGFAATILMTLAALI
>ANB39604.1 dihydrolipoyl dehydrogenase [Rhodovulum sulfidophilum]SNK001
MASYDVIVIGSGPGGYVCAIRCAQLGLKTACVEGRDTLGGTCLNVGCIPSKALLHASHQLHEAQHNFEKMGLKGKPPSVD
WTQMLSYKDEVIGQNTKGIEFLFKKNKIDWLKGWGSIPEAGLVKVGDETHKAKHIVIASGSEASSLAGVEIDEKTIVTST
GALALPKVPKKMIVIGAGVIGLELGSVYARLGAEVTVLEYLDQITPGIDTEVARSFRALLKKQGLNIVTGAAVQSAEALK
TKAKVTYKLRKDDSEHQIDADVVLVATGRKPYTDKLGLDALGVEMTKRGQIATDAHYKTSVDGIHAIGDVIEGPMLAHKA
EDEGMAVAEILAGQAGHVNYDVIPGVIYTHPEVASVGQTEDQLKEAGRAYKVGKFSFMGNGRAKANFAADGFVKILVDAE
TDRILGAHILGPSAGDLIHEVCVAMEFGAAAEDIARTCHAHPTYSEAVREAALACGDGAIHS
>ANB39605.1 hypothetical protein A6024_17815 [Rhodovulum sulfidophilum]SNK001
MRKTLKTFGSVAVLGAATLTMTGSIAFGQSVVKDSANVTMFGADAAFTLPKGDMYFGATLSDPRGGVSGKGTDGDMSMGI
GFGNPITSLGFELDLNVTGLEPFGDSGNFTLKTSRALLMRPNHVIFGSAAVSNLAAWGDSNVGNERWNATISGLTQFEGA
DLIHPFMWTVGYGSDAVLSTAGSSLTEEGWFAGVGIGVTETFGMSVSATENQYNVGVGVRVPGIEGLNVSYGVNDITDHM
DRKQQMLTLTYSLNDVFGGF
>ANB39606.1 hypothetical protein A6024_17820 [Rhodovulum sulfidophilum]SNK001
MTMKMALFASATGLVLAASGPALAGGVSQPNNVGGSPSTQAAAASTVNAAIAAATTTISRVNSAPNAAGGALDTTTTTDL
DDSDITVTRDVSGDALFNGEPAVVNGKPNLSVSFGLTYDR
>ANB39607.1 GntR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MLIQTRSGDTVSATHERLYRTLRTQIMHGELTPGAALTLRGIGKSFGVSMTPAREAVRRLVAEGALTLSSSGRVSTPELS
NERLEELASLRGLLEPELASRALPRAHFALIERMQKINAEIGEVVSRGDAVAYIQKNLEFHRALYLRAQAPAMLAMAETV
WLQLGPTMRSFYGRLGRTEPPQHHRIILAALRAGDEPSLRLAVRTDVTQSLKFLAT
>ANB39608.1 zinc metalloprotease [Rhodovulum sulfidophilum]SNK001
MSIIRIPGDPPLEVTLRRSARARRYSLRVSQLDGRVTLTLPQRAPEADGLAFVREKEAWIRRHLSDRPEDHVVRAGGSVP
YEGRALPLVPGTGRTPQLREGGLAVPGPAEDVPPRVLAFLKTRARARLAAAADGHAAALGIGYRRLTVREARSRWGSCSS
RGDLMFAWRLIMAPPEVLDYVAAHEVAHLVEMNHSSRFWAVVGGLMPGYEAPRAWLRANGSALHRVRFGD
>ANB39609.1 hypothetical protein A6024_17835 [Rhodovulum sulfidophilum]SNK001
MPKEEWGVKRVCPQCSTRFYDLQRDPMTCPSCGHSFPADSLAPGKQRPLIAEKAAPAKARNDEELDSDDAIIDDDDDGND
VDLGDDVLEDDDDDNVSLDDIADMSSEDDDET
>ANB39610.1 ATPase [Rhodovulum sulfidophilum]SNK001
MSAHFFVVTGGPGAGKTSLITELARRGFHTIPESGRAIIREEMQGGGDALPWADRMAYAERMLEQDLRAYSAAQALSGPV
IFDRGIPDILGYLTLCGLPVPPHVTAAAKAARYNARVFLAPYWDEIFTQDTERTQTRTEAEATCAVMRETYTALGYQITE
LPRADIATRADFVCAQRVN
>ANB39611.1 hypothetical protein A6024_17850 [Rhodovulum sulfidophilum]SNK001
MVITIDTHEKLGQGELRGDVWLQTLVRETPGALILIFGRDKLRWVEIDNRWEDVLDQHLLGELSDEDADRFLAQVPIPEE
DIRARLVGAAEGLPHYLDLAVTLYEDRPDVRAPAP
>ANB39612.1 hypothetical protein A6024_17855 [Rhodovulum sulfidophilum]SNK001
MLDGLKTVAMHAFRPAEGHHQEEVSHFRTWRPARRITTGAVRLTDYNFKTPVAAMETDHLGDAAYEQGQIESFDWPGDYL
DQSRGRVVAELRAAGERGQDRRFEAEGDIVALGAGLRVTLSGDPVPGTGGEYMCLSARHSYTADNYGSGGSDDGDGRAYD
GQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLDEAWSMRCRVSQSWAGAGWGGMVIPRI
GMEVVVEFLDGDPDKPLVTGCVYNGRNRAPYDLPENKTRSTFRSDTHQGRGFNELRFEDKKGQEEIYLHAEKDRNEKTNN
NHTERVDNNWVQSIGQHKAIEVDGNHSESVHGSMTLHVGPSGVGRVLNDRFRKLVEGISSIAVKMPTPGINQLGRGVYSL
FADQVINEATAGVKAQTIGVTKTVNVGRSIFENAGHSIQLVAGSQATIEAGDVASIVSNGELELRVGKAELRMTSDGYVR
LRGDTLFMELENGIEMVGGSEITANAPKISLN
>ANB39613.1 hypothetical protein A6024_17860 [Rhodovulum sulfidophilum]SNK001
MKRKILIAVALIVAMVVLLPAAFSVWRMKFLLPEGEVTLAGHEGGMVCSSDAYNAFVPLMSQAGEMGLSQMPFEGTAAEQ
RAILDRYAALGLTGPETVVTSVNLDDGKVYANTCAAERCTMAEMAAAEAMCWQDTRNCIYLAIRFRGQDYCVLAPAKDVP
>ANB39614.1 hypothetical protein A6024_17865 [Rhodovulum sulfidophilum]SNK001
MHPEAWVGRMDARSKRWLISYDGSFSMVCGYHSFIFLGFDNMCIGIVNLLNCGVSASLPIGKLFKGAGGSARAAQRIEDA
HGHIGDGKMTWDAAKMEHEQNQIGSGMALYERMTQGTPQFVSAHKPFSLADLSGMTGGIIGAEVELVGAAALYTIDASPG
PLGDPVFGPTPVFNSGDGLVSAGASAAIGM
>ANB39615.1 hypothetical protein A6024_17870 [Rhodovulum sulfidophilum]SNK001
MTEHPIWNPATGITDLDADPAQLSASEIPGIKAVWTDQRKRLKGSTQLSDFTEKLSREWAIETGVIENLYEIERGVTQTL
IERGFQAELLSHGSTNKPRDYVIQLLRDQKDALDGVFDFVKSDRALSASYVKELHAVLLRSQDTTEGLDAQGRHVEVPLI
KGAWKTLANYPVRDGITFTYCSPEHVGSEMDQLIKMHAEHVAKSVPSEVQAAWLHHRFTQIHPFQDGNGRVARAIASLVL
VKDGLFPLVVTRDDKPTYLDALEAADSGNLKPLIDLIAKLQISQFRKASAISESLLVEEDVQAALGGLLKAADKVAADQL
AALRGVFDLAHILEDDLCDRLAAIAPTVSTALQRVSDGATAFVTKSNSETDHYFRAQIIDNAKNHIGYFADTGEYRSWVA
LNMRWSRRGQLVFANHGIGRPFNGSLICAPFLEFKDTDEEGQMRATLVPLAEEGFVFFYNEDRERLLSRFRPWRESVLKV
ALKELTQNL
>ANB39616.1 hypothetical protein A6024_17875 [Rhodovulum sulfidophilum]SNK001
MVMADGSFRVEVEHDHLRKLANASPVQAVCELVWNSLDADATRVDVDVDHGELGMLSVSVRDNGHGFTHEEAKALFGKVG
GSWKRHGAKSKRKSRVLHGKEGKGRLKALALGRVADWVVRYRDEAGNLMGFKMTLVKDALVDVEISAPEPAEPVLGTGVE
VTISELEKQFKSLETERAVPDLSSVFAIYLKNYRDAEIFFDGERLDPEANIASSETISLDPIVADGGTHPVVLEVIQWNS
APERSIFLCGKDGFPFARIAPKFHTTGYVFSAYLKSGYVDRLQERGAIDLAEMDAAMADAVDQASEAIQAHFKQASAAEA
RSEIERWKEERSYPYEAEPTTKVETAERQVFDILALTVNKHLSDFSQQSAKGRTFQMRMLRQAIERGPDELQTILTQVLD
LPPRTMNEFAKLLEEADLANVISASKMVADRLSFLSGIEQLLYDPETRGLLKERSQLHRMIAEGNTWIFGEEFGLTVDDK
GLTEVLRKHRSMIGDETVIDAPVKRIDGSVGVVDLMLSRSVPRNRPEEREHLVVELKRPSVVIGPKELTQVESYAFAIAN
DERFRDLDTRWVFWAVSNDIDEHARRRARQEGSPPGRVFKDGPIEIWVKAWSEVLSDAKGRMRFVQDKLKSNVDDDTALN
YLKKTYAKYLEGIADDVALEAASENVDAEEASEA
>ANB39617.1 restriction endonuclease subunit R [Rhodovulum sulfidophilum]SNK001
MSKIGEAERKAQNRVIDLLCGGTSGTPGGLGWRYLGDWQKREGNANIEPSLLRPWLEARGYSPEVITQAITRLERDARME
GTKLYEANQSFYDMLRYGVAIAPGPGEAPVTVRFVDWGDAGANDLGVAEEVSIKGRDAKAWNKRPDLVLYVNGIALGVVE
LKKSTVGVGTGIRQTLDNQRPEFIRHFFTTVQITFAGNDSEGLRYAPIKTPQPYWLAWKEDSEISARLDRDVTQMMAPAR
FLELIHDFTLFDAGIKKIARPNQYFAVKAAQERVGSREGGIIWQTQGSGKSLIMVMLARWIREAFPDGRILVVTDRKELD
SQIEDVFGNTGDKVRRARSGNDLMAALADPTDRIICSLVHKFGKKEEGELESLISDIQNANIGAPKGEFFVFIDEAHRTQ
SGKLAKAMRKVLPKAMFIGFTGTPLLRSDKGTSLETFGPYIGKPYRFDEAVEDGVVLDLRYEARDIDQRISAPDKIDAWF
EAKTKGLTPIAKATLKQRWGTLQRVLSSRDRLEQIANDIILDMEMKPRLNAGMGNAMLVAGSIPEACELFEIFRKSGSIL
ADKCAIVTSYKRAAPEITGEETGMGETEKQRVHRVYTDLLGDTSEEEYEEGALRLFKKEPGRMKLLIVVSRLLTGFDAPT
ATYIYIDKQMRDHGLFQAICRVNRLDGDDKDFGYIVDYKDLFRNIESAVDDYTSEAFDAFDKEDVEGLITDRAEQADTDL
RTARDAWLGLLDAVEQPKGDDELFAYFSSPGGIESDPDAEEKARRRQALYKLAGRYARAYTNVAAEPDGSDFNELELGEM
RKEVEHAIGVRDAVRLHSGDAVDMKLYEPAMRHLIDNYIRADDSQVISHLDDISLIDLVESKGAQAEDDLPALSKRKREN
VAEAIENNVRKLIIDETPVNPKFYEKMSELLTDLVAQRRSGAIEYAEYLEKIAELVRAAKSGHGNTYPESMKSPGQKALF
DNLGQDEALARRVDEAVRATAPHGWRGHTMKEKKVRRCLEAEISDPDTVDTLLQILKNHGEY
>ANB39618.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFTEAQIIGMIKEQEAGMPTAEVCRRHGLSPATFYKLKSKYGGMEVSEAARLKALEDENAKLKRLLADTMLDNVVL
KDLLGKN
>ANB39619.1 integrase [Rhodovulum sulfidophilum]SNK001
MRDHDISQRRACQLVGVDPKTVRRTRPPDCPELREEMKEIAGKRRRFGYRRIGILLERKGMLMNHKKLYRLYREEGLSVK
RRRGRKRARGSRTPMPGAAHPNARWSLDVLADSFGASRKFRILAVIDDCCRENLCLTADTSISGARVARELDALVRMYGK
PACIVSDNGTEFTSRAILKWADTNGVPWHYIDPGKPQQNAFIESFNGSLRDELLNEEIFDTLDDARRKLALWRYDYNAIR
PHSSLGTQTPLEARRTLEQFEGSAPGALAQKDRPDYQSQTRRLSL
>ANB39620.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MATIPFIQAKFFPAEQTADYLEKRFTKHLRLLRSGLVGQPAHEVELLGVDNQELHEVRITHLDRSRIQKRVKKLIIRRQE
ASGMGHLQRDERERLTALAGGVRLATVKAEHQADEIAAALHDEMPWMGPATEQVWRAMRRSVREGSIGLRLPPILLDGPP
GIGKSFWARRLGRLLTVPTTVIEATNENASFGVVGSQRGWGSAGPGRLISTMLMEHVGNPVMVVDEVEKSGTAKSMSGRA
FGLSEALLPLLEPMTARSWSCPFYQVKFDMSWVIWVLTSNNYHALPEPLLSRCPPIALRALTTDELVMFIWREGRRQGTS
DVALDAAVEAFKRAGQASQPSLRTAARVLQRAADLECHPTLH
>ANB39621.1 transposase [Rhodovulum sulfidophilum]SNK001
MIAPSSSYRIYLATQPVDFRKGMDGLVNYVMTNFELDPFSGAFFVFRSKGRDKIKVLMWDGTGLVLIYKRIEGAGFVWPK
LSDGTMTLTKAQFEALFEGIDWRRVVSAAYHHPSIFNKSSVEVE
>ANB39622.1 hypothetical protein A6024_17915 [Rhodovulum sulfidophilum]SNK001
MAEREVWGFKIRTSPSGKRIWPSELKLEATRRLREDGMSPGDVAAELDAHECLVRKWWVADRRERGEKISIDGPAFAQIS
VEPAFAPAAPQTTAAGNGSAGSAHLYVGGICLQFPLSIDEADLQKLIRVAGQCQ
>ANB39623.1 hypothetical protein A6024_17920 [Rhodovulum sulfidophilum]SNK001
MAPAAGIVQELAVRTVGGVLKPGETAARLVPLDDELIAEVQISPRDIGFVQVGQAVKLKVMAFDFSRYGHVYGKISSISP
STFLDANKVPYYLCRIHLDSSQIGSEGETRHFLPGMTIHADILTGKKTILQYFLKPLYTIVDGTLGER
>ANB39624.1 hypothetical protein A6024_17925 [Rhodovulum sulfidophilum]SNK001
MTDAPRLDVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFH
GALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAI
ALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSV
TAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDG
LTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLT
VSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVA
PATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAAT
ATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGS
WSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIR
PAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTP
VTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFH
GALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAI
ALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSV
TAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDG
LTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLT
VSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVA
PATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAAT
ATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGS
WSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIR
PAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTP
VTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFH
GALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAI
ALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSV
TAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDG
LTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLT
VSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVA
PATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAAT
ATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGS
WSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIR
PAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTP
VTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFH
GALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAAL
SAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAI
ALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDGLTLTPPAEFHGALSLEVAATATLGADSRSV
TAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLTVSGLPEGAALSAGTPNADGSWSLGPDELDG
LTLTPPAEFHGALSLEVAATATLGADSRSVTAPLAVTVTPVTDPPRLEVAPATGAEDSAIALELAADLIRPAPGETLTLT
VSGLPEGAALSAGMIAGVASDGSTTWSLGAADLAGLNLIPPSGFTGDFELQIAAIASDPEGGVATTNQLLPVTVLAEEPS
LPPSSQVIELNGLITPEDTAVVLELGQAFLEATGFSNLTFASISGLPEGTMLSAGDLQPDGSYLVSAADLEGLLLTPPND
SDDDMRIAVSFELTDGAQVNAAFDLQVDAVADMPTITISGASSDDVSVIPFNIGGGLSDVDGSETLTRFVSGLPEGARLS
AGTYAGDGLWLLTPEDLTGLALRPPTDFFGSFGFTTTVVATEASNGDVAVWNQNVTVTVSGGQEGDVWQSYDARGDEDTA
VDLGTFLLLFDLAGFASIAVEGVPEGGTLSGGYLDENGDWIIAVGLLQDLSYTPPEHDASDVTLSVVGRILSFPITLGRI
DVLVDAVADAPSLSASAVDGIEDQALSLTIHGALVDTDGSETLSFAVLGLPEGAVLSAGTRDPASGTWILTPEDLSGLTL
TPPPDFSGQLTFDVRANSLEDEGNAASTTETITINILPVTDAASLIVQAAAGHEDQPIPLNITLSSGDADGSENVTAIVI
SGLPDGAVLSAGTALGAGAHAVQPEDLAGLTITPPANFSGQFDLQVTATLQDGTADPVTVSGTLTVTAAPVADAPVLNVI
DALGVPGEPVDLSISAATVVADGTEVLSIVLSGLPEDAFLTAGRNMGGGVWSLDAQQLDGLQLLPPQDWFGEFALTVDAH
ATIAGTGDIASNTAVIDVQVPEPAPIAMEVVVDIAPGFSVDGTATLSRIVVTLADDPLFAEDTLALSDETASDPVISNAL
SGGALSLRFENDGRQAILEGDAPTELFEQLVRGLQLHTSSDQGSRTVSIDVYDTAGELLPLDSVNLTLNPNDPAASTDPG
DLFAADTSFDAETDTTSLDWDAGSDALDTPTTDDPAPYQEMST
>ANB39625.1 hypothetical protein A6024_17930 [Rhodovulum sulfidophilum]SNK001
MKILVVDDDDLVRELILHSIGQLGHDLHAADSGETALEQIKAGLEVDLVISDWMMPGMTGVDLCAEVRRKTRRRHIFFLL
LTARESREDYLSAMEAGADDFLVKPFDPEMLAAKVRAAERIFGLQTQLALSNTQLTQSNQELDDALRKMKNDIHAAAKLQ
LGLLPPEKVRFGRFRMSAALLPSSAVSGDIYNYFNLGDETFGLYSLDIAGHGARAAMMSFAISRFIIDLGVVGNFERTRT
LSSYVQELNEIFQSSPPDNDYFTMLLATISSDEKMRVCQAGHPHPIATPIDGGPPFPLGKGGFPVGLQEGISYEEFLVDL
TQIHRVVFYTDGITECSGPNGELFGVERFQTLLHEAEGKPLDDVVPAVKQAMISWHGGDEFDDDISIIVLENCEATPEAP
>ANB39626.1 hypothetical protein A6024_17935 [Rhodovulum sulfidophilum]SNK001
MIKTEPSAGVTIFVIGTQRLDASNATAFHSQLAPLIKGHDRIILDFTSVEFMDSTGIGALVGVTKGKSPDARIAMCGLTP
AVETIFKLLRMDMFFLVAADRSDAIALLESA
>ANB39627.1 hypothetical protein A6024_17940 [Rhodovulum sulfidophilum]SNK001
MGNMPGRFILKYDFLEAPRVWDAISSEVSANYPQDDLIKIRLGLTEIINNIVEHASNGQDDARFSLRILKLESGLFLCLS
YAGPAFVPPPDALDAEKVLASERTRGRGLWLISQCFTQVRYRDRGLTQRVIARL
>ANB39628.1 hypothetical protein A6024_17945 [Rhodovulum sulfidophilum]SNK001
MSFLRPQKSLPRHPVVTGMIVVLTVLAVANGAITIEKRALLEAERDLVAQEVMTFAARLQTEINSNVYLANGLIAFIAVS
KAPAPQEMKAAMASLHGAGRNIRNIGLAPGNRIEYVFPNTGNSSVIGLYYPDLKDQWPAVKRAIDRKTTIVAGPINLKQG
GVGLISRTPVFLEDGSYWGILSLVLDAESVFAQAGILPLQNNLNIALRLKADDGEPDRVFKGEAELFAPTSIIRDIVLPG
LVWQIAATPREGWTQSLGHLQLLRGLSLLLALFLGGLAAGRQRQRLDLARTEKRLASVTKAIRDAIVVVDGSGDIVELNA
AAETMFGRPTAQAKSMPVAEMFEVETVLANTSVQTVVQGWRADGTELCLEVSSSTVDMMGNLKTIYSIRDVGDRMAIENA
LRKSEERFRNITSQVPGVIYQWQEGPGDRRGFTYVSPRANEILGLEADALVEDWSLFQIHPDEIDAWVASISHSISTGED
WQFEGRFLRGDETRWWRAFSRPQRFVDDPDGTVVFTGVIFDVTSVKAAQQALIAKERELAVVLESALDGIISIDMRGVIL
SANAAAAQIFQYRTEELVGQNVSMLMPDAIASRTERYLDSEAVSVIRKVVGMSRTVMGRRRNGEEFPVELSVAQTMAGCG
SAYTGVLRDITDRVAAERELEAARFGLEQKANDLEILADERDRARRDAERASEAKSSFLAVMSHELRTPMTGILGIADLL
LSETQSARHRKWINTLRRSGVSLLSLLDDILDFSKIEAGKLTLESIAFLPDVVMADVCELLSSTAQEKGLDFKMEQRISP
SPTLIGDPMRLQQILLNLTTNALKFTDKGGVTLSLGDAEKLPDGRWRMEFEVADTGIGIPSELQANLFQPFTQAEASTTR
RFGGTGLGLAISGRLAEAMDGEIDVSSVEGKGSVFRLTIVLPEATEMTGNISHPARLALGPAHERALNLLIAEDNETNRL
LLNDALEMCGHSVTTVENGAEAVAIVKKNDFDAVIMDMQMPVMDGVTAARLMQTEDGNGPPIILLTADALSRKSFEKENV
FAAVLTKPIDWGQLFSALNEFARRDGEASADAQQHDKRSGFIGASKNNSDPGEEVSSTEPPTLSLEWLDVLRQTIPPDRI
NSIFASLIEKLDLQSRDLRARLSAGDLEGAERTLHSLLGLSRQFGLGKVAQCCQNISITSESGDVAHQSPLLERFDIEIS
SARRALKNHLGAQPKPFL
>ANB39629.1 transposase [Rhodovulum sulfidophilum]SNK001
MKRKRFAEEKIISVLKESEAGAKTDDICRRHGISSATFYSWRKKYGGMEAGDAKRLRFLEAENAKLKRIVADQMLDMSAM
KDLLQKHW
>ANB39630.1 transposase [Rhodovulum sulfidophilum]SNK001
MDWAMTEKNYNQRRACALAGLDPRVYRRRSSRPQDQGLRQRLKELSGERRRFGYRRLHILLNREGWKVNWKKLYRIYLEE
GLTVRKRGGRKRAIGTHAPMAIPQGPNQRWSLDFVPDSLSDGRRFRVLCVIDDFNRECLACVVDTSLSGQRVARELDNIA
RLRG
>ANB39631.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFSEEQIIGILKEHQAGIGAKELCRKHGISDGTFYKWRSKYGGMEVSEAKRLKALETENAKLKKMLAEHILDVATL
KEMLGKNF
>ANB39632.1 hypothetical protein A6024_17970 [Rhodovulum sulfidophilum]SNK001
MSVLRDLPGDHLARFATSRWLGPLERVCLPHHAIDLSPSDLALICAHAAGERPSGRFSGTLRDDLAAALAELPQGAHLRL
EGCSLRARGQVPRLLTPEDALAALSQPNGRVAACQRLLAPCLSDQSLHLFAWADIPPWSEFRVLVAGGQLLGITQYHPDR
GWPEVAAAATRIEAALMRAAEVLIKQVPESDFAADLFLDTSFVPRLIEINPLGPNTGLGLFVARDFDGGFRYVTPSVNST
WHDENDCWRCEALLAGQDLSGNCHKVLPLSAKISL
>ANB39633.1 hypothetical protein A6024_17975 [Rhodovulum sulfidophilum]SNK001
MSNPYEDVRGEDFARIAKGFDFQSPHLGKVDFPDQFVTDYVAEFAQGDWRDETKLEYSVARLGGGYQAIMYWGLLDPAHI
YSINRILDESLYAEKGSIILPPGHYVFAECYEDRGKVYLTINLNQGSGDYGKIFLWRKAHDALGTGDNADPPAFAADTLG
TYFAALKTEAEAKAELVRLNRP
>ANB39634.1 hypothetical protein A6024_17980 [Rhodovulum sulfidophilum]SNK001
MGSIRDQTSVPDTPEVRSAQSRVDALDAEVLAIAEEGVLLAASTSPVGGQIADAYSMSKNIAQGNYGWAIVDGIGFIPVL
GDAIKGAAKGTKLARAAAHAAEALSTAKAALARTRAFARTRAAAEAYWRQIKARRDAIIDRFRGCKTEACRKARDADLRK
VNRMPAKGGTWVDAHGNLVPAGSGYWKPDPGSSLYDALSKHQTPVQGVPFTDGKPDFTGFPPRGFDKTPQVEIEMSGNSP
KDIGAARTAYKDATGVTTPRTGGPGTWHHEPDGVTMSYVDADVHTAYQKADGSANSGTPHAGGDSMTRDPVF
>ANB39635.1 hypothetical protein A6024_17985 [Rhodovulum sulfidophilum]SNK001
MQIGTDQMQGPPMGETAFLDWFVGEFMVENLSGWIEDMGTQTCRLFSANGRRYAHHFGIRRDDLVAQFLYLMWAVGPNFW
RFPGFAEVLARRDLSEAAKIDALFEVPDKLAARAITEANMDYWMPNLIENNVITGVDGYRVLERRDGDEDG
>ANB39636.1 hypothetical protein A6024_17990 [Rhodovulum sulfidophilum]SNK001
MSREPTRMPGPDGAASAAPDRETVLAGLAAYAFARAEALPGGHVFGLIDAACDPLSAVTLEAFPEPARCLIGGSLGEELA
GVAPWLVRFDRHGPAWDWFASEAWGRNRGVLVVSNLDLARLKARLKKPLRVEDEDGKRYFFKYYRPNHLNAYLPAMDEPQ
RRTMFSGVACYLAEAPGTGAHLLAHVPDRAEPERVALEPLGAGLVVRPPDAQALATETTEKV
>ANB39637.1 hypothetical protein A6024_17995 [Rhodovulum sulfidophilum]SNK001
MMRIDRAMLARAEDVRFAAARDRLKARLLAEPQATQMSDRQRRAFVDWIDGVWAQVRAAPGAAEHPVTLQRAVLIEMTRP
RWSADPLLAAYVDRMVATPGRAWPFEAGVTAVWRNVLAARLMRPEIVAFIAQEEKL
>ANB39638.1 hypothetical protein A6024_18000 [Rhodovulum sulfidophilum]SNK001
MTTTPLPRASRVPIEEGLAIIDPAHGLLSYLAQSVLAPFWEAFPGGLTGPLPPAREAARAAIRLWNEGGSDDTLAQFRAT
LAARDPAQAEAWEAFLRAILWREDNRDLRGWRMWFSDNQHRQGPVGRVPGAVVDGLRQAYRDEVVTRGRVIDDLLEGLAE
APLDDWDLWLHAQYAYSLIDADRFDTGRVRRDLSRFADAKLFETFLRAHVLTLAPNDQEAVTGAVRAFWADLWGEPVDSP
AGLMLTETAEDAERIPSAREMLG
>ANB39639.1 hypothetical protein A6024_18005 [Rhodovulum sulfidophilum]SNK001
MAGAMSFKNCDHCNDCDDLLNELQRRAYSTESGGNKGLLTRWAEQVFGCQTPQNTISAHASCAGHRMSGTWEGHNQAMRT
QQQRLRDAVEEYDDNDCGDKVSDPTAARRSMRDMRRMAYSGSVPVAPGDYKGPPVPGNVSMPRTMGQAVGDFGRGICLSA
SQAGGTLIGGGAGAIGGGVAGGVVDGAIGAGAGTLVAPGLGTVGGAATGAGYGAATGAVAGGLAGGSMGYNVGTTFGNWL
CY
>ANB39640.1 hypothetical protein A6024_18010 [Rhodovulum sulfidophilum]SNK001
MSGFFRQDARMGRISTVLGQDVLVLRRFEGTDHLNALFDYSADCLAATADLDFDRLIGTHATVTLTTKDGERPFDGIVTE
ARWLGSGDNGHRYRLRLRPWAFLASLRRNQRIFHNKTVIEILTELLSAYADAGALTVELANDYPELEYTVQYRESDLAFA
CRMMERHGISYHFRHADGGHEMVLTDQVEAHDSIGARPFRPAEGHHQEEVSHFRAWRPARRITTGAIRLTDYNFKTPVAA
METDHLGDAAYEQGQIESFDWPGDYLDQGRGRVVAELRAAGERGQDRRFEAEGDIAALGAGLRVTLSGDPVPGTGGEYMC
LSARHSYTADNYGSGGSDDGDGRAYDGQYVLMPVEAPLLPEQKTARADVRGPQTATVVGEGEIDCDEYGRILVRFHWDLD
EAWSMRCRVSQSWAGAGWGGMVIPRIGMEVVVEFLDGDPDKPLVTGCVYNGRLERPYDLPANKTKSVFRSNTHQGSGYNE
IGFEDQSGREEVFIHAQKDMVTKVLNDTSTHVLSNSVTRIGANAKLQVEGNQVERVGRNRSVSIGGANGSLLSLLTALVA
AGGSFFSKSSKSAGAPGVVTSFADDVARVAQVEGEVANVAGAKDFADTGAHRSEAGAQQASAASTLGGLLSSILPGSGIL
TTVVEKFRSDTVGIAATEQIGVAKNTLVGLVNAISVGKKMQIVVGEDYDLETKKSIFARTVTHTLTAKEKFVIAGPGGSI
TIDQSGMVIKAAKLEVKSPSTNFTGGSPDQVEALKSDKPFVEECPYK
>ANB39641.1 hypothetical protein A6024_18015 [Rhodovulum sulfidophilum]SNK001
MNQLALRLSSDGRARQSYLAQDRSSGRIFTLPRALALALRRVQAAERGDAEARKRVGREELRDVSGLLGQIRAARGQDRL
TRRRFNPVFASFPLIDLGPLQPRMQPLARALVGPGFLVFMAALLGAALFLGIRSDWAIFSAYRNMFSLEAIATFGLVAPV
LKIFHEAGHALTATRYGVRLRKGGLYLIGLYPMPYVDCTEADVSARRRHRIAISLAGILVDVTVGLIAFVLWYLVAGSYW
QVLIGHVFVFSTLNSVLFNANPLTRLDGYYVMTDLLRRRNLATRASATLADLRLWAMTTGLAGNRPREPRHWGLVAYSVG
SFLYRLKILYVIGFALLPRYLGLGIVVMAWGAVAMFVAPLMQDEIPRVHLDDAARRRRRWMRAGLAGGLVVALGFVPLPY
HLRLDVAADVEGHYQLTTQSAGFLQALAPGGPIGGGTRLAALENPALRDRAEVLDANLAGARAAYESVRGDHPAKAAMAA
RQVMSLSDQVAVSAREIAGLTLTAPGDGVFVPSRLDRAGAFLPSGTALGAFLPVAGGAVLSGPFPERYVDKFQQGPVAAE
LRIAGEYLTLDPSAAALRTIIGVDRASGTRIYQLTIPADLTPASLAGRPGALRLTFAAEPLVCHIKFLIQGLAARFREAQ
MADRSGI
>ANB39642.1 hypothetical protein A6024_18020 [Rhodovulum sulfidophilum]SNK001
MFGSPRAILWLGGSGELRTLFGALPEDIAQETLETLKGEKPVIRRLGDRLLALVPVMRAGTAAGHAVWLFDRVPPVTELP
ALLEELRGLSAAFAPAAVEGDAAPGKQLALPIALSRLGEGTKLKADGVAATVADACVEAGICSAALVVPCTASDGLAGVG
RVSASDRGFDAHADEIRQIVASYRPEADRRPDPRRIAAADLDEAVFDAALIGEMLGAGALLLDLPPRGQAGTALILLDPA
PGADVAGLADLVSVASRRPSGRGRSRRAKVLRGGMAAIGVALAVWLALPAPLRITATALSGASHAQSVALPFEAFIREMR
VEVGHHVEKGDPIAVFTAPDLEEKAAQADLQLSIEQVNAQAALSQNDYGAYVMSEQKQQALRRQIDQLGRRIEQLRVTAP
VSGQVIATLGSGVSGRHVPTGTEIVAIQPDDDFNVALTVSRVDAPLVAQGQSGEVYFRGLAGRTWPLTVTTPVAVTRDME
TETEHLTAWAHIDAPGEGRLFVGLSGFAKVEVGRTVRAYAYSRYVLEFLKVKAWTWFGFHL
>ANB39643.1 hypothetical protein A6024_18025 [Rhodovulum sulfidophilum]SNK001
MTDKPAKATGTINGVKISWDDSEMVSHYANIGTATANREEFFLLFGTHQHWRGTMDEKKEIEVKLANRIVMSPYAAKRLA
VILTQSIKAYEEQFGKIEA
>ANB39644.1 hypothetical protein A6024_18030 [Rhodovulum sulfidophilum]SNK001
MGQQKALQQAEALPIDRRAVPLEPRVMLDANLDIDLSGGADLTSILSGLAQIADQQADNADAILDQFDASAGAAFDVLGS
VLGDSGDDLTAVSETVDRIRSAISELRASITGGISGLIDGDFASDLADAANDSLGDDTSISFSGNLSASEIAEVFTVENF
TDGTIFDDLEDLLDAEGVSGDDMAAALSDVLDQVADAMGLTDTLSLSLSDIVVDGETLVSFTDNADGAVSVEVALDTDGL
AADFDSAIADLLPGLELPFDLSSTDPLGGSISFQISVEAELSGGALDSLELHIDNFSFDPLVSVGGEIDTGDDATATLGL
VGLTVESFTTALFSVVVTGADTLDLGGVIDFGSGDFDFFGDEADLGISGLIQEVGGSGFTEIEANTSYDLFQLDFTGTLD
MGESSESYSGVLTLSSVLDTASGEDPATVFADNASVDLSVDFDDASLGTEALETLTATLEALFSLDAEDIIDFLGEAGAN
IAGLLKNSVFDFEIPLSDLQISDVLDSLASVFTNIADTFSIDTESLGFSENVSGQTLGAAIAGLTGSALTASDLDALSEY
SSITLTVTDAGTAVTGIEVNLEGSDVLDTSLSVAERLAALATLLQAAVSPYGLSVGVTATGGLRIASDEQEDDGETYRNS
LAVTGATRADDDSEDDDFSLIDLGFASGDLGALEYSADGTLYPDDDSETVSEYFLGFSTGTDTVTLDTLDIDDLAGVTSM
RFTFTVDGVERKVDVTSDTGWDDLASFVEDFNAALDAEGVGVTVGSDGGYDENGDLVGGTGLSFTLDADETRSIQITVED
GDTLRATTIDGLLDWVNSELSQAWEGAALELTEDGALVFVLPEATSTLVIEADDGVLFSAEDVGLSFLGDVTLSADLAGE
LTAALTSSIGIDLAGLGSSLIDIASNALQGASDLGEDLFDALLDYAFIEDVTLTASASATATDITGSADLGIAAFTVGTS
DPSANFVAFDVQMLVTLVGTDSDGLASNRITMHNLYNAVTDVYDVVDGETVVTEAEGIDSLIGLLELSGGLLTDGEGRAL
ASDGSEVADSADLQTADAFDYGGDGTLAEFVAYLGDITLSVGDVAGLNEGVIDGIGVTVTDLFDLDGTTEIAVVSEDESA
AAALEALGNLEDGDILDALTAIAHMLVVVGEALEDYLPYLDAEIPLLNFSILDAISFSADFLEALQDIRNDMDAALDTLD
SYLEDVFGEDTVELGWDSDASTLTFALSFQFLDDYSESLPFQLDLAELLGDALADIVGEDLADTVTGLVDASGEGALVFD
PLLSLDFTFGLDLSGLLADPTDLAELSTALGALATTGAVNMRPSGGNDLRITRFDADGNSSKVEVDLDGLETLEEVIAAI
DAAVDAAFDGTVSFTYDAETGQITLSDSGNSETEDTGLNLLFGASRDSSENDDGLQEIALDDGFTDYESAATFDVQIGDE
RVTVTIEAEAGRDQDGFVDALNAALAAASIDRGAISDTAIHGTTVALSSLMTARVTADGILALTATGYDTALSYDTIEFS
VTGEDLSEGIGFAITDLGGANIAEVLGFESSRDAIVGDITSGTLYVADDGDAIRIYLDTEESGIKLSFSAGVEEGLNLTL
ALGPLSVSVTDGHAYISAADGSGDPAYIFLGINDIDGDEYEGQYDLSHLATLFSDTSLSVSDLFSYEVSIGIDVSLPMSD
SIGLFDPDTDGLTWQATLLSVSDATAATGGLIDIFNGNLGGLTGLDFTLPDLSDYLENLNILSLLNDPVLLLEGLDMIIE
QIQSLFDDFLSDINLPIVGDSIGVGVTFFEEFRMLVLEEALEYASTPLADGTMPTTVDLVTGFLNDALNDLLGTSGETYL
QAYLNTDGGTEDSYVYAALNFGATIFSEYLDIDFDLGIPGFDLEVEEGSQILMQLYYSVNIGFGYDSNGFFLLNDTDTDE
ITLEFSVDAGSFEASMALFEVLGVSATAVTLDDDGNIISTASDEDGGTAKLTATMGADLYGDQGLAIIDPDDQGDSDAIT
SDGVYRDFSGVTPLDGIGEELTYETVVYLSQLDTSNLISFTFEAEVAIVLSIEGNILDPTTGKPIEINGVTYLPSVATEL
EFVATFSIGDGLNIETLMFHNVRVDISEIYDALIAPILDPLMDVVEPLAEFFKFLNEEPMSILVDILGEIYPIIKMAGTV
AEIGEEVTDFLTYLNDSEGIVMFGDYDFSSMSDDLETGDAELSDASGSQVSISGSSSSSGYSGKFGVFGSGALQIEIPLL
TNPFSVIDLLLGNYEDVVLVELRMVLFNFDTGGRIDLVDEFLDLMDMPGWAADIVSSIFEAGIEARFVAQIEVGYDLSGI
VNFVNTLDPERLLDGIFLSTELVDVYVGLDASLSSPFAGLSVAGYAGVTLYFNDPNHDGKLRLTEMIAIVEAAYEEISDG
DILEALGYIFYGEASFGFELSVWVGIDLLLTKLSWDIELFKDDGSVDFGGNPVSGEVAGDMDGSGTVVLNIGSNAGASNS
AIQEDGDDTLVITGPNSPIQVTYTQGGKKVTGEIDQDANALVIPAGSGDNEIDLSGITNDVITITYTGAGEDTITLPNQG
LHVVFAGDGDDTITVDGEATGTYIIFGEAGSDTVEIDGGNVVYIGSDDYGLRDLFIEAFSSGDVTATEVLSLLGLNADGT
VDTNSDKANYDGLTLSGLLENYTGLTQTNADKSADTITLGSGNAIVLTGGGDDVILIDLTNDGEVRIYSGAGDDIINAGG
SSVYVEGGAGSDMIVVDGDETTVWGWGAQAGESGLDGDDAIDTLALRDGMDVITGGSGSDMIYGQNGDDILQGGLGDDML
SGGLGDDLVSGGTLTLVTSGGTVIDLTTFDVDTNFTTNMILGSVDAADGEDTILGGKGSDIMMGGGGADSIEGGTGKDIL
IGDFAEIKLSPNLAAGAITSTYVNSRNAGQDALYGGTGDDILIAGGAGEGEAETLTDTEGSNILIGDFAVLEGSIILDAV
TKITTLASEMGGDDILTAGNGTDILIGGEGSDVITAGLGADIVLGDLGIIDFSEGTIRGDSTAADGNDTITVGNDDGTSS
VDDLKDIVIGSLGDDTVAAGDGGLVMLGDGGTITTDPTALNALRTYVPLGSDPSDDDVAADLKARNLISALAASVVSTPN
EDDGDDTVTVAGGETIAVLGGGSDVAELADGVNYVLGDDGTITIEANADYTGRRVELTSAAAAAAANDDQINTGSGSDVI
VGGEGSDEIRAGVGNNAILGDNGTLSRDDTGDTLSLTLKSAYLRTDGDDLVVTGSGDDAAVLGGGDDTAELGDGDNIAMG
DSGTATWIGDEIELESANPNYGGDDSITTGSGDDAILAGSGNDTVDAGNGGNAVIGDNGHLQIDEAGIELTSTDPSLGGN
DKITTGSGNDAVLAGSGNDTVDAGNGGNAVIGDNGHLQIDEAGIELTSTDPSLGGNDKITTGSGNDAVLAGVGSDTVDAG
NGSNAVIGDNGHLKIDEAGIELTSADPSLGGDDKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLQIDEAGIELTS
ADPSVGGNDKITTGSGNDAVLAGVGSDTVDAGNGSNAVIGDNGHLQIDEAGIELTSADPGLGGGDKITTGSGNDAVLAGV
GSDTVDAGSGGNAVIGDNGHLQIDEDGIELTSADPSLGGDDKITTGSGNDVVLAGLGSDTVSAGDGENFVLGDNGWISLV
DENVVETSDESLGGDDVITTGKDNDVVIGGTGSDTIALGDGDNRALGDSGYYRSQGELVSAHLDSDGADKVTSGTGNDFV
VIGGDADTAALGDGDNRAIGDSGRIVWSATEIGTMETTDTDTGAGDRIVTGSGSDAILGGDGGDTIDAGDGDNAVIGDQG
RIELDAGADQVVARRVVTKDVAQGGGDVLTTGKGDDVVLAGAGGDTVSTGAGEDAVLGDNGEYVSSHMTGTGSLTAAVLD
FGGDDVIYTGAGADIVMGSQGNDRIEVGEGEDVALGDDGTVTFINRTDVQTLVLTNIELGGDDIISASNQSGDSIFFGQA
GADTVIGGSDDDIIIGDLVEITFTDASAAMAGQSAVDRVDYMIGVRPDLGFDDHLSGVDGNDFIIGGFGDDEIHGGDGQD
FLIGDTIIYQRSYTEMADGTLFEVILLDTNFAYRTGGYDTIYGEAGSDVMIGNLGPDLFYGDTEEDVIFSDGYAGEYHGR
WSSLGFEGDTAFRTLWKSNFAGPGAIDVVSRAQQDDSIGSPLDLVLEEMDVANEDRGLLAGGEFISEGAGIDTSFFAGRL
LDFLETDEVVGTLATLVTLGADQAVLAQALEAAIAENFGDIWDLDAPELELVIKKMISFLLSEVQAEDAATGSAIAA
>ANB39645.1 hypothetical protein A6024_18035 [Rhodovulum sulfidophilum]SNK001
MAPLSAMALAVGLLPGAAGADRLVTGVSYSTVYGATAQVDLGFTDILSSGVDLRLGYRGGSEGHGTSLALTRDWEFGDTG
LGRDTVLTFGIEGYSRDWDFQSYRRETYTAALSLDAGLTERARYSVGIFAQHDDLEESDDDVSPLILKDLGDSHASGIDL
GLTWSNRQKGASLALGTEARIDLRRAGFGSGRDFSQVSVNAETFLPMGRGTILNLGFDGGLVSSNDGDYVTLLDRATMGG
GMLRGFTFDGIGPRDMDTDDALGGTRYLAASAELFVPTPRDNLWLGAFYDIGTLWHLPGLDGADIDDDLYWRQSVGLSMT
FETRIGRVNTSLAKPIAEREGDDIQYVSVSLSTTF
>ANB39646.1 hypothetical protein A6024_18040 [Rhodovulum sulfidophilum]SNK001
MGGCGLILAVAVAVLPAAVSAQTSPEDFALRARSVAGAIPLLRPGQFNCTIKPLRVVEVTSAITGVAARVLVRPGQQVAA
GDPLVELDAAMARAELALGEARASDDSALRASILRRDGLARKEERLARGLARGAVSPADHDDAALELALAAADVERQKAA
LEMAALDLAKTRIAVENTLIAAPVAGMIGEDLIDPGEGTSAGPLATIYVNQPLRVEAFVPSSALPDFVAAARHDIVVNDD
VAHPLPVRFDYAAQLADLASGTISVFFTLDAPEVLPGSKCLIAGLPEAGSALPGSGPQNDEGTRYDN
>ANB39647.1 hypothetical protein A6024_18045 [Rhodovulum sulfidophilum]SNK001
MTIRTSFAAVIGCSLLWVAGCGGPETPADQRLDALREDGPSEDQRNAAEAGLAKTIAKEPGLAELVALYGDPSEAPAGGA
ALPDLLKTALDRNSKIGRAAQEISLADAQHMNAVFGYLPQVSFTFSRDHLNQRVISSDNKVYEKGQTSYPVRTTVASVTQ
PIYDMSRIFGIRYARNAQSVAEVDYIGAVRDVTYEVFDNYIVANQARDRARALAARQRLFDRQIGSRDTLTDIGLDDDTE
SASLRSERDSIAAEEALEMARYAAAVSALAELTGTVVREIKPLRFPNGMLRADRRTGEGDAVARGLEDNPAIMSAALAVV
GAGLDRHRALAAETMPVVDAYATLENEHRSGSRFGGGSHSDDLTVGVSLTVPLFNSNGRGYVSREKSVELRAATMEYYAR
RRAVETEIRSTHSRMAELRRAIFRSSESAQQARKALDAERGRVASGQSVDLVVAARELRLNKATERVSYYQAEYLRSWTR
LHYLMGADLTKLEL
>ANB39648.1 hypothetical protein A6024_18050 [Rhodovulum sulfidophilum]SNK001
MHLHTTINGPIMAPESPERAREQGQLGYMQWLGSMPGNAPYKDEAIYACIAAMDLERSKPAVAVFCELIRASLRKPLRRL
DLALPRPRRRGGAAVRRSRL
>ANB39649.1 hypothetical protein A6024_18055 [Rhodovulum sulfidophilum]SNK001
MAQRPENTVGQFRHVGMVPAEVAFGKGEDGAHSGRQDVAEFAQDAADHVHDLGLLPDHKIAGAVDRQDRLLIFRLQFDEA
HRGSAHRLANRLGIDRVGLAPLHIGFHIARRHQPDVVTELAQFAAPVMGGPTRLHPDDAGRQGLEELQKLGALHRLVEND
APIRGNPVNLKDILGQIQADRIDCHWVAPLSAVDDNCTMAHRDAGGAGAIHIIRFRDPRAART
>ANB39650.1 transposase [Rhodovulum sulfidophilum]SNK001
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELHNRFRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKS
GREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVSNHPERADPWLTKLLQRKPARLATVAMANKT
ARIMWAVLTRNESYRPHTA
>ANB39651.1 transposase [Rhodovulum sulfidophilum]SNK001
MQVTTVGLDLAKNIFHVHGVTETGEVAFNRPLRRAQVLAFFERLPPCLIGIEACASSHHWGRELTKLGHTVRLMPPMYVK
PYVKRGKSDAVDAEAICEAVTRPTMRFVEIKSEDQQALLSLHRARDFVVRQRTQLINMLRSLAAEFGIAIARGVARAIDF
AKGIIEGKQSGFPELAQDVLRVLSRQLVELHNRFRWYEITMRIQARLSRQAQLLQSIPGVGPVTASAVAATIGSGHQFKS
GREFAAWLGLTPRNHSSGGKERLGKITKMGDRYLRQLIVVGMTSRVRQVSNHPERADPWLTKLLQRKPARLATVAMANKT
ARIMWAVLTRNESYRPHTA
>ANB39652.1 hypothetical protein A6024_18080 [Rhodovulum sulfidophilum]SNK001
MAALLFGVLYSLVIATIGKVAVDYWGRPRGIAYGIFGYYYWVALSIYGLAMVFVFRAIPIRYALATFLTIITVPTFLLLP
DQGERPILAVYAGAITMCLALAAWEHHHTRRRKRLT
>ANB39653.1 hypothetical protein A6024_18085 [Rhodovulum sulfidophilum]SNK001
MQRCKKIFMAIVLALSASQAAADCGRGNILFTFCDIAGKDTVLRVCHDDFTVTYSYGVAGEVPQLYLSEAIATVDYHPWD
APDPTSGSITFRNGEYAYEVTSLFVTQAFADDIPSAAHFGWVTVTRNGEIVVKLECRPEPSRYVYGGSLYERTTAMGLEW
NGYERGWTEY
>ANB39654.1 hypothetical protein A6024_18090 [Rhodovulum sulfidophilum]SNK001
MIRLKEMKQKFGLSLGACCVVIGTMAQADCPAGQEPFTSCQIDGRNTEVLVCFDEQVVTYSYGPVSGTPDLFLSEPIVHI
DFEPWSGLGKAISESVTFYNGDFAYDVGGGFDRPFSEEEMLEPIRRFGWVEVTESGAMAAYLECIPETVSYGFGGDIHDI
KVAARQIWDSDSLTWISDSIVPPVPPLLSESHLYETIQDCLPASEFSLNGVSVGDPLDTLGKLGSPEMVSDPFGSGELID
RMVLVGANIDIFQDKVYGMSTSSPGWGTPSGLRVGLTRGEVIRILGRVPKGYNAMSDRYYIHVCSDVQDAEDEWGMLIEF
GQDKRVDSISFASPLH
>ANB39655.1 hypothetical protein A6024_18095 [Rhodovulum sulfidophilum]SNK001
MNYAHLISSNINDGSSVGMTWLPEMPLELFRSIYLGQATLEEFPKGQALLIRKLVKGKVPEVIGMFTGPFVLAPILREFL
ETHEPGGHRFLPVRILTEKPENGTTEHGLHWLLLPPPPVDCLDFEGTVFMGDIRGNTWSRRRDDRKYWGGGLPSQDPDDP
CAFHGDKVQGRHVWRYAIGITEDRFNSEYACSMEFWQFYRSHRMLGWGSDKICTVT
>ANB39656.1 transposase [Rhodovulum sulfidophilum]SNK001
MIHRQHGWDGDGAARIGQGNGHAERRTDIDMLHRNSPGSTRRLSLAADRGYDSADFGAELRQMVGTPHVAQKSRHSAIDG
RTTRRPGYAKSQRRRKKIEEPFGWAKTVGGMAQTLYRGIERVRARFTLTMAACNLARLPKLLAA
>ANB39657.1 transposase [Rhodovulum sulfidophilum]SNK001
MTNPFIIPSLANLNADLAQRHFPLARGEKLQQTFAQLFSRHLGRLHSGKAFEARSLLLTGLSGSGKTAEISDMLNRFNET
AVLLPDGKDARFASCVLEAKGSWKDLGRKTLHALGYPITNKTRRTQFEIWDLVVKQAKLQGVVGIYYDEAQHIMRGKSDA
EVLSVLDAFKTLMKSHDWPLMLILSGVPELGGYVQREPQLDRLMTRIEFQEIDLSSAPGHPAQDYEILNEIVGSYAISAG
LNVDASLPTGDFLHRLATAGAFRWGLVIDMVVDAVALAVARREGVVERSDFVAAWCEKTGMNQLATPFTHDSYERMFRRD
KPFRAAIGT
>ANB39658.1 hypothetical protein A6024_18115 [Rhodovulum sulfidophilum]SNK001
MAAGTEKEVTVHLDPDDLREVYVTAEGVKEVAKTRLSMTIFKDQSLEEAIEIMENATASNPSLRVLHEENLSEAMQRRAT
ESGFFPDSRDPLSYQKIEQLRRRADKLHQVEARPPAYIGATAAPGQLMSRGRTSGVVPARPAGAAPFKPPSPSTPPRASA
PPPQSAGPTDVAPEKGSTSAPGPDDIKTMTFGPIKDSKL
>ANB39659.1 DNA helicase [Rhodovulum sulfidophilum]SNK001
MTSSFFFLQAEKDERNQALYDELENWSSKKSAQIYIVNQPLGDDRYDYDNEDCAVVMSPGRKICLINFSEDEDGFSEFIE
DFLEDVGSISDKYEYKDAIGRPRKWRKDLIFTVPDGAEYDIERYIQDSRIEDPGKRRLSELVISLVTGSINDIERATAEV
PDNLLDKVKQKIQLFDADQTRFIYKPINKKSVHIQGLSGTGKTELLLHKLKDIYIRNPSSRILLTCHNRILADNLRKRIP
EFFNFMKVEQQIEWDRRLWCMHAWGSRGNPNSGTYRYICHYFDVPFYTFGQSSFDAACKAAIEAIKAKKEGLEYAFEYIL
IDESQDFPQSFLDLCELVAKEYVIIAGDIFQSIFDAKIKPSISPDFLLSKCYRTDPRALMFAHSLGMGLFEEKKLRWLDD
DEWQTCGYIVEATFDKSFYRLKREPLRRFEDISAADVPSVSIIEGEAFDNKKVAELVLEAIRSISEENPTITPDDIGIIL
VDDGNQIYALQDTLAQIIPRETGWIVNKAVESKRKLHGRLFISNRNNVKGLEFPFVICVTSNLSRGLAYRNSLYMTLTRS
FLRSYLIVSQKQDETMMARIRQGLNTINASGFIEVQPPSVEERAEIMTTITQDNVRTSFYDFCEDIFDEIGILPIFRQEL
RRVIRATSGEEFDRHEISEIAEFNYRKMLKKEGL
>ANB39660.1 hypothetical protein A6024_18125 [Rhodovulum sulfidophilum]SNK001
MPNEIDWERVRVLLDQLYEATENLEDLFPGRKFTLDGHLVGSVGEVVASYMFGLNLNPASTKGHDAVSSSGRPVEIKLTQ
GKSVAIRHRPEHLLVLCRPKGSKISVVFNGPGAIAWEAAGSMQKNGQRSIGIKKLAELDALLDDAARLPLLRQVPF
>ANB39661.1 hypothetical protein A6024_18130 [Rhodovulum sulfidophilum]SNK001
MNDEGKKWILDEQISDFNYQTSGYGNEVSQFRLQLSFDTPLELRELDAERFLYSISRHIAQSSWREGRRGVGAYFQLGHL
EEGSIRGEIYAGVVAVGAFVANYPALKDGFQEILTDAQFVTEQVTTAIRAAKLPAPIGGEHEHEAPEMYVIEEAWRRHPH
DRQRLLRDD
>ANB39662.1 transposase [Rhodovulum sulfidophilum]SNK001
MRKSRFTEAQIIGMLKEQEAGLPSSELCRKHGLSPATFYKLKAKYGGMDLSDAKRLKQLEDENAKLKRLLADAMLDNVVL
KDLLGKP
>ANB39663.1 hypothetical protein A6024_18145 [Rhodovulum sulfidophilum]SNK001
MGVPVSKAELLDAISTTFGNLIYDLERVPPELARTASMEGHAAGTMMSPADLVAYLLGWNELVLKWLDRDDRGEALELPE
TGFKWNQLGSLAQKFYADYQHLDWHELLTGLAATNLRLVETISSRTNDELYGHPWHGKWTKGRMVQFNTSSPYANARVRI
RKWLKVVS
>ANB39664.1 hypothetical protein A6024_18150 [Rhodovulum sulfidophilum]SNK001
MKLAEVQFLTTMSVRELGRATAKMLFGWLMQLDLRDTNNTIPGATDAPRLERQSRTTMIEDLRTMALLMASHAPEDTKAY
LTAIAKENDHYKVKAIRPFSKALASVAPNELAALITSSLIEQPRRGRSRRDSLNGAFGFADTDYMPVSPAQPPFLDLLDA
DPEIGLGLIQTLVDAAVAHRADGVKAGTDGFAIVFDGKPRFFPWVQTFYWSRSSQAQEYSASSGLMALEAWSQERLDRGE
DVDAVLRDILGPEGSCAAYLLIGLDVLLSHWPTTRDALVPFVANPDLLANDRTRLTLESLGGAMMLQKEPKGRVMLADLA
KRQPRSISLERLIPYYIGEDDSGQKVRSLLAEAVEKAGSYSDEANFGDPAFMGSYALNMLDRANWVEVEGRLAYKSPPAE
AEHLERLEARRQAHERSSTIEARIQLAISDPTKGSPDLAREAVEYAAGDLPDHSDTDYLKSRSTRLISTAMLVARDGEDN
LLDENEDWVRTVIATALAEEVDRYGSKERLDYNRPAQGICALIHLWHRRRRVEDRDHLLRTIARQDQAAVVAMAPAHESI
RDADPRLIKAAVRIAFTCCRWRWNPHDEDASTREAYDKEKAGKDADAVAAEITWLDGGPEPSWPELPEETPSFSRRPLAI
VSPNGEQIDLKRDDAFPRHSPREAVVHANDQELSRWLSLLNFEGCARPGWYLEIIESYAPWSARINGHGYSTDAELSQRP
SDWNNQFYALVTTALMDSPEDQFSSLLQPIVELPDRSFCDVAEAIIHAADVHYFNEPDRPSARALALRQKMVARAIELNR
WSWDRRRGELGIDIETGPMIGMLLMNLHNPFSGAKTYLVPAVFDKVDPLLELLRPMMSGGPTAFVALCTMNTLNVAPTTR
HLDFLLNAVETWLEVGNGDRLMWHELGIGRKVAEWLNRAAVDDPSLYGRSHPSRSRIDAILGRLVSLGVSEAHELEVRIQ
AEANGQTAR
>ANB39665.1 hypothetical protein A6024_18155 [Rhodovulum sulfidophilum]SNK001
MSPSPEESTSSEHKGSSPVGRGGAGTYIEGQLGAYYLLQMLAGSDARGLPNARIEQVQLQGENEGYALDDLIVHGVSNKG
TALLEIQSKRTIRFSPKDPIFNGVCEQIVRSNPAQKPTDRHLLAVATQRTSYSISGPYQDLLEWARRAESGIQFFARLAL
TGVASEEMRSFAKAFRSNLVAHGVSDEDEAVWAIIRRFMILEFDFESAAPEANAHALTLARQVLAPDDAARAEALWSNLI
EIVIETGKAGGSITRQALIERLTSRGFHLAGGQNFALSRAKLAEMSRHALSEIGTKVGGVNLPRLGALADLESARNKHRF
IEITGKPGVGKSSVLRHLAERIGREGHVIVLDPVGTPDGGWSALAQRLDMRGTAKSFLWDLAASGGGILFIDGLEMFTSV
ERRRTVNDLLREIADVPSFSVVVSRRPDVGVEDTDWVAQDALAKLGTPCQVVVDELNDDEVEALSTAAPELRTLLSRDHP
AASIARNLYRLAQLLKVPSSADIRTEAALADRWWKSADGAKLDDVRPSQRLLAELAEAALAGQDLVEASTDTPARAHLLR
RLTLSEPKRDRLSFYHDVLRDWAIGARLNEDITLLDNVDLSVPPSPRVARGIEFAGRFALEQGPDGSNWTVLLGALSRPG
AHDAWRRQALMAIVRSELSARLLSRCRAALLADGGALLVEICTAIVATETISAASAFKEIAATGAELPVESPGSLRIATT
LSAPTVLMWCAVNANDIPI
>ANB39666.1 ribonucleotide reductase [Rhodovulum sulfidophilum]SNK001
MSRFAAPIAEQIWDMKYRLKGSDGTPVDMTVEDSWRRIARSLAEAEPEAERDAREAEFFAALEDFKFLPAGRITAGAGTG
RAVTLFNCFVMGTIPDSMAGIFDMLKEAALTMQQGGGIGYDFSTIRPKGADVKGVAADASGPLSFMDVWDAMCRTIMSAG
SRRGAMMATMRCDHPDIEQFITAKQDPARLRNFNLSVLVSDAFMEAVKAGGTWDLQFGGKVYHTLEARDLWNRIMQATYD
YAEPGVIFIDRINQMNNLAYCETIAATNPCGEQPLPPYGACLLGSINLARLVANPFEKGAALDEAALEALVATAVRMMDN
VVDISRFALDAQRHEAKAKRRIGLGVTGLADALLMVGQRYGSEEAARQTSRWLHRIARAAYLASVQLAKEKGAFPLFDAE
QYLGSGALAQMDADVRAAIAEHGIRNALLTSIAPTGTISLYAGNVSSGIEPVFAYSYKRKVLQRDGSRTEEEVVDYAVQL
WRDKFGDAELPEYFVNAQTLPPSEHVRMQAAAQTWVDSSISKTINCPEDIAFDAFKDVYMQAYETGCKGCTTYRPNDVTG
SVLSVSENSEKTPEAETGADVVYLSDPLDRPHELEGNTYKLKWPDSEHAIYITINDIVIAGRRRPFEVFINSKNMEHFAW
TVALTRMISAVFRRGGDVSFVVEELKAVFDPRGGAWMQGKYIPSILAAIGGVIERHLVTIGFIEAEGKGLKIDPKYEEMA
VGDAPRGPSCPSCGAYEIRMVEGCKTCMSCGYSKCQ
>ANB39667.1 lysophospholipase [Rhodovulum sulfidophilum]SNK001
MARGHVNLVKLCVGAERVEDLIDWQAERRATLPDGLPRHVTRMWPKRAAELLDGGSLYWVFKGMILARQNVLRLDEVTGE
DGITRCAIVLDPEVIRTEAVPRRPFQGWRYLEEGNAPRDLPAASAQEDDLPPQLMAALAEIGVR
>ANB39668.1 ATP phosphoribosyltransferase [Rhodovulum sulfidophilum]SNK001
MTLKLGVPSKGRLMEKTFDWFAERGISIARTGSDREYSGAVEGVDGIELVLLSAGEIPRELASGRIHLGVTGSDLVQERI
ADWEHRVLELEPMGFGFADLIIAVPRCWADVDTLDDLDAAAAAFRAAHGHRLRIATKYHRLVRVFLRDAGVADYQLVDSQ
GATEGTVKNLTAEAIADITSTGETLRANHLKILSDGLIHRSQATLFKSRLAAYSDTDRTNLRALLDRLGLTA
>ANB39669.1 ATP phosphoribosyltransferase regulatory subunit [Rhodovulum sulfidophilum]SNK001
MEDKGRILAQAERLHVFFRGAGAEPVQTAILQPAETLLDLYGEDIRARAYVTSDALRGEQMLRPDFTVPVVQMHMDSAAD
PARYTYCGEVFRRQERDPSRPNEYIQVGYELFGGESPAEADAEVFALFSEALSPLDLRAATGDIGLILAAVDGLSASDKR
KAALRRHVWRPRRFRALLERFAGRMPLPESRKRLLAEIKAHGVEAVLKAAAPEIGLRSRADVSCRLHALVQDAAEPPVST
GETELLEDLLSIRETSVNALAHLRDIAVDLRTIGPAVDRMQARLDALEGQGIDVDLLDFEASYGRTTMEYYDGFVFGFYA
EGQPGLPPVATGGRYDALTRILGRGREVPAVGGVVRPELVLSLTEALA
>ANB39670.1 histidine--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MAKDKKPRRPRAETPKGFRDYFGVDVTERKAMLDRIAEVYHRYGYDPLETSAVETVEALGKFLPDVDRPNEGVFAWQEED
SDWVALRYDLTAPLARVAAQFRNDLPNPYRRYAMGPVWRNEKPGPGRFRQFYQCDADTVGAASVAADAEICAMLSDALET
VGIPRGDYVVRVNNRKVLNGVMEVAGVLDPVDPSKFEAERGIVLRAIDKLDRLGEAGVRALLGEGRKDDSGDFTDGAKLS
EAQAEVVMGFMAARRETGAETCARLRELVAGSAMGGQGVDELETIATLLDAQGYGPDRIILDPSVVRGLGYYTGPVFEAE
LTFEILDEKGRPRQFGSVAGGGRYDDLVKRFTGQEVPATGVSIGVDRLLAALRAKGRAGAGMDGPVIVTVMDRDRMAEYQ
TMVGELRSAGIRAEVYLGNPKNFGNQLKYADKRQSPVAIIQGSDEAARGVVQIKDLVLGAKIAESASLEEWKSQPAQFEA
ARADLVTEVRRLLAQGEG
>ANB39671.1 hypothetical protein A6024_18185 [Rhodovulum sulfidophilum]SNK001
MDRELTILDNRIARLSGELDGLSRDIARQGKEIDRFRRQVAATLARAAERDRTEAAEVAS
>ANB39672.1 DNA polymerase III subunit alpha [Rhodovulum sulfidophilum]SNK001
MSAPRFIHLRLHTEYSLLEGAVRVKKLPGLCAAAGMPAVAVTDTNNMFCALEFSSYATGAGIQPILGCQVDLTYDPAAPG
ERPRAPAPVVLLAQNEAGYGNLMKLNSCLYLGETGELPQVSPDELIAHADGLICLTGGPDGPVGRLIRDGQRAKAEALVT
RLAAAFPTRLYVELQRHPGEGGQPTEAERETERAHVEMAYAMDLPLVATNDVYFPKSDMYEAHDALLCIADGAYVDQAEP
RRRLTPQHYFKTPEEMAALFADLPEALENTVEIARRCAVKSEKRKPILPRFADDEVEELRRQAWEGLEARLAVIPHAAPV
EDYEKRLKFELGIIEGMGFPGYFLIVADFIKWGKEHGIPVGPGRGSGAGSLVAYALTITDLDPLRYSLLFERFLNPERVS
MPDFDIDFCMDRREEVIHYVQKKYGREKVAQIITFGALLSKAAVRDVGRVLQMPYGQVDKLSKLIPVEGVKPVSISQALT
DEPRLREAAKNEEVVDRLLTYGQQVEGLLRNASTHAAGVVIGDRPLDDLVPLYQDPRSDMPATQFNMKWVEQAGLVKFDF
LGLKTLTVVRNAIDLILKSGRPLHQAADGTVLYEPAAGAENDIGHIPLDDPKTYELYSTAHTVAVFQVESSGMMDALRRM
KPTCIEDIVALVALYRPGPMENIPTYCEVKQGLKPLESIHPTIDHILAETQGIIVYQEQVMQIAQVMAGYSLGGADLLRR
AMGKKIKEAMDAERPKFVEGAKKNGVDAKKAAEVFDLLEKFANYGFNKSHAAAYAVVSYQTAWLKANHPVEFMAGVMNCD
IHLTDKLAVYAEEVRRGLDLEIVAPCVNRSFPTFDVQEGCLVYALGALKNVGIEAMKLIVAARGDRPFDSLFDFARRVDM
KHVGKRPLEMLARAGAFDALDGNRRRVFESLDALVGYSAAIHDQRASAQVSLFGEAGEDLPEPRPAQVPDWLPNERLAEE
QKAIGFYLSGHPLDDYMPALRRKKVMTKAEVEEKTKAGPAVLRMAGAVAARQERKSAKGNRFAFVQMSDPTGLFEVTLFS
DVLEVARDQLEPGMNVVVQVEANLENDQLKLLGRSVQPVDTVVADAGAIGLKVVVETEAAVEAVATLLDRARGESGARGR
GPIEFSLVAPDLPGEVRMTLNDRYPVNPQIKGALRSLPGVAMVEEV
>ANB39673.1 glyoxalase [Rhodovulum sulfidophilum]SNK001
MYPHALHHVQLAMPEGGEDEARAFYGGLLGLEEEEKPEALAARGGVWFRRGELRLHLGVETPFAAARKAHPALEVRGLGA
LADRLERAGLAPRWDGALPGMRRFYVDDPFGNRIEFLEQV
>ANB39674.1 xanthine dehydrogenase small subunit [Rhodovulum sulfidophilum]SNK001
MDIAFLLNGESVALTGVTPTATLLDWLRETRGLTGTKEACREGDCGACTVMVTDAEGSRALNACILFLPQIHGKAIRTVE
GLAAPDGRLHPVQQALIDHHASQCGFCTPGFAVSMATAQQTGDTDLEAALAGNLCRCTGYAPILRAAEAARDAPVPDWIG
EDANFFLAELPSGGADPQDRRGADSPPAFRPTTADSLAAWYETHPDATLIAGATDIGLWVTKGLQDLGQVAFLSGCEDLT
RIEVTETEIRLGAGVTIARLREMMRAQHPHFARMLTRFGSAQVRAAATLGGNIANGSPIGDSPPALIALGATLHLRQGAR
RRSLPLEDFFLDYRKQDRAPGEFVEAVTIPRQPDNLRCYKLSKRRDQDISAVLGCFNLTVRAGRVETARIAFGGMAGIPK
RARAVEAALTGQPFAQATIEAALPAFASDFQPMSDMRASAGYRLRAAENMLWRLWHESRNDPTDIDELAP
>ANB39675.1 xanthine dehydrogenase molybdopterin binding subunit [Rhodovulum sulfidophilum]SNK001
MSVTRPLPHDAARLHVTGAARYLDDIPAPANTLHLAFGLSRIAHGRILAMDLSAVRAAPGVVAVLGPDDLDPMPDCSPSA
HDEPLLAPGEISYCGQPLFLVIAESHLAARKAARLAEIRHEEWPAILTIDQALAANSRFEDGPQIWKRGDAATAIAGAAH
RVEGAIEIGGQEHFYLEGQAALALPQEGGDMVLHASTQHPSEIQHKVADALGLPMHAVRVEVRRMGGAFGGKESQGNALA
IACALAARATGRPCRMRYDRDDDMVITGKRHDFRIRYRAGADGEGRLTGVEFVQYARCGWARDLSLPVADRAMLHADNAY
FLPAVRIESHRLKTHTQSATAFRGFGGPQGMVGIERVMDHIAHALGRDPLEIRRLNYYDSAAEAGGLSAPRRSSGSAPPE
GISAKKKTPFGMEVEDFILHEMTETLVRNADYAARRNAVAEWNARHAMLKKGIALTPVKFGISFTLTHLNQAGALVHVYQ
DGSVQVNHGGTEMGQGLYQKVAQVAAHAFGLPMAAVKITATDTGKVPNTSATAASSGSDLNGMAVKAACDEIRGRIAAHL
AATRQTDPAQVRFVGGRVFAGGDEMSFAEAAQHAYQARVSLSATGFYRTPKLSWDRIAGRGRPFLYFAYGAAVSEVVLDT
LTGENRILRTDILHDAGTSLNPALDIGQIEGGFVQGAGWLTMEELVWDAKGRLSTHAPSTYKIPAVGDRPQVFNVALWDG
ANREETIHRSKAVGEPPFMLGISVLMALSDAVAACGPGYPALDAPATPERLLRAIDRVRA
>ANB39676.1 xanthine dehydrogenase accessory protein XdhC [Rhodovulum sulfidophilum]SNK001
MSLDRNALAQAVRARGRVARVAVAETRGSTPREAGASMLVWADGQQGTIGGGTLEYEASADARRLLASGGTRVARIALGP
GLGQCCGGAVLLVTETFVPGDLAGLPGDAHARRVEGHAAMPLSIRRALTETRSGLGPPPVLLREGWFLEPVAPPARPLWI
WGAGHIGRALTTVLAPLPGIGITWIDTAAQRFPSDLPEGVLPRIAPDPAALVPQAPANAHHLVLTHSHALDFALCHALLG
HGFASAGLIGSDSKWARFRTRLGQLGHSPAGIARICCPIGQKSLGKHPQAIAIGVAAALLSEGVEGIAARDIAG
>ANB39677.1 ABC transporter [Rhodovulum sulfidophilum]SNK001
MTALLTVEGLSKAYPGVVANDQVGFAIDEGEVHALLGENGAGKSTLVKMIYGLVQPDSGRMTLRGAPYAPSEPSAARRAG
VAMVFQHFSLFDALSVAENITLGMETPPPMRRLADQIREVSETYGLPLKPDRLVGDLSAGERQRVEIIRCLLQDPRLLIM
DEPTSVLTPQEVEILFATLRKLAAEGTSILYISHKLEEIRSLCDRATILRLGRVVESCNPREKSAAELAEMMVGAKLATP
ARAGGTPGAAVLEVRALSLPSPSPFATSLRDISFTVRAGEILGIGGVAGNGQDELLDALSGEAPVGPDTVLLHGQPIGAL
GPSLRRRIAVLAAPEERLGHAAAPDMSLTENAMLTAAIRQGLASRGFLKWPAARAFAERVIETFDVRTPGPQNAARSLSG
GNLQKFVIGREVLQRPEVLVVNQPTWGVDASAAAAIRQSLLDLAASGTAVIVISQDLDELMEISDRFTALNEGRMSAPRP
ARGLSLEEIGLMMGGAHGMEVAHVAE
>ANB39678.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MIRLEKRPSPSRVWTVATPVLAVALTMVAGGILFAMLGKDPVAAIRTIFWDPLFNAQFASYSRPQLLVKAGPLILIATGL
SLGFRAGIWNIGAEGQYIIGALCGAGVALALYPLDSFIVFPLMVLAGGLGGWAWAMIPALLKTRFRTNEILVSLLLVYVA
EQILAAMALGLMRNPEGGGFPGSRNLQQYPAAANTELIAGTGMHWGVVTAFIAVIAAYVLLNRHMLGFQIRLTGQSPRAA
RFAGVNPNRLVVICLGASGALAGLAGLFEVSGPAGQVSIDFNQGYGFTAIIVAFLGRLHPVGILLAGLLMALTYIGGELA
QFTLGVPAAAIQAFQGMLLFFLLGVDVLSNYRIRLGRRGVA
>ANB39679.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDLSAINPVVLIASLMVAATPILLAAIGELVVEKAGVLNLGVEGMMITGAICGFAAAVETGSPALGFLAAMLGAALLSLV
FGLLTQVLMSNQVATGLALTLFGLGLSALIGQRYVGLKPPATARLDLGPLSDIPVLGRILFSHDAVVYLSLALVAAVWAF
LRFTRAGLILRAVGENHDAAHALGYKVVRIRLAAIAFGGACAGLGGAYLSLVRVPQWTEGMTAGAGWIALAIVVFASWRP
TRVLLGAYLFGGVAVLQLNLQAAGVAVPVELLSASPYLVTILVLVIMSADRGRAALNAPASLGRVFHAST
>ANB39680.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MKLNAILAGAALALGLAGAAQAEDKTKIGFVFVGPIGDGGWTYEHNQGRLAVEREFGDKIETVYQESVPEGADAERVLTQ
MALSGAKLIFTTSFGYMDPTINVARKFPEVKFEHATGYKRAENVGTYSARFYEGRAVQGLIAGRMTESNIVGYIASYPIP
EVVRGINAAYLHAKKVNPDVQFKVIWAYTWFDPAKEADAATALIEQGADVILQHTDSTAPQAAAEKAGNVITFGQASDMS
EYAPSPRVSSIIDNWAPYYIERIQAVLDGTWESDDTWDGIGPGMVKIGEISSAVPEDVKAEALALKAALASGDYHPFTGP
LNKQDGSPWLAEGEVADDATLLGMNFFVEGLTGEIPQ
>ANB39681.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
METDFIVIGGGIAGVSVGARLSHLGRVTLFEAEKALGCHASGRSAALFDECLGAPEIVTLNRAGRAYHETANGGVLTPRD
LMVIARAEDRAAFERDCRHMALAQISPAEARARVPILAPGPLAFAGLTDRAWDIDTDRLLQNFAREIRAQGSRIETGRRV
TAIARVATGWQVRTGDDIAEGRILVNAAGAWADEIARLAGLTPLGLTPMRRSMAQLPAPAGHDIRTWPMVIGAGERWYCK
PEAGKLLVSPAEEDPMPPHDAYADDMVLAEGLDRYQEMVTEPVTRVEANWAGLRTFAPDRLLVIGPDPRDQDFFWHAGQG
GFGIQTSPAASELAADILGDRASELRRSLAPAFSPARFG
>ANB39682.1 methyltransferase [Rhodovulum sulfidophilum]SNK001
MPKRLTLPDSASLATPEAGGRLSAPSALRNAEAICAALETVAPARGRALELASGTGEHAVRLAARLPGLAWQPTEIDPQR
RASIDAWAAEAALPNLRPALALDACQPGWAASHAGQDLIFASNILHLVPDAQAETLIAEAARALAPGGMLAIYGPFLRDE
GFASPGDAAFHASLIAQNPGIGYKPVAWVADRGKAAGLRLEAQISMPANNLTIIFRQPSVIAQRNH
>ANB39683.1 alkylhydroperoxidase [Rhodovulum sulfidophilum]SNK001
MDWTAKRDGTKDQLRRLNKALPDQTRAFGALGKAVKEGGELDFKTKEFIALGIAITQRCQACIVLHMEALVRVGATREEV
GDVLAMAIQMGGGPAMMYAAEAMECYDHLIEEKAQAAE
>ANB39684.1 hypothetical protein A6024_18250 [Rhodovulum sulfidophilum]SNK001
MRRPTLSVLALSGFALALAAGAASADTQRAPILYEKWDADRSGTISRFELQSQAPRIFAEFDTNGDRHLDAAEAAGFDRA
RGPLAYFRGQEAEERKVVVKGQKLMRNDLDGNDLIELAEFRLAAYEWFAMHDRDGDGRLTLWDVSAR
>ANB39685.1 diguanylate cyclase [Rhodovulum sulfidophilum]SNK001
MKNHVKALVVGGGAVGTSIAYHLARAGWDTMLLERDELTSGSTWHAAGLLPYFNMSFATTHIHDYSIRFYKTLEAETGLN
PGFSVVGNLRMAQSQARMDEYRLYASTAETCGVPYEWLTPAQMKERWPLMRTEDLVGAIFHPTDGYINPADVTQAMAKGA
RQFGATIERKWQVDGYQWTGSEWRVTLTKMAEKGGNLVPTEEQTVVTAEHVVTATGNHAQRTARLLGLKIPAIPVEHQYI
VTEPDPALVEWRKAGNPEHPVLRDADAKWYVREERGGWILGPYERNAPARFAYGCPDSFRADLFPLDLDRIEEEYMSMIH
RLPSSETVGLKDDYNGPICYTPDGNPLLGPAPGLRNMWLAEGFSFGITAAGGSGYYLAQLMTEGEAEIDMGALDPRRYGS
WMTTDYAVAKNEEAYEHVYILHHPDEERPAARPLRTAPCYDRMKALGAQFGQVNGWERPNYFAPEGFDDHAARSFRRGGW
WEYTLAEAKAIRETAGLIDATAFAKHVVRGPGATAFLDWFTCNKLPKVGRVNLTYALTCAGTVRTEYTIVRQAEDVYYLV
SAGGWHAYDEDFLLKAVEDKAAEFGPVIVEDVTTRHGVFALAGPNARAILAGLIRDADPATALSNKRFPWLSARQIELGM
VPVNALRVAYTGELGWELHHPIEMQNHLFDRLMEAGAAHGLKPVGARAQNWLRQEKSYRAFGTELGRDATPLEAGLDRFV
DLSKEFHGKAAMEGKGIRSKCVTLLIDGPEDADPWGREALYDGETRVGRLTSGGYSVAFGKSIGMGYVRPDLAVPGTRLS
VRMFDALWTTEVVGDSPHDPSNARIRADG
>ANB39686.1 hypothetical protein A6024_18260 [Rhodovulum sulfidophilum]SNK001
MTEATASRPAFLFLLTLAAYFAAQVGLRVALGGSFEGDEAEMVVLARDWHFTSGSQPPLYNWYQTVFFDLFGVNTLGLVL
AKNLMLFATYATMFLALRKLAGDRPAMVGALALGLIPNLAWWAQRTGSHSIALAAMTALTVAAFLALVRRPGLSRYLLLG
LAVGLGGLAKPNYWMVPPALILAALSTATYRAAILDRRIWLSAALALGVVAVPYAAMLAEPLATFSDTWEFRSGSGAEQV
VAMWPDGLRHVAKATLAELIPALLAVGLALGFGGKAMRRIPVPHPEAALLMRAALIGLGLVALGVVATDVGFFRSRWLLP
LFVLGLPPLMMTLFQQASARAWRNFLRGMACLALVILAAIADTRLRGAGSDSLRVDLLAEAIEEAVPDVPPLLGPHYFTG
NLLLNRPDWTAFPPFPTSRLEHPTGRVLVIEEKRREGEIIGAMREQGYRGEAPPAPVLSLDVLVPYRFDEGEPRLIGLSL
YDFGPGSD
>ANB39687.1 hypothetical protein A6024_18265 [Rhodovulum sulfidophilum]SNK001
MAMDEAADRRATAIFLLAISVYFAAQVGLRLVLGGAYETDEAEMLVMTPGLRLGYGPQLPLYNWLQLGFFELFGRGLLAL
SLLKNLLLWLTALLAFLGLRIWLPASGAALAALSLFLLPDYAWEAQRATTHSNMLLVTSAATLAAFLWAVKGGRLIAWAL
LGIAIGLGGLAKYNFYLVPLGLVLAGLTLTPLRAQILRRRALIAPAIAAAIVALPYRWMIANRDLAFSSVGKLQLEAEPV
RQMLPAGLLRLPEGLLALLGLALIVAAGLWLFGRSRGKPVGPGPVAALLLRAAIVATLLTAVGVWLAQAGTLTARWLLPL
AFLSVLGVFAGLAPRLGRGGRVGLVAFLGLVALLVLTGLTYDRFKEGARRDVDFSLLPERLAAIEGSEGLPVIAEFYTAG
NLAAREPQRPVAPYLPFAARRFEGETVLFLLRETVPPSFEVGLVRAGWPASARFDILSEGDFTLPYMHSDEDMPFRYVLA
RPVAQP
>ANB39688.1 D-glycerate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MPAQRLSVVVTRRLPAPVETRMKELFDVELNEADVKMSREALVDAMRRADVLVPCVTDLIDQAMLAQAGDRLKLIANFGA
GVDHLDVQTARQRGILVSNTPGVVTEDTADMTMALMLAVTRRIPEGLHVMQAGEWRGWAPTAFMGGRIGGRRLGILGMGR
IGQAVARRARAFGMQIHYHNRKRLRPEIEEEFEATYWESLDQMVSRMDVISVNCPHTPSTFHLMNARRLKLMKPDAVIVN
TSRGEVIDENALTRMLRAGEIAGAGLDVFEHGHEINPRLRELSNVVLLPHMGSATIEGRGEMGEKVIINIKTFADGHRPP
DLVVPSML
>ANB39689.1 aspartyl-trna synthetase [Rhodovulum sulfidophilum]SNK001
MAIFLLFIIGSFPWAGPVQATERGRVTNLPLPRYVSLKATLGNVRRGPSLSHRIDWVYTRRGVPLQITAEFGHWRQVRDR
DGAGGWMHYSLLSGVRTVLVDQDMLPLLRAPRTDSEVLAKAEIGVIARLGECTPDWCRIEADGGSGWVPKTAIWGVDPDE
IRE
>ANB39690.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MPETSRLNLSAGLASVATAILLVALKLWALGQTGALSIAASLADSALDLMVSLGALAAIFYAARPPDDDHAFGHSAAEDL
AALGQAVFILASASIIAFAAMTRLLSADPEPLSQEGPGIVAMALSITLTALLVLYQRWVARKTGNRVVAADSLHYLGDLL
PNIGAIFALWASANLGLMRIDAVVALAAAGMLAVGALGIGKGAWDALMDRAAPPETIARIEALTKGCTGVRGFHDLKTRR
SGQRLFVNLHIELDGAQSLNDAHDIGARLKHAILDEFPGADVIIHFDPVR
>ANB39691.1 molybdopterin biosynthesis protein [Rhodovulum sulfidophilum]SNK001
MGLVLGIALVLWSVGMLLRLSRQLRWGMIAGLYLAVLIVQIVMPEGHALRHAIGGTPEGWAALGVVGLLVVAYRGVLGAL
KRRVAREVVPMAPKGPLKPVELDRYARHIMLREIGGPGQRKLKDARVLVIGAGGLGSPALLYLGAAGVGTIGIVDDDYVD
LSNLQRQVIHTDTRLGMPKVFSAQKAILAQNPFVTVRPYRRRLDEATAEALFPDYDLILDGTDNLETRYLVNRMAARLGK
PLIAGAITQWEGQISLYDPAHGTPCYRCIFPEAPAPGLAPTCAEAGVIGALPGVIGAMMAVEAIKTVTGAGEGLGGRMLI
YDALYGESRMITLHPRSGCPDCGAT
>ANB39692.1 deoxyuridine 5'-triphosphate nucleotidohydrolase [Rhodovulum sulfidophilum]SNK001
MSPRLEIVWEDWADRDLPLPAYQTPGSAGADIRANLPPEIRDEGLTLAPMERRIVPTGFRMAFPVGFEVQIRPRSGLALK
HGITLPNTPGTIDSDYRGPLGVLLVNFGGEPFTIRHGDRIAQMIVAPVVQAAFEVVEDLDETLRGAGGFGSTGRG
>ANB39693.1 bifunctional phosphopantothenoylcysteine decarboxylase/phosphopantothenate synthase [Rhodovulum sulfidophilum]SNK001
MVSGKRILLIIAGGIAAYKTLDLIRRLRERGAAVTPVMTAAAEGFVTPLSVSALAGEAVHRDLFDLTREAEMGHIQLSRA
ADLVVVAPATANLMAKMAGGLADDLASTLLLATDKAVLLAPAMNVRMWTHPATRRNLAMLQSDGIRFVGPTEGDMACGEY
GPGRMAEVPEILAAIETALGAGPLAGRRIVVTSGPTHEPIDPVRYIANRSSGAQGTALARALVALGAKVVFVTGPASVPP
PAGVDLVRVETAREMLAAVEAALPADAAVFAAAVADWHVANAADRKMKKDGSGRAPALDFAENPDILARIAGRAEGRPRL
VVGFAAETHDVEAHAEAKRARKGCDWILANDVSPATGIMGGAENEVSLITAAGVETWPRLPKDEVAARLARRIAEALT
>ANB39694.1 RNA polymerase subunit sigma-70 [Rhodovulum sulfidophilum]SNK001
MAFDGFDANSLSRQAMKAELLDAETELRLAYAWRDERDEAALHRLITAYMRLAISMAAKFKRYGAPMNDLIQEASLGLMK
AADKFDPDRGVRFSTYAVWWIKASIQDYVMRNWSMVRTGSTSSQKSLFFNMRRVQARLEREAAGRGETLDRHQLRQMIAS
EVGVPLHDVEMMEGRLSGSDFSLNATQSTDDEGREWIETIEDDSAQAADLVEDGRDRAQLRGWLVHAMGQLNDRERFIVK
ERKLRDDPRTLESLGNELGLSKERVRQLEAAAFGKMRKSLEAQSPEVFHFLA
>ANB39695.1 glutathione S-transferase [Rhodovulum sulfidophilum]SNK001
MTYVLFIGDRTFSSWSLRGWLMLEKFGLPFRVEEVGLYTGTLAADLTPVAPARFVPALMMPGGEPLGDTLAMAETLAERH
PEAGLWPDDPAARMRARWLVAEMHSGFAALRSHCPMALIRSYDGFRPPPELLAELDRLQALWTEAQTRFGAGGPWLFGRY
CLADVFFAPVAARIAAYGLPVGDAAAAYVAQHLADPAFRRWRAEGLTFRYAPEPHAMDLPHLPWPGPEPVPARAVAHGPA
INAACPVTGRPPTHFLEINGAIIGFATLSARDMVANDPEAFPEVAAIYHSVTKQA
>ANB39696.1 AAA family ATPase [Rhodovulum sulfidophilum]SNK001
MVARAYTVAFDGIEARIVEVQCAVAAGLPAFSVVGLPDKAVSEARDRLRAALVAMGVALPSKRITVNLSPADLPKEGSHF
DLPIAVALLAALDVIPRDMAEGMVALGELSLDGRLVPVIGALPAAMAAAEAGRALLCPKACGAEAAWVGATQVLAAPDLA
SVVRHFTGQAPLAPAEPGEIAPAADPLDLSDVKGQERAKRALEIAAAGRHHLLLVGEPGSGKSMLAARIPGILPPLSPAE
ALETSMIHSLAGLLDEGGISRQRPFRYLHHTASATAIVGGGRDAWPGEISLAHNGVLFMDEFPEFPSKVLDTLRQPIETG
EITVSRANAHGRYPCRFLLVAAANPCKCGYLADPARACARVPHCGEAYLGRISGPLMDRFDLRIEVPPVAFRDLDLPASG
ESSAQVAKRVAAARALQNARFQHAPRVRVNAEAEGALLEDVAAPDAEGRALLLRAAERFRLTARGYHRVLRVARTIADLD
GADRVARPHVAEAVNFRLAIGNL
>ANB39697.1 hypothetical protein A6024_18320 [Rhodovulum sulfidophilum]SNK001
MTKTRGLAALLVLSTFNLTLMVPGGFVETRNFPGYGVTVLAAFNVFLTLLGLGSLILAYRVLKSGRVGIFPALAGAAFMA
VYLLDLATIFPVAAAPMSTTLATMEWIGAFLGLALLATGGWLAVSQDKRPAGSSRLPLGLLVAMGVVTVAIVTFATLSAM
>ANB39698.1 hypothetical protein A6024_18325 [Rhodovulum sulfidophilum]SNK001
MEFCAHGFENASLNRIIAEAGESKGRTYHYFADKGDLFRATLERRLARLGTLEGTTEAIAGVERQAYWTRIAELCRRLAG
ALQGDERLASLLRTLHQEAAAQRAFAEPLAQLRAQIERVLASGQSVGAVRDDLPLGLLADVALNLLVTVDRWFAINASDL
AEGGEARFAERAFSLLMTPLLPPDYSRKTDT
>ANB39699.1 glutathione synthase [Rhodovulum sulfidophilum]SNK001
MPLKVAIQMDPVGAINIDADSTFRIAEEAQARGHSLFYYTPDRLFWNDGRVMARGWPLEVRRVRGDHFTLGEEQEVDLGD
FDVVWLRQDPPFDMGYITTTHLLEMVMPGTLVVNDPFWVRNFPEKLLVLRFPDLIPPTVIARDLATLSAFKDLHGDIILK
PLYGNGGAGIFRLGPDDRNLASLHEVFASMNREPLIAQKFLPAVRSGDKRVILVDGAPVGAINRVPADGETRSNMHVGGR
AERADLTPRDLEICAAIGPTLKEAGQVFVGIDVIGEHLTEINVTSPTGIQELERFDKTNIAARIWVAIEARRAG
>ANB39700.1 hypothetical protein A6024_18340 [Rhodovulum sulfidophilum]SNK001
MSGTVSYHAGRSAEDCVARGYEGRGMAIAARRWRGVGGEIDLVARDGDALVFVEVKQSRSFSSAAERVTRRQMNRVMMAA
QEYLAGEPGGQLTDIRFDVALVNGFGEVDILENAFCA
>ANB39701.1 rRNA (cytidine-2'-O-)-methyltransferase [Rhodovulum sulfidophilum]SNK001
MEILRNPLAPGLYFVATPIGAARDITLKALDVLASADVIAAEDTRTARHLMQIHGIALGERSLIAYHDHSAASVRDALVE
MAAAGKSVACVSEAGTPMVSDPGFPLARAAIAAGVAVHAAPGPSAMLAALVVAGLPSDRVLFAGFPPAQSGARSRMLEEL
SNVPATLVFYESPKRISRLLAEMAVSLGGDRDAAVCRELTKRFEEVSRGSLAELAEAFRGREVRGEIVLLVGRAPVRAVE
QNDLEATLDEALARLSVKDAVAEVAAALDLPRRRVYQAALLREKRDAGPEEAE
>ANB39702.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MFAVFRACRKRLPSVRPRVLASVLGLGALALVAACQPGGIGGGPSIDGSKPVPVALLVPGGSANAGDQVLARSLENAARL
AISDLKGVKVDLRVYQTAGNPDIAAKVAAEAVSDGAKIILGPLYAQSANAAGLAVARRGVNVLSFSNNPQIAGGNVFVLG
PTFENTADRLVRYAATQGRTNVMIVHDPDVAGQAGRAAIASAVARSGGSVAATGSYELSQNGVVQAIPDLARKARGSGAS
AIFFTASTAGALPLLAQLLPENSVDPAKVQFIGLTRWDIPPSTLALPGLQGGWFALPDPGVSDRFERRYTAAYGEPAHPA
AGLAYDGIAAIGALASQGRSDALSVSGLTQPSGFVGVNGVFRLRTDGTNERALAVAEIRDNQVTVIDPAPRNFGGAGF
>ANB39703.1 [protein-PII] uridylyltransferase [Rhodovulum sulfidophilum]SNK001
MTPLQEISAAQASSPSRSRPTNLTPDSLICPASDIFDQTAFEAELTRLMDQDIGSKALRDAVVQYLSDARQKGRSAIAAA
FSDRPFDAGPTVRAYTWLTDCLVRATLKVSCEVLHPRPNPTEGERLAVFSVGGYGRSEMAPHSDVDLLFLIPYKLTPWAE
SVIESMLYMLWDLRLKVGHSSRTVKDCLRLGREDYTIRTALLENRLLGGYMPLAKTLDSALWDDLFKGTAAEFIEAKLAE
RSERHRKQGGQRYVLEPNVKEGKGGLRDLQSLYWIAKYVYRVDRASQLVKLGFFTRDEFTGFVEAERFLWAVRCHLHLIA
NRAIDQLTFDMQVEVAARMGYTDHGGRRAVEHFMQDYFRHATTVGDLTRIFLTKLEAAHVKKEPALIGLFRRRRKVPKGY
EIVQNRMNVSDPKAFLADKLNLLKIFEEALRTGTLLHPDAMRLIQANLRLIDDDVRNAPEAQRIFLDLLLKHGNPERSLR
RMNELGVLSALIPEFEPIVAMMQFNVYHSYTVDEHTIQCVSTLAQIERGELIEELPIASRILKDGVNRRVLYVALLLHDI
GKGRPEDHSVLGAQIARKVAPRLGLRPEECETVEWLVRYHLLMSDMAQKRDLSDPRTVRDFAKAVKTRKRLDLLTVLTVC
DIIGVGPGTWNNWKAQLIRSLYRETVRALEGGLEDVNRDRREAESKRALREALSGWDAKELRAEIGRHYGPYWQGLPTGT
HVVMARLLRGISDDEIRIDLAEDADRDATRVCFALSDHPGIFARLAGALALVGANVVDARTYTTKDGYATAAFWIQDGDG
SPYDASRLSRLSQMIEKTLMGEVRPREKLADRDKLKKRERSFRFPTSITFDNDGSEIYTIIEVDTRDRPGLLYDLTRVFA
TSNIYIASAMIATYGAQVVDSFYVKDSFGLKLYARSRQESLERKLREAIVKGTERANK
>ANB39704.1 lipid II flippase MurJ [Rhodovulum sulfidophilum]SNK001
MRPIRLVSGFLTVGVWTLASRILGFARDILIAAYLGTGPVAEAFLVAFSLPNMFRRFFAEGAFNMAFIPLFSKKLERDEG
ALDFARDAFTGLATILIGFTLLAQIAMPALVLAMAGGFAADQRFDIAVVYGRIAFPYILFISLAALLSGVLNATGRFVAA
AAAPVLLNILLVGAMLMAAAMGWPVGDALVWTVPLAGIAQMALVWTAAAKAGFRLTFRRPRLTPELRRLAIIAAPAALAG
GVVQVNLLIGRQVASFFEGAVAWLSYADRLYQLPLGVVGIAIGVVLLPDLSRRLGAGDTAGGRDAFNRAGEFALALTLPA
AVALATIPGPIVAVLFQRGAFDQADVAATALAVAVYGAGLPAFVMQKVLQPLFFAREDTRRPFHYALGALAVNAGIAIGL
APLCGYIAAAWGTTLAGWAMVALLWRGSRRFGSAAETDARFLRRTGRIALASALMGAILWLAARGAQPWLAAEGLRYPAL
AGLVALGIVSYFGLGHLLGAFRLSEFRRAMRRQR
>ANB39705.1 rhomboid family intramembrane serine protease [Rhodovulum sulfidophilum]SNK001
MQSDPNAPPINPLPAVVWLLVLPVIAMEVVLSLGARGLVGGPGAVGWRLQAIRDYGFSGQVFDWMLQSGQFPADQMIRFV
TYPFVHASLTHAVFVVVFILALGKMVGEVFRAWAVLLVFFGAAIVGALAYGLLLDTPTPLIGGYPAVYGLIGAFTFLMWV
RLAGTGPTQYRAFTLIGVLLGIQLLFGLLFGGGFDWVADLAGFCTGFVLSFVVSPGGWARVRAKIRQR
>ANB39706.1 tryptophan--tRNA ligase [Rhodovulum sulfidophilum]SNK001
MAEVVHTPRVFSGIQPSGGLTLGNYLGALKRFGETQDQGEMPTIYCIVDMHAITVWQDPEKLRHATRALTAGFIASGIDP
TKSILFNQSAVPGHAQLGWIFNCVARLGWMQRMTQFKDKAGKNSENVSLGLFAYPALMAADILVYHATHVPVGEDQKQHV
ELTRDIAIKFNNDYGTDFFPVPEPVIEGAATRVMSLRDGTKKMSKSDPSDMSRINLTDDADTIAKKIRKAKTDPEPLPET
LDGLEGRPEARNLVNIYAALSGKAAAEVVAEYAGQQFGTFKPALADLAVERLSPISSEMSRLMQDPAEIDRILAHGAEQA
NAIAAPIVRRARDIVGMVGA
>ANB39707.1 glyoxalase [Rhodovulum sulfidophilum]SNK001
MTPVPAETRIGHIHLKVADLDRAIAFYSGILGFELTQRYGPGAAFLSAGGYHHHIGLNTWESLGATPPPPGHTGLYHTAI
LFPDRASLGAALARVLAAGISLTGAADHGVSEAVYLNDPDGNGVELYRDRPEADWPRDAEGRLRMVNHPLDLDALLAEAG
PQADTEFTQPTQA
>ANB39708.1 aminotransferase [Rhodovulum sulfidophilum]SNK001
MATGTNIRTYYNGTWHRGDIPVMCAADHGAWLGTTVFDGARYFEGIAPDLQAHCDRINRSAEALMITPTTDGADMAEIVR
EGLKTYPADAAVYIRPMYWALEGDSLGVAPKPGATGFAICLEEIPMAAPGSATTMTTTRFRRPTLDCAVVNAKAGCLYPN
NARMLAEARAKGFGNALVADALGNVAETATANVFIVKDGEFFTPIANGTFLAGLTRKRHISNLTAAGYKVHEAVLSFEDV
RQADEVFLSGNMMKVTPVKAFDDVQYQAGPLTAKVREIYWDWAHSAA
>ANB39709.1 universal stress protein [Rhodovulum sulfidophilum]SNK001
MRKFLVVLDDSRECLNAMRFAALRAAKTGGGVQILSVIAPEEFNHWIGVGDLMREEARERIEAHYEVFAKWMRDRQGIDP
ELVIREGEAVPEILDQIREDPEIGVLVLGAGTDSKGPGPLVTQLARSSGSLPIPVTIVPGGLSKERLEAVC
>ANB39710.1 iron transporter [Rhodovulum sulfidophilum]SNK001
MFIQTESTPNPATLKFLPGQAVLEAGTADFPTADSSATSPLATRIFGVEGVRGVFFGTDFVTVTKADAVEWDHIKPAILG
AIMEHFQSGQPVMTGENADAGHAEHDGPDEDIVRQIKQLLDTRVRPAVAQDGGDITFHGFDRGVVYLHMQGACAGCPSST
LTLKMGIENLLRHYIPEVTEVRPVADAM
>ANB39711.1 hypothetical protein A6024_18395 [Rhodovulum sulfidophilum]SNK001
MGRGIAPILAFDTSGPHCSAALLRDGEIVLSRHLEMARGQAEALMPLLGEVLDEAGLDWSDLGGLGVGVGPGNFTGIRIS
VAAARGLALAAGLPAIGVSMFQVLRRSAPGPETDLLSLEAPRGLAYVQPLRADKLGAARMIDPEAPPPLAEIGAEGIAHV
TGFAARRLGTAFGTGWREAVPAEIAPAIAREAAALLGGGEVQPRPAPLYVRPADAAPPADPPPAILP
>ANB39712.1 ribosomal-protein-alanine acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTPAVLAALHARCFTTPRPWSAAEFEALLATPGTFLCGDAQAMALGRVAAGEAELLTIAVAPECQRTGLGRARLAAFEAG
ARARAAEEAFLEVATDNAAACALYRAAGFELAGCRPRYYTAPDGRCIDALVMRKALSSQG
>ANB39713.1 BMP family ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTKMQKAMAAATALALTAGNALADPALIYDVGGKYDKSFNEAAFTGAERWKAETGGSYREIELQSEAQREQALRRFAEAG
LNPIAMTGFAFKAVLEEVAPDYPDTKFEIIDETVEAPNVRSIVFSEHEGSYLVGMMAAMASETNTVGFVGGMDIPLIRKF
ACGYAQGAKAVGADVTVLQNMTGTTADAWADPVKGSELARAQIGQGADVIFAAAGTTGLGVLQAAADEGILSIGVDSNQN
HLHPGQVLTSMVKRVDLVVYEAFSAGTEMKTGSFRLGLADDAVGYAMDDNNRELVTPEMIAAVEAAKAKIISGEIAVHDY
MSDNTCPVN
>ANB39714.1 heme ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MAETSLSGADAAVPALELRGISKAFGPVQANRDISLRVRRGTIHGIIGENGAGKSTLMSILYGFYRADAGEILIGGRPVR
IADSQDAIRAGIGMVFQHFKLVEPFTVLENIILGSEEGPLLSRSLGKARRALRKLAADYGLEVDPDARIEDLGVGMRQRV
EILKALYRQADILILDEPTGVLTPAEADHLFRILENLKSQGKTIILITHKLREIMAATDTVSVMRRGEMIATLATSQTSP
AELAERMVGRQVLLRTDKSPARPGSIVLEIERLCVTDAEGVRRLSDVSLQLRAGEILGIAGIAGNGQSHLLEVLGGIRPA
TGHIRIDGKEIDLSGPRGDARARRAAGIAHVPEDRQREGLIMPFHAWEDSVFGYHTDPTLRTRLRLMDNSRIRDRAGAQM
ARFDIRPPDPDLAAQSFSGGNQQKLVLAREIDRNPDLLLIGQPTRGVDIGAIELIHRRILELRDAGKAVLLVSVELDEIL
NLSDRIAVICGGRIMGERRADETDETELGMMMAGLGGRAA
>ANB39715.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MSAMPKWADLVLIPLISLAIAGLLSALVILGIGEDPVAAVKMMISGALGSTYGWGYTLYYATNFIFTGLAVAIAFHAGLF
NIGGEGQATLGGLGVALVCLALPWPHWALALPAAALGAALFGAAWAAIPAWLQARRGSHIVITTIMFNFIAASLLNYLLV
NVLRPAGAMDPSSARFGDGTHLPTLHELLAPFSIAFSKAAPANISFLLALAACLAVWLLIWRTRLGYEIRALGHSEPAAI
YAGIHPLRTVMWAMLISGALAGLMAVNTVMGEAERLVMNSVEGAGFIGIAVALMGRNHPLGVLLAAILFGFLYQGGAELA
LWTDIPRELIVVIQALVILFTGALDNMVRMPLERLFVALRKGSA
>ANB39716.1 sugar ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MDFPTLLQVLDSTVRLATPLLLACLAGLFSERSGIYDIGLEGKMLAAAFGSAATAAVTGSIWLGLLAGIGSSMALAGLHG
LSAITFRGNQLISGVAINFLAAGLTVVLAQDWFHQGGRTPTLPAGARFEAITLPFAETLRPVPGLGPVYAELISGHTLLV
YVALALVPVSWWVLYRTRFGLRLRAVGENPEAVDTAGVSVPATRYAAVAICGALCGLAGAYLATSLQAGFSRDMTAGRGY
IALAALIFAKWRPWQALAATFLFGLLQAMALRYQNIELAGVAFPAQVMDALPYILTVVILAGFVGRAIPPRAGGEPYVKE
RKI
>ANB39717.1 permease [Rhodovulum sulfidophilum]SNK001
MQIYLPIAEVSVNAFLLLGLGGLVGILSGMFGVGGGFLLTPLLFFIGIPPAVAVATQAAQIVASSISGVLAHFRRKTVDL
RMGSVLLAGGMAGALLGVWIFNLMRGIGQVDLLVKLCYVVFLGIIGALMFVESLAALNRTRKGVVRKRKQRTWFAALPFK
MKFRTSGLYLSAIPPLIVGAFVGVLSAIMGVGGGFIMVPAMIYLLGMPTKVVIGTSLFQIIFVSGFTTILHATTNHTVDL
GLALLLLIGGVVGAQIGTGIGLKMKAEQLRILLAALVLAVCAKLALDLLIEPAELYSIADRVR
>ANB39718.1 hypothetical protein A6024_18430 [Rhodovulum sulfidophilum]SNK001
MARRLALLLPLLLLAALPARAESVVAGLSQTRVSITTNFAGSEILIFGAVKRDAPAPEAPPLEVVVTVAGPSTPATVRKK
DRRGGIWINTESVRISAAPSFYAVAATGPLERALSQTEDLRHQVSIPRAIRAVGVTQETPEAQSFIDALIRIRSETGLYQ
ELPGAVELDEQTLFRTSIALPSNLTEGEYATRIFLTRGGEVVDAYETTIGVHKVGLERWTYLLAHEHPLAYAILSLAIAI
AAGWGASAAFRIMKS
>ANB39719.1 short-chain dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTGRTILITGASSGIGRATAELFLDHGWRVGLLARRADLLDEIAAGREAALALPADVTDAAAVEAAFDTFMGWAGRLDVL
FNNAGTFGPSGPIDEIDPADWAQVLGVNVGGMFLAARAAFARMRGQDPQGGRIVNNGSLSAHVPREGSVCYTTTKHAVTG
LTKTLSLDGRPFGIACGQIDIGNARTALVEDLTERARVGGRPVQPTMDVVHAARSVLHMAELPPEANVQFMTVMATTMPY
IGRG
>ANB39720.1 ATPase [Rhodovulum sulfidophilum]SNK001
MTLPELRFSDDQAEAHDRVTELLRGFGVDLDEGSHSARTEGKTGVLAITGKAGSGKTLLLAELVRAAVEAGVEVVSGDYE
SKRRKERRTLAVLAPTNKAASVLRQRGVPATTIHRIIYTPVYDPEYEKIAEWLTGECDRPEIEGLTEAALDRAQAFYASV
ASVPGALAAAGLKGSDFIKGWKRREDPLDIGFVDEASMLDERQFDDLRELFPALVVFGDPAQLAPVNQSGQMVFDRLAGP
QTMELHRIHRQETDNPILDLAHALADPEVDFERFERMVEEAAARDTRVELAPRVDSDLMARSPVLVWRNATRIRLIHAFR
HAHGAPADALLPGEPLICDGIELPLKHRKKRIDLEARGLIKGAQVIYVGPGRKPGFSIMHVIGAEDPRLSVASIVKIEMP
EEEEPFIPYAATMGAAFLHGAAVTIHKAQGSQWPAVQVFAPDLYAASRAGRVEAGQPLWKRLAYVAITRAEERLLWVTRY
RLARPAGALSADDLTAAPAPLTLTAEEARP
>ANB39721.1 autoinducer synthase [Rhodovulum sulfidophilum]SNK001
MLRYIYGVDLHKFPLLRDTMFRDRARQFHDRLGWAVTVNDRGEERDQYDGLNPLYVIWEQANGRHGGSMRFLPTTGRTMV
NEHFLHVTGGVRIESPLIWECTRFCLAPDAGREVTAGLVLGAGEVMAQFAVEHFVAVFDLRLARIYRVMGVEPDVIGAAG
NGRNWIGLGLWEMQEEAWPRTLARLGIGRETSLGWFRASFSAPTAAPRELAVA
>ANB39722.1 protein meaA [Rhodovulum sulfidophilum]SNK001
MTETTKDRPWLFRTYAGHSTAEASNALYRANLAKGQTGLSVAFDLPTQTGYDSDHELARGEVGKVGVPIDHLGDMRTLFD
RIPLEQMNTSMTINAPAPWLLALYIAVAEEQGADVSKLQGTVQNDLIKEYLSRGTYICPPKPSLRMITDVAAYTREHLPK
WNPMNVCSYHLQEAGATPEQELSYALATATAVLDDLRGKVAPEDFPGMVGRISFFVNAGIRFVTEMCKMRAFVELWDEIC
QERYGVEDPKYRRFRYGVQVNSLGLTEQQPENNVYRILIEMLAVTLSKSARARAVQLPAWNEALGLPRPFDQQWSIRMQQ
ILAYETDLLEYEDLFEGNPAVAARVEKLKHDARAELAQIDAMGGAVAAIEHMKSRLVESNSDRIGGVETGATVVVGVNAW
TEGEPSPLTSGEDAIMVVDASVEADQIARLAAWRETRDGAAVEAALAALREAAATGRNIMPPSIEAARAGATTGEWGDVM
RAVFGQYRGPTGVSKNPSNRTEGLDEIRAEVDALAARLGRRPKFLVGKPGLDGHSNGAEQIAARARDCGMDISYEGIRLT
PSEIVAAARAEGVDIVGLSILSGSHIPLMESLMRLMKEEDLTHIPVVVGGIIPEEDARRLRAMGVAKVYTPKDFELNRIM
FDVVALISPEQVAAE
>ANB39723.1 purine nucleoside phosphorylase DeoD-type [Rhodovulum sulfidophilum]SNK001
MSLHIGAQPGEIAETVLLPGDPLRAEWAAETFLDDPVCINRVRGMLGFTGFWRGHRVTIHGSGMGMPSLSIYANELIREH
GAKTLIRIGSAGAMQAHVALRDIVLAMTSSTLSTPSRGTFRELNFAPCADFGLLAAAHRAAAAKGASPHVGGIYSADAFY
DERPDLNAELTRHGVLAVEMEAAELYILASRHGARALAVLTVSDHLLTGAALSSEDRQSGFGEMVEIALEAAFS
>ANB39724.1 hypothetical protein A6024_18470 [Rhodovulum sulfidophilum]SNK001
MPTEPRPEPADAAERRAAPPVVCYPPECLPAPPMALYDGLRAGMTRVAQLEIPARDARAFRVPAGHVLRISCIEGPQVGD
LNLWNAHDLSERFYSGKTRALHGTHVTTGDRLWSGFPHLRPMATVIADSLGWYGFDADGAGVHDVIGTRCDPYTNARLGG
APFHRCCHSNLIRALVAETGLAPDAAEPLVHDVLNVFMCTGFTRDSHRYFTKASPVRPGDHLDLFAEIDLLCALSACPWG
DCSGNSTDHARCHPLGVEIFAPTPGALGGWTPPEPAPYDRSHGL
>ANB39725.1 hypothetical protein A6024_18475 [Rhodovulum sulfidophilum]SNK001
MLRDILILATAAAGLVLILSPPMRRWRFWQAMVTPLASIIGSGFLVLGPILNQSLGVWSPAAMALLALIAFGFGGAIRYS
IAAGAHGSPPGRLGALAETAAGWMLAFSYVISVAYYLNLLGAFAVRLTPFDTPLAARVVTTAVFLLILATGLTRGFKALE
GLEKYAVSLNLAAICGLLVGLGLFFGDTATTTGPVLTPASVEPWAALTLFFGLIVTVQGFETSRYLGAEYDADLRIRSMR
AAQYVSTVIYLVYVTLLVLCFAPGKGALDDTAIIGMTAAVSPLLPLVLTVAALAAQFSASVADTTGAGGLVAERSKGLIG
NRAAYAVLVTAGIALTWTADIFAIIAYASRAFALYYALEAGIAALAARRAGQGGRAAGFAGLAVLGLAIALLGRPVE
>ANB39726.1 succinate dehydrogenase iron-sulfur subunit [Rhodovulum sulfidophilum]SNK001
MVQLTLPKNSTVRKGKTWPKPEGAKNLRTFRIYRWDPDTGENPRVDTYFVDLDSCGPMILDALIKIKNEIDPTLTFRRSC
REGICGSCAMNIDGVNTLACTRGMDEIKGDVKIYPLPHMPVVKDLVPDLTHFYAQHASVMPWLETQSNTPAKEWRQSIED
RKKLDGLYECIMCASCSTACPSYWWNGDKYLGPAALLHSYRWIIDSRDEATGERLDALEDPFKLYRCHTIMNCTKTCPKG
LNPAKAIASIKKMMVERSV
>ANB39727.1 hypothetical protein A6024_18485 [Rhodovulum sulfidophilum]SNK001
MATYPPRRAGLAKAVAQLAPQVDRLNLVLNQYEAPLDEFAAFPNVHQIIPDTDTKDTGKFYPDVSGADYVLMVDDDIDYP
PEFVERTLELFAPFGRGHLAGYHGSLYLSRWDLIRRGKLVRALSYDRSRIADFRQGFRFHSKLQNAIVVDQIATCAAIMH
AEDFPSFEFMRDSQKFVDVRLARWCFERSIMPIALPKTAKWLGKVDYEETIFHGFTQTNPPDVTEEILSYAFKVKGRGLP
PKPCASQT
>ANB39728.1 hypothetical protein A6024_18490 [Rhodovulum sulfidophilum]SNK001
MGKPSQKLDIERADLPHMLGEQGGLRGIELGVASGDFSARLWQSGCFRELWGVDAYADRHDTGEYIAAVKAIGLDANYRL
IRSFFSEALDLFPDGYFDFIYVDGYAHTGEEAGRTLYDWYAKLRVGGMIAGNDYHEEWPLVVENVDRFAADAGLDLMVTR
LTKNPGPQGLHPSWAAFRRSGTIVEYPPELNLLFKRQKRRERLRAWRRRWRQTAKPVEPNHAIRSVGSPKWVLKGLRRKL
RRRLYQVDHAHLGGMNNSRKGERCLILGSAPSISKLDLSQIRRCDIFALNKASIACDNIEASKKYLIVADPKAAQEADLR
QRFSSFDAVFLSSDAVVDDPENCIRFDLYGKPKIDDGFAQDDLTRPLFDTHTVAGVAVQVAVAMGYKRIYLAGIDLTFDS
GEPYFYRESASEAYRLKFISDVRVSKMRAALAFLAKWASEKDVKVVNLSPMKSLPLLETAEFADIFGESKRAE
>ANB39729.1 fumarate reductase (quinol) flavoprotein subunit [Rhodovulum sulfidophilum]SNK001
MAAYEYETHEYDVVVVGAGGAGLRATLGMAEQGLRTACVTKVFPTRSHTVAAQGGIAASLGNMGPDHWQWHMYDTVKGSD
WLGDTDAMEYLAREAPKAVYELEHYGVPFSRTEAGRIYQRPFGGHTTEFGEGPPVQRTCAAADRTGHAILHTLYGQSLKQ
KAEFFIEYFAIDLLMSEDGQCQGVLAWKLDDGTMHVFSAKMVVLATGGYGRAFFSATSAHTCTGDGGGMIARAGLPLQDM
EFVQFHPTGIYGAGCLITEGARGEGGYLTNSEGERFMERYAPTYKDLASRDVVSRCMTIEIREGRGVGPNKDHIHLNLSH
LPPETLAERLPGISESARIFAGVDVTKEPIPVLPTVHYNMGGIPTNYWGEVLNPVEGDFDRVAPGLMAVGEAGCASVHGA
NRLGSNSLIDLVVFGRAAAIRAGQIVDPETAVPVPPKASIDQALERFDGLRHATGSVATAELRLEMQKTMQADAAVFRTD
KSLADGVAKMTAVAGKLGDIKVTDRSLIWNSDLMETLELANLMPNALATVVAAEARKESRGAHAHEDYPDRDDANWRKHS
LAKVEGAGVELAYRPVHLDPLSTTDEGGIDMKKIAPKARVY
>ANB39730.1 succinate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MRYLTDRKRAEGLGAAKAGTHHHWSMNVSGVGLTLLVPFFVFFIGTSLGASHDEVIATFSRPFPAVVALLTIAAGMLHFR
RGAQMLIEDYCDGMTRKALLWGATCLSYAVMAAGMYAVVRIAI
>ANB39731.1 succinate dehydrogenase, cytochrome b556 subunit [Rhodovulum sulfidophilum]SNK001
MADIERGNRPLSPHLQIYRPQLTSVTSILTRVTGNALILGAVLIVWWLLAAGAGPEAFARADWVLTSWFGNLVMFGSLWA
LWYHTLAGIRHIIWDNGYGLELETAEKLGWICVIGSAVLSVLTVLILWIF
>ANB39732.1 hypothetical protein A6024_18510 [Rhodovulum sulfidophilum]SNK001
MLNRLASIGTFVGGAATMGLALLGFYAFLHDPMPRTAEEAVAQLTRIADGMGRIVGDRTDTATRAAIVSEAARVAAEAAR
PLDDATAVIAHVSFGVFDLPVLETWEVEASDGRVIPLTVLRGGSGHAYLAFDGKDYRLGVGKFLSYESGADLCRLLLVRK
VDGGVYRLRWRCIPDHRDQL
>ANB39733.1 hypothetical protein A6024_18515 [Rhodovulum sulfidophilum]SNK001
MAKTNPGRFFEDYAVGQVIPHAVPRTLSGGERALYHALYPARHALYSSDAFAAACGLGAAPLDDLIAFHTVFGKTVPDIS
LNAVANLGYAEGRWHRPVRPGDTLRSASEVIGLKQNSNGKSGVVWVRTRGLDQRGELVLDYVRWVMVRKRDLEAPAPETV
VPRLAGVVAAGDLVLPEGLDFTGYDFTLAGEPHRMADYEIGEVIDHVDGVTVEEAEHMQATRLWQNTAKVHFDATFREDG
RRLIYGGHVISLARALSFNGLANAQMIVGLNGGAHANPCFAGDTVRAWSEVLDKAETSAPGVGAIRLRLVAVKAGGVPGE
LRGADGKYRPEVLLDLDYWALMPV
>ANB39734.1 hypothetical protein A6024_18520 [Rhodovulum sulfidophilum]SNK001
MQAYRLLTGEDSAAFCHKVTAALAQGWALYGAPAYAHDPASGKMRCAQAVVKDVEGDYTPDLKLGEL
>ANB39735.1 hypothetical protein A6024_18525 [Rhodovulum sulfidophilum]SNK001
MFLLILGVALWSFAHLFKRLFPGIRAMLDDRLGMASKALFAVPLVVSVVLMVIGYKTAGMPYRFAGPSWLVHVNNTLMLG
AVALFGVGSSKSHARQWFRHPMLYGFITWAVAHLLVNWDLASIILFGGLGAWAVAEIVLINRSEKGVTRYTGGTLKGDLR
LGGIAIALYVGIILVHFWAGVPPLPMTS
>ANB39736.1 malyl-CoA thiolesterase [Rhodovulum sulfidophilum]SNK001
MDPRARPFRSVLYIPGSKDRALDKARGLPVDAIIFDLEDAVAVEEKPAARTLLAETLKAGGYGGRFRIVRVNGFDTPWGR
DDVAAIAGAGADAVLLPKVETTAQLDDLAAAIPDVPLWAMMETPKGILNAEALAAHPRLEGFVMGTNDLAKELGCRFRPD
RLALTASLTHCLLAARAHGIVAVDGVYNAFKDEAGLKAECEQGRDLGFDGKTLIHPAQIAIANAAFAPTEAEIDLARRQI
AAFEEAERAGQGVAVVDGRIVENLHIVTARETLAKAAAIAELEAV
>ANB39737.1 hypothetical protein A6024_18540 [Rhodovulum sulfidophilum]SNK001
MIDFGPFFFAVAIPAILFAGVSKGGFGGGVAFAGSAVMVVILGPAVALGVTLPLLMLMDVTALRPYWRRWDGASARVLIL
GAVPGIALAAAVFHLTDPDVFRVLIGLVALGFVGFQLAVRLRLIPARQRPFGRRAGAISGAVAGFTSFVSHAGGPPVAVY
LLSQRLDKTSFQATTVLVFWAINLLKFGPYAFLGIFTADTWLAVLLLAPVAVLGVWLGVRAHRLVPERWFFGITYAALAL
TGAKLLWDGLS
>ANB39738.1 malate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MARPKIALIGAGQIGGTLAHLAAIKELGDVVLFDIADGVPQGKALDIAESGPSEGFDAGLKGTNDYADIAGADVCIVTAG
VPRKPGMSRDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALQQYSGLPPEKVVGMAGVLDSARFRHFLSLE
FNVSMKDVTAFVLGGHGDTMVPLTRYSTVGGIPLPDLVHMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGSAFYAPATSAI
EMAEAYLKDQKRLLPCAAWVDGALGLKGLYVGVPTVIGAGGIERVVDIKLDKPEQEMFDKSVGAVRGLVEACKAIDNSLA
>ANB39739.1 hypothetical protein A6024_18550 [Rhodovulum sulfidophilum]SNK001
MTSNAEASQDTADFETALAQALGAQILDEAHVLSFDMETRSLVSASEPTIFLLELSEDALGVHDFDSLIASPGQTSDDLW
NRAAAGTGPVWSGSFTASRSGSSHPMQMRSVVSVCADGSLRLSVVGEPACSAPPATQKAPAEVDSALASLRYDAEGHIQQ
VSAPMCTLLGQTSEDLIGQHMRRQVDAEFGRGTAWAEAWAGLLRGERTVLDIPHRHSGHGTVWTRSHLLPLTDAEGGFAG
AQEIATDITRERRDLDRMRARHAALDSRLAIAEFRTDGTILEASGGFCKLLGLARADLDSASHKTLMPAEFTGSRRYDDF
WNRLSRGEPVSGLFRHEGPDGRIVWLSSCYMPQAAAETGEVQSVLFVGHDMTEARKAETAAEGRLDALDRAMMVAEYDSA
GRILSANGMLLDRMGHRIEDIRGSSHGLFLEKGRDKDGTEARFWEDLRDNGGFSGEIMWVDADGREVWLHTVYHPVADPE
GHSDRIIQIAVDITDTKRLMLDLDGKWQAALNHQAVVEFDPDGKILQANEGFLRLVGHSLREVRGQSHSSFCHGDDIRSP
AYTDFWMALRKGEAQSGRYRHVARFDRDLFMLAHYTPLTDFRGEVDRVVMCGYDISSQVELERATAARAQALTAELGSLH
EVNDMLRGDADLLARTNEKLQDSARNGDRLLDGALSEMRTAREAADKVTEIVDLVGDIAVQTNLLAFNAAIEAARAGEHG
AGFSIVADEVRKLAERNGEAAREISRHIERANDSILRSADGTEQTIERIRAIGSMAEEAIGGLTQVVAHAGVGEAAAATL
ARLAEELGQAAGPDGQ
>ANB39740.1 hypothetical protein A6024_18555 [Rhodovulum sulfidophilum]SNK001
MMQTASETRREATYALMEVDGGVIGIDIEHLSEVAPIDALSPLLVAHPALMGAIRLRGHIIPVVDPRSVSGIAPTGAPPG
IAAILNQGDRVLALAVNTISGLARLPDTAVQPLAAGGAETPFFVGGFFHDGQLVNAVDPAALFALGGLPVAARFRRDERP
RNGSGGEGRAYLTFRAGGATFAAPAVEVYRTLPRQTVERNALTGGDCLGSVTVNGLRVPVLDATGLLGLGGTRERPDPEI
VVFGFGDDRLIGLAVDVISRIATFRTDDMQPPPALLGSGAGAIASLAIAEDGAQTYVIGVERLREMKGLQAIAEMSAPVS
PKPAAHTSAPARPAAAAMPARPSGIGAEPVTDTIPASAPGAPSDPDAGEAPTLSPDSLIRDRRRYLTFQAGIAHAAPIEA
VIRIIEPPSAITPMMHPVPGVLGFFSVGGRATTLVCLSRFLGEAPPRKGQPRRILLVGPVERRIGFQVSSVDGIEPANWR
ALNTAPAPFREEMVSLGRGTAPRLLPCLDICRLAADIAERFHDHNIYA
>ANB39741.1 hypothetical protein A6024_18560 [Rhodovulum sulfidophilum]SNK001
MRPVRLTLQAFGPFPGREVVDFRAAVAAGLFGIYGRTGSGKSTIFSAMTFALFGEAARAEQDAPSLRADHADPDMPTEVE
FVFDLGERRYVLLRRPDQSRPKTRGSGETRDPHEAYLFDATGLPLDRIGAEGRGKILAEKKVGAVSAAVTELLGYGSHQF
RQIVLLPQGRFETFLAARTRERLEILRELFDVSIYRRLAAMMKTEAEMLERTLREARAVCEGRLAAEGFEGMEALETGLA
GAEARLAEARTAETAATREAVASRAELSAAEQTEARFLAAAAADQALAGIREAGPAMAELAAQVRRADRARLLLDLEAQV
VEAAREAESASERMDAAEARLETVKTAATRAAARQEAETARGPETEALRREVETLKRHAQTLVAAAELRQRAEEAQAGAE
AARAEHSAAQGALAQRMAQRGKAAEAVQAARQTSANRALLSARLQALETEMKAVLSVEAATRDVSETTEAVARLVRAQEH
AARRSRAAHAEMEAAERRLARSQALHLAAGLQPGAPCPVCGATDHPAPAAGAGEASASEAALRTARAAWEEADRAQREAD
RALASERGVLAGRQERLAGLDRPATDTATLKTRIQANHEALAALGAETEIAVAEGLLARLDAAVRAAEDTRERCREVIAE
REAEALREAARIEAMLAPVPEALRSETALTAALSARQAVLEARDAARQGAMKTATEAREAALAARAGHEAAVRAMAEARA
RHEGARQAFARRLGETGLSADDLAALKPAIARLEEDRAAVEAHGRALAVAEERARATAEAVEGRTRPDLPELREVLAAAE
VRHAEATERRAAAAHASDHLASLRDDLAGTLQRLEAEEAASAPLRRLSALFDGRNPQGLDLETYAIGAMFDRVLAAANRR
LGPMSGGRYRLEREAEGGGGRGRRGLGLQVFDLFTGKARPTATLSGGETFIAALALALGLADAVESASGKVRLDTIFIDE
GFGSLDTEDGAGTLDRVLQALGALVGHARAVGLISHVPLVQEAIPNGFYVHKEPAGSRIETRGPV
>ANB39742.1 exonuclease sbcCD subunit D [Rhodovulum sulfidophilum]SNK001
MRFLHTADLHLGRQFNGLSLEADHAAILDQIAAAALAHEVDALVIAGDVFDRAAPPASAVRQFNAFLSRIRAETGAAVVM
IAGNHDSGDRIEAMSVMTDTARALIRGTVAAEEPPLILGDAAGPVAFSALPFAWEYAAREAFGDETLTSPEDVLRAQIGA
ARAALPEGARWVVVAHGTVAGASVSEAERPLARIGGVETVGAELFDGAHYVALGHLHRPQSAGRPEIRYAGAPLAFGFDE
AGEEKSMSLVEIDGAGEVRIAPIPFRPIRGVRVVEGRHEDLLRLPPSEDFLRAVLTDEAPVIDAMRRLRAVFPNACDLCY
AREARAPELKALGPVPRGLDDPMAVIGGFLDQVRGERADAEELAAIAATLDGLRGGEEGA
>ANB39743.1 spermidine/putrescine ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTRQGSGLVLRLYMGLFFLYMFLPLAIMVAAGFNDYSPPSVTVWKGVTLRWFAELWQDQRMWSGLMNSLLIAGAVIGLAI
PMGLAGALLLGRLGGRAAGLLYTAMVSPLLTPGIILGISTAIFWNGLGVAAGLFTAILAQTTFIASYTMLMFMARLQRQD
AALEEAALDLGATPFQAFRRITLPFLKPTILTAAVIAFLQSFENYNTTMFSIGGRHTLVTEIGSRMRFGLSPAVNALGIL
FILATIAFALAWGALKERERRAAARL
>ANB39744.1 spermidine/putrescine ABC transporter [Rhodovulum sulfidophilum]SNK001
MTRLRRSFGAPLAMLLVVLAGTWILGLIAAPQAIMIERSLWKMERPAGAAEISVEIDRLYNRLDVLALDRAAADGPGRLA
AIDAERAALSARIAALEEQESTPVRTWTLSNYAQMGRAHLWIFAKTILAALSVTAIAFAVCYPIAFAIAKLEPPRRAALI
MLALVIPYAINELLRVFAWQMILNYGGPLNALLGLAGIGPVPFLESGAGVFVAMVYAYILFMVFPLYNVLETLDMNQIEA
ARDLGAKSWQIHRRIVLPHARPGIAVGCIMTFMLSAGSYSVPYIMTRGTAPPWFAQLVYNRFFQASEWNTGAAYAVSLLA
VCTGFVFLMMRLLKVRLRDIAK
>ANB39745.1 ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MDIALAGAAVRFGSFQAVHPTDLAIEAGAFFSILGPSGCGKTTILRLLSGFLDPSEGEVRIGGRPMAGIGPSERPTALIF
QNLALFPLMSVWENVAFGLEMRGWARRRRRDRAFELLDMVALGGQGDKLPSELSGGQRQRVAIARALAVEPAVLLLDEPL
SALDLKLRQHMRAELKQLQVATGITFVYITHDQGEALTMSDRVAVMNRGRIVQVGSADDIYDRPASAFVATFVGEMNRLP
GRIEQAGGATARIATAGGSFLAQNPGGLGMGEEAVLFLRPERIHLLGPGETAANSLGGRLARRDMEGAFSTLIVETPAGA
LTVQRVNAGAGGLPEGPLRLGFSEAAGVILPEGETADDAA
>ANB39746.1 spermidine/putrescine ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTKTVPSLSRRAVLATGAATLAAPLIARRALASSGEVNVFAWGDYFRTGEILEAFTSETGIKVNVSTYGSNEEATSKLRS
SGGKGFDILFPSVDTRPDYDDGNLLAEIDETRLKVERVQPSLWRSSLQLGAAHRGKRYLVPFDWGTEGITWDASVHDIAP
DALSYGHLWADGLDRQVALRQKSVLTSLAIYLDAIGEVPSNRAMDIYSSEAENRRVFDACIAFVKKHRGNIGAFWNNATE
ATGAFTDGGCSIGQTWDTTGIRLHTDTDPKWRYGAPKEGALAWMDTAAIPSGAENVDQAYEFLNFLLTPEIGGMFSNATG
YNSAAVGAADHMTEAKKAAFNFAYQGDAIDNLWWWPMFTPWISPLREEYTEKLTNA
>ANB39747.1 murein transglycosylase [Rhodovulum sulfidophilum]SNK001
MTIARRPLLMGLVASAVSACNMGAPRPVANPGFEAWRRSFRPRAAAAGITPATLDRALGRAGYLPQVIEKDRNQTEFTRS
LEDYLAIAASDDRVATGRAMLARHARRFSGIEARYGVAAPVVAAIWGLESRYGARRGDIPVVSALATLAYDGRRGRFFEG
QLIAALKILDRGDITPARMTGSWAGAMGHTQFIPTSYLAYAVDFDGDGRRDIWSDDPTDALASTAAYLQRSGWQPGLPWG
MEVRLPDTLDLARTGRKRRQDAADWSALGVTRPDGRPLPRAGATAILAPAGRQGPAFALFSNFEVILRYNNAVNYGIGIG
HLSDRLAGGPPLSKAFPPDAAGMTLDDRKALQRRLTAAGYDTEGADGVIGPKTEEAIRRYQARNGLTVTGRPSRALLTRL
GRT
>ANB39748.1 hypothetical protein A6024_18595 [Rhodovulum sulfidophilum]SNK001
MQLAALALAALVLFHKAREAVDVEMAAAEAGARAQVIAAMNAALRNLPPEQVMAELSATLVEPRHVRIALADARSGALPV
ARAESRQAHDAAPQRRRAPGWFRELVMPAERETRLSVLANGTDYGFVSITAAPQDEIDEVWEDAAALLWALGLGFGLTGV
LLVLLIRRALSPLDMLRHGLGALRGGALTTRLPQVATPDFRPLVAGFNALARSLATSEADRAALARKIVEIGDAERRTIA
MELHDEFGPGLFDLKVRAGAIQRAAARTGDAALQRDAATMSAIVDQIQTANTRLLTTLRPMTASQLPLAEALGDMLDGFR
STHGDLDWTIDLPEHLPETETIVDLTAYRVLQEGVTNALRHGKPDRLRVEVQSQDLPGQAEILCLTVEDDGVGLPARAVE
GRGLTAMRDRVGALGGTLELGRRPGGGTRLSAILPLTRNTSPQSEPEPAG
>ANB39749.1 hypothetical protein A6024_18600 [Rhodovulum sulfidophilum]SNK001
MVKTGGRASGARASYGTIMASPPVPGQGEVAQDPPGGGMAGFGHPAGSAVGARHVDIVMAEPTQKLPEADR
>ANB39750.1 class V aminotransferase [Rhodovulum sulfidophilum]SNK001
MPGLRPDVDPDGLSEFSVVFTDRSLNHMSAKFQTAMRDISEMLREVYGAAEVALVPGGGTFAMEAVARQFATGRRALIVR
NGWFSYRWTQIFEAGDFAGETTVLMARPAGNAAKAPFAPAPIEDVTAKIRETRPDVVFAPHVETSAGIILPDNYIAAMAA
AAHEVGALMVLDCIASGCIWVDMQATGVDVLISAPQKGWSASPSAGMVMLSARAAERLADTVSNSFAMDLKKWRAIMKAY
EDGGHAYHATMPTDALIGLRDAMAETRTMGFEAARQAQAELGRKVREMLAARGFASVAAPGFAAPGVVVCYTDDPEIQSG
ARFRAEGMQIASGTPLQVGEGSDFRTFRIGLFGLDKLVDTDATLARLQAVVDRVV
>ANB39751.1 malate synthase G [Rhodovulum sulfidophilum]SNK001
MTERRAGAGYVSKAGLEVAADLAAFVEEAALPETGISPDRFWTGFAELLHDLTPKNRALLETREKLQLQIDAWHQARRGA
PHDHEAYKAFLEEIGYLRPEGEDFEIETAGLDPEIASVPGPQLVVPITNARYALNAANARWGSLYDALYGTDAMGGPAPA
GGYDRGRGARVVARARVFLDEAFPVAGTSHADARRYHVQGGALLIDDHPLEDPSKFAGYRGHPRAPEAVLLKNNNLHVEL
VFDRTHPVGARDQAGLADIRLESAVSAIMDCEDSVACVDAADKIVAYRNWLGLMRGELSTDFVKGGERVTRALSPDLDFV
APDGTPCTVKGRALMLVRNVGHLMTNPAIRDGAGQEVFEGLMDAAITALIAIHDLKKTEGARNSVAGSIYVVKPKMHGPE
EVAFADETFTRVEELLGLPRYTVKLGIMDEERRTSVNLKDCIRAAKHRVAFINTGFLDRTGDEIHTSMEAGPFSRKEFIK
RKSWITAYENLNVDIGLECGLSGKAQIGKGMWAMPDRMAAMLSAKIEHPKAGATCAWVPSPTAATLHALHYHQVNVFAVQ
AGLKAGGRRAHVDGILDIPLAAFRKWSRAQILREVENNAQGILGYVVRWIDQGVGCSKVPDINDIGLMEDRATCRISAQH
IANWLHHGVVSEDEVAQVMRRMAEVVDRQNADDPAYLPMAPDFDGVAFRAACDLVFEGRRQPSGYTEPVLHARRLERKAE
LAAEG
>ANB39752.1 esterase [Rhodovulum sulfidophilum]SNK001
MADTPHEIEQSVPLFWPMAAVLGWQEAGYQAMADGLRFVQEAAEISAPPEPSWATPNEVLLDLDTMRLRDFGGSGSGLPV
IIDAPYAGHSATIADFAPGQSLVATLLAAGLGRVLVTDWKSAGPEMRDFDIDKYLAEINVAIDEVGGRAILVGLCQGGWM
SAMVAARFPSKVAALVLAGSPIDTDAGDGPIRRMAHETPLSAYRDMVASHHGRMSGSLMLTGWKNMHAEKQYLGKFLDLY
AHIEDRNYIERTETFERWYENPLDLPGRYYLQAIDLLFKQNLFAKGEFLGLGRRLSLKDVTCPAYLLAGDSDDITTREQV
FAAEDLLGTPKAQIRKLLAKGGHIGLFMGRHTLADVWPGIAQWIAEQGGK
>ANB39753.1 hypothetical protein A6024_18625 [Rhodovulum sulfidophilum]SNK001
MEGQDGATERAQDRDDGSPEGLAMTLLQTIRHSTGETTQHDARILTGGGNTAVIVLDGVAYTLRITRSGKLILTK
>ANB39754.1 CDP-diacylglycerol--serine O-phosphatidyltransferase [Rhodovulum sulfidophilum]SNK001
MKKFIRRDPQHRDQVPFLQLLPNLVTLSGMCLGLTSIRFSMDGRYDGAALLLLLAALMDGLDGLLARRLNATSNFGAELD
SLSDFLCFGVAPGLLIYRFFLEPSNNFGWIFVLVFAAACCLRLARFNVMRDENAAETSHHFLGVPAPAAAMLGLLPLFVS
LAGVVDLRPVPHLVAFWLGFVGVLMISRLRTFSPKAMRIPRALVGLMMFATVVAVGLMFTRIWLLLTALDLIYLAMLGHA
ALQARRPGAE
>ANB39755.1 phosphatidylserine decarboxylase [Rhodovulum sulfidophilum]SNK001
MSVSMLSTFVKPMHPEGRRFVAIAAGLTVLFFLIWPPLGWIGLGLTVWVYYFFRDPERVTPARPGLMVSPADGIVSLLEP
AVPPAELGLGDAPMTRVSVFMSVFNCHVNRLPAAGRVTAVAYRPGKFLNASLDKASEDNERNGLAVELADGRRYGVVQIA
GLVARRILCWTAEGQSLATGERFGLIRFGSRLDIYLPEGVEPLVAIGQTMVAGETVIADLGA
>ANB39756.1 MarR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MISDPDPDFDLGEFLPYLLNQAAQETSAGFHAIYRAEYGMLRTEWRVMVHLGRYGEMSASEIGRLSMTHKAKISRAVRAL
EEKRFLHRSPDADDRRAEILSLTPEGHAALARLSARARAYGADIEARFTDEERALLKSFLRRLATETA
>ANB39757.1 hypothetical protein A6024_18645 [Rhodovulum sulfidophilum]SNK001
MIWRRVMALCGAMEMWLVSPKVGSVRLTGLLPSAWLFALEYPTVHRAFMFFRAMFASAIVQISGVVPPALMAFSGPFPRS
GLRWPGAAEPPPAEPVSDRAPGRFWNYLGCRRGVPEMV
>ANB39758.1 hypothetical protein A6024_18655 [Rhodovulum sulfidophilum]SNK001
MYRQRNGLYFQRRGWPSQKIGSDFGSPEFWAEYAAILKGEGQAKVLRRNFSALIRSYHQSPRYRNLKPRTALDYDKFTAF
IDERFGPLNPANLRRRDVIRLRDENAGKPYFANYAVKVIRILMEHSIDLGWRTDNPAKGVSLLKADADPRLPWPQSLIDA
FRAAVPLGARERLLMELCLGTGQRIGDVLEMQWGDIQDGGITVKQNKTGKRLWVPIVPSLQEALDRAPRRSLFMLTNQSG
TSRWSYRGASQAIRKIREDIGALDFDIHSWRYNAACELVEAGCTDELVAAVTGQSPKMVAHYTQQIRQRVRAIEAQARRK
KPSTGEGLATKRRTEQKRNV
>ANB39759.1 hypothetical protein A6024_18660 [Rhodovulum sulfidophilum]SNK001
MAETFIRSLGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLIRSALLGGSWAPDIERALRWGLDRIEAELGEDLRYRAGVM
AAVKLCWRLRLANDPRRAERLLLGDPEAGQPPAEPRICPACGELVTEGQGCGGGICRASDAFPKPVEDPADKAFRDAIAE
LVDCAMKEGKPDV
>ANB39760.1 hypothetical protein A6024_18665 [Rhodovulum sulfidophilum]SNK001
MAETQWPREIWAAQSDPDDADGRHVFSVHATIPRFEGDSERDCAFHRYVDDDIVDSADRYCLEMLTALRARAEAAEAECD
RLRAEVDQLREGARRYRWLRSRDLETIHAGGVFAGKTPENIALNQEDLDRAIDIASHHEDRSDG
>ANB39761.1 hypothetical protein A6024_18670 [Rhodovulum sulfidophilum]SNK001
MTSLLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVP
PTNAPAEAHPDERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRARLPADLPKPQIVQPWWF
GEPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAADQWGGQAGKEAA
>ANB39762.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MSIMDMSVSRPLLRWHGGKWRIAPWIVAQFPPHECYVEPFGGGASVLLRKPRAKLDVYNDLDGAVVALFRVLRDAPDELI
RRVELMPFARAEFDAAQDLSQGPKDEIDLSLRLLLRSHMGFSNAGACGRGGHQKTGFRARGLRTGTTPPENWRCFPPVLR
EVAERLRGVVIERRPALDVIAAQDGPSTLFYLDPPYLPETRDAGADYTHEMSETDHDDLLAMLGALQGAVVLSGYASPRY
DRALADWHRIERSAFADGARPRTEVLWMNFDPALPLFGGLK
>ANB39763.1 hypothetical protein A6024_18680 [Rhodovulum sulfidophilum]SNK001
MAAILAIAPQIADRLAAEAAAARAQANTARVAAKSSVRDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>ANB39764.1 hypothetical protein A6024_18685 [Rhodovulum sulfidophilum]SNK001
MKTILTTASALALLAAPALAATDTTEDQATAVSPASAPDCFAPINGTNAFQRSNAPGCVYYTAPTGNDRDPAASDDGEGS
GEGEGEGGESSDT
>ANB39765.1 phage repressor protein [Rhodovulum sulfidophilum]SNK001
MRQSFRDAFLRAIEQSGQSVRNVATQSGVSYEQLKKLFRGNSASTNVDDAVRVAEHFGVTVEEFLGGNISTATPWTVSIA
GKVGAGARVPVFDAYEKGGGPQVECPPGLSPHGVVAVEVEGDSMEPVYSAGDILFYTRHTADGVPSEAVGKRCVCECEEG
LGWAKVIRLGREPGTFDLHSFNDQSPTMYGVRLKWAAPIRLHWPADLAKKL
>ANB39766.1 hypothetical protein A6024_18695 [Rhodovulum sulfidophilum]SNK001
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAHRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>ANB39767.1 hypothetical protein A6024_18700 [Rhodovulum sulfidophilum]SNK001
MAAVVIEFDTPGGLVLGGAAAAGAIAALAAVKPVHALVNPLAASMGYHLASQCSEIAMTPGSLAGSIGIMRQAGWPVGPD
RAGQQWQIFTSTHARAKLPNPETEAGRAEIRRDLDAHEAAFHADVARGRGIAPGDLAARLSVTDDPTDGGATFGPEAAIA
RGLADRAETRLAFYDRIFAAHAPRPAARRSSGRGHLAQAAAAQARATL
>ANB39768.1 phage capsid protein [Rhodovulum sulfidophilum]SNK001
MPKPRDLNDLRRERRAAAAQMQERADALAALEGAETPDTEAIAAAETAFAEAQAGFETLNAQVGRAEATDAARAAAATGG
DDPAPAQTPAPQAATPRNPAHRGVEVGFMLHALAASRGDRERAVARLETDGHSGVAAIMSGASEAAGGITIPAAQSEELI
ALLRPRVTVRASGARTVPMPAGELRTARQSAGATAGYGAETSAIAESEMSFDAVDKSFKLLRALVPLSNSLLRHSSVAMA
QHARDDLLKAMALREDLAFLRGDGANDTPKGLRNWALADNWREGIAGTAAAAEAAVRWAVSTVEDANVGMVQPGWIMRAS
AKNWLASLRDDRGTPVFPSIDASGTLKGYPIRTTSQVPDNLGAEGDGTEITFADFDEVVIGDAMQIAIAASTEAAFVDAN
GETISAFQRDLTLMRAVSEHDLAPSHDEAIAGFTATGWSL
>ANB39769.1 hypothetical protein A6024_18710 [Rhodovulum sulfidophilum]SNK001
MTKVILKFRRAHGRYNRGEVAGFAPALAAKLTRGEDPVATVFDRAAEARLAAAPVDPAELAARAADLAARETALATREAA
LAQAEAKAETGAPPKQGKAAGKETAKDPAKDAATA
>ANB39770.1 hypothetical protein A6024_18715 [Rhodovulum sulfidophilum]SNK001
MILEETPPPGVSVEAYKRASHWEGDADDARIGACLAAAQSAVETATRRPLTPRRVRFETAAGQGRRWWVPVAPVRALLGV
SWSGGELSAEAARLLFPDSEPQILLAPGALARVPDGAPLRIALEVGPDIVPPTLAQAVILIARDWLDAGIAIETVESPRI
AFGARSLIRQMRYRRPGIWCRR
>ANB39771.1 hypothetical protein A6024_18720 [Rhodovulum sulfidophilum]SNK001
MSLCLDRRVTFERQGQGRNALNEPTGAWAEIATLWAARADLAETERAAAGQIGAVRAARFTLRRSALAEGPARTLSAADR
LRDEGMIWNITGVTERGRWVDVSAVSNGRKEEA
>ANB39772.1 hypothetical protein A6024_18725 [Rhodovulum sulfidophilum]SNK001
MSKQPVSVDGLADLEKMMVEHLPKSTGRGVLRRVGKSALGIFVERARDLAPRASGDLAESLAVSTRLDPKQRRDHRKLVR
DDKAAVEIFGGAAALPHAHLVEFGSVERHLESGGSTGTMPAQPFMRPAWDATREAVLAGIAKGLGHEIAKTVARRAKRLA
KRAGKGGGR
>ANB39773.1 hypothetical protein A6024_18730 [Rhodovulum sulfidophilum]SNK001
MSFKADLTDLLLSDPGLADLVGARITWGRRAPGEGLPALVLLRVGATRDYHMKGVGALRRTRIQAEILATTLAEAGEVEA
RLIARLDGVRGPHGGTDFRGIFVEALRDGLDTDRDGSGIHRILADLIIHHRVHNEENER
>ANB39774.1 hypothetical protein A6024_18735 [Rhodovulum sulfidophilum]SNK001
MSEADIAWGYGVEVAEDAAATTFLELAEVKSVALPDQQRDEHEATHMKSPNRTKEFRPGLLDPGECSVTMNWIEGSATDN
LLIGLKASGNVRQIRVTFPGGTAWTFEGWLKSYVPPATVGEFQEVSASFRVTGSLSITGMGG
>ANB39775.1 hypothetical protein A6024_18740 [Rhodovulum sulfidophilum]SNK001
MANPMKGEVDIEACGEQLRLILSFNAIAELEEEAGQTLAEAMAALEAGSVRIMRLILWAAMRDHRPGTTLRQAGAVD
>ANB39776.1 hypothetical protein A6024_18745 [Rhodovulum sulfidophilum]SNK001
MTAALTLILLAGLALTLPATPAAAMPPVVAALGAAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLN
RIQPVTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAKYRRDEAAGSGDPYH
WGQVGSDYKGRVRLRVHNGGEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVFDPRD
GQVKYSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRTEDRYAFNGVLETEATAAENLNDLS
SSWGGWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAAD
NGEPLVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRLGDTIRVSLPRRGWTAKTFEVTGRTVHIGE
DGVRVTLSCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEALYETRGGGGVKTRVRLAATTDNPFIDAW
QFAWRPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVA
MLRWDRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAAS
IIPTTTVATLAEAPGFAGAAEGCHAAGGVLAMAPGETRARYAFAGRIDLGAVQPVRLISDIELLISEARDLFWQPSGTAM
WTPPDARLWLGSTDAYGDVDLQVSVTDDAPDAARWGPWQSFDAADYSGRAFRFRAVLGVESPDYTIGITGLTVTALQAA
>ANB39777.1 hypothetical protein A6024_18750 [Rhodovulum sulfidophilum]SNK001
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMLWVDTDARALKMRNVPNNGWITLGSFASGSFVPAG
VNQLTEAQAKDAFSDIYGAVTGAILRAAILAHAPDAVIPGWHPFDMVRPGDGATGLIWSYDKAGSIQNVETPEFEDGYEY
ALVFEAVATNKTTSTLQISVRPEVTGTWSPFTSFPGAGFRRDDVCSGMLRLPMPRQPRLVHGCIWDAPLKAGMEDLAVPT
GAPEASALSAVRVRWAEGGRINEVFRTGRVRLFRRREHLTG
>ANB39778.1 hypothetical protein A6024_18755 [Rhodovulum sulfidophilum]SNK001
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>ANB39779.1 hypothetical protein A6024_18760 [Rhodovulum sulfidophilum]SNK001
MHLVPHWRALIRRAWSIRLILIAGLLSGCEAGLSLASPDLLGIPRGLFAGLSALVTAAAFAARLIAQRME
>ANB39780.1 hypothetical protein A6024_18765 [Rhodovulum sulfidophilum]SNK001
MRRILKRGAAATALALSFVGGNEGLKTEAYLDIVGMPTVCFGETRGVALGDSYTPAECRAMFAGRLAEFEAGLDRLIADP
VEDLIPARSYVGILDWAYNVGLGAAARSTLIRKLNAGDLRGACDELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGVPA
DVPFRWDGA
>ANB39781.1 hypothetical protein A6024_18770 [Rhodovulum sulfidophilum]SNK001
MRALLAALLLAGCGGLPVPLGPNVAANVQAGAENVQGQKVENAPSILRPRAREIRQEQSENRLRADRVETVIVNVIPPWI
VLVALIGWIAPSPGEIGRRIGEAVRGRRS
>ANB39782.1 hypothetical protein A6024_18785 [Rhodovulum sulfidophilum]SNK001
MDFIFFGLGGDLLDHQWRESALLCDTVTMGVKLNGKDVTLQRDVEQKSSQPMRIFFGPSDEALKSGASGWERYSFRRGKS
ESFSQVMFRLLGLPEVQYGEANTKITINQVLRLLYSDQLSSVEKIFRSQPFDDAITRQTVGHLLLGAFSEEYYAAKLNLK
AYEAEMKDVSARIKTLIRIHGREGHPLTEDWLNEEYRTLQKELDDLNGQIEKTEEQVFSAQFEDRLSLNDQEATYARVKS
LQADIGKIKEELDFLELEASDSVEFIASLTKKLDALHESKMVVDELNSLQFEFCPACFAPIHGSEVEGACSLCKQASDQS
HVKERALRLINEYARQRQSSIDLQADRQRRISDLKTQLTKVTELWEQAGRHYTVSLRSPTTELRTRLRSLNREVGYAQRK
LEELAARKSAVAELKEAQRQRDALQRKIDDARSIIETTERRDRDQISKARRYIELEVLEFLRNDLERQSTFKNADTVDFD
FDGDRISVNGESFFSASSMAYLRNSFIASFAVAAANQASFSHPRFLLMDTVEDKGMEPDRSKNFQRLLYNKSSSSKSPNQ
MIIATSMIAPELDVPEITVGDFYTHQNRTLRLSNA
>ANB39783.1 AraC family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MYLDVRPDWLAYVDEIPRALVAANAVATLDALEQSPRHHHQKAQLLFTVRGVVNCEVDGAVWIVPPQCAVWIPGGLPHSV
FGSGEVECLSLFIDPPESANLPKDCCTITVSRFFRELLMRANALPDLYDVDGPDGRIVSVLFDELAVAPVEDLCLPIPGD
PRLKKLTDLLIAAPADHASVAKWASRVALSERSLSRLLAEEVGMSFGRWRRQLHIVLALRRLSAGQSVQAVAIDLGYESA
SSFVTMFRKMVGKPPSRYLLERSRLR
>ANB39784.1 hypothetical protein A6024_18795 [Rhodovulum sulfidophilum]SNK001
MPLDIKNFPLVWMSYDEAPDHDHDEDFAALEVCLKRGAPFVILSDNAPTEDEDHDHSQEERKRTALWMKKHKAELRTLVL
AMIVIEPSAAKRLTFKTFGAVFSKFWGFPLKIAVTRKEAMDVAENLLSEGVRPGGSASQRRCAQTS
>ANB39785.1 hypothetical protein A6024_18800 [Rhodovulum sulfidophilum]SNK001
MKRDLPKHVYRKGTAIYWQRRGEPTVRMENQELTPAFWAEYALRLKGPVRAPSKRTFNGLIDSYRRSERYTSLAARTRKD
YERVLSVIEAKWGALDPVKAQRKHFIALRDANADAARFANYVVQVSRVLMEHAIDIGMVSENPAKGIKQVKGETIDRRPW
PADLVKAYRDAAEGRALLVFELCLGTGQRIGDVLKMRWSDLENGGINVRQNKTGKTLWVPFTKTLRATLEAADRRSVFIL
TNERATGPWSYRGAAQAVRKVREEIGAEAYDIHALRHTAASELCTLGLTDEEIASVTGQSMAMVAHYTAHVRQKVRALKA
QERRL
>ANB39786.1 hypothetical protein A6024_18805 [Rhodovulum sulfidophilum]SNK001
MAETQWPREIWAAQSDPDDADGRHVFSVHATVPRFEGDSERDCAFHRYVDGDIVDSADRYHREMLIAARARAETAEAERD
RLRVEPERLREVEAEYRIITETTPDTLTRSFGRFNAEVTPAEARLIIRDDCKDVIRLFGRDLIRSSLLGGSWKLDIERAL
RWGLDRIEAELGEDLRYRAGVMAAVKLCWRLRLANDPRRAERLLLGDPEAGQPPVEPRICPACGELVTEGQGCGGGICRA
SDAFPKPVEEPADKAFREAVAELVDCAMKEGKPDV
>ANB39787.1 hypothetical protein A6024_18810 [Rhodovulum sulfidophilum]SNK001
MHPLRILIGCETSGVMRRAFAARGHDVWSCDLLPAEDATNRHMICDIREVLHLGWDLLAVMHPPCTRLCNSGVRWLHVPP
TNAPAEARPEERAAWPDLPEDTRRAIMWRLLDEGAALFSACWRAPIPRVAVENPVMHRHGRVRLPADLPKPQIVQPWWFG
EPVFKATGLYLRGLAPLSATNRLTPPAPGTEAHKRWSAVHRAPPGPDRWKIRSRTFEGLAAAAAAQWGGQAGKEAA
>ANB39788.1 hypothetical protein A6024_18815 [Rhodovulum sulfidophilum]SNK001
MSVFDSIAPPPDALAAFVVEWRGASPEVRLAAIRGALRRHGIEIPALPGRVAFYEIQLFGLVATGRDEAEAAQNWMEAAI
RLCPFD
>ANB39789.1 hypothetical protein A6024_18820 [Rhodovulum sulfidophilum]SNK001
MAAILAIAPQIADRLAAEAAVARAQANTARVAAKSNARDGKPLLARAAFARAERLQGRAVTLGALAAQARAGGAA
>ANB39790.1 hypothetical protein A6024_18825 [Rhodovulum sulfidophilum]SNK001
MKTILTTAVLALLAAPVLAATDTTEDQATAVSPASAPDCFAPIQGTNAFQRSNAPGCVYYTAPTGNDRDPAASGEGSGEG
EGEGGESSDT
>ANB39791.1 hypothetical protein A6024_18830 [Rhodovulum sulfidophilum]SNK001
MQKSFQKFRDPQERERKWFASLLWRSFPEATSEAQLADLVAEALNTAQRPVNPRTVRNWLRSENAPGLHYVVAVLALAGA
ETVFELFDPEQTA
>ANB39792.1 hypothetical protein A6024_18840 [Rhodovulum sulfidophilum]SNK001
MAARVHTDLTIRGTTYPDAASAARALGVTPEAIRSAARKGRLDRVGTGRKGLAPMPVRIRGEVFTDAHAAAARFGVTPQA
VWRALADGDPDRIGRPQRRPGRDPKPFEIGGLRFASQRKASRALGFSDDYLSHALTRGGRAARERILAAAMALSARQASP
RKSLPNGPACPEPMEELHHG
>ANB39793.1 hypothetical protein A6024_18845 [Rhodovulum sulfidophilum]SNK001
MMAARRHLAPVETGGLPDYPISSEDRLDSHFFVQWNLKRWRKSEFRQLAEPEVGWYGFLLICEAHDETPVGTLPTDERLL
AKALGITVDRWHQLCEREMTPLHGWSRVRCDNGEIRLAHPVVTEVAVEALASSRRNRAEAEQRRRNKRLKDLREMIEKRI
GAGQLLRAPQFLDRFDDWLAERYPETQRREGFIRRALDEFSAEMAR
>ANB39794.1 hypothetical protein A6024_18850 [Rhodovulum sulfidophilum]SNK001
MDAREQAEGEKRVRDLLVEPLLRRGLVKPGAMTKAQFEEMLADLAKRLAYMSGPNLAALEEMAAAQPGGKDRDRFPISNA
ILKAAAQIQPPADDASPLIRAVFAHAVGRQALAEGWAPELLDDLRHNRRWPRSYALGQIRQAAGEALRRHAHLAGAGPGQ
LSPTEAAWLRDREARLAHCRSIADLAGASA
>ANB39795.1 hypothetical protein A6024_18855 [Rhodovulum sulfidophilum]SNK001
MEWAFGTECARLDHDEIEAVGGTGWRPFGMEYVALERAQLGTRVDTSRGRSRPHDDAELIATVVRNVLPWYAATLVADLA
RAGRTPDWMPDARPRLRPAEWQHNRPNRWGKAADAAALGAEGWQPIPRRNRKGVIVQDAVRFTPCVWTPTQSQIAAARRA
YLDWWGYLLEVQAALTAADLARIVVTKDMPPMRPWVRSKE
>ANB39796.1 hypothetical protein A6024_18860 [Rhodovulum sulfidophilum]SNK001
MKLTAGVSPSDLRKLVSRLREVERKQMPYATMLALNATGEAVLEENRTLMRKVFDRPTRWTLNAFFLRRATKRKPEATVE
RKDAPRGRHYLEVEERGGARPKTGIERLIIGNVAYEDHIEAVVPARGARLNAHGNLPAGQIQRALSNIGAQQDRAQNSTD
GSRKRSARAARYFVPKPGQLSPGVWKRQGKRLTKFLSFTDRLPRYGARFDMEGHGRIVAAREMPGRMRAAIRKAFSTAR
>ANB39797.1 hypothetical protein A6024_18865 [Rhodovulum sulfidophilum]SNK001
MTDLADLRRLYPLPEGVEDTAMNRAQIARALDVSDNTISKWIAQGMPVLEEGGNGREYAFSPADCYAWRRHRDAGARAAK
AAADRSASQLAMAFRNLDEEDANASAGLTAKQIAEEADADYRYQRAAEQRGELTRTARVRDLFEDMLVEFRRTITTLVDY
CEMEFSLDPEETAKLEARCDGALVRARGNLEQAIGRGAAEPVALRRGDQGEMGL
>ANB39798.1 hypothetical protein A6024_18870 [Rhodovulum sulfidophilum]SNK001
MIDVGRLRVRLGLDNREFQTGLAKARGAFGKFAGRIAAAAAPVAIGAAVAAAARSSFEMVDAQAKLAQSLETSTRSVQLL
GRAADLSGVPMSQLQQAALALNKRLSEASSGAGPAVKALRALGLEARDLLGLDLDQRFDRINGAIAGLEDPAKKAAVAAA
LYGDRAYAAITRLDSATLSQAARDVDQFGVALSELQADNIEAANDAMSTLGVVMRGVGNQVAASMAPAITALATGFTDLL
REGTPLRAMLDGLGASVSGTFQVMSGTIGRLMSYAGTFASFLAGRFVTSMSLAAASVVTLNAKLLLTRAALMRTGFGALV
IGVGELIYRFTGLVEATGGVGQAFDALKTVAIEVWERIGAGTRIVVLAVKRMGWAIRADFYGTLEAIQSKWGGVITNMAA
IGAIIPGFGSQFRAVAAEIRKSSAAAKDLKTATSEATGKVAENARAIEAALTGFTAPLASVEALRAKLRDARAEMDNTGT
SSQGLKAALKDLNDALSGDGKGGKGSGVDEVESGLTRLGTSVNATSSSFQSFFKDIVKGSGDAGDAVSALADRMLDDLLD
RAMSPLSDALGSMFDGLFSGLFGGRASGGGGTVKPIGDLIGKVMEGGSFDGGGRTPLGPRAGGLDGKGGFLAMLHPNESV
IDHTRDSGGFGGFGAVRGGDVYVSVQGSNASPEQIAAAVRAESRRQASEIYDRRKRMARAGGAS
>ANB39799.1 hypothetical protein A6024_18875 [Rhodovulum sulfidophilum]SNK001
MAFPPPSVRVAAFTLTRITSSLRVQSPYSFAQTAYDFMGGMWAAELTLTHVSAAENAATEAWLAGLNGMAGTFEMGPVDY
EGPYGKISADPVVAVAANARAQALVLQLARAGDRALPGDYLTLGRHLHIVTAAEAPTPAFRQSVTLWPRLRRPVAPGDPV
TMRAPFGTWALAGPETSYSGSQSRIRTRILQVREAL
>ANB39800.1 hypothetical protein A6024_18880 [Rhodovulum sulfidophilum]SNK001
MDASGDRMLGLLVRCRFDTGDLAMFTGYGEVDWEGVTYLGAGQMLSVGEAQATSGDGIPGLSITLSGLDPEVVALAELEE
FQRRRVTVFLALFDETGQIETADVLFDGVADTMESDDGPDTATTTLALEPRSMALGRKFPCYYLPEDQKKRFPGDQGFDL
VQAIQNREDTWGRS
>ANB39801.1 hypothetical protein A6024_18885 [Rhodovulum sulfidophilum]SNK001
MRRAGWERRLSAAVRDWEDRPFAWGTADCLGFCRAVARSMTWEDPIPGLPDYGSEYGAAKVLVSLGFGSIEALVDAHLER
LPVAGARRGDWVMTACEGAMPGAMGVVTGRYAQHMGRNGLVRRPVLTAEAAWRID
>ANB39802.1 hypothetical protein A6024_18890 [Rhodovulum sulfidophilum]SNK001
MAYRLILPALLILLAGPAQAMPPVVAALGVAAGGWMAGLTATAIMGQAALAAVLTGIQMAMAKKPKAKTRDEITLNRIQP
VTTGRILYGERMLGGSIVARATTEAGGKPHRRYHSIMPLACHEIDGAVEIWLGETLVWTEAQYRRDEAAGTGDPYHWGQV
GSDYQGRVRLRVHNGTEDQAAEARYVAAAREWTEAHRLRGVAYVYFEADYDRDLFPSGAPQIRVRARGKRVLDPRDGQVK
YSTNPALCLRDYMLTPQLRGGPGWRPGDLDEDTILALANLAEEQVPLASGRAEDRYAFNGVLETEATAAENLNDLSSSWG
GWWTCERGRLTVGGAAWEEPAFTVTEDMLVGGIQVTARKPFEEQFNTVKAQYADPENEHVVTDLPVLDSATYIAADNGEP
LVLDMGELPGETGFARGQRLMKLALLKGRRQKQVTLPCSLAAWPVRRGDNIRVSLPRRGWTAKTFEVTGRTVHIGKDGVR
VTLSCIETGPAIFDWRTSEETPKPAGGIPTLPSPTAKPVVSAPTMTEALYETRGGGGVKTRVRLAATTDNPFIDAWQFAW
RPVSAPEPTLRGLTDTPEDMIDDVAPGPYAFGVRGRNARGIWSDWAWAGATAVQGENAPPGAITGLSVQASGGAVAMLRW
DRHPSLDVRQGGRIEFRHATAQAGASWQSSTGIGKSVSGGVTEATLPLKSGTYLARPYDAMGTPGPVSGIAVRAASIIPT
TTVATLAEAPGFAGTATGCHAAGGVLAMAPGETRARYAFAGRVDLGAVQPVRLISDIELLISEARDLFWQPSGTAMWTPP
DARLWLGSTDAYGDVDLQVSLTDDDPETARWGPWQSFDAADFSGRAFRFRAVLSVESPDYTIGITGLTVTALQAA
>ANB39803.1 hypothetical protein A6024_18895 [Rhodovulum sulfidophilum]SNK001
MTQATYLLDTGHTKAQAFAMLQGVLSAIQSGNAGATPPAETAAGMIWVDTDARALKMRNVPNNGWITLGSFASGTFVPAG
VNQLTEAQAKDAFSDIYGAVTGQILAAAIDARVRATGAPVNEAVWHPYDMVRVGDGADGLFWDHSLTGNQRYVQTPDFED
GYEYMLRIMGMEWHGYGNKRPTIKGFIEQTGRYASAMAMAGDVEPSTGFHVMIRLLFPRVPSPFFGIEGKIPSGQIRTST
LGGNDRTVSRAEISWADGDTDIRAGKMYLYRRREYISG
>ANB39804.1 hypothetical protein A6024_18900 [Rhodovulum sulfidophilum]SNK001
MQELTTQIRDWWAVMLSLLGLAVWSVRLEARARTNTAALDRETARLAEEIRALEARWQRQRAEDLAARQRDREETNALLR
ELRADIKTVLQRVPR
>ANB39805.1 hypothetical protein A6024_00010 [Rhodovulum sulfidophilum]SNK001
MKIVRTKRYLKDLKRIRATEAEAEAVEQMIATNPEAGDVIQGLRGVRKIRFGLRNKGKSGGGRAIYFLMVNDDVAIMITA
YMKKEQSDLTTTQRKAILKMLEDLHDD
>ANB39806.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLARIGPLLDAAHARLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLARIEGAFVLSINDRPEIRDLFGAFLIEEVR
LTYSVSKSGATAARELIIANREVRVGLV
>ANB39807.1 hypothetical protein A6024_00035 [Rhodovulum sulfidophilum]SNK001
MPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPLRYAWGHGA
ASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELVALTGRLCG
T
>ANB39808.1 integrase [Rhodovulum sulfidophilum]SNK001
MPKGERSRADIRKWALRFAEHFKDAPAVIFEERGARGEVNAWRALWKHSPKQHDMAGTHAVRILNWAVQEGKLTEHYCHK
LHRLYDVDRSEIVWTQTDRAAFNAVAPEWVRRVLCAACETGLRPADLIKLTQAHVEQTPLGRRLRVRTNKRKRLAHIPIT
PELAEIIDTTPASRLLILTNARGNALTPHRASEGVRQWRDKAKLSDDLRLYDARGTAATRLLNAGLSLAEIANHMGWSVR
YAANVIEHYARVSPDETDAVLIKLAHAKGGVA
>ANB39809.1 MFS transporter permease [Rhodovulum sulfidophilum]SNK001
MAGGSRGSGAYRGLLGILHKDHIVAPEGFNRWLVPPASIAIHLCIGSVYAWSVFNPALSRQLGVVAPAAEDWSLGAVVWI
FSVAIVFLGLSAAFAGKWLEQVGPRMVGVVAALLWGGGFIVGSAGIATHQLWLLYLGYGVLGGCGLGLGYVSPVSTLIRW
FPDRRGMATGIAIMGFGGGAMIAAPLKGWLLNLFERAPAYLGPREAVATVTEGGRLFAETASGRLEVVIASAAQAAELPG
GGEAGVYVVGTGDTGAAATFLVLGVAYLVVMTIAAFSYRVPREGWVPEGWQPKPVASGMITQKNVHIDQALKTPQFWKLW
VMLCFNVTAGIGVIGVAKTMMSDIYGTTMPWIVTGAFASTYVLMISVFNMLGRFFWASASDYIGRKLTYATFFLLGTILY
LSIPFFATAGAANPSILYLAGFYIATMIIFSMYGGGFATIPAYLADMFGTMHVGGIHGRLLTAWSTAGVLGPLAITSLRQ
MSVGNAIEDLAAKVDPEAFRAAFGAPVAQLQELVAAKTVTIAKLMEIAPPGTVDPTPGLYNTTMYCMAALLVVAFFANLA
IRPVRERHHHNEPELAAVPVE
>ANB39810.1 microcin ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MPVLRQVSLGIGRGEIVGLAGESGSGKSMTALALMRLLPEGARAEGRIRLDGRDLMDLSEQQMCRRRGRDLAMIFQEPMT
ALNPVQRIGDQVAETLIVHGEATRAEARRAAARLLHRVGLPPERFPPGRFPHELSGGQRQRVCIAMAIALRPQLLIADEP
TTALDVTTQARILDLLKALVAETGMGLLLITHDLAVISGLAHRLAVMRAGEIVEEGPAATVLTARRHPYTSALVAASAHS
PATVPPPPGPPLLEVRDAVRTYPGPRRGLIGRTPPQRAVDRVSFAIARGESLGLVGESGCGKSTLARAVLGLEPLQDGEI
RLDGTAIRAGSPVPGQVRRRMNAVFQDPYGSFNPRHSVARLIAEPFHLTGRPADAAARIDEALLAVGLDPTDRTRFIHEF
SGGQRQRIAIARALIARPDLIVLDEAVSALDVRVRAQILDLLADLRARFGLSYLFISHDLSVVRSITERVLVMKAGRIVE
EGATEKVLHDPAHAYTKALLAAAPKLKEPD
>ANB39811.1 trypsin [Rhodovulum sulfidophilum]SNK001
MVALAAASGGSAGTGADRPLHPLVTGDQSRGLKAVGRLELGGGGFCTAALVAPDLVLTAAHCLFDGTTGGRLPLAGLEFR
AGWRNGRAEAFRGIRRGAVHPGYAHGKAASVGRVRHDLALLQLDRAIRLPGIVPFGIGSQPGRGDAVGVVSYARDRSDVA
SLQELCHVLAGIDGVVMLSCEVDFGASGAPVFRIEDGVPRILSVVSAKAEMGTRKVALGTVIHDGLEVLRARLAADDPGG
AMPRLGLGMVRSAGAKFLRP
>ANB39812.1 proteophosphoglycan precursor [Rhodovulum sulfidophilum]SNK001
MAKNRSGQMIVKPVTESLAEAARAASGKGLPPVHLWDPPFCGDIDMRIARDGTWFYLGTPIGRAPLVRLFSTILKHEGGR
FYLVTPVEKVGITVDDAPFVAVDFERGEEAGEPVLTFTTNVGDRVTAGPDHEIRVSRDPETGEPTPYLHVRAGLEALIDR
KSFYRLAEIGETRPHEGQDWFGFRSQGAFFPAIPAAELS
>ANB39813.1 cytochrome C [Rhodovulum sulfidophilum]SNK001
MVTGDAAKGEKAFIQCATCHSVVSPSGETLAGRGLKVGPNLYGMPGRTAGTLEGFRYSKSMKAAGEAGLVWDEDKVSIYA
EDPTAYLRDYLDDPRARGLMTYNARDPQEVKDVYAYISKLSEE
>ANB39814.1 integrase [Rhodovulum sulfidophilum]SNK001
MKGVRRQRRGDRVVKYHRATGIRLPDLPETHPDFVAAWAAAEAGGADPLAKAARVAPVAIGSLSASIRAEQAGRDWKSLS
AVYRSAMKREFDAMSEAYGKAQTKAIRPKHIEADLAKLSDGKANTRLKAWRRVMAGAKRRGEIEVDPSIQVKRRIVKSEG
FPAWSAAEIAFYRERWPIGTTARAAFELVFWTAARTIDAVTLGPRNIDHDGVLIYRQSKVGKPAHVPWNSALPAFASGWA
VELSQVKDALQVTSGGFTFLEANGKVRSVKGLGNLIAESARTAGISKSAHGLRKSRLTAIAEAGGTAHAIMAWGGHQTLQ
EAERYTRAAQLKKLVMGDEHIENSVSLEIRDTKTAKT
>ANB39815.1 hypothetical protein A6024_00790 [Rhodovulum sulfidophilum]SNK001
MRIEFDQSKRDSTLEARGLDMADAAEVFDGPHMTVEDDRIAYGEARFITIGFMSGRMVVLVWTERGRARRIISMRKANGR
EQKAYGPRFE
>ANB39816.1 hypothetical protein A6024_00800 [Rhodovulum sulfidophilum]SNK001
MTEDPFIAGLRKVFEADPQLRPATISAKAGLDKSTIRRMFEGAIQSPRRTTTAKIANALGMSVEEIENGAPRTADAPTIA
IAGKVGAGARVPVFDVYEKGDGPQVECPPGLSPHNIVAVEIEGDSMEPVYSAGDLLFYTRWSAEGVPSEAIGKRCVCECE
DGFGWVKLIRQGREPGLFDLHSFNDQTPPMYGVKLKWAAPIKLHWPAELARRV
>ANB39817.1 single-stranded DNA-binding protein [Rhodovulum sulfidophilum]SNK001
MAASSRRNAARHPEVRSFQSGGKICNLRIATSETWKDRNTGERRERTEWHSVSIWAEGLVRVAEQYLRKGSKVYVEGKLE
TRKWQDQTGQDRYTTEIAVRPFAGEIAFLDRRESGGGDGGGSGAGGHGYGQGPSGGPAGGYGGPDLDDEIPF
>ANB39818.1 ribonuclease P protein component [Rhodovulum sulfidophilum]SNK001
MPPGMNGASETSESVKASPAVSSCLTVLSRRADFLLAARARRQSAPAFTLQARRRTEAPEGGIRIGFTCSKKVGNAVARN
RAKRRLREIARTELPVHGRPGWDYVLIGRPVTTASRDFAALRADLRRALERLHADRS
>ANB39819.1 phosphoglycerate mutase [Rhodovulum sulfidophilum]SNK001
MSLRLILVRHAKSSWDDPSQDDHDRPLNARGREAAPKIGRWLAERDHVPAEVVSSTSCRTLETWDRMAPLLGESSVMRRD
PGLYHAPAERMLETLNNCAASPVLLLGHNPGIADFAARLLEAPPELPRFANFPTCATLVAEFDLDDWTEVDFGTGRLVDF
ITPKQLDG
>ANB39820.1 acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTQSDILIRAPRPGDHARLSAIWYAASREAHGFLGEDRLRAQRKLIETQYLPGSELWLACRQDRPVGFIGLLGAFIGGLF
VAPEQQGQGIGRALVAHAAGLKGRLELEVYSANARACAFYRGLGFVEVSRRPDDDEGLPFETLRLRREA
>ANB39821.1 30S ribosomal protein S8 [Rhodovulum sulfidophilum]SNK001
MNDPLGDMLTRIRNAQMRGKSTVRTPASRLRAWVLDVLKDEGYIRGYEATTGKTGLPELEVSLKYYEGQPVIREVKRVST
PGRRVYMSVKDLPSVRQGLGVSIVSTSKGVMSDASARSANVGGEVLCTVF
>ANB39822.1 transcription termination/antitermination protein NusG [Rhodovulum sulfidophilum]SNK001
MAKRWYSVSVLSNFEKKVAEQIKQAVADAGLEDEIEEVLVPTEEVIEIRRGKKVTSERRFMPGYVLVRMEMTDRGYHLVT
QINRVTGFLGPQGKPMPMRDEEVNQVLNRAEEGEAQPRSLITFEIGENVSVTDGPFEGFAGMVEEVDEDNQRLKVTVSIF
GRATPVELEFAQVSKGQL
>ANB39823.1 molybdopterin synthase sulfur carrier subunit [Rhodovulum sulfidophilum]SNK001
MDVLYFAWVRERIGLPKERIETGAPTVAALVDELAAREERYAAAFADLSALRVAVDQELADFDAPLAGVREVAFFPPMTG
G
>ANB39824.1 flagellar biosynthesis regulator FlhF [Rhodovulum sulfidophilum]SNK001
MNALQMAQSAYSAPNQNKTRSPRATEYAAFVRITSQIKQAHEAGRRAFPALAAALHKNRKLWRTLAIDVADKDNVLPAEL
RARIFYLYEFTDYHTDEVLAGRAKPTALIEINTAIMRGLAERERVS
>ANB39825.1 hypothetical protein A6024_01600 [Rhodovulum sulfidophilum]SNK001
MGPTLPTDRDARLARLREAAEKLEARFLSEMLASAGLGNVSGELSSGTFGGGIGETQFTSFLRDAQATEMARAGGIGLAE
SIFESLKERMDDPD
>ANB39826.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MLGAGSWGTALARVLVRNGRNVRLWARRPALAREIAATGRNSQYLPGIELGDTLSATASLTEALEGAEAVLIVTPSATLR
EMCRAAAPHMPAGIPIALCAKGIELGSGLLLSEVAAQELPGHPIGAISGPTFARETALGHPTAATVAFPFAYADRLAPHD
SPAARMAMSVGGHGFRPYVSDDLVGVEVGGAVKNVIAIACGMMSGAGFAENTRAALIARGVDEMKVLAESLGGQRETVTG
LSGAGDLTLTCSSTTSRNMALGTQLGQGIARADCFGGRPVVVEGEVNARSVIDLARRIEVPMPICETVNAVLHEGADLER
SFSDLWTRPIEAEPRALTLSLDHPAPTVPLPFGGSS
>ANB39827.1 DNA repair protein RecO [Rhodovulum sulfidophilum]SNK001
MEWRDEGVVLAMRPHGESSAIVELFTPGHGRHLGVVRGGAGRRLAPVLQPGAQLSAVWKARLEDHLGAFAVEPLRSRLGH
VMGDPAALAGLDAVTSLLAFALPERAPHPGLYARSVALLDLLGADGDWPLAYLRWEMALLEEMGFGLDLGRCAVTGARDD
LAFVSPKSGRAVSRAGAGDWADRLLPLPPCLMGQGAAMPGEIAGGLRLTGHFLSKWLAPALGDRPLPGARARLVRLLARA
PG
>ANB39828.1 2-methylcitrate dehydratase [Rhodovulum sulfidophilum]SNK001
MELHRLRMHKSAEALPREEQLAWKLAELAADPVSVPDDTAEMIVNRVIDNAAVAAASVARRPVASARAQALCHPYKRGAT
VFGMPKDTRVSPEWAAWANGVAVRELDFHDTFLAAEYSHPGDNIPPILAVAQHCGLSGQALLRGIATGYEIQVNLVKAIC
LHEHKIDHIAHLGVSAAAGIGTALNLPKEVIYQAIQQALHVTTTTRQSRKGEISSWKAYAPAFAGKMAIEAVDRAMRGEG
APSPAWEGEDGFIAWMLSGPEAVYEVPLPGKGAPKRAILDTYTKEHSAEYQSQALIDLARRLRGEIGDLRQVESIVIHTS
HHTHYVIGTGANDPQKMDPTASRETLDHSIMYIFAVALEDGAWHHEKSYAPERAARPSTVDLWHRISTREDPEWTRRYHS
RDPQEKAFGGRVVVTLKNGRVIEDEIALADAHPHGARPFERPNYVKKFLTLSEGVLDPKEQDRFLNAAENLADIPEAGLG
ILNFTVAPEKLGAPRPRGLFDRS
>ANB39829.1 23S rRNA (pseudouridine(1915)-N(3))-methyltransferase RlmH [Rhodovulum sulfidophilum]SNK001
MRVHVCAVGRLRKGPERDLIEDYTARFDRTGRGLGLGPLSFAEVEDRKGGGPAAEAALLTRALPQGAAICALDERGRTLG
SPDLAALLARWRDAGRGDAAFVIGGADGLDPALVSRAETVLSFGPMVWPHMLARTMLSEQLYRAATILAGLPYHRA
>ANB39830.1 peptidase M23 [Rhodovulum sulfidophilum]SNK001
MPGPFSGPFSSGPALAASADPAETAREAATALRAAAERLRAAGGARDRVAALTGTVRAYEEGLTALREGLRRAALREQTI
AAVLDARREEIARLVGVLAGIERNPETLVLLHPTGPLGAARAGMMLGEVTPALQAEAEALRRQMDEVALIRALQESAADD
LAAGLAGVQTARTELSQAIAERRDLPQRFAADPERLSHLALSSETLDGFAEGLAQVGGMAPEGSAPPGFEALRGTLPLPV
EGTVLRGFEQADAAGIERPGLVLATRPLALVTTPVAATIRYRGPLLDYGNVMVLEPAEGYLLVLAGMAQVYGGEGQVLPG
GAPVGLMGGADPNRAAFLDAAAEGGGNDRPETLYMELRQGGSPVDPAPWFARQ
>ANB39831.1 peptidase S41 [Rhodovulum sulfidophilum]SNK001
MKKFVVAALGGVVAGTLVATQVAGPLLADEAKSNSSVYEQLDLFGDVFERIRSQYVEEVDPTKLIEAAINGMLTSLDPHS
SYLPPKDFDDMQVQTRGEFGGLGIEVTQEDGFVKVVSPIDGTPAEEAGIESGDFITHVNGESVLGLTLDDAVETMRGPVG
SEIVITVVRKGVDEPFDVTITRDTIKLTAVRSRVEGNTVVLRVTTFNDQTYSNLKEEWKKSVEELDGIENVNGVVLDLRN
NPGGLLPQAIKVSDAFLDAGEIVSTRGREPQDSDRYNATKGDLTGGLPMVVLINGGSASASEIVAGALKDHRRAIVVGTR
SFGKGSVQTVMPMKGEGAMRLTTARYYTPSGRSIQALGVSPDIVVEQPRRDRTAAEETEDQPSSALHMRSEADLRGALDN
DSMTEDERKQAEEEQAKAEAAAKLREEDYQLAYAVDILKGLSALDPEHK
>ANB39832.1 poly-beta-hydroxybutyrate polymerase [Rhodovulum sulfidophilum]SNK001
MTSGASPNAAVAAWADWASHLARAPGRQMELAERAMRNGAKLAAHAAGWSARNPPFRPRAEDHRFTHPDWSRPPFSLWQQ
AFLAAQDWWDAAAEPARGTDPHSSDRVAFMARQMLDVLSPSNMPLTNPEILQETLRTGGANLMQGLQHLAEDMGAQAAGN
PAPAPEGYAVGRNLAVTKGEVVFRNDLFELIQYAPRTETVHPEPVLIVPAWIMKYYILDLSPENSLISYLVEQSFTVFAM
SWVNPTADYREVSLDDYRRDGVMAALEAVGRIVPEQKIHACGYCLGGTILSIAAATMARDGDERLGSITLLAAQTDFTEA
GELMLFLDESQVAFLEDMMWDQGYLAQEQMAGAFRALRDEDLVWTRAVRRYLMGKEDEAFDISAWNADATRMPARMHSDY
LRALFLDNRLTSGRFAVDGRVIALKDIRAPMFVIGTEKDHIAPWHSVYKVALFTQNELTFVLTKGGHNGGILSEPGHKGR
YYRIGCRTPDTRYMDPDSWYARHPAQEGSWWQEWAGWLAARTGPAEAAPPAMGAPDAGLPPLCPAPGTYVFMT
>ANB39833.1 4-hydroxy-tetrahydrodipicolinate reductase [Rhodovulum sulfidophilum]SNK001
MDSLPGIVVMGASGRMGQMLIGAVLQSGKARLAGCVERPGHPWIGRDVGEAMGGPAVGVKVTDDALAVIAKAQAVIDFTT
PEATVATATLTAQARAVHVIGTTGFEPEHLQKIKAAARHAVIVRAGNMSLGVNLLMQLTRRVAAALDDDFDIEIVEAHHR
HKVDAPSGTALMLGQAAAEGRHIALDDCSERGRDGITGERAKGAIGFSAIRGGDIVGEHDVIFAGEGERIVLRHVATDRR
IFARGALKAALWGQDQKPGEYDMLDVLGL
>ANB39834.1 zinc protease [Rhodovulum sulfidophilum]SNK001
MPIRLAVLALIATAGIARAEKVTDFTLQNGMEVVVIEDHRAPVVVQMVWYKVGAADEPPGKSGIAHFLEHLMFKGTDAVG
PGDFSKIVEENGGSDNAFTSWDYTAYFQRVAADRLDLMMQIEADRMTGLKLSEEDVATERNVILEERNQRTENDPGALFS
EQRRAAQYLNHPYGIPIIGWRHEMEGLSRADALSYYRTYYAPNNAVLVVAGDVEPDAVKEMAEAHYGPLAPSETLPPRLR
PQEPPQLAARHLTYDDPRVAQPYVIRTYLAPERDPGDQKQAAALTYLAEILGGSGTNSVLSDKLQFDSRTAIYSSAFYNG
LSLDKTTFGFVVMPAEGVSLGEAEAGLDRALAEFLDQGVDPALFESIKTQLRASEIYARDNIQGLARRYGAALAVGMSVE
DVQSWPEVLQEVTPEDVMEAARAVLDPRTSVTGWLETPPGVAPSDAPATIPTGSQEVTQ
>ANB39835.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]SNK001
MTERQTADTQWVTCVDRIGASRDQAAFARLFAHFAPRVKAFLMKSGADEALAEECAQEVMATVWHKAHLFDPERASVATW
IFTIARNRRIDVLRKQRRPEPEDLPWGPDHAPDQSETVALQQETEQLGRALEALPEAQRVLIERAYFGELSHREIAAETG
LPLGTIKSRIRLALDRLRHEMT
>ANB39836.1 ribonuclease III [Rhodovulum sulfidophilum]SNK001
MKLAADLIAFSRRLGHDFARPELLLRAVTHSSLSSPTRPDNQRLEFLGDRVLGLVMAEALLKADRAASEGQLAPRFNALV
RREACADVAREIGLGDVLKLGRSEMMSGGRRKEALLADAMEAVIAAVYRDAGFETARDMVLRLWGARIEQVKPDARDAKT
ALQEWAQARGQQPPRYVEIAREGPDHAPVFTIAARLETGEEAKATAGAKRQAEQAAAAALLKALHRSPS
>ANB39837.1 hypothetical protein A6024_02475 [Rhodovulum sulfidophilum]SNK001
MVALFVALGLDGKPPGHYDPLPPYFHQVYFWDVHRPDELGRDGLPHIGGDGFIPDLGLPRRMWAGGRLTFYGPLRQGLPA
QKTSTIEKVQLKKGRSGPLAFVTLRHDIVEGGMLRVTEYEDLVYLPDPDRGRPRPPAPVAPETWEDAVELTFTPTLLFRY
SALTLNGHRIHYDREYCQRVEGYPGLVVQGQLLAQFLMLRANAHGTIRHFSMRAYAPVFDFETVQLCRAGDRYWIRGEDG
RLAVMGEAVFAPGAL
>ANB39838.1 glutathione-dependent reductase [Rhodovulum sulfidophilum]SNK001
MGQLIDGRWDSGWYDTESHGGRFVRSTAGFRNWITADGAPGPEGEGGFKAESGRYHLYVSYACPWAHRALIFRAIKGLAP
HIGVSVVHPDMLEDGWSFATDFPGATGDSLYGLPFLRDIYIKAKPDVSGRVTVPVLWDRQRETIVSNESSEIIRMFNSAF
DGITGNRDDYWPEELREGIEAVNARVYDTVNNGVYKAGFATSQDAYDEAVRALFDSLDWLEERLSTRRYLMGERVTEADW
RLFTTLLRFDPVYHLHFKCNRNRLIDMPNLWGYARELYQWPGVAETVHFDHIVRHYHYSHDTINPNRIIPINPRIDWTGP
HGRDRLKAA
>ANB39839.1 HAD family hydrolase [Rhodovulum sulfidophilum]SNK001
MPDAAEAGSRDAAWAFAAYQAIRPRLPDAQAGGAAREVASLSEAAEDVDLVLLDAYGVLNVGETPIPGAAARISALRAAG
KRVAVVSNSAGYPKRHMMARWQRLGFDFSVAEVTSSREAMLETLAGDTRHWGIMLDDAHGSEDLGDLRVSFLGDDPGTYA
RVDGFLLIGASGWNEARQSLLAQALAARPRPVFCGNPDLVAPREAGLSLEPGYWAHRLADATGQAPAFCGKPFPSVFDLA
RLRAGAGIPPNRVLMVGDTLHTDILGAQALGYRSALVTGHGALKSLSCQSCCREAGIHPDFVMTSI
>ANB39840.1 FAD-dependent oxidoreductase [Rhodovulum sulfidophilum]SNK001
MDWREDGVPVSTRFDDPYFSIADGLAETRHVFLDGNGLPGRFAPGFHIAELGFGTGLNLLAALIAWRGAGGKGPLRFTSF
EAFPMSAEAMDRALSAFPEARAVADPLIAAWAQGARRIETDGLIAEIVEGDARETLPAWDGRADAWFLDGFSPAKNPELW
SPELMAEVARHTAPGGTAATYTAAGFVRRGLAEAGFEVTRQPGFGRKRHMSVARLP
>ANB39841.1 SsrA-binding protein [Rhodovulum sulfidophilum]SNK001
MAKAKTDPNYKVIAENRRARYDYAIEDDLECGIMLQGSEVKSLRENGANIAESYASVEDGELWLVNGYVPPFEQARTWGH
DERRRRKLLVSRKEMARLWSDTQRKGFTLVPLVLYFNHKGLVKLKIGIAKGKKTQDKRDTEAKRDWQRQKARLLKDHG
>ANB39842.1 hypothetical protein A6024_02650 [Rhodovulum sulfidophilum]SNK001
MSSLRKATLWTGRLAVLSTILFLSACAHPEAPGTIRDPYEARNRQIHEANKTLDRSVFRPVSTAYGKSVPRPVRSGVSNF
ASNLSLPGAVINSLLQFRPGDAAQNTTRFLINTTIGLGGIFDPASRMGATKVNTDFGETLYVWGMREGAYVEFPVLGPMT
ERAMVGRAVDFAMNPLRPLADSEERNVMAGTGVLRGANARYENSDLVDSVLYDSADSYAQSRQIYLDSRRHKLSRNQETD
YFDPYEDPYADSNAE
>ANB39843.1 ornithine cyclodeaminase [Rhodovulum sulfidophilum]SNK001
MPESIGFEEGERVLTWPGLCAALARGHALPRAEIADSFLYRGADTLLNRAAWIDGLGLAVKTATIFPGNGASGRPAVNGG
VCLYSDADGTLEAMVDFHLVTKWKTAGDSLLAATRLARPDSRRILVLGAGNVARSLVEAYRSAFPEAEFTIWSRSGDSAR
RLADPLGLAVATDLEAAVKAADIVTSATMATDPLIRGDWLRPGQHIDLIGAFRPDMREADDRALQRARVFVDSRETVLAH
IGELKIPLASGAIGPEDVLGDYYDLAAGGVRREDRDEITLFKNGGGAHLDLMTARHILDAWRGA
>ANB39844.1 nickel ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTTPLTALAAGRSGETVLRFAWPLNAGPLNPHLYSPNQMFAQNMLYDPLVRYRADGRVVPWLARSWTVSEDGREYTFALR
EDVVFSNGEIFDAAAAKANFDAVLANRSRHAWLELANQIVAAEVVAPFTLRLRLKDAYYPTLQELALPRPFRFIAPSQFV
DGGTRDGILAPIGTGPWVLTETSLGEHDVFRRNDRYWGARPAFAGVTVKVIPDPNTRAIALRTGQIDMVYGIDGPLSPDT
FAELARSGDFKAGLSAPMETSSLALNTARGGTRDLSVRRAINHAVDKDALIAAVLHGTEKRADTLFAPNVPYADIGLEPY
RFDPAAAAGLLEADGWVATRAGQPRQKDGQPLILDLCFVGTDAVAKAKAEILQADLAAVGIGVSLIGEEESSIYARQRDG
RFHMIFNRTWGAPYDPHAFLSAMRVPAHADYQAQLGLPDKAEIDRRIGEVLISTDEATRQALYRDLLTRFHEAAVYLPLT
HLTAMAVARPGIGPLRFGAMSSEIPFEMLTPDA
>ANB39845.1 choline kinase [Rhodovulum sulfidophilum]SNK001
MKTLGCASHPMEEAIEAVIRKAPLFRGGAGMVYGPVSGGISNENWRVTATDGSGDWFVKIPGNGTEMFIDRKAAFEASQK
AAAAGLGPGVYGDLAAEGVEINDFMADRRPATHSDFADPAKRRAAIAAYRKLHGMPGLAATKTVFDMIDEHAAQAADLGA
PRFPDHDWIMLNERLAREALMASGLDLVPCFNDPMPGNFMVGEDGSILLIDYEYASMNDRCYDFGLLFGEMFFTPEQELE
LIEAYFGEVRPEIVSRVILHKALADVKWALWSMVQLRVSRLAFDFHKYGMWKLMRFRQITGHQDWPKHLRTV
>ANB39846.1 epoxyqueuosine reductase [Rhodovulum sulfidophilum]SNK001
MGVCRPDAIPEAAGRLAEFVAKERHGQMGWMAERMSWRGNPAALWPEARSVVMFAEPYTQAHDPLAALDRPDRAAISVYA
QNRDYHDVLKKRLKRLGRWFLEQAPGHEIKVFVDTAPVMEKPLAQAAGLGWQGKHTNLLGRRLGNWFFLGVIFTTVELPA
DAPETGHCGNCTACLDACPTGAFPAPFQLDARRCVSYLTIEHKGPVDPELRPLLGNRIYGCDDCLGICPWNKFAVAATET
KYAARPDLIEPPLAELAGLDDAAFRARFSGSPIKRIGRGRFVRNVCYAIGNSGDSRLRGAVARLSEDADPVVAEAARWAV
ARLSRG
>ANB39847.1 monofunctional biosynthetic peptidoglycan transglycosylase [Rhodovulum sulfidophilum]SNK001
MPLAQRLRRAARRGALAVLALVALVLIAPSLVNPPTTPTMMAERMRLGDIDQQWAPMREIAPAMQRAAVAAEDANFCRHW
GFDMGAIRGALEAGGRYGASTISQQTVKNVYLWQGRSWPRKALEAVLTPMVELTWSKRRILEVYLNVAEFGEGVFGVDAA
AWHYYGIPPSKLSRSQAARLAVLLPNPKDRDPNHLSPTLLRRADQVEEGAATILADGRSDCFDH
>ANB39848.1 hypothetical protein A6024_03140 [Rhodovulum sulfidophilum]SNK001
MPLFAEAPVRALAPGERLPSYLRDHRRRLRDRFMAGGAAAMPDYELLEMVLFRALPRQDVKPLARLLLDRFRDFNGVLSA
PVARLQEVRGVGPSVIVELKLVEAAAQRLARTRVMHRPVLSSWDALLDYCRTAMAHRETEQFRVLFLDRKNVLIADEEQA
SGTVDHVPVYPREVVKRALELNASALILVHNHPSGDPTPSQSDIVMTTQIEAACAALGLVLHDHLIVGKARDLSFRSEGY
L
>ANB39849.1 bifunctional ornithine acetyltransferase/N-acetylglutamate synthase [Rhodovulum sulfidophilum]SNK001
MRSQIVALSEKVPAKTPVISPLAPAAGFPALPVIEGAEFAAAEAGVRYRGRPDVMLARLAPGTAIAGVFTRSATRSAPVL
DCEAKLAATPDPEAGAAIVVNSGNSNAFTGASGAEAVKAISAGLAEAAGVPEARIFTASTGVIGEPLPHERITAVLGDLT
ERLSPEALPMAARAIMTTDTFPKGAAAVIEVEGQPIRIAGIAKGSGMIAPDMATMLAYVFTDAKIAQPLLQRMLGKLSDE
TFNSITVDGDTSTSDTLILAATGKSEAPEITDLRSAAGRAFQEALRGVMLDLAQQVVKDGEGATKFVEVAVTGAASPADA
RKVAMAIANSPLVKTAVAGEDPNWGRIVMAIGKSGAKADRDLISIRFGDILVAEKGWVAESYAEEVGAAYMKREELAIRV
DLGLGKGSSTVWTCDFTKRYIEINADYRS
>ANB39850.1 ribosome maturation factor RimP [Rhodovulum sulfidophilum]SNK001
MSELIAKTAIDRRLAEILTPAIEGMGFELVRVRLMGGKTKTLQVMAERPDGGIEVDDCAKISTAISALLDVEDPVEEAYT
LEVSSPGIDRPLTRLKDFGTWEGYEAKLETVELIDGRRRFKGMLQGVEDEEVLIEIDGPEGDPVIIGLKYDWLSDAKLVL
TEELIREMLKARKDAGLIDESDFDEIEADDGSAPQED
>ANB39851.1 ferrochelatase [Rhodovulum sulfidophilum]SNK001
MTGARPEHGPEDHPPVPPERIGVLLANLGTPDGYDYWSMRRYLNEFLSDKRVIDYSRWIWQPLLQLVVLTKRPFASGENY
RSIWNHEADESPLMTITKAQTAKLEAELKAAYGEKIVVDFCMRYGNPSTRAKVRSMLKKGCQKILFFPLYPQYSGTTSAT
ACDSFFEALMDEKWQPDARTVSTYFDNPHYISALAASVERAYAAAEQEPDILVCSYHGVPQRYLTEGDPYHCHCLKTTRL
LKERLGWDDSRITTTFQSRFGPEEWLQPYTVEEVARLAKSGKKRIAVIAPAFSADCIETLEEINEEICESFEEAGGEKFT
YIPCLNDDDAHIRALSEIVKVNLRGWAD
>ANB39852.1 hypothetical protein A6024_03240 [Rhodovulum sulfidophilum]SNK001
MTTRSTRGLSRRNFLAGTALAVTAGPALANTTEIEPELTDMVRRNISSFRALDWRPYFASLKNGAILVDVKSRALHFWSE
DGTIYKLYPTSVPLSEDLTRLGRTSVVRKVEGPSWRPTPAMKKRNPEWPDFVPPGPENPLGTHALYLGWTYYRIHGTHDT
RKIGRRSSNGCIGLFNEDIAELFGLAKVGTQVLLI
>ANB39853.1 hypothetical protein A6024_03250 [Rhodovulum sulfidophilum]SNK001
MDRRAFLTLTAMAALAGCGSKFKTYRGPEVTRVVVMKGQRMMYLLHHDQVLKAYPISLGYAPAGPKQVEGDGKTPEGRYH
IDRRNPDSQYHLSVGISYPNEADIETAKALGMKPGGDIFIHGRAKENRRRTDDWTAGCIAVSDSEMEDIYAMVRDGTVID
IFP
>ANB39854.1 threonine dehydratase [Rhodovulum sulfidophilum]SNK001
MTDFAAKARAAEKAMRALFPPTPLQRNLHLSERYKADIWLKREDLSPVRSYKLRGAFNAMRKVLAAADEPPVFVCASAGN
HAQGVAFACRHFGVRGVIFMPVTTPQQKIGKTRLFGGDNIEIRLTGDYFDDTLASAQGYCREVGGHFLAPFDDEDVIEGQ
ASVAVELMSVLYHTPDMVILPVGGGGLAAGVVSFLRETAPGIGFRFVEPVGGASLTAALAEGAPVTLPGVDTFVDGAAVA
RIGARTFDRLKGIDPAHVLRAPEDRVCTTILELLNVEGIVLEPAGAMSIDVLPELADEIAGKSVICVTSGGNFDFERLPE
VKERAQRFSGLKKYFILRMPQRPGALRDFLDLLGPQDDIARFEYLKKSARNFGTVLIGIETAEARNFSALFARMDAQGLT
YRDITDDPTLADFLI
>ANB39855.1 DNA mismatch repair protein MutS [Rhodovulum sulfidophilum]SNK001
MMAQYLEIKSANPAALLFYRMGDFYEMFFDDAVAAAQALDIALTKRGKHQGEDIPMCGVPVHAAESYLLTLIRKGFRVAV
CEQMEDPAEAKKRGSKSVVRRDVVRLVTPGTLTEESLLEARRHNFLAAFAEVRGEAALAWVDISTGAFRAMGCPGVRLGA
ELARLAPREVLLNEATERDWAEIVSESGAAVTPLSRASFDSSSAETRLTGLFSVGTLEGFGTFSRAEMSAMGALVDYLEI
TQKGKLPLLRPPVREAMGGTMQIDAATRRNLELTASLSGGREGSLLAAIDRTVTAAGARLLERRLSSPSRDLPTIHARLA
AVRALVGDTALCAALRDSLRKCPDIDRALSRLGLDRGGPRDLAAIRNGLAQASDVAGLLGDDLPQTLTGARAALTGHDEL
CDLLDRALVAEPPLLVRDGGFIATGFDEDLDEARTLRDEGRGVIARMQAGFVEETAISSLKIKHNNVLGYFIEVTATHAE
RMLSPPLSDTFIHRQTTANALRFTTVELSELETRILNAGNRALEIEKRLYDSLKSAVLNHAGPAGQAAAALAEIDLATGL
ADLARGEDWCEPEVDDSRAFAVTGGRHPVVERALRRQGGTPFIANDCDLAEAGSGAAIWLLTGPNMSGKSTFLRQNALIA
LLAQAGSFVPAASAHIGLVSQLFSRVGAADDLARGRSTFMVEMVETAAILNQADDRALVILDEIGRGTATYDGLSIAWAT
LEHLHDANRCRALFATHYHEMTALTQKLSGVENATVAVKEWEGDVIFLHEVRKGAADRSYGVQVARLAGLPDSVVERARV
VLDALERGEREGGRSPSALIDDLPLFSAAAIPQPSHSAPEGPAPLDERLSAIHPDELSPREALDLIYELKALARPE
>ANB39856.1 preprotein translocase subunit Tim44 [Rhodovulum sulfidophilum]SNK001
MSSAIIQLLVLAGIAVFLILRLRSVLGTREGFEKPPVQMPDPAARRADNRPSFEVIEGGPDTDITDHVEDGSPAAKALAA
MKLAEPGFSVSEFLHGARGAYEMILMSFEHGTLDEVAGFLAPDVRDSFAEVIRLREEQGLSVDANFIGVRELVLKDATYD
RDSGEAELTVRFVGELTSVVRNQDGEIVEGSPSEIKRQRDVWSFARVMGSDDPNWQLVATDA
>ANB39857.1 integrase [Rhodovulum sulfidophilum]SNK001
MIANDRYGLAPIPRRTVYYKPVKAAPKVEARFSEPIKKLIEEEPSFGYRTVAWLLGFNKNTVQRIFQIKGWQVRKRAVGM
RPRIQAVPSVAAAPNERWSTDLARIWTGKDGWASLALVIDCHNRELLGWHLSKSGKATTASAALEHALIARFGTLGKVEK
EFLLRSDNGLVFTSHHFTKIARSYGLKQEFITPHCPHQNGMVERFIRTLKEQCVHRHRFETIQHAMRVIGEQA
>ANB39858.1 addiction module antitoxin RelB [Rhodovulum sulfidophilum]SNK001
MRYEIHQSAEFSKWLRKLKDRTAQARIAIRIARLEAGLMGDAKFFDGIGELRITYGPGYRVYFVQQGETIIILLCGGDKG
SQRRDIEKAKTMAKEL
>ANB39859.1 hypothetical protein A6024_03685 [Rhodovulum sulfidophilum]SNK001
MTARLCHVELDDSNMPPPTPEIEQERKVALFDLMEDNSFALPGREDRPAPAGPFRLTLSIREKRLVFDVRTETSDPAAEF
HLSLSPFRQAVKDYWQICESYFDAVKRLPPSQIEAIDMARRGIHNEGARLLQERLEGKADLDIDTARRLFTLICVLHHGG
>ANB39860.1 amidohydrolase [Rhodovulum sulfidophilum]SNK001
MKIAAAAYPIDRLDSWAGYEDKLTAWVAEAAGAGADLLVFPEYGAMELAMLDGAAAAADLEASLVAVSARCEQASALHAR
LASEHGVHILGASAPVWQGTRPVNRARLFGPRGEAGHQDKQIMTRFEREDWNVHPGGPLALFDTALGRIGVLICYDCEFP
LLARALVEAGAEILLVPSCTDTLAGYWRVRIGAMARALEGQCVVVQSPILGEAPWCPAVDVNIGAAAIYGPPDTGFPPTG
ILAEGALNAPGWVYAEIDRAEIARVRTAGQVLNRAHWPEQSLFSDTVVRVPFHAFTT
>ANB39861.1 integrase [Rhodovulum sulfidophilum]SNK001
MASITRYKAGWRAQVARDGIRRSKVFEIKREAQDWAARQEYLIKNAEKEASAQPFGDVLIRYAREVSPTKRGERWEVLRL
KSIAADRLGQVRLRDLTATSLADWRDRRLREVAPSSVRREMNLLGAVLTRARKEWGLLSANPIEDVRKPAEPPPRDRLPT
QDEIDRLAHVAGDDLSTAQGRTFHAFRFACETAMRAGEIASLEWDRIDLKARVARLPMTKNGHARDVPLSSEAVALLEAL
PKMSPVFGLTPRQIDALWRKVRGKAAVEGLRFHDSRAFALTRLSAKVDALTLAKISGHRDLSILLNAYYRETAADIAKKL
G
>ANB39862.1 hypothetical protein A6024_03760 [Rhodovulum sulfidophilum]SNK001
MKTEAYLDIVGVPTVCFGETRGVEIGDSYTPAECRAMFAGRLAEVEAGLDRLIADPLEDRIPDRSYVGILDWAYNVGLGA
AARSTLIRKLNAGDLRGACNELPRWRFAGGKGIRGLLIRRNKARQLCHEGLDGIPAEVPFRWGGA
>ANB39863.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MFSAERLRMARFRRKLSGKGLAEAAGLTPVTVSKAENGHQPDEATVQKLADALDYPVDFFFMEAPETLETKAVSFRSLKK
MSAAERNASLAAGSIGIAFYDWIEQHFNLPAPDLIDLSKERDRPEVAARLLRQHWGLGDRPIGSLLKLYESKGVRVLSLS
ENTPNVDAYSFWHAERPYMFLNQRKTAERSNFDSAHELGHLVLHFHAARQSAQIDDAEKQADQFASAFLMPEADVKSLLG
HVYSVSQIIKAKHRWKVSAMALATRLHGLGMLSDWNYRSIIIELGQRGYRKGEPVGVERETSTVLRKVLAALWKNGITRS
EIAQKLNLPWEEVETLIFDLAGHMPSRPEAPSLRLVR
>ANB39864.1 hypothetical protein A6024_03840 [Rhodovulum sulfidophilum]SNK001
MCLVLLGGGYACAVQAGEFDSQMRAFYEASVTSWSGAPQILDAVAAQNARTADMTQDDIDRLDRQWVAEIGAVSEPLIES
VTRNPVSDFLREQLMALEGAVTEIIVMDARGLNVATSSVPSDYWQGDEAKYQKTFGVGPDGMHFGEVEFDESSMKYQAQI
SFTLVDPASGRPIGAMTVAVDAEEFL
>ANB39865.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SNK001
MNGQDDPLNFSSVHEGEDIEKGRLRNFEDVLRATPGIGVNSSGGTNLSTIYIRGVGSMYPMSLDDSAATFTLDGSPLSAR
HISLGTLDAERIEVLKGPQGTKSSAAALAGTVNVITAKPSRVQEGYLRSEIGQEGQYLLEGAVGGPLSETLSGRVALRYS
GSEHWVENLQTGGPVSDPKEFAFRGSLLWEGQQGTSALLTYEHQKIEALPNLIMLKPYDRYGKLDLPRGLYDQVEKSIDR
TSLQITHDLGGSRITSLTSYLTGDNTEVAAYDRILYEALYGTPGEFWNIDEAREKVFNQDIRWASSEGAPFDWVIGASFE
HFDGSYDTPRNTYGTSSATFRDFESERYALYGNVTIPLGGEVDLSAGLRQNWTESSYDGAYHGGSSIVYESRSRSEDFLT
GQLGLSWDVFPATTLHAKIARGHVPGGYNIYATQPADSDPYHGATNDTVEVGFSTAFADGALELNGALFASQVDNNHLLS
YDSVTYVVSTLNADTKSRGLELQGTWHASPAFSISAGVSYVDAEITSNVFGIGDGDVNSGNKVPDVAPWTAHLSTNYRRT
VQSFLGLANPILDARLDYSFVGSRPADPQNHFDLDPYHKLDMRLELTQGQTEYYVAVENLLDEQIELYGYYAPDSGASYG
GIARGRAVTVGLTHRF
>ANB39866.1 dienelactone hydrolase [Rhodovulum sulfidophilum]SNK001
MLAIIGPWGPALAAPYHAGVARSAFTTASGQANAVIWYPADLPEISWQAGPFEIDATLEAPVAEGRFPVVLLSHGHNGGP
LSHRELAAQLARAGFIVIAPAHKGDAAGQPPGASQDRILKNRPAQAIAALDAALRDVRLAPHADPARIGMIGYSAGGYTG
LILAGAKPDFAHAAAYCAKEGRDDTGSCGEAKFIGMSEKLATWSAPFEPRLKALVLLDPLAVMFDATGLADVGIPVLLFR
PQEDVYMRSAANAVALAQDLPRAPQEIVLPGTHFTFVDPCPKDIAGKAAMVCNDPPGIDRTAIHRSLENDVIAFLNETL
>ANB39867.1 hydroxyneurosporene dehydrogenase [Rhodovulum sulfidophilum]SNK001
MSHDGERSISIISFIGSVFSPWYRWSGRKSPDNHCCINVATYGPGGRWTMTDRGRDALRQTRDTFEVGPSKLTWAGGKLV
FDIDEMTWPHMGRLKGRVTVTPSAVTGVELPLKADGSHVWRPFAPSSEIEVDLNQPGWQWKGHGYFDANFGTAALEDDFS
YWTWGRFPTKANGAWCFYDASMRDGSELAVGVHFDADGRAEVAEAPPRTRFPRSKWLVRRETRADPGYKPRQVHDMLDAP
FYCRSAIRTKVFGEEVVGVHEALDLDRFASPLIKPMLAVKVPRKPGWTFPA
>ANB39868.1 chlorophyll synthesis pathway protein BchC [Rhodovulum sulfidophilum]SNK001
METTAVILRGPREIGLGKLGLSAPGPRDLVVEISHSGISTGTEKLFYTGEMPPFPGMGYPLVPGYESAGEVIEAGSETNF
KVGEHIFVPGANCYEGARGLFGGSAKRLVTDASRVTRIDPGLGPEGALLALAATARHALAGVDKKMPELIVGHGVLGRLL
ARLTIAAGAPAPTVWEIDPDRQSGAMGYEVIHPDDDPRRDYRTIYDASGVGSLLDTLITRIARGGEVVLAGFYTAPISFA
FPPAFMKEARLRIAAEWEREDLIATRQLVESGALSLGGLITHSVPAEKAAEAYETAFNDPACLKMILNWGAVHDA
>ANB39869.1 PAN domain-containing protein [Rhodovulum sulfidophilum]SNK001
MALAITVLATLAGGAAAQSVAASADNPLPDRRAVLWRDMDFPGGDLRTLLDTDLPGCLRACLSDTRCAAFTFNARSSACF
PKARAEAPTPYAGAVSARIVATDPATLAAAPTRAAELDFLRDRDLAEARAQAEKLPQDHPVDGATLDELHRAAASARAAN
RPAEARRLLGAAVALSDDAAAWADYAAATAALSPEDRAARRRARAAALSASVNAYLRGGTPALRARALGVMAGALEDLGR
GRDMIPALRLAQTLAPRDGLQARLEDAIGKYGFRITDTVVESDAARPRICAEFSEDLVKAGTDYAPFVQLPDPGLAVTVE
DRRLCVEGLSHGESYRLTLRSGLPAASGETLAKPVTLTQYVRDRSPSVRFPGRAYVLPKAGGTALPVVTVNSDRLDLTLY
RMSDRNLLRSVQDGYFGQAISPWQEEAVSTDLARKVWSGHAEVGSDLNRDVTTRLPLNEALAGQPAGVYALSAAIPGEDP
YEMPAATQWFVLSDLGLASMSGTDGLHVFVRALGSAEPKAGIKVSLLSRANAVLGTAMTDAQGYARFEPGLTRGRAGAAP
AMLTAEDGTEDIAFLSLTDPEFDLSDRGVEGREPAPPIDVFLTTDRGAYRTGETVHATALARDDRAEAIADLPLTAILSR
PDGLEHARQLSPGGIAGGHVFDLDIAGTAPRGTWTLDLYADPEAPALASARILVEDFLPERIDFELGLPEAPIDPAAPPL
LSVEARYLFGAPGADLPIEGEVRLAAAAGLPDYPGFVFGRYDTEIAPAMALIVGAGRTDAAGQAQIGLTLPALKAEGKPV
EARITLRLSEGSGRPVERSLTRPVKPSGPMVGIKPRFDGDLPEGAEAGFDLIALGADGQPENTPLHWALNRVETRYQWYR
VDDDWKWEPITSRERISEGETRPEDGRASIAVPVRWGRYELVAERREGAWAEAAVAFEAGWYAPADASTTPDMLELSLDK
PAYRPGETATLRIVPRQPGKGLVTVMSNRLIDMVPVDLTEGENVIRLPVTDDWGAGAYVAATLIRPMDLPAGHNPTRALG
LAHATVDPGPHRLSAAFEVPAEAGPRQPLDIALKVGGIAPGETAYATIAAVDLGILNVTGFASPDPDGHYFGQRKLGMGL
RDVYGRLIDGLNGAMGTVRSGGDSTAGMRRQAPPPTEELVALFSGPVTVGEDGIAHARLDIPAFNGTLRLMAVAWSPTGV
GQAEADILIRDPVVVTASLPRFLAPGDESRLLLELVHAEGPAGRMPLSVTAEGVTLDPATIPEAVELARGGKTALSIPIT
AGAPGVQHVKVALSTPDGKRLTRTLTLPVEVTDPEIMRRSRFTLADGQSFTADDALFADMRPGTGRATLALGPVARLDAA
GLLASLDRYPYGCTEQVTSQALPLLYLDQLAEALGLGTRAHLADRLDRAVTEVLANQSPSGGFGLWAPGSGDFWLDAYVT
DFLSRARAQGVAVPDRAFGMALDNLRNRVNYAPDFDSGGEDIAYALMVLAREGRAAMADLRYYADTRAGAFATPLAAGQL
GAALAAYGAPTRADRMFARAARMMAGRMGRDEPPVWRSDYGTDLRDAAGLLTLAVAAGSSVVDRDALTGYLAATDRPLST
QEASWMLLATHELIDRPGTATGGGGFTLNGAPLTGPLVRLLAPGDGPAVLGNDSGRPETLTVTSFGVPEMPGPAGGNGYA
ISRRHYTLEGDPVTLDAVPQGTRIVTVLEVTPFSDDRARLMVADPIPAGFEIDNPNLLRAGDIRALDWLGTTAEVRHSEA
RQDRFLAAIDWGSSDPFRLAYILRATAPGSYRAPAASVEDMYRPDRRAWSDTSRASVTP
>ANB39870.1 ATP-dependent DNA helicase RecQ [Rhodovulum sulfidophilum]SNK001
MDRPHALLQSIFGFDAFRPGQQDIVEAVASGRNTLAIMPTGGGKSLCFQLPALLRDGVTVVISPLIALMRDQVRGLTEAG
VPAGALTSGNTDEETRAVFEALEAGRLKLLYMAPERLAAGGTAAMLRRIGVGLIAVDEAHCVSQWGHDFRPDYLRIGELR
RALNVPLAAFTATADAETRAEIVTRLFDGEAPETFLRGFDRPNIRLAFSPKDQPRRQILAYAAARKGQSGIVYCGTRAKT
ESLARALEAEGHSACSYHGGMEAQDRRAVEARFQTEDGLIVVATVAFGMGIDKPDIRWVAHADLPKSIEAYYQEIGRAGR
DGAPADTLTLYGPEDIRLRRSQIDEGAAPPERRAADHARLNALLGLAEAMDCRRQTLLGYFGEEAAPCGHCDLCETPPER
FDATEAVRKALSAMLRTGEYFGTGHLIDILTGADTAKIRERGHDKLPTYGVGREFDKRGWQAVFRQMMGRDLVRPDPERH
GALRMMEPARPILKGEATIELRRDTIAAAAAARPAVRMLVSEEDAPLLSALKAKRRALAEAAGVPAYIIFTDRTLIEMAE
TRPASLDAMARISGVGATKLERHGAEFLAVITGSGTDLPHPARRKLAGGAAATLYDRLMQTQSRLARGADGCEKPLSCTA
SQVAKLAEIRPADMGTLTRLLGERRADRFGAAFLDVLAEG
>ANB39871.1 C4-dicarboxylate ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MTTVVALLGFQVVARFGMGRSFSWLEEVSRFAFVWAVYFGFVIAAEGDRHIRVSLHLGLLPTKLRLCMLTLADLLWLGFN
AVVIWYGYQFTVSMFEFPYISQTTGINLVWVQMIVPLGFAFMSIRILQVMVRRWQTGEGPADARIGD
>ANB39872.1 dihydropyrimidinase [Rhodovulum sulfidophilum]SNK001
MLDLAIRNAQIVTAADRYVADIGIRDGRIVEIAERVGEAREEIDATGLWAMPGGIDAHVHLAQPQGGGVVMADDFETGTR
SAAAGGNTTVLPFALQQKGQTLREAVQAYHASAEGKCHVDVSFHLIITDPTPQVLGQELPALIKDGYTSFKVFMTYDDMI
LNDAELLEVFDTAQREKALVMVHAEGHDAIKFMTRKLEEAGRTAPYYHAISHSAVAEREATHRAISHAELTDVPIVIVHV
SGREPMEQIQWAKRRGRRIFAETCPQYIALTRDDLKGLNMDFSGAKYVCSPPPRDTDSQAAIWEGLRDGTFDIFSSDHCP
FRYEDPAGKDVKGARTSFKWVPNGIPGVAARLPVLFSEGVSKGRISAERFVALTASNPAKLYGLYPKKGTIAIGSDADIA
LWDPEIETTITQAKMHHGCDYTPYEGMAVKGWPVRTILRGRTVAADFEVTGSAADGQYLPRKISGEAFPG
>ANB39873.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MNLRQLEILRAVVQYRTTVGAAERLGMSQPSVSNTIRHIETVLGFPLFERVSNRLVPTEEALILLEEAEPLFLLRDAVNQ
RAADLRRGRIGRIRIASTAELSEAVLPGVIADYAGAYPKVQISLETRPLDGVLQVVENGLADVAFVIAAYERQALDYETL
VELRAVCLCPADDPLARLEAVTPRDLIGRQMVGPQVSNRIGLMIADSFRASGHVYSPAIETRFMNAAARVVREGCGVTLI
DELSAHTVLRPGLVVRAYEPALSFELTAATSRAKTTSRQTRRLITAFAEKVRAQIAEVRAEARRDPS
>ANB39874.1 ATPase [Rhodovulum sulfidophilum]SNK001
MTALTSPRTFEWTVTGMDCGSCAGKVRGAVERLPGVDEVEVSLMREKLRLRLEAGTSSPSEVEAAVRAVGFGIGPAGPQA
GQGAGQAAGGDCDCHCGCGGSGAAADAGAADRAAAPDQEGRSWYRTGRGRFVLATGALLAASWAVGLALPASLAGLPFVL
ACLIGLAPVARRAWSLARAGMPFTIEMLMTLAATGALVIGAAQEAAMVVFLFAVGELLEAVAADRARAGIRALSALVPRS
ARIEEADGRVREIAAADLVPGQRMLVRPGDRIPADGTIFEGVSGIDESPVTGESLPVTRGPGDTVRAGSIATEAALRVEV
TRAGEDSTIARIVRLVEEAEAARAPTERFIDRFSRYYMPVIVGLAALVAVVPPLAFGQDWGTFVYRALALLLIGCPCALV
ISVPATIASALSSGARRGLLIKGGAVIETLAKVQNIAFDKTGTLTEGRPEVTGIVPLEGRAADEVLRLAGAVETGSSHPL
ARAILNAAEARGLELPQARGARSLPGRGAEAEVAGASIWVGAPAHAPEGVGAGQEMAAAVAEIEERGGSAVLVVAAGRAL
GVIGLADAPRADAAEAVAELAGMGLRAVMLTGDNPRAARAIAEPLGLEPRAELLPEDKLAAIAEMADRGGVAMIGDGIND
APALKRAGVGIAMGAGSDVALETADAALLRNRVTDAPAMIRLSRAAMHTIHQNVALALGLKALFLVTSVTGLTGLWMAVL
ADTGATVLVTANALRLLAFDPRRAARD
>ANB39875.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SNK001
MRRHAGGVALTTVLAVCALLLGHNLWKYYVDAPWTRDGRVTADVVRIAPEISGTISAVHVIENQFVHEGDILFQISPERF
QLAVEAAQADLDSALEAMKLDISTAERNTKLEEKGSLSAEAAERSQREAAAARAEARSAEVALDVAKLNLKRTAVRAPVD
GYVTNLHLRKGDYAVTGDATVTLVDAGSFRVTGYFRETQLARIKPGDPVRIGLMGVSGELQGHVESFGRGIANSNAASDD
LGLPLVEPVFSWVRLAQRIPVRIAIDGVPSGVELAAGMTASVSVVTR
>ANB39876.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLARIGPLLDAAHARLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFLLSINDRPEIRDLFGAFLIEEVR
LTYSVSKGGATPARELIIANREVRVGLV
>ANB39877.1 hypothetical protein A6024_04915 [Rhodovulum sulfidophilum]SNK001
MTISSFSRVALIAVTTAGLSGCGGGWFGGGSDPDARQANLDAQYQNTPMAEMQRERRSTSTVWDLFNGDDPNVKVEVNKY
LWQASLEVLNFLPVRSVDPFTGVIVTDYGTPPGGGRAYRATVYVQDPALDARSLKVSLQSKGGPVSQETVRAVEDAILTR
ARQIRVRDSRL
>ANB39878.1 ArsR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MPDFDEIDRKILEILQRDSDLAVNALADIVGLSPTPCWRRIKRLEEAGVIKGRVAIVDHARANVGMTVFIGITAPRHETA
WLNQFRALIDDLPEIVEAYRLTGATDYILKVVVPDISTYDRVYKAMIERLDFSQINSSISMEELKFTTAVPSTYL
>ANB39879.1 protease HtpX [Rhodovulum sulfidophilum]SNK001
MGYFRTALLMAALTAVFMGVGAMIGGSAGAMIALVVAAAMNLITWWNSDAMVLRMNNARPATGPDGAELQRIVTGLARGA
GMPVPKVYLIDSDQPNAFATGRSPENAAVAATTGLLARLSAEEIAGVMAHELAHIQNRDTLIMTVTATFAGAISMLANFA
FFFGGRREGGAGIVGTLAMALLAPMAAALIQMAISRSREYEADRIGAGICGHPLWLASALTRIEALAERIDNPAAERNPA
TAHMFIINPLHGGARDKLFSTHPNTANRVAALQRMAPGATPAMTRPATQRPIRRAPRGPWG
>ANB39880.1 acetyl-coenzyme A synthetase [Rhodovulum sulfidophilum]SNK001
MTKPGEAAAAMHAPDPDFVSGAHIDSAKYEAMYRESVEDPEGFWGTHGKRLDWIKPYTEVKNTNFRMGEVEIHWFRDGTL
NVASNCIDRHLKTRGDQDAIVFVPDEPDAPVKHITYRELHEKVNRMANVLLSQGVMRGDRVVIYMPMIPEAAYAMLACAR
IGAIHSVVFAGFSADGLANRINDCGAKVVITADTAPRGGRKTALKSNADAALLHCSDKVRCMVVKHTGDQTTWIPGRDVD
VLDLMEHASPDCPPRELASEHPLFILYTSGSTGKPKGVVHSSGGYLAYAAMTHEYTFDYHEGDVFWCTADVGWVTGHSYI
VYGPLANGATTVMFEGVPTYPDAGRMWQICQDLKVNQFYTAPTVIRALMGQGTDWVEKYDLSSLKVLGSVGEPINPEAWE
WYNTHIGKGRCPIVDTWWQTETGGHLLTPLPGATATKPGSATRPFFGVQPVVLEPESGKEIDSTEAEGVLCLKDSWPGQM
RTIWGDHDRFQETYFSHYKGYYFSGDGCRRDADGYYWVTGRVDDVINVSGHRMGTAEVESALVAHQAVAEAAVVGYPHEL
KGQGIYAYVTLMNGVEATDALRKELEKWVRTEIGPIAKPDIIQWAPGLPKTRSGKIMRRILRKIAENDFDSLGDISTLAD
PSVVEELVDNRRNRG
>ANB39881.1 magnesium chelatase ATPase subunit D [Rhodovulum sulfidophilum]SNK001
MPDGIWTRVEIGLNALAVDPAGLGGLWLRARSGPVRDRVIEALPALPLPLKRLHPSIGDEQLFGGIDLTATLSSGKLVER
AGLLAEPAILVLPMAERTQPGLAARLAGALDQGTGHCLVAMDEGAEPQETLPEALTDRLALHLDLDALPWGQTERIAMDG
DALAAARARLPGVRAGDKVLEDLTILAVRLGIDSLRAPMLALKAAKALAALAGNDEVDQDDLSAAVQLVLAPRATQFPEE
EPDEDEQPPQDPPPPDPDPEQNQNDQDEGESQSLDDLPLQDILLEAAKATLPADLLANLAAQKAQRAGGGISGAGAKRKG
NRRGRPIPPRRGRLDTGARLDVISTLRAAAPWQTIRKRESSFERSLHIRTDDFRIKRFEEKSDRLLIFVVDASGSAAMTR
LAEAKGAVELLLAEAYARRDHVALVAFRGEAAELLLPPTRSLVQTKRRLAALPGGGGTPLAAGLKTALELAIQSKGRGMT
PTVALLTDGRANIALDGTANRTMATEDATRMATAIRANGYPAMVIDMGQRPERSLKALAETLGAPYIPLPRADADRLSTA
VSAALDA
>ANB39882.1 sensory protein TspO [Rhodovulum sulfidophilum]SNK001
MDWPLFGIFLATTYAAGATGAFFSPDGWYDRIDKPKWTPPNWLFPVAWFVLYICMAYAATRVAISGSPLLVYALAIWGLQ
VAFNTLWSPVFFGLHRLGAALVVLCGMWISVLAMAVSFYQADMIAGLLILPYVVWTSYAWALNFSIWRRNRGAVQAAGA
>ANB39883.1 cell division protein FtsK [Rhodovulum sulfidophilum]SNK001
MASYQMKRREPLLDQTTQAAIERRGKELLGIGLMLVALLLALTLGSYVTDDPSWFSATDAPARNLLGRFGASIASPVYIV
VGYGGWALVAVPAAWGLRLLTHWGEERALSRVIFAPFLVCLASVYAATNVPTPDWTHSFGMGGLFGDTVLGAVLGLVPIG
TIVGLKLVSALVWLGTLALALFVCGVDRDEIRRFGRGVLLGLILSYAALRAATGRGVRGALQGAVRYGEDLQARRNARAE
RRQTAFAPEAYEEDDDEAYDRDCDLHEDEAPARTGLFARLPVFRRRADPELIDEDDDEVAMTPASEERIRARIADVVRAR
SSRGASVPTGFRPEPPVVRSPSALTVPQAPDPDMRIDVPEIDDYEDFDAETPFETAPSVAEAAHPAPAPAIPVAEPRRVV
EQSVRKPVAPSRRARDEAQPGLKFDESEEGYQHPPLSLLTNPDIIERHYLSEEALEENARMLENVLDDYGVKGEIVSVRP
GPVVTMYELEPAPGLKASRVIGLADDIARSMSALSARVSTVPGRSVIGIELPNARREMVVLREILSARDFGDSAQRLPLA
LGKDIGGDPVVANLAKMPHLLIAGTTGSGKSVAINTMILSLLYKLTPDECRLIMIDPKMLELSVYDGIPHLLSPVVTDPK
KAVVALKWVVGEMEERYRKMSKMGVRNIEGYNGRVRDAMAKGEMFKRTVQTGFDDETGEPVFETEEFLPKTLPYIVVIVD
EMADLMMVAGKEIEACIQRLAQMARASGIHLIMATQRPSVDVITGTIKANFPTRISFQVTGKIDSRTILGEQGAEQLLGM
GDMLYMAGGGRLSRVHGPFVSDEEVEEIVSYLKTFGPPDYVGGVVEGPDEDKESDIDLVLGLGGNTDSEDALYDQAVAIV
IKDRKCSTSYIQRKLAIGYNKAARLVEQMEDQGVVSAANHVGKREILVPEQA
>ANB39884.1 NAD(P)H-quinone oxidoreductase [Rhodovulum sulfidophilum]SNK001
MPQVMRAIEIAEPGGPEMLRPTERPVPVPQPGEVLIRLAYAGVNRPDALQRAGSYAPPPQASDLPGLEGAGEVVALGEGV
TGLKPGDQVCALLPGGGYADYVTAPAAHALPVPEGMGLKQAACLPETFFTVWSNVFMRGGLTAGERFLVHGGSSGIGTTA
IQLASAFGARVFATAGTPAKCAACRALGADRAIDYRSEDFVDVLKAEGGADLILDMVGGDYLPRNVRALADEGRLVQIAF
LQGPKVTLNFAHVMMRRLTITGSTLRPQSDLAKARIAAELREKVWPLLASGRVAPVMDSEFDLTEAARAHARMEQGAHIG
KIVLKVA
>ANB39885.1 ATP-dependent Clp protease adaptor ClpS [Rhodovulum sulfidophilum]SNK001
MADNSGDPEGETGVITKAKPKTKRPPLYKVLLLNDDYTPMEFVVHVLERFFGMSHAQAFEIMLVVHKKGVAVVGVFSFEV
AETKVAQVMDFARRHQHPLQCTMEKE
>ANB39886.1 arylesterase [Rhodovulum sulfidophilum]SNK001
MVLALVLCAAAGTARAGVTLAALGDSLTQGYGLPQEEGFVPQLEAWLKAQGAEVTVLNAGVSGDTTAGGLSRIGWTLTPE
VDGLIVALGGNDLLRGIDPAASRANLDAILTQADASDVPVLLVGLDAPGNYGPEFKAAFDAMYPELAKAHDALYFPNFLK
GLTDLPDRGAAMARYMQDDGIHPSAAGVTLIVEAMGPSMLELVDRAGAKGH
>ANB39887.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRTAITALLSHWRRHPLQLAGLFLGLALATALWSGVQAINAEARQSYDRAAAVLAQDRLDSLVARDGQHIGQQVFLDLRR
AGWLVSPVLEGRWSHRGVPLRILGVDPFTLPAGSLPEAVADESRSGAFLSAEGLAFAAPQTVEELTRIGAPGLPPLAAAP
GMAPGLLLVDIGTAQRLLRAGGEISRLLLAPEQPLRQRPLDEIAPGLIRQSPAEQADMGALTGSFHLNLTAFGFLSFAVG
LFIVHSAIGLAFEQRRPVFRTLRALGLPLRLLVGLLAAEIMGFALIAGLAGIALGYVIAAALLPDVAATLRGLYGASVSG
SLSLRPEWAVAGLGMALAGAGIAAAQSLWRLSRMPVLAPAQPRAWSRASARSLAWQTALAGLLALIALGAAVRGEGLVGG
FVLLGALLLAAALALPGALAVALALGERLSKGVIAQWFWADTRQQLPGLSLALMALLLALSANIGVGTMVSSFRLAFTAW
LDQRLPSELYVTGRTEEEARRLAEWLAPRTEALLPIWKIDGPLLGRPGEVYGVADHRTYPDNWPMIRGDASVWKSLARGK
GVIVNEQLWRRAGLQLGDPVTLPGGATRPLIGVYADYGNTKGQAILGIADLLALYPGIDRRRYAIRTDPANVAALRSAIE
DDFGLPADNMISQQEVKQVSLMVFERTFAVTAALNVLTMGVAGFAMFMSLLTLSTMRLPQLAPVWALGLTRGRLARLELL
RAVLLALLTMALAVPVGLLLAWVLLSVINVEAFGWRLPMQLFPKDWLWLGALALIAAGLAAAWPAWRLARLAPVHLLKVF
ADER
>ANB39888.1 cation transporter [Rhodovulum sulfidophilum]SNK001
MFLGADHDRNARRTWLVIGITATMMVIEIAAGTVFGSMALLADGWHMATHAAALSIAALSYMFARRHAHDPRFTFGTGKL
GDLAAFGSAVVLGLVALLIGWESLVRLVHPVGIHFGEAILVAIVGLAVNIGSAVLLHQGPHAHGPHGHDHDHGHGHGAHA
DADHHSHGHAHHHEVDNNLRAAYLHVLADALTSVLAIAALVAGRAFGWVWLDPVIGLLGALLIARWSFGLMRDSGGVLVD
FLPRSETLPQKIREAIETDGARVVDLHVWQLGPGHRGAIVAISDADPRPAAEYRGRLAHLGRLSHVTIEVEAV
>ANB39889.1 bifunctional riboflavin kinase/FMN adenylyltransferase [Rhodovulum sulfidophilum]SNK001
MQTFASWTGNATGDRGAAAAIGNFDGVHLGHRVVIEAARAEAAKRGAPLGILTFEPHPREFFAPDAPPFRLMNAEARANR
LAKLGVDHLYELPFDARLAGLSPEVFAREVIVDGLGLSHVVVGADFCFGKGRAGTVEDLVRFGAEMGFGVTAVPLLSNHV
GEVSSTSIRHALSEGRPGDAAGMLGHWHRIEGEVLHGDARGRALGFPTANMSIRGLHRPRFGVYAVRVDVLSGPHRGTYD
GAASIGIRPMFGENVPNCESYLFDFEGDLYGTHLSVALVEFLRDEARFDSLNALVAQIDADCTRARAVLAGDLPLPFARD
>ANB39890.1 hypothetical protein A6024_05895 [Rhodovulum sulfidophilum]SNK001
MRSRFWERVALKDMTPAEWEALCDGCGKCCLNKLEDADTGEVVFTRIACRLLDDSTCRCANYAIRKSIVPECVVLSPKGL
GEVVYWMPASCAYRRLWEGRGLADWHPLVSGDPESVHEAGMSVQGWTIPEFDVPLEDWEDHLIEEEL
>ANB39891.1 hypothetical protein A6024_05930 [Rhodovulum sulfidophilum]SNK001
MVAPVAADAAPELRVTGTGSATAAPDMATLRLGVGHEADTAAEAMALVSDDLGRVMAELQAAGIEARDIQTSGLNLSPVW
GDRSEDKRPRITGYSAANGVTVRVRELDGLGPLLDTVIGTGANTLDGLSFGLQEPGPVMDEARRAAVAEARRKAELFASA
SGQSLGSLVSLVEQGANQPRPMQMKMSFESMADSMPMAEGELELDATVTMVFELGDAE
>ANB39892.1 hypothetical protein A6024_05945 [Rhodovulum sulfidophilum]SNK001
MAAAARRAGGGAPCAPVASPEGRFHRPGEAVLYASLTADGAGVAIARYLTPDAPARALVPLAVTADRIVDLRALPAPNPA
SIVWQDLRASGGPAPTWAFSDAARAEGAEGLLYPSRSRPELSHLVLFDPAPPLVQSAGPARPWP
>ANB39893.1 XRE family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTDSKIRINLRAARTRAGLSLAQAAELTGVSKAMLGQIERGESSPTLATMWKLAQGFRLPLTALIEDLVQTTGSFAPAER
DPVRFQGGIGVRTVFPFDPVFGSETFLLTLAPGQVHLSNPHDTGVVEDVFVTEGALGVLLDGEWQTCRAGDGLRFPADRP
HGYRNPTDAPARFHNTLHYPRTALLDDGPGAD
>ANB39894.1 DNA ligase-associated DEXH box helicase [Rhodovulum sulfidophilum]SNK001
MSVLTVTGQGLYCPAGDFHIDPWAPVDRALITHGHADHARPGHRHYLATDIAAPVIRHRLGAIALDTIRYGEPRRIGAAT
VSFHPAGHVPGSAQIRVEHKGEVWVVSGDYKPEPDGLSDPFEPVRCHTFISECTFGLPIFRWRPQAEVMAEIRDWWAENA
ALGRASLLGAYALGKAQRLLAGLGNGAEPGPGPILTHGAIEATCRVMRDQGLDLPDTEPVTPETDPRAHPGALVLAPPSA
LGSAWARRFGRASTGLASGWMALRGVRRRRGAERGFVLSDHADWDGLNTAIRETGAERVLVTHGYTAPFRRWLAEQGYDA
GIVATAWEGETTEGDAE
>ANB39895.1 cyclohexadienyl dehydrogenase [Rhodovulum sulfidophilum]SNK001
MALAMRRAGLAGEIVGTARSAETRAVAAEIGLVDRVVETAAEAAEGADLVVLAVPVGAMGAVAAEIAPHLAPGATLTDVG
SVKRAVIETVAPHVPEGVHFIPAHPLAGTEHSGPRSGFAELFDNRWSLIVPVPGTDPAATARLKRFWEGMGANVEEMDPD
HHDLVLAVTSHVPHLIAYTMVGVADDLRRVTDGEVIKYSAAGFRDFTRIAASDPTMWRDVFLTNKEATLEILGRFTEELF
ALQRAIRTGQGEELFDYFTRTRAIRRGIIEAGQDTEAPDFGRGGKART
>ANB39896.1 gamma-glutamylcyclotransferase [Rhodovulum sulfidophilum]SNK001
MQDGLWVFGYGSLLWKPGFEVAERRLARLEGWHRSFCMRSIHHRGSEAEPGLVLALDAAPGASCQGVALRAAPGTEAETL
AALRERELISAAYFEVELDLVPAGGGTIRAVCYVIDPDHVQYCGGLPLEEQAQIIARSQGGMGPNDEYLFNTVAHLAELG
LSDPDLDWLADRVRALKSD
>ANB39897.1 tRNA guanosine(34) transglycosylase Tgt [Rhodovulum sulfidophilum]SNK001
MTTFGFTLHASDGEARSGAISTPRGQIRTPAFMPVGTAGTVKAMLPESVAATGADILLGNTYHLMLRPGAERVARLGGLH
GFMHWDKPILTDSGGFQVMSLAGLRKMSEEGVRFKSHIDGSTHVLSPERSMEIQRLLGSDIVMCFDECPALPASEAEVAR
AMRLSMRWAERSKQAFGDRPGHALFGIMQGGVTRELREESALALTDIGFDGYALGGLAVGEGQEAMFGVLDYATGFLPED
RPRYLMGVGKPDDIVGAVARGVDMMDCVLPSRSGRTGQVFTRRGVVNIKNARHADDPRPLDEACQCPACRNYSRAYLHHV
FRAQEIISSMLLTWHNLHYFQELMAEMRAAIAGGRFTDWQAGFHAARAEGDIEPL
>ANB39898.1 glycerol-3-phosphate dehydrogenase [Rhodovulum sulfidophilum]SNK001
MSRAARLDAMDGAAPKVLVIGGGINGASVFRELALNGVPVMLAEKSDFCAGASSALSRMVHGGLRYLENGEFDLVREALD
ERNRLLRNAPHLVGPLRTIVPIDSWVSGALNAPLRFLGLSKAPSRRGALPVKLGLSFYDIYTRGKGGLPPHAFWSAKTAQ
ARFPFRPGLRCAATYYDGQVSHPERVVTEIFEDVARAGCDAVALNHLEVTKIGPEVALTDRIGGREITLRPEIVVNATGA
WIDRTNARAGATEDMVQGTKGAHLVLDHPELRDMLGDDMVYYENVDGRICIMFCLHGMVLIGSTDIKVPDPDKVRCEADE
QAYILEGLSWVFPGITVRPDQVRHVFAGVRPLPVSGAGTTGQIPRGHFNRWTEGGIPMLSMIGGKWTTFRAFGELAADDV
MARLGLTRRTGTGDLPIGGGAGYPSDPDAWCAEQAAASGLSQARVATLLARYGTLAGALAPSFAGERMLPGLPGYSDAEI
DYLIAHEQVETLADLALRRTVVALAGGLDAAALEALAERLGAARGWSAARRAEELHRFRVKLATDHGADPERIGLHRKGE
VAAQ
>ANB39899.1 transporter [Rhodovulum sulfidophilum]SNK001
MPETAAAAPGQIPGQVPHVIEEKGLGEESLAPQETRIMDPWSYLFAWLGGCVSIGTFTIGSGLVGTLNLLQTFLAIAIGC
TVIGVALMINGRAGHKYGIPFMVQARSAFGFSGTRLPALVRSVPAIVWFGFQSWIGAGALNLVSETLFDYSNLWAFFIGF
QFLQILLSVLGFHGIKWLENIGSVFIIGSLIYMFFSVIGKYGDAIMTNLVNVEGTWGAPFWGATMLFLGIYSTMMLNVSD
YSRELRHGVGPMRQVTIYANSILPATLFMGMIGLMVSGATGQVDPIKVFSSAVDNKLLLVTTLLFIAFAQVTTNILNNVV
PPAYALMDVFKLKFKTSAVLVGLLAFATFPWKLVQDESAAGLNIFIQTYSAFLGPIFAILVVDYYILRRQQLDLGKLYDA
AGPYRGINPAALIATAIGVVAAFAFSNVSWYASLIPAGLSYYLLMLWLPSARRFRDD
>ANB39900.1 Asp/Glu/hydantoin racemase [Rhodovulum sulfidophilum]SNK001
MKLVVINPNSTVSMTEKIVAAARAVAAPGVEIEGRTATGAPASIQGHHDEVMCAPHLLREVREAEEAGADAIVLACFDDP
ALGACREVATGPVIGICEAGVKAASMIATSFSVVTTLPRSVPVIEDLVRGYGLAHRCRRVRSAAIPVLALEEPGSDARAR
VRDEILRAIEEDGCEAVVLGCAGMADLVAWLSEETGIPVIDGVAVATKFAEALVGAGLRTSKSGAYAQPETH
>ANB39901.1 hypothetical protein A6024_06570 [Rhodovulum sulfidophilum]SNK001
MPDLGHVDMVGLLHDPRLGTRALVSSFGTESAVLLHHVTRILPRIEVLFIDTGRHFDETLAYRDRLVRLLDLNLVEVRPD
PAAIAAEDPDHRLAERDPNMCCLLRKTFPLADALAGVDTWISGRKRYQGATRAALPAIERDGTHLKVNPLAFWSRADLEA
YFAAHDLPRHPLEGRGFRSVGCAPCTRPVRPGEDARAGRWADNPDKTECGIHLGPDGRFVRRRSG
>ANB39902.1 histidine kinase [Rhodovulum sulfidophilum]SNK001
MSIDMLQKVQDNFSAAVGVAMVIVDPEGEPVTRPSGFSSFCDTIRHHPKWRERCYHCDAVGGRTALSTGDPSIYKCHAGL
VDFAAPIIMRGEYLGAVICGQVKMRPGEMAPDLIDFSGLFPVEASWREDPRLMALYHDIGEISYGRLRSAAYSLFYIASH
IVEESYSSSVTQELYAKNLRLMEESKHRAELERSLREAELQALSYQVNPHFLFNVLNTIGRLALIEDAEQTESTVHAFAD
MMRYILKKSGTQFVPLATEVEHVRNYLFLLQLRLGDRFSFSIDLPEQLSEVSCPFMVLQPIVENCINYAVEPRERDGLVE
IRAYRDGQDVIVDITDNGDGISTERRIEVLAGTADRRGRKSIGIHNVDSRLRHYFGDGHGLEIVSPFRDGRGTLVRLRLP
TGFDEATAQARQD
>ANB39903.1 hypothetical protein A6024_06655 [Rhodovulum sulfidophilum]SNK001
MMRVINAPQENIMDMLTRRIAPHTRKWIEANPISAIGFVQTSVPDLFYYADLAGKTANVYTVELFGSCPQTTTTLAVLGE
TSAVRMAMAAIEAAAQPAAF
>ANB39904.1 hypothetical protein A6024_06665 [Rhodovulum sulfidophilum]SNK001
MNRDETQLIERLVTAALERRGVAPAPAAGLSLAEAEAIAARAQAASVAMGVPVVIAVADATGDQILFHRMEGSLPASAAL
APGKAWTAAAFRMGTDELGRLAQPGGMLFGVESTHDGRVVAFGGGLPVRRGGTVVGAVGISGGTVDEDMAIARQALNGIS
NE
>ANB39905.1 hypothetical protein A6024_06755 [Rhodovulum sulfidophilum]SNK001
MPSSTGPTPTARPLAERHLFVFGAGFCAGLVALRAQAAGARVSATTRDPLRAAELVEQGIGMHLFDTAASGRRAALAEML
EGVTDLLISIPPGEGGCPALAALTAAGALPSGLGWIGYLSSTGVYGDCGGAWIDETRSPAPQTADARARLIAERDWAALA
AERGAALDILRLSGLYGPGRRNALDRMRSPGIQAVLRHGQVFNRIHVEDAAGAILAAMSAPAGLRRLNLTDDLPAPAHAL
LDHAARLLGRPPAPRVPFDAAGLPPGAAAFWAENRRIRNDRLKALPGFALRYPTYREGLAAILADERASATTAAE
>ANB39906.1 hypothetical protein A6024_06800 [Rhodovulum sulfidophilum]SNK001
MAGQGIADSGRAEDLLEELQRPDLPNWQRVEDALWGEWSKSGSAAMDLLLRRGRDAIEAEDYGAAIGHLTALVDHAPDFA
EGYNSRALAYYRSGLYGPALADLARTLDLNPRHFGALTGLGTLLEETGQDAAALGAYRAAHAIHPHDPDLEDAVRRLEIV
TSGRTL
>ANB39907.1 RNA polymerase subunit sigma [Rhodovulum sulfidophilum]SNK001
MRAFALSLTRNSATADDLVQDAIVKAWSNFDKFEPGTNLRAWLFTILRNTYYSMHRKRRREVEDPDGALAAHLSEKPHHD
GRLALADFKVAFAKLPDEQREALILVGAEGFSYEEAAATCGCAVGTIKSRVNRARVRLAELMHLNDADDIAMTDPVTLAG
LSSKRPA
>ANB39908.1 hypothetical protein A6024_06875 [Rhodovulum sulfidophilum]SNK001
MREAPVSAVLDAVEQAAQGDRLSVRRMFEALGSVSFLPLMLAPALAVVSPLSGIPGFSSLCGIGIALIAGQMLVRRRHLW
APDWLMRREIRADRARTAIAWLRRPAGWLEWAARPRLKFLVTPPLVAVLQLLCILAGLAMPFLELVPFSSSLLGMAVVTL
SVAMLARDGLLALIGMAPFAAALAVIVGVLELG
>ANB39909.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MHNLRNVDLNLLVVLDALLAERHLSRAAERLNMSQPAVSHALARLRILLDDPLFHRRRREMEPTLRALELSEPLAEALAQ
IRTVLAPEGFDPTGRHVFRLAMSDFGAALVLPVLMASLRRDAPGIDLVVTQQSRESMIGAVADGQIDMAFGVFPELSSRC
AADILFEDEYACLLDPSAQPQPYRGLTESRYLSAPHVLVAVHGEAATEIDLHLRSHRKARRIALVLPHWSVAPQVIRGTD
LILTVARRCLSEVAPGLEVTATPVDLPTIPFAAIYAKRRRSDPALRWLMGRTKQLLSPQDGSFPI
>ANB39910.1 iron ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MPAAFAALSLASLLIGAKDIGIGWIFDPSPEALLVLTASRLPRLIALVLTGMGLAISGVILQQILRNRFAEPATTGGMEA
AKLGILVALTLFPAAAPLLRMGVAMLFCLAANLIFVAILQRIRFRDAVLVPVIGLMFGAVLGALAEFYAFSRNMLQSMQG
WMLGDFSRIVQGHYEMIYLVLPVVALTYVFARRFTVLAMGQDMAESLGLGYRGMVALGLTLVSATVAATVITAGAVPFVG
LVVPNLVTLWRGDNLRHTLPTVALSGGCLLLFCDILGRIVIYPYEVPLGLTVGAVGGAIFLLLILRRPA
>ANB39911.1 hypothetical protein A6024_07130 [Rhodovulum sulfidophilum]SNK001
MQGTMPLEHEARISELLVGAVDPHVHSGPSIAPRALDHLELARELSEAGFSAVVTKDHDYSGVMCATMIAHHHPDLTTRV
FSGIALNNVVGGLNPYGVEHTAAMGGKIVWLPTLAAENHLSWQATSGWSHPASTSRIRAATAVRLWDDDGKMLPELHDIL
DVCAATGLALASGHVHVSETKKIFAEARKRGVERLIFTHPEDIVGASMEDTREIADMGAMVEHSLAFFLEGSKFRTHTTE
QLGEYIELVGPERTILCSDLGQVGTLTPLQGFRRAVSDCLSLGYDDAAVRAMVSGNAAQVIGLDR
>ANB39912.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MVAVKIRLTALAPTVWGSTYIVTTELLPEGYPITSAMLRALPAGLLLLLLVRSLPHGRWILRAQVLGALNFSLFWWLLFV
SAYRLPGGVAATVGAVQPLIVLVLARQMMGQPITGNGLVASIVGVVGVGLLVLTPEATLDTMGIIAALGGASSMALGTVL
TKAWQSPVSPLTFTAWQLTAGGLLLLPAALLFEPPLPPLSAPNVAGFVYLGLIGGAITYILWFRGIALLGPSAVSPLGRL
SPVAAVLLGWVILSQTLSPLQIVGMVLALASAWFGQKGQRTPTLVAQPVQQR
>ANB39913.1 hypothetical protein A6024_07335 [Rhodovulum sulfidophilum]SNK001
MLERINQESAFSDAATEEGLIDLANKLAPLIQGRRLHNVIDLMSLASDGVDMADDAMIQKMMTAYEDITSTAWALGNAAR
YAANQAATAPVPSRLGLLRAAGDEDVRRGLHFALQFLAVLGRQATPEPDVD
>ANB39914.1 hypothetical protein A6024_07370 [Rhodovulum sulfidophilum]SNK001
MFEVSHPQRAGLLADAPRFGLVTAFFARLRNRDEVRRTRDALSLLTDRELDDIGLCRGDIDRLLH
>ANB39915.1 hypothetical protein A6024_07430 [Rhodovulum sulfidophilum]SNK001
MAAALERACPGEAPLAVAVSGGGDSLALLLVAAARAEASGPKVSAVTVDHGLRPEAAAEARRVAAICARRGIPHETLVWQ
GWDGRGNLQDAARQARLRLIAGWAKERGIGRVALAHTRDDQAETVLMRLARGAGVDGLAGMAPERRAGGVTWLRPFLDIS
RADLRLYLEACGQDWIDDPSNDDRRFERVRVRQALDLLRPLGIGAAGLAATATRLASARAALEAATVEAAARLVREEAGD
LLIEAGGLAALPAEIARRLMLAGLGWVSGAAYPPRARALEATLAALTRGPRATLHGCLLQRAGGRIRIGREAAAVAGLSC
APGSLWDGRWRLSGPEGAEGQEGLEIRALGEAGLAACPDWRAAGLPRTSLIASPAVWRGGGLIAAPMAGHGKDWSAAVNC
SFTAYLLSH
>ANB39916.1 hypothetical protein A6024_07495 [Rhodovulum sulfidophilum]SNK001
MLGVLAGCQLAPAPPETRPVARPDGAETRPRSADSEIIARHYARVQNDLLARGLLRTDGGEADVPFTRHALVEDFIRVAL
FDEYVTRDGHLVARETQSRLRRWEQPVRFGLVFGDTIPPGQRAVDRAEIAEYVGRLSRLTGLSMRITAPEQANFQIFVVN
EDERRRIGPELHRLIPGIDIAAESTIAVMPRSTFCLVLAFSEGDASTYSSAVAVIRGEHPDRLRQSCIHEELAQGLGLAN
DSPAARPSIFNDDEEFALLTPHDELLLKILYDRRLRPGMRPAEARPIVEDIVAELMAGES
>ANB39917.1 hypothetical protein A6024_07670 [Rhodovulum sulfidophilum]SNK001
MEWQGLLTKARHEQREPAPDEAETRAARDRRRPAFLADLDRVIFSQPFRRLANKTQVHPLYENDHLHHRMIHSLETSSVG
RSLGFEVGQALAAKSILLDGAGHDLSYILQAACAAHDIGNPPFGHAGEDAISEWFEMRKPFGADLSEGQRREFEHFEGNA
QGFRILTRLEMSRREGGMRLTHAVLGAFTKYPCLARDGALGKAAPYIGRKKFGAFEAEAAHLEEMARSTGLIPQDGGWVR
HPLAFLVEAADNICYNILDLEDAFTSGVLPFGEVETLLRGLIEKDVQREEGAADARYDAEHVGKLRADAVGALIRASVAA
FLDHHDEILAGRFSTELTDVFALKEAFAAISEVANDRIFPSSRKIELEVAGRDLIFALLDRFHAVIEGLADHGWDAAAMA
EKKPYLRKLVTSAGMDLRDVCDPYSGLHALTDFVSGMTDRYAVKMARPLGL
>ANB39918.1 hypothetical protein A6024_07680 [Rhodovulum sulfidophilum]SNK001
MPRRGRLWGELVLFYVCTPLAIAVFMPPQALFPVLLSLTAVGLGLLSHTEGFRWSELIRGLRGIDPWLVLGFAVVTTVIV
GTLTVLVVPQDALALVRGNPLLLASILLLYPPLSALPQEIVFRVLFFRRYGPILPGLRTAIVMNAALFSLAHLMYWNAVV
CGLTFLGGLVFAWACEARRNFPLAVILHAVAGWILFTGGLGVLFHAGNAVRPF
>ANB39919.1 Hly-III family protein [Rhodovulum sulfidophilum]SNK001
MQRVPEHPRDYSPTERFSDAIVHVTGLAAVAIGVPTLVVLAILIRGDTPAILGITVYGVALCAMIGFSALYHMVRHPNWT
PIFRRLDHSAIYWKIAGTYTPFTLLSGHGAALLAGLWAAAMAGTGLRVLAPYRFRIVNLVLYPMMGWAGVVAGWSMFASL
SAPVLGLAIAGGALYSVGMIFYLWERLPYHNTIWHVFVLIASMLFFAAITTHVVQTA
>ANB39920.1 elongation factor 4 [Rhodovulum sulfidophilum]SNK001
MTELKYIRNFSIVAHIDHGKSTLADRLIQLTGTVAERDMKEQMLDAMDIERERGITIKANTVRIEYPAQDGHTYVLNLID
TPGHVDFAYEVSRSMRAVEGSLLVVDATQGVEAQTLANVYTAIDADHEIVPVLNKIDLPAAEPDRVKEQIEDVIGIDASE
AIEISAKTGLGIPDVLEAIVKHLPQPHEGERDKPLKALLVDSYYDPYLGVVVLVRIIDGVLKKGDRIRMMRTGGVYPVDR
IGVFRPAMQNVDELGPGEIGFLTASIKQVRDTRVGDTVTTEKKGCEAPLPGFKPSQPVVFCGLFPVDTNDFDDLRDAIEK
LALNDASFTYEMETSAALGFGFRCGFLGLLHLEVVRDRLEREYGIDLITTAPSVIYKIHMKDGEVRELHNPADMPDLTYV
DHIEEPRIKATILVPDEYLGDVLKLCQDRRGEQLDLTYAGSRAMAVYDLPLNEVVFDFYDRLKSVTKGYASFDYQISGYR
TDFLVKMQILVNDEPVDALSVMVHRDRAEMRGRAMCEKLKELIPRHMFKIPIQAAIGGRVVARETLAALRKDVTAKCYGG
DATRKKKLLEKQKAGKKKMRQFGKVEIPQQAFINALKMDD
>ANB39921.1 hypothetical protein A6024_07735 [Rhodovulum sulfidophilum]SNK001
MQEHRTEIRSAAVTETAPQGAVLRGLDKLSGDTVDLTLAPGETGQVWRLKVTLDECRFPADNPASDAFAHLDISDPSRGS
HLFSGWMIASSPALNPLDNARYDVWVLRCRSS
>ANB39922.1 Zn-dependent hydrolase [Rhodovulum sulfidophilum]SNK001
MTSPGENLRINGDRLWDSLMEMAKIGPGVAGGNNRQTLTDADAEGRALFSRWCDEAGLSMGVDQMGTMFATRPGEDPDAL
PVYVGSHLDTQPTGGKYDGVLGVLGALEAVRTMNDLGIRTRHPIVVTNWANEEGARFAPAMLASGVFAGVHSLDYAYSRQ
DLEGLSYGDELARIGWKGEEEVGARKMHAYYELHIEQGPILEAEGKEIGVVTHCQGLWWLEFTLTGREAHTGSTPMAMRV
NAGLAAARIFEMVQEVAMAAQPNAVGGVGQMQFSPNSRNVLPGTVVFTVDIRTPDQAKLDRMRAEIETRAAAICADLGVG
CSVEPVGHFDPVTFTPDLVGAVRNAAGKLGYSHMDIVSGAGHDACWAAKVAPTTMVMCPCVGGLSHNEAEEISKDWAAAG
ADVLCHAVLETAGIVD
>ANB39923.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MTRPTLTRRGVIKTGAYAGAGLALPTIFTSRARAFTNAPTGSTVKFGFNVPQTGPYADEGLDELRAQELAIEHLNGMGDG
GMLNTFSSKALDGTGILGKQVDYVTGDTQTKSDAARASAKAMIEKDGVVMINGGSSSGVAVAVQGLCQEAGIIFMAGLTH
SNDTTGKDRKKNGFRHFFNAYMSGAALAPVLEKAYGTDRRAYHLTADYTWGYTQQESIQASTEAIGWETVNNVLTPVGAG
DFSSYIAPVLNSGADVLVLNHYGGDMINSITQAVQFGLRDKQVNGKNFEIVVPLYSELMAEGAGDNIKGVYGSMNWNWQL
SDPGTKAFVKSFGEKYGRPPSNSAHTCYVQTLLYADAVARAGSFDPCAVAEALEGFEFDGMGNGPVLYRAEDHQCFKDVL
VMKGKDNPSTKYDILEIVEVTPVDHVTYPPDHPMFGGAEATLGQCNNGA
>ANB39924.1 sodium:solute symporter [Rhodovulum sulfidophilum]SNK001
MAFDMLVAICLVYVALLFGVAFLAERRGARGSNGWLRSPVIYTLSLSVYCTAWTFYGAVGYAARSGLEFVTIYLGPTLVL
IGWWWTLRKLVRIGKTQRITSIADLISSRYGKSNLLGVIVTLIAVVGTTPYIALQLQSVTLSFAVFAAAGTNGPWQPTDL
KAAAFSVAVGLAVFTVIFGTRNLDANERHHGVVTAIAVEAAVKLVALLAVGLFVVWGIGGGAQATLARIEASPLAGMPLA
PGRWIGLTFLAGAAILTLPRMFQVLVVENEDERHLATAAWAFPAYVFLMSLFVVPIAAVGLAEMPPGANPDLFVLTLPLA
RGQDGLATLAFLGGFSSATSMVIVAAIALSTMVSNHIVMPLFLHWTRAGATMSGDVRNLVLRSRRLSIGGVLLLGYLYYR
LTGGSEALAEIGLISFAGVAQFLPALLGGILWRGATRAGALAGLTLGFALWAYTLFLPSFGEGAVMSASLLADGPWGIGW
LRPQGLFGLDGLDPLVHAVVFSMGVNALAFTLVSMLDFPGPMERLQAAQFVNVFDHSPSGQGWSQGRAEAEDLLLMAQRI
LGADDAQRLFQRAAVDQGKQGYLPDTTPEFLQRLERRLAGSVGAATAHAMVGQIVGRSSVSVEDLMKVADETAQMMEYSS
QLEAKSEELSRTARQLREVNEKLTELSVQKDAFLSQISHELRTPMTSIRAFSEILMENGDLPPERLVDYSRIIHQESMRL
TRLLDDLLDLSVLENGQVSLHPQPVSLSDLLDRSVAAAGGGSGRAPMTIRRDPAAERVALVTDGDRLSQVFINLVTNARK
YCDAAEPELTISVTEEEGAVAVDFVDNGSGIPERSQSIIFEKFSRLTDPRKAGGAGLGLAICREIMGRLGGAIVYLPGQG
GAAFRVTLPRGCAEAA
>ANB39925.1 hypothetical protein A6024_07855 [Rhodovulum sulfidophilum]SNK001
MMWLDKEFAAAPQPGIETLAVLAQAGFRSVICNRPDEEVAADASAAAMEAAARAAGLGFAAIPVRHAPITPAMIAAQTEA
MGALPGPVFAYCRAGFRSSVIWALAQAGRKPTADIMAALERAGFAMPGLEAQIEELATAR
>ANB39926.1 5-aminolevulic acid synthase [Rhodovulum sulfidophilum]SNK001
MTRGVGLGLALGLGAALTASAAPVDGKDARKLVFKPDGAEVAVVDLPFLSETDRKTLVVVGAQQPYYGAIAVAPTEGLRS
KATLAAANYHDVDAARVAALRRCDAARKPEGAPCVIAAEIRPKGWEPRALQLSADATDGLRSEYGRRGGPRAMAISPSTG
RWAVIKGQGAASRALEACADQSGATDCRIAVEDR
>ANB39927.1 peptidase M48 [Rhodovulum sulfidophilum]SNK001
MTGPARGLIGLALALILSFAPAASRAQSLIRDAEIEYALKRLTQPLAVAAGLSPERVRVMVLRDSSLNAFVLDSQTVMVH
SGLLLRLESAAELQAVISHELAHIANGHITRRLSNMRSAGSAAAMGMLMSLAVAAAGHADAGAGIAMGSSSTAQRLFFAH
TRAEEASADQAGARYMARAGISPQAMVKVLEIFRGQEALSQSRQDPYIRTHPLNADRLRNARGYASAYSGAVQSDTQADY
WFARARGKLGAFLQNPRYTLRRAEKDKTAVGMMRRAVAWHRTPDARRAMAEIARLEAARGSDPFVQELKGQILLESRQFG
PAVQAYARAVQMAPKEPLILAGYGRALLALDRPAENRKALAALEKARARDPRDPRMLRDLAVAYARTGNNGMASVATAER
YAVAGRMKTAAVHARRAEGLLPRGSPGWLRADDILAAAEKLKQR
>ANB39928.1 metal ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRTIRKVAPYLWPQGQGWVKRRVVLALAALLLAKVVSVGTPFLYKAAVDSLTGEARNDTLLLAVGAVGLTVAYGMARLMN
TGFQQLRDAIFSRVGQRALRRLALETFTHIHRLSLRYHISRKTGGLSRVMERGVKGVEFLLRFLLFSIAPLVLELAMVGV
VFALAFDLWYLAVVAAVITVYVKFTFVVTDWRVKIRRRMNDQDTDANQKAIDSLLNFETVKYFGAEAREAERYDRAMEGY
EEAAIKTSYSLALLNFGQALIITAGMIAVMVMAALGVQAGKLTVGDFVMVNAYMIQITMPLNFLGAVYREIRQSLIDMGD
MFALLEQPAEVTDRPDAAALKVTGGAVEFRDVRFGYDPGRPILKGVSLSVPAGRKVAIVGPSGAGKSTIGRLLFRFYDVT
GGAVAIDGQDLREVTQDSLHRAIGVVPQDTVLFNDTILYNIAYGRPGASPAEIEAAARAAKIHDFVTSLPKGYQTLVGER
GLKLSGGEKQRVGIARTLLKNPPILLLDEATSALDSETEAGIQSELKAMGEGRTVIAIAHRLSTIVDADEIVVLEDGQAV
ERGTHEALLVHGGRYAAMWQRQQAGEDGDIAAE
>ANB39929.1 heme ABC transporter ATP-binding protein CcmA [Rhodovulum sulfidophilum]SNK001
MELVARDLACARGSVPVLEGVSFTLAAGQALMLRGPNGSGKTTLLRTLAGLQPPLEGSVSAPPESIAYAAHADGLKATLT
VSENLTFWSRIFGQSDIGPALEAFDLGDLAGRPAQNLSAGQKRRLGLARLLVTGRPIWMLDEPTVSLDAASVAQFGRAVR
GHLDRGGAALIATHIDLGFEAALLDISTFRARPRRIDSFDEAFA
>ANB39930.1 thiol:disulfide interchange protein [Rhodovulum sulfidophilum]SNK001
MLLPPVLFAGLAALFFIGMARDDPDALPSMLIGKPAPALALSDLAGQGPFDAATLADGKVKLVNFWASWCAPCRQEHPEL
ETLAGTGVEIYGINYKDDPTKAMRFLDELGNPFVALGADPSGRTAIEWGVYGVPETFVIDGEGTVLLRNPGPLTPAIVEA
EIRPLLDNPPATSN
>ANB39931.1 hypothetical protein A6024_08145 [Rhodovulum sulfidophilum]SNK001
MQSFGAPIAPHGLTSRQKAAIIVRLVLNEGIDLPLHSLPASVQTDLADEIANMRYIDGNTLQGVIEEFLMEIEQFGLSFP
GGIDEAMRLLGDHLSPEAAAAIRARFGGERGGDPWATLSELPPDRMTELLLAESPEIAAVALSKLPSPIAATILGRMPGP
EARRIAFAISRTAEVPPAAVTRIGRALADRINSAPEPAFELAPETRMGAILDVAPAATREDVLQGLRETDAELAEKVRQA
VFTFADIPDRLDERDVPALTRAIEQTKLITAMAGADGRTGPAVEYILANMSQRMANQIRDEINERDAPGAEEAEAAMSEV
IGAIRNMEAAGEIKLRKPSKTA
>ANB39932.1 UDP-N-acetylmuramate--L-alanine ligase [Rhodovulum sulfidophilum]SNK001
MNAATKLPTDVGPIHFVGIGGIGMSGIAEVLLNLGYRVQGSDLKASKITDRLAGLGATVFEGQREENLENAEVVVISSAI
KPGNPELDAARRRGLPIVRRAEMLAELMRLKSNVAVAGTHGKTTTTTMVATLLDAGGLDPTVINGGIIHAYGSNARMGAG
EWMVVEADESDGTFNRLPATIAIVTNIDPEHMEHWGSFEALRQGFYDFVSNIPFYGLAVCCTDHAEVQALVGRVTDRKVI
TFGFNAQADVRAINLRYETGKAHFDIALQAEEMVIEDCTLPMPGDHNVSNALAAVAVARHLGMKADEIRAALEGFAGVNR
RFTRVGEANGIAVIDDYGHHPVEIAAVLKAARQATEGRVIAVHQPHRYSRLHSLFDDFCTCFNEADVVGIAEVYAAGEEP
IQGATRDDLVAGLIRHGHRHARAILSEDDLVRLVREQAGPGDMVVCLGAGTISAWANNLPARLSE
>ANB39933.1 cobaltochelatase subunit CobS [Rhodovulum sulfidophilum]SNK001
MRTLRICFKTASDRTSDGVMMNDVVKPTEEISVREVFGIDTDMIVKGFEAPTDRVPDSDPTYKFDPDTTLAILAGFTHNR
RVMIQGYHGTGKSTHIEQVAARLNWPCVRVNLDSHISRIDLIGKDAIKLKDGKQVTEFQEGILPWALRNPCAIVFDEYDA
GRADVMFVIQRVLEVDGKLTLLDQNEVITPHPSFRLFATANTVGLGDTTGLYHGTQQINQGQMDRWSLVATLNYLSHDAE
TAIVLAKCPHYNTDKGRKTINHMVTVAELTRTAFMNGDLSTVMSPRTVIAWAQNAEIFRNVGFAFRLTFLNKCDELERQT
VAEFYQRLFDEELPESAASMSLG
>ANB39934.1 aspartyl/glutamyl-tRNA amidotransferase subunit B [Rhodovulum sulfidophilum]SNK001
MLDLTFEPPKPKVISGAKADWELVIGLEVHAQVASKSKLFSGASTGFGAEPNSHVAFVDAAMPGMLPVINEFCVAQAVRT
GLGLKAEINLVSAFDRKNYFYPDLPQGYQISQLYHPIVGEGEVIVDMGPGVARRVRIERIHIEQDAGKSIHDMDPNMSFV
DLNRTGVALMEIVSRPDIRGPEEAAAYVGKLRQILRYLGTCDGNMQNGNLRADVNVSICRPGAYEKFRETGDASVLGTRC
EIKNMNSMRFIQAAIEYEARRQIAIVEDGGSIDQETRLYDPDKGETRSMRSKEEAHDYRYFPCPDLLPLEIEQAWVDEIA
ASLPELPDEKKARFVADFGLTEYDASVLTADVESAAYFEAVAQGRDGKAAANWVINELFGRLKKDDRDITDSPVSPDQLG
GILDLIAAGDISGKIAKDLFEIVYTEGGNPAEIVAERGMKQVTDLGAIEKAVDEIIAANPAQVEKAKANPKLAGWFVGQV
LKATGGKANPQAVNEIVARKLG
>ANB39935.1 Fe3+/spermidine/putrescine ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MGNSARPRVTLQTSDRNPRLEIRHIDRIFGGRKVVDGVTLQVLPGQVTCLLGPSGCGKSTTLRIIAGVDRQDAGEIRIDG
QLVCDTVFRLPPERRSVGLMFQDFALFPHLSVAENVAFGLTGPKAARRARVEALLERVALGRFIDAFPHELSGGEQQRVA
LARALAPRPKIMLMDEPFSGLDNRLRDEIRDETLQVLKEEGAAVLLVTHEPDEAMRMADEIALMRGGRIVQQGAPYNLYN
APVDRAAAAFFSDINVIRGRVRNLLTETPFGKFLTPGMEDGAEVDIIIRPQHLRIDFDRNGRGPNPTPEEGVAARARVQR
ARFMGSESLVEFRMDHDGSVLKATVPAVFLPAPDTAMWLTIRRDRCFVFPASGQDGDGRQI
>ANB39936.1 ribonuclease BN [Rhodovulum sulfidophilum]SNK001
MFRVWRGMDERNVALIAAGVAFYSFLSIFPALAALIAIWGFLADPTVIQDQLSMASELLPAGAYEVVQRQVEALVGTSSS
TLGWTSLVSILLAIWSARAAVAGLIRGLNAIYGEKNRGNPIVRIALAVALTAVLIFVALLAFSAVVLIPAVLAFVKLPAA
IELPITLLKWVLMLGVAFLAIALVYRYGPNRRSARLQWVTPGAVFAVGAWALGSVALAAYMRSFDRLNEVYGSLGAVVAL
LFWLYLSAAVTLIGAALNAELELLTRCDSTTGPERAEGERGAHVADHVRDETGTLNGKAPSSEAGRGAGEASGMT
>ANB39937.1 2-dehydro-3-deoxyphosphooctonate aldolase [Rhodovulum sulfidophilum]SNK001
MVAVSASDETIRTAELVTIERMVNHLPIFGAYDQDRIRIVAQTVFDLFSEYDGLDALFGLVNEALPEKLNETAYVLACDV
AAADGRLGETELRLLEEIRYELNIDRLAGAAIERAARARHMVL
>ANB39938.1 hypothetical protein A6024_08595 [Rhodovulum sulfidophilum]SNK001
MLAAFAATTTATAPPPVAAGTAARQDGVLQAEILPGWQTAHGTYMAGLHLRLAPGWKTYWRAPGDAGIPPSFDWRGSANL
AAVKIHWPRPRVFSSNGIRSIGYVADVVLPIELTPADPERPMELRARIDLGVCQDICMPMELRLDRRLPDAGPAEPIRAA
LASQPLDARTARVGRVTCEVAPISDGLRLTARIEVPPLGDTETAVFELPDPTIWVSQTELARQGGTLVARSDMVPADGTP
FALDRSALRITLLGQDRAIDIRGCDAAR
>ANB39939.1 acetyltransferase [Rhodovulum sulfidophilum]SNK001
MTIRDFRPGDSAMLASIFHEAVHAVGSRDYSPEQVAAWSPAPVPAEQFLTRISDGRSVFVAVTGSDAPIAFIELEQDGHI
DCFYCSPEFVGHGVGKALYQRLEAAALAMGLSRLHVEASEAARRFFLGQGFTLLKRREFERNAVMIHNYLMEKTLR
>ANB39940.1 redoxin [Rhodovulum sulfidophilum]SNK001
MLRSLVLYIALGLCANAAHAADIATLEAMREGSMKKLVLHAEPRAIPDAVLLDETDAERSLDEYRGRWVVLNFWGTWCPP
CLAEMPTLDSLAATMGSDRFAVVTVATGRNPPQAIDRFFDDKQIAHLPKWRDRSSGLARGMGIMALPVTVILDPEGREIG
RLMGEADWNSPGAKALLGRLIEGS
>ANB39941.1 argininosuccinate lyase [Rhodovulum sulfidophilum]SNK001
MWGGRFAAGPDAIMEAINASISFDKRLAPQDIAGSRAHAAMLAATGILTDTDAETIREGLLTVLSEIEDGSFAFSTALED
IHMNVEARLKEIVGEPAGRLHTARSRNDQVATDFRLWVRDQADAAIDGIGRLIRALLVQAEAGADWVMPGFTHLQTAQPV
TWGHHMMAYVEMFARDLSRFTDARERMNESPLGAAALAGTSFPIDRHMTAEALGFARPMANSLDAVSDRDFALEFLAAAS
ICAMHLSRFAEELVIWSSAQFRFVALSDRFSTGSSIMPQKKNPDAAELIRAKIGRIFGANVALMTVMKGLPLAYSKDMQE
DKEQVFDAADNLMLALAAMEGMVRDMTANRPALEAAAASGFSTATDLADWLVRELGLPFREAHHVTGTLVAMAEKKGCDL
PDLSLAEMRSVHEGIREDVFGVLGVHNSVASRMSHGGTAPEQVRTQIARWKDRLG
>ANB39942.1 cysteine synthase [Rhodovulum sulfidophilum]SNK001
MAEDSIRKTTGRGRRFDSVLDTIGDTPVIRINNLGPNHVTLYVKAEFFNPGASVKDRLALNIIEAAERSGALKPGQTVVE
ATSGNTGIGLALVCAQKGYPLVITMAESFSVERRRLMRMLGAKVVLTPKADKAMGMYRKAQELAEKNGWFLAHQFETGAN
ADIHETTTAREILADFEGERLDYVVSGYGTGGTVTGIARALRRERPETKIILSEPADAALIASGRAQKRNAEGEADESHP
AFHPHPIQGWTPDFIPLVLQEAIDQGFYDELIPVEGPEAQKQARALAAKEGILTGVSGGATVAVALQVAETAEPGSVILA
MLPDTGERYLSTPLFEAVGAEMNDEEKAISASTPGFQIG
>ANB39943.1 cell division protein FtsX [Rhodovulum sulfidophilum]SNK001
MRQRARLLVSALSSDPEASRVVPPTGFTARLTLFTAATMAFLAVFALALSMASGRLADRWADALARTATVRISAPPGQMG
TQSEAVLQILRTTPGIASARAMSDIEQRQLLEPWFGPDLPVETLPLPRLIEVTETRAGVDAEALRLRLAAEAPGAVLDDH
TRWRQPLVRAAGRLRLLGWTAMLLIGASMAAMIALAANAALAANAQVIGVLRLVGARDAFIARAFVRRFTRRTLEGAALG
TLAGMGAVALLPGDGPDGFLTGLGFSGPQWIVPLLLPVLAGAIGFAATRWTAMRMLRRIT
>ANB39944.1 iron ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MRTALAATAAAATLAPTAQADVNIYSYRQPELIQPILDAFTEDTGIATNIAFLNKGLVERLQAEGARSPADIILTVDVAR
LAAAVDAGVTQAVDSDTLVEKIPAAFRDADNHWFGVTTRARIVYAAKDRVDPSEITTYEELADPKWKGRICTRSGTHAYT
LALVAAMIHHHGEEAAKTWLEGVKANLARKPQGNDRAQVKAIWAGECDLSLGNTYYMGQMLKDPEQEAWAKSVNVLFPTF
EGGGTHVNISGIAMTKAAPNREEALQFMEYLTSDHAQEIYAEVNYEYPVVPGTEPSDLVKSWGSFTADDVNLIALSRDRA
AALRLVEEVDFDG
>ANB39945.1 LPS export ABC transporter permease LptF [Rhodovulum sulfidophilum]SNK001
MPRFDRYLLAQLTVLFGFFALVLVSVYWVNRGVSLFDDIIGDGQSALVFLEFAALTLPNVIRLVLPIAAFAATVYVINRL
TNESELVVMQALGCSPWRLARPVAIFGLLVAIPICILTHFLVPASRAQLDLRQAEISSDFTARFLSAGQFLHPAGGITVF
IRDITRSGELKQIYLSDATSPGTRVTYTANRAFLVQSDDGPKLVMVDGMAQWLREEDRRLSIATFDDFAYDISALIGSAR
IRRPSLDVMSTRDLLFPSPELIEAAGKPKAVFLYEGHARTAQGLLAVAGALIGYGALMVGGFSRFGLGRQIGLAITLLIA
VNFLNNTAAGFAQRDESYWPVTYLPPLAGIGIGLGLIWLSAMRHRRRRPRQERPA
>ANB39946.1 hypothetical protein A6024_09255 [Rhodovulum sulfidophilum]SNK001
MAEIAAAQPPFARLLGLSLVSAAPERVVADLVVTEDLTNRNGTLHGGAIMAVADNLGGTATFLNIDLEAGEGTSTIESKT
NFFRTVALGDTARCETVPLHRGRSTMVWQTTITRGDGTLAANVIQTQMVLRPRG
>ANB39947.1 hypothetical protein A6024_09350 [Rhodovulum sulfidophilum]SNK001
MTGAAAAAGLFASVAAGSAQAAECAENRVDLRGDWGTARFTVELADDEAERALGLMNREHLAGSAGMLFIYPGPRRVAFW
MENTLIPLDMIFLDAAGRVRRVAADAVPLDRTPIDGGPGILAVLEINGGLAARLGIAPGTELRHPAFGPDAAWPCN
>ANB39948.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDVIQAENMLRHAESASSFLKALSHEGRLMILCHLSTGEKSVTELETLLSSRQAAVSQQLARLRLEGLVSYRREGKAIYY
SLADEKARRLLELMHDMFCNARAPAQASAARPGD
>ANB39949.1 sulfite dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTDRPGAPTRRGFLKAGLAGGGALVAGKAAAEGPDPLITETQPWAQMWGDGVDVTPYGMPIEYESDVIRRNVDWLTADTI
SSVNFTPIHALDGTITPQGCAFERHHSGAIDLPKEDYRLMINGLVETPLIFTYADLERFPRVNHTYFLECAANSGMEWAG
AQLNGAQFTHGMIHNMEYSGVPLRTLLEEAGVKPEGKWIYVEGADASSNGRSIPLDKALDDCLVAFKANGEALRKEHGYP
VRLCVPGWEGNMWIKWLRRVEVTTEAIQSREETSKYTDTLADGTSRKWTWAMDAKSVITSPSPQSPITHGPGPLVITGLA
WSGRGAIERVDVSLDGGKSWQTARLARPGQKMALARFYLDIDWDGSEMLLQSRAMDDTGYVQPTKNALREIRGLNSVYHN
NGIQTWWIKTSGEAENVEVS
>ANB39950.1 phosphonate metabolism transcriptional regulator PhnF [Rhodovulum sulfidophilum]SNK001
MTPTALWRSIAATLRNEIAAGSYRPGDKLPSEADLAHRFGVNRHTVRRALADLAGARLVQARRGAGVYVAARPTDYPLGR
RVRFQQNLAAAGQNAERKALLHATRAADRREAEALELSDGAPVHVYEGISLADGSPLALFRSVFPAERFPDLPGALAETA
SVTAALARAGVTDYTRASTRITAKRASPTQALHLELRPGDPILRSVSVNVDTAGRPVEYGRTWFAGDRVSLIVTDDPPED
>ANB39951.1 urease accessory protein UreF [Rhodovulum sulfidophilum]SNK001
MATDGQILRLAQWLSPAYPVGAFAYSHGLEAAVASGAVGDGAALQDWLADILRFGAGRSDTIFLKAAHEARPEDLPRIDA
LACAFQPSAERRTETTAQGAAFAQVTSAVWPGDLPAFAYPVALGRAARLHDLPLGLTARMYLQAFVSNLVLAGIRLIPIG
QTEGQRVLTALQPLCEEVAEAALTETLDDLAGTTFLADIASMTHETQYSRLFRT
>ANB39952.1 cobyric acid synthase CobQ [Rhodovulum sulfidophilum]SNK001
MLDPAPPRRARSLMLQGTSSDVGKSLLVAGLARAYARRGLKVAPFKAQNMSNNAAVAADSDLPPGPDGTAPKGEIGRAQA
LQAQAAGLPPSIHMNPVLLKPQAMVGSQVVLRGRPLGNWPARHYHKLKPQLLPAVMDSFNRVAAEADLVLVEGAGAGTET
YLRKSDIANMRFAEAADLPVVLVTDNDRGGAMAAVVGSWCLHSEAERARIAGYLVNKFRGYFSLYEPACETITATTGWPF
LGVARWFEGAGRLPAEDALALERPASGAGQGLVIAVPHIARMANFDDLDPLSAEPGVDLRWVRPGEPIPAEADLVLLPGS
KTTRPALDSIRANGWDIDILAHLRRGGRVLGICAGFQMLGHRVHDPEGIEGPPGETEGLGLLDIETTIGGDKRLVEIAAE
DAISGTRVTGYEMHMGVTRGPGLERPWLRLDGRAEGAVSADGRVMGGYLHGLFGADGFRRHWLTAMGGRASGLDHAARVE
AALDALADQLEHDLDLDALLALAR
>ANB39953.1 nickel transporter [Rhodovulum sulfidophilum]SNK001
MFHGNLVTAALALTLVPGVAAAHFQLAYTEESLIDAPGDVPVKLIFWHPQESGPVMDMGEPLEFYAIHRGERIDLKPTLS
QTVFHGPLNEAVAWDGSLPVKRMGDYVLVTVPAPYYEESEDIFIQQITKTYVNRGQMPTDWDGPQGLKAEILPLVKPYNV
IAGSTFTGRVLSEGAPVAGAEIEIEYMAAEPDMETDAPKPAIAGPMPGGAIVAVSDENGYFTFGVPKAGYWGFAALGVGP
DTEYEGKELSQDAVLWIRAFDLK
>ANB39954.1 cobalt ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRPVFLTLALVLAPLPALAHKVIAAVYADGALIEGEVGFSNGDMAADATVAVSDPEGNPLGETATDADGMFTFRPSVAVA
HVFHADLGAGHVAEVTMSAEDVAAILDSPAARAAAEAAADTGGIPGAGQAEAASDGGNPSTFPLDAASGTAAVGSSAVPL
TAAPGLSDADKAAVAKIVRDEMRPLRREIAAYREKNDLQSILGGIGYIVGIFGLGFYVAARRRMKG
>ANB39955.1 precorrin methylase [Rhodovulum sulfidophilum]SNK001
MRVAGFGFRAAATEASLADALDRAGGPAGLTALAVPADKAGAAGIAALAARLALPLCPVAGAELTRPATPTRSAHSLAHR
GTGSVAEAAALAACGEGARLLAPRRVSNDRMSTCAIATKDLP
>ANB39956.1 hypothetical protein A6024_09885 [Rhodovulum sulfidophilum]SNK001
MRQASAVPALQPAPPQPAAPASEPEPEPWDEAARALNICNTCGFCTGLCAVFPAARLRPALGAGDLRHLAHLCHDCRSCH
YDCQYAPPHALAVNLPAALAEARAADYAARLPARLPQAVFLLCLLGLPLMALLAIPPERLFAAGAAPGAFYEVIPHALMA
GGAGLAFGGAALVLAIRLWRFWRQTAGPAAQPGIRPLARGLGAALRLTNLGGARGCDGPRGPTGPARRIFHHLLAGGFVL
TGLATLAGAVLHAGGEIAPYPLASAPVALGTLGGIAMLAGLAGLSHRRKRADRRPASARMEAADRDLRRALGIVAGSGLA
LLALRDGPAMGLMLALHLGAVLGLALALPFGKLSHGAYRSLALIRHAAERAARPGARK
>ANB39957.1 damage-inducible protein DinB [Rhodovulum sulfidophilum]SNK001
MARYNRWQNRAMMEEVARLDAAERMAPRGAHWGSIQGTMAHLLWADHVWMSRLDGWEAPHARLEDSAGFVADWSEYRSKR
QITDARISRWSQGLSEADLAEDLSWYSGAAGREMTVPRAICIVHMFNHQTHHRGQISAMLTAAGVLTAPTDLFLMPDLVG
>ANB39958.1 mechanosensitive ion channel protein MscS [Rhodovulum sulfidophilum]SNK001
MAAAVFSHGGAAPAFAQAQSQQEGIDYAQWDRDASRAEKVLAEGKATTPAFDTLRSELVDWRTRFLDAQNINSSRIKTLR
DQISALGDPPAEGESEPKEIAQRRAELTKQLNQAQAPSLKAVEAYSRADGLIREIDQTIRERQADQLLKLGPSPVNPVNW
PAGLIAIRGTLVEVGNEIAANWDNPNARASLRSGLPVTLLFLTLAGLLTVRGRRWMEILSDFLAQRGRGRGRTLFSGIAS
LGQIVVPTLGIVLLAGALKSSAMLGLRSERLVQMLPMLGLTVFTAGWLGGRVFAQLGVSHAILTLPPERRSEGRFNSWIL
GLILALAMLAREAGKVEEYPAEAVAVLTFPILLLAGLMLSRMGQLLLVHVRADTAEGPEERSYRNRVAAFFGRAAIGAGL
IGPLLGAVGYAEAGDFFVYPSILTLALVGFLLLLQRFVTDIYAVLMGRDVEDPENGGDLIPVLIGMILALLALPVLALIW
GARVADLTELWARFTAGYSIGGTRISPTSFLTFVVVFTLGYALTRLLQGMLRSTVLPKTKIDPGGQTALISGVGYIGIFL
AGVVSVTTAGIDLSSLAIVAGALSVGIGFGLQTIVQNFVSGIILLIERPVSQGDWIEVGGVMGIVKDISVRSTRIQTFDR
TDVIVPNADLIAGQVTNWTRQNLTGRVILKVGVAYGSDTRQVEKILMEIGESHPLVMVNPAPLVVFQGFGPDALEFELRV
ILRDINYGLSVRTELNHEIARRFAEEGFEIPFAQRDIWLRNPETLGDRPAARTQQAPGPFLPRQSAEPQPEPLDDLGGDA
DGDGDGGDGPR
>ANB39959.1 integrase [Rhodovulum sulfidophilum]SNK001
MKDHPISQRRACVLIGVDPKTVRRERPPDNPEIREEMHKIAEERRRFGYRRVGILLERKGMIMNEKKLYRIYREEGLSVR
RRRGRKRARGSRTPMPVPLQPNQRWSLDFLSDTFGACRKYRILAVNDDCCRENLALIADTSISGARVARELDALVRVYGK
PACIVSDNGTEFTSKAILKWANENGVEWHYIDPGKPQQNGYIESFNGSLRDECLNEEIFDRLADARRKLAIWRYDYNHVR
PHSSLGNKTPAEARRALEQSEGSAPGALATPETYHYQPQGLSL
>ANB39960.1 hypothetical protein A6024_10120 [Rhodovulum sulfidophilum]SNK001
MNTEHHIIGGTPVEVRWKAIKNLHVGVYPPDGQVRVAAPLSVSLDAVKLAVLTRMDWVRRKQARFLAQERQTRRQYVSGE
THFVFGWPLRLDVIHWDKKVHRIELIGSDRLRYSVPADTTPAVRRRCVENWYKARLREHVAPRLEHWSSHLGVATEAWGI
RPMKTKWGSCNPDKKIVWLNLELAKKPVRAIEYVLLHELAHLISPRHDERFIKVLDDNMPKWRSIRDELNQYPLAAWEDL
QTLAR
>ANB39961.1 addiction module antitoxin [Rhodovulum sulfidophilum]SNK001
MSRATTMTVRVSGALSEFAAANVGEDGAYENVSEYIRDLIRRDKERVEREAFDRLKAELNRAFAAPEDSYKPIPLKNSAL
RPH
>ANB39962.1 hypothetical protein A6024_10190 [Rhodovulum sulfidophilum]SNK001
MDPRYGIPHTVTVTIPFRVAKRGGRKEVQLPLGTNNHSPDYTLIKAVARAYRWRQILKDGDMGTIAELAEHEKISPSYLT
RVMRLTLLAPDIIEAILDGNPPSVGMTEFLEPMTPVWAEQGAALSYEGR
>ANB39963.1 acyl-phosphate glycerol 3-phosphate acyltransferase [Rhodovulum sulfidophilum]SNK001
MPRIGVAGWLRVALRGTALVGLLAIGMALKLTLRLAERPLFGLRRPVTPWITQGVSRAALAVLGLRCRMRGRPMRARGAW
VANHASWLDIFALNARGRIYFVSKAEVASWPGIGWLARATGTVFIARDKREARAQADLFEARLKAGHRLVFFPEGTSTDG
RRVLSFKSTLFAAFFGAGLREILWVQPVTVIYTAPEGEAVAFYGWWGDMGFGPHALKLLASARPGRVELVFHPPLKVADF
PDRKALALACEEAVRSAAPKL
>ANB39964.1 thioesterase [Rhodovulum sulfidophilum]SNK001
MDASALTAFLRSAFPQIGEEFVVEEVAPMQVRVRLAVTERHLRPGGTVSGPSMFALADVGIYLAVLAMIGPQALAVTTNC
SIDFMRKPASGRDLICEARLLKLGRVLAVGDAMIRSEGMEGVVARASLTYSTPPK
>ANB39965.1 hypothetical protein A6024_10390 [Rhodovulum sulfidophilum]SNK001
MEPAATSRKEILRATRHPGRALWKGWAGDHIRNRVETQMKRLKLFGKRIMSRDPHRQTAVIQIRITIMNRCPALRRTETV
A
>ANB39966.1 cyclase [Rhodovulum sulfidophilum]SNK001
MCDICVMTAVKDRMLSRRGFFAGAAGAGLTAAAGLTASAPPAMAQGHAAVTDMTHELSADFPTFFGERQFFWDQKFNFAE
HGFNLAEYRVNEHTGTHIDAPLHFSADGAAVNEIAVETLVAPLCVIDIAARAAEDPDTTLTPDDIRAWIAAHGEIPENAC
VALFSGWADKASGPGFRNADAEGVQHYPGFHAEAAEMLIEETAAASIGSATLSLDPGNSPDFAAHYAWLPSGRFGIECLA
NLDRMPAAGATLVIGAPKHRGGTGGPARIFALV
>ANB39967.1 glutaconyl-CoA decarboxylase subunit beta [Rhodovulum sulfidophilum]SNK001
MTALPDVTWQMAVMWLIVAGLFYLAIYRKFEPLLLVPIAFGALLANLPTEGLVNPPGDGVAGGLFHYISLGVDLELFPPL
IFLGVGALTDFGPLIANPRTLLLGGAAQFGVFATFLGATLLGFSPQEAGAIGIIGGADGPTSIFLANKMAPHLLAPIAVA
AYSYMALVPLIQPPIMRALTTEAERRIRMQSLRPVSRLEKLIFAGLVTVIVILLVPAASALIGMLMLGNVLRESLVTDRL
AKAAQNEVINVVTILLGTSVGITMTGERFLNADTLKILGLGVVAFGIATAAGVLMARAMNLVSRSKINPLIGSAGVSAVP
MAARVSQIEGQRADPGNYLLMHAMGPNVAGVIGTAVVAGYFIAQYAG
>ANB39968.1 hypothetical protein A6024_10560 [Rhodovulum sulfidophilum]SNK001
MPLRDRIEFDEAAARAEAEAAREALTTAETAFEAQGRIARRLGGRVEEGRAVFGFWTPEILDARVPSGDVFLEVLAPLEP
MDLTRAHQEIRFERAWVPVIVEEAHCFTAVTGMRAGSRETLGDFYALAWRDPEGGWHRILDPLAMSLPFGVMAPAELYDV
EAMLAAREDTAYFQAFRGEAPHKFGPPSNILQVHVPTATAGGTLASLTRHYHRLAERVARELPLEPADKLFLGYDAVQLL
PVEPTTVHEAGPDFWQEVDGDEEGVTVSLLRPDTTNWGYDIVISGMATVNPVLLETGRPDELVDFAAQLHNFPGMPKKLI
LDVVFGHADNQGLGALNSHFFAGPNMYGQNLDYQNPAVRAILLEMQRRKVNFGADGVRVDGAQDFKWWDASTQTLRHDDD
YLQSMSDLVQEAAGTRYRPWFIFEDGRPWPEEDWELSSDYRAVIEAQTDEDVFQWGPLTFAHNTPFLYTFWLSKFWRIRE
IVELGAHWISGTSNHDTLRRGTQVSPKLNVNTRLGRTRMEILDKAYDNPANHVLTYVALPGVPMDFLNAMARASWGFIRN
QDDRYGVKVVAEEAISLKWQVDEYSYSVPANFRRLKEMGFETRSDLVRFFEFLPALVEVTEYDLDEIARLLNKAEPPLAG
PEVYTVAALKHMARAWMDDMHEYCNVSTSLPALDADQAAFCLALRGFRRKRPWLAANYAGRDSFDYLRPIAGRTLFTALR
HGPDGEQIYAVMHMEGKPTAEIDPLSLPVPGIGGGGWEVALRTPSIGPDYHGGPITLSDSMALVFSRHLPE
>ANB39969.1 hypothetical protein A6024_10565 [Rhodovulum sulfidophilum]SNK001
MGQALDSLQDDVNLGVTGKALTMPVAILHGDADWIVPKSEWDTPFGAIATDRKRMYLSQTDTHGCPGHFANHEQATDDTS
FFRPLLSLLLLDGVGAEDTLDWRYLWSALDRVIREGARADQLDFDMGQWSDGRPVRPVEVYLSGS
>ANB39970.1 acetolactate synthase 3 large subunit [Rhodovulum sulfidophilum]SNK001
MTQAMTGAKMVVQALKDQGVDVIFGYPGGAVLPIYDELFQQNDIRHILVRHEQGAVHAAEGYARSTGKPGVVLVTSGPGA
TNAVTGITDALMDSIPLVVLTGQVPTFLVGNDAFQEADTVGITRPCTKHNWLVKDPDHLAQTIHQGFHVATSGRPGPVLI
DIPKDVQFAEGTYVGPVKAGHGHYNPKVKGDREMITRLVEAMETAERPIFYTGGGVVNSGEAATQLLRELVEATGFPITS
TLMGLGAYPASGDKWLGMLGMHGLYEANLAMHDCDLMICIGARFDDRITGRVADFSPGSLKAHIDIDPSSINKTIHVDLP
IIGDVAHVLEDLLRIWKSRGRKVNKEALKPWWAQIDEWKKVDCLRYGTSDTIIKPQYALQRLEALTKARKDRFICTEVGQ
HQMWAAQFLGFEAPKHWMTSGGLGTMGYGLPASVGVQVAHPEALVVNVAGEGSWLMNMQEMGTAVQYHLPVKQFILNNER
LGMVRQWQTLLHGGRHSHSWSEALPDFVKLAEAFGAKGLRCSDPADLDDAIAEMLAYDGPVIFDCLVEKHEDCFPMIPSG
RAHNDMLLAADAEAFKEGAALV
>ANB39971.1 LysR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MDWDKLRIFYAVADAGSLTHAGESLHLSQSAVSRQIRALEESLGSTLFHRHARGLILTEQGELLFDATSAMARRLDTAVA
RIRDSVEEVFGELRVTTTTGFGSLWLAKRLPILYQRYPELKIDLMLEEQVLDLPMREADVAIRMKEPSQADLIRLRLMNI
KMRLYATRSYLEARGTPATPEDLSDHRLICQNTSSAQVAAGARLVRELMTYNIPSTLTVNNYFGVLQAVLNGLGIGVLPD
YVTEDHPHLVRVLDTIESHDVPVFLAYPEELRASRRIAAFREFITEQIMEKRQRDKDTPQM
>ANB39972.1 carboxylesterase [Rhodovulum sulfidophilum]SNK001
MMNGALGMLFSGGPTAIREAAEVFRVNAEAADMRDLELRRAVLEEFAHEFAQPRATLFDRLIDGANRLPRPLMALGTVGL
AISAMVDPVWFAARMQGMALVPEPLWWLMGAIISFYFGARYQAKGQDFQRSIAGTMAMAPVVARNLQQLRALSDTAQAVP
DGPQDSGTVPRSQGPNPALDDWRAGL
>ANB39973.1 cytochrome C biogenesis protein CcdA [Rhodovulum sulfidophilum]SNK001
MPRRALIALLLALSLTPVLSGPLRAVEPNEVLADPAEEARAREISKEIRCLVCRNESIDDSNADLARDLRLLVRERIEAG
DSNTEVVDYLVARYGEYVLLKPTATGSNLVLYIAGPAMLLLGLGVAAFYIRSRRGGRDTGSEALNAEEEARLKEILGK
>ANB39974.1 competence protein [Rhodovulum sulfidophilum]SNK001
MPARAMSALLTAVEVRRGHLFPWTPVFLSLGIGLYFTRATEPPLWALWAFAGAAALLALAARRLPELWAPVLIALALVAG
GAALAGARAHMVAAPKLDHRVYGALEGRVLVLDRSSSDAPRITLDRVWIERVPPGETPRRLRVALHGAGGVTAPPPGARI
AMMAHLSPPSAPAEPGGFDFRRHAWFKQIGAVGYANSPAVTLSPPEGGATLLVHRMRTALSEALRARIPGDQGAFAAAIL
TGDRSAMSRDMIQALRDSNLAHLLAISGLHMGLLTGVIFAALRFALALWPRLALRLPVKKIAAAGALAVGAVYLALSGGN
VATERAFIMVAAVLGAVMADRRALTLRAVALAALIVLVLTPESLTRAGFQMSFAATTALIAVFAALRDRPEGGWRPPRWA
QGVLAVVISSAVAGAATAPFGAAHFNQVSQFGLLANLASVPLMGLLVMPAAVAAACLAPFGLAVLGLEPMRWGIAWILWV
AERVAGLDGAVWPVPAPGPAVLPLIALGALWVMLWTGRARVLGLLPILAAFALWSAAQRPALLIAESGGLMGAMGPEGRA
LSKPSGEGFVALSWLENDGDRADQATAFARPGLTGARGEQEAMVAGQRVTLITGRGWAERIAPACARGWVVVPQYVDDPP
AGCRIFERAALARTGALALFPGADGPRLVTARTLAGARLWAQ
>ANB39975.1 repressor LexA [Rhodovulum sulfidophilum]SNK001
MLTRKQLDLLEFIHKRMQRDGVPPSFDEMKEALDLRSKSGIHRLITALEERGFIRRLAHRARAIEIVKLPEALEAKGFRP
VVIEGDRSETPPPSGAMDVTPVHALELPVMGRIAAGTPIEAISEVSHTVAVPGAMLSGRGRHYALEVKGDSMIEAGINDG
DVVVIREQNTAENGEIVVALVEGFEATLKRFRRKGEMIALEAANPAYETRILRSDQVKVQGRLVGLIRSY
>ANB39976.1 ADP-ribose pyrophosphatase [Rhodovulum sulfidophilum]SNK001
MPSHSIPERPIPAAIAVVIRARQVLLVRRANPPDAGLWGFPGGKIDRGETLTEAALRELTEETGISAEPLRVFTAVDAFD
HEASGALRRHFILIAILCRWTAGTPVAGDDALEARWVDLDTLADTGLALSLDVAEVAAQAAMLMQEMQS
>ANB39977.1 cytochrome B [Rhodovulum sulfidophilum]SNK001
MEETGDTRPGAETLQTVQIWDPLLRLFKWSLTISVAAAWGLGMFGPDIMTLHFWFGYAVLGLLAFRLVWGLWGPEHARFK
SFAYGPVAILKYVFGMFRRKPSYWPGHNPLGGLFVFVLLAVLLLQAVSGLFVDPDDYINVGPLAKYVGSETTRAALSFHV
QLGWVVLGLVGLHVAAILFYSKWKGENLVTPMITGRKKVRKKP
>ANB39978.1 heme biosynthesis protein HemY [Rhodovulum sulfidophilum]SNK001
MTLPPRVTERAYARLSEIGAAKQGKALRIAVEGGGCSGFQYAITLDDPAEDDLVLEGAGEKVVVDSVSLPFLQNATIDFS
KELIGAKFVIENPNATSSCGCGTSFSI
>ANB39979.1 hypothetical protein A6024_11200 [Rhodovulum sulfidophilum]SNK001
MRLFLRDTSGAVTVDWIVLTAAIIGTCIAIFASIQSGAVGMGDSVRAALDAAGVVELDDFGRDD
>ANB39980.1 hypothetical protein A6024_11215 [Rhodovulum sulfidophilum]SNK001
MPDATFLPDRYDRAILRIIAAEGRIPVAELGRRIGLSKTPTQARLRRLEAEGIVTGYRAMLSPIRLGLAHVAFVELRLSD
TREAALRAFNAAVRAIPEIEECHMIAGGFDYLLKVRTADMAAYREVMGERISALPHVANSSTFVAMEAVKEVAFATVPEP
>ANB39981.1 hypothetical protein A6024_11225 [Rhodovulum sulfidophilum]SNK001
MLTVREIKAAPAGRYGDAGGLSLIKTRQDSGKWNFRYSFLGTRRNMGLGSWPEVGLADARRERDRWAAVLRAGRDPITER
KEERAATKAQRDKTDPTFAEMAQLVFEARKATLRGGGERGRWFSPLERHVLPHIGKMRVSEITPQDIKGALAPIWRTKFP
TAEKALQRTRIVLHEGRLMGFGCDPFSAEAAQRMLGAVIHTPKHIPATPWQDMPALYARLNAGTVGHECLRFMMLTLVRY
MGCAGARAAEVDGDVWTVPPERMKGTLKHVREFRVPLTDPALAIVQRQKEAFGDILFTGGRSAPITSAAIEKALRVLKED
GRPHGFRSSFRMWVQDTDACSFDVAETILGHTVGGRIERTYARSDLLERRRPVMEAWARYVTGSAENVVSSGSSADR
>ANB39982.1 nuclease [Rhodovulum sulfidophilum]SNK001
MVRLCKGHNIRAEITDEDEYGRTVAKCFLPDGRDLSEELVKQGLAIDWPKFSGGKYRDLEVAGIRKKLWLADARQKGRKH
VWEKFDAKKNGERKEK
>ANB39983.1 trigger factor [Rhodovulum sulfidophilum]SNK001
MQVTETLKDGLKRGYTITVTAAELEAKVNEKLAEAQPQIEMKGFRKGKVPMPLLKKQFGERLMGEAMQETIDGAMSSHFE
ETGDRPAMQPEVKMTNEDWKPGEDVIVEMSYEALPEIPETDLKAIKLEKLVVEPAEAEITEALEKLAGTAQTYADRRKGS
KAKDGDQVIIDFVGKLGDEPFEGGSAEDYPLVLGSESFIPGFEAQLVGAKAEDDITVTVTFPENYGAENLKGQEATFDVK
VKAVKAPKPAEIDDELAKQFGAEDLDGLKTQVAERLKTEFGGAARAVMKRALLDELDTAVSFEVPPSLLDAEAGQIAHQL
YHEEHPDDHGHDHGEIEPSEEHLKLAERRVRLGLLLAEIGRKAEVTVSDNEMTQAVMAQARQFPGQERQFFEYVRQNQAL
QQQIRAPLFEDKVVDYVFELAEVTEKPVSKDELQAAVEKLEEE
>ANB39984.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALNRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFLLSINDRPEIRDLFGAFLIEEVR
LTYSVSKGGATPARELIIANREVRVGLV
>ANB39985.1 hypothetical protein A6024_11560 [Rhodovulum sulfidophilum]SNK001
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>ANB39986.1 hypothetical protein A6024_11615 [Rhodovulum sulfidophilum]SNK001
MPYERAAFGSGWTDPDGNCLDTRAELLADLSTVPVRLAPSGCSVRHGRWFAPYTGQVITEAGDLDIDHIVPLRYAWGHGA
ASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELVALTGRLCG
A
>ANB39987.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALNRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFLLSINDRPEIRDLFGAFVIEEVR
LTYSVSKSGATAARELIIANREVRVGLV
>ANB39988.1 capsid protein [Rhodovulum sulfidophilum]SNK001
MPKGTAPKGTAAPLPLSVPKAVIGTPRMEAAGSVDRLLADVKAELGRIGDDVRRTAEDALSQARASGDVSAEVKASADKL
LSEFHTLSGAQQKLEGKLEALETRNLDLEQAVAEGGRGRASAAMTVGQEVAADDSLRAYVAGGLQGSVVLRPKNAITTAT
GSAGGLIWPTEERGAIGLPRQRLPVRALLMQATTDSNMVRYARQTKRETGAAMTAEGAAAPVSSYGWSQADAPVRKIIHV
THISDEALADAGQLQAEIDGELRYGLDLEEEAQILAGDGAGQNLTGLITVATAYAAPEGLPDETRIDRLRLGLLQVALAN
FAANGITLNPIDWAAIELLKDAQGRYIFGNPNEQATPRLWGLDVIPTLSHSAGEWMCGNFQMAATLYDRQEHEVLISSEH
GNNFIEGMKTMKGSKRLALANKRPAALVTGGFTFA
>ANB39989.1 hypothetical protein A6024_11770 [Rhodovulum sulfidophilum]SNK001
MKETAEDEAVREKTYRVVADELRGFIERFETLAEEKAAIGDQQKAVMAEAKARGYDTKALRRLIALRKRHAEDIAEEEAV
LQLYREALGM
>ANB39990.1 branched-chain amino acid ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MPSKPASGTELSSASGVDEPPRSPARRSALKTLAAAAGGASLPLWARYAEAQSAAPIRIGFQMHATGIGAAYGRWYNRTT
EAALRLINEAGGINGRPVELVTEDDGTDPKRGAEVVEKFATQHRCDVGYGTLFSHVVMSSAPRAGELKLPYFVVSEGHHV
ASGALNRWTLQPGITDVKSQVLAMAPFVRENLGRKVTMIFPDYAFGHDHRDFFTQAIEAQGGEVVAKLAIPPSETSFTKY
FPKIPRETEVIYHVMVGPSVLTFVKEMGEFFGPSRPEIFGFIDSLEAVDLQSPGLEFLEGTYFWEGMPRYAQPDQTDFDR
HYRAAIGIDENGALAADPRDVSAYAHMFGCWETLYVIKAGMEACGYRGPDDRAALVEAVEAMSTMPLSNEHPQGAKIFNG
KTHQVFGPQYISKVENGRLTVLEETPIEAGFYPDEVDYTTQPL
>ANB39991.1 peptide ABC transporter ATP-binding protein [Rhodovulum sulfidophilum]SNK001
MAEPLLEIRGLTRRYRPRRSLLARSPEVVALDDVSLSVGRGESLGLVGESGSGKTALTRAILRLEAPDAGQILYRGEDVA
RFGPRALRAFRARVQIVFQNPQAALNPRMTAEQIVTEPMLVHREIVGLDRRGRRDRAAELMAMVGLRTGHLRRFPHEFSG
GQQQRIGIARALAAGPEMLLLDEPTSALDVSVQAQVLNLLIDLQDRLGLTYLFISHDLGVVRYLCDRVALIRHGRLIETG
PAAQIFDAPQSAYARMLIAAAPELRQPG
>ANB39992.1 transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MTILENAAHVLRCFGNDCTDLTVSEVSDRLGLPKASASRLLKTMRETGMLEEIGGTRRHRPGRMMLNIAAAYRYSSSVFG
RARAVVHETSQQFGHTGYVSIRDGRSVMAVADFEGTNALRVGSAVGRRLPAEICATGRSLLARLSDDEIARLYGDETTAD
RLARDLEPVRKRGYAFVSQKALPGVDGLAVAVGDPVTGEAVSLCLVYPHNLVSDNERDDMIGTLIEGAGGIAEALGDSLI
LHAAGDRGPA
>ANB39993.1 hypothetical protein A6024_11985 [Rhodovulum sulfidophilum]SNK001
MKAVSVVLRAAVALWFGLGPGSVGALGAEPLTALARPDLAVSSLDDLKGGGIALSLGLSQPVPYRVFTLNAPPRLVVDFR
EVDWRGSDPAALTGSARVRSVRAGAIRPGWSRLVLELSAPMALVSAEMPRDPVTGRARLALQLAPTDTGASGPERPPAQT
ALWGLPEPEKLAPPPRRHDGSRALRVVLDPGHGGIDPGAESAGIREADLMLTFGRELAEALARAGIEPVLTRNADVFVPL
ETRIDIARAARADVFLSLHADALADGYASGATVYTLSETASDSASARLAERHDRDALLAGVDLSDQDDVIAGVLMDLART
DTQPRSDRLAEAIVAGLRGHVGHLYKTPHMSAAFSVLKSPDIPSVLIETGFLSSADDRERLISPEWRARAAAGIVEALRG
WAEADAAAAALLRR
>ANB39994.1 excinuclease ABC subunit A [Rhodovulum sulfidophilum]SNK001
MAELKRIEVRGAREHNLKDVDVDIPRDALVVITGLSGSGKSSLAFDTIYAEGQRRYVESLSAYARQFLDMMEKPDVDHIT
GLSPAISIEQKTTSKNPRSTVGTVTEIYDYMRLLFARAGTPYSPATGLPIEAQQVQDMVDRVMAMEEGTRAYLLAPIVRD
RKGEYRKEFVELRKQGFQRVKVDGQFHDLDEPPTLDKKFRHDIDVVVDRIVVKEGLETRLADSFRTALDLADGIAVLETA
PKEGDPDRIVFSENFACPVSGFTIPEIEPRLFSFNAPFGACPDCDGLGVELFFDERLVVPDAALTVYDGAIAPWRKGKSP
YFRQTIEAIARHYGFDKATPWKDLPRKVQQVFLRGSGEEEIQFRYDEGGRVYQVTRAFEGVIPNMERRYRETDSAWVREE
FENYQNNRPCQSCGGHRLRPEALAVKIAGLHVGQVVQMSIREAHAWVQTAPEHLSKQKNEIARAILKEIRERLGFLNNVG
LDYLTLARNAGTLSGGESQRIRLASQIGSGLTGVLYVLDEPSIGLHQRDNGRLLTTLKNLRDQGNSVLVVEHDEEAIREA
DYVLDIGPGAGVHGGRIVAKGTPEEIAADPASVTGQYLSGTREIAVPADRRPGSGKAVTVVKASGNNLQDVTARFPLGKF
VCVTGVSGGGKSTLTIETLFKTASMRLNGARQTPAPCETIKGLEHLDKVIDIDQRPIGRTPRSNPATYTGAFTPIREWFA
GLPEAKARGYKPGRFSFNVKGGRCEACQGDGVIKIEMHFLPDVYVTCETCHGARYNRETLEIRFKGKSIADVLDMTVEDA
QEFFKAVPSIREKMDALMHVGLGYIKVGQQATTLSGGEAQRVKLSKELSKRATGRTLYILDEPTTGLHFEDVKKLLEVLH
ELVDQGNTVVVIEHNLDVIKTADWIIDIGPEGGDGGGRIVAEGTPEEVAACEASHTGRYLKDMLKPRRVAAE
>ANB39995.1 replicative DNA helicase [Rhodovulum sulfidophilum]SNK001
MNTVRTIRPEGEAAEDTGGLPHNIEAEQQLLGAILTNNEIFDRIASIVQPPHFYDPVHSRIFEIAANRIQKNQLASPVTL
KAFLEDDEGLAELGGPAYLARLAGAAISSFAARDYAQMIYDFWLRRELMKLGAEISDKAAKVDIASEPATQIVEAEQGLY
KLAEKGQSETGFQSFLRAVTDAVKVANAAYQRDGGLAGVSTGLTDLDKKLGGLHRSDLLILAGRPSMGKTSLATNIAFNI
ARAYKRGAMPDGSVGAVNGGVVGFYSLEMSAEQLAARVLSEASEVPSEQIRRGDMTEAEFRRFVNAAKELEACPLYIDDT
PALPISQLAARARRLKRTHGLDALFVDYLQLVRPATAKDSRVNEVSEITQGLKAIAKELDIPVVALSQLSRQVESRDDKR
PQLSDLRESGSIEQDADVVMFVFREEYYKEREKPSDHDLEGMARWQEAMESLHGKAEVIIGKQRHGPIGSVELSFEGRFT
RFGNLVQPWQQGQAVEGF
>ANB39996.1 phosphoribosylglycinamide formyltransferase [Rhodovulum sulfidophilum]SNK001
MVALAESMTGDHPARPVLVMSNDPAAKGLDRARALGIAAEGIDHRPFGKDRAGFEAALMARLAEARPDILCLAGFMRVLT
PGFTEAWAGRMLNIHPSLLPKYRGLHTHARALEAGDAEAGCTVHEVTAELDGGPILGQARVPVLAGDTADSLAARVLVQE
HALYPAVLRRFASGDRTPLYLP
>ANB39997.1 hypothetical protein A6024_12365 [Rhodovulum sulfidophilum]SNK001
MALVCFLRVAAAEPVSLIGAGGLLQRGGASGPLLTQMRGPLLGPGPEGAPGRVSGASGASLFAGRGGASLFATYPVRAQQ
MAEPGPAAQVAPLRPGGGNAALAEGIRILIGRAEAGRMDYDAVQHGAKIRPPGPPTRLTIAEIYKWIAETPGQPHAIGRY
QFIPDTLRRLVAELGLDEKTRFSAPVQDRLADLLLEEAGLSAFGAGEMKREAFMHNLSRIWAGLPTASGRSYYHGVAGNR
ATMTWTQFEAAMSRIAPGPGGTQKDG
>ANB39998.1 di-trans,poly-cis-decaprenylcistransferase [Rhodovulum sulfidophilum]SNK001
MDGNGRWAQMRGRPRLFGHQAGARRVREIVEACPDLGIRYLTIFAFSTENWRRTQVEVTGLMTLFRRYIQKEATALLQKG
VRVRFIGDRDRLDPKLVGMMQALEKITAGNEKVNLTVAINYGGRDEVARATKRLAREVAAGRLDPEDVDAETLAHFLDTC
LLPDPDLVIRTSGEARISNFLLWQSAYAEYEFTPVLWPDFTSAHFAEIVGNYSARERRYGAVLS
>ANB39999.1 outer membrane protein assembly factor BamA [Rhodovulum sulfidophilum]SNK001
MPQLALAQSYSFSNVRVEGNERVDASTVATYADIGRGETVSAARLNDAYQAIVDTGLFESVELVPQGGTLVIKVTEYPTV
NRISFEGNARIKDEDLQRIIKSQSRRVYSPATAEADVAAIIAAYEQSGRIAATVTPKIIERSENRVDLVFEIVEGAVVEI
ERISFVGNRAYSEGRLRRALGTKQAGILRRVIRSDTFVADRIEFDKQVLRDFYMSRGYVDFQVLSVTPELTRNRDAYLLT
YNIREGQKFHFGSVTTSSDLSEIDPDEFMAAAKVSEGDTYTPLAIENTVARMERLAVQKGLNFIRITPRITRNDRDLTLD
VEFVVEKGPRVFVERIDIEGNATTLDRVVRRQFRTVEGDPFNPRQIRQTADRLRALGFFANAEVSAREGTSPDQMIVDVN
VEEQPTGSLSFGLSYSQIDGAGAALSFSENNFLGRGQYLSFRLDTGTDNATSRFVFVEPAFLGRNVRFRFAATYAQTDSG
NYDSEYDTQKIEISPSLEFPISENGRFELRYAVGENTFKNYEGSSSYLQAEAEDPGQTYSKIGYGFTYDTRRSGLDPNSG
IVLKFNQDYAGLGGDLEFVETTALAGAQQMVWNEEVTLRAELEGGVLSMLGNSKSRVTERYFLNGKIRGFDGNGLGPRDG
ADKEALGGNMYAVARFEAEFPLGLPAEYGITGGLFADFGSVWGLDDGGAIDDSFHLRSAVGFSVFWKTPIGPLRFNFSNA
VIKEDYDKEQNFDFTVSTKF
>ANB40000.1 lipid-A-disaccharide synthase [Rhodovulum sulfidophilum]SNK001
MAGLRQLDPEVAFFGVGGPQMAAEGLESLFPMDELSVMGIAEVLPRYSALMRRIKQCAAEVVRLSPDALITIDSPDFCLR
VARRVKAQSRVRTVHYVAPTVWAWRPGRAARMAEVIDQVLALFPFEPPYMEEVGLRCDFVGHPVVAQPRASAEEALAFRD
RHGIAREAPLCLALPGSRRGEVMRMAPVFGRALQTVLAQHLDLRIVLPAAPGVAALVTELTAAWPVAPLVIDPRGDPEGA
AGDKRAAFAAADLALAASGTVSLELAATDTPMVIAHDMNWLSRQIIGRMLRLPTVTLVNIVSDTFAVPEFLGANCQPGPI
AAALCLLLEDPTYRAPQLEAMRLTMDRLGQGGERPGLRAARAVMDGLGAGR
>ANB40001.1 cyclic pyranopterin phosphate synthase [Rhodovulum sulfidophilum]SNK001
MQQTPLVDPFARAITYLRVSVTDRCDFRCVYCMAENMTFLPKRELLTLEELDRLCSTFIGLGVKKLRITGGEPLVRRDIL
TFFGAMGRHLESGALDELTVTTNGSQLEKHAAALYAAGVRRVNLSLDTLNEEKFACVTRWGRLAQVMRGIDAAQAAGLRI
KINTVALKGFNEDELFDLVDWCASRDMDLTFIEVMPMGDLGNDYRVGQYWSVGEVRAQLEERFTTVDLAERTGGPARYVR
LAETGQKIGFITPLSHNFCESCNRVRLTCTGELYMCLGQEDRADLRAPLREHPDSNAPLIGAIRAAIAAKPEGHDFDYSR
QRADGQVSRHMSHTGG
>ANB40002.1 hypothetical protein A6024_12755 [Rhodovulum sulfidophilum]SNK001
MHGRDKLLECVGGEALLRRQVRAAGASGAQVLVLVTLPRHAAGPRGEQLDALPRLKVAYVDPAEGMAASLRAGAAAARAA
GARGLMVLLPDMPDIETGDVVRMIEAFAKAPDRCLRATTEDGRPGHPVLFPARLFPGLEAVAGDTGGRDMLAAETVCPVV
LPGERAVTDLDTPEAWAAWRAQTGH
>ANB40003.1 3-deoxy-7-phosphoheptulonate synthase [Rhodovulum sulfidophilum]SNK001
MTTWQKSDWRARPRVQMPDYTDAAALAAVEAQLAKYPPLVFAGEARNLTAKLGQAARGKAFLLQGGDCAESFSEFSADTI
RDTFKVLLQMAIVLTWGAKVPVVKVGRMAGQFAKPRSTATETVNGTELPSYRGDIVNGFDFTPEARIPDPSRMLHAYTQA
AASLNLLRAFSTGGFADIHRVHAWTLGFLERDEAEKYRDMANRISDTLAFMNAAGVNGETMNGLSSVDFFTSHEALLLEY
EEALTRIDSTSGHWIAGSGHMIWIGDRTRQIDGAHVEFCRGVMNPIGLKCGPSMSEDDLKILIGKLNPDNVPGRLTLISR
FGAGKVGDHLPRLIRVVREIGAEVLWVCDPMHGNTIKSASGFKTRPFDAVLREVQEFFAVHKAEGSIPGGVHFEMTGKDV
TECTGGVRAVTDEDLSSRYHTACDPRLNASQALELAFLVAEELSARNDAAAAAAAI
>ANB40004.1 phosphate transport system regulatory protein PhoU [Rhodovulum sulfidophilum]SNK001
MMKDPHIVKSYDRDLEGIQALIMKMGGLVEIAILEAATSLEARDEELAERVRAGDKAIDALEEKVNEEAAQLLALRQPSA
GDLRTVLSVMKISANLERCGDYAKNMAKRTGVLVQMAPMEGAAGAIRRMAKAVELMLKDALDAYIQRDAELAEDVRQRDL
EVDQMYNALFREFLTFMMEDPRNITACMHLHFIAKNIERMGDHVTSIAEQVIYLATGHMPEDERPKADRTSVEALRS
>ANB40005.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MSERIIIAARSLEELWALHTRKMADFGFDRLIYGFTRFRAANSFGDRDDVIVLSNHSPEYVRNFVDKGLYKNAPMVRWAA
KHVGTSSWRQVSERLARGELTPEELDVLKFNRGMGVVAGYTISFSEVSVRAKGAIGLTARPGLNQDDVERIWSKHGDVIQ
LMNDVMHLKVHNLPYAAQRPPLTPRQREVLEWVGDGKTTLDIATILGVTQATVEKHLRLAREALDVETTAQAVLKAWFQN
QIFRANTP
>ANB40006.1 patatin [Rhodovulum sulfidophilum]SNK001
MTTLRINLALQGGGAHGAFTWGVLDRLLRDPEIEIAAISGASAGAMNGAAVKSGLVSGGCETARENLDWFWQQVGAVGDM
RLTSWMMAFLPGAGAVAQFMEQSMPISLIDTASRSVSPYALGPFYRNPLERVVRRLDFERVCARAEPLLFVGATNVRTGK
VRIFKGDEIDGDVLLASACLPTLFQAVEIDDPDTGRTEAYWDGGYTGNPALFPLFAPELPEDIVVVSINPMERDEVPTTP
QDIQNRINEISFNSSLLRELRTISQLEQLIAEGRIDPGSMKLPRIHMISDDGPMNSLSIVTKLMPSPIVLAELKAAGEAA
AERFLCETKPNLQKASSVDLRRICADG
>ANB40007.1 NAD-dependent dehydratase [Rhodovulum sulfidophilum]SNK001
MKIAVLGGDGFCGWPTSLHLSSLGHEIHIIDNLSRRWIDTELGVQSLTPMDSIQERCRIWKETSGEQIHFHLIDLAKEYY
RLRDWLSENRPDAVIHFAEQRAAPYSMISDRHKIYTVDNNINATHNLLVAMVETGLDAHLVHLGTMGVYGYSTVGAPIPE
GYLDVSIDTPDGSKEMEILYPTRPGSVYHMTKSLDQILFQFYAQNDGVRVTDLHQGIVWGTNTDQTRRHPQLVNRFDYDG
DYGTVLNRFLAQAAIGYPLTVHGTGGQTRAFIHIQDTVRCIELALKDAPAKGERVKIFNQMTETHRVRDLAELVAKMTGA
EIAYLPNPRKEAAENELIVKNDNFLGLGLDPITLQEGLLEEVVEIAKKFAHRVDRKRVPCVSAWTRDLASRVERDPEGKR
LKSVS
>ANB40008.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MAGLVTATSVPAQTFEKNILTGGPTGTYIQFGRDIAGIAAECGITLNVRESAGSLENFVGVRQRSFTQFGIVQSDVLEYL
RTYAANDPEMARTIAGVRIAFPLYNEEVHLLARADIGSLADLAGRRVAVGVENSGTHVTATLVLDLAEVAAERVQIGPDE
SLRQLLAGEIDAFFYVAGAPTKLFQTPEIAAGQFHLLALTDPVLQAVYTPATIPEGTYPFQTGPVEAVAVKAVLMTYDYR
IRKNRYHRASCDAVRSISHLVLRRFDALKETGHSKWSQVDLTDIPPGWEVAACVNMGIDPEFSLPCTREDATAGPGANEA
NALYRRRVCAAIGGC
>ANB40009.1 nitrogen fixation protein CowN [Rhodovulum sulfidophilum]SNK001
MTDQTPDRYVSFCGIECDRKADRLMAMLAAHMAESQSRWVGYFEQKLAEKARMGNDNLHFVGSQVNSLSAFFEELGDSAA
EDLLYDLEQTCC
>ANB40010.1 alpha-glucosidase [Rhodovulum sulfidophilum]SNK001
MSEDPDWWRGAVIYQIYPRSFQDSNGDGIGDLGGILARLPHVVSLGVDAIWISPFFPSPMKDFGYDISEYCDVDPMFGSL
ADFDALVAAAHGLGLRVLIDLVLSHSSDRHHWFVESRSSRDNPRAEWYVWSDPRPDGTPPNNWLSIFGGSAWSWDPGREQ
YYLHNFLASQPDLNLHCEAVQQAIFETARFWLDRGVDGFRLDTINFYFCDKELRSNPALPVEDRNDNIAPRVNPYNHQLH
LYDKNQPENIEFLKKFRSILDEHGAVALGEVGDAQSDLEILGQYTSGGDKVQMCYAFDFLASTPLTAARIAAVYERLDRV
AGDGWVCWALSNHDVIRHPTRWNLSPAALRGFLTLTLCLKGTVCLYQGEELGLPEADVPFEALQDPYGIAFWPEFKGRDG
CRTPMVWAAEDLHAGFSRAPRTWLPIPETHIGMAVAAQEHAPEAPIHHYRRAIAFRHANPVLARGRMEQVRAEGNVLSFR
RCDDAAEMFVAINLDENPAAMPAPDGDWRPLGAEINAARPGADGLVHLGPWQPSLMIRRKETGWRV
>ANB40011.1 peptidase M75 [Rhodovulum sulfidophilum]SNK001
MRRTVLAFALALGATPLASPLAAAPADIADAVIDRHVLPGFARFEASTAKLQAAAEADCDPGSEPLRAAWNEAFDAWLAV
SHLRLGPTETDNRAFALAFWPDSRGMTPRTLSGLIADADPVVESEADFATVSVAARGFYALEYLLYDPDFAEASPYGCAL
IRAEARDIHALASAILADWQNGYADLMRNPGPGTPYKTDKEVLKAFFTALHEGLQVDVDLRLGRPLGTFERPRPSRAESR
RSGRSLHNVTVTLAAMRELAMLMASEDPASAAALTADFDRADRVAADLDDPVFAGVTTPQGRLRVEILQQAIHEIAEESR
ASLGPALGVAAGFNSRDGD
>ANB40012.1 thiol oxidoreductase [Rhodovulum sulfidophilum]SNK001
MVTGPALSPLPFTALPFTAAEQARIAQATALPRDFTRPQPFEALAGGAGTVAGAAAFSSPLANLPPGEGLDFRGGQALFD
RGWVSAPASTIASDGLGPLFNARSCLACHPGGGRGAAPAGPGDLPAALMLQLGVPDPAAIEGYLSAHPDPVYGRQIQPLG
LPGQTAEGRPRVAYDEIAVTLSEGESATLRRPRYELAEPGFGPLDEATVISPRIAPGLAGLGLLEAIPEQAILALADPDD
ADGDGISGRASLLPGPGGQPVLGRFGWTAAQPTLQAQIAHAFAHDIGLSSPLYPSGHGDCTPVQTGCRAAPDGGDPEQDG
FEISATALDLVTRHARHTAVPARRDADAPEVLAGKKLFHDTGCAACHRPAFVTRRLPEAPALSFQLIWPHTDLLLHDMGE
GLAGGGAGASGREWRTPPLWGLGLARALEPQAGYLHDGRARTLLEAVLWHGGEAAPARDRVATMPASDRAALIRFLESL
>ANB40013.1 1,4-alpha-glucan branching enzyme [Rhodovulum sulfidophilum]SNK001
MQAGLHDDPFGVLGPHGQGRRRIVAAFLPGAARLEAVSGGKTHPLARNPEAPDLFAGPVPGKAPYVLRAHDGSGNCWEFE
DPYRFGPVIGELDEYLLGEGTHQRLWQVLGAHVRTHEGIAGTHFAVWAPNARRVSVVGPFNAWDGRRHPMRRRGATGVWE
IFLPGIGEGECYKYEILGADGSVQPLKADPVGFGAEHPPKTASVVRDIRGYGWHDDAWMTYRAGNNARTAPISIYEVHLG
SWRRRAGEGNRPLSYREAAEELVDYVADMGFTHLEFLPLSEHPFDGSWGYQPVGLFAPTVRHGPPHEFRDLVDAAHRKGL
GVILDWVPGHFPTDAHGLARFDGTALYEHADPREGFHHDWNTLIYNFGRTEVANFLYSNALYWLEEYHVDGLRVDAVASM
LYRDYSRKEGEWVPNVHGGRENLEAIAMMRKMNALCYGEVPGIMTAAEESTSFPGVSRPVDAGGLGFGYKWNMGWMNDTL
SYIAHDPVHRKFHHHQMTFGLVYAFSENFILPISHDEVVHGKGSMLAKMPGPDWEKFANLRAYYGFMWGHPGKKLLFMGQ
EFAQRAEWDRAAELDWGVLEAEPHRGMQRLVRDLNTLYRATPALHVRDCEPEGFRWVEANAADISVYAWLRQGQAGDPPV
AVVANLTPVERRGVRLGLPQAGRWREVLNTDAALYGGGNRGNLGGVVAGGVAHHGLPASAELTLPPLSVLYLMPGED
>ANB40014.1 DNA polymerase IV [Rhodovulum sulfidophilum]SNK001
MDAFFASVEQRDRPELRDRPVAVGHGRARGVVAAASYEAREFGVRSAMPSVTALRKCPELIFVPPRFEVYRGVSADIHAI
FAEYTDLVEPLSLDEAYLDVSQACADGRPASEIAEEIRARIRAATGLTASAGVSYNKFLAKLASDQNKPDGLTVIPPHRA
AAFVAGLPVGRFHGVGPVTEAKMLRLGIRSGADLRAKSLAFLQAHFGSSAAHYHAISRGIDLRPVRPDRPRKSIGAETTL
SEDLSAFEAATEVLARLAAKLSRPCAEKGLAGRTVTVKVRFTDFEQVTRRRTLSRPLTETAEMLEVARQLLAGLHPFPRP
VRLLGITLSGLEPRAEAAAEKQLDLFDEGSRNSG
>ANB40015.1 DNA processing protein DprA [Rhodovulum sulfidophilum]SNK001
MVSSYHPLAPPTREDTLVTWLRLIRSRRVGATTFFRLLEDHGSAAAALEALPEIARQAGVRDYTPFPLDLAEAEIARARK
LGAVALLHGDPSYPPALHDLADAPPVLWALGRTDLTRRPMVALVGARNASSLGMRMARRLAEGLAEAGYVIVSGLARGID
RAAHIAAIETGTVAVQAGGIDVPYPVENSGLAEEIGQKGLRLSEQPPGLEPQARHFPQRNRIVSGLARAVVVVEAASRSG
SLITARAALDQGREVLAVPGHPFDARASGCNMLIRDGAVLVRHPEDVLDALGPAPRPAAAAPAKPPPRMTEVPETPAEAR
RAAPPDTAALHARILDRLGPSPLAEDQLIRDLGLPAGTVTSELLTLELDGRIARAPGGLLSRPV
>ANB40016.1 general secretion pathway protein [Rhodovulum sulfidophilum]SNK001
MNFRIILAVALLGLATTPGALRDAGAQTLRTLGGLATGKLTVPMNRAVVVESEQVFAELSISNPQIADISTLSDRTIYVL
GKSPGRTTLTLLGPDGDLIANVEVQVTPDMSELKERLRDVLPGEPIEVRAANDGLVLSGTVSSKLVIDRALDLASRYAPE
RISNLLTVGGTQQVMLKVRFAEMNRSVSKSLGTSLGVSGLTSGGDLSFSGGTNTIAEGNNLGNLFDGNPATGLTRSRGSN
GVFSIGIGAGDVEFAVLLEALETKGFVRTLAEPNLTALSGQSASFLAGGEYPIPVVGSDGEVTVEFKPFGISLGFIPNVV
GTNINLEMTAQVSNIDPSVTYNNNGIIISGFSTRSTATTVELHDGESFAVAGLLQDDFASLKGQVPWLGDVPVLGALFRS
SEYQRDQSELVIIVTAHLVSPIRGEALALPTDRVAPPSERDLFLYGRLSSPRTPRSGAAGEVARQDFGGSYGYVME
>ANB40017.1 hypothetical protein A6024_13745 [Rhodovulum sulfidophilum]SNK001
MALTGCSPQQREEFDRPAGETLDDGSFGKATTTNRMMMTADRAMAIDMTRRFAAEVPNTVAFAFDSAVLDRTAQSALDRQ
AGWILRHPFVVFRVYGHADKVGSDAYNKALGLRRAEAVIGYLAGRGVSRARLQAVVSHGETRPLVPSAGPERQNRRTVTE
VSGVIRPRPMAIDGKYMERSYKAYLDSAQPKPGLIPEPLQAEE
>ANB40018.1 type II secretion system protein E [Rhodovulum sulfidophilum]SNK001
MFSRYRKPAPGKVPPAPPQPQAKTPPEAPAEASAPALPALPLQAAPNEKDRKRKERLGELKAELHKTLLENLNLAALEHA
EEKELRTEIQAIASETLEEMGVVLNKDDRNQLYQELFDEVTGLGPLEPLLKDDSVNDILVNGPRQIFVERGGKLQLTDIA
FRDEKHLLRIIDRIVSAVGRRVDESTPYVDARLADGSRFNAMVPPVAVDGSLVSIRKFRKDKLGIDDLVRFGAFTEEMAA
YLQAAVATRLNIIVSGGTGSGKTTTLNALSSFIDNSERILTIEDTAELQLQQTHVGRMESRPPNVEGKGAVSQRDCLKNA
LRMRPDRIIVGETRGNEVIDMLQAMNTGHDGSMTTIHANNARDAVSRLENMIAMAGIEMPLRAVRAQIASAVNLIVQASR
LQDGSRRLVSITEVTGMEGEVISMQEVFRYERLGLDPGGRIAGRFTATGMRSHFSERFRQWGYDLPTAIFEPGRGG
>ANB40019.1 hypothetical protein A6024_13770 [Rhodovulum sulfidophilum]SNK001
MRRGAVLAAVFCTACSASGTLSPAYRGLPAPNGAAHPATAVDGLVVGHRLMAAGEYDLALRAYYRAAAEHGLSADVLSGI
GSANLRLGRLGQAETQLRRAISANARFVPAWNNLGVVLMEKGEPGEARRVFETAFALDSGRSEDIRRNLRLAIAKTENPD
YDSPRNQGTTFELVRRGEGRYLLLAPP
>ANB40020.1 peptide ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MLGRPEALFGAAILLALILVAVFAPLIAPGDPLAIAGAPLIPPFTDPALPLGTDRLGRDLLAELIHGARTSVSVGLSAAL
VAVLLGMSIGTAAGFAGGLTEAVLMRLVDAFQIVPGFLLALAFVSAAGPSLGIVVLAIALGAWTGPARLARARVLSLRET
DFVAAARVMGMSPAEIAFRQILPLALPPVLAVASVIVAAAVLTEAALSFLGLGDPNSITWGAMIAEGRNQLRSAAYLSII
PGIALVLTVISTYLLGEALTDILSGRRNR
>ANB40021.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALHRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLGGVFAVQPGCGPRFSLARIGPLLDAAHARLDGVV
FENLPWQEVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFLLSINDRPEIRDLFGAFRIEEVR
LNYSVSKGGATAARELIIANREVRVGLV
>ANB40022.1 hypothetical protein A6024_14200 [Rhodovulum sulfidophilum]SNK001
MPYQRAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVITEAGDLDIDHIVPLRYAWGHGA
ASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQSAAEERELVALTGRLCG
A
>ANB40023.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALNRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIKGAFLLSINDRPEIRDLFGAFLIEEVR
LTYSVSKGGATAARELIIANREVRVGLV
>ANB40024.1 hypothetical protein A6024_14260 [Rhodovulum sulfidophilum]SNK001
MTCAPVAQAPQSDAPAAPYERAAFGSGWTDPDGDCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVITDAGDL
DIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQS
AAEERELVALTGRLCGA
>ANB40025.1 hypothetical protein A6024_14350 [Rhodovulum sulfidophilum]SNK001
MKETAEDEAVRNRTYRVVADELRGFIERFETLAEEKAAIGDQQKAVMAEAKARGYDTKALRRLIALRKRHADDIAEEEAV
LQLYREALGM
>ANB40026.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALNRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFLLSINDRPEIRDLFGAFVIEEVR
LNYSVSKSGATAARELIIANREVRVGLV
>ANB40027.1 hypothetical protein A6024_14420 [Rhodovulum sulfidophilum]SNK001
MAPALPYERAAFGSGWTDPDGNCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVVTEAGDLDIDHIVPLRYAW
AHGAASWPAAKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVHSAAEERQLVALTG
RLCGT
>ANB40028.1 hypothetical protein A6024_14505 [Rhodovulum sulfidophilum]SNK001
METNSRKIVKRLEQDGFELVKVTGSHHKFRKGDRIVTIPHPKKDLPIGTVRNIYKQAGWL
>ANB40029.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MPLRLTALMAGALAMGLAALTAAAETRTITDATGRQIEVPADPRRVFAAGPPAATLLYTLKPDAMVGWPRAPGAEDMPFL
RPGTRDLPALGRLTGKGDTVNLEVLLTARPDLIVDYGTVNATYRDLARRVQAQTGTPYALIDGSLPTIPATLRTLGELLA
ETQRGETLAAYAEATFAGIDAILAAIPEDRRPTVYLARGPEGIETAARGSINAEIIDRVGGRNVVAAGPDGLATVSPEQV
QAWAPEVIVTIDADFAAHVGTMPEWQGIPAVRDGRVYLAPAAPFGFIDSPPSVNRLIGLKWLAQKLYPEAAAPDIEAEVA
RFYTLFYGVTPDRAALAGLLGSGHPGE
>ANB40030.1 TonB-dependent receptor [Rhodovulum sulfidophilum]SNK001
MPGVSVGNTGGSRNERLIFVRGFDRFQVPLYVDGIRVYLPADNRLDFGRFLTPDLAETQIQKGYVSVLNGPGGMGGAINL
VTRQPTEVFEGEARVGLEAGNRGDVTTRTGYLSLGSRMDRFFVQGSYLTRDNNGYYLSRDYTPTEVQGSGRRDYSDSEDS
RLNLKFGFTPNATDEYVLSYTRQEGSKNAPYNVDQPVRGITPAPLPVGASYQRDWEWPEWDLEGLTFYSTTDLGGGAWLK
TKLFHHQFDNVLSAYDDYTHSSQTVGRAFDSTYDDTAWGGTLELGSDIGPRNTLTSAFHYRYDRHRNTQLSRPDINSVPD
PTETSRERTLSFALEDRFQMREDLSLVGGLSFDRAEVLSASRTSTDYGDPVGSSDAVNWQLAAIWTPGAGGEYHASLSSR
TRFPTLFERYSTRFGTAVPNPDLDAERALTAEIGYRGDLGPVAVESALFYSEIDDTIQSLNVGVGLTQNQNVGDGTYAGF
EIGARTDLTGSLALSANYTYLDRDITDPIRPGLKATDTPRHSAYLRLDWQATASFSIAPSLELSSSRLSDSAIQPADPTD
VSYTRNAGFGLVNLAMEWKASDRASIVFGVRNALDKNYELVEGFPEAGRAFYLTTAYTF
>ANB40031.1 DNA-binding response regulator [Rhodovulum sulfidophilum]SNK001
MKVLVADDHELLRDTLELYFQQSDGVDADFVGDYPSALEKMQGETEYDLVLLDYSMRGMNGLEGLKAALDVAGSNRVALM
SGIAPRDVAAEALNLGAAGFVPKTLSAKSLLSAVRFMAEGERYAPIDFLMGEDQTSLANPLAEKLLSREVQVLRRLRAGM
SNKEIARELGVTEPTVKLYLKSLFRKINVNNRTQAALFAQ
>ANB40032.1 galactose mutarotase [Rhodovulum sulfidophilum]SNK001
MGRAPDGSPVEALWIARAGTRARIMTWGATLMDLRLDGIGHSLVLGSPDLAPYLGPMRDFGAVVGPVANRIAGASAPLGG
RRLALEANEAGRTMLHGGPAGCSVRNWRIESESTTACRLGLSLPEGTGGLPGPLTLRASYSIEDDGALEILLEGESGGLT
FCNLAPHGYWCLDGSGTLDAHLLEIAAGTYLPVDAALIPLGSPAPVAGTRFDFRRPRPVRVPGDAPLDHNFCLGDAPSRL
RPACRLSAPGIALDLSTTEPGLQVYDGGGIDTGPFPGHQGRPYRAHAGLALEPQRWPDAPNRPDYPSVLLRPGETCRQLS
RFHPRRIGAPGPG
>ANB40033.1 dihydroxy-acid dehydratase [Rhodovulum sulfidophilum]SNK001
MGDTRANRRFRSQEWFDNPNNPGMTALYVERYQNQTFTRGELQSERPVIGIANSGSDLVPCNKIHIFLMDRIKAGIREAG
GVPMEFPVHPLQETGKRPTAALDRNLAYLGLVEILHGYPLDGVVLTTGCDKTTPAMLMGAATVDIPAIALNGGPMLDGWW
QGKRAGSGTIVWESRRLLAEGRIDYDEFMDRVCSSAPSLGHCNTMGTASTMNAMAEALGMSLTGNAAIPAPFRERMAMAY
ETGRRIVQMVLDDLKPSDILTRAAFENAITVNSAIGGSTNAPPHLQAIARHAGVELDVTDWERIGHDVPLLVNMQPAGEY
LGESFFRAGGVPAVMAELARAGRLHVGAMTATGRTLAENLERVRSADPDVIATYDAPLRAQAGFKVLSGNLFSSALMKTS
VISDEFRARFLSEPGQEGVHEARAVVFEGPEDYHARINDPELGIDESAMLFIRNVGCVGYPGSAEVVNMQPPDALVKQGV
RHLPTVGDGRQSGTSESPSILNASPEAAVGGGLALLRTGDRVRLDLNASRLDALVDDAEWDLRREAWEPPEIVSQTPWEE
IYRANVGQLAEGGCLELATAYRRIARDLPRDNH
>ANB40034.1 hypothetical protein A6024_14710 [Rhodovulum sulfidophilum]SNK001
MREEARLVVLALQFVTRLPLPADAGYTPDRMRRATRYFPLCGALIGALLGLVFAAAAAVFPPAVAAVLTLAAGVRLTGAL
HEDGLADMADGLGGGLTRERALEIMRDSRIGSYGAVTLMLALVLKLAALAGLGAAAGGWAALGALVAAHGLSRLASVLVM
VRLPYARDEGKAAFAAAGPGRDGMAIAWATGGALMLGLWIGAGLAAALTVLALTVAVTLFMARMMMRRLGGHTGDGLGAV
QQVAEIAVLLGFLAWA
>ANB40035.1 glucose-6-phosphate isomerase [Rhodovulum sulfidophilum]SNK001
MWERLDAQAGRAATRPLTALFEDRGRAAAFSVRFAGQSAAAAATDAEEMLFDFSKTNIDEETLELLIELAIAAGVQARRD
AMFAGRRINETEGRAVLHSALRNPEGKVALDGRDVMPGLRETLLRMRGFSREIRGGGICGQGGPITDVVNIGIGGSDLGP
AMACLALAPYHDGPRCHFISNVDGADAADTLRGLDPETTLVIVASKTFTTIETMTNAETVRGWMAARVSEPGAQFVALSS
ALEKTADFGIAPERVFGFEDWVGGRYSVWGPIGLSLMIAIGPERFDEFLAGGAAMDAHFRSAPLRANLPVLLALVGIWHA
QVQGHATRAVLPYDQRLARLPAYLQQLEMESNGKSVTMSGQAVSRPTGPVVWGEPGTNGQHAFYQLIHQGTQIVPCEFLV
AARGHEPELARHHRLLLANVLAQSKALMEGRGIEAARAIAAKAGFQGDELERQARHRVFPGNRPSTTLIYPQLTPRMLGQ
IVALYEHRVFTEGVILGINSFDQWGVELGKELANSLEPLLEGGPRSETLDGSTAQLLDFIAAAG
>ANB40036.1 ferredoxin [Rhodovulum sulfidophilum]SNK001
MTATTRGGTEYIPEFLMAIDQGKCIGCGRCFKVCARNVLTLKGVTDEDEIVDLDDEEFEDEIERRIMVIADGDDCIGCGA
CARVCPSSCQTHAPA
>ANB40037.1 nitrogen fixation protein FixA [Rhodovulum sulfidophilum]SNK001
MDAPEAPVETKKGLNIVVCIKQVPDSAQIRVHPVTNTIMRQGVPTIINPYDLFALEEAMRLRDDYGGSVTVLTMGPPMAE
DALRRALGLGADKAVLITDRRFAGSDTLATSFALSAALAKLAEDGPIDIVFTGKQTIDGDTAQVGPGIARRMGLNQLTYV
SAIDSLESDSATITVRRRSEGGVQVLQSRLPCLITMLEDTNLLRRGSLQDMLRAARAPLTIWSAEDAGIEDPMKCGLRGS
PTVVRRVFAPQPRAEKAEMVAVEGKAPAQIGDAILDVLFAKSPKLEADLSAKTPA
>ANB40038.1 ABC transporter permease [Rhodovulum sulfidophilum]SNK001
MRGQGLFWALALLVAALFLLSLLIGPAGLSVRESFSALLAGRGEAAVLVMREIRLPRAILAVLVGASLGLSGAALQGYMR
NPLAEPGLIGVSSSAALGAVLALQTGLASAHVLALPASALTGALIAVSLLLLLAGPRGGAFTLILAGIALSALAGALTQL
VLNLSPNPYATADIVFWLMGSLADRSFTHVWLALPLTVLGWMLLAGLGRGLDALTLGEDAAAALGIRLGRLRLALVIGVA
ASVGAGVAVAGAIGFVGLIVPHLLRPLVGARPARLLPASALGGAALLLAADIGVRLVLPDRDLKLGVVTALIGAPLFIRL
IYRTRAEAGA
>ANB40039.1 glycerol acyltransferase [Rhodovulum sulfidophilum]SNK001
MTRRMKERIDPLIEERAPWLFADHPWSVPSRRVLNGLLGYDRTVALGEVLQDHPSPVIMDEMARLLARDVRGTGIENIPA
TGPAMIVANHPTGIADGVMLWSLLRQRRPDLFFYANRDILRVLPQMEEIIAPVEWREEKRSHAKTRETMAYTRAAIEKGR
LAVIFPAGRLAKRRGLSLHERPWMASAAMIARKFDLPVIPVNIRSRNSVLFYLFDLLHPTLRDITLFHETLNKNRQPYRM
TVGRPIPPGALPVRSEEGIEMLRAATLALGGRYAPRVSLLQNSRKPSWIKSTALG
>ANB40040.1 hypothetical protein A6024_15335 [Rhodovulum sulfidophilum]SNK001
MRAPDGVGGLDDYGRCAVARHALDNGYGFARHLRTTLGREGGGVWTADAVYMMTRTFPRGVSRVDARQEIRDCATRGIPT
V
>ANB40041.1 NADH dehydrogenase [Rhodovulum sulfidophilum]SNK001
MTGPNTAGGDREVATQALNAELQDRGFLVTSTADIINWARTGSLHWMTFGLACCAIEMMQVSMPRYDLERFGTAPRASPR
QSDLMIVAGTLTNKMAPALRKVYDQMPEPRYVISMGSCANGGGYYHYSYSVVRGCDRIVPVDIYVPGCPPTAEALLYGLL
QLQRKIRRTGTIVR
>ANB40042.1 peptidase M23 [Rhodovulum sulfidophilum]SNK001
MTLVAGCESGWDYDFRNLGNNPTPPRVEAAPRPEPDRRGVISYPTYQVAVARHGDRLADVAGRVGLPASELASYNGISET
ARLNNGEIIALPRRVAESGSGVAAAPAGNGTITPAGQVDIATLAGDALDRAGGTAPAASKPTGQEPVRHKVARGETAYSI
ARLYNVTPRALADWNGLGPDLTVREGQYLLIPVASEPRRQSGTATAGASAAAAAQTTEKPGQGSAVSPPPSAATPLPRPE
TTAKPAVPASPQMAKEATAATARFAMPVSGSIIRGYQKGKNDGVDISAKAGTAVKAAADGTVAAITRDTDQVPILVVRHA
DNMLSVYANIDGIAVQKGAKVTRGQTVAQVRSGNPAFLHFELRKGFESVDPMPYLTP
>ANB40043.1 transglutaminase [Rhodovulum sulfidophilum]SNK001
MEYDIRLEIGYVYDSPAASTRTLLRMLPLTNGEQTLISGRVSADPDPDFRRDGTDFFGNATTEIAHDAGQTEFRFRFKGR
VRRIPRGTTLDLSCGLGALGAELQSIHSILPMSPHHFLGASERIRHEPEIAAFAEELTGPDMSVLAALKAVSHAIHERFD
FDPEATEVSTLPIEAFRNRRGVCQDISQVTIASLRAIGIPAGYVSGFLRTVPPPGQSRLEGADAMHAWVRAWCGVETGWV
EIDPTNDMLAGPDHIAVAIGRDYADVAPVKGSSRTSGSHRTDHKVDVIPL
>ANB40044.1 ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MHRRTFLKTGAGIAATGTLASPALASGKIHWKLPTAFPKMAPAVGTNATNFAARVAAMSDGRLSFTVYGAGELVPAFGVE
DAVQAGNAPVGHGPTYYAAGKNPALHWFTGVPFGMTSVEHMAWLRWGGGQEVWDEIYAERNLKPLYSGNSNTQSAGWFKK
PIESVEDLKGLNMRIAGLGGEVFRKLGVNSVLMPPAEIFQALQSGAIDAAEWVSPHLDQAFGLQKITDICYLPAFTEPGA
GLSIVFNQDAWDELPADLQAICEAAALAAAYEVQGQFDHFNAKSLAELKAQGVRFLNFPEDVITAQRDAWNEVQDALAAE
HPDVAKVRASYDPALAEARDYAKAMTLPLLAGRS
>ANB40045.1 paraquat-inducible protein A [Rhodovulum sulfidophilum]SNK001
MGLVACTRCTRIWPAGTRHCARCGQKLSQRSPLSLQRVWAWWCLGLIAYVPANIYPMLETRTLVTTQDNTIIGGAVEIAR
HGNWGIAAVILTASVLIPIGKFLAVAGLALGITRGSRLSRVRRQQLYEVVEYIGRWSMIDVFVVAILSSLVQLGAVVSIS
PGTASLFFAVSVIATMLSAQSFDSRLLWDKTDPPPAPRSHMA
>ANB40046.1 D-alanyl-D-alanine carboxypeptidase [Rhodovulum sulfidophilum]SNK001
MTMRPTFLSALAGALSLLALAAPAQANFETRAGAAYVVDQSTGTVLLSKNADQPVPPASMSKLMTLNMLFEALRDGRVTL
ETQFSVSSRAMAMGGSTMFLNERDRPTVEDLIQGIIVQSGNDACVVVAEGLAGTEEAFARLMTERAQVLGMTNSTFANAS
GWPHPNQRMSMHDLGILAMRLIDEFPEYYGFFGEQEYDYDGRAPQNRFNRNPLLKLGIGADGLKTGHTQEAGYGLVGSAL
QNGRRVTFVVSGLDSAEQRAEEGERIINWAFRQFVQRDVLRRGERLAETDVWMGEIEKVGLVARDDLEVLLPAIVRDTVE
AEVHYHDPVLAPIEAGQELGELVIQRPDMEPLRVPLVAERAVARGGFVPRLRTATEVILRWAEEKAADL
>ANB40047.1 ferric siderophore receptor [Rhodovulum sulfidophilum]SNK001
MKADASILETPQSVSVITRDQMDTQNPANTSSALRYTAGATSEAFGAFGSYVDITRIRGIKADYYLDGLRIISNSGSWLP
QVDPFTLDSVEVLRGPSSVLYGQGTGGGIVNQVSRRPQDEASHEVSLQFGNFARKHIGIDTTGPLNEDRTLLFRFTASGL
DTNGQIDDTKHRRLYLAPALTWRPDDKTSWTVMGTYSYEPEIPDYISLPAVLLGLNNSPYREIKRRRNYNDMNFADSTRK
QTSVSSFFEHEFDNGWKFTSNSRYMHVDSNLKRSTVYGFSDVGGVPFLKGYYEDAPAESTTFSTDNFLSGEFDIGPTQHK
ALVGFDYSFGTIKNELYTDGPILFDPYSDDHNPGKIPDFSASRAAPWKVDRDFNRGGIYLQDQISWDNWLLTLGGRRDWF
TSDDETWSYSLTSRVTNYDDSAWSRRIGLSYQFDSGLAPYVSYSTAYDPLLENDWKGNPFKPVETKQTEIGIKYSPEGSN
MLLSAAIFELKQTNVKTADALHLGFNTQTGEVRTRGIDLQAAMEVTPNINVIAGYTYLDNEILEDTRHEGNSLTQVPKHS
ASAWVDYRFNEGALAGLKIGGGVRYQGSTFGDPTNSFKVPAETLVDLGLSYDFAQVSPKFSGALLNVNIGNLFDKDYVSS
CTSQLYCFAGERRTVSASLSYRW
>ANB40048.1 efflux transporter periplasmic adaptor subunit [Rhodovulum sulfidophilum]SNK001
MSDRQIFSDFSDSPFPRNALRGLFGPAFLALTLAVAAPVPAQADGGLAGLWQRFFGPAETGGISSSNGRLEAQSVDVATK
YAGRVAAVEVEEGATVEAGAVIARIDDRDTRAQLLGARAAVLRAKAARELAEASVMQAQSALDVARTNRARVERLHADGH
ASDSANDDARNAFTSAEAALAMAHAQVSDAEALMASSEAEVDRLEIALDDLTIRAPIRGRVLYRLHEPGEVVAAGAPVVT
LLDLTDVYMNIYLPAPTVGLISANDEARLILDPIPQYVVPARVTFISPESQFTPKSVETIAEREDLVFRVKLTIPRNLLE
RFEDQVKTGVRGRGFVRTAPETPWPADLQVQLPD
>ANB40049.1 NAD kinase [Rhodovulum sulfidophilum]SNK001
MAGPTRIAFLASETASAEGALDRLTAQYGQCAPEQAEVIVALGGDGFMLQTLHATQGFDLPVYGMNCGTIGFLMNEYHED
GLADRLAAAEEEIINPLRLKATRPDGTVVEALAINEVSLLRAGPQAAKLRISVDGKVRLEELVCDGALVATPAGSTAYNY
SAHGQILPIGSDVLALTAVAPFRPRRWRGALLPKRATVTIEVLEPGKRPVMTEGDSRGAGVVSMVEIRSEATIRHRILFD
PGHGLEERLCREQFL
>ANB40050.1 esterase [Rhodovulum sulfidophilum]SNK001
MLATQIHGDRSAAPPLLIVHGLFGSARNWGAIARRLSDSRRVVAVDMRNHAGSPWTETHRYPDLAADLAEVIAAEGGQAD
VIGHSMGGKAAMMLALTRPETVGRLIVADIAPVAYGHSQSGLIRAMRRLDLSAVSRRGEADRALAADIADPSTRAFLLQS
LDLRAEPPRWRLNLDTLDAEMPYITGWPDDIEGRFEGPTLMLTGALSDYVGPGDRDRIKALFPAARFARIPGAGHWLHAD
KPREFEAAVRAFLELAPSPRA
>ANB40051.1 hypothetical protein A6024_16020 [Rhodovulum sulfidophilum]SNK001
MAALGLTLAFAAAPASAKDVRRLVTVLTDAAPQTQLMAMVLTLQALERGVETEILLCGPAGDIALAEPPEAALAPQPPAG
LSPQAALRAAIGKGARAEVCAIYLPGQGAGPEVLIEGVGVARPGAMARDLLDRRARVWSF
>ANB40052.1 NnrU family protein [Rhodovulum sulfidophilum]SNK001
MGGWGEFAAAYALFLLSHALPVRPGVQAGLRRWFGRRGYLAAYVAVSLAALGWLIVAAGRAPFIPLWAPLPWQLWLPVLV
MPFVCLLIAATLGAPNPLSFGGAGNARFDPERPGIVGLTRHPLPVALTLWALAHAAANPDLAHLMMFGGFAVFAMAGSRA
IDRRNRRLMGAEWDRLAARTATLPFAALATRRWRPSGPPPLWRLLLGLALWAGLLAVHRPVIGVSPLPF
>ANB40053.1 C4-dicarboxylate ABC transporter substrate-binding protein [Rhodovulum sulfidophilum]SNK001
MVGAFAAATAAIWTTGAALAQDYTFKLHHFLPATSPTQTETLEPWARAVEARSGGRVRIEIYPSMTLGGRPPELVTQARD
GVVDLIWVVNGYTPGLFPRTEVMELPNVYVNDPGAANLALADLFETDLKPDYKGLEVMFLHVHAGNGIALRGPEIHAPAD
LAGKKMRIPSRTGAWVLEALGAVPVAMPVPELPQALQKGVVDGALVPFEIVPALKLQDQTDRLIEGDSHTRFGTTTFQMS
MNKARWDSLPPEIQAAFREASGPEWLAELGRIWRGTEETGVAITTAAGRSHQVLSPEETEAFRTALAPVVERWIEDAERR
GIDGAALVARARAAIAAHESR
>ANB40054.1 hypothetical protein A6024_16230 [Rhodovulum sulfidophilum]SNK001
MDDQNPRSLLVEDDGLIRMDLAIMLEEMGYSLTEASSADQALELLNESTGFELLVTDIDMPGAMNGLALAVAVRDRLPQC
QILIVSGGRPPRPDEMPTGSRFLPKPVTSSALEETIRALNAA
>ANB40055.1 transglutaminase [Rhodovulum sulfidophilum]SNK001
MRMRIGCRLKYRLTQPTPLIAMLNVHYSRFGDLERADYLVTSPSVPLESYRDGFGNWCTRMVAPAGEFTLSTDGIFRDCG
LPDPVAPDVPQQAVQDLPFDMLVYLLGSRYCDTDLLSEEAWRLFEHTPPGWARVQAICDFVHSSVSFDYMQASATRTASE
TLAGRQGVCRDFAHLAIALCRCMNIPARYCTGYLSDIGQPEPHPPGDFAAWMEVYLGGRWWVFDPRNNTRRMGRILIARG
RDAADVPLTQTFGPSILTQFDVWTWDAEADPTEAVPVFRV
>ANB40056.1 hypothetical protein A6024_16450 [Rhodovulum sulfidophilum]SNK001
MNTEHHIIGGTPVEVRWKAIKNLHVGVYPPDGQVRVAAPLSVSLDAVKLAVLTRMDWVRRKQARFLAQERQTRRQYVSGE
THFVFGRPLRLDVIHWDKKVHRIELIGSDRLRYSVPADTTPAVRRRCVENWYKARLREHVAPRLEHWSSHLGVATEAWGI
RPMKTKWGSCNPDKKIVWLNLELAKKPVRAIEYVLLHELAHLISPRHDERFIKVLDDNMPKWRSIRDELNQYPLAAWEDL
QTLAR
>ANB40057.1 primosomal protein N' [Rhodovulum sulfidophilum]SNK001
MREVFPEGARVGVLTAQPLGHVLDYLAPEGGCGLGDYVEVPLGPRRVMGVVWGPGEGSFDAAKLRRVGRVLDARPMRDEM
RAFLTRAADYTLTPLSLMLRLATRTPGLGEAPGALRVYRRGEGQPDRMTVPRERVLEVLEAFGGLSFTLSELATEAGVST
GVVKGLVPSGAVLEEDQPRDRPYPRLDPARPGKALAGDQAEAAQTLCAGLASGAYGTTLLKGVTGSGKTEVYLEAVAECL
RQGRQALVLLPEIALTAEFLTRVEARFGARPAEWHSGVTSVERRRLWRMAGEGGAQLVVGARSALFLPFQDLGLIVVDEE
HDSSYKQEEGVLYNARDMAVLRASLCSAQVVLASATPSLESWANADAGKYARLDLSSRFGTATLPEMQAIDMRAEETAPG
RWISPALEAAVRARLGASRQSLLFLNRRGYAPLTVCRACGHMIGCEHCDARMVEHRFQRRLVCHQCGESRSIPEACPSCG
VEGKLAPVGPGVERLAEEAVALFPEARVAVLSSDLFGSARALKAQIEAIAGGEADIIIGTQLVAKGHNFPLLTLVGVIDA
DLGLQGSDLRAAERTFQLMRQVAGRAGRGSERGLALLQTYQPEHPVIRAILTGDEEGFWRAEAEERRAAGVPPYGRMAGI
ILSAPEARPAFDLGTWLARNDGALRRVGAQVFGPAPAPVARIRGRHRVRLLVKAPKGVPLQAAISDWIAPVKLPPNLRLA
VDIDPQSFM
>ANB40058.1 phosphoglycerate kinase [Rhodovulum sulfidophilum]SNK001
MRLILLRHGETLWNAEKRLQGHDNSPLSPRGIEQARAIVPRLGALSPARVVTSDLGRVRQTAEIVGHAEAPSDDRLRELD
MGEWTGLRKDALIAEQAELYNAWRAGRYTPAGGETWDGFVRRITSALSDWLYAGQGDLLAIVHSGVVRAACFGFLGLKPA
HLLPVAPGHLTILDFEDVRDTAPPRLEAYNLGEFAPDKNVAD
>ANB40059.1 permease [Rhodovulum sulfidophilum]SNK001
MPETRTETAAGPSPKGPGPDKDRKDTLLRRYGIFLAAAVFLALYLMPNPAGLEPEGQKALAVFCGALTLWVAGTIPIYLT
SMIAIIALALTGTVGEKTAFGTLGFNVIWLMVAAFVLTSAMVKSDLARRFALWMVTRFGGTPTRTLAILVLINFVIVFFI
PSTTARASLMVPICIILLEIYRAVPGKSNFGKLMMLLGVQADALATSGVMTGTAANMIAVQFIYDQAGGEIGYMDWLLAG
MPMAMMSMCLTFLVGLRLFRFSDEIDFSHGMSKLEEQHRSLGPISLAEKKAMAIFALTVTLWATADYQEIWFDGFSISIY
VTAVIAAVLCLMPRVGLLEWKEANIKWDLMIFAAGAYAAGNALESTGGAEWMIGGLVRGLGIEAMSTAAVYVVVIFLSMF
SHMVFTSKTVRTTILIPSIIALAQTLGLNPVTLALAASFTLTYTITLPPHSKVNTLYFATGYFSVLEQLKYGIVTCLIGG
TVISVSVFTWFKLLGYGL
>ANB40060.1 cupin [Rhodovulum sulfidophilum]SNK001
MYFMTEAKAAPYAPRGHSGTVNRRLVSPETGATQIEVLIGRIEPGEGASPHFHPGIDQFCWMLEGRARVEIGGLTREIGP
EESCFFPADMPHTFTAIGETPVKVLICYGPPYGEGARVEC
>ANB40061.1 bifunctional diaminohydroxyphosphoribosylaminopyrimidine deaminase/5-amino-6-(5-phosphoribosylamino)uracil reductase [Rhodovulum sulfidophilum]SNK001
MALALALGARGKGRTWPNPAVGCVLVREGRIVGRGWTAPGGRPHAEPQALAQAGGQARDATAYVTLEPCSHHGKTPPCAE
ALIAAGVARVVTALEDPDPRVAGRGHALLRGAGIAVETGVLAGAATRDHRGFLLNRCTGRPMVTLKLATSFDGRIATASG
ESRWITGPAARRHVHALRAAHDAVMVGGGTARADDPVLTVRGLGIAHQPVRVICASGLDLPETGALAASVGDAPLWLCHG
AGADPARRSAWQARGARLIEVATGAGGGLDPAALLSALGAAGLTRVFCEGGGSLAAALLGAGFVDELIGFTAGLALGAEG
RPSIGPLELAHLAEAPRFALTETRPLGPDLLHVWSRG
>ANB40062.1 tRNA (guanosine(46)-N7)-methyltransferase TrmB [Rhodovulum sulfidophilum]SNK001
MSDETRKSPDHTPDTEGGAPARAWRNFYGRRHGKTLRPSQKDYLDSDLAALAPGAVDWDENPDRVPIDLEARFGGREVWL
EVGFGGGEHMVHQAATHRDAAIIGCEPFINGVAMLLGKIRAAGVDNLAVHPGDVRDLFDVLPEASISRAFLLYPDPWPKT
RHHRRRFVTPEFLEPLARVLKPGSQFRVATDIPDYVRQTLVEVPKAGFDWLAEGAEDWRRPWGDWISTRYEQKALREGRV
PHYLTFRRR
>ANB40063.1 TRAP dicarboxylate transporter subunit DctM [Rhodovulum sulfidophilum]SNK001
MESSLVLVFMFTALVAFMLSGAGLAFVLGAIAFISTILLWGPSALIVAVLNTFETMTSEALMAIPLYVLMASILEKSGII
EALYEAMEIWFSRLNGGLAVGTIAICTILAAMTGVVGAAVAAMGILALPSMLARGYHPPLALGAICAGGTLGILIPPSVV
TIVYAITAQMSIGQMFAAGIVPGLILAGSYSAYVLIRTWLNPALAPKPADAPQLPLGEKLARLKSLVLPGIVVLGVLGSI
YAGLATPTEAAAVGVLGAALSALVTRKLSLPMLSEAAGDTLRVTAMILWITIGARAFVSVFAATGGADSLLGFVEGLETS
RWVVLGTMVLVLIFLGLFLDEIGTILLCVPVFLPIVKALGFDPLWFGVLFMITAQMAYITPPFGYTLFYLKGVLPPGLGI
GQVYRGIVPFFLIQLGVLVLFALFPELVTWLPETLLPSLK
>ANB40064.1 acetylglucosamine transferase [Rhodovulum sulfidophilum]SNK001
MPPDLDALTRQAAACGDAAAVVELAARTPEAAARLYRIWLELNGARPDAWAAWFNLSVLLNAAGDLAGAYEAAAQAHRIK
PDLWQAALAAGQAAEALGDRAAAIAFLRQALPPAEGRVALHKQLGRMLELDKRLDASAEELRASLLIDPHQPDVIQHLVH
TRQKMAAWPVTELRVPGLTATEAELWCGPLATLALHDDPAMQRRVAADWIARNVPDPGQRLAPAAGYRHDRVRVGYLSSD
FCRHAMSYLIAELLERHDRDRFEITGYCDSPEDGSDIRARILAALDRHVPIGALGDEEAARRIRADEIDILIDLNGLTSG
GRPGILRWKPAPVQATYLGYIGSVPLPELDWLLCDAITVPEAETENYAPAPLRIEGCYQANDGRAPELPEVSRASEGLPE
DRFVFVCVSHHYKITAPVFAAWCRIAAAAPEALFWLIEDTHESVAALSERWQAAGLAPDRLIFAPRVDPARYRARLALGD
LFLDTTPYNAGTIASDALRMGLPVLTLAGRSFSARMGASLLTAVGLTECIATDPEDYMRRAVAMATDPSHRPGLRGPALA
ARWRATLGDGSAFARRFEAALISVLKRP
>ANB40065.1 hypothetical protein A6024_17045 [Rhodovulum sulfidophilum]SNK001
MPPLPLFLLQPVLKRIVTKIAADNPDMFDRLGHHRHAYFLVDPVDMPFMLYLRPDPEALDFKALNRRRALPPHCARISGK
FLDLLTLMDTEQDGDALFFSRDLIVTGDTEAVVCLRNALDDVEEPIAESVADMFGAPGRGALNMLRRAAENAQKRKGSHS
>ANB40066.1 hypothetical protein A6024_17055 [Rhodovulum sulfidophilum]SNK001
MLPDYVAPDLRSVFCGMAAGPRSAELGLYYAGHGNRFWPVLHRAGLVPEPLAVGDEARLLAQGIGLTDLAKGAWGVDAAV
PAAAHDPDRLARFVETWRPRSLAFNGKRAAQIFLGRKRVDYGAQAFRGLPVWVLPSTSGAAARYWDETVWRAFGAALRRG
G
>ANB40067.1 DNA primase [Rhodovulum sulfidophilum]SNK001
MSLPPGFLDELRTRTSIAQVVGRKVMWDPRKSNQGKGDLWAPCPFHQEKTASFHVDDRQGFYYCFGCHAKGDAIKFVQDT
ENVGFMEAVEILAREAGMPMPVRDPADKVRVDRQTRLLEVMEVAQRHYRMQLQTGAAAEARAYLARRGLSPEAQARWDIG
FAPPGWQGLWDHLTGCGLDPDLILAAGLARASDKGRKPYDVFRNRILFPIRDGRGRVIAFGGRAMDPNDNAKYLNSPQTE
IFDKGHTLFNLARARETAGKGQPLIVAEGYMDVIALSEAGFGAAVAPLGTAVTEHQLRLLWRIHPEPVIALDGDRAGIGA
ARRVMDLALPLLEAGQALRFAIMPPGQDPDEVIRAGGAGAMRKILDEARPMVAILWERAIEDRVFDSPERRAALERDLAA
AVEKIRDPTLRHHYDEDLKRLRWELFRPARGGGGGSGRKGGWTREPRRRPVSSTKSSELVQAMPRFEEELREAVILATLI
VHPALIARFAGELEALVCATPDHAALQQALLVLPPPEEGTSFRDALEDRVGPAPLEKLFSLSHVRIAPPVHDPADHEKAA
LCIAHEVDRLMRLRGAERDIEEGMRDLEGLADEGVTWRLSQAARARYGAGPSQEEDGADFELAPNGAHVDRDERDAFADL
LGRINYGKGRT
>ANB40068.1 TetR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MARTSGSHSEITGPRLRAAAQALFARHGYAAVSMRRIAAEVGVQAGALYNYIPDKQGLLFELMKSHLDELLATWEALPKG
RGPRDALEAFTRFHIRFHLDRPDAVFIAYMELRNLEPGNFRTIEALRRRYETVLEDILREGGAQGAFDVADSKHAAFAVI
AMLTGVTTWYRDEGRLSRAEVEDLYWNMVKKAVSA
>ANB40069.1 diguanylate cyclase [Rhodovulum sulfidophilum]SNK001
MTDDIRLAFAHPSERAEAMDPARPLRDRISLRDLVAEVEIGAFQAERGSTQRVRFNVVVEVRPHPAPLDDDVDRVLSYDM
IAEAIAAELSSERLNLLETLAERVAERILAAPQAMRAYIRIEKLDRGPGALGVEIVRDRAPDLPRPVPVAAEPEPLVAPL
VVFLTNAALAAPELPGWLDRWQAGARPLVLCVGASETPAPQATAPLVQRRIDLLAIEQNAWVLAGRDPRCVVRGSRTEID
WAMKHDQISVWAPSKIVLDAVESPSADPHDALELALWFAAELHAETVLVIGEDVPEHPARGLDLRYVSPDAAGTAI
>ANB40070.1 carbamoyltransferase HypF [Rhodovulum sulfidophilum]SNK001
MEVVPGREIRVRGQVQGVGFRPFVWQLAREFGLVGEVFNDAEGVLIRAAGGDLDGFQAALSARAPGLSRIDALEARDCRF
DAVPETFAIAASRGGAARTRVTPDAATCPDCLAEIAGGGRRQGYAFTNCTRCGPRFTILRGLPYDRAQTTMAGFSMCPSC
RAEYGDPADRRFHAQPIACPDCGPRLWLERAGGAVAAGDPLPLAADLLRQGGILAVKGLGGFHLACDAGNPATLDRLRRA
KRRPAKPFALMLREADLAAVCTPSAADLARLRDPAAPIVLVPGTGALPEAVAPGMTRLGVMLPYTPLHHLLLAAVARPLV
MTSGNLSGAPQAVGNDEARALLGDLADAVLLHDREIARRLDDSVERADPPMILRRARGRVPGTLPLPEGVGGAPQVLALG
GQMKSAICLVKGGQALLSHHLGDLDEADSWDAFLGAMADYGALFDHRPALVACDAHPGYRATQHAGTLGLPVIEVQHHHA
HLAACLAENGWPRAGGPVAGIVLDGTGYGPDGTVWGGELLLGDYRGVERVGHLAPAPLVGGDAAAREPWRNLLVRLDAAG
LADSADRWLADRPRAALRAAARAGLNAPASSSAGRLFDAVAAALGLCVGRQSYEGEAAMRLEALAEGCPADRPYRFAGLD
PAPAFREMMGDIEAGVPHPLVSARFHTGLARAFADPARALVETGRARAVVLSGGCFQNARLLAETLAALRGVKVLIHRET
PANDGGLALGQAVIAAAGELPQMESF
>ANB40071.1 MBL fold metallo-hydrolase [Rhodovulum sulfidophilum]SNK001
MDEPATFDPMPGRVDRLAPGLRRVLAPNPSPMTFRGTNSYILGEGEVAVVDPGPALRPHLDALLAALAPGERVTRILVTH
SHLDHSGLARPLAEATGAPVFAFGDSSAGRRADLAGLAGLGGGEGVDAAFRPDERLADGAVLVTPDWRLTALHTPGHMGN
HLCLAWSGLDPDGAALFTGDHVMGWASSMVSPPDGDLGAFMSSLERLAGRPERCFLPAHGAPVADGPGRVATLAAHRRAR
GARLLALLSEAPATPAALARAIYTDTPPALLPAATRNVLAHLIELRDKSLAVAEGGAVTEAVWRLV
>ANB40072.1 phosphoglucomutase [Rhodovulum sulfidophilum]SNK001
MQKITVETKPIEGQKPGTSGLRKKTPVFMAPHYLENFVQSIFNAIGGVAGKSLVLGGDGRYFNDRAAQVILRMAAAGGAA
RVIVGQNALLSTPAASHLIRKRGTDGGIVLSASHNPGGPDEDFGVKFNTPNGGPAPEEVTNRIFEATKTITSYEIVEARD
LDLSAPGETMLGGTVVEIVDPVADYAELMQSLFDFDAIRRLIAGGFTLRFDAMHAVTGPYAKAILEDLLGAPAGSVINAV
PQPDFGGGHPDPNPIWARPLVDLAMGPDAPDFAAASDGDGDRNMILGRGIVVTPSDSLAVLAANATRAPGYAAGLKGVAR
SMPTSRAVDRVAAAAGLDCYETPTGWKFFGNLLDAGRATLCGEESAGTGSDHVREKDGLWAVLLWLNILAETGLSVAETL
RAHWAAHGRNYYTRHDYEAVDKDRAEAMLEALRGRLDSLAGQSFAGRKVEMADEFSYDDPVDGSKSTGQGLRIHFEGGAR
IVYRLSGTGTVGATLRVYLEEYTDDPARLELPVEEVLADVIAAADEIAGIRDHTGRTEPDVRT
>ANB40073.1 hypothetical protein A6024_17890 [Rhodovulum sulfidophilum]SNK001
MNTEHHIIGGTPVEVRWKAIKNLHVGVYPPDGQVRVAAPLSVSLDAVKLAVLTRMDWVRRKQARFLAQERQTHRQYVSGE
THFVFGRPLRLDVIHWDKKVHRIELIGSDRLRYSVPADTTPAVRRRWLENWYKARLREHVAPRLEHWSSHLGVATEAWGI
RPMKTKWGSCNPDKKIVWLNLELAKKPVRAIEYVLLHELAHLISPRHDERFIKVLDDNMPKWRSIRDELNQYPLAAWEDL
QTLAR
>ANB40074.1 hypothetical protein A6024_18070 [Rhodovulum sulfidophilum]SNK001
MGREAKGDLANGERADARHLGAREKSIADIKYSVGKTVFNSNGQVIPSTVKNKELHMSDAELDKLIRDLLTIQEDRCAIT
GLPFQFRGAQTDDNMLPSLDRIDSNGHYAKENLQLVCRFINFWKQASDDGEFRRLVGVVRGDDMEGG
>ANB40075.1 transposase [Rhodovulum sulfidophilum]SNK001
MKQFRRNYSDPTRGPTGKGTARYRALKEVCQACPSKAMCCPNADARKITREEHEDARQVAREIAKTEQYVISMKLRKKVE
MLFAHLKRILGLNRLRLRGPCGANDEFLLAATAQNLRKLAKVLPATQKPRNA
>ANB40076.1 integrase [Rhodovulum sulfidophilum]SNK001
MKDHPISQRRACVLIGVDPKTVRRERPPDNPEIREEMHKIAEERRRFGYRRVGILLERKGMIMNEKKLYRIYREEGLSVR
RRRGRKRARGSRTPMPVPLQPNQRWSLDFLSDTFGACRKYRILAVNDDCCRENLALIADTSISGARVARELDALVRVYGK
PACIVSDNGTEFTSKAILKWANENGVEWHYIDPGKPQQNGYIESFNGSLRDECLNEEIFDRLADARRKLAIWRYDYNHVR
PHSSLGNKTPAEARRALEQSEGSAPGALATPETYHYQPQGLSL
>ANB40077.1 hypothetical protein A6024_18300 [Rhodovulum sulfidophilum]SNK001
MAAALTATTAGAEEIGPADLSSLPAADVVVLGETHDNPEQHANQAAAVRALAPKALVFEMLTQGQAAKVTPGLRLDGVAL
GQALGWAESGWPDFAMYFPIFSAAPEAQIYGAALPRDEVRRSVTEGAAAVFGDAAGLYGLDTPLPAAELDQRIDDQREAH
CNALPEHLLSGMVEAQRLRDASLARAARQALDETGGPVAVIAGNGHARTDWGLPAAFARVAQDARLISVGQIEGAATGAP
PYDYWLVTGVAERDDPCAELTGG
>ANB40078.1 LuxR family transcriptional regulator [Rhodovulum sulfidophilum]SNK001
MQGGLELFLDRLQRATTLEDLYCVTEDLRDRYGVLHIVYHWVNSVGERYGAGTYSTEWVDRYLECDYLMIDPVIFGCYSR
FHPVDWKELDWSSKQARVFLRDAMSYGLGNQGVSIPLHGPKGQFALFTVNDSCSDAAWEMFKQINLRDLILIAHDFNKKA
LEFEQWSDPAPRAALSPRELSAMTLLAKGMSRAQAAQELSISEHTLRVYVETARHKLGALNTTHAVARALSTGLIVV
>ANB40079.1 crotonyl-CoA carboxylase/reductase [Rhodovulum sulfidophilum]SNK001
MALDTNPSIAPYEAPEKELYEIGEMPPLGYVPSKMYAWAIRRERHGEPDKSFQAEVVETPAIDSHEVLVLVMAAGVNYNG
IWAGLGIPVSPFDGHGAPYHIAGSDAAGIVWAVGSAVKNWKVGDEVVIHCNQDDGDDEECNGGDPMFSPSQRIWGYETPD
GSFAQFTRVQAQQLLPRPRHLTWEESACYTLTLATAYRMLFGHHPHELKPGQNVLVWGASGGLGSFAIQLINTAGANAIG
VISDESKRDFVMDLGAKGVINRKDFNCWGQLPKVNTPEYKAWFGEVRKFGKAIWETTGKGVNVDMVFEHPGEATFPVSTF
VVKRGGMVVICAGTSGFNLTMDARYVWMHQKRIQGSHFAHLKQAAAANRLMCQRRLDPCMSEVFPWAEIPQAHLKMLRNE
HKPGNMAVLVQAPRTGLRTFADVLEAGPSA
>ANB40080.1 hypothetical protein A6024_18535 [Rhodovulum sulfidophilum]SNK001
MGRQCGPRDGILDQLRNRYGESRQAMGLAGNNAVVEIFANTRTGTWTVTGTFANGLTCLIASGEAYNPVAEPPGQAL
>ANB40081.1 metal-transporting ATPase [Rhodovulum sulfidophilum]SNK001
MIEIAAILSLILSDWADFGVILAMLLVNAGVGFFEENKADSAIALLKQKLAPAARVLRDGRWQEIAAKDLVPGDLVRLEI
GNIIPADLRLTEGQYLSADEAALTGESLPVDKAVGDIAYSGSVVRLGEMVGEVTATGMNTYFGRTAALVQGPERKSHFQQ
AVMRIGNFLIVSALVLVSIILVVSIWRENPLWETVQFALILTVAAIPVALPTVLSVTMAVGAERLARMKAIVSRLVSIEE
MAGVDVLCSDKTGTLTLNQLTVETPRPAAGATRDDLLLAAALACNANAPDAIDQAVLAAADGIEARRDYKLGTFTPFDPV
SKRTLAEARRGDETWRFAKGAPQVILDLAGLEGAARTALEDEVDTLAAQGFRAIGAARAEGEGAWQFLGLIPIFDPPRPD
AAETIAKAGEMGVTVKMITGDHEAIARQIAGQLGLGQAMYPAGQLLEGDPAEVEARVRAADGFARVLPEHKFRIVEVLQQ
GGSIVAMTGDGVNDAPALKRADAGIAVSGATDAARAAADLVLTGTGLSIITEAIAEARRIFERMTSYATFRIAETIRVLL
FMSLAILAYDVYPVTAIMIVLLAVLNDFPIMMIAFDNVAVSPKPVRWDMRRVITIASTLGVMGVAETFLLFWYVDSVLHL
PRETIQTLIFLKLLVSGHMTLYVTRNQDWFWTRPWPNWKLFCTTEATQVIGTLIAVYGVLVTPIGWTAALLVWAYCLVWL
PIEGAIAMGIRRLYAARLQG
>ANB40082.1 DNA methyltransferase [Rhodovulum sulfidophilum]SNK001
MRKTVPATPVAPWMGGKKALNRRIIERIEAIPHRTYVEPFLGMGGVFLRRSWRPRLEVANDLNGEITNLFRVLQRHYPQL
MEVMRFQITSRREFERLRACDPATLTDLERAARFLYLQRLAFGGQLRGVFGISPNSGPLFSLAKIGPLLDAAHTRLDGVV
FENLPWQDVLARYDGPQALFYLDPPYWGGEDDYGKGLFDRDQFAELAERLGRIEGAFVLSINDRPEIRDLFGAFVIEEVR
LNYSVSKSGATAARELIIANREVRVGLV
>ANB40083.1 hypothetical protein A6024_18780 [Rhodovulum sulfidophilum]SNK001
MTCAPVAQAPQGVAPAAPYTRAAFGSGWTDPDGNCLDTRAELLAALSTVPVRLAPSGCSVRHGRWFAPYTGQVITEAGDL
DIDHIVPLRYAWGHGAASWSAQKRARFARDPVNLLPVSASANRSKGARGPLDWLPPDPGFRCQYVLRFRRIAASYGLVQS
AAEERDLVALTGRVCGA
>ANB40084.1 hypothetical protein A6024_18835 [Rhodovulum sulfidophilum]SNK001
MKETAEDEAVREKTYRVAADELRGFIERFEALAEEKAQIGDQQKAVMAEAKGRGYDIKALRRIIALRKRHAEDIAEEEAV
LQLYREALGM
>ANB40085.1 hypothetical protein A6024_18910 (plasmid) [Rhodovulum sulfidophilum]SNK001
MAMQVLTTTPFGQRPMTAALLDRARDAQRPASVPEFDKWELFRELCAARAAYGIGDRELTVLNALLSFHPGKVLAEADPL
IVFPSNAALSERAHGMAESTMRRHLASLVAAGLIARHDSPNGKRYAARGADGGIARAFGFDLRPLLVEARRIASAAAEAR
AAAEALRRLREELTLLKRDAVKLAVYGRESGLPGDWTGIEARLLDIHRQMRRRLDCAELETLKAGLSGLLSEIRVLLIET
ENPSGSDGEIGRHYQNSNPDLNESEPCQEMAKGAGVRSSGTASMTGTRAELKPGGDTWSDSGSEPGDDPGSAASVTSIRS
AGSKMPDLSAIPGGTDAPPVLPLALVLKACPDILDYAASPPRHWHELVALAGFVRGMMGISPDAWAEAERAMGAETAAIT
VAAILQRVSEIQSPGGYLRALSRKAAQGGFSPGPMVMALLRPMAA
>ANB40086.1 plasmid partitioning protein RepB (plasmid) [Rhodovulum sulfidophilum]SNK001
MARKDLLKGLMDPGKPASATEAGAEPRPTRVDAARPRYSKGAIGAVSQSIAELKSRSIVEVDPRMIDDAGFRDRLDAEDP
GLEQLIESIRVYGQQVPVLLRPNPDDTERYQVVYGRRRVAALKALHLPIKAMVRELDDCGLVIAQGQENAARRDLTFIER
ANFARQMRDAGYDRKIICDALHVDKTLISRMLSVADRVPIELIEVIGSAPGIGRDRWLALADKLKGRDLTDRAVGESSDA
RFEAVMAALAQPRPPAPRPRVVTAADGRALAEVARKRGRTVLSVDNGVSAGFEDWLVENLARLHGEWQDGRED
>ANB40087.1 plasmid partitioning protein RepA (plasmid) [Rhodovulum sulfidophilum]SNK001
MVRRQERIDLLVGEHAQKLSERLQAHRAQLFPPDAKRTLRRFTSGEVAQLLGVKDAYLRKLHLDGKGPSPEIRANGRRYY
SPENIQELRKFLEAGTKTPGTYLPGRREGDHLQVITVINFKGGSGKTTTAAHLAQKMALDGYRVLGVDLDPQASFSALHG
FQPEFDLLDGGTLYDAIRYDDPVPLPRVIQKTYFTNLDIIPGNLDLMEFEHETPRALTNRSGSLFFTRVGDALAQVEGDY
DVVVMDCPPQLGFLTMSALSAATAVLVTVHPQMLDVMSMCQFLLMVSNLLGVVSEAGADMSYDWLRYLITRYEPGDGPQN
QMVSFMRSMFGDHVLNHPMLKSTAISDAGITKQTLYEVERSQFTRSTYERAMESLNNVNAEIEALVRQAWGR
>ANB40088.1 ABC transporter permease (plasmid) [Rhodovulum sulfidophilum]SNK001
MNATAKAGAAPRKTGKTGATSFATTFRQLADSVGPEDAPGLRRALAGLIAAAALQGFGLAAIAPLFTAAATGPGLREALF
WFGVMVVLMGAASALRWVAQGFDFDGRMVRATWRLRSRLGAKLREIPLEQLQDRRAGELNSMVLGNVDENLLYALTVLNL
VFTAVVTPFCAALGILLFDWRLGLLLLLVFPAIVPLYRWRRPALGRGKRILGQAHQEASADVLEYTQGLPILRAVGRAGE
KAQRLSATFRKLEQIQIFGHRKGAKPNIIVASVVELGLVAVLGVGVWLVVAGSLHPAALGAVFVIVVRLSEPLSTFILYT
AMLEVMEAALERIAALMAIRPAPQMDPPAMPESHEIRFEGVGFTYANADSPTIRDFDAVLPERSLTALVGPSGCGKTTLT
RLLLRHFDPQKGRVTIGGVDLRQIPADRIDGLVSVVFQDVYLFNDTVLANIRMGRPDASDDEVRAAAAAAQCLDFIERLP
QGWHTPLGEIGGRLSGGERQRISIARALLKDAPIVVLDEPTAALDTESELAVQSALDALVAEKTVIVIAHRLSTIVGADQ
ILVIENGRLAQAGRHGALIGQGGRYARMWAAQGARKRWSVAG
>ANB40089.1 hypothetical protein A6024_18940 (plasmid) [Rhodovulum sulfidophilum]SNK001
MTTHGPEQALPSRPSRPGEGRAWLAHQQSEDGLAPRIAQVSLPDHLEPGAVVVAIAEALAGRAELTRLYRFDDASGLLVG
PGRGRPDLRLRWAASADGIGPVIDTCAAAPWDLSRQPPLRVVLVLAPGAARLALIRHPVADDLPDSATLLAELIPGAEPA
LAGETGPGDDITRLILAEFRSALEAPQMTADCDFFDMGGHSLTATRIIGRLAATHGIELRLNDLFLHPTAAALAPLARRS
GTGLAAAPDRSAAPADRAPLSLAQASLWKIYEALGFGPIFNIPFVLRFLDPVDETVFATAFRDVMERHPALRSRFADSPD
GVLQEAVPMAELDRMGWFMPSGDVEDPAPVLAAEAAHDFDLARELPVRLRFIRTGEGQLLSFLFHHVVLDEWSVNLMMDE
LARAYAARAAGRPPLWAAPAAPFHAFARRQAARGPDPRALSYWLDALSDAPPPCPIRRPDAPPLPQNPDAANDAGGAWCE
IALEPHVSDGLYALSKACSASLFNTVYAAISVALQRLAGLDALTVGTSASGRTDPDYFDTIGYFTTVTAHCLRAPGHLTP
RALIGTVRDMINGSLPHCEIPIDLVEERLSDGTAAPGAHMFEVFIQIHARNALNGALEGSEGPVRFRQVDPDKTDSVLGL
QFEVVEDVIGGKRGLRMMMSYRHAHYSADDVAELVAAVTRTCTAFAREGAADRPLDALLS
>ANB40090.1 ABC transporter permease (plasmid) [Rhodovulum sulfidophilum]SNK001
MSGAAHIVWRWRGLSLRSGRRALWVNLALALLIAAGALVSLRLGRIAIGPAEIWQVLAGEAPSRMLDHVVMDIRLPRLLV
TLGAGAALGASGAIFQTVSRNPLGSPDVIGFTAGAASGALVWIIGFGGSGAGVVPAALAGALLTGICVYLLARKDGRVGA
YRLVLTGIGVGAILSAFNALLLVRGDLDAAISGNLWLAGSVEGRSWGHVWPLWLGLGLLMPPLLLGMRPLGLMAMGDDLA
GPLGVPVEQARRRMLAGAVTLAALATAAAGPIAFVALAAPQLVRRLARMPDQPLIGAALMGAALMLGADLLSRVAPWGAI
LPIGQVTGVIGGLYLIWLLTRKRRRG
>ANB40091.1 ABC transporter permease (plasmid) [Rhodovulum sulfidophilum]SNK001
MARTRRLWPTLGLLVAVTLASLFFGPREITPDVTLEALLRFDPTDGAHLLVREQRLPRALLALVVGAALGAAGAMMQTLT
RNPLADPGLLGVSAGATLAIVCLIALTGRIDIGGSLWAGIGGAGLGGAAVFALGGMARTRDPVRLVLAGAALSIVLLTLT
RLVTVNVEAHVFDQFRHWAVGSLQGRDWQVLGPAAALVALGALAALALARPLDALALGQDFGQSLGADPRRIWLAAAGVI
VVLSGVATAAAGPITFVGLSAPHLARHIVGPAHRGLLLASMILGGALVGIADLAGRVIGGPTQIDVGIMAALIGGPVFVA
LARRMRMNAL
>ANB40092.1 Fe2+-enterobactin ABC transporter substrate-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MNRRSFLTLATCAAALGSSVGAVTGWPRRLTNADGSETALPRAPARILSTSVTLTGSLLAIGAPVIASATTVRGAFFDQW
QAEARARGVEKLWRAGSIDLEAAWALEPDLIVVSAGGADSALAQRAALAEVAPVLVLDYGAMAWENLTRRLAQATGREAE
AEALLTGFAETLDATRATLTLPDGRANIVSYNGPGAPNPIARAKGAHGRLLTGLGFDLEDPPTGWQSASMPASADVVRAS
YEHLTQLRAETTFLLAGTKADAARFMADPILANLPSVQRGQVYGLGKNSFRIDYYSAREVVDGIARQFGGA
>ANB40093.1 hypothetical protein A6024_18965 (plasmid) [Rhodovulum sulfidophilum]SNK001
MYDLTPMQAASWVNGHAGAKAAQGPSAHLYVELDRRDGALDPDRLERAVAALIARHANLRLAVAPDGTPRILPPGPGPFL
VRHDLRRLGTLDCQLALERIREDQSHQRLALERGEAAAFSLSLLPGGGSRLHVDLDMIAADPSCFPDLMDDLARLYEDGP
GCELPPAGDFAAHLGARRSDPARPEREAAARAWWQDRIAALPEAPDLPRPPGRREDTPRTARLAERLDPARTRALMLRAR
EMRVTPTALTLAVFAQELARACGQPALRLTVPMFHRPEGETTVIGDFSDFALVGVAGAEPDLSVLAGRVQADLAGAIGHS
AHPGPGQMRDLARHLGHVPEAPVVFTAGFDHPRGSILSDRARQCLGDLVWSVSQGPGVALDAQIARLGDGLLINWDIRLD
LVDRDWIESLFKAFMDRLRALSDAAPVPRSWPLGALQRAYLAGREDVLPLGGVAMHEARLFRGSLDEAALRARLQALCAA
HPALGLRIDASAGRQYLARRPGLPLLTRDLRAAPDAEARLQALWQDFARSPCPLDGPLWQVRALLLPEGQEDALAVKFDA
LALDGPAIAQICAELFATDPPPARPASAPLPVPQPVPAAERAADAAYWAGALARVESAPRLPWRRPPDRPGPARYRRASR
ILAPELIRPLRRAAAREGLFLNTVLGFAILEVLARFTPDLRICAGLPTAPALDREDLGNRSSFIVIDHNATSGTPRERAA
ALQAQTMAGLGHMGFSGVDLARQLMGQTGGPLALPVVLTNGLDWQAPPMGAPMRQVDGLTQTPQVALDMRLMRAPGGGIE
IAADHAEGVLDPATVKAILDASLRALETMARTGELSLPDPLVPVELPPQSPHVADPAPHLLRIAEALDRARGPALICGEE
RLDYPALRARVTAALAGLAAQGMGPGDVLAIHLPRGIDHVVLQLAAALAGIVWAPIDAAAPPARREYLLDRAAPALVVSG
EDLPGRPCLRPGDLPRPGGALPDAAILRLRSLDTGPGYYLFTSGTTGAPKCVVLSNRATANVLDQTLSAWKPGPEDVLIS
VTPLHHDMSLFDIFGGLAAGACVVLPAAGHEKDAMEWARLVARHRVTLWVSVPAIVEMLLACARPGQIDSLRLIAQGGDY
IKPATVAELRRLCPAARLISLGGPTETTIWSIWHEIGPEIVSAADDMSASGTAPVPYGRPLDGAGYRICNPLGEPCPPGV
TGRIHTTGDCLSLGYLEAGGLSQDGFVTLPDPDGTPRRAFRTGDLGQWSADRPGQILFAGRVGGYVKVRGVRVSLGEIEA
ALADHPALSQAMVVDLAPGDGRETTLVALYAARDGQPPGAAELRAWLRGRLPQSHLPDRFLAVAALPLSSNGKPDRAAAR
ALALSPTAPCPDGLGREVLDIYLRQTGPDPEATIDSPLIELGLLPGHLIPVAAALNARFGTALRPSRLIPARTARQAAQL
IPPRPEPEDLG
>ANB40094.1 2,3-dihydroxybenzoate-AMP ligase (plasmid) [Rhodovulum sulfidophilum]SNK001
MDDFTPWPEDLARRYRERGYWRGLPLSDGVRAQAAARPGACAILCGNRSFSYGALDRMSSVMAGRLIAAGLRPGDHAVVQ
LPNRAEFYITFLALLKAGIRPVNALYSHRAHEMRAYVEQLEPALLVGSRAHPLFAEDGFLDALRRDGLAPRLGLWLDGSE
PGQDLAQWMDPEAGLPEAPLPAPDPAGVAFFQLSGGSTGTPKLIPRTHDDYDYSVRASVEICGVDAETRFLVALPAAHNY
LLSSPGALGVFRAGGTVVMAESPEPHLCFGIMRRHRVTMAALVPSAVALWFEAVRDGLPVPESLRLVQVGGASFAEAQAR
QVPDLLGCTLQQVFGMAEGLVNYTRLDDPPERVFATQGRPISPDDEVRVLDRDGRPCAPGQTGRLWVRGPYTFRGYFRSP
AHNATAFDAEGFYHSGDLVRRDADGYLSVVGRVKDQINRGGEKIAAEEVEGLLLRHPDIIQAALVAQPDARLGERGCAVL
VARKKLRAVELRRHLIALGVAEYKLPDRFAFAETIPLTPVGKPDKKALRAAMLHPQ
>ANB40095.1 hypothetical protein A6024_18975 (plasmid) [Rhodovulum sulfidophilum]SNK001
MTLTTTSTAPDRDWLSARLNSLLEDEGPIDPAESLIYYGLDSLRVMKLAAELKAHGIHVGFEDLAREPTLDAWTALIDAR
RDG
>ANB40096.1 hypothetical protein A6024_18980 (plasmid) [Rhodovulum sulfidophilum]SNK001
MAECLRGPAGLEAALARLGAALPDCRAAVVPVARTEGPKARRAAEFRAGRLAAAAASAALTGMPCLAGRGADGAPLWPAG
LTGSISHSGGQALALVGPSARRAGLGVDIEGPLSPRVAAEIAPVALTPEERACFGTDPVWVGLIFSAKESLFKALSPRIG
RRFDFDAARLLPGGATRPPLLCLTCDLAPGWKAGRRIEPVLIAHERGVMTAVALQPRKVAPPST
>ANB40097.1 2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MRLSGFDGRTALVTGAAGGIGRACVALLTGAGARVVATDTAAAIEALAERPGAAAWLPCDLRDPEAVGAMVAEAETRAGP
LSLGLHAAGVLATGALLEMSPEDWRRVQGINLDGSFHLLQALGRRLVRRPGAALVVVSSNGGGIPRLDMGAYCASKAGLT
MLTRCFGLELARHGVRCNVIAPGSTLTPMQTGMWQDGDGAQRVIAGDPGSYRAGIPLGKLARPEDIARAAMFLLSDEAGH
VTMADLYVDGGATLRG
>ANB40098.1 hypothetical protein A6024_18990 (plasmid) [Rhodovulum sulfidophilum]SNK001
MALPEIASYPLPAPDALPRSRAPWRPDPDRAALLIHDMQRYFCAPYPHDAAPLPGVIANIAALARAARAAGMPVFYTAQE
GDQLRADRGLQADLWGPGMSRRPDHQDILPELAPAEGDIVLVKHRYSAFQRSNLDSLMRARGRDQLMIAGVYAHIGCLAT
AAEAFQRDIQPFALADAQADFDAARHDMALRWVAGCCGVVIATGDALAALPAEAACA
>ANB40099.1 iron ABC transporter substrate-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MVQRRVARLFGGASIVALCAVSPTATKAQDLSDDAYSLGTLFIIGDTLIRSFQKTAASVTAVEEADIEAAQGKDSVKDIV
ADMANVTYAASGGQGGAPTIRGQDGEGPNSGAPAFFGGSVPRIAVNLDGHYLSYNELVYSSTSIWDVDHIELFRGPQTIS
QGANSIAGALVVKTKDPTFEREGAVRLEYGSRGKRRASLMASGAVAPDLAARIALDYSARDNYIDYVNPAFSLGGTDQDH
LSQTARFKLLWTPAAMPGFEAMLTFSHTDSNRPTWEAATVPFSDYDSTVTQNPSWKQFTNTTILDLKQEFDNGATLTNQS
QFSSLYTRRTTSPVTAGSAVIDQDSYSNETRLTFGNEATALSGVAGLYLSHTDSDETLNLRGATAFDDTKDSLGIFAGLD
YDFADRWTISGSVRYQRDRVQREGSSSFATNDLDYDETFDDWLPKLSLSYDVNDTTTIGAMVSKGYNPGGVTLGLTSGEW
VTFDPETSTDYELFARTRVLDDRLGLSANLFYTDFKNMQRYVTSEAVAGYFEAVTVNAEEANAYGLELGFDYEASQTLRL
YGSLGLLSTEIEKFSSAGADYSGNEFGRAPGQTISLGADWKIRPDLTLSGNVRYSGSYFSDDDNLSASFVDSYTVANTRI
AYDLQDNLQLYGYVNNLFDEDAVTYLRASRAVVGGYEATLVEPREIGIGVKMTF
>ANB40100.1 DNA-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MNLIEPHRFTPFEAGSPTSVILPGLHRNTHVDVMRINTGLVLAHSHFSAATRHEGDIRRPEDQLILAFNLSGRMLLIDPQ
GAAHEISGGEGWIIRSGGRRLQRIVEKGDGCSNLVIALSVSRLAPALAEGLEPLLPQAAPFRRLCLPVPGKSMLETLLDG
RTDPAALLRKEGQCLALIGHALEEIAAAPDHGPATGDPGLLIARVTAFLSDNLANPITISGIAQEMRMSHVTLNQIYRAA
TGMTVFQHLRSLRLEAAERLIRHTDRSFTEIAGECGFSDASHLSNAFRKRHDMTASDWRRQVRKKT
>ANB40101.1 TonB-dependent receptor (plasmid) [Rhodovulum sulfidophilum]SNK001
MSRHSSSRPVPGRIALFALSTALTGSLIPGPAQAGEDMTYLGEITIFANYWEELARKSAVTATVLGGGDLARPVSPDLDA
MAGRSANTVFQRANSQERLVVRGMSAFDNALSDPVGYMVNGVALPMGTIQLPHFFGADSVTLLKGPQGTTFGRNSEAGLL
AFDTIRPGSREGGEINLGVSGSDAGASPLGGSGSVLWSGRARNGPALAFGLEYARDPGVISNPVTGADDGGKDRRATGFA
AAEWDLQDGGYLRLTTLAENQKFNKEQFRSISGPFATGRYESVYSDPSWERRRTSVTALEYGTGFDGFDLTAITGFTTFD
RDFVLDFDGSPLTLGVTELDVRDRTISQEIRLTSTGAGPLKWVLGVNAFKQSTDADFNLGAMSTDRHTEIDQNGVALYGF
TEYAISERFRLGGGLRLDHVSSEAWQSFTSPMARLRYKGDESSTTLLPKLTLAYDLSEATTIHASYARGYMPAGYNYGFA
NSADSLTYGAEYSWNAEIGVKHAFTNGAALTLAAFHTTVKDKQITETIPGAAQYISNAGEAKSYGIEAELTAPLGSGWEL
AANAGWQRARASSFRTSSMDLGTGSLTPVDWSGNALPMAPETTWGLALSHQGEVWRARGSLHGSGSYWFDPGNTVKQKGF
MTVDAEISRSLGKGELTLWVTNLLDEEYYSTAASTMRGVVVEDGSPRTIGMNWKIAW
>ANB40102.1 methyltransferase type 12 (plasmid) [Rhodovulum sulfidophilum]SNK001
MVSPDRSSGAARLLQTLEGPIRYALLDWALESGVFGFCESHIAPDLLGRRMELPVGPLTLALRALVAAGFMEAGEAGFRT
APDILPFVKTGSPRNMVETLRMMAGTRHAGLGQFGALVAGKAAPSGSRLFDEAHWDAHHRSLAGFHRAVGTDATAPCLTG
LPEWPHARNLLDIGPGSSALAARLLAMRPDLRITLFDLPPVAERIGAEAESLPLAIMPGNYNRTLPDGPFDIIWCSMSLY
FHDGGLPALIARLAERLAPGGVLVSFHEALSDHRSAPPEHVLGRLLPALRQGDVSFAEGEIADAMAAAGLVRPTSQHLST
AFGRFRLDAARKEV
>ANB40103.1 taurine ABC transporter substrate-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MRLLPLFLAVLPLPALAEEILLSGPPIWESAPLIALAEDQPLEGITFSFRPWASPEQLRKRVIANIPLMAVAPSPTAAIF
DANGMALRVVSATITEGSLSIVGRGTEITELADLQGASLALPFKGYLPDLMMRRIAEPGAETWQPHYTGSLVAGMQLLLA
ERGVDATLLAEPMATLALAQDRALTRQADLCALWRGATALADCPPAGVIIVNPAFAERPEIRAAYHAAFAKLAADPASAA
GLLAAHFPEMAQARAGFARISALDLPMPEQADVLADFYAAILKIEPAAIGGRLPEGDFYGK
>ANB40104.1 ABC transporter permease (plasmid) [Rhodovulum sulfidophilum]SNK001
MTRKLAFLTGVAAIVLFWSLAAQANLPAILPGPLAVARALGLLLGDPGFWSGTLGPSLGRASGGLALAFAIGAPLGLASW
RWPIVAALLAPLRLILMGLPAPVLAILCILWFDGSTTTTILTVAALLVPVFQIAIAEGMGAIDPQLDEMARLFRVPPIRR
LRRIILPALWTALGPALRIAVANAIRVTLLTELLSGAEGLGAAVQRAQSWLQTDRLFALVLLILALIGLAEVALAALTRE
RKRP
>ANB40105.1 ABC transporter (plasmid) [Rhodovulum sulfidophilum]SNK001
MTLFAADTIGLHYPGRPGPVFRALSLSILKGESLGLSGPSGTGKTSLMRVIAGLERPTSGRISIRPRRIGMAFAEPRLLP
RLSAMENLSFIAPKARAEGRAMLTALKMAALQDASADSLSKGQAQRVALIRALLIRPEILLLDEALGGLDMATWQSARDL
ILAKRDRDGFALVEISHDPARRIMPEARAISFP
>ANB40106.1 hypothetical protein A6024_19035 (plasmid) [Rhodovulum sulfidophilum]SNK001
MQTRPRPSRPRLALLVGIGVWPIITTLLYLIRPVSQGWPVLLTTLALTPAMVIIMVWGLLPAIHRYFGKFLMRG
>ANB40107.1 hypothetical protein A6024_19040 (plasmid) [Rhodovulum sulfidophilum]SNK001
MPELHLGAARPVSEFEQDDPADPMNEPSRAASFTSSSAPAPTRTRRRFATAEERSYLRRLRRLIFATTFVWPGLGIGVLA
WIGIGIEARALDGYVVSALVFLTLCVLVRVFVFSGWGAALVGVLRMRPALRVPDDLQVEVFGDSLCAIVHPTRDSTNIFT
LGRSRDLVEIPFHWERDLVADGLLPGHDQHIEVTRLPDASGEVLRLPMSSRHGRARIDPTLPDLGVFLLRLGDRSIARKM
RAGLPLLRAQDTILRLGFGAGLLGLLACLVCWIAVDDRLDEMAGLRSTVPRIVGI
>ANB40108.1 dimethylallyltransferase (plasmid) [Rhodovulum sulfidophilum]SNK001
MKILMVLTSHDKLGDTGNRTGFWLEEFAAPYYVFKDAGAEITLASPKGGQPPLDPASDSDDAGTEATRRFKADDAAQKHL
ASSEVLSSVSAEGFDAIFFPGGHGPLWDLAEDKDAIALIEAFAARDRPVGAVCHAPGVFRHPKGPDGKPLVSGRTVTGFT
NSEEEGVGLTDVVPFLVEDMLKSNGGQYRKGEDWASFVVIDGKLVTGQNPASSEEAARKLLSLL
>ANB40109.1 NADP-dependent oxidoreductase (plasmid) [Rhodovulum sulfidophilum]SNK001
MAQTDTVNRRYVLARRPKGAPDENTLRLESAEVPSPGPGQMLLRNEYLSLDPYMRGRMSDAPSYAAPVEIGEVMVGGTVA
EVVTSDVDGFETGDRVVAFGGWQDYALSDGTGVINMGKSPEHPSWALGVLGMPGLTAWAGLTRIGQPKAGETLVVAGASG
PVGATVGQIGKILGLRVVGIAGGGEKCRHVTETLGFDACIDYKAEGFPKALEAAVPDGIDIYFENVGGAVFDAVLPLLNA
SARIPVCGLISQYNATSLPDGPDRMSLLMGTILRKRMTMHGFIVFDDFGHLYPEFAKQMGDWVAQGKIRYREEMIEGLEQ
APAAFVGLLNGEAFGKRVVRLGQ
>ANB40110.1 hypothetical protein A6024_19055 (plasmid) [Rhodovulum sulfidophilum]SNK001
MSGDRGAPFPSPAHACKAPGEAQKKLARELAELTRLVETRIAPDAPDAAFDLLWAELQLAPGIHERTDDSQGTIGEVMGE
AMAAIERLAPRLGKDPAALAETVFEAILDDGYGAFDDAVPALAEALGATGLARLKALAEAARAAPPTEADLARYAFISDR
DARAARARAGRNRSLDMILRDVADAEGDVDSWLARYTPEQLTCSTIAPDAATRLLAAGRAGDALHLIEAALPGESDDPWF
DDPELDAAHFACLEALGRKDDLRAALWHRFERRLCPDALRRHLRLLPDFEDIEAEDRARGIVLDYEPVEKALAYCLEAPD
LSLAAELIEARSEEIDGNAYEILTPLAEALAPAYPLAAVLLWRAMIDFALGRRRAGRYGHAARHLSDCAAADAEICDYGP
HLSHADYLDGLRQSHARKSAFWERLRTG
>ANB40111.1 galactitol-1-phosphate 5-dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MKALIYTGPRLLELRELPDPEPGPGEALIRVEAAGICGSDMHAWAGHDDRRPAPLILGHEAAGIVVSAPPGGPAAGRRVT
VNPLVTCGHCRFCRAGRDNLCETRQILSMPPREGAFAGLLAVPARNLTPVPEGISPVAAALTEPLACGWHAVGLAERALE
LPLAEARCLVIGGGAIGLGAALVLRARGAAEIWLAEPSGPRRDIAAAEGGIRTFDPTGPGTGPEGVDLVIDGVGFGATRA
AASAALRPGGAMVHIGLGDAGPGLDIRRATLQELTFIGSYTYIAQEFRDTAAALFAGRLGGLGWVRTMPLAEGAAAFASI
AGGGEAAPKIALLPDG
>ANB40112.1 gluconate 5-dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MIAATPLEGKVACVTGASAGLGRAIAEALVGAGAKVVAVARRRSDWCDGTNAVALSADLSDPGRAKGVARAVSDPFGPPD
ILVNAAGVNTREAADEVTLEGWTLTQNLNLAMPFFLAQALVPGMRERGWGRIVNFASLQSLRAFPGGIAYGASKGGIVQL
TRAMAEAWSRHGITANALAPGFFPTELTGPVFDDPERAARNAAQTCIGRNGRLPDIVGPALFLCSAASDYVTGQVLPVDG
GFTAK
>ANB40113.1 histidinol dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MTVSYLKKAPRRAVSDATETRETVQKILTEIEAGGEPAALDYAAKFDRYEGNVVLTRDEIDAAAASLDQRVKDDIRFAHD
NVRRFAEAQLKTVGDFQTEIRPGLTLGQKAIPCRAAGCYAPGGRYSHVASALMTVTTARVAGCGHVSVCSPPRPGVGVHP
AIVYTADLCGADQILALGGVQGIAAMAFGLFGMPAADILVGPGNQFVAEAKRLLFGRVGIDMFAGPTDSMVLADATADPE
IVAADLVGQAEHGYNSPVWLVTDHRPLAEAVMARVPELIAALPPVNAENAAAAWRDYAEVILCDSREEIAATSDSYAPEH
LTVQAADLDWWLGRLSCYGSLFLGEETTVAFGDKAAGTNHVLPTSGAARYTGGLSVHKYLKLVTWQRATRDGARPIAEAT
ARISRLEGMEGHARTADIRLAKYFPDRSFDLGADPAAVQGSAKVSA
>ANB40114.1 C4-dicarboxylate ABC transporter (plasmid) [Rhodovulum sulfidophilum]SNK001
MLWQQMQQGAVALDWTFYLPVAAFLLLVALAVPVWVAIGAASVMLLSASQVLPLSLVGEGLFSGIDHFALTAIPLFILTG
DVLVRTGLSRKFLDVAEALTNWTRGGFGSATVLVCGMFSAISGSDAAGAAAVGRMTIERLVESGYPRPYACALVAAGACT
GILIPPSIAYIVIGLVLGISASTLFKAALIPGVLILAAILLTNTVLNRRHAWEQGHALSLSEWLANLGRALARGWYAFIV
PGVIFWGIFSGRLTPTEAGASAVTITIAMGFVMGTLKLADFPSMMVSSAKVNGVIVPIVAMSLPLAQALSAMGVPQSFVY
TMTGFVSEPWMLILVMIAILVAAGCVMETTPNIVILAPLLKPLADEIGMNEIQFCVMMITALGVGFITPPLGLNLFVVSG
LTGESVLRISARAVPFVLFMLTVVLLIAFAPAVSTLMLS
>ANB40115.1 C4-dicarboxylate ABC transporter (plasmid) [Rhodovulum sulfidophilum]SNK001
MLNALDRNAERWALLIFYIMLVATMAIEVIRREVFAYSSIWGEEVVRYCFIYLCWIGAAAAVRERAHIRIDLLLNWAPPR
GRALLYMFGDLVTLALAVLALWLSAQTVSVSWTFGSVSHGLRVSMVWFLMAVPVGFSLMIFRLLQSLVRDFADLRAGRPV
YEGERLFE
>ANB40116.1 C4-dicarboxylate ABC transporter (plasmid) [Rhodovulum sulfidophilum]SNK001
MRNDNDDTGWKAAASRRNFLRLAGTGSFTAAVMASAGGMLWSDKAAAQTANEERDRKRAAEHVMTLATAYVMSADRSYPI
MQLDLKENIQNASEGRVYVQLAPAGQLGAGNQLVQKVQSGTIQAAQHSIANFAPFAPVVDLVNLPYLCGSNQRFVNLTRS
EVWTGTVHPMVEARGFKPLFYVVIDPRVVALRKGGPGPVLTPSDLAGVKFRVPGSEMLQTYYRLVGANPTPVAWGETPSA
IQQGVADALDPAVGALYVYGFKEMLSHVTFTRAVPDAQVYSCNLEWYNGLPGDIREAIDTAADITAQQNLAKVPAARGFA
MSELKNAGVEFHRLSDDQLGLWQEAGGYQRSEWDDYKTGLAGSMAAFERMAEAAATEVRAYVDDA
>ANB40117.1 hypothetical protein A6024_19090 (plasmid) [Rhodovulum sulfidophilum]SNK001
MKFFGMAAFGASALLLAVFAINLIGARAGAALIGTAAETVLLFLAAACFGLGTLSCEARRDARGADGPEVSRRS
>ANB40118.1 LacI family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]SNK001
MSGPATGKPDRSRRPPTLEDVARAAGVSTATVSRSLNAPDRVRAETRMAVEAAVRDLGYTPNFGGQALASNRTNTIGAII
PTMENAIFARALQALQETLTESRVTLLVATSHYDPAREEAQIRALIARGVDGLALIGSQRTAAADALLETRGIPFVILWS
APSETPHPAIGFDNARAAAELTAQVLARGHRRIAMISGPLAHNDRAQARLAGVTETLCAAGLELAPGDLRECPYTLADGE
AAAAALLGRAEPPTAIICGNDVLAAGALRAARRLGVDVPGALSVTGFDDIELATAVHPPLATIRVPHRGMGEAAGACLMD
WIDSGRRPVSRLLPTEFVARGSLGPVG
>ANB40119.1 MazF family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]SNK001
MQIARWGNSLAVRLPADLVRTLGLREGDRIELEPSGEGRLAVSRHPRADEVLSGLRRFRGRLASEDRLSRDAANAR
>ANB40120.1 pilus assembly protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MPADFFDTNVILYLLDDGPKADRSEALLAKGGTISVQVLNEALVNCLRKARMSHDEAGEFLFGIRDLCETVELTVDTHDV
GRALAARYKLSVYDSMIVAAALLSGCTRLWSEDMQDGLTVEGRLKIVNPFADAA
>ANB40121.1 short-chain dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MTRTLFITGASSGIGAATARAAVARGWSVGLMARSADKLDTLATELGAAALALPGDATDPTAQEEAVARTVEHFGALHAA
FANAGRGLERPGTEAGDPEDWRGMVDLNVMGVLFTARAALPHLRRTKGHLVLTGSAAGRTHIKGSIYSATKWFVHGYGGN
MSEEMREWGGRCTVISPGMVDTPFFDSPKPDKIRPEDVADAVLYALEQNPRAELREIHIMPTG
>ANB40122.1 hypothetical protein A6024_19115 (plasmid) [Rhodovulum sulfidophilum]SNK001
MTGTAATVAGRDPMAGIAAMCAGVACLCVNDAFAKALTEGYSPVQILFLRSLIALPFAAAIAVGTGGPRALVSRRPLAHL
ARGGLVIVAALMFFTSFRYLGLAEATGLIFVAPIFITALSALVLREPVGWRRWLAVAAGFAGVLIVVRPGAAAFQPASVL
PVLAALFYAVLMLSARWLDARESVWTMQLWLVGSSVLLSGLAVGFVWTPVPAGDLWAFGCIALFGTLGMTLITQAFRMAP
AVVIAPLDYTALLWATGFGWLFWQEVPDRATAVGAAVIVVSGVFIMIRERRAAG
>ANB40123.1 exopolysaccharide biosynthesis protein exod (plasmid) [Rhodovulum sulfidophilum]SNK001
MNRNRGSRRRVSLSLPILRTSRDQHDAGNLTLGSLLSGLGETSFGWAVVVFALMTMLPLPPGSSLVTALPVLVTTAQMML
GYRHVRLPGPLARLRLDHDKLRRTVLRLRPVTRRLERVLRPRNPALFRRRNERALGAALFVIAFTLFLPVPGSGWFPAIS
LFVAGVGMVEHDGRVTIWGLVMGAASVLLTVAIVVSLAASAEAVIP
>ANB40124.1 hypothetical protein A6024_19125 (plasmid) [Rhodovulum sulfidophilum]SNK001
MKKYGRTFHLPFSPGATSDDKVMSSLEGLMAEDLVVTEKMDGENTTIHAGGSHARSPDSRYHPSRDWLKAFAAGISPYLA
EGERIVGENLYARHSVAYDALPSYFLGFAWIVGDVIQSWDLTQARFEELGIQPVATLYRGAYRTGLFEDLARALDLSRQE
GFVARIAGSFPESDMPRRMGKYVREGHVQSEIHWMKAELIANGLADA
>ANB40125.1 hypothetical protein A6024_19130 (plasmid) [Rhodovulum sulfidophilum]SNK001
MTTAKTPRPARAGRPTKRQSERIAAEIVARARELFIAQGFAATTMEQVIAACGIGKDTLYRRFATKEDLFAAVTQKALER
TEAWFEAVAAECPERPLDRVRHLARWFLDANLDPELLALKREAFIEAMRARPLVGADPFTPKLAEAIRAAAAAGELAAPD
ADFVADQLIAALVLGPSNAALMGDDTLADPAAREAWFDRAWRLFVEGAAPGRG
>ANB40126.1 ligand-gated channel (plasmid) [Rhodovulum sulfidophilum]SNK001
MDRGTLGRTTAALAAALGTAATAAAAQDDAYALEAIVLQADVADTSSSYALPDMRSATKTDTPVVETPQALTVLTRKQFD
DQNTQTVGQALRYTSGVLSEIDASTRYDSVFLRGFGGFGISSQFVSSLDGLRLPRGQAFAQPAVDPFLLDRVDVLKGPSA
LLYGPSSTGGLVNMVSRAPDGSTGGEARLEYGTHDRVQAGFEQHGTLDAAGTLQYSLTAIGRSANTRYRDVDEKRYAIAP
VLVWQPSADTRLTFGGYWQDDPEGGYFNSIYPKGAAPSAYARYLDRDFNIGDPDFDSFERTQWALNAGLEHAFSADLTLR
SKLRYGRIDADMKGLQMGAPLDASGMLARNALISDETARALNWDSNLEYRFQTGAVSHRLLAGADLLWNDSDWQYSYTSA
APLDVTDPVYGGVSGPFTTMTDSHQTTRQAGIYLTDQLSFGRFRAVLGLRHDRIETDSLNRLSGTTTEQSSDNTSYRAAL
LYLFDNGAAPYVSYSTSLEPTSGVDAAGDPFVPTESEQWELGIKYQPPGMDALFTMAAFSIDQTNVLTPGDVPGYFIQTG
KIRSRGVEFEGRGKLTERLELIGALTLLDTEVRASSNPAIIGNRPQAVPDYFGSLWLNRSFDGRLDGLELGGGVRFVGSS
YGDDANSLKSGSYTLADLAIRYDLGARNPSLAGLEATLNVRNLFDETYYSSCSYDYFCQYGEGRIVTVGLRKTW
>ANB40127.1 hypothetical protein A6024_19140 (plasmid) [Rhodovulum sulfidophilum]SNK001
MVGRRGFLTGAAAALTAPRLARADAGIEARDVLGNRVALPAPPERIVLLDATDLISMAALITEPGARLAGWASVPRLDLG
RADWLAPEGLPVVGKLSPDTVSAEGILALSPDLVVASAYMLPPGGSVLESVLRAAGIPLAWTGGHDRALRPGDKLDRAMG
FWGAVLDRPKAARGLAAWGRARFDAVRAATSGPRPRTYMEIMSTYDTCCWAAGHAFWGGIFEIAGGHLLEASDGWGAKLG
PEGLIAFDPEVYIATGGSFAPELQPGIAPGLDPERGREGLARAAARPALKDSSATRAGRVHGIWSGLATAPLMAPVLADC
LGAWLHPETGANLDPRRTLTALNDRFARPLPGPLWLSLDAA
>ANB40128.1 hypothetical protein A6024_19145 (plasmid) [Rhodovulum sulfidophilum]SNK001
MIDVETELAFPGAETAHAALSAHAKSHDIPPEIDAPGHLAFSFQGNRLEFLTVPGRMRIRLSGVSPNTLYFLKEAVAHHL
EEADPEAARTLRWPGDEGADSHRTPPNFRLLTVLERSRPVEGMTRLHLAGEDLEPLTRDGIHVKLMLPADRSRSPVWPGV
AANGATRWPKGADRLHVRYFTLLELDAEAGRVAIDFVDHPDGQISDWARAARSGDRIGIMGPGGGLPPATDRPLILMGDA
TALPALLRILEALPASAEGCVITPLRPDDAGYLPASPLETLLLGPEGFAASAAGCFAEALAARPEARVWVGAEHALVHEA
RRIAAALPAERKEIGTYWRRGRRGDARRDDHDD
>ANB40129.1 AraC family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]SNK001
MQRRIVSAGFVADALEPLVRRGIDPAPLLAGAGIAAADGPVTNQEYGRLWLAVAEALDDEFFGLGARPMRPGGFVFLGHA
VLHAATLNVALRRALRFLGVLLEDPSGSLRVADGQAEIVLSDRRGLRSAFAYRTYWLVLMGLSCWLIGRRIPLTRLDFAC
AAPPNRADYQRFFGAPVQFGQAESRLCFAARYLELPTIRDERALKLFLAGAPANILVRYRHDQGLSARIRVRLRGTDPAL
WPDLEQVARELALSPATLRRRLRAEGQGWQAIRDDLRFAESRRLLAGTGESVAAIALRIGYAEPSAFHRAFLKWSGETPA
AYRAARAG
>ANB40130.1 AMP-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MKLDRIARRDYADAHARFSIEDEIASLAGDLDAGLNAAVECCDRHCGRDLVALRTVSAGGSLAEYTFEDLRELSARTANV
LKAHGVGPGDVVAGLLPRTLDLIATILGVWRLGAVYQPLFTAFGPKAIEHRLTCAGTRMIVTTAAQRGKLDEIPDCPPVA
VIRDADTPLPAGDIDLCAERAAAPAEFAPVLRDKDAPFMVMSTSGTTGLPKALMVPQRAMLAFAVYMRDGIGLHEDDTFW
NLADAGWAYGLYYAVCGPLLLGAATTLHEGGFSAETTIRLIDELGITSLAGSPTAFRMLIAAGPEAVAPIKGKLRTVSSA
GEPLNPEIIHWFEKHLSVAIHDHYGQTELGMCVNNHHGLEHDVRPGSAGYAMPGYRIAVLDEAGNEQPPNSPGELAVDIA
NSPLLWFTGYYGTETPAIAGGYYRTGDSVEIEPDGSLSFIGRADDVITSSGYRIGPFDVESALIEHPAVIEAAVVGIPDP
ERTELVKAFVILGKGHEASDALCEELQQHVKKRLSAHAYPRLIDFVDSLPKTPSGKIQRFLLRKAEVEKQNVR
>ANB40131.1 3-hydroxy-2-methylbutyryl-CoA dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MQIENRVFLVTGAASGLGAAVAAMAVAAGGRVLLADINAEAGEAMAQELGEAARFVQTDVTSGEDGQAAVDAAVEAFGGL
HVLVNCAGIAPGERLLGRNGPHGLDSFQRAITINLGGSFNMMRLAAEAMAGNEGEERGVIVNTASVAAFDGQIGQIAYAA
SKGGIAAMTLPAARELARHAIRVMAIAPGIFATPMMAGLPQEVQDSLGATVPYPPRLGRPEEYARMVRSIVENQMLNGEV
IRLDGALRMAPK
>ANB40132.1 acetyl-CoA acetyltransferase (plasmid) [Rhodovulum sulfidophilum]SNK001
MTSDPIVITGARRSPMGGFQGDLAAADAPALGATAIRAALGGLDPEAVEEILMGCVLPAGQGQAPARQAALGAGLPLSAG
ATTVNKMCGSGMKAAMLAHDLIAAGSAQVAVAGGMESMSNAPYLLPKARGGYRMGHGEVKDHMFLDGLEDAYDRGRLMGT
FAEDCAETYQFTREAQDAYAIASLDRANAAITEGRFRAEIAPVTLATRKGEQVIDTDEQPGKARPEKIPSLKPAFREGGT
VTAANSSSISDGAAALVLMRASEAERRGLTPLAKILGHATHADKPSLFPTAPIGSIRKLMERTGLTLSEIDLFEVNEAFA
VVAMAAIRDLGLSHDIVNVHGGACALGHPIGASGARVLVTLLAALETHGLKRGVASLCIGGGEATAMAVERFA
>ANB40133.1 acyl-CoA dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MMLTEEQDQIREAARAFAQGRLAPGAAARDRDHAFPRAELTELGELGFMGMLVPEAHGGSDTGMLAYALALEEIAAADGA
CSTIVSVHSSVGCMPILRYGTEEQKARFLPKMAAGEWIGGFALTEPQAGSDASALKTTARREGDHYVIDGAKQFITSGKN
GAVVIVFAVTDKAAGKKGISAFIVPTDTQGYKVVSVERKLGQHATDTCALAFDNMRVPAENLLGAEGEGYRIALSNLEGG
RIGIAAQAVGMARAAHEAALAYARERIAFGRPIVEHQAVAFKLADMATRIDAARLLVLRAAELRETGKPCLTEASMAKLF
ASEMAEEVCSAAIQIHGGYGYLADYPVERIYRDVRVCQIYEGTSEVQRMVIARGL
>ANB40134.1 hypothetical protein A6024_19175 (plasmid) [Rhodovulum sulfidophilum]SNK001
MAVAGGGVRAMARRGLRSRPLSLALALAGAWSRLVRFSCQPVPDALSEQAGSPVQAGDAVGSYRADAMTVSAVPGARDQA
GQAA
>ANB40135.1 hypothetical protein A6024_19180 (plasmid) [Rhodovulum sulfidophilum]SNK001
MIETLRMPFFVLALVLLAFAVSFEIGLGLVWPALVPPPGGQLPDVSPGFGVPYLAAIDLILVYATAAIALAFLWPALAGR
VQAAIGILLALIGGLLVLALILAAFAALMLMLTLLLAVPFGTMAYFAAFADFPTAKAATALAAIMAFKLGFAICLILAHQ
RFLKMKILMLVIASSLALTWLTALLHALVPGFLAAITDALAALITSVLALVWIAVLFIGNLPGLVRAIRSLLTARPAT
>ANB40136.1 hypothetical protein A6024_19185 (plasmid) [Rhodovulum sulfidophilum]SNK001
MGVKGAVALLLVFGLVFYLTLGAGLMTGRGGGPPEADSFSAPGWTGALERIVAPFRPRLKLSRTRFVFTEAGVIDVPRIS
GDAMRRASFVVEGRGQLVYSCPGCDGDQVWPEEGTRDFGKVSFAIFPSGGRIAVRPRSRQLVLTLRDGR
>ANB40137.1 hypothetical protein A6024_19190 (plasmid) [Rhodovulum sulfidophilum]SNK001
MALALPKTMKKAVHIIGILCAAAAGLALIIHGALITSAPMEIAWGAIFLAGSLLAVLGGATASPRGGIDPPSPGAKFTRI
ADWAWYCIAALVVVGIVLSFVI
>ANB40138.1 hypothetical protein A6024_19195 (plasmid) [Rhodovulum sulfidophilum]SNK001
MPSFEIDTPQLVIEPSGSLQVGISNSANQARTCRLEIAAEDAEAAGWIAISPWQERNLQPNERSEITLSLTLPPGAAAGP
RRFRLLAVEVSNPDEDVARSPDFRFEVPGSGGGGKLPLWPFIAAGVAALLLVIGVGAYLFWPAGTAQVPGLSGLTLAAAE
ARLEAEDLAVGRVDRRESGSAAPGTILAQDPGEGAELAPGSAVALTVATEPARAEVPNLVGLSQDKARNVLRDRGLRMGG
TATRESGSVAPGTVLAQNPGEGAEVAPGSAVAVVLAAAPRVTVDEDCIRHNPGNIAAKQIGGRWKIVDGSHWMLDFGTDA
DSAKKVLAVLKAYGADRICYVSRPQPPMMYILNGDSAPSATAATRQRLAAAGLGREDCIGFDPATLDLESGGAGVTLVSD
RSRMIRFRNMDEAKKAMLVIRKHGFTRQCFVGRPNPEFKYFLR
>ANB40139.1 hypothetical protein A6024_19200 (plasmid) [Rhodovulum sulfidophilum]SNK001
MTRHEIAALLPEILREADRPASPFRALLEAMAGLADPVDREIDGLDAQIDPRRCRDRMLGMLLGWLDLGPVAGAVARHVR
DPALRDARLRRLALAAPALLPRRGTQAGLRDMLAAASGLEALQLRESLPGDGPGFRPFHVVIEYPRPTRPARALIRDVAE
LEKPVFVSFEIVELSAPEDSEEGA
>ANB40140.1 hypothetical protein A6024_19205 (plasmid) [Rhodovulum sulfidophilum]SNK001
MSLPLPQLADRDFAALVEEALARARQTCPEWTDVSPADPGRALIEAFAHLTDVMIFRLNRLPRKLYVAFLNLLGGELRPP
SAATAMLEFRREAAGGADAAPLAVTIPAGTRIGGRGEGAPVFVTLDQAVLAADAQSVAVRAIHAAWVEGDLLSEGVEGPG
AVLALTRGPVIAPLPYETGILLGVEDDAGGRPLRRFGGRDFALWPGLETPFELFSDGPGFYCARGAGRVFLPRAAPGSAG
VPRPDAQIRAWYLTGGGAAGNVAAGTLTDLRDPIPGLAVRNPERAAGGRDAEPLETALERIPREVFSDRRAVTARDFEAL
ATGEGGVARAQARTGVQLWAHAEPGSVELLLVPEPAPGQSDAVGRRAGIEALQTEELRGRIARLIAARKPLGVTVNVAWA
RLKPLSIRVDVEIEPDAPEDAILRRIEAALDRLISPFRDWPPGRPIRPADVYGTVLAEPGVRSARSVVFEVAEAPDADVR
DAVPDPHQPRTWFVAAGDRIFRSLNDGASWESLARQEGCPAIAVRPHPRRPGLVAAVWAEGGNQTEDGSRLAVSFDCGET
WQSDAIRFDSWIYDLAWLGTAADPVLLIATRAGLYSWQVRAEALQRRLPVAAGVDAVGLYAVLATGTALGRPVVAVAARE
QRGVWISYDPLEPGSFVATGLEGSDIRVLDAADLAGGRYIWAGARATGGSAGEGAFRLNLPERPQDLDAWQPLRARWRGG
SCLGFAFLGTRAWAGSFDAGVLEADLGADPIAWTAPEVDIGLPFRSRENLFEPVAALAARAAGPGGPGLMMAAGPRGLYA
RGADGGPFAATSQTLFENEVRLPAPWLFASEPHLVRVIGSDDTP
>ANB40141.1 hypothetical protein A6024_19215 (plasmid) [Rhodovulum sulfidophilum]SNK001
MRVLVEPATIVCAHGGTIPQRASQGFVTVMGAPVLIEPDPVPRRVDHCPLPPPQKKCLTTITVTAGYSRFVTIGGRPVCL
ETLAGLTEGSPVGTWRVLASGQALVECSG
>ANB40142.1 hypothetical protein A6024_19220 (plasmid) [Rhodovulum sulfidophilum]SNK001
MTEMPRPGRARERKLTVRLDGVPLAAGSVDALTGIELRQTVSAPALCELCFEAGGALPLDPGALAGQRLEIAAGPDAVLF
EGSIGAVAPGRARPNRRSLRIRAHDPLAALYRSALPARHEADGLDALVRTLLGRHGLELRGESGAPCPAVLLQHGLDDLR
FLARQAAKLGFHLAAEGKAVDLFGAEGLGAPLPLSFEGGLLEAEIEENALAGFAATRQTLWDTGLNRPLAGESPGAVPGR
AGELTLAAGLYEPPVAPERLTEARAAQHGAAARRISGVALGDAALRPGRRIALELEPGRTARGTIAETLHRVEPGLGWVT
EFRTGLPAHLPCEGMLAAPGTVAEVSGGDDPLLRLKLDLCDGLETDWLAVALPGAGADKGVIALPETGDRVLALVFAENP
AHGFVLGGLYGEQEVPRLGRGPGGVRPYLLRTPRGQQLLLSDRGARVELRASGGSRLTAGPSRTELHSAGDLVIEAPGRA
ITIRAASIGFEEG
>ANB40143.1 hypothetical protein A6024_19225 (plasmid) [Rhodovulum sulfidophilum]SNK001
MDRVTLLVDETGDQISALLNPASLSFRRQSGMRPRRRIGTVVAGGTGRDAPLVFAGDAVTELDLELLFDADFAGSATPAP
SGPPRDSLDVRGLTAPIWRLSEAAEAHGEALDDLPQVFLIWGRATKLRCRLLGLAERLERFDAVGIPRRSWLTLRFRVFQ
EAEEDPRGYLPLPAPVESFLDEVPVPGALAGPQDPDLPDLLDQSPGVTVIGGERLDEIAARWLGSPADWRWLAFVNDLAD
PLRLEPGTVLTLPPPGSGPGAPTTGAVP
>ANB40144.1 hypothetical protein A6024_19230 (plasmid) [Rhodovulum sulfidophilum]SNK001
MTGRRGFLAGTVSALWRLLGRIAALLAGRGGAAGDGQGEDLPPAHWLAAIRAAAPDKLDGIRLIADFEGRAPDPSAGECR
AETGTGFVPPSFPARPVGVERMLAESRAATEALRPVSPRILAAPLVIVAPKTIAPEIVEPVIAGPGPVVPSPVGRRGGLR
PRVAVLSPVSRAAEAAGSQSVEQSPEQSPEQRPERNCGSGISWPRRIPAVRVLSGSGLAAARSGAAEREPAPAGPGEAPG
EGGAQGRDVPHRPISGAEQSEGQQDERGDSHGGGPKDDDQEDGQTRLRPGLSVRPVPSVSLPDAAALHPAPATLPSVPEG
EVAFAGAVAASVRPPDVDLVPASGTVLPGGWPRRGSAPNPAPTGAGLSLGSDAAGRFPTMDPVREAEPLPSFERRLDGPE
ARRARFAREQGGELWTV
>ANB40145.1 hypothetical protein A6024_19235 (plasmid) [Rhodovulum sulfidophilum]SNK001
MPENATAARPEPLRNYQFSLQIQNREIAAFTACTNLGMRIAPIRYREGGAHEAVRWLTGDTEYGEVCLRFGVTNSTELWD
WIMTAAAGAVERRNVAIILYTPRGDEALRYNLTAAWPCEWAGAHLDALDQGVAYEYVKLVFEQIAAVPRAAAAT
>ANB40146.1 hypothetical protein A6024_19245 (plasmid) [Rhodovulum sulfidophilum]SNK001
MKGAPLPSVRFGTASELRTALVGWIGATVPGCRVGVPEEEAGEETGEDGLRAVLRLGDIAPVSHGEGRDLVLARATYRLD
LAADGIAEAEQALVDLILEGAGHPAFAVEAVVRPDAPLPGLAIRACLERRRAAPTAPPVKIHNVELRPGRRSERQRTG
>ANB40147.1 ABC transporter (plasmid) [Rhodovulum sulfidophilum]SNK001
MSMVEITDAGPESRSDLESLKRAWHLAGPLKRQVSLGVLYRFLQSMMLGLGFGVVVLVVTGLADGRPLSTGWIWQTCGLM
ALSLAGQMLFGYLSVRASWLSSYEMAGHLRLRILEKLRHLPLGFHQARHRGDTVTVLTSDMQMLESFFSDGLPRIAQALG
LPSAIFLVLLARDPLLALATAVSAVVALPVFLATSRQLSKLGIRRQDMQARAGARMIEFVQGMGVIRAFNHMAQGQQGFR
RAIDDFRDISIRMVVQLALPMALFGMIVMLGAPLVIWVIGGRLDTIGTGSAVTALLLLFSMYAPLLALLGVMEAVRMADA
SLIRMDRILAAPDLSEPADARPRGSEVRFEKVDFCYRPGQKVLKDISFTVPERSMTAIVGPSGSGKSTILNLIPRFWDVE
AGRITIGGADVARIGEAGLSDLVTVVFQQVYLFSGTIRDNIAAGRPGASQAEIEEAARAAQAHEFISRLPRGYETEAGEG
GAALSGGERQRISIARAILKDAPIVLMDEATAAIDPTNERAIQTALARLVEGRTLIVVAHKLSTIRSADQILVLEDGGIV
ERGRHEALLAQEGLYARLWNHRARAAGWQIGG
>ANB40148.1 ABC transporter (plasmid) [Rhodovulum sulfidophilum]SNK001
MTEAAMAGAPPGNEASKPPDFFASLKLLMRHGGKAGPLLSISAAMATCAVALELVPVWAVWRLVAELVSGTATPAIFVTC
AVAALVAVVLGYLLMGLALGLSHVAAFRLIHALRLALARHLARLPMGWFAGRRSGGAKKLIVDEPERLELLVAHGLPEGI
SAGATWLAVTIWLFAVDWRMALASIVLTPLAFGAMFSAMGRNARMAGAYQAASERLNGAIVEYLAGMAVVKVFNRSGESL
GETAGAVRDYAAIETAMGRAFVPRGALFYTLVGANICVILPVGMVLMQTGSLDLERLALFVILGANYSLPLMKLFNLFHN
MAHISMASTLIEDVLATPAQPDTGARISLPDHEIVFDRVRFGYEAGTEVIHGVSFTARDGKVTALVGPSGSGKSTLAGLI
PRLHDVGAGRITLGGRDIREIGLDQLMEEIAFVFQDTVLFSGTIAENLRFGKPGATEAELQAAAIAARAHDFIAALPEGY
DTRLGEGGAALSGGERQRLAIARAILKDAPVIVLDEATAFADPDSEAAIQAALSELSRGRTLIVVAHRLHTIMGADRIVV
MEEGSVAETGRHEDLLAQGGLYARLWADYTAAQAIPLRGGRTMETTR
>ANB40149.1 hypothetical protein A6024_19260 (plasmid) [Rhodovulum sulfidophilum]SNK001
MMRSLLNTACVAALAFGSLAFAATPLEARDRSAGGELDLGTIFVRGAKRPQEALSFPGAVAEVDALQLQAREVRNIADLD
RVFPGLTVDTRSARVYSNFTLRGQSSLDYYNPSVQVYVDGLPQDPAVLAQMFPGALENVEVLYGPQGSLYGRGAVGGVIN
VTTTKPGDGAPFSWSAGGSDQGYQAQMRGQVQLGDGLWADLSLARDDADDDLDVMGTGEDVGGTVEDRAQLRLRYAPEGS
SLDIMLSAARNRIDSSEEQFVKGTELSGRKAVPFPSDYIQDTDSYGLTADYDLGWGKLSLLTGYQDRSLDRTIFGSDTPE
WQKTLTQELRLSSATGGPVDYVVGLFYSHTKFHRDAYGASTLQKTDSYAAFGDLTWHATDRLDVTAGARWDYEKTDATAT
GAVSLDGSDDWSALSPKLGVSYALAPDWQAYGIVSSGFKAGGFTRTLTPSNISYTYDPATTWNGEAGLKYRSGDGSVEAS
VAAYYSVTDDYQMFVGPAASQYLQNVGEVTAKGIDARLRVNRGAWGVTGGATWGSSRFTGYDDASGTDHDGNDVPYAPDF
TARLAVDYTHDLGHGRGSLIPRMGLSYQGKVWFDEANSLGQGGYWLVDAGLAWDMGQHRVLDLYATNLTDETYVSYGFDA
SGYGLGDVYQLGRGREVGIRFTQSF
>ANB40150.1 hypothetical protein A6024_19265 (plasmid) [Rhodovulum sulfidophilum]SNK001
MPALALVGLYAAQSITGSMVQSALPVVLRDAGVGLDRIGLLSLLFIPWVLKVFWSPLVDRFATPRRWILTCQGLLCLCFL
IGAAFAPEHHLGALLPVVFAMAVLAATQDIATDAAGVHATTRRTRSLASGASTVGGYAGFLIGGGLWLWIYARLGWEISM
IFLAVAMLLLTLPVRALRIGRPEPAARPPSPLLSLKNPVLMRGAGLLLLWQGGVRLGLAMTGPMLVDAGFSMEFIGWLRG
AGGMAVGLIAAAAGTVLCRRFGPRPVLLAAGGGIGTCCVGLAVWAVAPGALWQLAALQLGLSALTAVSFVALYAEMMNWC
APAQVATDFALLQSLDAALAVATGILAGQLAQHMGYAPVFGLAVVLLMSALPLVRHLAGTCPASEIPLKNMEIAE
>ANB40151.1 hypothetical protein A6024_19270 (plasmid) [Rhodovulum sulfidophilum]SNK001
MGLQIETRQLAHAEPHEVAVLGPQPLSSSFGGMPESGSYRILGLRKGVTISLFDIETGTGMAADMHTAPCVALSLLFEAA
GTGWITEGEGQFGPIPLRPGIYCMIAPAGATGQDRFKPSSRLRGIDIRLEPSFWSALGGPSSIDALGAGHPHAAMASPSV
WVGLLPLTPRLMADAQALFRSGMSGTADLTVEARSLYIIDEAIRALAAGVNMATAIAPAPLLARDRRAVQRVIALMEGDL
GRAWTVPELAQAAGISHNRLKQSFRAETGCAVYAFLQERRLGEARRLLLEGKGSVTDVALSVGYGSLSHFTALFRRRFGQ
TPSDVLSLSKTARRTG
>ANB40152.1 hypothetical protein A6024_19275 (plasmid) [Rhodovulum sulfidophilum]SNK001
MLKESPKDGTAEGRLFRIAYKSRAHPGCDLASAGAMAAEDALRNRDRNVTGVLLFERGWFLQWLEGPARTVLSLASAIRT
DPRHGEMQILSAGATDERRFAGWPMRLAPPSGPLADRADFDAATAALAFDRAAALYREECGGEADWRDLADGFVRDLARA
PEEAVPDLPPSALETLSARAGFVDALCAALAAAWHASALSGFEVTLATVRLNRLLLRAGRPATSLAPKGRVLVLAPYGCT
EIAGAIAKTDLLRQAGYSVRMVPWASGAALDDAVGETGSCPVIVYAGRVGIGTKDAMRGAALAERLSARMPGRTVLLGGR
DAGPLCDWSHRLAFLAQQLPTGADPAADPALRTRQRV
>ANB40153.1 isocitrate lyase (plasmid) [Rhodovulum sulfidophilum]SNK001
MSQRKTYSELRSDVLSRYPSGRSSSGVSVDDIVQLKLQNTYATHLDIAREMASVMRADMAAYDADPRNSTQSLGCWSGFH
AQQMIKSVKRLRGSARGVYVYLSGWMVAGLRNRWGHLPDQSMHEKTAVAELIQEIYTSLRQADEVALNDLFKTLDAARTA
GDTAAEAAAIEAIDGFESHVVPIIADIDAGFGNEHATYLLAKELIKAGACCLQIENQVSDAKQCGHQDGKVTVPREDFIE
KLRACRLAFEELGVDDGVIVARTDSLGAGLTQKVPVSRAPGDLASQYIKWLKTEPITEENPIREGELALYRDGEFMRPAR
LPNGLFPFMEGTGRARVVEDCIASLTQGGADLLWIETDTPNVDEIASMVSEIRAAVPDAKLTYNNSPSFNWTLNLRKQVR
AQWLAEGTISEDSYPDGNELMKPDYDETDLGREADARLRAFQTDISTRAGVFHNLITLPTFHLTAKAMDELSRGYFGEDR
MLAYVATVQREEIRRGISAVRHQHEVGSDLGDTFKEMVGGERALKAGGSANTMNQFAAE
>ANB40154.1 malate synthase A (plasmid) [Rhodovulum sulfidophilum]SNK001
MSLDHHVPTASTPLVLREAPGAERVLTAEALEFIAALQRRFGMNLHALMIARQRRQERNDNGRLPDYLEETQAIRQGVWQ
AAPVPEALADRRVEITGPVDRKMMINALNSGARVFMADFEDATAPSFANIVAGHANMLDYRDGTLIHDDPKTGKSYRVGE
NPALLIARPRGLHMEEANVLLAGRPVSAALFDFGLTLFHCGRALAATGRGPFYYLPKIESHREAAFWNSVFEFAQDRVGL
PRGTIKATVLIETLPAAFEMDEIIWELRDHIAGLNCGRWDYIFSYIKTLRAHADYVLPDRAEVIMDEAFLAAYAARLVKV
CHRRGVHAMGGMAAQIPVRNDPEANEAALARVRADKLREVRLGHDGTWVAHPDLVPVAMAVFDAEMPGPNQIRTPRQEYR
LLPEMLLRPHEGRITEEGVRTNISVAIEYLAQWLSGRGAVPIMNLMEDAATAEISRAQIWQWIRHGARVAARDGTERRMD
ATWLDALVQEEIAAILGRTGPGGFHRGHYASAARIFQEAATAENLPDFITTPAYAVLNALD
>ANB40155.1 DNA-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MAKRGEKLVIGQRLKVLRKSLGLTQAQMAAELGISPSYITLIETDQRPASARLLMRLAEVYDLNVSELAPGIDAQLASDF
AAALKDPALEARGVGRAEIEAVLQSAPGIAAALVRLQAKYTHAAMQAQAEDNPLTDRNKVELLGQIARPVEIVRDWFYET
QNYIDRVDRAAEAVAEEMALRRTEPHLALTERLADHGIRIRILPAPVMGGSLRRFDLHRRELLLSELLGQSSRRFQIGVL
LARLEQQELIDAVIRSAGFGDGFGAGDACRLARVSLANYFAAALMMPYGRFLAACESERYDVELLSHRFGTSYEQTAHRM
STLQRPEARGIPFFFVRVDRAGNVSKRFSAGRFPFSRFGGTCPLWNIHGAFEAPGRVHTQVIRMPEGASYFSIARTVTRA
GGTHSAPAPQLAIGLGCDIAYAPRLVYADQLDLGRVKPVDIGLNCFLCERRDCASRAQAPINRKLAVNELERSLAVYRFE
GE
>ANB40156.1 hypothetical protein A6024_19295 (plasmid) [Rhodovulum sulfidophilum]SNK001
MLETLLMPFQFGFMQSAFAIALIVSVPTALLSCFLVLKGWALMGDAVSHAVLPGIVLAYVAGLPLILGAFAAGMLTAVAT
GFLSENSRIKQDTVMGVVFSGMFGLGIVMFVALRTNVHLDHVLFGNMLGVGPADLWTAGAISVCVSLVLVVKWKDLMLYA
FDPAQARASGLPVGLLHYGLLAILSLTIVATLSATGLVLAVGLLISPGAIAFLIVRSFGRMLAVSVLVCAVAMLGGTYAS
FFLDSAPAATIILVLTGLFVLAFLRRLHLTRSASRRAATA
>ANB40157.1 hypothetical protein A6024_19300 (plasmid) [Rhodovulum sulfidophilum]SNK001
MSALLEPFAYGYMTNAMWVSALVGGVCAFLSCYLMLKGWSLIGDALSHSVVPGVAGAYILGLPFALGAFLSGGLAAGAML
FLSDRSGLKTDVVIGIIFTAFFGLGLFMASVNPMSVSIQTITMGNILAITPGDTLQLALIGIVSLTVLVLKWKDLMVTFF
DESHARSIGLRPGLLKAVFFVLLSASVVAAMQTVGAFLVIAMVVTPGATAYLLCDRFPRLILTSVAIGASTSFAGAYISY
FLDGATGGVIVVLQTLVFLATFLMAPKHGLLAARRKAAAALTEEPA
>ANB40158.1 manganese/iron transporter ATP-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MKDELQKTGAARPDAADPGSGIEARGVTVTYRNGHTALRNASFRIPRGTVTALVGVNGAGKSTLFKAIMGFVPVAQGDIR
LLGLGVKEALRRNLISYVPQSEEVDWSFPVLVEDVVMMGRYGHMGFLRRPAKADRAAVDAALGRVGMRDFRHRQIGELSG
GQKKRVFLARALAQDGQVILLDEPFTGVDVKTEEQIIALLRALKQEGRVMLVSTHNLGSVPEFCDRTILVKGTVLAHGPT
ETTFTRPNLEAAFGGVLRHFTLGGPDLHEDDDMRQVSIFTDDERPLVQYGERTRKAERSQ
>ANB40159.1 iron ABC transporter substrate-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MSLKMTRMMGMAATAGLMAGPALADEDRMKVVTTFTVLADMARHVAGDAADVVSITKPGAEIHGYEPTPRDIVRAQDADL
ILSNGLNLELWFQQFLDHLGDVPSVTLTDGIDPIPIAEGAYQGKPNPHAWMGLDNALVYIDNILEAFAEHDPRNAATYVR
NASAYKDELRATLEPLKAEIATIPEAKRWLVTCEGAFSYLARDFGMKELYLWPMNADQMGTPQQVRAVIDGVRQNHVPVV
FCESTVNTAPAEQVARETGASYGGVLYVDSLSEPGGPVPSYLDLLRVTSQTVADGLSATTN
>ANB40160.1 transcriptional repressor (plasmid) [Rhodovulum sulfidophilum]SNK001
MTKANHESLLDICRRHGLRITGQRRVILEVLDASGDHPDVEELHRRVAAIEPGINIATVYRTMNKLAEKGLIERHMFEDG
RLRYEPAPEQHHDHFINLETGEVVEFRSDEIERLQEEIARKHGFEIVSHKLELYVRARKPR
>ANB40161.1 methionine synthase (plasmid) [Rhodovulum sulfidophilum]SNK001
MTTEDTSSSLRPALPRADHVGSLLRPQAIAGARMQGLKGAELRAVEDREIAALVAMQKEAGLRVFTDGEARRQFWHYDFM
GMLTGLDMKPSTRSLPFQTKHKTPPIEAHLTGPLNFPADHPMLRHFTYVRDLVAPGEGIAKISIPGPSACHYRMVPENIE
HKPYLDQELMFHDIAATYRKAVHAFYKAGCRYLQLDDIFFAYLGDEKQREERRAMGQDPDELVRKYAWMLEEAIKDRPAD
MVIGMHMCRGNFRSSHVAEGGYHGAADAIFNTTSVDIYLMEYDTERAGGLEPLASLPKGRKRVMPGFITTKTGKLESLDW
IRAKYDEASKYVDIDQLGVAPQCGFASTEHGNEITEDDQKRKLELVVKTAEAIWGES
>ANB40162.1 hypothetical protein A6024_19330 (plasmid) [Rhodovulum sulfidophilum]SNK001
MRHPVALPLAAAPTARAASATPLDVKMPDRGNAGGMVSKPAFGEARQDDTIRVAPTGTAPDAPGIDGMLPAGRATVVGAP
GRKVEPGVTGPGVSGAKGPTPAARGMAPPRIGGPALPHRGRTAGPFGDLMAQVVQ
>ANB40163.1 short-chain dehydrogenase (plasmid) [Rhodovulum sulfidophilum]SNK001
MSTIPRPALFSYGFRPFFLLAALFAAAVIPLWLAVWAGHAALAGPFGPRDWHIHEMLFGYVPAVLAGFLFTAIPNWTGRM
PRRGLPLVALSGLWLLARLAVAGALALPAWAVMALDLSFLLSVAAISVVEIVAGRNWRNLAVIVPVGLLAAANATFHLEA
MTRGAADIGMRAGFACILFLILLIGGRIVPSFTRNWLSRQGPGPLPAPFGRFDRLALMASAAVLVLWSLAPGLPGLSAAL
AGLAGLHLARLARWRGWRCGRAPILWILHIAYLFLPLGFGALALDAPVAGLHLLGIGAIGGMTLAVMMRASMGHTGRPLE
AGRVLTASFLLLCAAALTRALLPDQGLGGIGGPGLSGALWTAAFAGFVLKVGPWLTLPSVARRQPNPAARPRA
>ANB40164.1 hypothetical protein A6024_19345 (plasmid) [Rhodovulum sulfidophilum]SNK001
MDTATTLENDLTNAERDILHDVGFADETTRAGTSVLADHRMRMALSNDPDVVILPLAEALKTYDFVQGLMFGLVDPEEND
HIRLVAEHMHDPLGHFIWVRPGARVRLPVQSFTLLETPQARQFTHDITLIDEGAEVEMVSGSGVPSDLQKGRHISIGESY
LRKGAKCTSVTIEHWGPEMEVYSYGYSQLDATATSTSTAIMMSPIRHHSSRSVSTLGAGASAVSQSIVFAPEGTERVLVS
ETRLAAAGAKSKDVTRMVSAGGTIVNEALLIGDAAGSEGFLGCDGLKLKDTGEIRAVPSLRALAEGSQLSHEASVGMIDG
EKLNYLMASGMAEDAARDLIVQGFLALSDEQIPDSLRRRVTEMVAEAKSGGM
>ANB40165.1 hypothetical protein A6024_19350 (plasmid) [Rhodovulum sulfidophilum]SNK001
MRSVLFAALVSRGDAQPVHPGMAPPERVPAVMVDDRVVNVAWHLGVVPEAMSVRGDLWVFGRTLANTSGMILGCPGYIVM
KDPDIVPRILREKGLDRVLVERSDPFDRTRPHRDPMNLLPILEETGIAADSGGKITVIDFTDGLEAAIRQIGAVLGREAQ
AEDLIAARRAQLDAVMAGLPLDRPGLNVLILDGRVEDETRQAFVRAHLPGGYADDFLLTPLGVQNVAGPLADQGLNGFAA
LAGLDGMEALRPDVIVMTGESDAVQRQLAEALARDPDLASSVPALANHALVSLPAYYDSAVVDYPLILGRWAAALTSLIE
G
>ANB40166.1 hypothetical protein A6024_19360 (plasmid) [Rhodovulum sulfidophilum]SNK001
MPAFLAGLLSLGACASITNDANVPVALSFSTGESGSCKLSNKRQAQVTEIPAVVSVRRSDDALRYDCETRRGREAVGAIP
STMGGKIVASAVFLDFGIVDSITDKHREYPASYVIPVER
>ANB40167.1 hypothetical protein A6024_18905 (plasmid) [Rhodovulum sulfidophilum]SNK001
MARGYDVLAIGYTAGDTESTLTVSGDRSTYITMGGRAFIGYNGGTTGVIYVEDGGTYEVNSVTQLGRGEDSTGRIDVDRG
TLKVGADGELQLAFAVGSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETDDSNATFTVDGEG
STYISNGEFDLGYASGATGKLVVGNKAEATFIGYNGGTTGVIYVEDGGTYEVNSVTQLGRGEDSTGRIDVDRGTLKVGAD
GELQLAFAVGSTGKVTLKNGSSATLGGNVLMGRNTGTTAEFNILSGSEATSNGQVVVGETDDSNATFTVDGEGSTYISNG
EFDLGYASGATGKLVVGNKAEATFNDDLLVGLMGNGAIEVNTGGKVTANTDVHMGGTEGERKGGKGSLSIDGAGSSFTVN
DNGLFIGFSTAGTKSNPSGSVTVSDGGTLTLKAEAPEPLGNQTQMPEARESTGDLTLGYGEGTYGVLAVRDNGSRVAVGG
DLYAGYSGTGDIEVSGGASLAVDGTAYLGHGEGSTGVMTVADADVTLNGKTYIGYGGQGKMSIKGGGKVTAQDDVSLGHD
TGSATETGTIMVNGIGSELDMSDSLLTVGYDSVGDATDGLNGGAVTIFGGASATVGELSVGHEAGGGGTVAVASSGQDGK
NDTVASRLTVRDDATVGRGGKGVLIAQLGASVDIGGGLAIGVDGGSNGTMRVSRGATVSVGTEGGKGNCDGTISVAQNSG
STGTLIIGGDRIAGGNYEPSDAGRVNAGTLAFGNGNGSLVFSITDTDYTFGLDVTGGGAIEAYNGTVSLTGDYSEYDGDT
NIHGGTLSVDTGTFTHSAIKAMGGATLAGSGTVSDVTLQDGSTVAPGGKGISTLTVSGGDLSFADGASYAVTVSSDGSSD
LLAVKSTEEDEAPGFAVNNIGGAGGTVTTGGTVTLGGSSSLSVSRLASDTAGDFKVNTWYTILTADQGISGEFSEVSDYF
AYLDTTVDYDDDTKVLLALTRNDTDFEDVVGSSNTNARNAARAVGSMDEDNPLYKKVLFLKEGDVDGTYQALSGETHAGM
AGALLQSTAPTRRLVVNRMRQLTPGAGAAPAAVTRNAIYYGAEAGSFFRDPEVWGQAYGSWSKLDGSDGASGMETTTGGV
VIGADAETDGGWRTGVFGSFGMVDTDARDGSADSDADSYQLGVYTARSFGQMALRMGASYSWDDVSADRTVTVGGVRQDL
EADYWARTAQAFVELGYQTWAGSTSLEPFIGQAILYQEIDSFTETGGSAALSVDGEDLTQGITTVGLRFGRDLEGLGAGM
SNLHGAVAWQHVTGDLNAESTMRFASGGDAFSVTGSALDRNQAVLSLGLRTELTERSVLDIGYEGTLSENSQSHGLQATY
SIRF
>ANB40168.1 ABC transporter ATP-binding protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MDGQALGPRQDTSRQDTSPQDAPPARRRRVSPWGILKPVRPRIWLAMAISAGSALFTLAVMVLLMAAVGRLAAEPGSLPW
GLFAGVVICTIGAYVARLGAFNQAHYAAFRLERLLRNGLAARLARVPLGYVETQGAGALAKVIHDDVKALHVFVADSTPL
YARAYVTPVVTLAVLLWLDWRLALVTLAVLGLGYGILTRAQRQRRDMVRAYNAAREKVSAAVVEYVQAMPVVRNFDSGQQ
SFGRYQAALDGYLKVMLDWYRAAGFPARFSWLVLSPMPTLTLVLGAGLILTAAGDLEMSRWLGVLLICTGMAEAMMPMMM
LRHMIEKVGLSVARIEEVMQAPELKQRADLPVAAPEGAPALSFEGVRFAYGPDLAPALQDVSFEVARGSVTALVGPSGAG
KTTVARLIPRFWDVTAGRICLDGTDIRALAPDDLLEKVAFVFQESFLFADTIAGNIRIGRPDASDEQVIAAARAAQADGF
IRELPQGYDTPVGERGVFLSGGQRQRIAIARALLQDRPLLVLDEATAFADPENEAELIAALSELMRGRTVIMVAHRLATI
RDADQILVFERGRIAERGSHDALLEAGGTYARLWHNYEKAQTWSLGAARAPVTEEAAR
>ANB40169.1 iron-dicitrate transporter ATP-binding subunit (plasmid) [Rhodovulum sulfidophilum]SNK001
MTAHALGLSYAGKPVCRDITLEVPAGRVSVILGPNGCGKSTLLRGLCNLLPAQSGQVLLDGQNIARMPARALACQVGLLP
QSAQAPAGITVGDLVARGRYPHQGPFRQWSERDERIVAEAMAATGIADLAGRDVDALSGGQRQRVWIALVLAQETPILLL
DEPTTYLDIAHQLDLLRLLQRLNRERGRTIVAVLHDLNQACRHADHLIVMAEGALVAEGTPRDLMTPELLRRVFGLDALI
LDDPVSHTPLIVAR
>ANB40170.1 isochorismate synthase (plasmid) [Rhodovulum sulfidophilum]SNK001
MPFPDATLTEAPSLPPDQPFSFRNARDQVRGQVCATGPVRPLDRAGADTLADRVAPFFGAARDADDDGALIGGALPFDKA
RPDCLWQVAGGDGSWPGATAGAPARPVPEQRPARPCPQPPANGYMDSVARALEIMRTERGLPDALTKVVLARSLLVEDRM
AFALPGLMARLAEDPAVTVFQVALPQDADGSAPRQLVGATPELLLRKRGDSIVSHPLAGSARRLDDPEEDARNANALARS
EKDRREHGLVVEYILDMLAPVCKRLGTPEGTALTTTRSMWHIGTRIEGRLKDPETPAILLAAALHPTPAVCGLPCDRAAR
LIRDLEPVARDFYAGAVGWCDRRGDGDWYVAIRCAELCGARARLFAGAGIVLGSDPRAEASETGAKFGAFLSALGLPPDA
ALSDPSLHNQPNG
>ANB40171.1 hypothetical protein A6024_19210 (plasmid) [Rhodovulum sulfidophilum]SNK001
MQGLDFRLGAGVGASRAAGPGAGHTGALALLPEAACIRQDLLLLLLTVPGERVMRPAYGCHLDRLLFQPNDETLAGLAIH
YVRQAVARFEPRIEILRLDAGRPAEAGAGNLLEIVLSYRIRRSRTEDGLVLQVDLDAGGTP
>ANB40172.1 hypothetical protein A6024_19240 (plasmid) [Rhodovulum sulfidophilum]SNK001
MMTVAAPGVYVFEEKLGPRTIEAVGTSVAALVGRVPLRGVAAGTPVPVNGWMEFRRRFTDEDSSSTDLSNAAFGAFANGL
RRLWVMPTEAGSEISDDDLRPLEGIDEIAIVAAPGYASKASHDALATHATRCGDRFVLFDLPKDAPVEAMTEVGGAARRG
TATEEGATPSPAPAKAVRPSSIDCGACYAPWLLMQDPLKPGDRVLAPPSGHMAGIYARVDATRGVHKAPANEPVLAAIDA
ERRITRQQQELLNPRGVNAIRFMSGGLRVWGARTLSEDALNRYVPVVRLVLMIKESIEQGTGWVVFEPNSYPLWEAIKLD
VRAFMTRLWRSGALVGRTPEEAFFVKCDEETNPPELRDAGRVETLIGFAPVRPAEFVIFRLAQVTAGAEPA
>ANB40173.1 Crp/Fnr family transcriptional regulator (plasmid) [Rhodovulum sulfidophilum]SNK001
MGKLDESLLQHVGPFRRLDRGQIREILDLATARRFDEGAAVFREGHPAERFHLLMDGVIRVMRITAEGDAVTALHIPSGQ
LFGIARALRRETYPATAVCARECLTLSWPMSLWDGFVDRYDGFAEEGYRTVGTRVGEMNARLIEMATQQVEQRVAGALLR
LIDQSGRKGQEGIEIAFPVTRQDISEMTGTTLHSVSRLLSAWEKAGIVASRRRHVTVTDPRRLELIGEGR
>ANB40174.1 heme iron utilization protein (plasmid) [Rhodovulum sulfidophilum]SNK001
MTPSPDTAAAIRADLAEHPGATLEDAAARTGTTVAEVLACLPEGEATLVPGAAFEEVMAEIARWGEITLVMNTGDVILEA
KGPLPEGRVAQGFFNLHGRPIGGHIRAGACTQVAFVARSLFGTDTRSVQFLDARGGVLFKIYLGRDAARRLIPAQLVAFD
ALRARLAQGQMAETFRDLSRND
